
Gene Symbol mean carrier SD carrier mean DTIC SD DTIC Ratio  DTIC/ carrier
AAK1 0.91 0.019 0.993 0.008 1.091
AATK 0.921 0.001 0.992 0.007 1.076
ABL1 0.605 0 0.808 0 1.336
ABL2 0.816 0 0.973 0.017 1.193
ACK1 0.887 0.031 0.975 6.105 1.098
ACVR1 1.028 0.024 1.039 0.028 1.01
ACVR1B 1.182 0.023 1.171 0.004 0.99
ACVR2 1.138 0.012 1.13 0.018 0.992
ACVR2B 0.888 0.02 0.875 0.001 0.985
ACVRL1 0.776 0.004 0.813 0.015 1.047
ADAM9 0.918 0.021 1.004 0.011 1.093
ADCK1 1.134 0.003 1.04 0.019 0.917
ADCK2 0.735 0.002 0.872 0.025 1.186
ADCK4 0.818 0.089 0.981 0 1.198
ADCK5 0.899 0.015 0.941 0.004 1.046
ADK 1.04 0.011 1.052 0.008 1.011
ADRA1A 0.966 0.003 0.932 0.03 0.964
ADRA1B 0.966 0.015 1.06 0.006 1.097
ADRB2 1.007 0.027 0.989 0.012 0.982
ADRBK1 0.649 0.019 0.796 0.007 1.227
ADRBK2 1.025 0.013 1.023 0.05 0.997
AGTR2 1.051 0.015 1.097 0.028 1.043
AK1 1.017 0.013 1.212 0.011 1.192
AK2 0.979 0.003 1.031 0.001 1.052
AK3 1.03 0.027 1.108 0.029 1.075
AK3L1 0.83 0.007 1.089 0.003 1.312
AK5 0.875 0.011 1.035 0.033 1.182
AK7 1.126 0.01 1.202 0.005 1.067
AKAP1 0.706 0.002 1.027 0.001 1.455
AKAP11 0.671 0.027 0.859 0.035 1.28
AKAP13 0.943 0.003 1.055 0.011 1.118
AKAP3 0.729 0.034 0.912 0.014 1.252
AKAP4 0.886 0.007 1.037 0.014 1.17
AKAP5 1.101 0.02 1.253 0.026 1.137
AKAP6 0.804 0.039 1.009 0.006 1.254
AKAP7 0.966 0.003 1.162 8.926 1.202
AKAP8 1.105 0.021 1.244 0.052 1.126
AKT1 1.013 0.01 1.025 0.007 1.011
AKT2 0.691 0.013 0.844 0.011 1.221
AKT3 0.845 0.03 0.995 0.009 1.177
ALK 0.746 0.016 0.889 0.018 1.191
ACVR1C 0.966 0.016 1.123 0.012 1.162
ALS2CR2 0.73 0.018 0.86 0.003 1.177
ALS2CR7 0.918 0.021 1.124 0.012 1.223
AMHR2 0.922 0.025 1.096 0.006 1.189
ANGPT4 0.76 0.029 0.922 0 1.213
ANKK1 0.937 0.006 1.174 0.029 1.251
ANKRD3 0.946 0.015 1.042 0.017 1.101
APEG1 1.006 0.028 1.075 0 1.068



APPL 0.87 0.009 0.981 0.008 1.127
ARAF1 1.007 0.027 1.071 0.057 1.063
ARK5 0.869 0.015 0.885 0.064 1.018
ASK 0.999 0.027 1.142 0.041 1.142
ASP 1.041 0.042 1.084 0.04 1.04
ATM 0.896 0.017 1.059 0.008 1.182
ATR 1.024 0.027 1.051 0.034 1.025
AURKB 0.898 0.016 0.972 0.008 1.082
AURKC 1.035 0 1.223 0.025 1.181
AVPR1A 0.875 0.03 0.997 0.035 1.138
AVPR1B 0.764 0.015 0.901 0.003 1.178
AXL 1.007 0.015 1.116 0.024 1.108
AZU1 1.067 0.071 0.967 0.027 0.905
BCKDK 0.993 0 0.964 0.042 0.971
BCR 1.147 0.034 1.152 0.027 1.004
BDKRB2 1.07 0.028 1.241 0.033 1.16
BLK 1.15 0.035 1.124 0.025 0.977
BLNK 0.998 0.013 0.97 0.032 0.971
BMP2K 1.039 0.041 1.043 0.029 1.003
BMPR1A 0.886 0.02 0.925 0.054 1.044
BMPR1B 0.869 0.018 0.876 0.01 1.008
BMPR2 0.614 0.047 0.825 0.014 1.344
BMX 0.845 0.006 0.91 0.032 1.076
BRD2 0.681 0.036 0.855 0.023 1.255
BRDT 0.855 0.016 0.888 0.047 1.039
BTK 0.933 0.011 0.963 0.044 1.032
BUB1 0.614 0.03 0.813 0 1.322
BUB1B 0.77 0.025 0.867 0.014 1.125
C14ORF20 0.695 0.034 0.75 0.002 1.079
TP53RK 0.763 0.023 0.877 0.018 1.149
TRIB3 0.916 0 0.94 0.012 1.027
C6ORF199 0.922 0.022 0.945 0.003 1.024
C7ORF16 0.905 0.013 0.924 0.005 1.021
TRIB1 1.02 0.003 0.993 0.001 0.974
C9ORF12 0.993 0.003 1.001 0.037 1.008
CALM3 1.148 0.007 1.143 0.001 0.995
CAMK1 0.989 0.033 1.074 0.008 1.085
CAMK1D 0.973 0.022 1.036 0.051 1.064
CAMK1G 0.98 0.006 1.027 0.002 1.047
CAMK2A 0.971 0.015 1.072 0.001 1.104
CAMK2B 0.975 0.045 0.953 0.007 0.978
CAMK2D 0.949 0.007 0.917 0.001 0.965
CAMK2G 0.846 0.018 0.839 0 0.991
CAMK4 0.951 0.021 0.929 0.01 0.976
CAMKK1 0.961 0.03 0.956 0.015 0.994
CAMKK2 0.884 0.015 0.867 0.01 0.98
CARD10 0.891 0.011 0.888 0.034 0.996
CARD14 0.812 0.015 0.842 0.01 1.036
TNNI3K 0.785 6.579 0.79 0.022 1.005
CARKL 0.811 0.027 0.812 0.005 1.001
CASK 0.853 0.005 0.912 0.017 1.069



CCL2 0.921 0.003 0.929 0.023 1.007
CCL4 0.897 0.015 0.931 0.022 1.038
CCRK 0.979 0.006 0.977 0.011 0.998
CD3E 0.96 0.032 0.973 0.004 1.013
CD4 0.921 0 0.96 0.025 1.042
CD7 0.93 0.028 0.984 0.001 1.057
CDADC1 0.886 0.013 0.962 0 1.085
CDC2 0.888 0.006 0.891 0.022 1.004
CDC2L1 0.935 0.018 0.94 0.015 1.005
CDC2L2 0.994 0.036 1.025 0.004 1.031
CDC2L5 0.902 0.011 1.001 0.009 1.109
CDC42BPA 0.927 0.025 0.993 0.002 1.071
CDC42BPB 1.021 0.053 1.05 0.011 1.028
CDC7 1.009 0.034 1.039 0.015 1.029
CDK10 1.04 0.034 1.062 0.009 1.021
CDK11 0.949 0.018 0.992 0.006 1.044
CDK2 0.923 0.004 0.937 0.004 1.015
CDK3 0.898 0.045 0.938 0.029 1.044
CDK4 0.865 0.014 0.879 0.035 1.016
CDK5 0.839 0.067 1.022 0.022 1.218
CDK5R1 0.976 0.032 0.981 0.001 1.005
CDK5R2 1.046 0.03 1.03 0.011 0.984
CDK5RAP1 1.041 0.042 1.036 0.004 0.995
CDK5RAP3 1.022 0.036 1.055 0.023 1.032
CDK6 1.008 0.018 1.074 0.032 1.065
CDK7 0.987 0.048 1.039 0.03 1.052
CDK8 0.986 0.009 0.987 0.047 1
CDK9 0.92 0.011 1.008 0.022 1.095
CDKL1 0.855 0.03 0.894 0.032 1.045
CDKL2 0.906 0.048 0.928 0.007 1.023
CDKL3 0.907 0.001 0.993 0.028 1.094
CDKL5 0.962 0.005 1.042 0.01 1.083
CDKN1A 1.096 0.029 1.153 0.002 1.051
CDKN1B 1.076 0.035 1.174 0.023 1.09
CDKN1C 1.058 0.008 1.116 0.006 1.054
CDKN2B 1.064 0.018 1.125 0.012 1.057
CDKN2C 1.012 0.028 1.071 0.001 1.058
CDKN2D 0.931 0.001 0.991 0.009 1.063
CDKN3 0.863 0.012 0.899 0.019 1.041
CERK 1.008 0.033 1.05 0.019 1.041
RAPGEF4 0.94 0.007 1.017 0.002 1.081
CHEK1 0.98 0.032 1.029 0.024 1.05
CHEK2 1.065 7.293 1.064 0.037 0.998
CHKA 0.959 0.03 1.043 0.034 1.087
CHKB 1.022 0.024 1.088 0.012 1.064
CHRM1 1.015 0.007 1.11 0.017 1.093
CHUK 0.926 0.019 0.961 0.042 1.038
CINP 0.937 0.019 0.988 0.03 1.054
CIT 0.867 0.017 0.973 0.033 1.122
CKB 0.959 0.04 1.047 0.003 1.092
CKM 1.019 0.01 1.115 0.012 1.093



CKMT1 1.122 0.027 1.171 0.007 1.043
CKMT2 1.025 0.02 1.086 0.008 1.059
CKS1B 1.019 0.043 1.119 0.008 1.098
CKS2 1.06 0.006 1.135 0.018 1.07
CLK1 0.929 0.03 0.989 0.02 1.064
CLK2 0.964 0.03 1.057 0.005 1.095
CLK3 0.955 0.001 1.015 0.005 1.062
CLK4 0.917 0.031 0.961 0.034 1.047
PLK3 0.695 0.032 0.832 0.085 1.197
CNKSR1 0.798 0.049 0.946 0.077 1.186
COL4A3BP 0.594 0.021 0.867 0.078 1.46
COPB2 0.557 0.031 0.798 0.1 1.433
CRK7 0.818 0.051 0.888 0.065 1.086
CRKL 1.041 0.014 1.11 0.106 1.066
CSF1R 0.99 0.029 1.023 0.062 1.033
CSK 1.178 0.007 1.06 0.069 0.899
CSNK1A1 1.031 0.012 1.042 0.055 1.011
CSNK1D 0.855 0.025 1.02 0.075 1.192
CSNK1E 0.746 0.056 0.939 0.012 1.259
CSNK1G1 0.858 0.009 0.936 0.026 1.09
CSNK1G2 0.877 0.053 0.78 0.005 0.889
CSNK1G3 0.741 0.029 0.904 0.028 1.22
CSNK2A1 1.048 0.064 1.061 0.007 1.012
CSNK2A2 0.779 0.051 0.848 0.012 1.089
CSNK2B 0.559 0.081 0.825 0.011 1.475
CXCL10 1 0.035 0.969 0.063 0.969
DAPK1 0.806 0.051 0.88 0.045 1.091
DAPK2 0.836 0.024 0.923 0.045 1.103
DAPK3 0.859 0.04 0.946 0.045 1.101
DCAMKL1 0.833 0.05 0.971 0.012 1.166
DCK 0.78 0.072 0.9 0.058 1.154
DDR1 0.96 0.019 1.041 3.332 1.084
DDR2 0.993 0.053 1.094 0.014 1.101
DGKA 1.083 0 1.198 0.034 1.105
DGKB 0.864 0.065 0.934 0.044 1.081
DGKD 0.874 0.005 0.914 0.007 1.045
DGKE 1.227 0.026 1.088 0.041 0.887
DGKG 0.744 0.022 0.88 0.02 1.182
DGKI 0.959 0.054 1.047 0.035 1.091
DGKQ 1.213 0.022 1.156 0.02 0.952
DGKZ 0.924 0.02 1.089 0.043 1.178
DGUOK 1.111 0.07 1.198 0.02 1.078
DKFZP434C13 0.702 0.061 0.961 0.046 1.367
DKFZp434C14 0.658 0.013 0.906 0.013 1.376
DKFZP586B16 1.04 0.055 1.078 0.014 1.036
DKFZP761P04 0.656 0.026 0.885 0.022 1.347
STYK1 0.882 0.001 1.103 0.046 1.249
DLG1 0.77 0.003 0.898 0 1.165
DLG2 1.026 0.001 1.132 0.006 1.102
DLG3 0.922 0.024 1.022 0.022 1.108
DLG4 0.635 0.034 0.838 0.156 1.319



DMPK 0.939 0.004 1.153 0.02 1.227
DNAJC3 0.634 0.018 0.849 0.036 1.339
DOK1 0.843 0.008 0.914 0.011 1.083
DTYMK 0.777 0.004 0.92 0.032 1.183
DUSP1 0.796 0.016 0.929 0.017 1.167
DUSP10 0.866 0.033 1.076 0.006 1.241
DUSP2 0.844 0.027 0.907 0.019 1.074
DUSP22 1.048 0.101 1.213 0.019 1.158
DUSP4 1.155 0.027 0.969 0.025 0.839
DUSP5 0.758 0.038 0.942 0.085 1.243
DUSP6 0.874 0.078 0.99 0.024 1.132
DUSP7 0.989 0.07 1.1 0.05 1.112
DUSP8 1.1 0.079 1.173 0.004 1.065
DYRK1A 0.924 0.048 1.08 0.04 1.168
DYRK1B 1.095 0.008 1.245 0.023 1.137
DYRK2 0.92 0.021 1.024 0.033 1.112
DYRK3 0.748 0.016 0.894 0.008 1.194
DYRK4 1.011 0.122 1.012 0.079 1.001
EDN2 0.805 0.009 0.99 0.012 1.229
EEF2K 0.749 0.04 1.02 0.034 1.361
EGFR 1.127 0.015 1.132 0.001 1.005
EIF2AK3 0.903 0.04 1.033 0.03 1.143
EIF2AK4 0.961 0.037 1.032 0.026 1.074
EKI1 0.738 0.021 0.919 0.032 1.246
RAPGEF3 0.838 0.053 0.987 0 1.177
EPHA1 0.993 0.059 1.093 0.032 1.1
EPHA2 0.771 0.015 0.952 0.017 1.234
EPHA3 0.873 0.026 0.997 0.016 1.142
EPHA4 0.814 0.032 0.904 0.032 1.11
EPHA5 0.921 0.038 0.958 0.025 1.04
EPHA7 0.913 0.024 1.025 0.01 1.122
EPHA8 1.048 0.03 1.204 0.013 1.148
EPHB1 0.946 0.021 1.089 0.009 1.15
EPHB2 1.01 0.05 1.075 0.028 1.064
EPHB3 0.928 0.009 1.112 0.001 1.198
EPHB4 0.966 0.043 1.092 0.001 1.129
EPHB6 0.915 0.017 1.026 0.005 1.12
ERBB2 0.819 0.025 0.97 0.003 1.183
ERBB3 0.911 0.066 1.099 0.019 1.206
ERBB4 0.646 0.021 0.869 0.005 1.345
ERK8 0.835 0.07 0.931 0.02 1.115
ERN1 0.91 0.068 0.909 0.021 0.998
EVI1 0.968 0.061 1.112 0.042 1.148
FASTK 0.72 0.024 0.878 0.017 1.219
FER 0.997 0.057 1.135 0.044 1.138
FES 0.695 0.01 0.826 0.012 1.188
FGFR1 0.637 0.011 0.796 0.018 1.248
FGFR2 0.848 0.002 0.903 0.004 1.063
FGFR3 1.005 0.039 1.14 0.002 1.135
FGFR4 0.887 0.024 0.91 0 1.025
FGR 0.941 0.025 0.91 0.001 0.967



FLJ10074 0.744 0.02 0.928 0.021 1.247
FLJ10761 1.058 0.027 1.222 0.025 1.155
RFK 0.872 0.021 0.939 0.014 1.076
FLJ12476 0.59 0.038 0.749 0.039 1.269
FLJ13052 0.702 0.014 0.891 0.013 1.269
FLJ20574 0.91 0.016 1.03 0.046 1.131
THNSL1 0.809 0.04 0.965 0.005 1.193
FLJ23074 0.673 0.003 0.992 0.011 1.473
LRRK1 0.595 0.044 0.964 0 1.62
FLJ23356 0.568 0.029 0.895 0.025 1.575
FLJ25006 0.822 0.005 1.101 0.012 1.338
FLJ32685 0.732 0.013 1.096 0.029 1.497
C9ORF98 0.613 0.001 1.009 0.032 1.644
FLJ34389 0.767 0.008 1.007 0.006 1.313
FLJ35107 0.894 0.029 1.016 0.04 1.135
FLT1 0.978 0.017 1.098 0.043 1.122
FLT3 0.852 0.022 0.949 0.027 1.113
FLT4 0.829 0.009 0.928 0.032 1.118
FN3K 1.051 0.015 1.276 0.037 1.213
FRAP1 0.706 0.035 1.085 0.019 1.535
FRDA 0.596 0.007 0.99 0.032 1.661
FRK 0.869 0.016 0.887 0.111 1.02
FUK 0.74 0.049 1.062 0.016 1.434
FYN 0.782 0.009 1.068 0.004 1.365
GAK 0.847 0.017 1.16 0.007 1.369
GALK1 0.913 0.002 1.156 0.011 1.265
GALK2 0.811 0.007 0.978 0.007 1.205
GCK 0.693 0.003 1.068 0.001 1.54
GFRA2 0.722 0.004 0.956 0.016 1.324
GK 0.543 0.003 0.876 0.004 1.61
GK2 0.578 0.023 0.904 0.017 1.564
GMFB 0.782 0.004 1.043 0.007 1.332
GMFG 0.99 0.032 1.067 0.025 1.077
GNE 0.919 0.029 1.107 0.022 1.204
GRK4 1.227 0.005 1.293 0.039 1.053
GRK5 0.8 0.011 1.14 0.013 1.424
GRK6 0.689 0.046 1.055 0.02 1.531
GRK7 0.818 0.027 1.089 0.003 1.33
GSG2 1.151 0.022 1.312 0.006 1.139
GSK3A 0.658 0.002 0.971 0.011 1.475
GSK3B 0.768 0.015 1.036 0.014 1.349
GTF2H1 0.585 0.039 0.837 0.017 1.43
GUCY2C 0.931 0.023 1.089 0.004 1.17
GUCY2D 0.934 0.036 1.072 0.022 1.147
GUCY2F 1.022 0.004 1.147 0.003 1.122
GUK1 0.828 0.016 1.125 0.002 1.358
HSPB8 0.73 0.04 0.996 0.018 1.363
HAK 0.983 0.024 1.127 0.013 1.146
HCK 0.791 0.046 1.086 0.015 1.372
HIPK2 0.849 0.031 0.938 0.01 1.104
HIPK3 0.826 0.035 0.984 0.015 1.19



HIPK4 0.701 0.011 1.003 0.017 1.429
HK1 1.118 0.023 1.255 0.02 1.121
HK2 0.887 0.004 1.056 0.015 1.191
HK3 0.559 0.004 0.755 0.03 1.351
HRI 0.774 0.007 1.022 0.026 1.32
STK32B 0.712 0.03 0.886 0.011 1.244
HSMDPKIN 0.677 0.034 0.898 0.001 1.325
HUNK 0.5 0.041 0.766 0.029 1.532
ITGB1BP1 0.99 0.011 1.051 0.047 1.061
MASTL 0.992 0.003 1.048 0.003 1.056
ICK 1.051 0.022 1.111 0.005 1.057
IGF1R 0.586 0.008 0.947 0.02 1.615
IHPK1 0.991 0.009 1.022 0.048 1.031
IHPK2 1.031 0.036 1.317 0.035 1.277
IHPK3 0.882 0.021 0.965 0.028 1.093
IKBKAP 0.828 0.002 0.941 0.021 1.135
IKBKB 0.923 0.02 1.118 0.032 1.211
IKBKE 0.77 0.021 0.938 0.017 1.217
IL2 0.792 0.007 0.989 0.015 1.248
ILK 0.782 0.035 0.944 7.297 1.206
ILKAP 0.88 0.034 1.027 0.005 1.166
IMPK 0.935 0.018 1.097 0.008 1.172
INSR 0.78 0.001 0.935 0.061 1.197
INSRR 0.85 0.041 1.044 0.056 1.227
IRAK1 0.782 0.024 0.997 0.004 1.274
IRAK2 0.603 0.054 0.887 0.021 1.47
IRAK3 0.505 0.004 0.791 0.028 1.564
IRS1 0.922 0.013 1.063 0.008 1.153
ITK 0.802 0.036 0.849 0.006 1.058
ITPK1 1.056 0.002 1.123 0.022 1.063
ITPKA 0.942 0.034 1.086 0.007 1.152
ITPKB 0.991 0.002 1.136 0.018 1.146
ITPKC 0.786 0.026 0.95 0.078 1.209
JAK1 0.96 0 1.087 0.016 1.132
JAK2 0.919 0.001 1.116 0.024 1.213
JAK3 0.71 0.002 0.909 0.034 1.28
JIK 0.739 0.012 0.961 0.014 1.3
KHK 0.843 0.017 0.973 0.043 1.154
TNIK 0.585 0.175 0.969 0.012 1.655
MAST3 0.806 0.005 1.064 0.014 1.319
KIAA0999 0.778 0.025 0.983 0.008 1.262
KIAA1361 0.919 0.012 1.059 0.077 1.152
KIAA1399 0.934 0.027 1.128 0.029 1.207
KIAA1639 0.802 0.001 0.979 0.054 1.22
KIAA1765 0.953 0.03 1.186 0.006 1.244
KIAA1804 0.68 0.025 1.042 0.033 1.531
KIAA1811 0.788 0.01 1.05 0.009 1.332
LMTK3 0.516 0 0.809 0.008 1.568
KIF13B 0.621 0.007 0.919 0.02 1.478
KIS 0.647 0.003 0.902 0 1.394
KIT 0.711 0.045 0.927 0.014 1.304



LMTK2 0.573 3.253 0.833 0.091 1.453
KSR2 1.136 0.026 1.289 0.009 1.134
LAK 0.741 0.007 1.122 0.005 1.514
LATS1 0.792 0.033 0.988 0.038 1.246
LATS2 0.935 0.046 1.051 0.012 1.123
LCK 0.785 0.007 0.994 0.008 1.265
LCP2 0.838 0.044 1.004 0.017 1.198
LIM 0.571 0.045 0.837 0.017 1.464
LIMK1 0.717 0.042 0.895 0 1.248
LIMK2 0.945 0.019 1.121 0.025 1.185
LOC115704 1.085 0.04 1.089 0.059 1.004
LOC149420 0.74 0.008 1.041 0.05 1.406
PRPS1L1 0.676 0.017 1.021 0.001 1.508
LOC340371 0.84 0.012 1.021 0.012 1.214
LOC91807 1.069 0.024 1.299 0.002 1.215
LTK 0.703 0.015 0.851 0.011 1.211
LYK5 0.73 0.04 0.95 0.022 1.3
LYN 0.842 0.023 0.979 0.008 1.163
SMAD7 0.78 0.018 1.029 0.009 1.32
MAGI-3 1.145 0.019 1.211 0.043 1.057
MAK 0.784 0.02 0.867 0.053 1.105
MALT1 0.851 0.001 1.049 0.06 1.232
MAP2K1 0.505 0.014 0.854 0.024 1.691
MAP2K1IP1 0.979 0.001 1.096 0.022 1.119
MAP2K2 0.697 0.008 0.93 0.005 1.334
MAP2K3 0.812 0.043 0.994 0.031 1.224
MAP2K4 0.806 0.069 1.005 0 1.246
MAP2K5 0.911 0.035 1.042 0 1.144
MAP2K6 0.774 0.006 0.979 0.003 1.264
MAP2K7 0.748 0.027 0.931 0.037 1.245
MAP3K1 0.697 0.043 0.872 0.079 1.251
MAP3K10 0.891 0.014 1.056 0.036 1.184
MAP3K11 0.615 0.053 0.925 0.011 1.502
MAP3K12 0.59 0.003 0.841 0.01 1.423
MAP3K13 0.752 0.008 1.011 0.021 1.344
MAP3K14 0.695 0.007 0.917 0.029 1.319
MAP3K2 0.664 0.033 0.875 0.006 1.318
MAP3K3 0.762 0.013 0.984 0.022 1.291
MAP3K4 0.85 0.016 1.076 0.03 1.265
MAP3K5 0.904 0.035 1.137 0.003 1.256
MAP3K6 0.894 0.034 1.132 0.054 1.266
MAP3K8 0.88 0.027 1.17 0.024 1.33
MAP3K9 1.059 0.001 1.345 0.014 1.27
MAP4K1 0.911 0.018 1.09 0.037 1.196
MAP4K2 0.809 0.01 1.069 0.005 1.32
MAP4K3 0.715 0.012 0.857 0.042 1.197
MAP4K4 1.012 0.021 1.18 0.005 1.165
MAP4K5 1.041 0.009 1.165 0.033 1.119
MAPK1 0.559 0.023 0.884 0.029 1.58
MAPK10 0.923 0.002 1.08 0.018 1.17
MAPK11 0.817 0.052 1.02 0.007 1.248



MAPK12 0.651 0.005 0.93 0.03 1.427
MAPK13 0.869 0.016 1.068 0.021 1.229
MAPK14 0.894 0.038 1.082 0.008 1.209
MAPK3 0.712 0.08 0.948 0.011 1.33
MAPK6 0.653 0.003 0.875 0.001 1.339
MAPK7 0.946 0.017 0.942 0.016 0.995
MAPK8 0.984 0.013 1.094 0.076 1.111
MAPK8IP1 0.688 0.039 0.943 0.019 1.37
MAPK8IP2 0.97 0.004 1.209 0 1.246
MAPK8IP3 0.539 0.029 0.994 0 1.844
MAPK9 0.788 0.005 1.091 0.03 1.384
MAPKAPK2 0.535 0.043 0.81 0.003 1.512
MAPKAPK3 0.661 0 0.976 0.02 1.475
MAPKAPK5 0.739 0.003 0.893 0.033 1.208
MARK2 0.919 0.016 1.079 0.006 1.173
MARK3 0.719 0.015 1.024 0.018 1.424
MARK4 0.97 0.003 1.229 0.012 1.267
MAST2 0.742 0.01 1.155 0.02 1.555
MATK 0.788 0.005 1.111 0.004 1.409
MBIP 0.783 0.012 1.02 0.042 1.302
MELK 0.941 0.031 1.244 0 1.321
MERTK 0.678 0.025 0.964 0.049 1.42
MET 0.604 0.002 0.924 0.008 1.53
MGC16169 0.541 0.031 0.861 0.01 1.59
STK32A 0.749 0.012 0.95 0.003 1.268
CSNK1A1L 0.986 0.045 1.176 0.002 1.192
MGC42105 0.934 0.024 1.15 0.018 1.231
C9ORF96 0.956 0.007 1.246 0.012 1.302
MGC45428 0.71 0.035 1.01 0.036 1.421
PIP5KL1 0.842 0.011 1.08 3.151 1.281
MGC4796 0.593 0.019 0.917 0.013 1.545
MGC5601 0.697 0.026 0.944 0.012 1.353
MGC8407 0.825 0.015 1.021 0.005 1.237
MIDORI 0.713 0.027 1.053 0.007 1.476
MINK 0.614 0.011 0.884 0.073 1.44
MKNK1 0.85 0.014 1.069 0.015 1.257
MOS 0.815 0.035 1.115 0.034 1.367
MPP1 1.074 0.029 1.278 0.012 1.189
MPP2 0.868 0.049 1.019 0.024 1.173
MPP3 0.656 0.037 1.008 0.039 1.535
MPZL1 1.064 0.017 0.928 0.009 0.871
MRC2 0.823 0.027 1.012 0.001 1.229
MST1R 0.639 0.019 0.838 0.019 1.312
MST4 0.856 0.014 0.897 0.059 1.048
MUSK 0.774 0.018 0.959 0.001 1.239
MVD 0.735 0.018 0.858 0.004 1.167
MVK 0.732 0.07 1.019 0.015 1.39
MYLK 0.718 0.014 0.918 0.034 1.278
MYO3A 0.673 0.01 0.893 0.032 1.326
MYO3B 0.727 0.007 0.896 0.016 1.231
NAGK 0.826 0.041 0.97 0.004 1.173



NBEA 0.772 0.012 0.915 0.023 1.184
NEK1 0.698 0.025 1 0.03 1.431
NEK11 0.968 0.011 1.127 0.037 1.164
NEK2 0.652 0.021 0.892 0.009 1.368
NEK4 0.81 0.028 1.075 0.004 1.326
NEK6 1.071 0.016 1.045 0.028 0.976
NEK7 0.869 0.008 1.033 0.009 1.188
NEK8 0.632 0.022 0.701 0.126 1.108
NEK9 1.071 0.003 0.978 0.02 0.913
NLK 1.125 0.011 1.102 0.052 0.979
NME1 1.215 0.013 1.047 0.02 0.861
NME2 1.17 0.004 1.021 0.02 0.873
NME3 1.245 0.029 0.964 0.019 0.774
NME4 1.091 0.008 0.966 0.021 0.885
NME5 1.007 0.032 0.965 0.004 0.958
NME6 1.174 0.053 1.023 0.001 0.871
NME7 1.139 0.025 1.051 0.003 0.923
NPR1 0.906 0.004 0.902 0.028 0.996
NPR2 1.145 0.056 1.045 0.009 0.912
NRBP 0.956 0.084 0.935 0.041 0.978
NRG3 1.173 0.015 1.077 0.011 0.918
NTRK1 1.139 0.028 1.057 0.062 0.927
NTRK2 1.024 0.043 0.895 0.021 0.874
NTRK3 1.031 0.096 0.952 0.037 0.922
NYD-SP25 1.03 0.011 0.918 0.014 0.891
OSR1 1.094 0.029 1.056 0.07 0.965
P15RS 0.995 0.056 0.877 0.039 0.881
PACE-1 0.942 0.034 0.903 0.049 0.958
PACSIN1 1.149 0.042 1.044 0.002 0.908
PAG 1.168 0.056 1.038 0.046 0.889
PAK1 1.029 0.01 0.933 0.018 0.907
PAK2 1.077 0.01 1.01 0.005 0.937
PAK3 1.236 0.038 1.058 0.027 0.855
PAK4 1.072 0.039 1.039 0.003 0.969
PAK6 1.068 0.023 1.015 0.017 0.95
PAK7 1.133 0.036 1.037 0.003 0.915
PANK1 1.02 0.024 0.946 0.015 0.927
PANK3 0.865 0.029 0.9 0.012 1.04
PANK4 0.812 0.02 0.804 0.03 0.99
PAPSS1 1.197 0.03 1.096 0.001 0.915
PAPSS2 1.094 0.008 1.042 0.02 0.952
PASK 1.306 0.033 1.087 0.003 0.832
PCK1 0.897 0.01 0.951 0 1.06
PCK2 1.077 0.045 1.03 0.037 0.956
PCTK1 1.105 0.038 0.952 0.046 0.862
PCTK2 1.147 0.025 1.107 0.012 0.965
PCTK3 0.911 0.034 0.935 0.001 1.025
PDGFRA 0.895 0.033 0.887 0.003 0.99
PDGFRB 0.953 0.023 0.977 0.03 1.025
PDK1 1.229 0.033 1.083 0 0.881
PDK2 1.145 0.019 1.052 0.026 0.919



PDK3 1.146 0.006 1.058 0.002 0.922
PDK4 1.023 0.029 0.955 0.01 0.933
PDPK1 1.121 0.019 0.958 0.017 0.854
PFKFB1 1.023 0.014 0.975 0.046 0.952
PFKFB2 1.013 0.028 0.969 0.009 0.956
PFKFB3 1.143 0.027 1.118 0.039 0.977
PFKFB4 0.812 0.019 0.873 0 1.074
PFKL 1.18 0.011 1.064 0.044 0.901
PFKM 1.099 0.043 1.028 0 0.934
PFKP 1.091 0.005 1.025 0.022 0.939
PFTK1 1.258 0.009 1.042 0.042 0.828
PGK1 1.245 0.001 1.135 0.013 0.912
PGK2 1.166 0.046 0.995 0.013 0.853
PHKA1 1.047 0.006 0.975 0.004 0.93
PHKA2 1.029 0.042 0.98 0.003 0.952
PHKG1 1.112 0.034 1.015 0.037 0.913
PHKG2 1.088 0.044 1.006 0 0.924
PI4K2B 1.043 0.032 1.055 0.005 1.011
PI4KII 0.994 0.001 0.991 0.009 0.997
PIK3C2A 0.999 0.018 1.086 0.025 1.087
PIK3C2B 1.147 0.031 1.111 0.002 0.968
PIK3C2G 0.896 0.002 0.933 0.015 1.041
PIK3CA 1.203 0.051 1.073 0.008 0.891
PIK3CB 1.032 0.028 1 1.122 0.969
PIK3CG 1.127 0.01 1.041 0.002 0.924
PIK3R1 0.957 0.023 0.978 0.01 1.022
PIK3R2 1.093 0.041 0.999 0.013 0.913
PIK3R3 0.983 0.004 1.003 0.026 1.02
PIK3R4 0.907 0.01 0.947 0.027 1.043
PIK4CA 0.855 0.01 0.922 0.023 1.078
PIK4CB 0.853 0.004 0.92 0.027 1.078
PIM1 1.004 0.01 1.006 0.01 1.001
PIM2 0.876 0.058 0.919 0.012 1.048
PINK1 1.005 0.009 1.004 0.022 0.999
PIP5K1A 0.957 0.057 0.941 0.002 0.982
PIP5K2A 1.156 0.007 1.103 0.007 0.953
PIP5K2B 0.965 0.001 0.998 0.023 1.033
PIP5K2C 1 0.011 0.915 0.004 0.914
PITPNM3 1.046 0.008 0.97 0.036 0.927
STK32C 0.97 0.056 0.901 0.004 0.928
PKIA 1.049 0.065 0.939 0.001 0.895
PKIB 1.102 0.019 0.936 0 0.849
PKLR 1.081 0.035 0.94 0.001 0.869
PKM2 1.058 0.012 0.95 0.02 0.898
PKMYT1 0.947 0.002 0.922 0.006 0.974
PKN3 0.996 0.028 0.941 0.003 0.944
PLK1 1.08 0.013 1.016 0.02 0.941
EXOSC10 1.089 0.026 0.98 0.022 0.899
PMVK 1.117 0.011 0.995 0.008 0.89
PNKP 0.984 0.018 0.97 0.01 0.986
PPP1R1B 1.154 0.027 0.97 0.023 0.84



PPP2CA 1.013 0.049 0.926 0.01 0.913
PPP2CB 1.227 0.001 1.025 0.014 0.835
PPP4C 0.923 0.064 0.874 0.003 0.947
PRKAA1 0.793 0.001 0.782 0 0.986
PRKAA2 0.907 0.024 0.765 0.004 0.843
PRKACA 0.84 0.018 0.79 0.008 0.94
PRKACB 0.933 0.031 0.949 0.037 1.017
PRKACG 1.127 2.524 1.033 0.003 0.916
PRKAG1 1.012 0.044 0.976 0.01 0.964
PRKAG3 0.938 0.011 0.93 0.011 0.991
PRKAR1A 1.126 0.015 1.044 0.013 0.927
PRKAR2A 0.983 0.035 1.007 0.012 1.024
PRKAR2B 0.996 0.021 0.948 0.001 0.951
PRKCA 0.974 0.024 0.99 0.023 1.016
PRKCABP 0.949 0.066 0.967 0.015 1.018
PRKCD 0.995 0.014 0.996 0.01 1.001
PRKCE 0.949 0.038 0.938 0.017 0.988
PRKCG 1.078 0.038 1.06 0.02 0.983
PRKCH 0.877 0.026 0.906 0.018 1.032
PRKCI 1.196 0.024 0.956 0.028 0.798
PRKCL1 1.28 0.019 1.128 0.021 0.881
PRKCL2 1.361 0.002 1.182 0.031 0.868
PRKCM 1.012 0.016 1.013 0.01 1
PRKCN 1.063 0.008 1.085 0.019 1.021
PRKCQ 0.935 0.025 0.955 0.011 1.02
PRKCSH 0.847 0.01 0.89 0 1.05
PRKCZ 1.049 0.016 1.098 0.006 1.046
PRKD2 1.033 0.037 0.992 0.017 0.96
PRKDC 1.265 0.024 1.161 0.008 0.917
PRKG1 1.166 0.016 1.099 0.032 0.941
PRKG2 0.992 0.004 0.967 0.019 0.974
PRKR 1.097 0.026 1.041 0.014 0.948
PRKRA 1.043 0.003 1.054 0.006 1.01
PRKWNK1 0.957 0.008 1.03 0.021 1.076
PRKWNK2 1.06 0.042 0.989 0.019 0.933
PRKWNK3 0.941 0.002 0.999 0.006 1.061
PRKWNK4 0.988 0.072 0.986 0.05 0.998
PRKX 0.992 0.059 1.045 0.019 1.053
PRKY 1.22 0.041 1.173 0.042 0.961
PRPF4B 1.199 0.028 1.151 0.009 0.959
PRPS1 1.249 0.034 1.125 0.022 0.901
PRPS2 1.103 0.014 1.063 0.023 0.963
PRPSAP1 1.095 0.038 1.041 0.009 0.95
PRPSAP2 1.105 0.021 1.11 0.025 1.004
TAO1 0.906 0.036 1.002 0.013 1.105
PSKH1 0.903 0.032 0.927 0.003 1.026
PSKH2 0.842 0.034 0.966 0.021 1.148
PTK2 1.132 0.071 1.141 0.005 1.007
PTK2B 1.397 0.029 1.255 0.015 0.898
PTK6 1.284 0.051 1.119 0.029 0.871
PTK7 1.085 0.059 1.031 0.003 0.95



PTK9 0.904 0.165 0.935 0.01 1.033
PTK9L 1.176 0.044 1.019 0.08 0.866
PTPN5 1.05 0 1.051 0.031 1.001
PTPRG 1.087 0.019 1.076 0.017 0.989
PTPRJ 1.012 0.003 1.028 0.025 1.015
PTPRR 0.936 0.066 1.003 0.018 1.07
PTPRT 0.821 0.014 0.819 0.025 0.997
PXK 1.15 0.046 1.102 0.018 0.958
PYCS 1.088 0.009 1.051 0.023 0.965
RAC1 1.077 0.047 1.033 0.004 0.959
RAF1 1.04 0.036 0.899 0.015 0.864
RAGE 0.977 0.009 1.06 0.019 1.085
RASGRF2 0.87 0.002 0.961 0.028 1.104
PDXK 0.99 0.014 1.037 0 1.047
PRKCB1 0.799 0.028 0.865 0.019 1.082
RBKS 0.993 0.023 0.962 0.012 0.968
RET 1.135 0.044 1.051 0.008 0.925
RFP 1.086 0.008 1.006 0.019 0.926
GRK1 1.094 0.016 0.92 0.005 0.84
RIOK1 1.23 0.035 1.071 0.011 0.87
RIOK3 1.205 0.008 0.995 0.013 0.825
RIPK1 0.983 0.03 0.942 0.026 0.957
RIPK2 0.993 0.005 0.911 0.021 0.917
RIPK3 0.905 0.018 0.85 0.025 0.939
RNASEL 0.605 0.011 0.801 0.012 1.322
ROCK1 0.982 0.002 0.944 0.008 0.96
ROCK2 0.901 0.013 0.88 0.028 0.976
ROR1 0.957 0.004 0.913 0.007 0.954
ROR2 1.236 0.037 1.102 0.018 0.891
ROS1 1.097 0.02 0.968 0.03 0.882
RP2 1.203 0.003 1.019 0.03 0.847
RPS6KA1 1.117 0.029 1.022 0.004 0.914
RPS6KA2 1.088 0.002 0.934 0.034 0.858
RPS6KA3 1.057 0.038 0.964 0.015 0.912
RPS6KA4 0.929 0.042 0.878 0.005 0.944
RPS6KA5 1.023 0.022 1.026 0.015 1.003
RPS6KA6 1.027 0.012 1.009 0.053 0.982
RPS6KB1 1.103 0.017 1.131 0.036 1.024
RPS6KB2 0.974 0.002 0.99 0 1.016
RPS6KC1 1.036 0.026 1.015 0.044 0.978
RPS6KL1 1.089 0.054 1.009 0.017 0.926
RYK 0.93 0.025 0.977 0.019 1.05
SAST 1.061 0.012 1.009 0.006 0.95
SCAP1 1.007 0.027 0.983 0.013 0.975
SCYL1 0.813 0.007 0.85 0.044 1.045
SEPHS1 1.096 0.012 1.009 0.011 0.92
SGK 1.05 0.027 1.081 0.005 1.03
SGK2 1.016 0.023 1.007 0.017 0.991
SGKL 0.999 0.027 0.97 0.001 0.97
SHC1 1.067 0.016 0.994 0.003 0.931
SIK2 0.947 0.007 1.014 0.016 1.07



SLK 1.145 0.027 1.052 0.025 0.918
SMG1 0.98 0.011 0.92 0.025 0.938
SNARK 0.956 0.028 0.968 0 1.012
SNF1LK 0.988 0.038 1.009 0.035 1.02
PLK2 0.962 0.015 0.952 0.028 0.989
SNRK 1.059 0.014 1.006 0 0.949
SOCS1 1.087 0.018 1.066 0.017 0.98
SOCS5 1.072 0.02 1.099 0.005 1.025
SPA17 1.085 0.018 1.077 0.019 0.992
SPEC2 1.103 0.007 1.066 0 0.966
SPHK1 0.982 0.032 0.992 0.045 1.009
SPHK2 1.024 0.013 0.988 0.001 0.964
SEPHS2 1.064 0.018 1.099 0.008 1.033
SQSTM1 0.892 0.005 0.945 0.004 1.059
SRC 1.125 0.004 1.079 0.001 0.959
SRMS 0.988 0.003 0.927 0.017 0.938
SRPK1 0.969 0.002 0.903 0.006 0.931
SRPK2 1.168 0.001 1.139 0.027 0.974
ABI1 1.076 0.025 0.999 0.007 0.928
SSTK 1.057 0.007 0.923 0.01 0.873
STK10 1.033 0.005 1.047 0.014 1.013
STK11 0.98 0.001 0.977 0.012 0.996
STK16 0.944 0.007 0.948 0.009 1.003
STK17A 0.979 0.011 1.003 0.012 1.024
STK17B 1.158 0.012 1.048 0 0.904
PLK4 1.01 0.003 1.021 0.003 1.011
STK19 1.028 0.012 1.017 0.009 0.988
STK22B 1.23 0.018 1.151 0.008 0.936
STK22C 1.1 0.089 1.065 0.012 0.967
STK22D 1.092 0.006 0.998 0.002 0.914
STK23 1.21 0.062 1.141 0.047 0.942
STK24 1.161 0.004 1.061 0.015 0.913
STK25 1.157 0.016 1.083 0.006 0.935
STK29 0.984 0.021 0.975 0.006 0.99
STK3 0.904 0.002 0.96 0.006 1.062
STK31 0.912 0.032 0.978 0.015 1.071
STK33 1.101 0.007 1.055 0 0.957
STK35 1.128 0.005 1.079 0.038 0.957
STK36 0.93 0.009 0.974 0.015 1.047
STK38 1.142 0.002 1.051 0.024 0.919
STK38L 0.983 0.014 0.99 0.014 1.006
STK39 0.975 0.02 0.939 0.019 0.963
STK4 0.997 0.001 1.001 0.001 1.004
STK6 0.978 0.004 0.986 0.026 1.008
SYK 1.168 0.029 0.973 0.002 0.833
TAF1 0.959 0.021 0.962 0.019 1.003
TAF1L 0.969 0.032 0.936 0.005 0.966
TAO1 1.09 0.052 0.964 0.01 0.884
TBK1 1.09 0.043 0.92 0.012 0.843
TEC 0.979 0.003 0.94 0.027 0.96
TEK 0.962 0.027 0.899 0.009 0.935



TESK1 1.005 0.023 0.918 0.01 0.913
TESK2 0.954 0.04 0.909 0 0.952
TEX14 0.887 0.013 0.833 0 0.939
TGFBR1 0.92 0.07 0.903 0.005 0.981
TGFBR2 0.98 0.008 0.973 0.008 0.992
TIE 1.101 0.062 1 0.006 0.908
TJP2 0.99 0.024 0.936 0.008 0.945
TK1 1.179 0.028 0.978 0.006 0.829
TK2 1.142 0.013 1.017 0.016 0.89
TLK1 0.95 0.049 0.873 0.003 0.918
TLK2 1.063 0.011 0.921 0 0.865
TLR1 0.873 0.038 0.731 0.009 0.837
TLR3 0.847 0.004 0.798 0.014 0.942
TLR4 0.964 0.027 0.975 0.014 1.011
TLR6 0.966 0.004 0.984 0.022 1.019
TOPK 1.087 0.065 1.064 0.041 0.978
TPK1 1.03 0.036 1.035 0.019 1.004
TRAD 0.991 0.06 1.062 0.043 1.071
TRIB2 1.118 0.016 1.074 0.007 0.961
TRIM 0.895 0.074 0.908 0.029 1.014
TRIO 0.964 0.018 0.952 0.007 0.987
TRPM6 0.926 0.045 0.958 0.017 1.035
TRPM7 0.816 0.018 0.76 0.019 0.93
TTBK1 1.068 0.01 1.09 0.028 1.019
TTBK2 0.908 0.001 0.965 0.028 1.062
TTK 1.036 0.019 1.031 0.021 0.994
TTN 0.983 0.028 0.992 0.012 1.009
TXK 1.083 0.004 1.023 0.001 0.944
TXNDC3 1.121 0.022 1.136 0.012 1.013
TYK2 0.961 0.001 0.978 0.003 1.016
TYRO3 0.997 0.066 1.012 0.008 1.014
UCK1 1.193 0.033 1.133 0.012 0.949
UGP2 0.888 0.025 0.906 0.016 1.021
ULK1 0.933 0.01 0.985 0.025 1.056
ULK2 0.987 0.019 1.043 0.02 1.057
UMP-CMPK 1.092 0.064 1.11 0.009 1.016
UMPK 1.076 0.001 0.995 0.038 0.925
URKL1 1.094 0 1.143 0.006 1.044
VRK1 1.142 0.022 1.242 0.022 1.087
VRK2 1.041 0.026 0.893 0 0.857
VRK3 1.112 0.031 1.093 0.02 0.983
WEE1 0.929 0.025 0.877 0.029 0.944
WIF1 0.821 0.009 0.882 0.015 1.073
XYLB 1.008 0.017 0.981 0.024 0.972
YES1 1.006 0 1.038 0.015 1.032
YWHAH 1.084 0.056 1.11 0.017 1.024
YWHAQ 1.042 0.006 1.019 0.038 0.978
ZAK 1.191 0.005 1.279 0.018 1.073
ZAP70 1.114 0.048 1.032 0.009 0.925
TNFRSF10A 1.086 0.036 1.044 0.043 0.961
TNK1 1.242 0.076 1.219 0.031 0.981



TSKS 1.027 0.008 1.032 0.024 1.004
ADCYAP1R1 1.073 0.048 0.999 0.025 0.931
ADMR 0.748 0.041 0.765 0.007 1.022
ADORA1 1.186 0.014 1.045 0.007 0.881
ADORA2A 1.166 0.023 1.037 0.03 0.889
ADORA2B 1.194 0.021 1.036 0.019 0.867
ADORA3 1.067 0.014 0.996 0.015 0.933
ADRA1A 1.09 0.023 0.976 0.031 0.895
ADRA1B 1.051 0.008 1.069 0 1.017
ADRA1D 0.953 0.009 0.879 0.003 0.922
ADRA2A 0.969 0.022 0.987 0.014 1.018
ADRA2B 1.046 0.014 0.958 0.005 0.916
ADRA2C 1.144 0.012 1.019 0.001 0.89
ADRB1 1.184 0.026 0.974 0.028 0.822
ADRB2 1.196 0.015 0.968 0.044 0.809
ADRB3 1.064 0.015 0.864 0.019 0.812
ADRBK1 1.006 0.001 0.903 0.046 0.897
ADRBK2 1.16 0.055 0.959 0.001 0.826
AGTR1 1.146 0.019 0.998 0.016 0.871
AGTR2 1.077 0.03 0.919 0.019 0.853
AGTRL1 0.978 0.009 0.871 0.004 0.891
AKT1 1.083 0.019 1.009 0 0.932
ARL3 1.008 0.011 0.988 0.033 0.98
ARRB1 1.044 0.051 0.981 0.013 0.939
AVPR1A 1.083 0.063 1.014 0.019 0.936
AVPR1B 1.083 0.029 1.026 0.003 0.947
AVPR2 1.177 0.002 0.979 0.028 0.831
BAI1 1.084 0.02 0.968 0.033 0.893
BAI2 0.936 0.008 0.917 0.014 0.98
BAI3 1.049 0.008 1.012 0.007 0.964
BDKRB1 0.864 0.025 0.914 0.019 1.058
BDKRB2 1.141 0.017 1.147 0.01 1.005
BLR1 0.866 0.011 0.903 0.011 1.042
BRS3 1.187 0.025 1.132 0.027 0.953
C17ORF35 1.206 0.024 1.11 0.001 0.92
C3 1.301 0.025 1.15 0.016 0.884
C3AR1 1.16 0.039 1.071 0.022 0.923
C5 1.313 0.017 1.157 0.013 0.88
C5R1 1.032 0.019 0.989 0.025 0.957
C7ORF9 1.068 0.027 1.005 0.003 0.94
CALCA 0.887 0.007 0.896 0.031 1.01
CALCR 1.081 0.024 1.058 0.011 0.978
CALCRL 1.027 0 0.996 0.028 0.969
CALM1 1.072 0.002 1.038 0.009 0.968
CASR 1.22 0.018 1.099 0.014 0.9
CCBP2 1.208 0.04 1.084 0.022 0.897
CCL17 0.909 0.021 0.892 0.001 0.98
CCL2 1.061 0.003 0.996 0.014 0.938
CCL23 1.212 0.006 1.129 0.012 0.931
CCL25 1.155 0.007 1.091 0.003 0.944
CCL3 0.941 0.012 0.909 0.025 0.966



CCR1 0.975 0.026 1.031 0.014 1.058
CCR2 1.136 0.005 1.017 0.025 0.894
CCR3 0.921 0 0.943 0.014 1.023
CCR4 1.032 0.036 1.002 0.011 0.97
CCR5 1.095 0.016 0.998 0.011 0.911
CCR6 0.979 0.021 0.959 0.022 0.979
CCR7 0.965 0.006 0.984 0.011 1.019
CCR8 0.953 0.007 0.889 0 0.933
CCR9 1.238 0.008 1.176 0.011 0.949
CCRL1 0.958 0.018 0.981 0.012 1.023
CCRL2 1.036 0.008 1.036 0.001 0.999
CD3E 1.204 0.009 1.122 0.016 0.932
CD97 1.121 0.027 1.047 0.004 0.934
CELSR1 1.223 0.024 1.131 0.024 0.924
CELSR2 1.134 0.046 1.089 0.013 0.96
CELSR3 0.939 0.026 0.895 0.015 0.953
CHAF1B 0.962 0.008 0.938 0.02 0.975
CHRM2 1.25 0.001 1.142 0.028 0.913
CHRM3 0.873 0.006 0.832 0.002 0.953
CMKLR1 0.873 0.006 0.89 0.028 1.02
CNR1 0.986 0.037 0.984 0.004 0.997
CNR2 0.911 0.024 0.948 0.013 1.04
CRHR1 0.958 0.027 0.977 0.015 1.02
CRHR2 1.005 0 1.018 0.027 1.012
CRY1 1.053 0.009 1.073 0.014 1.018
CX3CR1 1.033 0.004 1.085 0.012 1.05
CXCL12 1.035 0.016 1.038 0.03 1.002
CXCL2 0.933 0.017 0.988 0.019 1.059
CXCL3 0.941 0.019 1.023 0.014 1.086
CXCL9 0.904 0.028 0.846 0.013 0.936
CXCR3 1.03 0.025 0.922 0.024 0.895
CXCR4 1.051 0.037 0.945 0.026 0.899
CXCR6 1.055 0.006 0.926 0.014 0.877
CYSLTR1 1.024 0.009 0.937 0.035 0.914
CYSLTR2 1.104 0.013 1.023 0.031 0.926
DEFB4 0.909 0.044 0.993 0.014 1.092
DRD1 1.09 0.03 1.063 0.006 0.975
DRD5 1.059 0.007 0.962 0.029 0.908
EBI2 1.048 0.003 0.972 0.031 0.926
ECE2 1.019 0.036 0.896 0.011 0.879
EDG1 1.116 0.035 1.055 0.011 0.945
EDG2 1.26 0.038 1.064 0 0.844
EDG3 1.161 0.019 1.091 0.023 0.939
EDG4 1.234 0.054 1.126 0.006 0.912
EDG5 1.093 0.026 1.033 0 0.945
EDG6 1.014 0.034 0.933 0.004 0.919
EDG7 1.085 0.011 1.036 0.03 0.955
EDG8 1.146 0.044 1.008 0.013 0.879
EDNRA 1.07 0.001 1.022 0.033 0.955
EDNRB 1.056 0.034 1.031 0.033 0.976
ELOVL4 1.098 0.024 0.976 0.012 0.888



ELTD1 1.056 0.008 0.991 0.007 0.937
EMR1 1.146 0.019 1.079 0.011 0.941
EMR3 1.103 0.054 1.009 0.012 0.914
GPR37L1 0.921 0.01 0.928 0.008 1.007
F2R 1.114 0.034 0.994 0.041 0.892
F2RL1 1.154 0.014 1.002 0.022 0.868
F2RL2 0.998 0.068 0.937 0.036 0.939
F2RL3 1.017 0.033 0.913 0.027 0.898
FKSG79 1.14 0.021 1.075 0.004 0.942
FKSG83 1.146 0.003 1.018 0.027 0.888
FLJ10060 1.161 0.017 1.023 0.036 0.881
FLJ10458 1.081 0.013 1.003 0.001 0.927
FLJ11856 1.141 0.024 1.038 0.008 0.909
ICF45 1.224 0.001 1.075 0.003 0.878
FLJ31393 1.158 0.025 1.05 0.02 0.906
GPR155 0.931 0.005 0.925 0.04 0.992
FPR1 1.121 0.001 0.979 0.02 0.873
FPRL1 0.994 0.025 0.92 0.01 0.925
FPRL2 1.055 0.056 0.965 0.032 0.914
FSHR 1.143 0 0.977 0.029 0.854
FY 1.108 0.038 1.003 0.005 0.905
FZD1 1.147 0.009 1.034 0.02 0.901
FZD10 1.108 0.016 1.017 0.015 0.918
FZD2 1.179 0.031 1.046 0.023 0.886
FZD3 1.057 0.039 0.988 0.024 0.935
FZD4 1.133 0.015 1.03 0.005 0.909
FZD5 1.067 0.015 0.94 0.005 0.881
FZD6 1.187 0.027 1.085 0.013 0.913
FZD7 1.083 0 0.948 0.01 0.875
FZD8 1.135 0.001 1.028 0.034 0.905
FZD9 1.319 0.021 1.221 0.049 0.925
GABBR1 1.349 0.006 1.243 0.008 0.921
GALR2 1.199 0.029 1.126 0.001 0.939
GCG 1.188 0.066 1.106 0.036 0.93
GCGR 1.071 0.012 1.024 1.253 0.955
GHRHR 1.154 0.012 1.023 0.034 0.886
GHSR 1.229 0.017 1.061 0.001 0.863
GIPR 0.958 0.021 0.898 0.013 0.937
GIT1 1.134 0.035 1.038 0.022 0.915
GIT2 1.156 0.01 1.071 0.006 0.926
GLP1R 1.16 0.027 1.069 0.017 0.921
GLP2R 1.151 0.016 0.997 0.032 0.865
GNA13 1.165 0.034 1.066 0.006 0.914
GNA14 1.237 0.015 1.131 0.027 0.914
GNA15 1.001 0.029 1.028 0.045 1.027
GNAI1 1.085 0.005 0.985 0.008 0.907
GNAI3 1.217 0.071 1.01 0.018 0.83
GNAO1 1.062 0.002 0.991 0.027 0.933
GNAQ 0.91 0.013 0.827 0.006 0.908
GNAS 1.016 0.011 0.972 0.029 0.956
GNAT1 0.865 0.049 0.828 0.01 0.956



GNAT2 1.062 0.049 0.996 0.019 0.938
GNAZ 1.049 0.043 0.92 0.01 0.877
GNB1 1.032 0.017 0.9 0.021 0.872
GNB3 0.91 0.025 0.864 0.032 0.949
GNB4 0.939 0.007 0.933 0.031 0.994
GNG11 0.88 0.036 0.877 0.022 0.996
GNG12 0.893 0 0.875 0.003 0.979
GNG3 0.875 0.043 0.967 0.029 1.105
GNG4 0.625 0.061 0.88 0.012 1.408
GNG5 0.968 0.028 1.107 0.007 1.143
GNG7 1.026 0.081 1.079 0.019 1.051
GNRHR 0.937 0.059 1.075 0.005 1.147
GNRHR2 1.14 0.051 1.233 0.012 1.081
GPBAR1 1.059 0.058 1.183 0.015 1.117
GPR119 0.898 0.068 1.053 0.003 1.172
GPR 0.772 0.052 1.016 0.032 1.316
GPR1 0.893 0.03 1.068 0.004 1.195
GPR10 0.806 0.04 0.927 0.031 1.15
GPR100 0.907 0.035 0.991 0.006 1.091
GPR101 0.966 0.039 1.022 0.009 1.057
TRAR5 0.591 0.028 0.791 0.014 1.337
GPR105 0.924 0.035 0.987 0.048 1.068
GPR110 0.731 0.041 0.87 0.009 1.19
GPR111 0.886 0.042 1.014 0.018 1.144
GPR112 0.829 0.063 0.956 0.014 1.153
GPR113 0.956 0.058 1.086 0.026 1.136
GPR115 0.703 0.065 0.899 0 1.278
GPR116 0.848 0.023 0.937 0.022 1.104
GPR119 0.77 0.011 0.909 0.003 1.18
GPR12 0.788 0.017 0.919 0 1.166
GPR123 1.066 0.002 1.098 0.015 1.029
GPR124 0.87 0.04 1.02 0.008 1.171
GPR126 0.781 0.004 0.912 0.005 1.167
GPR128 1.005 0.023 1.048 0.025 1.042
GPR132 0.885 0.05 1.007 0.004 1.138
OPN5 0.953 0.033 1.035 0.01 1.085
GPR14 0.727 0.016 0.823 0.015 1.132
GPR141 0.894 0.004 0.928 0.015 1.037
GPR143 1.056 0.001 0.987 0.011 0.935
GPR145 1.08 0.027 1.121 0.004 1.037
GPR146 1.009 0.004 1.047 0.015 1.038
GPR15 0.893 0.023 0.99 0.014 1.108
GPR156 1.011 0 0.993 0.006 0.981
GPR157 0.86 0.003 0.926 0.026 1.077
GPR160 0.591 0.01 0.808 0.007 1.366
GPR161 0.877 0.025 0.933 0.005 1.063
GPR17 0.696 0.039 0.827 0.004 1.187
GPR18 0.985 0.006 1.008 0 1.023
GPR19 1.016 0.004 1.081 0.012 1.064
GPR2 0.827 0.05 0.865 0.006 1.045
GPR20 0.984 0.019 1.039 0.001 1.056



GPR21 0.809 0.018 0.96 0.009 1.185
GPR22 0.838 0.037 0.986 0.01 1.175
GPR23 0.938 0.012 0.99 0.002 1.056
GPR24 0.965 0.028 1.01 0.005 1.046
GPR25 0.852 0.005 1.006 0.029 1.181
GPR26 0.971 0.009 1.071 0.001 1.103
GPR27 0.869 0.007 0.956 0.027 1.1
GPR3 1.068 0.007 1.109 0.016 1.038
GPR30 0.82 0.055 0.86 0.019 1.048
GPR31 1.062 0.011 1.026 0.024 0.966
GPR32 1.208 0.008 1.239 0.01 1.025
GPR34 0.732 0.018 0.956 0.005 1.306
GPR35 1.058 0.012 1.147 0.004 1.084
GPR37 0.959 6.617 1.077 0.003 1.123
MLNR 0.886 0 0.977 0.015 1.102
GPR39 0.841 0.038 0.926 0.003 1.1
GPR4 1.063 0.015 1.112 0.033 1.045
GPR40 0.95 0.008 1.003 0.016 1.054
GPR41 0.882 0.031 0.998 0.009 1.131
GPR42 0.878 0.003 0.972 0.008 1.107
GPR43 0.844 0.017 0.973 0.03 1.153
GPR44 1.135 0.001 1.162 0.001 1.023
GPR45 1.026 0.038 1.09 0.009 1.062
GPR48 0.974 0.011 1.072 0.003 1.1
GPR49 0.842 0.011 0.979 0.014 1.163
GPR50 0.728 0.015 0.871 0.007 1.196
GPR51 0.972 0.003 0.979 0.006 1.007
GPR52 0.86 0.018 0.981 0 1.14
GPR54 1.073 0.006 1.13 0.019 1.053
GPR55 0.877 0.004 1.003 0.015 1.144
GPR56 0.945 0.005 1.018 0.012 1.077
GPR58 0.914 0.002 0.98 0.012 1.071
GPR6 0.854 0.007 0.977 0.015 1.143
GPR61 0.934 0.008 1.019 0.016 1.091
GPR62 0.788 0.02 0.89 0.001 1.128
GPR63 0.885 0.026 0.985 0.014 1.113
GPR64 0.821 0.028 0.853 0.057 1.039
GPR65 0.943 0.04 0.927 0.037 0.983
NMUR1 1.011 0.057 0.924 0.065 0.914
GPR68 1.068 0.087 0.942 0.042 0.881
GPR7 1.033 0.061 1.05 0.055 1.016
GPR83 1.157 0.02 1.113 0.013 0.961
GPR73 0.954 0.018 0.942 0.043 0.987
GPR73L1 1.052 0.095 0.969 0.013 0.921
GPR74 0.919 0.067 0.923 0.049 1.004
GPR75 0.865 0.034 0.904 0.035 1.044
GPR77 0.936 0.022 0.916 0.015 0.978
GPR78 0.977 0.013 0.935 0 0.956
GPR8 1.041 0.058 0.93 0.047 0.893
GPR80 1.039 0.006 1.003 0.005 0.965
GPR81 0.983 0.041 0.911 0.001 0.926



GPR82 1.021 0.001 0.895 0.028 0.877
GPR84 1.121 0.051 0.911 0 0.812
GPR85 0.871 0.026 0.829 0.027 0.952
GPR86 0.924 0.028 0.802 0.01 0.868
GPR87 0.82 0.018 0.805 0.018 0.981
GPR88 0.961 0.001 1.017 0.009 1.058
GPR91 1.084 0.023 1.046 0.022 0.965
GPR92 1.209 0.001 1.179 0.023 0.975
GPR97 0.989 0.032 0.986 0.009 0.996
GPRC5B 1.078 0.03 1.035 0.036 0.959
GPRC5C 0.952 0.002 0.968 0.009 1.016
GPRC5D 1.012 0.013 1.04 0.008 1.027
GPRC6A 1.15 0.034 1.025 0.029 0.891
GRK4 0.915 0.021 0.938 0.004 1.025
GRK5 0.824 0.004 0.87 0.004 1.056
GRK6 0.984 0.05 1.05 0.031 1.066
GRK7 1.002 0.014 1.067 0.013 1.065
GRCA 0.902 0 1.015 0.025 1.125
LGR8 1.087 0.016 1.062 0.025 0.976
GRM1 0.982 0.023 1.136 0.021 1.156
GRM2 1.078 0.027 1.093 0.01 1.013
GRM3 0.865 0.014 0.897 0.002 1.036
GRM4 0.88 0.019 0.875 0.015 0.994
GRM5 0.918 0.008 0.966 0.015 1.051
GRM6 0.928 0.012 0.949 0 1.022
GRM7 1.307 0.019 1.285 0.02 0.982
GRM8 1.169 0.009 1.125 0.002 0.962
GRPR 1.2 0.006 1.225 0.024 1.021
H963 1.207 0 1.106 0.029 0.916
GPR109B 1.146 0.005 1.113 0.029 0.971
GPR109A 0.993 0.014 1.013 0.028 1.019
HRH1 0.977 0.002 1.055 0.029 1.079
HRH2 1.207 0.02 1.152 0.031 0.954
HRH3 0.831 0.001 0.856 0.017 1.03
HRH4 0.997 0.006 1.024 0.001 1.026
HTR1A 0.934 0.077 0.894 0 0.956
HTR1B 0.998 0.009 0.957 0 0.958
HTR1D 1.129 0.02 1.158 0.022 1.025
HTR1E 1.146 0.003 1.119 0.021 0.976
HTR1F 1.213 0.024 1.173 0.018 0.967
HTR2A 1.212 0.013 1.116 0.034 0.92
HTR2C 0.984 0.027 0.961 0.013 0.976
HTR3A 1.198 0.005 1.132 0.01 0.944
HTR3B 0.842 0.02 0.882 0.029 1.046
HTR4 0.831 0 0.89 0.003 1.07
HTR5A 1.042 0.038 0.995 0.009 0.955
HTR6 1.091 0.026 1.081 0.013 0.991
HTR7 1.07 0.004 1.073 0.025 1.002
IL8 1.21 0 1.124 0.01 0.928
IL8RA 1.207 0.015 1.193 0.001 0.988
IL8RB 0.982 0.014 0.963 0.011 0.98



OR5P3 1.077 0.002 1.016 0.003 0.942
OR5P2 0.739 0.019 0.827 0.006 1.119
OR10A5 0.981 0 0.999 0.009 1.018
KCNJ3 0.722 0.012 0.802 0.014 1.111
KCNJ5 1.036 0.039 1.069 0.029 1.031
KCNJ6 0.878 0.011 0.91 0.017 1.036
KCNJ9 1.061 0.003 1.175 0 1.106
LANCL1 0.945 0 1.029 0.01 1.088
GPSM2 0.959 0.028 0.994 0.001 1.036
LGR7 0.981 0.009 1.006 0.015 1.024
LHCGR 0.932 0.039 0.971 0.021 1.041
LOC115131 0.936 0.024 0.941 0.001 1.005
LPHN1 0.931 0.026 0.983 0.014 1.056
ENPP2 0.816 0.016 0.876 0.011 1.073
LPHN2 0.855 0.027 0.871 0.064 1.019
LPHN3 0.913 0.034 1.093 0.029 1.196
LTB4R 0.796 0.006 0.926 0.028 1.162
LTB4R2 1.041 0.066 1.053 0.026 1.011
MAS1 1.014 0.032 1.072 0.013 1.057
MAS1L 0.968 0.08 1.108 0.008 1.145
MASS1 1.022 0.063 1.205 0.007 1.179
MBC2 0.915 0.068 1.056 0.005 1.154
MC1R 0.803 0.033 0.995 0.004 1.238
MC2R 0.88 0.053 1.015 0.031 1.153
MC3R 0.992 0.016 1.033 0.01 1.041
MC4R 0.802 0.003 0.977 0.021 1.218
MC5R 0.832 0.016 0.897 0.011 1.078
MGC24137 0.984 0.029 1.082 0.009 1.099
MGC26856 0.774 0.003 0.893 0.001 1.153
MGC40047 0.86 0.042 1 0.019 1.163
MLN 0.931 0.024 1.091 0.011 1.171
MRGPRF 0.986 0.012 1.062 0.04 1.077
MRGX1 0.864 0.045 0.934 0.026 1.08
MRGX2 0.759 0.03 0.921 0.003 1.214
MRGX3 0.908 0.019 0.996 0.015 1.096
MRGX4 0.919 0.012 1.095 0.008 1.19
MS4A2 0.519 0.007 0.781 0.042 1.504
MTNR1A 0.891 0.015 1.022 0.003 1.147
MTNR1B 0.965 0.012 1.092 0.01 1.131
NMBR 0.798 0.018 0.919 0.016 1.152
NMUR2 0.555 0.008 0.782 0.025 1.409
NPR1 0.832 0.025 0.937 0.017 1.126
NPR2 1.003 0.006 1.101 0.017 1.097
NPR3 0.752 0.024 0.878 0.008 1.167
NPY 0.92 0.008 1.034 0.013 1.123
NPY1R 0.952 0.013 1.12 0.021 1.176
NPY2R 0.985 0.006 1.056 0.011 1.071
NPY5R 0.825 0.065 0.963 0.024 1.166
NTSR1 0.879 0.007 0.947 0.019 1.077
NTSR2 0.738 0.005 0.91 0.008 1.232
OPN1LW 0.84 0.005 1.004 0.001 1.195



OPN1MW 0.822 0.026 0.972 0.021 1.182
OPN1SW 0.59 0.002 0.82 0.048 1.389
OPN3 0.689 0.003 0.797 0.008 1.157
OPN4 0.987 0.008 1.13 0.021 1.143
OPRD1 1.064 0.013 1.129 0.002 1.061
OPRK1 0.883 0 0.991 0.004 1.122
OPRL1 0.835 0.005 0.973 0.012 1.165
OPRM1 1.137 0.008 1.241 0 1.091
OR10H1 1.003 0.003 1.11 0.001 1.106
OR10H2 1.138 0.019 1.28 0.042 1.125
OR10J1 0.855 0.008 1.034 0.003 1.208
OR11A1 0.761 0.008 0.931 0.019 1.222
OR12D2 0.88 0.003 0.976 0.022 1.109
OR12D3 0.917 0.013 1.02 0.003 1.111
OR1A1 0.729 0.008 0.886 0.023 1.215
OR1A2 0.924 0.004 1.068 0.006 1.155
OR1C1 1.059 0.004 1.122 0.008 1.059
OR1D2 0.776 0.007 0.96 0.014 1.237
OR1D4 0.839 0.015 1.035 0.001 1.234
OR1D5 0.892 0.013 0.939 0.046 1.052
OR1E1 0.793 0 0.953 0 1.201
OR1E2 0.879 0.017 0.979 0.011 1.113
OR1F1 0.676 0.009 0.854 0.014 1.263
OR1G1 0.799 0.029 0.905 0.039 1.133
OR2A4 1.038 0.018 1.138 0.017 1.096
OR2B2 1.058 0.003 1.143 0.009 1.08
OR2C1 0.976 0.021 1.097 0.01 1.124
OR2C3 0.884 0.008 1.048 0.005 1.184
OR2F1 0.817 0.009 0.999 0.025 1.222
OR2H1 0.881 0.035 1.006 0.031 1.142
OR2H3 0.816 0.011 1.014 0.003 1.243
OR2J2 0.756 0.017 0.93 0.019 1.229
OR2S2 0.905 0.003 0.869 0.081 0.96
OR2T1 0.661 0.026 0.786 0.037 1.189
OR2W1 0.726 0.011 0.902 0.034 1.243
OR3A1 0.894 0.041 1.012 0.019 1.132
OR3A2 0.801 0.024 0.901 0.034 1.124
OR3A3 0.891 0.009 0.989 0.026 1.109
OR4D1 0.875 0.028 0.978 0.024 1.118
OR51B2 1.032 0.019 1.162 0.001 1.125
OR51B4 0.895 0.034 0.981 0.018 1.096
OR51E2 0.994 0.011 0.975 0.016 0.981
OR52A1 0.956 0.012 1.001 0.03 1.046
OR5F1 0.866 0.005 0.958 0 1.105
OR5I1 0.856 0.016 0.947 0.003 1.107
OR5V1 0.838 0.011 0.941 0 1.121
OR6A2 0.995 0.01 1.041 0.01 1.046
OR7A17 0.94 0.004 1.019 0.002 1.084
OR7A5 0.985 0.018 1.04 0.044 1.056
GPR147 1.079 0.006 1.084 0.029 1.004
OXTR 1.002 0.02 0.974 0.045 0.972



P2RY1 1.246 0.03 1.093 0.045 0.877
P2RY10 1.158 0.007 1.06 0.034 0.915
P2RY11 0.934 0.025 0.955 0.048 1.022
P2RY12 0.873 0.01 0.903 0.019 1.034
P2RY2 1.062 0.021 1.047 0.056 0.985
P2RY4 0.929 0.004 0.97 0.002 1.044
P2RY5 0.97 0.033 1.001 0.067 1.032
P2RY6 0.955 0.016 0.963 0.003 1.007
P2RY8 1.08 0.059 0.977 0.013 0.905
PDC 0.971 0.016 0.878 0.018 0.904
PDCL 0.844 0.02 0.751 0.025 0.889
PIK3CB 0.884 0.008 0.814 0.02 0.92
PIK3CG 0.978 0.024 1 0.071 1.023
PNR 0.967 0.029 1.027 0.024 1.062
PPYR1 1.067 0.015 1.069 0.042 1.001
PRB4 0.969 0.011 1.025 0 1.057
PTAFR 1.129 0.008 1.151 0.043 1.019
PTGDR 1.126 0 1.097 0.016 0.973
PTGER1 1.1 0.001 1.009 0.005 0.917
PTGER2 1.152 0.016 1.032 0.013 0.895
PTGER3 1.113 0.016 0.991 0 0.89
PTGER4 1.04 0.012 0.932 0.01 0.896
PTGFR 1.056 0.019 1.06 0.045 1.004
PTGIR 0.944 0.017 1 0.018 1.058
PTH 1.049 0.007 1.088 0.026 1.036
PTHR1 1.234 0.005 1.18 0.002 0.956
PTHR2 1.115 0.009 1.117 0.045 1.002
PTPN6 1.164 0.008 1.1 0 0.944
RAMP1 1.085 0.021 1.043 0.021 0.961
RASD1 1.104 0.004 1.004 0.027 0.909
RDS 1.081 0.023 0.977 0.012 0.903
RGR 1.02 0.022 0.887 0.027 0.87
RGS1 0.893 0.017 0.947 0.022 1.06
RGS11 1.028 0.037 1.029 0.007 1.001
RGS12 0.903 0.015 0.984 0.008 1.089
RGS14 1.122 0.06 1.09 0.006 0.972
RGS16 1.063 0.008 1.104 0.01 1.038
RGS19 1.056 0.061 1.051 0.012 0.995
RGS19IP1 1.108 0.014 1.021 0.043 0.921
RGS2 1.122 0.018 1.017 0.036 0.906
RGS20 1.05 0.038 0.967 0.004 0.921
RGS3 0.943 0.03 0.881 0.004 0.934
RGS4 0.925 0.009 0.925 0.011 1
RGS5 1.039 0.009 1.009 0.015 0.97
RGS6 1.037 0.01 1.008 0.009 0.971
RGS7 1.008 0.037 1.053 0.042 1.044
RGS9 1.02 0.034 0.99 0 0.97
RHO 1.208 0.047 1.104 0.029 0.913
GRK1 1.232 0.022 1.095 0.015 0.888
ROM1 1.087 0.038 1.006 0.028 0.926
RRH 1.215 0.032 1.02 0 0.839



SALPR 0.972 0.025 0.922 0.007 0.948
SCTR 1.003 0.007 0.95 0.008 0.946
SMO 0.964 0.025 0.956 0.03 0.991
SORT1 1.057 0.001 0.989 0.008 0.935
SREB3 1.044 0.021 1.013 0.032 0.97
SST 0.908 0.001 0.915 0.001 1.007
SSTR2 1.077 0.065 1.011 0.033 0.938
SSTR3 1.09 0.029 0.979 0.004 0.897
SSTR4 0.97 0.019 0.933 0.01 0.961
SSTR5 0.953 0.079 0.904 0.012 0.948
TRAR4 1.079 0.001 1 0.006 0.927
TACR2 1.055 0.024 0.995 0.019 0.943
TACR3 1.07 0.026 1.025 0.01 0.958
TRAR1 0.989 0.006 0.992 0.001 1.002
OR1J5 0.976 0.07 1.007 0.019 1.031
TRAR3 0.998 0.013 0.983 0.008 0.985
TAS1R2 0.992 0.019 0.975 0.032 0.983
TAS2R1 1.091 0.028 1.021 0.014 0.936
TAS2R10 1.063 0.027 0.99 0.019 0.931
TAS2R13 0.997 0.015 0.951 0.007 0.953
TAS2R16 0.98 0.005 0.942 0.001 0.961
TAS2R3 1.101 0.019 0.975 0.026 0.885
TAS2R39 0.952 0.023 0.728 0.074 0.765
TAS2R4 0.958 0.041 0.815 0.005 0.85
TAS2R40 1.052 0.019 0.93 0.003 0.883
TAS2R41 0.977 0.065 0.873 0.045 0.893
TAS2R46 1.11 0.012 1.045 0.002 0.941
TAS2R48 0.951 0.026 0.848 0.009 0.891
TAS2R5 1.025 0.08 0.897 0.043 0.875
TAS2R60 1.032 0.042 1.043 0.029 1.009
TAS2R7 1.035 0.055 1.021 0.017 0.986
TBL3 0.784 0.008 0.704 0.05 0.898
OXER1 0.944 0.005 0.753 0.051 0.797
TRHDE 1.013 0.039 0.827 0.086 0.817
TRHR 1.047 0.039 0.851 0.001 0.812
TSHB 1.091 0.014 0.921 0.094 0.844
TSHR 1.081 0.032 0.922 0.087 0.852
VIP 1.032 0.004 0.85 0.042 0.823
VIPR1 0.979 0.038 0.944 0.012 0.964
VN1R1 0.843 0.031 0.819 0.018 0.971
VN1R2 0.809 0.025 0.807 0.021 0.997
VN1R3 1.015 0.022 0.889 0.058 0.875
VN1R4 1.066 0.044 0.981 0.016 0.92
VN1R5 0.88 0.006 0.734 0.042 0.833
WDR5B 0.948 0.006 0.836 0.011 0.882
XPR1 0.659 0.02 0.569 0.038 0.863
OR7C2 0.976 0.025 0.891 0.015 0.913
OR8B8 1.011 0.011 0.917 0.023 0.907
SSTR1 0.923 0.037 0.882 0.028 0.955
TACR1 0.752 0.015 0.732 0.023 0.972
TAS1R1 1.056 0.039 1.022 0.017 0.967



TAS2R14 0.795 0.009 0.682 0.014 0.858
TAS2R8 0.988 0.043 0.894 0.082 0.904
TAS2R9 1.039 0.018 0.925 0.036 0.89
TBXA2R 1.147 0.029 1.016 0 0.885
VIPR2 0.964 0.019 0.848 0.004 0.879
XCR1 1.178 0.009 1.098 0.022 0.931
SEPT11 0.82 0.014 0.893 0.027 1.088
AAMP 1.123 0.063 1.087 0.091 0.968
ABCB4 0.744 0.014 0.859 0.023 1.155
ABCC10 0.884 0.064 0.834 0.016 0.943
ABCD3 1.107 0.011 0.933 0.027 0.843
ABCG5 0.871 0.022 0.878 0.023 1.007
ABCG8 0.99 0.002 0.988 0.045 0.998
ABTB1 0.79 0.036 0.959 0.022 1.213
ACYP2 0.978 0.017 1.072 0.045 1.095
ADD2 0.945 0.033 0.902 0.008 0.954
NCKIPSD 1.016 0.048 1.028 0.013 1.011
AGC1 0.878 0.057 0.9 0.015 1.024
AIF1 0.911 0.092 0.946 0.02 1.038
AIM2 1.023 0.057 1.084 0.051 1.059
AKAP2 1.115 0.042 1.087 0.007 0.975
PDLIM3 1.106 0.03 0.979 0.012 0.885
ALS2CR19 1.135 0.042 1.04 0.04 0.916
ANKRD1 0.771 0.051 0.853 0.008 1.106
ANKRD5 0.73 0.036 0.952 0.059 1.304
ANXA10 0.815 0.056 0.873 0.052 1.071
ANXA11 0.678 0.064 0.805 0.037 1.186
ANXA13 1.053 0.065 1.047 0.007 0.994
APBB1 1.103 0.057 1.046 0.05 0.948
APBB3 0.962 0.059 0.98 0.036 1.018
APC 0.966 0.024 0.977 0.006 1.011
APC2 0.867 0.037 0.901 0.009 1.038
APCS 1.15 0.008 1.056 0.055 0.918
APG-1 0.835 0.022 0.944 0.011 1.13
APLP1 1.012 0.05 1.071 0.027 1.058
APOL4 0.802 0.032 0.921 0.019 1.148
APRIN 1.009 0.063 1.076 0.088 1.066
ARFIP2 0.941 0.058 0.859 0.031 0.912
ARHGEF17 1.061 0.082 1.125 0.075 1.06
ARHGEF5 0.932 0.077 1.093 0.048 1.172
RHOU 1.063 0.099 1.144 0.054 1.076
ATF7IP 1.059 0.037 1.024 0.054 0.966
AVEN 1.06 0.046 1.014 0.028 0.957
BACH2 0.92 0.039 0.991 0.051 1.077
BAD 1.028 0.088 1.13 0.04 1.098
BAG2 0.752 0.047 0.869 0.015 1.155
BAG3 1.019 0.098 0.98 0.022 0.961
BAG5 1.149 0.077 1.061 0.015 0.924
BAIAP1 1.125 0.063 1.193 0.075 1.06
BAIAP3 0.875 0.051 0.998 0.007 1.139
BCAS2 0.741 0.069 0.902 0.014 1.216



BCL11A 1.009 0.059 0.999 0.055 0.989
BCL2 1.049 0.08 1.115 0.005 1.062
BCL6B 0.868 0.023 0.991 0.057 1.14
BCL7A 1.065 0.085 1.234 0.034 1.159
BCL7B 0.956 0.07 0.971 0.062 1.014
BCS1L 0.851 0.056 1.036 0.079 1.217
BDP1 1.058 0.074 1.101 0.073 1.04
BIRC7 1.128 0.07 1.207 0.057 1.07
BNIP3 1.098 0.056 1.099 0.042 1.001
BRPF1 1.049 0.063 1.158 0.025 1.103
BTBD14B 0.708 0.038 0.823 0.035 1.162
CABP1 1.084 0.018 1.091 0.003 1.006
CALM2 0.942 0.062 1.041 0.004 1.104
CALML5 0.983 0.065 0.984 0.054 1.001
CANX 0.708 0.001 0.853 0.041 1.203
CAPG 0.987 0.031 1.124 0.055 1.138
CAPS 0.864 0.058 1.027 0.072 1.188
CAPZA1 1.003 0.057 1.136 0.034 1.132
CARD12 0.883 0.054 0.982 0.017 1.111
CARD15 0.727 0.049 0.908 0.016 1.248
CARD6 1.054 0.103 1.122 0.066 1.065
CASQ1 1.119 0.035 1.092 0.035 0.976
CASQ2 1.044 0.075 1.026 0.068 0.982
CBX3 1.145 0.048 1.171 0.055 1.022
CBX5 0.824 0.062 0.888 0 1.077
CCT2 1.028 0.071 0.908 0.026 0.883
CCT3 0.934 0.077 0.902 0.036 0.965
CCT5 0.701 0.037 0.722 0 1.029
CCT6A 0.774 0.058 0.821 0.041 1.06
CCT7 0.92 0.046 1.043 0.016 1.133
CD151 0.984 0.024 0.963 0.018 0.978
CD22 0.884 0.043 1.005 0.003 1.137
CD34 0.745 0.048 0.905 0.015 1.213
CD47 0.96 0.07 1.076 0.01 1.12
CD48 1.057 0.047 1.084 0.034 1.026
CD58 0.93 0.046 0.907 0.071 0.974
CD9 0.971 0.031 0.87 0.06 0.895
CDC37 0.927 0.037 0.909 0.095 0.981
CDC42EP3 1.008 0.048 0.952 0.074 0.944
CDC5L 0.918 0.088 0.865 0.1 0.941
CDC6 0.847 0.028 0.792 0.052 0.934
CDH1 1.061 0.034 1.027 0.113 0.967
CDH10 0.979 0.033 0.963 0.062 0.982
CDH11 0.933 0.061 0.966 0.078 1.034
CDH12 0.925 0.025 0.945 0.105 1.021
CDH13 0.837 0.028 0.972 0.106 1.161
CDH15 0.915 0.041 0.93 0.037 1.016
CDH16 0.806 0.001 0.854 0.025 1.059
CDH18 0.784 0.042 0.796 0.042 1.015
CDH19 0.789 0.05 0.775 0.013 0.982
CDH2 0.868 0.034 0.901 0.001 1.037



CDH20 0.719 0.026 0.85 0.009 1.182
CDH23 0.626 0 0.707 0.001 1.129
CDH4 0.709 0.023 0.743 0.002 1.048
CDH5 0.738 0.038 0.829 0.025 1.123
CDH6 0.885 0.064 0.92 0.001 1.038
CDH7 0.914 0.029 0.84 0.048 0.918
CDH8 0.93 0.071 0.932 0.023 1.002
CDH9 0.987 0.037 0.957 0.066 0.969
CDK5RAP2 0.94 0.083 0.917 0.017 0.975
CDY1 0.921 0.051 0.924 0.006 1.003
CDY2 0.87 0.056 0.879 0.014 1.009
CEBPG 1.021 0.01 1.098 0.046 1.075
CENPA 1.016 0.049 1.083 0.017 1.065
CENPB 0.897 0.051 1.076 0.004 1.199
CENPC1 1.016 0.057 1.093 0.001 1.075
CEP2 0.955 0.009 1.019 0.038 1.067
CETN1 1.033 0.09 0.965 0.035 0.933
CETN3 0.841 0.029 0.83 0.06 0.987
CFL1 1.06 0.078 1.183 0.003 1.116
CGGBP1 0.982 0.052 1.109 0.001 1.129
CGREF1 0.991 0.089 1.087 0.028 1.097
CHAF1A 0.947 0.073 1.033 0.009 1.091
CHGA 1.045 0.072 1.049 0.046 1.004
CIDEA 0.943 0.052 1.004 0.007 1.064
CIDEB 1.03 0.054 0.995 0.005 0.966
CIRBP 1.106 0.026 1.131 0.04 1.022
CIZ1 0.959 0.086 1.064 0.015 1.11
CLASP1 1.004 0.001 1.063 0.044 1.058
CLGN 1.071 0.083 1.07 0.011 0.999
CLSPN 1.067 0.045 1.192 0.026 1.116
CLSTN2 1.025 0.071 1.054 0.041 1.027
CLSTN3 0.984 0.037 1.071 0.026 1.087
CLTA 0.989 0.042 1.032 0.021 1.043
CLTB 0.998 0 1.122 0.026 1.124
CNTN1 1.018 0.011 1.061 0.015 1.042
CNTN2 1.097 0 1.039 0.059 0.946
CORO1C 1.097 0.063 1.086 0.027 0.989
CORO2A 1.106 0.033 1.125 0.069 1.017
CORO2B 0.992 0.104 1.093 0.002 1.102
CRADD 1.022 0.065 1.152 0.031 1.127
CREBL1 1.037 0.096 1.108 0.012 1.068
CSPG2 0.894 0.089 1.058 0.036 1.183
CSTF3 0.922 0.04 0.998 0.002 1.082
CTGF 0.958 0.018 1.028 0.006 1.072
CTNNBIP1 0.99 0.045 0.975 0.016 0.984
CUGBP2 0.932 0.001 0.941 0.044 1.009
CYBA 1 0.052 1.066 0.009 1.066
CYR61 0.944 0.027 1.011 0.041 1.071
D1S155E 1.04 0.076 1.036 0.013 0.996
DAAM2 1.032 0.042 1.127 0.022 1.091
DACH1 1.078 0.067 1.187 0.019 1.1



DACH2 1.061 0.048 1.123 0.026 1.058
DATF1 0.894 0.027 1.014 0.027 1.133
DAXX 1.012 0.001 1.115 0.046 1.101
DDB2 0.907 0.032 0.972 0 1.071
DEDD 0.989 0.009 1.092 0.052 1.104
DIRAS1 0.885 0.027 0.929 0.001 1.05
DLK1 1.078 0.019 1.188 0.073 1.101
DNAH11 0.932 0.047 1.11 0.007 1.19
DNAH5 0.888 0.02 1.028 0.006 1.158
DNCL2A 0.98 0.058 1.056 0.008 1.077
DNCL2B 0.828 0.003 0.954 0.021 1.152
DNCLI2 0.839 0.021 0.952 0.019 1.134
DRG1 0.842 0.033 0.994 0.04 1.18
DRPLA 0.821 0.015 1.003 0.017 1.22
DSC1 0.9 0.015 0.974 0.023 1.081
DSC2 0.92 0.003 1.018 0.021 1.106
DSC3 0.834 0.026 1.03 0.001 1.235
DSG1 0.946 0.012 1.033 0.005 1.091
DSG2 0.914 0.039 1 0.005 1.093
DTNA 0.864 0.03 0.984 0.008 1.138
EFEMP1 1.082 0.007 1.23 0.003 1.136
EFS 0.916 0.005 1.08 0.012 1.178
EGR2 0.8 0.002 0.818 0.025 1.022
ELAVL1 0.809 0.028 0.847 0 1.046
ELAVL2 0.848 0.053 0.89 0.013 1.049
ELAVL3 0.849 0.018 0.83 0.017 0.978
ELMO1 0.769 0.02 0.829 0.001 1.078
ENC1 0.813 0.011 0.894 0.025 1.098
ENG 0.814 0.026 0.788 0.007 0.968
EPS15 0.799 0.011 0.784 0.028 0.982
ERAF 0.811 0.03 0.769 0.015 0.947
ERAL1 0.663 0.003 0.737 0.017 1.111
EVL 0.683 0.013 0.697 0.016 1.02
F8 0.833 0.007 0.92 0.026 1.104
FCN2 0.959 0.021 0.979 0.027 1.021
FIBP 0.984 0.013 1.062 0.005 1.079
FLJ10511 0.914 0.023 0.737 0.012 0.806
FLJ21019 0.884 0.026 0.806 0.093 0.912
ZNF547 1.01 0.014 0.933 0.036 0.923
FLNB 0.837 0.031 0.891 0.01 1.064
FMOD 0.89 0.021 0.863 0.014 0.969
FMR1 0.864 0.009 0.949 0.002 1.097
FOSB 0.909 0.011 0.959 0.012 1.055
FSTL1 1.018 0.011 1.108 0.027 1.088
FTH1 1.059 0.009 1.145 0.001 1.08
FUBP1 1.053 0.024 1.192 0 1.132
FUSIP1 0.998 0.008 1.009 0.006 1.011
FXR1 0.969 0.045 1.09 0.032 1.124
FXR2 1.052 0.009 1.107 0.034 1.052
GAB2 1.063 0.013 1.127 0.001 1.059
GABPB2 0.934 0.02 0.834 0.007 0.892



GAN 0.875 0.012 1.006 0.003 1.149
GLI4 0.891 0.015 1.039 0.039 1.166
GLIS2 1.108 0.017 1.183 0.007 1.067
GP5 0.997 0.024 1.164 0.025 1.167
GP9 1.002 0.008 0.991 0.023 0.988
GRASP 0.976 0.048 1.089 0.039 1.115
GRSF1 1.085 0.03 1.035 0.045 0.954
GSN 1.015 0.002 1.109 0.044 1.092
PDLIM7 0.721 0.033 0.882 0.026 1.223
GTF2IRD2 0.863 0.026 0.855 0.014 0.991
GTF3C1 0.938 0.004 1.116 0.022 1.189
H2AFZ 1.082 0.013 1.187 0.063 1.097
H3F3B 1.061 0.015 1.132 0.015 1.066
HBP17 0.963 0.011 1.116 0.027 1.159
HES1 1.159 0.02 1.106 0.014 0.954
HES4 0.792 0.004 0.919 0.01 1.159
HES7 1.106 0.057 1.081 0.006 0.977
HIG1 1.024 0.013 1.095 0.011 1.069
H2AFX 1.039 0.012 1.059 0.005 1.018
CBX6 0.967 0.011 1.085 0.028 1.122
CBX8 0.811 0.006 1.022 0.008 1.259
CD81 1.046 0.011 1.204 0.02 1.151
CRHBP 1.011 0.007 1.109 0.025 1.097
DLL1 1.027 0.009 1.012 0.013 0.984
DSG3 1.009 0.011 1.056 0.003 1.046
HNRPUL1 0.937 0.017 1.022 0.004 1.091
FALZ 1.08 0.024 0.981 0.025 0.908
FANCG 1.032 0.001 1.005 0.022 0.973
DRG2 0.994 0.028 0.974 0.004 0.979
ARID3B 0.877 0.013 0.962 0.026 1.096
EIF4EBP1 0.914 0.002 1.042 0.016 1.139
EIF4EBP2 0.873 0.006 1.106 0.044 1.266
EWSR1 0.941 0.023 1.112 0.062 1.182
F5 0.865 0.015 1.07 0.027 1.237
FSCN2 1.033 0.019 1.102 0.042 1.066
FSCN3 0.935 0.021 1.001 0.022 1.07
GEM 0.943 0.01 1.1 0.005 1.166
GIPC2 0.845 0.012 1.027 0.008 1.215
H1F0 0.971 0.01 1.086 0.015 1.118
H2AFJ 0.869 0.005 1.014 0.037 1.166
DAZ 0.884 0.005 1.026 0.043 1.159
HIP-55 0.88 0.024 0.932 0.02 1.059
HIST1H1C 0.744 0.018 0.916 0.002 1.232
HIST2H2BE 0.821 0.013 1.015 0.022 1.236
HIVEP2 0.839 0.031 0.907 0.012 1.081
HMG2L1 0.833 0.03 1 0.002 1.2
HMGA2 0.933 0.015 1.143 0.004 1.225
HMGN2 0.867 0.005 0.929 0.017 1.07
HMMR 0.855 0.011 0.949 0.011 1.109
HNRPD 0.903 0.02 0.983 0.016 1.088
HNT 0.893 0.014 0.915 0.015 1.024



HPCAL1 0.736 0.021 0.918 0.03 1.247
HPRP8BP 0.783 0.003 0.939 0.022 1.198
HPS4 0.727 0.032 0.937 0.006 1.289
HRB2 0.677 0.007 0.893 0.015 1.318
HSPA1B 0.689 0.026 0.914 0.015 1.327
HSPA1L 0.55 0.013 0.749 0.022 1.36
HSPA2 0.674 0.002 0.789 0.005 1.17
HSPA4 0.652 0.03 0.842 0.015 1.291
HSPA5 0.698 0.035 0.871 0.025 1.247
HSPA6 0.606 0.042 0.727 0.029 1.198
HSPA9B 0.687 0.033 0.797 0.025 1.16
HSPB7 0.818 0.075 0.939 9.059 1.147
HSPH1 0.864 0.042 1.05 0.006 1.214
HSU24186 0.827 0.037 1.064 0.001 1.286
VG5Q 0.795 0.015 1.048 0.044 1.318
HSXIAPAF1 0.667 0.027 0.918 0.039 1.376
HYOU1 0.785 0.008 1.005 0.016 1.28
IBSP 0.751 0.025 0.933 0.021 1.242
ICAM5 0.854 0.021 1.029 0.021 1.204
IFI35 0.764 0.028 0.98 0.039 1.282
IGFALS 0.922 0.008 1.064 0.045 1.154
IGFBP1 1.048 0.096 1.186 0.023 1.131
IGFBP2 0.888 0 1.104 0.055 1.243
IGFBP4 0.924 0.041 1.164 0.033 1.26
IGFBP5 0.865 0.014 1.052 0.044 1.215
IGFBP6 0.72 0.012 1.008 0.03 1.401
IGFBP7 0.773 0.047 1.101 0.054 1.424
IMP-1 0.801 0.032 1.062 0.042 1.324
IMP-2 0.75 0.03 0.911 0.032 1.214
ING1 0.861 0.015 1.051 0.054 1.219
ING1L 0.908 0.069 1.022 0.013 1.125
ING3 0.81 0.006 0.958 0.02 1.182
ING4 0.958 0.035 1.197 0.058 1.249
INSM1 0.869 0.034 1.18 0.002 1.357
INSM2 0.837 0.017 0.958 0.033 1.144
IRLB 0.867 0.03 0.993 0.059 1.145
ITGAV 0.819 0.037 1.037 0.028 1.265
ITGB1BP2 0.817 0 0.939 0.003 1.148
IVNS1ABP 0.796 0.045 0.897 0.013 1.125
JJAZ1 0.729 0.005 1.015 0.019 1.39
JARID2 0.963 0.053 1.063 0.007 1.104
KHDRBS1 1.136 0.029 1.149 0.031 1.011
KHSRP 1.003 0.032 1.237 0.029 1.233
KIAA0494 0.938 0.033 1.113 0.018 1.186
KIAA0663 0.889 0.004 1.124 0.026 1.263
KIAA0882 0.751 0.012 0.969 0.015 1.289
KIAA1365 0.864 0.004 1.115 0.008 1.29
TSPYL5 0.81 0.034 1.056 0.014 1.303
KIFAP3 0.84 0.01 1.047 0.014 1.245
KIFC2 0.749 0.003 0.938 0.02 1.25
KIN 0.935 0.004 1.009 0.004 1.079



CIB2 0.909 0.074 0.993 0.004 1.093
CIB3 0.995 0.04 1.095 0.034 1.101
KLF14 0.913 0.066 1.062 0.008 1.162
KLF15 0.93 0.005 0.933 0.026 1.004
KLF16 0.925 0.018 1.02 0.003 1.102
KPTN 0.886 0.021 0.998 0.002 1.125
L1CAM 0.777 0.024 0.896 0.037 1.153
LAF4 0.902 0.038 1.082 0.007 1.199
LAG3 0.721 0.013 0.926 0.029 1.284
LBP 0.793 0.015 0.86 0.031 1.083
LEF1 0.909 0.034 1.087 0.021 1.196
LGALS2 0.866 0.005 0.988 0.036 1.141
LGALS4 0.902 0.011 1.115 0 1.237
LGALS8 0.835 0.045 1.011 0.056 1.21
LHFP 0.807 0.007 1.044 0.029 1.293
LIMD1 0.818 0.008 1.054 0.029 1.288
LIN7A 0.914 0.001 1.127 0.046 1.232
LMAN1 0.814 0.004 0.897 0.022 1.102
LMOD1 0.807 0.008 1.02 0.006 1.264
LRPPRC 0.902 0.047 0.859 0.006 0.951
LTBP2 0.922 0.074 0.901 0.052 0.977
M17S2 0.971 0.072 0.898 0.004 0.924
M96 0.959 0.07 0.873 0.029 0.91
MACF1 0.911 0.083 0.852 0.006 0.935
MADCAM1 1.03 0.048 0.853 0.046 0.828
SMAD2 0.924 0.057 0.776 0.098 0.839
MAFB 1.006 0.062 0.869 0.034 0.863
MAFF 0.962 0.046 0.954 0.015 0.991
MAPRE1 1.062 0.037 1.094 0.057 1.029
MAPRE2 0.817 0.01 0.869 0.025 1.063
MAZ 0.866 0.065 0.783 0.023 0.904
MBD3 0.892 0.02 0.911 0.006 1.021
MBL2 0.768 0.018 0.691 0.017 0.9
MCAM 0.856 0.004 0.801 0.01 0.935
MEFV 0.797 0.04 0.797 0.036 1
MEN1 0.795 0.005 0.782 0.004 0.983
MFGE8 0.849 0.016 0.862 0.029 1.014
MFHAS1 0.839 0.006 0.892 0.005 1.062
RASL11B 0.697 0.017 0.832 0.002 1.193
MICA 0.91 0.033 0.825 0.003 0.906
MICB 0.974 0.037 0.882 0.046 0.905
MI-ER1 0.983 0.069 0.87 0.007 0.885
PIAS2 0.9 0.013 0.903 0.057 1.002
MIZF 0.991 0.044 0.921 0.004 0.929
MKI67 0.702 0.023 0.809 0.013 1.153
MKI67IP 0.901 0.045 0.897 0.011 0.995
MKKS 0.833 0.004 0.895 0.015 1.075
MKL1 0.899 0.023 0.936 0.027 1.041
MLF1 0.841 0.007 0.946 0.011 1.125
MLH1 0.985 0.088 0.989 0.011 1.003
MLH3 1.085 0.041 1.03 0.051 0.949



MLL5 1.046 0.063 0.952 0.004 0.91
MLLT4 1.1 0.005 1.087 0.051 0.988
MLLT6 0.98 0.051 1.03 0.008 1.05
MLR1 1.09 0.001 1.006 0.022 0.922
MMAA 0.953 0.083 0.954 0.032 1
MNDA 0.947 0.004 1.043 0 1.101
ARID5B 0.944 0.039 0.93 0.03 0.984
MRTF-B 0.911 0.003 1.108 0.001 1.215
MSF 0.943 0.037 1.016 0.011 1.077
MSH2 1.054 0.051 0.99 0.039 0.939
MSH4 0.816 0.059 0.856 0.021 1.048
MSH5 1.055 0.041 1.034 0.013 0.98
MSH6 1.039 0.042 0.944 0.004 0.908
MSLN 0.971 0.034 0.963 0.021 0.992
MTCH1 1.153 0.045 1.278 0.053 1.107
MYOCD 0.991 0.022 1.14 0.029 1.149
MYH1 0.929 0.013 1.069 0.05 1.15
MYH11 0.905 0.002 1.171 0.013 1.293
MYH13 0.959 0.056 0.986 0.004 1.028
MYH2 1.083 0.01 1.028 0.052 0.949
MYH6 1.191 0.049 1.174 0.015 0.985
MYH9 1.092 0.035 1.014 0.042 0.929
MYL9 1.034 0.044 1.086 0.019 1.05
MYO10 1.07 0.002 1.222 0.011 1.142
MYRIP 1.045 0.042 1.119 0.062 1.071
AKAP8L 1.005 0.024 1.155 0.005 1.148
NALP10 1.059 0.005 1.207 0.069 1.14
NALP13 1.118 0.023 1.286 0.023 1.15
NALP14 1.004 0.031 0.956 0.022 0.951
NALP2 1.052 0.009 0.991 0.035 0.941
NBS1 1.171 0.033 1.083 0.019 0.924
NCAM1 1.124 0.031 1.071 0.044 0.952
NCAM2 1.119 0.065 1.094 0.006 0.978
NCBP1 1.063 0.015 1.196 0.005 1.124
NDN 1.136 0.036 1.214 0.049 1.069
NEO1 0.953 0.01 1.089 0.028 1.142
NFKBIA 1.017 0.024 1.127 0.044 1.107
NHLH1 0.923 0 1.057 0.001 1.145
NID2 1.026 0.049 1.118 0.021 1.089
NINJ1 0.935 0.015 0.91 0.003 0.973
NOL3 1.025 0.055 1.026 0.024 1
NOLC1 0.878 0 1.044 0.016 1.189
NOVA1 1.041 0.049 1.194 0.037 1.147
NOVA2 1.127 0.02 1.255 0.015 1.113
NPHS1 0.992 0.025 0.985 0.02 0.993
NRCAM 1.076 0.005 1.238 0.016 1.15
NRGN 1.066 0.043 1.152 0.005 1.081
NUBP1 1.113 0.001 1.254 0.013 1.126
NUBP2 0.837 0.02 0.95 0.008 1.134
NUCB1 0.855 0.004 0.931 0.009 1.088
NUCB2 0.859 0.01 0.96 0.008 1.116



OLIG2 0.95 0.008 1.003 0.03 1.055
ORC6L 0.94 0.049 1.049 0.008 1.115
OSBP 0.965 0.041 0.987 0.007 1.023
OSBPL1A 0.88 0.017 0.908 0 1.031
POSTN 0.938 0.01 1.055 0.002 1.124
OSTF1 1.004 0.016 1.136 0.043 1.131
PACSIN3 0.859 0.007 0.983 0.012 1.145
PAP 0.857 0.018 0.975 0.008 1.138
PARD3 0.814 0.014 0.93 0.02 1.143
PARVA 0.818 0.001 0.961 0.022 1.173
PAX1 0.749 0.002 0.857 0.001 1.144
PAX5 0.842 0.019 0.889 0.009 1.055
PAX9 0.777 0.015 0.849 0.014 1.093
ZNF395 0.752 0.012 0.798 0.02 1.061
PCBP2 0.718 0.025 0.715 0.004 0.995
PCBP4 0.749 0 0.793 0.05 1.058
PCDH1 0.697 0.018 0.856 0.017 1.227
PCDH11X 0.859 0.024 1.005 0.02 1.17
PCDH11Y 0.911 0.017 0.938 0.056 1.03
PCDH12 0.913 0.009 1.026 0.008 1.123
PCDH15 1.019 0.041 1.059 0.024 1.038
PCDH16 0.87 0.006 0.824 0.027 0.947
PCDH7 0.829 0.029 0.849 0.014 1.024
PCDH8 0.73 0 0.778 0.027 1.065
PCDHA1 0.851 0.03 0.916 0.029 1.076
PCDHA10 0.89 0.021 0.998 0.014 1.12
PCDHA11 0.703 0.013 0.85 0.048 1.209
PCDHA12 0.737 0.01 0.94 6.081 1.275
PCDHA13 1.007 0.022 1.099 0.084 1.092
PCDHA2 0.917 0.014 1.046 0.002 1.14
PCDHA3 0.931 0.028 1.057 0.017 1.134
PCDHA4 0.971 0.004 1.045 0.019 1.075
PCDHA5 0.951 0.058 0.931 0.036 0.978
PCDHA6 1.017 0.017 1.011 0.016 0.994
PCDHA8 0.964 0.036 1.034 0.042 1.072
PCDHA9 0.907 0.013 1.093 0.029 1.205
PCDHAC1 0.873 0.021 1.07 0.016 1.225
PCDHAC2 0.946 0.019 1.175 0.067 1.24
PCDHB1 0.919 0.011 0.998 0.016 1.085
PCDHB10 0.931 0.029 0.957 0.022 1.028
PCDHB11 0.963 0.012 1.133 0.002 1.177
PCDHB12 1.004 0.025 1.109 0.041 1.104
PCDHB14 0.949 0.008 1.058 0.024 1.114
PCDHB15 1.058 0.03 1.137 0.032 1.074
PCDHB2 0.89 0.005 0.994 0.045 1.116
PCDHB3 0.941 0.02 1.122 0.024 1.191
PCDHB4 1.017 0.012 1.192 0.02 1.171
PCDHB5 0.927 0.009 1.094 0.066 1.18
PCDHB6 0.82 0.004 0.825 0.001 1.005
PCDHGA12 1.019 0.025 1.107 0.048 1.086
PCDHGA8 1.139 0.003 1.216 0.005 1.067



PCDHGB4 1.028 0.017 1.113 0.003 1.083
PCDHGC3 0.949 0.016 1.105 0.04 1.164
PCOLCE 0.77 0.004 0.977 0.013 1.269
PDCD2 0.889 0.004 1.026 0.012 1.153
PDCD6 0.855 0.007 0.998 0.002 1.167
PDLIM1 0.874 0.005 0.975 0.016 1.115
PECAM1 0.998 0.02 1.139 0.054 1.14
PEPP2 0.95 0.03 1.078 0.033 1.135
PFDN4 0.989 0.026 1.059 0.037 1.07
PFN2 1.036 0.018 1.08 0.024 1.042
PHC1 0.988 0.032 0.98 0.015 0.991
PHC2 0.951 0.003 1.036 0.035 1.089
PHF2 0.866 0.01 0.84 0.027 0.969
PHF6 1.047 0.014 1.134 0.029 1.083
PICALM 0.95 0.007 1.062 0.015 1.117
PINX1 0.915 0.014 1.186 0.005 1.295
PIR51 0.947 0.024 1.131 0.024 1.193
PKD1 0.831 0.015 1.021 0.006 1.227
HMGB1 0.86 0.013 1.039 0.02 1.208
RBJ 1.068 0.003 1.241 0.047 1.161
MT1A 0.965 0.02 0.892 0.004 0.924
MT2A 0.875 0.016 0.927 0.021 1.059
HSPD1 0.92 0.025 1.021 0.019 1.109
LGALS12 0.715 0.01 0.837 0.006 1.17
MCM3AP 0.855 0.022 1.036 0.016 1.21
PLAGL1 0.99 0.036 0.884 0.005 0.893
PLEKHA1 1.303 0.088 0.873 0.16 0.669
PLTP 1.174 0.068 0.903 0.029 0.769
PMS1 1.17 0.102 0.931 0.001 0.795
PMS2 1.172 0.07 0.949 0.036 0.809
PNRC1 1.208 0.065 1.054 0.017 0.872
POT1 1.023 0.026 0.824 0.018 0.805
PPP1R10 1.094 0.1 0.916 0.007 0.837
PPP1R16B 1.069 0.066 0.926 0.034 0.866
PPP1R9A 1.092 0.078 1.001 0.044 0.916
PRDM12 0.975 0.005 0.846 0 0.867
PRDM14 0.931 0.021 0.846 0.011 0.908
PRDM5 1.048 0.024 0.846 0.017 0.806
PRDM7 1.037 0.025 0.995 0.039 0.958
PRDM9 0.803 0.03 0.801 0.004 0.997
PREB 0.945 0.037 0.775 0.003 0.82
PRF1 0.99 0.025 0.831 0.014 0.839
PRG3 0.877 0.027 0.813 0.02 0.927
PRKRIR 0.905 0.01 0.83 0.012 0.916
PRPF18 0.814 0.013 0.813 0.022 0.998
PRPF4 0.87 0.021 0.837 0.004 0.961
PRPF8 1.066 0.013 1.04 0 0.975
PRX 0.955 0.058 0.872 0.03 0.914
PSEN1 1.049 0.019 1.001 0.005 0.953
PSMD2 1.103 0.08 1.014 0.016 0.919
PXN 0.894 0.033 0.904 0.013 1.011



RAB26 1.035 0.042 0.986 0.033 0.953
RAB32 1.041 0.031 1.021 0.025 0.98
RAB40A 0.995 0.03 0.971 0 0.975
RAB40B 0.997 0.013 0.937 0.009 0.939
RAB40C 0.979 0.052 0.931 0.011 0.95
RAB4B 1.029 0.028 1.01 0.02 0.98
RABGEF1 1.177 0.049 1.038 0.051 0.882
RAD17 1.161 0.004 1.091 0.013 0.939
RAD21 1.153 0.027 1.146 0.048 0.993
RAD23A 1.116 0.007 1.059 0.021 0.949
RAD23B 1.112 0.029 1.185 0.047 1.065
RAI1 1.007 0.027 1.031 0.042 1.023
RALA 1.108 0.059 1 0.004 0.902
RALB 0.968 0.005 0.827 0.083 0.854
RANBP2L1 1.102 0.053 1.077 0.027 0.977
RANBP3 1.096 0.012 1.039 0.022 0.947
RASSF1 0.998 0.048 0.902 0.043 0.903
RASSF5 1.193 0.003 1.148 0.01 0.961
RBL2 1.224 0.033 1.153 0.027 0.942
RBM11 1.035 0.001 1.06 0.024 1.024
RBM15 0.966 0.008 1.051 0.003 1.087
RBM5 1.104 0.038 1.208 0.045 1.093
RBM6 1.136 0.013 1.118 0.023 0.984
RBMS1 0.968 0 1.022 0.022 1.055
RBMS2 1.093 0.048 1.104 0.014 1.01
ARID4B 1.093 0.011 0.996 0.008 0.911
REM1 1.146 0.045 1.061 0.062 0.925
REPS2 1.081 0.02 1.05 0.015 0.97
RFC2 1.096 0.04 1.038 0.032 0.947
RFC4 1.117 0.022 1.205 0.01 1.078
RFX4 1.101 0.058 1.113 0.014 1.01
RHOBTB1 1.026 0.001 0.961 0.138 0.936
RHOBTB2 1.02 0.047 1.09 0.013 1.067
PDLIM4 0.926 0.006 0.955 0.012 1.031
RIT1 1.012 0.025 1.031 0.037 1.018
RNPS1 0.986 0.015 1.052 0.02 1.066
RNUT1 1.16 0.023 1.131 0.02 0.975
RPE65 1.126 0.001 1.149 0.028 1.02
RPGR 1.056 0.035 1.134 0.042 1.074
RRAGA 1.18 0.002 1.211 0.02 1.026
RS1 1.116 0.058 0.987 0.024 0.884
RSN 1.138 0.028 1.113 0.052 0.978
RUNX3 1.068 0.025 1.06 0.01 0.991
S100A1 1.11 0.015 1.125 0.059 1.013
S100A11 0.864 0.046 0.907 0 1.049
S100A13 0.844 0.024 0.916 0.015 1.084
S100A14 1.025 0.003 1.011 0.012 0.986
S100A2 1.013 0.002 1.036 0.004 1.022
S100A3 0.998 0.04 1.093 0.014 1.094
S100A4 0.951 0.002 0.961 0.034 1.01
S100A8 1.01 0.045 1.1 0.003 1.089



S100P 0.983 0.047 1.045 0.003 1.062
SALL1 0.868 0.04 0.947 0.001 1.091
SALL3 0.896 0.003 1.046 0.029 1.167
SALL4 0.992 0.013 0.895 0.129 0.901
SCA1 0.957 0.008 0.92 0.103 0.961
SCA7 1.009 0.031 0.885 0.133 0.877
SCG2 0.943 0.026 0.881 0.112 0.934
SCGB2A2 1.008 0.021 0.861 0.122 0.854
SCO2 1.13 0.006 1.033 0.122 0.913
SCP2 1.026 0.008 1.05 0.067 1.022
SCUBE2 1.061 0.024 1.107 0.084 1.042
SDC4 1.142 0.021 1.131 0.086 0.99
SDPR 0.863 0.004 0.925 0.077 1.072
SEC22L1 0.885 0.038 0.906 0.032 1.024
SELE 0.801 0.015 0.852 0.005 1.063
SELENBP1 0.934 0.033 0.94 0.006 1.006
SELP 0.865 0.042 0.771 0.001 0.891
SEPN1 0.982 0.001 0.925 0.01 0.941
SEPT1 0.912 0.012 0.972 0.02 1.065
SEPT3 0.924 0.012 1.09 0.126 1.179
SEPT6 0.869 0.02 1.006 0.113 1.157
SF3A1 0.709 0.017 0.872 0.127 1.229
SF3A3 0.719 0.014 0.855 0.089 1.188
SFPQ 1.006 0.031 1.016 0.034 1.009
SFRS11 0.972 0.001 0.904 0.006 0.929
SFRS2 1.133 0.042 1.055 0.038 0.931
SFRS3 1.004 0.038 0.963 0.006 0.959
SFRS7 0.927 0.014 0.758 0.025 0.818
SFRS8 0.97 0.003 1.047 0.055 1.079
SFTPD 1.097 0.032 1.224 0.107 1.114
SGCE 0.986 0.008 1.064 0.099 1.079
SHARP 0.992 0.016 1.218 0.104 1.227
SHBG 0.998 0.019 1.111 0.096 1.113
SIGLEC11 0.883 0.023 0.93 0.034 1.053
SIGLECL1 1.076 0.017 1.031 0.025 0.958
SIN3A 1.033 0.049 0.929 0.025 0.899
SIP1 1.084 0.01 1.041 0.001 0.96
SLBP 1.014 0.039 1.013 0.06 0.999
SLC9A3R2 0.933 0.04 1.098 0.034 1.176
SMARCC2 1.212 0.027 1.243 0.052 1.025
SMC4L1 0.96 0.008 1.079 0.138 1.123
SNAI1 1.074 0.019 1.258 0.11 1.17
SNAI2 0.997 0.005 1.204 0.11 1.207
SNAPC3 0.898 0.026 0.883 0.026 0.983
SNRPN 1.106 0.015 1.077 0.001 0.973
SOCS7 1.068 0.012 0.989 0.005 0.925
SON 0.993 0.007 0.996 0.017 1.002
SORBS1 1.118 0.021 0.952 0.023 0.851
SP100 0.943 0.046 1.043 0.018 1.106
SP110 0.937 0.015 0.936 0.009 0.998
SP7 1.039 0.001 1.17 0.048 1.125



SPARC 1.056 0 1.247 0.051 1.18
SPARCL1 0.789 0.006 0.932 0.071 1.181
SPG4 1.056 0.03 1.103 0.022 1.044
SRPX 1.115 0.054 1.154 0.018 1.035
SSR3 1.155 0.017 1.149 0.054 0.995
SSR4 0.987 0.012 0.976 0.023 0.989
SSRP1 1.079 0.021 0.997 0.034 0.924
SSX4 1.068 0.006 0.95 0.006 0.89
STCH 0.982 0.004 0.971 0.007 0.988
SVIL 1.011 0.02 0.998 0.057 0.986
SYMPK 0.828 0.013 0.864 0.017 1.043
SYNCRIP 0.834 0.014 0.863 0.034 1.035
ZNF589 1.032 0.032 0.985 0.01 0.954
TAF9L 0.988 0.027 0.946 0.011 0.957
TAL1 1.174 0.034 1.112 0.047 0.947
TAL2 1.068 0.012 0.976 0.013 0.914
TANK 1.147 0.034 0.991 0.041 0.863
TARBP2 1.084 0.013 1.022 0.008 0.942
TAX1BP1 1.005 0.042 0.98 0.005 0.975
TCEB2 0.989 0.003 0.965 0 0.976
TCF19 1.007 0 0.995 0 0.988
TCF7L2 0.847 0.014 0.77 0.024 0.908
TCFL5 0.785 0.006 0.923 0.01 1.175
TCP1 0.961 0.003 0.966 0.02 1.005
TERF1 1.12 0.031 1.153 0.027 1.029
TERF2 1.011 0.004 1.041 0.001 1.03
TERF2IP 1.009 0.029 1.078 0.043 1.068
TF 0.84 0.008 0.954 0.028 1.135
TIA1 0.887 0.007 0.935 0.018 1.053
TIMELESS 0.907 0.016 0.986 0.018 1.087
TIPARP 0.823 0.005 0.848 0.019 1.031
TNA 1.002 0.006 1.017 0.004 1.014
TNC 0.872 0.008 0.921 0.021 1.055
TNFAIP6 0.964 0.001 0.95 0.009 0.985
TNIP1 0.854 0.005 0.958 0.003 1.122
TNNC1 0.99 0.027 1.074 0.006 1.085
TNNI1 0.976 0.003 1.094 0.031 1.12
TNXB 0.928 0.001 1 0.01 1.077
TRA1 1.002 0.042 1.186 0.051 1.183
TRIP10 0.917 0.019 1.064 0.012 1.161
TRO 0.883 0.01 1.085 0.049 1.228
TROAP 0.835 0.026 1.065 0.006 1.275
USH1C 0.775 0.019 0.822 0.03 1.06
VCAM1 0.893 0.015 0.908 0.001 1.016
VIL1 0.838 0.005 0.892 0.028 1.064
VIL2 0.905 0.012 0.878 0.006 0.969
VPREB1 0.794 0.015 0.889 0.019 1.118
VTN 0.733 0.018 0.878 0.049 1.196
VWF 0.807 0.012 0.923 0.029 1.143
WASF1 0.758 0.013 0.854 0.078 1.127
WASF3 0.71 0.01 0.867 0.033 1.22



WASPIP 0.644 0.015 0.772 0.042 1.198
WBSCR14 0.985 0.006 0.85 0.014 0.863
WIG1 0.933 0.002 0.858 0.005 0.92
WISP1 0.905 0.012 0.952 0.001 1.051
WISP2 0.93 0 1.033 0.018 1.11
XPA 1.037 0.01 1.04 0.008 1.003
XRCC1 1.037 0.011 1.102 0.042 1.062
YAP1 1.006 0.006 1.207 0.095 1.2
YWHAE 0.926 0.031 1.126 0.073 1.216
YWHAZ 0.9 0.035 1.074 0.077 1.192
ZAN 0.789 0.011 0.989 0.021 1.253
ZF 1.055 0.015 1.116 0.012 1.057
ZFP161 1.073 0.012 1.119 0.084 1.043
ZFP64 1.11 0.021 1.132 0.016 1.019
ZFPM2 0.897 0.001 0.941 0.029 1.049
ZIC2 1.111 0.013 1.12 0.033 1.007
ZIC3 1.036 0 1.18 0.027 1.139
ZNF10 1.024 0.007 1.074 0.063 1.049
ZNF124 0.932 0.006 1.129 0.046 1.21
ZNF146 0.948 0.009 0.981 0.077 1.035
ZNF151 0.836 0.002 0.962 0.003 1.15
ZNF160 0.921 0.015 1.006 8.352 1.092
ZNF198 1.064 0.002 1.047 0.044 0.984
ZNF200 1.085 0.002 0.944 0.024 0.869
ZNF22 0.936 0.024 0.925 0.037 0.987
ZNF278 1.093 0.002 1.173 0.021 1.073
ZNF325 0.777 0.021 0.93 0.055 1.195
ZNF347 0.92 0.027 1.08 0.08 1.173
ZNF384 0.941 0.011 1.111 0.008 1.18
ZNF43 0.874 0.007 0.968 0.003 1.107
ZNF44 0.924 0.002 1.115 0.024 1.206
ZNF482 0.942 0.016 0.988 0.012 1.048
ZNF627 0.99 0.005 0.939 0.018 0.948
ZNF74 1.103 0.002 1.12 0.046 1.015
ZNF76 0.941 0.019 1.026 0.068 1.089
ZNF84 0.952 0.033 1.004 0.005 1.055
ZBTB33 1.115 0.04 1.222 0.025 1.095
ZNFN1A1 1.193 0.017 1.187 0.039 0.995
ZNFN1A2 0.832 0.023 0.924 0.032 1.11
ZW10 0.921 0.012 0.984 0.003 1.069
ZYX 0.851 0.003 0.908 0.013 1.066
ANXA4 1.045 0.011 1.028 0.001 0.983
ANXA5 1.026 0.034 0.856 0.056 0.835
APAF1 1.062 0.024 1.032 0.006 0.971
APLP2 0.691 0.01 0.814 0.048 1.177
APP 1.178 0.007 1.032 0.005 0.876
ARHGDIA 1.118 0.009 1.025 0.046 0.917
ARHGEF2 1.003 0.001 0.963 0.013 0.96
RHOH 0.894 0.023 0.932 0.008 1.042
ARL2 0.94 0.008 0.889 0.006 0.945
ASC 0.893 0.002 0.896 0.017 1.002



BIRC5 0.865 0.027 1.006 0.005 1.163
CHC1 0.931 0.009 0.972 0.055 1.044
CHC1L 0.977 0.009 1.067 0.001 1.091
DDEF2 1.015 0.024 1.02 0.066 1.004
DLC1 0.973 0.013 1.033 0.003 1.06
FARP1 0.809 0.003 0.79 0.035 0.977
FGD1 0.898 0.003 0.998 0.004 1.111
RABGAP1 0.791 0.006 0.94 0.023 1.187
SMN1 0.942 0.013 1.053 0.016 1.117
ZNF238 0.846 0.01 0.948 0.009 1.12
GCKR 0.881 0.014 1.014 0.001 1.151
RAPGEF5 0.831 0.007 0.986 0.004 1.185
RAPGEF1 0.908 0.002 1.012 0.006 1.114
GUCA1B 0.874 0.004 1.028 0.011 1.175
HRG 0.927 0.004 1.018 0.013 1.097
HSPB2 0.849 0.031 0.933 0.006 1.099
HSPCA 0.913 0.017 1.03 0.012 1.128
HSPCB 0.975 0.011 1.121 0.01 1.149
IGFBP3 0.932 0.056 0.981 0.029 1.052
IQGAP1 0.872 0.018 1.043 0.011 1.195
IQGAP2 0.876 0.018 1.026 0.009 1.171
ITSN1 0.824 0.016 1.001 0.016 1.214
KNG1 0.81 0.033 0.967 0.016 1.193
NALP12 0.794 0.002 0.942 0.022 1.185
RAPGEF6 0.802 0.019 0.913 0.017 1.137
PPP1R9B 0.756 0.003 0.88 0.032 1.163
PPP2R3A 0.677 0.007 0.743 0.003 1.098
PRKAR1B 0.67 0.011 0.723 0.016 1.079
PSAP 0.75 0.03 0.834 0.002 1.111
RASAL1 0.706 0.001 0.811 0.002 1.148
RASGRP1 0.948 0.042 1.134 0.035 1.195
RASGRP2 0.834 0.006 1.057 0.015 1.267
RASGRP4 0.929 0.02 0.97 0.024 1.044
RFC1 0.893 0.029 1.035 0.017 1.158
RIN1 0.828 0.015 0.98 0.003 1.184
S100B 0.89 0.002 1.044 0.039 1.173
SAG 0.753 0.015 0.875 0.019 1.162
SERPINA1 0.803 0.01 0.899 0.048 1.119
SERPINA6 0.768 0.025 0.958 0.016 1.247
SERPINA7 0.769 0.001 0.872 0.004 1.133
SERPINB6 1.024 0.072 1.176 0.028 1.148
SERPINB9 1.056 0.007 1.157 0.026 1.096
SERPINC1 0.908 0.046 1.015 0.023 1.118
SERPIND1 0.938 0.01 1.086 0.026 1.158
SERPINE2 0.758 0.018 1.02 0.018 1.343
SERPINF2 0.907 0.021 0.857 0.06 0.944
SERPINH1 0.878 0.022 0.917 0.01 1.044
SET 0.799 0.027 0.972 0.039 1.216
SFN 0.855 0.026 0.983 0.014 1.149
SGNE1 0.859 1.398 0.96 0.012 1.118
SIPA1 0.951 0.041 1.104 0.015 1.16



SOS1 0.971 0.012 0.921 0.04 0.948
SPEC1 1.032 0.021 1.235 0.07 1.196
TSC2 0.961 0.006 1.018 0.027 1.059
VAV2 0.723 0.002 0.73 0.003 1.009
WASL 0.957 0.001 1.087 0.041 1.136
EIF2B2 0.928 0.016 1.14 0.012 1.227
GRLF1 0.769 0.022 0.979 0.014 1.272
PTTG1 0.871 0.022 1.012 0.015 1.161
TWIST1 0.816 0.012 0.967 0.015 1.184
VAV1 0.95 0.018 1.123 0.012 1.182
ZFHX1B 1.003 0.012 1.22 0.005 1.215
AATF 0.93 0.009 1.035 0.04 1.112
ABT1 1.028 0.007 1.08 0.012 1.05
AF5Q31 0.798 0.014 0.914 0.012 1.145
ALF 0.946 0.016 0.957 0.039 1.012
ALX3 0.998 0.007 1.172 0.009 1.174
ALX4 0.947 0.003 1.012 0.011 1.068
ARX 0.941 0.003 1.029 0.013 1.093
ASCL1 0.813 0.019 0.969 0.003 1.192
ASH1L 0.88 0.005 1.011 0.028 1.149
ATF1 1.02 0.026 1.167 0.033 1.143
ATF3 0.999 0.003 0.949 0.014 0.95
ATF4 0.954 0.025 1.055 0.029 1.106
ATF5 0.935 0.002 1.083 0.029 1.158
ATF6 0.964 0.019 1.113 0.02 1.154
ATF7 0.912 0.011 1.03 0.006 1.129
BACH1 0.796 0.025 0.837 0.02 1.052
BAPX1 0.877 0.001 0.975 0.001 1.111
BARX1 0.935 0.03 1.098 0.042 1.174
BAZ1B 0.906 0.001 1.067 0.038 1.176
BCL6 0.836 0.028 1.013 0.01 1.211
BHLHB2 0.751 0.035 0.861 0.009 1.147
BNC1 0.966 0.029 1.105 0.028 1.144
BRCA2 0.961 0.006 1.16 0.021 1.207
BRD8 0.823 0.024 0.992 0.018 1.204
BRF1 0.878 0.019 0.988 0.028 1.125
BTEB1 0.748 0.009 0.978 0.011 1.307
BCLAF1 0.97 0.029 0.987 0.018 1.017
BTF3L1 0.831 0.037 0.833 0.007 1.002
BTG1 0.982 0.032 0.983 0.005 1.001
BTG2 0.975 0.041 1.032 0.013 1.058
CALR 0.913 0.002 0.972 0.022 1.064
CART1 1.002 0.037 0.968 0.011 0.966
CBFA2T1 0.926 0.032 0.9 0 0.972
CBFA2T2 0.799 0.008 0.809 0.01 1.013
CBFA2T3 0.876 0.05 1.002 0.003 1.144
CBFB 0.941 0.025 0.94 0.023 0.998
CBX4 1.012 0.034 0.912 0.002 0.901
CDX1 0.955 0.019 0.943 0.022 0.987
CDX2 1.011 0.005 0.867 0.011 0.857
CDX4 0.977 0.008 0.927 0.023 0.948



CEBPA 0.949 0.016 0.857 0 0.902
CEBPB 1.073 0.014 1.012 0.001 0.942
CHES1 0.932 0.023 0.889 0.033 0.954
CITED1 0.868 0.014 0.805 0.009 0.928
CITED2 0.833 0.002 0.812 5.552 0.974
CKN1 0.781 0.017 0.783 0.04 1.001
CNOT3 0.992 0.034 0.941 0.007 0.949
CNOT8 1.011 0.026 0.978 0.005 0.967
COPEB 0.937 0.011 0.902 0.005 0.962
CREB1 1.076 0.01 1.033 0.026 0.959
CREB5 1.066 0.018 1.003 0.015 0.941
CREBL2 0.988 0.023 0.881 0.006 0.892
CREG 1.131 0.016 1.074 0.026 0.95
CREM 0.854 0.007 0.885 0.011 1.036
CRX 0.892 0.011 0.915 0.013 1.025
CSDA 0.876 0.024 0.876 0.044 1
CSEN 0.957 0.066 0.942 0.03 0.984
CTCF 0.846 0.027 0.908 0.009 1.073
CUTL1 1.105 0.041 1.034 0.018 0.936
DBP 1.079 0.008 1.016 0.011 0.941
DDIT3 1.08 0.008 1.083 0.022 1.002
DEK 0.996 0.02 1.028 0.017 1.032
DLX2 1.101 0.016 0.928 0.026 0.842
DLX3 1.056 0.012 1.063 0.033 1.006
DLX4 0.927 0.012 0.862 0.011 0.929
DLX5 1.032 0.002 1.05 0.041 1.017
DLX6 1.111 0.05 1.112 0.022 1
DMRT1 0.969 0.044 1.045 0.022 1.078
DMRT2 1.026 0.05 1.03 0.014 1.004
DMRT3 1.134 0.073 1.141 0.001 1.005
DMTF1 1.145 0.044 1.053 0.023 0.919
DR1 1.21 0.05 1.142 0.023 0.943
ARID3A 1.127 0.026 1.141 0.021 1.012
DUX1 0.84 0.002 0.913 0.001 1.086
DUX2 1.136 0.011 1.137 0.002 1
DUX3 0.883 0.005 0.908 0.013 1.027
E2F1 1.052 0.009 1.069 0.016 1.016
E4F1 0.974 0.084 1.102 0.001 1.13
EDF1 1.06 0.018 1.106 0.024 1.042
EGR1 1.158 0.06 1.151 0.025 0.994
EGR3 1.145 0.022 1.126 0.035 0.983
EGR4 1.085 0.032 0.999 0.008 0.92
EHF 1.101 0.002 1.103 0.011 1.001
ELF1 1.054 0.009 1.092 0.027 1.035
ELF2 1.122 0.025 1.136 0.006 1.012
ELF3 0.954 0.006 0.973 0.023 1.02
ELF4 1.019 0.045 0.917 0.027 0.899
ELF5 1.041 0.019 1.093 0.004 1.05
ELK1 1.135 0.005 1.126 0.024 0.992
ELK3 1.064 0.005 1.042 0.017 0.979
ELK4 1.136 0.034 1.129 0.041 0.993



EMX1 1.108 0.021 1.057 0.016 0.954
EMX2 1.083 0.024 1.072 0.011 0.989
EN1 1.069 0.006 1.039 0 0.971
EN2 0.973 0.008 0.959 0.012 0.985
EOMES 0.91 0.017 0.958 0.036 1.052
ERF 0.946 0 1.003 0.015 1.06
ETS1 0.923 0.039 1.094 0.033 1.185
ETS2 0.907 0.009 0.911 0.021 1.004
ETV3 0.956 0.002 1.065 0.017 1.114
ETV4 1.037 0.006 1.055 0.04 1.017
ETV6 0.959 0.016 1.064 0.005 1.109
ETV7 0.917 0.015 1.022 0.024 1.114
EVX1 1.031 0.007 1.144 0.014 1.109
FOXJ2 0.981 0.014 0.981 0.028 0.999
FKHL18 1.067 0 1.116 0.04 1.046
FOS 0.992 0.02 0.997 0.011 1.004
FOSL1 0.944 0.001 0.941 0.017 0.996
FOSL2 1.086 0.024 1.105 0.008 1.017
FOXA1 0.95 0.017 0.996 0.013 1.048
FOXA2 1.03 0.052 1.066 0.003 1.035
FOXA3 0.961 0.006 1.041 0.009 1.083
FOXB1 1.143 0.036 1.129 0.025 0.988
FOXC1 1.014 0.006 1.045 0.004 1.03
FOXC2 1.089 0.081 1.101 0.016 1.011
FOXD1 0.926 0.022 0.929 0.031 1.003
FOXD2 0.86 0 0.856 0.009 0.995
FOXD3 0.884 0.01 0.867 0.006 0.981
FOXD4 0.925 0.011 0.854 0.051 0.923
FOXE1 0.879 0.013 0.894 0.005 1.017
FOXE3 0.879 0.003 0.849 0.004 0.965
FOXF1 0.896 0.053 0.908 0.002 1.013
FOXF2 0.747 0.002 0.708 0.03 0.947
FOXG1B 0.797 0.022 0.763 0.038 0.957
FOXH1 0.678 0.033 0.696 0.008 1.025
FOXI1 0.76 0.018 0.785 0.003 1.032
FOXJ1 0.89 0.008 0.859 0.034 0.965
FOXL1 0.924 0.002 0.926 0.003 1.002
FOXL2 1.012 0.014 0.985 0.027 0.974
FOXM1 0.913 0.017 0.91 0.002 0.995
FOXN1 0.998 0.007 0.971 0.017 0.972
FOXO1A 0.952 0.019 1.028 0.032 1.079
FOXO3A 0.957 0.042 0.946 0.02 0.988
FOXP1 0.907 0 0.904 0.023 0.997
FOXP2 0.895 0.023 0.869 0.015 0.97
FOXP3 0.955 8.615 0.955 0.008 0.999
GABPA 1.05 0.006 1.003 0.017 0.955
GATA1 0.939 0.001 1.027 0.023 1.093
GATA2 1.059 0.013 1.032 0.038 0.974
GATA3 0.904 0.012 0.936 0.032 1.034
GATA4 1.02 0.003 0.973 0.02 0.953
GATA5 0.98 0 1.04 0.056 1.061



GBX2 1.132 0.032 1.064 0.028 0.939
GCM1 0.982 0.011 1.006 0.005 1.024
GFI1 1.026 0 1.032 0.018 1.005
GFI1B 0.956 0.008 1.023 0.034 1.069
GLI 1.012 0.035 0.951 0.005 0.939
GLI2 1.043 0.011 1.063 0.016 1.018
GLI3 1.049 0.025 1.083 0.002 1.032
GMEB1 0.899 0.003 0.958 0.029 1.065
GSCL 1.15 0.024 1.151 0.024 1
GTF2A1 0.996 0.004 0.993 0.039 0.996
GTF2A2 1.051 0.015 1.034 0.016 0.984
GTF2I 1.097 0.01 1.038 0.018 0.946
GTF2IRD1 0.961 0.017 0.96 0.034 0.998
GTF3A 0.987 0.001 1.014 0.041 1.026
GTF3C3 0.945 0.033 0.917 0.01 0.97
HAND1 1.12 0.026 1.161 0.025 1.036
HCFC2 1.031 0.032 1.057 0.025 1.025
HCFC1 1.065 0 1.09 0.002 1.023
HESX1 1.1 0.007 1.058 0.021 0.962
HEY1 0.964 0.029 0.979 0.009 1.015
HEY2 1.117 0.012 1.108 0.011 0.991
HEYL 1.059 0.01 1.091 0.009 1.03
HHEX 0.974 0.029 1.02 0.023 1.047
HIC1 1.009 0.006 1.06 0.021 1.05
HIRA 0.996 0 1.001 0.026 1.004
HIVEP3 1.052 0.008 0.957 0.025 0.909
HKR3 1.028 0.01 1.056 0.018 1.027
HLX1 0.948 0.012 0.982 0.027 1.035
HLXB9 1.077 0.003 0.932 0.03 0.865
HMG20A 1.207 0.022 1.178 0.042 0.975
HMG20B 1.118 0.009 1.164 0.01 1.041
HOXA1 0.956 0.005 0.958 0.057 1.002
HOXA10 1.135 0.01 1.152 0.017 1.015
HOXA11 1.025 0.021 1.06 0.024 1.034
HOXA13 0.916 0.019 0.962 0.004 1.049
HOXA2 0.935 0.008 1.04 0.002 1.112
HOXA4 1.053 0.006 1.037 0.022 0.984
HOXA5 0.96 0.033 1.077 0.025 1.122
HOXA7 1.137 0.003 1.192 0.018 1.048
HOXA9 1.079 0.007 1.108 0.026 1.026
HOXB1 1.095 0.004 1.081 0.013 0.987
HOXB13 0.955 0.017 1.016 0.029 1.063
HOXB2 1.069 0.012 1.086 0.009 1.015
HOXB3 1.052 0.01 1.116 0.008 1.061
HOXB5 0.983 0.033 0.93 0.014 0.946
HOXB6 1.085 0.029 1.078 0.027 0.993
HOXB7 0.955 0.015 0.967 0.028 1.012
HOXC10 0.975 0.002 1.042 0.041 1.068
HOXC11 1.06 0.032 1.075 0.035 1.014
HOXC13 0.985 0.068 1.092 0.043 1.108
HOXC4 1.06 0.052 1.066 0.049 1.006



HOXC5 0.902 0.025 0.936 0.001 1.037
HOXC6 0.959 0.049 1 0.023 1.042
HOXC9 1.109 0.073 1.044 0.026 0.941
HOXD10 0.966 0.026 0.901 0.001 0.932
HOXD11 0.942 0.048 0.914 0.036 0.97
HOXD12 0.915 0.017 0.901 0.019 0.984
HOXD13 0.877 0.038 0.916 0.018 1.044
HOXD4 0.889 0.015 0.829 0.043 0.932
HOXD8 0.854 0.025 0.886 0.062 1.037
HOXD9 0.753 0.058 0.801 0.023 1.062
HR 0.854 0.017 0.751 0.012 0.88
HSBP1 0.803 0.011 0.766 0.015 0.953
HSF1 0.799 0.006 0.792 0.015 0.992
HSF2 0.931 0.011 0.888 0.002 0.954
HSF4 0.974 0.019 0.934 0.003 0.958
HSFY1 0.981 0.033 0.979 0.011 0.998
HSGT1 1.071 0.047 1.121 0.033 1.047
HTATIP2 0.999 0.028 1.028 0.035 1.029
ICSBP1 1.005 0.009 1.008 0.064 1.002
ID3 1.089 0.033 1.085 0.006 0.996
ID4 1.083 0.057 1.066 0.009 0.984
IFI16 0.954 0.006 0.866 0.002 0.907
FOXK2 0.982 0.033 1.025 0.015 1.042
ILF3 0.933 0.015 0.908 0.018 0.972
IPF1 1.084 0.082 1.104 0.012 1.018
IRF1 1.08 0.011 1.015 0.007 0.939
IRF2 1.01 0.063 1.083 0.025 1.072
IRF3 1.141 0.015 1.164 0.019 1.02
IRF4 1.076 0.041 1.081 0.011 1.004
IRF5 1.08 0.015 1.033 0.017 0.957
IRF6 1.107 0.08 1.135 0.004 1.026
IRF7 0.924 0 0.906 0.017 0.98
IRX4 1.018 0.059 0.998 0.021 0.98
ISGF3G 0.992 0.002 0.957 0.023 0.964
ISL2 1.06 0.059 1.039 0.014 0.979
JUN 1.095 0.02 1.072 0.006 0.979
JUNB 1.016 0.017 1.049 0 1.032
JUND 1.151 0.008 1.062 0.013 0.922
KLF1 0.911 0.013 0.967 0.036 1.061
KLF12 1.183 0.011 1.128 0.005 0.953
KLF13 1.133 0.064 1.134 0.005 1.001
KLF2 0.979 0.019 0.996 0.004 1.017
KLF3 0.881 0.009 0.939 0.032 1.065
KLF4 1.036 0.027 0.919 0.014 0.887
KLF5 1.162 0.044 1.161 0.011 0.999
KLF7 1.138 0.021 1.063 0.021 0.934
LBX1 1.121 0.032 1.07 0.027 0.954
LDB1 1.089 0.021 1.033 0.003 0.948
LDB2 1.147 0.007 1.081 0.019 0.942
LHX3 0.95 0.01 0.945 0.018 0.995
LHX4 1.035 0.008 1 0.03 0.966



LHX5 1.001 0.011 0.887 0.02 0.886
LHX6 1 0.021 0.951 0.003 0.951
LMX1A 0.991 0.007 0.837 0.007 0.844
LMX1B 1.019 0.008 1.009 0.006 0.989
LZTS1 0.998 0.005 0.9 0.008 0.901
MAD 1.112 0.005 1.112 0.01 0.999
SMAD3 1.198 0.073 1.094 0.018 0.912
SMAD4 1.141 0.013 1.107 0.035 0.97
MAFG 1.189 0.046 1.136 0.01 0.955
MAFK 1.039 0.004 0.964 0.017 0.927
MBD1 0.925 0.015 0.87 0.015 0.94
MBD2 1.121 0 1.177 0.017 1.049
MDS1 0.978 0.041 1.003 0.001 1.025
MECP2 0.999 0.015 1.06 0.017 1.06
MEF2A 1.004 0.042 1.059 0.012 1.054
MEF2B 1.07 0.013 1.115 0.031 1.041
MEF2C 1.015 0.066 0.974 0.038 0.958
MEF2D 1.091 0.038 1.105 0.03 1.013
MEIS2 1.073 0.065 1.058 0.027 0.985
MEOX1 1.08 0.047 1.115 0.018 1.031
MEOX2 1.001 0.041 1.01 0.046 1.008
MITF 0.537 0.018 0.688 0.014 1.281
MIXL1 0.908 0.039 0.902 0.012 0.993
MLL 0.96 0.024 0.916 0.002 0.953
MLL4 0.978 0 0.983 0.012 1.005
MLLT10 1.013 0.008 0.948 0.025 0.935
MLLT7 1.007 0.037 0.989 0.011 0.982
MNT 1.065 0.025 1.041 0.013 0.977
MORF4 1.174 0.041 1.07 0.017 0.911
MSC 1.059 0.046 1.023 0.005 0.965
MSX1 1.028 0.013 0.939 0.002 0.913
MSX2 1.128 0.008 1.123 0.036 0.995
MTA2 0.898 0.024 0.826 0.034 0.92
MTERF 0.908 0.008 0.783 0.037 0.862
MTF1 0.761 0.019 0.69 0.028 0.907
MXD4 1.029 3.191 0.927 0.028 0.9
MXI1 0.945 0.019 0.939 0.02 0.993
MYB 0.934 0.009 0.874 0.025 0.936
MYBL1 0.844 0.011 0.81 0.002 0.96
MYBL2 0.857 0.001 0.78 0.01 0.909
MYC 0.723 0.019 0.715 0 0.989
MYCL1 0.795 0.007 0.751 0.015 0.944
MYCL2 0.915 0.027 0.93 0.002 1.017
MYCN 0.974 0.006 0.939 0.019 0.964
MYF5 0.981 0.003 0.902 0.027 0.919
MYF6 0.987 0.03 0.968 0.002 0.98
MYOD1 1.136 0.04 1.085 0.006 0.955
MYOG 0.984 0.014 0.896 0.023 0.91
MYT1 1.049 0.01 1.026 0.011 0.977
MYT1L 0.972 0.024 0.963 0.004 0.991
NAB2 0.895 0.002 0.867 0.012 0.969



NANOG 0.951 0.011 0.928 0.011 0.975
NCOA4 1.03 0.037 1.066 0.029 1.034
NCOR1 0.95 0.032 0.957 0.034 1.007
NCOR2 1.041 0.059 0.991 0.033 0.951
NEUROD1 1.026 0.012 0.945 0.004 0.921
NFAT5 1.046 0.054 0.968 0.029 0.925
NFATC1 1.107 0.036 1.116 0.038 1.008
NFATC2 1.07 0.043 1.072 0.014 1.001
NFATC3 1.061 0.031 1.062 0.046 1
NFATC4 1.054 0.051 1.023 0.055 0.97
NFE2 1.015 0.022 0.974 0.003 0.959
NFE2L1 0.921 0.041 0.989 0.006 1.072
NFE2L2 1.088 0.022 1.082 0.053 0.993
NFE2L3 0.977 0.007 1.003 0.004 1.026
NFIA 0.952 0.044 1.004 0.01 1.053
NFIB 1.113 0.024 1.149 0.002 1.032
NFIC 1.089 0.006 1.111 0.003 1.019
NFIL3 1.04 0.028 1.06 0.027 1.019
NFIX 1.012 0.012 1.028 0.015 1.015
NFKB1 0.877 0.024 0.937 0.001 1.069
NFKB2 1.011 0.014 1.015 0.003 1.004
NFKBIL2 1.032 0.033 1.076 0.008 1.042
NFYA 1.13 0.012 1.146 0.005 1.013
NFYB 1.11 0.05 1.12 0.025 1.009
NFYC 1.015 0.001 1.03 0.023 1.014
NKX2-2 1.16 0.033 1.196 0.008 1.031
NKX2-3 1.013 0.002 1.095 0.021 1.08
NKX2-5 0.872 0.028 0.967 0 1.109
NKX2-8 1.09 0.005 1.068 0.017 0.979
NKX3-1 1.028 0.017 1.045 0.024 1.016
NKX6-1 0.971 0.007 1.012 0.001 1.042
NKX6-2 0.98 0.039 1.014 0.026 1.034
NMI 0.991 0 0.961 0.008 0.969
NRF1 0.989 0.032 0.987 0.029 0.997
NRIP1 1.103 0 1.139 0.038 1.032
NRL 1.044 0.005 1.086 0.001 1.041
NSEP1 1.02 0.006 1.074 0.001 1.052
ONECUT1 1.153 0.038 1.089 0.015 0.944
ONECUT2 1.024 0 0.926 0.008 0.904
OTX1 1.077 0.04 1.118 0.062 1.038
P66BETA 1.015 0.019 1.03 0.022 1.015
PAWR 0.919 0.029 0.992 0.008 1.078
PAX3 1.026 0.009 1.08 0.017 1.052
PAX4 1.048 0.011 1.042 0.01 0.993
PAX7 1.06 0.01 1.189 0.02 1.121
PBXIP1 1.039 0.034 1.047 0.008 1.007
PC4 0.944 0.008 0.986 0.005 1.044
PFDN1 1.082 0.037 1.173 0.004 1.084
PFDN5 1.037 0.012 1.058 0.021 1.02
PHF1 1.09 0.03 1.136 0.011 1.041
PHOX2A 0.932 0.014 0.992 0.01 1.063



PHOX2B 1.079 0.03 0.945 0.007 0.876
PHTF1 1.021 0.018 0.911 0.006 0.892
PIAS3 1.11 0.015 0.968 0.038 0.871
PIAS4 1.015 0.023 0.956 0.008 0.941
PIR 1.116 0.025 1.069 0.069 0.957
PITX1 1.158 0.069 1.084 0.029 0.935
PITX2 1.218 0.028 1.043 0.043 0.856
PITX3 1.001 0.032 0.979 0.035 0.977
PKNOX1 1.253 0.031 1.032 0.006 0.823
PLAG1 1.094 0.007 1.035 0.035 0.946
PLAGL2 0.946 0.011 0.857 0.026 0.906
JARID1B 0.919 0.003 0.866 0.013 0.942
POU1F1 0.925 0.006 0.828 0.001 0.894
POU2AF1 0.887 0 0.744 0.007 0.839
POU2F1 0.985 0.022 0.898 0.021 0.911
POU2F2 0.968 0.027 0.898 0.005 0.926
POU2F3 0.89 0.031 0.797 0.017 0.895
POU3F1 0.965 0.018 0.844 0.003 0.875
POU3F2 0.83 0.034 0.796 0.01 0.958
POU3F3 0.811 0.003 0.819 0.013 1.009
POU3F4 1.048 0.004 0.892 0.024 0.85
POU4F1 1.003 0.009 0.874 0.044 0.871
POU4F3 1.161 0.011 1.059 0.018 0.912
PPARGC1A 0.987 0.017 0.971 0.042 0.984
PRDM1 1.194 0.005 1.054 0.033 0.883
PRDM16 1.039 0.024 0.927 0.015 0.892
PRDM2 1.072 0 0.88 0.014 0.82
PRDM4 1.097 0.016 0.989 0.013 0.902
PROP1 1.036 0.025 0.941 0.01 0.908
PRRX1 0.999 0.017 0.935 0.001 0.936
PRRX2 1.038 0.007 0.967 0.017 0.931
PURA 1.112 0.023 1.033 0.022 0.929
RB1 1.23 0.001 1.165 0.057 0.947
RBAK 1.126 0.002 1.135 0.026 1.007
ARID4A 1.261 0.011 1.147 0.077 0.909
JARID1A 1.091 0.011 1.038 0.008 0.95
RELB 1.222 0.003 1.086 0.068 0.888
RERE 1.111 0.013 1.113 0.022 1.002
REST 1.06 0.018 1.043 0.044 0.984
RFX1 0.963 0.003 0.951 0.026 0.987
RFX2 1.164 0.02 1.018 0.014 0.874
RFX3 1.13 0.011 1.095 0.039 0.969
RFX5 1.074 0.018 1.005 0.026 0.935
RFXANK 1.117 0.011 1.158 0.012 1.036
RFXAP 1.264 0.015 1.093 0.03 0.864
RLF 1.101 0.02 1.087 0.033 0.987
RREB1 1.122 0.006 1.083 0.014 0.965
RUNX1 1.082 0.018 1.091 0.005 1.008
RUNX2 1.03 0.022 1.058 0.017 1.027
SAP18 0.945 0.032 0.907 0.001 0.959
SAP30 1.107 0.013 0.962 0.008 0.868



SCML1 1.107 0.013 1.019 0.012 0.92
SHOX 1.248 0.012 1.12 0.002 0.897
SHOX2 1.183 0.018 1.133 0.02 0.957
SIX1 1.235 0.02 1.177 0.031 0.952
SIX2 1.072 0.015 1.049 0.011 0.978
SIX3 1.231 0.004 1.178 0.011 0.956
SIX4 0.912 0.019 1.014 0.037 1.11
SIX6 1.061 0.01 1.031 0.011 0.971
SLC40A1 0.967 0 0.976 0.031 1.009
SMARCD2 1.062 0.019 0.909 0.005 0.855
SMARCD3 1.215 0.013 1.04 0.007 0.856
SMARCE1 1.202 0.026 0.932 0.007 0.775
ARID1A 1.189 0.01 1.052 0.054 0.884
SNAPC2 1.204 0.012 1.035 0.011 0.859
SNFT 1.251 0.009 1.107 0.034 0.885
SKIIP 1.153 0.014 1.049 0.028 0.91
SOX10 0.623 0.028 0.695 0.043 1.115
SOX15 1.106 0.018 1.08 0.03 0.976
SOX18 1.136 0.001 1.09 0.079 0.959
SOX2 0.987 0.023 0.883 0.009 0.893
SOX4 1.016 0.007 1.013 0.046 0.996
SOX8 1.037 0 0.968 0.016 0.933
SOX9 1.13 0.004 1.151 0.067 1.018
SP1 1.003 0.027 0.919 0.012 0.917
SP140 1.057 0.011 1.072 0.054 1.014
SP3 1.078 0.009 1.013 0.004 0.939
SP4 1.032 0.021 0.964 0.058 0.934
SPDEF 1.065 0.021 1.054 0.053 0.989
MAF 1.118 0.002 1.114 0.07 0.996
SPI1 0.929 0.024 0.916 0.016 0.985
SPIB 0.887 0.006 0.851 0.007 0.958
SREBF1 1.087 0.042 1.023 0.02 0.941
SRF 1.091 0.048 1.03 0.009 0.943
SRY 1.086 0.043 1.027 0.007 0.945
SSX1 1.109 0.001 0.968 0.011 0.873
SUFU 1.046 0.054 0.966 0.002 0.923
SUPT4H1 1.041 0.008 1.015 0.001 0.974
T 1.081 0.033 1.021 0.011 0.944
TADA2L 1.117 0.021 1.07 0.033 0.958
TADA3L 0.842 0.045 0.851 0.017 1.01
TAF10 0.96 0.029 0.886 0.013 0.922
TAF11 0.932 0.024 0.84 0.018 0.901
TAF12 0.88 0.002 0.838 0.006 0.952
TAF1B 0.967 0.025 0.907 0.019 0.938
TAF4B 0.825 0.005 0.799 0.005 0.968
TAF5 0.946 0.052 0.821 0.001 0.868
TAF5L 0.808 0.052 0.778 0.016 0.962
TAF6 0.894 0.005 0.848 0.003 0.948
TAF6L 0.713 0.018 0.707 0.015 0.991
TAF7 0.874 0.003 0.897 0.019 1.025
TAF7L 1.072 0.02 1.009 0.045 0.941



TAF9 0.856 0.017 0.746 0.035 0.871
TARDBP 1.134 0 1.009 0.02 0.889
TBP 1.057 0.047 0.981 0.01 0.927
TBPL1 1.138 0.007 1.095 0.042 0.962
TBR1 1.102 0.036 1.017 0.025 0.922
TBX19 1.11 0.02 0.993 0.005 0.894
TBX2 0.989 0.04 0.92 0.045 0.929
TBX21 0.888 0.016 0.92 0.009 1.035
TBX22 1.087 0.035 1.013 0.023 0.931
TBX3 1.083 0.006 1.01 0.031 0.932
TBX4 1.056 0.05 0.898 0.026 0.85
TBX5 1.105 0.007 0.958 0.046 0.866
TBX6 1.066 0.054 0.943 0.031 0.884
TCEA1 1.125 0.023 1.097 0.056 0.975
TCEA2 1.163 0.065 1.058 0.028 0.909
TCEA3 1.049 0.017 1.017 0.036 0.969
TCEB3 0.983 0.059 0.947 0.029 0.963
TCERG1 0.941 0.026 0.935 0.032 0.994
TCF1 0.922 0.032 0.904 0.021 0.98
TCF12 1.043 0.003 0.974 0.016 0.933
TCF15 1.229 0.041 1.163 0.025 0.946
TCF2 1.225 0.014 1.16 0.046 0.946
TCF20 0.914 0.041 0.935 0.007 1.023
TCF21 1.105 0.026 1.064 0.037 0.962
TCF3 1.171 0.019 1.143 0 0.976
TCF4 1.151 0.027 1.144 0.007 0.994
TCF7 1.076 0.032 1.093 0.004 1.016
TCF7L1 0.864 0.024 0.905 0.005 1.047
TCF8 1.06 0.036 1.025 0.03 0.966
TCFL1 1.115 0.01 1.062 0.001 0.953
TCFL4 1.138 0.039 1.151 0.033 1.011
TEAD1 1.108 0.001 1.089 0.016 0.982
TEAD3 1.22 0.029 1.211 0.018 0.992
TFAM 1.23 0 1.175 0.001 0.955
TFAP2A 1.173 0.026 1.141 0.035 0.972
TFAP2B 1.086 0.014 1.004 0.038 0.925
TFAP2BL1 0.965 0.049 0.998 0.029 1.034
TFAP2C 1.087 0.022 1.104 0.022 1.015
TFAP4 1.09 0.037 0.991 0.012 0.909
TFCP2 1.131 0.022 0.891 0.043 0.787
TFDP1 1.122 0.05 1.1 0.032 0.98
TFDP2 1.009 0.007 0.906 0.031 0.897
TFE3 1.2 0.033 1.056 0.036 0.879
TFEB 1.203 0.014 1.122 0.023 0.932
TFEC 1.177 0.039 1.128 0.002 0.958
TGIF 1.143 0.015 1.113 0.013 0.974
TGIF2 1.149 0.036 1.118 0.038 0.972
TGIF2LX 1.027 0.012 1.017 0.039 0.99
TGIF2LY 0.974 0.027 1.018 0.029 1.044
TIAL1 0.965 0.016 1.025 0.022 1.062
TIEG 1.016 0.015 1.055 0.008 1.038



TIEG2 0.965 0.024 1.024 0.012 1.061
TITF1 1.048 0.053 1.131 0.018 1.078
TLX1 1.079 0.011 1.173 0 1.086
TLX2 1.05 0.048 1.115 0 1.061
TMF1 0.961 0.012 0.98 0 1.02
TP53BP1 0.909 0.039 0.949 0.039 1.044
TP73 0.922 0.02 0.976 0.016 1.058
TP73L 0.881 0.004 0.924 0.005 1.048
TRERF1 0.93 0.033 0.896 0.006 0.963
TRIP11 0.976 0.02 0.946 0.009 0.969
TRPS1 1.067 0.016 1.064 0.047 0.997
TGFB1I4 0.91 0 0.917 0.023 1.007
TTF1 1.041 0.035 1.062 0.034 1.019
TWIST2 1.084 0.019 0.945 0.046 0.872
TZFP 0.92 0.029 0.84 0.028 0.913
UBTF 1.057 0.008 1.066 0.035 1.008
USF1 1.095 0.014 1.064 0.028 0.972
USF2 0.987 0.036 0.834 0.034 0.844
UTF1 0.911 0.035 0.857 0.008 0.939
VAX2 0.982 0.028 0.863 0.005 0.878
VENTX2 0.964 0.022 0.916 0.027 0.95
VSX1 0.953 0.03 0.879 0.006 0.922
WT1 0.947 0.004 0.899 0.002 0.949
101 0.893 0.015 0.916 0.021 1.025
ZFP36L1 0.775 0.064 0.745 0.02 0.96
ZFP37 0.807 0.017 0.713 0.02 0.883
ZFP67 0.805 0.03 0.797 0.015 0.99
ZFP95 0.99 0.045 0.93 0.034 0.939
ZFX 0.956 0.022 0.937 0.001 0.979
ZFY 1.089 0.068 0.969 0.008 0.889
ZHX1 0.999 0.024 0.932 0.004 0.933
ZHX2 0.974 0.03 0.927 0.011 0.951
ZIC1 1.055 0.018 1.045 0.033 0.99
ZNF136 1.103 0.07 1.008 0.009 0.914
ZNF143 1.031 0.002 1.012 0.018 0.982
ZBTB16 1.074 0.074 1.005 0.002 0.935
ZNF148 0.97 0.02 1 0.016 1.03
ZNF161 1.028 0.038 0.943 0.002 0.916
ZNF174 1.095 0.007 1.04 0.025 0.949
ZNF197 1.04 0.062 1.007 0.01 0.968
ZNF24 1.058 0.009 1.064 0.014 1.005
ZNF281 1.124 0.061 1.058 0.002 0.941
ZNF33A 1.089 0.006 0.997 0.017 0.916
ZNF35 1.02 0.073 1.011 0.005 0.991
ZNF354A 1.007 0.013 0.998 0 0.99
ZNF398 1.102 0.089 0.972 0.017 0.882
ZNF42 1.003 0.016 0.988 0.007 0.984
ZNF45 0.989 0.025 0.949 0 0.96
ZNF83 0.975 0.003 0.991 0.017 1.016
ZNF85 1.108 0.043 1.005 0.001 0.907
ZNF9 1.099 0.015 0.941 0.014 0.856



ZNFN1A3 1.047 0.022 1.015 0.004 0.969
AIRE 1.152 0.015 1.168 0.023 1.013
CREB3 1.043 0.061 1.005 0.004 0.963
HTATSF1 1.054 0.024 1.052 0.011 0.997
RRN3 1.007 0.068 0.94 0.008 0.933
TCEAL1 1.005 0.009 1.021 0.008 1.015
BRF2 1.037 0.011 0.996 0.021 0.96
CUGBP1 1.095 0 1.065 0.008 0.972
DENR 0.997 0.008 0.949 0.013 0.951
EEF1A2 1.003 0.003 0.996 0.012 0.993
EEF1B2 1.04 0.024 1.087 0.003 1.044
EIF1AY 1.113 0.014 1.13 0.006 1.015
EIF2B4 1.181 0.061 1.208 0.02 1.022
EIF2B5 1.135 0.002 1.153 0.009 1.015
EIF3S1 1.009 0.038 1.018 0.011 1.008
EIF3S2 0.991 0.006 1.116 0.013 1.125
EIF3S3 0.96 0.023 0.96 0.009 1
EIF3S4 1.094 0.006 1.188 0.006 1.086
EIF3S5 1.175 0.022 1.09 3.479 0.927
EIF3S6 0.973 0.003 1.046 0.005 1.074
EIF3S7 1.128 0.034 1.155 0.007 1.023
EIF3S8 1.007 0.002 1.056 0.037 1.048
EIF3S9 0.897 0.028 0.993 0.013 1.106
EIF4B 1.128 0.008 1.225 0.048 1.086
EIF4E 1.01 0.011 1.075 0.01 1.064
ICT1 1.013 0.024 1.065 0.029 1.051
MTRF1L 0.767 0.017 0.789 0.02 1.029
WBSCR1 0.995 0.02 1.084 0.002 1.089
A4GALT 0.927 0.025 0.931 0.004 1.004
AASS 0.992 0.034 1.092 0 1.101
ABAT 0.97 0.003 1.004 0.011 1.035
ABHD2 0.982 0.028 1.142 0.012 1.162
ABHD3 1.001 0.014 1.093 0.01 1.091
ABHD4 0.854 0.009 0.97 0.023 1.136
ABHD5 0.956 0.006 1.079 0.003 1.129
ABHD6 0.987 0.005 1.13 0.021 1.145
ABHD8 0.904 0.004 0.875 0.008 0.967
ABHD9 0.969 0.003 1.001 0.023 1.031
ACAA1 1.149 0.014 1.075 0.052 0.936
ACADL 1.042 0.003 1.092 0.006 1.048
ACADM 0.973 0.015 0.86 0.002 0.883
ACADS 1.102 0.05 0.899 0.007 0.816
ACADSB 1.043 0.016 1.017 0.004 0.974
ACADVL 1.111 0.001 1.114 0.018 1.002
ACAT1 1.129 0.019 1.065 0 0.943
ACE2 0.937 0.001 0.935 0.014 0.998
ACOX1 0.909 0.038 0.889 0.014 0.977
ACP2 0.938 0.001 0.865 0.011 0.921
ACP6 0.976 0.052 0.958 0.004 0.981
ACPT 0.891 0.009 0.736 0.002 0.825
ACR 1.037 0.004 0.934 0.006 0.9



ACY1 0.921 0.036 0.903 0.02 0.979
ADA 0.917 0.037 0.812 0.02 0.885
ADAM18 0.877 0.032 0.84 0.01 0.957
ADAM29 0.862 0.005 0.85 0.013 0.986
ADAM32 0.82 0.038 0.761 0.01 0.927
ADAMTS14 0.853 0.026 0.807 0.011 0.946
ADAMTS2 1.027 0.014 1.009 0.005 0.982
ADPRHL1 0.942 0.016 0.928 0.036 0.985
ADPRHL2 1.102 0.016 1.064 0.007 0.964
ADPRTL1 1.159 0.022 1.011 0.002 0.872
ADPRTL3 1.076 0.017 1.028 0.006 0.955
ADSL 1.114 0.033 1.039 0.011 0.932
AFAR3 1.1 0.004 1.044 0.011 0.949
AGA 1.107 0.002 1.006 0.017 0.908
AGPAT1 0.944 0.013 0.922 9.847 0.976
AGPAT2 1.058 0.043 0.944 0.022 0.892
AGPS 0.874 0.012 0.893 0.014 1.021
AGXT 1.142 0.056 1.086 0.041 0.95
AHCY 1.119 0.025 1.086 0.008 0.97
AHCYL1 1.058 0.032 1.007 0.032 0.951
AKAP12 1.172 0.021 1.013 0.021 0.864
AKR1B10 1.097 0.005 0.99 0.048 0.902
AKR1C3 1.09 0.003 1.03 0.012 0.944
AKR1C4 1.084 0.013 1.023 0.032 0.944
AKR1D1 1.042 0.031 0.948 0.021 0.909
AKR7A2 1.153 0.009 1.126 0.011 0.977
AKR7A3 1.117 0 1.007 0.048 0.901
ALAS2 1.08 0.001 1.099 0.021 1.017
ALDH1A2 1.214 0.021 1.129 0.001 0.929
ALDH1A3 1.153 0.033 1.134 0.025 0.983
ALDH1B1 1.146 0.009 1.128 0.014 0.984
ALDH2 1.092 0.002 1.088 0.001 0.996
ALDH3A1 1.089 0.01 1.08 7.887 0.992
ALDH3B1 1.084 0.004 1.043 0.01 0.962
ALDH3B2 0.989 0.003 0.949 0.026 0.96
ALDH4A1 1.053 0.019 0.918 0.008 0.871
ALDH5A1 1.077 0.001 1.018 0.033 0.944
ALDH6A1 1.172 0.03 1.141 0.004 0.973
ALDH7A1 0.994 0.016 0.988 0.013 0.993
ALDOA 1.257 0.011 1.212 0.024 0.963
ALDRL6 1.128 0.025 1.051 0.03 0.931
ALG3 1.155 0.05 1.086 8.943 0.94
AMACR 1.145 0.006 1.055 0.027 0.921
AMID 1.089 0.039 0.937 0.024 0.86
AMPD3 1.079 0.016 1.028 0.011 0.953
AMT 0.978 0.037 0.914 0.014 0.933
AOAH 1.068 0.029 1.01 0.003 0.945
ART1 1.109 0.048 1.056 0.03 0.952
ART3 1.186 0.011 1.068 0.036 0.899
ASAH1 1.063 0.059 0.998 0.038 0.938
ASNS 1.209 0.005 1.109 0.06 0.917



ASPA 1.042 0.044 1.02 0.006 0.978
ATIC 1.148 0 0.992 0.054 0.864
ATP5J 1.043 0.049 0.983 0.006 0.942
ATP6V1D 1.007 0.012 1.012 0.035 1.005
ATP6V1F 0.894 0.054 0.941 0.028 1.053
AUTS2 0.948 0.009 0.991 0.037 1.045
B3GNT3 1.145 0.034 1.191 0.024 1.04
B4GALT1 0.959 0.003 0.991 0.024 1.032
B4GALT7 0.984 0.06 1.002 0.006 1.017
BAAT 1.01 0.013 1.066 0.047 1.055
BCAT1 1.035 0.047 1.082 0.019 1.046
BCAT2 1.053 0.025 1.052 0.025 0.999
BCKDHA 0.922 0.037 0.954 0.006 1.034
BCKDHB 0.99 0.035 0.955 0.019 0.964
BDH 1.01 0.019 1.013 0.011 1.003
BF 0.956 0.015 0.924 0.007 0.966
BHMT 0.984 0.004 0.961 0.009 0.975
BLVRA 0.948 0.001 0.961 0.012 1.014
BPHL 0.997 0.011 0.962 0.009 0.964
BRE 0.862 0.016 0.992 0.027 1.15
C2 1.053 0.001 0.969 0.001 0.92
C9ORF158 1.067 0.02 1.088 0.017 1.019
CACH-1 0.991 0.025 1.057 0.007 1.066
CAMKIINALPH 0.981 0.02 0.983 0.013 1.001
CAPN10 0.936 0.009 0.893 0.03 0.954
CASP14 0.992 0.009 0.95 0 0.957
CASP3 1.054 0.021 0.913 0.001 0.866
CASP6 0.923 0.034 0.849 0.013 0.919
CASP7 1.111 0.058 1.03 0.003 0.927
CBS 0.921 0.008 0.831 0.002 0.901
CD38 1 0.031 0.892 0.051 0.891
CDC23 0.917 0.025 0.913 0.005 0.996
CES1 0.767 0.059 0.749 0 0.976
CES4 0.873 0.045 0.758 0.008 0.868
CGI-105 0.835 0.019 0.848 0.006 1.015
CGI-14 0.997 0 0.901 0.005 0.903
CHAT 1.033 0.042 1.019 0.001 0.987
CHI3L2 1.088 0.038 0.899 0.001 0.826
CHST6 1.183 0.045 1.118 0.025 0.945
CLN2 1.115 0.018 0.977 0 0.876
CLPP 1.103 0.062 1.117 0.014 1.012
COX10 0.962 0.025 0.844 0 0.877
COX15 1.06 0.046 1.037 0.027 0.977
CPA1 1.095 0.043 1.046 0.005 0.955
CPA2 0.997 0.034 1.089 0.021 1.092
CPA5 1.115 0.017 1.102 0.002 0.988
CPA6 1.147 0.073 1.161 0.022 1.012
CPB1 1.144 0.013 1.04 0.016 0.909
CPB2 1.056 0.085 1.105 0.034 1.046
CPO 1.204 0.01 1.126 0 0.934
CPT1A 1.159 0.079 1.201 0.016 1.036



CPT2 0.959 0.003 0.943 0.003 0.983
CRAT 1.001 0.076 1.068 0.003 1.067
CROT 1.007 0.013 0.942 0.01 0.935
CRYM 0.794 0.034 0.833 0.02 1.048
CSAD 0.978 0.002 0.936 0 0.957
GAL3ST1 1.043 0.018 1.057 0.012 1.013
CTBP2 1.032 0.012 0.878 0 0.85
CTH 1.153 0.042 1.165 0.029 1.01
CTPS 1.103 0.011 1.059 0.002 0.959
CTPS2 1.103 0.072 1.135 0.016 1.028
CTRL 0.986 0.012 0.994 0.013 1.008
CTSB 1.017 0.056 0.98 0.005 0.962
CTSC 0.985 0.018 0.974 0.033 0.988
CTSD 1.033 0.016 1.062 0.006 1.028
CTSE 0.895 0.004 0.911 0.006 1.017
CTSF 1.04 0.026 1.105 0.013 1.062
CTSG 1.097 0.009 1.114 0.013 1.014
CTSL 1.042 0.023 1.014 0.021 0.973
CTSS 1.078 0 1.093 0 1.013
CTSZ 0.975 0.038 0.86 0.025 0.881
CYB561D2 0.962 0.017 0.995 0.008 1.035
NQO3A2 1.043 0.038 0.973 0.002 0.932
CYB5R2 0.979 0.01 1.018 0.011 1.04
CYP11B1 0.993 0.015 1.068 0.02 1.075
CYP21A2 1.049 0 1.088 0.009 1.037
CYP27A1 1.075 0.026 1.133 0.007 1.054
CYP2C8 1.047 0.005 1.021 0.031 0.975
CYP2C9 1.063 0.034 1.151 0.009 1.082
CYP7B1 0.911 0.003 0.974 0.02 1.069
DAO 1.071 0.034 1.006 0.014 0.939
DBR1 1.032 0.017 1.008 0.003 0.976
DCI 0.899 0.038 0.936 0.016 1.041
DCXR 0.958 0.004 0.97 0.006 1.012
DDC 0.93 0.024 1.023 0.011 1.099
DECR1 0.946 0.021 1.021 0.019 1.079
DECR2 0.941 0.026 1.028 0.018 1.092
DEGS 0.972 0.005 0.989 0.003 1.017
DGAT1 0.993 0.031 1.122 0.01 1.13
DGKH 0.883 0.006 0.945 0.002 1.07
DHCR24 0.873 0.025 1.001 0.001 1.145
DHCR7 0.95 0.009 0.989 0.006 1.041
DHFR 0.949 0.011 1.026 0.006 1.081
DHODH 0.922 0.005 1.036 0.008 1.123
DHRS10 0.937 0.011 0.957 0.004 1.021
DHRS8 0.955 0.007 0.968 0.008 1.013
DIA1 0.799 0.014 0.904 0.011 1.131
DLST 0.971 0.006 0.987 0.008 1.016
DMGDH 0.986 0.014 1.056 0.025 1.071
DO 1.092 0.018 1.124 0.027 1.029
DPEP2 1.007 0.016 1.084 0.021 1.076
DPEP3 1.067 0.004 1.104 0 1.035



DPM1 1.163 0.026 1.164 0.044 1
DPP4 1.04 0.032 1.075 0.04 1.033
DPYS 0.781 0.003 0.833 0.007 1.066
E2-230K 0.942 0.002 0.931 0.027 0.988
ECH1 0.921 0.023 0.939 0 1.019
ECHS1 0.956 0.008 0.985 0.012 1.03
EFNA3 0.897 0.034 0.957 0.011 1.066
EFNA4 0.875 0.019 0.918 0.002 1.049
EFNB3 0.837 0.009 0.863 0.014 1.03
EGLN1 0.843 0.001 0.851 0.03 1.009
ELA2 0.881 0.033 0.903 0.031 1.024
ELAC2 0.721 0.012 0.75 0.003 1.041
ENPP4 0.842 0.012 0.869 0.013 1.032
ENPP5 0.924 0.011 0.991 0.013 1.072
EPHX1 0.872 0.021 0.96 0.004 1.1
ERP70 0.999 0.003 1.032 0.016 1.033
ESD 1.078 0.039 1.121 0.003 1.04
ETFDH 1.059 0.004 1.129 0.003 1.065
EXT1 1.056 0.021 1.084 0.016 1.025
EXT2 1.03 0.011 1.03 0.007 0.999
EXTL1 0.988 0.007 1.021 0.022 1.032
EXTL2 0.873 0.014 0.94 0.006 1.076
EXTL3 0.924 0.008 0.975 0.019 1.054
F11 0.991 0.026 1.017 0.028 1.026
F12 1.022 0.021 1.083 0.01 1.059
ACSL6 1 0.029 1.1 0.039 1.099
FAH 0.997 0.007 1.041 0.007 1.043
FBP2 0.966 0.021 1.025 0.021 1.06
FCMD 0.994 0.007 1.084 0.004 1.09
FDXR 0.962 0.011 1.017 0.017 1.057
FGFRL1 0.968 0.024 1.025 0.012 1.058
FHIT 0.909 0.022 0.939 0.005 1.033
FKBP11 0.936 0.018 0.959 0 1.025
FKRP 0.998 0.008 0.998 0.03 1
THEDC1 0.901 0.028 0.987 0.004 1.095
FLJ13855 0.643 0.038 0.838 0.036 1.302
C9ORF3 1.027 0.007 1.111 0.005 1.081
FLJ20421 0.813 0.072 1.031 0.035 1.267
FLJ21865 0.83 0.043 0.982 0.001 1.182
FMO1 0.953 0.078 1.04 0.024 1.091
FMO4 0.895 0.027 0.929 0.02 1.037
FMO5 0.937 0 0.982 0.009 1.048
FNTA 0.994 0.026 1.027 0 1.032
FNTB 0.958 0.022 1.025 0.014 1.069
FOLH1 0.933 0.039 1.039 0.012 1.113
FTS 1.064 0.003 1.143 0.018 1.074
FTSJ1 0.923 0.012 1.025 0.008 1.11
FUCA1 0.984 0.009 1.098 0.009 1.115
FURIN 1.01 0.022 1.063 0.011 1.051
FUT1 1.065 0.009 1.077 0.002 1.011
FUT2 0.964 0.021 1.034 0.032 1.072



FUT6 0.925 0.02 0.976 0.018 1.055
FUT8 0.947 0.015 0.97 0.016 1.023
FVT1 0.915 0.009 0.987 0.043 1.079
FXYD2 0.875 0.029 0.975 0.005 1.114
G6PC 0.865 0.047 1.005 0.033 1.161
G6PD 1.004 0.021 1.044 0.036 1.04
GAD1 0.925 0.021 0.979 0.022 1.059
GALC 0.951 0.025 1.021 0.028 1.073
GALE 0.856 0.019 0.929 0.02 1.084
GALGT 0.876 0.041 0.946 0.025 1.08
GALNS 0.896 0.01 0.937 0.005 1.045
GALT 0.875 0.002 0.923 0.01 1.055
GAMT 0.944 0.018 0.993 0.003 1.051
GAPD 1.006 0.002 1.053 0.008 1.047
GART 0.853 0.023 1.008 0.018 1.181
GATM 0.957 0.002 1.048 0.012 1.095
GBA 0.881 0.035 1 0.019 1.134
GCDH 0.965 0.011 1.017 0.023 1.053
GCH1 0.864 0.018 0.947 0.013 1.097
GCNT2 0.95 0.017 0.977 0.027 1.028
GCSH 1.003 0.003 1.001 0.012 0.997
GGCX 0.852 0.005 0.943 0.021 1.106
GGH 0.888 0.016 0.945 0.02 1.064
GGPS1 0.833 0.027 0.952 0 1.142
GGT1 0.865 0.021 0.974 0.044 1.126
GGT2 1.03 0.001 1.092 0.014 1.06
GLA 0.999 0.045 1.084 0.033 1.084
GLB1 1.026 0.042 1.116 0.031 1.087
GLDC 1.102 0.02 1.118 0.036 1.014
GLRX2 1.125 0.018 1.097 0.019 0.974
GLULD1 1.127 0.019 1.101 0.003 0.977
GMPR 0.936 0.007 0.942 0.027 1.006
GMPR2 0.836 0.017 0.903 0.017 1.079
GNG10 1 0.034 1.006 0.021 1.006
GNPAT 1.006 0.002 1.005 0.009 0.998
GNPDA1 0.793 0.004 0.888 0.005 1.119
GNS 0.897 0.005 0.955 0.016 1.065
GPHN 0.85 0.03 0.922 0.009 1.084
GRHPR 0.919 0.008 0.931 0.024 1.013
GRP58 0.648 0.018 0.759 0.005 1.171
APG7L 0.855 0.013 0.82 0.013 0.959
GSTA1 0.847 0.033 0.92 0.028 1.086
GSTM1 0.965 0.03 1.025 0.018 1.061
GSTM3 1.02 0.01 1.06 0.006 1.038
GSTO1 1.008 0.015 1.022 0.039 1.013
GUCY1A2 0.945 0.031 1.018 0.008 1.077
GUCY1A3 1.036 0.014 1.074 0.013 1.036
GUCY1B3 0.93 0.044 1.041 0.01 1.12
GUSB 1.01 0.009 1.07 0.021 1.059
GYS1 0.827 0.015 0.946 0.007 1.143
GYS2 0.927 0.007 0.979 0.007 1.056



GZMA 1.018 0.012 1.029 0.018 1.01
GZMB 0.93 0.006 1.027 0.012 1.104
NSDHL 0.962 0.013 1.073 0.006 1.115
H2AFY 0.959 0 1.086 0.036 1.132
HADHA 0.959 0.004 1.057 1.895 1.102
HADHSC 0.917 0.036 1.052 0.036 1.147
HAGH 1.063 0.019 1.103 0.017 1.037
HAL 1 0.025 1.038 0.027 1.037
HAT 0.885 0.039 0.974 0.021 1.099
HEXA 0.955 0.01 0.988 0.002 1.034
HEXB 0.849 0.023 0.947 0.02 1.116
HGD 0.894 0.034 1.03 0.018 1.152
HGFAC 0.96 0.028 1.057 0.004 1.101
HIF1AN 0.883 0.069 1.025 0.017 1.16
HLCS 0.915 0.013 1.053 0.013 1.149
HMBS 0.949 0 1.058 0.025 1.114
HMGCL 0.978 0.025 1.028 0.007 1.051
HMGCR 0.909 0.007 0.994 0.061 1.093
HMGCS1 0.832 0.09 0.928 0.029 1.114
HMGCS2 0.901 0.001 0.973 0.013 1.08
HMOX1 0.963 0.054 1.002 0.014 1.039
HMOX2 0.862 0.003 0.97 0.008 1.124
HNMT 0.672 0.012 0.925 0 1.376
HRMT1L1 0.941 0.037 1.058 0.029 1.124
HRMT1L2 0.981 0.037 1.053 0.01 1.073
HSD11B1 0.955 0.036 1.07 0.021 1.12
HSD11B2 0.982 0.058 1.054 0.004 1.072
HSD17B1 1.109 0.031 1.063 0.018 0.958
HSD17B12 0.857 0.018 0.946 0 1.103
HSD17B2 0.869 0.057 0.912 0.008 1.048
HSD17B3 0.936 0.024 0.973 0.009 1.039
HSD17B7 0.908 0.046 1.012 0.004 1.114
HSPC150 0.786 0.03 0.933 0.024 1.186
HYAL1 1.061 0.007 1.087 0.007 1.024
IDS 1.016 0.068 1.037 0.031 1.02
IDUA 1.007 0.031 1.04 0.011 1.032
IF 0.97 0.026 1.031 0.015 1.062
IFI30 0.961 0.03 0.98 0.003 1.019
IMPDH2 0.946 0.013 0.959 0.018 1.013
INPP4B 0.919 0.009 0.919 0.009 1
INPP5A 0.934 0.045 0.956 0.001 1.023
INPP5B 1.014 0.032 1.027 3.771 1.013
HDHD4 0.857 0.031 0.962 0.018 1.122
CTSH 0.909 0.014 0.995 0.012 1.094
CTSL2 0.971 0.019 1.028 0.028 1.058
CTSO 0.994 0.027 1.031 0.017 1.036
CTSW 0.866 0.024 0.92 0.033 1.062
DHH 0.875 0.011 0.94 0.01 1.073
DPEP1 0.997 0.022 0.945 0.028 0.947
DPP3 0.915 0.005 0.908 0.018 0.992
INPP5D 0.963 0.003 0.864 0 0.897



INPP5E 0.931 0.013 0.809 0 0.869
ISG20 1.025 0.028 0.9 0 0.878
ITPA 1.005 0.022 0.887 0 0.882
IVD 1.057 0.054 0.852 0 0.806
KIAA0433 1.112 0.026 0.957 0 0.86
AOF2 1.082 0.031 0.988 0 0.913
KIAA0828 1.066 0.023 0.929 0 0.871
MAN2B2 1.077 0.011 0.902 0 0.837
KIAA1363 1.066 0.001 0.966 0 0.905
KLK2 1.047 0.022 0.894 0 0.853
KLK3 1.071 0.001 0.976 0 0.911
KLKB1 1.001 0.037 0.924 0 0.922
KYNU 1.065 0.01 0.941 0 0.883
LARGE 1.051 0.006 0.969 0 0.921
LCMT1 1.026 0.019 0.868 0 0.846
LCN7 1.018 0.006 0.869 0 0.853
LCT 1.016 0.018 0.903 0 0.889
LENG5 0.938 0.002 0.859 0 0.915
LGMN 0.9 0.013 0.799 0 0.888
LHPP 0.937 0.033 0.847 0 0.904
LIPA 1.077 0.006 0.942 0 0.874
LMLN 1.129 0.012 1.054 0 0.933
LOC134147 1.127 0.005 1.049 0 0.93
LOC51619 1.029 0.011 0.89 0 0.865
LOC63929 1.055 0.006 0.952 0 0.902
LRAT 1.169 0.012 1.032 0 0.882
LSS 1.158 0.002 1.023 0 0.883
LYPLA1 1.065 0.014 1.01 0 0.948
LYPLA2 1.019 0.003 0.97 0 0.951
LYPLA3 1.127 0.006 0.98 0 0.87
MAN2A1 1.083 0.004 0.986 0 0.91
MAN2B1 1.18 0.023 1.061 0 0.899
MANBA 1.124 0.007 1.022 0 0.909
MAOA 1.18 0.027 1.093 0 0.926
MASA 1.234 0.008 1.102 0 0.893
MBTPS1 1.122 0.023 1.016 0 0.906
MCCC2 1.232 0.002 1.148 0 0.932
ME1 0.978 0.036 0.831 0 0.849
MEST 1.032 0 0.985 0 0.954
METAP1 1.1 0.005 1.061 0 0.964
MOGAT2 1.159 0.012 1.078 0 0.929
MGAT4A 1.109 0.006 1.052 0 0.949
MGC3234 1.185 0.013 1.109 0 0.935
MGC39558 1.136 0.008 1.011 0 0.889
MGC4172 1.202 0.004 1.133 0 0.942
MGEA5 1.129 0.008 1.01 0 0.894
MGST1 1.168 0.001 1.02 0 0.873
MLYCD 1.094 0.012 1.039 0 0.95
MMP21 1.079 0.005 0.987 0 0.915
MMP27 1.118 0.028 1.059 0 0.947
MOCS1 1.136 0.019 0.947 0 0.834



MOCS2 1.14 0.019 1.072 0 0.94
MRPS30 1.216 0.028 1.069 0 0.879
MSRA 1.297 0.042 1.186 0 0.914
MTAP 1.184 0.009 1.096 0 0.925
MTHFR 1.143 0.001 1.038 0 0.908
MTRR 1.126 0.012 1.15 0 1.021
NAGLU 1.169 0.003 1.021 0 0.872
NAT2 1.042 0.022 0.955 0 0.916
NAT8 1.185 0.012 1.097 0 0.925
NCB5OR 1.071 0 0.992 0 0.926
NCOA6IP 1.214 0.032 1.047 0 0.862
NDST4 1.2 0.006 1.086 0 0.904
NDUFS2 1.287 0.027 1.153 0 0.895
NDUFS4 1.252 0.007 1.159 0 0.925
NDUFS7 1.193 0.011 1.012 0 0.848
NDUFV2 1.157 0.004 1.042 0 0.9
NEU1 1.099 0 1.051 0 0.956
NNMT 1.082 0.001 0.982 0 0.907
NNT 1.033 0.007 0.998 0 0.966
NP 0.957 0.007 0.935 0 0.977
NQO1 1.096 0.006 1.052 0 0.96
NRP1 1.033 0.015 0.942 0 0.911
NT5C3 1.082 0.007 1.034 0 0.955
NT5E 1.101 0.011 1.089 0 0.989
NUDT1 1.138 0.013 1.088 0 0.955
NUDT4 1.125 0.01 1.059 0 0.94
OAT 0.967 0.003 0.991 0 1.024
ODC1 1.042 0.008 1.006 0 0.965
OGDH 0.777 0.014 0.875 3.356 1.127
OXCT1 0.851 0.045 0.953 0 1.118
P11 0.909 0.01 0.945 0.006 1.038
P4HA1 0.92 0.033 0.972 0.005 1.056
P4HB 0.931 0.021 0.999 0.036 1.072
PYCR2 0.998 0.053 1.044 0.017 1.045
PA2G4 0.933 0 1.013 0.006 1.085
PCSK6 0.958 0.03 1.001 0.029 1.044
PAFAH1B2 0.916 0.016 1.059 0.058 1.155
PAFAH1B3 0.979 0.043 1.054 0.045 1.076
PCCB 0.862 0.014 0.94 0.03 1.09
PCSK1 0.875 0.016 0.92 0.009 1.051
PDCD8 0.91 0.008 0.962 0.025 1.056
PDE2A 0.907 0.034 0.942 0.012 1.038
PDE3A 0.918 0.067 0.973 0.004 1.059
PDE3B 0.835 0.006 0.894 0.019 1.069
PDE4A 0.865 0.015 0.902 0 1.042
PDE4B 0.834 0.021 0.87 0.032 1.042
PDE4C 0.848 0.005 0.862 0.029 1.017
PDE4D 0.794 0.005 0.823 0.014 1.036
PDE6D 0.878 0.041 0.986 0.031 1.122
PDE7A 0.871 0.023 0.974 0.028 1.119
PDE7B 0.896 0.026 1.026 0.029 1.144



PDGFRL 0.862 0 0.955 0.005 1.107
PDHA1 0.88 0.013 0.99 0.009 1.124
PDHA2 0.866 0.003 0.974 0.001 1.124
PDHB 0.868 0 0.918 0.045 1.057
PDIP 0.912 0.002 0.991 0.004 1.087
PDIR 0.919 0.002 0.968 0.003 1.053
PDPR 0.827 0.037 0.935 0.002 1.131
PECR 0.88 0.02 0.954 0.009 1.083
PEO1 0.878 0.013 1.043 0.005 1.187
PGAM1 0.863 0.003 1.017 0.031 1.178
PGGT1B 0.929 0.027 1.097 0.033 1.18
PHKB 0.979 0.012 1.05 0.022 1.072
PHOSPHO1 1.01 0.033 1.102 0.016 1.091
PHPT1 0.904 0.034 1.064 0.035 1.177
PIGA 0.806 0.043 0.888 0.028 1.101
PIK3C3 0.859 0.033 0.942 0.009 1.096
PIK3CD 0.898 0.026 0.966 0.003 1.075
PIP5K1B 0.908 0.044 1.072 0.056 1.18
PIP5K1C 0.881 0.07 1.027 0.008 1.164
PIP5K3 0.957 0.001 1.055 0.06 1.102
PLA2G4A 0.974 0.041 1.086 0.031 1.114
PLAT 0.968 0.023 0.99 0.033 1.022
PLAU 0.946 0.046 0.958 0.055 1.012
PLCB3 0.876 0.007 0.988 0.021 1.127
PLCB4 0.869 0.045 0.931 0.088 1.071
PLD1 0.875 0.053 0.901 0.074 1.029
PLOD 0.844 0.048 0.94 0.029 1.113
PMM2 0.952 0.018 1.079 0.01 1.133
PNLIP 0.91 0.045 0.975 0.044 1.071
PNLIPRP1 0.868 0.018 1.057 0.003 1.217
PNMT 1.014 0.012 1.1 0.021 1.084
POLR2D 0.975 0.002 1.067 0.023 1.093
POMT1 0.904 0.047 1.038 0.004 1.147
PON1 0.898 0.039 1.046 0.001 1.164
PON2 0.919 0.022 1.089 0.001 1.185
PON3 0.923 0.009 1 0.001 1.084
POR 0.88 0.009 0.962 0.01 1.093
PPA2 0.918 0.024 1.019 0.014 1.11
PPAP2A 0.92 5.922 1.059 0.005 1.151
PPIL1 0.923 0.049 1.049 0.003 1.136
PPOX 0.923 0.091 0.996 0.026 1.078
PPT1 0.905 0.028 1.054 0.038 1.163
PRCP 0.856 0.051 0.965 0.095 1.126
PRIM1 0.9 0.03 0.985 0.039 1.094
PRODH 0.917 0.068 0.925 0.013 1.009
PRODH2 0.819 0.007 1.001 0.01 1.221
PRSS16 0.807 0.069 0.935 0.071 1.158
PRSS7 0.912 0.007 1.044 0.027 1.144
PSMAL/GCP I 0.936 0.031 1.101 0.011 1.175
PSMB10 1.025 0.015 1.181 0.012 1.152
PSMB4 0.954 0.036 1.123 0.012 1.178



PSMB6 1.006 0.043 1.071 0.012 1.065
PSMB9 0.927 0.089 1.101 0.043 1.187
PTDSS1 0.935 0.042 1.081 0.013 1.156
PTGIS 0.923 0.031 1.028 0.022 1.113
PYCRL 0.924 0.023 1.025 0.007 1.108
QDPR 0.905 0.011 1.014 0.039 1.12
RABGGTA 0.944 0.004 0.819 0.005 0.867
RABGGTB 0.913 0.007 0.809 0.009 0.886
RCE1 0.944 0.019 0.872 0.039 0.923
RDH5 0.978 0.016 0.882 0.01 0.901
RDH8 1.017 0.026 0.973 0.006 0.957
REN 0.925 0.019 0.924 0.014 0.998
POP7 0.969 0.016 0.904 0.019 0.932
RRM1 0.878 0.013 0.925 0.04 1.053
RRM2 0.84 0.009 0.858 0.062 1.021
RRM2B 0.986 0.002 0.98 0.001 0.994
SAC 1.057 0.044 0.965 0.014 0.913
SAH 0.954 0.027 0.851 0.021 0.891
SARDH 1.061 0.039 0.963 0.015 0.907
SAT 1.053 0.027 0.918 0.002 0.871
SC4MOL 1.135 0.033 1.004 0.017 0.884
SDHC 1.035 0.038 0.977 0.01 0.943
SDSL 1.013 0.037 0.969 0.005 0.956
SENP1 0.988 0.023 0.973 0.05 0.984
SET7 0.964 0.037 0.929 0.01 0.963
SET8 0.937 0.05 0.952 0.075 1.016
SGPP1 1.022 0.043 0.928 0.011 0.908
SGSH 1.095 0.031 0.983 0.012 0.897
SH3BP4 0.955 0.038 0.919 0.015 0.962
SHMT1 1.109 0.069 0.947 0.031 0.853
SHMT2 1.035 0.019 0.986 0.001 0.952
SIAT1 1.058 0.042 1.01 0.02 0.954
SIAT4A 1.049 0.035 1.054 0.015 1.005
SIAT9 1.031 0.025 1.032 0.003 1
SKB1 1.021 0.04 0.951 0.039 0.931
SLC27A2 0.96 0.004 1.014 0.027 1.056
SLC3A1 1.068 0.027 0.981 0.014 0.918
SMA4 1.12 0.04 0.993 0.041 0.886
SMPD1 1.074 0.007 0.96 0.008 0.893
SMPD3 1.13 0.059 1.035 0.036 0.916
SOAT2 1.012 0.017 0.966 0.023 0.954
SPR 0.987 0.043 0.977 0.016 0.989
SPTLC1 1.105 0.023 1.103 0.019 0.998
SQLE 1.125 0.033 1.087 0.01 0.965
SRD5A1 1.121 0.03 1.166 0.056 1.039
SRD5A2 0.907 0.055 0.921 0.001 1.016
SRM 1.07 0.036 0.975 0.019 0.911
ST14 1.168 0.047 1.026 0.039 0.878
ST5 1.123 0.02 1.028 0.02 0.915
SULF2 1.166 0.03 1.046 0.031 0.896
SULT1A1 1.102 0.034 0.978 0.006 0.887



SURF1 1.105 0.026 1.034 0.02 0.935
SYNJ2 1.045 0.031 1.069 0.033 1.022
TALDO1 1.055 0.033 1.08 0.009 1.023
TAZ 1.111 0.025 1.174 0.035 1.056
TBXAS1 1.049 0.037 1.124 0.026 1.071
TDP1 1.099 0.035 0.996 0.019 0.906
TFB1M 1.01 0.034 0.883 0.026 0.874
TFB2M 1.104 0.031 1 0.027 0.905
TFR2 1.05 0.041 0.976 0.02 0.929
TFRC 1.076 0.016 1.002 0.013 0.931
THEA 1.077 0.035 0.989 0.002 0.917
TM7SF2 1.067 0.01 1.009 0.019 0.945
TMPRSS3 1.114 0.04 1.177 0.066 1.056
TPI1 1.043 0.015 1.061 0.043 1.017
TPMT 1.026 0.031 1.037 0.007 1.011
TRRAP 1.08 0.026 0.963 0.008 0.891
TXNDC5 1.176 0.057 1.076 0.034 0.914
TYR 1.218 0.03 1.072 0.005 0.88
TYRP1 1.276 0.044 1.151 0.026 0.902
UBASH3A 1.218 0.019 1.105 0.009 0.907
UBE1 1.098 0.044 1.024 0.001 0.932
UBE1C 1.147 0.002 1.079 0.01 0.94
UBE2A 1.034 0.022 1.024 0.019 0.99
UBE2B 1.138 0.005 1.124 0.016 0.987
UBE2C 1.116 0.028 1.126 0.014 1.009
UBE2D2 1.018 0.029 0.918 0.029 0.902
UBE2D3 1 0.031 0.949 0 0.949
UBE2E1 1.095 0.029 1.047 0.011 0.956
UBE2E3 1.059 0.041 0.999 0.013 0.943
UBE2G2 1.144 0.031 1.067 0.019 0.932
UBE2H 1.038 0.034 0.938 0.015 0.903
MAP3K7IP2 1.003 0.042 1.033 0.004 1.029
NIT2 1 0.038 1.036 0.004 1.036
PCSK7 0.964 0.009 0.987 0.021 1.023
SHH 1.039 0.034 1.119 0.007 1.077
UBE2I 1.027 0.008 0.86 0.027 0.837
UBE2J1 1.007 0.024 0.873 0.027 0.866
UBE2J2 1.155 0.051 0.964 0.01 0.835
UBE2Q 1.11 0.043 0.948 0.035 0.854
UBE2R2 1.196 0.098 1.01 0.019 0.844
UBE2V2 1.051 0.035 0.914 0.092 0.87
UBL4 1.2 0.031 1.053 0.016 0.877
UEV3 1.254 0.068 1.119 0.065 0.892
UFD1L 1.141 0.051 0.967 0.025 0.847
UGCG 1.127 0.035 1.009 0.04 0.895
UGT1A3 1.103 0.038 0.847 0.001 0.768
UGT1A4 0.999 0.001 0.883 0.01 0.884
UGT1A6 0.971 0.019 0.876 0.018 0.902
UGT1A8 1.017 0.046 0.922 0.003 0.906
UGT1A9 0.995 0.021 0.913 0.029 0.918
UGT2B15 1.091 0.061 0.967 0.045 0.887



UGT2B4 0.999 0.023 0.867 0.002 0.867
UGT8 1.06 0.073 0.926 0.017 0.873
UMPS 0.965 0.025 0.878 0.004 0.909
UNG 0.836 0.04 0.778 0.001 0.929
UNG2 1.186 0.038 0.935 0 0.788
UPP1 1.158 0.021 1.058 0.006 0.913
UQCR 1.067 0.025 0.975 0.018 0.914
UQCRC1 1.107 0.029 1.049 0.001 0.948
UQCRC2 1.078 0.026 0.972 0.028 0.901
UQCRFS1 1.138 0.036 1.083 0.012 0.951
UQCRH 1.173 0.057 1.078 0.005 0.919
UROD 1.245 0.04 1.185 0.011 0.951
UROS 0.972 0.049 0.958 0.007 0.986
VNN1 0.94 0.033 0.926 0.001 0.985
VNN2 1.159 0.005 0.968 0.001 0.835
WBSCR21 1.133 0.002 1.037 0.008 0.915
XPNPEP1 1.172 0.06 1.097 0.006 0.936
ZMPSTE24 1.108 0.02 1.035 0.012 0.934
ABO 1.084 0.083 1.001 0.029 0.923
ABP1 1.198 0.04 1.103 0.017 0.921
ACACA 1.138 0.073 1.061 0.018 0.932
ACACB 1.014 0.031 0.964 0.007 0.95
ACAS2 1.065 0.04 1.031 0.045 0.968
ACE 0.945 0.019 0.95 0.008 1.005
ACHE 1.014 0.022 0.987 0.008 0.972
ACIN1 1.15 0.009 1.036 0.005 0.9
ADAM15 1.18 0.028 1.059 0.006 0.897
ADAM17 1.111 0.023 1.059 0.013 0.953
ADAM20 1.202 0.057 1.154 0.02 0.96
ADAM21 1.058 0.031 1.065 0.003 1.006
ADAM28 1.05 0.081 0.961 0.004 0.915
ADAM30 1.178 0.019 1.104 0.008 0.937
ADAMTS10 1.108 0.064 1.069 0.008 0.964
ADAMTS15 1.053 0.02 0.992 0.004 0.942
ADAMTS17 0.996 0.025 0.949 0.011 0.953
ADAMTS19 1.108 0.004 0.933 0.001 0.842
ADAMTS20 1.236 0.042 1.119 0.003 0.905
ADAMTS3 1.245 0.015 1.124 0.025 0.902
ADAMTS4 1.151 0.035 0.963 0.011 0.836
ADAMTS6 1.153 0.06 1.152 0.04 0.999
ADAMTS7 1.202 0.042 1.019 0.008 0.847
ADAMTS9 1.144 0.039 1.102 0.026 0.963
ADH1A 0.963 0.008 0.878 0.017 0.911
ADH1C 0.991 0.004 0.937 0.002 0.946
ADPRH 1.218 0.065 1.054 0.023 0.865
ADPRTL2 1.2 0.01 1.06 9.556 0.883
ADSS 1.236 0.027 0.948 0.025 0.767
AFG3L1 1.304 0.001 1.075 0.01 0.824
AICDA 1.215 0.018 1.067 0.007 0.878
AKNA 1.14 0.012 1.015 0.009 0.89
ALOXE3 1.218 0.001 1.105 0.005 0.907



ALPL 1.069 0.02 0.995 0.024 0.93
ALPPL2 1.142 0.023 1.003 0.014 0.878
ANAPC1 1.139 0.003 1.078 0.016 0.946
ANAPC5 0.973 0.03 0.886 0.009 0.91
ANG 1.092 0.017 1.035 0 0.947
APOBEC2 1.042 0.028 0.939 0.029 0.901
APOBEC3A 1.161 0.029 1.054 0.004 0.907
APOBEC3C 1.085 0.009 1.062 0.018 0.978
APOBEC3G 1.137 0.046 1.036 0.001 0.911
ARF4L 1.125 0.02 0.997 0.007 0.886
ARFRP1 1.073 0.001 0.993 0.015 0.924
ARG1 0.969 0.036 0.9 0.008 0.928
RHOB 0.943 0.016 0.954 0.023 1.012
RHOD 0.991 0.044 0.799 0.036 0.806
RHOF 1.118 0.01 0.843 0.017 0.754
RHOG 1.034 0.009 0.836 0.013 0.808
ARHI 1.136 0.022 0.945 0.02 0.832
RHOJ 1.091 0.019 0.884 0.025 0.81
ARHN 1.193 0.005 0.947 0.05 0.793
RHOQ 1.168 0.016 0.936 0.016 0.8
ARL4A 1.14 0.01 0.919 0.023 0.806
ARSA 1.106 0.01 0.943 0.013 0.853
ARSB 1.031 0.027 0.912 0.021 0.885
ASS 1.04 0.016 0.875 0.03 0.841
AUH 1.034 0.012 0.818 0.031 0.791
BACH 1.056 0.004 0.769 0.028 0.728
BAT8 1.044 0.004 0.885 0.064 0.847
BCHE 1.083 0.007 0.842 0.045 0.777
BIRC1 1.089 0.007 0.886 0.031 0.813
BLM 1.025 0.001 0.812 0.051 0.792
BRIP1 1.029 0.032 0.894 0.01 0.869
C11ORF13 0.926 0.017 0.77 0.011 0.831
C1ORF22 0.899 0.02 0.793 0.005 0.882
C1R 0.939 0.106 0.864 0.022 0.92
C1S 1.049 0.009 0.88 0.058 0.838
C20ORF31 1.077 0.008 0.858 0.039 0.796
RTEL1 1.144 0.001 0.928 0.052 0.811
CA12 1.137 0.015 0.998 0.039 0.878
CA9 1.115 0.019 0.984 0.061 0.883
CAPN1 1.157 0.011 0.979 0.007 0.845
CAPN2 1.015 0.002 0.93 0.023 0.915
CAPNS1 1.113 0.01 1.024 0.015 0.919
CASP10 1.054 0.003 0.986 0.003 0.935
CASP2 1.109 0.009 0.948 0.028 0.854
CASP4 1.184 0.012 0.97 0.078 0.819
CASP5 1.15 0.008 0.955 0.019 0.83
CCT8 1.153 0.017 1.021 0.055 0.884
CDYL 1.137 0.006 0.989 0.003 0.87
CETP 1.182 0.042 1.01 0.023 0.853
CGI-63 1.148 0.008 1.058 0.047 0.922
CHD2 1.122 0.012 1.12 0.011 0.997



TA-LRRP 1.144 0.01 1.099 0.086 0.96
TAX1BP2 1.036 0.006 1.054 0.023 1.017
TBCA 1.051 0.005 0.948 0.013 0.901
TBCC 1.057 0.002 0.837 0.052 0.792
TBCD 1.109 0.007 0.983 0.033 0.885
TBCE 1.171 0.012 1.035 0.031 0.883
TBL1X 1.142 0.012 1.035 0.011 0.906
TBX1 1.027 0.038 0.897 0 0.873
TBX18 1.154 0.008 1.143 0.024 0.99
TCEB3B 1.203 0.002 1.204 0.054 1
TCL1A 1.086 0.008 1.151 0.081 1.059
TCL1B 1.027 0.008 1.018 0.038 0.99
TCTA 0.904 0.006 0.728 0.012 0.804
TDE1 1.22 0.002 1.03 0.054 0.843
TEAD4 1.221 0.004 1.102 0.029 0.902
TEF 1.236 0.012 1.099 0.006 0.888
TEGT 1.205 0.024 1.057 0.022 0.877
TFPT 1.236 0.008 1.245 0.042 1.007
TGFB2 1.181 0.012 1.166 0.076 0.986
THBS3 1.147 0.01 1.167 0.079 1.017
THEG 1.134 0.005 1.157 0.09 1.02
THOC1 1.045 0.036 1.031 0.076 0.986
THPO 1.057 0.011 0.974 0.02 0.921
THRSP 1.219 0.031 1.084 0.025 0.889
THY1 1.129 0.013 0.989 0.002 0.875
TIAF1 1.181 0.01 1.109 0.02 0.938
TIC 1.125 0.007 1.113 0.052 0.989
TINF2 1.238 0.019 1.223 0.058 0.988
TJP1 1.215 0.007 1.259 0.09 1.036
TLE1 1.127 0.042 0.934 0.029 0.829
TLE2 1.119 0.007 1.152 0.066 1.029
TLE3 1.101 0.023 1.137 0.03 1.033
TLE4 1.068 0.014 1 0.026 0.936
TM4SF1 0.999 0.007 0.886 0.009 0.886
TM4SF2 1.119 0.006 1.072 0.011 0.958
TM4SF4 1.139 0.008 1.131 0.014 0.993
TMC1 1.115 0.009 1.089 0.029 0.976
TMEM4 1.185 0.013 1.217 0.026 1.026
TMEM5 1.164 0.008 1.192 0.043 1.024
TMSB10 1.132 0.009 1.168 0.042 1.031
TNFAIP2 1.106 0 1.118 0.032 1.011
TNNC2 1.106 0.007 1.118 0.001 1.011
TNNI2 0.907 0 0.818 0.027 0.902
TNNI3 1.022 0.003 0.887 0.019 0.867
TNNT1 1.023 0.019 0.912 0.02 0.891
TNNT2 1.023 0.046 0.932 0.021 0.911
TNR 1.092 0.022 0.986 0.02 0.902
TOB2 1.119 0.022 1.01 0.027 0.902
TOP1 1.06 0.005 0.94 0.046 0.887
TOP2A 1.065 0.016 0.956 0.021 0.897
TOSO 1.064 0.039 0.912 0.005 0.857



TP53AP1 1.014 0.006 0.917 0.006 0.904
TP53I11 1.088 0.011 1.009 0.01 0.927
TP53INP1 1.07 0.023 0.935 0.019 0.873
TP53TG3 1.013 0.003 0.932 0.023 0.919
TPBG 1.013 0.026 0.874 0.013 0.863
TPD52 0.98 0.003 0.829 0.01 0.845
TPD52L1 1.012 0.047 0.912 0.009 0.901
TPD52L2 1.072 0.012 0.931 0.001 0.868
TPR 1.016 0.04 0.937 0.005 0.922
TPT1 0.949 0.011 0.849 0.033 0.894
TRA16 0.903 0.005 0.811 0.003 0.898
TRAF1 0.948 0.042 0.889 0.002 0.937
TRAM1 1.049 0.021 0.963 0.007 0.918
THRAP4 1.068 0.015 0.972 0.007 0.909
TRIP15 1.055 0.015 0.88 0.013 0.834
SERTAD2 1.062 0.035 1.013 0.026 0.953
TRPA1 1.138 0.019 1.003 0.002 0.881
TRPM5 1.145 0.035 1.041 0.027 0.908
TRPM8 1.111 0.028 0.995 0.009 0.895
TRPV1 1.01 0.024 0.942 0.004 0.931
SPATA3 1.026 0.023 0.985 0.006 0.96
TSC1 1.054 0.042 0.94 0.011 0.892
TSSC1 1.086 0.013 0.987 0.016 0.908
TSSC4 1.097 0.028 0.962 0.016 0.876
TST 1.148 0.005 1.019 0.022 0.888
TTC4 1.132 0.048 1.111 0.015 0.981
TUB 1.124 0.012 0.999 0.038 0.889
TUBA3 1.082 0.015 1.026 0.012 0.948
TUBA8 1.078 0.013 1.01 0.018 0.936
TUBB2 1.074 0.032 0.979 0.006 0.911
TUBG2 0.974 0 0.957 0.002 0.982
TUBGCP2 0.952 0.02 0.878 0.054 0.921
TULP1 1.124 0.006 1.062 0.011 0.944
TULP2 1.033 0.017 1.025 0.03 0.992
TXN 1.17 0.013 1.092 0.005 0.933
TXNRD1 1.15 0.032 1.067 0.008 0.928
TYMS 1.13 0.018 1.099 0.009 0.973
UBAP1 1.043 0.042 1.02 0.012 0.977
UBAP2 1.105 0.006 1.054 0.008 0.953
UBB 0.606 0.034 0.748 0.041 1.234
UBC 0.825 0.009 0.841 0.009 1.02
UBD 1.073 0.01 1.054 0.004 0.982
UBE1L 1.109 0.021 1.069 0.027 0.964
UBE2G1 1.105 0.007 1.107 0.002 1.002
UBE2L6 1.071 0.003 1.041 0.031 0.972
UBE2M 1.034 0.036 0.966 0.017 0.934
UBE2N 1.187 0.015 1.122 0.022 0.945
SUMO1 1.031 0.024 1.026 0.016 0.995
UBL3 1.109 0.029 1.106 0.038 0.997
UBL5 1.035 0.049 1.003 0.008 0.969
UBN1 1.024 0.017 0.998 0.032 0.974



UBPH 1.043 0.007 1.052 0.021 1.008
UBQLN1 1.117 0.004 1.046 0.038 0.936
UBQLN3 1.185 0.026 1.174 0.019 0.991
UGT1A1 1.176 0.003 1.204 0.034 1.023
UNC119 1.156 0.017 1.176 0.007 1.017
UNC13B 1.11 0.014 1.089 0.034 0.981
UQCRB 1.133 0.039 1.137 0.014 1.002
USH3A 1.068 0.004 1.029 0.015 0.963
UVRAG 1.09 0.023 1.079 0.005 0.989
VAMP8 0.987 0.001 1.005 0.025 1.018
VBP1 1.075 0 1.064 0.003 0.99
VPREB3 1.036 0.005 1.026 0 0.99
VPS52 1.079 0.01 1.145 0.006 1.061
CTNNA3 1.074 0.014 1.037 0.01 0.965
VSNL1 1.125 0.021 1.168 0.009 1.038
WBP2 1.094 0.006 1.129 0.014 1.032
WBSCR20A 1.091 0.015 1.054 0.029 0.965
CHIA 0.963 0.004 0.985 0.01 1.023
TNPO2 0.936 0.026 0.988 0.009 1.055
TIAM2 0.997 0.008 1.033 0.019 1.035
CHIT1 0.92 0.013 0.913 0.012 0.992
CHPT1 1.023 0.014 0.939 0.002 0.917
CHRAC1 1.054 0.001 0.977 0.032 0.926
CLPX 0.994 0.021 0.934 0.006 0.939
CNNM4 1.148 0.015 1.05 0.024 0.914
COMT 1.024 0.009 0.938 0.005 0.916
CPD 0.99 0.01 0.866 0.022 0.875
CPE 1.053 0.005 1.054 0.011 1.001
CPM 0.991 0.02 1.001 0.034 1.009
CPN1 1.118 0.004 1.102 0.034 0.985
CPS1 0.919 0.014 0.868 0.009 0.943
CRYZ 0.975 0.013 0.876 0.018 0.898
CRYZL1 1.07 0 0.96 0.009 0.897
CTBP1 1.138 0.031 0.995 0.029 0.874
CYP11B2 1.051 0.006 0.991 0.021 0.942
CYP17A1 1.007 1.041 0.92 0.018 0.912
CYP27B1 0.984 0.03 0.905 0.022 0.918
CYP2A6 0.925 0.028 0.854 0.008 0.923
CYP2A7 0.882 0.037 0.821 0.007 0.931
CYP2C18 0.894 0 0.85 0.011 0.951
CYP2C19 1.026 0.006 0.98 0.013 0.954
CYP2D6 1.015 0 0.962 0.006 0.948
DARS 1.053 0.005 0.983 0.011 0.933
DBH 1.058 0 0.984 0.004 0.929
DBT 1.116 0.028 1.027 0.025 0.92
DCLRE1A 1.036 0.012 0.944 0.013 0.911
DCT 0.992 0.011 0.953 0 0.96
DDX11 1.019 0.02 0.95 0.003 0.932
DDX18 0.939 0.008 0.964 0 1.026
DDX20 1.022 0.022 0.985 0.003 0.964
DDX6 1.132 0.01 1.077 0 0.95



DFFA 1.029 0.013 0.986 0 0.958
DFFB 1.131 0.025 1.056 0.008 0.933
DHX16 1.125 0.008 1.024 0.024 0.91
DKFZP566J20 1.162 0.012 1.051 0.01 0.904
DMC1 1.013 0.025 0.984 0.003 0.971
DNASE1 1.047 0 0.989 0.011 0.945
DNASE2 1.032 0.032 1.019 0.002 0.987
DNM1L 0.923 0.01 0.926 0.003 1.003
DNMT1 1.042 0.045 1.041 0.01 0.998
DNMT2 1.049 0.008 1.002 0.012 0.955
DNMT3A 1.004 0.015 0.967 0.021 0.963
DNMT3B 1.081 0.009 1.023 0.023 0.947
DNTT 1.046 0.007 1.011 0.018 0.965
DRF1 1.105 0.016 1.055 0.017 0.954
DUT 1.054 0.026 1.031 0.033 0.978
DYT1 1.098 0.023 1.061 0.001 0.966
ECEL1 0.984 0.003 0.992 0.02 1.007
EDEM1 0.973 0.012 0.943 0.007 0.968
EI24 0.916 0.005 0.909 0.022 0.992
ELYS 0.961 0.007 0.979 0.003 1.018
ENPEP 1.083 0.074 1.023 0.039 0.944
ENPP3 1.034 0.01 1.027 0.005 0.992
ENTPD1 1.031 0.032 1.003 0.002 0.972
ENTPD3 1.075 0.023 1.061 0.029 0.987
ENTPD5 1.056 0.025 1.001 0.001 0.947
EPHX2 1.031 0.011 1.039 0.017 1.007
ERCC1 1.03 0.031 1.055 0.029 1.023
ERCC2 0.965 0.005 0.993 0.002 1.028
ERCC5 1.047 0.03 1.093 0.06 1.044
EXO1 1.072 0.018 1.078 0.001 1.005
EYA1 1.103 0.01 1.052 0.019 0.953
EYA3 1.052 0.008 1.031 0.005 0.979
EYA4 1.103 0.021 1.076 0.007 0.975
F7 1.14 0.01 1.138 0.023 0.998
F9 1.127 0.026 1.053 0.006 0.934
ACSL3 0.925 0.012 0.921 0.005 0.995
ACSL4 1.08 0.031 1.084 0.013 1.003
FASN 1.036 0.009 1.014 0.011 0.978
FBXL12 0.984 0.006 1.017 0.005 1.033
FBXO21 1.057 0.008 1.099 0.032 1.039
FBXO23 1.107 0.018 1.134 0.004 1.024
FBXO24 1.001 0.015 1.023 0.04 1.021
FBXW11 1.02 0.024 1.019 0 0.998
FDFT1 1.014 0.015 1.039 0.042 1.024
FECH 1.024 0.008 1.042 0.006 1.017
FEN1 1.064 0.014 1.086 0.031 1.02
FKBP14 1.002 0.007 0.98 0.012 0.978
FKBP2 1.084 0.003 1.058 0.01 0.976
FKBP4 0.997 0.004 1.05 0.004 1.053
FKBP5 0.885 0.003 0.869 0.02 0.981
FKBP6 0.898 0.002 0.854 0.001 0.95



FKBPL 0.871 0.007 0.872 0.008 1
TMEM25 0.922 0.03 1.035 0.009 1.121
FLJ20343 1.066 0.021 1.127 0.021 1.058
G22P1 1.034 0.015 1.17 0.009 1.131
GARS 0.907 0.004 1.016 0.016 1.12
GBP1 0.977 0.05 1.081 0.019 1.105
GBP2 1.078 0.045 1.134 0.05 1.051
GKAP1 1.082 0.096 1.125 0.005 1.039
GPD2 0.887 0.035 0.82 0.009 0.924
GSS 0.921 0.026 0.921 0.014 1
HAVCR1 0.83 0.038 0.809 0.007 0.974
HDAC11 0.929 0.005 0.939 0.024 1.01
HDAC3 0.847 0.031 1.039 0.017 1.226
HDAC8 0.971 0.009 1.021 0.048 1.05
HRAS 0.829 0.026 0.904 0.007 1.091
HSPA8 0.81 0.01 0.902 0.058 1.113
IFITM1 0.733 0.025 0.781 0.003 1.065
IGHMBP2 0.803 0 0.857 0.028 1.068
IMPA1 0.876 0.023 0.895 0.011 1.021
IMPA2 0.857 0.012 0.909 0.024 1.061
INPP1 0.958 0.051 0.975 0.029 1.017
NKIRAS1 0.883 0.007 0.979 0.023 1.108
NKIRAS2 0.985 0.011 1.102 0.003 1.119
KIAA0217 0.974 0.003 1.082 0.04 1.11
KIAA0303 0.983 0.029 1.073 0.036 1.091
DUSTYPK 0.91 0 1.02 0.073 1.12
KRAS2 0.953 0.024 0.98 0.014 1.027
KSR 0.785 0.007 0.984 0.04 1.253
LAP3 0.982 0.039 0.941 0.026 0.959
LCAT 1.013 0.002 1.013 0.01 1
LGP2 0.864 0.04 0.947 0.018 1.096
LIG1 1.073 0.002 1.149 0.016 1.07
LIPF 1.04 0.039 1.135 0.006 1.091
LIPG 1.011 0.006 1.064 0.047 1.052
LNPEP 0.951 0.04 1.048 0.008 1.101
LOX 0.981 0.013 1.064 0.036 1.083
LTB4DH 0.969 0.065 1.027 0.014 1.059
LTF 0.862 0.019 0.877 0.027 1.018
LYSAL1 0.97 0.038 0.918 0.016 0.946
MAT1A 1.034 0.004 0.96 0.016 0.928
MBD4 0.946 0.033 0.919 0.045 0.971
MBTPS2 1.119 0.011 1.107 0.002 0.988
MCCC1 0.951 0.022 0.941 0.007 0.988
MCM2 1.027 0.018 1.003 0.019 0.975
MCM3 1.115 0.035 1.158 0.005 1.039
MCM4 1.023 0.005 1.046 0.043 1.022
MCM5 1.004 0.01 1.096 0.002 1.091
MCM6 0.887 0.016 0.924 0.013 1.041
MCM7 0.987 0.03 0.961 0.022 0.973
MEP1A 0.995 0.017 1.021 0.011 1.025
MIPEP 1.142 0.028 0.984 0.027 0.861



MMP1 1.076 0.032 1.079 0.005 1.002
MMP10 0.991 0.04 1.028 0.028 1.037
MMP11 1.034 0.003 1.05 0.012 1.015
MMP12 1.003 0.045 0.981 0.015 0.978
MMP13 0.978 0.003 1.033 0.016 1.056
MMP19 0.959 0.025 0.967 0.016 1.007
MMP2 0.895 0.007 0.977 0.012 1.091
MMP20 0.942 0.042 0.964 0.024 1.023
MMP23A 1.082 0.001 1.147 0.03 1.059
MMP23B 1.117 0.031 1.142 0.051 1.022
MMP25 1.015 0.002 0.988 0.004 0.973
MMP26 1.089 0.036 0.983 0.025 0.903
MMP28 1.082 0.018 1.044 0.009 0.965
MMP3 1.112 0.034 1.007 0.043 0.905
MMP7 1.002 0.023 0.849 0.017 0.846
MMP8 0.983 0.018 0.977 0.005 0.994
MMP9 0.977 0.008 1 0.001 1.023
MOAP1 0.971 0.015 1.026 0.019 1.056
MPG 0.956 0.006 0.966 0.013 1.01
MPI 0.982 0.024 1.044 0.034 1.063
MRAS 0.918 5.952 0.929 0.016 1.011
MRE11A 1.077 0.035 1.06 0.041 0.984
MST1 1.076 0.002 1.131 0.022 1.05
MX2 0.895 0.034 0.91 0.031 1.016
MYBBP1A 0.998 0.005 1.06 0.004 1.061
N4BP2 0.882 0.026 1.006 0.011 1.14
NEDD5 0.916 0.005 1.037 0.001 1.131
NLN 0.901 0.011 0.849 0.025 0.942
NPEPPS 0.889 0.021 0.903 0.026 1.016
NRAS 0.999 0.033 0.939 0.05 0.939
NTHL1 1.054 0.035 0.987 0.04 0.936
OAS1 1.014 0.05 0.823 0.047 0.81
OAS2 1.071 0.059 1.035 0.032 0.965
OAS3 0.983 0.041 0.89 0.017 0.906
OAZ1 1.099 0.03 1.078 0.01 0.981
OGG1 0.944 0.04 0.926 0.004 0.981
OGT 1.048 0.008 1.027 0.008 0.979
OTC 0.999 0.069 0.879 0.025 0.88
PAFAH2 0.88 0.061 0.75 0.037 0.852
PAH 0.925 0.07 0.739 0.035 0.798
PANK2 0.865 0.075 0.935 0.074 1.08
PAPPA 0.869 0.037 0.908 0.059 1.044
PC 0.798 0.066 0.847 0.067 1.061
PCCA 0.992 0.072 0.901 0.041 0.908
PCNA 0.86 0.062 0.852 0.037 0.99
PCOLN3 0.819 0.045 0.773 0.034 0.944
PDE1A 0.795 0.04 0.782 0.018 0.983
PDE1B 0.959 0.026 0.87 0.006 0.907
PDE1C 0.987 0.036 0.928 0.028 0.94
PDE5A 0.967 0.028 0.952 0.046 0.984
PDE9A 1.093 0.011 1.048 0.054 0.959



PEX6 1.05 0.032 1.037 0.065 0.986
PHEX 1.09 0.068 1.094 0.049 1.003
PHGDH 1.022 0.048 0.985 0.022 0.964
PIN1 0.986 0.039 1.003 0.023 1.017
PLA2G1B 1.037 0.028 1.046 0.011 1.008
PLA2G2A 0.933 0.044 0.807 0.009 0.864
PLA2G2D 1.126 0.019 0.915 0.006 0.812
PLA2G2E 1.077 0.01 1.041 0.012 0.965
PLA2G3 1.127 0.009 1.056 0.012 0.937
PLA2G5 1.168 0.036 1.22 0.03 1.044
PLA2G7 1.085 0.003 1.035 0.014 0.954
PLG 1.135 0.029 1.007 0.028 0.887
PDXP 1.143 0.015 0.968 0.006 0.846
POLA 1.109 0.017 1.091 0.002 0.983
POLD1 1.096 0.018 0.959 0.01 0.875
POLE 0.896 0.054 0.987 0.007 1.101
POLG 1.118 0.012 0.948 0.008 0.848
POLH 1.131 0 1.012 0.005 0.894
POLL 1.232 0.001 1.05 0.006 0.852
POLR2A 0.893 0.001 1.004 0.003 1.124
POLR2B 1.009 0.003 1.002 0.025 0.992
POLR2G 1.141 0.011 1.107 0.038 0.969
POLS 1.161 0 1.017 0.027 0.876
POP4 1.132 0.014 1.101 0.013 0.972
PP 0.925 0.004 0.82 0 0.886
PPAN 0.944 0.008 0.976 0 1.033
PPAT 0.868 0.025 0.895 0.011 1.031
PPFIA1 1.085 0.007 1.045 0.023 0.963
PPFIA2 1.159 0.005 1.062 0.001 0.916
PPFIA3 1.129 0.021 1.182 0.037 1.047
PPFIA4 1.213 0.022 1.095 0.032 0.903
PPID 1.087 0.011 1.123 0.044 1.032
PPIG 1.226 0.045 1.025 0.041 0.836
PORCN 1.15 0.03 1.152 0.014 1.001
PPP1CC 1.037 0.008 0.963 0.009 0.928
PPP1R12A 0.889 0.007 0.954 0.001 1.073
PPP1R12C 1.146 0.005 0.938 0.038 0.818
PPP1R13B 1.108 0.02 1.03 0.02 0.929
PPP1R14A 1.206 0.012 1.035 0.018 0.858
PPP1R14B 1.182 0 1.14 0.05 0.964
PPP1R14C 1.258 0.002 1.074 0.076 0.854
PPP1R14D 1.194 0.011 1.142 0.064 0.956
PPP1R15A 1.194 0.009 1.11 0 0.929
PPP1R15B 1.142 0.047 1.048 0.017 0.917
PPP1R1A 1.177 0.004 1.093 0.016 0.928
PPP1R2 0.894 0.011 0.991 0.007 1.108
PPP3R1 1.066 0.022 1.001 0.033 0.938
PPP4R1L 1.045 0 1.137 0.023 1.088
PPP4R2 1.077 0.013 1.003 0.048 0.931
PRIM2A 1.141 0.008 1.265 0.101 1.109
CYP1A1 1.113 0.025 1.174 0.11 1.054



ECE1 1.021 0.007 1.128 0.066 1.104
MTMR9 1.111 0.018 1.036 0.04 0.932
MUT 0.908 0.018 1.045 0.03 1.15
PCM1 0.976 0.01 1.054 0.022 1.079
PPP1R3E 0.939 0.004 1.112 0.026 1.184
PROC 0.874 0.076 0.932 0.03 1.065
PROZ 0.91 0.031 0.971 0.015 1.066
PRSS1 0.935 0.094 0.951 0.002 1.017
PRSS11 0.922 0.054 0.93 0.012 1.009
PRSS2 0.92 0.078 0.968 0.018 1.051
PRSS25 0.986 0.058 0.973 0.026 0.987
PSMA1 0.878 0.068 0.995 0.011 1.132
PYCR1 0.966 0.053 0.955 0.001 0.989
RAB27A 0.894 0.084 0.998 0.031 1.117
RAB27B 0.928 0.046 1.023 0.015 1.101
RAB28 0.906 0.06 0.942 0.044 1.039
RAB30 0.839 0.023 0.78 0.015 0.928
RAB6C 0.919 0.046 0.908 0.072 0.987
RABL2A 0.793 0.049 0.82 0.015 1.034
RAC2 0.903 0.041 0.941 0.071 1.042
RAD1 0.754 0.023 0.835 0.044 1.107
RAD50 0.809 0.025 0.87 0.051 1.075
RAD51C 0.774 0.029 0.798 0.038 1.03
RAD51L1 0.755 0.029 0.828 0.085 1.097
RAD51L3 0.756 0.004 0.796 0.048 1.053
RAD54B 0.878 0.038 0.94 0.028 1.07
RAG2 0.976 0.026 0.914 0.017 0.936
RANBP2 1.01 0.041 0.949 0.008 0.939
RAP1A 1.019 0.015 1.047 0.018 1.026
RAP2A 0.956 0.047 0.933 0.035 0.976
RBP3 0.946 0.016 0.976 0.011 1.031
RECQL4 0.896 0.039 0.89 0.047 0.992
RECQL5 0.958 0.013 0.89 0.002 0.929
RENT1 0.854 0.017 0.913 0.035 1.069
REV1L 0.771 0.069 0.803 0.027 1.041
REV3L 1.021 0.049 1.045 0.021 1.023
RND1 1.088 0.002 1.122 0.051 1.031
RHOBTB3 1.101 0.067 1.069 0.017 0.971
RIT2 1.083 0.004 1.085 0.073 1.001
RNASET2 1.037 0.061 1.014 0.023 0.978
RNMT 1.041 0.012 1.093 0.058 1.049
RNPEP 1.13 0.052 1.145 0.033 1.013
RRAD 0.886 0.042 0.924 0.025 1.043
RRAS 1.011 0.014 0.967 0.005 0.956
RRAS2 0.764 0.068 0.767 0.004 1.004
RRP22 1.146 0.03 1.133 0.01 0.988
RUVBL1 1.085 0.031 1.096 0.017 1.01
RUVBL2 1.068 0.044 1.084 0.007 1.014
SCD 0.98 0.021 0.966 0.041 0.985
SETDB2 1.084 0.042 1.095 0 1.009
SETMAR 1.126 0.018 1.091 0.044 0.969



SH3GL2 1.048 0.001 1.054 0.003 1.005
SHFM1 1.158 0.087 1.077 0.013 0.93
SIRT1 1.105 0.109 1.039 0.032 0.94
SIRT2 1.142 0.141 1.097 0.026 0.96
SMARCAD1 0.98 0.031 0.974 0.003 0.994
SMARCAL1 1.144 0.02 1.175 0.015 1.027
SOD2 1.145 0.048 1.091 0.018 0.952
SPAM1 1.068 0.012 1.066 0.046 0.998
SPG3A 1.075 0.026 1.101 0 1.024
SPG7 1.103 0.003 1.094 0.037 0.991
SPO11 1.096 0.011 1.018 0.004 0.929
SULT1E1 1.159 0.092 1.052 0.028 0.908
STS 1.165 0.091 1.049 0.011 0.9
SUOX 1.07 0.081 1.004 0.037 0.938
SUV39H1 1.001 0.027 0.99 0 0.988
SUV39H2 1.073 0.003 1.098 0.041 1.022
SYNJ1 1.151 0.048 1.111 0.021 0.964
TARBP1 1.095 0.006 1.016 0.027 0.927
TAT 1.148 0.048 1.144 0.006 0.996
TEBP 1.134 0.01 1.093 0.035 0.964
TEP1 1.176 0.012 1.118 0.006 0.95
TERT 1.147 0.072 0.945 0.006 0.823
TGM1 1.164 0.067 1.012 0.001 0.869
TGM2 1.036 0.045 0.896 0.039 0.865
TH 1.076 0.036 1.099 0.001 1.02
TKT 1.167 0.006 1.135 0.039 0.972
TKTL1 0.942 0.02 0.918 0.002 0.975
TLL1 1.07 0 1.134 0.031 1.06
TNS 1.011 0.013 1.026 0 1.015
TOP1MT 0.979 0.019 0.988 0.029 1.009
TOP2B 1.069 0.004 1.057 0.008 0.988
TOP3A 0.946 0.025 0.975 0.025 1.031
TOP3B 1.033 0.018 1.085 0.016 1.05
TOPBP1 0.956 0.025 1.06 0.011 1.108
TREX1 0.919 0.016 0.96 0.029 1.044
TREX2 0.911 0.018 0.984 0.025 1.08
PAPD5 0.924 0.017 0.977 0.01 1.057
TRNT1 0.856 0.002 0.854 0.034 0.997
U5-200KD 0.971 0.003 0.972 0.014 1.001
UBE2L3 1.058 0.006 1.073 0.008 1.014
WARS 1.1 0.019 1.172 0.014 1.066
WRN 0.962 0.009 0.971 0.031 1.008
XPNPEP2 1.001 0.001 1.018 0.01 1.017
XRCC3 0.97 0.016 1.109 0.032 1.143
YME1L1 0.891 0.023 0.826 0.009 0.926
ZNF587 0.905 0.044 1.013 0.036 1.119
OK/SW-CL.56 0.862 0.051 0.958 0.032 1.111
TUBB 0.774 0.002 0.924 0.015 1.194
TUBB5 0.843 0.01 0.925 0 1.097
ADAMTS8 0.838 0.017 0.912 0.035 1.088
ATP2C1 0.771 0 0.886 0.011 1.149



KCNH1 0.834 0.013 0.968 0.023 1.16
KCNH5 0.736 0.014 0.767 0.016 1.042
TAP2 0.794 0.03 0.935 0.033 1.176
TAPBP 0.835 0.03 0.9 0.012 1.077
ADAMTS12 0.951 0.011 0.948 0.019 0.997
K-ALPHA-1 0.963 0.049 1.058 0.02 1.097
MGC4083 1.057 0.01 1.071 0.001 1.013
NELL1 0.958 0.042 0.931 0.006 0.971
PNUTL1 0.93 0.027 0.944 0.006 1.015
PNUTL2 0.872 0.013 0.955 0.006 1.095
PTPN2 0.922 0.02 1.018 0.026 1.103
RELN 0.906 0.02 1.056 0.006 1.164
RPS6KB2 0.917 0.012 0.971 0.035 1.059
TUBA1 1.013 0.037 1.15 0.038 1.135
TUBA2 0.929 0.007 1.024 0.002 1.102
TUBB1 1.09 0.067 1.102 0.027 1.011
TUBB4 0.958 0.006 1.014 0.02 1.058
TUBB4Q 1.058 0.04 1.128 0.063 1.065
TUBD1 0.886 0.008 1.108 0.021 1.249
TUBE1 0.954 0.046 1.022 0.025 1.07
TUBG1 0.876 0 0.971 0.044 1.107
ABCG2 0.922 0.047 0.941 0.016 1.02
ADH6 0.929 0.014 1.033 0.031 1.111
ADH7 0.888 0.022 0.966 0.026 1.087
AFURS1 1.01 0.008 1.025 0.011 1.014
AKR1C1 0.948 0.022 0.944 0.031 0.995
AKR1C2 0.957 0.02 0.952 0.021 0.995
ALOX12B 1.039 0.028 1.012 0.024 0.974
ALOX15B 1.09 0.013 1.145 0.011 1.05
AOX1 0.757 0.016 0.966 0.05 1.276
ATP11B 1.027 0.023 0.983 0.023 0.957
ATP1A2 1.025 0.018 1.031 0.001 1.006
ATP2A1 1.01 0.01 1.03 0.05 1.02
ATP2A3 1.001 0.03 1.089 0.038 1.087
ATP6V1B1 0.974 0.032 0.918 0.006 0.943
ATP6V1H 1.003 0.026 1.037 0.045 1.034
ATP7A 1.076 0.011 1.081 0.01 1.004
ATP7B 0.992 0.027 1.075 0.037 1.083
ATP8A1 0.955 0.027 0.823 0.002 0.862
ATP8A2 0.956 0.021 1.016 0.032 1.062
ATP8B1 0.827 0.015 0.887 0.018 1.072
ATP9A 1.005 0.016 1.016 0.003 1.01
CCS 1.064 0.003 1.102 0.003 1.035
CFTR 1.055 0 1.027 0.027 0.973
ATP13A 0.94 0.002 1.002 0.015 1.065
COX11 1.116 0.062 1.031 0.027 0.923
CP 0.994 0.003 1.054 0.005 1.06
CPNE3 1.037 0.041 1.036 0.024 0.999
CYP19A1 1.07 0.012 1.083 0.037 1.011
CYP1B1 1.013 0.033 0.929 0.02 0.917
DHX8 1.079 0.002 1.08 0.015 1.001



DLD 0.944 0.021 0.997 0.036 1.056
DPYD 1.015 0.002 1.045 0.034 1.029
G3BP 1.016 0.016 1.097 0.011 1.079
HSA9947 0.959 0.01 0.945 0 0.985
HSD17B4 0.869 0.022 0.932 0.011 1.072
KIAA0703 0.944 0.01 1.07 0.005 1.133
LIPC 1.05 0.04 1.033 0.026 0.983
LPL 0.908 0 1.008 0 1.11
NCF1 0.967 0.041 1.005 0.039 1.039
NDUFS1 0.92 0.006 1.017 0.018 1.105
NOS2A 0.857 0.041 0.945 0.04 1.102
NOX5 0.88 0.012 0.975 0.024 1.107
PDHX 0.77 0.015 0.93 0.039 1.206
PTGDS 0.97 0.001 1.001 0.013 1.031
PUNC 0.875 0.016 0.969 0.019 1.107
RAB11A 1.006 0.003 1.156 0.05 1.149
RAB11B 1.055 0.024 1.02 0.007 0.966
RAB13 0.933 0.021 0.984 0.03 1.054
RAB18 0.958 0.029 0.986 0.003 1.028
RAB1A 0.98 0.014 0.845 0.029 0.862
RAB36 0.928 0.001 0.982 0.032 1.058
RAB38 0.976 0.025 1.046 0.056 1.07
RAB3A 1.034 0.033 1.061 0.065 1.025
RAB3B 0.851 0 1.083 0.031 1.273
RAB5A 0.979 0.038 0.995 0.016 1.016
RAB5C 1.06 0.004 1.071 0.016 1.011
RAB6A 0.999 0.021 0.858 0.021 0.859
RAB6B 0.933 7.534 0.794 0.025 0.851
RAB7 0.893 0.033 0.888 0.007 0.994
RAB7L1 0.78 0.019 0.911 0.014 1.167
RAB9A 0.788 0.038 0.862 6.792 1.093
RAN 0.711 0.009 0.758 0.016 1.066
SDHB 0.969 0.013 1.045 0.06 1.078
TXNDC4 0.891 0.021 0.991 0.023 1.111
WWOX 1.087 0.013 1.077 0.044 0.991
CAT 1.058 0.005 0.977 0.003 0.923
EPX 1.019 0.018 0.946 0.022 0.928
GPX2 1.108 0.003 1.094 0.04 0.987
GSTZ1 0.98 0.062 1.005 0.007 1.025
PRDX1 1.07 0.003 1.045 0.018 0.976
PRDX2 1.077 0.003 1.18 0.014 1.095
PRDX3 1.03 0.021 1.149 0.03 1.115
PRDX4 0.935 0.021 0.976 0.045 1.043
PRDX6 1.07 0.034 0.986 0.028 0.921
PTGS1 0.91 0.007 0.973 0.024 1.069
PTGS2 0.956 0.042 0.954 0.026 0.997
TXNRD2 1.017 0.028 0.901 0.038 0.885
D2S448 0.908 0.019 0.878 0.037 0.967
DUOX2 0.943 0.04 1.09 9.63 1.155
MPO 1.072 0.017 1.028 0.058 0.958
SOD3 1.014 0.045 1.08 0.034 1.064



TPO 0.916 0.027 1.033 0.037 1.128
ANXA3 1.013 0.032 0.924 0.021 0.911
CASP9 1.033 0.01 0.994 0.017 0.961
F10 0.957 0.013 0.952 0.046 0.994
MMP15 1.004 0.033 1.065 0.001 1.06
MMP16 1.052 0.013 0.933 0.001 0.886
MMP17 1.088 0.001 1.033 0.023 0.949
MMP24 0.904 0.01 0.962 0.022 1.064
MYO9B 1.015 0.003 1.08 0.02 1.064
PPP1R8 0.948 0.024 0.892 0.048 0.94
PPP2R2A 0.856 0.025 0.991 0.02 1.156
PR48 1.07 0.031 1.131 0.001 1.057
GTF3C4 1.022 0.037 1.016 0 0.994
BTAF1 0.895 0.019 1.036 0.03 1.158
ENO1 1.073 0.023 1.032 0.017 0.962
EP300 1.089 0.029 1.032 0.037 0.947
ERCC6 0.901 0.024 1.026 0.03 1.138
FLJ11011 1.015 0.009 1.029 0.021 1.014
GTF2F1 1.064 0.007 0.939 0.011 0.882
GTF2F2 1.067 0.027 1.152 0.032 1.079
HDAC1 0.921 0.011 0.943 0.007 1.024
HDAC10 0.88 0.043 0.941 0.039 1.069
HDAC2 1.021 0.007 1.08 0.033 1.057
HDAC5 0.989 0.02 1.004 0.04 1.015
HDAC7A 1.101 0.01 1.121 0.02 1.018
HDAC9 1.197 0.034 1.156 0.017 0.966
HIP2 1.042 0.024 0.977 0.054 0.937
HTATIP 1.132 0.06 1.092 0.016 0.965
ILF2 1.123 0.032 1.093 0.03 0.973
PBX1 0.942 0.055 0.842 0.032 0.893
PBX2 1.106 0.007 1.072 0.035 0.969
PBX3 0.989 0.015 1.032 0.034 1.043
PBX4 0.964 0.027 1.031 0.048 1.069
PCAF 0.839 0.003 0.915 0.042 1.09
MSRB 0.851 0.003 0.889 0.002 1.045
PRIC285 1.006 0.044 1.035 0.029 1.029
RBPSUH 1.007 0.018 1.03 0.046 1.022
SMARCA2 0.964 0.048 1.01 0.02 1.048
SMARCA4 0.979 0.011 0.996 0.033 1.017
SMARCA5 0.929 0.043 0.943 0.021 1.015
RABL2B 0.849 0.003 0.93 0.017 1.096
SRCAP 0.992 0.011 0.906 0.007 0.913
SUPT6H 0.898 0.032 0.908 0.013 1.011
TBDN100 0.959 0.022 0.903 0.003 0.941
TP53 1.116 0.031 1.031 0.005 0.923
TSG101 1.115 0.065 1.005 0.028 0.9
TTF2 1.088 0.028 1.022 0.013 0.939
UBE2V1 0.942 0.011 0.922 0.021 0.978
XPMC2H 1.003 0.03 1.049 0.009 1.045
EIF2B3 0.996 0.039 1.068 0.022 1.071
EIF5 0.937 0.052 0.953 0.046 1.017



PET112L 1.007 0 0.817 0.012 0.811
ARHGAP5 1.011 0.016 0.823 0.04 0.814
BIRC6 1.044 0.064 0.884 0.008 0.847
CHM 0.959 0.031 0.836 0.003 0.872
CHML 0.914 0.048 0.755 0 0.826
MGST2 0.925 0.013 0.9 0.034 0.972
PDE6G 0.937 0.003 0.769 0.007 0.82
PDE6H 0.83 0.036 0.819 0.01 0.986
PITRM1 0.821 0.029 0.715 0.015 0.871
PME-1 0.79 0.023 0.732 0.001 0.927
PPP1R3A 0.934 0.032 0.866 0.007 0.927
RENBP 1.028 0.058 0.876 0.005 0.852
SERPINB2 1.189 0.027 1.036 0.005 0.87
SERPINE1 1.102 0.052 1.005 0.001 0.911
DXS1283E 1.16 0.041 0.988 0.017 0.851
IPLA2(GAMMA 1.064 0.017 0.959 0.02 0.901
PLA2G6 1.04 0.009 1.039 0.026 0.999
ABI2 0.984 0.044 0.954 0.026 0.969
ADAM10 1.044 0.055 1.023 0.004 0.979
ADAM11 0.965 0.04 0.933 0.009 0.966
ADAM2 1 0.052 0.93 0.014 0.93
ADAM22 1.153 0.038 1.069 0.049 0.927
ADAM23 1.143 0.044 1.04 0.028 0.909
ADAMDEC1 1.125 0.027 0.958 0.037 0.851
ADAMTS1 1.082 0.077 1.026 0.022 0.948
ADAMTS13 1.011 0.01 0.97 0.041 0.959
ADAMTS5 1.126 0.028 1.058 0.024 0.94
RHOC 1.021 0.061 1.071 0.052 1.048
ARTS-1 1.097 0.046 1.014 0.04 0.924
ASMT 0.934 0.04 0.992 0.014 1.061
BMP1 1.063 0.007 1.041 0.001 0.979
CAPN3 1.096 0.052 1.051 0.036 0.958
CASP8 1.069 0.019 1.024 0.019 0.957
CFLAR 1.122 0.017 0.985 0.004 0.877
CPZ 1.167 0.007 1.118 0.016 0.957
CXCL6 0.996 0.015 1.057 0.011 1.061
DVL3 1.019 0.041 1.015 0.039 0.996
ECGF1 0.977 0.059 0.925 0.021 0.947
EDARADD 0.954 0.049 0.945 0.022 0.99
F2 0.928 0.05 0.922 0.036 0.993
FAAH 1.104 0.017 1.059 0.003 0.959
FKBP1A 1.014 0.003 1.061 0.028 1.046
FKBP3 1.172 0.001 1.114 0.007 0.951
GNA11 1.147 0.016 1.256 8.009 1.094
GNAI2 1.188 0.021 1.086 0.035 0.914
GPI 1.083 0.038 1.048 0.031 0.967
HGF 1.03 0.056 1.037 0.002 1.006
IHH 1.052 0.043 1.112 0.054 1.057
IRAK4 0.984 0.05 0.966 0.017 0.981
LOXL3 0.901 0.026 0.948 0.001 1.052
LTBP1 1.083 0.039 1.093 0.03 1.009



ZFYVE9 0.987 0.023 0.972 0.039 0.985
MAN1A2 1.099 0.037 1.038 0.026 0.944
OASL 0.944 0.01 1.012 0.012 1.072
PBEF1 1.16 0.088 1.142 0.038 0.984
PDE8A 1.098 0.03 1.121 0.017 1.021
PDE8B 1.089 0.059 1.091 0.016 1.001
PGLYRP1 1.033 0.063 0.967 0.029 0.936
PLCD1 1.039 0.058 1.106 0.022 1.063
PLCG1 0.989 0.039 1.015 0.02 1.026
PLCG2 0.996 0.04 1.183 0.006 1.187
SRCRB4D 1.044 0.044 1.226 0.04 1.174
TGFA 1.042 0.059 1.172 0.027 1.124
CASP1 1.057 0.029 1.248 0.01 1.18
MADD 1.032 0.047 1.114 0.016 1.079
CREBBP 0.929 0.055 1.037 0.011 1.116
NCOA3 0.977 0.047 1.017 0.031 1.04
SURB7 0.938 0.06 1.034 0.022 1.102
APOC2 0.952 0.055 0.983 0.017 1.032
LPA 0.898 0.033 0.996 0.01 1.11
OCA2 0.935 0.006 0.853 0.029 0.912
PPGB 0.864 0.021 0.801 0.058 0.928
ABR 0.997 0.003 0.94 0.014 0.943
ALS2 0.979 0.009 0.908 0.084 0.927
ANGPTL4 1.048 0.014 0.91 0.035 0.868
ARFGEF2 0.963 0.004 0.9 0.062 0.934
ARHGDIB 0.998 0.044 0.898 0.023 0.899
ARHGDIG 0.953 0.002 0.837 0.061 0.878
ARHGEF3 0.998 0.001 0.95 0.036 0.952
ARHGEF4 0.957 0.01 0.992 0.102 1.036
ARHGEF6 0.955 0.017 0.864 0.02 0.904
ARHGEF7 0.966 0.012 0.968 0.031 1.001
ARMET 0.926 0.022 0.965 0.018 1.042
BCAR3 0.84 0.012 0.928 0.015 1.105
BCL2L13 0.848 0.01 0.767 0.006 0.904
BIG1 0.804 0.018 0.815 0.012 1.014
BNIP2 0.834 0.001 0.888 0.009 1.064
C4A 0.803 0.018 0.784 0 0.976
CABYR 0.765 0.02 0.744 0.007 0.972
CAPON 0.804 0.017 0.87 0.023 1.081
CAST 0.881 0.001 0.85 0.003 0.965
CSTA 0.832 0.017 0.897 0.076 1.078
CSTB 0.887 0.023 0.935 0.011 1.054
DNCL1 0.9 0.012 0.877 0.018 0.974
DOCK1 0.998 0.006 0.985 0.024 0.986
EBAG9 0.94 0.001 0.962 0.024 1.023
FBXO8 0.978 0.026 1.085 0.043 1.109
RALGPS2 0.972 0 1.056 0.011 1.086
GAS8 0.945 0.015 0.919 0.014 0.972
GDI1 0.843 0.012 0.976 0.02 1.156
GDI2 0.967 0.031 0.997 0.02 1.031
GM2A 1.004 0.031 0.96 0.015 0.955



GPS2 1.062 0.027 0.856 0 0.806
ARHGAP26 1.006 0.008 0.992 0.04 0.986
GUCA2B 1.093 0.047 1.119 0.065 1.023
HAPIP 1.053 0.009 1.12 0.025 1.064
I-4 1.006 0.021 1.119 0.064 1.111
IGBP1 0.964 0.018 0.941 0.014 0.976
RAPGEFL1 0.927 0.031 1.031 0.039 1.112
MAPKAP1 0.9 0.001 1.087 0.003 1.206
MAPRE3 0.948 0.016 0.985 0.009 1.039
MCF2 0.989 0.011 0.959 0.034 0.97
OAZ2 0.99 0.008 1.013 0.039 1.022
OAZ3 1.01 0.01 1.02 0.026 1.01
OPHN1 1.017 0.005 1.119 0.064 1.1
PARG1 0.992 0.02 1.12 0.001 1.128
PKIG 1.101 0.031 1.235 0.053 1.121
PL6 0.886 0.006 1.045 0.014 1.179
PLAA 0.923 0.037 1.071 0.042 1.16
PPP1R11 0.755 0.03 0.938 0.007 1.242
PPP1R12B 1.044 0.018 1.114 0.006 1.067
PPP1R7 0.926 0.014 0.993 0.019 1.072
PPP2R2C 1.094 0.018 1.089 0.036 0.995
PPP2R4 1.044 0.003 1.07 0.004 1.025
PSCD1 1.161 0.037 1.321 0.086 1.137
PSCD2 1.111 0.002 1.204 0.003 1.083
PSME1 0.822 0.018 0.829 0.024 1.008
RGL2 1.04 0.02 1.113 0.02 1.07
RAB3-GAP150 0.986 0.029 1.11 0.023 1.126
RALGDS 0.906 0.003 0.962 0.023 1.061
RANGAP1 1.013 0.011 1.075 0.03 1.061
RAP1GA1 1.018 0.025 0.998 0.007 0.979
RAP1GDS1 0.961 0.037 0.891 0.017 0.927
RASA1 0.939 0 0.969 0.004 1.032
RASA2 1.099 0.033 1.171 0.032 1.064
RASA3 1.098 0.011 1.233 0.001 1.123
RASAL2 0.979 0.019 1.081 0.065 1.104
RASGRF1 1.005 0.011 1.09 0.015 1.084
RECK 0.964 0.027 1.067 0.035 1.106
RGL1 0.964 0.02 1.058 0.02 1.097
RGR 0.877 0.035 0.887 0.028 1.011
RNH 1.046 0.009 1.009 0.025 0.964
SERPINA10 0.894 0.03 1.026 0.029 1.147
SERPINA5 0.99 0.001 1.126 0.026 1.137
SERPINB1 1.11 0.035 1.213 0.047 1.092
SERPINB13 1.047 0.006 1.132 0.04 1.08
SERPINB3 0.923 0.028 1.032 0.042 1.118
SERPINB4 0.927 0.006 1.039 0.001 1.121
SERPINB5 0.942 0.021 1.093 0.014 1.16
SERPINF1 0.98 0.005 1.113 0.01 1.134
SERPING1 0.915 0 0.898 0.048 0.98
SERPINI1 0.817 0.01 0.77 0.018 0.942
SERPINI2 0.898 0.027 0.734 0.021 0.817



SH2D3C 1.066 0.031 1.006 0.002 0.944
SLPI 1.121 0.074 1.06 0.054 0.944
SOS2 1.037 0.036 0.917 0.028 0.884
SPINK1 0.999 0.025 0.907 0.031 0.908
SPINK5 1.043 0.01 0.957 0.007 0.917
SPINT2 1.123 0.06 0.981 0.027 0.873
TFPI 1.031 0.023 1.074 0.016 1.041
TIMP1 0.985 0.032 0.887 0.019 0.9
TIMP2 0.971 0.028 0.892 0.015 0.919
TIMP3 1.02 0.084 1.054 0.036 1.033
TIMP4 0.957 0.079 0.856 0.021 0.894
WAS 1.005 0.068 0.939 0.024 0.934
WFDC1 1 0.062 0.941 0.016 0.941
ACTA1 0.898 0.083 0.839 0.012 0.934
ACTA2 0.886 0.032 0.808 0.015 0.911
ACTB 0.73 0.026 0.729 0.003 0.998
ACTC 0.876 0.086 0.85 0.004 0.97
ACTG1 1.005 0.012 0.998 0.002 0.993
ACTG2 0.99 0.012 0.946 0.03 0.955
ACTL6 0.875 0.031 0.746 0.007 0.852
ACTR1B 1.152 0.049 1.119 0.029 0.97
APPBP2 1.079 0.038 0.965 0.019 0.893
DCTN1 1.111 0.041 0.984 0.045 0.885
DLC2 1.092 0.041 0.935 0.007 0.856
DNAI1 1.103 0.034 1.079 0.033 0.978
DNCI1 0.983 0.019 0.94 0.02 0.956
DNCI2 0.783 0.006 0.766 0.016 0.977
KLC2 0.956 0.004 0.935 0.044 0.977
KLC2L 0.996 0.037 1.002 0.032 1.005
KNS2 1.06 0.033 0.929 0.004 0.877
TCTEL1 1.277 0.052 1.05 0.009 0.822
DNCH1 1.217 0.02 1.194 0.048 0.98
MYH3 1.221 0.035 1.138 0.049 0.932
MYH4 0.943 0.026 0.938 0.019 0.995
MYL7 1.018 0.028 0.889 0.05 0.873
MYO5A 1.112 0.056 1.085 0.031 0.975
MYO7A 1.048 0.037 0.982 0.037 0.937
OPA1 0.9 0.027 0.945 0.006 1.05
BAF53A 1.229 0.028 1.203 0.027 0.978
MYH7 1.158 0.036 1.167 0.016 1.007
MYH8 1.11 0.018 0.899 0.023 0.81
MYO15A 0.978 0.003 0.86 0.005 0.879
MYO6 1.181 0.049 1.104 0.04 0.934
AGT 1.157 0.016 1.172 0.006 1.012
ANGPTL3 1.179 0.043 1.022 0.039 0.867
ARHGAP1 1.021 0.015 0.915 0.011 0.895
ARHGEF11 1.104 0.072 1.167 0.02 1.057
ARHGEF12 0.996 0.021 1.051 0.01 1.054
CARD4 1.226 0.011 1.166 0.049 0.95
DOCK2 1.125 0.02 1.167 0.013 1.037
FRS2 1.168 0.007 1.129 0.039 0.966



NRG1 1.15 0.012 1.112 0.015 0.967
RAPGEF2 1.071 0.02 0.966 0.052 0.902
PRLR 1.099 0.023 1.006 0.032 0.916
PSCD3 1.089 0.025 0.947 0.033 0.869
RASGRP3 1.101 0.013 1.025 0.016 0.931
SCGB1A1 1.062 0.017 0.922 0.013 0.868
TIAM1 1.01 0.012 1.041 0.016 1.029
TNFSF14 0.996 0.018 0.83 0.004 0.832
VAV3 1.051 0.017 1.057 0.031 1.006
AGER 1.252 0.006 1.219 0.049 0.973
AHRR 1.164 0.027 1.088 0.026 0.935
AIPL1 1.123 0.026 1.142 0.029 1.017
APOB48R 1.227 0.028 1.141 0.022 0.929
APS 1.184 0.029 1.079 0.05 0.911
AXIN1 1.107 0.035 1.159 0.002 1.047
AXIN2 1.116 0.001 1.055 0.002 0.945
BSG 0.944 0.044 1.008 0.054 1.067
BTN1A1 0.976 0.027 1.032 0.003 1.056
CD163 0.951 0.028 1.011 0.037 1.063
CD19 1.071 0.005 1.045 0.006 0.975
CD200R 0.998 0.017 1.132 0.052 1.134
CD5L 1.018 0.012 1.014 0.004 0.995
CD74 1.106 0.02 1.144 0.059 1.034
CD79A 1.068 0.015 1.04 0 0.973
CD79B 0.992 0.012 1.014 0.029 1.022
NF1 0.988 0.006 1.044 0.011 1.056
CENPE 0.904 0.021 0.891 0.003 0.984
KIF26A 0.921 0.031 0.897 0.015 0.973
C20ORF23 0.895 0.03 0.917 0.027 1.025
KIF11 0.888 0.033 0.958 0.016 1.079
KIF12 0.937 0.04 1.058 0.012 1.129
KIF13A 1.033 0.032 1.045 0.029 1.011
KIF1C 0.897 0.031 0.938 0.021 1.045
KIF2 0.965 0.006 1.045 0.042 1.081
KIF21A 0.954 0.043 0.985 0.029 1.032
KIF22 0.997 0.031 1.076 0.033 1.079
KIF25 0.974 0.009 0.958 0.018 0.984
KIF2C 0.969 0.015 0.89 0.002 0.918
KIF3A 0.906 0.015 0.905 0.003 0.998
KIF3C 1.022 0.015 1.026 0.014 1.003
KIF4A 0.886 0.014 0.91 0.006 1.027
KIF5B 0.972 0.009 0.936 0.026 0.962
KIF5C 0.895 0.006 0.917 0.004 1.024
KIF9 0.801 0.023 0.785 0.004 0.979
KIFC1 0.807 0.003 0.87 0.037 1.078
KIFC3 0.764 0.012 0.868 0.035 1.135
KNSL7 0.877 0.02 0.957 0.008 1.091
LOC84643 0.993 0.02 0.97 0 0.976
KIF1B 0.931 0.005 0.924 0.007 0.993
MPHOSPH1 0.966 0.029 0.945 0.009 0.978
KIF1A 0.953 0.017 1.052 0.007 1.104



KIF14 0.98 0.018 0.972 0.011 0.992
KIF17 0.906 0.019 0.967 0.002 1.066
KIF20A 0.981 0.005 0.826 0 0.841
KIF23 0.964 0.022 1.051 0.028 1.09
KIF5A 0.931 0.004 1.043 0.033 1.12
KIF18A 0.991 0.015 0.95 0.026 0.958
KIF3B 1 0.022 0.982 0.011 0.982
ACP5 1.046 0.008 1.072 0.012 1.024
PPP3CA 0.919 0.011 1.037 0.007 1.127
CIB1 1.023 0.023 1.017 0.015 0.994
PPP3R2 1.16 0.016 1.044 0.004 0.9
PSPH 0.979 0.019 1.076 0.004 1.098
ACP1 0.983 0.014 0.992 0.023 1.009
ACPP 0.792 0.022 0.942 0.023 1.188
CDC14A 0.971 0.007 0.912 0.014 0.938
CDC14B 1.029 0.012 1.11 0.016 1.078
CDC25A 1.049 0.001 1.02 0.013 0.972
CDC25B 1.081 0.008 1.162 0.023 1.074
CDC25C 1.079 0.017 0.99 0.007 0.918
CTDSP1 1.126 0.005 1.166 0.021 1.035
DUSP11 1.048 0.012 1.062 0 1.014
EPM2A 1.098 0.001 1.051 0.026 0.957
INPPL1 0.989 0.009 0.991 0 1.001
LOC114971 0.895 0.008 1.003 0.001 1.121
PPP2CZ 0.856 0.005 0.893 0.005 1.042
MTM1 0.928 0.016 1.016 0.012 1.094
PPAP2B 1.003 0.001 1.012 0.039 1.008
PPAP2C 1.005 0.006 0.916 0.042 0.911
PPM1D 0.99 0.012 1.042 0.034 1.053
PPP1R3C 1.107 0.016 1.133 0.017 1.023
PSPHL 1.046 0.004 1.06 0.034 1.012
PTEN 0.938 0.005 0.948 0.012 1.01
PTENP1 1.046 0.016 1.037 0.006 0.99
PTPN14 0.839 0.024 1.008 0.016 1.202
PTPRU 0.962 0.007 0.953 0.008 0.99
TPTE2 1.047 0.003 1.086 0.019 1.037
CTDP1 1.077 0.011 1.07 0.007 0.993
DOLPP1 0.914 0.024 1.089 0.011 1.191
DUSP12 1.052 0.01 0.989 0.031 0.94
DUSP13 1.013 0.001 1.114 0.002 1.099
DUSP14 1.027 0.011 1.009 0.007 0.982
DUSP15 1.079 0.012 1.074 0.009 0.995
DUSP16 1.054 0.009 0.949 0.003 0.901
DUSP18 0.968 0.007 1.105 0.004 1.141
DUSP19 0.948 0.003 0.957 0.02 1.009
DUSP21 0.985 0.02 1.053 0.013 1.069
DUSP3 1.023 0.017 1.068 0.023 1.044
DUSP9 0.913 0.017 0.97 0.011 1.061
FKBP8 0.838 0.003 1.051 0.012 1.253
FLJ11535 0.939 0 1.034 0.011 1.101
DUSP23 0.976 0.003 0.988 0.014 1.011



GPD1 0.989 0.006 1.172 0.006 1.185
PPM1H 0.851 0.009 0.964 0.008 1.132
MGC1136 0.909 0.006 1.012 0.002 1.113
MGC26484 0.944 0.005 1.025 0.007 1.085
MK-STYX 0.904 0.017 1.029 0.014 1.138
MTMR1 0.933 0.045 1.047 0.016 1.121
MTMR2 0.82 0.005 0.962 0.01 1.173
MTMR4 1.062 0.03 1.162 0.005 1.094
MTMR6 1.053 0.047 1.154 0.02 1.096
MTMR7 1.012 0.05 1.097 0.012 1.084
MTMR8 1 0.085 1.126 0.003 1.125
PDP2 1.019 0.087 1.132 0.002 1.11
PLEKHE1 0.942 0.081 1.101 0.004 1.168
PPEF1 0.967 0.062 1.08 0.014 1.116
PPEF2 0.787 0.01 0.893 0.001 1.134
PPM1B 0.956 0.033 0.934 0.01 0.976
PPM1E 0.937 0.022 0.96 0.006 1.024
PPM1F 0.978 0.04 0.953 0.004 0.974
PPM1G 1.031 0.029 1.02 0.02 0.989
PPM1L 0.896 0.004 0.908 0.008 1.013
PPM2C 0.862 0.011 0.893 0.026 1.036
PPP1CA 0.812 0.02 0.855 0 1.052
PPP1CB 0.719 0.017 0.782 0 1.088
PPP1R16A 0.689 0.01 0.756 0.013 1.097
PPP1R3B 0.853 0.029 0.908 0.002 1.064
PPP1R3D 1.007 0.039 0.974 0.004 0.967
PPP2R1A 0.953 0.004 0.979 0.009 1.026
PPP2R1B 1.001 0.036 0.973 0.003 0.971
PPP2R5A 0.995 0.006 1.022 0.012 1.026
PPP2R5B 1.05 0.009 1.03 0.009 0.981
PPP2R5C 0.961 0.024 1.019 0.004 1.059
PPP2R5D 0.963 0.045 0.989 0 1.027
PPP2R5E 0.882 0.042 0.95 0.015 1.076
PPP3CC 0.852 0.011 0.928 0.001 1.089
PPP4R1 0.988 0.017 1.031 0.012 1.043
PPP5C 1 0.001 0.988 0.022 0.988
PPP6C 0.988 0.006 1.046 0.017 1.058
PTP4A1 1.034 0.006 1.046 0.002 1.012
PTP4A2 1.057 0.022 1.12 0.01 1.059
PTP4A3 0.999 0.017 1.023 0.019 1.024
PTPDC1 0.927 0.021 0.989 0 1.066
PTPLA 1 0.003 1.04 0.019 1.039
PTPN1 0.804 0.027 0.898 0.009 1.116
PTPN11 0.873 0.034 0.926 0.014 1.06
PTPN12 0.903 0.003 1.002 0.011 1.109
PTPN13 1.021 0.022 0.994 0.026 0.973
PTPN21 1.01 0.019 1.068 0.002 1.057
PTPN22 1.065 0.025 1.052 0.002 0.987
PTPN23 0.986 0.021 1.117 0.01 1.132
PTPN3 0.975 0.041 1.048 0 1.075
PTPN4 0.938 0.006 1.005 0.006 1.071



PTPN7 0.977 0.04 0.991 0.001 1.014
PTPN9 0.91 0.06 1.021 0.012 1.122
PTPRA 0.908 0.036 0.942 0.02 1.037
PTPRB 0.891 0.013 0.982 0.008 1.102
PTPRC 0.926 0.027 0.992 0.006 1.071
PTPRD 0.918 0.031 1.018 0.003 1.109
PTPRE 0.96 0.016 1.031 0 1.074
PTPRF 0.998 0.03 1.114 0.001 1.115
PTPRH 1.037 0.038 1.097 0.007 1.058
PTPRK 0.836 0.032 0.997 0.007 1.193
PTPRM 0.931 0.031 0.985 0.004 1.058
PTPRN 0.94 0.025 1.005 0.008 1.069
PTPRN2 0.896 0.035 0.953 0.018 1.063
PTPRO 0.859 0.04 0.945 0.002 1.099
PTPRS 0.835 0.044 0.928 0.023 1.111
PTPRZ1 0.917 0.053 1.013 0.002 1.104
RNGTT 0.811 0.055 0.894 0.007 1.102
SSH1 0.923 0.041 0.997 0.008 1.08
SSH2 1.075 0.055 1.089 0 1.013
SSH3 0.95 0.052 1.027 0.004 1.08
STYX 0.969 0.051 0.992 0.007 1.023
TA-PP2C 0.891 0.002 0.981 0.01 1.101
TENC1 0.887 0.013 0.927 0.003 1.045
TIMM50 0.907 0.015 1.038 0.005 1.144
TPTE 0.877 0.06 0.942 0.011 1.073
MTMR3 0.925 0.019 1.049 0.009 1.133
PPM1A 0.969 0.074 1.047 0.003 1.08
PPP3CB 0.927 0.04 1.056 0.019 1.138
MAP3K7IP1 0.997 0.031 1.021 0.007 1.024
PPP2R2B 0.849 0.043 0.978 0.009 1.152
MINPP1 0.814 0.013 0.951 0.014 1.168
CTNND1 0.87 0.007 1 0 1.149
PTPN18 0.821 0.016 0.947 0 1.152
CLDN3 0.942 0.059 0.879 0.06 0.933
CLDN4 0.957 0.064 0.88 0.016 0.919
CLTCL1 1.053 0.061 0.919 0.071 0.873
CMRF35 0.963 0.052 0.904 0.057 0.939
CNTFR 0.972 0.056 0.917 0.077 0.943
CRK 1.05 0.074 1.017 0.045 0.968
CRLF2 1.018 0.069 0.955 0.045 0.937
CSF2RA 0.973 0.064 0.91 0.035 0.935
CXADR 0.968 0.054 0.921 0.044 0.951
DCC 1.078 0.074 0.969 0.028 0.899
EBP 0.923 0.021 0.858 0.007 0.929
EDAR 0.919 0.017 0.784 0.015 0.852
F3 0.89 0.03 0.784 0.027 0.88
FCRH1 0.892 0.007 0.771 0.013 0.863
FCRH3 0.902 0.009 0.895 0.03 0.992
FLVCR 0.885 0.001 0.747 0.006 0.844
FRAG1 0.775 0.054 0.775 0.008 1.001
FREB 0.791 0.018 0.756 0.004 0.956



FST 0.767 0.019 0.797 0.012 1.038
GFRA1 0.721 0.004 0.726 0.019 1.006
GFRA4 0.927 0.023 0.882 0.031 0.951
GHR 0.971 0.005 0.843 0.018 0.868
GJA1 1.086 0.03 0.951 0.039 0.874
GOSR1 1.078 0.014 1.045 0.027 0.969
GOSR2 0.99 0.032 0.954 0.026 0.963
GPR135 1.044 0.007 0.89 0.021 0.852
GPR142 1.05 0.046 0.971 0.02 0.924
GRAP 0.952 0.007 0.916 0.021 0.962
GRAP2 0.901 0.033 0.896 0.004 0.994
GRB10 0.861 0.009 0.954 0.04 1.107
GRB14 0.985 0.054 0.878 0.059 0.891
GRB7 1.013 0.006 0.929 0.01 0.916
GRIA1 1.149 0.052 0.99 0.061 0.861
GRIA2 1.06 0.011 1.037 0.004 0.977
GRIA3 1.104 0.059 1.091 0.03 0.988
GRIA4 1.09 0 1.071 0.055 0.982
GRID2 0.994 0.052 1.012 0.013 1.018
GRIK2 1.013 0 1.048 0.065 1.035
GRIK3 0.951 0.019 1.043 0.004 1.096
GRIK4 0.863 0.002 0.96 0.063 1.111
GRIK5 0.964 0.043 0.9 0.063 0.933
GRIN3A 0.944 0.013 0.898 0.011 0.952
GRINL1A 1.129 0.034 1.032 0.045 0.914
HAVCR2 1.157 0.009 1.063 0.002 0.918
HFE 1.067 0.052 1.063 0.002 0.997
HLA-A 1.08 0.023 1.14 0.035 1.055
HLA-B 1.042 0.042 1.152 0.014 1.105
HLA-C 0.925 0.017 0.865 0.061 0.935
HLA-DMB 0.972 0.045 1.092 0.021 1.122
HLA-DOA 0.936 0.016 1.019 0.042 1.088
HLA-DOB 1.068 0.047 0.96 0.036 0.899
HLA-DPB1 0.919 0.026 0.995 0.026 1.083
HLA-DQA1 1.11 0.063 1.109 0.029 0.999
HLA-DQB1 1.117 0.008 1.102 0 0.985
HLA-DRA 1.027 0.054 1.064 0.002 1.035
HLA-DRB3 1.191 0.002 1.235 0.064 1.036
HLA-E 1.109 0.036 1.22 0.049 1.099
HLA-G 1.07 0.013 1.218 0.068 1.137
HT2R55 0.976 0.023 0.977 0.038 1.001
IL11RA 0.964 0.016 0.95 0.042 0.985
IL13RA1 1.127 0.029 1.066 0.035 0.945
IL18RAP 1.048 0.006 0.993 0.042 0.947
IL1RAPL1 1.054 0.04 0.99 0.01 0.939
IL20RA 1.08 0.008 1.109 0.058 1.026
IL22RA2 1.046 0.058 1.172 0.033 1.12
IL23R 1.081 0.002 1.133 0.062 1.047
IL28RA 1.104 0.061 1.061 0.022 0.961
ILT7 1.008 0 1.123 0.068 1.114
IREM2 1.095 0.051 1.168 0.043 1.066



ITPR1 1.009 0.001 1.127 0.054 1.117
ITPR3 1 0.027 1.116 0.016 1.116
KCNH2 1.021 0.003 1.189 0.022 1.164
KCNH3 1.068 0.019 1.195 0.021 1.119
KCNH4 1.174 0.017 1.251 0.033 1.065
KCNH7 1.055 0.026 1.15 0.008 1.089
KCNH8 0.904 0.023 1.054 0.033 1.165
KDELR3 1.064 0.024 1.17 0.004 1.1
KIR2DL5 1.079 0.014 1.169 0.025 1.083
HLA-DRB1 0.963 0.026 1.118 0.017 1.16
PTPLB 0.942 0.014 1.024 0.009 1.087
LAMR1 0.878 0.011 0.857 0.016 0.975
LAT 0.969 0.014 0.98 0.002 1.011
LEPR 1.012 0.008 1.039 0.061 1.026
LIF 0.619 0.016 0.811 0.004 1.31
LILRB1 1.056 0.067 0.975 0.037 0.923
LILRB2 1.187 0.15 1.12 0.044 0.943
LILRB4 1.139 0.091 1.067 0.067 0.937
LILRB5 1.113 0.085 1.103 0.044 0.99
LIMR 1.123 0.039 1.113 0.065 0.991
LRP3 1.063 0.037 1.015 0.028 0.955
LRP5 0.873 0.005 0.9 0.036 1.03
LU 0.81 0.008 0.877 0.015 1.083
M160 0.848 0.015 0.866 0.032 1.021
M6PR 0.891 0.038 0.95 0.025 1.065
MAML2 0.933 0.08 0.892 0.04 0.955
MARCO 0.982 0.134 1.016 0.06 1.034
MCC 0.842 0.06 0.87 0.085 1.033
MCP 0.879 0.043 1.034 0.063 1.175
MPL 0.745 0.01 0.815 0.067 1.092
MPRA 0.723 0.009 0.846 0.01 1.169
MS4A1 0.815 0.017 0.916 0.004 1.123
MS4A6A 0.911 0.018 0.983 0.055 1.078
MS4A7 0.913 0.004 1.006 0.056 1.102
MS4A8B 1.094 0.094 1.035 0.012 0.946
MSR1 1.075 0.08 0.915 0.033 0.85
MTVR1 1.102 0.118 1.098 0.048 0.996
MYOC 1.008 0.04 1.063 0.082 1.054
NCR1 0.877 0.017 1.055 0.036 1.201
NCR3 0.916 0.012 0.955 0.037 1.042
NGFR 0.815 0.023 0.94 0.03 1.153
RTN4RL2 0.749 0.016 0.962 0.026 1.285
RTN4RL1 1.043 0.032 1.11 0.029 1.064
NKIR 1.095 0.009 1.046 0.043 0.955
NPC1 1.085 0.105 1.083 0.041 0.998
NPTXR 1.152 0.052 1.174 0.015 1.018
NRP2 1.131 0.084 1.16 0.007 1.026
NSMAF 1.067 0.019 1.14 0.074 1.068
NXF 0.93 0.019 0.952 0.003 1.023
OSCAR 0.907 0.037 1.009 0.034 1.112
OSMR 0.876 0.033 0.986 0.03 1.125



PDCD1 0.988 0.015 0.962 0.017 0.973
PER1 0.997 0.021 0.966 0.055 0.969
PER2 1.012 0.023 0.959 0.004 0.947
PKHD1 1.02 0.009 1.01 0.047 0.99
PLAUR 1.209 0.007 1.116 0.058 0.922
PLXNA3 1.137 0.027 1.007 0.028 0.885
PLXNB3 1.06 0.018 1.122 0.031 1.058
PNRC2 0.998 0.02 1.003 0.017 1.004
PORIMIN 0.959 0.021 0.977 0.007 1.018
PRB3 0.929 0.009 0.997 0.004 1.072
PROCR 0.979 0.014 0.943 0.013 0.963
PSD 1.032 0.022 0.976 0.046 0.946
PSK-1 0.973 0.04 0.93 0.033 0.955
PTCH 1.157 0.014 1.183 0.074 1.022
PTCH2 1.103 0.023 0.987 0.034 0.894
PVR 1.118 0 1.057 0.051 0.945
PVRL2 1.031 0.034 0.85 0.014 0.824
RAMP2 1.056 0.01 1.062 0.06 1.005
RAMP3 1.016 0.016 1.065 0.023 1.047
RAP80 0.837 0.005 0.857 0.025 1.023
RGS17 0.98 0.036 0.997 0.026 1.017
ROBO1 1.045 0.025 0.992 0.081 0.948
RTN4R 1.075 0.021 0.978 0.01 0.909
SCAP2 1.088 0.012 0.995 0.055 0.914
SCARB1 1.204 0.043 1.003 0.014 0.832
SCG3 1.129 0.004 1.06 0.073 0.939
SDFR1 1.089 0.023 1.006 0.024 0.924
SEMA3A 0.971 0.013 0.945 0.045 0.973
SEMA3F 1.038 0.021 0.989 0.001 0.953
SEMA4D 0.945 0.015 0.945 0.035 0.999
SEMA6B 0.998 0.012 1.044 0.006 1.046
SFRP1 1.115 0.006 1.081 0.036 0.969
SFRP2 0.933 0.006 0.986 0.01 1.057
SFRP4 1.072 0.004 1.075 0.061 1.002
SFRP5 1.118 0.028 1.028 0.036 0.919
SH120 1.031 0.005 1.044 0.055 1.012
SH2D1A 1.028 0.027 1.002 0.014 0.974
SH3BGR 1.07 0.007 1.042 0.04 0.973
SH3BP5 0.926 0.016 0.985 0.008 1.063
ENTPD8 0.934 0 1.005 0.022 1.075
SHB 0.896 0.036 0.856 0.026 0.955
SHC3 0.971 0.017 0.958 0.022 0.985
SIVA 1.049 0.063 0.976 0.026 0.93
SLA 1.137 0.08 1.077 0.003 0.947
SLAMF6 1.052 0.077 1.024 0.008 0.974
SNX9 1.17 0.088 1.1 0.003 0.939
SORL1 1.045 0.074 1.027 0.007 0.983
SPAP1 1.11 0.071 1.046 0.01 0.941
STAM 1.117 0.093 1.068 0.01 0.955
STMN1 1.087 0.066 1.065 0.003 0.979
TACSTD2 0.898 0.003 0.837 0.023 0.931



TAS2R38 0.958 0.002 0.838 0.012 0.875
TFG 0.902 0.01 0.86 0.009 0.954
TGFBRAP1 0.961 0.009 0.877 0.002 0.912
M6PRBP1 0.961 0.009 0.889 0.002 0.925
TIRAP 0.952 0.023 0.855 0.011 0.898
TLR10 0.901 0.023 0.847 0.018 0.939
TLR5 0.884 0.021 0.823 0.004 0.93
TLR7 0.825 0.043 0.749 0 0.907
TLR9 0.821 0.004 0.748 0.004 0.911
TNFRSF10C 0.844 0 0.796 0 0.942
TNFRSF10D 1.038 0.001 0.932 0.017 0.898
TNFRSF11A 1.127 0.025 1.006 0.001 0.893
TNFRSF13B 1.02 0.023 0.953 0.02 0.933
TNFRSF17 1.097 0.039 0.988 0.007 0.901
TNFRSF19L 1.088 0 1.021 0.026 0.938
TNFRSF21 1.119 0.029 1.011 0.009 0.903
TNFRSF5 1.041 0.009 0.956 0.025 0.918
TNFRSF6 1.001 0.015 0.953 0.008 0.952
TNFRSF8 0.809 0.05 0.862 0.042 1.065
TNFRSF9 1.067 0.002 1.015 0.004 0.95
TP53BP2 1.063 0.009 1.012 0.039 0.952
TRADD 1.188 0.027 1.098 0.014 0.923
TREM1 1.035 0.007 1.03 0.017 0.994
TREM2 1.148 0.025 1.098 0.033 0.955
TREM5 1.125 0.004 1.024 0.005 0.91
TRPC4 1.123 0.021 1.055 0.01 0.939
TRPC7 1.137 0 1.048 0.015 0.921
TRPM4 1.049 0.041 1.001 0.005 0.953
TRPV2 1.033 0.011 0.951 0.008 0.92
TRPV3 1.028 0.008 0.989 0.002 0.961
TYROBP 1.177 0.048 1.066 0.009 0.906
UNC5B 1.125 0.014 1.063 0.005 0.944
UNC5C 1.044 0.017 1.005 0.008 0.962
WASF2 1.144 0.025 1.07 0.005 0.935
WNT1 1.15 0.044 1.091 0.004 0.948
WNT10A 1.098 0.023 1.051 0.018 0.956
WNT10B 1.126 0.004 1.05 0.012 0.931
WNT11 1.117 0.024 1.062 0.007 0.95
WNT16 1.071 0 1 0.007 0.933
WNT2 1.159 0.011 1.065 0.006 0.919
WNT2B 1.047 0.01 1.03 0.026 0.983
WNT3 1.099 0.008 1.052 0.005 0.957
WNT3A 1.179 0.016 1.142 0.004 0.968
WNT4 1.208 0.027 1.16 0.007 0.959
WNT5B 1.191 0.017 1.124 0.028 0.943
WNT6 1.126 0.046 1.076 0.006 0.955
WNT7B 1.088 0.001 1.044 0.013 0.959
WNT8A 1.011 0.018 0.988 0.017 0.977
WNT8B 1.035 0.001 0.982 0.003 0.948
WNT9A 1.045 0.009 1.023 0.004 0.978
WNT9B 1.045 0.015 1.025 0.02 0.98



IL27RA 1.161 0.013 1.089 0.027 0.937
ZP2 1.078 0.014 1.053 0.005 0.976
ADM 1.173 0.02 1.124 0.018 0.958
AGRP 1.146 0.029 1.121 0.014 0.977
AKAP10 1.035 0 1.032 0.001 0.996
AKAP9 1.062 0.009 1.042 0.007 0.98
ALCAM 1.015 0.009 1.001 0.004 0.985
AMH 0.946 0.041 0.928 0.008 0.981
ANGPT1 0.866 0.001 0.904 0.013 1.043
ANGPT2 1.016 0 0.975 0.002 0.959
ANGPTL1 1.052 0.017 1.045 0.003 0.993
ANGPTL2 1.094 0.03 1.091 0.005 0.996
APOL2 1.078 0.024 1.083 0.011 1.004
AREG 1.089 0.027 1.071 0.008 0.983
ASGR2 1.061 0.018 1.041 0.02 0.98
ASIP 0.954 0.02 0.933 0 0.978
AVP 0.984 0.006 0.973 0.018 0.989
BAG4 0.977 0.005 0.968 0.004 0.99
BCL10 0.872 0.022 0.886 0.018 1.016
BDNF 0.956 0.016 0.997 0.007 1.043
BMP15 0.914 0.027 0.933 0.015 1.021
BMP2 0.956 0.029 0.956 0.023 0.999
BMP3 0.937 0.032 0.975 0.017 1.04
BMP4 1.003 0.012 0.983 0.013 0.979
BMP5 1.041 0.029 1.073 0.002 1.031
BMP6 0.977 0.003 1.003 0.007 1.026
BMP7 1.05 0.042 0.919 0 0.875
BMP8B 1.086 0.013 1.121 0.017 1.032
BZRAP1 0.83 0.019 0.835 0.016 1.005
BZRP 0.848 0.007 0.804 0.004 0.948
C17 0.886 0.036 0.86 0.026 0.97
C1QR1 0.84 0.016 0.849 0.015 1.011
CCK 0.942 0.063 0.999 0.026 1.061
CCL1 0.821 0.017 0.834 0.01 1.016
CCL11 0.838 0.017 0.842 0.029 1.004
CCL13 0.852 0.003 0.822 0.005 0.964
CCL14 0.754 0.054 0.782 0.019 1.038
CCL15 0.771 0.032 0.811 0.011 1.051
CCL16 0.931 0.019 0.899 0.025 0.965
CCL18 0.873 0.006 0.865 0.004 0.991
CCL19 0.997 0.011 1.033 0.031 1.035
CCL20 0.932 0.018 0.968 0 1.038
CCL21 0.881 0.02 0.975 0.014 1.106
CCL22 1.098 0.007 1.152 0.011 1.048
CCL24 1.023 0.011 1.04 0.013 1.016
CCL26 0.984 0.022 0.98 0.012 0.995
CCL27 0.907 0.026 0.915 4.078 1.008
CCL28 0.869 0.013 0.926 0.038 1.066
CCL3L1 1.002 0.022 0.978 0.033 0.975
CCL5 1.035 0.022 1.083 0.015 1.046
CCL7 1.024 0.038 0.998 0.052 0.974



CCL8 0.996 0.029 0.949 0.007 0.952
CD14 1.045 0.046 1.109 0.024 1.062
CD1D 1.074 0.027 1.154 0.055 1.075
CD2 0.826 0.012 0.979 0.034 1.185
CD209L 0.979 0.026 1.105 0.047 1.128
CD28 1.039 0.034 1.149 0.017 1.105
CD33 0.938 0.008 0.921 0.004 0.982
CD36 0.965 0.006 0.978 0.032 1.012
CD3D 0.955 0.01 0.953 0 0.997
CD3G 1.001 0.017 1.041 0.022 1.039
CD3Z 0.931 0.027 0.99 0.001 1.063
CD44 0.942 0.045 1.045 0.009 1.11
CD5 1.118 0.015 1.194 0.05 1.067
CD6 0.905 0.013 1.038 0.014 1.146
CD69 0.918 0.011 1.069 0.057 1.164
CD72 0.929 0.051 1.051 0.005 1.131
CD8A 0.846 0 0.926 0.013 1.094
CD8B1 0.958 0.009 0.982 0.027 1.025
CDK2AP1 1.072 0.008 0.985 0.003 0.918
CGA 0.972 0.051 0.95 0.031 0.977
CHGB 0.975 0.02 1 0.007 1.025
CKLF 1.012 0.065 1.006 0.007 0.994
CKLFSF7 1.096 0.015 1.154 0.047 1.052
CLC 0.941 0.036 1.054 0.016 1.119
CLEC2 0.992 0.001 1.067 0.046 1.075
CLECSF8 0.969 0.001 1.041 0.006 1.073
CNTF 0.928 0.017 0.994 0.023 1.071
CR1 0.942 0.012 1.002 0.03 1.063
CR2 0.976 0.006 0.989 0.004 1.012
CRH 0.881 0.033 0.946 0.043 1.073
CSF1 1.05 0.027 1.056 0.027 1.006
CSF2 1.131 0.06 1.184 0.002 1.046
CSF2RB 0.996 0.019 0.847 0.038 0.85
CSF3 1.117 0.052 1.168 0.007 1.045
CSF3R 1.081 0.008 1.158 0.041 1.071
CSHL1 0.993 0.021 1.007 0.021 1.014
CTF1 0.913 0.008 0.942 0.025 1.032
CX3CL1 0.959 0.001 1.011 0.02 1.053
CXCL11 1.035 0.006 1.094 0.017 1.057
CXCL13 0.932 0.046 1.025 0.007 1.099
CYFIP2 1.017 0.018 1.114 0.046 1.095
DAG1 1.05 0.056 1.166 0.005 1.11
DBI 0.877 0.032 0.989 0.047 1.127
DCL-1 1.008 0.039 1.089 0 1.079
DGCR2 1.023 0.006 1.117 0.04 1.092
DIAPH1 1.076 0.042 1.149 0.015 1.068
CORT 0.826 0 0.925 0.005 1.119
DLG5 0.67 0.017 0.705 0.014 1.052
DLL3 1.005 0.018 1.068 0.007 1.063
DLL4 0.943 0.03 0.956 0.028 1.014
DMBT1 0.81 0.054 0.925 0.008 1.142



DOK2 1.03 0.035 1.017 0.004 0.987
DOK4 1.108 0.046 1.182 0.026 1.066
DOK5 0.961 0.026 0.985 0.018 1.025
DTR 1.023 0.02 0.994 0.018 0.971
DVL1 1.001 0.042 0.956 0.072 0.954
DVL2 0.93 0.017 0.907 0.029 0.975
ED1 0.856 0.011 0.949 0.022 1.108
EDIL3 0.868 0.018 1.004 0.102 1.155
EDN1 0.912 0.025 0.983 0.081 1.076
EDN3 0.908 0.025 1.059 0.1 1.166
EFNA1 0.911 0.03 0.958 0.064 1.051
EFNA2 0.807 0.007 0.913 0.093 1.13
EFNA5 0.829 0.04 0.943 0.024 1.138
EFNB1 0.844 0.016 0.891 0.027 1.055
EFNB2 0.758 0.017 0.742 0.024 0.978
EGF 0.745 0.013 0.75 0.012 1.006
EGFL6 0.949 0.022 1.011 0.035 1.065
EPO 0.929 0.008 1.038 0.079 1.118
EPS15L1 0.921 0.007 1.03 0.026 1.118
EREG 0.94 0.02 1.11 0.108 1.18
ESM1 1.008 0.007 1.128 0.044 1.118
FADD 0.929 0.02 1.01 0.071 1.087
FCAR 0.913 0.013 0.945 0.027 1.034
FCER1A 0.951 0 1.048 0.027 1.102
FCER1G 0.882 0.003 0.855 0.02 0.969
FCER2 0.893 0.003 0.987 0.005 1.104
FCGR1A 0.967 0.002 1.019 0.025 1.053
FCGR2A 0.894 0.031 0.984 0.059 1.1
FCGR2B 1 0.028 1.069 0.014 1.069
FCGR3B 1.018 0.028 1.135 0.076 1.114
FCGRT 0.973 0.025 1.03 0.023 1.058
FEM1B 0.971 0 1.049 0.043 1.079
FGF1 1.058 0.021 1.09 0.022 1.03
FGF10 0.964 0.007 1.098 0.031 1.138
FGF11 0.916 0.01 0.958 0.045 1.045
FGF13 0.879 0.009 0.965 0.025 1.098
FGF14 1.037 0.006 1.058 0.046 1.02
FGF16 1.065 0.032 1.099 0.027 1.031
FGF17 0.988 0.01 1.023 0.021 1.035
FGF18 1.037 0.029 1.108 0.024 1.067
FGF19 0.925 0.022 1.003 0.036 1.084
FGF20 0.922 0.013 1.006 0.015 1.09
FGF21 0.983 0.015 0.978 0.031 0.995
FGF23 1.128 0.013 1.199 0.017 1.062
FGF3 0.947 0.011 0.977 0.036 1.031
FGF4 0.852 0.012 0.987 0.01 1.157
FGF5 0.997 0.006 1.11 0.055 1.113
FGF6 1.076 0.01 1.095 0 1.017
FGF7 1.027 0.005 0.972 0.02 0.946
FGF8 1.076 0.009 1.082 0 1.005
FGF9 0.968 0.001 0.962 0.038 0.993



FIGF 0.95 0.005 0.952 0.016 1.002
FLNA 1.039 0.01 1.034 0.037 0.995
FLT3LG 1.047 0.005 0.999 0.02 0.954
FOLR1 0.989 0.008 0.974 0.032 0.984
FOLR2 0.835 0.015 0.927 0.021 1.11
FOLR3 1.007 0.002 1.019 0.053 1.012
FRS3 1.02 0.004 1.029 0.001 1.008
FRZB 1.114 0.005 0.954 0.047 0.856
FSHB 1.12 0.005 1.074 0.008 0.959
GAB1 1.12 0.026 1.043 0.061 0.931
GAS 0.967 0.029 0.949 0.018 0.981
GDF1 1.189 0.031 1.098 0.057 0.923
GDF10 0.972 0.013 1.007 0.014 1.036
GDF11 1.086 0.015 1.078 0.033 0.993
GDF15 0.863 0.011 0.937 0 1.084
GDF2 0.942 0.02 1.007 0.032 1.068
GDF5 0.861 0.015 1.007 0.02 1.168
GDF8 0.761 0.018 0.901 0.049 1.184
GDF9 0.9 0.022 0.939 0.011 1.042
GDNF 1.057 0.041 1.053 0.053 0.996
GFRA3 0.962 0.042 0.999 0.017 1.038
GH2 1.044 0.037 0.985 0.051 0.943
GHRH 0.923 0.021 1 0.024 1.083
GHRL 0.961 0.002 0.963 0.036 1.002
GIP 0.808 0.014 0.926 0.014 1.145
GLG1 0.861 0.001 0.876 0.025 1.017
GNRH1 0.922 0.004 0.989 0.005 1.072
GNRH2 0.966 0.025 0.99 0.035 1.024
GP1BA 0.951 0.001 1.077 0.025 1.133
GP6 1.059 0.003 1.089 0.028 1.028
GRB2 1.051 0.022 1.115 0.02 1.06
GRP 1.082 0.021 1.116 0 1.031
HAMP 0.843 0.004 0.89 0.006 1.056
HDGF 1.114 0.01 1.051 0.029 0.942
HLA-DMA 1.029 0.005 1.069 0.012 1.039
HMGN3 0.83 0.026 0.88 0.01 1.06
IAPP 0.859 0.011 0.931 0.003 1.084
ICAM1 0.919 0.017 0.904 0.025 0.984
ICAM2 1.016 0.012 0.902 0.017 0.887
ICAM3 0.995 0.019 0.938 0.012 0.942
IFNA10 0.895 0.02 0.964 0.017 1.078
IFNA13 0.856 0.017 0.885 0.002 1.034
IFNA14 0.827 0.032 0.838 0.032 1.012
IFNA16 0.791 0.016 0.804 0.019 1.015
IFNA17 0.78 0.034 0.813 0.051 1.042
IFNA2 0.893 0.024 0.953 0.009 1.066
IFNA21 0.859 0.008 0.937 0.015 1.09
IFNA4 1.045 0.03 1.124 0.025 1.075
IFNA5 0.72 0.011 0.862 0.028 1.196
IFNA6 0.967 0.059 0.955 0.004 0.987
IFNA8 1.018 0.03 1.057 0.025 1.038



IFNAR1 1.074 0.044 1.107 0.009 1.03
IFNAR2 0.724 0.042 0.827 0.033 1.142
IFNB1 0.974 0.041 1.005 0.013 1.032
IFNG 0.919 0.011 0.974 0.018 1.059
IFNGR1 0.886 0.026 1.006 0.036 1.135
IFNW1 0.924 0.002 1.034 0.05 1.119
IGF1 1.005 0.033 1.102 0.049 1.096
IGF2 0.975 0.001 1.047 0.037 1.074
IK 1.07 0.082 1.072 0.042 1.002
IKBKG 1.004 0.019 1.087 0.046 1.082
IL10 0.992 0.061 1.003 0.028 1.011
IL10RA 0.99 0.011 0.991 0.028 1
IL10RB 1.066 0.039 1.074 0.03 1.006
IL11 0.843 0.021 0.975 0.031 1.156
IL12B 0.899 0.037 1.011 0.008 1.124
IL12RB1 0.982 0.018 1.072 0.017 1.091
IL12RB2 0.957 0.008 1.053 0.017 1.099
IL13RA2 0.921 0 0.97 0.026 1.053
IL15 1.076 0.041 1.085 0.029 1.008
IL15RA 0.88 0.03 1.058 0.019 1.202
IL16 0.912 0.038 1.063 0 1.166
IL17 0.94 0.017 1.038 0.021 1.103
IL17B 1.036 0.048 1.139 0.028 1.099
IL17C 0.847 0.003 0.987 0.017 1.165
IL17R 0.921 0.012 1.005 0.022 1.091
IL17RB 0.927 0.009 0.999 0.01 1.078
IL18 0.903 0.008 0.99 0.015 1.096
IL18BP 0.956 0.038 0.954 0.035 0.998
IL18R1 0.882 0.021 0.938 0.031 1.063
IL19 0.871 0.013 0.931 0.019 1.069
IL1A 1.003 0.007 1.097 0.025 1.093
IL1B 0.839 0.006 1.007 0.015 1.199
IL1F5 0.583 0.017 0.7 0.014 1.2
IL1F6 0.957 0.008 1.031 0.025 1.076
IL1F7 1.068 0.035 1.053 0.03 0.986
IL1F8 0.976 0 1.053 0.004 1.079
IL1F9 0.924 0.041 0.958 0.031 1.036
IL1R1 0.944 0.006 0.96 0.011 1.017
IL1R2 1.064 0.044 1.035 0.054 0.973
IL1RAP 0.963 0.004 1.023 0.001 1.062
IL1RAPL2 1.089 0.019 1.161 0.011 1.066
IL1RL1 1.078 0.012 1.097 0.007 1.017
IL1RL2 0.934 0.03 0.976 0.034 1.045
IL1RN 1.037 0 1.144 0.017 1.103
IL21R 0.867 0.013 0.999 0.019 1.152
IL22 0.863 0 0.98 0.042 1.135
IL22RA1 0.943 0.04 0.917 0.029 0.972
IL24 0.879 0.007 0.994 0.014 1.13
IL26 1.037 0.04 1.108 0.034 1.068
IL2RA 0.896 0.011 1.015 0.025 1.132
IL2RB 1.027 0.035 1.107 0.009 1.077



IL2RG 0.925 0.002 0.971 0.033 1.049
IL3 0.88 0.014 0.972 0.031 1.104
IL3RA 0.881 0 0.995 0.014 1.129
IL4 0.888 0.022 0.998 0.008 1.123
IL4R 0.794 0.02 0.943 0.006 1.187
IL5 0.884 0.002 1.015 0.02 1.149
IL5RA 0.937 0.001 1.082 0.008 1.154
IL6 0.821 0.013 0.955 0.003 1.162
IL6R 0.926 0.009 1.084 0.001 1.171
IL6ST 0.898 0.001 1.02 0.017 1.135
IL7 0.982 0.019 1.107 0.027 1.127
IL7R 0.893 0.009 1.027 0.004 1.15
IL9 0.83 0.002 0.977 0.035 1.177
IL9R 0.83 0.026 0.892 0.037 1.075
INHA 0.872 0.007 0.919 0.015 1.054
INHBA 0.817 0.022 0.815 0.024 0.997
INHBB 0.829 0.016 0.85 0.001 1.025
INHBC 0.781 0.027 0.78 0.042 0.997
INS 0.778 0.005 0.815 0.008 1.047
INSL3 0.745 0.016 0.814 0 1.092
INSL4 0.747 0.012 0.773 0 1.034
INSL5 0.717 0.013 0.738 0.034 1.029
INSL6 0.641 0.001 0.656 0.018 1.023
IRS2 0.834 0.047 0.901 0.047 1.08
IRS4 0.913 0 0.966 0.014 1.058
ITGA10 0.942 0.014 1.012 0.015 1.074
ITGA2 0.89 0.01 1.018 0.038 1.144
ITGA2B 1.035 0.027 1.134 0.042 1.095
ITGA3 1.011 0.01 1.043 0.028 1.032
ITGA4 0.867 0.029 0.946 0.029 1.091
ITGA5 0.861 0.004 0.929 0.011 1.078
ITGA6 0.883 0.025 0.951 0.002 1.076
ITGA7 0.883 0.009 0.978 0.031 1.108
ITGA8 1.092 0.035 1.218 0.018 1.115
ITGA9 0.991 0.013 1.066 0.008 1.075
ITGAE 0.922 0.01 0.978 0.007 1.06
ITGAL 0.941 0.037 1.036 0.038 1.1
ITGAM 0.993 0.027 1.082 0.036 1.089
ITGAX 0.934 0.032 1.016 0.036 1.087
ITGB1 0.924 0.04 1.032 0.053 1.117
ITGB2 0.94 0.029 1.042 0.044 1.108
ITGB3 0.939 0.018 0.905 0.052 0.964
ITGB3BP 0.751 0.041 0.863 0.04 1.148
ITGB4 0.895 0 0.986 0.013 1.101
ITGB5 0.976 0.009 1.001 0.019 1.025
ITGB6 1.001 0.005 1.094 0.021 1.092
JAG2 0.917 0.025 1.027 0.004 1.12
KITLG 1.007 0.032 1.129 0.003 1.12
KLRA1 0.878 0.004 1 0.011 1.139
KLRC4 0.96 0 1.059 0.037 1.103
KLRD1 0.89 0.015 1.011 0.006 1.136



KLRF1 1.047 0.025 1.186 0.008 1.132
LBR 0.79 0.024 0.909 0.001 1.149
LEP 0.913 0.013 1.053 0.024 1.153
LGALS1 0.973 0.006 1.119 0.019 1.15
LGALS3BP 0.983 0.017 1.16 0.013 1.179
LGALS9 1.039 0.025 1.171 0.013 1.127
LHB 1.048 0.005 1.184 0.023 1.129
LLT1 0.904 0.003 1.003 0.011 1.109
LRP1B 0.853 0.031 1.032 0.016 1.209
LRP2 0.975 0.022 1.06 0.033 1.087
LRP6 0.835 0.005 0.906 0.034 1.085
LRP8 0.801 0.017 0.875 0.048 1.091
LRPAP1 0.952 0.014 1.057 0.001 1.11
LSP1 0.987 0.018 1.041 0.047 1.053
LTA 1.032 0.012 1.107 0.026 1.072
LTB 0.922 0.015 0.969 0.016 1.051
LTBP4 1.034 0.022 1.16 0.018 1.122
LTBR 0.929 0.022 1.004 0.026 1.081
LY64 1.007 0.013 1.071 0.017 1.063
SMAD6 0.857 0.012 0.972 0.061 1.134
MDK 0.915 0.015 0.889 0.008 0.971
MIA 0.969 0.002 1.073 0.032 1.108
MRC1 0.93 0.016 1.099 0.019 1.18
MYD88 0.862 0.003 1.038 0.035 1.204
NCK1 0.923 0.022 1.086 0.027 1.176
NCK2 0.932 0.016 1.106 0.002 1.186
NDP 0.813 0.03 0.987 0.011 1.212
NGFB 0.908 0.032 1.068 0.013 1.176
NMB 0.796 0.016 0.949 0.004 1.192
NMU 0.861 0.003 1.008 0.031 1.17
EBAF 0.891 0.01 0.995 0.018 1.116
GP1BB 0.816 0.006 0.939 0.008 1.15
NOV 0.895 0.009 0.888 0.025 0.992
NPPA 0.895 0.032 0.955 0.021 1.067
NPPB 0.947 0.041 0.961 0.05 1.015
NRBF2 0.873 0.005 0.947 0.03 1.083
NTF3 0.932 0.048 1.009 0.015 1.082
NTF5 0.903 0.008 1.012 0.007 1.119
NTS 0.898 0.003 1.047 0.036 1.165
OGFR 0.881 0.002 1.016 0.02 1.153
OLR1 0.966 0.024 1.106 0.022 1.143
OPCML 0.888 0.015 1.063 0.019 1.197
OSM 0.891 0.061 0.929 0.026 1.041
PDGFA 0.845 0.055 0.864 0.002 1.022
PDGFB 0.813 0.052 0.845 0.006 1.039
PENK 0.886 0.092 0.882 0.037 0.995
PF4 0.979 0.082 0.974 0.018 0.995
PGF 0.908 0.062 0.94 0.026 1.034
PGRMC2 0.75 0.036 0.81 0.005 1.079
PHIP 0.762 0.049 0.817 0.023 1.071
PLXNB1 0.583 0.035 0.652 0.001 1.119



PLXNC1 0.648 0.048 0.755 0.007 1.164
PMCH 0.846 0.018 0.875 0 1.034
POMC 0.782 0.026 0.862 0.01 1.101
PRL 0.918 0.044 0.919 0.015 1.001
PROK1 0.992 0.049 1.045 0.013 1.053
PSPN 1.068 0.042 1.09 0.003 1.019
PTHLH 0.995 0.046 1.033 0.008 1.038
PVRL1 0.881 0.015 0.984 0.016 1.117
REA 0.91 0.052 0.966 0.011 1.061
RLN1 0.885 0.007 0.974 0.011 1.099
RLN2 0.801 0.037 0.878 0.025 1.096
S100A6 0.835 0.002 0.986 0.014 1.181
S100A9 0.981 0.015 1.049 0.028 1.069
SCGF 0.943 0.031 0.916 0.03 0.971
SCYE1 1.134 0.005 1.163 0.034 1.025
SELPLG 1.129 0.023 1.119 0.039 0.991
SLAMF1 1.129 0.024 1.144 0.044 1.013
SOCS2 1.132 0.069 1.099 0.04 0.971
SPN 0.948 0.035 1.025 0.011 1.08
SRPR 0.921 0.011 0.971 0.047 1.054
ST7 0.695 0.012 0.823 0.034 1.184
TAC1 0.711 0.034 0.791 0.012 1.112
TAC3 1.054 0.023 1.126 0.002 1.068
TDGF1 1.083 0.052 1.117 0.02 1.03
TG 1.043 0.026 1.008 0.002 0.966
TGFB1 0.933 0.001 1.027 0.017 1.101
TGFB3 1.058 0.044 1.061 0.013 1.002
TGFBI 1.099 0.075 1.089 0.025 0.99
TGFBR3 0.889 0.025 1 0.017 1.124
THBD 0.962 0.029 1.048 0.037 1.089
TLR2 0.765 0.015 0.878 0.009 1.148
TLR8 0.983 0.058 1.013 0.007 1.03
TNF 1.083 0.043 1.093 0.014 1.008
TNFRSF11B 1.102 0.038 1.109 0.006 1.006
TNFRSF12A 1.081 0.041 1.127 0.006 1.042
TNFRSF14 1.032 0.034 1.126 0.049 1.09
TNFRSF18 1.155 0.046 1.11 0.008 0.96
TNFRSF19 1.044 0.082 0.975 0.005 0.933
TNFRSF1A 0.952 0.004 1.008 0 1.058
TNFRSF1B 0.895 0.014 1.032 0.001 1.153
TNFRSF25 0.825 0.036 0.926 0.004 1.122
TNFRSF4 1.032 0.041 1.064 0.028 1.031
TNFSF10 0.945 0.011 1.04 0.004 1.1
TNFSF11 1.14 0.031 1.158 0.015 1.015
TNFSF12 0.923 0.005 1.02 0.018 1.104
TNFSF13 1.095 0.037 1.124 0.039 1.026
TNFSF13B 1.102 0.039 0.992 0.004 0.9
TNFSF15 1.05 0.063 1.075 0.017 1.023
TNFSF18 0.989 0.008 1.025 0.024 1.036
TNFSF4 1.03 0.013 1.134 0.013 1.1
TNFSF5 0.969 0.041 1.086 0.016 1.121



TNFSF6 0.878 0.01 0.979 0.009 1.114
TNFSF7 0.94 0.012 1.08 0.006 1.148
TNFSF8 0.912 0.023 1.055 0.008 1.156
TNFSF9 0.92 0.008 1.056 0.01 1.147
TOB1 0.88 0.031 1.063 0.017 1.206
TOLLIP 0.944 0.022 1.037 0.006 1.098
TP53I3 0.98 0.075 1.005 0.024 1.026
TRAP1 0.9 0.021 1.002 0.002 1.113
TRH 0.88 0.027 0.985 0.018 1.118
TRIP6 0.805 0.002 0.926 0.037 1.15
JMJD1C 0.846 0.006 0.989 0.045 1.168
UCN 0.791 0.009 0.923 0.016 1.167
VEGF 0.938 0.018 0.982 0.031 1.046
VEGFB 0.85 0.014 0.949 0.031 1.117
VEGFC 0.949 0.006 1.062 0.045 1.119
VGF 0.921 0.011 1.022 0.01 1.109
WISP3 1.006 0.004 1.047 0.081 1.04
WNT7A 0.9 0.003 0.999 0.045 1.11
XCL1 0.638 0 0.884 0.022 1.384
XCL2 0.956 0.019 1.05 0.041 1.097
XEDAR 0.829 0.034 1.004 0.034 1.211
ZP3 0.819 0.049 0.994 0.022 1.213
CMKOR1 0.75 0.021 0.863 0.007 1.149
ABCC9 0.834 0.033 0.956 0.041 1.145
ALS2CR3 0.854 0.006 0.953 0.03 1.114
APOL3 0.785 0.008 0.926 0.014 1.18
ARPP-19 0.781 0.014 0.73 0.002 0.935
CHRNA1 0.807 0.005 0.853 0.005 1.057
CHRNA10 0.551 0.009 0.718 0.016 1.302
CHRNA2 0.696 0.03 0.806 0.034 1.157
CHRNA3 0.876 0.019 1.04 0.06 1.186
CHRNA4 0.876 0.023 1.017 0.033 1.16
CHRNA5 0.926 0.054 1.06 0.024 1.144
CHRNA6 0.959 0.007 1.064 0.025 1.11
CHRNA7 0.914 0.004 1.052 0.059 1.15
CHRNA9 1.01 0.001 1.083 0.017 1.072
CHRNB1 1.06 0.004 1.141 0.03 1.076
CHRNB2 0.847 0.034 0.895 0.006 1.057
CHRNB3 0.896 0.01 0.997 0.008 1.113
CHRND 0.756 0.024 0.862 0 1.139
CHRNE 0.932 0.012 1.103 0.063 1.182
CUBN 0.789 0.031 0.937 0.011 1.188
GABRA1 1.038 0.024 1.168 0.068 1.124
GABRA2 1.042 0.01 1.112 0.021 1.067
GABRA3 0.946 0.035 1.104 0.047 1.167
GABRA4 0.986 0.026 1.183 0.025 1.2
GABRA5 0.886 0.015 1.045 0.026 1.179
GABRA6 0.883 0.011 0.963 0.019 1.09
GABRB1 0.901 0.027 0.97 0.045 1.076
GABRB2 0.942 0.03 1.026 0.003 1.089
GABRB3 0.82 0.032 0.97 0.053 1.183



GABRD 0.94 0.017 1.108 0 1.178
GABRE 0.833 0.052 0.947 0.036 1.136
GABRG1 0.97 0.004 1.131 0.02 1.165
GABRG2 1.078 0.022 1.166 0.022 1.081
GABRG3 0.869 0.015 1.054 0.028 1.212
GABRP 0.867 0.026 0.969 0.008 1.117
GABRQ 0.832 0.01 0.952 0.024 1.144
GABRR1 0.955 0.044 1.026 0.021 1.075
GABRR2 0.899 0.007 0.992 0.02 1.103
GLRA1 0.758 0.006 0.94 0.017 1.24
GLRA2 1.033 0.001 1.122 0.021 1.086
GLRA3 0.968 0.031 1.062 0.036 1.096
GRIN1 1.028 0.011 1.153 0.022 1.121
GRIN2A 0.997 0.03 1.051 0.002 1.054
GRIN2B 1.002 0.021 0.952 0.021 0.949
GRIN2D 0.924 0.006 0.955 0.009 1.033
HTR3C 0.692 0.017 0.806 0.006 1.165
IL1RL1LG 0.86 0.003 0.921 0.01 1.071
KDELR2 0.88 0.009 0.931 0.018 1.057
LDLR 1.015 0.008 1.048 0.006 1.032
LRP1 1.045 0.001 1.113 0.017 1.065
P2RX1 1.037 0.014 1.077 0.036 1.039
P2RX2 1.02 0.017 1.097 0.065 1.075
P2RX3 1.062 0.004 1.078 0.009 1.015
P2RX4 1.062 0.015 1.048 0.043 0.986
P2RX7 1.02 0.01 1.039 0.013 1.018
PEX7 0.941 0.021 0.93 0.051 0.988
PEX5 0.97 0.043 0.965 0 0.994
RYR2 0.933 0.009 1.023 0.018 1.095
RYR3 0.804 0.005 0.895 0.009 1.113
SORCS1 0.853 0.023 0.937 0.009 1.098
SORCS2 0.853 0.006 0.977 0 1.145
SORCS3 0.879 0.005 1.004 0.035 1.141
TRIP3 0.909 0.02 1.015 0.009 1.116
TRPV5 0.858 0.024 1.003 0.041 1.169
TRPV6 0.922 0.012 1.041 0.003 1.128
VLDLR 0.894 0.012 1.027 0.022 1.148
TNFRSF7 0.801 0.015 0.913 0.001 1.139
ESR1 0.858 0.008 0.989 0.017 1.151
AHR 0.902 0.037 0.832 0.009 0.922
AIP 0.983 0 1.011 0.014 1.028
AR 0.949 0.042 0.986 0.016 1.038
ARNT 1.008 0.015 1.01 0.022 1.002
ARNT2 1.125 0.046 1.137 0 1.01
ARNTL 0.981 0.037 0.986 0.044 1.005
ARNTL2 0.79 0.02 0.888 0 1.124
CD80 1.031 0.018 1.011 0.001 0.98
CD86 1.005 0.033 1.074 0.004 1.068
CLOCK 0.988 0.019 1.075 0.013 1.087
CNOT7 0.866 0.051 0.987 0.034 1.14
IL31RA 0.892 0.023 0.882 0.01 0.988



CRSP2 0.859 0.049 0.945 0.012 1.1
CRSP6 0.867 0.047 0.852 0.023 0.982
CRSP7 0.861 0.073 0.916 0.021 1.064
CRSP9 0.74 0.017 0.809 0.001 1.093
EPAS1 0.881 0.059 0.889 0.012 1.009
ERG 0.702 0.029 0.733 0.011 1.044
ESR2 0.76 0.04 0.834 0.003 1.096
ESRRA 0.683 0.01 0.752 0.002 1.101
ESRRB 0.815 0.037 0.906 0.072 1.111
ESRRG 0.919 0.025 0.969 0.009 1.054
HIF1A 0.842 0.033 0.93 0.012 1.104
HIF3A 0.924 0.044 0.947 0.023 1.025
HMGA1 0.878 0.044 0.922 0.017 1.05
HNF4G 0.823 0.003 0.941 0.006 1.144
KAB 0.993 0.054 1.027 0.023 1.034
NCOA1 0.906 0.031 0.962 0.008 1.062
NCOA2 0.884 0.03 0.897 0.013 1.014
NCOA6 0.761 0.012 0.812 0.007 1.066
NFKBIB 1.012 0.034 1.159 0.054 1.145
NOTCH1 0.986 0.024 1.007 0.009 1.021
NOTCH2 1.066 0.028 1.259 0 1.18
NOTCH3 0.954 0.009 1.018 0.006 1.066
NOTCH4 0.846 0.044 0.849 0.032 1.002
NPAS1 0.953 0.005 0.978 0.01 1.026
NR0B1 0.945 0.072 1.082 0.027 1.144
NR0B2 0.976 0.003 0.976 0.019 0.999
NR1D1 0.871 0.049 0.821 0.009 0.942
NR1D2 0.826 0.003 0.859 0.015 1.039
NR1H2 0.95 0.03 1.092 0.027 1.149
NR1H3 0.926 0.006 1.067 0.025 1.151
NR1H4 0.992 0.016 1.163 0.015 1.173
NR1I2 0.863 0.019 1.003 0.001 1.162
NR1I3 1.007 0.037 1.153 0.038 1.145
NR2C1 0.941 0.009 1.042 0.007 1.107
NR2C2 0.935 0.043 1.022 0.005 1.092
NR2E1 0.883 0.049 0.981 0.02 1.11
NR2E3 0.885 0.044 0.999 0.011 1.128
NR2F1 0.842 0 0.899 0.008 1.067
NR2F2 1.039 0.008 1.176 0.047 1.132
NR2F6 0.887 0.008 1.051 0.015 1.184
NR3C1 0.948 0.025 1.166 0.017 1.228
NR3C2 0.849 0.015 1.013 0.035 1.193
NR4A1 0.969 0.048 1.079 0.044 1.113
NR4A2 0.883 0.013 0.994 0.029 1.125
NR4A3 0.964 0.038 1.093 0.04 1.133
NR5A1 1.01 0.034 1.101 0.029 1.089
NR5A2 0.762 0.011 0.834 0.015 1.094
NR6A1 0.817 0 0.895 0.012 1.094
PAX8 1.035 0.008 1.235 0.058 1.193
PPARGC1B 1.121 0.026 1.142 0.044 1.018
PGR 0.984 0.025 1.052 0.019 1.069



PLRG1 1.01 0 1.092 0.012 1.081
PPARA 1.03 0.022 1.146 0.02 1.112
PPARBP 0.937 0 1.004 0.018 1.071
PPARG 0.996 0.021 1.145 0.001 1.149
RARA 0.971 0.007 1.024 0.004 1.054
RARB 1.001 0.029 1.138 0.014 1.137
RARG 0.817 0.009 0.957 0.025 1.171
REL 0.969 0.014 1.179 0.039 1.217
RELA 0.841 0.027 1.016 0.039 1.208
RORA 0.896 0.022 1.053 0.03 1.175
RORB 0.962 0.002 1.132 0.011 1.175
RORC 0.877 0.041 1.066 0.006 1.215
RXRA 0.86 0.003 1.017 0.001 1.182
RXRB 0.854 0.041 0.973 0.001 1.14
RXRG 0.89 0.012 0.981 0.004 1.101
NRTN 0.851 0.034 1.026 0.004 1.205
PPARD 0.655 0.002 0.828 0.007 1.264
BAP1 0.869 0.026 0.927 0.009 1.066
BRAP 0.82 0.008 0.891 0.039 1.087
CYLD 0.96 0.03 1.017 0.029 1.059
C13ORF22 0.846 0 0.904 0.036 1.068
HDAC4 0.788 0.046 0.852 0.019 1.081
HDAC6 0.891 0.007 0.954 0.033 1.071
LOC220594 0.988 0.012 1.021 0.016 1.033
OTUB1 0.9 0 0.9 0.042 0.999
TNFAIP3 0.993 0.007 1.041 0.026 1.048
UCHL1 1.031 0.01 1.135 0.051 1.1
UCHL3 0.861 0.037 0.915 0.01 1.062
UCHL5 0.95 0.02 0.966 0.053 1.017
USP1 0.861 0.031 0.911 0.017 1.057
USP10 0.9 0.018 0.919 0.06 1.021
USP11 0.858 0.03 0.917 0.005 1.068
USP12 0.848 0.003 0.845 0.032 0.995
USP13 0.916 0.029 0.986 0.016 1.076
USP14 0.764 0.009 0.805 0.031 1.052
USP15 0.743 0.029 0.808 0.016 1.086
USP16 0.795 0.02 0.909 0.032 1.143
USP18 0.848 0.025 0.943 0.007 1.112
USP19 0.936 0.018 0.935 0.042 0.998
USP2 0.717 0.042 0.848 0.008 1.183
USP20 0.875 0.018 0.962 0.039 1.098
USP21 0.999 0.032 1.045 0 1.046
USP22 0.882 0.007 0.929 0.027 1.053
USP24 0.929 0.026 1.026 0 1.104
USP25 0.867 0.014 0.888 0.011 1.024
USP26 0.963 0.024 1.03 0.011 1.069
USP28 0.72 0.016 0.902 0.042 1.252
USP29 0.741 0.011 0.833 0.003 1.124
USP3 0.896 0.004 1.019 0.039 1.136
USP30 0.991 0.049 1.025 0.01 1.034
USP31 0.85 0 0.976 0.037 1.147



USP33 0.953 0.043 1.005 0.009 1.054
USP35 0.961 0.017 1.066 0.017 1.109
USP36 0.865 0.035 0.913 0.05 1.055
USP37 1.024 0.026 1.036 0 1.011
USP38 0.677 0.039 0.856 0.067 1.263
USP4 0.633 0.03 0.807 0.026 1.275
USP42 0.915 0.041 1 0.003 1.092
USP44 0.916 0.012 0.961 0.032 1.048
USP46 0.903 0.024 0.95 0.011 1.051
USP5 0.965 0.013 1.051 0.017 1.089
USP52 0.815 0.005 0.987 0.045 1.211
USP6 0.836 0.021 1.013 0.007 1.211
USP7 1.086 0.015 1.198 0.046 1.103
USP8 1.048 0.036 1.138 0.001 1.085
USP9X 0.875 0.015 1.05 0.053 1.2
USP9Y 0.892 0.008 1.04 0.002 1.166
HERC3 0.95 0.024 1.05 0.004 1.105
FBXL20 0.92 0.014 1.036 0.022 1.126
TRIM23 1.033 0.018 1.128 0.021 1.092
BARD1 0.996 0.011 1.095 0 1.099
CHD3 1.071 0.015 1.135 0.059 1.06
CUL1 0.871 0.015 0.985 0.008 1.13
CUL2 1.033 0.001 1.038 0.044 1.005
CUL3 0.843 0.035 0.949 0.031 1.125
CUL4A 0.905 0.008 1.043 0.051 1.152
CUL4B 0.953 0.023 1.106 0.002 1.16
HERC6 0.994 0.036 1.085 0.017 1.091
NSPC1 0.964 0.011 0.938 0.035 0.972
RAG1 0.914 0.02 1.018 0.017 1.113
UBE3A 1.033 0 1.006 0.013 0.974
UREB1 1.119 0.015 1.135 0.057 1.014
VHL 0.907 0.018 1.004 0.022 1.107
ANAPC10 0.942 0.006 1.043 0.07 1.107
ZMYND11 1.011 0.02 1.019 0.028 1.008
CGRRF1 0.946 0.004 1.076 0.035 1.137
DPF2 1.02 0.038 1.101 0.011 1.079
DTX2 0.9 0.024 1.034 0.012 1.149
FBXO32 0.894 0.011 1.077 0.01 1.205
LMO7 0.927 0.021 1.046 0.018 1.128
LNX 1 0.006 1.137 0.003 1.136
LOC117584 0.93 0.009 1.078 0.04 1.158
MIB1 0.988 0.032 1.113 0.015 1.126
MID1 1.034 0.013 1.166 0.063 1.128
MNAT1 1.026 0.023 1.135 0.027 1.106
UHRF2 0.942 0.005 1.065 0.054 1.13
NSD1 0.917 0.015 1.056 0.011 1.151
PEX10 0.866 0.067 0.964 0.021 1.113
PEX12 0.79 0.062 0.965 0.031 1.22
PXMP3 0.847 0.002 1.025 0.022 1.21
RAD18 0.846 0.072 1.009 0.022 1.191
RBBP6 0.854 0.066 0.983 0.008 1.151



TRAF4 0.84 0.043 1.012 0.013 1.204
TRIM22 0.765 0.052 0.956 0.009 1.248
TRIM26 0.866 0.043 1.013 0.045 1.169
TRIM8 0.866 0.003 1.024 0.014 1.181
WHSC1L1 0.812 0.064 1.01 0.015 1.243
BIRC2 0.889 0.049 0.92 0.004 1.035
BIRC3 0.962 0.001 0.985 0.009 1.023
BIRC4 0.968 0.087 0.963 0.024 0.994
GTF2H2 1.018 0.003 1.05 0.015 1.031
MLL2 0.852 0.04 0.958 0.008 1.124
PML 0.892 0.046 0.948 0.02 1.062
RING1 0.89 0.032 0.93 0 1.044
RNF4 0.771 0.029 0.866 0.021 1.122
TRIM28 0.789 0.029 0.819 0.013 1.038
TRIM32 0.734 0.047 0.818 0.012 1.113
CDC34 0.8 0.025 0.922 0.004 1.152
MDM2 0.915 0.013 1.026 0.011 1.121
MDM4 0.883 0.019 1.021 0.02 1.156
PARK2 0.996 0.032 1.042 0.011 1.046
UBE2D1 0.983 0.034 1.038 0.026 1.055
UBE4A 1.056 0.04 1.101 0.012 1.042
ANAPC11 0.895 0.025 1 0.001 1.116
ANAPC4 0.895 0.027 0.968 0.006 1.08
ANAPC7 0.952 0.052 1.009 0.009 1.059
ANAPC2 0.784 0.021 0.879 0.021 1.121
ARIH1 0.952 0.022 1.057 0.03 1.11
BFAR 0.99 0.001 1.096 0.03 1.107
BHC80 0.965 0.044 1.116 0.025 1.156
BIRC8 1.111 0.039 1.136 0.001 1.023
BMI1 0.929 0.046 1.104 0.041 1.188
BRCA1 1.027 0.005 0.994 0.026 0.967
BTRC 0.919 0.034 1.038 0.042 1.128
C20ORF18 0.869 0.048 1.004 0.038 1.155
C6ORF133 0.877 0.063 0.927 0.024 1.056
CBLC 0.738 0.007 0.799 0.021 1.082
HERC5 0.897 0.005 0.998 0.02 1.112
CHD4 0.916 0.018 1.022 0.027 1.114
CHFR 0.921 0.007 1.034 0.03 1.122
CNOT4 1.085 0.011 1.152 0.003 1.061
DD5 0.888 0.035 1.024 0.028 1.153
HERC4 0.941 0.014 0.988 0.004 1.049
FBXL11 0.93 0.032 0.997 0.031 1.072
FBXL2 0.826 0.014 0.914 0.006 1.106
FBXL3A 0.805 0.012 0.851 0.022 1.056
FBXL3P 0.819 0.016 0.966 0.009 1.178
FBXL4 0.839 0.021 0.964 0.021 1.149
FBXL5 1.036 0.036 1.116 0.01 1.077
FBXL6 0.945 0.017 1.131 0.037 1.196
FBXL7 0.935 0.045 1.012 0.007 1.081
FBXL9 0.945 0.024 1.09 0.026 1.152
FBXO10 0.862 0.012 0.972 0.002 1.128



FBXO11 0.904 0.02 0.993 0.012 1.098
FBXO2 0.952 0.028 1.006 0.006 1.057
FBXO22 0.898 0.053 0.952 0.021 1.06
FBXO25 0.861 0.03 0.966 0.031 1.122
FBXO3 0.907 0.042 1.016 0.036 1.119
FBXO4 1.006 0.014 1.118 0.005 1.11
FBXO5 0.991 0.019 1.047 0.017 1.056
FBXO6 0.858 0.03 0.958 0.035 1.115
FBXO7 0.95 0.016 1.045 0.013 1.1
FBXO9 1.037 0.008 1.12 0.016 1.079
FBXW2 0.936 0.016 0.95 0.008 1.014
SHFM3P1 0.931 0.034 0.987 0.023 1.06
FBXW7 0.86 0.009 0.977 0.024 1.136
FBXW8 0.995 0.013 1.143 0.01 1.148
FLJ23360 0.782 0.043 0.964 0.024 1.233
FZR1 0.847 0.024 0.958 0.021 1.131
HECTD1 0.74 0.037 0.92 0.029 1.243
HERC1 0.912 0.041 1.073 0.018 1.175
ITCH 0.738 0 0.945 0.028 1.28
UBE3C 0.711 0.017 0.916 0.02 1.288
NEDL1 0.805 0.003 0.956 0.012 1.187
MIR 0.938 0.035 1.07 0.007 1.141
MLL3 0.81 0.005 1.004 0.007 1.24
NEDD4 0.911 0.018 1.149 0 1.26
NEDD4L 0.866 0.009 0.972 0.005 1.122
NEDD8 0.927 0.019 1.056 0.032 1.138
NEURL 0.881 0.003 0.952 0.021 1.079
PARC 0.884 0.016 1.018 0.011 1.152
RAD51 0.864 0.008 0.996 0.026 1.152
RAPSN 0.875 0.012 0.968 0.018 1.105
RBX1 0.945 0.021 1.072 0.002 1.134
RFP2 0.89 0.002 0.965 0.012 1.084
RNF110 0.661 0.004 0.807 0.011 1.219
RNF139 0.982 0.012 1.035 0.009 1.053
RNF144 0.874 0.031 0.966 0.002 1.105
RNF31 0.82 0.008 0.894 0.017 1.09
RNF32 0.704 0.019 0.79 0.03 1.122
RNF38 0.816 0.028 0.902 0.007 1.105
RNF6 0.806 0 0.897 0.037 1.112
RNF7 0.737 0.007 0.806 0.001 1.093
RNF8 0.76 0.001 0.857 0.016 1.126
SHFM3 0.763 0.011 0.856 0.013 1.121
SIAH1 0.798 0.035 0.87 0.016 1.091
SKP1A 0.735 0.012 0.886 0.009 1.206
SKP2 0.796 0.014 0.885 0.017 1.111
SMARCA3 0.834 0.016 0.924 0.004 1.107
SMURF1 0.876 0.005 0.996 0.004 1.137
SMURF2 0.91 0.023 1.01 0.01 1.11
SSA1 0.927 0.019 0.989 0.004 1.066
STUB1 0.975 0.023 1.066 0.004 1.093
TCEB1 0.856 0 0.975 0.023 1.139



TOPORS 0.848 0.029 0.99 0.016 1.167
TRIAD3 0.85 0.021 0.967 0.031 1.137
TRIM33 0.943 0.036 1.099 0.017 1.165
TRIM37 0.932 0.016 1.011 0.012 1.084
TRIP 0.796 0.011 0.989 0.036 1.242
UBCE7IP5 0.851 0.041 0.978 0.032 1.148
UBE3B 0.885 0.041 0.995 0.022 1.124
UBE4B 0.957 0.006 1.063 0.039 1.11
UBR1 0.949 0.03 1.019 0.031 1.073
UHRF1 0.912 0.026 1.019 0.046 1.117
WHSC1 0.898 0.02 1.068 0.008 1.189
WWP1 0.948 0.047 1.12 0.046 1.181
WWP2 0.698 0.007 0.921 0.005 1.319
HERC2 0.888 0.002 1.025 0.01 1.154
NFX1 0.804 0.007 0.956 0.009 1.188
RNF14 0.858 0.025 0.979 0.016 1.14
SIAH2 0.935 0.042 1.082 0.017 1.157
AMFR 0.957 0.023 1.154 0.009 1.205
TRIP12 0.801 0.006 0.956 0.005 1.193
CBL 0.856 0.003 1.011 0.023 1.18
TRAF2 0.742 0.001 0.984 0.012 1.325
TRAF3 0.921 0.007 1.105 0.02 1.2
TRAF5 0.814 0.005 0.984 0.014 1.208
TRAF6 0.995 0.02 1.171 0.026 1.176
DTX1 0.932 0.002 1.081 0.033 1.159
TIF1 0.945 0.018 1.098 0.018 1.161
KIAA1972 0.929 0.008 0.97 0.005 1.044
DRD2 0.875 0.019 1.006 0.017 1.149
DRD3 0.9 0.014 0.983 0.042 1.092
DRD4 0.771 0.037 0.926 0.024 1.202
EMR2 0.87 0.001 1.02 0.027 1.172
HTR2B 0.709 0.015 0.91 0.013 1.282
OR2M4 0.767 0.027 0.941 0.01 1.225
OXT 0.778 0.009 0.96 0.009 1.233
P2RY2 0.897 0.001 0.974 0.039 1.085
RAI3 0.873 0.002 1.07 0.012 1.225
SSR1 0.986 0.004 1.131 0.025 1.146
SSR2 0.925 0.007 1.106 0.002 1.195
CHRM5 0.856 0.013 0.994 0.039 1.16
CCKBR 0.932 0.028 1.042 0.014 1.117
GPR114 0.821 0.007 0.996 0.024 1.213
LGR6 0.967 0.015 1.148 0.036 1.186
OR8G2 0.803 0.003 0.98 0.012 1.22
GPR120 0.892 0.008 1.026 0.004 1.15
TPRA40 0.885 0.02 1.059 0.038 1.195
CCKAR 0.891 0.011 1.076 0.002 1.206
CHRM4 0.872 0.005 1.039 0.012 1.191
GALR1 0.909 0.018 1.114 0.008 1.225
GALR3 0.952 0.01 1.179 0.038 1.237
HCRT 0.887 0.022 1.008 0.005 1.136
HCRTR1 0.788 0.003 0.979 0.019 1.242



HCRTR2 0.857 0.021 1.039 0.011 1.212
GULP1 0.805 0.003 1.049 0.041 1.302
SIM1 0.852 0.036 0.95 0.007 1.114
SIM2 0.865 0.015 1.013 0.035 1.17
STAT1 0.946 0.042 1.022 0.011 1.08
STAT2 0.898 0.054 1.026 0.043 1.143
STAT4 0.957 0.044 1.106 0.007 1.155
STAT5A 0.906 0.011 0.968 0.014 1.067
STAT5B 0.967 0.028 1.107 0.034 1.144
STAT6 0.9 0.011 0.986 0.01 1.095
TGFB1I1 0.915 0.061 1.005 0.003 1.098
THRA 0.852 0.029 1.004 0.016 1.178
THRB 0.55 0 0.766 0.009 1.391
TNRC11 0.742 0.01 0.85 0.04 1.144
THRAP3 0.881 0.042 0.963 0.012 1.092
THRAP1 0.835 0.013 0.921 0.031 1.102
THRAP5 0.823 0.032 0.933 0.011 1.134
TRIP13 0.85 0.001 0.956 0.009 1.124
TRIP4 0.742 0.014 0.799 0.029 1.077
TTRAP 0.751 0.008 0.809 0.022 1.076
VDR 0.716 0.014 0.82 0.01 1.144
VDRIP 0.622 0.004 0.743 0.019 1.195
ARHGAP4 0.814 0.009 0.945 0.035 1.16
ARHGAP6 0.811 0.039 0.945 0.011 1.166
ARHGEF1 0.892 0.04 1.033 0.027 1.158
ECT2 0.979 0 1.081 0.008 1.104
EPOR 0.784 0.059 0.922 0.004 1.176
BPAG1 0.905 0.017 1.01 0.019 1.115
CTNNB1 0.901 0.041 1.044 0.011 1.158
JAG1 0.947 0.013 0.984 0.019 1.039
SCARF2 0.914 0.032 1.032 0.001 1.129
SLIT2 0.796 0.013 0.945 0.035 1.186
LITAF 0.785 0.04 0.921 0.025 1.172
SMAD5 1.015 0.018 1.123 0.041 1.106
MED6 0.82 0.053 0.931 0.039 1.135
76P 0.954 0.008 1.161 0.019 1.216
ACTL7A 0.841 0.027 1.075 0.039 1.277
ACTL7B 0.914 0.002 1.043 0.012 1.141
AMELX 0.972 0.052 1.116 0.057 1.148
ANK2 0.805 0.035 0.987 0.015 1.226
ANK3 0.892 0.032 1.053 0.022 1.18
ARPC1B 0.887 0.02 1.028 0.033 1.158
ARPC2 0.73 0.006 0.819 0.011 1.121
ARPC3 0.893 0.036 0.996 0.005 1.115
BGN 0.954 0.045 1.113 0.047 1.166
CAV1 1 0.033 1.159 0.007 1.159
CLDN1 0.977 0.037 1.073 0.03 1.097
CLDN10 0.968 0.016 0.99 0.016 1.022
CLDN11 0.959 0.049 1.078 0.03 1.124
CLDN12 0.903 0.005 1.062 0.003 1.175
CLDN14 0.823 0.014 1.017 0.025 1.235



CLDN2 0.756 0.017 0.885 0.025 1.17
CLDN5 0.884 0.032 1.037 0.015 1.172
COL10A1 0.782 0.009 0.947 0.008 1.209
COL11A2 0.997 0.051 1.154 0.02 1.157
COL12A1 0.951 0.008 1.003 0.024 1.054
COL16A1 0.928 0.059 1.068 0.046 1.151
COL17A1 0.897 0.014 1.029 0.018 1.146
COL1A1 0.983 0.042 1.152 0.017 1.172
COL1A2 0.85 0.005 1.002 0.027 1.178
COL3A1 0.844 0.048 1.024 0.002 1.213
COL4A1 0.907 0.003 1.094 0.01 1.205
COL4A2 0.971 0.011 1.123 0.03 1.156
COL4A4 0.777 0.003 0.951 0.024 1.224
COL4A5 0.856 0.031 1.015 0.006 1.186
COL5A2 0.856 0.012 0.946 0.024 1.105
COL5A3 0.926 0.027 1.055 0.021 1.139
COL9A1 0.94 0.001 0.937 0.003 0.997
COL9A2 0.886 0.019 1.089 0.032 1.228
COL9A3 0.735 0.009 1.008 0.006 1.372
CRYAA 0.798 0.015 0.915 0.017 1.146
CRYAB 0.954 0.007 1.121 0.029 1.175
CRYBA1 0.895 0.025 0.977 0.01 1.091
CRYBA2 0.823 0.026 1.018 0.035 1.236
CRYBB3 0.848 0.022 0.996 0.016 1.174
CRYGB 0.832 0.019 1.012 0.018 1.217
CRYGC 0.889 0.041 0.999 0.013 1.123
CCDC6 0.84 0.002 0.949 0.011 1.129
DAP3 0.87 0.027 1.071 0.025 1.231
DCTN3 0.824 0.009 0.984 0.001 1.194
DSP 0.892 0.039 1.059 0.014 1.187
ECM1 0.741 0.009 0.905 0.011 1.221
ELN 0.867 0.034 0.895 0.005 1.032
ENAM 0.991 0.035 0.985 0.001 0.993
EVPL 1.062 0.045 1.061 0.021 0.999
FLG 0.902 0.029 0.962 0.015 1.067
GADD45A 0.999 0.043 1.031 0.012 1.032
GADD45G 1.087 0.024 1.094 0.003 1.006
GFAP 0.931 0.06 1.047 0.003 1.125
HSPG2 0.945 0.064 1.073 0.005 1.135
HUMCYT2A 0.913 0.045 1.044 0.016 1.143
K6HF 0.881 0.075 1.002 0.001 1.137
K6IRS3 1.001 0.037 0.897 0.01 0.896
KRT10 0.939 0.036 0.876 0.04 0.932
KRT12 1.062 0.018 0.947 0.002 0.892
KRT13 1.026 0.054 0.961 0.012 0.937
KRT14 1.071 0.048 0.988 0.001 0.922
KRT15 1.085 0.048 1.005 0.027 0.926
KRT19 0.842 0.018 0.826 0.017 0.98
KRT20 0.756 0.007 0.833 0 1.1
KRT2A 0.836 0.02 0.865 0.016 1.034
KRT3 0.775 0 0.796 0.005 1.026



KRT4 0.857 0.004 0.867 0.018 1.011
KRT5 1.045 0.043 0.978 0.021 0.935
KRT6A 1.098 0.037 1.057 0.015 0.962
KRT6B 1.043 0.01 1.027 0.018 0.985
KRT6C 1.163 0.029 1.1 0.007 0.945
KRT7 1.055 0.03 1.037 0.005 0.983
KRT8 1.064 0.006 1.055 0.011 0.991
KRTHA5 0.953 0.009 1.02 0.012 1.07
KRTHA6 0.926 0.036 0.968 0.013 1.044
LIG4 0.901 0.01 0.949 0.003 1.054
LMNB2 1.032 0.008 1.002 0.013 0.971
LOR 1.03 0.013 1.036 0.025 1.005
MAP1A 1.068 0.005 1.043 0.019 0.976
MAP1B 1.098 0.006 1.137 0.007 1.035
MAP7 1.164 0.016 1.143 0 0.981
MAPT 1.005 0.01 1.045 0.009 1.04
MATN3 1.009 0.01 1.08 0.02 1.07
MBP 1.008 0.019 1.061 0.016 1.052
MIP 0.955 0.013 1.025 0.023 1.072
MPZ 0.836 0.018 0.864 0.015 1.032
MRPL13 0.936 0.028 0.99 0.02 1.057
MRPL28 0.967 0.009 1.034 0.007 1.069
MRPL32 0.927 0.02 1.021 0.01 1.101
MRPS11 0.994 0.037 1.048 0.023 1.054
NTN1 0.908 0.015 0.99 0.022 1.09
NTN2L 0.846 0.027 0.984 0.002 1.162
NTN4 1.003 0.031 1.129 0.026 1.126
NUMA1 0.985 0.035 1.114 0.025 1.13
PNN 0.875 0.036 0.965 0.025 1.103
TCAP 0.786 0.031 0.905 0.006 1.151
TECTA 1.062 0.029 1.071 0.025 1.008
UBA52 0.955 0.001 1.027 0.007 1.075
USH2A 0.907 0.029 1.019 0 1.124
VCL 0.939 0.018 1.063 0.002 1.131
ACTN1 0.993 0.036 1.101 0.003 1.108
ACTN2 0.944 0.027 1.088 0.011 1.153
ACTN3 1.001 0.015 1.097 0.011 1.096
ACTN4 0.968 0.006 1.078 0 1.113
ADD1 0.86 0.023 0.951 0.01 1.104
ADD3 0.797 0.025 0.926 0.012 1.161
ARP3BETA 0.966 0.022 1.007 0.014 1.042
ARVCF 0.948 0.03 1.036 0.017 1.093
CNTNAP3 0.919 0.018 1.011 0.011 1.099
CDC10 0.913 0.022 1.027 0.021 1.125
CNTNAP2 0.961 0.052 1.061 0.021 1.104
COL11A1 0.852 0.029 0.974 0.004 1.142
COL14A1 0.863 0.03 0.993 0.015 1.15
COL18A1 0.753 0.003 0.885 0.019 1.174
COL19A1 0.918 0.021 0.995 0.029 1.083
COL4A6 0.884 0.024 0.964 0.024 1.09
COL5A1 0.874 0.013 0.94 0.004 1.075



COL6A1 0.769 0.033 0.93 0.023 1.21
COL6A2 0.894 0.018 0.977 0.016 1.092
COL8A2 0.969 0.022 1.034 0.018 1.067
COMP 0.888 0.023 0.973 0.017 1.094
CORO1A 0.953 0.02 1.044 0.022 1.095
CRB1 0.91 0.045 1.023 0.028 1.123
CTNNA2 0.831 0.012 0.935 0.016 1.124
CTNND2 0.906 0.023 0.956 0 1.055
DMD 0.783 0.035 0.913 0.027 1.165
DRP2 0.96 0.031 0.994 0.003 1.036
EPB41 1.007 0.026 0.909 0.026 0.903
EPB41L1 0.887 0.052 0.88 0.019 0.992
EPB42 1.145 0.024 1.022 0.062 0.892
FAT 1.139 0.005 1.051 0.047 0.922
FAT2 1.129 0.011 1.008 0.024 0.892
FAU 1.045 0.047 0.923 0.087 0.882
FBLN1 1.162 0.01 0.942 0.11 0.81
FBN1 1.016 0.033 0.881 0.116 0.867
FBN2 0.985 0.008 0.862 0.09 0.875
FN1 1.008 0.01 1.1 0.11 1.09
LAMA1 0.971 0.002 1.079 0.125 1.111
LAMA3 0.995 0.012 1.108 0.132 1.113
LAMB1 0.923 0.026 1.034 0.082 1.119
LAMB2 1.104 0.032 1.182 0.09 1.07
LAMB3 0.977 0.033 1.077 0.093 1.102
LAMC1 0.948 0.009 0.954 0.028 1.006
LAMC2 0.946 0.047 0.936 0.026 0.989
LAMC3 0.835 0.035 0.828 0.028 0.991
LLGL1 0.743 0.035 0.746 0.007 1.004
LMNA 0.935 0.005 0.996 0.031 1.065
LUM 0.884 0.007 1.086 0.093 1.228
MAP2 1.07 0.006 1.164 0.091 1.086
MATN1 1.1 0.029 1.137 0.039 1.033
MATR3 1.07 0.028 1.169 0.066 1.092
MGP 0.999 0.011 1.176 0.067 1.177
MRPL1 1.14 0.011 1.13 0.011 0.99
MYBPC3 1.124 0.026 1.059 0.026 0.941
MYL4 1.017 0.009 1.031 0.042 1.013
NEB 1.005 0.015 0.944 0.001 0.938
NEFH 1.071 0.005 1.026 0.002 0.957
NF2 0.914 0.015 1.023 0.047 1.119
NHP2L1 0.943 0.05 1.078 0.002 1.143
NID 1.168 0.006 1.215 0.022 1.04
NPHP1 1.158 0.003 1.222 0.018 1.054
NPHP4 1.004 0.043 1.115 0.05 1.11
PKP1 0.895 0.024 0.977 0.032 1.091
PKP2 0.885 0 0.981 0.025 1.108
PKP3 1.099 0.012 1.059 0.035 0.963
PKP4 0.957 0.028 0.908 0.019 0.948
PLEC1 0.972 0.054 0.988 0.015 1.017
RDX 1.099 0.036 1.039 0 0.945



RPS2 0.96 0.042 1.053 0.037 1.097
RPS21 1.028 0.011 1.071 0.005 1.041
RPS3 0.948 0.049 1.02 0.025 1.076
RPS5 0.954 0.054 1.014 0.004 1.062
SCAM-1 1.076 0.072 1.131 0.089 1.05
SLIT3 1.082 0.017 1.033 0.014 0.954
SMTN 0.901 0.037 0.913 0.032 1.013
SPTB 0.9 0.008 0.884 0 0.982
STATH 0.939 0.017 0.906 0.019 0.964
THBS2 1.032 0.013 1.046 0.003 1.013
THBS4 0.956 0.058 1.007 0.047 1.053
TPM1 0.817 0.081 0.922 0.032 1.127
TPM2 1.051 0.082 1.105 0.055 1.051
TPM4 1.085 0.033 1.05 0.005 0.967
TTID 1.14 0.02 1.127 0.057 0.988
TUBGCP3 0.876 0.013 0.941 0.027 1.074
UTRN 1.032 0.032 1.031 0.035 0.998
VIM 0.86 0.007 0.897 0.01 1.042
COL4A3 1.1 0.032 1.025 0.016 0.931
COL6A3 1.024 0.022 0.978 0.011 0.955
COL7A1 0.954 0.071 0.946 0.03 0.991
KAL1 0.983 0.063 0.984 0.011 1
PROS1 0.999 0.077 1.022 0.029 1.023
THBS1 1.102 0.04 1.012 0.004 0.918
MTA1 0.956 0.07 0.956 0.04 1
ETF1 0.922 0.043 0.976 0.007 1.059
TFPI2 1.02 0.04 0.945 0.022 0.925
CLDN16 0.952 0.004 0.921 0.02 0.967
PPBP 0.919 0.071 0.869 0.032 0.946
CITED4 0.987 0.03 0.929 0.022 0.94
CNOT2 0.999 0.09 0.958 0.014 0.958
EED 0.986 0.074 0.923 0.023 0.935
EPC1 0.994 0.131 0.93 0.02 0.935
GTF2B 0.97 0.08 0.886 0.021 0.913
GTF2E1 0.955 0.069 0.93 0.014 0.973
GTF2E2 0.874 0.045 0.889 0.015 1.017
SMAD1 0.814 0.072 0.849 0.013 1.042
ANK1 0.873 0.042 0.845 0.042 0.967
PHB 0.9 0.014 0.927 0.008 1.029
SUPT3H 0.918 0.011 0.945 0.018 1.029
TAF1A 0.936 0.018 1.013 0 1.082
TAF1C 0.885 0.03 1.018 0.026 1.15
ANKH 0.903 0.004 1.02 0.021 1.13
AP2B1 0.913 0.057 1.041 0.018 1.139
AP3B1 0.893 0.025 1.045 0.03 1.17
APOC1 0.894 0.038 1.052 0.027 1.175
APOC4 0.851 0.018 1.001 0.03 1.176
APOM 0.976 0.059 1.109 0.029 1.136
AQP1 0.933 0.004 0.896 0.016 0.959
AQP2 0.931 0.04 0.967 0.002 1.038
AQP3 0.867 0.018 0.889 0.018 1.025



AQP4 0.872 0.007 0.953 0.034 1.092
AQP5 1.015 0.028 1.009 0.015 0.993
AQP6 0.808 0.066 0.898 0.003 1.111
AQP7 0.962 0.009 0.911 0.01 0.947
ATP6V0A4 0.767 0.029 0.849 0.03 1.105
CACNA2D1 0.69 0.014 0.758 0.027 1.098
CATSPER2 0.786 0.017 0.832 0.03 1.058
VPS13A 0.82 0.009 0.903 0.003 1.101
CLCA2 0.918 0.009 1.035 0 1.127
CLCN1 0.907 0.012 0.964 0.002 1.062
CLCN2 1.003 0.009 1.076 0.004 1.073
CLCN5 1.001 0.004 1.052 0.025 1.05
CLCN7 0.774 0.012 0.953 0.003 1.23
CLCNKA 0.922 0.046 1.067 0.005 1.157
CLIC4 0.848 0.015 0.98 0.023 1.155
CLIC5 0.768 0.021 0.909 0.021 1.184
COG4 0.907 0.001 0.966 0.024 1.065
CPNE7 0.991 0.015 1.013 0.017 1.021
CTNS 0.882 0.001 1.021 0.009 1.157
CXCL14 0.888 0.006 1.034 0.015 1.164
EPIM 1.151 0.028 1.201 0.014 1.043
ETFA 0.927 0.045 1.021 0.012 1.101
ETFB 0.93 0.015 1.079 0.006 1.16
FXYD1 0.876 0.013 1.003 0.01 1.145
GABARAPL2 0.992 0.027 1.018 0.025 1.026
GJA4 0.951 0.075 1.074 0.044 1.128
GJA7 0.992 0.032 0.995 0.019 1.002
GJB1 0.817 0.015 0.966 0.007 1.182
GJB2 0.88 0.017 1.056 0.01 1.199
GJB3 0.91 0.032 1.046 0.012 1.148
GJB4 0.936 0.027 1.131 0.032 1.208
GJB5 0.86 0.05 1.058 0.02 1.23
GJB6 0.702 0.002 0.977 0.022 1.391
HBB 0.887 0.064 0.989 0.015 1.114
HBG1 0.849 0.044 1.038 0 1.222
KCNA1 0.972 0.003 0.992 0.004 1.021
KCNA3 0.919 0.014 0.98 0.022 1.065
KCNAB2 0.883 0.034 1.003 0.018 1.135
KCNAB3 0.878 0.03 1.079 0.035 1.228
KCND1 0.91 0.048 1.114 0.024 1.223
KCND2 0.91 0.01 1.098 0.035 1.206
KCND3 0.894 0.008 1.121 0.038 1.252
KCNE1 0.915 0.065 1.075 0.021 1.174
KCNE3 0.909 0.013 1.055 0.01 1.16
KCNH6 0.758 0.061 0.958 0.008 1.263
KCNJ11 0.965 0.05 1.017 0.013 1.054
KCNJ2 0.845 0.033 0.91 0.013 1.077
KCNJ8 0.877 0.018 0.998 0.034 1.138
KCNK13 0.904 0.01 1.11 0.042 1.227
KCNK3 1.149 0.028 1.151 0.043 1.001
KCNK9 0.948 0.026 1.093 0.022 1.152



KCNQ1 0.884 0.013 0.997 0.013 1.127
KCNQ2 0.808 0.049 1.019 0.042 1.26
KCNQ3 0.896 0.031 0.993 0.036 1.108
KCNQ4 0.765 0.064 0.966 0.001 1.262
KCNS2 0.861 0.047 0.897 0.025 1.042
KCNT1 0.667 0.013 0.851 0.015 1.276
KCNV2 0.95 0.021 0.996 0.002 1.048
KPNA4 0.932 0.006 0.985 0.003 1.056
KPNA6 0.928 0.039 1.018 0.024 1.097
MCOLN1 0.875 0.002 1.069 0.027 1.221
MCOLN3 0.826 0.019 0.99 0 1.198
MLC1 0.761 0 0.924 0.002 1.215
TUSC3 0.85 0.005 0.956 0.066 1.124
NAPB 0.784 0.01 0.971 0.006 1.238
NCF2 0.94 0.006 0.973 0.02 1.035
NUP98 0.661 0.05 0.843 0.02 1.275
NXT1 0.886 0.012 0.875 0 0.987
PEX13 0.868 0.02 0.888 0.009 1.022
PIGR 0.905 0.009 0.911 0.029 1.006
RSC1A1 0.87 0.013 0.927 0.033 1.066
SCAMP1 0.918 0.07 0.939 0.007 1.022
SCAMP3 0.956 0.022 0.987 0.006 1.031
SCN1A 0.87 0.053 0.919 0.041 1.055
SCN1B 1.011 0.033 1.069 0.002 1.057
SCN2A2 0.974 0.052 1.006 0.018 1.032
SCN3A 1.036 0.033 1.026 0.022 0.99
SCN4A 0.947 0.005 1.051 0.027 1.109
SCN5A 1.004 0.029 1.014 0.004 1.009
SCNN1A 0.925 0.003 0.993 0.012 1.072
SCNN1B 1.019 0.019 1.069 0.012 1.049
SCNN1G 0.959 0.012 1.034 0.006 1.077
SLC10A1 0.859 0.041 0.965 0.042 1.123
SLC10A2 0.833 0.033 0.894 0.015 1.073
SLC11A1 0.88 0.044 0.935 0.03 1.062
SLC11A2 0.896 0.03 0.938 0.012 1.046
SLC12A1 0.775 0.012 0.831 0.007 1.071
SLC12A2 0.801 0.018 0.936 0.005 1.167
SLC12A6 0.916 0.015 0.921 0.017 1.006
SLC14A1 0.85 0.017 0.978 0.034 1.151
SLC14A2 0.933 0.04 0.976 0.053 1.046
SLC16A1 0.831 0.054 0.96 0.026 1.154
SLC17A5 0.895 0.015 0.974 0.011 1.087
SLC1A1 0.856 0.001 0.967 0.016 1.128
SLC22A12 0.969 0.043 1.035 0.029 1.068
SLC22A5 0.895 0.041 1.003 0.006 1.12
SLC26A2 0.856 0.029 0.933 0.001 1.089
SLC26A4 0.805 0.02 0.967 0.008 1.201
SLC2A1 0.933 0.025 1.052 0.022 1.127
SLC2A2 0.85 0.038 0.929 0.039 1.092
SLC2A3 0.947 0.027 1.081 0.006 1.141
SLC2A4 0.955 0.003 1.03 0.048 1.078



SLC2A5 0.985 0.023 1.075 0.01 1.091
SLC2A8 0.912 0.023 1.01 0.003 1.107
SLC2A9 0.907 0.006 0.991 0.045 1.092
SLC30A3 0.969 0.002 1.108 0.018 1.143
SLC39A4 0.921 0.031 1.002 0.002 1.087
SLC4A1 0.929 0.016 1.026 0.065 1.103
SLC4A3 0.911 0.03 1.056 0.017 1.159
SLC4A4 0.821 0.005 0.977 0.006 1.189
SLC5A1 0.929 0.011 1.054 0.03 1.133
SLC5A2 0.997 0.052 1.051 0.063 1.054
SLC5A5 0.88 0.066 1.02 0.015 1.158
SLC6A2 0.881 0.031 0.934 0.038 1.061
SLC6A4 0.969 0.006 1.015 0.05 1.047
SLC6A8 0.887 0.003 1.022 0.017 1.152
SLC7A7 0.88 0.04 0.937 0.087 1.064
SLC7A9 0.908 0.026 0.982 0.023 1.08
SLCO1A2 0.961 0.008 0.99 0.029 1.029
STX1A 0.934 0.028 1.055 0.001 1.129
TCIRG1 1.002 0.007 1.124 0.024 1.122
TCOF1 0.898 0.046 1 0.002 1.113
TIMM8A 0.97 0.027 1.073 0.009 1.106
TOM1L1 0.934 0.048 0.994 0.013 1.064
TPCN2 1.006 0.009 1.023 0.002 1.016
TRPC1 0.832 0.034 0.961 0.013 1.155
TRPC3 0.891 0.022 1.014 0.017 1.138
TRPC5 0.927 0.039 1.025 0.012 1.106
TRPC6 0.827 0.039 0.952 0.019 1.15
TRPM1 0.925 0.012 1.086 0.004 1.173
TRPM2 0.991 0.033 1.143 0.048 1.153
TRPM3 0.996 0 1.038 0.044 1.042
TRPV4 1.005 0.013 1.112 0.019 1.106
TSAP6 0.97 0.03 1.043 0.048 1.074
VMD2 0.884 0.022 0.96 0.021 1.085
XK 0.903 0.006 1.015 0.055 1.123
ABCA1 0.923 0.004 0.997 0.026 1.08
ABCB1 0.857 0.036 0.852 0 0.994
ABCB7 0.831 0.027 0.908 0.043 1.092
ABCC1 0.945 0.118 1.035 0 1.095
ABCC2 0.974 0.007 1.029 0.026 1.056
ABCC3 0.96 0.042 1.029 0.074 1.072
ABCC6 0.974 0.023 1.054 0.003 1.081
ABCD1 0.957 0.04 1.05 0.009 1.096
AFP 0.949 0.022 1.023 0.026 1.077
ANXA7 0.939 0.034 1.041 0.033 1.108
APOA1 0.978 0.012 1.061 0.003 1.084
APOA2 0.761 0.029 0.916 0.009 1.203
APOA4 0.826 0.005 0.958 0.034 1.16
APOC3 0.87 0.012 0.989 0.001 1.136
APOD 1.067 0.024 1.093 0.033 1.023
APOH 1.011 0 1.069 0.016 1.058
APOL1 0.957 0.004 1.068 0.027 1.115



BICD1 0.899 0.025 1.077 0.012 1.198
BICD2 1.063 0.024 1.136 0.007 1.068
CACNA1A 0.922 0.009 1.075 0.004 1.166
CACNA1C 0.922 0.033 1.069 0.002 1.159
CACNA1D 0.901 0.01 1.008 0.035 1.117
CACNA1E 0.798 0.011 0.923 0.013 1.155
CACNA1F 0.854 0.022 0.972 0.016 1.138
CACNA1H 0.907 0.002 1.002 0.017 1.105
CACNA1I 0.95 0.084 1.075 0 1.132
CD160 0.847 0.052 0.929 0.006 1.097
CDH17 0.772 0.008 0.912 0.002 1.182
CNGA3 0.793 0.022 0.891 0.016 1.123
CNGB1 0.91 0.012 0.957 0.043 1.051
CSE1L 0.835 0.01 0.9 0.019 1.078
CYC1 0.906 0.031 0.997 0.038 1.1
FABP1 1.009 0.009 1.074 0.018 1.064
FABP5 0.881 0.056 1.092 0.014 1.239
FABP6 0.909 0.003 1.036 0.023 1.14
FABP7 0.858 0.01 1.079 0.01 1.257
FDX1 1.023 0 1.074 0.02 1.049
GABARAP 0.851 0.049 1.038 0 1.219
GIF 0.811 0.007 0.989 0.005 1.219
GOPC 0.868 0.019 0.998 0.022 1.149
HBA1 0.905 0.013 1 0.03 1.105
HCN1 0.872 0.036 1.013 0.04 1.161
HCN2 0.849 0.015 0.999 0.007 1.175
HCN3 1.013 0.011 1.072 0.036 1.057
HCN4 1.019 0.043 1.144 0.002 1.123
HDLBP 0.989 0.015 1.114 0.025 1.126
KCNA10 0.916 0.037 1.025 0 1.119
KCNA2 0.976 0.004 1.014 0.044 1.038
KCNA4 1.019 0.018 1.043 0.047 1.023
KCNA5 1.079 0.024 1.095 0.017 1.015
KCNA6 0.654 0.019 0.841 0.003 1.285
KCNA7 0.797 0.006 0.956 0.042 1.199
KCNB1 0.894 0.014 0.97 0.031 1.085
KCNB2 0.859 0.011 1.003 0.019 1.167
KCNC1 0.769 0.033 1.015 0.022 1.32
KCNC2 0.867 0.021 1.039 0.001 1.198
KCNC3 0.806 0.026 0.943 0.036 1.169
KCNC4 0.779 0.004 0.944 0.007 1.211
KCNF1 0.757 0.023 0.909 0.058 1.201
KCNG1 1.035 0.052 1.075 0.018 1.038
KCNG2 0.987 0.065 1.01 0.006 1.023
KCNG3 0.918 0.005 0.991 0.011 1.078
KCNJ1 0.87 0.063 1.042 0.001 1.197
KCNMA1 0.795 0.048 1.011 0.004 1.272
KCNN3 0.902 0.036 1.07 0.027 1.186
KCNS1 0.976 0.03 1.073 0.004 1.098
KCNS3 0.954 0.038 1.062 0.038 1.112
KCNV1 0.883 0.007 1.006 0 1.14



KIAA1679 1.02 0.046 1.066 0.025 1.045
KIF21B 0.753 0.015 0.952 0.007 1.264
KPNA1 0.839 0.017 0.945 0.003 1.126
KPNA2 0.92 0.012 1.005 0.048 1.092
KPNA3 0.943 0.025 1.035 0 1.097
KPNB1 0.504 0.018 0.911 0.03 1.805
TNPO1 0.651 0.025 0.909 0.012 1.396
LCN2 0.762 0.006 0.98 0.002 1.286
MCL1 0.757 0.013 0.982 0.026 1.297
MTP 0.771 0.014 0.943 0.004 1.223
NBR2 0.753 0.073 0.952 0.024 1.265
NUP153 0.939 0.002 0.965 0.04 1.028
P53AIP1 0.845 0.054 0.934 0.005 1.104
PDZK1 0.82 0.039 0.95 0.031 1.158
PEA15 0.787 0.03 0.983 0.018 1.249
PKD2 0.779 0.008 0.904 0.018 1.16
PKD2L1 0.674 0 0.937 0.015 1.388
PKD2L2 0.874 0.062 1.049 0.005 1.199
PKDREJ 0.884 0.039 1.034 0.01 1.169
PLSCR1 0.662 0.007 0.875 0.008 1.322
PLSCR3 0.902 0.019 0.983 0.007 1.089
RAB17 0.746 0.004 0.89 0.02 1.193
RAB20 0.792 0.032 0.899 0.002 1.135
RAB21 0.753 0.013 0.842 0.03 1.118
RAB23 0.913 0.029 0.889 0.027 0.973
RAB25 0.953 0.046 0.922 0.022 0.967
RAB33A 0.905 0.009 0.909 0 1.004
RAB33B 0.961 0.042 0.971 0 1.01
RAB9B 0.962 0.014 1.032 0.033 1.072
SCN8A 0.968 0.066 1.017 0.007 1.05
SEC14L1 1.097 0.038 1.098 0.048 1
SEC14L3 1.034 0.023 1.005 0.027 0.972
SEC24A 1.12 0.003 1.141 0.062 1.019
SLC19A2 0.901 0.005 0.884 0.025 0.981
SLC25A1 0.85 0.005 0.804 0.019 0.945
SLC25A13 1.03 0.041 0.989 0.044 0.96
SLC25A15 0.851 0.014 0.919 0.025 1.08
SLC25A19 1.064 0.041 1.068 0.061 1.003
SLC25A20 0.944 0.04 0.884 0.008 0.936
SLC25A27 0.914 0.047 0.901 0.004 0.986
SLC25A5 1.025 0.009 0.964 0.024 0.94
SLC8A1 0.794 0.027 0.776 0.001 0.977
STAR 0.587 0.015 0.64 0.017 1.09
SYN1 0.889 0.068 0.972 0.018 1.094
SYT1 0.919 0.009 0.966 0.013 1.05
TAP1 1.057 0.004 1.053 0.04 0.996
TCN2 1.091 0.055 1.139 0.017 1.044
TMP21 0.889 0.027 0.881 0.017 0.99
TNFAIP1 1.157 0.024 1.152 0.007 0.995
TOM1 0.926 0.038 0.962 0.042 1.038
TTPA 0.725 0.02 0.863 0 1.189



TTR 1.013 0.023 1.016 0.016 1.002
UCP1 0.843 0.002 0.882 0.01 1.046
UCP2 0.906 0.025 0.992 0.037 1.094
UCP3 0.973 0.041 0.945 0.025 0.971
ALB 0.963 0.036 1.069 0.025 1.11
APOE 1.08 0.047 1.107 0.013 1.025
GSR 0.897 0.027 1.028 0.07 1.145
MT3 1.152 0.028 1.151 0.018 0.999
TXNRD3 0.963 0.02 1.028 0.035 1.067
A2M 0.702 0.011 0.92 0.032 1.31
ARFGAP1 0.875 0.045 0.975 0.022 1.114
ARFGAP3 0.899 0.02 0.933 0.044 1.037
IPO7 0.984 0.018 0.966 0.009 0.982
RABIF 1.048 0.002 1.006 0.011 0.96
TNFRSF10B 1.107 0 1.108 0.021 1
C16ORF7 1.124 0.036 1.181 0.005 1.05
HD 1.054 0.012 1.051 0.038 0.997
SEC14L2 1.033 0.024 1.111 0.003 1.075
SLC26A3 1.141 0.042 1.154 0.012 1.011
LCN1 0.967 0.012 1.056 0.015 1.092
PLN 0.987 0.039 0.992 0.013 1.004
AAAS 0.906 0.001 0.989 0.025 1.091
AADAC 0.948 0.039 1.046 0.011 1.102
AAT1 0.949 0.006 1.014 0.024 1.068
ABCA4 1.02 0.036 1.115 0.036 1.092
ABCB11 1.083 0.017 1.073 0.014 0.99
ABCC5 0.866 0.015 1.023 0.02 1.181
ABCC8 1.008 0.008 1.104 0.009 1.095
ABLIM1 0.991 0.011 1.103 0.032 1.112
ACAA2 1.15 0.019 1.146 0.019 0.996
ACAT2 1.007 0.044 1.006 0.016 0.999
ACOX2 0.929 0.014 0.972 0.02 1.046
ACTR1A 1.037 0.037 1.056 0.01 1.018
ACTR2 0.858 0.049 0.916 0.009 1.067
ACTR3 1.008 0.019 1.063 0.011 1.055
ACYP1 0.908 0.016 0.988 0.004 1.087
SPC25 1.022 0.046 1.067 0.047 1.043
ADAM12 1.005 0.011 1.03 0.003 1.025
ADAM3B 1.085 0.013 1.143 0.006 1.053
ADAMTS16 1.007 0.027 1.055 0.009 1.047
ADAMTS18 0.683 0.017 0.861 0.021 1.259
ADAMTSL1 0.934 0 0.99 0.045 1.06
ADH1B 0.878 0.005 0.93 6.399 1.058
ADH4 0.807 0.034 0.958 0.044 1.187
ADH5 1.039 0.012 1.127 0.007 1.083
PARP1 0.833 0.008 0.947 0.047 1.135
AEGP 0.976 0.014 1.041 0.034 1.066
AF1Q 0.974 0.01 1.044 0.027 1.071
AGL 0.902 0.008 0.999 0.016 1.106
AGTRAP 0.936 0.025 1.018 0.026 1.088
AHSA1 0.92 0.007 0.99 0.023 1.075



AIP1 0.67 0.028 0.832 0.027 1.24
AKAP28 0.954 0.025 0.957 0.011 1.003
AKIP 0.99 0.004 0.958 0.011 0.967
AKR1A1 0.972 0.001 1.005 0.019 1.033
AKR1B1 1.028 0.009 1.072 0.008 1.042
AKR1CL2 1.041 0.048 1.045 0.02 1.003
ALAD 1.114 0.074 1.005 0.006 0.902
ALDH1A1 1.228 0.027 1.181 0.01 0.961
ALDH3A2 1.04 0.058 0.981 0.017 0.942
ALDH9A1 1.246 0.115 1.189 0.01 0.953
ALDOB 1.275 0.095 1.131 0.011 0.887
ALDOC 0.846 0.016 0.886 0.009 1.047
ALG6 0.799 0.017 0.874 0.024 1.093
ALKBH 0.84 0.03 0.869 0.006 1.033
ALMS1 0.91 0.02 0.892 0.043 0.98
ALOX5 0.826 0.046 0.825 0.011 0.998
ALPI 0.733 0.1 0.688 0.02 0.937
ALPP 0.867 0.063 0.82 0.017 0.945
ALS2CR12 0.892 0.115 0.798 0.016 0.894
ALS2CR14 0.782 0.089 0.742 0.002 0.949
ALS2CR4 0.701 0.086 0.695 0.034 0.991
ALS2CR8 0.889 0.016 0.944 0.007 1.061
AMMECR1 0.987 0.009 0.999 0.04 1.012
AMN 0.972 0.008 1.053 0.002 1.083
AMPD1 1.014 0.015 0.98 0.032 0.966
AMSH-LP 0.903 0.002 0.811 0.028 0.897
ANKRD7 0.977 0.115 0.892 0.036 0.913
ANLN 0.989 0.071 0.991 0.019 1.002
ANP32C 0.937 0.104 0.852 0.013 0.909
ANP32D 1.09 0.14 0.991 0.016 0.909
ANPEP 0.993 0.124 0.914 0.02 0.92
ANXA1 1.027 0.04 1.002 0.012 0.975
ANXA2 0.932 0.009 1.004 0.052 1.076
ANXA6 1.026 0.041 1.038 0.033 1.011
ANXA8 0.976 0.013 1.027 0.032 1.052
ANXA9 0.842 0.009 0.946 0.025 1.124
AP1GBP1 0.974 0.085 0.973 0.024 0.998
APEH 1.025 0.046 0.974 0.014 0.95
APEX1 0.929 0.096 0.906 0.028 0.974
APG12L 1.15 0.149 1.082 0.023 0.941
APG5L 0.946 0.128 0.936 0.043 0.989
API5 0.984 0.029 1.05 0.016 1.067
LPAL2 0.936 0.004 1.027 0.047 1.096
APOB 1.036 0.045 1.11 0.016 1.071
APOBEC1 0.899 0.004 0.948 0.002 1.054
APOBEC3B 1.059 0.028 1.124 0.031 1.061
APOBEC3D 1.081 0.04 1.167 0.011 1.079
APOBEC3F 1.034 0.012 1.051 0.005 1.016
APOF 0.814 0.049 0.832 0.015 1.021
APRT 1.062 0.04 1.071 0.027 1.009
APTX 0.832 0.041 0.884 0.033 1.062



AQP8 0.969 0.017 1.027 0.003 1.06
AQP9 0.923 0.02 0.988 0.024 1.07
ARF1 1.02 0.034 1.103 0.038 1.08
ARF3 1.084 0.004 1.073 0.03 0.989
ARF4 1.086 0.026 1.163 0.027 1.07
ARF5 1.026 0.033 1.084 0.001 1.056
ARF6 0.846 0 1.004 0.028 1.186
ARH 1.086 0.001 1.118 0.026 1.029
RHOA 0.89 0.013 0.935 0.01 1.05
ARHE 0.919 0.019 1.005 0.012 1.094
ARHGAP8 0.896 0.014 0.931 0.015 1.039
ARHGEF10 1.003 0.002 0.978 0.015 0.975
ARHGEF15 1.067 0.028 1.163 0.033 1.09
ARHGEF16 0.945 0.006 1.073 0.008 1.135
ARHGEF9 0.949 0.018 1.048 0.047 1.104
RHOV 0.993 0.01 1.095 0 1.102
ARL5 1.083 0.04 1.184 0.073 1.092
ARL6IP4 1.015 0.015 1.116 0.027 1.099
ARPC1A 0.907 0.026 0.927 0.001 1.021
ARPC4 1.015 0.001 1.088 0.044 1.072
ARPC5 0.889 0.027 0.98 0.021 1.102
ARSE 0.941 0.022 1.006 0.039 1.069
ASB2 0.912 0.001 1.066 0.004 1.168
ASGR1 0.907 0.016 1.078 0.018 1.188
ASL 0.888 0.009 1.084 0.074 1.219
ASPM 0.93 0.009 1.086 0.007 1.167
ASPSCR1 1.05 0.031 1.182 0.035 1.125
ATF2 0.923 0.014 1.038 0.018 1.124
ATF7IP2 0.858 0.007 1.058 0.013 1.233
ATP2A2 0.922 0.02 1.087 0.005 1.179
ATP5C1 0.817 0.01 0.923 0.012 1.129
ATP5H 0.952 0.022 1.03 0.01 1.082
ATP8B2 0.974 0.003 1.003 0.009 1.029
ATRX 0.889 0.042 1.024 0.009 1.152
AXUD1 0.811 0.031 1.003 0 1.237
B2M 0.972 0.02 1.082 0.029 1.113
BAG1 0.973 0.039 1.104 0.013 1.134
BAIAP2 0.881 0 1.009 0.05 1.145
BAK1 0.968 0.013 1.029 0.014 1.062
BANP 0.862 0.023 0.996 0.003 1.155
BCAP29 0.78 0.049 0.913 0.008 1.169
BARX2 0.854 0.013 0.982 0.003 1.149
BASE 0.89 0.029 0.984 0.004 1.105
BASP1 0.934 0.032 1.019 0.017 1.09
BAX 0.981 0.041 1.07 0.024 1.09
BBC3 0.845 0.009 0.972 0.018 1.15
BBS1 0.791 0.009 0.944 0.004 1.193
BBS2 0.853 0.014 0.943 0.02 1.105
BBS4 0.806 0.032 0.894 0.019 1.108
BBS7 0.778 0.005 0.816 0.017 1.048
BCAR1 0.865 0.011 0.977 0.02 1.13



BCAS1 0.745 0 0.942 0.003 1.264
BCCIP 0.856 0.002 1.06 0.021 1.238
BCL2A1 0.848 0.034 1.053 0 1.242
BCL2L1 0.786 0.016 1.026 0.009 1.305
BCL2L10 0.73 0.053 0.961 0.018 1.314
BCL2L11 0.862 0.025 1.047 0.009 1.215
BCL2L14 0.788 0.012 0.975 0.049 1.238
BCL2L2 0.931 0.064 1.075 0.004 1.154
BCL3 0.806 0.02 0.885 0.005 1.097
BCL9 0.781 0.047 0.977 0.037 1.249
BENE 0.888 0 1.041 0.021 1.171
BFSP2 0.94 0.028 1.094 0.036 1.164
BHD 0.906 0.043 1.11 0.006 1.224
BIA2 0.855 0.054 1.079 0.016 1.262
BID 0.921 0.029 1.138 0.028 1.235
BIK 0.95 0.071 1.106 0.012 1.164
BIN1 0.865 0.077 1.051 0.043 1.214
BIN2 0.817 0.024 0.999 0.005 1.222
BLCAP 0.842 0.04 0.94 0.014 1.116
BLMH 0.909 0.014 0.998 0.037 1.098
BLVRB 1.034 0.067 1.093 0.008 1.057
BLZF1 1.007 0.025 1.119 0.045 1.111
BM039 0.837 0.043 1.093 0.009 1.306
BNIP1 1.045 0.047 1.147 0.011 1.098
BNIP3L 0.797 0.05 1.057 0.014 1.327
BOK 0.911 0.07 1.076 0 1.181
BPGM 0.862 0.076 1.058 0.054 1.227
BPI 0.738 0.047 0.897 0.032 1.214
BPNT1 0.811 0.035 0.906 0.016 1.116
BRD3 0.962 0.023 1.036 0.035 1.076
BRD4 0.763 0.036 1.009 0.011 1.321
BRD7 0.855 0.014 1.01 0.042 1.181
BRDG1 0.695 0.039 0.987 0.001 1.419
BRI3BP 0.864 0.072 1.129 0.016 1.306
BSCL2 0.84 0.077 1.042 0.032 1.24
BSND 0.834 0.011 1.026 0.005 1.23
BTD 0.853 0.009 1.029 0.003 1.205
BTF3 0.865 0.032 0.986 0.01 1.139
BTG3 0.89 0.031 0.949 0.01 1.066
BTG4 0.854 0.027 0.935 0.039 1.094
BUB3 0.776 0.026 0.952 0.005 1.226
C10ORF4 0.803 0.021 0.974 0.033 1.213
C10ORF7 0.887 0.015 1.053 0.002 1.187
C10ORF9 0.742 0.092 0.984 0.03 1.324
C11ORF9 0.73 0.011 0.918 0.019 1.256
C13ORF3 0.775 0.029 0.934 0.014 1.204
C14ORF142 0.722 0.04 0.929 0.049 1.287
C1ORF2 0.884 0.005 0.956 0.025 1.081
HRPT2 0.867 0.049 0.919 0.034 1.06
C1QA 0.782 0.026 0.859 0.028 1.098
C1QB 0.915 0.014 0.975 0.02 1.065



C1QG 0.904 0.009 0.958 0.008 1.06
C20ORF103 0.875 0.047 1.025 0.01 1.172
C20ORF28 0.936 0.01 1.015 0.015 1.084
C20ORF44 0.836 0.034 0.919 0.038 1.099
C20ORF46 0.93 0.037 1.054 0.006 1.133
C21ORF107 0.85 0.059 1.004 0.027 1.181
C2ORF28 0.722 0.03 0.885 0.017 1.225
ZNHIT1 0.656 0.011 0.786 0.014 1.197
C6 0.854 0.015 0.912 0.009 1.067
C6orf103 0.928 0.006 0.947 0.031 1.02
C6ORF108 0.847 0.012 0.974 0.019 1.149
C6ORF210 1.092 0.001 0.989 0.041 0.905
C7 0.972 0.04 1.032 0.017 1.061
C7ORF2 0.889 0.001 1.02 0.009 1.147
C8A 0.997 0.066 1.057 0.031 1.06
C8B 0.894 0.016 0.966 0.028 1.08
C9 0.741 0.011 0.937 0.02 1.263
CA1 0.973 0.008 1.068 0 1.097
CA2 0.734 0.033 0.907 0.011 1.234
CABC1 0.953 0.029 0.968 0.025 1.016
CACNA1B 1.136 0.025 1.131 0.022 0.996
CACNA1G 1.015 0.013 1.023 0.004 1.007
CACNA1S 1.04 0.027 1.086 0.001 1.044
CACNB4 0.928 0.006 1.035 0.01 1.115
CALB1 0.91 0.032 0.934 0.006 1.026
DRD1IP 0.975 0.001 0.892 0.013 0.914
CAMP 0.775 0.022 0.837 0.022 1.078
CAMTA2 0.711 0 0.781 0.01 1.098
CAP1 1.029 0.028 1.024 0 0.995
CAPZA2 0.889 0.001 0.947 0.013 1.065
CAPZB 0.937 0.025 1.092 0.012 1.166
CART 1.019 0.006 0.984 0.007 0.965
CASP8AP2 1.032 0.022 1.087 0.007 1.053
CAST 0.909 0.014 0.999 0.017 1.098
CATSPER1 1.121 0.055 1.112 0.015 0.991
CAV2 0.74 0.004 0.879 0 1.188
CAV3 0.959 0.009 1.023 0 1.066
CEBPZ 0.823 0.01 0.922 0.003 1.121
CBLN1 0.781 0.025 0.958 0.008 1.226
CBR1 0.895 0.017 0.967 0.005 1.08
CBR3 1.128 0.062 1.148 0.001 1.018
CBX1 0.793 0.019 0.962 0.018 1.212
CCNA1 1.005 0.053 1.105 0.023 1.099
CCNA2 0.962 0.001 1.011 0.015 1.05
CCNB1 1.044 0.03 1.149 0.001 1.099
CCNB2 0.907 0.024 0.948 0.006 1.044
CCNB3 0.917 0.02 0.955 0.016 1.04
CCNC 0.912 0.004 0.952 0.004 1.044
CCND1 0.777 0 0.934 0.015 1.202
CCND2 0.844 0.013 0.988 0.003 1.17
CCND3 0.964 0.08 1.106 0.007 1.147



CCNDBP1 0.866 0.038 0.925 0.007 1.068
CCNE1 1.073 0.037 1.176 0.011 1.096
CCNE2 0.952 0.005 1.023 0.008 1.074
CCNF 0.872 0.023 0.999 0.006 1.145
CCNG1 1.056 0.015 1.072 0.012 1.015
CCNG2 0.848 0.02 0.93 0.003 1.096
CCNH 0.912 0.023 0.925 0.005 1.014
CCNI 0.889 0.01 0.993 0.01 1.116
CCNK 0.89 0 1.018 0.011 1.142
CCNL1 1.021 0.015 1.124 0.005 1.101
CCNT1 1.111 0.016 1.092 0.008 0.982
CCNT2 1.039 0.043 1.122 0.007 1.079
CCT4 1.091 0.024 1.137 0.008 1.041
CCT6B 1.045 0.004 1.058 0.007 1.012
CD164 0.945 0.003 1.106 0.019 1.169
CD1A 0.859 0.023 0.927 0.008 1.079
CD1B 0.93 0.007 1.037 0.005 1.114
CD1C 0.897 0.057 1.033 0.001 1.152
CD24 0.828 0.001 1.005 0.011 1.212
CD244 0.972 0.053 1.105 0.021 1.136
CD2AP 0.783 0.049 0.914 0.013 1.167
CD2BP2 0.918 0.047 1.04 0 1.133
CD37 0.934 0.033 0.916 0.027 0.98
CD53 0.888 0.062 1.047 0.005 1.178
CD59 0.882 0.031 0.959 0.019 1.086
CD63 0.976 0.051 1.027 0.006 1.052
CD68 0.872 0.022 0.983 0.003 1.126
CD83 0.844 0.004 0.99 0.003 1.173
CD84 0.859 0.023 0.986 0.015 1.146
CD99 0.836 0.029 0.935 0.016 1.117
CDAN1 0.816 0.01 0.91 0.006 1.114
CDC16 0.752 0.03 0.992 0.017 1.318
CDC20 0.928 0.028 1.003 0.012 1.08
CDC26 0.828 0.007 0.978 0.021 1.18
CDC27 0.903 0 0.946 0 1.047
CDC42 0.775 0.027 0.918 0.022 1.185
CDC42EP1 0.786 0.027 0.863 0.017 1.098
CDC45L 0.85 0.005 0.997 0.009 1.172
CDC91L1 0.954 0.009 1.021 0.005 1.069
CDCA1 0.953 0.023 1.016 0.003 1.066
CDCA4 0.985 0.007 1.059 0.024 1.074
CDCA7 1.01 0.017 1.08 0.003 1.07
CDH3 1.005 0.006 1.097 0.021 1.091
CDKN2A 0.995 0.019 1.088 0.003 1.093
CDON 1.064 0.008 1.14 0 1.072
CDR1 0.998 0.008 1.038 0.007 1.039
CDR2 0.951 0.017 1.052 0.016 1.106
CDSN 0.918 0.005 0.925 0.002 1.008
CDT6 1.012 0.012 0.95 0.04 0.938
CEACAM7 0.967 0.008 0.924 0.006 0.956
CEBPE 0.863 0.009 0.853 0.027 0.988



CEECAM1 1.011 0.008 0.958 0.001 0.947
CEL 0.904 0.001 0.923 0.015 1.02
CENPF 0.872 0.026 0.866 0.013 0.992
CENPH 0.883 0.01 0.886 0.026 1.002
CENPJ 0.797 0.019 0.811 0.002 1.017
CEP1 0.786 0.024 0.823 0.032 1.047
CES2 0.899 0.002 0.917 0.014 1.02
CG018 0.967 0.005 0.974 0.014 1.007
CGB 1.041 0.013 1.025 0.006 0.983
CGB5 0.96 0.014 0.988 0.009 1.028
CGB8 0.937 0.014 0.97 0.009 1.035
CHD1 0.964 0.003 1.002 0 1.038
CHD9 0.907 0.016 0.967 0.019 1.065
CHIC2 0.93 0.019 0.961 0.011 1.032
CHRFAM7A 0.958 0.029 0.961 0 1.002
CHRNB4 0.929 0.014 0.968 0.023 1.042
CHRNG 1.053 0.012 1.067 0.001 1.012
CHS1 0.922 0.005 1.018 0.026 1.103
CIAO1 1.034 0.029 1.01 0.009 0.976
CIAS1 1.013 0.012 1.043 0.009 1.029
CIG5 0.915 0.006 0.983 0.011 1.073
CIRH1A 1.026 0.034 1.035 0.021 1.008
CISH 0.93 0.038 0.999 0.035 1.073
CLASP2 0.984 0.003 1.01 0.005 1.026
CLCNKB 0.959 0.012 1.012 0.031 1.055
CLEC1 0.945 0.011 0.979 0.01 1.035
CLG 0.868 0.051 0.953 0.02 1.098
CLIC3 0.956 0.002 0.951 0.005 0.995
CLIPR-59 1.078 0.06 1.085 0.002 1.005
CLN3 0.901 0.059 0.975 0.014 1.081
CLN5 0.966 0.005 1.026 0.026 1.061
CLN6 0.987 0.021 0.968 0.038 0.98
CLN8 0.953 0.027 0.972 0.026 1.019
CLPTM1 0.987 0.014 1 0.011 1.013
CLSTN1 0.976 0.021 1.013 0.021 1.038
CLU 0.9 0.01 0.973 0.033 1.08
CNGA1 0.862 0.013 0.971 0.004 1.126
CNGB3 1.025 0.009 1.058 0.005 1.033
CNNM1 0.941 0.006 1.004 0.001 1.067
CNNM2 1.009 0.06 1.034 0.011 1.024
CNNM3 1.019 0.038 1.051 0.013 1.031
CNOT6L 0.973 0.004 1.034 0.005 1.062
CNTN5 1.064 0.03 1.051 0.016 0.987
CNTN6 0.995 0.012 1.009 0.004 1.014
CNTNAP1 0.973 0.021 0.996 0.002 1.023
COAS3 0.778 0.012 0.902 0.004 1.16
COCH 1.013 2.98 1.054 0.01 1.04
COL15A1 0.912 0.022 0.96 0.007 1.052
COL2A1 0.993 0.017 1.044 0.003 1.05
COL8A1 1.123 0.028 1.102 0.007 0.981
COLQ 1.058 0.02 1.076 0.041 1.016



COPS3 0.906 0.028 1.005 0.003 1.109
COPS5 0.922 0.003 0.975 0.03 1.056
COX17 0.834 0.062 0.972 0.003 1.164
CPNE5 0.997 0.025 1.003 0 1.005
CPOX 0.834 0.017 0.912 0.033 1.093
TBRG4 1.015 0.017 1.092 0.01 1.076
CPR8 0.97 0.01 1.072 0.008 1.105
CRISP1 0.96 0.037 1.051 0.02 1.095
CRLF1 1.044 0.005 1.074 0.004 1.028
CRLF3 1.059 0.031 1.108 0.034 1.046
CROC4 1 0.026 1.053 0.003 1.052
CRSP3 0.907 0.022 1.002 0.036 1.103
CRSP8 0.843 0.007 0.972 0.01 1.152
CRTAM 1.082 0.019 1.109 0.031 1.025
CRYBA4 0.781 0 0.906 0 1.159
CRYBB1 0.892 0.02 0.922 0.004 1.033
CRYBB2 0.936 0.035 0.971 0.008 1.037
CRYGA 0.934 0.018 1.026 0 1.098
CRYGD 0.978 0.037 1.044 0.015 1.067
CRYGS 1.153 0.011 1.186 0.011 1.028
CFC1 0.996 0.045 1.046 0.003 1.049
CSAG1 1.021 0.031 1.028 0.018 1.007
CSH1 0.967 0.073 1.055 0.014 1.091
CSRP1 0.987 0.001 1.022 0.012 1.035
CSRP3 1.111 0.037 1.077 0.013 0.969
CST3 0.752 0.001 0.878 0.016 1.167
CST7 0.768 0.02 0.889 0.001 1.157
CTLA4 0.957 0.002 1.002 0.043 1.047
CTNNA1 0.768 0.022 0.923 0.001 1.201
CTNNAL1 0.921 0.013 1.035 0.034 1.123
CTNNBL1 0.888 0.057 0.96 0.005 1.08
CTXL 0.868 0.019 0.959 0.042 1.104
CUL5 0.854 0.037 0.918 0.005 1.074
CXCL5 0.847 0.032 0.872 0.036 1.029
CYB5 0.851 0.044 0.831 0.006 0.976
CYBB 0.895 0.009 0.945 0.005 1.055
CYCS 0.78 0.014 0.903 0.011 1.157
CYLN2 0.922 0.012 1.011 0.021 1.096
CYP11A1 0.914 0.007 0.997 0.011 1.091
CYP1A2 1.032 0.016 1.086 0.022 1.051
DAAM1 0.921 0.014 1.058 0.009 1.148
DAB1 0.89 0.012 1.004 0.026 1.128
DAB2 0.916 0.03 1.049 0.007 1.144
DACT1 0.826 0.031 0.974 0.017 1.179
DAD1 0.895 0.037 0.941 0.002 1.052
DAF 0.948 0.021 1.011 0.02 1.066
DAP 0.937 0.025 1.007 0.022 1.074
LMO3 1.028 0.027 1.125 0.019 1.094
DAZ2 0.945 0.06 1.065 0.006 1.128
DAZ3 0.981 0.03 1.093 0.007 1.113
DAZAP2 0.915 0.024 1.041 0.014 1.138



DC13 0.841 0.041 0.972 0.01 1.156
DCLRE1B 0.859 0.056 0.96 0.031 1.117
DCLRE1C 0.869 0.012 1.042 0.01 1.199
DCN 0.906 0.113 0.946 0.005 1.044
DCTN2 0.935 0.051 0.959 0.035 1.025
DCTN4 1.072 0.023 1.072 0.038 0.999
DC-UBP 0.773 0.072 1.007 0.027 1.302
DDA3 0.815 0.024 0.988 0.009 1.211
DDB1 1.089 0.015 1.142 0.036 1.049
DDX26 0.89 0.001 1.025 0.02 1.152
DELGEF 0.807 0.02 1.011 0.052 1.252
DEPC-1 0.917 0.01 0.998 0.03 1.087
DERP6 0.931 0 1.008 0.018 1.082
DES 0.759 0.054 0.888 0.038 1.169
DFNA5 0.937 0.017 0.991 0.004 1.057
DGCR6 0.906 0.004 1.007 0.035 1.11
DHFRP1 1.032 0.002 1.102 0.002 1.067
DIABLO 0.953 0.003 1.089 0.01 1.142
DIAPH2 0.976 0.019 1.117 0.028 1.145
DIAPH3 0.808 0.028 1.011 0.026 1.252
DIRC2 0.937 0.056 1.069 0.018 1.141
DISC1 0.99 0.028 1.043 0.018 1.053
DJ222E13.1 0.833 0.015 0.953 0.002 1.144
DKC1 0.858 0.02 0.919 0.028 1.07
DKFZP434B16 0.936 0.015 0.914 0.004 0.975
SGEF 1.105 0.003 1.063 0.014 0.961
DKFZP434N06 0.678 0.063 0.96 0.005 1.415
DKFZP451J01 0.972 0.033 1.035 0.006 1.064
DKFZP547D15 0.97 0.004 1.099 0.02 1.132
DKFZP564D13 1.027 0.051 1.103 0.049 1.074
DKFZP564I117 1 0.048 1.046 0.046 1.046
DKFZP564K19 0.844 0.023 0.934 0.04 1.106
SMAD1 0.735 0.051 0.88 0.014 1.196
KIAA1217 0.894 0.023 0.875 0.008 0.978
SP7 0.941 0.036 0.971 0.011 1.031
DRD1IP 1.013 0.007 0.988 0.009 0.975
DEC1 1.042 0.047 1.019 0.018 0.978
C7orf6 1 0.009 1.092 0.028 1.091
CPN2 0.751 0.024 0.907 0.005 1.208
ZNF46 0.981 0.005 1.051 0.026 1.071
C4B 1.055 0.031 1.09 0.005 1.033
CCM1 0.9 0.015 0.925 0.041 1.028
CTSK 0.835 0.027 0.897 0.004 1.075
DESC1 0.868 0.017 0.837 0.023 0.965
DKFZP762E13 1.07 0.051 0.933 0.002 0.872
DLEC1 1.077 0.066 0.967 0.014 0.898
DLEU2 1.07 0.062 0.963 0.008 0.9
DLG7 1.127 0.037 1.045 0.012 0.927
DLGAP1 1.028 0.068 1.062 0.009 1.032
DMWD 1.111 0.057 1.11 0.004 0.999
DNAJC14 1.068 0.071 1.034 0.03 0.968



DNAJA2 1.165 0.021 0.991 0.003 0.851
DNAJA4 1.141 0.044 1 0 0.876
DNTTIP1 1.077 0 0.956 0.013 0.887
DOC1 0.931 0.02 0.849 0.003 0.911
DOC-1R 0.935 0.015 0.867 0.013 0.927
DOCK3 1.113 0.046 0.981 0.022 0.881
DRAP1 1.003 0.037 0.931 0.01 0.927
DRB1 0.994 0.035 0.958 0.007 0.964
DRIM 1.013 0.014 0.942 0.018 0.93
DSCR1 0.995 0.064 0.909 0.012 0.913
DSPP 0.807 0.028 0.786 0.016 0.973
DSTN 0.903 0.056 0.788 0.014 0.872
DTNB 0.791 0.003 0.724 0.009 0.915
DTNBP1 1.024 0.04 0.916 0 0.895
DYSF 1.025 0.008 0.955 0.027 0.931
UBE2S 1.088 0.042 0.998 0.001 0.917
E2F2 1.08 0.03 1.03 0.009 0.953
E2F3 1.017 0.065 1.008 0.029 0.99
E2F4 1.127 0.036 1.041 0.022 0.924
E2F5 1.149 0.06 1.074 0.017 0.934
E2F6 1.113 0.076 1.037 0.025 0.931
EAF2 1.053 0.063 0.965 0.013 0.916
EBI3 0.926 0.039 0.874 0 0.943
ECM2 1.116 0.043 0.989 0.003 0.886
EEF1A1 1.132 0.041 1.037 0.049 0.915
EEF2 1.083 0.043 1.071 0.02 0.988
EHHADH 1.132 0.014 1.114 0.019 0.984
EIF2B1 1.033 0.067 1.059 0.02 1.024
EIF3S10 1.063 0.024 1.053 0.009 0.99
ELAVL4 1.117 0.092 1.032 0.019 0.924
EMD 1.109 0.034 1.082 0.027 0.975
CTTN 1.041 0.061 0.949 0.019 0.912
ENO2 1.098 0.034 0.978 0.008 0.89
ENO3 0.971 0.057 0.904 0.023 0.93
ENPP1 1.089 0.024 1.028 0.032 0.944
EOS 1.19 0.058 1.068 0.001 0.897
EPRS 1.116 0.01 1.074 0.013 0.962
EPS8 1.157 0.056 1.168 0.004 1.008
ERCC3 1.157 0.03 1.073 0.02 0.927
ERCC4 1.166 0.094 1.06 0.009 0.909
ERH 1.031 0 1.033 0.019 1.001
ERN2 1.136 0.071 1.096 0.012 0.964
ERO1L 1.057 0.026 0.992 0.02 0.938
ESRRBL1 1.104 0.044 0.992 0.014 0.897
ETV1 1.055 0.004 1.029 0.021 0.974
ETV5 1.115 0.057 1.116 0.009 1.001
EVC 1.148 0.048 1.123 0.034 0.978
EVC2 1.161 0.064 1.113 0.009 0.959
EVER1 1.022 0.031 1.033 0.004 1.01
EVER2 1.147 0.086 1.07 0.022 0.933
EVI2B 1.002 0.044 1.005 0.003 1.003



EYA2 0.99 0.055 0.951 0.013 0.96
EZH1 1.04 0.03 0.994 0.015 0.956
EZH2 1.003 0.057 0.951 0.017 0.948
F11R 1.126 0.027 1.037 0.004 0.921
F13A1 1.141 0.09 1.058 0.036 0.926
F13B 1.191 0.024 1.108 0.005 0.93
FABP2 1.155 0.067 1.055 0.037 0.913
FABP3 1.125 0.055 1.079 0.014 0.958
FABP4 1.138 0.08 1.019 0.044 0.895
FAF1 1.152 0.014 1.037 0.001 0.899
FAIM 1.147 0.076 0.999 0.014 0.87
FANCA 1.042 0.023 0.95 0.004 0.912
FANCC 1.002 0.026 0.931 0.014 0.929
FANCD2 1.024 0.033 0.974 0.017 0.95
FANCE 1.065 0.008 1.021 0.017 0.959
FANCF 1.101 0.036 1.028 0.016 0.934
FARP2 0.999 0.059 0.993 0.006 0.994
FARSLA 1.017 0.037 0.994 0.015 0.977
ZBTB7 1.09 0.064 0.988 0.015 0.906
FBLN5 1.081 0.026 0.97 0.001 0.897
FBP1 0.958 0.028 0.918 0.018 0.957
FCGR3A 0.885 0.016 0.867 0.003 0.98
FDPS 0.911 0.022 0.964 0.009 1.057
FEZ1 0.905 0.024 0.995 0.034 1.099
FGA 0.889 0.028 1.014 0.006 1.14
FGB 0.932 0.019 1.025 0.043 1.1
FGF12 0.901 0.017 1.107 0.005 1.228
FGF2 1.044 0.041 1.111 0.034 1.063
FGFR1OP 0.951 0.03 1.1 0.03 1.156
FGG 0.987 0.007 1.093 0.021 1.107
FH 1.025 0.023 1.09 0.011 1.063
FHL5 1.014 0.006 1.032 0.045 1.017
FKSG2 0.943 0.04 0.958 0.023 1.016
FLI1 0.992 0.002 0.996 0.005 1.003
FLJ10134 0.91 0.014 0.911 0.006 1.001
FLJ10156 0.977 0.031 0.979 0.01 1.001
FLJ10665 0.953 0.012 0.981 0.024 1.029
FLJ10747 0.973 0.012 0.973 0.041 0.999
CCNJ 0.916 0.011 0.923 0.01 1.008
FLJ10901 0.934 0.003 0.922 0.01 0.986
FLJ10986 0.868 0.002 0.87 0.011 1.002
FGD6 0.82 0.002 0.801 0.007 0.976
SAP30L 0.889 0.071 0.946 0.006 1.064
GSDMDC1 0.889 0.05 0.951 0.02 1.069
FLJ12443 0.973 0.041 1.003 0.007 1.03
FLJ12847 0.948 0.019 0.994 0.012 1.048
FLJ12973 0.964 0.035 1.045 0.008 1.083
FLJ13265 0.921 0.065 0.99 0.004 1.074
FLJ13710 0.917 0.06 0.994 0.003 1.084
FLJ14345 0.964 0.012 0.953 0.025 0.989
FLJ20184 0.917 0.023 0.924 0.023 1.007



FLJ20331 0.95 0.002 0.981 0.038 1.032
FLJ21924 1.047 0.009 1.041 0.002 0.993
RBM29 1.021 0.034 1.078 0.015 1.055
FLJ22160 1.078 0.03 1.102 0.012 1.022
RHBDL6 1.035 0.042 1.075 0.035 1.038
FLJ22635 1.086 0.015 1.08 0.042 0.994
ZNF533 0.996 0.031 1.104 0.019 1.108
HSFY2 0.996 0.013 1.021 0.016 1.024
FLJ25952 0.932 0.019 0.982 0.008 1.052
FLJ35954 0.933 0.042 0.93 0.01 0.997
FLJ38564 0.99 0.001 0.989 0.02 0.999
FLNC 0.992 0.01 1.025 0.01 1.034
FMO3 0.941 0.078 1.033 0.027 1.097
FMR2 1.076 0.041 1.133 0.02 1.052
FRAT1 1.066 0.022 1.1 0.033 1.031
FSCN1 1.048 0.009 1.09 0.021 1.039
FSTL3 0.973 0.06 1.048 0.021 1.076
FTL 1.059 0.02 1.034 0.037 0.977
FUCA2 0.897 0.001 0.963 0.005 1.073
FUS 0.962 0.028 0.907 4.508 0.942
FUT3 0.99 0.021 0.995 0.008 1.004
G1P3 1.002 0.055 1.053 0.005 1.05
G2 1.041 0.022 1.064 0.014 1.022
G6PC3 1.046 0.088 1.104 0 1.055
GAA 1.096 0.02 1.092 0.01 0.995
GAB3 1.022 0.041 1.044 0.01 1.021
GABARAPL1 1.015 0.034 1.048 0.006 1.032
GAD2 0.935 0.028 0.979 0.003 1.047
GADD45B 1.031 0.005 1.023 0 0.992
GAS1 0.974 0.014 0.945 0.015 0.969
GAS2 0.932 0.019 0.944 0.021 1.012
GAS2L1 1.007 0.042 1.024 0.025 1.016
GAS41 1.025 0.001 1.011 0.02 0.987
GAS7 1.006 0.026 1.029 0.006 1.022
GASP 0.863 0.027 0.963 0.022 1.116
GATA6 0.953 0.051 1.013 0.004 1.062
GATS 0.879 0.038 0.954 0.029 1.086
GBE1 0.96 0.001 1.001 0.005 1.043
GC 0.881 0.028 0.963 0.017 1.092
GCLC 0.899 0.032 0.922 0.017 1.025
GCS1 0.897 0 0.953 0.006 1.062
GDAP1 0.925 0.049 0.962 0.002 1.04
GFER 1.044 0.003 0.994 0.013 0.952
TNFAIP8 1.097 0.023 1.019 0.018 0.928
GH1 1.066 0.013 1.025 0.012 0.961
GIOT-1 0.956 0.041 0.985 0.016 1.03
GJA12 0.987 0.011 0.957 0.002 0.968
GJA3 0.94 0.01 0.968 0.003 1.029
GJA5 0.965 0.004 0.937 0.006 0.97
GJA8 0.946 0.008 0.903 0.016 0.954
GLIPR1 0.923 0.055 0.958 0.008 1.038



GLO1 0.937 0.006 0.991 0.028 1.057
GLRX 0.811 0.01 0.917 0 1.13
GLTSCR1 1.04 0.015 1.059 0.008 1.019
GLTSCR2 0.88 0.02 0.941 0.032 1.068
GLUD1 0.996 0.012 1.085 0.004 1.089
GML 0.879 0.002 0.961 0.037 1.093
GMNN 1.003 0.031 0.978 0.005 0.974
GMPS 0.986 0.01 0.964 0.021 0.977
GNB2L1 1.053 0.019 1.153 0.007 1.095
GNLY 0.878 0.048 0.978 0.018 1.114
GNMT 0.941 0.007 0.969 0.036 1.029
GOLGA5 0.905 0.05 0.913 0.013 1.009
GOLGB1 0.888 0.015 0.942 0.004 1.06
GPAA1 0.815 0.016 0.895 0.037 1.098
GPC3 0.827 0.011 0.879 0.008 1.062
GPR107 0.889 0.032 0.927 0.039 1.042
GPS1 0.777 0.005 0.892 0.003 1.147
GPX1 0.826 0.037 0.871 0.051 1.053
GRIK1 0.698 0.006 0.771 0.025 1.103
GRIN2C 0.874 0.03 0.988 0.017 1.13
GRIPAP1 0.982 0.039 0.995 0.021 1.013
GSPT1 0.921 0.045 0.951 0.013 1.033
GSTP1 1.01 0.009 1.085 0.016 1.074
GSTT1 1.012 0.064 1.061 0.026 1.048
GSTT2 0.89 0.002 0.971 0.019 1.091
GTF2H4 0.92 0.07 0.948 0.035 1.03
GTF3C2 0.899 0.007 0.975 0.006 1.085
GTF3C5 0.972 0.043 1.033 0.014 1.063
GTSE1 0.77 0.003 0.902 0.015 1.171
GUCA1A 0.894 0.045 0.991 0.01 1.108
GUCA1C 0.836 0.022 0.986 0.06 1.179
GYPA 0.9 0.043 1.004 0.034 1.115
GYPC 0.862 0.002 0.947 0.029 1.098
H19 0.991 0.022 1.079 0.042 1.088
H2AFY2 0.897 0.008 0.973 0.015 1.085
HA-1 1.065 0.05 1.098 0.051 1.03
HADHB 0.984 0.01 1.025 0.037 1.041
HAGHL 0.991 0.051 1.082 0.032 1.091
HAN11 0.893 0.002 0.987 0.009 1.105
HAND2 0.981 0.044 1.089 0.016 1.109
HAP1 1.064 0.016 1.175 0.028 1.104
CDC37L1 0.962 0.038 1.045 0.019 1.085
HAT1 1 0.004 1.059 0.019 1.058
ATOH8 1.029 0.041 1.129 0.035 1.097
HBD 1.081 0.01 1.135 0.016 1.049
HBE1 0.897 0.036 1.012 0.014 1.127
HBG2 1.015 0.01 1.133 0.006 1.116
HBQ1 0.912 0.025 0.809 0.011 0.887
HBZ 0.991 0.002 1.055 0.011 1.064
HCBP6 0.948 0.021 1.059 0.002 1.116
HCCR1 1.012 0.002 1.072 0.031 1.059



HCNGP 0.992 0.044 1.097 0.002 1.105
HCST 1.082 0.01 1.128 0.025 1.042
KNTC2 0.735 0.046 0.915 0.018 1.245
HERPUD1 1.088 0.022 1.125 0.034 1.034
HES6 1.026 0.042 1.098 0.021 1.069
HF1 0.767 0.012 0.965 0.013 1.258
HHL 0.767 0.023 0.895 0.005 1.167
HHLA1 0.848 0.025 0.971 0.025 1.144
HIBCH 0.917 0.047 1.003 0.023 1.093
HIG2 1.028 0.019 1.117 0.045 1.087
HINT1 1.117 0.039 1.201 0.044 1.075
HIP1 1.111 0.004 1.083 0.022 0.974
HIRIP3 0.969 0.048 1.121 0.013 1.156
HIST1H3D 0.999 0.001 1.018 0.015 1.018
HIST1H4B 1.019 0.034 1.086 0.032 1.065
HIST1H4C 0.924 0.018 1.042 0.014 1.127
HIST1H4K 0.99 0.036 1.051 0.024 1.06
HIVEP1 0.973 0.004 0.969 0.033 0.995
HMG1L10 0.832 0.043 0.908 0.031 1.091
FLJ39616 0.848 0.027 0.936 0.04 1.104
FRAT2 0.86 0.031 0.943 0.034 1.096
ACSL1 0.808 0.008 0.943 0.064 1.166
UBE2E2 0.912 0.059 0.914 0.027 1.002
ZNF7 0.758 0.033 0.943 0.062 1.243
C2orf12 0.731 0.055 0.82 0.029 1.121
YWHAG 0.782 0.016 0.814 0.038 1.04
YWHAB 0.893 0.027 0.95 0.035 1.063
YAP 0.92 0.005 1.006 0.015 1.093
HMGB2 0.845 0.052 0.952 0.001 1.126
HMGB3 0.964 0.007 1.097 0.019 1.137
HMGN1 0.964 0.027 0.973 0.001 1.009
HMGN4 0.905 0.05 1.04 0.015 1.148
HMX1 1.045 0.064 1.113 0.004 1.064
HNF4A 0.978 0.044 0.987 0.024 1.009
HNRPA1 1.133 0.051 1.084 0.008 0.956
HNRPK 0.87 0.039 0.885 0.05 1.017
HOXD3 1.022 0.03 0.947 0 0.926
HP 0.956 0.001 0.963 0.039 1.007
HPD 1.07 0.007 1.043 0.021 0.974
HPRT1 1.02 0.025 1.035 0.015 1.014
HPS1 1.096 0.037 1.019 0.003 0.929
HPS3 1.06 0.015 1.072 0.027 1.011
HPS6 1.071 0.03 1.085 0.025 1.013
HRASLS 1.081 0.01 1.016 0.009 0.939
HRB 0.857 0.03 0.873 0.037 1.018
HRC 0.898 0.01 0.829 0.008 0.923
HRK 0.98 0.004 0.83 0.022 0.847
HSA275986 0.885 0.006 0.812 0.001 0.917
HSAJ2425 1.092 0.037 1.044 0.004 0.956
HSD3B1 1.116 0.009 0.981 0.027 0.879
HSD3B2 1.083 0.037 1.143 0.037 1.055



HSF2BP 1.113 0.002 1.166 0.01 1.047
HSPA1A 1.198 0.036 1.175 0.026 0.98
HSPB1 1.096 0.019 1.094 0.005 0.997
HSPB3 1.071 0.059 1.009 0.029 0.942
HSPBP1 1.089 0.007 1.037 0.047 0.952
HSPC056 0.885 0.057 0.92 0.006 1.039
HSPC154 1.009 0.01 0.977 0.012 0.968
HSPE1 0.985 0.069 1.014 0.028 1.029
HSSUCCDH 1.083 0.001 1.089 0.035 1.005
HTLF 0.736 0.029 0.995 0.025 1.352
HTN3 1.089 0.007 1.101 0.04 1.01
HTPAP 0.823 0.005 1.032 0.043 1.254
HUS1 1.124 0.003 1.078 0.041 0.958
HUS1B 1.056 0.074 1.072 0.06 1.014
HYPB 0.994 0 1.017 0.04 1.023
HYPC 1.039 0.067 1.013 0.014 0.974
HYPE 1.052 0.004 1.026 0.017 0.975
IBTK 1.028 0.029 0.988 0.016 0.961
ICOS 1.009 0.016 1.031 0.013 1.021
ID1 1.035 0.052 1.082 0.003 1.045
ID2 1.111 0.002 1.083 0.029 0.975
IDE 0.884 0.038 1.046 0.017 1.183
IDI1 1.083 0.011 1.118 0.029 1.031
IDN3 1.067 0.053 0.978 0.004 0.916
IER3 1.087 0.005 1.039 0.03 0.955
IFI27 1.027 0.059 0.903 0.015 0.879
IFI44 0.923 0.011 0.945 0.007 1.023
IFIT1 0.983 0.029 0.998 0.017 1.014
IFIT2 0.989 0.027 1.026 0.017 1.038
IFIT4 1.114 0.044 1.056 0.013 0.947
IFIT5 1.075 0.014 1.075 0.02 0.999
IFITM2 1.191 0.055 1.244 0.036 1.044
IFITM3 1.055 0.023 1.093 0.016 1.035
IFNA1 1.003 0.044 0.812 0.017 0.809
IFNGR2 1.062 0.009 1.073 0.044 1.01
IFRD1 0.961 0.062 0.982 0.035 1.021
IFRG28 0.959 0.011 0.931 0.028 0.97
IGF2AS 0.973 0.069 0.94 0.023 0.966
IGF2R 0.973 0.009 1.016 0.032 1.044
IGHG3 1.031 0.081 1.031 0.026 0.999
IGHG4 1.105 0.018 1.127 0.031 1.02
IGHM 1.087 0.073 1.069 0.002 0.983
IGKC 1.036 0.008 1.073 0.01 1.035
IGLJ3 1.007 0.069 0.985 0.043 0.978
IGLL1 0.806 0.024 0.922 0.018 1.144
G6PC2 1.004 0.042 1.001 0.019 0.997
IL12A 0.979 0.017 1.004 0.005 1.026
IL13 0.748 0.005 0.839 0.057 1.121
ILK-2 0.876 0.034 0.853 0.011 0.973
ILT10 0.777 0.099 0.903 0.025 1.161
ILT8 0.839 0.003 0.84 0.025 1.001



IMP-3 0.806 0.029 0.841 0.035 1.044
IMPDH1 0.759 0.009 0.84 0.023 1.106
IMPG1 0.87 0.034 0.911 0.053 1.047
IMPG2 0.833 0.005 0.865 0.026 1.038
ING2 0.915 0.034 0.954 0.053 1.042
INPP4A 0.735 0.017 0.801 0.001 1.089
INPP5F 0.935 0.041 0.935 0.01 0.999
INSAF 1.026 0.006 1.076 0.036 1.048
INSIG1 0.966 0.006 0.983 0.009 1.017
INSIG2 1.158 0.08 1.12 0.021 0.966
IRTA1 0.957 0.026 0.933 0.029 0.973
IRTA2 1.075 0.072 1.029 0.056 0.957
IRX5 1.104 0.044 1.08 0.03 0.978
ISL1 1.14 0.04 1.085 0.002 0.951
ITGA11 1.122 0.021 1.078 0.014 0.96
ITGAD 1.04 0.004 1.069 0.048 1.027
ITGB7 0.82 0.039 0.886 0.029 1.08
ITGB8 0.891 0.011 0.877 0.013 0.984
ITGBL1 0.902 0.012 0.841 0.015 0.932
ITM2B 0.915 0.051 0.887 0.034 0.969
ITR 0.905 0.067 0.877 0.054 0.969
ITSN2 0.813 0.055 0.825 0.013 1.014
JPH3 0.762 0.013 0.764 0.051 1.002
JRKL 0.784 0.006 0.829 0.032 1.058
JUP 0.76 0.004 0.784 0.05 1.032
KAI1 0.728 0.003 0.802 0.009 1.101
KCNAB1 0.871 0.028 0.876 0 1.005
KCNE1L 0.898 0.023 0.94 0.015 1.046
KCNQ5 0.929 0.025 0.99 0.027 1.065
KEL 1.021 0.043 1.008 0.029 0.987
KERA 1.021 0.024 1.05 0.03 1.027
LRRC14 0.887 0.013 0.924 0.008 1.041
KIAA0033 1.007 0.012 1.135 0.076 1.126
KIAA0265 0.87 0.028 0.978 0.047 1.123
KIAA0274 0.873 0.037 0.947 0.072 1.084
KIAA0605 0.867 0.002 0.95 0.006 1.095
KIAA0779 0.957 0.02 0.949 0.001 0.991
KIAA0960 0.95 0.016 0.951 0.033 1
KIAA1026 1.024 0.031 1.103 0.017 1.077
FOXJ3 1.062 0.081 1.133 0.001 1.067
KIAA1181 1.134 0.01 1.217 0.073 1.073
ADAMTSL3 0.89 0.023 0.94 0.023 1.056
KIAA1268 0.983 0.031 1.132 0.093 1.15
PALD 0.984 0.031 1.11 0.001 1.128
KIAA1609 0.769 0.011 0.905 0.066 1.176
KIAA1622 0.938 0.011 1.02 0.008 1.088
KIAA1683 1.037 0.032 1.062 0.001 1.023
KIAA1856 1.1 0.005 1.042 0.028 0.946
KIR3DL3 1.073 0.032 1.142 0.009 1.063
KISS1 0.92 0.012 1.009 0.02 1.096
KLF8 0.984 0.003 1.08 0.024 1.097



KLIP1 1.003 0.005 1.099 0.002 1.095
KLRG1 1.039 0.013 1.136 0.051 1.093
KPNA5 0.929 0.023 0.962 0.007 1.035
KPNB3 0.986 0.02 1.044 0.008 1.058
KREMEN1 0.895 0.026 0.924 0.027 1.032
KREMEN2 1.06 0.019 1.141 0.022 1.076
KRT1 1.057 0.001 1.048 0.045 0.991
KRT16 1.157 0.02 1.156 0.007 0.999
KRT17 1.016 0.003 0.983 0.031 0.968
KRT18 1.05 0.018 1.066 0.01 1.015
KRT9 1.04 0.002 1.076 0.047 1.034
KRTHB1 0.97 0.026 1.033 0.039 1.063
KRTHB6 1.019 0.013 1.077 0.039 1.057
KTN1 1.003 0.02 1.011 0.023 1.008
LAIR1 0.949 0.021 1.018 0.038 1.072
LAIR2 1.065 0.032 1.106 0.013 1.038
LAMA2 1.162 0.002 1.156 0.072 0.994
LAMA4 1.005 0.028 0.95 0.013 0.945
LAMP2 1.001 0.016 0.947 0.039 0.945
LCHN 1.189 0.062 1.114 0.031 0.936
LDHA 1.084 0.002 1.073 0.047 0.989
LDHB 0.979 0.015 0.99 0.009 1.011
LDHC 0.977 0.003 1.012 0.029 1.035
LDOC1 1.021 0.025 1.033 0.004 1.011
LENG1 1.021 0.026 1.001 0.045 0.979
LENG4 0.871 0.041 0.951 0.003 1.091
LENG8 0.876 0.03 0.972 0.064 1.109
LEPROTL1 0.889 0.038 0.866 0.012 0.974
LFNG 0.946 0.08 1.039 0.06 1.099
LGALS3 1.008 0.036 1.031 0.012 1.022
LGALS7 0.836 0.052 0.825 0.091 0.986
LGI1 0.871 0.017 0.932 0.004 1.069
LHFPL2 0.795 0.029 0.958 0.074 1.204
LHX1 0.953 0 0.955 0.036 1.002
LIFR 0.824 0.042 0.922 0.059 1.119
LIG3 0.919 0.037 0.94 0.014 1.022
LIM2 0.917 0.002 0.893 0.022 0.973
LIMS1 1.006 0.046 1.037 0.009 1.03
LIPE 1.007 0.009 1.021 0.008 1.013
LISCH7 0.669 0.026 0.84 0.017 1.255
LMNB1 0.936 0.014 0.94 0.015 1.004
LMO1 1.074 0.045 1.042 0.01 0.969
LMO2 1.044 0.019 0.962 0.002 0.921
LMO4 1.053 0.062 1.156 0.008 1.097
PVRL4 0.858 0.01 0.894 0.034 1.041
LOC124220 1.017 0.041 0.963 0.021 0.946
LOC253039 0.974 0.04 0.907 0.005 0.931
LOC254571 0.914 0.065 0.874 0.009 0.956
LOC55971 0.891 0.033 0.872 0.002 0.978
LOC56901 0.981 0.041 0.927 0.002 0.945
LOC80298 0.874 0.017 0.774 0.006 0.886



LOC90557 0.823 0.026 0.848 0.02 1.031
LOC90925 0.767 0.009 0.787 0.001 1.026
LOC93380 0.752 0.023 0.763 0.01 1.014
LOC94431 0.795 0.006 0.814 0.005 1.023
LOH11CR2A 0.908 0.044 0.916 0.005 1.008
LPP 1.006 0.006 1.002 0.008 0.996
LPPR2 0.903 0.024 0.94 0.002 1.04
LPXN 1.024 0.024 0.982 0 0.958
LRBA 1.148 0.068 1.116 0 0.972
LRDD 1.046 0.016 1.006 0.025 0.961
LRIG1 1.059 0.057 1.036 0.004 0.977
LRMP 0.992 0.015 0.974 0.004 0.982
LRP10 1 0.043 1.02 0.018 1.02
LRP11 0.949 0.007 0.957 0.026 1.008
LRRC17 1.109 0.059 1.134 0.013 1.022
LTA4H 1.009 0.004 1.029 0.004 1.019
LTBP3 0.905 0.011 1.061 0.008 1.172
LTC4S 1.061 0.015 1.057 0.008 0.996
LUC7A 0.967 0.039 1.094 0.016 1.131
LYL1 1.209 0.012 1.168 0.031 0.965
LYZ 1.226 0.045 1.141 0.006 0.93
LZTFL1 1.158 0.012 1.085 0.004 0.936
LZTR1 1.086 0.044 1.115 0.004 1.026
MAB21L1 0.949 0.006 0.933 0.005 0.983
MAB21L2 1.001 0.049 1.074 0.009 1.072
MAD1L1 1.078 0.004 1.079 0.004 1
MAD2L1 1.015 0.036 1.026 0.001 1.01
MAD2L2 1.145 0.024 1.126 0.009 0.983
SMAD9 0.911 0.009 1.023 0.004 1.122
MAGEC3 1.156 0.012 1.057 0.008 0.914
MAGED1 1.026 0.044 1.068 0.006 1.04
MAGEH1 0.936 0.007 0.911 0.014 0.973
MAML1 0.919 0.002 1.012 0.009 1.101
MAN2C1 0.903 0.009 0.963 0.007 1.066
MAOB 0.89 0.035 0.921 0.001 1.034
MARCKS 1.119 0.008 1.103 0.012 0.985
MATP 1.045 0.02 1.108 0.02 1.06
MAX 1.177 0.042 1.132 0.034 0.961
MBD3L1 1.077 0.022 1.075 0.003 0.998
MBTD1 1.111 0.014 1.083 0.014 0.974
MCTS1 1.223 0.047 1.204 0.002 0.984
MDC1 1.141 0.005 1.089 0.003 0.954
MDGA1 1.074 0.021 1.093 0.001 1.016
MDM1 0.948 0.01 0.904 0.011 0.953
MED8 0.929 0.029 0.994 0.012 1.069
MEIS1 1.095 0.022 1.032 0.027 0.942
RAB8A 1.099 0.025 1.13 0.001 1.028
MEP1B 1.043 0.018 1.099 0.018 1.053
MESDC1 1.176 0.035 1.125 0.008 0.956
MESDC2 1.077 0.02 0.994 0 0.922
MFNG 1.027 0.037 1.082 0.007 1.053



MGAM 1.065 0.016 1.087 0.02 1.02
C9ORF125 0.986 0.02 1.054 0.013 1.068
MGC14386 1.083 0.015 1.011 0.025 0.934
FBXO31 0.913 0.033 0.945 0.05 1.035
MGC19595 0.902 0.034 0.942 0.014 1.044
MGC2705 0.95 0.038 0.971 0.036 1.022
IGHM 0.942 0.043 0.877 0.014 0.93
ILK-2 1.006 0.049 0.938 0.053 0.931
APEG1 0.976 0.032 0.958 0.029 0.981
CCDC5 0.965 0.033 0.941 0 0.975
RARB 1.03 0.037 0.967 0.005 0.938
MGC16385 0.871 0.014 0.875 0.016 1.005
PPAPDC1 0.863 0.031 0.864 0.017 1
MGC40069 0.891 0.031 0.899 0 1.008
FAM35A 0.843 0.02 0.983 0.031 1.166
MGC7036 1.009 0.044 0.953 0.014 0.944
MGC90512 0.874 0.007 0.911 0.034 1.042
MGLL 0.979 0.034 0.979 0.001 1
MHC2TA 1.101 0.009 1.079 0.028 0.979
C18ORF8 0.956 0.031 0.958 0.018 1.002
MICAL2 0.845 0.005 0.904 0.037 1.07
MIF 1.073 0.029 1.044 0.009 0.973
MIPOL1 0.91 0.011 1.003 0.049 1.102
MJD 0.96 0.022 0.859 0.01 0.894
MLF2 0.804 0.026 0.917 0.017 1.141
MLLT1 0.91 0.012 0.937 0.007 1.029
MLP 0.94 0.006 1.003 0.025 1.067
MMAB 0.887 0.031 0.897 0.006 1.01
MME 1.024 0.017 1.026 0.012 1.002
MMP14 0.86 0.014 0.902 0.026 1.049
MMRN1 0.713 0.013 0.798 0.004 1.119
MN1 0.723 0.01 0.813 0.002 1.124
MOCOS 0.768 0.002 0.839 0.032 1.091
MONDOA 0.967 0.043 0.999 0.002 1.033
MOX2 0.633 0.032 0.88 0.004 1.39
MPHOSPH6 1.143 0.056 1.126 0.009 0.984
MPHOSPH9 1.11 0.01 1.086 0.029 0.978
MPRG 0.881 0.007 1.046 0.014 1.187
MPST 0.973 0.007 1.028 0.015 1.057
MR-1 0.841 0.042 0.889 0.025 1.057
MRVI1 1.101 0.029 1.133 0.026 1.029
MSH3 0.836 0.035 0.964 0.022 1.152
MSN 0.887 0.003 0.969 0.041 1.091
MT1L 1.026 0.046 1.083 0.032 1.055
MTBP 1 0.017 1.055 0.055 1.054
MTCP1 1.048 0.065 1.12 0.047 1.068
MTHFD1 1.036 0.017 1.107 0.043 1.068
MTR 0.971 0.071 1.049 0.04 1.079
MTX1 0.531 0.038 1.023 0.012 1.926
MUC3A 1.047 0.085 1.102 0.055 1.052
MUTYH 1.005 0.026 1.043 0.036 1.037



MX1 0.819 0.06 0.946 0.019 1.154
MYCBP 0.894 0.004 1.017 0.038 1.137
MYL2 1.016 0.036 1.007 0.015 0.991
MYL3 1.064 0.018 1.152 0.024 1.083
MYL5 0.976 0.067 1.046 0.026 1.072
MYL6 1.102 0.012 1.089 0.012 0.988
NAGA 1.064 0.067 1.112 0.028 1.045
NALP1 1.018 0.004 1.154 0.008 1.132
NALP8 0.884 0.039 0.99 0.036 1.119
NALP9 1.046 0.014 1.072 0.022 1.024
NARG2 0.919 0.038 0.997 0.034 1.084
NAT1 0.901 0.009 1.047 0.047 1.161
NAT6 0.964 0.032 1.026 0.032 1.064
NBL1 1.029 0.032 1.094 0.018 1.062
NCKAP1 1.09 0.062 1.088 0.026 0.998
NCOA5 1.051 0.005 1.1 0.02 1.046
NCOA7 0.954 0.07 0.992 0.032 1.04
NCR2 1 0.005 1.055 0.007 1.054
NDE1 0.932 0.038 1.015 0.032 1.089
NDEL1 0.921 0.014 1.126 0.003 1.221
NDP52 0.848 0.067 0.954 0.027 1.125
NDRG1 0.92 0.001 1.017 0.012 1.104
NDRG2 1.168 0.063 1.04 0.056 0.89
NDRG4 1.028 0.017 0.962 0.014 0.935
NDUFS5 1.1 0.073 1.143 0.017 1.039
NDUFS8 0.94 0.015 1.047 0.07 1.113
NEFL 1.015 0.037 0.958 0.04 0.943
NEIL1 0.906 0.025 0.954 0.016 1.053
NET1 0.866 0.043 1.012 0.032 1.167
NFKBIE 1.13 0.006 1.195 0.049 1.057
NFKBIL1 1.062 0.041 1.111 0.028 1.046
NFRKB 0.793 0.017 0.989 0.034 1.246
NGFRAP1 0.716 0.026 0.811 0.01 1.132
NJMU-R1 0.807 0.022 0.984 0.003 1.219
NK4 0.871 0.017 0.97 0.09 1.113
NKG7 0.883 0.034 0.913 0.006 1.033
NKTR 0.873 0.069 0.901 0.099 1.032
NOG 0.918 0 0.897 0.054 0.978
NOL1 0.727 0.061 0.822 0.023 1.131
NOS1 0.821 0.012 0.876 0 1.066
NOS3 0.878 0.041 0.985 0.033 1.121
NPAS2 0.816 0.007 0.884 0.018 1.082
NPC2 0.94 0.026 1.036 0.008 1.102
NPHS2 0.853 0.013 0.88 0.044 1.031
NPM1 0.867 0.028 0.986 0.009 1.138
TUSC4 0.946 0.033 1.017 0.069 1.075
NPTX1 0.928 0.014 1.022 0.006 1.1
NQO2 0.96 0.029 1.029 0.023 1.071
NRG2 0.947 0.033 1.021 0.011 1.078
NRIP2 0.912 0.006 1.042 0.049 1.142
NUCKS 0.815 0.014 0.905 0.003 1.111



NUDC 0.986 0.017 1.022 0.073 1.036
NUDT2 0.816 0.041 0.979 0.041 1.199
NUMB 0.776 0.041 0.969 0.007 1.249
NUP214 1.025 0.03 1.08 0.023 1.053
NUSAP1 1.045 0.022 1.034 0.002 0.989
NYX 0.794 0.022 0.951 0.023 1.197
ZNF423 0.905 0.03 1.031 0.028 1.138
OBRGRP 0.783 0.051 0.863 0.025 1.102
OBSCN 0.777 0.033 0.938 0.002 1.206
OCLN 0.84 0.066 0.887 0.002 1.055
OCRL 0.897 0.024 0.966 0.025 1.076
ODZ3 0.949 0.056 0.968 0.035 1.019
OFD1 0.884 0.001 1.102 0.023 1.246
OLIG3 1.036 0.049 1.094 0.044 1.056
OPA3 1.042 0.008 1.145 0.013 1.098
OPTN 0.874 0.052 1.054 0.032 1.206
OR7E35P 1.059 0.022 1.141 0.003 1.077
OR8G1P 1.002 0.065 1.1 0.047 1.096
OSBPL10 0.924 0.046 1.002 0.016 1.083
OTOA 0.848 0.073 1.034 0.019 1.219
OTOF 1.038 0.032 1.131 0.034 1.089
OTOR 0.934 0.06 1.008 0.049 1.079
OVCA2 0.976 0 1.109 0.029 1.135
P101-PI3K 0.962 0.054 1.1 0.047 1.142
P2RX5 1.021 0.02 1.116 0.001 1.093
P2RXL1 1.012 0.074 1.155 0.052 1.141
P38IP 0.925 0.004 1.001 0.001 1.082
TXNDC7 0.903 0.077 0.976 0.038 1.08
P5326 0.926 0.043 0.947 0.064 1.022
PABPN1 1.027 0.077 1.032 0.028 1.004
PAFAH1B1 0.97 0.004 1.026 0.066 1.057
PAICS 0.668 0.036 0.778 0.038 1.165
PANX1 0.826 0.048 0.95 0.005 1.15
PAQR3 0.877 0.062 1.07 0.027 1.219
PARK7 0.846 0.037 1.068 0.02 1.262
PAX2 0.871 0.058 1.001 0.025 1.149
PAX6 1.005 0.048 1.094 0.003 1.088
PAXIP1L 0.82 0.069 0.858 0.028 1.045
PBP 0.956 0.032 1.005 0.024 1.051
PCBD 0.805 0.05 0.96 0.011 1.193
PCDH17 0.824 0.016 0.848 0.028 1.029
PCDH18 1.054 0.059 1.172 0.032 1.111
PCDH9 1.025 0.02 1.093 0.027 1.066
PC-LKC 0.98 0.071 1.075 0.022 1.096
TDRD7 0.881 0.029 1.032 0.028 1.17
PDAP1 1.022 0.084 1.131 0.024 1.106
PDCD10 1.053 0.037 1.085 0.039 1.03
PDCD4 0.774 0.034 0.986 0.016 1.273
PDCD5 0.746 0.014 0.942 0.017 1.262
PDCD6IP 0.986 0.067 1.002 0.025 1.016
PDE6A 0.898 0.015 1.011 0.022 1.125



PDE6B 0.909 0.044 1.015 0.019 1.116
PDE6C 1.011 0.032 1.043 0.03 1.031
PECI 1.053 0.073 1.033 0.036 0.98
PELP1 0.945 0 0.998 0.053 1.056
PEPD 0.979 0.067 1.101 0.017 1.124
PERP 0.855 0.013 1.013 0.016 1.184
PES1 0.904 0.067 1.002 0.001 1.109
PEX1 0.959 0.025 1.017 0.047 1.06
PEX11A 0.8 0.082 0.96 0.024 1.199
PEX11B 0.873 0.011 0.983 0.05 1.125
PEX14 0.714 0.043 0.86 0.06 1.203
PEX16 0.802 0 0.893 0.011 1.113
PEX3 0.692 0.077 0.839 0.045 1.21
PFC 0.796 0.016 0.887 0.033 1.114
PFDN2 0.831 0.073 0.928 0.037 1.116
PFN1 0.78 0.011 0.877 0.036 1.123
PGAM2 0.857 0.077 0.914 0.059 1.066
PGBD3 0.757 0 0.777 0.053 1.026
PGDS 0.77 0.031 0.878 0.052 1.14
PGRMC1 0.868 0.015 0.886 0.017 1.02
PH-4 0.939 0.002 1.003 0.006 1.068
PHEMX 0.969 0.007 0.997 0.008 1.028
PHLDA2 0.997 0.017 0.984 0.013 0.987
PHLDA3 1.078 0.018 1.045 0.023 0.969
PHTF2 0.989 0.049 0.979 0.02 0.989
PHYH 1.127 0.023 1.084 0.002 0.961
PIAS1 1.127 0.045 1.085 0.016 0.963
PIB5PA 1.045 0.01 1.037 0.001 0.992
PIK3AP1 0.945 0.002 0.962 0.021 1.017
PIN1L 0.985 0.067 1.01 0.061 1.025
PIP3AP 0.982 0.006 0.987 0.004 1.004
PITPN 0.85 0.041 0.862 0.046 1.014
PIWIL1 1.065 0.038 0.987 0.023 0.926
PIWIL2 1.012 0.01 0.917 0.037 0.905
PKNOX2 1.016 0.005 0.958 0.033 0.943
PLA2G10 0.984 0.02 0.914 0.015 0.928
PLA2G4B 0.893 0.059 0.788 0.027 0.883
PLA2G4C 0.927 0.03 0.857 0.047 0.924
PLA2R1 0.738 0.058 0.697 0.03 0.944
PLCB2 0.79 0.029 0.774 0.004 0.978
PLEK 0.947 0.033 0.929 0.079 0.98
PLEK2 0.992 0.005 0.922 0.028 0.929
PLEKHC1 1.158 0.042 1.117 0.002 0.964
GADD45GIP1 1.134 0.001 1.093 0.034 0.964
PLP1 1.079 0.01 1.072 0.01 0.993
PLXNA1 1.083 0.007 1.047 0.034 0.966
PLXNA4 1.065 0.052 1.011 0.038 0.949
PM5 1.12 0.028 1.094 0.039 0.976
PMAIP1 0.84 0.021 0.827 0.024 0.984
PMP2 0.865 0.062 0.885 0.025 1.022
PMP22 0.991 0.019 1.037 0.028 1.045



PNMA1 1.14 0.043 1.184 0.038 1.038
POLB 1.029 0.107 1.01 0.104 0.98
POLR3D 0.999 0.032 1.028 0.023 1.028
POM121L1 1.06 0.042 1.085 0.029 1.023
POMZP3 1.068 0.009 1.066 0.001 0.998
POU4F2 1.06 0.011 1.067 0.022 1.006
POU5F1 0.959 0.075 0.962 0.065 1.002
POU6F1 1.024 0.008 1.069 0.048 1.043
PRAME 0.894 0.055 0.922 0.006 1.031
PRB1 0.892 0.049 0.983 0.047 1.101
PPRC1 1.037 0.044 1.119 0.016 1.079
PRC1 1.028 0.051 1.089 0.051 1.059
PRCC 1.067 0.067 1.129 0.078 1.058
PRDM11 0.989 0.018 1.075 0.037 1.087
PRDM13 0.934 0.005 0.984 0.07 1.053
PRDM6 1.074 0.012 1.144 0.013 1.065
PRDM8 0.956 0.096 1.016 0.047 1.062
PRG1 0.988 0.049 1.043 0.006 1.054
PRG4 0.982 0.038 1.003 0.025 1.02
PRKAB1 0.911 0.035 1.037 0.034 1.138
PRKAB2 0.859 0.056 0.894 0.019 1.04
PRKAG2 0.996 0.01 1.084 0.022 1.088
PRKCBP1 0.992 0.072 1.063 0.026 1.071
PRKCDBP 1.012 0.066 1.121 0.007 1.107
PRND 0.922 0.055 1.007 0.039 1.091
PRNP 1.025 0.064 1.16 0.032 1.13
ATAD2 0.953 0.057 1.021 0.019 1.072
PROM1 0.898 0.028 0.961 0.028 1.07
PROX1 0.901 0.081 0.951 0.002 1.055
PRPF31 1.077 0.029 1.205 0.037 1.118
PSCD4 0.974 0.15 1.052 0.108 1.08
PSEN2 0.883 0.019 0.943 0.02 1.068
PSMA2 0.802 0.026 0.846 0.03 1.055
PSMD14 1.107 0.042 1.248 0.006 1.126
PSMD4 1.055 0.082 1.183 0.007 1.121
PSMD5 1.009 0.045 1.151 0.009 1.14
PSMD7 1 0.091 1.095 0.081 1.094
PSMD8 1.07 0.036 1.166 0.049 1.089
PSTPIP1 0.926 0.077 0.99 0.047 1.069
PSTPIP2 0.9 0.018 0.965 0.025 1.072
PTBP1 0.742 0.04 0.843 0.003 1.135
PTCRA 0.832 0.002 0.931 0.082 1.118
PTDSR 0.738 0.014 0.84 0.001 1.137
OR1Q1 0.832 0.019 0.9 0.035 1.081
OR2A5 0.818 0.05 0.875 0.003 1.07
PMPCA 0.769 0.004 0.899 0.083 1.169
ARHGEF18 0.827 0.066 0.893 0.009 1.079
MYCNOS 0.744 0.024 0.809 0.007 1.086
PSCD2 0.88 0.023 0.893 0.002 1.014
PTGES 0.921 0.057 0.99 0.001 1.075
PTMA 0.85 0.017 0.943 0.035 1.108



PTMS 0.947 0.043 1.01 0.019 1.067
PTN 0.911 0.018 1.012 0.044 1.111
PTPNS1 1.001 0.046 1.091 0.005 1.089
PTPNS1L2 1.049 0.035 1.085 0.033 1.034
PTPRCAP 1.002 0.049 1.017 0.003 1.014
PTS 1.105 0.014 1.127 0.019 1.019
PTTG1IP 1.044 0.053 1.127 0.027 1.079
PTTG2 1.035 0.002 1.118 0.002 1.08
PTTG3 0.811 0.027 0.811 0.016 1
PVRL3 0.869 0.012 0.821 0.021 0.945
PVT1 0.931 0.03 0.914 0.014 0.981
PEX19 0.91 0.012 0.868 0.017 0.954
PXMP2 0.793 0.029 0.815 0.001 1.027
PYGL 0.893 0.006 0.94 0.015 1.052
PYGM 0.81 0.002 0.876 0.022 1.08
QSCN6 0.793 0.006 0.809 0.002 1.02
RAB10 0.67 0.003 0.708 0.023 1.056
RAB2 0.837 0.001 0.806 0.013 0.962
RAB22A 0.909 0.031 0.949 0.025 1.044
RAB31 0.946 0.003 0.956 0.024 1.01
RAB35 0.965 0.015 0.936 0.032 0.969
RAB3D 1.042 0.006 1.106 0.045 1.06
RAB3IL1 1.03 0.021 1.045 0.014 1.014
RAB4A 1.222 0.002 1.204 0.036 0.985
RAB5B 0.846 0.012 0.988 0.024 1.168
RAB9P1 1.028 0.007 1.034 0.01 1.005
RAB9P40 1.024 0.037 1.079 0.025 1.053
RABAC1 0.942 0.009 0.911 0.014 0.967
RABL4 0.986 0.04 1.056 0.026 1.071
RAC3 1.038 0.016 1.022 0.03 0.984
RAD52 1.038 0.048 0.991 0.028 0.954
RAD54L 1.087 0.014 1.105 0.062 1.016
RAD9A 1.071 0.046 1.115 0.012 1.04
RAI2 1.073 0.011 1.157 0.041 1.078
RALBP1 0.795 0.042 0.943 0.037 1.186
RAMP 0.993 0.016 1.059 0.026 1.065
RANBP1 0.885 0.036 0.957 0.045 1.082
RANBP6 0.841 0.002 0.89 0.021 1.058
RANBP9 0.893 0.049 1.02 0.017 1.142
RAP1B 0.994 0.015 0.939 0.002 0.944
RAP2B 0.979 0.033 0.938 0.025 0.958
RAPH1 1.032 0.008 1.151 0.026 1.116
Raptor 1.137 0.032 1.193 0.012 1.048
RARRES1 0.917 0.011 1.103 0.019 1.202
RARRES2 0.996 0.034 1.092 0.022 1.096
RARRES3 0.957 0.006 0.99 0.025 1.034
RASA4 1.006 0.036 1.051 0.031 1.044
RASSF2 0.779 0.002 0.954 0.001 1.223
RAX 0.983 0.001 1.026 0.039 1.043
RB1CC1 1.027 0.02 1.113 0.045 1.083
RBBP4 1.04 0.032 1.114 0.024 1.07



RBBP5 1.041 0.003 1.027 0.028 0.986
RBBP7 1.065 0.033 0.997 0.011 0.936
RBBP8 0.906 0.027 0.988 0.024 1.09
RBBP9 0.911 0.039 0.986 0.034 1.081
RBL1 0.97 0.01 1.022 0.018 1.054
RBMS3 0.981 0.037 1.083 0.026 1.103
RBMY1A1 1.004 0.003 1.046 0.012 1.042
RBP4 0.976 0.066 1.046 0.027 1.071
RBPSUHL 1.056 0.031 1.102 0.048 1.043
RCP 0.993 0.028 1.053 0.029 1.061
RCV1 1.065 0.03 1.134 0.054 1.064
REC8L1 1.026 0.028 1.097 0.015 1.069
RECQL 1.005 0.028 1.127 0.029 1.121
REPRIMO 1.065 0.036 0.958 0.056 0.899
RFNG 1.039 0.018 1.105 0.034 1.063
RGC32 0.868 0.038 0.996 0.038 1.147
RGNEF 1.02 0.005 1.108 0.004 1.086
RHAG 0.818 0.024 0.846 0.011 1.034
RHCE 0.836 0.023 0.94 0.024 1.125
RHD 0.817 0.006 0.908 0.056 1.111
RHEB 0.908 0.015 1.019 0.056 1.121
RICS 0.805 0.02 0.942 0.06 1.169
ZBTB10 0.73 0.022 0.853 0.01 1.168
RIOK2 0.853 0.009 0.909 0.019 1.066
RLBP1 0.722 0.014 0.8 0.031 1.107
RP1 0.832 0.034 0.897 0.036 1.078
RP42 0.816 0.005 0.897 0.005 1.098
RPGRIP1 0.765 0.002 0.898 0.002 1.173
RPIP8 0.872 0.02 0.985 0.021 1.129
RPL10 0.763 0.018 0.916 0.01 1.199
RPL11 0.748 0.023 0.983 0.007 1.313
RPL13A 0.765 0.027 0.942 0.064 1.231
RPL32 0.697 0.018 0.936 0.032 1.342
RPL37 0.75 0.02 0.931 0.014 1.241
RPL37A 0.882 0.005 1.094 0.021 1.24
RPL5 0.838 0.008 1.023 0.023 1.22
RPP14 0.922 0.006 1.109 0.066 1.203
RPS16 0.773 0.021 0.936 0.029 1.21
RPS19 0.79 0.009 0.944 0.007 1.194
RPS27 0.797 0.023 0.944 0.021 1.184
RPS29 0.735 0.024 0.924 0.017 1.257
RPS4X 0.806 0.032 0.943 0.031 1.169
RPS9 0.789 0.013 0.9 0.004 1.14
RQCD1 0.652 0.01 0.846 0.031 1.296
RRAGD 0.579 0.013 0.821 0.003 1.417
RSU1 0.747 0.057 0.877 0.011 1.174
RTDR1 0.841 0.035 0.848 0.02 1.008
RYBP 0.815 0.012 0.959 0.019 1.176
RYR1 0.678 0.042 0.867 0.004 1.277
S100A10 0.779 0.032 0.9 0.036 1.155
S100A12 0.782 0.019 0.936 0.002 1.195



S100A5 0.901 0.021 1.007 0.006 1.116
S100A7 0.857 0.023 0.865 0.015 1.009
SAA1 0.911 0.044 1.086 0.013 1.191
SACS 0.791 0.015 0.93 0.01 1.175
SAMSN1 0.836 0.059 0.954 0.027 1.14
SART1 0.846 0.011 1.07 0.01 1.265
SAS 0.796 0.02 0.985 0.032 1.237
SBDS 0.908 0.015 1.04 0.025 1.145
SCA2 0.911 0.042 1.111 0.018 1.219
KLHL1AS 0.887 0.004 0.827 0.002 0.932
SCAMP2 1.047 0.064 1.23 0.049 1.174
SCAP 0.948 0.006 1.055 0.039 1.113
SCARA3 0.805 0.046 1.03 0.038 1.279
SCARB2 0.806 0.045 0.955 0.029 1.184
SCEL 0.981 0.106 1.07 0.023 1.09
SCGB1D1 0.912 0.042 1.093 0.031 1.198
SCGB3A2 0.88 0.029 0.969 0.039 1.101
SCMH1 0.804 0.029 1.051 0.006 1.307
SCML2 0.771 0.012 1.009 0.013 1.307
SCN10A 0.91 0.028 1.076 0.022 1.182
SCN11A 0.991 0.029 1.117 0.019 1.126
SCN7A 0.869 0.019 1.016 0.017 1.169
SCN9A 0.945 0.068 1.133 0.01 1.199
SCO1 0.927 0.042 1.079 0.025 1.163
SDHA 0.976 0.09 1.081 0.012 1.107
SDHD 0.951 0.036 1.05 0.012 1.104
DEPDC1 0.876 0.054 1.064 0.033 1.215
SEC10L1 0.983 0 1.088 0.026 1.107
SEC31L2 0.965 0.041 1.103 0.029 1.142
SERTAD1 0.937 0.018 1.114 0.005 1.188
SEL1L 1.126 0.04 1.225 0.017 1.088
SELL 0.914 0.001 1.089 0.027 1.192
SEMA3C 0.916 0.065 1.009 0.024 1.102
SERF1A 0.928 0.049 1.061 0.021 1.143
SERPINA3 1.051 0.109 1.097 0.018 1.044
SERPINA4 0.881 0.029 1.076 0.041 1.22
SESN1 0.974 0.058 1.053 0.053 1.081
SETDB1 0.91 0.003 1.054 0.027 1.158
SFRS2IP 0.878 0.044 1.036 0.015 1.179
SFTPA1 0.935 0.009 1.038 0.031 1.11
SFTPB 1.041 0.052 1.062 0 1.02
SFTPC 1.019 0.021 1.105 0.02 1.084
SGCA 0.971 0.103 1.084 0.035 1.116
SGCB 0.996 0.039 0.958 0.045 0.961
SGCD 0.865 0.093 1.016 0.016 1.174
SGCG 1.017 0.05 1.183 0.052 1.162
SH2D2A 0.755 0.033 0.905 0.025 1.199
SH2D3A 0.763 0 0.879 0.073 1.152
SH3BP2 0.84 0.023 0.964 0.046 1.147
SH3GL1 0.785 0.026 0.902 0.061 1.148
SH3GL3 0.739 0.035 0.841 0.016 1.138



SH3KBP1 0.851 0.03 0.99 0.086 1.162
SH3MD1 0.772 0.058 0.91 0.085 1.178
SHANK3 0.808 0.007 0.84 0.047 1.039
SHC2 0.896 0.084 0.907 0.035 1.012
SI 0.748 0.024 0.958 0.04 1.28
SIL 0.813 0.034 0.891 0.005 1.096
SILV 0.922 0.003 1.024 0.022 1.11
SIRPB1 0.88 0.017 1.029 0.026 1.169
SIRPB2 0.984 0.014 1.065 0.008 1.083
SKI 0.963 0.031 1.054 0.037 1.094
SKIL 0.958 0.023 1.082 0.001 1.129
SLC12A3 0.801 0.035 0.959 0.026 1.197
SLC22A18 0.815 0.009 1.012 0.012 1.241
SLC25A4 0.794 0.032 0.984 0.027 1.238
SLC43A1 1 0.009 1.127 0.012 1.127
SLC4A1AP 1.047 0.001 1.055 0.04 1.008
SLC6A3 0.902 0.005 1.044 0.005 1.157
SLIT1 0.941 0.023 1.069 0.031 1.135
SMARCA1 0.929 0.012 1.088 0.008 1.171
SMARCB1 0.78 0.025 0.781 0.02 1.001
SMARCC1 0.832 0.003 0.82 0.001 0.985
SMARCD1 0.772 0.014 0.907 0.01 1.175
SMS 0.598 0.008 0.8 0.052 1.336
SMYD2 0.762 0.005 0.886 0.005 1.162
SMYD3 0.72 0.026 0.887 0.02 1.231
SMYD5 0.924 0.018 0.982 0.006 1.062
SNAPC1 0.878 0.006 1.01 0.028 1.15
SNCA 0.981 0.03 1.08 0.021 1.1
SNIP1 0.967 0.01 1.121 0.006 1.159
SNN 1.054 0.032 1.177 0.034 1.116
SNURF 0.971 0.004 1.073 0.023 1.104
SNX5 0.863 0.024 1.004 0.031 1.163
SOAT1 0.871 0.006 0.966 0 1.109
SOCS3 0.859 0.036 0.998 0.016 1.161
SOCS4 0.836 0.005 1.004 0.006 1.2
SOD1 1.072 0.054 0.993 0.012 0.926
SORD 0.924 0.003 1.045 0.034 1.13
SOST 0.96 0.043 1.07 0.037 1.114
SOX3 0.797 0.015 0.961 0.029 1.205
SP2 0.963 0.061 1.104 0.028 1.146
SPAG1 0.733 0.018 0.964 0.041 1.313
SPAG6 1.058 0.05 1.187 0.043 1.121
SPAG9 0.812 0.016 0.962 0.039 1.185
SPG20 0.796 0.039 0.989 0.029 1.242
SPHAR 0.785 0.011 0.993 0.017 1.264
SPIC 0.947 0.002 1.026 0.019 1.083
SPIN 1.056 0.007 1.207 0.021 1.142
SPRY1 0.983 0.024 1.038 0.01 1.055
SPRY2 0.922 0.011 1.064 0.043 1.153
SPRY3 1.007 0.071 1.072 0.008 1.065
SPTA1 0.831 0.003 1.035 0.033 1.244



SREBF2 0.923 0.042 1.041 0.028 1.127
SRP72 0.822 0.026 0.952 0.023 1.158
SRRM2 0.889 0.006 1.026 0.018 1.153
SS18 0.9 0.014 0.96 0.006 1.066
SSPN 0.799 0.065 1.038 0.004 1.298
SSSCA1 1.087 0.016 1.218 0.042 1.12
ST7L 1.008 0.037 1.129 0.02 1.119
STAC 0.868 0.019 1.021 0.036 1.175
STAM2 0.997 0.049 1.047 0.014 1.05
STARS 0.935 0.015 1.096 0.042 1.172
STAT3 0.994 0.035 1.002 0.035 1.008
STATIP1 0.972 0.007 1.11 0.039 1.141
STIP1 0.869 0.045 0.971 0.024 1.116
STK11IP 0.744 0.024 0.974 0.026 1.309
STMN2 0.962 0.055 1.083 0.022 1.125
STMN3 0.909 0.009 1.112 0.028 1.222
STOM 0.961 0.063 1.017 0.033 1.057
STRC 0.948 0.005 1.066 0.031 1.124
SULT1B1 1.029 0.067 1.187 0.028 1.153
SULT2A1 1.001 0.018 1.143 0.022 1.141
SUPT5H 0.867 0.058 1.007 0.032 1.161
TACC1 0.938 0.001 1.053 0.029 1.122
TACC2 0.835 0.034 0.988 0.005 1.183
TACC3 0.786 0.004 0.962 0.042 1.223
TACSTD1 0.646 0.055 0.779 0 1.206
TAF13 0.83 0.016 0.705 0.008 0.85
TAF15 0.818 0.056 0.858 0.051 1.049
TAF2 0.752 0.017 0.822 0.017 1.092
TAF4 0.713 0.039 0.787 0.021 1.102
TAGLN 0.791 0.027 0.885 0.063 1.118
TAGLN2 0.847 0.045 0.859 0.041 1.013
SMN2 0.711 0.001 0.843 0.08 1.186
ST13 0.727 0.019 0.87 0.052 1.195
RALGPS1A 0.719 0 0.661 0.031 0.919
WDR1 0.817 0.018 0.828 0.009 1.013
WDR10 0.861 0.037 0.911 0.006 1.057
WDR11 0.838 0.008 0.853 0.001 1.018
WDR12 0.789 0.037 0.905 0.021 1.146
WDR13 0.905 0.021 0.978 0.035 1.08
WDR3 0.801 0.007 0.942 0 1.176
WDR4 0.81 0.006 0.898 0.026 1.109
WDR5 0.832 0.02 0.919 0.029 1.104
WDR6 0.904 0.001 1.021 0.006 1.128
WDR7 0.81 0.025 0.849 0.002 1.048
WDR8 0.821 0.012 0.878 0.017 1.068
WFS1 0.77 0.009 0.857 0.006 1.113
WHSC2 0.761 0.003 0.853 0.023 1.12
WIT-1 0.737 0.015 0.832 0.008 1.129
WNT5A 0.693 0.03 0.865 0.011 1.247
WTAP 0.656 0.03 0.802 0.004 1.222
XBP1 0.745 0.002 0.87 0.015 1.168



XDH 0.718 0.034 0.838 0.006 1.166
XG 0.694 0.017 0.779 0.009 1.122
XPC 0.723 0.011 0.796 0.014 1.101
XPO1 0.727 0.042 0.916 0.024 1.259
XPOT 0.89 0.008 0.993 0.01 1.115
XRCC2 0.703 0.039 0.841 0.031 1.195
XRCC4 0.908 0.001 1.04 0.006 1.145
XRCC5 0.844 0.036 0.962 0.022 1.139
YAF2 0.762 0 0.931 0.003 1.22
A1BG 0.778 0.03 0.799 0.052 1.026
AANAT 1.039 0.006 1.039 0.086 0.999
AARS 1.014 0.016 1.077 0.054 1.062
ABCA2 0.971 0.01 1.022 0.098 1.052
ABCA3 1.013 0 1.052 0.044 1.038
ABCF1 0.999 0.027 0.993 0.06 0.994
ACCN1 0.915 0.04 0.91 0.015 0.994
ACCN2 1.083 0 0.939 0.03 0.867
ACLY 1.002 0.036 0.925 0.004 0.923
ACO1 1.003 0.028 1.06 0.071 1.057
ACO2 0.917 0.016 0.88 0.001 0.959
ACRV1 0.857 0.019 0.91 0.014 1.062
ADAM8 0.97 0.029 0.97 0.019 1
ADAR 1.014 0.035 1.051 0.055 1.036
ADARB1 0.972 0.032 0.984 0.018 1.011
ADARB2 0.994 0.015 0.952 0.018 0.957
ADCY1 0.944 0.018 0.931 0.028 0.986
ADCY2 0.871 0.015 0.798 0.005 0.916
ADCY3 0.747 0.035 0.704 0.002 0.941
ADCY5 0.818 0.012 0.774 0.015 0.945
ADCY6 1.071 0.047 0.986 0.022 0.92
ADCY7 1.109 0.009 1.004 0.004 0.905
ADCY8 1.053 0.048 1.066 0.018 1.012
ADCY9 1.064 0.008 1.102 0.035 1.035
ADCYAP1 1.128 0.055 1.148 0.01 1.017
ADFP 0.98 0.003 0.992 0.017 1.012
AP2A1 0.967 0.025 0.967 0.044 0.999
AP2A2 0.92 0.017 0.964 0.005 1.047
AP1B1 0.889 0.037 0.887 0.046 0.997
AP1G1 1.05 0.011 1.032 0.003 0.982
AEBP1 0.905 0.05 0.902 0.045 0.997
AES 1.159 0.001 1.002 0.014 0.864
AFM 1.127 0.043 1.097 0.039 0.973
AHSG 1.098 0.015 1.102 0.045 1.003
AIM1 1.03 0.071 1.102 0.04 1.069
ALAS1 1.088 0.016 1.059 0.031 0.974
ABCD2 1.095 0.066 1.06 0.051 0.968
ALOX12 1.157 0.003 0.974 0.015 0.841
ALOX5AP 0.952 0.032 0.953 0.042 1.001
ALOX15 0.924 0.005 0.965 0.009 1.044
AMBN 1.123 0.048 1.117 0.045 0.994
AMBP 1.109 0.007 1.01 0.015 0.911



AMD1 1.053 0.042 1.06 0.038 1.006
AMELY 1.105 0.013 1.059 0.008 0.958
AMPD2 1.13 0.033 1.16 0.047 1.026
AMPH 1.086 0.009 1.101 0.004 1.014
AMY1A 1.137 0.061 1.115 0.051 0.98
AMY2A 1.08 0.009 1.059 0.008 0.98
AMY2B 1.041 0.036 1.049 0.029 1.007
SLC25A6 1.021 0.013 1.027 0.004 1.006
ANXA2P1 1.027 0.039 1.051 0.032 1.023
ANXA2P3 1.02 0 1.031 0.013 1.01
AOC2 0.913 0.049 0.926 0.04 1.014
APBA1 1.148 0.018 1.098 0.008 0.956
APBA2 1.085 0.037 1.111 0.056 1.023
APBB2 1.07 0.004 1.105 0.014 1.032
APXL 1.117 0.034 1.113 0.04 0.995
ARCN1 1.071 0.035 1.034 0.007 0.965
ARG2 1.009 0.065 0.978 0.033 0.969
ARL1 0.972 0.007 0.96 0.008 0.987
ARSF 0.956 0.068 0.967 0.036 1.011
ASCL2 1.122 0.008 1.055 0.01 0.94
ASNA1 0.963 0.06 0.863 0.041 0.896
ASPH 1.022 0.018 1.031 0.044 1.009
ASTN 1.208 0.063 1.132 0.056 0.936
ATOH1 1.156 0 1.148 0.022 0.992
ATOX1 1.032 0.067 1.051 0.045 1.018
ATP1A1 1.11 0.019 1.098 0.01 0.989
ATP1A3 1.033 0.052 0.961 0.034 0.93
ATP12A 0.983 0.01 1.013 0.001 1.029
ATP1A4 0.851 0.055 0.863 0.003 1.013
ATP1B1 0.907 0.026 0.947 0.06 1.044
ATP1B2 0.934 0.057 0.936 0.014 1.001
ATP1B3 0.944 0.02 0.874 0 0.925
ATP2B1 0.926 0.049 0.969 0.031 1.046
ATP2B2 0.885 0.007 0.933 0.048 1.054
ATP2B3 0.962 0.036 0.953 0.034 0.991
ATP2B4 0.951 0.014 1.007 0.004 1.058
ATP4A 0.876 0.037 0.97 0.004 1.106
ATP4B 0.856 0.019 0.895 0.001 1.045
ATP5A1 0.908 0.066 0.984 0.004 1.083
ATP5B 0.772 0.051 0.894 0.013 1.158
ATP5D 0.952 0.09 0.987 0.006 1.036
ATP5E 0.971 0.045 1.032 0.027 1.062
ATP5F1 0.824 0.076 0.952 0.002 1.156
ATP5G1 0.899 0.084 0.981 0.028 1.091
ATP5G2 0.92 0.09 0.912 0.002 0.991
ATP5G3 0.944 0.035 1.019 0.031 1.08
ATP5I 0.966 0.106 1.032 0.002 1.068
ATP6V1A 0.863 0.037 0.902 0.011 1.045
ATP6V1B2 0.999 0.036 0.966 0.023 0.966
ATP6V0C 0.966 0.011 0.962 0.046 0.996
ATP6V1C1 0.957 0.052 0.954 0.03 0.996



ATP6V1E1 0.999 0.008 0.925 0.046 0.925
ATP6V0B 0.979 0.052 0.896 0.014 0.915
ATP6V1G2 1.008 0.001 0.871 0.044 0.863
ATP6V0A1 0.918 0.042 0.859 0.01 0.935
ATP6AP1 0.817 0.012 0.759 0.027 0.928
ATP5O 0.832 0.032 0.744 0.024 0.894
AUP1 0.92 0.051 0.78 0.032 0.848
AZGP1 0.892 0.08 0.928 0.006 1.039
BFSP1 0.946 0.051 0.928 0.017 0.98
BGLAP 1.011 0.107 1.011 0.016 1
CEACAM1 0.971 0.068 1.028 0.05 1.059
ZFP36L2 1.119 0.125 1.144 0.011 1.022
BST1 0.847 0.064 0.951 0.03 1.121
BST2 1.067 0.094 1.011 0.011 0.947
BTC 0.981 0.076 0.968 0.054 0.987
BYSL 0.847 0.097 0.876 0.01 1.034
C1QBP 0.884 0.026 0.905 0.048 1.023
C4BPA 0.996 0.127 1.108 0.053 1.112
C4BPB 0.866 0.097 1.044 0.031 1.205
CAPN5 0.783 0.152 1.022 0.056 1.304
C8G 1.046 0.105 1.187 0.044 1.135
C8ORF1 1.099 0.116 1.154 0.068 1.049
C11ORF2 1.031 0.077 1.064 0.005 1.032
MRPL49 0.963 0.108 1.029 0.008 1.067
C11ORF5 0.931 0.064 0.989 0.039 1.062
C11ORF8 0.991 0.09 0.957 0.007 0.965
C11ORF10 0.849 0.046 0.875 0.041 1.03
C11ORF11 0.963 0.105 1.143 0.055 1.186
C16ORF3 0.923 0.098 1.062 0.019 1.151
FMNL1 1.081 0.122 1.183 0.065 1.094
C18ORF1 0.994 0.064 1.173 0.011 1.179
C21ORF2 1.055 0.086 1.194 0.057 1.132
C21ORF4 1.029 0.112 1.208 0.003 1.173
C22ORF1 1.062 0.105 1.087 0.009 1.023
CA3 0.897 0.128 1.017 0.032 1.133
CA4 0.958 0.057 0.987 0.003 1.03
CA5A 0.844 0.032 0.906 0.042 1.074
CA6 1.058 0.108 1.149 0.047 1.085
CA7 0.967 0.048 1.097 0.005 1.133
CA8 0.929 0.109 1.148 0.05 1.235
CA11 0.914 0.065 1.073 0.012 1.174
CACNB1 1.043 0.088 1.168 0.057 1.118
CACNB2 0.972 0.081 1.053 0.002 1.083
CACNB3 0.915 0.063 0.979 0.033 1.07
CACNG1 1.001 0.078 0.993 0.057 0.992
CAD 1.014 0.058 1.002 0.004 0.987
CALB2 0.878 0.026 0.839 0.046 0.956
CALB3 0.938 0.107 1.016 0.046 1.083
CALCB 0.969 0.027 1.046 0.01 1.078
CALD1 1 0.1 1.114 0.032 1.114
CALML3 0.981 0.06 1.083 0 1.104



CALU 1.056 0.137 1.095 0.058 1.036
CAMLG 1.005 0.042 1.101 0.025 1.096
CAPN6 1.07 0.102 1.082 0.028 1.01
CARS 0.959 0.068 1.057 0.053 1.101
CBLB 0.94 0.08 0.926 0.037 0.985
CCIN 0.951 0.012 0.959 0.055 1.008
CCBL1 0.828 0.002 0.887 0.079 1.072
CD1E 0.915 0.026 0.961 0.021 1.05
MS4A3 1.006 0.106 1.053 0.048 1.047
SIGLEC6 0.913 0.006 0.968 0.011 1.059
ENTPD2 0.985 0.066 1.077 0.08 1.093
ENTPD6 0.915 0.046 0.93 0.03 1.015
CDA 0.953 0.014 0.989 0.045 1.037
CDO1 0.863 0.028 0.872 0.024 1.011
CDS1 0.822 0.038 0.875 0.021 1.064
CDW52 0.858 0.08 0.816 0.022 0.951
CEACAM5 0.91 0.049 0.918 0.046 1.009
CEBPD 0.907 0.033 0.98 0.034 1.08
CELP 0.994 0.051 1.109 0.011 1.116
CETN2 1.069 0.06 1.122 0.019 1.049
CFL2 1.028 0.066 1.02 0.011 0.992
CEACAM3 0.99 0.031 1.091 0.047 1.101
CEACAM8 0.937 0.017 1 0.005 1.067
CEACAM4 0.964 0.029 1.057 0.03 1.095
CHAD 1.009 0.042 1.022 0 1.012
CHI3L1 0.971 0.004 1.023 0.043 1.053
CHN1 0.916 0.084 0.902 0.029 0.985
CHN2 0.923 0.105 0.988 0.004 1.07
CKAP1 1.117 0.111 1.059 0.053 0.948
AP2M1 0.928 0.058 0.956 0.013 1.03
AP1S1 0.93 0.089 0.953 0.034 1.025
AP2S1 0.974 0.073 0.933 0.019 0.958
AP3S1 0.884 0.082 0.816 0.014 0.923
CLC 0.801 0.035 0.856 0.003 1.068
CLCA1 0.823 0.042 0.826 0.002 1.004
CLCN3 0.875 0.033 0.832 0.006 0.95
CLCN4 0.938 0.062 0.926 0.034 0.986
CLCN6 0.993 0.052 1.023 0.014 1.029
CLIC1 0.939 0.056 0.911 0.042 0.97
CLIC2 0.949 0.05 0.999 0.028 1.052
CLNS1A 1.164 0.091 1.167 0.038 1.002
CLPS 1.066 0.074 1.046 0.04 0.981
CLTC 1.087 0.091 1.098 0.016 1.01
CMA1 0.987 0.048 1.012 0.006 1.025
CNGA2 1.043 0.078 1.053 0.02 1.009
CNGA4 0.905 0.011 0.911 0.022 1.006
CNN1 1.044 0.074 1.021 0.055 0.977
CNN2 1.016 0.011 0.966 0.025 0.95
CNN3 0.888 0.072 1.008 0.056 1.134
CNP 0.998 0.04 1.091 0.042 1.092
COL13A1 1.01 0.07 1.029 0.048 1.018



COPA 0.885 0.016 1.009 0.029 1.139
COPB 1.115 0.075 1.13 0.042 1.013
SLC31A1 0.914 0.016 1.016 0.044 1.111
SLC31A2 0.975 0.061 1.052 0.024 1.078
COX4I1 0.921 0.021 0.988 0.009 1.072
COX5B 1.009 0.067 0.985 0.029 0.975
COX6A1 0.989 0.009 1.037 0.008 1.047
COX6A2 1.073 0.101 1.028 0.043 0.958
COX6B1 0.86 0.005 1.05 0.033 1.22
COX6C 1.122 0.074 1.179 0.035 1.051
COX7A1 0.893 0.02 1.059 0.019 1.185
COX7A2 1.082 0.068 1.089 0 1.006
COX7A3 0.919 0.006 0.912 0.049 0.992
COX7B 1.019 0.05 1.009 0.028 0.99
COX7C 0.931 0.033 0.991 0.022 1.065
COX8A 1.176 0.066 1.141 0.055 0.969
CPA3 0.927 0.031 0.954 0.012 1.029
CLDN7 0.97 0.04 1.044 0.024 1.076
CPT1B 1.078 0.003 1.057 0.017 0.98
CR1L 1.092 0.041 1.063 0.014 0.973
CRABP1 1.08 0.025 1.119 0.023 1.036
CRABP2 1.118 0.052 1.079 0.016 0.965
CRIP1 0.93 0.021 1.003 0.025 1.079
CRIP2 0.996 0.043 0.98 0.007 0.983
CRMP1 1.035 0.019 1.051 0.029 1.016
CRP 1.044 0.115 1.026 0.048 0.982
HAPLN1 0.876 0.015 0.958 0.009 1.093
CRY2 1.125 0.056 1.082 0.032 0.961
CS 1.025 0.01 1.111 0.047 1.084
CSN1S1 0.982 0.024 0.98 0.03 0.998
CSN2 0.956 0.019 1.015 0.011 1.061
CSN3 1.01 0.047 0.957 0.032 0.947
CSPG3 0.913 0.013 0.891 0.065 0.975
CSPG4 0.91 0.049 0.918 0.024 1.008
CSRP2 0.987 0.013 1.038 0.03 1.051
SLC25A10 0.901 0.008 0.886 0.009 0.982
CST1 0.814 0.011 0.83 0.063 1.02
CST2 0.94 0.016 0.926 0.032 0.984
CST4 0.942 0.001 1.005 0.007 1.065
CST5 1.017 0.081 0.985 0.027 0.968
CST6 0.858 0.036 0.871 0.022 1.015
CSTF1 1.023 0 0.967 0.005 0.944
CORT 0.862 0.008 0.872 0.047 1.011
CSH2 0.983 0.002 0.98 0.002 0.997
CSTF2 0.83 0.017 0.917 0.007 1.104
CTAG1B 0.898 0.02 0.911 0.01 1.014
CTBS 0.947 0.016 0.975 0.018 1.029
CTRB1 1.019 0.001 0.976 0.001 0.958
CXORF2 0.982 0.053 1.024 0.039 1.042
CYB561 1.008 0.002 1.053 0.015 1.045
CYLC1 0.898 0.001 0.929 0.042 1.034



CYLC2 0.966 0.035 0.934 0.019 0.966
CYP3A7 0.922 0.019 0.95 0.036 1.03
CYP2A13 0.803 0.019 0.879 0.015 1.094
CYP2B6 0.817 0.012 0.892 0.013 1.091
CYP2E1 1.168 0.032 1.09 0.057 0.933
CYP2F1 0.984 0.02 0.99 0.017 1.005
CYP2J2 1.083 0.04 1.062 0.019 0.98
CYP3A4 1.01 0.011 1.041 0.012 1.03
CYP3A5 1.036 0.015 1.035 0.022 0.998
CYP4A11 0.865 0.018 0.882 0.005 1.018
CYP4B1 0.881 0.021 0.861 0.006 0.976
CYP7A1 0.908 0.02 0.899 0.001 0.989
CYP8B1 0.893 0.029 0.894 0.012 1
ADAM3A 0.812 0.009 0.804 0.02 0.99
CYP24A1 0.96 0.023 1.038 0.065 1.081
CYP26A1 0.905 1.247 0.963 0.001 1.064
CYP51A1 0.968 0.028 1.011 0.024 1.044
DAZL 1.117 0.012 1.092 0.005 0.977
DBC1 1.116 0.039 1.103 0.028 0.988
DBN1 1.11 0.02 1.132 0.032 1.02
DCTD 1.012 0.056 1.008 0.03 0.995
DCX 0.984 0.025 1.036 0.036 1.053
DDOST 0.967 0.051 0.979 0.013 1.011
DDT 0.823 0.007 0.897 0.005 1.089
DDX1 0.984 0.042 1.127 0.076 1.144
DDX3X 1.042 0.012 1.185 0.02 1.137
DDX5 0.943 0.05 0.971 0.033 1.029
DMXL1 1.158 0.051 1.163 0.029 1.004
DHX9 1.038 0.052 1.11 0.045 1.068
DDX10 1.104 0.008 1.172 0.048 1.062
DHX15 0.988 0.062 0.997 0.036 1.009
DEFA1 0.907 0.003 1.002 0.047 1.103
DEFA3 0.938 0.053 0.971 0.011 1.035
DEFA4 0.842 0.009 0.894 0.025 1.061
DEFA5 1.023 0.045 1.104 0.02 1.078
DEFA6 0.996 0.013 1.079 0.008 1.082
DEFB1 1.006 0.063 1.105 0.039 1.098
DHPS 1.068 0 1.036 0.002 0.97
DIO1 1 0.042 1.103 0.003 1.103
DIO2 1.129 0.007 1.138 0.033 1.007
DIO3 1.085 0.057 1.088 0.005 1.002
DLAT 0.89 0.011 0.961 0.037 1.078
DLX1 0.866 0.035 0.975 0.012 1.125
DMP1 0.948 0 0.963 0.009 1.015
DNM1 0.894 0.028 0.961 0.033 1.074
DNA2L 0.893 0.017 1.022 0.024 1.144
DNAH8 0.922 0.03 1.08 0.005 1.17
DNAH9 1.088 0.022 1.103 0.036 1.013
DNASE1L1 1.063 0.066 1.067 0.016 1.003
DNASE1L2 1.077 0.034 1.037 0.022 0.963
DNASE1L3 0.892 0.063 0.948 0.006 1.062



DNM2 1.142 0.012 1.114 0.046 0.975
DOM3Z 0.85 0.039 0.949 0.005 1.116
DPAGT1 0.901 0.021 0.965 0.009 1.071
DPH2L1 1.019 0.028 0.981 0.05 0.963
DPH2L2 0.907 0.002 1.015 0.034 1.119
DPP6 1.043 0.074 1.045 0.027 1.002
DPT 0.744 0.032 0.999 0.037 1.343
DPYSL2 0.949 0.072 1.009 0.021 1.063
DPYSL3 1.071 0.032 1.009 0.057 0.942
DSCAM 0.999 0.069 1.061 0.009 1.062
DSIPI 1.08 0.016 1.071 0.028 0.992
DSPG3 0.94 0.027 0.946 0.045 1.006
EBF 0.921 0.003 0.953 0.015 1.035
EEF1G 0.897 0.041 0.95 0.006 1.058
LGTN 0.838 0.025 0.88 0.031 1.049
EGFL3 0.914 0.038 0.98 0.034 1.072
EGFL4 0.906 0.007 0.95 0.011 1.047
EGFL5 0.934 0.042 0.951 0.057 1.018
EIF1AX 0.856 0.008 0.901 0.018 1.053
EIF2S1 0.764 0.026 0.865 0.008 1.132
EIF2S3 0.905 0.026 0.897 0.031 0.991
EIF4A1 0.793 0.003 0.875 0.036 1.103
EIF4A2 0.871 0.006 0.888 0.009 1.02
EIF4G1 0.827 0.027 0.844 0.023 1.02
EIF4G2 0.732 0.027 0.822 0.009 1.122
EIF5A 1.028 0.017 1.021 0.039 0.993
ELA1 0.92 0 0.904 0 0.983
EML1 0.958 0.032 0.927 0.042 0.967
EMP1 0.903 0.008 0.897 0.002 0.993
EMP2 0.977 0.029 0.936 0.02 0.958
EMP3 0.987 0.017 0.988 0.003 1
ENDOG 0.908 0.027 0.866 0.017 0.953
ENSA 0.874 0.003 0.896 0.065 1.025
SLC29A1 0.884 0.037 0.843 0.002 0.953
EPB41L2 0.973 0.009 0.959 0.01 0.984
EPB49 0.898 0.035 0.9 0.006 1.002
FBL 0.888 0.003 0.851 0.006 0.959
EVI2A 0.895 0.051 0.886 0.014 0.989
FAP 0.849 0 0.841 0.019 0.99
FBLN2 0.893 0.025 0.88 0.013 0.985
FCN1 0.784 0.024 0.805 0.016 1.026
GPC4 0.83 0.038 0.851 0.003 1.025
GPC5 0.745 0.011 0.783 0.021 1.05
FGL1 0.957 0.015 0.917 0.021 0.957
FHL1 0.973 0.021 0.964 0.039 0.991
FHL2 0.97 0.031 0.941 0.031 0.97
FHL3 0.994 0.025 0.953 0.022 0.958
FKBP1B 1.118 0.048 1.024 0.014 0.916
FLII 1.001 0.032 0.948 0.036 0.947
MLANA 0.942 0.03 0.932 0.02 0.988
FLOT2 0.971 2.744 0.964 0.003 0.992



FMO2 0.942 0.031 0.947 0.02 1.005
FPGS 0.927 0.006 0.982 0.005 1.059
FRG1 1.017 0.051 0.99 0.053 0.973
FSHPRH1 0.994 0.013 0.965 0.057 0.969
FUT4 0.906 0.04 0.912 0.041 1.006
FUT5 1.124 0.01 1.048 0.031 0.932
FUT7 1.117 0.076 1.068 0.079 0.956
SLC37A4 0.981 0.005 1.033 0.026 1.053
GAGE1 1.046 0.049 1.091 0.054 1.043
GAGE2 1.103 0.003 1.072 0.028 0.972
GAGE4 0.984 0.057 1.009 0.077 1.024
GAGE5 0.888 0.023 0.91 0.009 1.024
GAGE6 0.979 0.057 1.012 0.035 1.033
GAGE7 1.124 0.022 1.127 0.024 1.003
GALNT1 1.081 0.047 1.054 0.015 0.975
GALNT2 1.163 0.005 1.093 0.002 0.939
GALNT3 1.31 0.071 1.324 0.017 1.01
GANC 1.189 0.017 1.226 0.023 1.031
GARP 1.083 0.028 1.129 0.008 1.042
GAS6 1.156 0.003 1.166 0.032 1.008
GBAS 1.026 0.036 1.005 0.028 0.979
GBP3 1.057 0.038 1.013 0.014 0.958
GCHFR 1.096 0.036 1.03 0.048 0.939
BLOC1S1 1.106 0.004 1.08 0.002 0.977
GCN5L2 1.11 0.054 1.125 0.048 1.013
GCNT1 1.179 0.005 1.08 0.013 0.915
GFPT1 1.13 0.034 1.16 0.048 1.026
GGTL3 1.082 0.001 1.179 0.021 1.09
GGTLA1 1.063 0.044 1.161 0.007 1.092
GCLM 1.065 0.026 1.083 0.01 1.016
GLE1L 1.083 0.014 1.109 0.026 1.024
GLRB 1.076 0.085 1.018 0.025 0.945
GLS 0.948 0.063 0.943 0.018 0.994
GLUD2 1.055 0.023 0.947 0.043 0.897
GLUL 1.042 0.041 1.058 0.051 1.016
GMDS 1.067 0.018 1.044 0.04 0.979
GNA12 1.157 0.036 1.165 0.034 1.007
GNAL 1.156 0.006 1.177 0.037 1.018
GNB2 1.069 0.04 1.192 0.027 1.114
GNGT1 1.004 0.073 1.091 0.055 1.087
GNGT2 1.117 0.005 1.131 0.029 1.012
GNL1 1.046 0.117 1.038 0.008 0.992
GOLGA1 0.864 0.043 0.902 0.003 1.044
GOLGA2 0.763 0.01 0.867 0.024 1.135
GOLGA3 0.855 0.04 0.927 0.01 1.084
GOLGA4 0.894 0.005 0.964 0.022 1.079
GOT1 0.849 0.005 0.971 0.011 1.144
GOT2 0.869 0.003 0.97 0.034 1.116
GP2 0.934 0 1.074 0.013 1.149
GPC1 0.924 0 1.042 0.08 1.127
GPLD1 0.841 0.029 0.991 0.039 1.178



GPM6A 0.839 0 0.924 0.06 1.101
GPM6B 0.919 0.012 0.956 0.035 1.04
GPT 0.969 0.03 1.014 0.052 1.046
GPX3 0.887 0.005 0.949 0.038 1.07
GPX4 1.069 0.03 1.112 0.068 1.04
GPX5 1.02 0.02 0.996 0.034 0.976
GPX7 1.016 0.031 0.986 0.083 0.971
GRID1 1.032 0.012 1.062 0.033 1.028
GRN 1.057 0.01 1.108 0.097 1.047
GSTA2 0.982 0.026 1.021 0.037 1.04
GSTA3 0.932 0.007 0.962 0.015 1.032
GSTA4 0.94 0.006 0.99 0.035 1.053
GSTM2 0.963 0.006 0.98 0.003 1.017
GSTM4 1.021 0.03 1.024 0.03 1.003
GSTM5 0.782 0.012 0.795 0.019 1.015
GTF2H3 0.871 0.001 0.865 0.046 0.993
GUCY1B2 0.885 0.044 0.837 0.005 0.945
GUCA2A 0.969 0.042 0.99 0.016 1.021
GYG 0.723 0.024 0.777 0.011 1.074
GYPB 0.79 0.036 0.817 0.024 1.035
GZMH 0.727 0.052 0.806 0.006 1.109
GZMK 1.078 0.027 1.108 0.044 1.027
GZMM 1.066 0.032 1.048 0.006 0.982
HIST1H1D 1.146 0.05 1.112 0.031 0.969
HIST1H1E 1.241 0.001 1.252 0.006 1.008
HIST1H1B 0.991 0.034 0.951 0.017 0.96
HIST1H1T 1.081 0.037 1.028 0.003 0.95
HIST1H2AE 1.254 0.041 1.281 0.055 1.02
HIST1H2AD 0.865 0.067 0.925 0.022 1.069
HIST1H2BD 0.939 0.009 1.025 0.035 1.091
HIST1H2BB 0.825 0.046 0.894 0.001 1.082
H3F3A 0.972 0.067 0.977 0.057 1.004
HIST1H1A 1.03 0.014 0.997 0.017 0.967
HABP2 1.053 0.087 0.966 0.035 0.917
HADH2 1.069 0.01 1.056 0.025 0.987
HARS 1.189 0.086 1.114 0.048 0.936
HAS1 0.841 0.037 0.802 0.044 0.953
HAS2 0.978 0.036 0.988 0.023 1.01
HAS3 0.897 0.066 0.983 0.041 1.095
HCCS 0.795 0.016 0.869 0.062 1.092
HCLS1 0.841 0.066 0.906 0.021 1.077
HDC 0.95 0.025 0.958 0.021 1.008
HELLS 1.136 0.044 1.083 0.011 0.952
HEM1 1.093 0.073 0.989 0 0.904
HFL1 1.005 0.034 1.006 0.008 1
HFL3 1.14 0.059 1.152 0.029 1.009
HLA-DPA1 1.107 0.01 1.1 0.011 0.994
HLA-DPB2 1.02 0.014 1.026 0.02 1.005
HLA-DQA2 0.81 0.021 0.861 0 1.063
HLA-DQB2 0.784 0.029 0.829 0.006 1.057
HLA-DRB4 0.962 0.07 1.055 0.023 1.096



HLA-DRB5 0.946 0.017 0.988 0.003 1.044
HLF 1.005 0.004 1.007 0.02 1.002
HLA-F 1.128 0.053 1.1 0.023 0.974
MR1 1.104 0.044 1.122 0.023 1.015
SLC29A2 0.97 0 1.037 0.024 1.069
HNRPA2B1 1.145 0.054 1.2 0.032 1.048
HNRPAB 1.108 0.015 1.187 0.046 1.071
HNRPC 0.983 0.067 1.071 0.003 1.089
HNRPF 0.849 0.023 0.938 0.039 1.105
HNRPH1 0.927 0.059 0.997 0.007 1.075
HNRPH2 0.922 0.003 1 0.05 1.085
HNRPH3 1.02 0.074 1.096 0.021 1.074
HNRPL 1.02 0.01 1.135 0.042 1.112
HNRPU 1.024 0.08 1.084 0.015 1.057
HOXA3 1.034 0.007 1.112 0.067 1.074
HOXA6 0.957 0.067 1.03 0.026 1.076
HPCA 0.935 0.019 1.043 0.021 1.115
HOXB4 1.061 0.087 1.156 0.023 1.089
HOXB8 0.902 0.043 0.974 0.043 1.079
HOXB9 0.833 0.064 0.894 0.028 1.073
HOXC8 0.82 0.045 0.865 0.005 1.054
HOXC12 0.823 0.039 0.904 0.015 1.098
HOXD1 0.923 0.023 1.045 0.018 1.131
HPGD 0.836 0.06 0.913 0.021 1.092
HPN 0.865 0.019 0.938 0.018 1.083
HPR 0.835 0.051 0.966 0.028 1.156
EEF1D 0.906 0.046 0.992 0.028 1.094
BAGE 0.88 0.033 0.96 0.017 1.09
GYPE 0.845 0.005 0.926 0.004 1.095
DF 0.817 0.024 0.894 0.014 1.094
HPX 0.916 0.018 0.927 0 1.011
ERAS 0.923 0.014 0.937 0.021 1.015
HRBL 0.843 0.046 0.896 0.011 1.062
DNAJB2 0.974 0.017 1.024 0.01 1.051
DNAJA1 0.955 0.043 1.029 0.012 1.077
IGSF3 0.867 0.014 0.848 0.02 0.978
HSPCAL3 0.983 0.043 1.042 0.006 1.059
DNAJB1 0.965 0.017 0.95 0.031 0.984
DNAJC4 0.971 0.044 1.001 0.006 1.03
NDST1 1.068 0.008 1.064 0.011 0.996
HTN1 0.903 0.057 0.944 0.011 1.044
IARS 0.799 0.028 0.888 0.005 1.11
ICA1 0.794 0.039 0.852 0.021 1.072
ICAM4 0.873 0.04 0.923 0.004 1.057
IDH1 0.781 0.036 0.893 0.017 1.143
IDH2 0.913 0.043 0.997 0.007 1.091
IDH3A 0.825 0.054 0.877 0.017 1.062
IDH3B 0.776 0.018 0.851 0.004 1.096
IDH3G 0.631 0.047 0.726 0.008 1.15
IGJ 0.716 0.031 0.726 0 1.014
IGSF1 0.972 0.063 1.01 0.023 1.038



INCENP 0.944 0.009 1.005 0.003 1.065
INDO 0.962 0.081 1.021 0.023 1.061
IPP 0.857 0.03 0.961 0.006 1.121
IREB2 0.973 0.074 1.025 0.03 1.053
ISLR 1.009 0.023 1.065 0.014 1.055
ITGA1 0.893 0.068 1.02 0.038 1.141
ITGB4BP 0.954 0.021 0.95 0.022 0.995
ITIH1 0.875 0.056 0.869 0.035 0.993
ITIH2 0.865 0.009 0.892 0.008 1.03
ITIH3 0.969 0.049 1.082 0.058 1.116
ITIH4 0.928 0.016 1.038 0.001 1.118
ITM1 0.916 0.062 1.068 0.045 1.165
ITPR2 1.111 0.032 1.203 0.007 1.082
IVL 0.95 0.054 1.01 0.05 1.063
KARS 0.893 0.006 1.049 0.027 1.175
KCNJ10 1.006 0.08 1.026 0.044 1.019
KCNJ12 0.986 0.045 1.022 0.038 1.036
KCNJ13 0.88 0.07 0.954 0.039 1.084
KCNJ14 0.84 0.001 0.85 0.014 1.011
KCNJ15 1.037 0.042 1.095 0.01 1.055
KCNJ16 1.105 0.023 1.202 0.004 1.087
KCNK1 0.841 0.088 1.009 0.03 1.199
KCNK2 1.076 0.043 1.127 0.006 1.047
KCNMB1 1.178 0.046 1.25 0.019 1.061
KCNN1 1.169 0.011 1.186 0.009 1.014
KCNN2 0.979 0.044 1.066 0.025 1.088
KCNN4 0.98 0.012 0.999 0.032 1.019
KIR2DL4 0.988 0.041 1.021 0.02 1.034
KIR2DS3 0.974 0.017 1.006 0.03 1.032
KIR2DS4 0.995 0.056 1.025 0.029 1.029
KIR3DL1 0.974 0.023 1.094 0.042 1.123
KIR3DL2 1.036 0.06 1.033 0.016 0.997
KLK1 1.074 0.006 1.098 0.017 1.022
KLRB1 1.111 0.047 1.041 0.007 0.936
KLRC1 1.044 0.026 1.088 0.04 1.042
KLRC2 1.077 0.018 1.112 0.023 1.032
KLRC3 0.938 0.02 1.011 0.034 1.077
KRN1 0.977 0.041 0.965 0.02 0.988
KRTHA1 0.875 0.008 0.909 0.03 1.038
KRTHA2 0.952 0.038 1.028 0.034 1.079
KRTHA3A 0.998 0.007 1.087 0.038 1.089
KRTHA3B 1.126 0.024 1.013 0.028 0.899
KRTHA4 1.068 0.012 1.119 0.085 1.047
KRTHB2 1.165 0.034 1.16 0.032 0.995
KRTHB3 1.08 0.059 1.027 0.023 0.951
KRTHB4 1.068 0.029 1.052 0.003 0.984
KRTHB5 0.942 0.001 1.002 0.045 1.064
LAD1 1.029 0.07 1.057 0.017 1.027
LALBA 0.93 0.013 0.993 0.032 1.067
LAMA5 0.904 0.029 0.951 0.039 1.051
LAMP1 0.99 0.018 1.03 0.014 1.04



LASP1 0.872 0.006 0.905 0.006 1.038
LCP1 0.958 0.039 0.982 0.03 1.024
LECT2 0.98 0.006 0.968 0.02 0.987
LETM1 1.003 0.028 0.998 0.028 0.994
FADS1 0.928 0.015 0.973 0.014 1.049
LLGL2 0.87 0.003 0.95 0.032 1.091
FADS3 0.908 0.035 0.908 0.027 0.999
LMO6 0.814 0.01 0.897 0.013 1.102
LOXL1 0.974 0.191 0.86 0.014 0.883
LOXL2 1.052 0.2 0.875 0.045 0.832
LRCH4 1.087 0.082 0.978 0.01 0.9
LRP4 1.003 0.039 1.014 0.011 1.01
LSAMP 1.001 0.022 0.991 0.019 0.99
CYP4F3 0.954 0.018 1.021 0.017 1.07
LY6E 0.964 0.071 0.96 0.013 0.995
LY6H 1.006 0.091 1.012 0.006 1.005
LY9 0.975 0.038 1.042 0.004 1.068
LY75 1.007 0.137 0.922 0.001 0.915
M11S1 1.052 0.134 0.931 0.045 0.885
MAG 1.139 0.199 0.968 0.018 0.849
MAGEA1 1.057 0.11 0.947 0.013 0.895
MAGEA2 1.014 0.167 0.915 0.003 0.902
MAGEA4 0.986 0.098 0.89 0.017 0.902
MAGEA6 1.026 0.16 0.843 0.004 0.822
MAGEA9 0.913 0.185 0.802 0.019 0.878
MAGEA10 1.046 0.154 0.957 0.011 0.914
MAGEA11 1.129 0.066 1.022 0.012 0.904
MAGEA12 1.12 0.135 1.07 0.018 0.955
MAGEB1 1.101 0.122 0.96 0.009 0.872
MAGEB2 1.107 0.074 1.088 0.011 0.982
MAGEB3 1.098 0.041 0.997 0.003 0.907
MAGEB4 0.963 0.126 0.959 0.013 0.995
MAGOH 1.115 0.025 1.043 0.01 0.935
MAL 1.002 0.04 0.992 0.013 0.99
MAN1A1 0.979 0.04 0.982 0.024 1.002
MAN2A2 1.059 0.057 1.074 0 1.014
MAP4 1.155 0.019 1.036 0.022 0.897
MAP6 1.061 0.079 1.091 0.01 1.028
MARS 1.093 0.042 1.065 0.037 0.973
MAT2A 1.095 0.058 1.107 0.001 1.01
MATN2 1.068 0.094 0.948 0.005 0.887
MB 1.122 0.138 1.117 0.001 0.996
MBNL1 1.093 0.074 0.87 0.013 0.795
MCSP 1.017 0.044 1.037 0.02 1.019
MDFI 0.893 0.053 0.856 0.036 0.958
DNAJB9 1.08 0.101 0.941 0.014 0.871
MDH1 1.067 0.086 0.989 0.034 0.926
MDH2 1.159 0.101 1.095 0.005 0.944
ME2 1.087 0.057 1.107 0.007 1.017
MEA 0.963 0.047 1.041 0.018 1.08
METTL1 1.061 0.037 1.073 0.019 1.01



MFAP1 1.052 0.088 1.079 0.024 1.026
MFAP2 1.1 0.086 1.013 0.001 0.921
MFAP3 0.991 0.074 1.065 0.03 1.074
MFAP4 0.951 0.068 0.982 0.027 1.032
MFI2 1.013 0.126 0.967 0.011 0.954
MGAT1 1.146 0.039 1.079 0.016 0.94
SCGB2A1 1.133 0.095 1.079 0.014 0.952
MGAT2 1.059 0.016 1.061 0.006 1.002
MGAT3 1.149 0.152 1.091 0.007 0.949
MGAT5 1.098 0.051 1.081 0 0.984
MGEA6 1.02 0.174 0.837 0.004 0.819
MGMT 1.087 0.108 1.024 0.016 0.942
MGST3 1.092 0.126 1.101 0.011 1.007
MKLN1 1 0.108 0.955 0.009 0.955
MLLT2 1.036 0.136 1.094 0.006 1.055
MLLT3 1.13 0.093 1.019 0 0.901
MOBP 1.094 0.175 1.073 0.014 0.98
MOG 1.065 0.134 0.954 0.016 0.895
MOV10 1.107 0.18 1.055 0.021 0.953
MPV17 1.134 0.093 1.081 0.021 0.953
MSI1 1.059 0.177 1.066 0.01 1.006
MSMB 1.145 0.114 0.949 0.011 0.828
MT1E 1.107 0.171 1.113 0.032 1.005
MTATP6 1.042 0.148 0.947 0.027 0.908
MTATP8 0.946 0.184 0.922 0.004 0.974
MTCO1 0.976 0.002 1.046 0.001 1.071
MTCO2 0.99 0.039 1.087 0.029 1.098
MTIF2 1.002 0.078 1.029 0.013 1.027
MTND1 0.984 0.073 1.084 0.005 1.101
MTND2 1.005 0.033 1.032 0.001 1.026
MTND3 1.018 0.098 1.102 0.022 1.082
MTND4 1.018 0.144 1.014 0.024 0.995
MTND4L 0.938 0.096 1.024 0.024 1.091
MTND5 0.878 0.119 0.925 0.017 1.054
MTND6 0.897 0.038 0.894 0.013 0.996
MYO1F 0.907 0.039 0.907 0.016 1
MUC1 0.973 0.047 0.903 0.022 0.927
MUC2 0.92 0.009 0.915 0.024 0.994
MUC4 0.881 0.015 0.902 0.017 1.023
MUC5AC 1.001 0.001 1.017 0.052 1.015
MUC5B 1.053 0.021 1.029 0.034 0.976
MUC6 0.955 0.031 0.962 0.035 1.006
MUC7 0.944 0.015 0.978 0.005 1.035
MYBPC1 0.898 0.04 0.983 0.012 1.093
MYBPC2 0.907 0.018 0.879 0.027 0.969
MYBPH 0.945 0.006 0.935 0.001 0.988
MYH10 0.994 0.024 0.947 0.002 0.952
MYL1 0.906 0.029 0.921 0.012 1.016
MYO1A 0.861 0.014 0.826 0.022 0.959
MYO1C 0.894 0.009 0.908 0.02 1.015
MYO1D 0.955 0.068 0.86 0.01 0.9



MYO1E 0.852 0.021 0.813 0.014 0.954
MYO5B 0.883 0.079 0.802 0.006 0.907
MYO7B 0.843 0.066 0.78 0.009 0.925
MYO9A 0.826 0.001 0.885 0.009 1.071
NAB1 0.962 0.036 0.962 0.017 1
NACA 0.948 0.033 0.971 0 1.024
HNRPM 0.915 0.081 0.951 0.051 1.039
NAP1L1 0.977 0.021 1.039 0.025 1.063
NAP1L2 1.028 0.097 1.093 0.032 1.063
NAP1L3 0.96 0.005 0.967 0 1.007
NAP1L4 0.656 0.061 0.886 0.03 1.35
NARS 0.934 0.016 0.938 0.013 1.004
NASP 0.831 0.013 0.895 0.001 1.077
CEACAM6 0.906 0.003 0.97 0.022 1.07
NCF4 0.954 0.067 1.05 0.012 1.101
NCL 0.882 0.041 1.032 0.023 1.17
NDUFA1 0.916 0.109 1.124 0.035 1.226
NDUFA2 1.014 0.067 1.115 0.03 1.099
NDUFA3 0.978 0.096 1.098 0.066 1.122
NDUFA4 0.934 0.057 1.013 0.01 1.084
NDUFA5 0.901 0.12 1.037 0.039 1.151
NDUFA6 0.927 0.024 0.967 0.019 1.042
NDUFA7 0.861 0.059 0.937 0.033 1.089
NDUFA8 1.017 0.014 1.021 0.03 1.004
NDUFA9 1.024 0.039 1.042 0.034 1.017
NDUFA10 0.991 0.062 1.1 0.01 1.109
NDUFAB1 1.044 0.044 1.111 0.015 1.064
NDUFB1 1.027 0.063 1.206 0.015 1.174
NDUFB2 0.959 0.094 1.084 0.01 1.13
NDUFB3 1.053 0.003 1.149 0.022 1.091
NDUFB5 1.04 0.064 1.127 0.012 1.083
NDUFB6 0.833 0.013 0.895 0.008 1.074
NDUFB7 0.802 0.036 0.896 0.029 1.116
NDUFB8 0.936 0.007 1.059 0.059 1.131
NDUFB9 0.99 0.05 1.065 0.035 1.076
NDUFB10 1.047 0.04 1.131 0.026 1.079
NDUFC1 0.965 0.014 1.072 0.022 1.111
NDUFC2 0.92 0.022 1.025 0.011 1.113
NDUFS3 1.02 0.092 1.107 0.035 1.084
NDUFV1 0.884 0.024 0.986 0.03 1.115
NDUFS6 0.872 0.048 1.038 0.008 1.189
NDUFV3 0.931 0.003 1.068 0.048 1.147
RPL10A 0.772 0.006 0.889 0.012 1.151
NEDD9 1.016 0.018 1.107 0.082 1.089
NEF3 1.017 0.075 1.115 0.007 1.096
NELL2 1.004 0.007 1.089 0.034 1.084
NEU2 0.992 0.052 1.065 0.029 1.074
NEUROD2 1.056 0.023 1.136 0.045 1.076
NEUROG1 1.075 0.046 1.127 0.056 1.048
NHLH2 1.051 0.003 1.146 0.065 1.09
NHS 0.913 0.064 1.019 0.003 1.117



NINJ2 0.936 0.025 0.977 0.022 1.043
NIT1 0.942 0.006 0.952 0.006 1.011
NNAT 0.912 0.042 1.02 0.049 1.118
NMT1 0.919 0.011 1.029 0.001 1.119
NODAL 0.941 0.004 1.049 0.022 1.114
NONO 0.888 0.027 0.99 0.002 1.114
NPAT 0.939 0.016 1.017 0.031 1.083
NPPC 0.944 0.064 1.075 0.005 1.139
NPTX2 0.932 0.024 1.025 0.049 1.099
MT1B 0.949 0.01 0.979 0.012 1.032
MT1X 0.845 0.019 0.951 0.024 1.124
NRAP 0.839 0.018 0.927 0.017 1.105
NRD1 0.866 0.014 0.917 0.011 1.059
NSF 0.908 0.004 0.935 0.011 1.029
NUP88 0.934 0.014 0.957 0.011 1.024
NVL 1.009 0.002 1.044 0.027 1.034
OATL1 1.014 0.031 1.031 0.029 1.017
OCM 0.949 0.007 1.051 0.012 1.107
ODF1 1.008 0.034 1.069 0.003 1.06
ODF2 1.041 0.029 1.134 0.025 1.089
OMD 0.944 0.021 0.999 0.008 1.058
OGN 0.897 0.012 0.98 0.009 1.092
OMG 0.835 0.001 0.885 0.006 1.059
OMP 0.829 0.018 0.872 0.002 1.052
ORC1L 0.838 0.006 0.876 0.007 1.046
ORC2L 0.842 0.011 0.912 0.026 1.082
ORC4L 0.943 0.014 0.884 0.013 0.937
ORC5L 0.818 0.006 0.869 0.02 1.062
SLC22A1LS 0.785 0.018 0.848 0.004 1.079
ORM1 0.741 0.005 0.815 0.026 1.1
ORM2 0.708 0.014 0.782 0.013 1.104
OTX2 0.723 0.022 0.8 0.023 1.106
OVGP1 0.839 0.008 0.921 0.014 1.098
OVOL1 0.898 0.004 0.939 0.017 1.045
OXA1L 0.841 0.036 0.898 0.004 1.067
PABPC3 1.014 0.013 1.036 0.007 1.021
PAEP 0.952 0.047 0.963 0.053 1.011
PALM 0.906 0.01 0.997 0.004 1.1
PAM 0.932 0.033 0.997 0.025 1.069
CNTN3 0.957 0.001 0.978 0.022 1.021
PARN 0.892 0.012 0.951 0.002 1.066
PCBP1 0.815 0.011 0.901 0.034 1.105
PCMT1 0.886 0.054 0.963 0.025 1.087
PCNT2 0.859 0 0.87 0.026 1.012
PCP4 0.846 0.041 0.939 0.046 1.11
PCSK5 0.974 0.002 1.001 0.011 1.027
PCSK2 0.981 0.067 1.073 0.034 1.094
PCYT1A 1.043 0.018 1.084 0.036 1.039
PDYN 0.893 0.063 0.963 0.024 1.078
PEG3 0.984 0.013 1.032 0.026 1.048
PF4V1 0.929 0.016 0.994 0.02 1.069



PFAS 0.846 0.011 0.931 0.051 1.099
VIT 0.992 0.057 1.043 0.024 1.051
PGA5 1.02 0.026 1.057 0 1.036
PGC 0.94 0.036 1.012 0.03 1.075
PGD 0.757 0.011 0.9 0.024 1.188
PGM1 1.043 0.059 1.092 0.019 1.047
PGM3 1.085 0.014 1.112 0.003 1.024
PGM5 0.987 0.052 1.063 0.026 1.077
SLC25A3 0.915 0.02 1.003 0.012 1.096
PI3 0.925 0.036 1.02 0.016 1.102
SERPINB8 0.867 0.008 0.98 0.023 1.13
SERPINB10 0.796 0.05 0.897 0.026 1.126
PIGC 0.951 0.011 1.015 0.014 1.067
PIGF 1.017 0.03 1.067 0.032 1.049
PIGH 0.965 0.006 1.086 0.002 1.125
PIN4 1.066 0.015 1.134 0.025 1.063
PIP 1.012 0.015 1.062 0.003 1.049
PLCL1 0.952 0.046 1.046 0.024 1.098
PLD2 0.96 0.004 0.969 0.014 1.009
PLGL 1.032 0.032 1.076 0.03 1.043
PLIN 0.925 0.023 1.01 0.036 1.091
FXYD3 0.887 0.044 1.01 0.004 1.138
PLOD2 1.036 0.008 1.129 0.041 1.089
PLP2 1.023 0.046 1.143 0.024 1.117
PLS1 1.065 0.001 1.096 0.027 1.028
PLS3 0.981 0.011 1.114 0.025 1.136
PLXNA2 0.918 0.036 1.059 0.035 1.153
PNOC 0.99 0.062 1.078 0.035 1.088
PMCHL1 1.037 0.003 1.037 0.022 0.999
PMCHL2 0.926 0.048 0.987 0.025 1.066
PMM1 0.961 0.02 1.091 0.048 1.135
PMS2L1 0.925 0.023 1.063 0.02 1.149
PMS2L2 0.906 0.006 1.077 0.006 1.189
PMS2L3 0.942 0.03 1.107 0.014 1.174
EXOSC9 0.994 0.016 1.159 0.016 1.166
PNLIPRP2 0.869 0.024 1.058 0.018 1.216
PODXL 0.883 0.001 1.077 0.017 1.218
POLD2 0.992 0.028 0.975 0.026 0.982
POLE2 0.963 0.008 1.065 0.035 1.105
POLR2C 0.771 0.011 0.936 0.014 1.213
POLR2E 0.791 0.009 0.964 0.022 1.218
POLR2F 0.9 0.125 0.843 0.014 0.936
POLR2H 0.974 0.133 0.89 0.041 0.913
POLR2I 0.982 0.053 1.004 0.003 1.022
POLR2J 1.078 0.095 1.015 0.038 0.941
POLR2K 0.997 0.056 0.976 0.003 0.978
POLRMT 1.041 0.026 1.089 0.021 1.046
PPIA 0.978 0.01 0.985 0.031 1.006
PPIB 0.961 0.049 0.881 0.04 0.916
PPIC 0.977 0.002 0.992 0.026 1.015
PPL 0.998 0.002 1.026 0.048 1.027



PPY 0.965 0.058 1.021 0.014 1.057
PRELP 1.108 0.019 1.169 0.043 1.055
PREP 1.001 0.105 0.956 0.003 0.955
PRG2 1.092 0.014 1.151 0.043 1.053
PRH1 1.102 0.037 1.145 0.002 1.038
PRH2 1.112 0.122 1.026 0.043 0.922
ABCD4 1.057 0.18 0.904 0.004 0.855
ABCE1 1.089 0.165 0.939 0.024 0.862
ACOX3 1.013 0.159 0.888 0.004 0.877
ADAM19 0.92 0.125 0.852 0.035 0.926
ADAM7 0.959 0.069 0.946 0.033 0.986
ACCN3 1.023 0.058 1.021 0.042 0.997
ACDC 1.041 0.053 1.098 0.011 1.055
ABCG1 0.975 0.003 1.021 0.015 1.047
ABCB6 1.06 0.042 1.076 0.039 1.014
ABCF2 1.01 0.01 1.052 0.017 1.042
13CDNA73 1.052 0.017 1.143 0.032 1.085
ABCC4 1.08 0.022 1.116 0.013 1.033
ABCA7 0.996 0.09 0.992 0.03 0.996
ABCA10 0.921 0.065 0.894 0.029 0.969
ABCA9 1.025 0.035 1.095 0.024 1.068
ABCA8 1.072 0.063 1 0.024 0.932
AGR2 0.905 0.012 0.997 0.037 1.101
AFG3L2 1.061 0.078 1.026 0.06 0.966
ADRM1 0.981 0.071 1.014 0.042 1.033
ABCB8 1.021 0.013 1.068 0.011 1.045
A2LP 1.036 0.013 1.032 0.054 0.996
ABLIM3 1.041 0.024 0.997 0.001 0.957
AGTPBP1 1.005 0.023 1.066 0.04 1.06
ACSL6 0.952 0.005 0.949 0.015 0.997
ADNP 1.008 0.012 1.128 0.014 1.118
ABCB10 1.064 0.076 1.207 0.026 1.134
ABCB9 1.024 0.045 1.158 0.002 1.13
ABCA6 1.068 0.006 1.07 0.002 1.002
ABCA5 1.016 0.057 1.097 0.031 1.079
ADAT1 0.936 0.026 0.97 0.005 1.036
ACATE2 0.936 0.088 0.874 0.062 0.934
ABTB2 1.057 0.028 1.08 0.012 1.021
ABCA12 1.041 0.044 1.063 0.047 1.021
AKAP8L 0.879 0.046 0.871 0.007 0.99
ACAD8 0.963 0.044 0.998 0.023 1.035
AB026190 1 0.052 1.004 4.656 1.003
AD7C-NTP 0.969 0.19 0.916 0.018 0.945
ACAD9 1.033 0.028 1.053 0.006 1.02
AD-003 1.021 0.007 1.115 0.03 1.092
384D8-2 0.926 0.065 0.892 0.015 0.962
ALG5 1.034 0.051 0.998 0.029 0.964
ACF 1.065 0.012 1.056 0.008 0.991
ADIPOR1 0.903 0.12 0.791 0.035 0.875
ALPHA4GNT 0.891 0.092 0.802 0.018 0.9
AADAT 1.042 0.113 0.999 0.033 0.959



ABI3 1.041 0.036 0.988 0 0.949
8D6A 1.08 0.117 1.015 0.036 0.939
AIG1 1.084 0.05 1.059 0.042 0.976
NCKIPSD 1.094 0.012 1.196 0.036 1.093
ACSL5 1.016 0.021 0.988 0.017 0.973
ACCN5 1.085 0.066 1.076 0.019 0.991
A2BP1 1.056 0.058 1.032 0.027 0.976
AHI1 1.003 0.041 0.974 0.049 0.97
AFTIPHILIN 0.948 0.043 0.978 0.059 1.031
AIM1L 0.902 0.06 0.893 0.018 0.99
ACOXL 0.93 0.003 0.945 0.011 1.016
ABCF3 0.915 0.03 0.96 0 1.048
ACCN4 0.905 0.045 0.869 0.006 0.96
ALLC 0.891 0.042 0.902 0.016 1.012
AD-017 0.958 0.021 0.974 0.025 1.016
ACTR10 0.988 0.105 0.938 0.015 0.948
ALG1 0.885 0.044 0.891 0.016 1.006
AGPAT3 0.902 0.04 0.931 0.026 1.032
AGPAT4 0.838 0.026 0.858 0.029 1.024
AD-020 0.758 0.015 0.755 0.051 0.995
ACN9 0.895 0.006 0.89 0.002 0.994
AF15Q14 0.984 0.015 0.981 0.044 0.997
ADAMTSL3 0.825 0.004 0.808 0.014 0.978
AD023 1.055 0.022 1.052 0.037 0.997
AD026 0.995 0.001 1.014 0.014 1.019
AARSL 1.1 0.043 1.072 0.031 0.974
182-FIP 0.999 0.001 1.011 0.006 1.012
AFAP 1.048 0.036 1.025 0.008 0.978
AASDHPPT 0.998 0.018 1.04 0.088 1.041
ABC1 0.938 0.054 1.022 0.064 1.089
ABCG4 0.818 0.003 0.901 0.036 1.1
ACTR6 1.004 0.028 1.088 0.076 1.082
ALDH8A1 0.968 0.012 1.073 0.022 1.108
ACBD3 0.965 0.052 1.047 0.085 1.085
AGXT2L1 1.016 0.019 1.06 0.027 1.042
AGXT2 0.924 0.061 1.011 0.043 1.094
24432 0.904 0.005 0.94 0.004 1.039
AACS 0.81 0.042 0.823 0.018 1.016
ALG8 0.913 0.002 0.931 0.027 1.019
ALG12 0.932 0.064 1.008 0.098 1.081
ADIPOR2 0.927 0.03 0.964 0.029 1.038
ACBD4 1.06 0.074 1.074 0.076 1.012
AGMAT 1.05 0.001 1.097 0.016 1.045
ACTR5 1.047 0.055 1.095 0.091 1.046
ADAM33 1.024 0.03 1.109 0.022 1.083
ADP-GK 1.105 0.07 1.196 0.03 1.082
AD031 0.892 0.02 1.005 0.074 1.126
AE2 0.985 0.069 1.057 0.01 1.073
AD158 0.916 0.033 0.965 0.038 1.053
ACBD6 1.002 0.069 1.057 0.068 1.054
AKT1S1 0.94 0.021 0.914 0.012 0.973



ABLIM2 0.947 0.067 0.938 0.069 0.99
ACRBP 0.844 0.013 0.98 0.106 1.16
ACAS2L 0.866 0.088 0.936 0.021 1.08
ABHD1 1.067 0.027 1.156 0.046 1.083
ALG10 1.005 0.056 1.066 0.015 1.06
7H3 1.097 0.011 1.126 0.051 1.026
ALG2 1.011 0.102 1.058 0.045 1.045
3'HEXO 0.904 0.052 1.002 0.037 1.108
ACBD5 0.92 0.069 0.953 0.047 1.036
ACY-3 0.916 0.031 0.922 0.021 1.006
ACRC 0.962 0.031 0.967 0.07 1.005
ACTR8 1.052 0.049 1.116 0.018 1.06
ABCC12 1.075 0.042 1.126 0.016 1.047
AEBP2 1.014 0.055 1.095 0.038 1.08
ADSSL1 0.932 0.066 0.998 0.025 1.07
ACMSD 0.8 0.035 0.893 0.058 1.116
ALS2CR15 0.902 0.048 0.937 0.027 1.038
AHSA2 1.007 0.008 1.04 0.015 1.033
ACY1L2 0.924 0.077 0.979 0.064 1.059
ADHFE1 0.919 0.005 1.026 0.074 1.116
ACTRT1 0.902 0.044 1.036 0.056 1.149
ABCC13 0.914 0.022 1.009 0.084 1.103
ALS2CR13 0.942 0.061 0.994 0.004 1.055
ABCA13 0.915 0.003 0.966 0.012 1.055
ADMP 1.015 0.063 1.077 0.003 1.061
ADCY4 0.929 0.028 0.974 0.052 1.049
ABHD7 0.993 0.073 1.017 0.018 1.024
ADH5B 0.825 0.012 0.9 0.05 1.09
ABCB5 0.966 0.085 1.02 0.041 1.056
AKR1CL1 1.028 0.007 1.04 0.002 1.011
7A5 0.986 0.089 1.044 0.028 1.057
AGRN 0.92 0.016 1.022 0.074 1.11
PRM1 0.944 0.096 1.043 0.006 1.104
PRM2 0.813 0.002 0.971 0.096 1.194
PRPH 1.013 0.072 1.021 0.038 1.007
PRRG1 1.001 0.003 1.016 0.058 1.014
PRRG2 0.977 0.072 1.053 0.025 1.077
PRSS3 0.901 0.011 0.962 0.038 1.067
MASP1 0.803 0.091 0.946 0.026 1.177
KLK7 0.721 0.015 0.876 0.122 1.215
PRSS8 0.999 0.068 1.079 0.006 1.079
KLK6 0.883 0 0.967 0.069 1.095
KLK10 0.733 0.07 0.824 0.012 1.124
ADM2 0.97 0.017 0.94 0.053 0.968
AAA1 0.892 0.054 0.937 0.024 1.05
PRTN3 0.902 0.013 0.97 0.077 1.074
PMS2L5 0.811 0.046 0.925 0.019 1.14
POLR2L 0.851 0.021 0.928 0.031 1.09
PSG1 0.897 0.04 0.922 0.033 1.027
PSG2 0.883 0.001 0.932 0.006 1.055
PSG3 0.89 0.007 0.961 0.024 1.08



PSG4 0.958 0.013 1.009 0.012 1.052
PSG5 0.981 0.024 1.019 0.037 1.038
PSG6 0.916 0.032 1.002 0.008 1.092
PSG7 1.009 0.029 1.052 0.035 1.042
PSG9 1.054 0.006 1.079 0.021 1.023
PSG11 0.99 0.049 1.033 0.012 1.043
PSMA3 0.909 0.003 0.912 0.048 1.003
PSMA4 0.861 0.008 0.866 0.002 1.006
PSMA5 0.881 0.023 0.928 0.006 1.053
PSMA6 0.853 0.025 0.927 0 1.087
PSMA7 0.831 0.018 0.963 0.007 1.158
PSMB1 0.876 0.027 0.916 0.014 1.046
PSMB2 0.862 0.046 0.919 0.016 1.066
PSMB3 0.85 0.011 0.882 0.027 1.036
PSMB5 0.914 0.022 0.98 0.048 1.072
PSMB7 0.847 0.005 0.914 0.02 1.079
PSMB8 0.76 0.03 0.854 0.089 1.123
PYY 0.878 0.005 0.965 0.007 1.099
PSMC1 0.919 0.04 1.022 0.014 1.112
PSMC2 0.993 0.007 1.028 0.04 1.034
PSMC3 0.955 0.027 1.011 0.024 1.058
PSMC4 1.055 0 1.144 0.006 1.084
PSMC5 1.007 0.022 1.118 0.049 1.109
PSMC6 0.966 0.004 1.07 0.011 1.107
PSMD1 0.992 0.03 1.081 0.051 1.09
PSMD3 0.984 0.006 1.101 0 1.118
PSMD9 0.848 0.038 0.966 0.083 1.138
PSMD10 0.875 0.01 0.934 0.003 1.067
PSMD11 0.944 0.035 1.043 0.019 1.104
PSMD12 1.009 0.001 1.134 0.025 1.124
PSMD13 1.025 0.032 1.085 0.01 1.057
PSME2 0.935 0.005 1.028 0.039 1.098
PTGFRN 1.069 0.049 1.112 0.035 1.04
PTX3 0.935 0.009 1.064 0.031 1.137
PURB 0.956 0.051 0.975 0.038 1.019
PVALB 0.935 0.015 1.048 0.019 1.12
PWP2H 0.872 0.01 0.967 0.002 1.108
PCYT2 1.08 0.01 1.078 0.014 0.997
PYGB 1.065 0.038 1.101 0.009 1.033
PZP 1.06 0.018 1.057 0.029 0.996
QARS 1.18 0.049 1.162 0.01 0.985
RARS 0.956 0.006 1.029 0.03 1.077
RBM3 1.085 0.022 1.119 0.008 1.03
RBM4 1.02 0.041 1.055 0.009 1.034
RBP1 1.052 0.015 1.067 0.014 1.014
RBP2 1.029 0.013 1.066 0.006 1.036
RCN1 0.917 0.039 0.961 0.017 1.047
RCN2 0.965 0.017 1.018 0.027 1.055
REG1A 1.023 0.023 1.023 0.018 1
REG1B 1.049 0.014 1.039 0.046 0.99
RFC3 1.145 0.02 1.073 0.001 0.937



RFC5 1.05 0.011 0.997 0.043 0.949
RFPL1 1.028 0.017 1.044 0.001 1.014
RGS10 1.001 0 0.971 0.034 0.97
RGS13 1.085 0.019 1.064 0.028 0.98
RNASE1 1.023 0.003 0.972 0.022 0.949
RNASE2 0.979 0.063 1.025 0.02 1.046
RNASE3 0.891 0.048 0.925 0.006 1.038
RNASE4 1.075 0.052 1.012 0.009 0.94
RNASE6 1.048 0.009 0.907 0.033 0.865
RNF2 1.04 0.029 1.003 0 0.964
RNF5 1.149 0.036 1.091 0.091 0.95
ROBO2 1.024 0.035 0.915 0.03 0.893
RP9 1.045 0.031 0.939 0.075 0.898
RPA1 1.034 0.031 0.902 0.039 0.872
RPA2 0.96 0.012 0.965 0.028 1.004
RPA3 0.939 0.081 0.912 0.081 0.971
RPE 0.849 0.02 0.939 0.009 1.105
RPL3 0.882 0.008 0.958 0.029 1.085
RPL3L 0.897 0.046 0.979 0.001 1.091
RPL4 0.881 0.037 0.988 0.006 1.122
RPL6 0.825 0.01 0.937 0.036 1.135
RPL7A 0.906 0.006 1 0.001 1.104
RPL8 0.896 0.014 0.974 0.042 1.086
RPL9 0.714 0.034 0.827 0.006 1.157
RPL13 0.894 0.003 0.966 0.017 1.08
RPL15 0.847 0.046 0.933 0.06 1.1
RPL17 0.873 0.018 0.865 0.045 0.991
RPL18 0.858 0.017 0.858 0 1
RPL18A 0.938 0.039 0.926 0.035 0.987
RPL19 0.938 0.014 0.936 0.008 0.998
RPL22 1.016 0.013 0.988 0.034 0.972
RPL23A 0.987 0.01 1.007 0.009 1.02
MRPL23 0.989 0.058 0.968 0.033 0.978
RPL24 1.071 0.02 1.065 0.007 0.994
RPL26 1.034 0.099 1.026 0.036 0.992
RPL27 0.777 0.021 0.799 0.004 1.028
RPL30 0.767 0.046 0.823 0.038 1.073
RPL27A 0.856 0.051 0.899 0.012 1.05
RPL28 0.911 0.02 0.875 0.004 0.96
RPL29 0.954 0.031 0.921 0 0.965
RPL31 0.866 0.032 0.879 0.014 1.014
RPL34 0.842 0.009 0.87 0.014 1.034
RPL35A 0.91 0.051 0.889 0.016 0.977
RPL36AL 0.834 0.025 0.846 0.004 1.014
RPL38 0.738 0.025 0.778 0.003 1.055
RPL39 0.715 0.074 0.742 0.039 1.037
RPLP0 0.891 0.069 0.868 0.022 0.974
RPLP2 0.978 0.026 0.988 0.031 1.009
MRPL12 1.023 0.056 1.004 0.016 0.981
MRPS12 0.987 0.01 0.969 0.025 0.981
RPN1 1.042 0.043 0.992 0.019 0.952



RPN2 0.997 0.019 1.033 0.049 1.036
RPS4Y1 1.063 0.05 1.072 0.033 1.007
RPS6 0.994 0.009 1.03 0.04 1.036
RPS7 0.911 0.043 0.956 0.012 1.049
RPS8 0.888 0.062 0.882 0.025 0.993
RPS10 0.979 0.047 1.016 0.035 1.037
RPS11 1.024 0.001 1.072 0.051 1.047
RPS13 0.883 0.096 0.991 0.031 1.122
RPS14 1.039 0.008 1.06 0.039 1.02
RPS15 1.087 0.069 1.112 0.02 1.023
RPS17 1.121 0.012 1.119 0.039 0.998
RPS18 0.987 0.051 1.058 0.017 1.071
RPS20 0.948 0.019 1.015 0.025 1.071
RPS23 0.932 0.054 0.992 0.043 1.063
RPS24 0.825 0.037 0.815 0.034 0.988
RPS27A 0.896 0.036 0.966 0.023 1.077
RPS28 1.02 0.014 1.032 0.044 1.011
RRBP1 1.224 0.025 1.211 0.014 0.989
RTKN 1.081 0.004 1.106 0.025 1.023
RTN1 1.202 0.06 1.194 0 0.993
RTN2 1.16 0.003 1.117 0.032 0.963
SAA2 1.098 0.037 1.141 0.001 1.038
SAA4 1.188 0.018 1.19 0.039 1.002
SAFB 1.068 0.055 1.048 0.002 0.981
SALL2 1.042 0.049 1.108 0.048 1.062
SARS 0.89 0.02 0.989 0.026 1.111
SATB1 0.997 0.039 0.864 0.005 0.866
SBF1 1.193 0.053 1.169 0.022 0.979
SC5DL 1.12 0.011 1.169 0.054 1.043
SCN2B 1.228 0.04 1.17 0 0.953
SCN4B 1.181 0.033 1.166 0.042 0.987
SCNN1D 1.11 0.061 1.067 0.015 0.961
SRL 1.129 0.003 1.144 0.057 1.013
SDC1 1.047 0.069 1.004 0.018 0.958
SDC2 0.839 0.015 0.884 0.012 1.052
SDCBP 0.87 0.029 0.894 0.068 1.027
SDF2 1.027 0.001 1.031 0.041 1.004
SEC13L1 0.968 0.061 1.047 0.028 1.081
SECTM1 1.074 0.019 1.028 0.064 0.956
SEDL 1.125 0.059 1.148 0.024 1.02
SEMG1 1.219 0.011 1.174 0.065 0.963
SEMG2 1.247 0.046 1.211 0.029 0.97
SEPP1 1.085 0.009 1.108 0.032 1.021
SEPW1 1.044 0.067 1.069 0.009 1.024
SFRS1 0.813 0.037 0.892 0.01 1.096
SFRS4 0.824 0.035 0.923 0.077 1.119
SFRS5 0.832 0.018 0.892 0.003 1.071
SFRS6 1.077 0.077 1.118 0.015 1.037
SFRS10 0.859 0.041 0.957 0.009 1.114
SFTPA2 0.846 0.065 0.947 0.042 1.119
SGTA 0.976 0.024 1.037 0.009 1.062



SH3BGRL 0.95 0.041 1.003 0.03 1.055
SIAT4B 0.957 0.034 1.006 0.037 1.051
SIAT4C 0.791 0.057 0.891 0.008 1.127
SIAT6 0.813 0.023 0.839 0.004 1.032
SIAT8A 0.865 0.017 0.839 0.016 0.969
SKIV2L 0.961 0.022 0.919 0.003 0.955
SLC1A2 0.994 0.033 0.959 0.011 0.964
SLC1A3 1.026 0.018 1.014 0.026 0.988
SLC1A4 1.058 0.057 1.052 0.034 0.993
SLC1A5 1.043 0.04 1.02 0.029 0.977
SLC1A6 0.938 0.034 0.956 0.003 1.02
SLC1A7 1.093 0.028 1.024 0.037 0.937
SLC3A2 1.162 0.057 1.098 0.013 0.944
SLC4A2 0.884 0.017 0.932 0.01 1.053
SLC5A3 0.939 0.075 0.902 0.009 0.96
SLC5A4 0.936 0.055 0.886 0.001 0.947
SLC6A1 0.89 0.061 0.894 0.02 1.003
SLC6A6 0.908 0.054 0.87 0.015 0.958
SLC6A7 0.789 0.054 0.857 0.013 1.086
SLC6A9 0.963 0.067 0.944 0.009 0.979
SLC6A11 0.899 0.087 0.863 0.011 0.959
SLC6A12 0.823 0.068 0.847 0.008 1.028
SLC6A13 0.782 0.055 0.807 0.003 1.032
SLC7A1 0.764 0.028 0.775 0.007 1.014
SLC7A2 1.016 0.088 1.075 0.016 1.057
SLC8A2 0.999 0.045 0.997 0.019 0.998
SLC7A4 1.055 0.088 1.077 0.046 1.02
SLC8A3 0.979 0.045 0.997 0.023 1.017
SLC9A1 1.07 0.097 1.048 0.046 0.979
SLC9A2 1.093 0.035 1.037 0.07 0.948
SLC9A3 1.109 0.096 1.068 0.029 0.963
SLC9A5 1.045 0.046 1.022 0.022 0.977
SLC12A4 0.931 0.076 0.918 0.038 0.985
SLC13A1 0.937 0.03 0.953 0.018 1.017
SLC15A1 0.937 0.082 0.965 0.021 1.029
SLC15A2 0.956 0.003 1.044 0.023 1.092
SLC16A2 1.107 0.091 1.131 0.019 1.022
SLC17A1 1.092 0.014 1.129 0.036 1.033
SLC34A1 1.062 0.094 1.146 0.033 1.079
SLC18A1 1.065 0.044 1.09 0.044 1.023
SLC18A2 0.996 0.097 1.027 0.007 1.03
SLC18A3 1.043 0.034 1.069 0.049 1.024
SLC19A1 1.026 0.081 0.959 0.002 0.934
SLC20A1 0.765 0.052 0.821 0.029 1.073
SLC20A2 1.051 0.055 1.089 0.003 1.036
SLCO2A1 1.074 0.027 1.083 0.026 1.008
SLC22A1 1.1 0.042 1.07 0.003 0.972
SLC22A3 0.974 0.013 1.057 0.013 1.084
SLC22A2 1.048 0.05 1.104 0.015 1.052
SLC22A4 1.083 0.017 1.146 0.051 1.058
SLN 1.115 0.078 1.059 0.006 0.949



SMPD2 0.985 0.043 1.036 0.028 1.052
SUMO3 0.939 0.06 0.991 0.02 1.054
SN 1.05 0.013 1.007 0.037 0.959
SNAP25 1.157 0.049 1.172 0.028 1.013
SNCB 1.132 0.021 1.168 0.026 1.031
SNAPC4 1.092 0.013 1.086 0.014 0.994
SNCG 1.164 0.032 1.121 0.019 0.962
SNRP70 1.088 0.03 1.082 0.034 0.994
SNRPA 1.142 0.001 1.104 0.026 0.966
SNRPA1 1.127 0.01 1.036 0.035 0.918
SNRPB 1.168 0.02 1.107 0.011 0.947
SNRPB2 1 0.064 0.9 0.011 0.9
SNRPC 0.897 0.001 0.896 0.018 0.998
SNRPD1 0.881 0.001 0.951 0.038 1.079
SNRPD2 1.121 0.019 1.11 0.027 0.989
SNRPD3 1.114 0.032 1.032 0.031 0.926
SNRPE 1.101 0.051 1.006 0.049 0.913
SNRPF 1.15 0.001 1.122 0.022 0.976
SNRPG 1.078 0.042 1.076 0.021 0.998
REGL 1.097 0.001 1.079 0.017 0.983
RPL7 0.988 0.027 0.978 0.03 0.99
RPL12 0.944 0.058 0.971 0.024 1.028
RPL21 0.808 0.011 0.84 0.018 1.039
RPL41 0.948 0.002 0.938 0.001 0.989
RPL36A 1 0.011 0.996 0.026 0.995
RPLP1 0.952 0.049 0.978 0.053 1.026
RPS3A 0.969 0.038 0.986 0.005 1.017
RPS12 0.956 0.019 0.973 0.041 1.017
RPS15A 0.869 0 1.004 0.04 1.155
RPS25 1.039 0.003 1.013 0.003 0.975
RPS26 0.951 0.056 0.955 0.013 1.005
SCT 0.881 0.043 0.828 0.036 0.94
SUMO2 0.769 0.007 0.782 0.007 1.017
SNTA1 0.977 0 0.903 0.048 0.923
SNTB1 1.015 0.036 0.957 0.018 0.942
SNX1 1.013 0.023 0.95 0.042 0.937
SNX2 1.127 0.06 0.953 0.039 0.846
SNTB2 1.03 0.026 0.937 0.033 0.909
SOLH 1.08 0.05 0.977 0.023 0.903
SOX5 0.984 0.016 0.878 0.042 0.892
SOX11 1.004 0.033 0.916 0.026 0.913
SOX12 1.066 0.001 1.015 0.051 0.952
UAP1 1.04 0.062 1.033 0.019 0.993
SPAG4 0.974 0.011 0.871 0.023 0.894
SPG7 0.923 0.018 0.861 0.022 0.932
SPINK2 0.956 0.011 0.878 0.026 0.918
SPINT1 0.881 0.013 0.848 0.005 0.961
SPP2 1.012 0.006 0.873 0.026 0.862
SPOCK 0.887 0.006 0.8 0.009 0.902
SPP1 0.944 0.002 0.846 0.007 0.896
SPRR1A 0.869 0.004 0.815 0.003 0.937



SPRR1B 0.837 0.017 0.781 0.018 0.933
SPRR2A 0.716 0.01 0.758 0.007 1.058
SPRR2B 0.959 0.043 0.964 0.027 1.005
SPRR3 0.975 0.002 0.937 0.006 0.96
SPTAN1 0.955 0.02 0.931 0.048 0.974
SPTBN1 1.101 0.022 0.994 0.014 0.903
SPTBN2 1.212 0 1.046 0.043 0.862
SRI 0.97 0.033 0.922 0.009 0.95
SRP9 1.036 0.038 0.978 0.041 0.943
SRP14 1.091 0.011 1.038 0.024 0.951
SRP19 0.998 0.049 0.924 0.042 0.925
SRP54 0.862 0.01 0.863 0.037 1.001
SRP68 0.992 0.062 0.966 0.023 0.974
SSA2 0.933 0.006 0.992 0.018 1.063
SSB 1.098 0.062 1.112 0.036 1.012
SSBP1 1.168 0.028 1.066 0 0.912
SSFA2 1.104 0.028 1.087 0.038 0.984
STAU 1.097 0.024 1.026 0.013 0.935
STC1 0.953 0.055 0.938 0.035 0.984
STIM1 1.055 0.005 1.058 0.031 1.002
SULT1A2 1.068 0.051 1.024 0.035 0.959
STRN 0.905 0.008 0.847 0.027 0.936
STX3A 1.047 0.029 1.027 0.031 0.98
STX4A 1.115 0.015 1.031 0.012 0.925
STX5A 1.173 0.074 1.146 0.022 0.977
STXBP1 1.11 0.006 1.092 0.019 0.983
STXBP2 1.101 0.038 1.074 0.003 0.975
STXBP3 1.034 0.002 1.142 0.018 1.103
SULT1A3 1.14 0.042 0.978 0.002 0.858
SULT1C1 1.088 0.013 1.041 0.013 0.956
SULT2B1 1.011 0.053 0.995 0.055 0.984
SURF2 0.95 0.011 0.974 0.002 1.024
SURF4 1 0.017 1.033 0.009 1.032
SURF5 1.131 0.001 1.154 0.008 1.02
SURF6 1.102 0.044 1.125 0.012 1.021
VAMP1 1.251 0.017 1.192 0.037 0.953
VAMP2 1.222 0.053 1.245 0.016 1.018
SYBL1 1.004 0 1.13 0.05 1.125
SYCP1 1.078 0.039 1.111 0.007 1.03
SYN2 1.06 0.016 1.05 0.023 0.99
SYP 1.046 0.047 1.058 0.038 1.012
SYPL 0.961 0.006 1.003 0.015 1.043
SYT4 0.87 0.037 0.975 0.025 1.12
SYT5 1.13 0.017 1.128 0.049 0.998
TARS 1.168 0.05 1.142 0.022 0.978
TBX15 1.207 0.012 1.192 0.032 0.987
C2ORF3 1.123 0.032 1.135 0.016 1.01
TCN1 1.159 0.015 1.207 0.037 1.041
TCP10 1.021 0.061 1.057 0.033 1.035
TCP11 0.935 0.021 1.045 0.039 1.117
TECTB 0.962 0 0.979 0.022 1.018



TCTE1L 0.908 0.075 0.889 0.096 0.979
TCTE3 0.831 0.025 0.925 0.007 1.113
TDG 0.832 0.06 1.004 0.041 1.205
TDO2 0.865 0.054 1.068 0.014 1.234
TFF1 0.967 0.006 1.112 0.08 1.148
TFF2 0.844 0.067 1.034 0.029 1.223
TFF3 0.899 0.013 1.083 0.126 1.205
TGM3 0.918 0.066 1.07 0.025 1.166
THOP1 0.984 0.023 1.043 0.071 1.059
TLL2 0.71 0.002 0.886 0.038 1.246
TLN1 0.766 0.013 0.822 0.046 1.072
TLOC1 0.885 0.004 0.871 0.011 0.984
TM4SF3 0.932 0.027 0.888 0.01 0.953
TM4SF6 0.936 0.012 0.954 0.029 1.019
TM4SF7 0.997 0.046 0.949 0.031 0.951
TM7SF1 0.994 0.01 0.907 0.018 0.912
TMEM1 1.014 0.04 0.983 0 0.968
TMOD1 0.841 0.033 0.903 0.031 1.074
TMPO 1.051 0.054 0.949 0.002 0.902
TMPRSS2 1.085 0.021 1.056 0.029 0.973
TNNT3 0.976 0.001 0.989 0.029 1.012
TNP1 0.874 0.004 0.9 0.009 1.029
TNP2 0.779 0.028 0.784 0.001 1.005
TPH1 0.811 0.008 0.881 0.01 1.086
TPM3 0.805 0.008 0.82 0.014 1.018
TPP2 0.867 0.003 0.889 0.023 1.025
TPS1 0.86 0.005 0.886 0.02 1.031
TPSB1 0.774 0.008 0.813 0.009 1.049
CRISP2 0.802 0.034 0.823 0.014 1.026
TSN 0.768 0.015 0.793 0.006 1.032
TSNAX 0.757 0.007 0.817 0.019 1.079
TSPY1 0.963 0.006 0.963 0.014 1
TSPYL1 0.873 0.012 0.849 0.016 0.972
TSTA3 0.975 0.014 0.958 0.018 0.983
TTC1 0.932 0.008 0.85 0.008 0.912
DNAJC7 0.951 0.023 0.896 0.021 0.941
TTC3 1.026 0.014 1.031 0 1.005
TUFM 1.005 0.006 0.988 0.027 0.982
TUFT1 0.87 0.03 0.945 0.001 1.087
TULP3 0.947 0.008 0.853 0.023 0.901
U2AF1 0.825 0.024 0.909 0.015 1.102
U2AF1L1 1.007 0.049 1.032 0.035 1.024
UBE2E2 1.141 0.002 1.097 0.004 0.962
UBP1 1.024 0.072 1.068 0.035 1.042
UPK1B 1.177 0.02 1.114 0.005 0.947
SLC35A2 1.185 0.04 1.179 0.015 0.994
UGDH 0.95 0.022 1.053 0.022 1.108
UGT2B7 1.074 0.055 1.012 0.036 0.942
UGT2B10 0.936 0.014 1.004 0.001 1.072
UGT2B17 0.989 0.005 1.03 0.02 1.041
UMOD 0.806 0.004 0.947 0.021 1.175



UPK2 0.969 0.086 1.022 0.034 1.055
UPK3A 1.104 0.018 1.039 0.033 0.941
UTX 1.163 0.074 0.989 0.033 0.85
UTY 1.164 0.055 1.175 0.022 1.009
VARS2 1.056 0.057 1.1 0.012 1.041
VASP 1.177 0.062 1.168 0.017 0.992
VCP 1.076 0.055 1.087 0.029 1.009
VDAC1 1.001 0.003 1.093 0.019 1.091
VDAC2 0.979 0.011 0.933 0.002 0.952
VDAC3 0.849 0.004 0.947 0.005 1.115
WBSCR5 0.883 0.066 0.947 0.032 1.072
WRB 1.09 0.022 1.028 0.017 0.943
SF1 1.171 0.078 1.182 0.022 1.009
ZFP36 1.13 0.051 1.175 0.029 1.039
ZFPL1 1.071 0.082 1.151 0.015 1.074
ZNF2 1.093 0.06 1.179 0.049 1.078
ZNF3 1.162 0.089 1.128 0.006 0.971
ZNF6 0.938 0.002 1.005 0.013 1.071
ZNF8 0.901 0.022 0.971 0.023 1.077
ZNF11B 0.839 0.079 0.99 0.02 1.179
ZNF14 0.921 0.085 0.974 0.063 1.057
ZNF16 1.07 0.007 1.086 0.035 1.014
ZNF17 1.158 0.051 1.14 0.032 0.984
ZNF18 1.062 0.019 1.148 0.055 1.081
ZNF19 1.171 0.095 1.181 0.014 1.009
ZNF20 1.167 0.045 1.251 0.068 1.072
ZNF21 1.139 0.123 1.137 0.017 0.997
ZNF23 1.007 0.022 1.114 0.052 1.106
ZNF26 0.986 0.026 1.029 0.054 1.044
ZNF28 0.774 0.018 0.878 0.044 1.134
ZNF31 0.838 0.028 0.942 0.009 1.124
ZNF32 0.864 0.033 0.918 0.034 1.062
ZNF36 0.906 0.067 1.148 0.03 1.266
ZNF37A 0.937 0.024 1.109 0.059 1.184
ZNF38 0.937 0.098 1.071 0.009 1.142
ZNF41 0.857 0.019 1.035 0.028 1.207
ZNF70 0.976 0.053 1.059 0.002 1.084
ZNF75 1.003 0.021 1.115 0.018 1.111
ZNF75A 0.756 0.018 0.891 0.001 1.177
ZNF79 0.647 0 0.791 0.017 1.221
ZNF80 0.897 0.019 0.853 0.034 0.95
ZNF221 1.007 0.005 0.973 0.015 0.966
ZNF90 0.988 0.047 0.975 0.006 0.987
ZNF91 1.042 0.012 0.829 0.025 0.795
ZNF117 1.009 0.035 1.043 0.003 1.033
ZNF222 1.005 0.003 1.037 0.014 1.031
MKRN3 0.948 0.015 0.967 0.004 1.02
MKRN4 1.103 0.012 1.073 0.012 0.973
ZNF132 0.909 0.016 1.009 0.009 1.11
ZNF133 1.008 0.011 1.093 0.011 1.084
ZNF134 0.992 0.06 0.915 0.005 0.922



ZNF135 1.092 0.017 0.989 0.018 0.905
ZNF137 1.18 0.059 1.08 0.005 0.915
ZNF138 1.035 0.036 0.996 0.008 0.962
ZNF140 1.081 0.053 0.968 0.014 0.895
ZNF141 1 0.009 0.977 0.02 0.977
ZNF142 0.92 0.039 0.911 0.005 0.99
TRIM25 0.955 0.005 0.903 0.005 0.945
ZNF154 0.769 0.025 0.778 0.006 1.011
ZNF155 0.736 0.007 0.801 0.009 1.088
ZNF157 0.95 0.052 0.985 0.021 1.036
ZNF165 1.052 0.011 1.044 0.026 0.991
ZNF175 0.982 0.053 1.021 0.01 1.039
ZNF177 1.03 0.026 1.06 0.01 1.028
ZNF179 0.924 0.047 1.046 0.012 1.132
ZNF180 1.05 0.014 1.082 0.004 1.03
ZNF183 1.018 0.067 1.004 0.001 0.986
ZNF184 0.844 0.007 0.924 0.002 1.095
ZNF185 0.954 0.047 0.996 0.023 1.043
ZNF187 0.901 0.012 1.003 0.005 1.113
ZNF189 0.964 0.032 1.045 0.015 1.084
ZNF192 0.907 0.013 0.952 0.027 1.049
ZNF193 1.073 0.076 1.041 0.02 0.969
ZNF195 1.208 0.011 1.208 0.025 1
ZNF202 0.925 0.036 1.046 0.009 1.131
ZNF205 0.999 0.018 1.093 0.012 1.093
ZNF207 0.936 0.063 0.981 0.006 1.047
ZNF208 0.998 0.009 1.049 0.001 1.051
ZNF213 0.991 0.06 1.021 0.014 1.029
ZNF215 0.893 0 0.945 0.009 1.057
ZNF216 1.002 0.029 1.01 0.006 1.008
ZNF217 1.009 0.022 0.955 0.024 0.946
ZNF223 0.982 0.062 1.08 0.005 1.099
ZNF224 1.093 0 1.151 0 1.053
ZNF225 1.016 0.025 1.078 0.012 1.061
ZNF226 0.952 0.003 1.074 0.003 1.127
ZNF227 1.108 0.052 1.103 0.005 0.995
ZNF228 0.999 0.008 1.04 0.016 1.04
ZNF229 0.787 0.016 0.965 0.002 1.226
ZNF230 0.977 0.022 1.035 0.005 1.059
ZNF232 1.02 0.025 1.084 0.002 1.062
ZNF236 0.909 0.01 0.954 0.01 1.049
SLC30A1 0.983 0.036 0.935 0.001 0.951
SLC30A2 0.92 0.006 1.095 0 1.19
SLC30A4 1.05 0.048 1.041 0.036 0.991
ZXDA 1.089 0.003 1.151 0.011 1.056
LUZP1 0.942 0.038 1.035 0.004 1.098
DNALI1 0.908 0.006 1.029 0.021 1.132
LAPTM5 1.013 0.04 1.042 0.001 1.027
RNF103 0.848 0.014 0.935 0.006 1.102
IFRD2 0.996 0.046 1.055 0.015 1.059
SEMA3B 0.924 0.014 1.036 0.016 1.12



SLMAP 0.994 0.041 1.004 0.009 1.01
SIAT8D 1.087 0.019 1.061 0.013 0.976
C5orf18 0.989 0.042 1.009 0.009 1.02
THH 1.003 0.002 1.056 0.012 1.052
ZNF214 0.896 0.055 0.945 0.002 1.054
SOX1 0.989 0.014 1.093 0.009 1.105
SSX2 0.886 0.018 0.943 0.015 1.063
SSX5 0.797 0.002 0.962 0.003 1.207
TMSB4X 0.772 0.018 0.948 0.031 1.227
BAT2 0.862 0.043 0.958 0.012 1.11
BAT3 0.828 0.05 0.935 0.017 1.128
BAT4 0.799 0.023 0.835 0.007 1.045
BAT1 0.921 0.052 1.003 0.027 1.088
BAT5 0.817 0.022 0.96 0.016 1.174
SLC39A7 0.707 0.012 0.868 0.011 1.228
HSD17B8 0.837 0.006 1.023 0.027 1.221
RDBP 0.788 0.037 0.887 0.01 1.125
LST1 0.831 0.002 0.876 0.003 1.053
JTV1 0.958 0.033 0.875 0.008 0.912
ST7 0.942 0.02 0.945 0.032 1.002
ZNF212 1.006 0.033 1.015 0.011 1.008
D8S2298E 0.962 0.015 0.97 0.036 1.007
MYST3 0.932 0.022 0.986 0.009 1.058
PSCA 0.867 0.019 0.858 0.038 0.989
SLC25A16 1.017 0.049 1.019 0.014 1.001
SHOC2 1 0.001 1.01 0.029 1.009
MFAP5 0.981 0.023 1.03 0.009 1.05
TTC10 0.972 0.014 0.994 0.001 1.022
DPF3 0.99 0.064 0.938 0.023 0.947
AP3B2 0.855 0.043 0.819 0.057 0.958
ANP32A 0.889 0.046 0.789 0.031 0.886
SIAT8B 0.91 0.035 0.878 0.038 0.965
C16ORF35 0.93 0.067 0.824 0.037 0.886
SLC7A5 0.844 0.031 0.767 0.063 0.909
COIL 0.833 0.048 0.787 0.025 0.944
SF3A2 0.83 0.032 0.79 0.046 0.952
ELL 0.778 0.034 0.766 0.024 0.984
ZNF239 0.761 0.021 0.742 0.041 0.974
DPF1 0.938 0.062 0.907 0.013 0.966
C21ORF33 1.007 0.017 0.996 0.067 0.988
DGCR14 0.92 0.048 0.944 0.021 1.026
SYN3 0.986 0.022 0.98 0.06 0.994
PGPL 1.011 0.07 1.041 0.025 1.029
FAM16AX 1.014 0.018 0.987 0.063 0.973
DXYS155E 1.009 0.05 0.995 0.027 0.986
U2AF1L2 1.084 0.022 1.021 0.072 0.942
RBM10 0.878 0.04 0.858 0.042 0.977
JARID1C 0.911 0.01 0.909 0.042 0.997
SMC1L1 0.983 0.038 0.977 0.001 0.994
ARD1 0.987 0.007 1.053 0.019 1.067
F8A 1.049 0.064 1.124 0.06 1.07



CXORF12 1.081 0.028 1.093 0.034 1.011
DXS9879E 1.084 0.07 1.077 0.009 0.993
SLC10A3 1.08 0.001 1.082 0.033 1.001
JARID1D 1.04 0.052 1.075 0.021 1.034
HIST3H3 0.884 0.005 0.939 0.082 1.061
HIST1H4I 0.971 0.068 0.88 0.006 0.906
HIST1H2AC 0.914 0.02 0.929 0.051 1.016
HIST1H2AB 0.944 0.027 1.055 0.032 1.116
HIST2H2AC 1.022 0.019 1.108 0.026 1.084
HIST1H2BG 1.043 0.035 1.137 0.089 1.089
HIST1H2BM 1.094 0.013 1.151 0.016 1.052
HIST1H2BC 1.18 0.05 1.249 0.053 1.058
HIST1H2BO 1.033 0.011 1.144 0.018 1.107
HIST1H3A 0.967 0.057 1.049 0.017 1.084
HIST1H3C 1.099 0.034 1.126 0.022 1.025
HIST1H3E 0.969 0.032 0.952 0.016 0.982
HIST1H3I 0.853 0.005 0.82 0.008 0.961
HIST1H3J 1.005 0.048 1.088 0.054 1.082
HIST1H3H 1.074 0.025 1.161 0.021 1.081
HIST1H3B 1.042 0.05 1.22 0.081 1.17
HIST1H4A 1.118 0.015 1.188 0.009 1.062
HIST1H4D 1.119 0.059 1.132 0.083 1.012
HIST1H4F 0.976 0.011 1.009 0.02 1.033
HIST1H4J 1.062 0.03 1.152 0.044 1.084
HIST1H4H 1.079 0.016 1.066 0.042 0.988
HIST1H4E 1.021 0.042 0.988 0.001 0.967
HIST1H4L 0.858 0.001 0.876 0.028 1.021
HIST1H4G 1.124 0.055 1.148 0.109 1.021
HIST2H4 1.166 0 1.207 0.024 1.034
HYAL3 1.178 0.066 1.199 0.118 1.017
SLC25A11 1.069 0.004 0.974 0.014 0.911
SOX14 1.018 0.051 1.077 0.042 1.057
SPOP 1.02 0.005 1.074 0.044 1.052
UXT 1.042 0.049 1.115 0.069 1.069
EEA1 1.043 0.014 1.037 0.032 0.994
STX7 0.966 0.042 0.924 0.027 0.956
BBOX1 0.994 0.001 1.009 0.019 1.014
ZNF282 0.833 0.049 0.942 0.033 1.131
DOC2B 0.948 0.009 1.009 0.007 1.065
DOC2A 0.867 0.023 1.009 0.096 1.163
ATRN 0.879 0.005 1.022 0.012 1.163
TPST2 0.952 0.031 0.955 0.025 1.003
TPST1 1.012 0.02 1.135 0.02 1.121
TEAD2 0.959 0.039 1.05 0.048 1.095
ARGBP2 0.934 0.017 0.978 0.004 1.047
RAE1 0.906 0.031 0.928 0.026 1.024
SEMA7A 0.762 0.003 0.827 0.001 1.085
CILP 0.89 0.011 0.951 0.012 1.069
PRSS12 0.971 0.003 0.872 0.019 0.898
PPFIBP2 0.767 0.005 0.747 0.007 0.973
PPFIBP1 0.907 0.003 0.898 0 0.99



PARG 1.019 0.005 1.034 0.008 1.014
NDST2 0.958 0.021 0.914 0.017 0.954
DDO 1.035 0.002 1.083 0.005 1.047
CYP4F2 1.042 0.008 0.959 0.006 0.92
CHST1 1.058 0.015 1.107 0.03 1.046
FCN3 1.015 0.01 1.007 0.014 0.991
INE1 0.883 0.033 0.963 0.019 1.09
C22ORF19 0.933 0.013 0.956 0.022 1.024
KMO 0.978 0.024 0.983 0.012 1.005
YARS 0.948 0.01 1.02 0.032 1.076
D21S2056E 0.998 0.013 1.064 0.044 1.066
TMEFF1 0.9 0.006 0.961 0.033 1.068
SCARF1 0.956 0.006 1.059 0.036 1.107
LY6D 0.93 0.021 0.976 0.021 1.05
C4ORF9 0.821 0.003 0.877 0.029 1.067
C4ORF8 0.775 0.002 0.81 0.022 1.044
SLC25A12 0.974 0.014 0.97 0.012 0.996
RODH-4 0.938 0.006 0.953 0.002 1.016
STC2 0.958 0.004 1.092 0.012 1.14
VDP 0.987 0.009 1.053 0.013 1.067
CADPS 0.945 0.014 1.053 0.029 1.113
NPFF 1.097 0.008 1.137 0.011 1.036
ASMTL 1.016 0.004 1.14 0.003 1.122
DSCR2 0.984 0.007 1.027 0.041 1.043
JRK 0.928 0.006 1.076 0.039 1.159
RODH 0.906 0.003 0.908 0.025 1.002
RTCD1 0.879 0 1.064 0.006 1.209
SSNA1 1.1 0.006 1.075 0.006 0.977
EIF4EBP3 1.036 0.005 1.198 0.027 1.157
AOC3 0.976 0.017 1.062 0.029 1.088
KCNK5 1.033 0.001 1.123 0.014 1.087
CHRD 0.938 0.008 0.975 0.017 1.039
DDX3Y 0.841 0 1.046 0.006 1.242
TNKS 0.956 0.019 0.981 0.004 1.026
VAMP4 0.747 0.003 1.011 0.003 1.353
STX16 0.938 0.01 0.959 0.003 1.022
STX11 1.013 0.017 1.097 0.015 1.083
STX10 0.94 0.009 0.868 0.009 0.924
BECN1 0.936 0 1.036 0.056 1.106
SFRS9 1.093 0.019 1.066 0.024 0.975
KRTHA8 0.95 0.003 1.064 0.017 1.119
KRTHA7 1.057 0.023 1.079 0.002 1.021
HYAL2 1.019 0.014 1.059 0.019 1.039
GALNT4 0.991 0.009 1.021 0.001 1.03
B4GALT4 0.984 0.002 1.012 0.019 1.029
B4GALT3 0.804 0.039 0.88 0.004 1.095
B4GALT2 0.829 0.001 0.928 0 1.119
B3GALT4 1.019 0.006 1.038 0.014 1.018
B3GALT3 0.88 0.002 1 0.018 1.136
B3GALT2 0.896 0.009 0.93 0.004 1.037
B3GALT1 0.951 0.025 0.968 0 1.018



SERPINB7 1.151 0.011 1.132 0.003 0.983
GAGEB1 0.923 0.007 1.025 0 1.111
NOL4 0.943 0.001 0.927 0.023 0.983
SNX4 0.99 0.005 1.103 0.007 1.114
SNX3 0.864 0.011 0.944 0.005 1.092
C19ORF2 0.97 0.015 1.053 0.006 1.085
MYOM1 1.079 0.004 1.017 0.032 0.943
CDS2 0.847 0.005 0.993 0.025 1.173
PABPC4 0.937 0.018 0.988 0.008 1.054
TNFRSF6B 0.935 0.005 1.062 0.02 1.136
SNAP23 1.076 0.003 1.049 0.01 0.975
NAPG 0.952 0.017 1.025 0.031 1.076
NAPA 0.814 0.026 0.838 0.024 1.029
MPDZ 0.955 0.008 1.093 0.016 1.144
SIGLEC5 1.002 0.007 0.989 0.002 0.987
MATN4 0.833 0.025 1.046 0.017 1.255
FPGT 0.81 0.032 0.866 0.02 1.069
SUCLG2 0.752 0.01 0.937 0.01 1.246
SUCLG1 0.86 0.03 0.984 0.021 1.143
SUCLA2 0.69 0.007 0.867 0.03 1.256
BANF1 0.963 0.009 0.999 0.009 1.038
WDR22 0.895 0.016 1.022 0.007 1.141
DPM2 0.736 0.019 0.813 0.041 1.103
APLN 0.908 0.027 1.045 0.011 1.149
PER3 0.864 0.007 0.946 0.008 1.094
SGPL1 0.825 0.031 0.94 0.014 1.14
ZNF259 0.958 0.01 1.008 0.041 1.052
APPBP1 0.841 0.033 0.865 0.004 1.027
SLC5A6 0.948 0.023 1.01 0.035 1.065
EIF2S2 0.836 0.014 0.943 0.001 1.127
G10 1.063 0.026 1.086 0.037 1.021
CPNE1 0.899 0.023 0.92 0.054 1.023
AP1S2 0.901 0.01 0.917 0.027 1.018
AP1G2 0.91 0.001 1 0.038 1.098
AP1M1 1.006 0.002 1.104 0.082 1.097
GYG2 0.979 0.035 0.999 0 1.02
BSN 0.986 0.001 0.99 0.018 1.003
CXX1 1.012 0.014 1.026 0.019 1.013
FUBP3 1.021 0.01 1.07 0.003 1.048
AP3D1 1.021 0.003 1.052 0.005 1.03
HIST1H3F 0.731 0.025 0.839 0.01 1.147
HIST1H2BJ 0.884 0.013 0.913 0.008 1.032
H1FX 0.755 0.022 0.802 0.009 1.062
P4HA2 0.784 0.018 0.851 0.01 1.086
PLOD3 0.725 0.001 0.724 0.005 0.997
GENX-3414 0.887 0.025 0.951 0.024 1.071
ATP6V0E 0.736 0.025 0.878 0.013 1.193
SLC25A14 0.999 0.015 1.062 0.01 1.062
CH25H 1.205 0.003 1.179 0.001 0.977
HIP1R 1.031 0.009 1.105 0.026 1.072
RHBDL1 1.099 0.021 1.064 0.032 0.968



TM4SF5 1.007 0.002 1.079 0.044 1.071
SEMA5A 0.971 0.04 1.005 0.007 1.035
RPL14 0.779 0.03 0.865 0.018 1.109
ARTN 0.932 0.042 0.995 0.041 1.066
NFS1 0.927 0.012 1.013 0.022 1.092
SLC7A6 1.004 0.012 1.041 0.003 1.037
SLC13A2 1.021 0.036 1.033 0.034 1.011
SYT7 1.047 0.008 1.06 0.004 1.011
ASH2L 0.999 0.015 1.081 0.039 1.081
CLDN8 0.888 0.07 0.986 0.023 1.11
CLDN6 0.964 0.007 1.001 0.037 1.038
CLDN9 1.012 0.039 1.032 0.045 1.019
PRY 0.785 0 0.887 0.038 1.13
BPY2 0.863 0.023 0.901 0.019 1.043
VCY 1.049 0.006 1.048 0.051 0.999
PIGQ 1.041 0.009 0.999 0.006 0.959
DNAJA3 1.056 0.033 1.136 0.052 1.076
FCGR2C 0.916 0.019 0.945 0.033 1.031
RGN 1.005 0.021 1.02 0.008 1.015
ATP6V0D1 0.996 0.022 1.089 0.001 1.092
SEC22L3 1.085 0.001 1.102 0.045 1.015
INA 1.03 0.022 1.092 0.011 1.06
SLC16A6 0.911 0.015 0.944 0.029 1.036
SLC16A5 0.809 0.015 0.876 0.005 1.082
SLC16A4 0.987 0.027 1.046 0.023 1.06
SLC16A3 1.006 8.858 1.048 0.025 1.041
CSPG6 0.956 0.014 0.934 0.036 0.977
DXS9928E 1.051 0.012 1.126 0.019 1.072
RABEP1 1.024 0.014 1.042 0.029 1.018
RNU3IP2 1.059 0.023 1.097 0.009 1.036
CXORF1 0.942 0.035 0.95 0.052 1.007
SYNGR3 0.932 0.015 0.995 0.01 1.067
SYNGR2 0.897 0.004 0.967 0.036 1.077
SYNGR1 0.901 0.036 0.975 0.055 1.081
HGS 1.007 0.028 1.052 0.039 1.044
SDCCAG1 0.953 0.024 0.992 0.041 1.04
SLC6A5 1.054 0.031 1.11 0.043 1.053
SLC28A2 1.054 0.025 1.061 0.028 1.006
SLC28A1 1.079 0.005 1.125 0.057 1.043
COX7A2L 1.017 0.018 1.029 0.026 1.011
MYOM2 1.008 0.019 1.011 0.023 1.002
AP4M1 0.939 0.047 0.98 0.005 1.043
PAMCI 0.936 0.008 1.025 0.001 1.095
SLC24A1 0.919 0.022 0.993 0.044 1.08
DDX21 0.884 0.011 1.001 0.031 1.131
ZBED1 0.921 0.007 1.029 0.028 1.117
SLC16A7 0.894 0.016 0.986 0.023 1.102
SLC33A1 0.955 0.044 1.053 0.048 1.101
ZNF262 0.828 0.044 0.959 0.017 1.157
ZNF261 0.921 0.018 1.078 0.019 1.17
HIST1H2AG 0.836 0.02 0.999 0.003 1.195



TMSB4Y 0.863 0.023 0.987 0.035 1.143
FCGBP 0.788 0.02 0.877 0.017 1.112
NIPSNAP1 0.781 0.031 0.904 0.042 1.157
ZNF258 0.84 0.02 0.799 0.024 0.951
ZNF237 0.8 0.019 0.846 0.007 1.057
LRRFIP1 0.9 0.032 0.919 0.011 1.021
LRRFIP2 1.084 0.012 1.064 0.018 0.982
VAPB 1.028 0.025 1.018 0.006 0.99
VAPA 1.024 0.012 0.998 0.062 0.974
DLGAP2 1.023 0.02 1.03 0.006 1.006
GCNT3 1.044 0.01 1.03 0.016 0.986
DHRS3 0.969 0.01 1.007 0.017 1.038
NUMBL 1.066 0.016 1.09 0.013 1.022
CACNA2D2 0.899 0.032 0.868 0.009 0.965
BCL7C 0.962 0.003 0.883 0.006 0.918
C6ORF11 1.026 0.055 0.949 0.012 0.924
ZNF297 1.051 0.028 0.999 0.036 0.95
NPIP 1.102 0.046 0.977 0.015 0.886
SOCS6 1.023 0.018 0.919 0.018 0.898
ZNF235 0.921 0.027 0.888 4.126 0.964
C5ORF13 0.91 0.015 0.819 0.006 0.9
PTER 0.819 0.015 0.799 0.025 0.975
B4GALT6 0.803 0.009 0.811 0.011 1.008
TGM5 0.916 0.035 0.835 0.001 0.911
B4GALT5 0.899 0.007 0.844 0.006 0.938
VAMP3 1.021 0.06 0.988 0.019 0.967
SNAP29 0.979 0.006 0.883 0.055 0.902
U5-116KD 1.036 0.057 0.994 0.016 0.959
NDST3 0.963 0 0.976 0.027 1.013
RPL23 0.867 0.044 0.912 0.015 1.052
CER1 1.083 0.005 1.015 0.047 0.937
TXNL1 1.048 0.038 1.004 0.028 0.957
LHX2 0.843 0.001 0.824 0.01 0.978
SLC22A6 1.069 0.059 1.002 0.043 0.937
PRSS15 1.011 0.005 1.051 0.032 1.039
CPNE6 1.062 0.082 1.106 0.013 1.041
KL 1.037 0.005 0.985 0.054 0.95
SLC9A3R1 1.117 0.047 1.171 0.01 1.047
NRXN3 1.163 0.001 1.157 0.043 0.994
PPT2 0.932 0.034 1.006 0.036 1.079
TM9SF2 1.111 0.017 1.078 0.019 0.97
SLC22A8 0.904 0.042 0.958 0.028 1.059
COX5A 0.794 0.004 0.885 0.004 1.113
NRXN1 1.042 0.046 1.065 0.013 1.021
NRXN2 1.142 0.031 1.12 0.009 0.981
COG1 0.978 0.039 0.974 0.009 0.995
SLC22A14 1.068 0.002 1.076 0.024 1.007
SLC22A13 1.004 0.026 1.014 0.01 1.01
HS6ST1 1.081 0.016 1.142 0.009 1.056
NMT2 1.043 0.023 1.05 0.026 1.006
IGSF2 0.969 0.017 1.03 0.021 1.062



STOML1 1.025 0.001 1.088 0.012 1.061
SEP15 0.964 0.005 1.078 0.018 1.117
ZNF265 0.926 0.049 1.007 0.047 1.087
C9ORF61 1.032 0 1.103 0.028 1.068
FADS2 1.019 0.05 1.017 0.021 0.998
DDX23 1.138 0.002 1.136 0.042 0.998
CRIPT 1.014 0.054 1.017 0.022 1.003
ZNF264 1.148 0.011 1.118 0.029 0.974
KCNK6 1.112 0.035 1.186 0.056 1.066
CHST2 0.944 0.007 0.994 0.013 1.053
QKI 0.931 0.026 1.039 0.03 1.115
LY86 0.885 0.017 0.985 0.028 1.113
ITM2A 0.983 0.053 1.042 0.043 1.06
HOMER3 1.106 0.007 1.092 0.027 0.987
HOMER2 1.119 0.053 1.141 0.045 1.019
HOMER1 1.102 0.039 1.078 0.055 0.978
PCYT1B 0.971 0.056 1.046 0.045 1.077
CHST3 1.108 0.006 1.151 0.023 1.039
EIF4EL3 1.035 0.056 1.068 0.042 1.031
C1ORF38 0.825 0.01 0.899 0.035 1.09
NAPSA 1.006 0.025 1.102 0.042 1.095
USP49 0.925 0.014 1.015 0.011 1.097
STX8 0.853 0.026 0.979 0.043 1.147
CHST10 0.937 0.021 1.056 0.016 1.127
PIGL 0.847 0.011 0.981 0.014 1.159
PIGB 0.861 0.001 0.986 0.01 1.145
PGS1 0.879 0.028 1.004 0.038 1.142
PSMF1 0.953 0.035 1.071 0.016 1.124
SLC4A7 0.864 0.001 0.96 0.05 1.11
SLC4A8 0.85 0.018 0.958 0.022 1.127
RPH3AL 0.796 0.004 0.89 0.029 1.118
GAGED3 0.675 0.022 0.806 0.009 1.195
GAGED2 0.857 0.025 0.848 0.019 0.99
GAGEC1 0.899 0.01 0.934 0.004 1.038
PMPCB 0.924 0.018 1.006 0.035 1.088
STXBP5L 0.717 0.012 0.843 0.024 1.175
SPTLC2 0.884 0.011 1.005 0.031 1.136
EEF1E1 0.897 0.002 0.979 0.006 1.09
GPSN2 0.975 0.001 1.071 0.024 1.097
VPS4B 0.944 0.025 1.022 0 1.082
MPDU1 0.755 0.007 0.899 0.021 1.19
C1ORF8 0.938 0.043 1.091 0.052 1.163
POLR1C 0.901 0.019 1.004 0.021 1.114
ZNF254 0.913 0.002 0.915 0.005 1.002
CIR 0.924 0.027 0.941 0.033 1.018
APBA3 0.865 0.027 0.919 0.008 1.062
ATP6V1G1 0.915 0.003 0.952 0.008 1.04
ATP5J2 0.88 0.028 0.946 0.002 1.075
SPAG7 0.866 0.027 0.829 0.009 0.956
MRPL33 0.802 0.022 0.885 0.025 1.103
C14ORF2 0.801 0.012 0.872 0.003 1.088



CHD1L 0.72 0.007 0.814 0.007 1.13
VPS26 0.983 0.037 1.045 0.014 1.062
H6PD 1.024 0.031 1.087 0.01 1.061
GTPBP1 0.942 0.053 1.03 0.016 1.093
GDF3 0.979 0.008 0.99 0.009 1.01
SOX13 0.905 0.021 1.015 0.035 1.121
KIAA0436 0.817 0.02 0.917 0.007 1.122
RNPC2 0.958 0.033 1.035 0.03 1.08
MAD2L1BP 0.883 0.021 0.993 0.014 1.125
IER2 0.865 0.022 0.966 0.047 1.116
PSCDBP 0.863 0.002 0.986 0.044 1.143
TRAG3 0.992 0.042 1.002 0.012 1.01
PITPNM1 0.948 0.007 1.021 0.02 1.076
GDA 1.035 0.032 1.135 0.035 1.097
MTRF1 1.002 0.004 1.055 0.018 1.052
KLK4 1.105 0.067 1.108 0.02 1.002
SNCAIP 0.953 0.013 1.035 0.032 1.085
CLCA3 0.964 0.044 0.987 0.043 1.023
NUP155 0.895 0.019 1.027 0.035 1.148
SEC24C 0.947 0.04 1.049 0.022 1.107
MTL5 0.85 0.016 0.961 0.023 1.13
G1P2 0.944 0.037 1.015 0.019 1.075
FEZ2 1.047 0.008 1.118 0.005 1.068
ZNF592 0.983 0.028 0.928 0.03 0.944
MORF4L2 1.046 0.011 1.138 0.008 1.087
SH2BP1 1.012 0.022 1.071 0.022 1.058
GCC2 0.948 0.023 1.068 0.009 1.125
CHPPR 0.909 0.031 1.075 0.027 1.182
PLCL4 0.991 2.957 1.097 0.013 1.106
KIAA0372 0.805 0.033 0.947 0.011 1.176
HS2ST1 0.725 0.01 0.896 0.002 1.236
TTLL4 0.916 0.041 0.985 0.031 1.074
IQCB1 1.009 0.015 1.16 0.023 1.149
PDE4DIP 0.903 0.039 0.977 0.032 1.082
LPIN2 0.954 0.001 1.055 0.038 1.106
LKAP 1.022 0.051 1.107 0.042 1.083
DZIP3 0.886 0.006 1.045 0.013 1.179
SAFB2 0.828 0.036 0.959 0.028 1.157
ZNF432 0.975 0.002 1.04 0.005 1.065
EIF5B 0.93 0.016 1.049 0.035 1.127
IPO13 0.868 0.023 1.015 0.045 1.168
KIAA0789 0.718 0.049 1 0.019 1.391
SDC3 1.078 0.022 1.071 0.049 0.993
KIAA0446 0.907 0.044 0.908 0.034 1.001
KIAA0040 0.746 0.003 0.952 0.039 1.276
KIAA0406 0.99 0.034 0.973 0.03 0.982
KIAA0377 1.076 0.01 1.093 0.053 1.015
PHF14 0.91 0.038 1.017 0.05 1.118
KIAA0140 0.935 0.021 1.038 0.066 1.11
DEPDC5 0.874 0.005 0.896 0.011 1.024
JMJD2A 0.897 0.027 1.014 0.054 1.13



N4BP1 0.897 0.011 1.021 0.015 1.138
ENTH 0.85 0.033 0.955 0.038 1.123
VGLL4 0.901 0.034 1.086 0.017 1.204
GREB1 0.818 0.04 0.957 0.03 1.169
NUP93 0.829 0.051 1.007 0.009 1.214
BZW1 0.924 0.035 1.019 0.047 1.102
KIAA0391 0.918 0.011 1.045 0.017 1.138
KIAA0103 0.868 0.015 1.036 0.022 1.193
CROCC 0.822 0.031 0.973 0.011 1.183
PUM1 0.772 0.011 0.935 0.041 1.21
RIMS2 0.971 0.002 0.914 0.011 0.941
ESPL1 1.057 0.002 0.961 0.01 0.908
KIAA0685 1.021 0.003 0.974 0.041 0.954
KIAA0092 0.985 0.011 0.901 0.006 0.914
KIAA0100 1.032 0.017 0.868 0.017 0.841
DHX34 1.149 0.02 1.039 0.01 0.904
ST18 1.107 0.009 1.038 0.036 0.937
KIAA0373 1.071 0.043 1.041 0.002 0.972
KIAA0355 0.995 0.013 0.896 0.017 0.9
KIAA0226 0.998 0.027 0.966 0.013 0.967
USP6NL 0.8 0.017 0.821 0.019 1.027
KIAA0773 0.811 0.003 0.796 0.008 0.982
AQR 0.933 0.018 0.884 0.042 0.947
KIAA0420 0.927 0.033 0.837 0.009 0.903
KIAA0565 0.955 0 0.859 0.048 0.899
KIAA0514 0.937 0.026 0.84 0.022 0.897
SEMA3E 0.933 0.014 0.865 0.046 0.927
UTP14C 0.896 0.008 0.81 0.012 0.904
KIAA0792 0.801 0.005 0.745 0.021 0.929
KIAA0296 0.703 0.003 0.71 0.019 1.009
RAB11-FIP3 0.819 0.024 0.793 0.045 0.968
KIAA0256 1.066 0.019 0.985 0.016 0.924
VPRBP 1.018 0.004 0.964 0.062 0.946
KIAA0562 1.069 0.079 1.013 0.013 0.947
DOCK4 1.207 0.015 1.141 0.056 0.945
SART3 0.957 0.016 0.898 0.026 0.938
KNTC1 0.986 0.016 0.966 0.053 0.98
USP34 0.982 0.042 0.981 0.004 0.999
CP110 1.009 0.017 0.899 0.034 0.891
KIAA0339 0.922 0 0.926 0.003 1.003
LAPTM4A 0.941 0.041 0.968 0.044 1.027
KIAA0590 0.971 0.036 1.024 0.025 1.054
CENTB1 1.143 0.007 1.107 0.041 0.968
ZNF536 1.114 0.048 1.06 0.013 0.951
KIAA0738 1.208 0.027 1.201 0.066 0.994
PHACTR2 1.054 0.023 1.072 0.026 1.016
C6ORF32 1.033 0.021 1.066 0.051 1.031
SNPH 0.975 0.01 0.98 0.019 1.005
ZNF305 0.962 0.035 0.99 0.041 1.028
STARD8 0.861 0.009 0.822 0.019 0.954
PROSAPIP2 1.056 0.002 1.054 0.011 0.997



PDZK10 1.05 0.004 1.075 0.004 1.023
TOX 1.034 0.02 1.067 0.011 1.032
KIAA0152 1.132 0.028 1.219 0.005 1.076
PROSAPIP1 1.125 0.004 1.124 0.012 0.999
KIAA0513 1.134 0.043 1.252 0.031 1.104
ZFYVE16 0.978 0.002 1.102 0.02 1.126
KIAA0247 0.936 0.021 0.92 0.009 0.983
PHF16 0.861 0.008 0.946 0.031 1.097
KIAA0101 1.013 0.006 1.07 0.001 1.056
KIAA0195 1.091 0.014 1.19 0.01 1.09
DDX48 1.107 0.048 1.225 0.059 1.106
KIAA0652 1.044 0.023 1.024 0.008 0.981
TM9SF4 0.881 0.041 0.977 0.039 1.109
KIAA0232 1.006 0.032 1.123 0.007 1.115
TBC1D5 1.01 0.035 1.193 0.056 1.181
FAM38A 0.963 0.013 1.111 0.012 1.153
RIMS3 1.051 0.032 1.164 0.029 1.107
SNX17 1.086 0.002 1.137 0 1.046
DHX38 0.904 0.028 0.971 0.005 1.074
KIAA0586 1.008 0.033 1.128 0.002 1.119
MTSS1 1.116 0.027 1.097 0.1 0.983
KIAA0102 0.977 0.071 0.987 0.01 1.011
BMS1L 0.991 0.038 1.077 0.054 1.086
PHYHIP 1.019 0.034 1.197 0.048 1.175
TATDN2 0.947 0.053 1.106 0.021 1.168
KIAA0174 0.992 0.021 1.058 0.072 1.066
MRPL19 1.059 0.043 1.148 0.052 1.084
TOMM20 0.842 0.035 0.934 0.056 1.108
SCRN1 0.843 0.057 1.007 0.015 1.194
SPOCK2 0.876 0.028 0.966 0.063 1.101
KIAA0087 0.824 0.015 1.006 0.016 1.22
RNF40 0.923 0.029 1.134 0.001 1.228
KIAA0427 0.81 0.005 0.973 0.04 1.2
KIAA0141 0.817 0.002 0.993 0.049 1.215
KIAA0542 0.943 0 1.073 0.003 1.137
KIAA0133 0.918 0.038 1.009 0.065 1.099
KEAP1 0.731 0.004 0.854 0.023 1.167
NUPL1 0.738 0.024 0.823 0.012 1.114
KIAA0669 0.812 0.025 0.919 0.029 1.132
CUL7 0.821 0.009 0.951 0.008 1.159
ARMCX2 0.888 0.056 1.003 0.04 1.129
ARHGAP11A 0.879 0.014 0.998 0.046 1.136
SPATA2 0.929 0.047 1.036 0.063 1.114
KIAA0258 0.9 0.026 0.96 0.05 1.066
DNAJC6 0.918 0.049 1.045 0.013 1.139
KIAA0555 0.988 0.046 1.1 0.007 1.112
LCMT2 1.031 0.034 1.162 0.039 1.126
KIAA0186 0.931 0.044 1.066 0.04 1.144
KIAA0748 0.843 0.011 0.871 0.002 1.033
ZBTB24 0.889 0 0.913 0.003 1.027
PLEKHM1 0.83 0.038 0.897 0.024 1.08



HEPH 0.984 0.039 0.952 0.017 0.967
KIAA0528 0.812 0.024 0.824 0.019 1.014
KIAA0626 0.929 0.01 0.948 0.008 1.02
KIAA0753 0.892 0.029 0.906 0.027 1.016
EPM2AIP1 0.82 0.001 0.842 0.001 1.026
RUSC2 0.752 0.012 0.813 0.014 1.082
TMEM24 0.811 0.004 0.822 0.034 1.014
CAP350 0.925 0.022 0.919 0.02 0.993
KIAA0649 0.972 0.012 1.006 6.124 1.034
LRIG2 0.9 0.032 0.946 0.024 1.05
P44S10 0.906 0.019 0.963 0.013 1.062
KIAA0644 1.051 0.053 1.036 0.035 0.985
KIAA0298 1.019 0.007 0.979 0.02 0.96
PJA2 1.032 0.033 1.036 0.047 1.004
TOMM70A 0.93 0 1.023 0.01 1.099
KIAA0317 0.989 0.029 1.017 0.017 1.028
SEC24D 0.984 0.017 0.973 0.082 0.988
FCHSD2 0.976 0.044 1.007 0.013 1.031
C14ORF92 1.115 0.034 1.08 0.032 0.969
DDX46 0.909 0.043 1.02 0.051 1.121
KIAA0352 1.13 0.006 1.139 0.022 1.008
KIAA0342 1.03 0.038 1.095 0.048 1.063
TBC1D4 1.211 0.019 1.211 0 1
POM121 0.95 0.062 0.978 0.015 1.029
KIAA0563 0.871 0.029 0.972 0.021 1.115
OSBPL2 0.953 0.038 0.983 0.029 1.031
C1ORF16 0.955 0.003 0.999 0.034 1.045
ZBED4 1.022 0.042 1.078 0.019 1.055
LPPR4 1.187 0.003 1.182 0.013 0.996
KIAA0683 0.89 0.019 0.986 0.048 1.107
KIAA0329 0.925 0.013 0.985 0.004 1.064
KIAA0196 1.147 0.046 1.092 0 0.952
NICE-4 1.115 0.01 1.11 0.018 0.995
SV2B 0.939 0.024 1.011 0.022 1.076
SV2A 1.159 0.011 1.133 0.009 0.977
SRGAP2 1.061 0.012 1.082 0.008 1.02
KIAA0469 0.942 0.005 1.071 0.009 1.136
RBM19 0.849 0.007 0.996 0.019 1.173
RUTBC1 0.957 0.016 1.075 0.015 1.122
SLC35E2 1.039 0.03 1.071 0.027 1.03
KIAA0415 1.015 0.017 1.048 0.013 1.032
G3BP2 0.997 0.035 1.091 0.035 1.094
KIAA0476 1.021 0.011 1.08 0.001 1.057
HUCEP11 1.018 0.003 1.005 0.047 0.987
KIAA0672 0.976 0.006 1.019 0.024 1.043
STAF65(GAMM 0.926 0.013 0.968 0.008 1.045
FAM20B 0.91 0.041 1.003 0.027 1.102
CNAP1 0.911 0.039 0.986 0.021 1.082
KIAA0310 0.885 0.027 0.978 0.048 1.105
RNF10 0.673 0.026 0.9 0.014 1.337
KIAA0763 0.925 0.02 1.021 0.056 1.102



KIAA0478 0.953 0.037 1.013 0.01 1.062
ZBTB5 1.05 0.062 1.091 0.044 1.039
FAM34A 1.007 0.002 1.097 0.002 1.09
MFN2 0.948 0.066 1.06 0.02 1.118
KIAA0063 0.969 0.019 1.061 0.027 1.094
HELZ 0.85 0.005 0.95 0.026 1.118
KIAA0020 0.813 0.028 0.964 0.002 1.184
ARHGAP25 0.889 0.009 0.985 0.045 1.108
RBM8A 0.914 0.051 0.949 0.003 1.038
ENDOGL1 0.886 0.008 0.934 0.1 1.054
HS3ST4 0.958 0.024 0.968 0.026 1.01
HS3ST3B1 0.904 0.05 0.986 0.022 1.09
HS3ST3A1 0.899 0.025 0.932 0.015 1.036
HS3ST2 0.971 0.034 0.979 0.053 1.007
HS3ST1 0.747 0.014 0.814 0.038 1.089
MVP 0.652 0.013 0.793 0.02 1.217
SLC23A2 1.013 0.034 0.976 0.006 0.964
SLC23A1 1.069 0.027 1.037 0.022 0.97
HNRPDL 1.122 0.093 1.08 0 0.962
ROD1 1.189 0.077 1.076 0.014 0.904
KCNE2 1.326 0.071 1.141 0.009 0.86
NAALAD2 1.018 0.019 0.966 0.026 0.949
NAALADL1 0.967 0.054 0.999 0.015 1.032
PTE1 1.044 0.021 1.048 0.02 1.003
LNK 1.023 0.043 1.046 0.001 1.022
PIGK 0.981 0.005 1.016 0.047 1.035
CXORF6 0.83 0.027 0.81 0.033 0.975
CST8 0.877 0.03 0.855 0.04 0.974
DNAJB6 1.038 0.05 0.953 0.005 0.917
SLC17A4 0.652 0.051 0.728 0.023 1.117
AP1M2 0.967 0.028 0.869 0.037 0.899
UBA2 0.87 0.039 0.821 0.014 0.942
SAE1 0.76 0.004 0.711 0.009 0.936
FARSLB 0.775 0.037 0.769 0.015 0.992
C21ORF6 0.839 0.031 0.777 0.013 0.926
PDCD7 0.702 0.037 0.673 0.032 0.958
GPC6 0.656 0.009 0.798 0.01 1.216
PQBP1 0.926 0.006 0.897 0.035 0.968
KCNK7 0.909 0.054 0.88 0.014 0.967
UST 0.903 0.027 0.936 0.045 1.036
TM4SF9 0.847 0.046 0.897 0.022 1.058
TM4SF8 1.061 0.015 1.007 0.019 0.949
TSPAN-2 1.002 0.058 0.975 0.004 0.973
TSFM 1.032 0.041 0.99 0.023 0.959
TSPAN-1 0.939 0.05 0.858 0.011 0.913
PPIF 0.792 0.006 0.824 0.047 1.041
CTDSP2 1.071 0.044 1.045 0.006 0.975
TRIM10 1.045 0 1.066 0.05 1.02
ARL7 1.15 0.059 1.156 0.055 1.004
DNAL4 1.081 0.021 1.062 0.038 0.982
ZNF263 1.26 0.088 1.199 0.041 0.951



BCAP31 0.898 0.013 1 0.034 1.113
ELA3A 1.054 0.06 0.998 0.036 0.947
RBM12 0.768 0.008 0.818 0.018 1.065
C4ORF6 1.12 0.072 1.063 0.038 0.949
CLECSF1 0.976 0.003 0.929 0.063 0.951
FAM13A1 1.022 0.057 1.009 0.008 0.987
SFRS14 0.943 0.001 0.96 0.038 1.017
MBNL2 1.17 0.046 1.134 0.063 0.969
MAP17 1.017 0.004 1.085 0.008 1.066
ATP6AP2 1.129 0.043 1.155 0.03 1.022
C3F 1.203 0.004 1.157 0.02 0.962
CHST4 1.062 0.029 1.049 0.041 0.987
SERF2 1.157 0.001 1.114 0.008 0.962
DHRS9 1.112 0.046 1.054 0.023 0.947
RCL1 0.986 0.026 0.948 0.018 0.961
ZNF256 0.948 0.07 0.963 0.031 1.016
CNIH 1.023 0.011 1.065 0.011 1.04
ODZ1 1.02 0.022 1.082 0.058 1.06
RBM7 0.94 0.006 1.023 0.009 1.088
THOC4 1.212 0.061 1.263 0.062 1.042
TXNDC9 0.948 0.005 1.072 0.004 1.131
RNF41 0.991 0.039 1.034 0.051 1.042
SDCCAG33 1.061 0.02 1.07 0.003 1.008
HRMT1L3 0.771 0.033 0.925 0.008 1.198
PSME3 0.945 0.05 0.986 0.018 1.043
MPHOSPH10 1.002 0.05 0.978 0.017 0.976
DHRS2 0.996 0.013 1.028 0.025 1.032
NUTF2 1.016 0.056 0.994 0.042 0.977
EVA1 1.046 0.015 1.115 0 1.065
INADL 1.084 0.061 1.096 0.063 1.011
SUI1 1.115 0.003 1.143 0.007 1.025
FLOT1 0.954 0.054 1.007 0.045 1.055
DDX39 1.053 0.011 1.113 0.018 1.056
SSX3 0.867 0.047 0.947 0.024 1.091
CTDSPL 1.017 0.064 1.047 0.021 1.029
GPA33 0.972 0.043 1.023 0.003 1.053
ZNF443 0.79 0.008 0.923 0.025 1.169
CD96 1.077 0.067 1.094 0.032 1.015
TETRAN 0.975 0.007 1.064 0.01 1.09
STX6 0.948 0.028 1.066 0.032 1.124
COQ7 1.167 0.004 1.226 0.006 1.05
DSCR1L1 0.997 0.029 1.119 0.035 1.122
B7 0.91 0 1.03 0.012 1.132
HNRPR 1.042 0.071 1.074 0.023 1.03
SLC35B1 0.887 0.022 0.975 0.035 1.098
AP3S2 0.977 0.046 0.971 0.036 0.993
MRPS31 0.917 0.007 0.972 0.014 1.059
KCNMB2 0.897 0.054 0.934 0.023 1.041
TIMM17B 0.968 0.025 0.974 0.037 1.006
SLC17A2 0.896 0.061 0.909 0.032 1.013
HRSP12 1.006 0.022 1.038 0.047 1.031



GLYAT 0.986 0.081 1.053 0.015 1.068
SRRM1 0.981 0.134 1.018 0.01 1.037
HCG9 1.071 0.184 1.007 0.003 0.939
IGSF6 0.845 0.097 0.898 0.004 1.062
SF3B4 1.023 0.002 0.899 0.003 0.878
STAG1 1.057 0.062 0.873 0.013 0.826
DSCR4 0.986 0.055 0.887 0.017 0.899
BET1 0.84 0.025 0.799 0.007 0.951
SDCCAG10 0.975 0.032 0.89 0.019 0.912
SMNDC1 0.954 0.066 0.884 0.021 0.926
GC20 0.861 0.003 0.834 0.01 0.969
MAEA 0.894 0.046 0.835 0.008 0.934
TEB4 0.5 0 0.667 0.002 1.334
KATNB1 0.846 0.044 0.755 0.032 0.892
DLEU1 0.981 0.033 0.97 0.024 0.988
SNAPC5 0.96 0.023 0.952 0.008 0.992
ZNF267 0.807 0.021 0.943 0.04 1.169
DSCR3 1.057 0.027 1.003 0.02 0.948
RTN3 1.311 0.035 1.145 0.03 0.873
B3GALT5 1.054 0.044 1.056 0.019 1.002
CRISP3 0.939 0.048 0.976 0.033 1.039
KBTBD10 1.129 0.036 1.12 0.019 0.991
RRAGB 1.016 0.068 1.022 0.039 1.006
RNF3 1.008 0.035 0.939 0.016 0.931
TRDN 0.848 0.058 1.003 0.04 1.182
WARS2 1.035 0 1.034 0.02 0.998
NPM3 1.417 0.076 1.302 0.043 0.918
NPM2 1.05 0.017 1.11 0.033 1.057
CBARA1 0.95 0.074 1.048 0.04 1.104
CACNG3 1.043 0.037 1.113 0.052 1.066
CACNG2 1.009 0.064 1.049 0.049 1.039
BTN3A3 1.006 0.01 1.095 0.041 1.088
BTN2A2 1.082 0.1 1.089 0.038 1.005
SYCP2 0.828 0.013 0.91 0.025 1.098
CEPT1 0.772 0.064 0.924 0.04 1.196
PEMT 1.147 0.033 1.138 0.005 0.992
SIAT10 0.882 0.076 1.031 0.01 1.169
PGCP 1.078 0.049 1.109 0.029 1.028
WFDC2 1.11 0.072 1.234 0.002 1.111
TINP1 0.884 0.009 1.082 0.044 1.223
OA48-18 0.748 0.032 0.926 0.044 1.236
SPON2 1.009 0.046 1.092 0.034 1.082
SPON1 1.015 0.086 1.079 0.022 1.063
UBADC1 0.852 0.045 0.892 0.032 1.046
CDIPT 0.936 0.06 1.039 0.028 1.109
ARIH2 1.01 0.057 1.076 0.046 1.065
SEC24B 1.049 0.083 1.104 0.024 1.052
CFDP1 1.007 0.054 1.13 0.066 1.121
NIFIE14 1.047 0.097 1.099 0.004 1.049
TIMM23 1.115 0.049 1.254 0.065 1.124
RBM14 1.007 0.109 1.057 0.053 1.05



CDC42EP2 1.025 0.038 1.06 0.024 1.033
C2F 0.94 0.068 1.012 0.029 1.076
C1D 0.847 0.071 0.946 0.017 1.116
TIMM17A 0.885 0.077 0.925 0.045 1.045
PFAAP5 1.077 0.008 1.122 0.032 1.041
C9ORF60 1.027 0.092 1.015 0.028 0.988
MCRS1 0.941 0.008 1.097 0.06 1.165
LRRN5 1.078 0.128 1.164 0.011 1.079
FAM3C 0.925 0.023 1.01 0.04 1.09
PPIE 0.958 0.054 1.018 0.004 1.062
TOMM40 0.993 0.074 1.01 0.007 1.017
HAX1 0.85 0.036 0.889 0.011 1.046
GPNMB 0.767 0.01 0.799 0.018 1.041
CLECSF14 0.878 0.07 0.997 0.033 1.135
SLC30A9 0.826 0.024 0.956 0.035 1.157
C13ORF24 0.927 0.073 0.981 0.044 1.058
ZNF224 1.025 0.065 1.085 0.043 1.058
SOX9 0.964 0.066 1.066 0.024 1.105
PPIH 0.878 0.035 0.969 0.077 1.102
KIAA0125 0.83 0.099 0.972 0.071 1.17
ZNF516 0.943 0.007 0.956 0.019 1.013
OLFM1 0.844 0.077 0.877 0.013 1.039
SPAG11 0.844 0.028 0.794 0.009 0.94
COG5 0.753 0.051 0.867 0.035 1.151
TIMM44 1.064 0.061 1.02 0.051 0.958
HKE2 1.072 0.015 1.03 0.031 0.96
TRIM38 1.115 0.037 1.129 0.027 1.013
SLC25A17 0.987 0.044 0.994 0.061 1.006
SLC9A6 1.217 0.078 1.11 0.022 0.911
GA17 1.124 0.05 1.095 0.049 0.974
SEC23B 0.907 0.001 0.979 0.017 1.079
SEC23A 0.907 0.009 0.848 0.047 0.934
CAP2 0.864 0.006 0.836 0.046 0.967
MUF1 0.899 0.005 0.815 0.011 0.907
VTI1B 1.002 0.007 0.934 0.054 0.932
CRTAP 0.836 0.002 0.787 0.057 0.941
VAT1 0.793 0.009 0.79 0.04 0.995
COVA1 0.83 0.022 0.778 0.062 0.936
CARM1 0.623 0.013 0.68 0.052 1.091
SEMA6C 0.855 0.007 0.782 0.043 0.915
SEMA4F 0.809 0.009 0.747 0.036 0.923
SEMA4B 0.726 0.03 0.69 0.013 0.95
C17ORF1A 0.956 0.03 0.881 0.061 0.921
ZNF211 0.95 0.033 0.889 0.024 0.936
DDX17 0.941 0.011 0.886 0.053 0.942
DEAF1 1.103 0.045 1.026 0 0.93
CHERP 0.948 0.008 0.899 0.064 0.948
IPO8 1.095 0.047 1.021 0.02 0.931
NOL5A 1.023 0.014 0.912 0.064 0.891
NEBL 1.084 0.03 0.953 0.032 0.879
RNASEH2A 0.978 0.023 0.881 0.053 0.9



LEPREL2 0.819 0.016 0.769 0.013 0.938
TXNL2 1.028 0.018 1.002 0.051 0.975
ANP32B 1.165 0.033 1.049 0.04 0.9
HBXIP 1.119 0.006 1.071 0.032 0.957
TM9SF1 1.093 0.046 1.113 0.054 1.018
ARL6IP5 1.14 0.008 1.116 0.016 0.978
RPP30 1.182 0.066 1.148 0.012 0.971
RPP38 1.17 0.021 1.102 0.076 0.941
SLC35A1 1.099 0.049 1.039 0 0.945
GW112 1.022 0.003 0.966 0.048 0.945
SLC34A2 0.734 0.005 0.793 0.055 1.08
SLU7 1.046 0.011 1.088 0.007 1.04
DPYSL4 1.123 0.049 1.132 0.052 1.008
SMA3 1.218 0.005 1.245 0.021 1.022
COLEC10 1.153 0.034 1.219 0.086 1.056
MTHFS 1.021 0.011 1.098 0.008 1.075
SCGN 1 0.023 1.047 0.013 1.047
SMC2L1 1.097 0.003 1.063 0.005 0.968
SLCO1B1 1.116 0.033 1.085 0.038 0.972
PAIP1 1.056 0 1.017 0.033 0.962
SC65 0.92 0.011 0.835 0.017 0.907
SIAT7B 1.098 0.006 1.132 0.034 1.03
TRIM3 1.022 0.045 1.091 0.079 1.067
C10ORF69 1.007 0.011 1.102 0.061 1.094
HIS1 1.085 0.046 1.175 0.117 1.083
SPAG5 1.19 0.01 1.188 0.027 0.998
STAMBP 1.028 0.059 1.083 0.043 1.053
TGOLN2 0.91 0.008 1.044 0.027 1.146
POLR3F 0.951 0.031 0.993 0.024 1.044
POLR3G 0.978 0.01 0.997 0.027 1.019
POLR3C 0.961 0.005 0.926 0.004 0.963
TRIM16 0.975 0.002 1.085 0.059 1.111
MRCL3 0.964 0.034 1.116 0.133 1.157
TXNIP 0.977 0.035 1.093 0.029 1.118
T1A-2 1.041 0.043 1.126 0.053 1.081
ATP5L 1.084 0.031 1.151 0.019 1.062
LEFTB 1.165 0.064 1.171 0.045 1.005
FSBP 1.07 0.019 1.159 0.014 1.083
SCGB1D2 1.083 0.047 1.082 0.03 0.999
C18ORF43 1.065 0.015 1.065 0.014 0.999
MTX2 0.923 0.012 0.95 0.025 1.028
YKT6 0.911 0.003 1.015 0.061 1.113
KHDRBS3 0.94 0.032 1.098 0.13 1.168
C6ORF10 1.035 0.009 1.135 0.062 1.097
CD226 0.976 0.036 1.07 0.08 1.096
FARS1 0.969 0.021 1.025 0.009 1.058
DCTN6 0.961 0.044 1.024 0.054 1.065
CSPG5 0.972 0.009 1.077 0.009 1.107
AVIL 1.006 0.03 1.055 0.028 1.049
B3GNT1 0.819 0.025 0.863 0.02 1.053
GNB5 0.86 0.003 0.893 0.006 1.039



PNMA2 0.867 0.002 0.909 0.006 1.049
FUT9 0.932 0.061 0.971 0.012 1.041
TNRC5 0.776 0.014 0.93 0.01 1.197
CORIN 0.99 0.004 1.01 0.004 1.02
USP39 0.863 0.008 0.986 0.007 1.142
POLD3 0.886 0.017 0.926 0.018 1.045
LASS1 0.894 0.003 0.953 0.001 1.065
AP4B1 0.898 0.025 0.907 0.012 1.01
UGT2B11 0.938 0.005 1.012 0.004 1.078
POLQ 0.932 0.02 0.879 0.011 0.942
SLC12A7 0.717 0.004 0.841 0.001 1.171
STAG2 0.885 0.003 0.927 0.003 1.047
RFPL3 0.897 0.004 0.921 0.005 1.026
RFPL2 0.897 0.008 0.925 0.001 1.031
MASP2 0.808 0.028 0.929 0.011 1.149
CHL1 0.84 0.002 0.893 0.002 1.062
CAPN9 0.952 0.023 0.981 0.001 1.03
C6ORF4 0.794 0.01 0.819 0 1.031
PLAC1 0.793 0.014 0.838 0.002 1.057
NUP50 0.614 0.006 0.737 0.001 1.2
NES 0.754 0.013 0.967 2.036 1.282
HBS1L 0.895 0.006 0.981 0.023 1.095
ARPP-21 0.99 0.023 1.073 0.003 1.083
ZNF271 0.863 0.016 0.988 0.007 1.143
ZNF234 1.06 0.003 1.13 0.011 1.066
ZNF266 1.143 0 1.152 0.016 1.008
ZNF274 0.88 0.007 1.013 0.002 1.15
SLC17A3 0.828 0.004 0.955 0.001 1.152
VAMP5 0.927 0.018 1.031 0.002 1.112
ZNF273 0.92 0.004 0.927 0.001 1.008
ZNF272 0.832 0.012 1.028 0.025 1.235
ZNF268 0.892 0.005 1.018 0.001 1.141
MTHFD2 0.917 0.018 1.103 0.011 1.202
RPP40 0.902 0.009 1.01 0.032 1.119
SDCCAG8 0.949 0 1.15 0.003 1.212
SDCCAG3 0.841 0.015 0.998 0.003 1.186
STARD10 0.692 0.014 0.978 0.032 1.413
NOXA1 0.92 0.03 0.976 0.007 1.06
UTP14A 0.951 0.004 1.079 0.004 1.134
CPLX2 0.943 0.018 0.926 0.012 0.981
CPLX1 0.998 0.024 1.051 0.018 1.052
NEU3 0.98 0.016 1.025 0.006 1.044
C5ORF4 0.933 0.033 1.107 0.011 1.186
C5ORF3 1.038 0.005 1.132 0 1.09
ZNF275 0.959 0.039 1.195 0 1.245
FTHFD 0.918 0.024 0.955 0.016 1.039
FTCD 0.956 0.004 1.135 0.016 1.186
PDE10A 1.153 0.002 1.133 0.004 0.983
RAI 0.873 0.006 1.013 0.025 1.16
ASE-1 0.949 0.07 0.991 0.015 1.043
HPSE 0.95 0.018 1.001 0.013 1.053



CYP46A1 0.858 0.021 0.977 0.026 1.138
SLC26A1 1.08 0.005 1.188 0.009 1.099
SLC22A7 0.881 0.017 1.002 0.002 1.137
ARID5A 1.01 0.004 1.162 0.02 1.15
HCP5 0.937 0.02 0.986 0 1.053
NET-5 0.981 0.027 1.131 0.019 1.152
ME3 0.976 0.019 1.002 0 1.027
FGL2 1.006 0.005 1.057 0.003 1.051
FAM12A 0.868 0.008 0.903 0.012 1.04
FHR-4 0.918 0.005 1.118 0.028 1.217
FHR-3 0.893 0.021 0.954 0.039 1.068
PROL3 0.831 0.01 1.067 0.032 1.283
C1QL1 0.967 0.008 1.013 0.004 1.047
XLKD1 0.816 0.006 1.061 0.008 1.299
OCLM 1.036 0.039 1.043 0.026 1.006
YIF1 0.956 0.034 1.113 0.012 1.163
CPSF4 0.951 0.031 0.978 0.02 1.028
JTB 0.971 0.014 1.051 0.007 1.082
CRA 0.828 0.011 0.995 0.007 1.201
FLN29 0.822 0.016 1.015 0 1.234
TXNL4 0.919 0.037 1.019 0.004 1.108
NTE 0.801 0.037 0.938 0.005 1.17
SUGT1 0.96 0.004 1.058 0.002 1.101
UTS2 0.982 0.021 1.045 0.003 1.064
PAPOLA 0.838 0.002 0.957 0.011 1.143
MAGED2 1.059 0.022 0.996 0.013 0.94
BTNL3 0.903 0.015 1.025 0.017 1.134
COPS8 0.854 0.002 0.908 0.011 1.063
SMPDL3A 0.917 0.007 1.111 0.008 1.211
SRP46 0.741 0.046 0.943 0.029 1.272
MORF4L1 0.779 0.017 1.022 0.025 1.312
EHD1 0.873 0.052 1.126 0.032 1.289
POP1 0.851 0.014 1.114 0.01 1.308
UGT2A1 0.87 0.057 1.139 0.051 1.308
PRSS21 0.854 0.022 1.139 0.004 1.334
MSL3L1 0.903 0.025 1.204 0.064 1.332
SMAP 0.827 0.016 1.099 0.012 1.329
KDELR1 0.881 0.021 1.14 0.059 1.294
AP3M2 0.779 0.004 0.842 0.008 1.081
STARD3 0.711 0.041 0.832 0.005 1.17
HNRPA0 0.758 0.032 0.837 0.019 1.104
SEC61B 0.636 0.04 0.764 0.002 1.2
TOMM34 0.738 0.04 0.882 0.009 1.194
OS-9 0.702 0.052 0.826 0 1.176
RNP24 0.686 0.032 0.796 0.004 1.159
LMAN2 0.676 0.045 0.822 0.006 1.216
C12ORF8 0.659 0.035 0.785 0.008 1.191
C1ORF29 0.601 0.032 0.766 0.026 1.273
ZAP128 0.838 0.044 0.947 0.018 1.13
EBNA1BP2 0.905 0.024 0.922 0 1.019
CKAP4 0.866 0.004 0.952 0.023 1.099



HELIC1 0.905 0.06 1.019 0.019 1.126
C10ORF116 0.778 0.035 0.936 0.032 1.203
HEAB 0.677 0.075 0.926 0.02 1.366
COPS6 0.858 0.045 0.975 0.023 1.136
GCN1L1 0.675 0.031 0.869 0.014 1.287
METAP2 0.793 0.037 0.982 0.032 1.238
IMMT 0.76 0.036 0.945 0.026 1.242
SLC38A3 1.033 0.061 1.114 0.023 1.078
SF3B2 0.719 0.014 0.88 0.012 1.224
SDS 0.976 0.027 1.043 0.035 1.068
ILVBL 0.918 0.055 1.073 0.004 1.168
SLC27A5 0.956 0.013 1.098 0.042 1.148
SLC27A4 0.901 0.076 1.014 0.002 1.125
SLC27A3 0.749 0.033 0.98 0.034 1.309
DIPA 0.895 0.088 1.111 0.025 1.24
KLK11 0.78 0.018 0.942 0.041 1.207
RY1 0.807 0.058 1.002 0.046 1.24
LIAS 0.987 0.036 1.055 0.02 1.068
TDRKH 1.032 0.007 1.088 0.01 1.054
VAX1 1.009 0.057 1.038 0.042 1.029
LILRA1 0.973 0.01 1.051 0.001 1.079
LILRB3 0.838 0.007 1.035 0.025 1.235
LILRA3 1.014 0.076 1.173 0 1.156
LILRA2 0.829 0.016 0.973 0.024 1.174
RBPMS 0.738 0.064 0.953 0.005 1.291
CENTA1 0.614 0.013 0.869 0.021 1.414
SBLF 0.788 0.052 0.94 0.03 1.191
B3GNT6 1.005 0.011 1.094 0.004 1.088
MID2 0.947 0.003 1.036 0.015 1.094
UPK1A 0.935 0.038 1.063 0.031 1.136
SLC35D2 1.038 0 1.121 0.003 1.079
CPSF5 0.838 0.005 0.997 0.019 1.189
CPSF6 0.865 0.071 0.995 0.002 1.15
ZPBP 0.762 0.043 0.97 0.044 1.272
DDX52 0.814 0.063 1.012 0.006 1.241
LECT1 0.806 0.049 1.02 0.007 1.264
PP35 0.714 0.042 0.873 0.002 1.222
SOX30 0.958 0.018 1.036 0.035 1.081
U1SNRNPBP 1.068 0.01 1.113 0.029 1.041
C10ORF10 0.963 0.062 0.995 0.019 1.033
TRIM31 0.954 0.023 1.051 0.016 1.102
P25 0.856 0.002 1.007 0.022 1.175
HRIHFB2122 0.88 0.059 1.051 0.036 1.194
RER1 0.679 0.028 0.946 0.036 1.391
DNAJB4 0.766 0.048 1.023 0.022 1.336
C9ORF9 0.878 0.035 1.081 0.026 1.231
C9ORF7 0.745 0.042 0.935 0.045 1.254
NUPL2 0.892 0.012 1.104 0 1.238
SPUVE 0.979 0.002 1.077 0.018 1.099
ATE1 1.033 0.048 1.131 0 1.094
KATNA1 0.892 0.006 1.02 0.055 1.144



HIBADH 0.742 2.534 0.969 0.003 1.307
EMILIN1 0.878 0.05 1.094 0.021 1.245
BTN3A2 0.758 0.014 0.994 0.012 1.311
BTN3A1 0.847 0.058 1.083 0.013 1.278
STAG3 0.791 0.003 1.034 0.006 1.306
TMSNB 0.748 0.042 0.942 0.034 1.26
BTN2A1 0.869 0.003 0.924 0.014 1.063
DSCR1L2 0.891 0.007 0.968 0.013 1.085
RPC155 0.912 0.009 0.945 0.019 1.036
SFRS16 0.965 0.012 0.939 0.021 0.973
ZWINT 1.07 0.032 1.032 0.065 0.964
CAPN11 1.068 0.061 1.04 0.034 0.973
PWP1 1.021 0.044 1.042 0.009 1.021
TBC1D8 0.943 0.025 1.05 0.037 1.114
MYST2 0.972 0.049 1.027 0.031 1.057
HRASLS3 0.86 0.047 0.95 0.069 1.104
GLMN 0.726 0.017 0.826 0.006 1.137
HHLA3 0.766 0.042 0.846 0.009 1.105
HHLA2 0.891 0.014 0.932 0.014 1.046
BVES 0.958 0.016 0.957 0.01 0.998
WDRX1 0.891 0.023 0.88 0.007 0.988
AP4S1 0.925 0.006 0.908 0.005 0.98
LDB3 0.876 0.018 0.93 0.013 1.062
LSM6 0.796 0.006 0.884 0.028 1.11
C8ORF2 0.684 0.025 0.804 0.01 1.174
C14ORF1 0.75 0.012 0.817 0.065 1.089
NUDT6 0.903 0.046 0.946 0.029 1.047
NUDT5 1.032 0 1 0.014 0.968
NUDT3 0.862 0.037 0.985 0.025 1.142
SOX21 0.951 0.002 1.002 0.009 1.053
PSIP1 0.981 0.036 1.02 0.029 1.039
WDHD1 0.849 0.018 0.944 0.021 1.111
TU3A 1.08 0.043 1.048 0.023 0.97
STRAP 0.844 0.01 0.991 0.033 1.174
BAZ2A 0.882 0.038 0.999 0.013 1.132
BAZ1A 1.039 0.001 1.077 0.055 1.036
ZNF277 1.019 0.054 1.061 0.027 1.04
TREH 0.66 0.036 0.874 0.015 1.323
SLC2A6 0.977 0.059 1.066 0.051 1.091
INMT 0.791 0.015 0.943 0.016 1.191
NISCH 1.009 0.05 1.086 0.052 1.076
TNRC4 1.062 0.017 1.147 0.007 1.08
WBP4 0.961 0.049 1.062 0.062 1.105
SEC23IP 0.986 0.001 1.067 0.057 1.081
SUPT16H 0.928 0.062 1.033 0.008 1.113
POLI 0.744 0.007 0.962 0.075 1.291
KLK8 1.06 0.022 1.094 0.038 1.032
PROSC 0.89 0 1.001 0.005 1.125
MRPL3 1.077 0.05 1.142 0.04 1.059
GALNT6 1.065 0.014 1.076 0.001 1.009
GALNT5 1.017 0.036 1.08 0.055 1.061



C12ORF2 0.956 0.057 1.065 0.008 1.114
PRAF2 0.959 0.034 1.043 0.04 1.087
SEC63 1.042 0.007 1.143 0.034 1.096
POLG2 1.001 0.04 1.113 0.004 1.112
HPS5 0.884 0.012 1.001 0.01 1.132
RNF24 0.934 0.053 1.007 0.037 1.077
CA5B 0.868 0.015 1.024 0.01 1.179
PADI2 0.985 0.032 1.045 0.035 1.06
PMF1 0.885 0.001 0.996 0.005 1.125
NXPH4 1.084 0.045 1.104 0.07 1.017
NXPH3 0.914 0.001 1.006 0.019 1.1
NXPH2 1.037 0.051 1.138 0.018 1.097
PACSIN2 1.114 0 1.13 0.018 1.014
MAN1B1 0.768 0.002 0.987 0.022 1.284
SLC6A14 0.818 0.011 0.993 0.016 1.214
CHP 1.006 0.062 1.078 0.064 1.071
PXMP4 1.088 0.016 1.12 0.021 1.029
EAP30 1.137 0.087 1.126 0.038 0.989
DDX19 1.092 0.004 1.086 0.008 0.994
NRM 0.782 0.02 0.939 0.032 1.2
PRR4 0.891 0.004 1.014 0.03 1.137
KLHL2 1.002 0.06 1.092 0.029 1.09
POU6F2 0.889 0.028 1.021 0.025 1.148
MGAT4B 0.915 0.03 1.07 0.001 1.169
CYP4F8 0.681 0.04 0.846 0.033 1.242
SLCO2B1 0.845 0.046 0.999 0.027 1.182
VPS45A 0.717 0.001 0.927 0.014 1.293
CMRF-35H 0.856 0.074 0.972 0.002 1.134
COPE 0.895 0.004 0.987 0.05 1.102
XAB1 0.81 0.007 1.004 0.015 1.238
DDX42 0.625 0.01 0.787 0.029 1.258
Z39IG 0.774 0.04 0.911 0.005 1.177
FKBP9 0.842 0.068 0.914 0.025 1.085
CTRC 0.815 0.057 0.87 0.015 1.068
TUSC2 0.885 0.047 0.993 0.046 1.122
SEC6L1 0.921 4.122 1.014 0.028 1.1
U2AF2 0.748 0.022 0.851 0 1.136
OIP5 0.935 0.004 1.068 0.056 1.142
EXOSC8 0.943 0.013 1.083 0.047 1.148
SCRG1 1.051 0.011 1.21 0.08 1.15
RNF13 1.039 0.006 1.162 0.045 1.118
SYNPO 0.976 0.012 1.126 0.079 1.153
CASC3 1 0.016 1.116 0.019 1.116
COG2 1.072 0.052 1.124 0.062 1.048
LAMB4 0.989 0.049 1.101 0.042 1.113
CLCA4 0.793 0.023 0.817 0.011 1.029
XRN2 0.876 0.007 0.877 0.009 1.001
COPZ1 0.874 0.034 0.924 0 1.057
COPG 0.738 0.013 0.855 0.006 1.159
PHLDA1 0.842 0.037 0.911 0.014 1.082
DNAJC8 0.808 0.013 0.907 0.014 1.121



SIAHBP1 0.723 0.018 0.757 0.013 1.046
RBM16 0.692 0.024 0.804 0.001 1.161
NLGN4Y 0.737 0.018 0.745 0.008 1.01
ZNF409 0.768 0.013 0.762 0.006 0.991
C6ORF84 0.971 0.065 0.942 0.005 0.97
KIAA0924 0.953 0.01 0.962 0.027 1.008
COBLL1 0.932 0.042 0.996 0.006 1.069
RNF44 0.992 0.002 1.085 0.018 1.093
DLGAP4 0.934 0.037 1.05 0.031 1.123
RAB11-FIP2 0.988 0.008 1.052 0.017 1.064
FRMPD1 0.928 0.045 0.996 0.009 1.073
TMEM15 0.844 0.02 0.955 0.035 1.13
KIAA1036 0.963 0.046 0.947 0.005 0.983
ZNF507 0.724 0.018 0.89 0.025 1.227
CPEB3 0.811 0.051 0.959 0.029 1.182
KIAA0863 0.835 0.008 0.958 0.055 1.147
ANKRD26 0.966 0.064 1.049 0.018 1.086
NTNG1 0.924 0.022 1.018 0.041 1.101
CHSY1 0.864 0.079 1.058 0.033 1.224
FNDC3 0.907 0.023 1.08 0.033 1.191
KIAA0831 0.917 0.059 1.015 0.034 1.106
KIAA1002 0.867 0.006 0.987 0.043 1.138
SLITRK3 0.989 0.051 1.019 0.021 1.03
CNKSR2 0.848 0 0.901 0.018 1.063
KIAA0971 0.966 0.052 1.041 0 1.077
ZNF510 0.881 0.021 1.015 0.058 1.152
KIAA1115 0.866 0.033 0.967 0.003 1.116
NLGN1 0.772 0.004 0.909 0.013 1.178
SEC31L1 1.04 0.052 1.139 0.002 1.094
DZIP1 0.97 0.02 1.067 0.035 1.099
PEPP3 1 0.047 1.045 0.008 1.045
HSRG1 0.905 0.02 1.002 0.032 1.107
ANKRD6 0.934 0.037 0.982 0.005 1.051
WDR37 0.862 0.02 0.944 0.025 1.094
KIAA0907 0.93 0.069 1.036 0.026 1.113
ZBTB1 0.883 0.003 1.031 0.024 1.167
BAHD1 0.877 0.053 1.072 0.003 1.222
KIAA1008 0.903 0 1.046 0.037 1.157
RPH3A 0.802 0.019 0.982 0.001 1.224
KIAA1052 0.772 0.035 0.979 0.03 1.268
KIAA0870 0.977 0.052 1.076 0.014 1.1
CARD8 0.992 0.017 1.042 0.038 1.05
KIAA1001 0.796 0.038 0.911 0.003 1.144
RIPX 0.903 0.048 0.979 0.023 1.084
BTBD3 0.965 0.098 1.041 0 1.078
KIAA0963 0.961 0.01 1.06 0.03 1.103
OIP106 0.606 0.051 0.896 0 1.477
DHX30 1.001 0.012 1.076 0.048 1.074
SACM1L 1.014 0.065 1.091 0.023 1.076
KIAA1018 0.858 0.007 0.971 0.036 1.131
KIAA0893 0.811 0.05 0.998 0.006 1.23



RALY 0.991 0.003 1.072 0.039 1.081
KLRK1 0.915 0.04 0.981 0.024 1.072
NCBP2 0.9 0.004 0.987 0.024 1.096
HABP4 0.888 0.02 1.017 0.047 1.146
RPIA 0.883 0.014 1.016 0.013 1.15
ELL2 0.874 0.03 1.025 0.013 1.172
SHANK2 0.819 0.02 1.004 0.018 1.225
DKK1 0.953 0.045 1.058 0.039 1.109
DUX4 1.002 0.014 1.134 0.001 1.131
TPX2 0.51 0.064 0.926 0.017 1.813
NT5C2 0.999 0.006 1.203 0.001 1.203
KIAA0953 0.906 0.053 1.027 0.006 1.133
KIAA1049 0.812 0.041 0.98 0 1.206
KIAA0980 0.887 0.032 0.932 0.031 1.05
KIAA0934 0.94 0.037 1.063 0.048 1.131
PDCD11 0.989 0.032 1.009 0.052 1.02
SV2C 1.109 0.009 1.078 0.031 0.971
KIAA1000 1.127 0.071 1.112 0.063 0.986
PCNX 1.076 0.046 1.016 0.031 0.943
KIAA0194 1.203 0.023 1.138 0.038 0.946
AZI1 1.179 0.029 1.195 0.014 1.014
KIAA0912 1.191 0.041 1.133 0.022 0.951
C1ORF34 0.98 0.013 0.966 0.042 0.985
KIAA1030 0.862 0.004 0.883 0.01 1.024
KIAA1102 0.686 0.001 0.741 0.032 1.08
RIMS1 0.906 0.058 0.941 0.036 1.038
KIAA0825 0.9 0.001 0.907 0.027 1.007
MAPKBP1 0.931 0.002 0.889 0.021 0.954
KIAA1069 0.827 0.015 0.825 0.025 0.998
GOLGIN-67 0.886 0.006 0.926 0.068 1.045
EXOSC7 0.921 0.004 0.971 0.033 1.054
FAIM2 0.754 0.004 0.83 0.037 1.101
KIAA1007 0.568 0.01 0.694 0.024 1.221
KIAA0992 0.896 0.058 0.921 0.024 1.027
PDZRN3 0.991 0.014 1.027 0.024 1.036
UNC13A 0.833 0.043 0.919 0.012 1.102
MYR8 1.12 0.001 1.058 0.012 0.945
KIAA0117 0.911 0.032 0.956 0.032 1.049
JMJD2B 0.982 0.028 0.993 0.01 1.011
KIAA1117 1.033 0.026 1.042 0.063 1.008
SAMD4 1.022 0.011 1.074 0.008 1.051
KIAA0931 0.95 0.031 0.992 0.027 1.044
ZNF292 1.013 0.01 0.996 0.007 0.983
PDZK3 1.021 0.054 1.057 0.012 1.035
WDTC1 1.1 0.002 1.114 0.051 1.012
XPO7 0.947 0.045 0.989 0.03 1.044
KIAA1040 1.061 0.006 1.122 0.045 1.057
KIAA0251 1.097 0.027 1.1 0.052 1.003
KIAA0826 1.039 0.022 1.028 0.047 0.989
FNBP1 1.089 0.057 1.083 0.059 0.994
ZHX3 0.981 0.005 1.008 0.027 1.027



KIAA0830 1.007 0.044 1.025 0.046 1.017
KIAA0913 0.866 0.043 0.881 0.01 1.018
NMNAT2 1.026 0.025 0.975 0.035 0.95
KIAA0643 1.084 0.006 1.065 0.057 0.982
ZNF609 0.952 0.02 0.999 0.005 1.049
KIAA0676 1.042 0.005 1.079 0.041 1.035
GGA2 1.175 0.031 1.157 0.001 0.984
KIAA0261 1.046 0.02 1.055 0.039 1.007
KIAA0625 1.016 0.047 1.091 0.009 1.073
KIAA0090 1.036 0.013 1.069 0.034 1.031
TIP120B 1.024 0.033 1.037 0.023 1.012
KIAA1076 0.859 0.014 0.929 0.003 1.08
KIAA0082 1.003 0.053 1.017 0.017 1.014
KIAA0701 1.045 0.006 1.064 0.08 1.017
SWAP70 0.997 0.023 0.982 0.006 0.984
KIAA0179 1.093 0.008 1.029 0.03 0.941
MYCBP2 1.08 0.047 1.082 0.009 1.002
KIAA0564 0.994 0.012 0.942 0.01 0.947
KIAA0241 0.926 0.032 0.955 0.006 1.031
JMJD2C 1.057 0.016 1.073 0.051 1.015
ELKS 1.034 0.029 1.05 0.012 1.015
SLAC2-B 0.882 0.015 0.933 0.014 1.057
TRIM35 1.009 0.037 0.984 0.004 0.974
KIAA0853 1.038 0.016 1.016 0.045 0.978
SIPA1L3 0.967 0.057 1.013 0 1.047
KIAA0522 1.065 0.009 1.082 0.02 1.016
SARM1 0.864 0.043 0.956 0.001 1.105
ZNF297B 0.926 0.007 0.985 0.037 1.064
KIAA0861 1.101 0.055 1.076 0.028 0.977
KIAA1055 1.028 0 1 0.036 0.973
FSTL4 0.994 0.044 1.03 0.008 1.036
MRPS27 0.794 0.009 0.868 0.021 1.092
GARNL4 0.872 0.018 0.945 0.013 1.083
DDN 0.921 0.005 0.96 0 1.041
KIAA1093 0.891 0.001 0.938 0.038 1.052
C10ORF1 0.961 0.017 0.964 0.043 1.003
KIAA0998 0.945 0.035 0.995 0.023 1.052
RPL35 0.917 0.004 0.939 0.052 1.023
ZNF365 0.93 0.052 1.012 0.032 1.088
EPN2 0.975 0.004 1.013 0.002 1.039
WDFY3 0.917 0.06 1.024 0.008 1.117
KIAA1012 0.931 0.028 0.942 0 1.011
NFASC 0.901 0.016 0.937 0.008 1.039
KIAA0423 0.894 0.01 0.915 0.016 1.023
LOC23117 0.99 0.009 0.995 0.002 1.005
HIC2 1.012 0.031 1.043 0.042 1.031
POGZ 0.954 0.006 1.013 0.005 1.062
C1ORF17 0.986 0.023 1.052 0.028 1.066
PLXND1 1.074 0.02 1.103 0.002 1.027
KIAA0404 1.057 0.011 1.03 0.028 0.974
KIAA0553 0.921 0.012 0.998 0.003 1.083



SRISNF2L 1.131 0.004 1.041 0.075 0.92
PHF8 0.733 0.023 0.825 0.027 1.126
JMJD3 0.712 0.017 0.812 0.01 1.14
EPB41L3 0.911 0.007 0.963 0.005 1.056
SMC5L1 0.744 0.017 0.845 0.004 1.136
N4BP3 0.848 0.013 0.898 0.015 1.059
ZZEF1 0.89 0.027 0.918 0 1.03
KIAA0276 0.7 0.005 0.804 0.002 1.148
LRCH1 0.769 0.025 0.851 0.015 1.106
ZC3HDC3 0.643 0.027 0.723 0.005 1.124
KIAA0543 0.718 0.017 0.767 0.002 1.068
KIAA0363 0.824 0.023 0.932 0.015 1.13
FCHO1 0.895 0.001 0.961 0.023 1.074
GRSP1 0.848 0.035 0.903 0.004 1.064
KIAA0767 0.922 0.016 1.02 0.018 1.106
CIC 1 0.022 1.108 0.022 1.107
NCDN 0.769 0 0.902 0.003 1.172
MCLC 0.912 0.031 0.984 0.017 1.078
KIAA0007 0.853 0 0.927 0.018 1.087
SNX13 0.649 0.004 0.891 0.008 1.372
GGA3 0.816 0.023 0.914 0.026 1.12
M-RIP 0.937 0.058 1.024 0.027 1.092
NUP205 0.907 0.035 0.949 0.005 1.046
STAB1 0.921 0.034 1.012 0.028 1.098
KIAA0143 1.056 0.012 1.125 0.018 1.065
KIAA0252 1.073 0.073 1.108 0.044 1.032
SLC35D1 0.85 0.006 1.045 0.045 1.229
KIAA0153 0.907 0.045 1.001 0.049 1.103
KIAA0089 0.959 0.002 1.001 0.03 1.043
KIAA0157 0.769 0.033 0.897 0.027 1.165
BDG29 1.027 0.005 1.118 0.006 1.087
LPIN1 0.854 0.024 0.998 0.009 1.168
SEPT8 1.014 0.021 1.067 0.013 1.052
KIAA0582 0.638 0.032 0.856 0.015 1.341
RAFTLIN 0.864 0.039 0.982 0.001 1.136
C21ORF106 1.188 0.026 1.152 0.04 0.97
RCOR1 1.015 0.024 1.095 0.001 1.079
PHLDB1 0.739 0.036 0.895 0.02 1.211
ANKRD15 1.062 0.003 1.11 0.02 1.044
UBXD2 0.94 0.043 1.028 0.034 1.093
CYFIP1 0.765 0.001 0.893 0.02 1.166
APG4B 1.014 0.004 1.06 0.032 1.045
GANAB 1.012 0.02 1.06 0.014 1.047
MDN1 0.86 0.037 0.993 0.016 1.155
C9ORF10 1.005 0.006 1.099 0.019 1.093
ETEA 1.111 0.014 1.105 0.038 0.995
PSME4 1.068 0.006 1.065 0.013 0.996
KIAA0182 1.013 0.047 1.062 0.023 1.047
KIAA0280 0.929 0.005 0.992 0.025 1.068
ARL6IP 0.866 0.032 1.007 0.015 1.162
BG1 1.005 0.005 1.113 0.042 1.107



PLEKHM2 0.971 0.044 1.017 0.025 1.047
SYT11 0.68 0.007 0.923 0.031 1.356
C19ORF7 1.036 0.034 1.052 0.023 1.015
RRS1 0.925 0.009 1.031 0.003 1.115
SULF1 0.757 0.063 0.952 0.041 1.257
XPO6 1.134 0.016 1.209 0.004 1.066
XTP2 0.876 0.045 0.933 0.019 1.065
KIAA1086 1.005 0.018 1.099 0.038 1.092
KIAA0540 0.998 0.047 1.058 0.027 1.06
FBXO28 0.9 0.016 1.078 0.036 1.197
DTX4 0.833 0.009 0.998 0.022 1.197
KIAA0690 0.961 0.007 1.036 0.02 1.078
SYNE2 0.978 0.027 1.057 0.036 1.081
NUP210 0.975 0.008 1.08 0.005 1.107
PLCL2 0.856 0.004 1.022 0.023 1.194
KIAA0746 0.976 0.013 1.064 0.001 1.089
TBC1D12 1.09 0.048 1.18 0.043 1.082
SEC15L2 1.071 0.012 1.116 0.013 1.041
DNAJC9 0.948 0.047 1.017 0.015 1.073
PLCB1 0.979 0.009 1.047 0.012 1.069
ARC 0.899 0.013 0.957 0.016 1.063
KIAA0922 0.958 0.015 0.965 0.002 1.008
KIAA0602 0.916 0.007 0.981 0.02 1.07
ANKRD28 1.024 0.001 1.017 0.022 0.992
KIAA0648 0.972 0.014 1.005 0.025 1.034
ASTN2 1.086 0.039 1.07 0.001 0.985
BOP1 1.072 0.002 1.026 0.01 0.956
KIAA0556 0.891 0.031 0.959 0.005 1.075
KIAA0460 1.164 0.014 1.084 0.017 0.931
ATP11A 1.119 0.008 1.074 0.04 0.959
KIAA1024 0.881 0.013 0.961 0.033 1.091
KIAA0459 0.827 0.001 0.85 0.002 1.028
ANKRD12 0.787 0.005 0.819 0.002 1.04
KIAA0802 0.937 0.014 0.917 0.006 0.978
SCFD1 0.879 0.019 0.885 0.009 1.006
RAB6IP1 0.793 0.011 0.841 0.006 1.06
DDHD2 0.896 0.017 0.854 0.004 0.953
CAMTA1 0.738 0.002 0.743 0.009 1.006
MCF2L 0.681 0.016 0.71 0.007 1.041
ROXAN 0.573 0.003 0.711 0.012 1.241
EXOC7 0.917 0.038 0.938 0.006 1.022
DNMBP 0.869 0.006 0.933 0.017 1.073
MGA 0.905 0.031 0.966 0 1.067
TSPYL4 1.026 0.006 1.012 0.028 0.985
KIAA1078 0.925 0.041 0.986 0.024 1.065
RAP140 1.061 0.005 1.083 0.032 1.02
KIAA0367 0.891 0.027 0.919 0.002 1.031
KIAA0350 0.921 0 0.915 0.024 0.993
POFUT2 0.936 0.03 0.926 0.016 0.989
KIAA0795 0.883 0.002 0.895 0.019 1.014
KIAA0664 0.78 0.057 0.993 0.038 1.273



NUP160 0.982 0.017 1.087 0.026 1.107
KIAA1110 1.063 0.058 1.123 0.036 1.056
KIAA0774 1.021 0.005 1.092 0.014 1.069
CSTF2T 0.937 0.046 1.032 0.041 1.1
KIAA1107 0.972 0.004 1.019 0.031 1.047
KIBRA 0.988 0.049 1.031 0.029 1.043
KIAA1023 0.954 0.011 0.974 0.051 1.021
KIAA0819 1.017 0.03 0.972 0.023 0.955
C17ORF31 0.801 0.004 0.861 0.01 1.075
ANKS1 0.97 0.007 1.076 0.033 1.108
MGRN1 0.955 0.027 1.065 0.007 1.115
KIAA0431 1.033 0.035 1.137 0.039 1.1
NACSIN 1.037 0.003 1.109 0.007 1.068
KIAA0523 0.944 0.029 1.083 0.032 1.148
KIAA0286 1.021 0.006 1.076 0.024 1.053
KIAA0674 0.932 0.052 1.014 0.018 1.088
ICOSL 0.797 0.021 0.946 0.007 1.187
SIN3B 0.895 0.031 0.946 0 1.056
KIAA0056 0.989 0.01 0.988 0.032 0.998
RC3 1.157 0.047 1.215 0.044 1.05
C22ORF9 0.907 0.016 1.033 0.017 1.138
SATB2 0.879 0.017 1.015 0.036 1.155
SLC9A8 0.988 0 1.069 0.017 1.082
CUTL2 1.039 0.054 1.094 0.018 1.052
DNAJC13 1.002 0.009 1.05 0.03 1.048
ZCCHC11 0.848 0.026 0.971 0.028 1.145
TRIM2 0.932 0.004 0.949 0.014 1.018
KIAA1005 0.875 0.029 0.942 0.009 1.077
KIAA1033 0.787 0.019 0.834 0.006 1.059
SASH1 0.969 0.029 1.087 0.027 1.121
KIAA0984 1.12 0.018 1.226 0.04 1.094
KIAA1043 0.851 0.024 1.001 0.037 1.176
KIAA0877 1.016 0.012 1.108 0.045 1.09
KIAA0467 1.056 0.029 1.11 0.022 1.051
DMN 0.966 0.016 1.035 0.034 1.071
PHF15 1.037 0.055 1.077 0.004 1.038
VPS39 0.94 0.014 1.036 0.03 1.102
SYNE1 0.917 0.045 0.991 0.018 1.08
DOCK9 0.832 0 0.914 0.016 1.097
KIAA1045 0.841 0.018 1.029 0.004 1.223
SR140 0.901 0.023 1.038 0.013 1.151
KIAA0323 1.01 0.011 1.083 0.006 1.072
RBAF600 0.791 0.009 1.015 0.042 1.282
UNC84A 1.038 0.033 1.12 0.013 1.079
KIAA0841 0.942 0.012 1.052 0.032 1.116
KIAA0804 1.068 0.05 1.119 0.003 1.047
KIAA0759 0.999 0.016 1.063 0.035 1.064
FNBP4 1.021 0.038 1.057 0.005 1.035
ZNF629 0.92 0.015 0.998 0.041 1.085
EFA6R 1.004 0.01 1.006 0.003 1.001
KIAA0657 0.839 0.072 0.928 0.031 1.106



KIAA0895 1.055 0.006 1.057 0.027 1.001
LARP 1.049 0.066 1.025 0.036 0.976
PUM2 1.088 0.021 1.074 0.009 0.987
MECT1 1.123 0.084 1.011 0.014 0.899
KIAA0776 1.072 0.036 1.057 0.004 0.985
KIAA0409 0.947 0.049 0.966 0.031 1.019
KIAA0947 1.085 0.024 1.039 0.017 0.957
FNBP2 1.033 0.083 0.959 0.047 0.927
EST1B 0.965 0.008 0.935 0.026 0.969
KIAA0892 0.932 0.011 0.911 0.003 0.977
KIAA0376 0.943 0.017 0.919 0.003 0.974
NCSTN 0.938 0 0.907 0.013 0.966
KIAA1068 1.005 0.024 0.961 0.009 0.956
THRAP2 0.875 0.027 0.843 0.013 0.963
HIP14 0.932 0.023 0.853 0.003 0.915
KIAA0368 0.894 0.008 0.814 0 0.911
LARS2 0.834 0.028 0.775 0.003 0.929
BRRN1 0.939 0.022 0.846 0.018 0.9
KIAA0073 0.852 0.01 0.9 0.023 1.055
DULLARD 1.034 0.016 0.95 0.033 0.918
FBXO46 1.068 0.003 1.014 0.022 0.949
EXOSC2 1.141 0.039 1.075 0.001 0.941
DICER1 0.98 0.002 0.947 0.019 0.965
COTL1 0.981 0.032 0.952 0.006 0.971
SIRT5 1.129 0.01 1.001 0.004 0.886
SIRT4 1.065 0.027 0.999 0.013 0.937
SIRT3 1.08 0.018 1.013 0.027 0.938
COMMD3 0.971 0.05 0.944 0.035 0.972
FREQ 0.905 0.002 0.942 0.034 1.04
P24B 0.939 0.021 0.945 0.016 1.006
GRIP1 0.99 0.008 1.033 0.023 1.043
SLC7A8 1.107 0.059 1.076 0.035 0.971
TPSD1 1.288 0.033 1.186 0.039 0.921
AP4E1 1.075 0.076 1.07 0.035 0.994
GR6 1.067 0.017 1.025 0.056 0.96
ELA3B 0.968 0.068 0.976 0.036 1.008
HARSL 0.949 0.011 0.923 0.027 0.972
ATP1B4 0.852 0.02 0.861 0.035 1.01
OTP 1.074 0.006 1.039 0.014 0.967
SLC35A3 0.98 0.009 1.006 0.023 1.026
CDW92 0.87 0.016 0.954 0.023 1.096
SF3B3 1.031 0.048 1 0.003 0.97
SF3B1 0.983 0.002 0.976 0.044 0.993
ICMT 0.999 0.078 1.039 0.002 1.04
GCAT 1.209 0.028 1.157 0.031 0.956
CAPN7 1.132 0.08 1.051 0.01 0.928
ETHE1 1.09 0.01 1.048 0.028 0.961
QPRT 0.824 0.034 0.929 0.021 1.127
SPC18 1.017 0.011 1.031 0.014 1.013
ISCU 1.027 0.003 1.028 0.013 1
SEC61G 1.053 0.015 1.082 0.017 1.027



TGDS 1.16 0.058 1.067 0.013 0.92
CBX7 1.17 0.011 1.173 0.007 1.001
HAAO 1.108 0.08 1.071 0.008 0.966
ZFYVE26 1.138 0.03 1.097 0.047 0.963
KIAA0318 1.072 0.078 1.048 0.009 0.977
RW1 1.06 0.018 1.025 0.011 0.966
KIAA0240 1.068 0.044 1.027 0.009 0.962
TTC9 0.912 0.001 0.951 0.017 1.041
POFUT1 1.071 0.02 1.047 0.056 0.977
SCRIB 0.925 0.015 0.995 0.039 1.075
KIAA0146 1.024 0.073 1.027 0.031 1.002
ZCWCC3 1.239 0.03 1.177 0.043 0.95
SLC39A14 0.895 0.073 0.938 0.017 1.048
KIAA0052 1.053 0.019 1.029 0.029 0.977
R3HDM 1.103 0.103 1.061 0.025 0.961
MYST4 1.089 0.01 1.041 0.022 0.955
CABIN1 0.967 0.026 0.945 0.005 0.977
CENTB2 1.064 0.036 1.052 0.012 0.988
MMD 1.043 0.021 1.039 0.008 0.996
TNPO3 0.875 0.037 0.94 0.007 1.074
SLC16A8 0.954 0.067 1.026 0.014 1.075
RBM9 0.988 0.054 0.977 0.006 0.988
SEZ6L 1.035 0.067 1.036 0.022 1
ATP6V0A2 1.224 0.024 1.152 0.03 0.94
SYNGR4 0.809 0.064 0.931 0.017 1.15
TBC1D1 1.031 0.022 1 0.002 0.969
COBL 1.049 0.053 1.03 0.042 0.982
OSRF 0.906 0.019 0.899 0.015 0.992
DNPEP 0.941 0.003 0.963 0.023 1.023
RASD2 1.052 0.037 1.058 0.047 1.006
HYAL4 0.92 0.022 1.004 0.008 1.091
TM4SF12 1.08 0.049 1.088 0.036 1.007
NET-7 1.138 0.014 1.144 0.016 1.005
PIGN 1.222 0.054 1.189 0.046 0.973
SNAPAP 1.15 0.005 1.08 0.06 0.939
WBP1 1.026 0.03 0.996 0.009 0.969
GTPBP4 1.072 0.017 1.01 0.001 0.942
CHST5 0.92 0.04 0.903 0.018 0.981
DDAH2 1.044 0.01 0.957 0.005 0.917
ZNF346 1.01 0.049 0.98 0.036 0.97
ARL2BP 1.032 0.006 0.996 0.001 0.964
PADI4 0.949 0.026 0.963 0.037 1.015
DDAH1 0.865 0.032 0.887 0.049 1.024
PEF 0.875 0.028 0.852 0.023 0.974
CDC42EP4 0.873 0.012 0.813 0.004 0.932
SMUG1 0.872 0.034 0.777 0.015 0.891
SMP1 0.72 0.013 0.702 0.017 0.974
DDX58 0.999 0.048 0.989 0.059 0.99
KLHDC2 0.954 0.002 0.971 0.034 1.017
CARHSP1 1.056 0.05 1.073 0.078 1.016
TPRT 1.066 0.007 1.083 0.003 1.016



APR-2 1.125 0.041 1.142 0.052 1.015
MAN1 1.018 0.01 1.087 0.024 1.068
HEBP2 1.055 0.036 1.043 0.041 0.988
ORC3L 1.108 0.006 1.01 0.034 0.911
CLECSF5 1.128 0.032 0.981 0.016 0.869
MKRN1 0.892 0.009 0.866 0.04 0.97
MKRN2 1.111 0.061 1.085 0.051 0.976
SH3BP1 1.113 0.004 1.204 0 1.081
ZIM2 1.001 0.034 1.093 0.085 1.091
BACE1 1.044 0.007 1.117 0.004 1.07
RUSC1 1.1 0.04 1.108 0.07 1.007
CA14 1.119 0.024 1.118 0.009 0.999
SSBP2 1.128 0.066 1.127 0.048 0.999
RABGAP1 0.986 0.026 0.979 0.058 0.992
TSLRP 1.03 0.06 0.931 0.011 0.903
LY96 0.883 0.011 0.863 0.05 0.977
RCD-8 1.075 0.046 1.049 0.03 0.976
PLD3 1.123 0.014 1.114 0.013 0.992
SSBP3 1.103 0.004 1.127 0.057 1.021
POLA2 1.142 0.001 1.114 0.007 0.975
TRIM29 1.052 0.037 1.121 0.05 1.065
PLXNB2 1.075 0.036 1.122 0.001 1.043
SLC7A11 1.044 0.049 1.028 0.012 0.983
LSM5 1.019 0.001 0.985 0.048 0.966
TMEM2 1 0.011 0.946 0.012 0.945
TMEFF2 0.932 0.003 0.873 0.05 0.936
STX12 0.956 0.057 0.947 0.002 0.99
SMPX 1.066 0.032 1.041 0.027 0.976
KCNE4 1.004 0.019 1.026 0.032 1.021
IGSF4 1.036 0.015 1.029 0.041 0.993
GSPT2 1.145 0.033 1.101 0.008 0.961
C9ORF5 1.144 0.009 1.114 0.013 0.973
C9ORF4 1.084 0.04 1.036 0.007 0.955
CRI1 1.062 0.005 0.995 0.069 0.936
C15ORF2 1.008 0.038 0.961 0.031 0.952
BHMT2 0.912 0.011 0.876 0.04 0.96
SDF2L1 0.933 0.03 0.915 0.005 0.981
PPIL2 1.033 0.033 0.997 0.06 0.964
PITPNB 1.035 0.029 0.958 0.003 0.926
PISD 1.019 0.011 0.997 0.062 0.978
OSBP2 1.043 0.041 0.977 0.027 0.936
FLRT3 1.078 0.014 1.064 0.036 0.986
FLRT2 1.029 0.059 1.014 0.014 0.984
FLRT1 1.052 0.019 1.012 0.062 0.961
BRD1 0.978 0.035 0.94 0.009 0.961
MTCH2 0.761 0.009 0.834 0.038 1.095
EML2 0.963 0.007 0.938 0.039 0.974
TFIP11 0.951 0.004 0.979 0.023 1.029
CLDN15 0.965 0.032 0.959 0.009 0.994
FJX1 1.023 0.002 1.024 0.028 1.001
C20ORF14 1.038 0.015 1.035 0.001 0.996



ZNF318 0.941 0.008 0.945 0.031 1.004
HYPM 0.944 0.031 0.918 0.008 0.972
HYPK 0.942 0.021 0.925 0.048 0.982
SLC24A2 0.884 0.032 0.9 0.004 1.019
HS747E2A 0.891 0 0.894 0.033 1.003
C22ORF4 0.966 0.04 0.967 0.043 1
HS322B1A 0.951 0 0.962 0.004 1.011
C22ORF2 0.977 0.038 0.934 0.035 0.955
UNC84B 1.042 0.021 0.998 0.018 0.958
KIAA0889 1.04 0.042 1.035 0.021 0.995
C19ORF4 0.829 0.02 0.971 0.029 1.171
NESG1 0.993 0.027 1.026 0.026 1.033
NGEF 1.061 0.001 1.009 0.02 0.951
PGLS 0.962 0.033 1.005 0.034 1.044
QPCT 0.946 0.016 1.01 0.012 1.067
BRI3 0.897 0.034 0.849 0.007 0.946
ZNF324 0.954 0.022 0.869 0.016 0.911
SLC39A6 0.992 0.057 0.888 0 0.895
GCA 0.921 0.02 0.872 0.026 0.946
LSM4 0.973 0.042 0.914 0.003 0.938
BAMBI 0.968 0.031 0.896 0.022 0.925
C22ORF3 0.771 0.025 0.793 0.001 1.029
TTLL1 0.809 0.033 0.786 0.015 0.971
CGI-51 0.819 0.044 0.798 5.121 0.974
E46L 0.669 0.015 0.695 0.01 1.038
TAFA5 0.943 0.022 0.917 0.011 0.972
KLK5 0.916 0.003 0.935 0.015 1.02
CCRN4L 0.974 0.014 0.983 0.004 1.009
MTO1 1.04 0.019 1.007 0.029 0.967
DNAJB5 1.059 0.037 1.021 0.001 0.963
TPSG1 1.127 0.018 1.069 0.037 0.947
PRDX5 1.009 0.044 0.971 0.008 0.961
BACE2 0.792 0.014 0.898 0.023 1.134
TXN2 0.92 0.036 0.928 0.006 1.008
C22ORF5 0.965 0.012 0.936 0.003 0.97
SULT4A1 0.977 0.061 0.975 0.026 0.997
DJ328E19.C1. 1.009 0.014 1.011 0.035 1.002
HGNT-IV-H 1.045 0.069 1.05 0.036 1.004
DKFZP586A05 1.053 0.021 1.109 0.058 1.053
ASF1A 1.017 0.043 1.05 0.022 1.032
PREI3 0.99 0 1.052 0.047 1.061
C6ORF109 1.024 0.043 1.073 0.031 1.047
ANAPC13 0.963 0.011 0.983 0.029 1.019
DKFZP564O08 0.977 0.058 1.001 0.007 1.024
ZNF345 0.907 0.006 0.914 0.033 1.007
DKFZP434B03 0.989 0.043 1.008 0.027 1.018
WDR40A 1.116 0.005 1.074 0.03 0.962
BRMS1 1.001 0.037 1.07 0.018 1.069
DKFZP586N07 1.065 0.021 1.121 0.008 1.053
PART1 1.042 0.051 1.088 0.01 1.044
DFNB31 0.964 0.005 1.021 0.011 1.059



MGC20741 1.046 0.029 1.085 0.025 1.037
DKFZP564O24 1.051 0.002 1.066 0.021 1.014
SUMF2 1.097 0.066 1.092 0.016 0.995
DKFZP434F20 0.792 0.003 0.882 0.011 1.114
RPL36 0.973 0.045 1.009 0.038 1.036
DKFZP564B16 1.025 0.001 1.026 0.037 1
DKFZP564I192 0.972 0.026 1.072 0.008 1.103
DKFZP564O04 1.077 0.012 1.116 0.026 1.035
DKFZP564K20 0.942 0.056 1.053 0.039 1.118
CHRDL2 1.161 0.012 1.147 0.024 0.988
POLR1A 1.001 0.067 1.056 0.047 1.054
DKFZP434C24 1.025 0.002 1.055 0.013 1.028
ZNF473 0.903 0.061 0.95 0.022 1.052
TARSH 0.958 0.012 0.941 0.016 0.982
DKFZP586H21 1.043 0.064 1.053 0.028 1.01
DKFZP434I216 1.097 0.022 1.1 0.043 1.002
DKFZP586D09 1.037 0.061 1.091 0.017 1.052
RNF19 1.085 0.001 1.088 0.05 1.002
RCHY1 1.029 0.058 1.066 0.037 1.036
HOM-TES-103 1.012 0.024 1.086 0.02 1.073
C6ORF80 1.087 0.062 1.102 0.033 1.013
FTHFSDC1 1.034 0.005 1.044 0.038 1.009
OLFML2B 1.032 0.048 1.06 0.032 1.027
CNOT10 0.955 0.008 0.962 0.006 1.007
DKFZP564M08 1.028 0.024 1.053 0.035 1.024
RIS1 1.043 0.02 1.017 0.021 0.974
DPCD 0.848 0.01 0.987 0.008 1.162
NICE-3 0.959 0.025 1.023 0.014 1.066
RTTN 1.092 0.05 1.103 0.045 1.01
DKFZP564J01 0.858 0.001 0.971 0.006 1.131
THUMPD3 1.087 0.022 1.083 0.012 0.996
COBRA1 0.968 0.036 1.024 0.014 1.058
ZDHHC5 0.921 0.045 0.984 0.027 1.068
DKFZP564J08 0.896 0.023 0.972 0.003 1.084
ZNF521 0.943 0.031 0.921 0.015 0.977
DKFZP586L07 1.028 0.035 0.968 0.018 0.942
C2ORF32 0.975 0.032 0.969 0.023 0.994
SOSTDC1 1.065 0.014 1.047 0.019 0.982
GEMIN5 1.246 0.021 1.111 0.045 0.892
NIPSNAP3A 1.255 0.065 1.129 0.033 0.899
DC8 1.118 0.056 1.038 0.05 0.927
TAZ 1.113 0.031 1.03 0.005 0.925
C14ORF125 1.12 0.035 1.03 0.014 0.92
SAMHD1 0.984 0.04 0.974 0.009 0.99
DKFZP564F05 1.016 0.035 0.921 0.027 0.906
C18ORF10 0.965 0.04 0.853 0.003 0.883
C20ORF194 1.033 0.073 0.837 0.002 0.81
ZNF385 0.941 0.02 0.863 0.01 0.917
KBTBD2 1.023 0.057 0.904 0.032 0.884
P29 1.018 0.082 0.886 0.007 0.87
RWDD3 0.908 0.063 0.778 0.007 0.856



C6ORF111 0.852 0.023 0.783 0.009 0.919
ANKRD25 0.819 0.022 0.765 0.002 0.934
NUDT13 0.7 0.021 0.683 0.001 0.976
DKFZP434I116 1.024 0.076 0.924 0.037 0.903
DKFZP564G20 1.041 0.053 0.927 0.016 0.89
C21ORF25 1.265 0.141 1.049 0.035 0.828
SH2B 1.128 0.018 1.045 0.018 0.926
UNC50 1.181 0.05 1.035 0.02 0.876
DKFZP727A07 1.063 0.083 1.017 0.012 0.957
DKFZP564I122 1.112 0.075 1.006 0.044 0.904
DKFZP566B18 0.99 0.049 0.981 0.022 0.99
DKFZP564O12 0.902 0.023 0.903 0.016 1.002
DKFZP566O08 0.786 0.021 0.828 0.017 1.053
C20ORF4 1.162 0.085 1.019 0.068 0.876
C14ORF120 1.02 0.031 0.955 0.036 0.936
KRT23 1.194 0.148 1.092 0.037 0.914
E2IG4 1.029 0.016 1.06 0.026 1.03
FLJ00133 1.192 0.081 1.135 0.007 0.951
DKFZP566E14 1.225 0.006 1.122 0.052 0.916
IBTK 1.19 0.107 1.073 0.022 0.901
DKFZP434P17 1.007 0.057 1.032 0.047 1.024
RNF167 0.985 0.022 0.965 0.039 0.979
MOXD1 0.962 0.059 0.952 0.038 0.989
GORASP2 1.043 0.03 0.942 0.031 0.903
DKFZP586P01 1.095 0.083 1.05 0.031 0.959
ZZZ3 1.196 0.097 1.055 0.037 0.882
DNAPTP6 1.181 0.01 1.113 0.033 0.942
ODZ4 1.227 0.036 1.207 0.007 0.983
NELF 1.236 0.023 1.177 0.025 0.952
L3MBTL 1.099 0.026 1.094 0.034 0.995
RPAP1 0.969 0.076 1.033 0.025 1.066
FAM32A 1.059 0.014 1.079 0.018 1.019
UPF2 0.892 0.045 0.918 0.02 1.028
PTCD1 1.022 0.013 1.027 0.027 1.004
KIAA0599 1.026 0.023 1.009 0.025 0.983
OSBPL3 1.101 0.003 1.102 0.007 1
KIAA0527 0.996 0.026 1.076 0.024 1.08
ATRNL1 0.96 0.027 1.059 0.023 1.103
PIP3-E 1.031 0.077 1.092 0.039 1.058
GLCE 1.091 0.012 1.093 0.015 1.002
ZNF451 1.025 0.054 1.047 0.015 1.021
SIPA1L1 0.957 0.026 0.99 0.027 1.034
CHD5 0.844 0.03 0.897 0.025 1.062
SS18L1 1.077 0.04 1.074 0.038 0.997
SETBP1 1.013 0.043 1.006 0.036 0.993
KIAA0794 1.103 0.017 1.107 0.039 1.003
ZNF294 1.058 0.072 1.124 0.037 1.061
ZNF500 1.068 0.005 1.101 0.012 1.03
KIAA0888 0.941 0.09 1.055 0.021 1.121
SLITRK5 1.08 0.022 1.118 0.008 1.034
DNM3 0.9 0.068 0.962 0.029 1.068



SENP6 0.92 0.008 0.953 0.032 1.036
GAF1 0.911 0.055 0.951 0.023 1.043
ANKRD17 0.918 0.003 0.962 0.011 1.047
TNRC15 0.975 0.036 0.992 0.028 1.018
HPCL2 0.981 0.02 1.028 0.004 1.047
RAI14 0.924 0.053 1.014 0.043 1.096
C19ORF13 0.871 0.014 1.003 0.006 1.15
DKFZP564B14 0.893 0.041 1.004 0.025 1.123
POLDIP2 0.932 0 1.021 0.004 1.094
DKFZP434F01 0.957 0.073 0.996 0.013 1.04
PYY2 0.911 0 0.947 0 1.038
RPS27L 0.804 0.025 0.871 0.018 1.083
C20ORF26 0.947 0.03 0.915 0.012 0.966
DKFZP434B06 1.044 0 0.942 0.02 0.902
DKFZP434L18 1.083 0.042 1.017 0.015 0.939
DKFZP434O04 1.022 0.028 0.987 0.002 0.965
KLK13 1.243 0.096 1.102 0.017 0.886
GPSM1 1.218 0.098 1.055 0.031 0.865
GGA1 1.135 0.099 1.059 0.021 0.933
C20ORF22 1.014 0.018 1.002 0.019 0.988
LAP1B 1.099 0.008 1.026 0.013 0.933
CCDC9 1.084 0.017 1.02 0.03 0.94
WDR21 0.948 0.023 0.881 0.036 0.929
DKFZP566K05 0.993 0.008 0.899 0.004 0.905
DKFZP547E10 1.097 0.055 0.994 0.015 0.906
C10ORF137 1.084 0.001 1.022 0.014 0.943
DKFZP566C04 1.035 0.08 0.938 0.02 0.906
DKFZP434J15 0.986 0.045 0.897 0.008 0.91
LRRC21 0.992 0.021 0.889 0.022 0.896
DKFZP586K15 0.797 0.032 0.799 0.012 1.002
PYGO1 0.754 0.034 0.748 0.001 0.991
DKFZP434C17 0.787 0.011 0.769 0.013 0.976
DKFZP564D16 1.157 0.041 1.01 0.059 0.872
DKFZP434M13 1.1 0.043 1.005 0.021 0.913
WSB1 1.063 0.064 1.004 0.03 0.944
EPC2 0.862 0.017 0.977 0.023 1.134
C10ORF61 0.961 0.05 1.049 0.037 1.092
FGFR1OP2 1.051 0.056 1.073 0.041 1.021
KIAA1279 1.016 0.041 1.006 0.029 0.989
DKFZP434C21 1.081 0.072 1.034 0.009 0.957
TRPC4AP 0.996 0.049 0.976 0.02 0.979
PAI-RBP1 0.934 0.034 0.947 0.013 1.013
TES 0.991 0.084 0.984 0.024 0.992
ZNF288 1.137 0.034 1.06 0.038 0.932
TTLL3 0.745 0.054 0.954 0.043 1.28
IRF2BP1 1.075 0.01 1.143 0.052 1.062
TRAF3IP1 1.073 0.076 1.106 0.045 1.03
PHF19 1.054 0.016 1.07 0.042 1.015
C10ORF12 1.105 0.054 1.122 0.047 1.014
DKFZP572C16 1.109 0.074 1.076 0.014 0.97
C22ORF11 0.853 0.003 0.944 0.035 1.106



DKFZP564C10 0.898 0.049 0.959 0.035 1.067
ZNF337 1.139 0.079 1.066 0.016 0.935
DKFZP564C18 1.175 0.067 1.081 0.036 0.92
DKFZP564M18 1.186 0.083 1.062 0.003 0.895
GIMAP2 1.131 0.034 1.12 0.012 0.99
SLB 1.183 0.031 1.148 0.017 0.97
GTPBP5 1.079 0.013 1.084 0.041 1.004
C9ORF36 1.06 0.01 1.119 0.03 1.055
DKFZP434I092 1.088 0.065 1.109 0.02 1.019
SENP3 1.02 0.01 1.025 0.04 1.004
DKFZP434B17 0.842 0.022 0.899 0.009 1.067
DKFZP586J06 0.972 0.029 0.986 0.033 1.014
C14ORF109 1.153 0.01 1.104 0.022 0.956
OR1F2P 1.171 0.039 1.109 0.049 0.947
GMEB2 1.19 0.041 1.158 0.038 0.973
SPAG8 1.086 0.002 1.129 0.021 1.04
PITPNC1 1.041 0.055 1.113 0.047 1.068
OR2B6 0.885 0.013 1.009 0.001 1.14
OR1J4 0.979 0.061 1.016 0.032 1.038
B3GAT3 0.916 0.002 0.968 0.014 1.056
TIAM2 0.871 0.053 0.912 0.025 1.047
C6ORF54 0.935 0.01 0.936 0.048 1.001
C6ORF123 0.904 0.052 0.939 0.034 1.038
D6S2654E 1.024 0.016 1.059 0.031 1.034
OR2L2 0.951 0.051 0.986 0.022 1.036
OR2K2 0.999 0.007 1.063 0.004 1.063
KLHL3 0.999 0.077 1.093 0.051 1.094
CLECSF9 1.022 0.02 1.081 0.022 1.057
OPTC 1.016 0.095 1.036 0.029 1.019
PLDN 0.872 0.001 0.935 0.03 1.072
SLC13A4 0.839 0.046 0.87 0.038 1.036
VPS33B 0.865 0.021 0.884 0.015 1.021
CLDN17 0.87 0.029 0.92 3.012 1.057
ANKRD2 0.941 0.003 1.005 0.012 1.067
GALNT8 0.885 0.041 0.986 0.035 1.113
GBGT1 0.908 0.013 1.007 0 1.108
GAPDS 0.785 0.047 0.872 0.008 1.11
OR5L2 0.778 0.001 0.916 0.013 1.177
OR5K1 0.934 0.044 0.998 0.038 1.069
NS 0.774 0.004 0.836 0.018 1.08
E2IG5 0.813 0.033 0.863 0.009 1.06
P8 0.934 0.027 0.935 0.019 1.001
OR10A3 0.938 0.001 0.946 0.002 1.008
NARF 1.01 0.029 0.988 0.008 0.977
FER1L3 0.893 0.01 0.927 0 1.038
FXC1 0.981 0.033 0.991 0.013 1.009
TIMM13 1.039 0.009 1.036 0 0.996
TIMM10 1.094 0.039 1.06 0.026 0.968
TIMM9 1.144 0.01 1.056 0.011 0.922
TIMM8B 1.042 0.046 1.016 0.017 0.975
EIF2C1 0.971 0.021 0.992 0.018 1.021



TM4-B 0.908 0.025 0.878 0.015 0.967
DAZAP1 0.928 0 0.859 0.004 0.925
PCOLCE2 0.923 0.022 0.878 0.029 0.951
MYEOV 0.798 0.002 0.755 0.004 0.946
DUX5 0.76 0.007 0.761 0.014 1
GREM1 0.831 0.007 0.804 0.014 0.967
CKAP2 0.919 0.014 0.842 0.03 0.915
MRPL46 0.732 0.016 0.721 0.005 0.985
TBL2 0.742 0.017 0.719 0.015 0.969
ELP4 0.756 0.013 0.713 0.005 0.943
OR1J5 0.963 0.009 0.932 0.031 0.967
NUFIP1 0.974 0.007 0.897 0.003 0.921
GAGE7B 1.051 0.035 0.963 0.037 0.915
GAGE8 0.985 0.004 0.916 0.007 0.93
SH3YL1 0.92 0.041 0.899 0.037 0.976
STEAP 0.979 0.011 0.974 0.02 0.994
OPLAH 1.096 0.032 0.999 0.029 0.911
COPG2 1.027 0.001 0.952 0.016 0.927
HBP1 0.932 0.039 0.889 0.029 0.954
CHORDC1 0.79 0.004 0.87 0.024 1.1
ZNF285 1.001 0.052 0.974 0.047 0.972
SEC22L2 1.098 0.016 1.004 0 0.914
AP3M1 1.031 0.052 1.012 0.03 0.981
PABPC1 1.11 0.041 1.069 0.033 0.963
RNF11 1.145 0.058 1.116 0.039 0.975
TRUB2 0.991 0.006 1 0.029 1.009
FETUB 1.058 0.072 0.991 0.05 0.935
ZRF1 1.002 0.012 0.954 0.031 0.951
TCL6 0.988 0.059 0.931 0.047 0.942
FGF22 0.884 0.004 0.904 0.016 1.022
NPHP3 1.029 0.03 0.959 0.021 0.931
NOX1 1.035 0.003 1.018 0.014 0.983
SIGLEC7 1.058 0.036 1.013 0.029 0.957
HTF9C 1.147 0.013 1.121 0.018 0.976
MGC29875 1.253 0.035 1.229 0.024 0.98
SND1 1.14 0.022 1.114 0.024 0.977
D4S234E 0.989 0.032 1.037 0.015 1.048
STAU2 1.051 0 1.021 0.012 0.971
GHITM 1.045 0.04 0.994 0.024 0.95
DAPP1 0.888 0.011 0.921 0.017 1.036
VPS41 1.072 0.031 1.05 0.04 0.978
LAMP3 1.052 0.007 1.042 0.027 0.99
TM4SF13 1.093 0.035 1.062 0.032 0.971
C4.4A 1.026 0.01 1.073 0.019 1.045
EPPB9 1.098 0.025 1.176 0.011 1.07
C18B11 1.12 0.006 1.164 0.05 1.038
B3GAT1 1.069 0.029 1.078 0 1.008
QP-C 1.089 0.002 1.044 0.002 0.958
SIAT7D 1.054 0.034 0.993 0.031 0.941
CACNG5 0.884 0.001 0.902 0.016 1.021
CACNG4 0.994 0.034 1.018 0.029 1.024



KCNMB3 0.992 0.005 1.029 0.025 1.037
TRAPPC3 1.034 0.031 1.065 0.016 1.029
CLUL1 1.13 0.006 1.167 0.041 1.032
NSG-X 1.096 0.049 1.19 0.021 1.085
SIP 1.083 0.011 1.155 0.048 1.066
ARRDC2 1.038 0.056 1.142 0.001 1.099
ZBTB11 1.009 0.014 1.064 0.021 1.054
ATP5S 1.053 0.065 1.006 0.027 0.955
SDCBP2 1.019 0.01 1.016 0.049 0.997
TMEM28 1.071 0.021 1.138 0.003 1.062
DKKL1-PENDI 1.061 0.011 1.077 0.026 1.015
DKK4 1.096 0.036 1.155 0.022 1.054
DKK3 1.13 0.01 1.19 0.071 1.053
DKK2 1.09 0.02 1.195 0.019 1.096
SMC1L2 1.12 0.026 1.186 0.05 1.058
INVS 1.078 0.059 1.118 0.006 1.036
TJP3 0.962 0.006 1.002 0.021 1.04
MORC 0.871 0.035 0.956 0.006 1.097
FILIP1 0.91 0.021 0.96 0.03 1.054
KIAA1276 0.924 0.019 0.9 0.017 0.974
KIAA1277 0.998 0.016 0.968 0.027 0.969
CPAMD8 1.007 0.022 0.979 0.008 0.972
PDZK6 1.021 0.005 1.005 0.021 0.984
KIAA1285 0.954 0.012 1.019 0.007 1.068
BRPF3 1.131 0.003 1.134 0.002 1.002
NDOR1 1.103 0.028 1.084 0.025 0.982
EIF2C2 1.138 0.006 1.075 0.032 0.944
ASAHL 1.147 0.049 1.044 0.041 0.91
GLS2 1.141 0.003 1.036 0.027 0.907
PX19 1.028 0.03 0.937 0.011 0.911
SLC39A1 1.031 0.012 0.943 0.004 0.914
SIGLEC9 1.075 0.049 1.042 0.038 0.969
SIGLEC8 0.954 0.021 0.964 0.033 1.01
VPS4A 0.811 0.022 0.879 0.02 1.084
SERP1 1.049 0.017 1.006 0.044 0.959
ITGB1BP3 0.958 0.015 0.949 0.04 0.99
SULT1C2 0.887 0.007 0.827 0.008 0.932
CL640 0.809 0.027 0.768 0.013 0.948
ARFIP1 0.785 0.024 0.72 0.004 0.917
GPKOW 1 0.03 0.977 0.026 0.976
SIT 1.01 0.009 1.012 0.026 1.001
B1 0.984 0.053 1.058 0.09 1.074
BC-2 0.87 0.027 0.975 0.026 1.12
DJ159A19.3 1.045 0.049 1.067 0.069 1.02
ZNF364 1.143 0.006 1.139 0.007 0.997
HIRIP5 1.14 0.058 1.117 0.056 0.979
C2ORF30 1.02 0.011 0.972 0.03 0.952
C2ORF25 1.145 0.023 1.018 0.002 0.888
PIPPIN 0.756 0.038 0.812 0.029 1.074
LSM1 0.974 0.032 1.035 0.03 1.062
LSM3 1.193 0.002 1.201 0.038 1.006



TINAG 0.986 0.047 1.092 0.082 1.107
TEKT2 1.195 0.024 1.238 0.011 1.035
SRPUL 1.164 0.073 1.182 0.085 1.015
HNRNPG-T 1.067 0.008 1.131 0.023 1.059
SPINK4 1.002 0.049 1.067 0.047 1.064
C10ORF28 1.086 0.013 1.04 0.051 0.958
HSA9761 1.053 0.062 0.994 0.015 0.943
SMPDL3B 0.966 0.008 0.933 0.048 0.966
DHDH 1.124 0.037 1.077 0.035 0.958
PDLIM3 1.131 0.008 1.173 0.018 1.036
C20ORF10 1.177 0.047 1.182 0.089 1.003
RCP9 1.046 0.015 1.077 0.012 1.029
ZNF544 1.141 0.022 1.156 0.038 1.013
APEX2 0.917 0.014 0.998 0.006 1.088
BMP10 0.968 0.033 1.015 0.024 1.047
MOCS3 0.983 0.014 0.966 0.032 0.982
ZNF330 1.056 0.033 0.959 0.009 0.908
RBMX 1.026 0.011 0.953 0.029 0.928
BHLHB5 1.088 0 1.04 0.03 0.956
TNRC9 1.057 0.005 1.026 0.031 0.97
TNRC6 1.037 0.016 1.063 0.036 1.025
NP220 1.034 0.033 1.072 0.032 1.036
GOLPH4 1.176 0.049 1.114 0.009 0.947
EIF3K 1.097 0.018 1.065 0.037 0.971
PRP19 1.163 0.041 1.047 0.002 0.9
CGI-96 1.049 0.004 0.965 0.051 0.919
KCNMB4 1.099 0.047 0.986 0.021 0.897
MAC30 0.973 0.007 0.919 0.043 0.944
TOR1B 0.936 0.039 0.915 0.006 0.977
MT 0.874 0.013 0.913 0.01 1.044
D15WSU75E 1.121 0.032 1.043 0.007 0.93
RUTBC3 1.016 0.03 1.005 0.038 0.988
MAT2B 1.001 0.041 1.003 0.011 1.001
TOR2A 1.031 0.009 1.028 0.053 0.997
POLM 1.063 0.061 1.016 0.009 0.956
EML4 1.012 0.004 0.964 0.063 0.953
CECR6 0.727 0.023 0.881 0.016 1.21
CECR5 0.933 0.006 0.895 0.028 0.959
CECR2 0.774 0.014 0.835 0.001 1.078
PROL5 0.916 0.002 0.944 0.025 1.03
LOC51066 1.014 0.046 0.99 0.019 0.976
CGI-04 0.888 0.011 0.945 0.022 1.063
CGI-07 0.996 0.038 0.942 0.027 0.945
MRPL2 0.945 0.015 0.925 0.025 0.978
NOSIP 0.959 0.015 0.935 0.009 0.974
CGI-26 0.959 0.004 0.918 0.041 0.957
LCE2B 0.874 0 0.869 0.009 0.994
PCSK1N 0.782 0.004 0.803 0.031 1.027
SLCO4A1 0.962 0.036 0.945 0.012 0.982
SLCO3A1 0.991 0.004 0.925 0.049 0.933
SLCO1B3 1.02 0.03 0.977 0.017 0.958



JM1 0.971 0.004 1.037 0.01 1.068
DEXI 1.135 0.033 1.142 0.026 1.005
MAPBPIP 1.019 0 1.041 0.008 1.021
MRPS28 1.137 0.028 1.106 0.031 0.973
HSPC009 1.146 0.016 1.089 0.011 0.95
LR8 1.119 0.027 1.013 0.03 0.905
DCPS 1.076 0.003 0.996 0.055 0.925
OSTM1 0.863 0.008 0.879 0.051 1.019
SLC27A6 0.911 0.013 0.921 0.001 1.011
SNX24 1.008 0.032 1.01 0.035 1.002
SLC6A16 0.985 0.035 1.074 0.076 1.091
BZW2 0.938 0.024 1.004 0.082 1.07
PTD012 0.969 0.01 1.023 0.062 1.055
PTD015 0.817 0.01 0.907 0.08 1.11
SPC12 0.672 0.022 0.747 0.027 1.112
MRPS18B 0.769 0.015 0.78 0.024 1.014
HSPC023 0.812 0.019 0.77 0.011 0.948
MRPL42 0.842 0.011 0.919 0.041 1.091
TMEM14A 0.977 0.016 0.963 0.034 0.985
CDV-1 1.064 0.038 1.044 0.05 0.98
NOB1P 1.061 0.002 1.124 0.043 1.058
HT001 1.045 0.038 1.123 0.091 1.075
COMMD5 0.987 0.01 1.027 0.022 1.04
LRP16 1.079 0.044 1.1 0.076 1.019
PRO0149 0.998 0.007 0.971 0.009 0.972
TMEM29 0.952 0.041 0.95 0.021 0.998
C20ORF30 0.95 0.01 0.928 0.019 0.976
HSPC047 0.842 0.054 0.938 0.037 1.113
HSPC049 1.143 0.02 1.072 0.034 0.938
ZCCHC4 0.969 0.042 1.067 0.036 1.101
ZC3HDC7 0.977 0.016 1.054 0.01 1.078
HSPC063 1.011 0.048 1.072 0.063 1.059
HSPC065 1.105 0.008 1.09 0.016 0.986
C1GALT2 1.055 0.036 1.04 0.051 0.986
MRPL18 1.112 0.022 1.008 0.016 0.906
HSPC072 0.999 0.02 0.966 0.012 0.966
C6ORF66 0.937 0.024 0.886 0.035 0.945
HSPC128 1.011 0.026 0.972 0.006 0.96
HSPC133 1.062 0.008 0.992 0.05 0.934
C14ORF123 1.093 0.031 1.042 0.021 0.953
HSPC135 1.139 0.003 1.084 0.058 0.951
HSPC142 1.185 0.039 1.146 0.005 0.967
THY28 1.042 0.004 1.041 0.021 0.998
MRPL15 1.065 0.055 1.02 0.002 0.958
STXBP6 0.983 0.002 0.974 0.036 0.99
MRPL22 1.028 0.021 0.978 0 0.951
HSPC159 0.83 0.037 0.876 0.015 1.054
ORMDL2 0.949 0.029 0.926 0.013 0.976
HSPC163 0.991 0.03 0.956 0.036 0.965
RANGNRF 1.138 0.025 1.054 0.002 0.926
COMMD9 1.155 0.003 1.08 0.065 0.935



HSPC171 1.162 0.044 1.1 0.004 0.946
HSPC182 1.09 0.005 1.067 0.06 0.979
RNASE3L 1.096 0.037 1.041 0.027 0.949
DNAJD1 1.047 0.004 0.983 0.056 0.939
C21ORF127 0.953 0.037 0.938 0.018 0.983
GTL3 0.966 0.023 0.947 0.014 0.979
C6ORF15 1.034 0.037 0.95 0.012 0.918
NP25 0.998 0.007 0.963 0.035 0.965
MYLIP 1.156 0.058 1.082 0.009 0.935
DDX25 1.058 0.004 1.02 0.032 0.964
TSP50 1.147 0.053 1.091 0.014 0.951
ANKRD11 1.134 0.024 1.088 0.049 0.959
LGALS13 1.054 0.05 1.048 0.025 0.994
PDCD1LG1 1.007 0.011 1.007 0.06 0.999
RACGAP1 1.075 0.026 0.982 0.012 0.913
TMOD4 0.962 0.008 0.935 0.007 0.972
TMOD3 0.91 0.024 0.961 3.976 1.055
TMOD2 0.926 0.014 0.964 0.028 1.04
DKFZP434P21 1.064 0.037 1.011 0.025 0.949
PARVB 1.038 0.016 1.065 0.036 1.026
CYP2S1 1.055 0.029 1.044 0.036 0.989
PTD004 0.987 0.008 1.012 0.004 1.024
HSPC051 1.014 0.023 1.003 0.006 0.988
C2ORF27 0.987 0.021 0.998 0.045 1.011
YPEL1 0.908 0.033 0.904 0.008 0.995
ZDHHC1 0.867 0.001 0.887 0.024 1.022
ZDHHC8 0.882 0.024 0.86 0.031 0.975
REPIN1 0.95 0.009 0.891 0.011 0.938
TFCP2L2 1.072 0.035 1.004 0.037 0.936
TFCP2L1 1.064 0.004 0.995 0.001 0.935
NPC1L1 1.006 0.01 0.949 0.012 0.943
SNX8 1.035 0.006 1.008 0.001 0.974
SNX10 1.072 0.027 1 0.026 0.933
STRN4 1.077 0.003 0.977 0.015 0.907
HUMAUANTIG 1.128 0.042 1.023 0.046 0.906
HUMAGCGB 1.074 0.022 1.004 0.02 0.934
HUMGT198A 0.954 0.042 0.851 0.006 0.891
CPSF1 0.939 0.015 0.844 0 0.898
HUMMLC2B 1.034 0.021 0.914 0.003 0.884
TRA2A 1.008 0.015 0.897 0.025 0.89
HSU79266 0.967 0.05 0.864 0.011 0.893
HSU79274 0.998 0.01 0.868 0.015 0.869
HSU79303 0.955 0.028 0.806 0.001 0.843
SIAT8E 0.861 0.017 0.772 0.001 0.896
SNX15 0.95 0.023 0.785 0.011 0.826
HOOK2 0.802 0.008 0.716 0.022 0.893
TERE1 1.111 0.066 1 0.014 0.9
SNX11 1.102 0 0.991 0.009 0.898
EPN1 1.121 0.046 1.047 0.014 0.933
GMPPB 1.219 0.011 1.087 0.029 0.891
GMPPA 1.144 0.046 1.031 0.004 0.901



SEC61A1 1.127 0.007 1.029 0.027 0.913
TIMM22 1.097 0.069 1.025 0.008 0.934
LOH3CR2A 1.037 0.012 0.953 0.039 0.918
SNX12 0.974 0.041 0.918 0.019 0.942
SPUF 1.006 0.018 0.891 0.026 0.885
SART2 1.005 0.049 0.983 0.024 0.978
PURG 1.097 0.015 1.015 0.055 0.925
PADI1 1.093 0.083 1.075 0.003 0.983
PNMA3 1.12 0.013 1.082 0.034 0.965
SERTAD3 1.153 0.058 1.119 0.03 0.97
DNMT3L 1.109 0.005 1.095 0.058 0.987
OKL38 1.106 0.063 1.061 0.021 0.958
PDZRN4 1.131 0.054 1 0 0.884
DPP7 1.04 0.054 0.971 0.021 0.933
POMT2 0.892 0.029 0.883 0.024 0.989
LASS2 1.043 0.051 1.029 0.015 0.986
SLC25A24 0.996 0.027 1.026 0.037 1.029
FTSJ2 1.203 0.078 1.151 0.022 0.956
C6ORF49 1.204 0.034 1.168 0.022 0.969
C16ORF5 1.274 0.057 1.151 0.015 0.903
STRN3 1.079 0.019 1.113 0.023 1.031
PSAT1 1.041 0.015 1.075 0.025 1.032
HIC 1.19 0.008 1.032 0.049 0.867
SCHIP1 1.06 0.035 0.974 0.023 0.918
UBQLN2 1 0.001 0.919 0.008 0.918
DONSON 1.13 0.025 1.078 0.037 0.953
SLC39A3 1.155 0.002 1.093 0.037 0.946
SLC39A2 0.977 0.032 1.056 0.004 1.08
OBP2B 1.15 0.04 1.178 0.011 1.023
OBP2A 1.213 0.054 1.164 0.033 0.96
PILRA 1.184 0.011 1.127 0.071 0.951
BAZ2B 1.105 0.064 1.086 0.002 0.982
LMCD1 1.153 0.021 1.053 0.036 0.912
TNPO2 0.897 0.018 0.925 0.014 1.031
EFEMP2 0.968 0.006 0.894 0.018 0.924
NXPH1 1.093 0.05 1.067 0.042 0.975
TLX3 1.123 0.01 1.094 0.03 0.973
SPANXA1 1.062 0.054 1.033 0.047 0.972
RAX 1.103 0.037 1.099 0.052 0.996
SIAT7F 1.161 0.07 1.12 0.05 0.964
ERVWE1 1.118 0.048 1.097 0.036 0.981
KCNIP2 1.082 0.02 1.05 0.035 0.97
KCNIP1 1.116 0.025 1.05 0.014 0.941
CXXC1 1.02 0.05 0.963 0.041 0.943
ZNF354C 1.005 0.025 0.949 0.022 0.944
NT5C 0.978 0.069 0.995 0.029 1.016
ZNRD1 0.98 0.041 0.963 0.011 0.983
CD209 0.933 0.015 0.978 0 1.048
ERBP 1.061 0.025 1.032 0.007 0.972
EHD4 1.058 0.041 1.04 0.007 0.983
EHD3 1.055 0.034 1.092 0.02 1.035



EHD2 1.06 0.03 1.014 0.019 0.956
CTAG2 0.921 0 0.937 0.006 1.017
HUMPPA 0.925 0.023 0.949 0.027 1.026
TAX1BP3 0.819 0.017 0.861 0.002 1.05
STOML2 1.013 0.003 0.886 0.007 0.874
KLK14 0.968 0.028 0.915 0.021 0.945
KLK12 0.979 0.016 0.902 0.01 0.92
ZNF295 1.116 0.03 0.98 0.016 0.877
ZNF291 1.082 0.026 0.984 0.008 0.909
C1ORF10 1.153 0.044 0.993 0.002 0.861
G0S2 1.083 0.015 0.975 0.01 0.9
CD207 1.006 0.021 0.941 0.021 0.935
NOX4 1.191 0.013 0.964 0.021 0.809
NOX3 1.199 0.031 1.031 0.003 0.859
SYCP3 0.928 0.038 0.877 0.019 0.945
PODLX2 1.162 0.026 0.963 0.02 0.828
CHST11 1.141 0.079 0.96 0.004 0.841
GALNT9 1.074 0.067 0.959 0.003 0.892
DEF6 1.039 0.056 0.918 0.045 0.883
CUZD1 0.961 0.046 0.854 0.004 0.889
GEMIN4 0.653 0.014 0.724 0.007 1.107
DNB5 0.873 0.026 0.775 0.001 0.888
NEUROG3 0.802 0.011 0.708 0.002 0.883
H326 1.075 0.078 0.961 0.012 0.894
KCNK4 0.975 0.009 1.003 0.036 1.028
MYEF2 0.901 0.029 0.98 0.001 1.087
DDEF1 0.928 0.016 1.006 0.014 1.084
HP1-BP74 1.088 0.064 1.034 0.012 0.95
HDGFRP3 1.253 0.018 1.075 0.037 0.858
COPS7A 1.059 0.089 1.055 0.004 0.996
VILL 0.963 0.041 0.973 0.04 1.011
C6ORF48 1.102 0.068 0.967 0.025 0.877
PARD6A 0.972 0.002 0.883 0.021 0.908
CLECSF6 0.852 0.052 0.94 0.031 1.103
SPOCK3 0.94 0.003 1.01 0.038 1.073
RNF141 1.02 0.07 1.106 0.012 1.084
HEBP1 1.074 0.035 1.144 0.013 1.065
PDE11A 0.936 0.07 1.117 0.021 1.192
SHANK1 1.041 0.003 1.12 0.012 1.075
CGI-100 0.907 0.076 1.063 0.012 1.171
SLC35B3 0.985 0.011 1.007 0.053 1.022
CGI-12 1.055 0.019 0.977 0.031 0.926
CGI-121 1.002 0.015 0.937 0.046 0.934
CGI-125 1.085 0.089 1.06 0.022 0.976
COQ6 1.111 0.009 1.115 0.02 1.003
SLC35C2 1.243 0.065 1.195 0.035 0.961
ASCC1 1.076 0.026 1.152 0.022 1.07
F-LANA 0.822 0.055 1.038 0.01 1.262
EXOSC3 1.217 0.043 1.172 0.032 0.963
C20ORF45 0.964 0.028 1.094 0.037 1.134
EXOSC1 1.05 0.046 1.057 0.019 1.006



CGI-109 1.074 0.042 0.996 0.008 0.927
CGI-111 0.873 0.003 0.853 0.028 0.977
C14ORF122 0.9 0.107 1.012 0.056 1.124
CGI-115 0.954 0.022 1.068 0.046 1.119
CGI-116 1.106 0 1.105 0.045 0.999
C6ORF74 1.022 0.039 1.148 0.03 1.123
MRPS16 1.039 0.042 1.121 0.046 1.079
MRPS18C 0.93 0.001 1.098 0.04 1.18
TTC11 1.183 0.061 1.138 0.04 0.962
MAGMAS 1.033 0.012 1.016 0.032 0.983
CGI-141 0.874 0.03 0.914 0.033 1.045
CGI-143 1.162 0.004 0.963 0.027 0.828
C13ORF9 0.994 0.022 1.029 0.065 1.034
PNAS-4 1.059 0.043 1.109 0.034 1.047
FAM18B 1.145 0.081 1.11 0.063 0.969
CGI-150 1.035 0.006 1.102 0.014 1.064
ELA2B 0.969 0.065 1.074 0.063 1.109
LOC51035 1.049 0.009 1.079 0.015 1.029
ZNF593 1.02 0.087 1.087 0.051 1.065
SIAT8C 0.962 0.003 0.959 0.007 0.997
PI15 0.941 0.035 0.936 0.032 0.995
LOC51054 0.921 0.001 0.864 0.019 0.937
LOC51057 0.928 0.006 0.98 0.05 1.055
LOC51058 0.968 0 0.963 0.01 0.994
LOC51059 1.173 0.042 1.076 0.016 0.916
TLP19 0.962 0.074 1 0.004 1.039
LOC51061 0.981 0.055 0.974 0.011 0.993
FAM26B 1.105 0.016 1.038 0.015 0.939
HSPC157 0.832 0.042 0.893 0.004 1.073
LOC51064 0.923 0.08 0.976 0.015 1.057
FHOD1 0.904 0.026 0.929 0.028 1.027
PRH 0.837 0.04 0.852 0.004 1.017
C2ORF4 0.955 0.024 0.908 0.009 0.95
MRPL4 1.068 0.007 0.984 0.005 0.921
MMRP19 1.047 0.011 0.96 0.008 0.917
TMX2 1.182 0.026 1.003 0.011 0.848
CUTC 1.067 0.002 0.975 0.018 0.914
C14ORF111 1.139 0.005 1.059 0.011 0.929
THAP4 1.097 0.032 1.034 0.022 0.942
GRIM19 1.08 0.016 1.041 0.002 0.963
MRPS7 1.008 0.048 0.999 0.022 0.99
POLR1D 1.004 0.018 0.992 0.001 0.987
GAL 1.007 0.045 0.976 0.018 0.969
CRYL1 0.959 0.025 0.903 0.016 0.941
YBX2 1.083 0.036 0.951 0.027 0.878
KLHL5 1.029 0.032 0.924 0.006 0.897
TM4SF11 1.033 0.014 0.932 0.024 0.902
SLA/LP 1.023 0.027 0.906 0.015 0.885
CGI-40 0.9 0.033 0.864 0.016 0.96
CGI-41 0.993 0.031 0.905 0.011 0.911
CGI-48 0.82 0.048 0.813 0.021 0.991



CGI-49 0.756 0.028 0.727 0.027 0.962
C20ORF9 1.008 0.045 0.988 0.024 0.979
SH3GLB1 1.084 0.011 1.003 0.015 0.925
CGI-62 1.069 0.034 0.987 0.023 0.922
NDUFAF1 1.064 0.017 1.026 0.015 0.963
C9ORF77 1.058 0.031 0.997 0.031 0.942
CGI-72 1.125 0.003 1.061 0.01 0.943
APH-1A 1.077 0.063 1.002 0.036 0.93
DREV1 1.03 0.001 1.005 0.01 0.975
RDH11 0.974 0.055 0.965 0.032 0.991
LACTB2 1.015 0.023 0.956 0 0.941
SUV420H1 0.928 0.061 0.974 0.035 1.05
TTC15 0.985 0.002 0.971 0.037 0.986
ZDHHC9 1.301 0.051 1.171 0.052 0.9
CGI-90 1.07 0.001 1.032 0.054 0.965
MRPS2 0.989 0.034 1.011 0.024 1.022
COQ4 1.094 0.023 1.088 0.027 0.994
CGI-94 0.943 0.084 1.018 0.025 1.079
RPL26L1 0.91 0.019 0.918 0.029 1.008
COMMD2 1.042 0.053 1.03 0.026 0.988
LOC51123 0.662 0.01 0.823 0.009 1.243
HSPC039 0.943 0.034 0.991 0.004 1.05
GOLGA7 1.13 0.017 1.081 0.025 0.957
NAT5 1.017 0.036 1.032 0 1.014
TRIM17 1.096 0.002 1.09 0.026 0.994
SARA2 0.988 0.027 1.051 0.019 1.063
ASB3 1.099 0.016 1.08 0.002 0.982
PHF11 1.005 0.05 1.036 0.021 1.031
RNF12 0.979 0.002 1.013 0.014 1.034
KCTD3 1.115 0.031 1.044 0.001 0.936
NY-REN-58 0.964 0.018 0.973 0.013 1.009
LOC51136 1.032 0.038 1.046 0.022 1.013
COPS4 1.061 0.026 1.032 0.04 0.972
CHCHD2 1.123 0.051 1.137 0.014 1.012
DNCLI1 1.246 0.012 1.152 0.03 0.924
LOC51149 0.997 0.065 1.037 0.018 1.04
CAB45 1.053 0.008 1.069 0.021 1.015
C1ORF33 1.022 0.056 1.014 0.005 0.992
HN1 1.057 0.018 1.048 0.026 0.99
HN1 1.028 0.04 0.983 0.009 0.955
VPS28 0.948 0.003 0.925 0.012 0.976
LOC51161 1.051 0.02 1.022 0.019 0.972
EGFL7 1.022 0 1.03 0.032 1.007
NAGPA 1.041 0.05 1.069 0.022 1.026
CKIP-1 1.082 0.005 1.071 0.037 0.989
HAO2 0.938 0.065 0.974 0.011 1.038
HSPA14 1.031 0.005 1.068 0.026 1.035
MGC14560 1.106 0.06 1.059 0.007 0.957
CRBN 0.984 0 1.007 0.028 1.023
WBP5 1.036 0.067 0.992 0.001 0.957
C15ORF15 0.843 0.001 0.886 0.021 1.051



SS18L2 0.842 0.012 0.945 0.013 1.122
ANC_2H01 0.938 0.005 0.99 0.038 1.055
IPO11 1.008 0.016 1.055 0.013 1.047
PLCE1 1.014 0.02 1.042 0.019 1.027
NIN 1.071 0.017 1.041 0.018 0.972
CPA4 1.118 0.015 1.055 0.037 0.943
ZDHHC2 0.986 0.036 0.983 0.008 0.996
DDX47 0.975 0.016 0.987 0.041 1.011
LOC51204 1.024 0.03 0.979 0.007 0.956
CLDN18 1.061 0.006 0.987 0.025 0.93
LOC51212 0.818 0.048 0.841 0.004 1.027
HOM-TES-85 0.902 0.039 0.93 0.025 1.03
C14ORF87 0.786 0.101 0.841 0.01 1.069
ZNF219 0.939 0.053 0.965 0.03 1.026
COPZ2 0.929 0.087 0.952 0.021 1.024
DSCR5 0.995 0.049 1.012 0.036 1.016
GLTP 1.144 0.044 1.027 0.024 0.898
C20ORF104 1.055 0.012 0.96 0.023 0.909
CRIM1 1.047 0.034 1.002 0.006 0.956
LOC51233 1.16 0.005 1.029 0.02 0.886
LOC51234 1.01 0.015 0.84 0.022 0.831
LOC51236 0.964 0.013 0.883 0.018 0.915
PACAP 1.011 0.025 0.922 0.021 0.912
MGC41816 1.014 0.01 0.887 0 0.875
C14ORF112 0.996 0.015 0.889 0.003 0.892
LOC51244 1.021 0.018 0.902 0.017 0.883
SCOTIN 0.865 0.004 0.798 0.003 0.922
PAIP2 0.903 0.016 0.825 0.003 0.914
LOC51248 0.802 0.003 0.736 0.019 0.917
LOC51249 0.85 0.014 0.753 0.021 0.884
C6ORF203 1.013 0.014 0.961 0.024 0.948
LOC51252 1.022 0.046 0.97 0 0.949
MRPL37 0.995 0.029 0.987 0.03 0.991
LOC51255 0.871 0.001 0.91 0.008 1.044
TBC1D7 1.221 0.033 1.138 0.04 0.932
LOC51257 1.033 0.02 1.026 0.021 0.993
MRPL51 1.155 0.027 1.053 0.001 0.911
MGC:13379 0.888 0.004 0.878 0.006 0.988
CXORF26 1.096 0.014 0.978 0.012 0.892
MRPL30 0.937 0.009 0.873 0.011 0.931
MRPL27 1.029 0.002 0.948 0.029 0.921
PIPOX 0.738 0.002 1.002 0.019 1.358
LOC51270 1.101 0.044 1.115 0.038 1.012
BET1L 0.979 0.037 1.037 0.016 1.058
ZNF571 1.034 0.042 1.103 0.027 1.066
IER5 1.103 0.013 1.124 0.033 1.018
C1RL 1.15 0.047 1.074 0.052 0.934
GOLPH2 1.041 0.001 0.965 0.05 0.927
ANKMY1 1.064 0.043 0.996 0.032 0.935
SCAND1 1.004 0.047 0.932 0.026 0.928
RASL12 0.994 0.036 0.986 0.024 0.992



BM88 1.149 0.004 1.128 0.007 0.982
E2IG2 0.976 0.084 1.043 0.03 1.068
PTX1 1.134 0.014 1.097 0.021 0.967
GMIP 1.168 0.006 1.158 0.026 0.991
SITPEC 0.924 0.023 1.07 0.004 1.157
SLC15A3 1.065 0.005 1.094 0.026 1.027
PLUNC 0.928 0.03 0.963 0.021 1.037
NRN1 0.912 0.031 0.904 0.006 0.991
C3ORF1 0.994 0.015 0.925 0.025 0.93
C2GNT3 1.015 0.039 1.044 0.01 1.028
CYP39A1 0.967 0.017 1.029 0 1.064
ZDHHC3 0.974 0.024 1.041 0.018 1.068
C5ORF5 1.222 0.027 1.216 0.031 0.994
C5ORF6 1.183 0.011 1.153 0.006 0.974
C5ORF19 1.186 0.025 1.142 0.031 0.963
ARMCX1 1.237 0.033 1.135 0.016 0.916
SLC22A17 1.12 0.018 1.067 0.015 0.952
MSCP 0.93 0.028 0.911 0.005 0.979
DKFZP434L14 1.056 0.034 0.96 0.003 0.909
LOC51315 0.997 0.039 0.993 0.044 0.995
PLAC8 1.078 0.035 1.071 0.029 0.993
MRPL35 1.081 0.017 1.059 0.017 0.979
MGC12197 1.086 0.055 1.099 0.026 1.012
RKHD2 1.039 0.007 1.05 0.009 1.01
LOC51321 1.193 0.06 1.144 0.034 0.958
WAC 1.184 0.032 1.174 0.013 0.991
SPG21 1.125 0.058 1.082 0.007 0.961
LOC51326 1.024 0.011 0.99 0.022 0.967
ERAF 1.013 0.011 0.931 0.013 0.919
SPTBN5 0.96 0.05 0.99 0.019 1.031
LOC51333 1.001 0.011 0.991 0.001 0.989
LOC51334 1.112 0.01 1.065 0 0.957
NEUGRIN 1.065 0.05 1.024 0.038 0.961
MS4A4A 1.053 0.007 1.079 0.009 1.025
CRNKL1 1.004 0.022 1.028 0.01 1.024
H-PLK 1.119 0.015 1.054 0.006 0.941
HOOK1 1.203 0.002 1.084 0.032 0.901
CDC40 1.084 0.003 1.006 0.036 0.927
GALNAC4S-6S 0.96 0.01 0.919 0.012 0.956
ZMYND10 1.079 0.024 0.965 0.015 0.894
PLA1A 0.973 0.019 0.928 0.009 0.953
POP5 1.075 0.018 1.025 0.017 0.953
ZSIG11 1.147 0.002 1.053 0.021 0.918
C13ORF12 1.114 0.029 1.023 0.017 0.918
HSPC016 1.188 0.015 1.074 0.059 0.903
MRPS17 1.091 0.018 1.034 0.006 0.948
SNX7 1.164 0.001 1.03 0.018 0.884
EIF3S6IP 1.178 0.025 0.962 0.037 0.817
CGI-37 1.131 0.01 0.987 0.023 0.872
RWDD1 0.98 0.019 0.917 0.019 0.936
COMMD10 1.015 0.033 0.937 0.015 0.922



PTD008 0.891 0.029 0.91 0.014 1.021
TRAPPC4 1.003 0.047 0.969 0.037 0.966
LW-1 0.924 0.014 0.906 0.006 0.98
NOL7 0.964 0.042 0.936 0.01 0.971
HEMK 0.893 0.033 0.842 0.003 0.943
AMOTL2 0.923 0.049 0.826 0.006 0.895
POLK 0.835 0.037 0.775 0.019 0.928
ZFD25 0.815 0.006 0.781 0.019 0.958
DDX41 1.049 0.001 0.968 0.034 0.922
C1ORF9 1.004 0.029 0.903 0.023 0.899
MAGEC2 1.086 0.003 1.008 0.026 0.928
FAM8A1 1.138 0.033 1.089 0.023 0.957
HPCAL4 1.107 0.01 1.05 0.017 0.948
YTHDF2 1.128 0.053 1.038 0.039 0.92
VGLL1 1.187 0.003 1.068 0.018 0.899
RNF138 1.058 0.037 1.007 0.02 0.951
PCYOX1 1.094 0.015 1.001 0.02 0.914
RHCG 0.974 0.043 0.92 0.011 0.944
SFMBT1 1.055 0.015 1.004 0.02 0.95
CML2 1.081 0.032 0.991 0.058 0.916
DCDC2 1.061 0.029 1.027 0 0.968
EPLIN 1.126 0.043 1.086 0.011 0.964
CABP2 1.165 0.046 1.091 0.037 0.936
ISYNA1 1.213 0.037 1.128 0.026 0.929
ANKFY1 1.079 0.016 1.041 0.019 0.965
VCX2 1.111 0.026 1.025 0.025 0.922
VCX3 0.95 0.013 0.912 0.045 0.959
C9ORF114 0.973 0.047 0.907 0.027 0.932
HSPC111 0.947 0.011 0.907 0.002 0.957
HSPC117 1.202 0.032 1.07 0.023 0.889
HSPC121 1.036 0.029 1.04 0.035 1.004
HSPC129 1.203 0.03 1.108 0.006 0.92
TH1L 1.092 0.041 1.082 0.018 0.991
HSPC132 1.145 0.016 1.06 0.015 0.925
HSPC138 1.182 0.015 1.105 0.032 0.934
HSPC148 1.152 0.04 1.06 0.007 0.919
HSPC152 0.987 0.003 0.936 0.029 0.948
UFC1 0.954 0.049 0.909 0.012 0.953
C20ORF43 1.081 0.036 0.993 0.014 0.918
C9ORF83 1.079 0.032 1.01 0.025 0.936
LARS 1.094 0.042 1.053 0.014 0.962
TMEM14C 0.976 0.019 1.005 0.029 1.029
CXXC5 1.137 0.029 1.055 0.017 0.927
HSPC196 1.011 0.012 1.026 0.013 1.014
C20ORF111 1.084 0.033 1.041 0.029 0.96
C14ORF129 0.949 0.034 0.937 0.01 0.987
C14ORF100 1.054 0.003 1.003 0.034 0.952
NIPA 1.013 0.014 0.937 0.024 0.924
C9ORF156 1.018 0.028 0.975 0.024 0.958
PHF7 1.113 0.042 1.017 0.022 0.913
C6ORF55 1.22 0.048 1.094 0.034 0.896



PPHLN1 1.2 0.009 1.104 0.013 0.919
HSPC242 1.217 0.036 1.122 0.023 0.922
PS1D 1.191 0.017 1.068 0.016 0.897
SCLY 1.145 0.054 1.084 0.019 0.947
VPS54 0.95 0.016 0.927 0.011 0.975
ZNF581 1.055 0.001 0.984 0.025 0.933
SIRT7 1.157 0.045 1.06 0.019 0.915
SIRT6 1.062 0.011 0.986 0.015 0.929
RAB14 1.113 0.021 1.032 0.011 0.927
PEX5R 1.163 0.01 1.071 0 0.92
TU12B1-TY 1.105 0.013 1.053 0.011 0.952
IL23A 0.993 0.029 0.965 0.004 0.971
ARMCX3 1.013 0.009 1.017 0.005 1.003
UFM1 1.045 0.013 0.963 0 0.921
LOC51240 1.077 0.025 1.018 0.015 0.944
ZNF580 1.028 0.008 0.987 0.017 0.96
HUMRTVLH3 1.006 0.01 0.954 0.017 0.948
BM-009 0.921 0.033 0.983 0.014 1.066
MIR16 0.882 0.01 0.963 0.029 1.092
HDCMA18P 0.897 0.032 0.977 0.008 1.088
C20ORF6 1.055 0.025 1.056 0.006 1.001
OAZIN 1.019 0.069 1.075 0.014 1.055
PCF11 0.851 0.01 0.963 0.019 1.13
PCQAP 0.996 0.028 1.069 0.006 1.073
ARS2 1.016 0.01 1.09 0.021 1.072
NAG 0.918 0.071 1.01 0.008 1.099
C6ORF82 1.011 0.007 1.09 0.005 1.077
LIPT1 0.858 0.042 0.97 0.021 1.13
NOP5/NOP58 0.859 0.025 0.9 0.005 1.047
CGI-01 0.926 0.03 0.99 0.007 1.068
PIGT 0.819 0.023 0.906 0.009 1.105
CGI-09 0.898 0.035 0.95 0.006 1.057
C7ORF20 0.833 0.029 0.88 0.002 1.056
CGI-30 0.991 0.044 0.985 0.002 0.994
SDBCAG84 0.831 0.03 0.89 0.017 1.07
HMP19 0.722 0.007 0.823 0.012 1.139
C7ORF28A 0.756 0.03 0.836 0.019 1.105
D2LIC 0.802 0.052 0.914 0 1.14
CGI-69 0.969 0.012 1.054 0.012 1.087
LUC7L2 0.862 0.034 0.966 0.002 1.119
CGI-77 0.993 0.023 1.016 0.015 1.023
RBMX2 0.993 0.032 1.051 0.011 1.058
DHRS7 0.991 0.024 1.039 0.012 1.048
C14ORF166 0.991 0.032 1.026 0.006 1.034
P14 1.012 0.025 1.027 0.012 1.014
MRPL48 0.897 0.051 0.992 0.041 1.106
CGI-119 0.676 0.026 0.86 0.004 1.271
CGI-127 0.909 0.054 0.963 0.029 1.059
CGI-128 1.008 0.038 1.087 0.034 1.078
MRPS23 0.953 0.057 1.035 0.017 1.085
MRPS33 1.082 0.021 1.161 0.037 1.072



BIT1 0.88 0.04 1.024 0.012 1.163
VPS24 1.044 0.008 1.066 0.051 1.021
PFS2 0.946 0.056 1.057 0.012 1.117
BRP44L 0.926 0.018 0.986 0.034 1.064
FKBP7 0.99 0.064 1.028 0.048 1.038
ZFR 0.873 0.015 0.968 0.002 1.109
ASB1 0.925 0.041 1.038 0.011 1.122
ASB4 1.01 0.012 1.079 0.044 1.068
NYREN18 0.953 0.05 1.039 0.014 1.089
LOC51668 0.982 0.004 1.058 0.036 1.077
MGC8721 0.85 0.068 0.991 0.01 1.166
CGI-38 0.894 0.029 1.014 0.026 1.133
MPP6 0.822 0.046 0.912 0.041 1.11
LSM7 0.923 0.003 0.971 0.008 1.051
LSM8 0.782 0.013 0.944 0.024 1.207
CPSF3 0.923 0.006 0.998 0.001 1.081
LOC51693 0.96 0.038 1.065 0.002 1.109
HECA 1.047 0.025 1.121 0.011 1.07
VPS29 0.868 0.037 1.029 0.002 1.185
PADI3 1.015 0.016 1.061 0.041 1.044
EMCN 1.041 0.06 1.112 0.004 1.068
SELT 0.92 0.002 1.022 0.034 1.11
MO25 0.97 0.065 1.024 0.009 1.055
FBXO40 0.892 0.024 0.967 0.016 1.084
DNAJB11 0.878 0.049 0.952 0.052 1.083
POLR3K 0.923 0.013 0.978 0.006 1.059
WBP11 0.94 0.053 1.043 0.026 1.109
UPB1 0.959 0.016 1.057 0.006 1.102
SEPX1 0.994 0.028 1.038 0.016 1.043
CLST11240 0.921 0.011 1.021 0.019 1.109
C9ORF127 0.774 0.026 0.905 0.006 1.17
C9ORF78 0.847 0.026 1.004 0.027 1.185
LOC51760 1.016 0.037 1.055 0.002 1.038
RAB8B 0.757 0.013 0.876 0.013 1.157
SKIP 0.861 0.042 0.966 0.033 1.121
GNG13 0.824 0.002 0.963 0.02 1.169
TM7SF3 0.946 0.012 1.043 0.033 1.102
HBXAP 0.958 0.008 1.047 0.005 1.092
MYOZ2 0.955 0.012 1.055 0.009 1.104
JMJD1B 0.874 0.043 1.041 0.002 1.19
COQ3 0.886 0.041 0.951 0.002 1.073
GALNT7 0.879 0.008 1.007 0 1.145
CECR1 0.732 0.014 0.924 0.011 1.262
CPXCR1 0.852 0.045 0.993 0.018 1.165
BTBD1 0.778 0.042 0.933 0.01 1.199
IL17D 0.833 0.004 0.937 0.028 1.124
NUDT9 0.891 0.031 0.873 0.042 0.979
TM6SF1 1.012 0.002 1.029 0.096 1.017
NUP54 1.022 0.001 1.098 0.177 1.074
TPCN1 1.09 0.031 0.882 0.104 0.809
STX18 1.229 0.015 1.006 0.091 0.818



BCMO1 1.196 0.063 1.06 0.031 0.886
PTOV1 1.188 0.032 0.833 0.158 0.701
DSCR6 1.151 0.049 0.84 0.188 0.73
FXYD7 1.125 0.027 0.846 0.155 0.751
FXYD6 0.77 0.018 0.808 0.027 1.048
FXYD5 0.964 0.008 0.975 0.102 1.011
FXYD4 0.951 0.023 0.96 0.064 1.008
C11ORF24 0.91 0.002 0.887 0.029 0.974
TRIM34 0.969 0.006 0.933 0.032 0.962
MUCDHL 0.951 0.01 0.974 0.075 1.024
CLDN22 0.915 0.032 0.927 0.056 1.012
DUOX1 0.844 0.008 0.853 0.083 1.01
RAB24 0.781 0 0.809 0.062 1.035
PELO 0.78 0.024 0.908 0.147 1.164
SLCO1C1 1.036 0.02 0.982 0.027 0.947
PPIL3 1.003 0.007 1.008 0.102 1.004
FTHL17 1.053 0.002 1.119 0.105 1.062
PCBP3 0.909 0.004 1.063 0.144 1.169
C21ORF58 1.119 0.044 1.13 0.063 1.01
C21ORF57 1.191 0.002 1.216 0.133 1.02
C21ORF51 0.993 0.009 1.07 0.075 1.078
C21ORF45 1.035 0.009 1.061 0.093 1.025
C21ORF42 0.921 0.024 0.942 0 1.022
C21ORF30 1.039 0.017 0.976 0.032 0.939
C21ORF29 1.062 0.028 0.999 0.017 0.94
C21ORF18 0.851 0.016 0.894 0.013 1.051
FAM3B 1.184 0.04 1.115 0.062 0.941
CLIC6 1.125 0.005 1.07 0.01 0.951
LOC54103 1.139 0.054 1.079 0.027 0.947
POLE3 0.987 0.011 1.035 0.03 1.048
H2BFS 1.063 0.054 1.004 0.02 0.944
MRPL39 1.005 0.022 0.98 0.033 0.974
C21ORF91 1.165 0.044 1.021 0.047 0.876
NANS 0.851 0.002 0.866 0.002 1.017
MIG-6 1.089 0.018 0.982 0.048 0.901
KCNK10 1.045 0.02 0.962 0.038 0.921
SNTG1 0.917 0.065 0.936 0.043 1.02
SNTG2 1.139 0.017 0.988 0.001 0.867
GNG2 1.234 0.04 1.113 0.054 0.901
DPM3 1.102 0.002 1.039 0 0.943
UNC93A 1.215 0.029 1.08 0.035 0.888
HAO1 1.104 0.01 1.02 0.013 0.923
SLC38A2 1.041 0.032 0.965 0.058 0.927
NLGN3 1.024 0.009 0.939 0.01 0.917
CSE-C 1.042 0.035 0.974 0.008 0.935
DNAJC10 1.192 0.002 1.039 0.03 0.872
DJ167A19.1 1.059 0.027 1.023 0.047 0.966
NOLA1 1.137 0.025 1.03 0.012 0.906
SH3TC1 1.154 0.039 1.066 0.056 0.923
SEMA5B 1.145 0.005 1.071 0.004 0.935
GFOD1 1.242 0.017 1.081 0.052 0.87



RBM27 1.09 0.007 0.998 0.001 0.915
CXORF9 1.093 0.022 0.993 0.032 0.908
KCTD5 1.098 0.008 1.052 0.043 0.958
RIN2 1.06 0.006 1.022 0.007 0.964
KIAA1240 0.959 0.021 0.99 0.009 1.032
FBXO42 1.057 0.033 0.979 0.039 0.926
MOV10L1 0.964 0.041 0.976 0.005 1.013
DKFZP564J15 1.145 0.043 1.129 0.038 0.986
MRPS21 1.099 0.007 1.041 0.012 0.947
FBXW5 1.06 0.029 0.985 0.068 0.929
KIAA1128 1.184 0.004 1.085 0.039 0.915
FLJ20152 0.947 0.011 0.886 0.062 0.935
SEP1 1.026 0.02 0.942 0.01 0.918
ETAA16 1.133 0.002 1.068 0.046 0.942
SPIN2 1.001 0.027 0.999 0.061 0.998
ANKIB1 1.005 0.018 1 0.057 0.994
FLJ20323 1.138 0.021 1.066 0.016 0.936
AWP1 1.031 0.005 1.059 0.022 1.027
FLJ20811 1.177 0.009 1.125 0.004 0.955
FLJ20232 1.021 0 1.02 0.045 0.998
TOLLIP 1.059 0.001 1.015 0.028 0.958
CSGLCA-T 1.038 0.02 0.919 0.104 0.885
FLJ10287 0.976 0.002 0.833 0.117 0.853
DGCR8 0.936 0.016 0.936 0.043 0.999
UGT2B28 0.948 0.004 0.959 0.021 1.011
FLJ11127 1.065 0.014 1.063 0.046 0.997
FLJ20010 1.07 0.008 1.038 0.013 0.969
FLJ20793 0.977 0.007 0.964 0.044 0.986
PRMT7 1.063 0.003 1.056 0.015 0.992
KIAA1414 1.076 0.006 1.027 0.062 0.954
SMOX 1.07 0.016 1.043 0.026 0.974
LOC54499 1.091 0.002 1.069 0.039 0.979
FLJ20273 1.017 0.01 1.067 0.022 1.049
ZDHHC13 0.882 0.01 0.817 0.01 0.926
CPVL 0.955 0.001 0.872 0.011 0.913
DHX29 1.011 0.009 0.926 0.006 0.915
TSRC1 1.048 0.01 0.979 0.012 0.934
HMGCLL1 0.949 0.013 0.875 0 0.921
EXOSC4 0.984 0.002 0.884 1.319 0.899
TDRD4 0.95 0.021 0.839 0.01 0.882
DDX4 0.817 0.001 0.771 0.002 0.943
APBB1IP 0.861 0.01 0.827 0.022 0.96
FLJ10996 0.819 0.001 0.779 0.007 0.95
DKFZP686L20 0.941 0.035 0.897 0.025 0.953
ANKRD16 1.054 0.018 0.992 0.02 0.94
NS3TP1 0.882 0.011 0.857 0.017 0.971
FLJ20054 1.054 0.021 0.959 0.021 0.909
KIAA1193 1.003 0.041 0.963 0.005 0.96
USP53 1.016 0.016 0.923 0.042 0.908
MRPL50 1.083 0.048 1.006 0.027 0.928
C6ORF18 0.932 0.01 0.912 0.014 0.979



SEC15L1 1.014 0.014 0.959 0.003 0.946
ROBO4 1.033 0.007 0.99 0.001 0.958
P17.3 1.04 0.067 1.021 0.045 0.981
FLJ10404 0.888 0.028 0.972 0.05 1.095
DDIT4 1.087 0.04 1.029 0.038 0.946
MNAB 1.081 0.005 1.048 0.057 0.969
TOMM7 1.144 0.038 1.074 0.002 0.938
NICE-1 1.126 0.009 1.043 0.065 0.926
FLJ20225 1.089 0.033 1.029 0.008 0.944
SDK2 1.091 0.024 1.024 0.046 0.938
EFCBP2 1.041 0.055 1.007 0.006 0.967
MAGEL2 0.969 0.018 0.953 0.021 0.984
FLJ10613 0.984 0.052 0.988 0.028 1.003
DDX49 1.071 0 1.026 0.038 0.957
SGTB 1.05 0.035 1.023 0.006 0.974
SPATA6 1.095 0.035 1.095 0.008 0.999
EPB41L4B 1.201 0.029 1.108 0.012 0.922
UGT1A10 1.23 0.016 1.153 0.058 0.937
UGT1A7 0.914 0.025 0.937 0.005 1.024
UGT1A5 0.866 0.013 0.909 0.036 1.049
SCAND2 1.078 0.042 1.014 0.003 0.939
GNB1L 0.861 0.022 0.896 0.02 1.04
C9ORF11 1.043 0.031 1.033 0.012 0.99
FLJ10884 1.029 0.022 1.054 0.034 1.024
NDFIP2 1.088 0.046 1.057 0.012 0.971
DDX56 1.09 0.007 1.08 0.031 0.99
KIAA1259 1.168 0.038 1.103 0.004 0.944
FBXL19 1.238 0.011 1.158 0.046 0.935
FLJ20674 1.094 0.041 1.028 0.001 0.939
ARFRP2 0.953 0.009 0.918 0.035 0.963
PD2 0.997 0.071 0.953 0.024 0.955
HES2 0.902 0.004 0.968 0.009 1.073
KIAA1383 1.047 0.011 1.086 0.023 1.037
KIAA1164 1.043 0.024 1.073 0 1.028
TBC1D13 1.123 0.017 1.117 0.002 0.994
FLJ10439 1.115 0.004 1.107 0.021 0.993
FLJ11273 1.079 0.007 1.06 0.034 0.982
FLJ11220 1.12 0.021 1.067 0.031 0.952
LRRN3 1.151 0.013 1.128 0.003 0.98
C20ORF155 0.999 0.045 0.998 0.004 0.998
GTPBP2 1.085 0.024 1.074 0.011 0.989
FLJ20729 1.037 0.009 1.011 0.005 0.975
MANSC1 0.912 0.016 1.008 0.052 1.105
FLJ10349 1 0.01 1.053 0.007 1.053
RNF153 1.012 0.042 1.055 0.044 1.042
SLC6A20 1.045 0.013 1.12 0.034 1.071
BTN2A3 1.009 0.053 1.066 0.029 1.056
KIAA1221 1.047 0.008 1.119 0.039 1.068
C21ORF41 0.962 0.083 0.998 0.029 1.037
C21ORF74 0.984 0.022 0.981 0.087 0.996
DKFZP434A01 0.942 0.023 0.977 0.066 1.036



FLJ20485 0.825 0.012 0.914 0.004 1.107
HSHIN1 0.988 0.019 0.997 0.02 1.009
HSGP25L2G 0.977 0.001 1.021 0.062 1.044
SLC35F2 1.056 0.018 1.093 0.006 1.035
RAB39 1.017 0.008 1.061 0.046 1.043
HSMPP8 1.065 0.046 1.084 0.036 1.018
FEV 0.994 0.004 1.049 0.05 1.055
LY6K 1.061 0.054 1.121 0.051 1.056
DKFZP566H08 1.001 0.005 1.071 0.081 1.07
UCC1 1.036 0.038 1.073 0.06 1.035
FBLP-1 0.971 0.003 1.041 0.065 1.072
DKFZP434H22 0.929 0.014 0.785 0.067 0.844
DKFZP434I11 0.969 0.002 0.877 0.011 0.904
IL17RD 0.915 0.02 0.881 0.009 0.962
FAM20A 0.913 0.012 0.871 0.02 0.953
DKFZP434G05 0.952 0.026 0.875 0.017 0.919
PCSK4 0.944 0.013 0.863 0.003 0.914
DKFZP434C03 0.859 0.018 0.839 0.004 0.976
ROPN1 0.754 0.001 0.741 0.01 0.982
ZRANB1 0.793 0.011 0.765 0.008 0.965
TRIM44 0.729 0 0.71 0.007 0.973
HYDIN 0.941 0.02 0.933 0.02 0.991
DIRAS2 0.953 0.008 0.941 0.011 0.987
C10ORF92 1.021 0.009 0.941 0.021 0.921
RNF111 0.994 0.03 0.944 0.004 0.95
C10ORF86 1.083 0.042 1.047 0.026 0.966
FLJ20013 1.147 0.004 1.044 0.022 0.909
FLJ20014 1.004 0.034 0.988 0.031 0.983
DNAJB12 1.017 0 0.95 0.026 0.934
FLJ20032 1.055 0.025 0.963 0.01 0.912
KCTD9 0.771 0.006 0.833 0.001 1.08
BNC2 1.041 0.064 1.08 0.041 1.037
FLJ20045 1.058 0.019 1.054 0.011 0.996
CDHJ 1.127 0.036 1.091 0.037 0.967
DRE1 0.923 0.016 0.99 0.005 1.073
FAM29A 0.929 0.011 1.027 0.026 1.105
TRIT1 0.977 0.04 0.979 0.02 1.002
ZNF586 1.102 0.066 1.081 0.047 0.981
FLJ20071 1.057 0.036 1.013 0.029 0.958
FLJ20073 0.975 0.048 0.971 0.032 0.996
ZNF562 0.953 0.019 0.936 0.007 0.982
BTBD5 1.093 0.029 1.07 0.028 0.978
FLJ20084 1.006 0.002 1.01 0.007 1.003
P66ALPHA 1.23 0.001 1.162 0.047 0.944
ZCCHC10 1.177 0 1.129 0.027 0.959
FLJ20105 1.001 0.027 1.004 0.024 1.003
C1ORF26 1.052 0.024 1.044 0 0.993
FLJ20125 1.012 0.035 1.015 0.022 1.003
C11ORF33 0.999 0.004 1.032 0.003 1.033
BCAS3 1.103 0.034 1.056 0.014 0.956
ASPN 0.985 0.001 0.951 0.003 0.964



FLJ20130 1.184 0.022 1.125 0.014 0.95
VMD2L1 1.011 0.031 1.033 0.016 1.021
GDAP2 0.976 0.032 1 0.019 1.025
BSPRY 0.977 0.015 1.01 0.03 1.033
C10ORF26 1.174 0.018 1.122 0.046 0.955
FLJ20156 1.225 0.007 1.17 0.022 0.955
BIVM 1.033 0.022 1.04 0.026 1.007
FLJ20160 1.149 0.009 1.065 0.014 0.927
SYTL2 0.972 0.017 0.931 0.013 0.957
FLJ20171 0.997 0.013 0.945 0.032 0.947
FLJ20174 0.966 0.008 0.977 0.028 1.011
FLJ20186 0.953 0.003 0.977 0.005 1.025
FGIF 1.047 0.021 1.055 0.022 1.008
FLJ20195 0.992 0.01 1.074 0.003 1.082
FLJ20200 1.013 0.007 0.995 0.021 0.981
FLJ20202 0.993 0.004 1.006 0.011 1.012
FLJ20203 1.022 0.006 1.016 0.011 0.993
GDPD2 1.056 0.023 1.028 0.006 0.973
PGPEP1 0.942 0.008 0.925 0.007 0.982
FLJ20211 0.851 0.023 0.923 0.009 1.084
MS4A12 0.947 0.035 0.995 0.02 1.05
FLJ20241 1.046 0.016 1.068 0.006 1.021
FLJ20245 1.152 0.023 1.162 0.025 1.008
FLJ20249 0.937 0.025 1.023 0.007 1.091
FLJ20254 1.067 0.022 1.088 0.012 1.019
FLJ20255 1.068 0.043 1.07 0.004 1.001
EPS8L1 0.854 0.004 0.992 0.007 1.161
FLJ20259 0.96 0.026 1.004 0.006 1.045
FLJ20265 0.98 0.036 1.027 0.002 1.047
PALMD 0.949 0.019 1.016 0.008 1.07
TOCA1 0.857 0.006 0.988 0.024 1.151
C9ORF39 0.931 0.009 1.032 0.011 1.107
FLJ20280 0.903 0.017 1.044 0.023 1.155
ZCCHC2 0.918 0.016 1.047 0.027 1.14
DPP8 0.897 0.026 1.077 0.013 1.2
BCOR 0.957 0 1.07 0.031 1.117
TEX10 0.879 0.009 1.073 0.001 1.22
ANKHD1 0.949 0.003 1.113 0.008 1.172
FLJ20291 0.977 0.014 1.105 0.043 1.13
FLJ20296 0.958 0.002 1.097 0.019 1.145
FLJ20298 0.866 0.002 0.956 0.005 1.103
PRG-3 0.936 0.003 0.974 0.024 1.04
C6ORF107 0.863 0.016 0.942 0.004 1.091
FLJ20303 0.939 0.003 0.974 0.004 1.037
FLJ20308 0.826 0.001 0.925 0.001 1.119
FLJ20309 0.93 0.011 0.969 0.004 1.042
MTB 0.849 0.015 0.934 0.009 1.099
FLJ20313 0.849 0.017 0.92 0.005 1.082
FLJ20315 0.804 0.004 0.9 0.039 1.119
PQLC2 0.78 0.004 0.88 0.008 1.128
FLJ20321 0.918 0.008 0.954 0.001 1.038



ELOVL2 0.881 0.005 0.934 0.017 1.06
LAX 0.9 0.024 0.944 0.003 1.048
CDKAL1 0.958 0.006 0.98 0.023 1.022
FLJ20345 0.878 0.011 0.956 0.009 1.088
FLJ20359 0.977 0.02 1.001 0.001 1.025
FLJ20364 0.947 0.014 0.974 0.001 1.028
SEMA4C 0.951 0.002 0.993 0.007 1.044
KIAA1797 0.921 0.022 0.977 0.014 1.06
YTHDF1 0.89 0.008 0.923 0.015 1.037
C14ORF101 0.902 0.002 0.991 0.034 1.098
CKLFSF6 0.954 0.008 0.995 0.006 1.043
FLJ20397 0.959 0.023 1.015 0.007 1.058
FLJ20399 0.984 0.03 1.035 0.039 1.052
RASIP1 0.993 0.011 1.023 0.016 1.03
FLJ20406 0.975 0.002 1.052 0.011 1.078
ZNF434 0.972 0.004 0.99 0.021 1.017
CHCHD3 0.993 0.021 1.005 0 1.011
FLJ20422 0.901 0.06 0.971 0.025 1.077
C14ORF94 0.832 0.011 0.915 0.029 1.099
RG9MTD1 0.918 0.059 1.001 0.025 1.09
FLJ20433 1.025 0.016 1.053 0.003 1.027
RHBDL2 0.961 0.052 1.015 0.025 1.056
FLJ20436 0.939 0.021 1.034 0.009 1.1
FLJ20449 1.037 0.004 1.037 0.001 0.999
SARS2 1.008 0.041 1.03 0.021 1.021
COMMD4 0.981 0.004 0.993 0.005 1.011
OCIA 0.922 0.028 0.958 6.79 1.039
RNF125 0.932 0.037 0.954 0.03 1.023
FLJ20457 0.819 0.011 0.903 0.012 1.102
C21ORF55 0.935 0.003 1.062 0.026 1.136
SLC41A3 0.979 0.01 1.043 0.028 1.065
FLJ20481 0.979 0.032 1.031 0.019 1.052
MRPL16 1.028 0.021 1.049 0.018 1.02
FLJ20487 1.015 0.034 1.037 0.01 1.021
COMMD8 1.063 0.009 1.048 0.003 0.985
SECP43 1.033 0.014 0.992 0.005 0.96
C1ORF27 0.9 0.005 0.919 0.019 1.021
CXORF17 0.911 0.015 0.949 0.007 1.042
FLJ20508 0.929 0.004 0.945 0.01 1.017
FLJ20509 0.923 0.04 0.985 0.001 1.066
DLP 0.973 0.017 1.056 0.01 1.085
FLJ20512 1.048 0.029 1.088 0.003 1.037
APIN 0.947 0.033 1.004 0.018 1.06
FLJ20514 0.984 0.049 1.032 0.006 1.048
FLJ20516 0.96 0.024 1.004 0.02 1.045
FLJ20519 0.953 0.037 0.962 0.017 1.009
FLJ20522 0.912 0.026 0.943 0.002 1.034
FLJ20527 0.943 0.067 0.978 0.003 1.036
FLJ20533 0.896 0.003 0.952 0.007 1.062
FLJ20534 0.963 0.031 1.034 0.03 1.073
TTC12 0.954 0.008 1.057 0.037 1.108



HSPA5BP1 0.926 0.04 1.002 0.034 1.081
FLJ20542 0.985 0.001 1.078 0.031 1.094
C20ORF27 0.989 0.028 1.039 0.011 1.05
FLJ20551 1.036 0.047 1.022 0.029 0.986
C2ORF18 1.012 0.054 1.053 0.018 1.04
HRASLS2 0.939 0.013 0.983 0.001 1.046
FLJ20558 0.994 0.062 1.036 0.026 1.042
C9ORF95 0.919 0.004 0.954 0.028 1.037
HCFC1R1 0.802 0.013 0.892 0.019 1.112
FLJ20580 0.91 0.01 0.973 0.034 1.069
FLJ20581 0.893 0.031 0.958 0.011 1.073
FLJ20582 0.887 0.003 0.989 0.011 1.114
FLJ20584 0.995 0.029 1.081 0.008 1.085
ZFP29 1.012 0 1.137 0.026 1.123
C20ORF11 0.973 0.03 1.045 0.04 1.074
FLJ20604 1.018 0.001 1.077 0.01 1.057
FLJ20605 1.005 0.036 0.985 0.047 0.98
TSC 1.03 0.014 1.052 0.012 1.021
FLJ20618 0.927 0.015 0.91 0.023 0.981
FLJ20619 0.919 0.01 0.906 0.016 0.985
C13ORF11 0.952 0.016 0.964 0.035 1.012
PAK1IP1 1.025 0.012 0.964 0.01 0.94
FLJ20625 1.01 0.024 1.005 0.029 0.994
C6ORF96 0.918 0.014 0.945 0.034 1.029
FLJ20628 0.917 0.003 0.916 0.024 0.998
C22ORF8 0.807 0.009 0.875 0.063 1.084
C19ORF24 0.821 0 0.832 0.021 1.013
FLJ20641 0.937 0.009 0.894 0.053 0.953
FLJ20643 0.729 0.006 0.826 0.009 1.131
C14ORF10 0.741 0.004 0.845 0.012 1.139
FLJ20647 0.93 0.034 0.925 0.01 0.994
STX17 1.028 0.024 1.038 0.01 1.01
PRPF39 1.019 0.02 1.062 0.045 1.042
FLJ20668 0.976 0.007 1.022 0.017 1.047
C14ORF119 1.09 0.018 1.093 0.027 1.003
FLJ20694 0.969 0.002 1.009 0.012 1.041
FLJ20699 0.917 0.028 0.977 0.009 1.065
FLJ20701 0.99 0.028 0.96 0.003 0.969
BANK1 0.681 0.049 0.826 0.031 1.212
FLJ20716 1.001 0.059 0.964 0.01 0.962
FLJ20718 1.102 0.008 1.081 0.064 0.98
HLC-8 1.042 0.055 1.04 0.042 0.997
FBXO34 1.044 0.059 1.065 0.065 1.019
USP47 1.072 0.038 1.052 0.016 0.98
SLC35A5 0.986 0.027 0.94 0.066 0.953
NOL8 0.836 0.001 0.953 0.023 1.139
FLJ20753 1.041 0.04 1.009 0.065 0.969
FLJ20758 1.002 0.016 0.98 0.022 0.978
FLJ20772 0.937 0.065 0.951 0.017 1.015
EPN3 1.011 0.024 0.985 0.003 0.974
PLEKHB2 1.082 0.013 1.04 0.031 0.96



FLJ20847 1.018 0.009 1.005 0.016 0.986
C14ORF102 1.195 0.048 1.111 0.046 0.929
MRPL20 1.016 0.032 1.022 0.003 1.006
APG16L 1.082 0.051 1.052 0.048 0.971
FLJ10036 1.085 0.005 1.068 0.02 0.984
FLJ10052 0.858 0.051 0.929 0.022 1.082
FLJ10055 1.105 0.005 1.072 0.018 0.97
ZCWPW1 1.107 0.053 1.095 0.023 0.989
C9ORF68 1.046 0.006 1.054 0.029 1.007
FLJ10094 1.052 0.018 1.019 0.014 0.967
FLJ10099 1.031 0.062 1.093 0 1.059
DET1 1.117 0.003 1.147 0.029 1.026
C9ORF40 1.094 0.005 1.024 0.018 0.935
OXR1 1.113 0.039 1.107 0.011 0.995
UACA 1.098 0.051 1.036 0.07 0.943
FEZL 0.977 0.057 0.933 0.056 0.954
TAPBPL 0.891 0.016 0.944 0.034 1.059
FLJ10154 0.899 0.016 0.999 0.038 1.11
FLJ10157 0.887 0 0.93 0.018 1.048
FLJ10159 1.063 0 1.067 0.012 1.003
FLJ10178 1.118 0.017 1.067 0.023 0.954
C10ORF118 1.123 0.012 1.096 0.03 0.975
SLC38A4 1.041 0.021 1.05 0.026 1.008
MED25 1.037 0.032 0.996 0.025 0.96
FLJ10199 1.076 0.017 1.004 0 0.932
FLJ10204 1.01 0.01 1.055 0.005 1.044
GPATC1 0.945 0.004 1.011 0.02 1.069
FLJ10211 0.845 0.006 0.972 0.01 1.15
FLJ10213 1.039 0.029 1.097 0.012 1.056
FLJ10232 0.848 0.013 0.999 0.003 1.177
FLJ10233 0.822 0.007 0.953 0.007 1.159
FLJ20850 1.025 0.003 1.023 0.019 0.998
FLJ10120 0.974 0.072 1.057 0.019 1.084
RPP25 0.799 0.003 0.903 0.008 1.13
FLJ10241 0.977 0.006 1.012 0.035 1.035
SUHW4 0.898 0 0.923 0.033 1.028
VPS13C 0.933 0.006 0.993 0.015 1.064
C14ORF103 0.981 0.032 0.969 0.01 0.988
FLJ10246 0.887 0.003 0.956 0.04 1.077
GPATC2 1.047 0.022 1.07 0.02 1.021
FLJ10260 0.93 0.008 0.986 0.013 1.06
TMEM16A 1.014 0.017 1.069 0.016 1.053
FLJ10276 0.977 0.01 1.027 0.023 1.051
FLJ10292 0.988 0.025 1.044 0.009 1.056
PLEKHJ1 0.987 0.003 1.037 0.045 1.05
FLJ10300 1.087 0.008 1.041 0.003 0.958
FLJ10307 1.025 0.003 1.02 0.039 0.995
ARHGAP17 0.937 0.034 0.856 0.039 0.913
FLJ10315 0.94 0.012 0.915 0.006 0.972
SLC6A15 0.888 0.005 0.935 0.005 1.052
CRTAC1 0.677 0.01 0.811 0.022 1.198



FLJ10330 0.893 0.025 0.884 0.018 0.989
FANCL 0.949 0.022 0.895 0.009 0.943
C6ORF166 0.917 0.03 0.857 0.03 0.934
FLJ10352 0.89 0.015 0.877 0.007 0.985
FLJ10359 0.787 0.025 0.771 0.014 0.979
RNF137 0.823 0.018 0.772 0 0.937
FLJ10375 1.041 0.021 0.981 0.007 0.942
ARMC4 1 0.001 0.99 0.023 0.99
RBM28 0.812 0.012 0.876 0.026 1.079
FLJ10378 1.095 0.017 1.056 0.015 0.964
FLJ10379 1.088 0.049 1.076 0.037 0.989
FLJ10385 1.02 0.003 1.085 0.015 1.064
FIGN 0.996 0.035 0.955 0.035 0.958
FLJ10408 1.059 0.02 1.014 0.023 0.958
FLJ10415 1.078 0.026 1 0.042 0.927
ELP3 0.972 0.008 0.896 0.004 0.921
FLJ10460 0.874 0.021 0.932 0.03 1.066
CDCA8 0.989 0.012 1.059 0.051 1.071
LRRC5 1.042 0.006 1.074 0.035 1.031
THAP1 0.948 0.012 1.041 0.01 1.098
ZDHHC4 1.105 0.059 1.086 0.029 0.982
RBM23 1.085 0.071 1.09 0.03 1.004
C14ORF130 1.039 0.04 1.033 0.024 0.994
PAPD1 1.096 0.005 1.044 0.019 0.953
FLJ10490 0.919 0.037 0.903 0.049 0.982
C9ORF87 0.978 0.001 0.913 0.049 0.933
FLJ10496 0.96 0.024 1 0.031 1.041
SDAD1 1.04 0.011 1.085 0.027 1.043
FLJ10504 1.175 0.062 1.1 0.029 0.936
FLJ10514 1.098 0.029 1.071 0.029 0.976
FLJ10520 1.076 0.03 1.069 0.032 0.994
FLJ10521 1.122 0.01 1.138 0.032 1.014
TMEM33 1.112 0.027 1.136 0.016 1.021
PNPO 1.124 0.016 1.111 0.029 0.988
FLJ10539 1.106 0.059 1.056 0.038 0.955
C10ORF3 0.852 0.009 0.864 0.007 1.014
C6ORF139 1.117 0.033 1.06 0.018 0.948
FLJ10546 0.799 0.007 0.909 0.027 1.137
MRPS18A 1.05 0.058 1.066 0.013 1.015
HRMT1L6 1.13 0.019 1.143 0.025 1.01
FLJ10560 0.991 0.032 1.059 0.019 1.068
C14ORF104 1.153 0.005 1.15 0.039 0.997
MRPS10 1.036 0.083 1.007 0.053 0.971
FLJ10569 1.028 0.013 1.042 0.036 1.014
KLHL11 1.048 0.092 0.967 0.055 0.922
SEC61A2 0.99 0.001 0.973 0.019 0.982
FLJ10579 0.927 0.046 0.958 0.011 1.033
FLJ10581 0.996 0.002 0.987 0.018 0.99
WINS1 0.961 0.025 1.049 0.001 1.091
FLJ10587 1.024 0.004 1.039 0.012 1.014
FLJ10597 1.108 0.04 1.141 0.018 1.029



RIF1 1.053 0.038 1.061 0.014 1.007
C20ORF12 0.871 0.003 0.951 0.001 1.092
FLJ10618 0.908 0.02 0.984 0.022 1.083
VPS13D 1.027 0.031 1.009 0.026 0.982
HSYN 0.887 0.014 0.946 0.006 1.065
NUDT11 1.015 0.003 0.989 0.008 0.974
NADSYN1 0.978 0.008 0.997 0.027 1.019
FLJ10634 1.072 0.049 1.097 0.009 1.022
PB1 0.966 0.014 1.056 0.025 1.093
FLJ10647 0.864 0.014 1.004 0.009 1.161
C14ORF105 0.738 0.023 0.947 0.007 1.283
FLJ10652 1.024 0.035 1.06 0.013 1.035
DIP13B 0.951 0.012 0.999 0.041 1.05
FLJ10661 0.878 0.033 0.934 0.019 1.063
BPY2IP1 0.778 0.001 0.846 0 1.086
LGI2 0.888 0.044 0.967 0.008 1.088
GPP34R 0.89 0.001 0.876 0.04 0.984
ZNF532 1.03 0.069 0.992 0.045 0.963
SBNO1 0.803 0.01 0.787 0.02 0.98
ARL10C 1.019 0.052 1.014 0.029 0.995
C13ORF17 0.999 0.042 0.957 0.004 0.957
FLJ10707 1.022 0.038 0.921 0.018 0.901
ATAD3A 1.045 0.037 1.027 0.023 0.983
DPPA4 1.087 0.06 1.062 0.033 0.977
RCBTB1 1.025 0.023 1.049 0.069 1.023
LEPREL1 0.936 0.03 0.927 0.024 0.99
FLJ10719 0.951 0.008 0.913 0.002 0.959
FLJ10726 0.947 0.019 0.827 0.048 0.874
TMLHE 0.949 0.019 0.887 0.017 0.935
C14ORF114 0.99 0.02 0.903 0.054 0.912
FLJ10748 0.97 0.011 0.91 0.036 0.938
LRRC20 0.915 0.008 0.853 0.041 0.933
FLJ10759 0.839 0.009 0.796 0.016 0.948
KIAA1579 0.784 0.007 0.764 0.024 0.975
FLJ10774 0.806 0.005 0.767 0.017 0.95
LRRC1 1.048 0.047 1.086 0.024 1.035
FLJ10781 0.992 0.022 1.089 0.051 1.098
USP40 1.008 0.034 1.026 0.004 1.018
FLJ10786 1.139 0.021 1.093 0.002 0.959
MOBK1B 1.062 0.052 1.052 0.073 0.99
SMU1 1.01 0.003 0.944 0.03 0.934
FLJ10808 1.038 0.031 0.987 0.07 0.95
C14ORF115 1.017 0.015 0.957 0.01 0.941
FLJ10815 1.031 0.033 0.988 0.057 0.958
FLJ10826 0.949 0.014 0.949 0.005 0.999
KIRREL 0.934 0.051 0.997 0.029 1.067
FLJ10847 0.979 0.015 1.139 0.082 1.162
FLJ10853 1.034 0.059 1.11 0.022 1.073
FLJ10858 1.169 0.011 1.186 0.053 1.014
FLJ10874 0.978 0.04 1.039 0.042 1.061
C20ORF36 1.097 0.01 1.068 0.008 0.973



ASXL2 1.033 0.063 0.988 0.064 0.956
FLJ10900 1.037 0.022 0.961 0.014 0.926
FLJ10902 0.987 0.052 0.969 0.07 0.981
FLJ10904 0.916 0.036 0.923 0.032 1.007
SIPL 1.045 0.039 1.022 0.009 0.977
C20ORF20 1.003 0.002 1.071 0.058 1.068
FLJ10916 0.932 0.043 1.132 0.018 1.214
CASC1 0.999 0.008 1.126 0.022 1.127
FLJ10922 0.919 0.026 1.035 0.013 1.126
FLJ10925 1.114 0.016 1.141 0.01 1.025
C21ORF77 0.886 0.023 0.937 0.059 1.058
TMEM19 0.997 0.004 0.997 0.024 1
FLJ10948 1.003 0.026 1.022 0.058 1.018
PSPC1 0.909 0.003 0.949 0.001 1.043
NUDT15 0.903 0.029 0.996 0.015 1.102
C15ORF12 1.088 0 1.222 0.051 1.122
FLJ10970 1.031 0.026 1.18 0.024 1.144
PHF10 1.138 0.001 1.197 0.064 1.051
FLJ10979 1.144 0.041 1.202 0.01 1.051
PGM2 1.068 0.004 1.073 0.01 1.004
QRSL1 1.066 0.041 1.014 0.072 0.951
FLJ10997 0.841 0.031 0.805 0.019 0.957
CWF19L1 0.999 0.043 0.949 0.024 0.949
FLJ11000 0.946 0.011 0.892 0.006 0.943
FLJ11004 0.947 0.027 1.024 0.028 1.08
FLJ11016 1.049 0.006 1.126 0.057 1.073
FLJ11017 0.973 0.048 1.092 0.037 1.122
FLJ11036 1.09 0.009 1.048 0.053 0.961
RHOT1 0.987 0.023 1.05 0.024 1.063
C11ORF23 1.084 0.017 1.072 0.017 0.989
FLJ11078 0.889 0.028 0.904 0.002 1.016
FLJ11082 0.958 0.011 0.826 0.014 0.862
FLJ11088 0.955 0.04 0.929 0.029 0.972
RNF121 0.854 0.012 0.91 0.004 1.065
BRIX 0.934 0.025 1.047 0.036 1.121
HIMAP4 0.924 0.016 1.058 0.065 1.144
C20ORF38 0.991 0.029 1.134 0.064 1.144
FLJ11126 1.017 0.025 1.072 0.055 1.053
ZNF444 1.046 0.03 1.137 0.049 1.086
FLJ11151 0.932 0 1.012 0.024 1.085
FLJ11155 0.906 0.034 0.982 0.018 1.083
SLC29A3 0.932 0.02 0.911 0 0.978
FLJ11164 0.877 0.002 0.938 0.009 1.07
C20ORF29 0.874 0.003 0.977 0.033 1.117
FLJ11184 0.965 0.008 0.872 0.038 0.903
C14ORF106 1.032 0.011 0.964 0.009 0.933
FLJ11193 1.001 0.029 0.941 0.018 0.939
FLJ11196 1.056 0.004 0.901 0.008 0.854
FLJ11200 1.159 0.04 1.042 0.026 0.898
LPAAT-E 1.163 0.002 1.119 0.004 0.961
LIN7C 1.23 0.021 1.156 0.03 0.939



C10ORF59 1.101 0.018 1.044 0.008 0.948
MNS1 1.09 0.037 0.986 0.029 0.904
CNO 1.077 0.027 0.987 0.015 0.916
PHCA 0.981 0.028 0.899 0.049 0.916
FLJ11259 1.037 0.018 0.912 0.019 0.879
SYNJ2BP 0.982 0.031 0.98 0.005 0.997
SLC39A9 1.077 0.001 0.938 0.032 0.871
NIPSNAP3B 1.154 0.069 1.085 0.018 0.94
FBXL8 1.062 0.018 0.98 0.017 0.922
FLJ11286 1.051 0.029 0.922 0.024 0.877
FLJ11292 0.943 0 0.874 0.032 0.926
WDR33 0.877 0.004 0.785 0.017 0.894
IAN4L1 0.911 0.008 0.871 0.01 0.955
FLJ11301 1.048 0.036 0.922 0.025 0.879
STRBP 1.129 0.023 1.078 0.019 0.955
SLC35C1 1.098 0.021 1.05 0.014 0.956
FLJ11323 1.246 0.011 1.238 0.031 0.993
FLJ11331 1.144 0.043 1.114 0.004 0.974
FLJ11336 1.089 0.015 1.117 0.037 1.026
FLJ11342 1.094 0.021 1.072 0.034 0.98
CHDH 1.079 0.018 1.004 0.07 0.93
VNN3 1.018 0.014 0.892 0.039 0.875
HSA272196 0.949 0.018 0.958 0.037 1.009
LAPTM4B 0.951 0.003 0.888 0.028 0.932
SLC22A15 0.916 0.022 0.972 0.038 1.061
TBC1D2 1.009 0.028 0.885 0.01 0.877
C6ORF110 1.07 0.037 1.021 0.042 0.954
HEMGN 1.168 0.048 1.136 0.043 0.972
IMPACT 1.069 0.056 1.139 0.082 1.065
HCA112 1.142 0.041 1.089 0.055 0.953
PRO1580 1.07 0.009 1.072 0.055 1.002
PRO1855 0.975 0.05 0.953 0.019 0.976
MCM10 0.95 0.048 0.978 0.015 1.028
PRO2964 1.096 0.019 0.953 0.028 0.869
HSA277841 1.1 0.012 0.999 0.04 0.908
ZNF331 1.14 0.025 1.088 0.053 0.954
KIAA1704 1.145 0.009 1.164 0.049 1.017
PRO0971 1.112 0.031 1.043 0.022 0.938
C14ORF116 1.009 0.022 0.819 0.028 0.812
GALNACT-2 1.091 0.027 1.18 0.05 1.081
PRO1853 1.045 0.013 0.921 0.044 0.881
PSARL 1.031 0.013 0.952 0.042 0.923
CHST12 1 0.014 0.947 0.035 0.947
NOLA3 1.047 0.053 0.997 0.05 0.952
SLC35E3 1.013 0.004 1.008 0.036 0.995
DDX43 1.174 0.02 1.174 0.068 0.999
SAGE1 1.164 0.026 1.128 0.06 0.968
ELAC1 1.048 0.03 1.038 0.06 0.99
TRIM36 0.974 0.005 0.999 0.083 1.025
DHTKD1 1.058 0.043 0.93 0.099 0.879
FEM1A 1.056 0.065 1.109 0.036 1.05



DKFZP762O07 1.054 0.052 0.899 0.051 0.853
DKFZP761H03 0.903 0.008 0.88 0.063 0.974
DKFZP547C17 1.016 0.043 1.026 0.013 1.009
ZNT8 1.053 0.005 0.962 0.026 0.913
MAML3 1.031 0.003 1.055 0.045 1.022
RAM2 1.051 0.009 0.995 0.045 0.946
KCNQ1DN 1.12 0.013 1.003 0.03 0.895
RNPC1 1.087 0.01 1.073 0.016 0.987
HSZFP36 1.104 0.018 1.036 0.038 0.938
SOX6 0.991 0.033 0.892 0.024 0.9
KLK15 0.962 0.014 0.93 0.021 0.967
HSRTSBETA 0.842 0.001 0.86 0.001 1.021
LOC55565 1.027 0.004 0.937 0.017 0.912
DNAH3 0.94 0.031 0.949 0.029 1.009
GALNT10 0.961 0.027 1.028 0.032 1.069
C2ORF29 1.043 0.038 1.133 0.015 1.086
H17 1.048 0.026 1.057 0.002 1.008
H41 1.042 0.006 1.019 0.016 0.977
STAB2 0.996 0.022 1.085 0.022 1.089
LOC55580 0.979 0.016 0.988 0.009 1.008
FLJ10945 0.903 0.003 0.962 0.013 1.064
CX36 0.885 0.004 0.907 0.023 1.025
KIF27 0.924 0.016 0.875 0.004 0.946
INTERSEX 1.031 0.003 1.078 0.025 1.045
VEZATIN 0.967 0.029 1.016 0.012 1.051
DKFZP434M03 1.043 0.005 1.006 0.005 0.964
DKFZP761A05 0.93 0.004 0.888 0.027 0.954
ZCCHC8 0.982 0.012 1.021 0.018 1.039
FLJ25070 1.034 0.013 1.047 0.001 1.012
ITLN1 1.001 0.013 1.006 0.016 1.005
FLJ20035 1.001 0.021 1.067 0.016 1.065
CARF 1.135 0.006 1.157 0.042 1.02
C6ORF37 0.995 0.04 0.906 0.018 0.911
LRRC16 0.924 0.013 0.878 0.002 0.949
ANKRD10 0.94 0.027 0.869 0.032 0.925
SUHW3 0.866 0.015 0.704 0.003 0.813
FLJ20097 0.925 0.029 0.827 0.036 0.894
C20ORF42 0.895 0 0.804 0.005 0.899
UPLC1 0.854 0.016 0.792 0.032 0.927
C20ORF13 0.761 0.009 0.724 0.01 0.95
DOCK10 0.815 0.012 0.694 0.049 0.851
STAP2 0.764 0.015 0.639 0.02 0.835
FLJ20244 0.949 0.025 0.876 0.041 0.922
FLJ20272 0.995 0.005 0.97 0.015 0.975
THUMPD1 0.817 0.024 0.834 0.004 1.021
FLJ20277 0.925 0.003 0.909 0.019 0.983
ZDHHC7 1.009 0.033 0.908 0.028 0.9
FLJ20294 1.072 0.008 0.991 0.006 0.924
FLJ20297 1.009 0.043 0.986 0.053 0.977
ZNF407 0.795 0.009 0.861 0.02 1.083
KIAA1333 1.063 0.015 0.966 0.068 0.909



C6ORF197 0.937 0.004 0.916 0.021 0.977
FLJ20344 1.052 0.03 0.964 0.008 0.916
CHD7 0.98 0.042 0.99 0.044 1.01
FLJ20366 1.024 0.062 1.103 0.024 1.077
C14ORF58 1.01 0.009 1.038 0.024 1.028
BTBD2 1.073 0.04 1.042 0.018 0.97
OSGEP 0.986 0.029 1.06 0.028 1.075
LYAR 0.975 0.04 0.991 0.013 1.016
FLJ20477 0.945 0.004 0.959 0.006 1.015
NOLA2 0.918 0.034 0.888 0.044 0.967
FLJ20489 0.955 0.021 0.897 0.01 0.939
BCAS4 1.08 0.044 1.175 0.009 1.088
FLJ20507 1.022 0.014 1.15 0.062 1.124
FLJ20530 1.036 0.037 1.103 0.004 1.064
FLJ20531 1.117 0.039 1.148 0.054 1.028
RNF126 1.123 0.017 1.068 0.002 0.95
FLJ20557 1.111 0.007 1.143 0.052 1.028
FNBP3 1.011 0.032 1.127 0.008 1.114
DDX27 1.027 0.012 1.016 0.018 0.989
FLJ20626 0.929 0.032 0.999 0.045 1.074
URG4 0.953 0 0.93 0.008 0.975
NPL4 1.049 0.034 1.07 0.014 1.02
C9ORF55 0.998 0.01 1.131 0.062 1.133
C14ORF118 1.028 0.049 1.142 0.007 1.11
MFN1 1.079 0.001 1.103 0.023 1.022
PEX26 1.139 0.048 1.191 0.027 1.045
KIAA2010 1.05 0.01 1.006 0.087 0.958
SLC30A6 1.069 0.023 1.18 0.019 1.104
FLJ10006 1.023 0.002 1.073 0.016 1.049
LIMS2 0.862 0.014 0.869 0.034 1.007
RUFY2 0.92 0.006 0.891 0.015 0.967
FLJ10081 1.03 0.014 1.112 0.027 1.08
C9ORF86 1.044 0.031 1.049 0.026 1.004
FLJ10116 1.055 0.02 1.104 0.015 1.046
TRMT1 1.08 0.052 1.075 0.006 0.994
FLJ10201 1.002 0.009 1.049 0.011 1.046
PACS1 1.105 0.001 1.174 0.015 1.063
FRMD4 0.949 0.011 1.069 0 1.125
LUC7L 0.951 0.002 0.991 0.017 1.041
JMJD2D 1.018 0.029 0.987 0.042 0.969
RBM22 0.977 0.032 0.963 0.015 0.986
FLJ10305 0.924 0.024 1.007 0.032 1.089
FLJ10324 0.976 0.009 1.082 0.009 1.108
FLJ10326 1.008 0.047 1.107 0.005 1.098
FLJ10350 1.016 0 1.086 0.023 1.069
FLJ10357 1.043 0.047 1.172 0.012 1.123
FLJ10374 0.959 0.004 1.115 0 1.163
POLR3B 1.037 0.018 1.164 0.012 1.122
IPO9 0.967 0.005 1.06 0.019 1.096
FLJ10407 0.994 0.035 0.963 0.049 0.969
FLJ10420 0.887 0.001 0.966 0.011 1.089



KBTBD4 0.882 0.017 0.977 0.012 1.106
MLSTD1 0.884 0 0.989 0.002 1.118
ZNF334 0.939 0.021 1.06 0.024 1.128
POLR3E 0.965 0.011 1.065 0.002 1.103
C10ORF6 0.99 0.033 1.112 0.041 1.123
FLJ10534 0.973 0.011 0.959 0.01 0.985
FLJ10547 0.98 0.007 1.101 0.03 1.123
FLJ10565 0.742 0.003 0.885 0 1.193
ASF1B 0.991 0.022 0.929 0.013 0.937
FLJ10637 0.96 0.01 1.08 0.015 1.125
FLJ10700 0.865 0.023 0.951 0.029 1.099
FLJ10706 0.858 0 0.869 0.02 1.013
MART2 0.821 0.02 0.823 0 1.002
DNAJC11 0.941 0.002 0.956 0.03 1.015
FLJ10769 0.9 0.013 0.898 0.008 0.997
ENAH 0.812 0.002 0.897 0.038 1.104
FLJ10803 0.85 0.001 0.929 0.001 1.092
C14ORF108 0.768 0.006 0.766 0.012 0.997
NUP133 0.777 0.003 0.869 0.028 1.118
FLJ10824 0.785 0.008 0.827 0.051 1.053
CNDP2 0.899 0.007 0.805 0.016 0.895
CCAR1 0.78 0.025 0.831 0.025 1.065
FLJ10846 0.955 0.007 0.896 0.004 0.937
OGDHL 1.041 0.011 1.002 0.011 0.963
TMEM30A 1.006 0.024 0.995 0.024 0.988
FLJ10871 0.968 9.118 0.932 0.026 0.963
UGCGL2 0.978 0.019 1.04 0.035 1.063
RCOR3 0.809 0.013 0.897 0.033 1.109
DHX32 0.782 0.006 0.899 0.01 1.149
TTC17 0.897 0.009 1.062 0.036 1.183
FLJ10891 0.927 0.047 1.018 0.05 1.098
SEC3L1 0.93 0.034 0.985 0.018 1.059
NGLY1 0.907 0.048 1.017 0.032 1.122
SEC5L1 0.99 0.034 0.878 0.033 0.887
FLJ11029 0.981 0.052 1.042 0.017 1.062
FLJ11046 0.981 0.003 0.824 0.007 0.84
C6ORF64 0.721 0.016 0.922 0.03 1.279
MBD5 0.973 0.005 1.016 0.048 1.044
C14ORF131 0.917 0.016 1.05 0.005 1.144
FLJ11142 0.923 0.009 1.05 0.044 1.137
C6ORF70 0.966 0.004 1.014 0.03 1.049
FLJ11171 1.016 0.029 1.089 0.03 1.072
FLJ11175 1.05 0.039 1.105 0.029 1.051
ZNF415 1.082 0.005 1.144 0.015 1.057
CXORF15 1.142 0.053 1.153 0.053 1.01
C6ORF209 0.967 0.005 1.004 0.041 1.038
DEPDC1B 1.061 0.048 1.111 0.031 1.046
CHGN 0.905 0.005 0.936 0.024 1.034
RIF1 0.826 0.014 0.767 0.043 0.929
FLJ11280 0.789 0 0.932 0.023 1.18
DDX28 0.991 0.012 1.088 0.058 1.098



FLJ11305 1.004 0.011 1.075 0.014 1.071
MBNL3 0.956 0.033 1.031 0.017 1.078
METTL2 1.059 0.014 1.082 0.006 1.022
CACNA2D3 0.997 0.044 0.947 0.062 0.95
SCN3B 1.077 0.032 1.08 0.034 1.002
CENTA2 0.896 0.03 0.97 0.042 1.081
DKFZP761O01 0.889 0.01 0.949 0.043 1.067
SIAT7A 0.923 0.036 0.976 0.025 1.057
SPATA7 0.945 0.015 1.07 0.039 1.131
HCA66 1.005 0.018 0.956 0.019 0.951
TSNAXIP1 0.968 0.018 1.055 0.013 1.089
JMJD1A 0.993 0.028 0.998 0.02 1.004
RNF130 1.09 0.016 0.995 0.009 0.912
VPS11 1.032 0.087 1.095 0.025 1.06
PC326 0.924 0.025 0.907 0.016 0.981
SELS 0.968 0.051 1.01 0.001 1.043
LOC55831 0.98 0.032 1.118 0.01 1.141
TIP120A 0.957 0.025 0.985 0.001 1.029
C6ORF35 1.012 0.001 1.123 0.036 1.109
C14ORF11 1.012 0.029 1.14 0.009 1.127
KIAA1280 1.005 0.023 1.148 0.01 1.142
ARHGAP15 1.05 0.056 1.093 0.026 1.04
C3ORF10 1.101 0.034 1.156 0.026 1.049
MDS028 1.152 0.078 1.196 0.006 1.038
C10ORF70 1.027 0.029 0.954 0.005 0.928
C9ORF46 1.043 0.03 1.136 0.008 1.089
MDS031 0.896 0.012 1.074 0.002 1.197
MDS032 1.016 0.01 1.108 0.012 1.09
PEN2 0.924 0.028 1.084 0.026 1.172
HT008 1.012 0.022 0.974 0.004 0.962
C10ORF110 0.939 0.014 0.843 0.02 0.898
LEREPO4 0.95 0.011 0.955 0.059 1.004
HT011 0.938 0.018 0.922 0.012 0.983
THEM2 1.026 0.016 1.06 0.054 1.033
C20ORF19 1.099 0.017 1.118 0.035 1.017
TPARL 0.897 0.014 0.99 0.028 1.103
BEX1 1.18 0.005 1.173 0.026 0.993
C20ORF35 0.976 0.025 1.032 0.02 1.057
ECHDC1 1.009 0.002 1.062 0.005 1.052
HT007 0.891 0.002 0.855 0.025 0.959
SLC22A11 0.976 0.002 0.895 0.037 0.916
LOC55871 0.929 0.013 0.783 0.008 0.843
GSDML 1.009 0.001 0.973 0.023 0.963
WSB2 0.999 0.008 0.956 0.011 0.956
ZNF167 0.828 0.003 0.886 0.034 1.069
GOLGA6 0.82 0.011 0.761 0.007 0.927
LENEP 0.891 0.005 0.857 0.031 0.961
MYNN 0.914 0.004 0.84 0.007 0.919
DEFB103A 0.749 0.013 0.809 0.047 1.08
MESP1 1.03 0.032 0.972 0.028 0.943
SMAP-1 0.934 0.011 0.939 0.034 1.005



ZNF302 1.079 0.025 1.039 0.014 0.962
THSD1 1.033 0.02 1.052 0.005 1.018
ZNF313 1.043 0.035 1.009 0.019 0.967
HCA127 0.958 0.006 0.965 0.022 1.007
CMAS 0.917 0.009 0.958 0.017 1.045
LOC55908 0.821 0.021 0.906 0.01 1.103
BIN3 1.026 0.019 1.035 0.01 1.009
ERBB2IP 0.857 0.027 0.933 0.043 1.087
LANCL2 0.94 0.053 0.84 0.046 0.893
NXT2 0.967 0.032 0.963 0.025 0.995
DKFZP547A02 0.977 0.033 1.031 0.032 1.055
TD-60 1.121 0.048 1.061 0.018 0.946
NRF 1.04 0.032 1.025 0.044 0.985
LOC55924 0.934 0.005 1.026 0.049 1.098
DMAP1 0.855 0.028 0.741 0.029 0.866
MYO5C 1.122 0.03 1.083 0.017 0.965
LOC55954 0.93 0.067 1.022 0.021 1.099
F25965 0.708 0.033 0.77 0.052 1.086
KIAA1354 1.012 0.03 0.961 0.029 0.949
SHREW1 1.051 0.014 1.003 0.015 0.953
DAP13 1.102 0.069 1.02 0.055 0.925
NSFL1C 1.108 0.01 1.046 0.009 0.943
C20ORF24 1.086 0.05 1.024 0.05 0.942
LOC55974 0.976 0.009 1.035 0.019 1.06
KLHL7 1.052 0.024 1.088 0.02 1.033
NXF5 1.015 0 1.049 0.007 1.033
NXF3 1.006 0.012 0.968 0.034 0.962
NXF2 0.809 0.005 0.922 0.035 1.139
C19ORF10 1.144 0.008 1.15 0.027 1.004
FLJ12886 1.112 0.004 0.994 0.048 0.894
PDGFC 1.068 0.004 0.998 0.064 0.934
KLHL4 0.97 0.018 1.004 0.015 1.034
RP4-622L5 1.111 0.008 1.126 0.027 1.013
PCDHGC5 0.986 0.007 1.068 0.004 1.083
PCDHGC4 1.156 0.061 1.051 0.06 0.908
PCDHGB7 1.165 0.018 1.142 0.029 0.98
PCDHGB6 1.019 0.052 0.966 0.037 0.947
PCDHGB5 0.958 0.003 1.014 0.052 1.057
PCDHGB3 1.081 0.022 1.138 0.027 1.053
PCDHGB2 0.996 0.015 0.993 0.032 0.997
PCDHGB1 1.124 0.045 1.067 0.006 0.949
PCDHGA11 1.091 0.023 1.083 0.028 0.992
PCDHGA10 1.19 0.04 1.189 0.019 0.998
PCDHGA9 1.185 0.011 1.106 0.006 0.933
PCDHGA7 1.194 0.051 1.14 0.005 0.955
PCDHGA6 1.059 0.001 1.048 0.014 0.989
PCDHGA5 0.961 0.018 1.03 0.027 1.071
PCDHGA4 0.929 0.017 0.929 0.035 1
PCDHGA3 0.995 0.01 1.034 0.018 1.038
PCDHGA2 0.95 0.011 0.906 0.001 0.954
PCDHGA1 1.13 0.006 1.038 0.02 0.918



PCDHB13 0.968 0.001 1.067 0.004 1.101
PCDHB9 1.053 0.009 0.989 0.012 0.939
PCDHB8 1.104 0.029 1.178 0.014 1.067
PCDHB7 0.977 0.016 1.061 0.01 1.086
KBTBD7 1.162 0.004 1.19 0.034 1.024
FLJ20719 0.915 0 1.103 0.012 1.205
VPS35 0.836 0.004 0.928 0.023 1.11
TEX15 0.876 0.012 0.946 0.026 1.08
TEX13B 0.991 0.005 1.003 0.009 1.011
TEX13A 1.008 0.001 1.009 0.006 1.001
TEX12 0.996 0.014 0.994 0.026 0.998
TEX11 1.223 0.004 1.095 0.016 0.895
NDNL2 0.968 0.045 0.973 0.023 1.005
RNF17 1.015 0.009 1.003 0.002 0.987
TDRD1 0.942 0.003 0.965 0.015 1.024
MLZE 0.963 0.018 0.939 0.041 0.974
DNAH7 0.846 0.008 0.87 0.03 1.027
MOSPD1 0.912 0.029 1.016 0.051 1.113
LOC56181 0.833 0.021 0.968 0.056 1.161
LMOD3 1.051 0.022 1.138 0.054 1.082
FLJ10980 0.972 0.012 1.095 0.072 1.125
SUSD2 1.099 0.004 1.135 0.038 1.032
ZNF253 1.015 0.014 1.108 0.036 1.091
BTNL2 0.912 0.042 1.047 0.046 1.147
C21ORF62 0.924 0.022 1.028 0.025 1.112
C21ORF61 0.808 0.027 0.886 0.023 1.096
RNF20 0.868 0.006 0.911 0.001 1.049
DJ971N18.2 0.793 0.009 0.97 0.045 1.222
SERTAD4 0.867 0.034 1 0.031 1.153
FLJ20257 0.879 0.061 1.009 0.045 1.147
FLJ11267 0.974 0.001 1.078 0.069 1.106
KIAA1434 0.943 0.04 1.05 0.044 1.112
LRRC8 0.915 0.022 1.05 0.036 1.147
CPXM 0.92 0.044 1.023 0 1.112
KAT3 0.964 0.016 1.026 0.017 1.064
R30953_1 0.989 0.027 0.997 0.013 1.008
LOC56270 0.815 0.017 0.886 0.006 1.087
BEXL1 0.848 0.033 0.975 0.007 1.149
GKN1 0.718 0.01 0.905 0.04 1.259
SLC7A10 0.943 0.024 1.028 0.021 1.09
METTL3 1.005 0.013 1.089 0.032 1.084
HRMT1L4 0.9 0.037 1.021 0.022 1.134
CABP5 0.946 0.023 1.033 0.024 1.091
EIF4ENIF1 0.903 0.04 1.013 0.003 1.121
DNAJC12 0.93 0.01 0.988 0.004 1.062
CHST7 0.925 0.053 0.964 0.013 1.042
CYP26B1 0.837 0.003 0.885 0.022 1.056
ERO1LB 0.896 0.026 0.983 0.011 1.098
SERF1B 0.847 0.019 0.974 0.009 1.149
ASAH2 0.922 0.025 1.002 0.016 1.086
EIF5A2 0.855 0.005 1.004 0 1.173



TMPRSS4 0.891 0.015 1.017 0.003 1.141
C3ORF4 0.957 0.028 1.059 0.002 1.105
C18ORF2 1.002 0.036 1.084 0.001 1.081
NPDC1 0.966 0.024 1.021 0.013 1.056
POLE4 0.896 0.044 0.918 0.002 1.025
KCNK12 0.845 0.005 0.895 0.001 1.059
PANX2 0.931 0.035 1.047 0.035 1.124
MUC13 0.85 0.006 0.958 0.011 1.126
C11ORF17 0.826 0.034 0.979 0.019 1.185
C11ORF16 0.661 0.003 0.913 0.001 1.38
C11ORF15 0.879 0.036 1.017 0.035 1.157
NRIP3 1.044 0.012 1.121 0.022 1.074
ASCL3 0.956 0.022 1.006 0.026 1.052
SARA1 0.937 0.019 0.996 0.004 1.063
C21ORF59 0.89 0.038 0.95 0.011 1.067
JPH1 0.82 0.019 0.897 0.002 1.093
RETN 0.91 0.012 0.953 0.009 1.047
SLC2A4RG 0.819 0.044 1.002 0.018 1.222
BARHL1 0.881 0.026 1.014 0.034 1.15
FMN2 0.991 0.012 1.095 0.066 1.104
ZC3HAV1 1.083 0.012 1.142 0.069 1.054
IFNK 0.739 0.016 0.913 0.01 1.236
SLAMF8 1.083 0.009 1.081 0.044 0.998
MGC23947 0.993 0.04 1.031 0.025 1.038
C15ORF24 1.053 0.017 1.007 0.014 0.956
BRUNOL4 0.962 0.043 0.964 0.02 1.001
FSTL5 0.922 0.023 1.013 0.045 1.098
UGCGL1 0.9 0.003 1.031 0.043 1.145
KCMF1 1.04 0.008 1.085 0.071 1.042
SMBP 0.879 0.009 0.985 0.057 1.12
LGALS14 0.832 0.011 0.954 0.053 1.146
C8ORF4 0.849 0.023 0.923 0.032 1.086
C1ORF6 0.929 0.008 0.981 0.043 1.056
DPYSL5 0.962 0.022 0.998 0.021 1.037
WRNIP1 0.83 0.031 0.936 0.022 1.128
DHRS6 0.814 0.003 0.893 0.011 1.097
EB-1 1.013 0.026 1.061 0.002 1.047
LOC56902 1.044 0.045 1.11 0.007 1.062
PAPOLB 1.059 0.046 1.06 0.001 1
SH3GLB2 1.005 0.053 1.025 0.013 1.019
DKFZP434H13 0.974 0.002 1.006 0.011 1.032
THAP10 1.161 0.061 1.126 0.001 0.969
SPIRE1 1.108 0 1.017 0.014 0.918
STARD7 1.003 0.065 1.021 0.012 1.017
C21ORF7 0.853 0.021 0.926 0.012 1.085
FLJ21827 0.959 0.049 0.999 0.022 1.041
C1GALT1 0.921 0.009 1.01 0.037 1.097
EXOSC5 1.055 0.017 1.067 0.017 1.01
MEIS3 1.019 0.016 1.073 0.008 1.052
DKFZP547H02 0.912 0.012 0.942 0 1.032
DHX33 0.957 0.043 0.99 0.015 1.035



LOC56920 1.08 0.022 1.088 0.03 1.007
LXN 1.031 0.01 1.024 0.024 0.992
LOC56926 0.947 0.013 0.953 0.009 1.005
GPR108 0.927 0 0.975 0.001 1.052
SPPL2B 0.791 0.017 0.87 0.017 1.099
FEM1C 0.802 0.018 0.959 0.001 1.196
LOC56931 0.79 0 0.939 0.013 1.188
CA10 0.798 0.006 0.943 0.006 1.18
FN5 1.055 0.012 1.108 0.002 1.05
C14ORF162 1.062 0.003 1.054 0.008 0.992
TMEPAI 0.939 0.008 0.989 0.02 1.053
DC12 1.127 0.031 1.097 0.006 0.973
E(Y)2 0.919 0.009 0.921 0.003 1.002
OLFML3 0.84 0 0.946 0.011 1.125
MRPS22 0.863 0.015 0.917 0.025 1.062
C11ORF30 0.738 0.017 0.872 0 1.182
GL004 0.772 0.012 0.928 0.019 1.202
C14ORF124 0.853 0.007 0.902 0.021 1.057
XAB2 0.848 0.019 0.961 0.014 1.132
C5ORF15 0.859 0.047 0.925 0.019 1.076
PRTFDC1 0.844 0.009 0.926 0.018 1.096
NT5M 0.815 0.002 0.939 0.023 1.152
MEPE 0.932 0.029 1.022 0.022 1.096
LHX9 0.699 0.022 0.848 0.014 1.212
ZA20D1 0.8 0.014 0.878 0.025 1.098
C9ORF102 0.851 0.017 0.994 0.015 1.167
SHD 0.641 0.005 0.848 0.023 1.323
RGMA 0.765 0.001 0.928 0.002 1.212
LOC56964 1.04 0.006 1.035 0.019 0.995
LOC56965 0.878 0.006 1.052 0.011 1.198
C14ORF132 0.977 0.004 1.01 0.008 1.033
DKFZP547I014 0.824 0.004 0.926 0.031 1.123
DKFZP761G21 0.845 0.024 0.919 0.004 1.087
CEAL1 0.88 0 0.994 0.009 1.129
FAM20C 0.798 0.015 0.891 0.018 1.116
DKFZP762K22 0.813 0.016 0.982 0.007 1.207
PRDM10 0.911 0.02 1.064 0.007 1.168
MDS010 0.842 0.022 0.996 0 1.183
TNFSF5IP1 1.039 0.053 1.085 0.009 1.044
MDS006 1.005 0.024 1.077 0.027 1.071
MDS009 0.858 0.03 1.017 0.001 1.185
BBX 0.826 0.016 0.915 0.027 1.107
C8ORF17 0.835 0.027 1.019 0.001 1.22
TOMM22 0.879 0.008 0.983 0.017 1.118
TULP4 0.783 0.026 0.901 0.017 1.151
SLC12A9 0.914 0 1.031 0.005 1.128
C7ORF36 0.983 0.012 1.069 0.008 1.087
GK001 0.799 0.021 0.975 0.007 1.22
CABP4 0.888 0.017 1.052 0.003 1.183
DKFZP434K04 0.965 0.008 1.118 0 1.158
LOC57019 1.141 0.027 1.224 0.002 1.072



MGC16824 1.04 0.017 1.154 0.011 1.109
SLC17A7 0.982 0.01 1.059 0.007 1.078
NPD014 0.913 0.001 1.01 0.013 1.105
ANKMY2 0.962 0.006 0.979 0.016 1.016
RARSL 0.982 0.003 1.023 0.005 1.041
TWSG1 0.926 0.009 1.056 0.002 1.14
PLSCR2 0.908 0.003 1.061 0.01 1.168
SAS10 0.913 0.003 1.025 0.025 1.122
TBX20 0.926 0.042 1.05 0.002 1.134
DDX24 0.866 0.055 1.08 0.011 1.246
SLC17A6 0.91 0.01 1.06 0.001 1.164
PLSCR4 0.894 0 0.991 0.013 1.108
ENTPD7 0.911 0.022 0.966 0.017 1.06
C20ORF32 0.847 0.001 0.925 0.013 1.091
PCNP 0.922 0.024 0.951 0.005 1.032
RNF18 0.867 0.003 0.962 0.044 1.109
HT014 0.93 0.013 1.01 0.002 1.085
PARP11 1.031 0.024 1.102 0.027 1.068
TMEM16B 0.912 0.001 1.013 0.001 1.111
C12ORF4 1.05 0.003 1.103 0.048 1.05
C12ORF5 0.97 0.02 1.079 0.024 1.112
TTS-2.2 0.897 0.014 1.064 0.042 1.186
KLP1 1.005 0.021 1.108 0.039 1.102
PGLYRP4 0.821 0 0.99 0.07 1.206
SBZF3 0.904 0.026 0.898 0.02 0.994
LOC57117 0.86 0 0.866 0.001 1.006
SPINLW1 0.863 0.022 0.87 0.041 1.008
NUP107 0.862 0.033 0.875 0.005 1.014
CD164L1 0.876 0.023 0.872 0.038 0.995
PLXDC1 0.754 0.012 0.768 0.011 1.018
PRV1 0.765 0.028 0.828 0.014 1.082
RHBG 0.791 0.021 0.837 0 1.058
C6ORF149 0.847 0.033 0.831 0.002 0.98
MRPL47 0.708 0.004 0.792 0.028 1.117
CHMP1.5 0.942 0.044 0.926 0.033 0.983
MAN1C1 0.929 0 0.943 0.004 1.015
DAZ4 0.937 0.048 0.965 0.046 1.03
C20ORF3 0.994 0.007 1.007 0.005 1.013
RGL3 0.721 0.017 0.957 0.039 1.327
RNPEPL1 0.942 0.008 0.971 0.009 1.03
RTN4 1 0.043 1.014 0.044 1.014
LOC57146 0.955 0.01 0.996 0.001 1.043
KIAA1219 0.945 0.038 0.978 0 1.034
LOC57149 0.977 0.032 0.981 0.053 1.004
C6ORF162 1.039 0.045 1.006 0.003 0.968
LOC57151 0.882 0.012 0.985 0.019 1.116
ARS 0.977 0.033 1.01 0.024 1.033
CTL2 0.867 0.005 1.007 0.005 1.161
C14ORF171 0.875 0.068 0.957 0.039 1.094
JPH2 1.013 0.006 1.071 0.018 1.057
RNF30 0.865 0.038 0.992 0.039 1.147



PELI2 0.93 0.01 1.016 0.02 1.092
PELI1 0.9 0.055 0.978 0.029 1.087
LOC57168 0.875 0.012 0.969 0.034 1.108
KIAA1404 1.054 0.055 1.057 0.053 1.002
CORO1B 0.931 0.009 1.019 0.003 1.094
VARS2L 1.156 0.053 1.111 0.035 0.961
RAI17 0.934 0.034 1.006 0 1.076
KIAA1191 0.892 0.04 1.066 0.02 1.194
SLC39A10 1.053 0.001 1.075 0.003 1.02
KIAA1223 0.867 0.045 1.016 0.037 1.172
C15ORF17 0.986 0.007 1.042 0.032 1.056
DJ462O23.2 0.995 0.038 1.049 0.004 1.053
KIAA1272 0.989 0 1.037 0.024 1.048
THOC2 0.987 0.066 1.023 0.016 1.036
ATP10A 0.999 0.005 1.023 0.019 1.023
ATP10D 1.109 0.037 1.066 0.039 0.961
ZNF248 0.948 0.017 1.048 0.006 1.105
KIAA1126 0.925 0.053 1.016 0.045 1.098
KIAA0495 0.975 0.021 1.102 0 1.13
C13ORF1 1.036 0.007 1.118 0.033 1.079
KIAA1199 0.945 0.008 1.006 0.023 1.064
THAP11 0.86 0.079 0.99 0.025 1.151
VANGL2 0.833 0.041 0.938 0.015 1.126
TTC7A 0.908 0.007 0.974 0.001 1.072
KIAA1244 0.96 0.046 1.058 0.013 1.102
KIAA1387 0.961 0.018 1.036 0.035 1.078
DJ122O8.2 0.941 0.056 1.065 0.011 1.132
SNX14 1.043 0.01 1.106 0.006 1.06
ZNF630 0.816 0.035 1.005 0.01 1.231
KIAA0493 0.854 0.02 0.973 0.014 1.139
KIAA0492 0.893 0.034 1.04 0.021 1.164
FLJ20209 0.875 0.017 1.005 0.005 1.149
SLC4A10 0.961 0 1.023 0.084 1.064
KIAA0114 0.931 0.017 0.974 0.024 1.046
CSRP2BP 0.873 0.005 1 0.001 1.144
RCN3 0.839 0.024 0.978 0.012 1.165
ZNF286 1.004 0.017 1.053 0.021 1.048
ZNF287 0.959 0.033 1.032 0.007 1.076
SENP7 1.016 0.023 1.155 0.014 1.135
ZNF304 0.908 0.05 1.027 0.021 1.131
TTYH1 0.917 0.007 1.029 0.041 1.122
C11ORF4 0.95 0.043 1.046 0.006 1.1
TRIM39 0.981 0.016 1.022 0.062 1.042
MRS2L 0.858 0.011 0.971 0.03 1.131
TMEM27 0.864 0.011 0.974 0.011 1.127
CYP20A1 0.885 0.019 1.061 0.014 1.198
HSCARG 0.905 0.004 1.07 0.003 1.182
HT017 0.919 0.054 1.034 0.023 1.124
CYT19 0.896 0.012 1.052 0.004 1.174
NPD007 0.924 0.04 1.048 0.055 1.134
HT021 0.928 0.012 1.03 0.031 1.109



WDR18 0.969 0.05 1.112 0.066 1.147
SLC24A3 0.842 0.012 1.011 0.042 1.201
NDRG3 0.771 0.021 0.82 0.004 1.062
KIAA0720 0.783 0.008 0.85 0.027 1.085
ODZ2 0.78 0.002 0.838 0.007 1.074
GALNTL1 0.789 0.012 0.853 0.015 1.081
DSCAML1 0.717 0.007 0.795 0.003 1.109
TCEB3BP1 0.73 0.018 0.799 0.008 1.094
KIAA1143 0.76 0.002 0.819 0.004 1.077
KIAA1145 0.713 0 0.769 0.005 1.079
KIAA1160 0.654 0.01 0.735 0.013 1.123
KIAA1163 0.675 0.003 0.767 0.011 1.136
FAM40B 0.846 0 0.904 0.042 1.069
KIAA1171 0.892 0 0.909 0.025 1.018
SFRS15 0.897 0.026 0.948 0.008 1.057
KIAA1173 0.82 0.004 0.883 0.027 1.077
SLC12A5 0.885 0.03 0.93 0.001 1.05
KIAA1183 0.883 0.017 0.94 0.019 1.064
KIAA1185 0.827 0.018 0.872 0.013 1.055
KIAA1189 0.82 0.024 0.916 0.018 1.116
KIAA1194 0.927 0.005 0.992 0.029 1.07
KIAA1196 0.76 0.019 0.857 0.013 1.127
ZNF490 0.853 0.012 0.977 0 1.145
PLEKHH1 0.932 0.007 0.992 0.032 1.064
KIAA1201 1.066 0.006 1.129 0.025 1.059
KIAA1202 1.043 0.009 1.128 0.025 1.081
KIAA1205 1.026 0.013 1.119 0.004 1.091
PLEKHG1 0.996 0.015 1.082 0.049 1.086
KIAA1210 0.993 0.022 1.069 0.034 1.076
KIAA1211 0.909 0.034 1 0.038 1.099
RNF150 0.808 0.005 0.889 0.008 1.1
KIAA1218 0.833 0.019 0.937 0.002 1.124
KIAA1228 0.972 0.055 1.07 0.019 1.101
KIAA1229 0.96 0.023 1.04 0.023 1.083
ARID1B 1.008 0.015 1.043 0.025 1.034
HEG 0.96 0.028 1.055 0.019 1.099
KIAA1238 1.03 0 1.134 0.01 1.1
KIAA1239 1.045 0.044 1.126 0.048 1.077
LRFN2 1.013 0.007 1.084 0.018 1.069
KIDINS220 0.881 0.03 1.006 0.014 1.142
KIAA1257 0.924 0.006 1.034 0.026 1.119
NLGN4X 0.786 0.025 0.895 0.011 1.139
MTA3 0.968 0.024 1.042 0.043 1.075
KIAA1271 0.862 0.039 0.949 0.02 1.101
ZNF608 0.929 0.002 1.059 0.007 1.14
KIAA1287 0.99 0.023 1.055 0.043 1.065
MTUS1 0.946 0.009 1.026 0.025 1.083
XPO5 0.92 0.038 1.039 0.034 1.129
COG6 0.86 0.001 0.984 0.005 1.143
GPR158 0.86 0.021 0.977 0.034 1.135
CASKIN2 0.877 0.001 0.96 0.022 1.094



CDGAP 0.866 0.012 0.973 0 1.124
TDE2 0.979 0.02 1.09 0.025 1.113
STARD9 1 0.008 1.06 0.01 1.059
HECW2 0.936 0.022 1.029 0.025 1.099
SRGAP1 0.944 0.012 1.054 0.004 1.116
KIAA1305 0.871 0.037 1.038 0.001 1.191
CASKIN1 0.942 0.004 1.063 0.03 1.128
PCDH19 0.905 0.011 1.057 0.002 1.166
KCTD16 0.908 0.009 1.027 0.036 1.131
KIAA1318 0.829 0 0.962 0.018 1.16
CGN 0.932 0.036 1.031 0 1.106
HACE1 0.952 0.015 1.148 0.021 1.205
TBC1D14 0.92 0.031 1.081 0.012 1.175
KIAA1324 0.981 0.006 1.171 0.021 1.193
KIAA1328 0.939 0.031 1.171 0.011 1.247
WDR35 0.936 0.023 1.173 0.001 1.253
KIAA1337 0.926 0.032 1.125 0.031 1.214
KIAA1340 0.859 0.007 1.011 0.018 1.177
KIAA1344 0.939 0.029 1.144 0.029 1.218
KIAA1345 0.91 0.007 1.068 0.03 1.173
ZNF624 0.853 0.018 1.021 0.003 1.196
IGSF9 0.901 0.004 0.971 0.014 1.077
MICAL3 0.937 0.013 0.994 0.008 1.06
NLGN2 0.941 0.008 1.004 0 1.066
SEMA6A 0.964 0.002 1.009 0.027 1.046
KIAA1374 0.959 0.006 0.992 0.008 1.034
ARRDC3 0.996 0.004 1.031 0.022 1.034
KIAA1377 1.052 0.021 1.058 0.017 1.005
KLHL8 1.108 0.002 1.148 0.031 1.036
KLHL14 0.842 0.025 0.933 0.001 1.108
ZNF319 0.902 0.006 0.948 0.001 1.05
SIPA1L2 0.786 0.002 0.888 0.013 1.129
ARHGAP20 0.933 0.018 0.998 0.001 1.07
KIAA1393 0.833 0.006 0.927 0.004 1.112
KIAA1394 0.894 0.003 0.94 0.004 1.052
DOCK6 0.916 0.008 0.989 0.016 1.079
ZNF471 0.958 0.013 1.028 0.009 1.073
PCDH10 1.041 0.008 1.081 0.005 1.038
KIAA1407 0.951 0.009 1.007 0.008 1.059
KIAA1409 0.855 0.015 0.916 0.009 1.071
KIAA1411 0.931 0.014 0.994 0.007 1.067
PREX1 0.867 0.01 0.946 0.025 1.091
KIAA1423 0.858 0.015 0.954 0.004 1.112
ARHGAP21 0.858 0.016 0.986 0 1.148
CRAMP1L 0.921 0.015 0.981 0.013 1.065
SYT13 0.933 0.003 1.038 0.005 1.113
KIAA1430 0.853 0.022 0.957 0.007 1.121
KIAA1432 0.947 0.011 1.052 0 1.111
WDFY1 0.958 0.002 0.994 0.013 1.037
KIAA1441 0.805 0.008 0.934 0.021 1.16
KIAA1442 0.811 0.003 0.934 0.013 1.151



KIAA1443 0.703 0.003 0.841 0.038 1.196
PDZK4 0.948 0.016 0.978 0.008 1.031
KIAA1446 0.968 0.004 1.059 0.002 1.093
KIAA1447 0.823 0.012 0.913 0.029 1.109
KIAA1449 0.748 0.026 0.873 0.01 1.168
KIAA1456 0.784 0.004 0.894 0.008 1.141
PITPNM2 1.015 0.018 1.046 0.007 1.029
KIAA1458 0.804 0.002 0.888 0.036 1.104
KIAA1462 0.926 0.014 1.011 0.03 1.091
RANBP10 0.902 0.012 1.042 0.003 1.154
KIAA1465 0.98 0.029 1.078 0.014 1.1
KIAA1466 0.636 0.01 0.785 0.019 1.234
KIAA1467 0.993 0.021 1.043 0.001 1.051
KIAA1468 0.7 0.002 0.831 0.005 1.188
ZNF492 1.065 0.006 1.163 0.012 1.092
ZNF537 1.121 0.001 1.159 0.025 1.033
VPS18 0.988 0.017 1.082 0.003 1.094
SHRML 0.896 0.001 0.978 0.001 1.092
STIM2 0.895 0.018 1.038 0.04 1.159
ZBTB2 0.721 0.014 0.859 0.011 1.192
LRFN1 0.734 0.008 0.91 0.008 1.239
ZNF406 0.955 0.009 1.077 0.008 1.127
KIAA1486 0.936 0.024 1.062 0.005 1.134
KLHL1 0.876 0.018 1.031 0.017 1.176
DPP10 0.928 0.006 1.042 6.712 1.122
SH3MD2 0.977 0.006 1.053 0.013 1.078
LRCH2 0.945 0.025 1.058 0.008 1.119
LRRN1 0.923 0.001 1.004 0.004 1.087
EP400 0.872 0.01 0.98 0.015 1.124
ARHGAP23 0.939 0.009 1.024 0 1.089
KIAA1509 1.021 0.005 1.136 0.01 1.112
KIAA1510 0.954 0.001 1.027 0.008 1.077
ZSWIM5 0.956 0.002 1.071 0.001 1.119
MYH7B 0.788 0.031 0.93 0.001 1.179
POGK 0.978 0.03 1.07 0.003 1.093
DHX37 1.062 0.02 1.159 0 1.091
KIAA1522 0.917 0.042 1.033 0.001 1.127
PHF12 0.94 0.021 1.089 0.008 1.158
KIAA1524 0.911 0.045 0.999 0.009 1.097
KIAA1529 0.852 0.012 0.961 0.004 1.127
KIAA1530 0.954 0.017 1.057 0.02 1.108
KIAA1533 0.864 0.007 0.974 0.018 1.127
KIAA1536 0.861 0.012 1.03 0.005 1.196
ZBTB4 1.054 0 1.159 0.006 1.099
KIAA1542 0.923 0.001 0.991 0.017 1.074
KIAA1543 0.881 0.006 1 0.005 1.134
PLEKHA4 0.87 0.008 1.031 0.013 1.184
RDH14 0.813 0.002 0.934 0.008 1.149
KIAA1546 0.781 0.002 0.907 0.011 1.16
EPB41L5 0.86 0.016 0.961 0.01 1.117
KIAA1549 0.969 0.025 1.059 0.025 1.092



KIAA1553 0.976 0.024 1.057 0.011 1.082
C17ORF27 0.946 0.009 1.039 0.004 1.098
GPAM 0.849 0.048 0.96 0.016 1.13
CHD8 0.949 0.021 1.036 0.01 1.092
KIAA1571 1.002 0.041 1.058 0.009 1.056
ZBTB26 0.922 0.016 1.051 0.022 1.139
KIAA1573 0.929 0.028 0.977 0.007 1.05
KIAA1576 0.868 0.033 0.945 0 1.087
ZSWIM6 0.963 0.034 1.03 0.019 1.069
NGL-1 0.929 0.004 1.075 0.013 1.157
KIAA1582 0.815 0.039 1.034 0.003 1.267
KIAA1586 1.044 0.025 1.129 0.005 1.081
KIAA1587 0.754 0.025 0.958 0.007 1.27
ZNF317 0.94 0.031 1.058 0.014 1.125
DDX55 0.818 0.047 0.964 0.005 1.178
KIAA1596 0.957 0.002 0.989 0.012 1.032
KIAA1598 0.909 0.016 0.96 0.022 1.055
KIAA1600 0.918 0.021 1.023 0.029 1.114
KIAA1602 0.961 0.055 1.022 0.009 1.064
KIAA1604 0.892 0.009 1.035 0.007 1.16
GBA2 0.922 0.04 0.992 0.015 1.075
KIAA1613 0.945 0.033 1.068 0.004 1.13
KIAA1614 1.046 0.032 1.092 0.009 1.043
ZNF529 0.892 0.022 1.007 0.001 1.128
SFMBT2 0.944 0.006 1.034 0.004 1.095
KIAA1618 0.977 0.009 1.076 0.01 1.101
SEMA4G 0.808 0.041 0.884 6.096 1.094
PCDHB16 0.96 0.025 0.92 0.01 0.958
KIAA1623 0.735 0.038 0.832 0.006 1.131
KIAA1627 0.817 0.006 0.973 0.007 1.191
NOPE 0.803 0.031 0.924 0.004 1.15
KIAA1632 0.812 0.01 0.97 0.019 1.193
PWDMP 0.897 0.043 1.044 0.005 1.163
KIAA1641 0.898 0.014 0.995 0.011 1.108
SPTBN4 0.957 0.045 0.997 0.002 1.041
ZFYVE28 0.844 0.008 0.895 0.003 1.06
GBA3 0.955 0.045 0.952 0.004 0.996
ANKRA2 0.919 0.022 0.976 0.004 1.061
SF4 0.905 0.051 1.011 0.021 1.117
KIAA1747 0.863 0.004 0.953 0.002 1.104
ODAG 0.8 0.023 0.926 0.002 1.156
POLD4 0.769 0.047 0.906 0 1.178
DBC-1 0.751 0.04 0.914 0.018 1.216
LSM2 0.917 0.016 1.067 0.001 1.163
CCNB1IP1 1.021 0.01 1.064 0 1.042
LOC57821 0.977 0.03 1.003 0.018 1.026
SOM 0.831 0.043 0.866 0.021 1.042
SLAMF7 0.893 0.042 0.981 0.003 1.098
HB-1 0.904 0.013 0.972 0.004 1.074
RAP2C 0.898 0.003 1.088 0.002 1.211
C6ORF47 0.924 0.002 1.047 0.008 1.132



C19ORF15 0.8 0.002 0.916 0.004 1.144
ZP4 0.896 0.029 1.013 0.007 1.13
UHSKERB 0.845 0.055 0.934 0.03 1.105
CYP4F11 0.956 0.011 1.047 0.031 1.094
SLC4A5 0.79 0.016 0.944 0.001 1.194
ZNF410 0.854 0.044 0.983 0.007 1.151
IGSF4B 0.971 0.003 1.066 0.003 1.097
TSCOT 0.768 0.028 0.896 0.008 1.167
MUC3B 1.023 0.014 1.185 0.013 1.157
PTBP2 0.845 0.006 1.03 0.001 1.218
NGB 0.923 0.01 1.093 0.001 1.183
NEUROD4 0.953 0.023 1.063 0.008 1.114
CXCL16 0.904 0.005 1.021 0.023 1.13
SQRDL 1.08 0.011 1.144 0.006 1.059
PLEKHB1 0.946 0.028 0.986 0.019 1.042
TP53INP2 0.937 0.014 1.003 0.002 1.07
SRPRB 0.855 0.02 0.993 0.012 1.162
C9ORF27 0.734 0.041 0.865 0.001 1.177
TRAPPC1 0.849 0.023 0.985 0.002 1.16
LOC58486 0.888 0.007 0.996 0.009 1.121
PCTP 0.969 0.048 1.11 0.007 1.145
LOC58489 0.969 0.011 1.086 0.024 1.121
C20ORF77 0.933 0.045 1.018 0.009 1.09
ZNF71 0.85 0.02 0.874 0.022 1.027
ZNF77 0.981 0.022 1.036 0.008 1.055
KIAA1295 0.933 0.019 1.017 0.01 1.089
KIAA1608 0.827 0.007 0.929 0.018 1.123
KIAA1161 0.769 0.001 0.846 0.014 1.099
C9ORF80 1.022 0.022 1.09 0.013 1.066
JAM2 0.948 0.008 1.004 0.002 1.059
ZNF339 0.929 0.016 1.002 0.002 1.079
LY6G5B 0.835 0.005 0.924 0.007 1.106
HTCD37 1.03 0.008 1.06 0.019 1.029
ZNF462 0.794 0.008 0.887 0.018 1.116
ZNF647 0.688 0.027 0.818 0.003 1.187
PROL1 0.906 0.003 1.034 0.007 1.141
ARHGAP22 0.871 0.017 0.989 0.003 1.136
DC2 0.948 0.003 1.032 0.01 1.088
SR-A1 0.957 0.01 1.039 0.004 1.085
C19ORF29 1.004 0.007 1.083 0.013 1.078
DLAD 0.967 0.005 1.063 0.007 1.098
DLGAP3 0.928 0.006 0.993 0.011 1.069
SELK 0.873 0.002 0.977 0.015 1.119
C12ORF14 0.871 0.01 0.969 0 1.113
RBM25 0.923 0.013 1.026 0.008 1.111
WIZ 0.987 0.012 1.013 0.012 1.026
MIG12 0.798 0.018 0.861 0.014 1.078
C6ORF115 0.8 0.011 0.854 0.006 1.067
MYOZ1 0.805 0.001 0.958 0.001 1.19
LY6G6D 0.81 0.004 0.929 0.025 1.147
PRM3 0.777 0.027 0.918 0.003 1.18



SNX6 0.779 0.008 0.876 0.018 1.124
MPP4 0.828 0 0.939 0.006 1.132
TMEM8 0.839 0.012 0.92 0.001 1.096
IL21 0.899 0.006 1.022 0.003 1.137
ICEBERG 0.933 0.004 1.004 0.003 1.075
C21ORF63 0.994 0.009 1.117 0.017 1.123
CACNG8 0.846 0.002 0.948 0.01 1.12
CACNG7 0.803 0.023 0.949 0.012 1.181
CACNG6 0.812 0.017 0.919 0.001 1.131
SIGIRR 0.903 0.02 1.021 0.006 1.13
SCPEP1 0.847 0.002 0.955 0.015 1.126
SENP2 0.86 0.043 0.948 0.008 1.101
ZNF350 1.058 0.003 1.137 0.013 1.075
KLHL12 0.891 0.037 0.996 0.019 1.117
PBOV1 0.79 0.004 0.911 0.007 1.153
FLJ14084 0.825 0.028 0.948 0.01 1.15
SP192 0.59 0.019 0.718 0.006 1.216
C12ORF10 0.906 0 1.064 0.003 1.174
FAM3A 0.886 0.001 1.004 0 1.132
AVPI1 0.884 0.019 0.981 0.005 1.109
SEC8L1 0.818 0.034 0.943 0.002 1.152
CDH26 0.874 0.02 0.949 0.012 1.086
BPESC1 1.008 0.007 1.041 0.001 1.033
ELOVL5 0.86 0.009 0.916 8.389 1.064
SLC5A7 0.885 0.023 0.955 0.012 1.078
HAPLN2 0.894 0.023 0.96 0.008 1.073
SAV1 0.931 0.016 0.985 0.005 1.058
C6ORF75 0.9 0.04 0.999 0.013 1.109
MRPS35 0.79 0.009 0.924 0.004 1.169
MDS018 0.887 0.024 1.01 0.008 1.138
NIF3L1 0.901 0.015 1.033 0.009 1.147
MDS025 0.96 0.001 0.976 0.101 1.016
FLJ13149 1.006 0.02 1.157 0.038 1.149
FLJ23514 0.976 0.015 1.09 0.026 1.117
HPSE2 0.871 0.008 0.999 0.001 1.147
FLJ21839 0.909 0.025 1.022 0.016 1.123
FLJ21820 0.921 0 1.041 0.007 1.129
FLJ13220 0.889 0.015 1.048 0.002 1.178
FLJ22649 0.919 0.004 1.055 0.009 1.148
MAK10 0.909 0.007 1.061 0.004 1.167
RINT-1 0.827 0.005 0.978 0.017 1.182
SCOC 0.979 0.007 1.063 0.021 1.085
KCNK15 1.028 0.015 1.093 0.016 1.063
DHX35 0.907 0.002 1.063 0.01 1.171
RIC-8 1.027 0.023 1.136 0.009 1.105
FLJ12438 1.079 0.014 1.18 0 1.093
FLJ11773 0.926 0.027 1.021 0.006 1.102
PROK2 0.958 0.022 1.073 0.011 1.119
PLAC3 1.147 0.018 1.186 0.028 1.033
BRUNOL6 1.014 0.027 1.09 0.023 1.074
SELB 0.949 0.005 1.016 0.019 1.071



BRUNOL5 0.74 0.004 0.831 0.007 1.123
FKBP10 0.862 0.002 1.001 0.031 1.16
SMAP1 0.917 0.004 0.995 0.026 1.085
FLJ12716 0.978 0.001 1.121 0.021 1.146
TEX27 0.904 0.006 1.009 0.043 1.115
C14ORF93 0.972 0.025 1.042 0.008 1.072
C6ORF85 0.941 0.01 1.025 0.002 1.089
FLJ11362 0.842 0.023 0.948 0.005 1.126
ELA2A 1.037 0.004 1.021 0.017 0.984
SRR 0.967 0.012 1.031 0.003 1.066
BCAN 0.905 0.005 0.976 0.021 1.077
MRPL17 0.88 0.008 0.97 0.004 1.102
C10ORF84 0.862 0.001 0.95 0.011 1.101
RNF123 0.887 0.008 0.96 0.009 1.081
THADA 0.899 0.042 0.949 0.01 1.055
C14ORF133 0.88 0.008 0.976 0.016 1.109
FAM38B 0.896 0.011 0.973 0.003 1.085
SH2D4A 0.823 0.005 0.982 0 1.192
FLJ22609 1.033 0.013 1.143 0.002 1.106
FLJ22794 0.819 0.02 0.981 0.022 1.197
MANBAL 0.933 0.005 1.045 0.01 1.119
FLJ12455 0.943 0.007 1.047 0.018 1.109
C20ORF59 0.772 0.006 0.897 0.006 1.162
MUTED 0.9 0.002 0.995 0.003 1.105
ELMO2 0.816 0.025 0.956 0.004 1.172
GALNT11 0.821 0.002 0.934 0.022 1.137
LOC63920 0.84 0.011 1.015 0.008 1.207
DJ467N11.1 0.765 0.006 0.938 0.016 1.225
CHTF18 0.845 0.004 1.01 0.024 1.195
TNN 0.845 0.011 1 0.008 1.183
CIDE-3 0.998 0.004 1.084 0.001 1.085
ZNF335 0.867 0.03 0.931 0.017 1.074
LOC63928 0.965 0.014 1.051 0.001 1.088
C20ORF51 0.82 0.018 0.945 0.018 1.152
MRPS14 0.895 0.018 0.991 0.001 1.107
FLJ22965 0.784 0.009 0.94 0.005 1.199
C6ORF79 0.863 0.012 0.994 0.026 1.151
FLJ14011 0.765 0.025 0.931 0.023 1.216
C20ORF67 0.809 0.009 0.994 0.027 1.228
C20ORF177 0.887 0.021 0.981 0.018 1.106
GPSM3 0.971 0.005 1.073 0.015 1.105
APBA2BP 0.885 0.012 0.99 0.002 1.118
DMRTC2 0.928 0.003 1.033 0.004 1.113
DMRTC1 0.839 0.015 0.957 0.015 1.14
DMRTB1 0.884 0.018 0.959 0.022 1.085
DMRTA2 0.826 5.353 0.913 0.007 1.106
DMRTA1 0.702 0.038 0.875 0.005 1.246
NEUROG2 1.008 0.009 1.128 0.02 1.119
NEUROD6 0.871 0.008 1.007 0 1.156
PRDM15 0.92 0 1.005 0.008 1.091
FIGNL1 0.868 0.009 0.964 0.012 1.11



TMEM16C 0.959 0.012 1.049 0.009 1.094
MYO1G 0.988 0.036 0.968 0.016 0.98
SE20-4 0.932 0.014 1.017 0.009 1.091
C13ORF10 0.774 0.003 0.873 0.001 1.127
PRSS22 0.738 0.01 0.852 0.004 1.153
OXCT2 0.744 0.009 0.864 0.025 1.16
NPAS3 0.877 0.013 1.038 0.013 1.183
C19ORF33 0.814 0.03 0.954 0.005 1.171
SLC28A3 0.912 0.003 1.015 0.013 1.113
MAWBP 1.055 0.018 1.14 0.009 1.08
GOLPH3 0.594 0.011 0.794 0.004 1.336
SNX16 0.97 0.015 1.074 0.018 1.107
GAL3ST2 0.947 0.019 1.078 0.008 1.138
POPDC2 0.955 0.026 1.057 0.007 1.107
SMOC1 0.918 0.007 1.019 0.009 1.109
SMOC2 0.798 0.013 0.936 0.017 1.172
EPB41L4A 0.982 0.005 1.057 0.004 1.076
PARVG 0.995 0.01 1.113 0.01 1.118
ELSPBP1 0.935 0.037 1.059 0.022 1.132
LRRC4 0.953 0.012 1.056 0.004 1.108
TNMD 0.898 0.003 0.985 0.025 1.097
FKSG14 0.993 0.022 1.076 0.03 1.083
MAGEF1 0.876 0.003 1.033 0 1.178
MOAP1 0.987 0.021 1.114 0.008 1.128
PP1201 0.804 0.01 0.943 0.001 1.172
SLC39A8 0.932 0.002 1.003 0.009 1.076
PP3111 0.9 0.012 0.998 0.008 1.109
RRAGC 0.946 0.006 1.077 0.011 1.138
LIN7B 0.994 0.019 1.167 0.015 1.174
XYLT1 0.995 0.024 1.1 0.002 1.105
XYLT2 0.947 0.018 1.027 0.007 1.084
MDA5 0.833 0.008 0.968 0.014 1.161
ZFYVE20 0.895 0.008 1.032 0.017 1.153
PDF 0.778 0.003 0.917 0.003 1.179
HCAP-G 0.946 0 1.038 0.01 1.096
IFRG15 0.852 0.034 0.925 0.022 1.085
LRAP 0.956 0.019 1.013 0.004 1.06
EFCBP1 1.02 0.028 1.075 0.014 1.053
CARD9 0.895 0 1.001 0.014 1.118
OSGEPL1 1.02 0.031 1.121 0.011 1.098
SPATA1 0.838 0.012 1.001 0.024 1.193
LEPRE1 1.004 0.018 1.104 0.015 1.099
FAM12B 0.956 0.024 1.066 0.009 1.115
C14ORF4 0.974 0.034 1.143 0.025 1.174
POPDC3 0.779 0.026 0.973 0.013 1.248
MMS19L 0.94 0.026 0.983 0.008 1.046
DNAJC1 0.899 0.038 0.851 0.015 0.946
SEMA4A 0.954 0.017 0.919 0.016 0.963
PJA1 0.884 0.013 0.9 0.008 1.017
FLJ12541 0.897 0.016 0.947 0.007 1.054
ROBO3 0.853 0.015 0.889 0.002 1.042



TOR3A 0.84 0.019 0.867 0.001 1.032
GBL 0.808 0.005 0.848 0.016 1.049
FLJ22313 0.781 0.02 0.81 0.009 1.037
ARL6IP2 0.862 0.008 0.899 0.023 1.043
MS4A5 0.913 0.019 0.973 0.011 1.066
PDLIM2 1.004 0.001 0.981 0.019 0.977
RHBDF1 0.975 0.037 0.977 0.004 1.002
ZNF323 1.034 0.018 1.038 0.037 1.003
C10ORF117 0.977 0.011 1.02 0.003 1.043
FBS1 0.884 0.014 0.984 0.02 1.113
RNF25 0.983 0.042 0.995 0.036 1.011
SOX17 1.058 0.001 1.078 0.011 1.018
COP1 0.745 0.01 0.83 0.011 1.115
XPO4 0.871 0.011 0.948 0.005 1.088
MAIL 0.96 0.008 1.012 0.009 1.054
ARHGAP9 0.869 0.011 0.944 0.02 1.087
FLJ14249 0.979 0.024 1.059 0.005 1.081
AZ2 0.882 0.002 0.999 0.054 1.132
NXN 0.958 0.021 1.033 0.003 1.078
SIL1 1.04 0.003 1.082 0.038 1.041
ZNFN1A4 0.835 0.031 0.976 0.014 1.168
ZNFN1A5 0.847 0.006 1.002 0.012 1.183
CHST8 0.902 0.018 0.996 0.017 1.104
FLJ21195 0.931 0.025 1.03 0.005 1.106
GCL 0.829 0.01 0.952 0 1.147
GMCL1L 0.961 0.009 0.996 0.028 1.036
ZFP106 1.109 0.046 1.077 0.001 0.971
MPP5 0.939 0.005 0.991 0.038 1.055
HHIP 0.958 0.023 0.986 0.016 1.029
CDH24 0.759 0.012 0.891 0.044 1.174
CDH22 0.924 0.005 1.001 0.01 1.082
RGS18 1.033 0.002 1.106 0.019 1.07
WBSCR17 0.98 0.032 1.036 0.023 1.057
FLJ12587 0.918 0.004 1.02 0.001 1.11
ARAP3 0.938 0.055 1.004 0.013 1.07
ZNF336 0.978 0.01 1.051 0.025 1.074
FLJ21657 0.941 0.023 1.019 0.003 1.082
FLJ13576 0.906 0.001 0.99 0.039 1.092
FLJ22405 0.924 0.032 1.017 0.001 1.1
SUSD1 0.958 0.002 1.004 0.023 1.048
APG3 0.859 0.046 0.962 0.017 1.119
FLJ22056 0.982 0.004 1.019 0.017 1.038
PAF53 0.969 0.022 1.031 0 1.064
SDS3 0.969 0.006 1.012 0.009 1.044
FLJ12788 0.839 0.005 0.995 0.025 1.186
NARFL 0.934 0.003 1.013 0.015 1.083
ZDHHC6 0.943 0.027 1.066 0.004 1.13
C14ORF135 1.043 0.034 1.062 0.022 1.018
MRPS25 1.06 0 1.09 0.017 1.028
C7ORF3 1.051 0.024 1.095 0.001 1.041
DNAI2 0.946 0.014 1.001 0.002 1.057



CSMD1 0.929 0.009 0.991 0.021 1.066
TPSB2 0.927 0.026 0.988 0.017 1.065
CPEB1 0.785 0.006 0.945 0 1.202
TEKT3 0.898 0.031 1.033 0.032 1.15
CLECSF12 0.791 0.026 0.961 0.011 1.213
TSPY2 0.879 0.002 0.993 0.002 1.129
MOSPD3 0.961 0.056 1.079 0.002 1.122
PERQ1 0.861 0.011 0.996 0.008 1.156
PLA2G2F 0.835 0.008 0.934 0 1.118
C21ORF97 1.044 0.018 1.097 0.031 1.049
MGC11271 0.964 0.007 1.096 0.033 1.136
MGC11256 0.913 0.014 1.025 0.014 1.121
MGC10715 0.965 0.009 1.044 0.006 1.082
VPS16 0.969 0.058 1.013 0.008 1.045
EBF2 0.879 0.035 0.949 0.047 1.078
HIAT1 0.945 0.055 1.026 0.008 1.085
SPANXB1 0.861 0.014 1.008 0.024 1.171
SPANXA2 0.801 0.036 0.917 0.001 1.143
SPANXC 0.868 0.007 0.996 0.05 1.146
GORASP1 0.919 0.027 1.02 0.018 1.11
CTAGE1 0.975 0.024 1.064 0.037 1.091
SPANXB2 0.95 0.06 1.077 0.019 1.132
COPS7B 0.911 0.028 1.09 0.045 1.196
UNKL 0.825 0.061 0.898 0.016 1.088
LOC64744 0.836 0.071 0.921 0.002 1.101
FLJ20859 1.003 0.082 0.988 0.004 0.985
FLJ14153 0.988 0.06 0.97 0.001 0.981
DKFZP434G15 1.075 0.061 0.977 0.002 0.909
FLJ13868 0.975 0.059 0.931 0.003 0.955
ATPAF1 0.915 0.054 0.886 0.028 0.967
FLJ22390 0.838 0.044 0.851 0.008 1.014
TENS1 0.853 0.075 0.864 0.01 1.012
RAI16 0.7 0.059 0.786 0.009 1.121
ZC3HDC1 0.77 0.017 0.93 0.02 1.208
C18ORF11 0.908 0.037 0.989 0.005 1.088
ZNF574 0.828 0.05 0.958 0.041 1.157
CREB3L2 0.92 0.075 0.958 0.014 1.041
FLJ12903 1.014 0.087 1.032 0.022 1.017
FLJ11730 0.853 0.046 0.957 0.02 1.121
FLJ12892 1.075 0.044 1.068 0.031 0.994
C6ORF106 0.951 0.053 1.01 0.024 1.062
C20ORF81 0.869 0.033 1.028 0.01 1.182
C11ORF1 0.912 0.021 1.011 0.036 1.107
FLJ22318 0.842 0.002 1.003 0.026 1.19
FAD104 0.835 0.063 0.934 0.005 1.118
FLJ12998 0.818 0.048 0.973 0.031 1.189
NICAL 1.002 0.029 1.038 0.013 1.035
FLJ12484 0.943 0.078 1.028 0.031 1.089
TORC3 0.783 0.063 0.932 0.025 1.19
FLJ13912 0.864 0.072 0.949 0.019 1.098
TBC1D15 0.956 0.03 1.077 0.013 1.126



EPS8L2 0.85 0 1.01 0.022 1.187
FLJ12681 0.8 0.013 0.977 0.033 1.22
FLJ21144 0.83 0.028 1.022 0.006 1.232
RABL5 0.876 0.019 1.001 0.015 1.142
DKFZP434L01 0.981 0.058 1.011 0.023 1.03
DDX31 0.93 0.046 0.997 0.006 1.072
FLJ13910 0.954 0.06 0.995 0.035 1.042
DEPDC6 0.959 0.058 1.011 0.021 1.054
FLJ23588 1.146 0.069 1.129 0.046 0.985
ARV1 1.072 0.032 1.123 0.017 1.047
NMNAT1 0.788 0.063 0.988 0.028 1.252
IL17E 0.944 0.002 1.044 0.019 1.106
CYP3A43 0.904 0.032 1.034 0.035 1.143
ELOVL1 0.966 0.05 1.008 0.003 1.043
FNDC4 0.986 0.093 1.026 0.033 1.04
FBXL17 1.033 0.081 1.079 0.011 1.044
GNPNAT1 1.121 0.069 1.119 0.018 0.997
AXOT 0.971 0.063 1.039 0.016 1.069
FLJ21347 0.947 0.062 0.991 0.022 1.046
YTHDC2 0.902 0.045 0.969 0.023 1.074
SLC13A3 0.877 0.053 1.025 0.018 1.168
RBM21 0.743 0.022 0.977 0.009 1.314
FLJ12806 1 0.073 1.037 0.011 1.036
WARP 1.008 0.091 1.006 0.012 0.998
FLJ22833 0.967 0.065 1.012 0.025 1.046
FLJ12969 0.857 0.055 0.979 0.008 1.142
METTL4 0.951 0.047 1.025 0.032 1.077
FLJ12994 0.95 0.025 1.039 0.014 1.094
CDCP1 0.909 0.041 0.988 0.009 1.087
PCDH20 1.008 0.065 1.022 0.003 1.013
PAPOLG 0.887 5.845 1.001 0.001 1.128
FLJ12448 0.887 0.009 0.99 0.024 1.115
RANBP17 0.851 0.045 0.98 0.005 1.152
BCL11B 0.92 0.025 1.001 0.046 1.086
CAS1 1.02 0.086 1.079 0.025 1.058
LRRC19 1.001 0.056 1.037 0.028 1.035
SLC30A5 0.912 0.073 0.996 0 1.091
FLJ12800 0.992 0.035 1.057 0.008 1.065
FLJ21438 0.917 0.073 1.041 0.024 1.135
FLJ12572 0.892 0.026 0.994 0.002 1.114
MRPL14 0.765 0.016 0.952 0.004 1.244
FLJ13195 0.887 0.023 1.045 0.006 1.177
FLJ12442 0.857 0.027 0.938 0.017 1.095
MRPS26 0.979 0.006 1.056 0.019 1.078
MRPS24 0.915 0.019 1.037 0.008 1.133
MRPS15 1.028 0.008 1.095 0.008 1.065
MRPS9 0.983 0.043 1.077 0.022 1.095
MRPS6 1.009 0 1.111 0.028 1.101
MRPS5 1.017 0.035 1.106 0.022 1.087
MRPL41 0.976 0.013 1.062 0.019 1.088
MRPL40 1.043 0.033 1.098 0.014 1.052



MRPL38 0.943 0.023 1.059 0.019 1.122
MRPL36 0.741 0.004 0.851 0.01 1.147
MRPL34 0.828 0.001 0.901 0.002 1.087
MRPL11 0.827 0.008 0.872 0.021 1.054
MRPL9 0.815 0.006 0.828 0.012 1.016
SLC26A6 0.852 0.031 0.854 0.011 1.001
SLC26A10 0.863 0.009 0.874 0 1.012
C2ORF23 0.785 0.003 0.827 0.015 1.052
DKFZP761C16 0.826 0.01 0.84 0.012 1.016
ALS2CR17 0.769 0.025 0.798 0.01 1.037
MRPL44 0.877 0.006 0.879 0.006 1.003
VPS33A 0.807 0.032 0.9 0.008 1.114
NOL6 0.86 0 0.908 0.011 1.056
FLJ22104 0.896 0.027 0.95 0.02 1.06
FLJ12517 0.905 0.013 0.945 0.004 1.044
FLJ12949 1.027 0.042 1.03 0.011 1.003
UPF3B 0.92 0.009 0.943 0.011 1.025
UPF3A 0.934 0.038 0.959 0.004 1.026
FLJ11021 1.012 0.01 1.025 0.024 1.013
LOC65121 0.887 0.034 0.95 0.014 1.07
LOC65122 0.926 0.009 0.996 0.037 1.076
FLJ21919 0.883 0.052 1.026 0.017 1.161
C2ORF26 0.954 0.014 1.013 0.024 1.061
LOC65243 0.9 0.042 0.942 0.026 1.047
SPATS2 0.845 0.003 0.919 0.007 1.087
ZSWIM4 1.006 0.049 1.055 0.02 1.049
FLJ13231 1.008 0.017 1.066 0.033 1.057
FLJ12644 0.909 0.045 0.928 0.032 1.02
MPPE1 0.952 0.002 0.985 0.027 1.034
FLJ12439 1.028 0.052 1.068 0.017 1.038
FLJ20989 0.767 0.01 0.908 0.021 1.183
PLEKHA3 0.919 0.034 1.019 0.023 1.109
PHACTR4 0.917 0.025 0.971 0.002 1.058
BRD9 0.997 0.049 1.018 0.014 1.021
C1QDC1 0.804 0.015 0.906 0.012 1.126
FLJ12895 0.905 0.032 1.008 0.024 1.114
NS3TP2 0.944 0.012 1.007 0.024 1.066
KCTD14 1.034 0.05 1.054 0.009 1.018
MGC2474 0.917 0.002 0.966 0.02 1.053
EGFL9 0.939 0.05 1.017 0.015 1.082
MGC2494 0.911 0 1.003 0.031 1.1
C20ORF116 0.941 0.034 1.039 0.015 1.103
MRPS34 0.986 0.021 1.07 0.032 1.084
MGC2752 0.862 0.059 0.998 0.031 1.158
MGC3036 0.905 0.008 0.966 0.016 1.067
MGC3040 0.986 0.054 1.047 0.034 1.061
CYP4F12 0.925 0.005 1.013 0.02 1.094
SLC2A11 0.938 0.047 0.976 0.004 1.04
BOLL 0.963 0.001 1.024 0.024 1.062
CRELD1 0.992 0.042 1.03 0.01 1.037
MRP63 0.852 0.008 0.967 0.018 1.134



COLEC11 0.966 0.021 1.058 0.02 1.095
OTUB2 0.803 0.01 0.944 0.009 1.174
MGC3265 0.955 0.026 1.065 0.025 1.114
MGC3262 0.853 0.004 1.008 0.002 1.182
MGC3121 1.056 0.026 1.128 0.012 1.068
MGC3130 0.96 0.001 1.057 0.003 1.1
MGC5242 0.997 0.034 1.108 0.024 1.112
GDAP1L1 0.824 0.02 0.995 0.004 1.207
LRFN4 0.912 0.029 1.012 0.014 1.109
MGC2603 0.884 0.022 1.004 0.01 1.135
VKORC1 0.982 0.002 1.137 0.012 1.156
MGC2803 0.891 0.014 1.071 0.017 1.202
MIS12 0.945 0.009 1.083 0.026 1.145
CUEDC2 0.874 0.009 1.059 0.004 1.211
SCNM1 0.909 0.004 1.048 0.019 1.152
C16ORF23 0.893 0.026 1.035 0.022 1.159
MGC3101 1.007 0.019 1.111 0.006 1.103
MGC5178 0.937 0.008 1.025 0.01 1.093
DDX50 1.009 0.008 1.132 0.015 1.122
MGC3020 0.937 0.028 1.1 0.014 1.173
ZNF576 0.846 0.014 0.867 0.017 1.024
THTPA 0.951 0.001 0.961 0.026 1.01
EFHD2 1.022 0.014 1.044 0.004 1.021
C20ORF121 0.962 0.006 1.044 0.004 1.085
C6.1A 0.964 0.013 0.981 0.008 1.017
FSD1 1.07 0.01 1.055 0.012 0.986
MGC3222 1.12 0.026 1.123 0.006 1.002
IRX6 0.926 0.009 0.971 0.023 1.048
IRX3 1.084 0.022 1.092 0.006 1.007
IRX1 1.065 0.03 1.047 0.011 0.983
MGC2655 0.918 0.007 0.849 0.014 0.924
ZNF557 0.968 0.038 0.909 0.001 0.939
MMEL2 0.852 0.003 0.819 0.006 0.96
MGC10765 0.977 0.057 0.928 0.013 0.95
OR13A1 0.927 0.005 0.884 0.005 0.954
MGC10731 0.92 0.032 0.866 0.008 0.941
MGC11349 0.87 0.011 0.819 0.011 0.941
BHLHB3 0.916 0.033 0.849 0.013 0.926
NSBP1 0.847 0.001 0.77 0.001 0.908
B3GNT4 0.762 0.008 0.731 0.001 0.959
GLB1L 0.887 0.036 0.884 0.021 0.995
ZBED2 0.895 0.023 0.88 0.02 0.983
LRFN3 0.81 0.018 0.885 0.021 1.092
MGC4368 0.943 0.051 0.97 0.013 1.028
C4ORF15 1.06 0.012 1.04 0.03 0.98
LRRC2 1.038 0.021 1.011 0.021 0.974
FYCO1 1.016 0.003 1.017 0.028 1
MGC4645 0.991 0.014 0.956 0.014 0.964
MGC4606 1.017 0.015 0.964 0.047 0.947
ULBP3 0.96 0.008 0.923 0.02 0.961
FLJ13725 0.97 0.028 0.972 0.019 1.001



FLJ22555 1.097 0.024 1.094 0.039 0.997
FLJ12650 1.138 0.02 1.1 0.021 0.967
GCC1 1.176 0.033 1.113 0.057 0.946
TTC13 1.135 0.058 1.13 0.038 0.995
EPS8L3 1.044 0.032 1.037 0.03 0.993
NKAP 1.079 0.035 1.102 0.042 1.021
PF20 1.073 0.032 1.048 0.035 0.977
FLJ12684 1.043 0.034 1.009 0.036 0.967
CORO7 0.959 0.036 0.937 0.017 0.977
CHPF 1.035 0.024 1.012 0.013 0.977
FLJ12118 1.047 0.014 1.069 0.037 1.02
RNF128 1.063 0.026 1.062 0.011 0.999
MRPL24 1.127 0.019 1.082 0.019 0.959
C10ORF76 1.074 0.008 1.044 0.022 0.971
FLJ12875 0.979 0.034 1.026 0.025 1.047
SAP130 1.147 0.031 1.11 0.027 0.967
C13ORF7 1.021 0.006 0.988 0.012 0.967
FLJ23047 1.052 0.018 0.984 0.03 0.935
FLJ21127 1.042 0.015 0.994 0.011 0.953
LASS4 0.986 0.051 0.973 0.035 0.986
PGBD5 1.154 0.033 1.04 0.045 0.9
FLJ21103 1.02 0.001 1.02 0.039 1
RIC3 1.154 0.014 1.111 0.043 0.962
C14ORF138 1.146 0.025 1.084 0.04 0.946
FLJ21963 1.109 0.039 1.081 0.014 0.974
FLJ22054 1.082 0.052 1.056 0.05 0.975
FLJ14054 1.068 0.018 1.002 0.065 0.938
FLJ14166 1.068 0.02 0.971 0.028 0.908
FLJ21616 0.98 0.01 0.954 0.018 0.973
FLJ11712 1.008 0.011 0.964 0.016 0.955
C16ORF33 1.057 0.009 1.048 0.01 0.991
GALNT14 1.201 0.037 1.138 0.012 0.947
C6ORF211 0.948 0.034 1.009 0.005 1.063
FLJ23191 1.152 0.005 1.122 0.014 0.973
FLJ23467 1.098 0.07 1.055 0.038 0.96
OGFRL1 1.081 0.028 1.039 0.002 0.96
KIAA1985 1.015 0.044 1.009 0.007 0.994
FLJ22709 1.031 0 0.991 0.002 0.96
FLJ23221 0.964 0.007 0.884 0.006 0.917
FLJ13119 1.041 0.053 1.068 0.023 1.025
C6ORF60 1.059 0.006 1.054 0.003 0.995
FATJ 1.128 0.018 1.093 0.025 0.969
SCRN3 1.079 0.015 1.07 0.01 0.991
FLJ13646 1.112 0.036 1.114 0.01 1.001
FLJ22353 1.066 0.059 1.024 0.037 0.96
FLJ23584 1.105 0.054 1.048 0.015 0.948
FLJ22386 1.029 0.027 1.012 0.006 0.983
FLJ23548 0.975 0.052 0.979 0.024 1.004
FLJ11749 0.925 0.008 0.896 0.002 0.968
FLJ13352 0.898 0.014 0.916 0.003 1.02
FLJ11767 0.968 0.024 0.999 0.011 1.032



FLJ12666 1.006 0 0.995 0.019 0.988
FLJ12649 0.948 0.009 1.026 0.026 1.082
FLJ13154 1.092 0.005 1.113 0.013 1.019
FLJ20898 0.929 0.001 1.014 0.002 1.091
FLJ21156 0.983 0.001 0.993 0.014 1.009
FLJ11588 0.991 0 1.038 0.024 1.047
FLJ21908 0.919 0.011 0.971 0.002 1.057
DNCH2 1.013 0.015 1.046 0.003 1.032
HSPBAP1 0.908 0.003 0.852 0.016 0.938
DHX40 0.948 0.022 0.926 0.039 0.976
PLEKHF2 1.035 0.022 0.922 0.032 0.89
FLJ13197 1.037 0.013 0.959 0.025 0.924
FLJ21308 1.099 0.032 0.967 0.02 0.879
FLJ23186 0.979 0.002 0.898 0.026 0.917
ZCCHC6 0.858 0.011 0.824 0.025 0.96
NOD9 0.772 0.023 0.781 0.015 1.012
FLJ12586 0.818 0.007 0.751 0.023 0.918
FLJ12604 0.853 0.001 0.762 0.007 0.893
FLJ21901 0.842 0.033 0.842 0.007 0.999
FLJ13491 1.024 0.008 1.014 0.013 0.989
SMC6L1 1.089 0.022 1.061 0.004 0.974
B7-H4 1.077 0.027 1.048 0.01 0.973
FLJ21125 1.058 0.018 1.018 0.008 0.962
ZDHHC14 1.101 0.017 1.09 0.017 0.99
FLJ23342 1.053 0.041 0.994 0.001 0.944
C14ORF139 1.097 0.012 1.049 0.001 0.956
TNFAIP9 1.058 0.01 0.984 0.003 0.93
GAL3ST4 0.903 0.002 0.88 0.02 0.974
QTRTD1 0.964 0.05 0.957 0.004 0.992
ZNF322A 0.922 0.02 1.051 0.004 1.139
FLJ23476 0.799 0.035 0.945 0.012 1.181
MANEA 1.118 0.017 1.154 0.003 1.031
GALNT12 0.981 0.025 1 0.006 1.019
C14ORF140 1.129 0.048 1.118 0.001 0.989
C14ORF169 0.986 0.049 1 0.013 1.014
FLJ13842 1.103 0.022 1.135 0.013 1.028
FLJ13456 1.055 0.015 0.962 0.012 0.912
FLJ22222 0.864 0.014 0.893 0.001 1.033
FLJ22531 1.034 0.026 0.99 0.01 0.957
PRKRIP1 0.942 0.034 1.017 0.024 1.079
FLJ23323 0.887 0.011 0.972 0.013 1.096
FLJ22329 1.223 0.002 1.187 0.032 0.971
ZCWCC2 1.143 0.037 1.111 0.019 0.971
IPO4 0.93 0.008 1.035 0.001 1.112
GTDC1 1.093 0.035 1.102 0.003 1.007
FLJ22573 0.956 0.017 1.028 0.006 1.075
FLJ12436 1.131 0.006 1.023 0.007 0.904
NPEPL1 0.962 0.007 0.99 0.001 1.028
FLJ11838 1.081 0 1.002 0.066 0.926
IRA1 1.135 0.018 1.111 0.002 0.978
FLJ11506 1.117 0.025 1.065 0.002 0.953



FLJ12750 1.19 0.003 1.178 0.019 0.99
FLJ11795 1.157 0.061 1.083 0.014 0.935
FLJ23436 1.092 0.018 1.086 0.014 0.995
THAP9 1.12 0.041 1.037 0 0.925
FLJ12270 0.947 0.028 0.972 0.015 1.025
LIN28 1.061 0.037 0.95 0.01 0.895
FLJ21816 0.889 0.018 0.912 0 1.026
FLJ22938 1.07 0.025 1.017 0.017 0.95
FLJ14001 1.008 0.045 1.022 0.002 1.013
FLJ23441 1.029 0.001 1.029 0.018 1
FLJ23311 1.072 0.002 1.031 0.009 0.961
FLJ12242 0.958 0.016 1.019 0.023 1.063
TBC1D17 1.047 0.022 1.051 0.013 1.003
FLJ22729 0.94 0.053 0.993 0.013 1.056
FLJ23560 0.947 0.002 0.968 0.003 1.021
FLJ23033 1.075 0.006 1.04 0.004 0.967
FLJ23049 0.889 0.017 0.909 0 1.022
C10ORF68 0.997 0.013 1.01 0.03 1.013
FLJ14103 0.909 0.025 1.02 0 1.121
FLJ23233 0.985 4.484 1.039 0.029 1.055
FLJ21069 0.962 0.012 0.995 0.036 1.033
ECHDC3 1.006 0.003 1.073 0.021 1.066
LMAN1L 0.966 0.009 1.025 0.028 1.061
FLJ22419 0.948 0.016 0.988 0.01 1.042
SLC25A22 0.993 0 1.036 0.029 1.043
FLJ14007 0.956 0.019 0.975 0.015 1.019
ASB13 0.907 0.009 0.917 0.003 1.011
FLJ13841 0.975 0.012 0.941 0.013 0.965
FLJ13639 0.806 0.021 0.897 0.028 1.111
FLJ13479 0.896 0.004 0.906 0.013 1.012
GEMIN7 0.881 0.006 0.964 0.038 1.094
FLJ14146 1.054 0.004 1.024 0.017 0.971
FLJ23469 0.994 0.021 1.011 0.014 1.017
HIAN2 0.989 0.004 0.995 0.019 1.006
ELMO3 0.999 0.002 1.051 0.025 1.052
FLJ22557 1.021 0.001 1.014 0.004 0.993
C5ORF14 0.939 0.011 0.975 0.016 1.038
FLJ22344 1.005 0.018 0.906 0 0.902
GRTP1 1.057 0.017 0.904 0.02 0.856
ZFH4 1.047 0.037 0.907 0.016 0.866
FLJ23471 0.994 0.044 0.899 0.03 0.905
FLJ23518 0.948 0.018 0.869 0.024 0.916
FLJ22527 0.942 0.036 0.855 0.005 0.907
FLJ23259 0.983 0.035 0.833 0.005 0.847
C7ORF10 0.88 0.01 0.779 0.004 0.884
MYH14 0.871 0.02 0.763 0.001 0.875
FLJ22655 0.866 0.011 0.785 0.005 0.907
C16ORF44 1.002 0.014 0.928 0.001 0.926
CLMN 1.141 0.019 1.043 0.033 0.913
FLJ21415 1.306 0.024 1.074 0.012 0.822
DIBD1 1.103 0.031 0.998 0.056 0.904



ZNF408 1.092 0.02 1.009 0.009 0.923
FLJ13063 1.076 0.024 1.022 0.041 0.949
FLJ21934 1.146 0.015 1.023 0.002 0.893
SHCBP1 1.099 0.007 1 0.025 0.91
FLJ13840 1.045 0.018 0.916 0.014 0.876
FLJ12505 0.843 0.009 0.832 0.019 0.986
FLJ13273 1.028 0.007 1.006 0.021 0.978
FLJ11457 0.984 0.028 1.011 0.025 1.026
PTCD2 1.14 0.069 1.103 0.022 0.968
FLJ13213 0.972 0.025 1.041 0.05 1.07
MMRN2 1.031 0.012 1.041 0.035 1.01
EHMT1 1.017 0.023 1.037 0.033 1.019
FLJ13955 1.037 0.005 1.036 0.037 0.999
FLJ14009 0.86 0.008 0.922 0.025 1.072
MOBKL2B 1.062 0.004 0.928 0.014 0.873
ZNF552 0.765 0.025 0.828 0.037 1.082
FLJ23129 0.942 0.028 0.976 0.024 1.036
C14ORF161 0.985 0.011 1.096 0.025 1.112
FLJ23451 1.05 0.022 1.024 8.383 0.974
FLJ12057 1.061 0.022 1.111 0.018 1.047
ASAM 1.249 0 1.169 0.026 0.936
FLJ13984 0.91 0.028 1.044 0.012 1.146
FLJ13848 0.9 0.041 1.019 0.008 1.132
ZMYM1 1.01 0 1.013 0.003 1.003
FLJ13798 1.034 0.003 0.965 0.02 0.932
GEMIN6 0.917 0.01 0.949 0.006 1.035
KIAA2002 0.986 0.018 0.958 0.028 0.972
RNF127 0.942 0.022 1.031 0.013 1.094
TMC5 1.162 0.046 1.124 0.034 0.967
C18ORF14 1.039 0.03 1.075 0.032 1.034
FLJ12610 1.184 0 1.158 0.055 0.978
FLJ23598 1.074 0.056 1.145 0.024 1.066
ZBTB3 1.094 0.012 1.075 0.061 0.982
FLJ22746 1.002 0.019 1.018 0.045 1.015
ZDHHC11 0.887 0.023 0.877 0.068 0.989
RNF122 0.896 0.027 0.962 0.029 1.073
FLJ21062 1.027 0.03 1.083 0.005 1.054
C10ORF77 1.055 0.016 1.075 0.007 1.019
FLJ22490 0.951 0.04 1.022 0.009 1.074
PDZK2 1.047 0.041 1.123 0.012 1.072
CT120 0.929 0.024 1.053 0.013 1.133
FLJ22800 1.006 0.048 1.07 0.025 1.064
FLJ22639 1.01 0.062 1.075 0.019 1.063
SNX22 1.004 0.031 1.009 0.009 1.005
FLJ21369 0.988 0.043 0.985 0.009 0.997
TUBAL3 0.882 0.001 0.896 0.004 1.015
FLJ12606 1.077 0.058 1.115 0.018 1.035
C18ORF22 0.939 0.037 1.064 0.008 1.132
FLJ23554 0.929 0.011 1.05 0.006 1.129
TREML2 0.991 0.059 1.108 0.025 1.118
FLJ22624 0.955 0.01 1.081 0.041 1.132



FLJ12975 1.032 0.038 1.093 0.041 1.058
FLJ23018 1.043 0.002 1.119 0.046 1.073
FLJ12529 1.054 0.032 1.107 0.009 1.05
BAALC 0.995 0.004 0.999 0.022 1.004
FLJ20896 0.88 0.011 0.961 0.007 1.091
FLJ13150 0.861 0.03 0.893 0.002 1.036
CBLL1 0.84 0.027 0.915 0.021 1.088
FLJ22494 1.012 0.053 1.056 0.006 1.043
RABEP2 1.046 0.018 1.037 0.013 0.991
UBE1DC1 1.034 0.061 1.069 0 1.034
FLJ22955 1.004 0.03 1.037 0 1.032
FLJ11806 0.92 0.064 0.985 0.013 1.069
FLJ23447 0.995 0.029 1.016 0.02 1.021
FLJ21159 1.062 0.073 1.009 0.019 0.95
C9ORF82 1.043 0.034 1.043 0.007 1
FLJ22662 1.039 0.035 0.925 0.015 0.89
RIN3 1.037 0.005 0.981 0.008 0.945
FLJ23506 1.033 0.01 0.979 0.008 0.948
C10ORF119 1.075 0.015 0.984 0 0.916
ZNF403 1.087 0.032 0.971 0.023 0.893
FLJ22301 0.801 0.032 0.869 0.012 1.085
ATP8B4 0.963 0.013 0.9 0.023 0.934
RPP21 0.785 0.032 0.807 0.006 1.028
ZNF613 0.8 0 0.798 0.007 0.997
FLJ14213 0.856 0.014 0.78 0.002 0.911
CYBRD1 0.884 0.01 0.907 0.016 1.026
PCNT1 1.061 0 1.01 0.027 0.952
FLJ14154 1.014 0.018 1.014 0.024 0.999
TMC7 1.095 0.026 1.071 0.018 0.978
FLJ13941 1.109 0.008 1.071 0.035 0.965
BTNL8 1.142 0.025 1.09 0.027 0.954
FLJ22028 1.103 0.025 1.02 0.027 0.925
FLJ12735 1.144 0.011 1.033 0.014 0.903
FLJ21687 0.867 0.001 0.917 0.031 1.057
FLJ21148 1.042 0.025 0.953 0.011 0.915
FLJ22671 0.934 0.018 0.966 0.031 1.034
FLJ21174 1.084 0.025 1.025 0.033 0.945
FLJ22578 1.047 0.036 1.038 0.033 0.99
FLJ23577 1.084 0.064 1.108 0.044 1.022
FLJ14124 1.022 0.014 1.078 0.06 1.055
FLJ14050 0.924 0.039 1.015 0.027 1.098
FLJ12748 1.094 0.021 1.095 0.04 1
FLJ22570 1.208 0.054 1.087 0.049 0.899
TNIP3 0.833 0.025 0.897 0.033 1.075
PKD1-LIKE 1.042 0.05 0.941 0.013 0.903
SYNPO2L 0.976 0.033 0.983 0.036 1.006
SLC35E1 1.118 0.019 1.089 0.006 0.974
C6ORF155 1.145 0.005 1.084 0 0.946
FLJ14129 1.015 0.035 1.071 0.014 1.055
C14ORF160 1.217 0.039 1.135 0.025 0.932
C10ORF95 1.176 0.055 1.139 0.019 0.968



DHDDS 1.132 0.005 1.073 0.007 0.947
C10ORF81 1.201 0.076 1.066 0.024 0.887
FLJ11783 1.138 0.024 1.03 0.026 0.905
C20ORF39 1.103 0.054 0.979 0.009 0.888
FLJ14075 1.048 0.001 1.007 0.024 0.96
PDZK7 0.972 0.024 0.975 0.052 1.003
KIAA1815 1.091 0.021 1.075 0.003 0.985
PAQR6 1.103 0.069 1.039 0.044 0.941
FAM31C 1.175 0.03 1.086 0.03 0.924
C18ORF9 1.175 0.117 1.025 0.103 0.872
PHF17 1.185 0.026 1.087 0.01 0.917
FLJ22457 1.121 0.104 0.977 0.064 0.871
FLJ13236 0.984 0.013 0.894 0.039 0.908
FLJ14297 1.06 0.077 0.89 0.01 0.839
FLJ23529 1.036 0.006 0.971 0.006 0.936
SCD4 1.008 0.018 0.937 0.013 0.929
C6ORF134 0.971 0.073 1.031 0.021 1.062
FLJ12700 1.111 0.045 1.071 0.003 0.963
FLJ23091 1.241 0.051 1.053 0.004 0.848
ZNF442 1.163 0.062 1.037 0.008 0.891
FLJ21986 1.204 0.094 1.054 0.042 0.875
TFCP2L3 1.014 0.05 0.935 0.013 0.922
FLJ12687 1.08 0.087 0.982 0.007 0.909
C20ORF172 1.123 0.067 0.938 0.025 0.834
FRMD1 1.054 0.034 1.014 0.056 0.962
FLJ14281 0.921 0.074 0.936 0.01 1.016
POF1B 0.987 0.031 0.978 0.025 0.99
FLJ21736 1.015 0.069 1.001 0.025 0.986
FLJ12985 1.016 0.053 0.982 0.018 0.966
FLJ12571 1.225 0.073 1.059 0.036 0.864
OBFC1 1.058 0.111 1.009 0.018 0.953
C6ORF59 1.127 0.073 1.013 0.027 0.898
ELOVL7 1.046 0.062 0.97 0.015 0.927
FLJ12056 0.945 0.076 0.894 0.008 0.945
FLJ22659 0.973 0.018 0.984 0.011 1.011
KIAA1772 0.862 0.014 0.94 0.005 1.09
FLJ11383 0.928 0.014 1.015 0.026 1.093
FLJ21918 0.982 0.004 1.016 0.001 1.034
DOCK5 0.968 0.004 1.038 0.039 1.071
FLJ13611 1.098 0.014 1.139 0.016 1.037
C10ORF88 1.144 0.008 1.098 0.01 0.959
FLJ23235 1.024 0.014 1.045 0.007 1.019
C9ORF76 1.029 0.017 1.068 0.021 1.038
NIP30 0.75 0.01 0.93 0.016 1.239
PHC3 0.831 0.016 0.887 0.006 1.067
C10ORF97 0.864 0.03 0.93 0.007 1.076
BOMB 0.914 0.033 0.978 0.018 1.07
C14ORF159 0.83 0.01 0.979 0.005 1.18
FLJ13089 0.931 0.032 0.966 0.01 1.037
UBTD1 1.005 0.012 1.004 0.008 0.999
FLJ23322 0.991 0.022 0.952 0.033 0.96



FLJ23375 0.849 0.04 0.861 0.019 1.014
C20ORF98 0.87 0.003 0.894 0.012 1.027
SLC24A6 0.804 0.002 0.841 0.019 1.046
FBXL18 0.987 0.046 0.996 0.007 1.009
SEMA6D 0.96 0.02 1.03 0.02 1.073
ZNF556 1.064 0.007 1.119 0.05 1.051
TAIP-2 0.897 0.062 1.035 0.004 1.153
FLJ11800 0.967 0.048 1.115 0.051 1.153
FLJ12331 0.85 0.027 1.027 0.006 1.208
FLJ12355 1.057 0.008 1.102 0.032 1.042
PGAP1 1.028 0.024 1.031 0.009 1.003
LRRTM4 0.983 0.036 1.046 0.018 1.064
FLJ12595 0.91 0.006 0.976 0.023 1.072
FLJ13096 0.804 0.005 0.967 0.023 1.203
FLJ13105 1.02 0.035 1.029 0.032 1.008
C6ORF208 0.961 0.002 1.084 0.036 1.127
FLJ13215 0.568 0.007 0.961 0.02 1.691
FLJ13544 0.907 0.031 1.08 0.053 1.19
TUBA4 0.955 0.006 1.044 0.04 1.092
FLJ14107 0.934 0.086 1.082 0.034 1.158
ZNF606 0.921 0.054 1.073 0.019 1.164
FLJ14346 0.964 0.037 1.039 0.029 1.076
FLJ20972 0.831 0.006 0.924 0.033 1.111
FLJ21075 1.006 0.013 1.003 0.027 0.996
FLJ21628 0.862 0.013 0.955 0.039 1.107
ZNF614 1.09 0.079 1.111 0.023 1.019
FLJ22173 0.911 0.02 1.04 0.015 1.141
WBSCR23 0.713 0.021 0.962 0.014 1.349
BICC1 1.004 0.018 1.112 0.015 1.107
FLJ22582 1.123 0.045 1.116 0.005 0.993
FLJ22595 0.724 0.035 0.923 0.017 1.274
FLJ22684 0.864 0.064 0.943 0.011 1.092
C15ORF20 0.84 0.013 0.898 0.01 1.068
VCIP135 0.962 0.014 0.979 0.01 1.017
FLJ32855 0.929 0.01 0.969 0.026 1.042
C14ORF45 1.03 0.046 1.043 0.004 1.012
TRIM46 1.04 0.008 1.15 0.034 1.105
C6ORF97 0.801 0.043 0.97 0.012 1.211
FLJ23420 1.007 0.026 1.096 0.026 1.088
FLJ23550 0.841 0.067 1.001 0.033 1.189
RPF1 0.906 0.018 0.981 0.027 1.082
FLJ14299 0.756 0.066 0.898 0.007 1.188
PTGES2 0.844 0 0.866 0.025 1.026
FLJ21168 1 0.014 1.003 0.026 1.002
FRAS1 1.197 0.054 1.095 0.023 0.915
NIF3L1BP1 0.936 0.017 0.971 0.026 1.037
UXS1 0.923 0.028 1.001 0.02 1.084
PQLC1 1.113 0.018 1.054 0.021 0.947
FLJ23231 1.033 0.078 1.002 0.03 0.969
ASRGL1 0.948 0.035 1 0.012 1.055
FLJ13111 0.993 0.017 0.987 0.017 0.994



FLJ21128 0.945 0.017 0.972 0.003 1.028
FLJ21511 0.903 0.03 0.914 0.011 1.012
CXYORF2 0.98 0.011 0.96 0.04 0.979
FLJ21106 0.908 0.042 0.999 0.013 1.1
CCDC2 0.85 0.004 0.941 0.024 1.107
SSB1 0.976 0.024 1.004 0.001 1.028
MYCT1 0.756 0.011 0.94 0 1.243
FLJ13909 0.904 0.036 0.945 0.016 1.045
MYOHD1 0.844 0.017 0.909 0.005 1.076
C13ORF18 1.069 0.02 1.044 0 0.976
FLJ13615 0.996 0.027 0.956 0.012 0.959
FLJ23263 0.892 0.027 0.924 0.002 1.035
FLJ21749 0.992 0.013 0.955 0.013 0.962
C10ORF57 0.847 0.061 0.902 0.025 1.064
RNF34 0.892 0.032 0.989 0.026 1.109
MUS81 0.955 0.094 1.063 0.033 1.113
FLJ22688 0.873 0.079 1.063 0.01 1.217
FLJ22761 0.937 0.098 1.135 0.087 1.211
FHOD3 1.106 0.051 1.269 0.042 1.147
FLJ21439 1.108 0.062 1.253 0.02 1.131
C13ORF23 0.92 0.062 1.107 0.023 1.203
FLJ12584 0.999 0.074 1.182 0.043 1.183
FLJ22471 0.909 0.014 0.814 0.017 0.895
BLP2 0.859 0.021 0.814 0.012 0.948
C21ORF96 0.912 0.026 0.921 0.029 1.009
C10ORF79 0.911 0.05 0.989 0.045 1.086
MAK3 0.866 0.009 0.953 0.017 1.1
FLJ13448 0.925 0.023 0.973 0.02 1.051
FLJ20920 0.748 0.026 0.854 0.004 1.141
FLJ12528 0.861 0.009 0.928 0.025 1.077
C14ORF127 0.798 0.017 0.847 0.06 1.06
FLJ21477 0.868 0.031 0.872 0.085 1.004
FLJ11848 0.916 0.002 0.848 0.013 0.925
C7ORF19 0.854 0.043 0.87 0.044 1.018
RUFY1 0.919 0.034 0.96 0.032 1.045
CXORF21 1.043 0.072 1.121 0.066 1.074
WDR26 0.981 0.053 1.117 0.075 1.138
FLJ22175 1.086 0.061 1.124 0.048 1.034
SMP3 0.795 0.051 0.992 0.04 1.247
ELL3 1.06 0.058 1.124 0.046 1.06
DEPDC2 1.023 0.002 1.096 0.099 1.071
FLJ13386 0.898 0.039 0.986 0.032 1.097
SLC35F5 0.937 0.025 0.961 0.024 1.025
KIAA1539 0.86 0.118 0.919 0.063 1.069
FLJ22843 1.057 0.047 1.085 0.027 1.025
LIN10 1.02 0.12 1.134 0.011 1.112
TRIM45 0.987 0.083 1.115 0.07 1.128
ZNF430 1 0.144 1.096 0.037 1.095
HSD3B7 0.928 0.078 1.106 0.076 1.191
GRPEL1 1.028 0.109 1.158 0.038 1.126
SCUBE1 0.813 0.045 0.985 0.084 1.212



PP9099 0.905 0.057 0.975 0.016 1.077
EFHD1 1.073 0.024 1.017 0.013 0.948
FLJ21945 0.889 0.09 0.908 0.023 1.022
PP2447 1.065 0.04 1.047 0.005 0.982
EG1 0.794 0.137 0.918 0.024 1.156
PP591 1.008 0.065 1.079 0.008 1.07
SKIP 0.855 0.119 0.958 0.018 1.12
PDGFD 0.947 0.065 1.079 0.042 1.14
KLHL15 0.868 0.091 1.004 0.016 1.157
CXXC6 1.032 0.016 1.009 0.025 0.976
LRRC27 0.935 0.036 0.967 0.021 1.033
CPEB4 0.863 0.049 0.953 0.011 1.104
ZNF306 1.111 0.056 1.067 0.072 0.96
CXXC4 0.921 0.071 0.993 0.024 1.077
SP6 0.957 0.102 0.974 0.05 1.017
BITE 0.96 0.039 0.995 0.013 1.037
SE57-1 1.133 0.092 1.085 0.049 0.957
PUS1 1.041 0.025 1.021 0.013 0.98
ULBP2 0.976 0.073 1.005 0.035 1.029
ULBP1 0.881 0.014 0.935 0.014 1.061
DNAJC5 0.916 0.043 0.937 0.024 1.022
KCNIP4 0.919 0.068 0.94 0.042 1.022
PRO2730 1.042 0.028 0.969 0.038 0.93
C22ORF20 0.959 0.042 1.003 0.019 1.045
BPIL1 0.939 0.03 0.944 0.02 1.004
T3JAM 0.949 0.059 0.961 0.034 1.013
C20ORF50 1.087 0.013 1.024 0.015 0.942
WDR23 1.001 0.06 1.007 0.008 1.006
ZNF435 1.021 0.032 0.996 0.03 0.974
C8ORF20 0.815 0.046 0.877 0.01 1.076
REC14 0.856 0.02 0.899 0.033 1.05
TNKS2 0.979 0.002 0.982 0.006 1.002
RNF39 0.888 0.055 0.96 0.027 1.08
PDCD1LG2 0.953 0.032 0.98 0.026 1.028
B7H3 1.046 0.021 1.06 0.021 1.013
FLJ13621 0.962 0.012 0.953 0.022 0.99
FLJ22170 1.012 0.077 1.049 0.025 1.036
FLJ22349 0.723 0.079 0.923 0.009 1.277
FLJ22795 0.843 0.055 0.918 0.029 1.088
L3MBTL2 0.897 0.015 0.957 0.001 1.066
C9ORF13 0.877 0 0.95 0.028 1.082
UBXD1 0.891 0.027 0.98 0.007 1.099
SLC19A3 0.818 0 0.941 0.017 1.15
TSGA10 0.796 0.031 0.936 0.005 1.175
ESX1L 0.898 0.022 1.023 0.029 1.138
TMEM22 0.967 0.043 1.078 0 1.114
SNIP 0.918 0.022 1.045 0.009 1.138
TTYH3 0.875 0.031 1.04 0.006 1.188
KIAA1680 1.05 0.033 1.14 0.044 1.085
C6ORF29 0.917 0.041 1.089 0.002 1.186
C6ORF27 1.005 0.005 1.102 0.033 1.095



C6ORF25 0.952 0.017 0.936 0.007 0.982
LY6G6C 0.964 0.008 0.936 0.027 0.971
LY6G5C 0.89 0.025 0.918 0.004 1.031
PRR3 0.793 0.001 0.851 0.003 1.072
THUMPD2 0.822 0 0.908 0.006 1.104
MGC2776 0.83 0.022 0.892 0.019 1.074
MGC2744 0.925 0.003 0.876 0.004 0.946
MGC4659 0.741 0.017 0.799 0.011 1.078
MGC10772 0.783 0.015 0.822 0 1.049
C6ORF148 0.781 0.016 0.808 0.02 1.034
ITIH5 0.941 0.006 0.975 0.01 1.036
UPK3B 0.916 0.036 0.951 0.025 1.037
NDFIP1 1.031 0.014 1.028 0.008 0.997
MGC10946 1.028 0.002 1.046 0.019 1.017
THAP7 0.892 0.042 1.003 0.021 1.124
STARD5 0.954 0.03 1.014 0.025 1.062
MGC10986 0.938 0.024 1.002 0.028 1.068
MGC10993 0.926 0.014 0.984 0.02 1.062
MGC4093 1.045 0.036 1.038 0.006 0.993
CYB5-M 0.908 0.04 0.97 0.027 1.068
ZNF34 0.966 0.051 1.031 0.019 1.067
KIAA1698 1.044 0.038 1.06 0.031 1.015
CMIP 0.62 0.005 0.879 0.005 1.418
KIAA1713 0.853 0.004 0.991 0.023 1.162
KIAA1712 1.022 0.042 1.056 0.036 1.033
ZNF436 1.003 0.015 1.059 0.031 1.056
KIAA1706 1.002 0.009 1.066 0.053 1.063
DDHD1 0.964 0.054 0.983 0.037 1.019
KIAA1701 0.878 0.056 0.961 0.027 1.095
ZFP91 0.981 0.026 1.027 0.031 1.047
APOL6 0.908 0.02 0.965 0.007 1.063
APOL5 0.98 0.028 1.011 0.021 1.032
KIAA1720 1.112 0.039 1.093 0.025 0.983
GRIP2 1.058 0.003 1.066 0.009 1.007
KIAA1718 1.096 0.044 1.123 0.031 1.024
KIAA1715 1.142 0.017 1.1 0.004 0.962
C6ORF12 1.027 0.05 1.025 0.018 0.998
C6ORF31 0.975 0.012 0.988 0.008 1.014
EGFL8 1.061 0.037 1.036 0.02 0.976
NPL 0.967 0.007 0.994 0.01 1.027
TMPRSS5 0.991 0.033 0.979 0.025 0.987
GJA10 0.95 0.021 0.965 0.038 1.015
ZBP1 0.905 0.003 0.973 0.02 1.075
SLC2A10 0.98 0.032 1.001 0.007 1.02
MFTC 1.138 0.032 1.093 0.03 0.96
COLEC12 1.11 0.053 1.057 0.031 0.952
CRR9 1.049 0.025 1.002 0.031 0.954
PTDSS2 1.053 0.068 1.002 0.044 0.951
RSHL1 0.983 0.054 0.988 0.027 1.005
SYNCOILIN 0.791 0.07 0.9 0.005 1.137
DCSTAMP 0.956 0.016 0.99 0.003 1.034



HM13 1.031 0.013 1.007 0.016 0.977
HCCA2 1.144 0.018 1.113 0.024 0.973
CDA08 1.198 0.025 1.083 0.021 0.904
SLC38A1 1.069 0.035 1.067 0.025 0.998
TXNDC 1.121 0.001 1.015 0.009 0.905
LRRC3 1.03 0.015 1.017 0.014 0.987
PP1665 0.973 0.011 0.946 0.005 0.972
FBXO38 0.979 0.005 0.973 0 0.994
TDRD3 0.935 0.004 1.016 0 1.087
STMN4 0.915 0.007 0.989 0.015 1.08
DKFZP564K08 0.981 0.041 1.007 0.018 1.027
DKFZP566A15 1.055 0.031 1.072 0.029 1.015
WBSCR16 1.055 0.02 1.064 0.023 1.008
SMAP-5 1.086 0.049 1.065 0.02 0.98
DKFZP564O16 1.065 0.001 1.068 0.016 1.003
MAGED4 1.124 0.05 1.06 0.001 0.943
LOC81558 0.937 0.012 0.992 0.034 1.058
TRIM11 0.966 0.015 0.986 0.014 1.02
LMAN2L 0.941 0.018 0.904 0.017 0.96
C1ORF21 0.926 0.004 0.946 0.011 1.021
C12ORF22 0.955 0.007 0.949 0 0.993
LOC81569 0.995 0.005 1.018 0.017 1.023
SKD3 0.986 0.03 1.03 0.023 1.044
C9ORF45 1.11 0.008 1.111 0 1
C20ORF126 1.07 0.028 1.054 0.02 0.985
DKFZP566D13 0.974 0.021 1.001 0.006 1.027
DKFZP434F03 1.074 0.007 1.056 0.003 0.982
MGC10471 0.991 0.014 0.972 0.016 0.98
MGC11335 0.911 0.025 0.876 0.011 0.962
COL21A1 1.018 0.005 0.929 0.014 0.913
PLA2G12A 0.995 0.013 0.922 0.018 0.926
C9ORF74 0.988 0.001 0.952 0.015 0.963
LBH 0.847 0.005 0.86 0.01 1.015
FIP1L1 0.965 0.007 0.934 0.025 0.967
SNX27 0.887 0.009 0.833 0.008 0.94
C20ORF129 0.883 0.01 0.814 0.013 0.922
ANP32E 0.8 0.006 0.747 6.036 0.934
NIPA2 0.788 0.008 0.699 0.003 0.886
DKFZP566N03 1.015 0.033 0.947 0.006 0.932
BGR 1.028 5.217 1.009 0.015 0.981
CAB39L 1.069 0.016 1.09 0.004 1.019
ITM2C 1.003 0 0.981 0.034 0.978
DC-TM4F2 1.002 0.022 0.987 0.03 0.984
CDT1 1.084 0.043 1.041 0.024 0.96
KAZALD1 1.058 0.035 1.034 0.042 0.976
UNC93B1 1.004 0.019 0.962 0.023 0.958
DEFB126 1.006 0.027 0.94 0.017 0.933
GALIG 0.969 0.017 0.904 0.002 0.933
C1ORF14 0.936 0.029 0.937 0.02 1
C1ORF25 1.205 0.014 1.165 0.048 0.966
THG-1 1.138 0.032 1.095 0.051 0.962



MAP1LC3B 1.113 0.013 1.08 0.025 0.97
CCNL2 1.238 0.072 1.208 0.031 0.975
VMP1 1.084 0.02 1.099 0.046 1.013
C6ORF62 1.137 0.017 1.08 0.051 0.949
HBLD2 1.178 0.025 1.07 0.028 0.908
LOC81691 1.049 0.047 1.02 0.044 0.971
C15ORF5 0.87 0.032 0.885 0.036 1.017
DOCK8 0.921 0.018 0.912 0.026 0.99
TRIM7 1.079 0.034 1.073 0.017 0.994
DKFZP547L11 1.009 0.009 1.036 0 1.027
TIGD6 1.199 0.021 1.132 0.012 0.944
DKFZP564A02 1.076 0.03 1.055 0 0.98
SLCO5A1 1.1 0.028 1.116 0.016 1.014
NETO2 1.167 0.018 1.102 0.037 0.944
NETO1 1.193 0.014 1.132 0.012 0.948
SPACA1 1.051 0.035 1.001 0.019 0.952
VANGL1 0.967 0.009 0.948 0.002 0.98
TRIM56 1.077 0.001 1.01 0.002 0.937
CMT4B2 1.173 0.012 1.148 0.003 0.978
RNF146 1.128 0.021 1.105 0.017 0.979
SPRY4 1.008 0.021 1.043 0.032 1.034
SIAT7E 1.171 0.02 1.161 0.024 0.992
KRTAP1-1 1.16 0.012 1.125 0.049 0.969
TMEM14B 0.937 0.016 0.993 0.013 1.06
BA108L7.2 1.007 0.017 1.003 0.011 0.995
ZNF611 1.124 0.026 1.074 0.017 0.955
ARC92 1.003 0.017 0.931 0.013 0.928
DKFZP434N19 1.035 0 0.971 0.009 0.937
ARPC5L 1.027 0.017 1.021 0.004 0.993
FLJ12671 1.031 0.013 1.026 0.019 0.996
RAB1B 0.899 0.004 0.997 0.009 1.108
FLJ12525 1.102 0.03 1.1 0.02 0.998
HT036 1.08 0.011 1.062 0 0.983
QTRT1 1.147 0.011 1.106 0.008 0.964
C14ORF156 0.998 0.021 1.019 0.023 1.02
SLC25A28 0.897 0.025 0.926 0 1.032
C19ORF27 0.918 0.02 0.859 0.004 0.935
CABLES2 0.995 0.012 0.96 0.005 0.964
SEC13L 0.92 0.015 0.931 0.003 1.012
ZNF505 0.861 0.041 0.906 0.021 1.051
ELOVL3 0.933 0.001 0.964 0.01 1.034
PP1057 1.092 0.01 1.08 0.021 0.989
SH3BGRL3 1.012 0.012 1.034 0.006 1.021
SF3B5 0.934 0.015 0.95 0.024 1.017
HMGA1L4 0.9 0.006 0.937 0.002 1.041
GSG1 0.919 0.018 0.939 0 1.021
DKFZP434K11 0.917 0.028 0.932 0.011 1.016
DKFZP434N12 0.999 0.052 0.919 0.004 0.919
DKFZP434G14 1.017 0.047 1.019 0.025 1.002
PMFBP1 1.027 0.063 1.061 0.007 1.032
DKFZP586M1 1.09 0.065 1.089 0.016 0.998



DKFZP761H17 1.054 0.079 1.062 0.037 1.007
MGC2963 1.048 0.029 1.061 0.009 1.011
CDCA3 1.051 0.076 1.028 0.016 0.978
MXD3 1.06 0.048 1.048 0.003 0.988
PSFL 0.935 0.056 0.937 0.007 1.002
LOC83468 1.094 0.011 1.022 0.024 0.934
MGC4293 0.982 0.01 0.902 0.018 0.918
ARHGAP24 1.036 0.021 0.977 0.01 0.942
DKFZP564B10 0.914 0.053 0.905 0.009 0.99
FKSG32 1.007 0.048 0.948 0.017 0.94
SCRT1 0.975 0.044 0.914 0.01 0.937
PLVAP 0.824 0.062 0.845 0.008 1.025
DKFZP434H01 0.803 0.027 0.81 0.01 1.009
CHST9 0.783 0.072 0.799 0.005 1.02
C20ORF55 0.909 0.01 0.832 0.019 0.914
C9ORF58 0.766 0 0.706 0.007 0.921
C14ORF168 1.088 0.05 0.985 0.024 0.905
RTBDN 0.969 0.053 0.981 0.03 1.012
RILP 0.955 0.068 1.018 0.008 1.065
COG3 1.117 0.065 1.095 0.026 0.98
MFRP 1.177 0.083 1.098 0.031 0.933
C7ORF21 0.874 0.058 0.965 0.014 1.103
DKFZP564I042 1.143 0.034 1.074 0.047 0.939
NUDT12 1.058 0.051 0.999 0.013 0.944
SOX7 1.008 0.06 0.952 0.009 0.945
BCL2L12 0.989 0.004 0.942 0.007 0.952
TMEM7 0.963 0.036 0.985 0.03 1.022
TM4SF10 0.997 0.073 1.06 0.052 1.062
CCM2 0.888 0.123 1.065 0.013 1.2
C22ORF13 1.131 0.071 1.154 0.045 1.02
MGC4268 1.039 0.095 1.109 0.025 1.067
C18ORF21 1.05 0.115 1.116 0.019 1.062
C19ORF12 1.055 0.083 1.074 0.026 1.018
DKFZP761I212 0.988 0.076 1.013 0.018 1.025
MGC4766 0.851 0.079 0.861 0.046 1.012
C6ORF119 0.941 0.025 0.912 0.029 0.969
C10ORF45 1.006 0.03 0.98 0.034 0.974
SELO 1.006 0.039 1.051 0.006 1.045
CCDC3 1.151 0.083 1.128 0.008 0.98
C8ORF13 1.09 0.053 1.132 0.013 1.039
AMAC 1.14 0.044 1.166 0.014 1.023
C8ORF7 0.932 0.078 1.05 0.01 1.127
C8ORF14 1.019 0.088 1.081 0.024 1.06
C8ORF12 1.09 0.081 1.115 0.009 1.023
TEKT1 1.114 0.038 1.056 0.027 0.948
TLN2 0.876 0.044 0.899 0.01 1.026
BAL 1.088 0.031 1.014 0.028 0.931
SESN2 1.093 0.048 1.093 0.024 1
LOC83690 1.011 0.097 1.087 0.03 1.075
CD99L2 0.938 0.036 1.078 0.002 1.149
LOC83693 1.201 0.077 1.175 0.019 0.978



MGC13204 1.058 0.075 1.126 0.034 1.064
T1 0.986 0.053 1.03 0.019 1.045
SLC4A9 1.054 0.077 1.016 0.013 0.964
CALN1 1.105 0.039 1.021 0.015 0.924
SH3BGRL2 0.902 0.063 0.912 0.015 1.011
JAM3 1.09 0.026 1.011 0.001 0.928
URP2 1.01 0.017 1.016 0.009 1.005
MGC11134 0.947 0.067 0.978 0.005 1.032
ESPN 1.043 0.025 1.019 0.02 0.976
DKFZP434B04 1.005 0.044 1.035 0.015 1.03
MGC10500 1.052 0.034 1.049 0.007 0.996
DKFZP434I21 0.963 0.091 0.993 0.042 1.031
INHBE 1.006 0.059 1.027 0.002 1.02
SLC25A18 0.935 0.031 0.942 0.022 1.007
APG10L 0.876 0.005 0.839 0.002 0.957
H2AFB 0.957 0.025 0.89 0.004 0.93
MRVLDC1 0.968 0.01 0.953 0.014 0.984
GRWD1 0.966 0.051 0.985 0.016 1.019
BA526D8.4 1.055 0.036 1.071 0.023 1.015
LAT1-3TM 0.712 0.027 0.857 0 1.204
KRTAP1-3 1.025 0.029 1.015 0.044 0.99
LONP 0.978 0.004 1.013 0.004 1.035
TAS1R3 0.776 0.021 0.874 0.018 1.125
RBP5 1.004 0.005 0.978 0.008 0.974
MGC10871 0.878 0.004 0.855 0.019 0.974
FKSG44 0.952 0.024 1.021 0.022 1.072
SVH 1.074 0.004 1.108 0.015 1.031
KCNK16 0.929 0.013 1.009 0.059 1.086
SYT15 0.905 0.009 1.054 0 1.165
CHR3SYT 0.853 0.023 0.992 0.028 1.162
SYT14L 0.963 0.011 1.054 0.008 1.094
ANGPTL6 1.028 0.035 1.096 0.076 1.065
CSDUFD1 0.984 0.004 1.042 0.025 1.058
ARG99 0.973 0.005 0.988 0.041 1.015
ATAD3B 1.048 0.002 1.025 0.007 0.978
TAF3 0.803 0.009 0.909 0.032 1.132
RSHL2 0.958 0.012 1.025 0.005 1.07
TMPIT 0.952 0.034 1.021 0.029 1.071
TTY7 0.973 0.016 1.021 0.006 1.048
RAB34 0.634 0.013 0.827 0.026 1.302
FIBL-6 0.892 0.017 0.956 0.013 1.071
TBC1D10 0.909 0.019 0.904 0.025 0.995
BCDO2 0.925 0.001 0.894 0 0.965
MRO 0.858 0.013 0.818 0 0.953
BLP1 0.777 0.008 0.762 0.014 0.981
USHBP1 0.974 0.034 1.044 0.043 1.071
IFP38 0.912 0.012 0.987 0.017 1.082
OCSP 0.649 0.008 0.904 0.043 1.392
SLC25A2 0.881 0.021 1.043 0.009 1.183
MPN 1.054 0.039 1.133 0.02 1.075
TTLL2 1.055 0.006 1.091 0.006 1.033



KSP37 1.003 0.035 1.043 0.047 1.04
NYD-SP11 0.976 0.006 1.01 0.007 1.035
SPATA9 0.979 0.009 0.979 0.015 0.999
SNX25 0.934 0.003 0.923 0.032 0.987
KCTD10 0.912 0.007 0.969 0.036 1.061
NYD-SP12 0.966 0.045 1.073 0.021 1.11
NYD-SP14 1.145 0.052 1.206 0.082 1.053
KRTAP1-5 0.925 0.015 1.051 0.024 1.136
KRTAP3-1 0.98 0.035 1.067 0.034 1.088
KRTAP3-2 1.036 0.022 1.103 0.039 1.065
KRTAP9-3 1.025 0.029 1.051 0.033 1.024
KRTAP17-1 0.937 0.048 0.999 0.051 1.066
STARD3NL 1.001 0.046 0.996 0.013 0.994
DKFZP547N04 0.926 0.018 0.928 0.04 1.002
RASSF4 0.875 0.012 0.974 0.029 1.113
C10ORF11 1.059 0.045 1.096 0.02 1.035
EIF2A 1.109 0.041 1.119 0.036 1.009
TATDN1 0.926 0.002 1.039 0.048 1.121
BBP 1.07 0.015 1.123 0.017 1.049
IMMP2L 1.04 0.033 1.084 0.036 1.042
FKSG87 1.039 0.073 1.032 0.014 0.993
FKSG17 0.976 0.008 1.009 0.042 1.034
FKSG42 0.93 0.009 0.956 0.007 1.027
FKSG43 0.958 0.023 0.958 0.026 1
SLC4A11 1.129 0.023 1.067 0.088 0.945
FAM14A 0.994 0.016 0.984 0.023 0.99
SPINL 1.056 0.016 1.033 0.013 0.978
DKFZP761D02 1.014 0.001 1.092 0.035 1.077
CCDC8 1.048 0.028 1.021 0.05 0.974
NCALD 1.035 0.021 1.019 0.056 0.984
DKFZP564D17 0.911 0.012 0.955 0.02 1.048
CTTNBP2 1.035 0.048 1.009 0.096 0.974
REG4 0.989 0.028 0.918 0.046 0.927
MSP 0.966 0.017 0.912 0.046 0.943
B3GNT5 1.01 0.024 0.982 0.024 0.971
EMILIN2 1.025 0.003 0.953 0.01 0.929
KATNAL1 0.949 0.041 0.945 0.041 0.995
GAJ 0.896 0.013 0.974 0.031 1.086
FLJ12953 1.058 0.012 1.027 0.022 0.97
DKFZP564O05 0.981 0.05 0.97 0.011 0.988
DKFZP564K14 1.06 0.016 1.016 0.041 0.958
KIRREL2 0.916 0 0.929 0.027 1.014
DKFZP564D04 0.912 0.005 0.905 0.02 0.992
DKFZP564J04 0.833 0.011 0.851 0.006 1.021
DKFZP566M10 0.897 0.026 0.942 0.003 1.05
DKFZP566M1 0.994 0.001 1.017 0.004 1.023
DKFZP434H20 1.014 0.014 1.052 0.003 1.037
DKFZP434J01 1.068 0.023 1.068 0.023 1
ARMC2 0.967 0.017 1.007 0.008 1.041
NOHMA 1.091 0.009 1.058 0.023 0.969
MYCBPAP 0.955 0.019 0.967 0.006 1.012



DKFZP434P03 0.832 0.017 0.911 0.022 1.095
C14ORF155 0.925 0.008 0.952 0.002 1.029
DKFZP434L17 0.837 0.014 0.91 0.017 1.086
DKFZP434N18 0.881 0.004 0.967 0.003 1.097
KBTBD7 0.965 0.06 1.054 0.014 1.092
ANKRD27 0.953 0.044 1.057 0.004 1.109
DKFZP434A13 1.184 0.041 1.166 0.024 0.985
DKFZP434K14 0.942 0.05 0.987 0.005 1.047
DKFZP434B17 1.031 0.04 1.068 0.004 1.035
FBXO30 1.016 0.026 1.099 0.002 1.081
ARL6 0.857 0.062 1.037 0.006 1.209
SLC41A2 0.908 0.069 1.087 0.012 1.197
DKFZP434G07 0.971 0.095 1.141 0.005 1.174
DCOHM 1.05 0.12 0.877 0.012 0.835
PRAM-1 1.05 0.07 0.898 0.012 0.855
ZIC4 1.053 0.097 0.901 0.011 0.855
RNF134 1.128 0.096 0.948 0.013 0.84
GPR103 1.06 0.085 0.925 0 0.872
ZNF394 1.088 0.066 0.946 0.015 0.87
FLJ12363 0.984 0.059 0.91 0.002 0.924
FLJ12519 0.818 0.002 0.825 0.02 1.009
FLJ12592 0.786 0.006 0.799 0.02 1.016
C9ORF81 0.74 0.002 0.761 0.002 1.028
FLJ12747 0.955 0.053 0.93 0.02 0.973
FLJ12770 1.012 0.011 0.967 0.027 0.955
FLJ12787 0.987 0.072 0.954 0.024 0.966
PHAX 1.178 0.038 1.06 0.037 0.899
FLJ13291 1.076 0.08 1.033 0.025 0.959
FLJ13305 1.04 0.008 1.05 0.033 1.009
FLJ13391 0.827 0.047 0.863 0.033 1.044
FLJ13614 0.939 0.027 0.983 0.006 1.047
FLJ13815 0.931 0.007 0.969 0.016 1.041
KIAA1221 0.899 0.028 0.949 0.037 1.055
MYST1 0.922 0.005 1.003 0.04 1.087
AYP1 1.009 0.034 1.045 0.028 1.035
BXDC1 1.031 0.05 1.099 0.033 1.065
KIAA1109 1.109 0.018 1.122 0.043 1.011
ASC1P100 1.001 0.038 1.071 0.037 1.07
NOD27 1.023 0.06 1.069 0.046 1.044
FLJ21742 0.922 0.03 1.039 0.012 1.126
ANTXR1 0.995 0.051 1.068 0.04 1.073
LOXL4 0.938 0.007 0.998 0.035 1.063
POLR1B 0.941 0.044 0.942 0.022 1.001
SLA2 0.897 0.002 0.981 0.02 1.093
MYH16 0.924 0.031 0.989 0.009 1.07
FLJ22269 1.091 0.006 1.115 0.027 1.021
CHD6 1.073 0.051 1.121 0.025 1.044
FLJ22374 1.021 0.02 1.134 0.019 1.11
ZCCHC7 0.972 0.062 1.064 0.039 1.094
FLJ22679 0.924 0.01 1.027 0.015 1.111
MLSTD2 0.812 0.061 0.945 0.012 1.164



SLITRK6 1.051 0.01 1.09 0.028 1.037
FLJ22789 0.956 0.031 1.015 0.007 1.061
FLJ22875 1.029 0.015 1.09 0.062 1.059
C14ORF154 0.878 0.071 0.959 0.053 1.092
USP48 0.947 0.026 1.042 0.026 1.1
TXNDC2 0.913 0.028 1.041 0.018 1.139
RKHD3 1.059 0.01 1.137 0.023 1.073
ANKRD20A 0.923 0.091 1.032 0.05 1.118
ZNF541 0.915 0.011 1.071 0.005 1.17
DKFZP434K24 0.922 0.095 1.001 0.054 1.085
ZMYND12 0.864 0.014 0.942 0.039 1.09
TBC1D3 0.883 0.069 0.922 0.066 1.044
DKFZP434F05 0.922 0.028 0.99 0.012 1.074
C21ORF56 0.847 0 0.946 0.003 1.117
DKFZP434N03 1.021 0.023 1.036 0.003 1.015
DKFZP434B22 0.95 0.027 1.042 0.007 1.096
ZMYND15 0.953 0.013 1.031 0.011 1.082
C2ORF16 0.843 0.009 0.968 0.009 1.148
RGSL2 0.999 0.046 1.064 0 1.064
DKFZP434I099 0.936 0.022 0.976 0.016 1.043
TRAF7 0.842 0.033 0.944 0.01 1.121
MAF1 0.766 0.032 0.861 0.008 1.124
DKFZP586C19 0.892 0.041 0.985 0.043 1.103
DKFZP547F07 0.958 0.061 1.029 0.014 1.073
DKFZP547E05 0.934 0.044 1.028 0.014 1.1
DKFZP761I10 0.854 0.04 0.96 0.003 1.124
ZCCHC9 0.885 0.008 0.99 0.016 1.118
ZDHHC18 0.847 0.026 0.961 0.005 1.134
MGC3207 0.891 0.03 0.989 0.017 1.11
MGC5309 0.823 0.041 0.922 0.02 1.119
DKFZP761O17 0.825 0.011 0.931 0.034 1.128
DKFZP761B15 0.861 0.039 0.918 0 1.066
DKFZP761B05 0.986 0.015 1.031 0.001 1.045
ANKRD32 0.94 0.008 0.97 0.017 1.032
DKFZP761D22 1.072 0.006 1.089 0.004 1.016
GARNL3 0.927 0.008 0.998 0.001 1.077
SLC37A3 0.958 0.033 1.049 0.011 1.095
DKFZP761A13 1.017 0.003 1.053 0.004 1.035
SYT3 1.129 0.024 1.156 0.002 1.023
MGC2714 1.051 0 1.063 0.007 1.011
MGC10854 1.062 0.03 1.109 0.003 1.044
FBXW9 0.936 0.021 0.995 2.053 1.062
MGC10911 0.952 0.024 0.875 0.019 0.919
C9ORF99 0.76 0.003 0.767 0.006 1.008
MGC3200 0.843 0.021 0.81 0.003 0.961
SPATA11 0.861 0.008 0.848 0.015 0.985
C9ORF64 0.857 0.027 0.844 0.01 0.985
MGC4189 1.012 0.003 0.899 0.014 0.888
CHCHD5 0.702 0 0.724 0.012 1.032
C9ORF89 0.833 0.004 0.778 0.019 0.933
POLDIP3 0.808 0.018 0.779 0.008 0.964



MGC11061 0.856 0.026 0.771 0.023 0.9
C4ORF14 1.061 0.014 0.982 0.012 0.925
MGC4399 1.026 0.006 0.945 0.02 0.921
NICN1 0.962 0.033 0.973 0.014 1.01
WBSCR18 0.928 0.008 0.883 0 0.951
HIATL2 0.953 0.051 0.966 0.027 1.013
C2ORF7 0.975 0.008 0.944 0.007 0.967
GMRP-1 0.834 0.042 0.878 0.02 1.053
MGC13057 0.981 0.002 0.918 0.03 0.935
RNF135 0.909 0.024 0.921 0.025 1.012
MGC13102 0.952 0.008 0.898 0.041 0.943
MGC13186 1.098 0.096 1.075 0.014 0.979
MGC11102 0.932 0.014 0.972 0.009 1.042
MGC4618 1.011 0.037 1.091 0.01 1.079
ZDHHC16 1.081 0.006 1.109 0 1.026
MGC12458 0.993 0.057 1.104 0.004 1.111
ING5 0.988 0.016 0.992 0.004 1.003
CAPNS2 1.023 0.067 1.065 0.009 1.041
MGC2408 0.966 0.021 0.953 0.025 0.987
MGC4238 0.923 0.058 0.953 0.009 1.033
C10ORF58 0.886 0.019 0.857 0.032 0.967
MGC14595 0.971 0.052 1.031 0.006 1.061
MGC14799 0.948 0.01 1.033 0.015 1.089
MGC14817 0.956 0.053 1.085 0.008 1.135
C17ORF37 0.994 0.013 1.107 0.016 1.113
C6ORF125 1.085 0.048 1.152 0.02 1.062
CHCHD6 1.111 0.01 1.13 0.005 1.016
MGC13045 1.043 0.046 1.069 0.004 1.025
PYM 0.974 0.016 0.964 0.015 0.99
MGC13096 1.006 0.045 0.995 0.005 0.989
ZNF397 0.958 0.002 0.93 0.004 0.971
MGC3047 0.839 0.005 1.052 0.012 1.253
SDOS 0.853 0.054 0.923 0.04 1.082
MGC11257 0.997 0.035 1.139 0.025 1.142
MRPL45 1.071 0.022 1.137 0.033 1.062
BRMS1L 1.061 0.062 1.142 0.002 1.075
MGC10540 1.037 0.023 1.11 0.004 1.069
MGC10744 0.972 0.059 1.034 0.021 1.063
MGC13272 0.954 0.057 0.92 0.028 0.964
MGC14151 1.023 0.088 1.036 0.003 1.012
MGC12981 0.895 0.044 0.829 0.025 0.926
MGC13183 1.018 0.058 1.135 0.031 1.114
MGC4308 0.947 0.03 1.059 0.023 1.118
THOC3 1.136 0.002 1.211 0.026 1.065
CIP29 0.999 0.02 1.136 0.038 1.136
LZIC 1.062 0.021 1.163 0.008 1.094
MGC15619 1.051 0.014 1.101 0.044 1.046
MGC15716 0.975 0.003 1.085 0.009 1.112
MGC15416 1.002 0.041 1.056 0.001 1.053
MGC16186 0.865 0.03 0.945 0.006 1.092
RNF159 0.894 0.007 0.888 0.012 0.993



C14ORF153 0.981 0.001 1.126 0.002 1.148
MGC4251 0.976 0.009 1.077 0.015 1.103
MGC4549 0.917 0.012 1.099 0.005 1.198
EFG2 0.908 0.029 1.084 0.03 1.194
COG8 0.93 0.004 1.059 0.014 1.138
MGC13114 0.92 0.004 1.049 0.009 1.14
ZBED3 0.847 0.002 0.987 0.005 1.164
KRTAP4-12 0.884 0.001 0.952 0.01 1.077
KRTAP9-2 0.854 0.034 0.926 0.019 1.083
MGC4767 0.859 0.008 0.915 0.014 1.064
ZNF289 1.002 0.116 0.941 0.011 0.939
PRAC 1.044 0.141 1.03 0.054 0.986
HOOK3 1.038 0.171 1.031 0.014 0.993
ECRG4 1.042 0.129 1.08 0.058 1.036
ORF1-FL49 1.115 0.189 1.12 0.001 1.004
NMES1 0.973 0.114 1.019 0.081 1.046
CARD11 1.161 0.196 1.109 0.025 0.955
ZNF528 0.996 0.107 1.028 0.078 1.031
KIAA1826 1.113 0.161 1.116 0.025 1.002
KIAA1822 0.807 0.102 0.851 0.023 1.054
RAB11-FIP4 0.998 0.034 0.949 0.009 0.95
KIAA1817 0.986 0.014 0.929 0.005 0.942
DOT1L 0.987 0.066 0.967 0.022 0.979
LZTS2 0.991 0.04 0.984 0.004 0.992
HRD1 0.96 0.074 0.971 0.008 1.011
ZNF333 0.987 0.051 1.003 0.012 1.015
ZNF512 0.99 0.072 0.975 0.008 0.984
KIAA1799 0.927 0.021 0.925 0.008 0.998
L3MBTL3 0.896 0.105 0.935 0.03 1.043
PHYHIPL 0.888 0.078 0.888 0.026 1
MLR2 0.977 0.022 0.933 0.012 0.955
KIAA1789 0.938 0.039 0.913 0.017 0.973
KIAA1786 0.95 0.051 0.966 0.027 1.016
BTBD12 1.005 0.033 1.032 0.007 1.026
MEGF11 1.024 0.083 0.995 0.002 0.972
MEGF10 1.034 0.016 1.014 0.036 0.98
FBN3 1.097 0.063 1.015 0.02 0.925
KIAA1838 1.007 0.002 0.961 0.022 0.954
SPIRE2 1.033 0.029 0.973 0.029 0.941
JPH4 1.065 0.03 1.014 0.005 0.952
ZNF527 0.889 0.039 0.962 0.03 1.082
LGP1 1.024 0.033 0.927 0.023 0.905
MCM8 1.003 0.059 0.973 0.042 0.969
MGC3248 1.058 0.007 1.001 0.001 0.946
ARPM1 1.082 0.055 1.047 0.054 0.967
LOC84518 0.959 0.002 0.982 0.003 1.024
GL009 0.97 0.014 0.982 0.005 1.011
ZC3HDC8 1.096 0.037 1.013 0.007 0.923
HOP 1.041 0.039 0.963 0.01 0.924
ZNF559 0.955 0.012 0.885 0.002 0.926
PEPP-2 1.109 0.062 0.998 0.061 0.899



HH114 1.081 0.042 1 0.021 0.925
KIAA1853 1.043 0.069 1.024 0.01 0.981
C21ORF67 1.13 0.009 1.111 0.011 0.983
C21ORF69 1.083 0.092 1.047 0.066 0.967
KIAA1843 1.056 0 1.027 0.064 0.971
TA-KRP 1.141 0.086 1.066 0.059 0.934
KIAA1841 1.14 0.019 1.055 0.029 0.925
MRPL43 1.029 0.069 0.948 0.027 0.921
PGBD1 0.942 0.038 0.885 0.032 0.939
FAM11A 0.983 0.064 0.96 0.046 0.976
LOC84549 1.144 0.065 1.04 0 0.909
PARD6G 1.054 0.08 1.019 0.031 0.967
C6ORF168 1.026 0.016 1.067 0.035 1.04
MAP1LC3A 1.034 0.026 0.995 0.008 0.961
MT4 1.089 0.006 1.103 0.099 1.013
SLC12A8 1.064 0.089 1.032 0.026 0.969
LYZL1 0.985 0.019 1.016 0.044 1.032
COL25A1 1.109 0.06 1.027 0.037 0.926
GNPTAG 1.036 0.023 0.952 0.014 0.919
PARD6B 1.045 0.027 1.03 0.013 0.986
MGC2629 1.127 0.052 1.019 0.017 0.903
NT5C1A 0.899 0.038 0.936 0.009 1.041
KIAA1847 1.094 0.081 1.053 0.035 0.961
ST6GALII 1.098 0.102 1.057 0.01 0.962
ZNF594 1.075 0.078 1.07 0.041 0.995
KIRREL3 1.16 0.044 1.118 0.008 0.963
FNDC1 1.05 0.08 1.008 0.009 0.96
KIAA1862 1.097 0.013 1.014 0.032 0.924
ZNF469 1.018 0.07 0.952 0.014 0.934
NTNG2 1.007 0.005 0.986 0.034 0.978
SLITRK2 1.118 0.051 0.979 0.011 0.875
KIAA1914 1.258 0.029 1.095 0.003 0.87
IL1F10 1.151 0.034 1.05 0.011 0.912
FLJ14753 1.031 0.054 1.034 0.01 1.003
C22ORF23 0.784 0.038 0.934 0.014 1.19
PLA2G12B 1.016 0.046 0.975 0.011 0.958
DGAT2 1.129 0.046 1.028 0.015 0.91
EBPL 1.026 0.042 0.94 0.031 0.916
ECG2 0.957 0.001 0.904 0.009 0.945
NYD-TSP1 1.055 0.017 0.988 0.007 0.936
N-PAC 1.021 0.005 0.996 0.008 0.974
RNASE7 0.903 0.008 0.965 0.022 1.068
TSP-NY 1.089 0.039 1.074 0.026 0.985
LOC84661 1.163 0.024 1.102 0.042 0.947
CYORF15B 1.272 0.002 1.197 0.002 0.941
LOC84664 1.266 0.011 1.219 0.048 0.963
MYPN 1.132 0.012 1.151 0.022 1.016
RETNLB 1.115 0.022 1.121 0.043 1.005
DRCTNNB1A 1.228 0.009 1.202 0.002 0.978
USP32 0.864 0.017 0.868 0.011 1.004
RNF29 0.944 0.008 0.904 0.014 0.956



RNF28 0.993 0.012 0.953 0.011 0.96
DSCR8 1.004 0.032 0.988 0.013 0.983
FBXL10 0.884 0.02 0.947 0.026 1.071
SLC9A7 0.911 0.008 0.896 0.001 0.983
PHACS 0.994 0.019 0.937 0.021 0.942
HINT2 0.903 0.003 0.887 0.012 0.982
C9ORF24 0.896 0.025 0.88 0.009 0.982
NYD-SP20 0.851 0.014 0.83 0.003 0.975
NYD-SP18 0.942 0.018 0.938 0.001 0.995
NYD-SP17 1.05 0.041 1.036 0.039 0.986
MCEE 1.047 0.018 1.057 0.02 1.008
CX62 1.19 0.008 1.119 0.021 0.941
CAPS2 1.135 0.043 1.148 0.035 1.011
CREB3L3 1.202 0.052 1.148 0.028 0.955
MYO18B 1.056 0.027 1.047 0.015 0.991
COX4I2 0.986 0.004 0.975 0.026 0.988
GTPBP3 0.987 0.021 0.967 0.006 0.979
GPT2 1.072 0.023 1.018 0.016 0.949
BEX2 0.807 0.047 0.892 0.001 1.104
OSAP 1.029 0.025 1.009 0.02 0.98
HDGF2 0.865 0 0.971 0.02 1.121
MGC5457 0.943 0.042 1.025 0.012 1.087
PIGO 1.119 0.021 1.087 0.004 0.971
FAPP2 0.915 0.038 0.993 0.01 1.085
GRCC9 1.066 0.055 1.057 0.026 0.991
MGC2452 0.909 0.019 0.973 0.007 1.071
MGC10561 1.092 0.032 1.027 0.025 0.94
CNDP1 0.921 0.017 0.922 0 1
MGC10981 1.08 0.019 1.035 0.01 0.957
FUT10 0.918 0.035 0.963 0.016 1.049
MGC4655 0.97 0.023 0.973 0.001 1.002
ZNF577 0.823 0.022 0.958 0.022 1.164
MGC4266 1.11 0.044 1.067 0.013 0.96
TRIM51 1.03 0.049 0.999 0.033 0.969
MGC12972 1.016 0.023 1.003 0.029 0.987
MGC13010 0.846 0.084 0.896 0.01 1.06
ZNF607 1.084 0.051 1.003 0.046 0.924
TUBA6 0.875 0.019 0.896 0 1.024
MGC14801 0.951 0.009 0.972 0 1.022
MGC12966 1.06 0.026 1.052 0.012 0.992
C10ORF33 0.993 0.001 1.034 0.003 1.041
MGC13053 1.011 0.04 1.051 0.011 1.039
MGC13090 1.11 0.024 1.114 8.202 1.003
MGC13170 1.092 0.04 1.05 0 0.961
MGC11324 1.108 0.003 1.075 0.005 0.969
MGC11332 1.109 0.013 1.079 0.003 0.972
TA-NFKBH 0.992 0.036 0.981 0.008 0.989
MGC13275 0.957 0.015 0.89 0.018 0.929
MGC13125 0.92 0.021 0.891 0.003 0.968
PLCD4 0.968 0.01 0.943 0.019 0.973
C9ORF67 1.095 0.015 1.081 0.001 0.987



RTN4IP1 0.965 0.008 1.02 0.011 1.057
TXNL5 1.164 0.039 1.104 0.018 0.948
IL17RC 1.041 0.037 1.029 0.009 0.988
MGC13168 1.031 0.01 1.015 0 0.983
MGC5391 1.105 0.007 0.981 0.026 0.888
C6ORF105 0.902 0.006 0.884 0.02 0.98
USMG5 1.039 0.033 0.953 0.046 0.917
MGC15429 1.011 0.006 0.953 0.007 0.942
ZNF496 0.971 0.035 0.957 0.019 0.985
MGC15631 1.02 0.016 0.991 0.011 0.971
MGC15634 0.92 0.028 0.998 0.023 1.084
MGC15668 0.927 0.022 0.919 0.002 0.992
MGC15705 1.122 0.035 1.036 0.012 0.923
PHF5A 1.063 0.007 0.997 0.008 0.937
MGC16075 0.987 0.043 0.941 0.015 0.953
MGC16121 0.876 0.003 0.831 0.003 0.947
TRIM52 0.828 0.035 0.833 0.015 1.005
MGC16291 0.942 0.024 1.06 0.068 1.125
ZNF503 0.914 0.014 0.989 0.02 1.082
LRCH3 0.833 0.006 0.939 0.019 1.126
FLJ14360 0.902 0.037 0.931 1.772 1.032
MINA 1.067 0.036 1.095 0.054 1.026
FLJ14397 1.063 0.07 1.096 0.02 1.03
FLJ14431 0.996 0.052 1.058 0.045 1.061
THSD2 0.78 0.062 0.832 0.019 1.066
FLJ14442 0.896 0.047 0.931 0.044 1.039
FLJ14451 0.988 0.109 0.985 0.028 0.996
ZNF514 0.907 0.048 0.91 0.01 1.003
FLJ14464 0.89 0.035 0.866 0.038 0.973
FLJ14466 0.856 0.042 0.845 0.026 0.987
ZNF499 0.902 0.016 0.9 0.028 0.997
FLJ14490 0.884 0.03 0.888 0.018 1.004
FLJ14494 0.899 0.028 0.887 0.041 0.987
ZDHHC12 0.831 0.01 0.834 0.011 1.003
FLJ14525 0.804 0.003 0.779 0.023 0.968
SPPL2A 0.778 0.021 0.755 0 0.97
SLC7A3 0.759 0.024 0.736 0.012 0.969
C10ORF22 0.885 0.045 0.861 0.01 0.973
ZNF206 0.995 0.01 0.939 0.025 0.944
FLJ14566 0.917 0.049 0.881 0.02 0.961
FBXO18 0.929 0.002 0.928 0.037 0.999
LRRN6A 1.014 0.037 0.961 0 0.948
C9ORF54 0.998 0 0.968 0.064 0.97
ATAD1 1.011 0.04 0.968 0.013 0.956
TBRG1 0.994 0.016 0.939 0.03 0.944
PLXDC2 0.947 0.021 0.889 0.002 0.938
FLJ14624 0.939 0.047 0.889 0.024 0.946
FLJ14627 0.972 0.046 1.014 0.015 1.043
FLJ14639 0.996 0 0.987 0.011 0.99
FLJ14640 1.079 0.033 1.054 0.001 0.976
FLJ14641 1.048 0.009 1.096 0.055 1.046



ZNF341 1.098 0.037 1.042 0.008 0.949
FLJ14668 1.113 0.001 1.033 0.062 0.927
FLJ14681 1.086 0.02 1.029 0.017 0.946
ZNF382 1.057 0.033 0.993 0.053 0.939
SLC35B4 1.001 0.014 0.931 0.002 0.93
FLJ14721 0.94 0.045 0.891 0.03 0.948
FLJ14768 1.057 0.065 1.075 0.047 1.016
FLJ14775 1.048 0.005 1.058 0.032 1.009
ZNF566 1.052 0.023 1.054 0.014 1.002
FLJ14800 1.032 0.019 1.032 0.018 0.999
FLJ14803 1.105 0.016 1.092 0.012 0.988
FIBCD1 1.113 0.01 1.075 0.038 0.965
FLJ14816 1.181 0.02 1.094 0.025 0.926
RAB2B 1.024 0.036 0.994 0.052 0.97
FLJ14825 1.013 0.017 0.963 0.002 0.951
FLJ14827 1.047 0.039 0.985 0.016 0.941
FLJ14834 1.063 0.019 1.158 0.101 1.089
ZFYVE19 1.068 0.006 1.096 0.018 1.025
ZNRF1 1.091 0.033 1.172 0.062 1.074
APG4C 1.024 0.016 1.074 0.011 1.048
MUM1 1.104 0.031 1.052 0.006 0.952
FLJ14871 1.094 0.005 1.015 0.04 0.928
HSH2D 1.087 0.033 0.991 0.004 0.911
FLJ14888 1.099 0.009 1.03 0.052 0.937
FLJ14904 1.102 0.012 1.012 0.005 0.917
C13ORF6 0.972 0.069 0.927 0.016 0.954
C6ORF93 1.018 0.007 1.076 0.07 1.057
SERAC1 1.008 0 1.04 0.015 1.032
TIGD5 1.002 0.015 1.066 0.088 1.064
FLJ14936 1.022 0.007 1.154 0.074 1.129
CTEN 1.127 0.005 1.129 0.006 1.001
FLJ14957 1.159 0.02 1.063 0.024 0.916
FLJ14966 1.099 0.003 1.047 0.018 0.952
FLJ14981 1.035 0.001 0.966 0.034 0.933
CML66 1.071 0.003 0.981 0.021 0.916
SYTL1 0.999 0.009 0.936 0 0.937
KIAA1959 1.041 0.039 1.091 0.065 1.047
MGC10701 0.981 0.028 1.071 0.067 1.091
MGC10820 1.088 0.023 1.209 0.112 1.11
MGC13251 1.102 0.022 1.2 0.045 1.088
NYD-SP21 1.116 0.002 1.207 0.042 1.081
KRTAP4-4 1.126 0.02 1.141 0.017 1.014
MGC10646 1.106 0.008 1.08 0.013 0.976
LCE3D 1.042 0.011 1.021 0.069 0.98
C16ORF34 1.004 0.022 0.939 0.004 0.935
SSB3 1.042 0.039 0.979 0.015 0.939
KIAA1984 0.981 0.075 0.847 0.005 0.863
JUB 1.093 0.025 0.916 0 0.837
MGC15677 0.972 0.093 0.918 0.032 0.945
MGC15730 0.988 0.008 0.952 0.04 0.964
LSM10 0.976 0.057 0.945 0.011 0.968



PNMA6A 1.082 0.039 1.003 0.053 0.927
C20ORF100 1.13 0.078 1.091 0.004 0.964
MGC15882 1.061 0.013 1.05 0.017 0.989
APG4D 0.861 0.074 0.948 0.018 1.101
MGC15912 0.874 0.028 0.947 0.023 1.082
MGC11308 0.93 0.023 0.968 0.062 1.04
DISP1 0.94 0.022 0.932 0.003 0.991
MGC14161 1.041 0.009 0.973 0.023 0.934
MGC14126 1.006 0.014 1.023 0.002 1.016
BJ-TSA-9 0.895 0.004 0.935 0.01 1.044
ARHGAP19 0.992 0.017 1.007 0.015 1.015
MGC14288 0.985 0.018 1.012 0.031 1.027
RBM17 1.021 0.059 1.059 0.009 1.037
MGC14156 0.835 0.005 0.986 0.05 1.181
BMSC-UBP 0.742 0.005 0.865 0.026 1.165
RERG 0.935 0.035 0.902 0.003 0.964
C21ORF124 0.954 0.019 0.925 0.013 0.969
MGC15875 0.955 0.037 1.001 0.008 1.048
MGC15737 1.019 0.033 1.038 0.029 1.018
MGC13159 0.884 0.008 0.978 0.025 1.106
MGC14141 1.037 0.037 1.036 0.002 0.998
USP45 0.978 0.038 1.055 0.001 1.078
MGC13040 0.782 0.032 0.898 0 1.148
MGC11386 0.95 0.012 1.025 0.024 1.078
REPS1 0.97 0.039 1.073 0.008 1.106
C7ORF35 0.838 0.017 0.874 0.011 1.042
C9ORF37 1.072 0.063 1.004 0.041 0.936
LOC85028 0.968 0.004 0.982 0.02 1.015
HIST1H2AH 0.975 0.034 0.995 0 1.02
HIST1H2BK 1.009 0.015 1.065 0.012 1.054
KRTAP4-10 0.9 0.031 0.974 0.01 1.082
KRTAP4-9 0.961 0.003 0.997 0.016 1.036
KRTAP3-3 0.995 0.049 1.054 0.01 1.059
ATCAY 0.888 0.015 0.992 0.045 1.117
COL27A1 0.804 0.03 0.917 0.016 1.14
FBF1 0.908 0.011 0.919 0.023 1.011
PPIL4 0.898 0.032 0.897 0.039 0.998
C6ORF33 0.915 0.017 0.958 0.02 1.046
BAGE3 0.951 0.031 1.023 0.03 1.076
BAGE2 1.052 0.007 1.094 0.006 1.04
KIAA1644 0.992 0.048 1.046 0.045 1.054
DGCR6L 0.929 0.035 1.034 0.062 1.113
C20ORF158 0.985 0.028 1.041 0.016 1.056
TRIM5 0.829 0.037 0.985 0.044 1.187
C20ORF99 0.89 0.007 0.948 0.012 1.064
FAM40A 0.866 0.019 0.925 0.014 1.067
KIAA1666 1.022 0.03 1.036 0.011 1.014
MIRAB13 0.876 0.017 0.94 0.004 1.073
TUBGCP6 1.023 0.003 1.109 0.069 1.083
KIAA1671 1.02 0.021 1.067 0.012 1.046
C21ORF70 1.134 0.041 1.12 0.034 0.987



RGS8 1.072 0.011 1.172 0.012 1.093
EAF1 0.928 0.055 1.084 0.005 1.167
NKD1 0.959 0.052 1.081 0.036 1.126
NKD2 0.903 0.042 1.019 0.005 1.128
C6ORF114 0.989 0 0.916 0.017 0.926
SLC22A16 1.01 0.071 1.005 0.036 0.995
PROSTEIN 0.822 0.015 0.962 0.003 1.17
RHPN2 0.948 0.008 0.973 0.024 1.026
ZIC5 1.029 0.029 1.083 0.062 1.053
MADP-1 0.988 0.051 1.064 0.01 1.077
NYD-SP26 1 0.014 1.13 0.02 1.13
STN2 0.874 0.005 0.97 0.001 1.11
DOCK7 0.833 0.021 0.978 0.011 1.174
KNDC1 1 0.02 1.075 0.017 1.075
KIAA1764 0.954 0.026 0.956 0.003 1.002
CNTNAP4 0.936 0.013 0.974 0.017 1.04
ZFHX2 0.931 0.009 1.039 0.026 1.116
KIAA1755 0.995 0.001 1.054 0.013 1.059
KIAA1754 0.978 0.005 1.065 0.021 1.089
ZC3HDC5 0.961 0.019 1.05 0.003 1.092
KIAA1751 0.945 0.012 1.052 0.035 1.112
DISP2 0.89 0.029 0.98 0.034 1.101
TNKS1BP1 0.86 0.027 0.974 0.003 1.133
KIAA1737 0.895 0.006 1 0.008 1.117
DIXDC1 0.88 0.052 1.032 0.035 1.172
KIAA1731 0.818 0.13 1.033 0.073 1.262
KIAA1729 0.916 0.081 1.034 0.039 1.128
KIAA1728 0.917 0.061 1.018 0.086 1.109
KIAA1727 0.879 0.095 0.997 0.081 1.134
KIAA1726 0.842 0.071 0.991 0.099 1.177
KIAA1724 0.964 0.088 1.068 0.053 1.107
EFG1 0.936 0.031 1.095 0.118 1.169
SCIN 0.826 0.051 0.969 0.044 1.173
NYD-SP28 0.879 0.009 1.102 0.102 1.253
DNAJC5B 1.054 0.079 0.962 0 0.912
TSLP 0.992 0.1 0.904 0.007 0.911
SCRT2 0.768 0.023 0.798 0.019 1.038
GALP 1.025 0.072 0.89 0.02 0.868
LOC85865 0.929 0.062 0.859 0.024 0.924
PNPT1 0.923 0.072 0.835 0.01 0.904
LOC87769 0.918 0.057 0.841 0.001 0.916
ANKRD13 0.892 0.089 0.831 0.005 0.931
LOC88523 0.769 0.068 0.786 0.005 1.021
C6ORF153 0.807 0.077 0.812 0.013 1.006
TRIM4 1.01 0.05 0.951 0.031 0.941
LOC89231 0.972 0.074 0.9 0.002 0.925
TSGA2 1.075 0.058 0.968 0.028 0.9
SERPINB12 1.102 0.094 0.991 0.003 0.899
SERPINB11 1.116 0.054 0.995 0.016 0.891
SIGLEC10 1.141 0.116 0.999 0.002 0.875
GAL3ST3 1.057 0.056 0.982 0.029 0.928



NAV3 1.05 0.081 0.98 0.018 0.933
NAV1 0.932 0.044 0.944 0.018 1.012
NAV2 1.063 0.111 1.059 0.049 0.996
PPP1R3F 1.01 0.061 0.934 0.042 0.924
KCNK17 1.058 0.118 0.987 0.004 0.933
FGD3 1.145 0.052 1.084 0.037 0.946
FCHSD1 1.115 0.109 1.039 0.017 0.932
FLJ00012 1.049 0.064 0.996 0.045 0.95
C9ORF28 1.194 0.09 1.077 0.01 0.902
KLHL6 1.058 0.048 1.002 0.031 0.947
RGPR 1.03 0.115 0.975 0.026 0.946
PLCZ1 1.053 0.029 1.034 0.016 0.982
TRIM15 1.043 0.108 1.052 0.044 1.008
AQP10 1.106 0.069 1.026 0.04 0.928
SLC25A21 1.126 0.073 1.051 0.017 0.932
FATE 1.139 0.073 1.051 0.014 0.923
SLAMF9 1.104 0.081 1.053 0.007 0.953
LOC89887 1.136 0.069 1.033 0.013 0.909
KBTBD6 1.121 0.092 1.04 0.003 0.928
WDR34 0.993 0.046 0.973 0.023 0.98
LOC89894 1.019 0.091 0.964 0.019 0.945
BC008967 1.115 0.073 1.037 0.011 0.93
PAPLN 1.004 0.095 0.995 0.008 0.991
RHOT2 1.132 0.087 1.059 0.031 0.935
LOC89944 1.145 0.048 1.082 0.002 0.944
KNSL8 1.158 0.067 1.089 0.02 0.94
C9ORF140 1.046 0.074 1.009 0.01 0.964
MGC14798 1.094 0.061 1.03 0.006 0.941
MIDN 1.173 0.088 1.064 0.025 0.906
FLJ00060 1.149 0.077 1.057 0.02 0.919
SYT8 0.952 0.084 0.913 0 0.958
C6ORF157 0.979 0.058 0.912 0.03 0.931
C14ORF152 1.1 0.099 1.022 0.018 0.928
JM11 1.108 0.09 1.036 0.022 0.935
LACRT 1.076 0.072 1.029 0.047 0.955
ZNF30 1.202 0.087 1.084 0.02 0.901
PHLDB2 1.121 0.07 1.058 0.018 0.943
LOC90113 1.05 0.103 1.032 0.024 0.982
LOC90120 1.194 0.064 1.084 0.016 0.907
DT1P1A10 1.147 0.076 1.065 0.031 0.928
LOC90133 1.159 0.104 1.023 0.03 0.882
BTBD6 1.084 0.074 1.007 0.022 0.929
LOC90139 0.941 0.057 0.913 0.005 0.97
C14ORF143 1.092 0.081 1.021 0.042 0.935
HS6ST2 1.08 0.045 1.065 0.036 0.986
LOC90167 1.008 0.032 1.02 0.026 1.012
EMILIN3 1.008 0.006 1.034 0.025 1.026
SBP1 1.033 0.044 1.014 0.037 0.982
WFDC8 1.147 0.053 1.088 0.007 0.948
C20ORF161 1.134 0.073 1.063 0.028 0.937
ZSWIM1 1.022 0.081 1.006 0.003 0.983



UCN2 1.083 0.058 1.034 0.033 0.954
MGC33867 1.036 0.093 1.018 0.01 0.981
ZNF551 0.811 0.024 0.858 0.033 1.057
UNC5A 1 0.003 1.012 0.01 1.012
LOC90268 0.941 0.016 0.982 0.027 1.043
C10ORF75 0.899 0.007 0.929 0.005 1.033
R29124_1 0.979 0.039 0.993 0.027 1.014
LOC90288 1.051 0 1.062 0.006 1.009
KLHL13 1.019 0.055 1.032 0.024 1.013
LOC90313 0.969 0.028 1.005 0.004 1.036
ZNF616 1.076 0.028 1.037 0.012 0.963
LOC90321 0.955 0.013 1.001 0.012 1.048
MGC20255 0.969 0.008 0.899 0.009 0.928
MGC33488 0.932 0.008 0.872 0 0.935
XTP7 0.968 0.025 0.923 0.007 0.954
LOC90333 1.007 0.001 0.954 0.003 0.947
LOC90342 0.964 0.006 0.908 0.003 0.941
LOC90353 0.861 0 0.848 0.008 0.985
LOC90355 0.952 0.03 0.857 0.01 0.9
MGC39325 0.809 0.002 0.795 0.002 0.982
LOC90378 0.835 0.019 0.798 0.022 0.954
LOC90379 0.78 0.02 0.744 0.008 0.953
MGC45866 0.907 0.044 0.956 0.03 1.054
THRAP6 0.816 0.009 0.818 0.02 1.003
MGC15397 1.033 0.039 1.006 0.025 0.973
LOC90410 1.016 0.001 0.964 0.002 0.949
MCFD2 1.07 0.063 0.986 0.039 0.921
MGC20481 0.927 0.001 0.934 0.026 1.007
FLJ14502 1.016 0.052 0.967 0.017 0.951
ATP6V1E2 1.041 0 0.988 0.017 0.949
BMF 1.035 0.003 0.955 0.029 0.921
ZNF622 1.001 0.001 0.998 0.002 0.996
ZNF605 1.031 0.035 1.055 0.044 1.022
MGC17943 0.969 0.002 0.968 0.065 0.998
LOC90499 1.016 0.059 1.036 0.019 1.019
MGC16309 1.013 0.011 1.052 0.032 1.038
SCRN2 1.062 0.027 1.066 0.009 1.004
LOC90520 1.019 0.013 1.046 0.056 1.026
LOC90522 1.004 0.031 0.976 0.008 0.972
C6ORF142 1.048 0.011 0.983 0.016 0.937
LOC90525 0.923 0.073 0.897 0.018 0.971
NIP 0.975 0.007 0.944 0.007 0.968
LOC90529 0.959 0.051 0.98 0.017 1.021
C10ORF42 1.112 0.004 1.065 0.021 0.958
LOC90576 1.125 0.048 1.087 0.018 0.965
LOC90580 0.982 0.008 0.969 0.005 0.986
ZNF625 1.173 0.063 1.101 0.019 0.938
DKFZP434I16 1.139 0.004 1.105 0.027 0.969
ZNF439 0.95 0.052 1.002 0.023 1.054
LOC90624 1.036 0.005 0.967 0.048 0.933
STARD13 1.056 0.072 1.021 0.014 0.966



LOC90637 0.972 0.002 0.952 0.009 0.979
ZNF486 1.031 0.04 1.016 0.028 0.985
TBL1Y 0.935 0.027 0.965 0.029 1.032
LOC90668 1.136 0.047 1.064 0.007 0.936
LRSAM1 1.046 0.04 1.107 0.011 1.058
LOC90693 1.241 0.053 1.148 0.002 0.924
LOC90701 1.122 0.008 1.033 0.015 0.921
LOC90736 0.773 0.041 0.92 0.02 1.19
PAGE-5 1.119 0.02 1.018 0.025 0.909
LOC90768 0.997 0.019 0.996 0.002 0.999
PYGO2 0.848 0.027 0.876 0.014 1.032
LOC90799 1.042 0.021 1.02 0.007 0.979
LOC90806 1.03 0.02 1.05 0.01 1.019
C14ORF9 1.174 0.002 1.174 0.014 1
LOC90826 1.056 0.022 1.019 0.007 0.965
ZNF479 1.011 0.004 1.047 0.012 1.035
LOC90835 1.028 0.028 1.061 0.001 1.031
MGC45400 1.19 0.038 1.136 0.028 0.954
ZNF598 1.014 0.024 1.065 0.007 1.05
FLJ25348 1.129 0.006 1.098 0.022 0.972
BAGE4 1.005 0.022 1.047 0.002 1.041
MGC12518 0.969 0.023 1.057 0 1.089
MGC16279 1.043 0.017 1.087 0.02 1.042
NID67 1.084 0.004 1.107 0.008 1.02
C16ORF34 0.976 0.022 0.999 0.026 1.023
KRTAP2-4 0.967 0.054 1.038 0.006 1.073
KRTAP4-14 1.226 0.021 1.139 0.017 0.928
KRTAP4-2 1.198 0.061 1.165 0.017 0.972
KRTAP4-5 1.053 0.007 1.053 0.046 1
KRTAP4-7 1.07 0.055 1.063 0.026 0.993
KRTAP9-4 0.985 0 1.042 0.028 1.057
SYTL4 0.946 0.006 0.938 0.01 0.991
SYTL5 0.953 0.016 0.964 0.043 1.012
ARHGAP12 0.892 0.024 0.911 0.029 1.021
RP1L1 0.992 0.023 0.936 0.047 0.943
FOXQ1 1.086 0.019 1.015 0.018 0.935
GNG8 1.148 0.017 1.015 0.056 0.884
H2AFV 1.033 0.025 1.02 0.03 0.987
EPSTI1 1.011 0.003 0.999 0.062 0.988
TSGA14 0.961 0.007 0.928 0.039 0.965
LOC96597 1.054 0.002 0.985 0.073 0.934
LOC96610 0.956 0.029 0.928 0.019 0.97
LIMS3 0.94 0.004 0.929 0.01 0.988
MRLC2 0.989 0.023 1.002 0.044 1.012
EGLN2 0.973 0.001 1.003 0.014 1.03
EGLN3 0.98 0.041 0.999 0.026 1.019
LOC112476 1.088 0.004 1.016 0.008 0.933
MGC16943 0.968 0.024 0.907 0.02 0.937
SAT2 0.96 0.004 0.921 0 0.959
C14ORF126 0.91 0.012 0.875 0.014 0.961
C6ORF51 0.812 0.017 0.805 0.014 0.991



SNAG1 1.023 0.023 0.986 0.036 0.963
C6ORF117 1.044 0.035 1.04 0.011 0.996
RWDD2 1.025 0.046 1.017 0.021 0.992
LOC112714 1.09 0.032 1.069 0.024 0.981
RDH13 1.13 0.03 1.1 0.029 0.973
IL17F 1.037 0.037 1.019 0.006 0.982
MGC16028 1.017 0.006 1.044 0.035 1.026
STX1B2 1.14 0.065 1.12 0.02 0.982
MGC31963 0.965 0 0.953 0.019 0.987
KRT6IRS 0.882 0.028 0.934 0.013 1.058
MGC19604 0.827 0.002 0.901 0.045 1.089
C10ORF65 1.027 0.019 1.022 0.013 0.995
C14ORF150 1.007 0.008 1.052 0.034 1.044
C14ORF149 0.957 0.041 1.015 0.024 1.061
LOC112869 1.104 0.001 1.151 0.041 1.041
LOC112885 1.026 0.069 1.067 0.027 1.039
MGC10485 1.105 0.007 1.061 0.041 0.96
LOC112937 1.041 0.02 1.037 0.007 0.996
MGC15407 0.954 0.024 0.977 0.039 1.023
MGC20419 0.993 0.03 0.997 0.025 1.004
C16ORF40 1.061 0.016 1.051 0.036 0.991
PLCD3 1.068 0.031 1.035 0.041 0.968
DUFD1 1.026 0.023 1.052 0.026 1.024
CDCA5 1.178 0.047 1.161 0.003 0.985
C14ORF78 1.165 0.04 1.122 0.055 0.963
LOC113174 1.145 0.057 1.104 0.014 0.964
IMAGE:421533 0.978 0.032 1.016 0.067 1.038
SCAMP4 1.001 0.03 1.023 0 1.022
LOC113179 0.989 0.023 1.001 0.035 1.011
D4ST1 0.917 0.01 0.946 0.007 1.031
H63 0.898 0.011 0.931 0.023 1.036
LOC113230 1.069 0.003 1.06 0.004 0.991
MGC9564 1.146 0.001 1.106 0.018 0.965
GRCC10 1.104 0.035 1.084 0.032 0.981
LOC113251 1.084 0.012 1.054 0.035 0.972
GLCCI1 0.946 0.054 0.972 0.013 1.027
MGC20235 0.968 0.002 0.965 0.018 0.995
C20ORF54 1.06 0.023 1.003 0.007 0.945
LOC113386 0.976 0.029 0.918 0.055 0.94
C6ORF83 0.903 0.005 0.889 0.036 0.984
TEX261 1.05 0.014 1.054 0.043 1.004
LOC113444 1.047 0.007 1.008 0.026 0.962
ODC-P 1.011 0.006 1.05 0.008 1.038
BCLP 1.061 0.007 1.049 0.038 0.988
H2-ALPHA 0.999 0.071 1.043 0.011 1.043
HEL308 1.074 0.014 1.02 0.026 0.949
CKLFSF1 1.038 0.05 1.037 0.004 0.998
CYP2U1 0.952 0.001 0.966 0.029 1.014
LOC113655 1.036 0.003 1.016 0.003 0.981
MGC16703 0.885 0.04 0.941 0.011 1.063
LOC113730 0.896 0.02 0.933 0.008 1.04



ODF3 0.935 0.032 0.934 0.047 0.999
C7ORF29 0.951 0.015 0.967 0.022 1.017
MGC17330 0.976 0.017 0.998 0.013 1.022
FLJ30525 0.939 0.041 0.953 0.042 1.014
LOC113828 0.983 0 0.988 0.013 1.005
SLC35A4 1.01 0.002 1.015 0.003 1.005
ZNF257 0.997 0.001 0.987 0.028 0.99
ZIM3 0.931 0.034 0.941 0.022 1.01
TOE1 0.838 0.022 0.907 0.018 1.082
C21ORF81 0.884 0.027 0.972 0.004 1.098
C21ORF82 0.878 0.043 0.95 0.014 1.082
C21ORF84 0.905 0.033 1.014 0.005 1.119
C21ORF88 0.977 0.024 1.056 0.015 1.08
C21ORF90 1.019 0.035 1.021 0.001 1.001
WBSCR22 1.003 0.08 1.05 0.006 1.046
TRIM9 1.027 0.035 1.064 0.019 1.036
UCN3 1.158 0.074 1.172 0.025 1.011
SLC2A13 1.185 0.026 1.136 0.017 0.958
LACTB 1.088 0.054 1.102 0.019 1.012
PALM2 0.886 0.004 0.939 0.018 1.059
EFHC1 1.069 0.032 1.014 0.014 0.949
MAL2 0.899 0.049 0.972 0.004 1.081
SLC22A9 0.899 0.022 0.952 0.012 1.059
ERMAP 0.914 0.018 0.971 0.006 1.061
LOC114659 1.02 0.01 1.034 0.014 1.014
CYGB 1.033 0.027 0.969 0.029 0.938
COP 0.846 0 0.859 0.011 1.014
PGLYRP2 0.856 0.022 0.854 0.023 0.998
PGLYRP3 0.922 0.01 0.878 0.014 0.951
PKD1L2 0.828 0.011 0.928 0.018 1.121
BTBD9 0.9 0.035 0.999 0.001 1.109
KIAA1881 0.955 0 1.062 0.008 1.112
CSMD2 0.979 0.072 1.047 0.005 1.069
MBD6 1.112 0.005 1.149 0.033 1.032
KIAA1889 0.917 0.007 0.995 0.002 1.085
KIAA1893 0.956 0.014 1.023 0.003 1.069
CSMD3 0.95 0.062 1.004 0.005 1.057
SLC25A25 0.993 0.035 1.019 0.003 1.025
TUBGCP5 0.912 0.016 0.928 0.002 1.016
KIAA1900 0.756 0.06 0.953 0.008 1.26
FMNL2 0.883 0.021 1.011 0.012 1.145
KIAA1904 0.651 0.055 0.903 0.012 1.386
KIAA1906 0.989 0.002 1.136 0.014 1.149
SLITRK1 0.896 0.019 1.036 0.023 1.156
EFO1 1.037 0.065 1.105 0.001 1.065
KIAA1912 0.989 0.064 1.029 0.027 1.04
KIAA1913 0.957 0.066 1.002 0.011 1.046
KIAA1915 0.942 0.034 1.007 0.027 1.067
RNF157 0.898 0.009 0.924 0.009 1.029
GALNT13 0.951 0.012 0.992 0.015 1.043
KIAA1920 0.684 0.046 0.891 0.007 1.301



KIAA1922 0.983 0.031 1.053 0.006 1.07
ZNF452 0.894 0.061 1.004 0.025 1.123
RHPN1 1.124 0.058 1.141 0.039 1.015
PNMA5 1.013 0.074 1.074 0.005 1.06
KIAA1935 0.916 0.076 1.046 0.028 1.141
SMYD4 0.972 0.083 0.976 0.04 1.003
KIAA1937 0.984 0.07 1.002 0.044 1.018
OSBPL5 0.927 0.037 0.913 0.017 0.984
OSBPL6 0.922 0.017 0.958 0.06 1.039
OSBPL7 1.001 0.016 1.019 0.009 1.017
OSBPL8 0.905 0.018 1.019 0.001 1.126
OSBPL9 0.753 0.034 0.941 0.005 1.248
OSBPL11 0.963 0.011 1.091 0.03 1.132
C1QTNF1 0.973 0.021 1.059 0.004 1.088
C1QTNF2 0.945 0.004 1.011 0.002 1.069
C1QTNF3 1.018 0.045 1.024 0.013 1.006
C1QTNF4 1.101 0.054 1.047 0.003 0.95
C1QTNF5 0.985 0.017 0.987 0.034 1.002
C1QTNF6 0.864 0.017 0.957 0.004 1.107
C1QTNF7 0.911 0.038 1.046 0.019 1.148
TIGA1 1.002 0.017 1 0.01 0.997
LOC114926 0.756 0.052 0.911 0.024 1.205
GASP2 0.954 0.024 1.032 0.01 1.081
PP784 0.893 0.026 0.976 0.009 1.092
TSGA13 0.969 0.01 0.996 0.044 1.027
LOC114984 0.727 0.021 0.844 0.012 1.161
WDR31 0.939 0.004 0.955 0.035 1.017
LOC114990 0.791 0.081 0.877 0.017 1.108
ZNF618 0.789 0.024 0.92 0.021 1.166
C6ORF150 0.903 0.014 1.02 0.008 1.129
SLC26A9 0.895 0 0.997 0.003 1.114
MGC20781 0.979 0.021 1.016 0.019 1.038
LOC115098 0.959 0.028 1.009 0.01 1.052
LOC115110 1.051 0.016 1.066 0.012 1.014
SLC26A7 0.936 0.001 0.962 0.004 1.028
MGC48332 0.889 0.054 0.984 0.017 1.107
ZNF554 0.899 0.026 0.941 0.026 1.047
APG4A 0.868 0.063 0.96 0.071 1.106
KCTD12 0.895 0.028 0.907 0.075 1.014
MPRP-1 1.029 0.007 1.012 0.013 0.983
DDIT4L 0.991 0.052 0.937 0.064 0.945
MGC45806 0.928 0.106 0.933 0.025 1.004
SLC25A26 0.807 0.056 0.95 0.073 1.177
FBXO17 0.897 0.073 0.915 0.096 1.02
LOC115294 0.972 0.04 0.944 0.048 0.971
MGC8974 0.978 0.12 0.949 0.03 0.97
GBP4 0.898 0.018 0.945 0.057 1.051
GBP5 0.918 0.081 0.93 0.025 1.013
DKFZP761L15 0.858 0.074 0.975 0.005 1.136
C7ORF30 0.908 0.093 0.99 0.002 1.091
LOC115509 0.941 0.013 1.093 0.017 1.161



LOC115548 0.873 0.045 0.957 0.026 1.095
GEFT 0.928 0.038 1.011 0.016 1.089
ZNF501 0.802 0.066 0.969 0.018 1.207
MGC16491 0.951 0.007 1.014 0.021 1.065
SLC5A11 0.815 0.038 0.88 0.026 1.079
TNFRSF13C 0.795 0.014 0.912 0.058 1.147
TTC6 0.781 0.026 0.919 0.003 1.177
NOSTRIN 0.941 0.014 0.983 0.013 1.044
SNX26 0.876 0.027 0.982 0.015 1.12
FLJ40452 1.048 0.007 1.092 0.003 1.041
LOC115749 1.035 0.017 1.03 0.057 0.995
MGC4562 1.013 0.015 1.041 0.019 1.027
ARL11 0.918 0.037 0.997 0.008 1.086
MGC40179 1.002 0.022 1.065 0.015 1.062
LOC115811 0.873 0 1.002 0.007 1.147
DHRS1 0.787 0.003 0.886 0.014 1.125
WDFY2 0.893 0.024 0.994 0.039 1.114
RAB3C 0.922 0.011 0.966 0.039 1.048
LOC115861 0.857 0.027 0.95 0.014 1.108
CTHRC1 0.849 0.004 0.981 0.015 1.154
MGC24381 0.91 0.027 1.037 0.015 1.139
MGC20983 0.807 0.011 0.955 0 1.182
LOC115950 0.947 0.024 1.067 0.049 1.126
RNF166 0.954 0.006 1.049 0.014 1.099
MGC24665 0.878 0.042 0.977 0.047 1.112
OSR2 0.849 0.012 0.969 0.011 1.141
LOC116064 0.815 0.049 0.943 0.031 1.157
LOC116068 0.9 0.012 0.897 0.001 0.997
MGC20410 0.859 0.025 0.941 0.023 1.095
DIRC1 0.897 0.002 0.985 0.028 1.097
FOXP4 0.921 0.028 1.009 0.006 1.095
ZNF526 1.136 0.065 1.124 0.018 0.99
LOC116123 0.994 0.037 1.08 0.012 1.085
LRP15 0.838 0.025 0.982 0.009 1.172
KLHDC3 0.984 0.005 1.029 0.045 1.045
LOC116143 0.899 0.02 0.967 0.001 1.076
C6ORF68 0.904 0.002 0.984 0.038 1.087
C20ORF108 0.939 0.027 1.011 0.01 1.076
PHACTR3 1.088 0.044 1.113 0.012 1.023
CYYR1 1.016 0.021 1.066 0.014 1.049
CKLFSF5 0.974 0.014 1.027 0.053 1.054
TGM7 0.969 0.028 1.104 0.025 1.138
LOC116211 0.961 0.008 1.047 0.054 1.089
C9ORF42 0.924 0.015 1.07 0.002 1.158
ZMYND19 0.941 0.017 1.035 0.037 1.1
FAM36A 0.871 0.028 0.999 0.033 1.146
LOC116236 0.794 0.025 0.965 0.022 1.215
LOC116238 0.977 0.079 1.017 0.008 1.04
C6ORF72 1.032 0.018 1.063 0.016 1.029
MOGAT1 0.94 0.03 1.024 0.027 1.089
BUCS1 0.96 0.015 1.047 0.011 1.09



VEST1 0.857 0.048 0.988 0.019 1.152
PANX3 0.993 0.02 1.067 0.01 1.074
LOC116349 0.947 0.045 0.982 0.042 1.036
RBP7 0.909 0.054 0.989 0.012 1.087
SLC26A8 0.944 0.018 1.09 0.004 1.154
MGC29643 0.918 0.027 1.031 0.008 1.122
LOC116412 0.947 0.016 0.976 0.025 1.031
LOC116441 0.835 0.037 0.946 0.008 1.132
RAB39B 0.838 0.041 0.972 0.004 1.159
GRIN3B 1.139 0.06 1.149 0.006 1.008
OLIG1 0.893 0.008 0.966 0.013 1.082
MGC16384 0.956 0.003 1.023 0.037 1.07
MGC4677 0.952 0.012 1.082 0.002 1.136
TIP39 0.93 0.009 1.043 0.024 1.12
FLJ34658 1.064 0.035 1.011 0.009 0.95
MGC26610 0.956 0.031 0.95 0.021 0.992
SSB3 0.952 0.032 1.024 0.009 1.075
C9ORF26 0.862 0.013 0.945 0.004 1.096
COE2 0.926 0.053 0.996 0.003 1.075
C9ORF123 0.871 0.026 0.961 0.003 1.104
MGC45731 0.89 0.048 0.992 0.007 1.114
TRIM41 0.988 0.025 1.076 0.007 1.088
ESAM 1.029 0.035 1.077 0.001 1.046
DHX57 1.043 0.021 1.064 0.008 1.02
ZNF251 1.035 0.056 1.098 0.016 1.06
CREB3L1 1.094 0.023 1.167 0.018 1.066
FMNL3 0.827 0.028 0.846 0.027 1.022
LASS5 0.836 0 0.851 0.022 1.017
DPP9 0.884 0.03 0.905 0.026 1.023
DKFZP761B10 0.91 0.012 0.89 0.004 0.978
DKFZP761E19 0.871 0.044 0.892 0.005 1.024
NY-REN-41 0.846 0.034 0.84 0.007 0.993
ANKRD30A 0.602 0.015 0.75 0.016 1.246
TRIM47 0.921 0.01 0.872 0.037 0.946
ZNF506 0.957 0.014 0.879 0.016 0.917
L3MBTL4 0.87 0.015 0.836 0.003 0.961
LOC91137 0.855 0.022 0.901 0.051 1.053
MGC26979 0.912 0.006 0.943 0.002 1.033
TIGD7 0.906 0.041 0.976 0.02 1.076
DKFZP434B12 1.026 0.013 1.016 0.044 0.99
LOC91181 0.957 0.054 0.969 0.028 1.012
LOC91219 1.012 0.031 0.977 0.017 0.965
GGTL4 0.88 0.023 0.886 0.015 1.006
SLC39A13 0.938 0.002 0.92 0.014 0.981
LOC91272 0.947 0.008 0.952 0.015 1.004
MGC17337 1.02 0.007 1.005 0.016 0.986
BC002942 0.907 0.045 0.99 0.018 1.091
C19ORF22 0.939 0.029 1.02 0.013 1.086
C19ORF6 0.889 0.036 0.908 0.027 1.021
C22ORF14 0.961 0.022 1.008 0.01 1.048
FLJ31033 0.907 0.051 0.996 0.007 1.098



DKFZP434O02 0.91 0.005 0.973 0.019 1.07
MGC13017 0.942 0.036 1.003 0.034 1.064
MGC15396 1.008 0.009 1.013 0.034 1.005
UAP1L1 1.088 0.021 1.069 0.057 0.982
ZNF502 1.036 0.013 1.007 0.027 0.972
SESTD1 1.013 0.051 1.048 0.012 1.034
MGC23908 0.941 0 0.992 0.01 1.054
DKFZP434E23 0.998 0.059 1.027 0.017 1.029
KUB3 1.054 0.007 1.05 0.035 0.995
LOC91431 0.989 0.031 1.028 0 1.039
MGC32020 0.951 0.005 0.988 0.015 1.038
FLJ38628 1.05 0.034 1.066 0.001 1.014
LOC91461 1.052 0.011 1.038 0.011 0.986
LOC91464 0.954 0.029 1.017 0.018 1.066
COL23A1 1.069 0.004 1.075 0.023 1.005
MGC16044 0.952 0.037 0.984 0.023 1.033
LOC91526 0.959 0.025 0.995 0.027 1.037
DKFZP434P05 1.021 0.045 0.976 0.033 0.955
SOC 0.98 0.01 1.034 0.038 1.054
FLJ38663 1.037 0.057 1.066 0.013 1.027
MGC52010 1.018 0.005 0.984 0.054 0.966
DKFZP434G06 0.888 0.033 0.964 0.022 1.085
MGC20398 1.038 0.006 1.06 0.002 1.021
FLJ34922 0.877 0.038 0.941 0.014 1.072
RASL10B 1.048 0.005 1.017 0.019 0.97
CHURC1 0.973 0.026 1.051 0.034 1.079
LOC91614 0.912 0.03 1.003 0.001 1.099
NEXN 0.967 0.026 1.027 0.016 1.062
FLJ13072 0.958 0.039 1.018 0.009 1.061
ATPAF2 0.961 0.017 1.028 0.008 1.068
BOC 0.96 0.021 1.001 0.005 1.042
MYADM 1.037 0.006 1.074 0.007 1.035
LOC91664 0.932 0.033 1.006 0.001 1.079
SYT12 1.066 0.015 1.11 0.018 1.041
DJ383J4.3 0.97 0.037 0.999 0.008 1.029
LOC91689 0.996 0.021 1.064 0.011 1.068
FLJ23749 1.043 0.022 1.075 0.017 1.03
DJ222E13.2 1.051 0.014 1.11 0.002 1.056
IDI2 1.056 0.024 1.102 0.032 1.043
YT521 1.064 0.04 1.103 0.006 1.037
C14ORF43 0.906 0.046 1.051 0.012 1.16
KIAA1919 1.064 0.046 1.123 0.004 1.054
C14ORF46 1.095 0.033 1.107 0.012 1.011
LOC91752 1.015 0.07 1.028 0.007 1.012
CABLES1 0.952 0.017 1.035 0.025 1.087
MGC15606 0.833 0.016 0.888 0.01 1.066
MGC29816 0.794 0.008 0.87 0.005 1.095
LOC91801 0.838 0.027 0.903 0.016 1.077
C14ORF73 0.97 0.004 1.026 0.011 1.056
WDR20 0.944 0.029 0.986 0.007 1.043
CHRDL1 0.979 0.01 1.018 0.012 1.04



MGC4809 1.027 0.02 1.037 0.002 1.009
MRVLDC3 1.028 0.006 1.08 0.021 1.05
RFT1 0.987 0.025 1.028 0.001 1.04
TTC5 1.057 0.01 1.082 0.014 1.023
MGC14839 0.929 0.001 0.867 0.025 0.933
LOC91937 0.931 0.005 0.908 0.011 0.976
LOC91942 0.903 0.036 0.865 0.012 0.957
ARRDC4 0.886 0.001 0.852 0.004 0.961
LOC91948 0.994 0.016 0.93 0.009 0.936
COG7 0.937 0.022 0.887 0.023 0.947
LOC91966 0.841 0.02 0.856 0.002 1.018
ZNF300 0.709 0.013 0.759 0.001 1.07
MYOZ3 0.857 0.009 0.831 0.018 0.969
C19ORF20 0.811 0.001 0.837 0.004 1.033
MGC29729 0.977 0.031 0.939 0.028 0.96
MCART1 0.853 0.016 0.897 0.019 1.051
LOC92017 1.023 0.038 0.96 0.006 0.938
MGC21675 0.987 0.027 0.976 0.011 0.989
GGTLA4 1.028 0.026 0.991 0.005 0.963
MGC14289 1.074 0.024 0.989 0.029 0.921
FLJ13946 0.744 0.033 0.837 0.023 1.124
MGC15763 1.045 0.027 0.978 0.021 0.935
C18ORF4 0.97 0.05 0.996 0.013 1.027
LOC92129 0.983 0.01 1.028 0.019 1.045
LYRIC 0.974 0.023 0.98 0.028 1.006
LOC92154 1.102 0.013 1.093 0.023 0.992
LOC92162 0.978 0.031 1.014 0.001 1.036
SPRN 0.963 0.02 1.005 0.013 1.043
PCDH21 1.163 0.064 1.092 0.013 0.938
DKFZP434E18 1.122 0.023 1.081 0.034 0.963
MK2S4 1.177 0.067 1.127 0.036 0.958
DKFZP434H22 1.095 0.038 1.054 0.015 0.962
MRPS36 0.972 0.054 1.031 0.03 1.061
LOC92270 0.781 0.005 0.901 0.027 1.152
ZNF585B 0.97 0.028 0.978 0.016 1.007
CAPN13 1.1 0.005 1.021 0.04 0.928
MGC15937 1.105 0.026 1.06 0.044 0.959
DKFZP761O20 1.076 0.01 1.055 0.034 0.979
LOC92305 1.092 0.035 1.062 0.018 0.972
LOC92312 1.094 0.023 1.081 0.02 0.987
MGC9084 0.759 0.019 0.951 0.004 1.253
FLJ11752 1.008 0.032 1.008 0.048 0.999
LOC92345 1.096 0.023 1.052 0.015 0.96
LOC92346 0.885 0.012 0.937 0.011 1.058
CRB3 0.932 0.012 0.952 0.011 1.02
SSB4 0.929 0.013 0.931 0.004 1.002
FLJ23751 1.094 0.047 1.075 0.025 0.983
ZFP62 1.115 0.006 1.055 0.018 0.945
MRRF 0.993 0.033 1.003 0.018 1.009
RBM18 1.106 0.041 1.081 0.029 0.977
SHAX3 1.038 0.056 1.012 0.033 0.974



MGC20460 1.038 0.006 1.028 0.016 0.989
LOC92482 1.003 0.022 1.023 0.033 1.019
LDHL 0.881 0.005 0.927 0.014 1.051
HCMOGT-1 1.116 0.01 1.085 0.005 0.972
LOC92558 1.075 0.025 1.023 0.016 0.951
FANK1 1.013 8.681 1.022 0.017 1.008
ASB16 1.021 0.021 1.045 0.006 1.023
MGC13138 1.04 0.008 1.05 0.003 1.009
MOBKL1A 0.875 0.014 0.986 0.005 1.126
T2BP 0.995 0.007 1.007 0.007 1.012
LOC92659 1.091 0.003 1.075 0.029 0.985
C20ORF72 0.963 0.008 0.996 0.007 1.034
HARS2 1.093 0.036 1.09 0 0.997
LOC92689 1.037 0.02 1.064 0.014 1.025
LOC92691 1.041 0.041 1.128 0.032 1.083
C1ORF37 0.891 0.017 1.005 0.011 1.128
ARRDC1 1.091 0.016 1.111 0.028 1.018
C9ORF112 1.114 0.019 1.128 0 1.012
OTOP2 1.191 0.015 1.174 0.013 0.985
DNER 1.12 0.023 1.107 0.006 0.988
SLC38A5 1.078 0.028 1.101 0.004 1.021
C20ORF114 0.862 0.025 0.978 0.002 1.134
MGC16372 0.984 0.011 1.011 0.001 1.027
HELB 0.972 0.043 1.067 0.078 1.098
LOC92799 0.971 0.007 1.065 0.069 1.096
MGC16385 0.926 0.044 0.999 0.017 1.079
HIST3H2A 1.026 0.016 1.038 0.004 1.011
ZFP276 0.778 0.015 1.015 0.039 1.304
C19ORF32 0.909 0.005 0.988 0.014 1.086
IMP4 0.786 0.036 0.891 0.049 1.133
LOC92906 1.045 0.005 1.128 0.027 1.079
LOC92912 1.13 0.047 1.158 0.006 1.024
MGC10992 1.028 0.024 1.05 0.039 1.021
METRS 0.959 0.05 0.974 0.042 1.014
PEX11G 0.801 0.009 0.922 0.02 1.151
LOC92979 0.966 0.015 1.001 0.025 1.036
KIAA1190 0.939 0.024 0.941 0.049 1.002
B3GNT7 0.731 0.016 0.88 0.006 1.202
NT5C1B 0.843 0.022 0.861 0.011 1.022
PKHD1L1 0.84 0.008 0.922 0.046 1.097
FLJ32452 0.778 0.028 0.868 0.055 1.116
LOC93081 0.914 0.011 0.944 0.103 1.033
ZD52F10 0.92 0.014 0.968 0.103 1.052
PP3856 0.908 0 0.926 0 1.019
KCNG4 0.803 0.019 0.883 0.005 1.099
LOC93109 1.058 0.042 1.031 0.013 0.974
MGC13024 1.091 0.007 1.061 0.045 0.972
OLFM2 0.969 0.016 1.038 0.034 1.07
PIGM 0.847 0.04 0.953 0.022 1.124
IGSF8 0.961 0.014 1.023 0.011 1.065
MGC35194 0.92 0.051 0.97 0.011 1.054



PERLD1 1.032 0.002 1.063 0 1.029
FLJ32926 0.872 0.026 0.929 0.012 1.065
LEMD1 0.929 0.013 0.927 0.051 0.998
MGC20533 1.022 0.04 1.002 0.009 0.98
LOC93343 0.759 0.034 0.862 0.067 1.135
LOC93349 1.085 0.014 1.088 0.027 1.002
TMEM10 1.04 0.013 1.082 0.059 1.039
MYLC2PL 0.953 0.082 0.984 0.008 1.032
C10ORF94 0.966 0.027 1.005 0.072 1.04
DKFZP434J02 0.914 0.052 0.917 0.01 1.003
LOC93432 1.009 0.032 1.005 0.036 0.995
LOC93463 0.966 0.01 0.952 0.008 0.985
MGC12466 0.987 0.002 0.975 0.037 0.988
C14ORF32 0.818 0.033 0.894 0.034 1.092
HSPC105 0.877 0.061 0.914 0.057 1.041
ANUBL1 1.018 0.028 1.046 0.022 1.027
LOC93556 1.24 0.045 1.164 0.01 0.938
RG9MTD2 0.966 0.089 0.998 0.039 1.033
CACNA2D4 1.11 0.043 1.096 0.035 0.986
MGC21654 0.995 0.021 0.997 0.009 1.002
FBXO44 0.797 0.038 0.931 0.06 1.168
PGR1 1.011 0.032 1.076 0.025 1.063
MGC21874 1.026 0.055 1.08 0.017 1.052
TJP4 0.964 0.026 0.959 0.008 0.995
CAPZA3 1 0.018 1.02 0.03 1.02
ARHGAP18 1.062 0.007 1.059 0.004 0.997
CADPS2 1.071 0.026 1.075 0.026 1.003
ATPIF1 0.947 0.049 1.009 0.007 1.065
PIGS 0.997 0.014 1.017 0.012 1.02
SERHL 0.736 0.027 0.866 0.016 1.176
TTYH2 0.867 0.013 0.957 0.018 1.103
LRRC4B 0.958 0.003 0.979 0.048 1.021
HTRA3 0.875 0.003 0.91 0.028 1.04
CAM-KIIN 0.937 0.033 1.027 0.004 1.096
MTF 0.979 0.018 1.059 0.003 1.08
ZNF101 1.013 0.01 1.058 0.006 1.044
SYAP1 0.994 0.022 1.096 0.009 1.102
LENG9 0.977 0.032 1.099 0.036 1.124
SFXN1 1.113 0.007 1.122 0.053 1.008
HSPB9 0.917 0.041 1.048 0.032 1.143
SFXN5 0.832 0.018 0.91 0.023 1.094
ORMDL3 0.896 0.008 0.967 0.001 1.079
C21ORF66 0.981 0.011 1.05 0.001 1.07
LOC94105 1.028 0.02 1.084 0.014 1.053
MGC14327 0.806 0.01 0.935 0.025 1.159
SYTL3 0.904 0 0.94 0.034 1.039
LOC92235 0.947 0.014 1.011 0.014 1.066
MGC16733 1.003 0.017 1.069 0.006 1.066
SCGB3A1 1.011 0.002 1.103 0.001 1.09
LOC133619 0.945 0.007 1.02 0.009 1.078
FLJ30596 0.902 0.006 0.977 0.034 1.083



ZNF561 0.938 0.016 0.984 0.023 1.048
MIST 0.964 0.024 1.05 0.011 1.089
C1ORF19 0.954 0.011 1.024 0.014 1.073
C1ORF24 0.977 0.025 1.006 0.01 1.03
MRGPRD 1.003 0.008 1.072 0.016 1.068
APOA5 1.015 0.028 1.07 0.024 1.054
MRGPRE 0.988 0.016 1.041 0.003 1.053
MRPL53 1.006 0.021 1.051 0.021 1.044
MRPL54 1.056 0.016 1.11 0.02 1.05
HSPA12B 1.029 0.023 1.075 0.029 1.044
LIP8 1.043 0.021 1.064 0.013 1.019
IMAGE345145 0.847 0.011 0.872 0.017 1.029
LEAP-2 0.85 0.001 0.847 0.011 0.997
C6ORF192 0.895 0.018 0.9 0.023 1.005
LRG1 0.884 0.003 0.883 0.01 0.998
TRALPUSH 0.875 0 0.862 0.013 0.985
WDR17 0.888 0.001 0.904 0.001 1.018
ART5 0.775 0.023 0.823 0.001 1.062
CENTB5 0.748 0 0.8 0.012 1.069
CENTD1 0.762 0.011 0.798 0.018 1.046
CENTD2 0.702 0.005 0.705 0.001 1.005
CENTG1 0.902 0.011 0.908 0.004 1.006
CENTG2 0.952 0.011 0.937 0.015 0.985
CENTG3 0.877 0.004 0.926 0.006 1.055
PRRXL1 0.941 0.003 0.974 0.015 1.035
STAF42 0.966 0.023 0.969 0.037 1.003
CTMP 0.969 0.002 0.968 0.011 0.999
MIA2 0.923 0.012 0.938 0.019 1.017
EAT2 0.933 0 0.952 0.001 1.021
DCD 0.816 0.018 0.865 0.011 1.06
WFIKKN 0.894 0.008 0.915 0.008 1.023
RAB3IP 1.01 0.006 1.056 0.002 1.045
SSX2IP 0.96 0.008 1.018 0.008 1.061
HRLP5 0.909 0 1.007 0.013 1.107
FTSJ3 0.972 0.007 1.038 0.012 1.067
SLC16A10 1.008 0.008 1.062 0.02 1.054
GALNTL2 0.97 0.018 1.039 0.009 1.07
DEFB118 0.924 0.031 0.98 0.023 1.06
TMC2 0.902 0.002 0.948 0.008 1.051
RLN3 0.949 0.004 0.958 0.009 1.009
ZNF354B 0.96 0.018 0.989 0.02 1.03
TRIM6 0.963 0.015 0.991 0.004 1.029
C21ORF100 0.979 0.016 1.016 0.005 1.037
LOH12CR1 1.052 0.008 1.054 0.006 1.001
OLFM3 0.986 0.033 1.016 0.01 1.03
ANTXR2 0.993 0.002 1.036 0.016 1.042
LOC118430 0.974 0.03 1.007 0.018 1.034
C10ORF71 0.985 0.001 1.024 0.023 1.039
PRAP1 0.905 0.017 0.959 0.02 1.058
ZNF511 0.875 0.003 0.912 0.028 1.042
CHCHD1 0.973 0.021 1.013 0.015 1.04



ZMYND17 1.02 0.002 1.019 0.019 0.998
TTC18 1.009 0.005 1.046 0.007 1.036
C10ORF90 1.044 0.017 1.062 0.03 1.016
C10ORF87 1.081 0.039 1.08 0.013 0.999
C10ORF89 1.077 0.007 1.067 0.016 0.99
ZNF488 0.986 0.033 0.996 0 1.01
C10ORF83 0.97 0.007 0.964 0.004 0.993
ZFYVE27 0.984 0.009 0.989 0.003 1.005
COMTD1 0.894 0.009 0.928 0.029 1.037
ANKRD22 1.008 0.014 1.051 0.007 1.042
SFXN2 0.958 0.006 1.046 0 1.091
PDZK8 1.018 0.02 1.082 0.008 1.063
CTGLF1 1.079 0.011 1.153 0.03 1.068
C10ORF32 1.095 0.003 1.142 0.013 1.043
LYZL2 1.039 0.008 1.075 0.007 1.035
KIAA1975 1.054 0.011 1.113 0.007 1.055
GSTO2 0.945 0.013 1.002 0.012 1.059
C10ORF78 0.965 0.016 1.022 0.008 1.059
FAM26A 0.926 0.011 1.005 0 1.084
MGC32871 0.99 0.001 1.079 0.014 1.09
C10ORF104 1.037 0.007 1.121 0.01 1.08
PNLIPRP3 1.066 0.006 1.139 0 1.068
SFXN4 0.992 0.006 1.095 0.034 1.103
CPXM2 1.067 0.019 1.123 0 1.051
LOC119710 1.046 0.001 1.114 0.023 1.064
GYLTL1B 1.051 0.01 1.123 0.013 1.069
SLC36A4 0.996 0.022 1.056 0.018 1.06
FAT3 0.956 0.007 1.026 0.02 1.073
MGC34830 0.968 0.009 1.054 0.027 1.089
LOC120224 0.914 0.008 0.985 0.03 1.077
CYP2R1 0.933 0.006 1.001 0.007 1.072
LOC120376 1.03 0.023 1.039 0.024 1.008
LOC120379 1.023 0.001 1.104 0.016 1.079
MGC34290 1.047 0.052 1.12 0.033 1.069
FLJ25224 0.986 0.01 1.045 0.003 1.06
AMICA 0.999 0.029 1.08 0.001 1.08
LOC120526 1.01 0.016 1.106 0.011 1.095
FLJ38968 1.033 0.018 1.093 0.004 1.057
DEPDC4 1.077 0.007 1.127 0.002 1.046
LRRK2 0.913 0.027 0.955 0 1.045
FLJ40089 0.818 0.024 0.886 0.009 1.082
FLJ31166 0.926 0.024 0.948 0.003 1.023
LOC121006 0.865 0.026 0.927 0.04 1.071
MGC40397 0.937 0.022 0.97 0.017 1.035
SDR-O 0.861 0.011 0.909 0.036 1.056
LRIG3 0.855 0.028 0.918 0.014 1.073
KIAA1944 0.782 0.004 0.858 0.034 1.097
SLC15A4 0.738 0.006 0.805 0.018 1.09
RHEBL1 0.756 0 0.816 0.036 1.079
MGC35033 0.898 0.006 0.951 0.021 1.058
FLJ31295 0.938 0 0.909 0.022 0.969



TPH2 0.959 0.041 0.992 0.02 1.034
FLJ32942 0.967 0.014 1.002 0.042 1.036
K6IRS4 0.979 0.023 1.024 0.011 1.045
NEDD1 0.914 0.015 0.979 0.011 1.07
HIST4H4 0.867 0.025 0.95 0.025 1.096
FLJ32115 0.751 0.01 0.85 0.031 1.131
FGD4 0.848 0.004 0.836 0.053 0.986
ASCL4 0.875 0.004 0.933 0.025 1.066
BTBD11 0.938 0.003 1.011 0.012 1.078
TMEM16D 0.956 0.018 1.038 0.018 1.085
FOXN4 0.923 0.009 1.014 0.024 1.099
SPPL3 0.981 0.015 1.051 0.022 1.071
MGC35169 0.981 0.004 0.939 0.089 0.958
FLJ40176 0.984 0.028 1.075 0.033 1.092
LOC121952 0.936 0.006 1.054 0.017 1.125
MGC40178 0.908 0.004 0.979 0.024 1.078
FLJ30046 0.914 0.003 0.856 0.108 0.936
FLJ40296 0.92 0.012 0.991 0.008 1.076
LOC122258 0.894 0.003 0.946 0.02 1.057
ANKRD9 1.023 0.014 0.97 0.014 0.947
FAM14B 0.986 0.01 1.001 0.011 1.014
C14ORF28 0.987 0.026 1.023 0.052 1.037
TRAPPC6B 1.03 0.014 1.085 0.034 1.053
C14ORF79 0.989 0.019 1.055 0.015 1.066
LOC122618 0.917 0.012 1.012 0.056 1.103
C14ORF6 0.886 0.061 0.881 0.061 0.994
C14ORF8 0.769 0.002 0.902 0.026 1.173
RNASE8 1.05 0.002 1.116 0.002 1.062
MRPL52 0.983 0.014 0.93 0.051 0.946
PPIL5 1.045 0.014 1.096 0.017 1.048
KLHDC1 0.861 0.022 0.957 0.056 1.112
C14ORF31 0.97 0.02 1.032 0.012 1.063
C14ORF35 1.045 0.009 1.086 0.04 1.039
GPB5 1.013 0.006 1.089 0.024 1.075
C14ORF148 0.921 0.008 0.998 0.035 1.082
JDP2 0.91 0.015 1.005 0.029 1.103
HBLD1 0.951 0 0.992 0.038 1.043
PTE2B 1.007 0.005 1.058 0.015 1.05
TTC8 0.98 0.009 1.057 0.015 1.078
SLC24A4 0.982 0.013 1.059 0.039 1.078
SLC25A29 0.965 0.002 1.039 0.026 1.076
C14ORF66 1.027 0.025 1.083 0.034 1.054
LOC123169 0.996 0.008 1.071 0.011 1.076
MGC29937 0.967 0.019 1.037 0.036 1.072
SENP8 0.986 0.005 1.047 0.015 1.061
MTFMT 0.927 0.025 1.036 0.031 1.117
OSTBETA 0.863 0.03 1.045 0.018 1.211
FLJ25005 1.029 0.021 1.12 0.014 1.088
LOC123346 1.083 0.012 1.193 0.005 1.101
MGC24976 0.995 0.005 1.092 0.027 1.097
FLJ38190 0.988 0.007 1.125 0.002 1.138



SPG6 0.958 0.019 1.084 0.031 1.131
FLJ32310 0.947 0.005 1.098 0.01 1.159
KIAA1971 0.92 0.003 1.031 0.029 1.121
LOC123722 1.025 0.025 1.127 0.012 1.099
FLJ45651 0.958 0.008 1.061 0.021 1.107
FLJ32702 0.883 0 0.997 0.02 1.128
NTAN1 0.957 0.007 1.05 0.005 1.097
FLJ31153 0.89 0.007 1.015 0.017 1.139
LOC123872 0.92 0.018 1.015 0.005 1.104
LOC123876 0.891 0.011 1.03 0.012 1.156
MGC48972 1.004 0.008 1.087 0.004 1.082
ZG16 0.99 0.026 1.095 0.003 1.106
UNQ2446 0.972 0.028 1.065 0.006 1.095
CKLFSF3 0.944 0.014 1.054 0.003 1.117
MGC33367 1.043 0.013 1.171 0.003 1.122
MGC26885 0.827 0.034 0.851 0.019 1.028
FLJ31606 0.887 0.028 0.879 0.017 0.991
NOXO1 0.898 0.056 0.924 0.019 1.029
FLJ34512 0.847 0.063 0.892 0.009 1.052
MGC35048 0.838 0.032 0.864 0 1.03
FLJ39075 0.835 0.015 0.842 0.008 1.009
MGC52282 0.79 0.016 0.793 0.004 1.004
FLJ30002 0.802 0.053 0.818 0.022 1.019
LOC124245 0.76 0.049 0.759 0.007 0.997
CDYL2 0.78 0.046 0.789 0.025 1.011
KIAA1977 0.871 0.023 0.891 0.002 1.023
LOC124402 0.873 0.014 0.884 0.001 1.013
FLJ25410 0.882 0.022 0.936 0.01 1.06
LOC124411 0.901 0.033 0.903 0.016 1.002
LOC124446 0.87 0.017 0.91 0.009 1.045
SLIC1 0.978 0.029 0.966 0.006 0.987
LOC124491 0.935 0.03 0.923 0.002 0.987
FLJ40311 0.911 0.033 0.905 0.024 0.992
MSI2 0.884 0.028 0.894 0.009 1.011
MGC15523 0.868 0.028 0.861 0.014 0.992
USH1G 0.943 0.013 1.034 0.016 1.096
FLJ37300 0.943 0.012 0.985 0.009 1.044
ZPBP2 0.999 0.016 1.066 0.006 1.067
FLJ32499 0.987 0.02 1.033 0.015 1.046
USP43 0.982 0.016 1.023 0.003 1.041
LOC124751 0.928 0.015 0.989 0.011 1.065
LOC124773 0.923 0 0.984 0.003 1.065
FLJ32384 0.886 0.007 0.919 0.03 1.037
FLJ30656 0.859 0.016 0.929 0.004 1.081
FLJ31795 0.918 0.016 0.972 0.024 1.059
FLJ40137 0.909 0.008 0.975 0.013 1.072
LOC124842 0.95 0.017 0.975 0.02 1.026
WFIKKNRP 0.933 0.008 0.955 0.021 1.023
GALGT2 0.984 0.002 1 0.014 1.016
SPACA3 0.934 0.003 0.982 0.025 1.05
SEZ6 1.026 0.005 0.985 0.011 0.96



FLJ25555 1.016 0.012 1.032 0.013 1.015
MGC34680 0.936 0.009 0.951 0.005 1.016
MGC32124 0.934 0.003 0.952 0.007 1.018
MGC49942 0.968 0.015 0.984 0.019 1.016
FLJ30726 1.016 0.002 1.092 0.005 1.074
FLJ90165 1.05 0.014 1.055 0.007 1.004
LOC124976 0.973 0.011 1.019 0.006 1.047
FLJ40342 1.136 0.046 1.101 0.01 0.969
MRPL10 0.999 0.02 1.019 0.004 1.02
FLJ33817 1.091 0.018 1.055 0.009 0.966
TBC1D16 0.991 0.01 0.993 0.036 1.001
GJC1 0.991 0.014 1.054 0.039 1.063
MGC45562 0.985 0.008 0.989 0.003 1.003
MGC40157 0.949 0.009 0.95 0.008 1
SMCR7 0.98 0.015 1.063 0.019 1.084
SLC5A10 1.055 8.471 1.03 0.015 0.975
C18ORF19 1.001 0.02 1.049 0.023 1.047
LOXHD1 1.025 0.013 1.053 0.005 1.028
C18ORF37 0.981 0.001 1.052 0.012 1.072
C18ORF17 1.003 0.031 1.037 0.018 1.033
MGC33839 0.986 0.025 1.076 0.003 1.091
LOC125893 1.013 0.04 1.103 0.008 1.088
ZNF543 0.929 0.03 1.039 0.005 1.118
UNQ9366 0.895 0.007 0.979 0.012 1.093
RAVER1 1.037 0.031 1.2 0.028 1.157
COXVIB2 1.006 0.042 1.122 0.043 1.114
EXOSC6 1.029 0.033 1.148 0.024 1.115
GDEP 1.113 0.018 1.205 0.007 1.082
IKIP 1.044 0.041 1.18 0.026 1.129
RPL39L 1.031 0.027 1.123 0.002 1.088
JMY 1.022 0.05 1.133 0.021 1.108
FLJ32921 0.984 0.039 1.132 0.007 1.149
FLJ25414 0.929 0.044 1.067 0.036 1.149
KA36 0.89 0.046 1.053 0.008 1.183
CALR3 0.968 0.003 0.995 0.012 1.028
ASAH3 0.86 0.003 0.941 0.006 1.094
QIL1 1.008 0 1.072 0.005 1.063
MBD3L2 1.01 0.01 1.104 0.012 1.093
TRAPPC5 0.994 0.003 1.062 0.002 1.068
PCP2 0.989 0.01 1.032 0.02 1.043
ZNF441 1.021 0.005 1.096 0.001 1.073
ZNF491 1.117 0.004 1.157 0.009 1.035
ZNF440 0.905 0.002 1.039 0.017 1.147
FLJ35119 1.068 0.002 1.173 0.01 1.098
SBBI54 0.923 0.005 0.931 0.001 1.009
MGC33947 0.782 0.022 0.831 0.018 1.063
CPT1C 0.79 0.01 0.826 0.002 1.046
MGC10204 0.826 0.007 0.85 0.016 1.028
LOC126147 0.822 0.009 0.872 0.004 1.06
LOC126167 0.864 0.005 0.884 0.006 1.022
NALP5 0.746 0.007 0.793 0.001 1.063



LOC126208 0.78 0.015 0.826 0 1.058
ZNF573 0.713 0.003 0.763 0.019 1.07
LOC126248 0.716 0.001 0.78 0.01 1.089
MGC23244 0.885 0.007 0.907 0.016 1.024
FLJ38944 0.94 0.017 0.922 0.009 0.98
MGC17791 0.874 0.015 0.911 0 1.042
LOC126295 1.009 0.019 1.001 0.02 0.991
MGC51082 1.003 0.001 0.989 0.003 0.985
FLJ32416 0.923 0 0.967 0.023 1.047
MOBKL2A 0.888 0.013 0.899 0 1.012
C19ORF28 0.855 0.004 0.917 0.009 1.072
GIPC3 0.906 0.001 0.938 0.011 1.035
NDUFA11 0.863 0.018 0.94 0.011 1.09
C19ORF21 0.935 0.002 1.013 0.032 1.082
LRRC25 0.957 0.006 1.005 0.007 1.049
FLJ38451 1.032 0.004 1.043 0.005 1.01
HSPB6 1.026 0.001 1.052 0.016 1.024
FLJ40365 1.043 0.002 1.046 0 1.002
FLJ39501 1.013 0.02 1.035 0.022 1.021
FLJ45909 0.956 0.003 0.995 0.004 1.041
FBXO27 0.971 0.014 0.979 0.011 1.008
LOC126520 0.839 0.008 0.909 0.017 1.083
FLJ36888 0.899 0.002 0.953 0.006 1.059
LOC126536 0.964 0.011 0.999 0.011 1.035
FLJ39369 0.948 0.031 0.968 0.004 1.02
KIAA1957 1 0.014 1.031 0.003 1.03
MGC29891 0.948 0.037 1.01 0.02 1.064
FLJ39117 1.046 0 1.056 0.004 1.009
LOC126661 1.048 0.005 1.031 0.033 0.983
DKFZP434M20 0.971 0.019 1.022 0.005 1.052
LOC126669 0.95 0 0.978 0.015 1.029
FLJ34633 0.899 0.008 0.943 0 1.049
LOC126731 0.911 0.009 0.925 0.031 1.014
LOC126755 1.067 0.009 1.093 0.02 1.024
FLJ90811 1.145 0.019 1.132 0.021 0.989
B3GALT6 1.048 0.012 1.072 0.025 1.022
NYD-SP29 1.046 0.035 1.062 0.01 1.015
MGC33338 1.066 0.004 1.034 0.012 0.969
FLJ32940 1.076 0.001 1.048 0.027 0.974
FLJ38716 0.93 0.013 0.997 0.027 1.071
LOC126917 0.983 0.035 0.984 0.015 1.001
HIST2H3C 0.966 0.008 0.959 0.005 0.993
MGC45474 0.928 0.028 0.947 0.011 1.019
MGC46534 1.007 0.016 1.043 0.048 1.035
LYPLAL1 1.065 0.008 1.079 0.022 1.013
ATP6V1G3 1.064 0.006 1.079 0.008 1.014
ASB17 1.084 0.005 1.069 0.015 0.986
LOC127253 0.985 0.005 1.019 0.017 1.033
DKFZP547I048 1.06 0.01 1.05 0.015 0.99
MGC22773 1.032 0.009 1.055 0.002 1.021
LOC127262 1.026 0.015 1.053 0.01 1.026



MGC26818 0.914 0.009 0.958 0.014 1.048
FLJ35961 0.944 0.002 0.992 0.001 1.05
DMBX1 1 0.026 1.104 0.027 1.104
MGC27466 0.98 0.004 1.113 0.012 1.135
FLJ32112 1.006 0.01 1.094 0.014 1.087
PODN 1.098 0.004 1.177 0.02 1.072
S100A7L2 0.995 0.008 1.103 0.002 1.108
MGC14816 0.974 0.003 1.068 0.017 1.095
LOC127540 0.999 0.014 1.061 0.023 1.062
IBRDC3 1.055 0.016 1.08 0.008 1.024
ZBTB8 0.897 0 1.006 0.01 1.121
FLJ32934 0.937 0.009 1.019 0.001 1.087
UNQ9373 0.996 0.039 1.033 0.007 1.036
HE9 0.95 0.035 1.021 0.013 1.074
FLJ45459 1.041 0.08 1.025 0.008 0.984
NOR1 1.019 0.104 1.025 0.03 1.005
FLJ38984 1.094 0.115 1.081 0.029 0.988
FLJ38753 1.121 0.143 1.085 0.02 0.967
FLJ32784 1.11 0.123 1.074 0.02 0.967
UBXD3 1.181 0.145 1.131 0.015 0.957
MGC34837 1.091 0.137 1.09 0.013 0.998
ARL10B 1.11 0.149 1.11 0.013 1
SYT2 0.934 0.001 0.928 0.005 0.993
FLJ42654 0.911 0.027 0.948 0.002 1.04
FLJ31052 0.964 0.045 0.929 0.007 0.963
FLJ32978 0.955 0.108 0.942 0.005 0.985
DKFZP547B17 0.932 0.08 0.885 0.006 0.95
MGC46719 1.016 0.091 0.946 0.009 0.931
LOC128102 0.946 0.1 0.862 0.024 0.911
LOC128153 0.956 0.126 0.935 0.023 0.977
FLJ40160 0.912 0.083 0.875 0.016 0.959
MGC17299 0.894 0.104 0.83 0.054 0.928
SSTK-IP 0.926 0.011 0.927 0.02 1.001
IQGAP3 0.936 0.02 0.939 0.013 1.003
APOA1BP 0.953 0.03 0.944 0.017 0.991
ARHGEF19 1.01 0.103 0.949 0.019 0.939
MRPL55 1.063 0.085 0.984 0.007 0.925
MGC54289 0.954 0.12 0.94 0.005 0.986
LOC128344 0.94 0.094 0.936 0.008 0.995
MGC24133 0.972 0.126 0.973 0.022 1.001
LOC128387 1.011 0.108 0.921 0.005 0.91
C20ORF58 0.961 0.111 0.966 0.001 1.005
C20ORF102 0.95 0.011 1.024 0.002 1.077
C20ORF142 0.95 0.012 1.001 0.013 1.053
WFDC12 0.968 0.09 0.953 0 0.984
C20ORF165 0.978 0.055 1.014 0.014 1.036
C20ORF17 1.016 0.11 1.001 0.001 0.985
C20ORF85 1.061 0.117 1.004 0.001 0.946
C20ORF174 0.993 0.119 0.956 0.001 0.963
C20ORF140 1.007 0.114 0.997 0.001 0.99
C20ORF141 0.977 0.114 0.957 0.002 0.979



CSTL1 0.995 0.09 1.003 0.001 1.008
CST9L 0.92 0.005 0.977 0.009 1.061
C20ORF166 0.947 0.035 0.975 0.038 1.028
TSPYL3 1.018 0.039 1.007 0.016 0.99
BPIL3 1.063 0.151 1.019 0.005 0.958
C20ORF71 1.11 0.108 1.044 0.006 0.94
C20ORF144 1.04 0.124 0.99 0.018 0.952
C20ORF178 1.11 0.075 1.051 0.012 0.946
HMG4L 1.102 0.131 1.031 0.019 0.936
C20ORF128 0.983 0.046 0.955 0.006 0.971
LOC128954 1.053 0.121 0.967 0.009 0.918
DKFZP761P11 0.989 0.03 1.019 0.011 1.03
SUHW1 0.984 0.025 1.02 0.023 1.037
RUTBC2 1.162 0.149 1.096 0.002 0.943
EMID1 1.118 0.123 1.029 0.001 0.92
LOC129138 1.031 0.118 1.048 0.001 1.016
LOC129285 1.04 0.096 0.986 0.001 0.948
LOC129293 1.154 0.133 1.06 0.005 0.918
FLJ90024 1.004 0.117 0.958 0.006 0.954
LOC129401 1.027 0.129 0.994 0.01 0.967
FLJ37953 1.029 0.016 1.053 0.011 1.023
LOC129530 0.994 0.053 1.026 0.01 1.033
LOC129531 1.089 0.075 1.058 0.003 0.97
MGC42174 1.062 0.161 1.053 0.002 0.99
LOC129607 1.105 0.103 1.056 0.007 0.956
LOC129642 1.066 0.174 1.042 0.003 0.978
CNTNAP5 1.104 0.096 1.076 0.018 0.974
TBN 1.118 0.134 1.055 0.012 0.943
TMEM18 1.14 0.107 1.056 0 0.925
C7ORF13 1.039 0.122 1.015 0.004 0.976
FLJ37440 0.981 0.041 1.072 0.006 1.092
NEU4 1.033 0.012 1.111 0.011 1.075
FLJ40298 1.116 0.087 1.075 0.007 0.962
TRIM43 1.176 0.103 1.134 0.008 0.964
BBS5 1.083 0.132 1.057 0.031 0.975
ALS2CR16 1.176 0.121 1.081 0.006 0.919
UNQ429 1.055 0.129 1.024 0.014 0.971
C2ORF11 1.127 0.115 1.063 0.004 0.943
FLJ31438 1.025 0.092 1.007 0.008 0.982
KIAA2028 0.892 0.001 0.987 0.007 1.106
AP1S3 0.913 0.003 0.949 0.012 1.039
SGPP2 0.93 0.044 1.024 0.005 1.1
ODD 0.939 0.01 1.019 0.004 1.084
KIAA2024 0.874 0.016 1.05 0.005 1.201
FLJ31322 0.953 0.031 1.05 0.006 1.102
ZNF513 0.878 0.017 0.971 0.038 1.105
MGC52057 1.017 0.051 1.103 0.018 1.084
LOC130576 1.1 0.04 1.126 0.002 1.023
GALM 1.032 0.018 1.084 0.003 1.05
LOC130617 1.083 0.071 1.115 0.005 1.029
MGC35338 0.881 0 0.982 0.002 1.113



MGC33926 0.872 0.024 0.966 0.019 1.107
MDH1B 0.763 0.005 0.871 0.029 1.141
FLJ25143 0.774 0.002 0.899 0.017 1.161
C2ORF22 0.773 0.008 0.924 0.003 1.194
FLJ30294 0.801 0.021 0.905 0.002 1.13
FBXO36 0.766 0.001 0.893 0.012 1.165
MGC61716 0.688 0.027 0.859 0.014 1.248
LOC130940 0.888 0.026 0.911 0.001 1.025
LOC130951 0.948 0.05 1.064 0.009 1.122
CPNE4 0.874 0.03 0.968 0 1.107
TIM14 0.869 0.043 0.988 5.376 1.137
FAM3D 0.882 0.017 0.949 0.001 1.075
LOC131368 0.827 0.005 0.98 0 1.185
MGC26768 0.775 0.053 0.949 0.019 1.224
KBTBD5 0.787 0.007 0.95 0.004 1.206
MGC21688 0.729 0.031 0.915 0.013 1.254
CHCHD4 0.856 0.008 0.981 0.003 1.145
ZDHHC19 0.831 0.085 0.987 0.004 1.186
DKFZP667G21 0.914 0.037 1.009 0.017 1.103
DCBLD2 0.803 0.01 1.013 0.009 1.26
LRRC15 0.741 0.015 0.947 0 1.276
FLJ90022 0.845 0.003 1.015 0.012 1.2
MGC29956 0.897 0.014 1.064 0.005 1.185
FLJ31300 0.768 0.002 0.921 0.002 1.198
MGC39662 0.748 0.024 0.934 0.003 1.248
FLJ31265 0.733 0.048 0.922 0.002 1.258
LOC131873 0.81 0.01 0.962 0.024 1.188
UNQ846 0.918 0.026 1.02 0 1.11
MGC24132 0.894 0.055 1.014 0.004 1.133
LOC132001 0.987 0.002 0.989 0.003 1.002
IL17RE 0.86 0.008 0.985 0 1.144
MGC35450 0.904 0.001 0.977 0.011 1.08
MGC39725 0.892 0.025 1.045 0.025 1.17
GLYCTK 0.9 0.044 0.985 0.007 1.094
FLJ32332 0.874 0.069 1.004 2.588 1.148
LOC132200 0.882 0.002 0.943 0.017 1.068
SYNPR 0.92 0.045 0.993 0.007 1.078
FLJ38608 0.853 0.021 0.919 0.009 1.077
LOC132241 0.887 0.016 1.043 0.024 1.176
H1FOO 0.916 0.016 0.995 0.003 1.086
MGC45416 0.957 0.007 1.062 0.003 1.109
FLJ30655 1.022 0.02 1.056 0.002 1.033
LOC132321 0.885 0.045 1.06 0.021 1.197
FLJ30834 0.988 0.005 1.062 0.017 1.074
TENR 0.988 0.001 1.078 0.014 1.091
ZFP42 0.982 0.041 1.059 0.019 1.078
DKFZP686L18 0.847 0.013 0.969 0.013 1.144
LOC132671 0.901 0.004 0.971 0.003 1.077
FLJ39370 0.866 0.037 0.995 0.002 1.149
DKFZP686L18 0.994 0.009 1.029 0.038 1.035
SPATA4 0.971 0.012 1.078 0.019 1.11



CPEB2 0.881 0.022 0.971 0.014 1.102
NRPS998 0.9 0.081 1.07 0.016 1.189
PDCL2 0.891 0.073 1.026 0.024 1.151
MGC26744 0.923 0.018 1.032 0.006 1.118
MGC29898 0.771 0.056 0.965 0.017 1.25
TRAM1L1 0.919 0.049 1.036 0.025 1.126
OTOP1 0.941 0.014 0.997 0.008 1.06
ENPP6 0.931 0.004 1.055 0 1.133
LOC133308 1.011 0.006 1.089 0.012 1.076
SLCO6A1 0.894 0 1.081 0.013 1.208
FLJ40243 0.881 0.021 1.002 0.002 1.136
FLJ39155 0.921 0.005 1.069 0.002 1.16
LOC133957 0.919 0.019 1.011 0.026 1.099
GNPDA2 0.909 0.024 1.012 0.005 1.113
MGC33648 1.007 0.035 1.065 0.007 1.057
LOC133491 0.856 0.027 0.992 0.005 1.159
MGC71745 0.872 0.013 0.952 0.005 1.091
LOC134121 0.934 0.017 0.975 0.008 1.043
LOC134145 0.959 0 0.994 0.021 1.036
FLJ25680 0.926 0.017 0.945 0.017 1.02
LOC134218 0.993 0.01 0.995 0.036 1.002
FLJ36748 1.117 0.005 1.134 0.023 1.014
GRPEL2 1.079 0.01 1.097 0.031 1.016
LOC134285 1.062 0.023 1.077 0.041 1.014
MGC13034 1.07 0.009 1.077 0.034 1.006
LSM11 1.131 0.018 1.134 0.027 1.002
FLJ35779 1.21 0.015 1.187 0.022 0.98
GPR151 0.859 0.031 0.837 0.027 0.975
STARD4 0.88 0.001 0.87 0.003 0.988
WDR36 0.907 0.021 0.896 0.001 0.988
LOC134466 0.895 0.012 0.888 0.011 0.991
LOC134492 0.894 0.022 0.899 0.009 1.005
MGC10067 0.872 0.017 0.852 0.021 0.977
LOC134548 0.837 0.001 0.839 0.003 1.002
APXL2 0.898 0 0.867 0.003 0.965
FLJ37562 0.776 0.006 0.789 0.005 1.017
DEADC1 0.829 0.011 0.795 0.017 0.959
C6ORF159 0.906 0.01 0.902 0.024 0.995
IRAK1BP1 0.935 0.008 0.919 0.001 0.983
C6ORF213 1 0.032 0.935 0.011 0.935
STXBP5 0.969 0.008 0.931 0.003 0.96
HINT3 0.955 0.01 0.944 0.01 0.987
PACRG 1.013 0.013 0.967 0.003 0.954
B3GAT2 0.983 0.011 0.953 0 0.969
C6ORF57 1.001 0.027 0.942 0.002 0.94
CD109 0.939 0.024 0.924 0.016 0.983
RAET1E 0.979 0.005 0.945 0.023 0.965
SRRP35 0.969 0.023 0.99 0.003 1.021
C6ORF141 1.043 0 1.034 0.018 0.99
FKBP1C 1.087 0.015 1.041 0.003 0.957
TRIM40 1.066 0.003 1.067 0.018 1.001



DPCR1 1.007 0.011 1.013 0.004 1.006
WBSCR28 0.982 0.01 1.012 0.032 1.03
TRIM50A 1.016 0.003 1 0.003 0.983
C7ORF34 1.037 0.012 1.006 0.007 0.97
FLJ90586 0.91 0.013 0.913 0.008 1.002
DKFZP762I137 0.97 0.016 0.953 0.005 0.982
EMID2 1.007 0.037 0.987 0.022 0.98
LOC136263 0.975 0.009 0.956 0.026 0.98
LOC136288 1.031 0.036 0.962 0.004 0.932
LOC136306 0.977 0.015 0.989 0.004 1.012
MTPN 1.078 0.026 1.03 0.01 0.955
FLJ32786 1.043 0.016 1.031 0.02 0.988
ASB10 1.071 0.032 1.024 0.001 0.955
C7ORF11 1.068 0.005 1.013 0.004 0.949
C7ORF31 1.03 0.015 1.009 0.005 0.979
C7ORF7 0.979 0.006 0.991 0.005 1.011
CLDN23 0.981 0 1.016 0.005 1.035
MGC27434 1.037 0.011 0.986 0.034 0.95
OC90 1.072 0.034 1.049 0.028 0.978
ZNF572 1.052 0.025 1.076 0.06 1.023
MGC33309 1.136 0.016 1.12 0 0.985
LOC137392 1.096 0.007 1.072 0.052 0.978
FLJ32642 1.115 0.026 1.048 0 0.94
MGC40214 0.981 0.016 0.97 0.023 0.989
FLJ32370 1.041 0.01 1.013 0.013 0.973
UNQ430 0.941 0.004 0.936 0.004 0.994
FLJ33069 0.984 0.011 1.01 0.01 1.025
SGCZ 1.025 0.005 1.032 0.01 1.006
LOC137886 1.105 0.018 1.121 0.012 1.014
FLJ25471 1.057 0.009 1.08 0.014 1.022
DKFZP586M18 1.139 0.016 1.092 0.012 0.958
UNC5D 1.131 0.009 1.099 0.012 0.971
FLJ25409 1.169 0.031 1.134 0.001 0.97
FLJ35775 1.062 0.002 1.064 0.025 1.001
LOC138046 1.022 0.008 0.995 0.008 0.974
FLJ32731 1.066 0.013 1.064 0.004 0.998
MGC4734 1.06 0.02 1.108 0.016 1.044
BTBD14A 1.023 0.004 1.058 0.024 1.034
C9ORF41 1.053 0.019 1.091 0.028 1.036
C9ORF57 1.113 0.027 1.095 0.007 0.983
C9ORF85 1.072 0.007 1.107 0.034 1.031
MGC20262 0.95 0.013 1.017 0.014 1.07
C9ORF115 1.061 0.002 1.098 0.021 1.034
ANKRD19 1.124 0.007 1.127 0.014 1.003
ARID3C 0.993 0.005 1.031 0.019 1.038
C9ORF23 0.867 0.028 0.989 0.009 1.14
MGC41945 0.951 0.014 1.037 0.004 1.09
OR1N1 0.86 0.005 0.999 0.002 1.161
SLITRK4 0.911 0.015 1.069 0 1.172
CXORF20 0.954 0 1.128 0.002 1.182
LOC139135 0.958 0.012 1.117 0.01 1.166



WDR40B 0.978 0.006 1.162 0.022 1.188
MGC35261 1.021 0.001 1.15 0.017 1.126
FLJ33516 0.991 0.01 1.124 0.007 1.133
LOC139231 1.017 0.018 1.13 0.014 1.111
FLJ39827 0.876 0.005 0.919 0.032 1.049
UNQ8193 0.932 0.002 0.916 0.008 0.982
FLJ30678 0.794 0.013 0.876 0.018 1.103
FUNDC1 0.886 0.017 0.949 0.015 1.07
FLJ30296 0.854 0.008 0.891 0.003 1.042
FLJ32867 0.873 0.007 0.935 0.019 1.07
FLJ32965 0.698 0.005 0.798 0.014 1.142
FLJ25831 0.828 0.018 0.902 0.013 1.089
MGC23937 0.745 0.005 0.799 0.009 1.072
MAGEE2 0.806 0 0.822 0.001 1.02
FOXR2 0.933 0.004 0.955 0.003 1.023
PNCK 0.867 0.006 0.923 0.02 1.063
FLJ40249 0.955 0.019 0.962 0 1.007
DOCK11 0.849 0.005 0.886 0.005 1.043
LOC139886 0.921 0.023 0.966 0.012 1.048
RPS4Y2 0.892 0.009 0.964 0.028 1.081
KRTAP13-1 0.966 0.004 0.998 0.03 1.032
TCP10L 0.938 0.009 0.957 0.016 1.02
ZNF183L1 0.936 0.006 0.942 0.001 1.006
MUC17 0.908 0.011 0.97 0.025 1.067
ASB11 0.908 0.022 0.996 0.004 1.097
ASB5 0.911 0 0.98 0.002 1.075
ASB6 0.95 0.036 1.031 0.002 1.085
ASB7 0.877 0.004 0.981 0.012 1.118
ASB8 0.827 0.01 0.945 0.003 1.143
ASB9 0.987 0.004 1.027 0.016 1.04
MLC1SA 0.916 0.002 1.023 0.006 1.117
ZNF358 0.883 0.016 0.988 0.012 1.118
S100A16 0.923 0.006 1.032 0.014 1.118
CHODL 0.875 0.004 0.947 0.01 1.082
DEFB104 0.958 0.02 0.986 0.012 1.029
MY048 0.904 0.023 0.979 0.035 1.082
SELM 0.943 0.029 0.992 0.008 1.052
ZFP28 0.979 0.034 1.014 0.015 1.036
ARPM2 0.906 0 0.979 0.019 1.08
VIAAT 0.948 0.016 0.996 0.004 1.05
C20ORF96 0.954 0.013 1.024 0.027 1.073
C20ORF70 0.928 0.027 0.984 0.019 1.06
WFDC3 0.957 0.016 0.993 0.011 1.038
C20ORF112 0.976 0.031 1.01 0.007 1.034
CBLNL1 0.989 0.008 1.08 0.004 1.092
CTCFL 0.964 0.016 1.005 0.001 1.042
RNF36 0.95 0.001 1.034 0.022 1.089
C20ORF132 0.935 0 0.995 0.023 1.063
C20ORF136 1.017 0.012 1.053 0.007 1.035
C20ORF135 0.928 0.001 0.981 0.01 1.056
C20ORF160 0.914 0.019 1.025 0.008 1.121



RIMS4 0.856 0.03 0.965 0.006 1.126
C20ORF86 0.959 0.01 1.008 0 1.05
SPAG4L 0.87 0.006 0.916 0.016 1.053
C20ORF133 1.021 0.012 1.056 0.006 1.034
PR1 0.95 0.004 1.026 0.022 1.079
NCE2 1.044 0.006 1.068 0.001 1.022
VMP 0.933 2.341 1.011 0.023 1.084
SMCR5 1.013 0.005 1.051 0.014 1.037
SMCR8 1.036 0.026 1.074 0.003 1.037
RPL10L 0.917 0.025 1.004 0.013 1.094
K6IRS2 0.95 0.056 1.026 0 1.08
C20ORF139 0.888 0.027 0.999 0.001 1.124
C20ORF52 0.96 0.009 1.017 0.01 1.059
NEURL2 0.998 0.012 1.107 0.011 1.109
C20ORF53 0.964 0 1.019 0.024 1.057
ZSWIM3 1.031 0.003 1.066 0.001 1.034
WFDC10A 1.008 0.009 1.083 0.024 1.074
C20ORF179 0.916 0.002 1 0.01 1.091
DEFB127 0.887 0.03 1.021 0.016 1.151
C20ORF79 0.956 0.003 1.045 0.001 1.092
C20ORF82 0.977 0.008 1.054 0.005 1.078
WFDC6 0.952 0.005 1.025 0.009 1.076
C20ORF173 0.949 0.002 1 0.008 1.054
C20ORF175 0.92 0.059 0.992 0.019 1.077
CST11 0.891 0.008 0.984 0.014 1.103
DEFB129 0.889 0.041 0.97 0 1.091
SUHW2 0.926 0.004 1.03 0.013 1.111
PABPC5 0.937 0.026 1.03 0.001 1.1
SFRS12 0.953 0.044 1.044 0.013 1.095
C20ORF151 0.972 0.042 1.126 0.009 1.158
C20ORF152 0.952 0.031 1.063 0.006 1.115
R3HDML 0.965 0.068 1.069 0.033 1.107
DCNP1 0.979 0.035 1.131 0.018 1.155
LOC142678 0.965 0.031 0.95 0.023 0.984
SLC34A3 0.843 0.033 0.828 0.015 0.981
ITLN2 0.956 0.028 0.944 0.001 0.987
ASB15 0.851 0.008 0.887 0.03 1.042
ASB14 0.856 0.046 0.857 0.026 1
ASB12 0.885 0.004 0.872 0.027 0.985
C10ORF129 0.867 0.043 0.888 0.006 1.023
SAMD8 0.771 0.023 0.82 0.017 1.063
CFLP1 0.705 0.021 0.755 0.027 1.071
TRUB1 0.777 0.039 0.877 0.009 1.129
MPP7 0.848 0.003 0.858 0.018 1.011
FLJ31958 0.879 0.012 0.896 0.007 1.019
FRMPD2 0.937 0.026 0.939 0.006 1.002
VTI1A 0.93 0.006 0.978 0.034 1.051
LOC143188 0.959 0.043 0.955 0.007 0.995
LOC143241 0.978 0.005 0.995 0.029 1.016
HECTD2 0.943 0.023 1.01 0.015 1.071
C10ORF13 0.944 0.026 0.959 0.008 1.015



C10ORF82 0.914 0.01 0.993 0.022 1.086
C10ORF46 0.928 0.01 0.979 0.027 1.054
LOC143425 0.864 0.021 0.986 0.01 1.14
LOC143458 0.851 0.02 0.944 0.014 1.108
MGC26605 0.884 0.01 0.989 0.004 1.118
NOV1 0.946 0.026 1 0.003 1.056
XRRA1 1.017 0.017 1.069 0.006 1.05
MGC20470 0.931 0.019 1.011 0.019 1.085
MUC15 0.947 0.025 1.027 0.03 1.084
MGC33371 0.915 0.011 0.997 0.006 1.089
SESN3 0.869 0.014 0.956 0.018 1.099
PIWIL4 0.873 0.008 0.981 0.017 1.123
FLJ32810 0.891 0.008 0.916 0.013 1.027
KBTBD3 0.961 0.007 0.986 0.011 1.026
CWF19L2 1.002 0.025 1.018 0.006 1.015
MGC33424 0.974 0.006 0.989 0.018 1.015
LOC143903 0.95 0.042 1.012 0.012 1.064
LOC144097 1.003 0.012 1.058 0.057 1.054
LOC144100 0.963 0.036 1.03 0.004 1.069
FAM10A5 0.844 0.007 0.932 0.011 1.104
FLJ39441 0.916 0.037 0.931 0 1.016
FLJ90119 0.904 0.006 0.97 0.008 1.072
FLJ32752 0.978 0.026 1.016 0.026 1.038
PRICKLE1 0.929 0.005 0.977 0.007 1.052
MGC35366 0.968 0.004 0.998 0.027 1.031
SLC2A14 0.955 0.003 1.048 0.01 1.097
LOC144233 1.015 0.04 1.097 0.004 1.08
MGC39497 0.945 0.03 1.047 0.03 1.107
LOC144347 0.999 0.024 1.063 0.011 1.063
DKFZP761B12 0.838 0.017 0.931 0.02 1.11
FLJ32894 0.826 0.032 0.902 0.023 1.092
LOC144363 0.938 0.001 1.008 0 1.074
CPNE8 0.996 0.03 1.025 0.022 1.029
MGC33630 1.014 0.001 1.056 0.011 1.041
FLJ31978 1.042 0.015 1.09 0.029 1.046
VMD2L3 1.042 0.03 1.076 0.027 1.032
E2F7 1.025 0.027 1.078 0.003 1.051
LOC144501 0.968 0.021 1.062 0.019 1.096
FLJ25179 1.055 0.011 1.11 0.003 1.051
FLJ32549 0.958 0.02 1.029 4.605 1.073
MGC47869 0.942 0.014 1.027 0.012 1.09
FAM10A3 0.905 0.007 0.98 0.007 1.083
LOC144678 1.062 0.011 1.105 0.008 1.04
FBXL14 1.016 0.005 1.089 0.026 1.072
RAD9B 1.015 0 1.114 0.006 1.097
FLJ32356 1.052 0.011 1.094 0.016 1.039
LOC144742 1.058 0.019 1.11 0.009 1.049
LOC144747 1.092 0.008 1.13 0.024 1.034
LOC144766 1.019 0.008 1.062 0.006 1.042
DKFZP434C06 1.017 0.012 1.069 0.015 1.05
C6orf190 0.97 0 1.036 0.024 1.067



N2N 1.003 0.015 1.053 0.001 1.049
LOC144776 0.844 0.013 0.92 0.014 1.089
FLJ40919 0.953 0.017 0.995 0.017 1.044
FLJ38725 0.929 0.015 1.028 0.006 1.106
LOC144920 0.947 0.047 1.029 0.031 1.086
LOC144983 0.95 0.028 1.031 0.036 1.085
FAM10A4 0.976 0.074 1.029 0.038 1.054
B3GTL 0.971 0.054 1.054 0.04 1.085
C14ORF72 1.047 0.089 1.068 0.059 1.02
LOC145216 0.954 0.05 0.995 0.05 1.043
RDH12 1.117 0.086 1.139 0.062 1.019
GSC 0.842 0.038 0.887 0.004 1.053
SERPINA12 0.842 0 0.846 0.012 1.004
PRIMA1 0.909 0.021 0.882 0.04 0.97
C14ORF50 0.763 0.009 0.821 0.021 1.076
C14ORF29 0.878 0.009 0.874 0 0.996
ZADH1 0.819 0.037 0.84 0.03 1.026
C14ORF44 0.833 0.004 0.808 0 0.97
LOC145497 0.835 0.042 0.821 0.03 0.983
THSD3 0.763 0 0.682 0.051 0.894
MGC5987 0.79 0.047 0.751 0.011 0.95
TTC7B 0.85 0.021 0.845 0.016 0.994
LRFN5 0.94 0.01 0.959 0.019 1.02
MGC33951 0.954 0.031 0.946 0.018 0.991
LOC145741 0.872 0.002 0.872 0.014 0.999
FLJ33008 0.926 0.002 0.946 0.026 1.021
LOC145757 0.974 0.03 0.969 0.001 0.995
MGC26690 0.941 0.024 0.948 0.005 1.008
GUP1 0.94 0.037 0.925 0.035 0.984
LOC145783 0.966 0.031 0.92 0 0.952
UNC13C 0.95 0.061 0.916 0.009 0.963
LOC145814 0.924 0.036 0.981 0.01 1.061
LOC145820 1.004 0.022 1.051 0.018 1.047
LOC145837 0.955 0.004 1.042 0.024 1.091
LOC145845 0.985 0.008 1.02 0.009 1.035
FLJ32831 1.026 0.037 1.064 0.024 1.036
HAPLN3 0.96 0.005 0.984 0.005 1.025
MESP2 0.994 0.001 1.026 0.004 1.032
MGC35118 0.974 0.019 1.017 0.003 1.044
MGC44294 0.949 0.032 0.959 0.004 1.01
LOC145957 0.96 0.056 0.939 0.021 0.977
FLJ31461 0.985 0.014 0.975 0.017 0.989
FLJ35867 1.016 0.026 1.011 0.019 0.995
LOC146174 0.989 0.002 1.011 0.004 1.022
LOC146177 0.941 0.006 0.993 0.017 1.055
ZFP90 1.013 0.01 1.023 0.005 1.009
LOC146206 1.014 0.022 1.071 0.005 1.055
FLJ40162 0.93 0.028 0.989 0.035 1.062
CKLFSF4 0.984 0.006 1.016 0.011 1.032
CKLFSF2 0.958 0.027 0.937 0.009 0.978
BEAN 0.939 0.049 0.944 0.002 1.005



FLJ32871 1.029 0.025 1.095 0.023 1.063
RNF151 0.987 0.024 1.017 0.008 1.03
LOC146325 1.012 0.009 1.075 0.022 1.061
FBXL16 1.044 0.029 1.054 0.012 1.009
FLJ32252 1.013 0.008 1.019 0.003 1.005
FLJ25404 0.992 0.013 0.988 0.005 0.996
MGC18079 1.038 0.003 1.045 0.017 1.006
MGC34647 1.01 0.014 1.029 0.018 1.018
ZNF597 0.978 0.002 1 0.016 1.022
LOC146443 0.969 0.031 0.973 0.027 1.004
MGC23911 1.047 0.002 1.053 0.012 1.005
LOC146481 1.025 0.003 1.039 0.01 1.013
LOC146489 1.058 0.005 1.13 0.018 1.068
FLJ32130 1.023 0.04 1.083 0.022 1.059
LOC146542 1.031 0.034 1.125 0.016 1.09
FLJ90661 1.082 0.023 1.107 0.009 1.023
MGC45438 1.046 0.018 1.083 0.001 1.035
LOC146562 0.966 0.024 1.004 0.002 1.039
MGAT5B 1.007 0.002 1.02 0.01 1.012
TOM1L2 0.961 0.019 1.027 0 1.068
FLJ31528 1.053 0.01 1.129 0.034 1.072
LOC146712 0.997 0.015 1.089 0.021 1.092
LOC146713 1.115 0.026 1.175 0.046 1.054
FLJ31882 1.098 0.018 1.19 0.019 1.083
FLJ46675 1.082 0.018 1.149 0.032 1.061
FLJ25818 1.078 0 1.158 0.029 1.074
LOC146795 0.98 0.018 1.069 0.037 1.09
FLJ31196 0.999 0.009 1.058 0.028 1.059
LOC146845 1.057 0.029 1.103 0.027 1.043
FLJ32734 1.008 0.011 1.073 0.006 1.064
C17ORF38 0.84 0.045 0.945 0.006 1.125
ODF4 0.784 0.001 0.951 0.009 1.213
LOC146853 0.774 0.039 0.935 0.014 1.208
FLJ31952 0.876 0.015 1.035 0.007 1.182
TMEM21A 0.852 0.035 1.033 0.006 1.211
CMYA4 0.959 0.042 1.098 0.007 1.144
MGC40489 1.023 0.021 1.142 0.035 1.116
TREM4 1.026 0.011 1.141 0.012 1.112
LOC146909 1.084 0.005 1.212 0.035 1.117
RUNDC1 1.06 6.478 1.181 0.019 1.113
EME1 0.823 0.011 0.925 0.004 1.124
LOC147004 0.916 0.02 0.978 0.007 1.067
MGC45714 0.769 0.029 0.888 0.017 1.154
MGC39650 0.847 0.01 0.918 0.002 1.084
MGC23280 0.855 0.023 0.914 0.003 1.069
KCTD11 0.929 0.02 0.943 0.026 1.014
LOC147080 0.818 0.038 0.871 0.021 1.064
FLJ25168 0.709 0.009 0.857 0.006 1.208
LOC147093 0.825 0.041 0.845 0.004 1.024
LOC147111 0.897 0.005 0.92 0.028 1.026
DKFZP667M24 0.857 0.036 0.886 0.013 1.033



WIRE 0.822 0.003 0.946 0.01 1.149
KRT25A 0.803 0.042 0.924 0 1.151
MGC21518 0.866 0 0.99 0.014 1.142
RYD5 0.903 0.025 0.938 0.021 1.038
STARD6 0.796 0.017 0.954 0.016 1.198
C18ORF25 0.89 0.05 1.011 0.001 1.135
C18ORF23 0.842 0.057 0.991 0.01 1.176
FLJ30681 0.719 0.022 0.909 0.003 1.263
CBLN2 0.822 0.05 1.02 0.007 1.24
MCART2 0.725 0.019 0.967 0.004 1.334
DSG4 0.877 0.027 0.987 0.002 1.124
C18ORF16 0.85 0.024 1.008 0.003 1.185
ANKRD29 0.894 0.034 1.017 0.019 1.138
APCDD1 0.93 0.038 1.063 0.008 1.143
LOC147645 0.899 0.023 1.034 0.001 1.15
LOC147646 0.724 0.017 0.926 0.001 1.278
LOC147650 0.87 0.018 0.985 0.04 1.132
MGC32104 0.852 0.004 0.972 0.008 1.14
ZNF578 0.914 0.006 1.015 0.008 1.109
FLJ32214 0.897 0.027 0.998 0.004 1.112
LOC147670 0.906 0.053 0.98 0.009 1.081
C19ORF18 0.912 0.005 0.982 0.022 1.076
KIAA1956 0.9 0.024 1.007 0.003 1.118
MGC34079 0.935 0.002 1.004 0.01 1.073
ZNF548 0.777 0.01 0.949 0.01 1.221
FLJ40125 0.704 0.033 0.917 0.004 1.303
MGC42718 0.91 0.012 1.038 0.006 1.14
LOC147727 0.865 0.015 0.963 0.016 1.113
ZNF560 0.921 0.056 1.038 0.008 1.126
MDAC1 0.784 0.022 0.969 0.008 1.236
TMC4 0.864 0.031 1.053 0.013 1.218
ZNF524 0.908 0.019 1.026 0.001 1.129
LOC147808 0.858 0.005 1.03 0.003 1.2
ZNF563 0.871 0.032 0.995 0.003 1.141
SPC24 0.914 0.008 1.011 0.01 1.106
FLJ32658 0.745 0.063 0.964 0.016 1.294
MGC15476 0.943 0.01 1.017 0.007 1.078
SIX5 0.852 0.017 0.97 0.007 1.139
FLJ32191 0.851 0.008 1.026 0.031 1.205
ZNF565 1.061 0.004 1.06 0.001 0.998
NALP4 0.935 0.002 1.063 0.018 1.136
ZNF542 0.832 0.019 1.029 0.007 1.236
ZNF582 0.942 0.05 1.066 0.018 1.131
ZNF583 0.973 0.008 1.049 0.013 1.078
LOC147965 0.935 0 1.019 0.006 1.09
CAPN12 0.815 0.038 0.946 0.006 1.16
LOC147991 0.924 0.076 1.048 0.012 1.133
MGC33962 0.809 0.018 0.927 0.008 1.145
TRIF 0.872 0.031 0.992 0.003 1.137
C19ORF23 0.873 0.02 1.028 0.018 1.176
ZNRF4 0.885 0.028 1.048 0.013 1.184



ZNF599 0.895 0.037 1.056 0.002 1.18
FLJ25660 0.921 0.02 1.098 0.016 1.192
CILP2 1.009 0.009 1.11 0.019 1.099
LOC148137 0.931 0.044 1.027 0.048 1.102
LOC148145 0.921 0.005 1.031 0.006 1.119
ZNF558 0.979 0.002 1.097 0.02 1.12
LOC148203 0.96 0.012 1.011 0.019 1.053
LOC148213 0.953 0.024 1.044 0.018 1.095
ATP8B3 0.956 0.012 0.989 0.024 1.034
FLJ25328 0.817 0.009 0.885 0.033 1.084
ZNF555 0.92 0.009 0.971 0.049 1.055
ZNF569 0.986 0.028 1.03 0.03 1.044
ZNF570 0.918 0.015 1.002 0.03 1.091
SYT6 0.945 0.009 1.067 0.019 1.129
FLJ25078 1.014 0.004 1.082 0.013 1.067
CREB3L4 1.017 0.019 1.084 0.001 1.066
FLJ37118 1.004 0.012 1.061 0.006 1.056
FLJ32421 0.915 0.05 0.97 0.012 1.06
MGC45873 0.949 0.001 0.973 0.005 1.025
LOC148418 0.966 0.002 0.985 0.009 1.019
GM117 0.944 0.016 0.982 0.017 1.04
PHF13 0.774 0 0.87 0.002 1.124
LOC148523 0.826 0.012 0.913 0.015 1.105
FLJ31842 0.798 0.002 0.87 0.017 1.089
FLJ32833 0.808 0.007 0.833 0.042 1.031
MGC35130 0.805 0.017 0.881 0.002 1.093
SLC35F3 0.867 0.001 0.934 0.027 1.076
MGC40168 0.88 0.004 0.925 0.005 1.051
FLJ32096 0.814 0.001 0.872 0.009 1.071
HFE2 0.885 0.014 0.921 0.023 1.04
FLJ25124 0.942 0.002 1.034 0 1.098
MGC16664 0.981 0.025 1.029 0.021 1.049
LOC148756 0.98 0.002 1.066 0.007 1.087
DKFZP761N11 0.897 0.009 0.997 0.012 1.111
FLJ32569 0.861 0.012 0.963 0.035 1.119
LOC148823 0.979 0.002 1.042 0.018 1.064
SLC30A7 0.877 0.027 1.013 0.024 1.154
FLJ32825 0.895 0.04 0.97 0.005 1.083
LOC148898 0.83 0.003 1.04 0.01 1.252
FLJ32011 0.92 0.037 1.053 0.003 1.144
MOBKL2C 0.894 0.027 1.017 0 1.137
FLJ36155 0.858 0.01 1.016 0.004 1.183
KIAA1245 0.777 0.001 0.946 0 1.217
KIAA2025 0.933 0.027 1.06 0.008 1.135
FLJ25476 0.944 0.002 1.066 0.026 1.129
LOC149086 0.987 0 1.086 0.021 1.099
FLJ32785 0.895 0.032 0.984 0.017 1.099
FLJ38993 0.869 0.011 0.947 0.02 1.09
LOC149134 0.983 0.026 1.067 0.018 1.085
FLJ31434 1.012 0.029 1.027 0.017 1.015
C1ORF40 0.967 0.001 1.055 0.012 1.091



LOC149351 0.949 0.019 1.056 0.003 1.112
EXOC8 0.984 0.014 1.051 0.017 1.068
FLJ32206 0.956 0.036 1 0.015 1.046
BNIPL 0.913 0.041 1.055 0.036 1.155
CLDN19 0.983 0.022 0.992 0.016 1.008
FLJ32000 1.008 0.007 1.036 0.003 1.027
MGC52423 0.96 0.006 0.992 0.019 1.032
LOC149469 0.985 0.024 1.038 0.012 1.054
MGC45441 1.032 0.008 1.062 0.001 1.028
LOC149478 0.97 0.003 1.044 0.013 1.076
FLJ33084 1.04 0.004 1.101 0.022 1.058
FLJ32884 0.79 0.011 0.952 0.033 1.204
MGC24047 0.941 0.001 1.002 0.044 1.064
LOC149603 0.929 0.009 0.961 0.045 1.034
IFIX 0.886 0.001 1.006 0.014 1.135
FLJ32796 0.918 0.017 1.027 0.017 1.118
MGC39724 0.953 0.036 1.071 0.016 1.122
LOC149692 1.017 0.023 1.126 0.017 1.107
C20ORF65 0.981 0.039 1.053 0.027 1.073
WFDC5 1.091 0.035 1.132 0.004 1.037
LOC149830 1.069 0.026 1.106 0.013 1.034
MGC35023 0.968 0.003 1.028 0.014 1.061
FLJ25067 0.946 0.026 0.987 0.013 1.043
COMMD7 0.957 0.034 1.042 0.002 1.088
C20orf186 0.984 0.025 1.024 0.008 1.04
C20ORF40 0.963 0.032 0.987 0.003 1.025
C21ORF99 0.979 0.013 1.015 0.053 1.036
C21ORF13 0.964 0.031 1.059 0.022 1.098
LOC150084 1.061 0.01 1.104 0.038 1.041
CDC42EP5 1.049 0.014 0.89 0.187 0.848
FLJ30634 1.081 0.033 1.094 0.025 1.012
FLJ31821 0.999 0.004 1.048 0.005 1.048
FLJ32154 0.975 0.054 1.084 0.04 1.111
HERV-FRD 0.98 0.017 1.009 0.002 1.029
SLC38A6 0.899 0.032 0.985 0.023 1.096
C21ORF129 0.96 0.006 1.015 0.006 1.056
C21ORF121 0.849 0.011 0.924 0.007 1.088
C21ORF128 0.877 0.031 0.962 0.004 1.096
LOC150159 1.011 0.028 1.042 0.012 1.03
CESK1 0.983 0.043 1.079 0.002 1.097
MGC57211 0.941 0.01 1.025 0.004 1.089
FLJ30473 0.897 0.016 1.011 0 1.126
LOC150223 0.938 0.006 0.994 0.006 1.059
LOC150236 1.055 0.009 1.114 0.004 1.056
FLJ31568 1.119 0.013 1.168 0.013 1.044
FLJ36561 0.89 0.002 0.92 0.005 1.034
HSC20 0.795 0.016 0.857 0.016 1.078
FLJ33814 0.856 0.007 0.927 0.015 1.083
MGC26710 0.851 0.016 0.91 0.018 1.07
FLJ35801 0.82 0.002 0.896 0.002 1.092
LOC150297 0.766 0.023 0.839 0.022 1.095



FLJ25421 0.815 0.018 0.844 0.019 1.035
DNAJB7 0.699 0.011 0.769 0.018 1.1
LOC150356 0.74 0.015 0.792 0.038 1.071
MGC40042 0.763 0 0.858 0.027 1.123
LOC150368 0.805 0.006 0.885 0.007 1.099
NFAM1 0.905 0.005 0.911 0.019 1.006
LOC150379 0.899 0.007 0.956 0.001 1.063
LOC150383 0.884 0.016 0.93 0.009 1.052
TTL 0.917 0.023 0.944 0.012 1.028
FLJ40629 0.9 0.001 0.939 0.002 1.044
CBWD2 0.835 0.027 0.899 0.037 1.076
MGC27019 0.932 0.002 0.967 0.024 1.037
FLJ32063 0.884 0.039 0.949 0.005 1.073
LOC150568 0.828 0.002 0.912 0.002 1.1
SMYD1 0.895 0.009 1.016 0.012 1.135
LOC150577 0.887 0.005 1.006 0.015 1.134
C2ORF15 0.883 0.01 0.998 0.004 1.129
FLJ32955 0.949 0.034 1.045 0.03 1.101
FLJ30594 1.012 0 1.098 0.001 1.085
OTOS 0.857 0.022 0.984 0.007 1.148
COMMD1 0.91 0.003 0.987 0.023 1.084
PROM2 0.874 0.008 0.935 0.021 1.07
FLJ25415 0.896 0.001 0.967 0.025 1.079
FBXO41 0.969 0.022 0.989 0.011 1.02
FLJ30990 0.89 0.013 0.944 0.028 1.06
LOC150763 0.971 0.036 1.007 0.006 1.036
KIAA1754L 0.956 0 0.991 0.006 1.037
FLJ41352 0.99 0.028 1.026 0.033 1.036
LOC150946 0.931 0.007 0.977 0.017 1.049
FLJ32312 0.946 0.019 0.989 0 1.044
FLJ38359 1.022 0.007 1.02 0.01 0.998
SEPT10 0.963 0.024 1.006 0.002 1.045
FLJ23861 0.921 0 0.963 0.016 1.045
PLB1 0.924 0.004 1.022 0.01 1.106
ZSWIM2 1.01 0.001 1.04 0.003 1.029
LOC151121 0.872 0 0.969 0.009 1.11
LOC151171 1.04 0.006 1.046 0.01 1.006
LOC151174 1.054 0.014 1.064 0.008 1.009
FLJ37034 1.006 0.021 1.018 0.005 1.012
MGC33864 0.955 0.019 0.974 0.002 1.02
LOC151194 1.019 0.019 1.024 0.004 1.005
FLJ40432 0.913 0.018 0.987 0.021 1.081
MGC22679 0.925 0.007 0.946 0.027 1.022
LOC151242 0.996 0.024 1.064 0.01 1.068
SGOL2 1.021 0.003 1.076 0.011 1.054
FLJ25351 1.029 0.012 1.039 0.009 1.009
FLJ39822 0.996 0.012 1.074 0.014 1.078
FLJ32447 1.061 0.032 1.128 0.015 1.062
SLC23A3 1.05 0.005 1.102 0.014 1.049
LOC151300 1.038 0 1.103 0.011 1.062
MYADML 1.011 0.029 1.071 0.015 1.059



NSE1 0.977 0.019 1.065 0.001 1.089
FLJ32954 1.021 0.011 1.083 0.015 1.061
GDF7 1.016 0.003 1.139 0.018 1.12
SLC16A14 0.989 0.003 1.125 0.002 1.137
MGC43122 1.053 0.02 1.17 0.04 1.111
LOC151484 1.022 0.009 1.158 0.01 1.133
FLJ25084 1.109 0.02 1.19 0.006 1.073
FLJ36175 1.062 0.028 1.117 0 1.051
UPP2 1.071 0.007 1.144 0.021 1.068
LOC151534 0.94 0.024 1.053 0.005 1.12
TTC14 1.065 0.004 1.129 0.003 1.06
BBAP 0.955 0.019 1.043 0.018 1.092
TAFA4 0.933 0.015 0.936 0.031 1.003
SGOL1 0.992 0.003 0.986 0.051 0.994
FLJ25449 1.062 0.004 1.026 0.059 0.966
FLJ25200 1.14 0.002 1.083 0.079 0.949
LOC151658 1.069 0.022 1.072 0.065 1.003
FLJ33620 1.032 0.011 1.05 0.069 1.017
MGC27085 1.151 0.021 1.144 0.06 0.994
LOC151835 1.127 0.009 1.115 0.06 0.989
LOC151871 1.106 0.059 1.121 0.042 1.013
LOC151877 1.1 0 1.133 0.05 1.029
URB 0.754 0.016 0.805 0.042 1.067
BTLA 0.807 0.007 0.836 0.017 1.034
MGC23918 0.826 0.023 0.848 0.021 1.027
LOC151963 0.853 0.023 0.843 0.008 0.988
FLJ35155 0.816 0.028 0.858 0.014 1.051
C9ORF19 0.802 0.025 0.835 0.002 1.041
LOC152024 0.776 0.003 0.825 0.003 1.063
MGC34923 0.783 0.005 0.83 0 1.06
MGC34728 0.724 0.025 0.748 0 1.033
LOC152078 0.731 0.019 0.758 0.023 1.036
LOC152098 0.859 0.026 0.872 0.028 1.015
MGC61571 0.657 0.009 0.77 0.012 1.17
C3ORF6 0.891 0.001 0.917 0.028 1.029
LOC152185 0.885 0.026 0.919 0.003 1.038
LOC152195 0.915 0.005 0.906 0.023 0.99
FLJ25467 0.945 0.002 0.939 0.013 0.994
LOC152225 0.915 0.031 0.916 0.012 1
FGD5 0.922 0.018 0.937 0.003 1.016
LOC152274 0.877 0.014 0.915 0.014 1.043
CNTN4 0.948 0.013 1.013 0.021 1.068
IGSF11 0.941 0.009 0.974 0.023 1.035
FLJ32859 0.996 0.004 1.014 0.003 1.017
LOC152485 1.07 0.005 1.06 0.011 0.99
DKFZP434D02 1.052 0.01 1.057 0.024 1.004
HOZFP 0.973 0.024 1.016 0.005 1.043
LOC152519 0.952 0.001 0.96 0.007 1.008
SCFD2 0.975 0.021 1.005 0.006 1.031
FLJ30277 0.942 0.002 0.954 0.016 1.012
ZNF595 0.845 0.014 0.906 0.024 1.071



LOC152742 0.897 0.032 0.92 0.018 1.026
FLJ31659 0.962 0.002 0.969 0.025 1.007
MGC24125 1 0.001 1.01 0.016 1.01
THAP6 1.044 0.01 1.023 0.033 0.979
FLJ23657 1.027 0.021 1.043 0.002 1.015
LOC152831 1.062 0.014 1.046 0.008 0.985
DKFZP761G05 0.949 0.005 0.966 0.013 1.017
FLJ25371 0.91 0.012 0.923 0.008 1.013
FLJ35725 1.006 0.021 0.98 0.001 0.974
RASGEF1B 0.996 0.035 1.03 0.018 1.034
DAB2IP 1.026 0.009 1.052 0.026 1.025
FLJ90709 1.085 0.009 1.095 0.002 1.009
SLC36A2 1.073 0.006 1.048 0.024 0.977
SPINK5L3 1.062 0.009 1.025 0.016 0.965
LOC153222 1.007 0.038 1.02 0.045 1.012
FLJ36090 1.054 0.007 1.016 0.016 0.964
LOC153328 1.025 0.01 1.033 0.027 1.007
MGC23909 0.939 0.008 0.992 0.031 1.056
LOC153364 0.958 0.036 0.98 0 1.022
MGC33214 1.021 0.001 1.041 0.04 1.019
FLJ25286 1.101 0.002 1.104 0.01 1.002
KIAA1909 1.082 0.01 1.105 0.012 1.02
C14ORF81 1.117 0.004 1.128 0.006 1.009
FLJ31121 1.092 0.026 1.071 0.012 0.981
LOC153561 1.108 0.007 1.117 0.009 1.008
MRVLDC2 1.107 0.002 1.129 0.003 1.02
CEI 1.088 0 1.075 0.012 0.987
IRX2 0.985 0.02 1.057 0.026 1.072
BTNL9 1.018 0.007 1.078 0.026 1.058
DKFZP313G17 1.131 0.009 1.247 0.029 1.102
FLJ25333 1.069 0.015 1.106 0.01 1.034
FLJ25439 1.159 0.012 1.223 0.014 1.055
LOC153684 1.154 0.006 1.18 0.031 1.022
MGC39633 1.184 0.013 1.228 0.021 1.037
MGC87149 1.092 0.005 1.171 0.009 1.072
MGC26988 1.135 0.009 1.211 0.014 1.066
MGC21644 1.075 0.019 1.149 0.004 1.068
SH3RF2 1.103 0.008 1.17 0.043 1.06
FLJ31951 1.084 0.003 1.139 0.003 1.05
LOC153910 0.912 0.013 1.005 0.007 1.101
C6ORF151 0.928 0.02 0.994 0.003 1.071
MAGI1 0.948 0.015 1.058 0 1.115
RAET1L 0.9 0.017 1.036 0.02 1.15
SAMD3 0.902 0.018 1.051 0.013 1.164
MGC34034 0.9 0.027 1.012 0.001 1.124
SLC2A12 0.861 0.032 1.012 0.008 1.174
LOC154092 0.935 0.013 1.022 0.008 1.093
OACT1 0.92 0.01 1.007 0.017 1.094
PWWP1 1.014 0.012 1.035 0.001 1.021
PNLDC1 0.823 0.032 0.809 0.009 0.982
IBRDC1 0.83 0.014 0.867 0.013 1.045



TCBA1 0.84 0.029 0.851 0.006 1.013
LOC154222 0.783 0.014 0.872 0.001 1.114
C6ORF165 0.748 0.018 0.828 0.02 1.107
C6ORF195 0.827 0.031 0.877 0.009 1.06
LOC154449 0.742 0.039 0.762 0.011 1.027
C6ORF129 0.756 0.036 0.761 0.016 1.006
RPIB9 0.652 0.016 0.714 0.001 1.094
FLJ31818 0.669 0.052 0.706 0.025 1.055
HSPC268 0.851 0.025 0.88 0.004 1.034
AMOT 0.833 0.006 0.898 0.017 1.078
VKORC1L1 0.789 0.017 0.875 0 1.108
AMOTL1 0.928 0.02 0.969 0.002 1.043
LOC154822 0.831 0.005 0.901 0.011 1.083
FLJ35834 0.917 0.006 0.962 0.009 1.049
KCTD7 0.898 0.017 0.963 0.022 1.072
LOC155006 0.78 0.045 0.938 0 1.203
FAM10A7 0.814 0.026 0.869 0.001 1.067
HIAN6 0.916 0.026 0.903 0.007 0.985
CRYGN 0.882 0.03 1.03 0.009 1.167
LOC155054 0.884 0.044 1.015 0.005 1.148
FLJ31413 0.937 0.009 1.076 0 1.148
FLJ45737 0.945 0.031 1.099 0.018 1.163
C7ORF32 0.888 0.026 1.009 0.009 1.136
LOC155100 0.927 0.05 1.058 0.01 1.141
KIAA1950 0.943 0.032 1.059 0.016 1.122
WBSCR27 0.856 0.019 0.979 0.003 1.143
WBSCR24 0.917 0.006 1.02 0.011 1.112
WBSCR20B 0.869 0.001 0.952 0.026 1.095
LOC155435 0.937 0.013 1.013 0.021 1.08
BCMP11 0.999 0.011 1.097 0.029 1.098
LOC157273 0.929 0.006 1.01 0.023 1.086
LOC157278 0.755 0.012 0.874 0.004 1.157
MGC22776 0.95 0.019 1.018 0.023 1.071
CDCA2 0.977 0.029 1.042 0.019 1.065
FLJ32770 0.977 0.027 1.033 0.014 1.057
LOC157378 0.988 0.004 1.025 0.019 1.037
RDH10 0.88 0.005 0.913 0.008 1.037
FAM10A6 0.899 0.009 0.995 0.014 1.106
LOC157567 0.981 0.004 1.047 0.01 1.067
LOC157570 0.965 0.034 1.064 0.021 1.102
FBXO16 1.011 0.018 1.073 0.02 1.061
NSE2 0.952 0.008 1.058 0.016 1.111
LOC157657 1.031 0.028 1.066 0.009 1.033
COH1 0.991 0.014 1.04 0.014 1.048
LOC157693 0.989 0.016 1.024 0.037 1.035
INM01 0.934 0.006 0.972 0.002 1.04
LOC157697 0.98 0.03 0.998 0.011 1.018
SLC7A13 0.84 0 0.926 0.016 1.102
FLJ30668 1.01 0.027 1.052 0.016 1.041
FLJ23790 1.054 0.008 1.134 0.004 1.075
FLJ25692 1.055 0.024 1.141 0.006 1.081



MGC34646 1.048 0.043 1.141 0.005 1.088
FLJ25169 1.045 0.008 1.1 0.018 1.052
RPESP 1.023 0.028 1.1 0.002 1.075
CAMSAP1 1.077 0.009 1.124 0.021 1.043
C9ORF62 1.075 0.008 1.127 0.005 1.047
C9ORF66 0.936 0.007 0.995 0.013 1.063
C9ORF14 0.998 0.002 1.051 0.012 1.052
FLJ31810 1.072 0 1.15 0.007 1.072
C9ORF121 1.034 0.039 1.146 0.013 1.108
FLJ36779 1.047 0.027 1.196 0.017 1.142
LCN6 0.953 0.024 1.103 0.02 1.156
OR1Q1 1.011 0.003 1.095 0.008 1.082
C9ORF20 0.901 0.008 1.023 0.001 1.134
RASEF 0.952 0.01 1.068 0.002 1.122
LOC158160 1.054 0.015 1.139 0.009 1.08
C9ORF52 0.962 0.022 1.029 0.008 1.069
LOC150759 0.954 0.006 1.023 0.016 1.072
C9ORF122 0.908 0.02 0.996 0.008 1.096
RG9MTD3 0.944 0.009 1.022 0.017 1.082
TTC16 0.955 0.027 1.06 0.024 1.109
C9ORF10OS 0.956 0.017 1.064 0.036 1.112
C9ORF138 1.018 0.018 1.069 0.019 1.05
C9ORF44 1.048 0.001 1.129 0.014 1.077
C9ORF154 1.017 0.019 1.125 0 1.105
KIAA2026 1.017 0.005 1.131 0.005 1.112
LOC158376 0.984 0.029 1.085 0.011 1.102
LOC158381 0.932 0.014 1.042 0.022 1.118
ZNF483 0.825 0.016 0.819 0.013 0.993
C9ORF84 0.825 0.008 0.842 0.001 1.02
KIAA1958 0.824 0.036 0.865 0.01 1.049
C9ORF97 0.754 0.009 0.824 0.005 1.091
C9ORF65 0.784 0.01 0.815 0.012 1.04
FLJ25735 0.766 0.002 0.817 0.009 1.065
FMR1NB 0.769 0.016 0.783 0.003 1.017
LOC158572 0.763 0.003 0.798 0.027 1.046
FLJ31204 0.683 0.02 0.706 0.01 1.033
FLJ30672 0.65 0 0.69 0.004 1.06
FLJ32742 0.83 0.018 0.869 0.018 1.047
LOC158724 0.833 0.003 0.848 0 1.017
MOSPD2 0.936 0.023 0.915 0.012 0.976
FLJ30058 0.903 0.01 0.941 0.002 1.041
FLJ32783 0.888 0.004 0.945 0.019 1.063
OTEX 0.919 0.008 0.92 0.001 1.001
FLJ36576 0.936 0.007 0.904 0.005 0.965
MAGEB6 0.833 0.014 0.894 0.014 1.072
DGAT2L3 0.924 0 0.888 0.002 0.961
DGAT2L4 0.814 0.014 0.847 0.009 1.04
MGC27005 0.953 0.006 0.991 0.001 1.039
ZDHHC15 0.941 0.011 1.008 0.015 1.071
USP51 0.979 0.007 1.001 0.008 1.022
MGC40053 1.042 0.006 1.091 0.02 1.046



H2BFWT 1.005 0.01 1.058 0.007 1.052
MGC39350 1.029 0.006 1.047 0.013 1.017
LOC159090 1.007 0.01 1.045 0.011 1.037
LOC159091 0.948 0.003 1.007 0.01 1.062
MGC33094 0.967 0.031 0.989 0.002 1.022
USP54 0.77 0 0.872 0.004 1.132
TMEM20 0.953 0.017 0.953 0.021 1
C10ORF64 0.948 0.003 0.989 0.034 1.043
C10ORF80 0.999 0.014 1.044 0.005 1.044
MGC52019 1.084 0.024 1.072 0.019 0.988
FLJ25393 1.009 0.025 1.022 0.015 1.012
PATE 1.083 0.039 1.083 9.984 1
MGC33948 1 0.02 1.04 0.029 1.039
MGC23940 0.921 0.025 0.972 0.001 1.055
MGC34805 0.943 0.005 1.002 0.002 1.061
DKFZP762A21 0.846 0.021 0.917 0.004 1.084
MICL 1.052 0.026 1.09 0.025 1.036
DCAL1 1.002 0 1.038 0.035 1.036
SMILE 1.083 0 1.106 0.028 1.021
FLJ35821 1.038 0.025 1.088 0.019 1.048
FLJ38508 1.041 0.022 1.072 0.01 1.029
FLJ36004 1.053 0.016 1.056 0.015 1.002
MGC24039 0.961 0.022 0.971 0.021 1.01
SLC5A8 1.051 0.014 1.027 0.002 0.977
FLJ35843 0.881 0.006 0.97 0.02 1.101
MGC39827 0.854 0.002 0.935 0.018 1.094
FLJ31846 1.019 0.036 1.037 0.003 1.017
STOML3 0.981 0.011 1.058 0.009 1.078
C14ORF54 0.957 0.025 1.019 0.022 1.065
FLJ33387 1.076 0.007 1.106 0.015 1.027
C14ORF49 1.01 0.012 1.088 0.002 1.077
C14ORF27 1.02 0.023 1.06 0.022 1.038
LOC161247 0.991 0.004 1.067 0.034 1.076
FLJ38964 1.023 0.011 1.045 0.008 1.021
TMEM30B 1.025 0.019 1.066 0.017 1.04
MAMDC1 0.973 0.001 1.035 0.021 1.063
C14ORF42 1.08 0.027 1.137 0.004 1.052
LOC161394 1.087 0.004 1.16 0.021 1.067
C14ORF21 0.984 0.008 1.121 0.021 1.138
EML5 1.023 0.006 1.108 0.004 1.083
FLJ38615 1.132 0.009 1.221 0.012 1.078
MGC34741 0.986 0.003 1.075 0.011 1.089
DYX1C1 1.018 0.032 1.137 0.019 1.116
C15ORF16 1.001 0.008 1.064 0.019 1.062
SPRED1 0.992 0.012 1.074 0.029 1.082
MGC48986 0.987 0.021 1.073 0.001 1.086
PGBD4 0.968 0.021 1.034 0.006 1.068
MGC33637 0.896 0.02 0.988 0.007 1.102
FSIP1 0.843 0.001 0.955 0.009 1.132
ZFPM1 0.921 0.044 1.019 0.003 1.106
LOC161931 0.909 0.002 1.022 0.002 1.124



LOC162073 0.856 0.027 1.016 0.001 1.187
TNT 0.879 0.02 1.082 0.011 1.23
ZFP1 0.829 0.009 1.034 0.006 1.246
FLJ38335 0.797 0.01 0.999 0.007 1.252
FLJ35757 0.79 0.017 1.019 0.036 1.289
FLJ35773 0.826 0.004 0.913 0.016 1.105
MGC19764 0.919 0.019 0.964 0.013 1.048
NAGS 0.798 0.005 0.854 0.026 1.069
LOC162427 0.781 0.014 0.876 0.015 1.122
FLJ33318 0.774 0.011 0.87 0.004 1.123
RHBDL4 0.749 0.02 0.838 0.016 1.117
SLC16A11 0.72 0.003 0.807 0.016 1.12
FBXO39 0.718 0.014 0.853 0.006 1.187
IMP5 0.673 0.009 0.8 0.023 1.189
KRT25D 0.685 0 0.828 0.016 1.208
ZNF519 0.838 0.002 0.908 0.016 1.083
MGC33382 0.857 0.014 0.907 0.013 1.057
TCEB3C 0.799 0.012 0.857 0.008 1.072
ZNF610 0.902 0.001 0.959 0.001 1.063
ZNF600 0.888 0.003 0.994 0.014 1.119
LOC162967 0.858 0 0.975 0.03 1.135
ZNF497 0.805 0.022 0.914 0.012 1.135
ZNF550 0.751 0.025 0.865 0.006 1.151
ZNF342 0.82 0.017 0.929 0.016 1.132
DEDD2 0.842 0 0.981 0.044 1.165
LOC162993 0.899 0.008 1.019 0.013 1.133
OR7D2 0.855 0.011 1.013 0.02 1.185
ZNF579 0.923 0.005 1.087 0.035 1.176
FLJ90396 0.96 0.027 1.052 0.001 1.096
ZNF564 0.823 0.009 1.018 0.001 1.237
FLJ38281 0.994 0.03 1.116 0.004 1.122
ZNF433 0.89 0.01 1.015 0.017 1.14
MGC17986 0.948 0 1.046 0.01 1.104
ZNF567 0.785 0.003 0.917 0.014 1.168
ZNF383 0.81 0.016 0.907 0.015 1.119
FLJ37549 0.929 0.036 0.991 0.014 1.066
CRI2 0.886 0.006 1.026 0.013 1.157
MGC24975 0.934 0.036 1.072 0.043 1.148
LGI4 0.944 0.005 1.087 0.001 1.151
FLJ36445 0.965 0.017 1.043 0.013 1.08
ZNF100 0.824 0.002 0.963 0.009 1.168
LOC163233 0.91 0.014 1.003 0.01 1.101
ZNF540 0.927 0.02 1.018 0.003 1.098
FLJ37099 0.897 0.033 0.982 0.01 1.094
DKFZP686G07 0.755 0.016 0.849 0.025 1.124
LOC163404 1.007 0.011 1.109 0.017 1.101
FLJ35838 0.942 0 1.056 0.027 1.12
FAM31B 0.842 0.001 1.018 0.021 1.209
TDRD5 0.937 0.011 1.087 0 1.159
LOC163590 0.943 0.006 1.089 0.036 1.154
CAGLP 0.887 0.019 1.008 0.013 1.136



FLJ40201 0.909 0.019 0.99 0.02 1.089
SPRR4 0.821 0.025 0.924 0.001 1.125
LOC163782 0.812 0.023 0.9 0.033 1.108
DKFZP761A07 0.895 0.009 0.978 0.015 1.092
FLJ35382 0.907 0.013 1.052 0.006 1.159
FLJ32001 0.973 0.019 1.112 0.017 1.143
FLJ44952 0.941 0.002 1.06 0.013 1.125
COAS2 0.999 0.012 1.138 0.004 1.139
LOC164045 0.882 0.007 0.982 0.016 1.113
FLJ35728 0.962 0.008 1.074 0.002 1.116
WFDC13 0.9 0.003 0.992 0.003 1.101
FLJ90166 0.884 0.001 1.009 0.036 1.141
C20ORF75 0.936 0.001 1.027 0.014 1.097
LOC164395 0.835 0.009 0.975 0.017 1.167
FLJ36046 1.039 0.003 1.187 0.03 1.142
CABP7 0.998 0.021 1.143 0.008 1.144
TMPRSS6 0.982 0.016 1.122 0.028 1.142
ARP10 1.001 0.034 1.137 0.041 1.134
MGC26816 1.058 0.009 1.144 0.036 1.081
FLJ25955 1.006 0.02 1.126 0.054 1.119
FLJ45273 0.96 0.001 1.059 0.03 1.103
FLJ32745 1.006 0.019 1.086 0.055 1.079
FLJ39061 1.004 0.016 1.139 0.03 1.134
MGC35154 0.812 0.016 0.952 0.012 1.173
LOC165186 0.92 0.021 0.949 0.008 1.031
KIAA1946 0.971 0.025 0.997 0.035 1.026
C1QL2 0.951 0.037 1.027 0.004 1.079
UBXD4 0.902 0.037 1.006 0.017 1.115
CLECSF13 1.029 0.049 1.099 0.005 1.068
DQX1 0.954 0.017 1.033 0.006 1.083
FLJ40597 0.938 0.049 1.032 0.016 1.1
DNAJB8 1.094 0.013 1.106 0.005 1.011
CMYA1 0.934 0.014 0.993 0.001 1.062
FLJ35794 1 0.035 0.995 0.01 0.994
CHST13 0.932 0.021 0.902 0.001 0.967
PRICKLE2 0.842 0.012 0.942 0.01 1.119
FLJ46299 0.817 0.011 0.908 0.019 1.111
SPATA5 0.84 0.021 0.899 0.007 1.07
FLJ35630 0.883 0.016 0.911 0.002 1.031
GPR125 0.836 0.001 0.885 0.012 1.057
RNF129 0.845 0.018 0.879 0.004 1.04
ZNF509 0.838 0.011 0.851 0.004 1.015
TIGD2 0.68 0.005 0.737 0.012 1.084
RASSF6 0.718 0 0.737 0.006 1.026
MGC27016 0.92 0.013 0.938 0.02 1.018
MGC26963 0.911 0.006 0.955 0.003 1.047
FLJ37927 0.943 0.032 0.97 0.005 1.029
LOC166994 0.865 0.009 0.939 0.005 1.085
LOC167127 0.918 0.01 0.973 0.005 1.06
PAPD4 0.963 0.028 1.001 0.002 1.038
DCP2 0.909 0.03 0.996 0.006 1.096



C5ORF11 0.824 0.007 0.932 0.016 1.13
ZNF366 0.824 0.016 0.908 0.006 1.102
UNQ9217 0.893 0 0.912 0.021 1.022
C6ORF158 0.909 0.024 1.039 0.007 1.143
C6ORF152 0.928 0.008 1.005 0.009 1.083
C6ORF198 0.97 0.047 1.066 0.003 1.099
DACT2 0.948 0.019 1.098 0.01 1.158
C6ORF118 0.949 0.004 1.068 0.028 1.125
ZNF92 0.905 0.002 1.053 0.006 1.164
GALNT15 0.936 0.001 1.053 0.014 1.125
DDX53 1.055 0.027 1.093 0.007 1.036
MGC42415 0.809 0 0.938 0.014 1.158
RNF133 0.84 0.01 0.907 0.022 1.08
THAP5 1.016 0.004 1.009 0.007 0.993
FLJ36031 0.944 0.009 0.998 0.004 1.057
PKD1L1 0.829 0.033 0.933 0.003 1.126
HIAN7 1.074 0.012 1.103 0.008 1.027
EZI 0.912 0.027 1.002 0.036 1.098
MIST1 1.036 0.006 1.089 0.006 1.05
BMPER 0.908 0.009 1.012 0.014 1.114
LOC168850 1.013 0.002 0.998 0.019 0.984
FLJ35802 0.848 0.032 0.952 0.016 1.123
SLC30A8 0.921 0.006 0.953 0.01 1.035
COL22A1 1.027 0.029 1.062 0.022 1.034
MGC39715 0.996 0.013 1.033 0.005 1.036
DKFZP762C11 0.998 0.017 1.103 0.023 1.105
ZNF596 1.166 0.011 1.175 0.014 1.007
LOC169355 1.068 0.019 1.1 0.028 1.029
OLFML2A 0.925 0.006 0.985 0.014 1.064
C9ORF71 1.1 0.041 1.109 0.003 1.007
QSCN6L1 0.991 0.006 1.022 0.01 1.03
ZNF515 0.92 0.01 0.966 0.003 1.05
LOC169834 0.839 0.004 0.869 0.001 1.035
ZNF169 0.975 0.019 1.022 0.001 1.048
MGC26999 1.023 0.009 1.078 0.004 1.054
LOC169981 0.865 0.004 1.026 0.029 1.185
FLJ35782 1.006 0.002 1.097 0.009 1.09
CXORF22 1.093 0.018 1.144 0.006 1.046
FLJ34064 0.887 0.03 1.028 0.013 1.159
MGC17403 0.978 0.022 1.109 0.007 1.133
LOC170261 0.933 0.04 1.032 0.001 1.105
C10ORF73 0.921 0.018 0.996 0.009 1.08
C10ORF128 0.872 0.015 0.966 0.01 1.107
FUT11 0.797 0.016 0.927 0.008 1.161
OIT3 1.018 0.003 1.044 0.001 1.025
C10ORF91 0.93 0.012 1.042 0.003 1.12
PWWP2 1.061 0.022 1.11 0.004 1.045
LOC170425 0.9 0.025 1.038 0.019 1.153
SSBP4 0.956 0.027 1.084 0.007 1.133
CLECSF7 0.957 0.004 1.046 4.397 1.092
DHX36 0.936 0.006 0.998 0 1.066



IMAP1 0.926 0 0.999 0.007 1.078
LOC168474 0.884 0.014 0.965 0.012 1.091
GPHA2 0.858 0.021 0.972 0.012 1.133
S100Z 0.91 0.004 1.009 0.006 1.108
COMMD6 0.864 0.009 0.998 0.006 1.154
GAGED4 0.813 0.025 0.999 0.023 1.228
XAGE-5 1.016 0.007 1.12 0.023 1.102
PSORS1C1 0.893 0.024 1.047 0.016 1.171
PSORS1C2 0.806 0.006 1 0.016 1.239
NUDT10 1.004 0.038 1.088 0.006 1.083
COX7B2 1.061 0.01 1.173 0.014 1.105
GSH-2 1.093 0.033 1.241 0.007 1.135
KIAA1987 0.865 0 0.887 0.004 1.025
KIAA1949 0.778 0.012 0.825 0.031 1.06
ZNF525 0.834 0.007 0.927 0.004 1.111
ZNF431 0.8 0.002 0.835 0.031 1.044
ANKRD24 0.763 0.003 0.84 0 1.1
ASXL1 0.772 0.003 0.862 0.011 1.116
SYNPO2 0.82 0.005 0.877 0.013 1.069
SPACA4 0.696 0.014 0.791 0.006 1.136
NALP6 0.711 0.024 0.8 0.033 1.124
TIZ 0.748 0.014 0.839 0.016 1.121
CLYBL 0.901 0.002 0.91 0.011 1.01
FAM9A 0.823 0.015 0.884 0.021 1.074
FAM9B 0.884 0.01 0.921 0.029 1.041
FAM9C 0.849 0.026 0.92 0.008 1.083
C14ORF147 0.919 0.004 0.943 0.001 1.026
POLR3H 0.838 0.003 0.934 0.011 1.114
PLAC4 0.966 0 0.99 0.014 1.024
MGC5352 0.884 0.001 0.907 0.014 1.025
IMAGE:490709 0.878 0.006 0.969 0.025 1.104
MGC2198 0.912 0.021 1.004 0.007 1.1
KRT24 0.912 0.016 1.049 0.005 1.15
EIF2C3 0.994 0.033 1.037 0.018 1.043
EIF2C4 0.788 0.038 0.963 0.009 1.221
SCAMP5 0.893 0.018 1.021 0.008 1.143
RDH-E2 0.913 0.025 1.021 0.021 1.118
C9ORF21 0.877 0.017 0.986 9.502 1.123
ZNF367 0.833 0.023 0.977 0.003 1.172
LOC195977 0.899 0.011 1 0.029 1.112
FLJ33979 0.887 0.003 1.05 0.003 1.183
LOC196264 0.728 0.019 0.913 0.022 1.254
FLJ25059 0.948 0.004 0.995 0.012 1.05
FLJ46154 0.93 0.021 0.982 0.006 1.055
LOC196337 0.865 0.004 0.951 0.009 1.099
K5B 0.851 0.021 0.947 0.003 1.112
DNAH10 0.984 0.006 1.02 0.003 1.036
LOC196394 0.964 0.033 0.972 0.018 1.007
DTX3 0.919 0.009 0.979 0.023 1.064
MGC17301 0.954 0.013 0.997 0.026 1.045
LOC196415 0.936 0.017 0.984 0.007 1.051



MGC23401 0.891 0.021 0.992 0.016 1.112
FLJ25056 0.87 0.002 0.965 0.039 1.108
LOC196463 0.985 0.016 1.026 0.025 1.041
MGC39520 0.997 0.005 1.065 0.008 1.068
MGC26598 0.978 0.016 1.03 0.006 1.052
SB153 0.881 0.022 0.965 0.002 1.095
DKFZP547D22 0.993 0.009 1.028 0.006 1.035
DCP1B 0.989 0.011 1.076 0.012 1.087
FLJ30092 0.841 0.001 0.986 0.014 1.172
TMEM16F 0.93 0.004 1.017 0.002 1.093
ARID2 0.91 0.026 1.03 0.016 1.131
LOC196549 1.022 0.003 1.082 0.003 1.058
C10ORF72 0.913 0.019 1.009 0 1.105
PAOX 1.03 0.022 1.084 0.003 1.052
FAM24B 1.014 0.009 1.081 0.011 1.065
LOC196913 0.909 0.013 1.035 0.005 1.138
FLJ32800 0.984 0.012 1.093 0.008 1.11
DKFZP434I102 0.945 0.016 0.997 0.006 1.055
LOC196993 0.925 0.024 1.042 0.031 1.127
LOC196996 1.004 0.001 1.069 0.017 1.064
MGC15885 1.039 0.018 1.136 0.011 1.093
KLPH 0.918 0.003 1.061 0.007 1.155
MGC23284 1.107 0.014 1.185 0.011 1.07
MGC22001 0.941 0.042 1.096 0.008 1.165
LDHD 0.905 0.001 1.065 0.009 1.175
FLJ31875 0.917 0.011 1.048 0.012 1.143
LOC197322 0.912 0.011 1.06 0.003 1.161
KIAA1924 0.897 0.005 1.035 0.003 1.154
LOC197336 0.915 0 1.056 0.003 1.153
LOC197350 0.952 0.016 1.069 0.007 1.122
NOD3 1.018 0.022 1.12 0.004 1.1
NSMCE1 0.93 0.034 1.026 0.006 1.102
ZNF553 0.745 0.005 0.908 0.029 1.219
FLJ32844 0.773 0.009 0.926 0.003 1.197
STI2 0.898 0.026 1.039 0.015 1.156
LOC199675 0.632 0.013 0.837 0.017 1.324
FLJ38607 1.015 0.033 1.097 0.015 1.08
ZNF585A 0.811 0.006 0.982 0.005 1.211
NALP7 1.011 0.013 1.082 0.001 1.07
MGC35045 1 0.022 1.148 0.026 1.148
GGN 1.084 0.005 1.173 0 1.082
IGSF4C 0.948 0.036 0.955 0.002 1.007
THAP8 0.763 0.006 0.838 0.028 1.098
U2AF1L3 0.746 0.026 0.865 0.02 1.159
ZNF626 0.845 0.004 0.887 0.005 1.049
BCNP1 0.763 0.012 0.836 0.018 1.095
LOC199800 0.787 0.006 0.87 0.023 1.105
LCE4A 0.8 0.022 0.9 0.002 1.125
MGC19780 0.743 0.038 0.87 0.001 1.171
MGC34648 0.729 0.003 0.818 0.037 1.122
LOC199899 0.763 0.019 0.869 0.01 1.138



LOC199964 0.85 0.02 0.9 0.016 1.058
CYP4Z1 0.809 0.012 0.919 0.013 1.136
FLJ31031 0.831 0.022 0.929 0.013 1.117
LOC200008 0.827 0.009 0.928 0 1.121
SLC5A9 0.855 0.027 0.973 0.006 1.138
KIAA1836 0.86 0.007 0.954 0.004 1.109
LOC200030 0.828 0.008 0.928 0.006 1.119
FLJ23867 0.932 0.021 1.004 8.611 1.076
MGC27277 0.783 0.051 0.893 0.017 1.141
FLJ40873 0.744 0.019 0.897 0.011 1.206
FLJ40773 0.808 0.011 0.986 0.002 1.219
PF6 0.844 0.022 0.997 0.017 1.18
FLJ23878 0.864 0.049 1.029 0.009 1.19
KRTCAP2 0.845 0.026 1.01 0.023 1.195
TORC2 0.83 0.018 1.008 0.018 1.214
FLJ23703 0.942 0.001 1.057 0.003 1.122
LOC200205 0.785 0.012 0.955 0.025 1.216
LOC200213 0.84 0.023 1.002 0.007 1.191
C20ORF106 0.75 0.013 0.975 0.023 1.299
LOC200261 0.895 0.011 1.052 0.012 1.174
FLJ23865 0.889 0.005 0.989 0.003 1.112
LOC200321 0.913 0.014 0.989 0.009 1.082
FOXD4L1 0.959 0.028 1.025 0.014 1.068
LOC200383 0.822 0.008 0.939 0.018 1.142
MGC26733 0.865 0.006 0.978 0.015 1.13
CREG2 0.91 0 1.022 0.006 1.123
LOC200420 0.915 0.027 0.99 0.014 1.081
MGC22014 0.86 0.012 0.955 0.002 1.11
GDDR 0.922 0.049 1.047 0.005 1.135
FLJ25369 0.842 0.007 0.968 0.012 1.149
ANKRD23 0.845 0.006 0.988 0.007 1.168
C2ORF13 0.949 0.026 1.069 0.011 1.126
KRTCAP3 0.992 0.018 1.063 0.007 1.071
TMEM17 0.967 0.01 1.098 0.004 1.135
SPRED2 0.975 0.017 1.044 0.003 1.07
TIGD1 0.99 0.008 1.067 0 1.077
FLJ42117 0.909 0.007 1.016 0.022 1.116
KCTD6 0.957 0.002 1.021 0.016 1.067
LIPH 1.023 0.034 1.089 0.02 1.064
DKFZP761H07 0.891 0.016 1.032 0.012 1.157
LOC200895 1.093 0.02 1.115 0.002 1.019
HTR3D 1.024 0.011 1.079 0.007 1.053
OSTALPHA 0.88 0.011 1.019 0.009 1.156
LOC200933 0.957 0.013 1.068 0.007 1.115
MGC35097 0.837 0.026 1.006 0.009 1.202
MUC20 1.039 0.001 1.139 0.024 1.096
MGC33887 1.021 0.059 1.093 0.013 1.07
LOC201158 0.968 0.024 1.066 0.003 1.101
P30 1.029 0.001 1.135 0.003 1.103
LOC201164 0.939 0.006 1.039 0.026 1.106
LOC201175 0.955 0.017 1.082 0.006 1.133



LOC201176 0.957 0.018 1.046 0.006 1.093
LOC201191 0.972 0.011 1.081 0.001 1.112
LOC201229 1.018 0.02 1.116 0 1.096
SLC16A13 0.892 0.025 1.041 0.003 1.168
LOC201243 0.964 0.009 1.072 0.007 1.112
FLJ23754 0.868 0.008 1.003 0.029 1.156
STRA13 0.986 0.005 1.104 0.002 1.119
MGC20806 0.876 0.017 0.975 0.013 1.112
SLC39A11 0.789 0.008 0.97 0.002 1.229
FLJ32065 0.919 0.008 0.97 0.025 1.056
LOC201292 0.89 0.02 0.971 0.016 1.091
UNC13D 0.982 0 1.011 0.035 1.03
RAD52B 1.094 0.006 1.081 0.02 0.988
MGC29671 1.051 0.009 1.077 0.039 1.024
FBXO15 1.012 0.008 1.046 0.017 1.033
ZNF584 1.164 0.003 1.164 0.03 0.999
ZNF494 0.919 0.007 0.996 0.023 1.083
SIMP 1.117 0.004 1.169 0.038 1.046
FLJ40427 1.108 0.007 1.163 0.036 1.049
DKFZP667B12 0.8 0.009 0.917 0 1.146
FLJ34969 0.842 0.018 0.896 0.019 1.063
FLJ39873 0.83 0.017 0.867 0.018 1.044
LOC201725 0.794 0.011 0.871 0.002 1.096
SLC10A4 0.91 0.045 0.932 0.004 1.025
TIGD4 0.875 0.015 0.91 0.006 1.04
FLJ32028 0.713 0.013 0.802 0.026 1.125
MGC42157 0.694 0.009 0.75 0.007 1.08
LOC201895 0.697 0.018 0.761 0.02 1.092
FLJ38482 0.723 0.003 0.794 0.002 1.097
MGC10198 0.872 0.009 0.901 0.005 1.032
FLJ33167 0.901 0.025 0.972 0.016 1.077
FLJ90013 0.817 0.006 0.883 0.012 1.081
FLJ39653 1.026 0.019 1.028 0.029 1.001
DKFZP667E05 0.924 0.005 0.97 0.017 1.049
LOC202051 0.866 0.028 0.918 0.019 1.059
MGC29463 0.903 0.011 0.922 0.001 1.021
FLJ25422 0.931 0.022 0.974 0.009 1.045
LOC202181 0.904 0.023 0.923 0.004 1.02
KENAE 0.857 0.013 0.93 0.019 1.085
FIS 1.017 0.005 1.059 0.008 1.041
FLJ33641 1.017 0.05 1.054 0 1.036
CMYA5 1.094 0.003 1.081 0.015 0.987
LOC202459 1.032 0 1.07 0.003 1.037
MGC33600 0.941 0.015 1.005 0.008 1.067
KHDRBS2 1.092 0.022 1.081 0.016 0.989
C7ORF33 1.016 0.013 1.02 0.014 1.003
MGC9712 0.87 0 0.943 0.009 1.083
FLJ31164 0.946 0.001 0.986 0.005 1.041
LOC203069 0.899 0 0.947 0.017 1.053
UNQ9391 0.952 0.003 1.019 0.026 1.07
FLJ90724 0.981 0.032 0.988 0.006 1.007



FLJ39553 0.926 0.013 0.956 0.012 1.032
LGI3 1.024 0 1.02 0.021 0.996
C9ORF91 1.004 0.001 1.017 0.014 1.012
C9ORF72 1.026 0.017 1.084 0.023 1.056
C9ORF93 1.063 0.009 1 0.006 0.94
C9ORF90 0.886 0.02 0.921 0.003 1.039
C9ORF25 1.054 0.008 1.005 0.033 0.953
MGC31967 0.782 0.016 0.882 0.02 1.127
SAMD6 1.046 0.007 1.044 0.006 0.997
SUSD3 1.036 0.017 1.032 0.012 0.996
LOC203427 0.971 0.012 0.982 0.018 1.011
MGC34827 1.06 0.02 1.02 0.006 0.961
ZCCHC5 1.174 0.034 1.175 0.018 1.001
NRK 1.156 0.017 1.144 0.053 0.989
LOC203522 0.945 0.013 0.974 5.049 1.03
FLJ23614 1.041 0 1.02 0.024 0.98
LOC203547 0.903 0.015 0.902 0.002 0.998
TMEM31 0.947 0.023 0.971 0.014 1.025
MGC62094 0.971 0 1.023 0.009 1.053
CDY 1.019 0.014 1.012 0.011 0.992
LOC203806 1.135 0.027 1.114 0 0.981
TMEM16E 1.113 0.002 1.105 0.02 0.993
LASS3 0.993 0.028 1.036 0 1.043
LOC204474 1.011 0.01 1.044 0.015 1.031
NALP11 1.04 0.019 1.061 0.001 1.019
MGC34032 1.058 0.003 1.069 0.024 1.01
FLJ38377 1.029 0.007 1.044 0.006 1.014
LOC205251 0.988 0.004 1.001 0.025 1.013
FLJ38973 0.967 0.002 1.018 0.023 1.052
MGC33365 1.024 0.007 1.06 0.007 1.034
SENP5 1.046 0.001 1.089 0 1.04
KIAA2018 0.995 0.009 1.043 0.033 1.048
FLJ25801 1.115 0.005 1.141 0.003 1.023
FLJ90650 0.925 0.008 1.011 0.008 1.092
SLC36A1 0.955 0.014 1.018 0.022 1.066
C6ORF163 1.012 0.003 1.091 0.004 1.078
KIAA1999 0.925 0.003 1.012 0.002 1.094
SPANXE 0.92 0.009 0.996 0.012 1.082
C9ORF94 0.904 0.025 0.988 0.006 1.092
DHRSX 0.841 0.016 0.995 0.029 1.182
FLJ25477 0.848 0.03 1.017 0.015 1.199
FLJ37183 0.979 0.017 1.081 0.038 1.104
MTIF3 1.095 0.042 1.171 0.012 1.068
MGC9850 1.05 0.008 1.11 0.025 1.056
GSH1 1.009 0.028 1.07 0.016 1.06
FLJ30213 1.051 0.006 1.081 0.017 1.029
LCMR1 1.007 0.036 1.035 0.015 1.028
MGC26647 1.033 0.01 1.022 0.022 0.989
FLJ32110 0.932 0.005 0.995 0.013 1.068
C10ORF107 0.926 0.014 0.936 0.028 1.01
TMEM26 0.862 0.004 0.913 0.018 1.058



C10ORF56 0.92 0.001 0.951 0.056 1.032
C10ORF63 0.804 0.026 0.896 0.009 1.114
ARMC3 0.93 0.011 0.97 0.004 1.043
LOC219690 0.87 0.054 0.91 0.034 1.045
C10ORF24 0.826 0.004 0.837 0.016 1.013
C10ORF35 0.839 0.012 0.822 0.013 0.98
TYSND1 0.755 0.008 0.775 0.015 1.026
ZNF25 0.852 0.01 0.883 0 1.036
CX40.1 0.864 0.011 0.908 0.001 1.05
PLEKHK1 0.857 0.012 0.899 0.04 1.049
C10ORF27 0.896 0.008 0.977 0.014 1.091
MGC35558 0.724 0.005 0.847 0.011 1.168
FLJ32915 0.914 0.024 0.94 0.016 1.028
LOC219854 0.915 0.003 0.954 0.005 1.042
SLC37A2 0.807 0.003 0.86 0.002 1.066
MGC10233 0.924 0.014 0.919 0.016 0.995
MGC17839 0.929 0.004 0.931 0.01 1.001
MRPL21 0.903 0.006 0.995 0.014 1.101
SPAS1 0.833 0.005 0.98 0.009 1.176
BXMAS2-10 0.96 0.002 1.048 0.007 1.091
MPEG1 0.925 0.01 1.038 0.012 1.122
FLJ36874 0.949 0.002 1.054 0.02 1.11
FLJ36198 1.033 0.01 1.084 0.007 1.049
MGC35295 1.049 0.009 1.076 0.01 1.026
FLJ32009 0.881 0 0.958 8.937 1.087
MGC20446 0.832 0.003 0.917 0.011 1.101
FLJ32771 0.812 0.019 0.879 0.005 1.083
LOC220032 0.921 0.013 0.981 0.011 1.065
FLJ25416 0.982 0.008 0.996 0.006 1.014
MGC34732 0.973 0.007 1.007 0.009 1.034
ORAOV1 0.946 0.024 0.991 0 1.047
LOC220070 0.745 0.027 0.898 0.015 1.205
LOC220074 0.97 0.025 1.002 0.011 1.032
NURIT 0.885 0.021 0.936 0.002 1.057
DLEU7 0.877 0.029 0.939 0.008 1.07
FLJ30707 0.943 0.005 0.957 0.01 1.014
C18ORF24 0.8 0.012 0.859 0.005 1.073
FLJ32743 0.932 0.005 1.022 0.006 1.096
DOK5L 1.032 0.035 1.054 0.019 1.021
ATOH7 0.968 0.012 1.038 0.026 1.072
OTUD1 0.984 0.011 1.057 0.006 1.074
FLJ25530 0.989 0.021 1.061 0 1.072
NS5ATP13TP2 0.973 0.02 1.045 0.006 1.073
TIGD3 0.795 0.003 0.916 0.006 1.151
MGC33846 1.066 0.008 1.048 0.022 0.983
FLJ38159 0.914 0.018 0.938 0.004 1.025
RNF152 0.818 0.001 0.856 0.005 1.047
LOC220869 0.957 0.012 1.055 0.009 1.102
LOC220906 0.99 0.01 1.073 0.013 1.083
LOC220929 0.924 0.001 1.035 0.014 1.12
SLC16A9 0.971 0.022 1.077 0.011 1.108



FAM13C1 1.002 0 1.08 0.03 1.077
C10ORF25 0.957 0.012 1.057 0.013 1.104
HNRNPA3 0.94 0.002 1.026 0.008 1.092
ZNF485 1.014 0.006 1.072 0.007 1.057
RASGEF1A 0.918 0.003 1.029 0.025 1.12
CCDC7 0.96 0.002 1.014 0.011 1.055
C10ORF49 0.953 0.021 1.129 0.005 1.185
C10ORF111 0.934 0.011 1.129 0.013 1.208
C10ORF38 1.081 0.037 1.189 0.012 1.099
SLC39A12 1.014 0.035 1.167 0.008 1.151
NOPD1 1.108 0.01 1.17 0.006 1.055
ARL8 1.046 0.003 1.128 0.001 1.078
LOC221091 0.956 0.012 1.048 0.003 1.095
LOC221143 0.985 0.001 1.088 0.001 1.103
FLJ34588 0.932 0 1.008 0.029 1.081
SPATA13 0.973 0.007 1.062 0.003 1.091
CPNE2 0.893 0.019 0.977 0.008 1.093
FLJ25339 0.844 0.002 0.958 0.003 1.134
FLJ31547 0.845 0.018 0.982 0.011 1.161
C18ORF20 0.908 0.009 1.052 0.004 1.158
C6ORF184 0.962 0.004 1.075 0 1.117
C6ORF185 0.951 0.037 1.076 0.008 1.131
NT5C2L1 1.02 0.028 1.147 0.022 1.124
C6ORF78 1.079 0.061 1.177 0.021 1.09
C6ORF113 1.085 0.041 1.169 0 1.077
C6ORF170 1.059 0.035 1.143 0.003 1.079
C6ORF65 0.847 0.011 0.901 0.027 1.063
GSTA5 0.745 0.02 0.837 0.013 1.123
TDRD6 0.771 0.014 0.875 0.016 1.135
SPATS1 0.769 0.03 0.867 0.003 1.126
MGC45491 0.811 0.033 0.889 0.001 1.096
C6ORF206 0.843 0.062 0.891 0.023 1.057
C6ORF154 0.774 0.027 0.853 0.026 1.102
LOC221442 0.763 0.033 0.832 0.006 1.091
C6ORF130 0.71 0.037 0.796 0.022 1.12
C6ORF102 0.784 0.066 0.835 0.018 1.065
C6ORF128 0.692 0.013 0.829 0.03 1.197
FGD2 0.869 0.018 0.915 0.002 1.054
PI16 0.869 0.022 0.966 0.026 1.111
C6ORF89 0.877 0.021 0.911 0.03 1.038
C6ORF81 0.968 0.009 1.016 0.004 1.049
MGC57858 0.92 0.01 0.96 0.006 1.042
LEMD2 0.908 0.003 0.927 0.003 1.02
ZBTB9 0.966 0.008 0.979 0.002 1.013
ZBTB12 1.01 0.005 0.985 0.003 0.974
C6ORF136 0.958 0.049 0.969 0.028 1.012
HIST1H2AA 0.91 0.004 1.02 0.013 1.121
AOF1 0.851 0.065 0.997 0 1.17
RBM24 1.01 0.044 1.071 0.001 1.06
MGC33993 0.949 0.052 0.986 0.023 1.038
PHACTR1 0.986 0.096 1.004 0.002 1.018



LOC221710 1.024 0.068 1.014 0.011 0.99
LOC221711 0.973 0.091 0.998 0.019 1.025
MGC40222 1 0.116 0.993 0.015 0.992
C6ORF145 1.007 0.074 0.999 0.009 0.992
MGC39372 0.834 0.028 0.912 0.01 1.093
ZNF498 0.991 0.012 1.03 0.019 1.039
DKFZP727G13 0.811 0.014 0.915 0.01 1.128
FLJ14712 0.977 0.058 0.977 0.004 0.999
TWISTNB 1.073 0.067 1.014 0.015 0.944
SP8 1.081 0.104 1.044 0.022 0.965
JAZF1 1.102 0.101 1.051 0.04 0.953
MGC22793 1.1 0.128 1.02 0.013 0.927
GPC2 1.025 0.139 0.977 0.004 0.953
C7ORF27 1.028 0.091 0.974 0.007 0.947
SDK1 1.048 0.043 1.032 0.005 0.984
PAQR10 1.049 0.031 1.103 0.037 1.05
LOC221955 1.064 0.017 1.096 0.004 1.029
C7ORF28B 1.063 0.101 1.06 0.002 0.997
MGC33530 1.116 0.105 1.046 0.019 0.937
HNLF 1.083 0.138 1.013 0.023 0.935
DKFZP586I142 1.138 0.093 1.069 0.017 0.938
ELLS1 1.136 0.144 1.052 0.002 0.925
LOC222171 1.23 0.132 1.061 0.002 0.862
FLJ37078 1.142 0.078 1.016 0.01 0.889
FLJ42526 0.985 0.046 0.982 0.025 0.996
FLJ31340 0.978 0.024 1.066 0.025 1.09
DKFZP434K18 0.966 0.022 1.015 0.013 1.049
MGC35361 0.873 0.096 0.959 0.008 1.098
FBXL13 1.132 0.107 1.102 0.01 0.973
NAPE-PLD 1.18 0.137 1.091 0.013 0.924
MGC33190 0.963 0.083 0.979 0.007 1.015
FLJ23834 0.965 0.144 0.978 0.004 1.013
C10ORF30 0.948 0.104 0.996 0.014 1.05
LNX2 1.107 0.111 1.056 0 0.953
FLJ25791 0.971 0.055 1.017 0.008 1.046
HS3ST5 0.927 0.077 1.02 0.028 1.099
RFXDC1 1.028 0.045 1.081 0.014 1.051
SLC35F1 0.998 0.101 1.032 0.001 1.034
C6ORF143 1.201 0.116 1.136 0.003 0.946
BZRPL1 1.164 0.124 1.1 0.001 0.944
UNC5CL 0.979 0.09 0.981 0.002 1.002
C6ORF69 0.877 0.111 0.976 0.004 1.112
PXT1 1.081 0.084 1.051 0.001 0.972
MGC33835 0.956 0.098 0.992 0.003 1.037
SCUBE3 1.052 0.044 1.019 0.002 0.968
ZNF390 0.774 0.002 0.875 0.005 1.13
C6ORF194 0.819 0.018 0.943 0.024 1.151
C6ORF146 0.919 0.033 1.016 0.023 1.106
DKFZP761L14 0.981 0.015 1.074 0.016 1.094
FERD3L 0.955 0.024 1.073 0.014 1.124
FLJ37538 0.918 0.018 0.998 0.009 1.086



SLC29A4 0.928 0.008 1.015 0.001 1.094
LOC222967 0.961 0.004 1.057 0 1.1
LOC223075 0.995 0.007 1.098 0.008 1.103
ZNRF2 0.917 0.03 1.068 0.032 1.163
SEMA3D 0.967 0.032 0.97 0.016 1.003
SPY1 0.898 0.002 0.953 0.006 1.061
MS4A6E 0.811 0.02 0.865 0.032 1.066
VGLL2 0.61 0.006 0.806 0.009 1.321
MGC40499 0.829 0.009 0.919 0.005 1.107
DEFB105 0.999 0.007 0.972 0.006 0.972
DEFB106 0.788 0.007 0.832 0.014 1.055
DEFB119 0.732 0.019 0.844 0.042 1.154
DEFB123 0.89 0.01 0.912 0.055 1.023
DEFB125 0.828 0.016 0.849 0.036 1.024
ATP6V0D2 0.787 0.02 0.879 0.002 1.117
ATP6V1C2 0.879 0.014 0.952 0.009 1.082
CTAG1A 0.895 0.026 0.923 0.016 1.031
CYORF15A 0.857 0.006 0.944 0.008 1.102
GAR17 0.935 0.02 1.002 0.018 1.072
SLC17A8 0.881 0.055 1.042 0.01 1.183
RNASEH1 0.916 0.012 1.027 0.02 1.121
LACE1 0.797 0.013 0.928 0.008 1.163
STAC3 0.908 0.048 0.992 0.033 1.092
MGC35521 0.837 0.012 0.953 0.043 1.139
C21ORF93 0.837 0 0.99 0.018 1.182
C21ORF94 0.895 0.007 1.029 0.009 1.149
POLR2J2 0.744 0.025 0.939 0 1.261
SPESP1 0.858 0.029 1.057 0.011 1.232
IL27 0.941 0.039 1.089 0.008 1.158
TMEM9 0.846 0.003 1.019 0.007 1.204
ZNF396 0.702 0.02 0.964 0.006 1.373
NEIL2 0.861 0.001 0.948 0.015 1.1
STXBP4 0.906 0.023 1.035 0.024 1.142
FNDC5 0.846 0.042 0.948 0.002 1.12
LOC253012 0.971 0.039 1.018 0.002 1.047
LOC253017 0.946 0.011 0.997 0 1.054
HCG27 0.882 0.02 1.032 0.016 1.169
MGC50372 0.806 0.002 0.974 0.029 1.207
MGC14276 0.79 0.022 0.994 0.007 1.257
MGC39830 0.815 0.032 1.004 0.031 1.231
FLJ35036 1.034 0.03 1.081 0.013 1.044
SLC25A30 0.841 0.013 0.959 0.009 1.139
UNQ1849 0.912 0.048 0.984 0.017 1.078
IGSF4D 0.88 0.021 0.933 0.019 1.06
C6ORF191 1.021 0.022 1.068 0.002 1.045
FLJ38348 1.002 0.004 1.073 0.005 1.07
ZNF620 0.984 0.037 1.081 0.028 1.098
FLJ35740 1.008 0.01 1.08 0.001 1.071
C6ORF167 0.867 0.007 1.049 0.028 1.209
KIAA0592 1.045 0.006 1.124 0.016 1.075
DKFZP667B02 0.934 0.008 1.036 0.032 1.11



MGC43690 0.796 0.018 0.952 0.018 1.195
LASS6 0.886 0.02 0.964 0.003 1.088
LOC253827 0.901 0.025 0.986 7.211 1.093
FLJ30313 0.934 0 0.983 0.006 1.052
ANGPTL5 1.016 0 1.056 0.001 1.039
YTHDF3 0.973 0.043 1.079 0 1.108
GARNL1 1.01 0.009 1.06 0.036 1.049
LOC253962 1.003 0.021 1.055 0.024 1.051
LOC253970 0.965 0.023 1.088 0.018 1.127
KCTD13 0.856 0.022 1.021 0.025 1.192
LOC253982 0.912 0.02 1.017 0.001 1.114
MGC50559 0.888 0.001 0.98 0.025 1.103
LOC254028 0.87 0.003 0.993 0.009 1.141
MAP1D 0.998 0.013 1.049 0.018 1.05
FLJ25778 0.683 0.022 0.886 0.029 1.297
MGC35140 0.935 0.016 1.056 0.014 1.128
BRODL 1.018 0.019 1.13 0.014 1.11
FLJ32682 0.953 0.023 1.073 0.031 1.125
FLJ36335 0.975 0.018 1.053 0.017 1.079
MGC26143 0.996 0.008 1.076 0 1.079
PLAC9 1.025 0.009 1.066 0.024 1.04
FLJ39739 0.95 0.035 1.051 0.013 1.106
LOC388726 0.907 0.006 1.006 0.017 1.109
C8ORF15 0.993 0.007 1.033 0.011 1.04
LOC254099 0.94 0.031 0.966 0.005 1.027
DKFZP762C18 0.994 0.061 0.981 0.014 0.987
FLJ30934 0.969 0.072 1.017 0.018 1.048
FLJ25444 1.026 0.068 1.036 0.012 1.009
FBXO33 1.066 0.064 1.088 0.014 1.02
FLJ36119 1.069 0.088 1.112 0.002 1.04
FLJ32880 1.074 0.083 1.077 0.006 1.002
C6ORF188 1.008 0.107 1.1 0.007 1.091
BPIL2 0.913 0.118 1.005 0.035 1.099
MGC50896 0.822 0.042 0.871 0.039 1.059
MGC26989 0.907 0.056 0.92 0.022 1.013
FLJ40244 0.753 0.008 0.886 0.026 1.175
PHYHD1 0.879 0.019 0.948 0.014 1.078
LOC254312 0.82 0.006 0.929 0.02 1.133
MCMDC1 0.824 0.008 0.962 0.011 1.167
C10ORF47 0.818 0.01 0.879 0.006 1.075
SLC41A1 0.801 0.001 0.956 0.004 1.194
MGC35212 0.728 0 0.867 0.004 1.191
LOC254531 0.776 0.028 0.907 0.006 1.169
NUDT8 0.84 0.004 0.848 0.028 1.01
LYG2 0.87 0.001 0.905 0 1.04
MGC33510 0.909 0.003 0.943 0.019 1.038
LOC254808 0.896 0.02 0.975 0.012 1.087
LOC254827 0.828 0.034 0.918 0.013 1.108
MGC40107 0.903 0.01 1.003 0.006 1.11
ZDHHC23 0.891 0.016 0.972 0.008 1.09
KRTAP15-1 0.856 0.019 0.934 0.001 1.089



C9ORF18 0.846 0.045 0.927 0.035 1.095
GOR 0.94 0.013 1.005 0.03 1.068
LOC255025 0.899 0.043 0.969 0.019 1.078
FLJ39599 0.862 0.053 0.942 0.01 1.092
MGC30208 0.905 0.072 0.996 0.003 1.1
FLJ25378 0.987 0.047 1.065 0.027 1.078
C19ORF26 0.935 0.093 1.025 0.004 1.096
TAC4 0.878 0.066 0.994 0.018 1.132
CASC2 0.916 0.081 1.009 0.01 1.101
DKFZP434O05 0.864 0.052 1.002 0.029 1.159
LOC255104 0.901 0.058 0.995 0.013 1.104
MGC35043 0.808 0.037 0.902 0.045 1.115
LOC255177 0.945 0.022 0.961 0.009 1.017
FLJ38723 0.882 0.006 0.919 0.012 1.041
LOC255189 1.062 0.056 1.081 0.029 1.017
MGC39696 0.978 0.042 1.002 0.034 1.024
MCOLN2 1.101 0.056 1.085 0.033 0.985
FLJ36812 0.953 0.047 1.003 0.008 1.052
LOC255313 0.97 0.062 1.009 0 1.039
LOC255330 0.886 0.052 0.97 0.014 1.094
C10ORF93 0.971 0.051 0.987 0.034 1.016
MGC40368 0.871 0.029 0.928 0.006 1.064
FLJ90036 0.968 0.043 0.94 0.029 0.971
RASGEF1C 1.007 0.017 0.972 0.018 0.965
IBRDC2 1.024 0.054 0.996 0.007 0.972
MGC10084 1.003 0.047 1.02 0.002 1.016
HIST1H2BA 1.103 0.054 1.116 0.006 1.011
COL24A1 0.985 0.039 1.024 0.033 1.04
LOC255654 1.079 0.055 1.035 0.003 0.959
MGC87693 1.043 0.009 0.999 0.016 0.957
LOC255743 1.049 0.038 1.045 0.007 0.996
MGC33212 0.951 0.033 0.976 0.015 1.025
MGC50721 0.77 0.035 0.902 0.034 1.17
LOC255798 1.043 0.029 1.024 0.002 0.981
LOC255812 0.988 0.052 1.06 0.032 1.072
FLJ38101 1.037 0.023 1.101 0 1.061
SYT14 1.067 0.034 1.093 0 1.024
PAN3 1.113 0.038 1.136 0.008 1.02
ANKRD31 0.914 0.064 0.988 0.006 1.08
LOC256021 1.031 0.028 1.077 0.014 1.043
ZNF549 0.861 0.079 0.964 0.014 1.119
FLJ35880 1.058 0.007 1.086 0 1.026
MGC42090 1.014 0.064 1.034 0.017 1.019
DKFZP434P02 1.012 0.039 1.077 0.003 1.064
MGC87042 1.014 0.047 1.082 0.018 1.066
CARM1L 1.092 0.02 1.143 0.019 1.046
NUDT14 0.97 0.061 1.031 0.001 1.063
PTF1A 1.007 0.03 1.071 0.004 1.063
MGC33894 0.96 0.05 1.008 0.009 1.049
MGC33607 1.006 0.048 1.034 0.002 1.027
MGC35138 1.025 0.073 1.047 0.006 1.021



MGC27348 1.073 0.022 1.07 0.01 0.997
MGC40579 0.924 0.038 0.934 0.026 1.01
FLJ35827 0.85 0.013 0.949 0.026 1.116
C14ORF48 1.026 0.026 1.036 0.009 1.01
SCML4 0.96 0.002 1.003 0.033 1.044
SIAT7C 1.067 0.034 1.083 0.032 1.014
MGC33302 0.957 0 1.034 0.043 1.08
MGC33486 1.142 0.027 1.114 0.024 0.975
TCERG1L 1.047 0.013 1.063 0.036 1.015
MGC35274 0.988 0.01 1.024 0.005 1.036
CXORF23 0.945 0.019 1.021 0.016 1.08
NUT 0.875 0.071 0.886 0.011 1.013
MAMDC2 1.02 0.065 0.947 0.022 0.928
FLJ14503 0.943 0.075 0.898 0.039 0.951
FLJ38736 0.875 0.03 0.892 0.029 1.02
C10ORF67 0.849 0.054 0.868 0.03 1.022
FLJ46061 0.829 0.03 0.832 0.019 1.004
FLJ32830 0.822 0.043 0.8 0.004 0.974
MGC33329 0.872 0.051 0.839 0.003 0.961
C5ORF12 0.822 0.058 0.789 0.006 0.96
PLAC2 0.827 0.057 0.754 0.016 0.911
FRMD3 0.906 0.056 0.889 0.013 0.982
MGC33370 0.932 0.032 0.883 0.038 0.947
MGC25181 0.914 0.069 0.914 0.013 0.999
MGC39581 0.861 0.028 0.897 0.031 1.042
FLJ31579 0.934 0.079 0.936 0.013 1.002
MGC33414 0.83 0.028 0.891 0.019 1.074
C21ORF86 1.067 0.052 1 0.002 0.937
LOC257106 0.944 0.041 0.935 0.005 0.99
GCET2 1.041 0.066 0.969 0.001 0.931
DKFZP547C19 0.982 0.042 0.956 0.007 0.973
C9ORF43 0.936 0.033 0.969 0.005 1.034
NEGR1 1.059 0.085 1.023 0 0.965
GPX6 0.845 0.04 0.973 0.011 1.151
DSCR9 0.918 0.051 1.031 0.004 1.123
SHPRH 0.943 0.058 1.03 0.006 1.092
FLJ90575 0.713 0.042 0.918 0.005 1.286
FLJ34960 0.96 0.067 0.985 0.006 1.025
URP 0.895 0.034 0.987 0.01 1.102
LOC257358 0.895 0.051 0.942 0.018 1.051
MGC32065 0.914 0.015 0.949 0.002 1.037
LOC257396 0.966 0.05 0.954 0.001 0.987
TAB3 0.866 0.032 0.93 0.026 1.073
MGC40405 0.908 0.044 0.962 0.011 1.059
FLJ38819 1.055 0.047 1.055 0.019 1
FLJ36525 0.88 0.034 1.025 0.009 1.165
HSPA12A 0.883 0.036 1.022 0.001 1.156
TMEM23 0.863 0.095 0.974 0.027 1.128
VGCNL1 0.963 0.017 0.976 0.027 1.013
DSCR10 1.069 0.105 1.063 0.03 0.994
TMIE 1.039 0.043 1.001 0.012 0.963



WFDC11 1.038 0.058 1.026 0.03 0.988
WFDC9 1.066 0.022 1.022 0.008 0.958
FLJ33215 0.928 0.054 1.003 0.004 1.08
TAS2R43 1.001 0.007 1.108 0.003 1.106
TAS2R44 0.957 0.07 1.05 0.021 1.097
TAS2R45 1.031 0.03 1.101 0.013 1.067
TAS2R49 1.011 0.04 1.089 0.055 1.078
TAS2R50 0.946 0.033 0.982 0.017 1.037
IL4I1 1.044 0.076 1.061 0.023 1.015
CYP4X1 0.983 0.042 0.982 0.019 0.999
WBSCR20C 0.88 0.023 0.964 0.008 1.095
PYC1 1.084 0.033 1.054 0.016 0.971
C4ORF7 1 0.015 1.073 0.01 1.072
MGC3794 1.054 0.024 1.122 0.012 1.063
STEAP2 1.079 0.08 1.175 0.025 1.089
OFCC1 0.986 0.072 1.119 0.015 1.135
VMD2L2 1.138 0.071 1.176 0.045 1.033
HS6ST3 1.005 0.073 1.105 0.035 1.099
MAGEA2B 0.983 0.054 1.063 0.025 1.081
NAP1L5 1.064 0.064 1.082 0.019 1.016
PGBD2 0.89 0.013 1.009 0.004 1.133
DAOA 0.918 0.037 0.997 0.013 1.085
ATP5L2 0.983 0.043 1.07 0 1.088
C11ORF31 1.135 0.051 1.206 0.018 1.062
SSX6 0.991 0.063 1.132 0.009 1.142
SSX7 1.056 0.045 1.145 0.001 1.084
SSX9 1.132 0.074 1.146 0.043 1.012
WFDC10B 0.951 0.047 1.032 0.006 1.086
IL28A 0.988 0.068 1.055 0.042 1.066
IL28B 1 0.024 1.01 0.021 1.009
IL29 0.986 0.02 0.982 0.025 0.995
AQP11 0.868 0.018 0.935 0.056 1.077
TUWD12 0.911 0.001 1.017 0.013 1.115
ZNF311 0.997 0.015 1.02 0.034 1.022
C10ORF53 0.856 0.014 0.97 0.025 1.133
C10ORF125 1.031 0.03 1.074 0.054 1.041
C10ORF39 1.078 0.011 1.041 0.098 0.965
LOC282980 1.02 0.022 0.921 0.184 0.903
FAM22A 0.906 0.032 0.862 0.011 0.951
C10ORF40 0.766 0.002 0.826 0.044 1.078
LOC283031 0.812 0.016 0.851 0.023 1.048
LOC283050 0.892 0.003 0.924 0.006 1.035
C10ORF48 0.821 0.018 0.927 0.061 1.128
FLJ46111 0.842 0.004 0.866 0.035 1.028
FLJ37045 0.855 0.007 0.831 0.02 0.972
LOC283129 0.804 0.013 0.797 0.016 0.99
LOC283130 0.808 0.006 0.897 0.046 1.109
FLJ90834 0.816 0.003 0.635 0.145 0.778
LOC283143 0.888 0.006 0.894 0.014 1.005
BCL9L 0.821 0.005 0.908 0.055 1.105
FOXR1 0.782 0.005 0.898 0.019 1.148



LOC283152 0.742 0 0.88 0.034 1.185
FLJ40224 0.956 0.016 1.046 0.089 1.094
FLJ39058 0.888 0.017 0.898 0.062 1.011
FLJ90231 0.964 0.007 0.984 0.037 1.021
MGC39681 0.994 0.012 0.932 0.042 0.937
P4HA3 0.901 0.006 0.866 0.111 0.961
PGM2L1 0.862 0.02 0.889 0.027 1.031
FLJ33790 0.896 0.014 0.912 0.091 1.017
LOC283214 0.87 0.01 0.927 0.048 1.065
LOC283219 0.929 0.006 0.974 0.063 1.048
FLJ37266 0.922 0.008 1.044 0.024 1.132
MGC45840 0.864 0.004 0.976 0.022 1.128
LOC283232 0.877 0.025 0.993 0.017 1.132
FLJ37970 0.972 0.003 0.976 0.033 1.003
MGC29649 1.072 0.004 1.053 0.038 0.982
MGC34821 0.9 0.019 0.994 0.005 1.104
LOC283241 0.92 0.006 0.92 0.069 1
RCOR2 1.008 0.029 1.021 0.012 1.013
FLJ32675 0.926 0.012 1.013 0.023 1.093
FLJ37794 0.943 0.031 1.062 0.054 1.126
FLJ35709 0.81 0.021 0.925 0.003 1.141
OR10A4 0.906 0.021 1.023 0.045 1.129
UNQ564 0.893 0.01 1.026 0.021 1.149
FLJ36102 0.963 0.008 1.062 0.06 1.101
FLJ90579 0.975 0.019 1.048 0.02 1.074
LOC283314 0.845 0.005 1.026 0.109 1.214
LOC283331 0.876 0.005 1.02 0.073 1.164
LOC283332 0.992 0.012 1.068 0.019 1.076
RASSF3 0.938 0.003 1.093 0.045 1.165
B4GALNAC-T3 1.089 0.028 1.195 0.076 1.097
FLJ34236 0.913 0.001 0.997 0.047 1.092
SLC39A5 0.947 0.006 1.069 0.07 1.128
LOC283377 0.906 0 1.032 0.028 1.139
GPR133 0.987 0.02 1.062 0.063 1.076
LOC283385 0.991 0.003 1.077 0.024 1.086
LOC283392 0.98 0.034 1.055 0.038 1.076
LOC283400 0.936 0.003 1.006 0.002 1.075
LOC283403 0.996 0.005 1.111 0.059 1.115
FLJ25590 0.979 0.002 1.129 0.028 1.153
FLJ32949 1.034 0.017 1.16 0.033 1.122
UNQ9341 0.885 0.003 1.04 0.005 1.174
FLJ33810 1.005 0.049 1.157 0.048 1.151
LOC283431 0.996 0.003 1.105 0.025 1.108
LOC283432 1.051 0.018 1.156 0.057 1.099
LOC283439 0.977 0.007 1.069 0.007 1.093
FLJ37587 0.905 0.03 1.045 0.032 1.154
FLJ34154 1.012 0.002 1.061 0.001 1.048
FLJ40126 0.976 0.038 1.157 0.046 1.185
LOC283464 1.039 0.005 1.207 0.057 1.161
CTAGE-2 0.825 0.001 1.033 0.026 1.251
G30 0.846 0.015 1.062 0.015 1.255



LCE5A 0.919 0.007 1.1 0.065 1.196
SSX8 0.879 0 1.021 0.002 1.161
NPB 1.024 0.016 1.128 0.039 1.101
LOC388730 0.902 0.025 1.045 0.035 1.158
FLJ45717 0.961 0.024 1.053 0.013 1.095
PCSK9 0.976 0.007 1.051 0.044 1.076
FLJ34278 0.829 0.004 0.944 0.001 1.137
MGC57341 0.888 0.001 1.012 0.004 1.139
LOC283480 0.95 0.041 1.038 0.014 1.092
LOC283483 0.961 0.022 1.056 0.01 1.099
LOC283487 0.973 0.044 1.034 0.001 1.062
C13ORF8 1.039 0.045 1.064 0.049 1.024
OR7E156P 0.952 0.062 1.031 0.009 1.083
FLJ25694 1.093 0.078 1.122 0.007 1.026
LOC283514 0.879 0.039 0.971 0.009 1.104
KCNRG 1.095 0.064 1.108 0.011 1.012
LOC283537 0.756 0.015 0.842 0.013 1.112
LOC283547 0.879 0.023 0.844 0.039 0.96
LOC283551 0.806 0.055 0.825 0.013 1.023
DKFZP762F07 0.78 0.026 0.836 0.028 1.072
FLJ36749 0.885 0.061 0.909 0.003 1.026
LOC283578 0.828 0.047 0.879 0.004 1.061
FLJ25976 0.814 0.065 0.833 0.011 1.022
LOC283585 0.759 0.043 0.75 0.003 0.988
LOC283587 0.837 0.046 0.81 0.003 0.967
C14ORF86 0.794 0.08 0.77 0.001 0.97
FLJ25773 0.816 0.015 0.866 0.036 1.061
C14ORF68 0.772 0.011 0.85 0.005 1.101
C14ORF24 0.916 0.055 0.926 0.006 1.011
KIAA0284 0.889 0.02 0.911 0.019 1.024
C14ORF80 0.882 0.036 0.927 0.012 1.05
C15ORF21 0.971 0.025 0.967 0.011 0.995
SLC24A5 0.86 0.036 0.897 0.006 1.043
FLJ25756 0.956 0.017 0.929 0.007 0.971
LOC283663 0.896 0.03 0.888 0.004 0.99
FLJ33768 0.902 0.039 0.908 0.001 1.007
LOC283677 0.963 0.017 1.061 0.032 1.101
LOC283682 0.916 0.031 0.991 0.028 1.082
FLJ36144 0.921 0.003 1.047 0.023 1.136
LOC283687 1.02 0.022 1.076 0.002 1.054
LOC283697 0.944 0.01 1.017 0.007 1.076
LOC283731 0.916 0.029 1.019 0 1.112
FLJ38426 0.917 0.016 0.989 0.018 1.078
PLA2G4D 1.025 0.021 1.032 0.007 1.007
LOC283761 0.94 0.013 0.955 0.002 1.015
DKFZP434P16 0.954 0.004 0.968 0.009 1.014
FLJ39743 0.946 0.008 0.985 0.004 1.041
FLJ35785 0.969 0.036 1.01 0.005 1.042
LOC283807 1.034 0.01 1.07 0.011 1.035
LOC283820 1.08 0.017 1.091 0.007 1.01
FLJ35894 1.074 0.013 1.063 0.005 0.99



FLJ37464 0.994 0.041 1.032 0.013 1.038
LOC283849 0.937 0.008 1.006 0.006 1.073
LOC283854 1.029 0.02 1.035 0.002 1.006
FLJ36701 0.882 0.012 0.872 0.008 0.988
LOC283867 0.967 0.018 0.936 0.003 0.967
MGC21830 0.934 0.006 1.028 0.002 1.1
LOC283871 0.923 0.024 0.994 0.045 1.077
FLJ39639 0.983 0.035 1.05 0.022 1.067
LOC283887 0.994 0.034 1.069 0.008 1.075
FLJ35681 0.831 0.037 1.007 0.008 1.211
FLJ90652 1.011 0.034 1.064 0.001 1.052
LOC283901 0.867 0.029 0.955 0.004 1.101
LOC283914 0.928 0.037 0.98 0 1.056
LOC283922 0.997 0.008 0.958 0.016 0.96
LOC283932 1.023 0.015 1.012 0.013 0.989
MGC46336 0.963 0.017 1.044 0.024 1.084
FLJ36208 0.944 0.03 1.032 0.025 1.092
LOC283951 0.912 0.017 1.039 0.002 1.14
LOC283970 1.005 0.045 1.092 0.001 1.087
MGC34761 1.085 0.014 1.136 0.002 1.046
FLJ40319 1.142 0.058 1.164 0.002 1.019
LOC283985 1.106 0.045 1.13 0.005 1.021
C17ORF28 1.079 0.074 1.093 0.024 1.012
LOC283989 1.074 0.023 1.053 0.008 0.98
MGC29814 1.083 0.055 1.115 0.007 1.029
LOC283994 1.004 0.042 1.13 0.009 1.124
LOC283999 0.827 0.068 1.01 0.014 1.221
LOC284001 0.977 0.028 1.119 0.016 1.145
FLJ23825 0.988 0.075 1.153 0.002 1.166
LOC284009 0.954 0.063 1.101 0 1.153
LOC284013 1.021 0.082 1.107 0 1.084
LOC284018 1.069 0.044 1.135 0.01 1.061
LOC284021 0.992 0.093 1.08 0.025 1.089
FLJ34790 1.047 0.096 1.075 0.01 1.026
LOC284033 0.98 0.076 1.03 0.042 1.05
FLJ34690 0.954 0.029 0.934 0.02 0.979
FLJ36674 0.89 0.026 0.975 0.023 1.096
FLJ36492 0.815 0.054 0.998 0 1.223
LOC284058 0.881 0.01 1.069 0.041 1.213
MGC34829 0.808 0.02 1.033 0.008 1.278
FLJ35848 0.91 0.008 1.046 0.056 1.149
FLJ35808 0.992 0.079 1.116 0.004 1.125
FLJ40121 0.968 0.016 1.069 0.011 1.105
FLJ40504 0.899 0.011 0.993 0.005 1.104
PIGW 0.84 0.036 0.973 0.026 1.158
FLJ39647 0.813 0.043 0.87 0.029 1.07
LOC284100 0.988 0.023 1.035 0.005 1.048
LOC284106 0.834 0.022 0.948 0.009 1.135
SLC13A5 0.607 0.003 0.895 0.023 1.474
FLJ36878 0.854 0.002 0.945 0.009 1.105
LOC284121 0.836 0.031 0.944 0.021 1.129



LOC284123 0.71 0.004 0.852 0.02 1.199
SLC26A11 0.778 0.001 0.856 0.018 1.099
FLJ37451 0.835 0.036 0.878 0.025 1.051
FLJ40457 0.72 0.008 0.763 0.011 1.058
FLJ39421 0.914 0.021 0.966 0.008 1.057
FLJ38792 0.942 0.016 1.009 0.006 1.07
LOC284207 0.928 0.02 1.05 0.014 1.13
LOC284214 0.875 0.024 1.006 0.023 1.15
C18ORF30 0.663 0.049 0.981 0.015 1.478
FLJ34907 0.849 0.004 1.013 0.004 1.192
LOC284240 0.75 0.005 1.024 0.014 1.364
FLJ25715 0.903 0.051 1.053 0.012 1.166
KCTD1 0.77 0.01 0.92 0.018 1.194
C18ORF26 1.04 0.022 1.036 0 0.996
MGC33608 0.68 0 0.916 0.01 1.347
CD33L3 0.639 0.001 0.902 0.051 1.41
ZADH2 0.675 0.005 0.768 0.174 1.136
LOC284274 0.707 0.022 1.021 0.011 1.443
LOC284296 0.718 0.001 1.029 0.04 1.433
FLJ35258 0.61 0.009 1.001 0.021 1.64
LOC284307 0.78 0.04 1.057 0.047 1.354
FLJ38288 0.754 0.004 0.97 0.008 1.285
ZSCAN1 0.796 0.043 0.967 0.042 1.214
LOC284323 0.969 0.037 1.023 0.036 1.055
FLJ41131 0.929 0.051 1.053 0.012 1.133
FLJ90805 0.87 0.001 1.054 0.005 1.21
UNQ473 0.863 0.009 1.048 0.033 1.213
LOC284345 0.957 0.046 1.085 0.009 1.133
ZNF575 1.09 0.014 1.153 0.023 1.057
FLJ30469 0.76 0.014 1.001 0.049 1.316
ZNF283 0.916 0.033 1.074 0.038 1.171
LOC284352 0.746 0.069 0.968 0.011 1.296
NKPD1 0.88 0.059 0.996 0.051 1.131
FLJ40321 0.882 0.058 1.041 0.001 1.179
FLJ36070 0.858 0.038 1.017 0.021 1.185
MGC34799 0.894 0.057 1.041 0.02 1.164
LOC284361 0.831 0.005 1.035 0.049 1.245
MGC45922 0.842 0.158 1.074 0.002 1.274
KLK9 0.949 0.027 1.116 0.001 1.175
LOC284367 0.787 0.018 1.061 0.002 1.348
FLJ40235 0.904 0.085 1.062 0.02 1.174
ZNF615 0.885 0.049 1.057 0.018 1.193
LOC284371 0.83 0.011 0.953 0.009 1.147
LOC284379 0.783 0.033 0.899 0.024 1.147
MGC33407 0.975 0.038 1.028 0.001 1.054
LOC284385 0.871 0.101 1.065 0.01 1.222
LOC284390 1.098 0.009 1.083 0.061 0.986
FLJ14959 0.939 0.053 1.09 0.024 1.159
LOC284395 1.02 0.023 1.047 0.003 1.026
LOC284402 0.816 0.024 1.005 0.052 1.231
ZNF545 1.064 0.041 1.102 0.042 1.035



UNQ3033 0.714 0.023 0.975 0.034 1.364
C19ORF30 0.906 0.039 0.947 0.031 1.045
MGC34725 0.69 0.044 0.893 0.027 1.293
LOC284434 0.882 0.006 0.965 0.026 1.093
MGC26694 0.969 0.031 1.065 0.016 1.099
MGC39821 0.897 0.027 0.993 0.058 1.107
ZNF493 0.873 0.018 0.997 0.005 1.141
C19ORF19 0.988 0.031 1.114 0.017 1.127
HKR1 0.881 0.045 0.998 0.034 1.132
TAFA3 0.94 0.038 1.086 0.015 1.155
LOC284475 0.767 0.02 0.939 0.031 1.223
FLJ36032 0.901 0.052 0.946 0.005 1.049
FLJ37964 0.873 0.035 0.934 0.023 1.07
DKFZP434E14 0.939 0.014 0.927 0.005 0.986
FLJ35487 1 0.007 0.965 0.004 0.965
MGC43026 0.987 0.034 0.953 0.02 0.966
LOC284551 1.025 0.064 0.994 0.003 0.969
MGC8902 1.047 0.019 1.019 0.028 0.973
FLJ40343 1.128 0.011 1.032 0.006 0.914
LOC284581 1.103 0.007 1.04 0.047 0.942
LOC284591 1.069 0.017 1.023 0.004 0.957
FAM41C 1.067 0.004 1.013 0.041 0.949
LOC284600 1.127 0.061 1.016 0.003 0.901
DKFZP434D17 0.935 0.027 0.903 0.018 0.965
CYB561D1 1.013 0.009 0.939 0.018 0.927
FLJ35976 1.08 0.036 0.975 0.02 0.902
LOC284628 1.155 0.013 0.971 0.01 0.84
R-SPONDIN 1.118 0.025 0.995 0.032 0.89
EPHA10 1.058 0.029 0.94 0 0.888
LOC284661 1.077 0.02 0.94 0.015 0.872
LOC284680 1.093 0.073 0.931 0.007 0.851
LOC284688 1.079 0.031 0.863 0.03 0.8
FLJ20403 0.989 0.013 0.822 0.01 0.83
BTBD8 0.909 0.039 0.945 0.023 1.039
MGC47816 1.021 0.013 0.958 0.001 0.937
LOC284723 1 0 1.01 0 1.009
LOC284729 1.162 0.015 1.05 0.008 0.903
LOC284739 1.139 0.046 1.033 0.021 0.907
DKFZP547G02 1.034 0.011 1.002 0.008 0.968
LOC284749 1.117 0.059 0.999 0.001 0.894
LOC284751 1.085 0.019 0.984 0.004 0.906
FLJ33860 1.132 0.022 0.975 0.04 0.861
PTPNS1L3 1.078 0.002 0.931 0.011 0.863
MGC34919 1.013 0.05 1.003 0.008 0.99
LOC284798 0.995 0.001 1.051 0.011 1.056
FLJ38374 0.973 0.12 1.049 0.049 1.078
LOC284825 1.24 0.13 1.084 0.002 0.874
KRTAP13-4 1.12 0.08 1.101 0.022 0.982
C21ORF130 1.227 0.025 1.102 0.012 0.898
C21ORF125 1.128 0.035 1.037 0.023 0.919
LOC284837 0.976 0.012 0.971 0.011 0.995



LOC284861 1.117 0.039 0.994 0.013 0.889
LOC284898 1.07 0.051 0.947 0.022 0.885
SEC14L4 1.03 0.014 0.988 0.044 0.959
LOC284912 1.124 0.035 1.031 8.891 0.917
LOC284933 0.909 0.09 1.034 0.044 1.137
FLJ37357 1.17 0.05 1.072 0.033 0.916
LOC284948 1.191 0.033 1.07 0.017 0.898
BA395L14.13 1.147 0.008 1.062 0.045 0.926
FLJ39660 1.064 0.11 1.053 0.012 0.99
RNF149 1.08 0.058 1.043 0.018 0.965
LOC285000 1.032 0.073 0.992 0.011 0.961
LOC285016 0.973 0.027 0.924 0.032 0.95
DKFZP451M2 0.977 0.045 0.974 0.03 0.997
FLJ39502 0.988 0.02 1.013 0.011 1.024
LOC285033 0.975 0.152 1.038 0.033 1.064
LOC285043 1.22 0.079 1.073 0.013 0.879
LOC285045 1.087 0.009 1.1 0.008 1.011
FLJ40172 1.073 0.005 1.071 0.014 0.998
FLJ33590 1.114 0.049 1.077 0.004 0.966
FLJ38379 1.081 0.014 1.019 0.007 0.942
DNAJC5G 1.093 0.064 0.986 0.003 0.902
FSIP2 1.013 0.017 0.935 0.017 0.923
LOC285148 0.985 0.013 0.937 0.002 0.95
FLJ33534 0.893 0.029 0.954 0.007 1.067
MGC34824 0.969 0.049 1.025 0.033 1.057
MGC39518 1.126 0.073 1.032 0.016 0.917
C2ORF21 0.989 0 1.019 0.008 1.031
FLJ46536 1.005 0.004 1.041 0.049 1.035
LOC285189 1.036 0.03 1.076 0.017 1.039
LOC285192 0.9 0.068 0.962 0.019 1.069
LOC285194 1.067 0.091 0.956 0.014 0.896
SLC9A9 0.998 0.042 0.913 0.029 0.914
DKFZP686P02 0.972 0.015 0.946 0.004 0.972
FLJ35220 1.013 0.028 0.977 0.023 0.963
LOC285193 0.974 0.042 1.017 0.014 1.044
MGC70863 1.042 0.118 1.009 0.033 0.968
GSDM 1.038 0.027 1.043 0.031 1.004
PTRF 1.136 0.039 1.08 0.052 0.95
LOC284788 1.006 0.027 1.031 0.031 1.025
FLJ33706 1.01 0.058 1.025 0.052 1.015
LOC284801 1.02 0.028 0.981 0.007 0.962
MGC72104 0.958 0.048 0.895 0.031 0.934
MGC34132 0.847 0.03 0.938 0.02 1.106
LOC285205 0.874 0.033 0.956 0.001 1.093
FBXW12 0.805 0.005 0.967 0.018 1.2
MGC26717 0.876 0.086 0.996 0.01 1.137
HTR3E 0.888 0.006 1.073 0.02 1.208
ZNF619 0.914 0.003 1.045 0.004 1.142
ZNF621 0.828 0.036 1.071 0.013 1.292
RABL3 0.883 0.008 1.046 0.013 1.184
LOC285286 0.883 0.053 1.086 0.023 1.23



IGSF10 0.941 0.049 1.041 0.003 1.106
FLJ31139 0.873 0.017 0.94 0.019 1.076
FLJ33651 0.956 0.047 0.946 0.032 0.989
LOC285326 0.879 0.055 0.951 0.015 1.082
LOC285331 0.941 0.018 0.976 0.035 1.037
LOC285335 0.799 0.068 0.947 0.038 1.185
DKFZP313N06 0.927 0.009 0.96 0.023 1.035
LOC285346 0.944 0.01 0.969 0.009 1.026
FLJ36870 0.827 0.008 0.931 0.023 1.126
LOC285359 0.913 0.014 0.923 0.036 1.011
SUMF1 0.787 0.004 0.845 0.017 1.073
MGC29784 0.857 0.032 0.933 0.017 1.088
FLJ33674 0.895 0.007 0.974 0.012 1.088
LOC285375 0.935 0 0.996 0.005 1.065
DESR1 0.99 0.003 1.024 0.003 1.034
FLJ41238 0.962 0.02 1.052 0.009 1.094
LOC285398 0.985 0.02 1.049 0.017 1.064
LOC285401 0.87 0.017 0.992 0.015 1.14
LOC285422 0.923 0.025 0.996 0.002 1.078
LOC285429 0.908 0.015 0.999 0.008 1.1
CYP4V2 0.923 0.049 0.927 0.009 1.004
LOC285441 0.865 0.014 0.981 0.015 1.133
FLJ37673 0.826 0.013 0.987 0.005 1.194
FLJ34443 0.901 0.015 1.044 0.001 1.158
LOC285484 0.908 0.072 1.05 0.016 1.155
FLJ33718 0.898 0.118 1.108 0.007 1.233
FLJ35424 0.929 0.058 1.038 0.017 1.118
LOC285498 0.828 0.037 1.031 0.05 1.244
LOC285501 0.962 0.048 1.019 0.001 1.059
LOC285513 0.732 0.049 0.966 0.005 1.318
FLJ38991 0.88 0.037 0.933 0.006 1.059
FLJ39576 0.831 0.024 0.974 0.011 1.171
LOC285533 0.789 0.023 0.93 0.021 1.179
LOC285540 0.856 0.037 1.04 3.002 1.214
LOC285547 0.899 0.06 1.066 0.005 1.185
LOC285548 0.986 0.052 1.105 0.033 1.12
LOC285550 0.904 0.083 1.02 0.012 1.129
MGC46496 0.956 0.019 1.052 4.723 1.1
LOC285556 0.959 0.033 0.994 0.002 1.037
NY-REN-7 0.819 0.041 0.999 0 1.22
ARL10A 0.856 0.013 0.906 0.029 1.057
MGC34713 0.877 0.036 0.989 0.001 1.127
GPR150 0.981 0.079 1.025 0.02 1.045
FLJ39485 0.972 0.046 1.082 0.003 1.112
FLJ33977 0.94 0.073 1.045 0.008 1.111
C5ORF16 0.861 0.026 1.069 0.005 1.241
MGC48637 0.915 0.008 1.056 0.007 1.154
LOC285626 0.917 0.087 1.028 0.024 1.12
LOC285629 0.877 0.033 1.003 0.01 1.144
LOC285636 0.826 0.028 0.977 0.014 1.183
LOC285638 0.895 0.038 0.913 0.002 1.02



SLC36A3 0.907 0.053 1.008 0.005 1.112
OR2V2 0.82 0.018 0.961 0.001 1.171
FLJ37543 0.83 0.068 1.021 0 1.229
LOC285671 0.82 0.063 1.046 0.01 1.276
FLJ36754 0.822 0.032 1.028 0.001 1.25
ZNF454 0.912 0 1.028 0.019 1.126
LOC285679 0.801 0.018 0.998 0.054 1.246
C5ORF17 0.897 0.083 0.973 0.022 1.084
FLJ34047 0.831 0.054 0.978 0.031 1.176
RGMB 0.932 0.009 0.937 0.014 1.005
LOC285713 0.897 0.027 0.996 0.025 1.109
LOC285733 0.891 0.035 0.98 0.005 1.099
LOC285735 0.883 0.045 1.041 0.006 1.179
FLJ35700 0.924 0.058 1.025 0.004 1.108
LOC285740 0.863 0.016 1.048 0.008 1.215
C6ORF182 0.972 0.041 0.983 0.008 1.01
FLJ37396 0.96 0.027 1.028 0.005 1.07
PPIL6 0.979 0.057 0.98 0 1.001
LOC285758 0.875 0.053 0.983 0.022 1.123
FLJ34503 0.933 0.01 0.933 0.011 1
DCBLD1 0.974 0.022 0.976 0.031 1.002
LOC285766 1.014 0.027 1.018 0.028 1.004
LOC285768 0.938 0.043 0.986 0.01 1.051
FLJ33708 1.079 0.002 1.05 0.004 0.972
CTAG3 0.982 0.024 1.011 0.01 1.028
MGC35308 1.014 0.03 1.055 0.006 1.041
FLJ37940 1.03 0.025 1.022 0.004 0.992
PNPLA1 1.084 0.028 1.047 0.006 0.965
TLT4 1.058 0.018 1.041 0.005 0.983
RPL7L1 1.091 0.001 1.06 0.006 0.972
DKFZP564N24 0.852 0.045 0.835 0.012 0.979
LOC285888 0.866 0.005 0.793 0.024 0.916
LOC285889 0.89 0.039 0.845 0.004 0.95
FLJ25037 0.829 0.013 0.797 0.015 0.961
LOC285908 0.916 0.017 0.844 0.008 0.921
LOC285924 0.838 0.004 0.806 0.014 0.961
LOC285941 0.75 0.024 0.735 0.04 0.979
WBSCR19 0.839 0.016 0.784 0.047 0.933
FLJ40852 0.714 0.036 0.68 0.022 0.952
FLJ40722 0.718 0.017 0.709 0.039 0.988
FLJ36112 1.014 0.035 0.912 0.008 0.9
MGC33584 0.923 0.02 0.894 0.009 0.968
LOC285972 0.935 0.038 0.942 0.01 1.008
FLJ34048 0.942 0.002 0.902 0.03 0.957
LOC285989 0.993 0.034 0.785 0.143 0.791
FLJ39575 0.957 0.039 0.972 0.024 1.016
LOC286009 1.028 0.059 0.949 0.002 0.923
LOC286016 0.93 0.024 0.839 0.043 0.902
FLJ40288 0.812 0.062 0.813 0.016 1.001
FLJ36980 0.941 0.027 0.878 0.034 0.932
C8ORF21 0.959 0.056 0.921 0.042 0.96



FLJ35721 0.945 0 0.994 0.016 1.051
FLJ32440 1.007 0.022 0.953 0.081 0.946
LOC286075 1.001 0.018 1.029 0.018 1.027
FLJ46072 0.942 0.014 0.988 0.013 1.048
LOC286094 0.986 0.006 1.039 0.014 1.054
LOC286097 1.054 0.019 1.03 0.011 0.976
ZNF252 0.962 0.007 0.941 0.038 0.978
FLJ37131 0.845 0.053 0.793 0.023 0.939
FLJ38705 1.093 0.027 1.063 0.041 0.972
MGC45780 0.987 0.006 1.042 0.024 1.055
LOC286135 1.025 0.037 1.119 0.048 1.091
LOC286144 1.022 0.011 1.077 0.013 1.053
LOC286148 1.135 0.02 1.184 0.018 1.043
LOC286149 0.976 0.015 1.103 0.015 1.13
LOC286161 0.944 0.057 1.044 0.022 1.104
LOC286177 0.979 0.027 0.956 0.004 0.976
FLJ39630 0.956 0.046 0.902 0.004 0.944
LOC286186 1.001 0.005 0.919 0.043 0.918
CRB2 1.189 0.027 1.217 0.07 1.023
C9ORF126 1.073 0.01 1.151 0.02 1.072
C9ORF117 1.12 0.041 1.171 0.06 1.045
C9ORF79 1.088 0 1.142 0.017 1.049
LOC286235 1.123 0.027 1.183 0.011 1.053
LOC286238 1.106 0.014 1.201 0.005 1.085
LCN12 1.103 0.031 1.162 0.059 1.053
LOC286257 1.064 0.004 1.035 0.017 0.973
C9ORF75 0.993 0.031 0.985 0.003 0.992
MGC42630 1.004 0.025 0.931 0.027 0.927
LOC286333 1.022 0.023 1.078 0.058 1.054
C9ORF59 1.071 0.001 1.098 0.002 1.025
C9ORF150 1.118 0.03 1.182 0.015 1.056
LOC286359 1.008 0.004 1.091 0.052 1.081
FOXD4L2 1.094 0.021 1.167 0.066 1.066
ATP11C 1.058 0.002 1.183 0.019 1.117
LOC286411 0.992 0.021 1.155 0.047 1.164
LOC286436 1.056 0.011 1.045 0.018 0.989
LOC286442 1.045 0.034 0.984 0.001 0.941
MGC21416 0.983 0.001 0.951 0.031 0.967
FLJ36601 0.983 0.023 1.064 0.047 1.082
RAC4 0.925 0.001 1.045 0.021 1.129
LOC286480 1.084 0.038 1.161 0.028 1.071
FLJ33610 1.032 0.045 1.152 0.044 1.116
FLJ37659 1.128 0.036 1.176 0.029 1.042
MGC33889 1.075 0.003 1.152 0.01 1.071
LOC286526 1.038 0.062 1.113 0.028 1.072
FLJ39821 0.949 0.065 1.058 0.002 1.114
MGC50831 1.047 0.047 1.006 0.002 0.961
SALF 0.936 0.006 0.927 0.035 0.99
TUSC5 0.904 0.059 1.071 0.019 1.184
TGS 1.027 0.019 1.046 0.011 1.018
TSBF1 0.983 0.03 1.062 0.003 1.08



CSN1S2A 0.881 0.046 1.017 0.003 1.154
KRT6E 0.989 0.059 1.091 0.005 1.102
TRIM42 1.13 0.014 1.176 0.02 1.04
LOC317671 0.997 0.012 1.094 0.028 1.096
KLHL10 1.036 0.02 1.089 0.01 1.051
DHRS4L2 0.766 0.019 0.931 0.021 1.215
ANKRD21 0.998 0.037 1.044 0.009 1.045
C14ORF39 0.987 0.002 0.952 0.001 0.964
HIST2H2AB 1.022 0.035 0.974 0.033 0.953
DDX51 0.951 0.008 0.938 0.019 0.986
C14ORF25 0.932 0.017 0.987 0.003 1.059
ZAR1 0.881 0.018 0.957 0.01 1.086
EMR4 1.007 0.028 0.982 0.006 0.974
RAB37 0.852 0.012 0.877 0.002 1.029
SERPINA9 0.821 0.069 0.873 0.018 1.063
SNAI3 0.678 0.015 0.724 0.014 1.067
PHGDHL1 0.758 0.019 0.783 0.001 1.032
CSS3 0.94 0.019 0.93 0.002 0.989
KRTAP8-1 1.013 0.011 0.98 0.003 0.967
KRTAP11-1 0.997 0.003 1.002 0.013 1.005
KRTAP19-1 0.931 0.011 0.992 0.012 1.065
KRTAP13-2 1.027 0.023 1.048 0.004 1.02
KRTAP13-3 1.043 0.038 1.061 0.001 1.017
KRTAP23-1 1.016 0.008 1.073 0.023 1.055
KRTAP6-2 0.881 0.01 0.953 0.008 1.081
KRTAP6-3 0.903 0.004 0.912 0.002 1.009
KRTAP19-2 0.885 0.033 0.92 0.011 1.039
KRTAP19-3 0.707 0.002 0.877 0.01 1.239
KRTAP19-4 0.718 0.033 0.803 0.018 1.119
KRTAP19-5 0.821 0.047 0.976 0.02 1.189
KRTAP19-6 0.89 0.007 0.998 0.013 1.12
KRTAP19-7 0.962 0.011 1.015 0.021 1.054
KRTAP20-1 0.92 0.022 1.068 0.025 1.161
KRTAP20-2 0.962 0.073 1.035 0.021 1.075
KRTAP21-1 0.768 0.036 0.926 0.025 1.205
KRTAP21-2 0.815 0.001 0.892 0.018 1.094
KRTAP22-1 0.912 0.008 0.944 0.025 1.035
MGC27169 0.936 0.017 0.992 0.013 1.059
S100A15 0.784 0.036 0.923 0.016 1.177
LOC338328 0.966 0.032 1.024 0.008 1.06
IFNT1 1 0.014 1.023 0.026 1.023
MGC9726 1.056 0.011 1.085 0.008 1.028
TP53I5 0.979 0.003 0.971 0.046 0.992
TRIK 0.976 0.05 1.042 0.005 1.067
LOC338588 1.04 0.008 1.085 0.004 1.043
SIAT8F 0.911 0.025 0.974 0.004 1.069
DUPD1 0.892 0.003 0.942 0.006 1.055
LOC338645 1.001 0.033 1.046 0.005 1.045
DLNB14 0.947 0.011 0.997 0.008 1.052
LOC338667 1.052 0.017 1.086 0.004 1.032
LOC338692 1.014 0.007 1.021 0.004 1.007



LOC338694 0.998 0.036 1.102 0.004 1.103
FLJ37874 1.058 0.006 1.055 0.018 0.997
BETA4GALNA 1.099 0.007 1.081 0.001 0.984
LOC338758 1.042 0.009 1.045 0.015 1.001
LOC338773 0.94 0.012 0.963 0.003 1.024
KRT6L 0.907 0.018 0.913 0.011 1.007
LOC338797 0.855 0.019 0.951 0.009 1.112
LOC338799 0.962 0.009 1.098 0.014 1.141
LOC338809 0.894 0.075 1.011 0.021 1.13
TAFA2 0.904 0.022 1.007 0.014 1.113
LST-3 0.954 0.003 1.017 0.043 1.066
LOC338862 0.967 0.02 1.054 0.013 1.09
MGC48915 0.961 0.014 1.049 0.014 1.091
CHX10 0.984 0.047 1.062 0 1.079
LOC339005 1.002 0.011 0.992 0.024 0.99
POTE15 0.976 0 1.004 0.013 1.028
LOC339047 1.05 0.036 1.097 0.028 1.045
FLJ40448 0.859 0.011 0.969 0.008 1.128
C14ORF65 1.001 0.037 1.09 0.022 1.089
FLJ36131 0.965 0.016 1.074 0.002 1.113
FLJ39415 1.004 0.01 1.079 0.009 1.074
MGC39900 0.949 0.013 1.04 0.002 1.096
LOC286087 0.961 0.021 1.02 0.012 1.061
LOC388818 0.951 0.007 0.997 0.004 1.047
LOC388968 0.912 0.003 1.012 0.036 1.11
FLJ42986 0.798 0.007 0.89 0.013 1.114
RAB43 0.899 0.041 0.986 0.021 1.097
FLJ44299 0.962 0.029 1.06 0.037 1.102
LOC339168 0.9 0.032 1.01 0.052 1.121
FLJ12760 1.009 0.016 1.126 0.04 1.115
DKFZP762C24 1.097 0.028 1.13 0.058 1.03
LOC339210 1.008 0.06 1.09 0.031 1.081
ENPP7 1.111 0.065 1.086 0.046 0.978
LOC339229 1.106 0.065 1.101 0.048 0.995
MGC16597 1.11 0.092 1.085 0.067 0.977
LOC339231 1.195 0.078 1.144 0.047 0.957
LOC339263 0.881 0.018 0.926 0.032 1.049
FLJ11822 0.915 0.016 0.984 0.022 1.075
LOC339290 0.937 0.04 0.959 0.043 1.023
CPLX4 0.908 0.023 0.988 0.039 1.088
LOC339316 0.859 0.041 0.999 0.031 1.162
ZNF181 0.734 0.005 0.878 0.024 1.196
LOC339321 0.84 0.035 0.894 0.003 1.063
LOC339324 0.882 0.034 0.863 0.019 0.977
ZNF546 0.746 0.045 0.762 0.026 1.021
LOC339344 0.82 0.095 0.824 0.003 1.004
NANOS2 0.936 0.018 1.001 0.036 1.069
THSD6 0.858 0.007 0.974 0.051 1.136
LSECTIN 0.928 0.023 1.044 0.023 1.124
FLJ45235 0.943 0.012 1.053 0.019 1.117
LOC339442 1.02 0.021 1.104 0.025 1.082



LOC339448 0.842 0.009 1.014 0.028 1.203
LOC339451 0.983 0.034 1.038 0.005 1.056
LOC339456 0.864 0.021 0.947 0.001 1.095
LOC339468 0.903 0.017 0.944 0.004 1.045
LOC339476 0.956 0.02 0.946 0.002 0.989
DBCCR1L 1.057 0.018 1.059 0.021 1.001
ARCH 1.018 0.043 1.091 0.032 1.071
AP2E 0.872 0.004 1.037 0.035 1.189
MGC42493 0.892 0.012 1.067 0.054 1.195
MPN2 0.76 0.06 0.966 0.019 1.272
MGC48998 0.961 0.013 1.112 0.029 1.156
LOC339524 0.876 0.024 0.989 0.022 1.127
LOC339529 0.916 0.005 1.014 0.002 1.107
MGC35030 0.767 0.015 0.852 0.002 1.11
LOC339535 0.794 0.008 0.891 0.011 1.122
LOC339539 0.884 0.024 0.952 0.042 1.077
FLJ16030 0.984 0.017 1.073 0.006 1.089
LOC339568 0.911 0.01 0.994 0.005 1.09
LOC339593 1.036 0.028 1.14 0.024 1.099
C21ORF54 0.855 0.052 1.014 0.022 1.185
SLC35E4 0.889 0.071 1.087 0.01 1.223
MGC35206 1.036 0.024 1.067 0.012 1.029
LOC339674 0.953 0.045 1.025 0.016 1.074
LOC339685 1.034 0.036 1.036 0.026 1.002
LOC339692 0.718 0.019 0.806 0.004 1.123
LOC339745 0.958 0.037 0.976 0.038 1.019
LOC339766 1.069 0.002 1.057 0.02 0.989
LOC339768 0.982 0.016 1.03 0.016 1.048
MGC44505 0.954 0.015 1.08 0.013 1.132
LOC339788 0.959 0.032 1.025 0.004 1.068
LOC339789 0.942 0.013 1.02 0.008 1.082
LOC339803 0.928 0.022 1.022 0.02 1.101
LOC339807 0.966 0.022 1.055 0.01 1.092
LOC339809 0.808 0.032 0.944 0.003 1.167
LOC339822 0.81 0.011 0.886 0 1.093
DKFZP434A12 0.984 0.03 0.971 0 0.987
LOC339834 1.013 0.002 1.068 0.038 1.053
FLJ33207 0.69 0.021 0.913 0.004 1.323
LOC339862 0.939 0.023 1.049 0.004 1.117
APRG1 0.911 0.003 0.984 0.041 1.08
LOC339894 0.969 0.053 1.085 0.005 1.12
LOC339896 0.946 0.019 1.037 0.008 1.095
LOC339903 0.916 0.027 1.004 0.024 1.095
TESSP2 0.823 0.004 0.952 0.02 1.156
FLJ25770 0.832 0.012 0.922 0.023 1.107
LOC339967 0.93 0.008 0.973 0.011 1.047
FLJ36180 0.933 0.003 0.947 0.05 1.015
FLJ37478 0.891 0.018 0.966 0.024 1.083
LOC339988 0.874 0.04 0.976 0.016 1.117
SLC6A19 0.974 0.006 1.011 0 1.038
LOC340061 0.921 0.008 0.988 0.023 1.072



LOC340069 0.975 0.012 1.005 0.005 1.03
LOC340074 0.938 0.007 1.009 0.007 1.075
LOC340094 0.944 0.005 0.981 0.005 1.038
LOC340107 0.644 0.043 0.792 0 1.229
LOC340109 0.703 0.03 0.858 0.002 1.22
LOC340113 0.93 0.032 1.02 0.014 1.097
SLC35D3 0.916 0.035 1.033 0.01 1.127
LOC340156 0.924 0.043 1.044 0.002 1.13
TREML1 0.964 0.067 1.048 0.009 1.086
FLJ90430 0.881 0.021 1.122 0.007 1.274
MGC72075 0.957 0.01 1.131 0.05 1.18
CTAGE4 1.122 0.017 1.161 0.013 1.034
LOC340318 1.005 0.054 1.007 0.011 1.001
LOC340340 0.743 0.041 1.067 0.016 1.435
MGC50844 0.82 0.013 0.902 0.007 1.1
LOC340351 0.986 0.007 1.043 0.016 1.057
ZNF517 0.79 0.021 0.915 0.01 1.158
KIAA1875 0.895 0.01 0.953 0.03 1.064
MGC35555 0.771 0.002 0.937 0.009 1.214
ZDHHC21 0.835 0.008 0.962 0.01 1.151
LOC340508 0.89 0.002 0.946 0.024 1.063
LOC340515 0.664 0.019 0.833 0.026 1.254
KIAA2001 0.732 0.03 0.833 0.002 1.137
LOC340529 0.809 0.03 0.774 0.009 0.956
KIAA2022 0.871 0.01 0.923 0.014 1.059
LOC340542 0.781 0.006 0.945 0.031 1.209
MGC44287 0.89 4.65 1.006 0.019 1.129
MGC42638 1.003 0.009 1.095 0.007 1.091
SATL1 0.908 0.057 1.028 0.01 1.132
LOC340581 0.962 0.01 1.155 0.005 1.2
LHFPL1 0.906 0.007 1.062 0.012 1.171
LOC340602 0.896 0.006 1.093 0.011 1.22
CYP26C1 0.674 0.034 0.887 0.035 1.314
AMACO 0.859 0 0.911 0.003 1.06
NANOS1 0.632 0.021 0.805 0.023 1.272
OTOG 0.517 0.019 0.84 0.05 1.626
DCDC1 0.812 0.035 1.047 0.075 1.289
MGC50104 0.734 4.494 0.938 0.033 1.278
MS4A10 0.645 0.001 0.911 0.011 1.411
LOC341208 0.785 0.036 1.064 0.043 1.356
OVTN 0.696 0.075 1.027 0.049 1.474
OVCH1 0.685 0.001 0.998 0.027 1.455
DKFZP686O16 0.788 0.002 0.915 0.022 1.161
LOC341567 0.918 0.005 0.993 0.055 1.081
DKFZP686J08 0.735 0.065 1.02 0.004 1.387
MGC75495 0.939 0.011 1.066 0.055 1.134
SLC35F4 0.974 0.003 1.067 0.018 1.094
FLJ46156 1.005 0.007 1.114 0.065 1.109
COX8C 0.914 0.087 1.102 0.015 1.205
COLM 0.858 0.035 1.107 0.036 1.29
TMC3 0.908 0.045 1.166 0.038 1.283



FMN 0.826 0.166 1.048 0.055 1.268
PKD1L3 0.872 0.048 0.962 0.024 1.103
FLJ42461 0.893 0.01 0.986 0.027 1.104
MGC71999 1.01 0.021 1.113 0.023 1.102
KRT25C 0.906 0.021 1.082 0.017 1.194
FLJ43826 0.815 0.035 1.091 0.003 1.337
STAC2 0.846 0 1.08 0.041 1.275
LOC342892 0.855 0.04 1.096 0.018 1.282
SYCN 0.761 0.005 1.034 0.011 1.357
ZNF404 0.949 0.012 1.018 0.041 1.072
MGC48625 0.906 0.011 0.949 0.001 1.048
HKR2 0.918 0.002 1.025 0.025 1.116
NANOS3 1.058 0.034 1.038 0.011 0.981
C1ORF36 0.92 0.006 1.055 0.026 1.146
LOC343068 0.988 0.02 1.051 0.028 1.063
LOC343070 0.911 0.018 1.061 0.018 1.163
LOC343071 0.87 0.05 1.003 0.025 1.153
NY-SAR-41 0.88 0.041 1.095 0.031 1.244
SLICK 0.841 0.042 1.031 0.033 1.225
BARHL2 0.934 0.028 1.046 0.059 1.12
TGM6 0.863 0.046 0.985 0.046 1.141
MGC42367 0.886 0.019 0.955 0.042 1.078
NAP5 0.856 0.065 0.885 0.001 1.033
SH3MD4 0.823 0.005 0.915 0.031 1.111
GPR148 0.941 0.061 1.015 0.004 1.078
SAMD7 0.871 0.005 0.989 0.02 1.135
MGC72001 0.848 0.023 0.948 0.016 1.116
GPR149 1.019 0.029 1.016 0.034 0.997
TMPRSS7 0.901 0.055 0.971 0.011 1.078
PAQR9 0.868 0.001 0.921 0.021 1.061
OSTN 0.783 0.038 0.891 0 1.136
ESSPL 1.023 0.024 0.938 0.039 0.916
FLJ44691 0.986 0.053 1.009 0.009 1.022
SOAT 0.907 0.013 1.003 0.005 1.106
SCDR9 0.941 0.041 1.101 0.005 1.169
DKFZP564C04 0.98 0.04 1.074 0.003 1.095
LRG47 0.796 0.003 1.05 0.025 1.318
LOC345667 0.978 0.03 1.088 0.009 1.111
UNQ1912 0.94 0.042 1.118 0.016 1.189
EGFL11 0.988 0.053 1.122 0.005 1.135
FLJ44060 0.951 0.031 1.056 0.007 1.11
FLJ42291 0.977 0.005 1.059 0.02 1.083
GNAT3 0.945 0.024 0.97 0.049 1.026
MOGAT3 0.86 0.049 0.899 0.007 1.045
LOC346653 0.787 0.023 0.865 0.03 1.099
LOC346673 0.829 0.027 0.904 0.035 1.09
FLJ44186 0.759 0.025 0.93 0.023 1.224
SLC10A5 0.786 0.036 0.918 0.021 1.167
GPR144 0.812 0.048 0.908 0.038 1.119
FLJ43950 0.852 0.042 0.883 0.012 1.036
P518 0.814 0.07 0.869 0.003 1.068



C9ORF48 0.778 0.063 0.809 0.023 1.039
ZNF81 0.967 0.043 0.922 0.016 0.953
UNQ6369 0.837 0.008 1.01 0.003 1.206
FLJ42925 1.04 0.019 1.083 0.037 1.041
FLJ25989 0.834 0.047 1.032 0.015 1.237
RAB41 1.01 0.043 1.107 0.004 1.095
TUBB8-PEND 0.909 0.057 1.047 0.014 1.151
LRRTM1 0.684 0.022 0.939 0.014 1.373
LRRTM3 0.821 0.023 0.959 0.026 1.167
CATSPER3 0.839 0.021 0.963 0.001 1.148
MGC8685 0.667 0.028 0.867 0.012 1.3
SLC35B2 0.671 0.049 0.846 0.015 1.261
TDE2L 0.703 0.04 0.888 0.027 1.264
TXNDC6 0.667 0.048 0.888 0.03 1.332
OTOP3 0.735 0.031 1.008 0.009 1.37
TBX10 0.822 0.037 1.104 0.016 1.343
FLJ34283 0.762 0.015 1.026 0.008 1.346
AMIGO2 0.607 0.042 0.881 0.046 1.451
FLJ33915 0.71 0.035 0.937 0.029 1.32
MGC20579 0.83 0.06 1.032 0.018 1.243
LOC348094 0.825 0.03 0.923 0.005 1.119
MGC61550 0.838 0.02 0.919 0.025 1.096
LOC348158 0.868 0.014 0.982 0.027 1.132
MGC9515 0.836 0.052 1.084 0.027 1.296
LOC348174 0.823 0.011 1.06 0.038 1.288
LOC348180 0.827 0.003 1.061 0.016 1.282
FAM33A 0.85 0.074 1.046 0.029 1.23
LOC348262 0.647 0.02 0.984 0.004 1.52
SELV 1.04 0.016 1.124 0.01 1.08
ZNF530 0.987 0.025 0.987 0.058 0.999
FLJ39207 0.955 0.029 0.993 0.051 1.039
FLJ36766 1.054 0.002 1.025 0.005 0.971
LOC348645 0.95 0.001 0.994 0.024 1.046
FLJ40869 0.945 0.013 1.09 0.008 1.153
FLJ25102 0.892 0.009 1.047 0.047 1.172
MGC64882 0.705 0.024 1.024 0.009 1.452
LOC348801 0.806 0.02 1.022 0.032 1.267
FLJ40083 1 0.043 1.124 0.008 1.123
LOC348840 1.082 0.008 1.092 0.018 1.008
SLC6A18 0.932 0.009 1.012 0.009 1.086
LOC348938 1.059 0.021 1.046 0.021 0.986
NUP43 0.93 0.012 0.993 0.033 1.067
MGC22265 1.071 0.025 1.09 0.009 1.017
FLJ39963 0.857 0.012 0.99 0.004 1.155
LOC349114 0.959 0.056 1.091 0.029 1.137
LOC349136 0.974 0.026 1.108 0.006 1.137
GJE1 0.977 0.014 1.049 0.024 1.073
FLJ36166 0.787 0.036 0.978 0.013 1.242
LOC349196 0.918 0.025 1.003 0.021 1.092
LOC349236 1.003 0.044 1.041 0.007 1.038
FOXD4B 0.909 0.035 0.936 0.011 1.029



DKFZP434K13 0.818 0.028 0.889 0.026 1.086
NMNAT3 0.822 0.013 0.917 0.017 1.115
C11ORF34 1.004 0.065 1.057 0.012 1.053
LOC352909 1.169 0.022 1.154 0.036 0.987
LOC340895 0.919 0.066 0.999 0.015 1.087
MGC41943 0.729 0.018 0.913 0.011 1.251
MGC52498 0.952 0.062 0.965 0.019 1.013
RBPMS2 0.98 0.026 0.988 0.037 1.008
LOC339457 1.08 0.027 1.053 0.033 0.974
LOC340017 1.021 0.02 0.934 0 0.914
FLJ39378 0.734 0.017 0.963 0.004 1.311
FLJ39582 0.942 0.034 1.031 0 1.094
LCE2A 0.598 0.021 0.984 0.021 1.646
LEP11 0.829 0.026 1.071 0.033 1.292
LCE3A 0.786 0.016 1.022 0.001 1.299
LCE3B 0.911 0.04 1.08 0.052 1.185
LCE3C 0.96 0.007 1.16 0.023 1.208
MGC51025 0.994 0.035 1.095 0.028 1.101
LGICZ 1.034 0.012 1.098 0.016 1.061
SLCO4C1 0.952 0.007 0.981 0.041 1.031
ZNF445 0.79 0.008 0.875 0.014 1.107
SLRN 0.954 0.051 0.977 0.015 1.024
KRT25B 0.871 0.028 0.933 0.012 1.07
C4ORF11 0.804 0.008 0.989 0.018 1.229
RGSL1 0.968 0.05 0.994 0.038 1.026
LRP2BP 1.095 0.029 0.989 0.038 0.903
KRTAP12-2 0.885 0.049 0.951 0.013 1.075
SPATA12 0.805 0.056 0.896 0.017 1.112
KRTAP10-10 0.999 0.013 0.899 0.035 0.899
ZNF233 0.939 0.023 0.906 0.016 0.965
TIRP 0.846 0.022 0.936 0.005 1.106
POLN 0.792 0.04 0.993 0 1.253
BMP8A 0.786 0.02 0.986 0.01 1.254
LIR9 0.798 0.023 1.025 0.002 1.283
C20ORF185 1.008 0.01 1.11 0.013 1.101
MGC45871 0.858 0.037 1.018 0.034 1.185
IRF2BP2 0.917 0.006 1.088 0.005 1.186
FRBZ1 0.942 0.044 1.115 0.009 1.183
LOC360030 0.927 0.126 1.027 0.005 1.107
FKBP9L 0.902 0.093 0.935 0.001 1.037
TMPRSS9 0.567 0.004 0.814 0.007 1.434
GLTDC1 0.652 0.031 0.857 0.041 1.314
TESSP1 0.738 0.047 0.95 0.028 1.287
USP50 0.701 0.018 0.943 0.016 1.346
USP41 0.602 0.011 0.916 0.023 1.522
HILS1 0.799 0.036 1.04 0.029 1.3
DND1 0.713 0.071 1.025 0.009 1.437
CDRT1 0.784 0.045 0.985 0.042 1.256
FLJ44037 0.756 0.004 0.932 0.005 1.232
NHLRC2 0.814 0.018 0.902 0.023 1.107
MGC71806 0.868 0.059 0.965 0.043 1.112



DKFZP686O24 0.904 0.033 1.044 0.018 1.154
DKFZP779M06 0.794 0.141 1.088 0.064 1.369
CANP 0.81 0.05 1.052 0.01 1.298
LOC374395 0.841 0.052 1.077 0.056 1.279
FLJ00332 0.792 0.059 1.107 0.015 1.398
TSARG6 0.895 0.006 1.044 0.056 1.166
MGC12965 0.704 0.124 0.954 0.009 1.353
KRT1B 0.763 0.042 1.028 0.016 1.346
PTPRQ 0.846 0.014 0.931 0.008 1.1
FLJ44112 0.923 0 1.014 0.011 1.098
FLJ25323 0.925 0.011 1.043 0.028 1.128
LOC374569 0.675 0.002 0.979 0.005 1.45
LOC161577 1.003 0.002 1.07 0.012 1.067
FLJ35171 0.706 0.001 1.015 0.01 1.437
FLJ40113 0.831 0.021 1.068 0.03 1.285
LOC374654 0.945 0.005 1.091 0.01 1.154
DKFZP547K11 0.85 0.003 0.976 0.006 1.148
MGC45386 1.103 0.016 1.066 0.025 0.966
LOC374676 1.031 0.037 0.99 0.028 0.96
TEPP 0.947 0.01 0.996 0.026 1.051
LOC374768 0.825 0.013 0.935 0.011 1.133
FLJ46247 0.933 0.009 1.027 0.018 1.1
C18ORF34 0.743 0.053 0.964 0.019 1.297
ATP9B 0.913 0.021 1.087 0.029 1.189
FLJ45778 0.884 0.029 1.064 0.019 1.202
SCDR10 0.747 0.009 0.996 0.021 1.333
FLJ35784 0.774 0.022 1.054 0.023 1.361
FLJ38144 0.69 0.026 0.98 0.002 1.42
FLJ44968 0.951 0.034 1.015 0.004 1.067
LOC374890 0.882 0.08 0.963 0.012 1.091
UNQ698 0.904 0.062 0.914 0.025 1.011
DKFZP779O17 1.067 0.005 1.055 0.009 0.988
ZNF568 0.618 0.091 0.916 0.031 1.481
B3GALT7 0.883 0.054 1.044 0.017 1.182
UNQ644 0.991 0.065 1.044 0.026 1.053
LOC374920 1.042 0.035 1.005 0.045 0.963
MGC4728 1.013 0.02 0.983 0.012 0.97
MGC35434 0.823 0.001 0.864 0.029 1.049
LOC374946 0.9 0.03 0.958 0.018 1.064
LOC374955 0.861 0.014 0.996 0.007 1.156
LOC374969 0.853 0.028 0.966 0.005 1.131
LOC374973 0.635 0.016 0.906 0.044 1.426
FLJ46354 1.122 0.018 1.03 0.073 0.918
FLJ35093 0.956 0.09 1.013 0.003 1.059
FLJ90637 1.105 0.011 1.119 0.04 1.011
FLJ36760 0.878 0.059 1.081 0.025 1.23
FLJ00193 1.025 0.009 1.158 0.024 1.128
LOC375035 1.055 0.066 1.142 0.008 1.082
MGC15887 1.132 0.003 1.096 0 0.967
FLJ44670 0.78 0.018 0.895 0.006 1.147
LOC375108 0.836 0.006 0.868 0.004 1.037



FLJ26056 0.713 0.039 0.817 0.001 1.144
LOC375133 0.885 0.005 0.861 0.006 0.972
PFN4 0.808 0.081 0.904 0.002 1.119
FLJ30851 0.896 0.06 0.855 0.018 0.954
UNQ2430 0.865 0.005 0.866 0.004 1.001
MGC52000 0.765 0.007 0.822 0.003 1.075
FLJ45645 0.837 0.043 0.891 0.002 1.064
LOC375295 0.934 0.057 0.858 0.01 0.918
RP26 0.745 0.018 0.867 0.023 1.164
MGC50811 0.867 0.007 0.954 0.021 1.1
AQP12 1.015 0.007 0.991 0.002 0.977
LOC375323 0.994 0 1.008 0.008 1.014
FLJ36157 0.843 0.059 1.008 0.003 1.195
FLJ43654 0.674 0.052 0.851 0.018 1.26
MGC52022 0.879 0.019 1.066 0.007 1.212
FLJ44290 0.951 0.09 1.027 0.002 1.078
UNQ3030 0.974 0.052 0.991 0 1.017
FLJ32363 1.027 0.072 0.965 0.007 0.94
LOC375449 0.671 0.054 0.892 0.048 1.329
FLJ44216 0.597 0.011 0.816 0 1.367
C6ORF216 0.73 0.01 0.899 0.008 1.23
GJB7 0.727 0.03 0.988 0.013 1.358
UNQ739 0.705 0.032 0.891 0.012 1.262
TRIM50B 0.809 0.064 0.977 0.024 1.207
OR7E31P 0.636 0.046 0.955 0.01 1.5
FLJ39237 0.976 0.033 1.129 0.013 1.155
PRES 0.742 0.015 0.978 0.004 1.318
LHFPL3 0.739 0.047 0.912 0.008 1.234
LOC375616 0.712 0.058 0.924 0.025 1.296
MGC61633 0.89 0.041 0.901 0.004 1.012
FLJ00038 0.876 0.017 1.022 0.014 1.165
LOC375719 1.035 0.103 1.056 0.01 1.019
PTAR1 0.926 0.049 1.145 0.001 1.236
LOC375748 0.801 0.072 1.038 0.002 1.294
C9ORF119 0.925 0.01 1.121 0.007 1.211
LOC375759 0.814 0.062 1.027 0.006 1.26
C9ORF111 0.711 0.108 0.947 0.04 1.331
MGC59937 1.128 0.141 1.072 0.034 0.95
FLJ46361 0.789 0.051 0.937 0.002 1.187
LRRC10 0.829 0.039 0.944 0 1.137
RAB15 0.797 0.012 1.056 0.003 1.324
SLC27A1 0.819 0.039 1.05 0.006 1.282
ZC3HDC6 0.898 0.002 1.128 0.017 1.256
FLJ43374 0.958 0.007 1.161 0.018 1.211
TESSP5 0.857 0.025 1.152 0.031 1.344
DUB3 0.985 0.01 1.084 0.033 1.099
CA13 0.956 0.006 1.079 0.031 1.128
KIAA1833 0.882 0.036 1.001 0.029 1.134
UNQ2492 1.002 0.028 1.054 0.002 1.052
TRIM50C 0.993 0.015 1.032 0.006 1.04
MOPT 0.648 0.018 0.983 0.002 1.516



FLJ43663 0.991 0.002 1.061 0.027 1.07
CATSPER4 0.846 0.019 1.106 0 1.306
C21ORF123 0.727 0.042 0.978 0.02 1.343
NHLRC1 0.937 0.021 1.096 0.033 1.169
RNF148 0.821 0.021 1.005 0.03 1.224
FLJ10489 0.839 0.003 1.045 0.015 1.246
LOC386597 0.733 0.017 0.914 0.009 1.246
KCTD8 0.884 0.036 0.951 0.002 1.076
KCTD4 0.991 0.019 0.987 0.001 0.995
KRTAP18-8 0.897 0.02 1.007 0.011 1.122
KRTAP12-3 1.007 0.024 1.044 0.003 1.036
AMIGO3 0.986 0.009 1.126 0.001 1.142
FLJ43855 1.039 0.004 1.114 0 1.072
MGC9913 0.866 0.01 1.089 0.048 1.257
ZNF307 0.948 0.021 1.056 0.016 1.113
FOXD4L3 1.017 0.052 1.09 0.033 1.071
C6ORF204 1.183 0.013 1.073 0.007 0.906
GPR154 0.952 0.025 1.042 0.009 1.094
IMAA 0.875 0.026 1.019 0.022 1.164
MGC45477 1.011 0.033 1.08 0.004 1.068
ZNF322B 0.739 0.022 1.005 0.017 1.359
TBPL2 1.018 0 1.134 0.002 1.114
MGC22960 0.871 0.023 1.085 0.012 1.246
RASL11A 0.952 0.023 1.068 0.008 1.121
GPR153 0.835 0.042 0.994 0.02 1.191
KUA 0.858 0.011 0.986 0.001 1.149
KUA-UEV 1.265 0.041 1.214 0.008 0.96
C1ORF32 0.905 0.062 0.936 0.004 1.034
LOC387601 0.647 0.054 0.832 0.027 1.285
FLJ30435 0.832 0.007 0.939 0.015 1.128
FLJ45187 0.839 0.037 0.91 0.022 1.084
SH2D4B 0.873 0.007 0.954 0.005 1.092
C10ORF99 0.858 0.015 0.929 0.016 1.082
LOC387758 0.811 0.005 0.902 0.007 1.113
UNQ6469 0.704 0.016 0.782 0.008 1.109
UNQ5792 0.784 0.033 0.838 0.008 1.068
UNQ5782 0.704 0.002 0.803 0.012 1.141
LOC387882 0.94 0.016 1.011 0.005 1.075
SET8 0.937 0.021 0.992 0.021 1.058
UNQ9438 0.895 0.01 0.965 0.013 1.077
SERPINA13 0.902 0.033 1.028 0.013 1.139
FLJ42486 0.876 0.04 0.992 0.016 1.132
FLJ43339 1.017 0.012 1.062 0.01 1.044
FLJ41287 0.967 0.053 1.026 0.017 1.061
FLJ43276 0.94 0.034 1.016 0.017 1.081
FLJ42289 1.003 0.051 1.015 0.014 1.012
UNQ5810 0.875 0.006 0.935 0.002 1.068
LOC388271 0.807 0.061 1.003 0.01 1.243
FLJ26184 0.614 0.068 0.947 0.038 1.541
UNQ5783 0.626 0.05 0.877 0.036 1.4
FLJ45455 0.676 0.058 0.891 0.026 1.317



FLJ35696 0.803 0.015 1 0.004 1.245
UNQ9372 0.829 0.016 1.02 0 1.23
CCL4L1 0.811 0.075 0.947 0.032 1.168
FLJ31222 0.731 0.017 0.928 0.005 1.268
FLJ44861 0.93 0.001 0.991 0.013 1.065
FLJ45910 0.783 0.01 0.902 0.011 1.151
FLJ45744 1.012 0.038 1.065 0.023 1.051
UNQ467 0.824 0.05 0.967 0.011 1.174
MGC62100 0.949 0.036 0.99 0.056 1.043
UNQ483 0.951 0.029 1.018 0 1.07
FLJ45949 1.016 0.019 1.007 0.004 0.991
FLJ45850 0.788 0.055 0.998 0.015 1.266
FLJ46380 1.175 0.005 1.075 0.05 0.914
UNQ6122 0.924 0.09 1.003 0.016 1.085
LOC388625 1.083 0.009 1.065 0.01 0.984
FLJ38822 0.757 0.02 0.969 0.016 1.278
FLJ36116 0.993 0.036 1.003 0.001 1.009
FLJ25222 0.839 0.008 0.959 0.001 1.142
KAAG1 0.72 0.021 0.913 0.018 1.268
KRTAP12-1 1.04 0.058 1.1 0.003 1.058
KRTAP12-4 1.024 0.02 1.046 0.03 1.021
KRTAP18-12 1.113 0.029 1.115 0.022 1.001
KRTAP18-2 0.936 0.013 0.953 0.017 1.018
KRTAP18-4 1.087 0.054 1.141 0.012 1.049
KRTAP18-5 0.969 0.071 1.005 0.001 1.036
KRTAP18-9 0.978 0.017 0.979 0.015 1.001
LCE1C 0.764 0.009 0.991 0.026 1.297
LCE1E 0.855 0.013 0.972 0.006 1.137
LOC387870 0.888 0.006 1 0.031 1.125
LOC387927 0.914 0.012 1.055 0.004 1.154
LOC388226 0.983 0.006 1.042 0.029 1.059
LOC388228 0.915 0.009 1.095 0.017 1.196
LCE1B 0.732 0.021 0.916 0.012 1.25
UNQ470 0.89 0.028 1.025 0.003 1.152
FLJ45880 0.899 0.049 1.001 0.021 1.113
LOC389119 0.854 0.044 1.019 0.025 1.193
LOC389123 1.014 0.015 1.055 0.035 1.04
MUSTN1 0.975 0.003 1.065 0.013 1.091
FLJ38507 0.946 0 0.995 0.028 1.051
FLJ46481 1.095 0.016 1.16 0.034 1.058
LOC389199 1.042 0 1.072 0.019 1.028
LOC389203 1.07 0.016 1.096 0.004 1.024
FLJ43965 0.958 0.032 1.016 0.008 1.06
FLJ16046 0.88 0.046 1.006 0.03 1.143
FLJ27505 0.96 0.01 1.033 0.012 1.076
MGC23985 0.795 0.041 0.973 0.03 1.223
UNQ541 0.796 0.014 0.944 0.014 1.185
UNQ3045 0.765 0.025 0.88 0.04 1.151
UNQ9356 0.733 0.027 0.994 0.008 1.356
DEHAL1 0.94 0.042 1.091 0.024 1.16
LOC389458 0.922 0.061 1.07 0.019 1.161



UNQ1940 0.818 0.094 1.023 0.026 1.25
UNQ2754 0.898 0.013 1.126 0.021 1.253
FLJ43582 0.982 0.012 1.141 0.039 1.161
UNQ9433 0.979 0.033 1.111 0.012 1.134
LOC389677 1.068 0.047 1.116 0.028 1.045
FLJ43860 1.031 0.01 1.04 0.005 1.008
MAFA 0.953 0.051 1.082 0.021 1.135
FLJ44082 0.688 0.032 0.951 0.01 1.381
FLJ46082 0.587 0.026 0.919 0.005 1.565
UNQ2541 0.877 0.011 1.042 0.035 1.187
MGC57827 0.846 0.051 0.974 0.002 1.15
FLJ16518 0.754 0.055 0.912 0.031 1.21
LOC389852 0.787 0.01 0.885 0.009 1.123
LOC389874 0.78 0.014 0.821 0.024 1.052
UBE2NL 0.893 0.006 1.023 0 1.145
GPR152 0.739 0.055 0.926 0.017 1.252
LOC390511 0.993 0 1.108 0.029 1.115
C1QTNF8 0.679 0.007 1.025 0.022 1.509
LOC391622 0.856 0.058 1.09 0.025 1.272
FLJ44635 0.684 0.041 1.041 0.011 1.521
C6ORF205 0.616 0.067 0.973 0.008 1.58
DKFZP434C18 0.647 0.015 0.966 0.002 1.491
FLJ40217 0.904 0.03 1.007 0.038 1.114
FLJ43806 0.985 0.039 0.99 0.007 1.004
RKHD1 0.655 0.039 0.93 0.034 1.419
MGC50853 0.584 0.011 0.984 0.013 1.685
MGC34774 0.626 0.02 0.94 0.024 1.5
MGC48595 0.637 0.047 1.047 0.065 1.643
MYO18A 0.721 0.011 1.136 0.028 1.574
MGC50722 0.583 0.076 0.902 0.017 1.546
RALP 0.567 0.018 0.93 0.057 1.64
FLJ45983 0.603 0.027 0.923 0.027 1.528
FLJ40536 0.744 0.018 0.906 0.027 1.217
FLJ46831 0.641 0.009 0.939 0.049 1.464
LOC399851 0.671 0.015 0.956 0.053 1.424
FLJ45212 0.853 0.008 1.081 0.022 1.267
LOC399947 0.529 0.02 0.899 0.066 1.697
FLJ45803 0.723 0.054 1.043 0.08 1.442
FLJ46266 0.585 0.06 1.028 0.018 1.758
FLJ45950 0.756 0.077 1.012 0.063 1.337
FLJ45436 0.856 0.037 1.064 0.048 1.242
FLJ44874 0.705 0.037 0.913 0.032 1.295
FLJ46363 0.531 0.015 0.845 0.013 1.591
FLJ40142 0.638 0.019 0.907 0.031 1.421
FLJ42957 0.81 0.063 1.049 0.002 1.294
FLJ43486 0.828 0.001 1.058 0.012 1.277
FLJ43808 0.608 0.004 1.024 0 1.683
FLJ46358 0.726 0.032 1.053 0.014 1.45
LOC400120 0.949 0.023 1.191 0.01 1.254
FLJ26443 0.95 0.028 1.148 0.051 1.207
FLJ42220 0.86 0.02 1.07 0.024 1.244



FLJ39779 0.897 0.077 1.05 0.011 1.17
FLJ45244 0.757 0.049 0.924 0.018 1.219
FLJ35695 0.95 0.034 1.062 0.039 1.118
FLJ39531 0.93 0.018 1.079 0.008 1.159
LOC400451 0.833 0.065 1.09 0.011 1.307
UNQ9370 0.569 0.002 1.019 0.02 1.791
FLJ45256 0.636 0.021 1.002 0.032 1.575
FLJ44674 0.845 0.026 1.007 0.012 1.191
FLJ27243 0.773 0.092 1.081 0.052 1.398
FLJ45121 0.787 0.146 1.01 0.019 1.282
FLJ45200 0.893 0.015 1.03 0.022 1.152
FLJ35934 0.907 0.027 0.95 0.012 1.047
FLJ44815 1.039 0.016 1.047 0.003 1.007
FLJ46126 0.642 0.088 0.916 0.012 1.426
FLJ46026 0.802 0.059 1.015 0.003 1.265
FLJ44313 0.769 0.007 1.005 0.037 1.305
FLJ44881 0.974 0 1.053 0.014 1.081
FLJ45684 0.843 0.026 1.017 0.045 1.206
FLJ46230 0.91 0.031 1.09 0.015 1.197
LOC400696 0.904 0 0.978 0.035 1.082
FLJ40008 0.697 4.017 0.868 0.011 1.245
FLJ45337 0.958 0.004 0.933 0.005 0.973
FLJ46489 1.001 0.014 0.992 0 0.99
FLJ35530 1.001 0.034 1.022 0.024 1.021
FLJ43505 1.044 0.026 1.057 0.026 1.012
UNQ827 1.073 0.023 1.083 0.025 1.009
FLJ45832 1.082 0.011 1.096 0.029 1.012
FLJ42200 1.123 0.006 1.133 0.024 1.009
FLJ46020 1.091 0.002 1.127 0.035 1.032
FLJ41733 1.095 0.026 1.151 0.01 1.051
FLJ42953 1.079 0.012 1.14 0.014 1.057
FLJ90680 0.941 0.024 0.857 0.013 0.91
DKFZP547B13 0.93 0.002 0.854 0.001 0.918
FLJ27365 0.935 0.029 0.879 0.011 0.94
FLJ44385 0.982 0.014 0.899 0.002 0.915
FLJ41046 0.974 0.022 0.875 0.008 0.898
UNQ5830 0.967 0.014 0.874 0.03 0.903
FLJ34870 0.922 0 0.859 0.002 0.931
FLJ44048 0.914 0.005 0.877 0.01 0.959
FLJ45964 0.87 0.016 0.809 0.015 0.93
FLJ40712 0.87 0.005 0.833 0.004 0.957
FLJ41327 0.952 0.047 0.879 0.024 0.923
FLJ44076 0.948 0.024 0.897 0.012 0.946
FLJ46211 0.952 0.013 0.892 0.02 0.936
FLJ42393 1.018 0.023 0.939 0.008 0.921
FLJ35816 0.988 0.008 0.936 0.013 0.947
FLJ45721 1.029 0.027 0.955 0.008 0.928
MGC48628 1.038 0.014 0.93 0.01 0.895
FLJ44477 1.027 0.011 0.956 0.018 0.93
FLJ44896 0.996 0.002 0.95 0.014 0.953
FLJ40092 0.977 0.003 0.922 0.025 0.944



DKFZP686I152 0.986 0.01 0.937 0.019 0.949
C6ORF214 0.988 0.022 0.967 0.017 0.978
FLJ43752 1.07 0.02 1.019 0.016 0.953
FLJ43093 1.082 0.024 1.034 0.026 0.955
TLP 1.102 0.007 1.016 0.03 0.921
FLJ41841 1.103 0.006 1.015 0.007 0.92
FLJ44955 1.096 0 1.001 0 0.913
FLJ27255 1.039 0.047 0.987 0.018 0.949
C6ORF122 1.062 0.006 0.95 0.013 0.894
FLJ42280 0.962 0.004 0.935 0.002 0.972
FLJ46365 0.997 0.006 0.957 0.023 0.96
FLJ45248 1.033 0.01 0.973 0.014 0.941
FLJ39458 1.052 0.011 1.023 0.002 0.972
FLJ45202 1.066 0.013 1.03 0.01 0.965
FLJ45478 1.061 0.025 1.014 0.01 0.955
FLJ46836 1.082 0.005 1.005 0.004 0.928
FLJ45224 1.035 0.012 0.985 0.006 0.951
FLJ36268 1.02 0.071 1.003 0.011 0.983
LOC401610 0.981 0.036 0.966 0.001 0.984
DUB1A 0.929 0.006 0.953 0.006 1.026
MGC39545 1.047 0.026 1.031 0 0.984
LOC403313 1.051 0.003 1.029 0.019 0.978
MGC26594 1.021 0.004 0.997 0.006 0.976
FLJ20444 1.086 0.002 1.062 0.038 0.978
MGC70870 1.088 0.002 1.034 0 0.95
HAPLN4 1.109 0.008 1.073 0.015 0.967
CUEDC1 1.046 0.001 1.016 0.015 0.97
FBI4 1.05 0.003 1.012 0.002 0.963
MGC21394 1.019 0.003 0.992 0.011 0.973
CTXN1 1.003 0.02 0.973 0 0.97
C6ORF201 1.067 0.009 1.048 0.022 0.982
YY2 1.073 0.005 1.048 0.003 0.976
SCGB1D4 1.076 0.01 1.091 0.02 1.013
LOC404636 1.035 0.025 1.053 0.016 1.017
C6ORF175 1.082 0.007 1.064 0.003 0.983
MASK-BP3 1.024 0.004 1.043 0.009 1.018
LOC404785 0.972 0.004 1.013 0.019 1.041
MGC45564 1.042 0.015 1.039 0.002 0.996
LOC405753 0.962 0.025 0.956 0 0.993
UNQ830 1.018 0.016 1.014 0.003 0.996
ARR3 1.067 0.021 1.112 0.012 1.041
ARRB2 1.086 0.005 1.135 0.01 1.045
ARSD 1.078 6.831 1.122 0.013 1.04
ACSL1 1.077 0.002 1.111 0.001 1.032
GRINA 1.013 0.002 1.096 0.005 1.082
KCNJ4 1.041 0.034 1.104 0.006 1.06
MMPL1 1.129 0.033 1.121 0.005 0.993
MYO1B 1.049 0.009 1.093 0.01 1.041
SUPV3L1 1.048 0.02 1.063 0.021 1.013
TGM4 0.989 0.022 1.036 0 1.047
HIST1H2AJ 0.896 0.061 0.919 0.007 1.025



HIST1H2AL 0.863 0.002 0.976 0.035 1.131
HIST1H2AM 0.956 0.027 1.018 0.032 1.064
EIF4G3 0.945 0.004 1.03 0.009 1.089
GBF1 0.835 0.027 1.027 0.01 1.229
PRPF3 0.939 0.014 1.074 0.042 1.143
TRIM14 0.985 0.025 1.095 0.009 1.11
GFPT2 0.951 0.021 1.068 0.037 1.122
MAGEC1 0.952 0.018 1.086 0.003 1.14
CLECSF2 0.932 0.049 1.006 0.01 1.078
C21ORF5 0.905 0.002 0.901 0.014 0.995
OPRS1 0.938 0.029 0.93 0.025 0.991
PHF3 0.945 0.044 0.978 0.014 1.035
NUP62 0.905 0.051 0.941 0.041 1.04
OR7C1 0.871 0.016 0.975 0 1.119
C2ORF24 0.898 0.043 0.991 0.004 1.103
SLC43A3 0.966 0.023 0.963 0.025 0.997
CPSF2 0.875 0.06 0.919 0.002 1.049
SLC37A1 0.779 0.032 0.85 0.012 1.09
MCFP 0.807 0.017 0.809 0 1.002
LOC57228 0.981 0.016 0.928 0.001 0.946
ABCC11 0.964 0.016 0.98 0.025 1.016
GPR139 0.924 0.051 1.034 0.017 1.119
KIAA1991 1.023 0.041 1.059 0.009 1.035
LOC254359 0.922 0.05 1.071 0.006 1.161
ZDHHC22 0.876 0.061 0.995 0.001 1.135
OR4N4 0.881 0.048 1.019 0.008 1.155
CDKL4 0.849 0.08 0.983 0.002 1.157
UNQ830 0.919 0.122 1.007 0.014 1.096
LOC389765 0.855 0.025 0.913 0.005 1.067
C9ORF103 0.863 0.056 0.969 0.022 1.122
PIM3 0.969 0.036 1.028 0.027 1.06
LOC440683 0.929 0.075 1.061 0.03 1.142
TRIM67 1.005 0.028 1.083 0.003 1.076
LOC442247 0.908 0.025 1.061 0.029 1.168
LOC493829 1.005 0.034 1.088 0.03 1.082
LOC128977 0.942 0.077 1.097 0.009 1.164
LOC164153 0.959 0.054 1.027 0.021 1.07
LOC339942 0.791 0.079 0.98 0.005 1.238
LOC388407 0.824 0.085 0.931 0.012 1.129
LOC51337 0.827 0.019 1.01 0.029 1.221
HIST1H2AK 0.929 0.022 1.02 0.009 1.096
HIST1H2BF 0.953 0.023 1.051 0.03 1.102
HIST1H2BH 0.889 0.095 1.045 0.016 1.175
HIST1H2BI 0.943 0.038 1.063 0.024 1.126
HIST1H2BL 0.761 0.034 1.024 0.02 1.345
HIST1H2BN 0.932 0.025 1.042 0.042 1.117
HIST1H3G 0.851 0.037 1.044 0.013 1.226
HIST2H2AA 0.842 0.061 0.982 0.048 1.165
MGC14376 0.77 0.057 0.926 0.014 1.202
MGC21881 0.84 0.022 0.942 0.01 1.121
MGC35402 0.842 0.02 0.978 1.735 1.16



MGC39606 0.82 0.066 1.051 0.008 1.28
MGC71805 0.979 0.048 1.084 0.004 1.107
PILRB 0.927 0.001 1.05 0.007 1.131
PPY2 0.97 0.068 1.08 0.01 1.113
LOC93622 0.978 0.003 1.048 0.006 1.071
LOC93082 0.865 0.052 1.042 0.002 1.204
LOC91661 0.841 0.017 1.001 0.012 1.19
LOC440138 0.737 0.001 0.939 0.004 1.273
LOC388394 0.918 0.028 1.009 0.026 1.099
LOC339483 0.897 0.026 0.988 0.004 1.1
LOC155036 0.936 0.05 1.023 0.013 1.092
LOC128439 0.938 0.017 1.053 0.018 1.122
LOC388585 0.786 0.041 1.008 0.022 1.283
LOC127003 0.838 0.074 1.058 0.02 1.262
LOC343263 0.853 0.074 1.003 0.02 1.174
LOC149620 0.756 0.098 0.991 0.025 1.31
LOC137829 0.701 0.113 0.911 0.028 1.298
LOC128322 0.792 0.047 0.926 0.012 1.169
LOC149643 0.829 0.001 0.936 0.011 1.128
RP13-15M17.2 0.843 0.099 0.982 0.021 1.163
LOC343066 0.876 0.033 0.975 0.014 1.112
LOC163301 0.999 0.082 1.026 0.024 1.026
LOC343069 0.879 0.06 0.975 0.008 1.108
LOC196541 0.726 0.036 0.991 0.006 1.364
LOC341604 0.882 0.079 1.028 0.008 1.165
LOC285307 0.74 0.081 0.947 0.012 1.279
LOC285643 0.86 0.017 0.935 0.009 1.087
LOC391013 0.881 0.013 0.907 0.021 1.029
LOC122335 0.868 0.012 0.977 0 1.124
LOC121792 0.895 0.005 1.064 0.011 1.187
LOC256483 0.673 0.016 0.982 0.049 1.457
LOC343221 0.899 0.001 1.112 0.042 1.236
LOC126987 0.983 0.026 1.186 0.059 1.205
LOC127059 0.905 0.005 1.12 0.03 1.237
LOC197049 1.007 0.014 1.206 0.026 1.198
LOC221140 0.925 0.004 1.038 0.014 1.121
LOC283530 1.027 0.03 1.14 0.004 1.11
LOC220416 0.964 0.002 1.068 0.021 1.108
LOC199882 1.025 0.019 1.036 0.05 1.01
LOC144762 0.986 0.002 1.017 0 1.032
LOC149018 0.87 0.009 0.968 0.074 1.113
LOC150928 0.9 0.013 1.073 0.053 1.192
LOC343717 0.841 0.011 0.981 0.09 1.167
LOC283523 0.929 0.008 1.036 0.052 1.115
LOC126637 0.799 0.024 0.939 0.056 1.173
LOC338870 0.888 0.006 0.944 0.03 1.063
LOC122038 0.743 0.013 0.81 0.004 1.089
LOC341651 0.889 0 0.909 0.029 1.022
LOC220429 0.632 0.016 0.724 0.038 1.145
LOC121981 0.846 0.011 0.935 0.008 1.104
LOC341720 0.942 0.021 1.038 0.079 1.101



LOC127391 0.904 0.016 1.031 0.052 1.14
LOC339541 0.754 0.011 0.976 0.078 1.293
LOC284541 1.05 0.013 1.233 0.053 1.174
LOC284546 0.986 0.001 1.082 0.053 1.097
LOC199897 0.759 0.008 0.9 0 1.185
LOC128208 0.899 0.002 0.918 0.001 1.021
LOC343521 0.797 0.015 0.882 0.015 1.106
LOC128192 0.854 0.01 0.934 0.051 1.093
LOC149224 0.856 0 1.04 0.001 1.215
LOC91632 0.923 0.006 1.066 0.042 1.155
LOC200019 1.012 0.001 1.121 0.006 1.108
LOC284527 0.955 0 1.115 0.022 1.168
LOC127099 0.858 0.03 1.024 0.006 1.192
LOC343153 0.943 0.007 1.05 0.008 1.113
LOC127665 1.007 0.005 1.018 0.027 1.011
LOC127545 0.657 0.022 0.825 0.024 1.256
LOC127550 0.821 0.004 0.905 0.008 1.102
LOC126772 1.022 0.041 1.056 0.006 1.032
LOC127602 0.822 0.003 0.937 0.035 1.14
LOC283553 0.895 0.026 1.027 0.01 1.148
LOC145414 0.965 0.006 1.068 0.007 1.107
LOC338918 0.95 0.053 1.073 0.004 1.129
LOC283583 0.989 0.01 1.069 0.036 1.081
LOC283584 0.945 0 1.059 0.001 1.12
LOC283586 0.988 0.011 0.997 0.051 1.009
LOC256394 0.834 0.017 0.905 0.016 1.084
LOC256453 0.891 0.025 0.951 0.03 1.067
LOC283604 0.846 0.006 0.989 0.006 1.168
LOC122740 0.857 0.03 0.964 0.026 1.124
LOC122748 0.893 0.007 0.988 0.004 1.106
LOC123103 0.852 0.02 0.977 0.035 1.146
LOC338879 1 0.026 1.039 0.006 1.038
LOC122706 0.99 0.03 1.04 0.028 1.05
LOC122585 1.071 0.003 1.055 0.026 0.985
LOC122867 0.946 0.022 1.004 0.038 1.06
LOC341912 0.928 0.013 0.945 0.034 1.018
LOC122423 0.778 4.659 0.852 0.031 1.095
LOC254897 0.753 0.008 0.871 0.008 1.156
LOC127309 0.86 0.007 0.956 0.053 1.11
LOC343381 0.692 0.048 0.883 0.012 1.277
LOC343384 0.934 0.023 1.03 0.038 1.102
LOC149297 1.074 0.001 1.083 0.014 1.007
LOC149281 0.821 0.024 0.971 0.04 1.183
LOC148713 0.833 0.007 0.918 0.027 1.1
LOC164036 0.866 0.004 0.948 0.037 1.094
LOC339521 0.889 0.028 0.964 0.017 1.083
LOC284672 0.748 0.053 0.919 0.034 1.228
LOC343474 0.883 0.022 0.991 0.022 1.122
LOC148766 0.896 0.015 1.012 0.036 1.128
LOC343505 0.897 0.028 1.011 0.011 1.127
LOC339077 0.885 0.029 0.992 0.049 1.121



LOC343484 0.87 0.013 0.961 0.025 1.104
LOC200159 1.074 0.018 1.145 0.061 1.066
LOC127623 0.952 0.009 0.968 0.021 1.016
LOC339553 1.02 0.015 1.056 0.001 1.035
LOC374947 0.889 0.003 0.966 0 1.086
LOC343563 0.791 0.037 0.895 0.036 1.131
LOC135896 0.791 0.005 0.891 0.011 1.125
LOC339453 1 0.008 1.065 0.003 1.064
LOC343531 0.844 0.012 0.955 0.008 1.13
LOC283710 0.84 0.02 0.991 0.023 1.179
LOC145846 0.919 0.001 1.063 0.001 1.156
LOC146053 0.78 0.009 0.969 0.004 1.242
LOC255320 0.888 0.014 1.086 0.022 1.223
LOC161823 1.014 0.009 1.178 0.011 1.162
LOC197135 0.864 0.013 1.031 0.02 1.193
LOC116166 0.821 0.015 1.003 0.038 1.22
LOC145660 0.919 0.017 0.993 0.041 1.08
LOC145788 0.871 0.008 0.953 0.022 1.094
LOC145780 0.791 0.022 0.91 0.006 1.15
LOC145767 0.765 0.005 0.894 0.008 1.168
LOC145853 0.82 0.002 0.963 0.014 1.174
LOC123397 0.871 0.018 0.968 0.003 1.111
LOC338949 0.867 0.026 0.946 0.015 1.091
LOC342096 0.818 0.004 0.897 0.012 1.096
LOC123688 0.691 0.022 0.823 0.025 1.191
LOC283726 0.754 0.001 0.881 0.027 1.168
LOC159170 0.825 0.008 0.962 0.035 1.166
LOC342132 0.955 0.001 1.014 0.002 1.061
LOC339025 0.898 0.001 1.009 0.006 1.124
LOC284623 0.743 9.268 0.934 0.02 1.256
LOC257177 0.91 0.01 1.032 0.003 1.134
LOC343052 0.678 0.021 0.88 0.003 1.297
LOC164118 0.965 0.018 1.087 0.015 1.126
LOC128360 0.898 0.027 0.995 0.013 1.108
LOC343406 0.986 0.015 1.058 0.029 1.073
LOC128367 0.927 0.01 1.024 0.048 1.104
LOC128371 0.876 0.022 1.01 0.011 1.153
LOC343413 0.816 0.011 0.949 0.009 1.162
LOC283780 0.944 0.013 1.029 0.006 1.089
LOC339022 0.762 0.003 0.922 0.035 1.21
LOC283804 0.904 0.012 1.048 0 1.158
LOC127295 0.821 0.027 0.999 0.011 1.216
LOC283767 0.79 0.007 0.969 0.044 1.226
LOC339003 0.857 0.014 0.948 0.015 1.105
LOC130502 0.697 0.023 0.829 0.055 1.188
LOC151451 0.707 0.005 0.792 0.067 1.119
LOC343930 0.985 0.027 1.077 0.02 1.093
LOC130500 0.906 0.003 1.021 0.017 1.126
LOC339693 0.931 0.036 1.035 0.001 1.111
LOC284964 0.908 0.002 1.048 0.038 1.154
LOC151154 0.892 0.033 1.077 0.013 1.207



LOC200373 0.928 0.006 1.049 0.022 1.13
LOC253662 0.946 0.021 1.065 0.006 1.125
LOC283816 0.795 0.031 0.893 0.003 1.122
LOC146110 0.753 0.018 0.818 0.026 1.086
LOC342293 0.791 0.01 0.873 0.006 1.104
LOC342357 0.914 0.015 1.02 0.013 1.115
LOC150580 0.911 0.008 1.031 0.006 1.131
LOC151320 0.926 0.016 1.053 0.011 1.137
LOC129521 1.112 0.006 1.188 0.015 1.068
LOC149329 0.823 0.017 0.957 0.017 1.163
LOC339065 0.937 0.007 1.065 0.046 1.136
LOC283902 1.016 0.013 1.115 0.018 1.097
LOC255519 0.897 0.003 0.957 0.011 1.066
LOC342371 1.011 0.021 1.015 0.004 1.003
LOC197317 0.887 0.002 0.931 0.011 1.049
LOC146439 1.028 0.033 1.151 0.005 1.119
LOC342346 0.883 0.008 1.003 0.027 1.135
LOC283953 1.031 0.015 1.122 0 1.087
LOC197387 0.936 0.013 1.06 0.019 1.133
LOC130106 0.886 0.008 1.018 0.007 1.149
LOC220717 0.919 0.014 0.994 0.027 1.081
CDKL4 0.968 0.016 1.052 0.016 1.087
LOC285047 0.959 0.016 0.999 0.036 1.042
LOC285053 0.841 0.054 0.952 0.015 1.131
LOC339793 0.903 0.006 0.957 0.02 1.06
LOC151443 0.876 0.017 0.981 0.02 1.119
LOC130839 0.947 0.008 1.053 0.043 1.111
LOC339804 0.877 0.043 1.035 0.014 1.179
LOC146167 1.005 0.027 1.123 0.022 1.117
LOC123855 0.838 0.015 1 0.002 1.194
LOC200731 1.071 0.002 1.143 0.014 1.067
LOC344165 0.945 0.016 1.061 0.004 1.121
LOC344382 1.038 0.009 1.093 0.033 1.053
LOC344405 0.706 0 0.878 0.01 1.243
LOC339799 0.93 0.002 1.048 0.007 1.126
LOC344423 0.719 0.003 0.897 0.028 1.247
LOC130773 0.847 0.016 1.028 0.026 1.213
LOC344022 0.892 0.035 1.033 0 1.158
LOC344167 1.005 0.005 1.192 0.075 1.185
LOC200475 0.959 0.017 1.12 0.016 1.167
LOC200491 0.686 0.024 0.969 0.036 1.412
LOC200493 1.012 0.007 1.149 0.009 1.136
LOC124149 1.046 0.003 1.135 0.037 1.084
LOC344065 0.992 0.013 1.114 0.009 1.123
LOC129870 0.929 0.002 1.062 0.021 1.143
LOC285031 0.788 0.02 0.914 0.015 1.159
LOC339746 0.756 0.011 0.833 0.044 1.101
LOC339562 0.855 0.014 0.907 0.034 1.061
LOC339123 0.812 0.012 0.928 0.03 1.142
LOC342460 0.77 0.004 0.895 0.007 1.162
LOC150519 0.849 0.007 0.923 0.014 1.087



LOC339760 0.747 0.027 0.875 0.02 1.17
LOC344227 0.755 0.008 0.801 0.021 1.061
LOC285101 0.776 0.036 0.823 0.039 1.06
LOC284988 0.806 0.007 0.875 0.019 1.084
LOC284120 0.861 0.019 0.948 0.027 1.101
LOC339162 0.937 0.017 1.012 0.031 1.079
LOC124685 0.822 0.007 0.998 0.019 1.213
LOC285110 0.734 0.019 0.943 0.016 1.284
LOC339771 0.779 0.013 0.954 0.02 1.225
LOC151507 0.931 0.009 1.061 0.028 1.139
LOC255275 0.982 0.004 1.041 0.011 1.059
LOC130063 1.002 0.006 1.064 0.016 1.062
LOC151261 0.758 0.022 0.892 0.035 1.176
LOC130678 0.871 0.03 0.97 0.007 1.113
LOC284158 0.913 0.008 1.033 0.015 1.131
LOC201140 0.828 0.018 0.97 0.005 1.17
LOC339237 0.801 0.015 0.98 0.006 1.223
LOC147166 0.997 0.014 1.118 0.003 1.12
LOC284134 0.81 0.019 1.006 0.043 1.24
LOC201181 1.005 0.017 1.094 0 1.088
LOC342669 0.997 0.013 1.047 0.037 1.05
LOC339782 0.908 0.001 0.955 0.011 1.052
LOC92196 0.878 0.008 0.966 0.015 1.1
LOC285141 0.814 0.012 0.885 0.004 1.087
LOC151273 0.803 0.024 0.964 0.001 1.2
LOC200624 0.852 0.023 0.982 0.009 1.152
LOC151256 0.823 0.015 1.001 0.006 1.215
LOC200726 0.808 0.013 1.021 0.003 1.263
LOC151363 0.644 0.007 0.908 0.008 1.409
LOC130612 0.931 0.032 1.055 0.005 1.132
LOC344332 0.857 0.061 1.016 0.048 1.186
LOC344178 0.721 0.021 0.928 0.014 1.285
LOC344191 0.979 0.063 1.077 0.03 1.1
LOC130429 0.827 0.004 0.98 0.008 1.185
LOC285188 0.83 0.01 1.043 0.02 1.257
LOC284067 0.87 0.001 1.018 0.005 1.17
LOC124871 0.958 0.011 1.103 0.003 1.15
LOC285095 0.932 0.002 1.07 0.003 1.147
LOC339209 0.805 0.003 1.029 0.017 1.278
LOC342600 0.901 0.026 1.011 0 1.122
LOC284064 0.889 0.006 1.015 0.022 1.142
LOC342541 0.831 0.013 0.969 0.019 1.165
LOC253013 0.869 0.022 0.95 0.011 1.093
LOC152122 0.798 0.012 0.905 0.019 1.133
LOC339875 0.683 0.006 0.923 0.01 1.35
LOC285296 0.863 0.006 0.987 0.013 1.143
LOC285299 0.893 0.001 1.066 0.007 1.193
LOC344709 0.84 0.015 1.014 0.017 1.207
LOC339281 0.905 0.026 1.064 0.005 1.175
LOC342659 0.933 0.01 1.059 0.015 1.135
LOC256223 0.887 0.023 1.023 0.006 1.153



LOC339184 0.88 0.016 1.069 0.011 1.213
LOC201475 0.869 0.067 0.981 0.015 1.129
LOC284232 0.849 0.015 0.938 0.001 1.104
LOC284269 0.904 0.014 1.062 0.012 1.175
LOC339291 0.908 0.004 1.025 0.011 1.128
LOC162835 0.868 0.035 1.017 0.01 1.171
LOC342850 0.994 0.007 1.124 0.013 1.13
LOC201484 0.888 0.003 1.082 0.004 1.217
LOC284260 0.882 0.001 1.062 0.003 1.204
LOC201501 0.851 0.048 1.018 0.005 1.196
LOC147468 0.749 0.021 0.942 0.01 1.256
LOC285321 0.846 0.013 1.026 0.003 1.212
LOC131405 0.949 0.009 1.021 0.012 1.076
LOC285344 0.848 0.009 1.028 0.075 1.211
LOC339902 0.765 0.011 0.945 0.089 1.234
LOC132203 1.017 0.016 1.173 0.078 1.153
LOC131572 0.959 0.018 1.077 0.063 1.123
LOC344797 0.909 0.02 1.02 0.006 1.122
LOC285253 1.132 0.001 1.028 0.165 0.907
LOC284293 1.002 0.036 0.914 0.143 0.912
LOC339306 1.019 0.017 0.938 0.187 0.921
LOC285303 0.84 0.001 0.866 0.043 1.03
LOC342808 0.842 0.035 0.876 0.048 1.04
LOC344595 0.804 0.012 0.913 0.082 1.134
LOC151760 0.79 0.007 0.908 0.052 1.149
LOC151579 0.799 0.007 0.891 0.046 1.114
LOC131076 0.847 0.003 0.931 0.051 1.099
LOC200810 0.811 0.019 0.942 0.051 1.161
LOC152015 0.761 0.004 0.882 5.112 1.158
LOC285311 0.712 0.019 0.809 0.022 1.135
LOC285407 0.644 0.015 0.705 0.027 1.095
LOC256374 0.827 0.006 0.856 0.017 1.035
LOC285329 0.884 0.027 0.932 0.012 1.054
LOC201651 0.819 0.009 0.923 0.023 1.126
LOC342865 0.887 0.033 0.968 0.029 1.091
LOC152118 0.985 0.003 1.028 0.001 1.043
LOC256283 0.89 0.02 0.974 0.038 1.094
LOC147941 0.894 0.014 0.972 0.019 1.087
LOC147942 0.945 0.01 1.021 0.011 1.08
LOC126374 0.816 0.022 0.947 0.003 1.161
LOC253820 0.927 0.017 0.983 0.004 1.059
LOC344657 0.869 0.035 0.913 0.011 1.05
LOC200916 1.003 0.007 1.053 0.027 1.05
LOC284409 0.973 0.036 1.004 0.022 1.031
LOC285248 0.88 0.047 0.951 0.022 1.08
LOC147975 0.923 0.044 0.991 0.005 1.073
LOC285382 1.037 0.008 1.121 0.014 1.081
LOC339926 1.023 0.045 1.075 0.028 1.05
LOC344892 0.927 0.023 0.994 0.008 1.072
LOC344620 0.89 0.01 0.984 0.003 1.106
LOC200959 0.844 0.01 0.924 0.019 1.094



LOC148003 0.877 0.064 0.95 0.008 1.082
LOC339843 0.959 0.011 1.008 0.03 1.05
LOC342900 0.839 0.062 0.945 0.013 1.126
LOC131909 0.982 0.013 1.021 0.007 1.039
LOC163131 0.965 0.056 1.047 0.036 1.084
LOC126298 0.96 0.021 1.028 0.006 1.07
LOC257039 0.779 0.036 0.88 0.044 1.129
LOC147710 0.893 0.035 0.965 0.003 1.08
LOC344741 0.975 0.026 1.054 0.011 1.08
LOC344760 1.017 0.005 1.049 0.041 1.031
LOC131149 0.933 0.043 0.995 0.028 1.066
LOC131055 0.943 0.007 0.991 0.011 1.051
LOC342918 0.929 0.027 1.001 0.029 1.077
LOC339351 0.936 0.022 1.025 0.021 1.094
LOC152138 0.963 0.045 1.009 0.016 1.048
LOC162962 0.891 0.009 0.977 0.008 1.096
LOC126017 1.053 0.047 1.125 0.032 1.068
LOC284417 0.95 0.027 1.008 0.034 1.06
LOC342931 0.886 0.023 0.949 0.034 1.071
LOC342933 0.864 0.007 0.964 0.005 1.115
LOC342934 1.006 0.022 1.051 0.005 1.045
LOC90485 0.897 0.028 1.042 0.016 1.161
LOC133185 0.92 0.043 1.053 0.027 1.145
LOC126435 0.972 0.007 1.087 0.006 1.118
LOC284422 0.94 0.02 1.003 0.001 1.067
LOC284428 1.065 0.01 1.099 0.022 1.032
LOC90024 1.023 0.016 1.084 0.002 1.059
LOC285412 1.016 0.006 1.09 0.021 1.073
LOC201989 0.934 0.025 1.02 0.006 1.091
LOC345079 1.018 0.007 1.045 0.022 1.026
LOC132556 1.129 0.025 1.204 0.061 1.065
LOC132706 0.949 0.023 1.05 0.02 1.106
LOC256085 1.081 0.011 1.202 0.05 1.111
LOC344988 1.074 0.008 1.156 0.017 1.076
LOC339951 0.933 0.007 1.073 0.026 1.149
LOC255809 1.149 0.015 1.166 0.008 1.014
LOC342970 1.019 0.003 1.115 0.006 1.094
LOC284387 1.006 0.016 1.09 5.204 1.083
LOC342972 0.972 0.008 1.035 0.029 1.064
LOC284393 1.014 0.021 1.043 0.026 1.028
LOC342979 0.835 0.062 0.95 0.003 1.137
LOC126037 0.904 0.033 1.079 0.068 1.193
LOC339377 0.945 0.026 1.106 0.072 1.169
LOC284441 0.931 0.025 1.172 0.121 1.258
LOC148198 0.867 0 1.123 0.065 1.295
LOC125962 1.03 0.004 1.197 0.082 1.162
LOC125958 0.926 0.029 1.054 0.011 1.137
LOC342969 1.091 0.011 1.175 0.03 1.076
LOC126370 0.815 0.03 0.918 0.005 1.126
LOC284433 1.12 0.016 1.138 0.034 1.016
LOC342991 0.857 0.012 0.872 0.081 1.017



LOC342994 0.827 0.005 0.915 0.03 1.105
LOC126502 0.934 0.014 0.998 0.051 1.068
LOC152586 0.9 0 1.004 0.012 1.115
LOC166752 1.005 0.02 1.008 0.051 1.003
LOC345051 0.861 0.005 0.93 0.002 1.08
LOC285423 0.837 0.017 0.934 0.043 1.115
LOC152905 0.965 0.002 0.931 0.044 0.964
LOC152667 0.778 0.024 0.777 0.042 0.999
LOC339970 0.789 0.032 0.802 0.028 1.017
LOC345378 0.905 0.011 0.982 0.016 1.085
LOC285435 0.931 0.001 0.992 0.001 1.065
LOC152663 0.792 0.016 0.946 0.001 1.195
LOC285442 0.883 0.013 0.998 0.017 1.129
LOC254938 0.888 0.005 1.027 0.054 1.156
LOC255130 0.823 0.004 1.023 0.02 1.243
LOC339977 0.809 0.007 0.969 0.042 1.198
LOC285453 0.967 0.007 1.038 0.042 1.073
LOC132969 0.76 0.015 0.896 0.005 1.178
LOC152877 0.869 0.043 0.854 0.073 0.982
LOC132870 0.747 0.003 0.954 0.034 1.277
LOC345222 0.932 0.013 1.038 0.007 1.114
LOC149704 0.958 0.028 1.108 0.012 1.156
LOC200226 0.875 0.024 1.02 0.022 1.166
LOC149709 0.896 0.025 1.004 0.028 1.12
LOC200230 0.997 0.014 1.159 0.015 1.162
LOC339583 0.771 0.038 0.966 0.071 1.252
LOC255324 0.851 0.019 0.981 0.005 1.152
LOC343574 0.816 0.011 0.947 0.064 1.161
LOC343578 0.933 0.004 0.95 0.016 1.018
LOC343629 0.911 0.003 1.003 0.022 1.101
LOC339997 0.853 0.024 1.102 0.012 1.29
LOC285479 0.898 0.028 1.055 0.065 1.174
LOC153027 0.795 0.003 0.991 0.016 1.246
LOC285544 0.91 0.042 1.094 0.027 1.201
LOC128710 0.917 0.061 1.04 0.033 1.134
LOC149913 0.873 0.033 1.026 0.026 1.175
LOC149934 0.967 0.054 1.058 0.067 1.094
LOC343637 0.731 0.018 0.84 0.014 1.147
LOC219414 0.915 0.033 1.021 0.011 1.115
LOC153297 0.832 0.045 1.039 0.039 1.248
LOC134111 0.854 0.046 1.005 0.008 1.176
LOC285694 0.945 0.01 1.077 0.028 1.14
LOC345711 1.008 0.022 1.08 0.006 1.071
LOC285697 0.843 0.006 1.026 0.023 1.216
LOC340096 0.943 0.02 1.108 0.002 1.174
LOC149950 0.852 0.002 0.953 0.025 1.118
LOC343702 0.773 0 0.916 0.003 1.184
LOC343705 0.751 0.01 0.903 0 1.201
LOC285721 0.934 0.009 0.998 0.021 1.068
LOC133874 0.81 0.039 0.986 0.046 1.216
LOC285588 0.804 0.001 1.002 0.018 1.245



LOC253314 0.826 0.048 1.019 0.01 1.233
LOC134541 0.925 0.014 1.077 0.016 1.164
LOC345630 0.969 0.005 1.025 0.023 1.058
LOC345456 1.042 0.077 1.151 0.008 1.104
LOC153770 0.762 0.047 0.924 0.022 1.212
LOC255187 0.8 0.059 0.925 0.029 1.156
LOC340075 0.693 0.02 0.792 0.025 1.143
LOC345537 0.86 0 0.947 0.018 1.1
LOC150051 0.911 0.045 1.026 0.023 1.126
LOC200292 0.986 0.016 1.066 0.027 1.08
LOC128939 0.92 0.027 1.035 0.019 1.125
LOC153778 0.955 0.006 1.073 0.007 1.122
LOC153441 0.92 0.004 1.006 0.007 1.092
LOC285703 0.915 0.015 1.035 0.005 1.13
LOC134505 0.898 0.007 0.979 0.005 1.09
LOC345576 0.786 0.015 0.875 0.007 1.112
LOC133609 0.87 0 0.909 0.013 1.044
LOC153134 0.789 0.016 0.813 0.059 1.03
LOC345643 0.836 0.017 0.855 0.075 1.022
LOC133993 0.875 0.007 0.995 0.011 1.137
LOC345645 0.991 0.009 1.123 0.049 1.133
LOC345651 0.944 0.003 1.069 0.051 1.132
LOC202227 1.051 0.03 1.149 0.045 1.092
LOC253254 1 0.005 1.087 0.04 1.087
LOC345557 0.995 0.005 1.112 0.042 1.117
LOC202201 0.945 0.004 1.067 0.04 1.129
LOC285563 0.958 0.009 1.079 0.034 1.125
LOC220793 0.799 0.004 0.863 0.036 1.08
LOC285711 0.826 0.012 0.927 0.018 1.122
LOC345778 0.864 0.018 0.928 0.033 1.073
LOC340120 0.808 0.007 0.931 0.008 1.152
LOC150207 0.86 0.013 0.985 0 1.144
LOC150221 0.927 0.002 1.001 0.001 1.08
LOC284890 0.692 0.011 0.841 0.001 1.215
LOC284901 0.746 0.011 0.898 0.025 1.203
LOC200312 0.917 0.012 1.023 0.015 1.115
LOC150371 0.838 0.013 0.941 0.04 1.122
LOC343854 0.962 0.013 1.023 0.042 1.063
LOC285658 0.772 0.005 0.888 0.046 1.149
LOC345462 0.921 0.009 1.019 0.017 1.106
LOC285647 0.856 0.01 0.967 0.005 1.129
LOC340089 0.811 0.02 0.993 0.002 1.223
LOC284931 0.799 0.034 0.911 0.015 1.14
LOC164714 0.771 0.008 0.942 0.003 1.222
LOC203413 0.82 0.037 0.975 0.017 1.188
LOC286408 0.802 0.002 0.991 0.025 1.234
LOC286404 0.854 0.006 1.001 0.019 1.172
LOC139793 0.803 0.005 0.975 0.034 1.213
LOC139189 0.949 0.004 1.086 0.02 1.144
LOC347376 0.981 0.028 1.077 0.006 1.097
LOC347549 0.627 0.002 0.845 0.024 1.347



LOC256096 0.938 0.006 1.089 0.008 1.161
LOC345930 0.731 0.015 0.962 0.011 1.315
LOC340148 0.856 0.011 0.983 0.006 1.148
LOC153918 0.858 0.001 1.041 0.009 1.213
LOC285741 0.757 0.007 0.912 0.003 1.204
LOC340152 0.803 0.014 0.95 0.019 1.182
LOC345829 0.9 0.003 0.897 0.13 0.997
LOC340543 0.761 0.026 0.825 0.09 1.084
LOC347424 0.774 0.011 0.899 0.039 1.162
LOC286453 0.869 0.041 1.014 0.003 1.166
LOC285770 0.987 0.013 1.134 0.025 1.148
LOC285777 0.859 0.045 1.064 0.009 1.237
LOC158830 0.759 0.01 0.956 0.009 1.259
LOC158825 0.709 0.022 0.866 0.006 1.222
LOC340527 0.75 0.035 0.906 0.006 1.208
LOC286495 0.868 0.003 0.994 0.023 1.145
LOC340554 0.879 0.024 0.939 0.053 1.067
LOC347359 0.947 0.007 0.97 0.086 1.023
LOC158812 0.924 0.026 1.039 0.026 1.124
LOC158813 0.908 0 1.071 0.002 1.178
LOC340168 0.936 0.003 1.054 0.017 1.126
LOC154288 0.907 0.004 1.068 0.001 1.177
LOC139046 0.896 0.01 1.015 0.011 1.132
LOC153959 0.874 0 1.026 0 1.174
LOC340171 0.924 0.011 1.021 0 1.105
LOC202546 0.836 4.29 0.986 0.014 1.179
LOC154323 0.891 0.008 1.036 0.002 1.162
LOC346085 0.899 0.033 1.033 0.001 1.148
LOC286478 0.798 0.01 0.965 0.012 1.208
LOC340591 0.865 0.002 1.079 0.025 1.246
LOC158730 0.921 0.014 1.051 0.006 1.141
LOC92552 0.796 0.031 0.992 0.003 1.246
LOC347438 0.745 0.002 0.88 0.008 1.181
LOC170067 0.715 0.026 0.88 0.019 1.23
LOC347541 0.89 0.025 1.053 0.005 1.182
LOC347442 0.959 0.007 1.045 0.008 1.089
LOC139425 1.034 0.014 1.192 0.069 1.152
LOC139431 0.902 0.008 1.117 0.06 1.238
LOC340571 1.057 0.002 1.167 0.016 1.103
LOC347487 0.899 0.026 1.036 0.017 1.151
LOC139067 1.015 0.008 1.116 0.002 1.099
LOC139263 0.961 0.002 1.086 0.007 1.13
LOC340578 0.96 0.01 1.05 0.003 1.093
LOC347475 0.737 0.012 0.905 0.01 1.227
LOC139542 0.986 0.013 1.084 0.01 1.099
LOC347512 1.048 0.014 1.131 0.024 1.079
LOC347527 0.788 0.04 0.92 0.036 1.167
LOC340595 0.912 0.001 1.038 0.023 1.138
LOC203510 0.946 0.051 1.029 0.005 1.087
LOC158957 0.87 0.001 0.997 0.028 1.146
LOC139735 1.042 0.035 1.081 0.009 1.037



LOC347544 1.002 0.013 1.062 0.035 1.059
LOC286528 0.883 0.013 1.024 0.02 1.159
LOC203604 1.023 0.066 1.165 0.031 1.138
LOC158796 0.953 0.004 1.091 0.025 1.144
LOC286423 0.896 0.053 1.042 0.007 1.163
LOC347454 0.94 0.016 0.964 0.033 1.024
LOC139116 0.784 0.035 0.87 0.014 1.11
LOC338829 0.864 0.033 0.935 0.019 1.082
LOC286441 0.848 0.007 0.937 0.006 1.106
LOC340549 0.866 0.059 0.927 0.007 1.07
LOC347411 0.929 0.014 0.936 0.008 1.007
LOC346157 0.884 0.004 0.938 0.014 1.061
LOC340192 0.817 0.02 0.865 0.013 1.058
LOC286561 0.77 0.012 0.827 0.007 1.073
LOC222701 0.628 0.002 0.737 0.002 1.174
LOC346171 0.883 0.006 0.945 0.015 1.07
LOC340204 0.875 0.017 0.961 0.01 1.098
LOC285849 0.906 0.012 0.965 0.001 1.064
LOC221344 0.874 0.017 0.951 0.036 1.088
LOC140103 1.003 0.008 1.041 0.009 1.038
LOC159184 0.886 0.062 0.964 0.005 1.087
LOC340221 0.838 0.011 0.959 0.015 1.144
LOC340228 0.876 0.024 1.031 0.026 1.177
LOC254027 0.949 0.01 1.066 0.008 1.123
LOC285872 0.938 0.019 0.986 0 1.051
LOC340246 0.886 0.005 0.987 0.024 1.114
LOC253883 0.93 0.059 1.08 0.032 1.161
LOC155081 0.864 0.04 1.028 0.024 1.189
LOC285900 0.956 0.039 1.096 0.008 1.147
LOC253289 1.111 0.044 1.118 0.028 1.006
LOC285929 0.953 0.002 1.088 0.026 1.14
LOC222901 0.878 0.022 0.984 0.014 1.12
LOC340286 0.986 0.022 1.089 0.026 1.104
LOC346355 0.925 0.081 1.05 0.003 1.134
LOC340265 0.789 0.051 0.945 0.009 1.198
LOC340268 0.855 0.02 0.926 0.051 1.083
LOC221875 0.957 0.004 1.054 0.057 1.101
LOC136242 0.839 0.083 1.035 0.02 1.234
LOC202775 1.059 0.027 1.121 0.026 1.058
LOC346545 0.965 0.063 1.044 0.029 1.081
LOC346521 0.91 0.019 1.045 0.054 1.148
LOC135946 0.946 0.107 1.024 0.035 1.081
LOC135935 0.815 0.048 1.015 0.052 1.245
LOC375593 0.91 0.06 1.008 0.025 1.107
LOC255374 0.962 0.034 1.016 0.022 1.056
LOC285995 0.969 0.025 1.063 0.022 1.097
LOC219612 0.778 0.008 0.951 0.006 1.221
LOC154907 0.78 0.042 0.993 0.011 1.272
LOC154872 0.87 0.014 1.013 0.018 1.164
LOC346588 1.163 0.006 1.19 0.004 1.023
LOC136143 0.908 0.02 1.074 0.037 1.182



LOC340344 0.831 0.027 0.96 0.007 1.155
LOC136321 0.836 0.051 1.005 0.028 1.201
LOC340267 1.039 0.066 1.053 0.013 1.013
LOC340260 0.889 0.029 0.983 0.009 1.106
LOC378125 0.933 0.029 1.005 0.027 1.077
LOC285984 0.822 0.008 1.005 0.033 1.222
LOC137814 0.835 0.064 0.956 0.048 1.144
LOC286129 0.667 0.006 0.877 0.015 1.315
LOC286076 0.751 0.032 0.969 0.006 1.291
LOC286080 0.893 0.009 1.061 0.045 1.187
LOC346910 0.695 0.003 0.914 0.019 1.314
LOC340393 0.856 0.044 0.981 0.003 1.145
LOC203076 0.792 0.043 0.921 0.027 1.161
LOC92755 0.753 0.037 0.908 0.001 1.205
LOC137107 0.862 0.018 0.97 0.014 1.125
LOC286151 0.918 0.029 1.019 0.007 1.11
LOC346887 0.978 0.041 1.052 0 1.075
LOC340359 0.842 0.032 1.001 0.003 1.188
LOC157708 0.949 0.113 1.109 0.015 1.168
LOC157813 0.767 0.025 0.92 0.017 1.198
LOC286187 1.008 0.078 1.037 0.049 1.028
LOC346950 0.719 0.051 0.919 0.023 1.278
LOC286157 0.885 0.015 1.002 0.014 1.133
LOC286140 1.017 0.06 1.04 0.005 1.022
LOC138255 0.856 0.008 0.901 0 1.052
LOC158104 0.893 0.018 1.004 0.007 1.123
LOC138972 0.922 0.014 0.998 0.016 1.082
LOC203235 1.036 0.038 1.053 0.005 1.016
LOC286310 0.966 0.016 1.063 0.006 1.1
LOC158345 0.937 0.029 1.03 0.009 1.098
LOC138729 0.983 0.009 1.115 0.023 1.134
LOC347252 0.969 0.041 1.069 0 1.103
LOC340485 0.794 0.01 0.95 0.026 1.196
LOC340501 0.942 0.04 0.998 0.003 1.058
LOC340511 0.756 0.013 0.861 0.027 1.138
LOC284397 0.935 0.031 0.967 0.008 1.034
LOC340477 0.91 0.008 0.986 0.011 1.084
LOC347265 0.859 0.044 0.943 0.021 1.097
LOC347273 0.844 0.005 0.928 0.005 1.099
LOC138805 0.944 0.031 0.982 0.004 1.039
LOC138799 0.878 0.01 0.943 0.026 1.073
LOC286365 0.81 0.031 0.888 0.031 1.096
LOC347169 0.815 0.001 0.864 0.011 1.06
LOC138652 0.806 0.017 0.853 0.016 1.059
LOC142910 0.762 0.028 0.844 0.019 1.108
LOC143243 0.847 0.017 0.921 0.041 1.086
LOC340745 0.907 0.036 1.023 0 1.127
LOC340654 1.036 0.002 1.033 0.013 0.996
LOC119358 0.739 0.001 0.931 0.015 1.258
LOC338598 0.935 0.028 1.006 0.026 1.075
LOC283029 0.844 0.036 0.98 0.01 1.16



LOC283034 0.756 0.044 0.931 0.013 1.23
LOC143158 0.758 0.004 0.897 0.028 1.182
LOC340765 0.935 0.025 0.96 0.01 1.027
LOC118670 1.04 0.007 1.059 0.037 1.017
LOC340784 0.959 0.01 1.034 0.025 1.078
LOC143034 0.958 0.007 1.075 0.015 1.122
LOC340843 0.985 0.025 1.102 0.014 1.119
LOC196752 0.899 0.008 1.021 0.019 1.135
LOC283065 0.901 0.01 1.055 0.013 1.17
LOC221017 1.018 0.043 1.131 0.002 1.11
LOC338611 0.937 0.025 1.021 0.033 1.089
LOC143244 1.03 0.006 1.064 0.002 1.032
LOC340893 0.926 0.014 0.971 0.005 1.048
LOC338616 0.898 0.013 0.95 0.045 1.058
LOC340947 0.95 0.026 0.981 0.003 1.032
LOC220998 1.037 0.002 1.123 0.01 1.082
LOC340900 0.741 0.023 1.021 0.034 1.377
LOC340913 0.739 0.017 0.982 0.008 1.328
LOC338734 0.911 0.02 1.063 0.023 1.166
LOC143941 0.845 0.049 1.024 0.008 1.211
LOC283157 0.733 0.009 0.924 0.02 1.26
LOC338661 0.856 0.032 1.005 0.018 1.174
LOC283166 0.856 0.031 0.917 0.01 1.07
LOC120364 0.87 0.011 0.958 0.034 1.101
LOC196266 0.923 0.002 1.038 0.024 1.124
LOC283155 0.893 0.026 1.053 0 1.178
LOC219869 0.847 0.004 1.032 0.041 1.218
LOC283162 0.978 0.002 1.084 0.026 1.107
LOC219797 1.039 0.013 1.132 0.018 1.088
LOC341098 0.855 0.001 0.99 0.01 1.157
LOC219537 0.768 0 0.939 0.013 1.221
LOC255649 0.9 0.004 0.95 0 1.056
LOC256676 0.902 0.013 0.914 0.01 1.013
LOC254439 1.028 0.003 1.057 0.039 1.027
LOC219429 0.942 0.002 1.07 0.011 1.135
LOC219464 0.901 0.001 1.017 6.611 1.128
LOC219417 0.924 0.019 1.105 0.026 1.195
LOC219958 0.901 0.001 1.064 0 1.181
LOC219968 0.834 0.031 0.943 0.027 1.131
LOC341112 0.749 0.026 0.941 0.017 1.255
LOC255620 0.758 0.022 0.908 0.014 1.197
LOC283202 0.811 0.028 0.947 0.009 1.167
LOC283226 0.916 0.039 0.983 0.013 1.073
LOC338731 0.974 0.022 1.045 0.011 1.073
LOC120146 0.932 0.001 1.031 0.001 1.106
LOC120126 1.073 0.009 1.109 0.008 1.033
LOC120105 0.869 0.007 1.085 0.016 1.248
LOC338749 0.823 0 0.945 0 1.148
LOC283116 0.957 0.004 1.086 0.018 1.134
LOC283247 0.939 0.01 1.06 0.031 1.129
LOC283257 0.933 0.004 1.016 0.011 1.088



LOC196120 0.984 0.019 1.023 0.013 1.039
LOC143506 0.954 0.007 0.992 0.009 1.039
LOC143502 0.902 0.001 1.002 0.015 1.11
LOC119694 0.92 0.021 0.946 0.005 1.028
LOC338751 0.991 0.005 1.067 0.014 1.076
LOC120793 1.072 0.009 1.165 0.022 1.086
LOC120775 1.06 0.006 1.089 0.025 1.026
LOC338750 1.045 0.009 1.15 0.01 1.101
LOC91561 0.988 0.015 1.05 0.013 1.062
LOC120237 1.163 0.034 1.222 0.004 1.05
LOC219638 1.169 0.017 1.204 0.023 1.029
LOC119764 1.114 0.014 1.133 0.005 1.016
LOC256148 0.813 0.024 0.825 0.016 1.015
LOC256144 0.759 0.002 0.813 0 1.071
LOC120824 0.739 0.003 0.822 0.009 1.111
LOC283117 0.769 0 0.821 0.027 1.068
LOC196346 0.907 0 0.914 0.017 1.007
LOC283092 0.762 0.001 0.856 0.01 1.123
LOC144448 0.739 0.011 0.81 0.007 1.095
LOC144483 0.752 0.033 0.8 0.038 1.063
LOC283398 0.752 0.029 0.781 0.011 1.038
LOC253724 0.668 0.024 0.748 0.009 1.119
LOC338756 0.762 0.009 0.837 0.028 1.097
LOC341457 0.871 0.001 0.905 0.02 1.038
LOC144245 0.932 0.004 1.005 0.012 1.078
LOC283389 0.758 0.009 0.893 0.009 1.177
LOC255411 0.999 0.01 1.017 0.023 1.018
LOC338761 1.027 0.001 1.048 0.024 1.02
LOC283368 0.994 0 1.076 0.003 1.083
LOC256176 0.887 0.014 0.956 0.006 1.077
LOC341412 0.916 0 0.981 0.004 1.07
LOC144581 0.88 0.022 0.959 0.011 1.089
LOC341315 0.887 0.021 0.96 0.004 1.083
LOC341333 0.938 0.006 0.989 0.011 1.054
LOC144404 0.943 0.011 1.039 0.007 1.101
LOC341392 1.004 0.022 1.082 0.008 1.078
LOC341371 0.966 0.009 1.032 0.002 1.068
LOC341346 0.905 0.004 1.01 0.008 1.115
LOC144383 0.777 0.023 0.902 0.022 1.16
LOC144631 0.92 0.001 1.002 0.037 1.089
LOC90193 0.869 0.01 0.938 0.015 1.079
LOC341370 0.848 0.007 0.903 0.005 1.064
LOC341356 1.06 0.027 1.073 0.007 1.011
LOC338825 1.039 0.019 1.08 0.027 1.038
LOC283440 0.921 0.033 1.021 0.008 1.108
LOC341511 0.998 0.003 1.05 0.018 1.051
LOC400768 0.933 0.027 1.026 0.006 1.098
LOC388659 0.897 0.022 1.055 0.028 1.176
LOC388662 0.977 0.053 1.05 0.014 1.073
LOC388732 0.845 0.023 0.951 0 1.125
LOC388734 0.99 0.024 1.056 0.044 1.067



LOC388735 0.918 0.001 0.94 0.037 1.023
LOC388738 0.974 0.016 1.051 0.002 1.079
LOC388739 0.839 0.008 0.926 0.015 1.103
LOC400804 0.907 0.012 0.972 0.017 1.071
LOC391162 0.973 0.011 1.058 0.004 1.086
LOC391165 0.992 0.011 1.043 0.016 1.051
LOC400733 1.04 0 1.081 0.013 1.038
LOC400734 0.827 0.012 0.91 0.002 1.1
LOC388593 1.017 0.002 1.023 0.015 1.006
LOC400735 0.931 0.008 0.974 0.027 1.045
LOC390992 1.001 0.001 0.982 0.008 0.981
LOC388752 0.966 0.026 1.048 0 1.084
LOC388641 1.027 0.003 1.097 0.004 1.067
LOC388642 0.885 0.016 0.996 0.012 1.124
LOC388643 0.948 0.001 1.065 0.007 1.123
LOC388644 0.947 0.023 1.056 0.016 1.114
LOC388649 0.921 0.014 1.027 0.007 1.114
LOC388650 1.032 0.033 1.093 0.005 1.058
LOC400763 0.956 0.003 1.005 0.001 1.051
LOC400764 0.969 0.022 1.045 0.016 1.078
LOC388652 0.899 0.004 0.95 0.001 1.056
LOC391059 0.941 0.022 0.988 0.009 1.05
LOC391062 0.973 0.011 1.043 0.008 1.071
LOC388655 1.012 0.016 1.09 0.002 1.077
LOC400740 1.066 0.002 1.147 0.015 1.076
LOC400741 0.926 0.004 1.011 0.013 1.091
LOC400742 1.057 0.012 1.125 0.017 1.063
LOC389772 1.057 0.014 1.095 0.008 1.035
LOC390975 0.927 0.024 0.995 0.004 1.073
LOC390998 0.955 0.031 1.007 0 1.054
LOC390999 0.935 0.015 1.007 0.011 1.076
LOC400743 0.864 0.006 0.951 0.022 1.1
LOC391191 0.759 0.027 0.889 0.005 1.171
LOC391192 0.748 0.018 0.941 0.001 1.257
LOC391194 0.812 0.017 0.931 0.016 1.146
LOC391196 1.031 0.042 1.114 0.001 1.08
LOC401993 0.882 0.035 1.055 0.02 1.196
LOC391088 0.989 0.025 1.107 0.014 1.119
LOC388692 1.043 0.015 1.139 0.02 1.091
LOC388697 1.122 0.026 1.161 0.034 1.034
LOC400785 0.961 0.04 1.092 0.023 1.136
LOC400786 0.717 0.023 0.872 0.03 1.216
LOC388698 0.826 0.027 0.912 0.005 1.103
LOC388699 0.906 0.037 0.963 0.026 1.062
LOC388622 0.95 0.03 1.031 0.005 1.085
LOC388623 0.753 0.004 0.904 0.001 1.2
LOC388624 0.843 0.014 0.962 0.003 1.14
LOC400751 0.822 0.022 0.9 0.02 1.094
LOC400752 0.697 0.002 0.833 0.014 1.195
LOC388628 0.751 0.029 0.771 0.001 1.026
LOC388630 0.766 0.02 0.861 0.006 1.123



LOC388633 0.98 0.026 1.035 0.043 1.056
LOC388635 0.873 0.01 0.979 0.01 1.121
LOC400756 1.006 0.012 1.081 0.012 1.075
LOC388638 0.995 0.025 1.089 0.013 1.095
LOC400757 0.957 0.009 1.03 0.007 1.076
LOC388639 0.969 0.002 1.057 0.001 1.091
LOC391030 1.066 0.033 1.092 0.004 1.024
LOC391035 0.772 0.031 0.96 0.011 1.243
LOC391040 0.931 0.007 0.992 0.015 1.065
LOC391045 0.932 0.007 0.962 0.031 1.032
LOC391047 0.953 0.015 1.048 0.031 1.098
LOC400778 0.917 0.031 1.063 0.046 1.159
LOC388681 0.959 0.013 1.073 0.012 1.118
LOC391092 0.868 0 1.014 0.042 1.168
LOC388687 0.975 0.027 1.064 0.004 1.09
LOC388688 0.92 0.04 1.092 0.021 1.187
LOC388689 0.884 0.014 1.005 0.002 1.136
LOC388690 0.931 0.012 1.063 0.014 1.141
LOC388731 0.936 0.058 1.021 0.011 1.09
LOC388579 0.894 0.015 1.014 0.006 1.133
LOC401945 0.885 0.017 0.894 0.012 1.01
LOC388587 0.792 0.001 0.973 0.005 1.228
LOC390988 0.858 0.041 0.981 0.011 1.143
LOC388586 0.924 0.001 1.105 0.063 1.195
LOC388753 0.935 0.001 1.004 0.005 1.073
LOC388714 0.704 0.016 0.953 0.06 1.352
LOC388716 0.945 0.046 1.019 0.004 1.077
LOC400796 0.591 0.011 0.88 0.026 1.487
LOC400799 0.525 0.006 0.825 0.05 1.571
LOC388719 0.819 0.006 0.985 0.005 1.203
LOC391137 0.899 0.023 1.006 0.01 1.119
LOC391144 0.766 0.008 0.947 0.045 1.236
LOC388616 0.776 0.004 0.919 0.007 1.183
LOC400748 0.991 0.019 1.15 0.017 1.16
LOC400749 0.916 0.018 1.041 0.001 1.135
LOC391025 0.883 0.012 1.043 0.036 1.181
LOC388589 0.815 0.015 0.979 0.005 1.2
LOC401937 1.015 0.019 1.069 0.003 1.053
LOC388743 0.904 0 0.983 0.027 1.086
LOC400807 0.896 0.002 0.995 0 1.11
LOC388746 0.909 0.004 0.947 0.018 1.042
LOC400809 0.829 0.006 1.008 0.014 1.215
LOC388751 0.867 0.015 0.968 0 1.116
LOC391169 0.8 0.003 0.993 0.037 1.24
LOC401983 0.992 0.008 1.068 0.043 1.076
LOC400745 0.743 0.013 0.948 0.009 1.275
LOC388604 0.897 0.021 1.01 0.002 1.126
LOC388605 0.704 0.012 0.969 0.005 1.376
LOC401944 0.807 0.051 0.987 0.008 1.222
LOC400793 0.887 0.004 0.977 0.029 1.101
LOC388713 1.002 0.006 1.047 0.005 1.045



LOC391130 0.861 0.027 0.973 0.024 1.129
LOC388720 0.841 0.014 1.028 0.035 1.222
LOC388722 0.866 0.028 0.993 0.007 1.145
LOC400800 0.886 0.021 0.97 0.001 1.095
LOC388727 1.095 0.009 1.125 0.019 1.027
LOC400759 1.067 0.044 1.12 0.01 1.049
LOC400760 0.848 0 0.948 0.014 1.117
LOC400761 0.865 0.006 0.968 0.022 1.119
LOC388648 0.921 0.026 1.039 0.014 1.128
LOC401954 0.914 0.005 1.021 0.007 1.116
LOC388667 0.775 0.025 1.035 0.019 1.335
LOC388755 0.797 0.05 1.016 0.02 1.274
LOC400812 0.824 0.031 1.087 0.008 1.319
LOC400813 0.76 0.05 0.96 0.027 1.261
LOC400736 1.038 0.019 1.185 0.007 1.14
LOC388595 1.046 0.006 1.087 0.017 1.039
LOC391003 0.865 0.02 1.052 0.053 1.216
LOC391004 1.001 0.048 1.088 0.02 1.087
LOC391001 0.995 0.002 1.092 0.016 1.097
LOC401940 0.685 0.038 0.909 0.029 1.326
LOC391002 0.923 0.019 1.147 0.022 1.242
LOC400746 0.907 0.05 1.14 0.042 1.256
LOC391087 0.768 0.01 0.993 0.035 1.292
LOC400723 0.862 0.048 1.102 0.024 1.278
LOC388573 0.927 0 1.034 0.019 1.114
LOC400726 0.528 0.045 0.789 0.002 1.494
LOC388577 0.913 0.02 1.015 0.018 1.112
LOC388581 0.867 0.026 0.951 0.013 1.097
LOC401934 0.654 0.018 0.849 0.032 1.298
LOC400729 0.807 0.008 0.965 0.023 1.196
LOC400730 0.9 0.045 1.156 0.015 1.284
LOC391012 0.878 0.006 1.062 0.012 1.209
LOC388684 0.835 0.015 1.063 0.017 1.272
LOC400818 0.886 0.059 1.102 0.005 1.243
LOC391205 0.808 0.019 1.047 0.018 1.295
LOC388774 0.901 0.011 1.072 0 1.188
LOC388775 0.817 0.044 1.008 0.023 1.233
LOC388617 0.583 0.051 0.846 0.011 1.449
LOC400781 0.956 0.018 1.056 0.028 1.104
LOC400782 0.764 0.014 0.892 0.038 1.166
LOC388686 0.821 0.009 1.054 0.006 1.283
LOC388701 0.771 0.06 1.049 0.016 1.36
LOC400790 0.582 0.05 0.927 0 1.592
LOC400792 0.608 0.04 0.924 0.033 1.519
LOC388709 0.868 0 1.109 0.004 1.276
LOC391123 0.767 0.009 0.965 0.018 1.258
LOC388763 0.74 0.03 0.961 0.003 1.299
LOC400817 0.805 0.039 0.937 0.023 1.164
LOC391209 0.657 0.068 0.891 0.001 1.355
LOC388776 0.696 0.057 0.827 0.003 1.189
LOC391211 0.75 0.01 1.013 0.004 1.349



LOC400829 0.895 0.019 1.039 0 1.159
LOC400945 0.817 0.086 1.191 0.01 1.457
LOC388927 0.84 0.035 1.048 0.008 1.247
LOC400946 0.794 0.055 1.05 0.01 1.322
LOC388928 0.673 0.017 0.931 0.034 1.384
LOC391353 0.651 0.03 0.973 0.008 1.493
LOC400999 0.767 0.013 0.904 0.021 1.179
LOC389023 0.713 0.063 0.942 0.01 1.32
LOC389024 0.756 0.011 0.89 0.004 1.177
LOC389025 0.583 0.021 0.887 0.005 1.52
LOC389028 0.786 0.026 1.02 0.009 1.297
LOC391426 0.805 0.032 1.057 2.945 1.312
LOC391427 0.644 0.025 0.839 0.014 1.301
LOC391428 0.822 0.064 1.038 0.017 1.261
LOC391429 0.74 0.05 0.968 0.006 1.307
LOC388922 0.855 0.04 1.007 0.024 1.178
LOC400988 0.785 0.001 0.935 0 1.19
LOC400992 0.873 0.001 1.021 0.002 1.169
LOC389019 0.918 0.044 1.013 0.007 1.104
LOC402094 0.799 0.023 0.984 0.008 1.231
LOC402095 0.746 0.055 0.914 0.013 1.225
LOC389089 0.858 0.055 0.998 0.048 1.162
LOC388929 0.866 0.059 0.983 0.005 1.135
LOC388931 0.693 0.071 0.939 0.001 1.354
LOC391356 0.711 0.076 0.958 0.025 1.347
LOC388934 0.656 0.089 0.865 0.003 1.319
LOC400948 0.791 0.044 0.889 0.009 1.123
LOC388937 0.83 0.068 0.99 0.008 1.192
LOC388938 1.062 0.004 1.081 0.003 1.017
LOC388939 0.777 0.041 0.964 0.015 1.24
LOC400949 0.953 0.013 1.083 0.004 1.135
LOC388942 0.8 0 0.972 0.015 1.215
LOC400950 1.031 0.007 1.102 0.02 1.069
LOC388943 0.969 0.009 1.096 0.011 1.13
LOC400952 0.859 0.048 0.991 0.01 1.153
LOC388946 0.837 0.017 1.008 0.002 1.204
LOC388947 0.907 0 1.003 0.01 1.105
LOC388948 0.74 0.004 0.909 0.006 1.228
LOC388949 0.809 0.012 0.889 0.027 1.099
LOC400953 0.813 0.031 0.969 0.007 1.191
LOC400954 0.773 0.027 1.02 0.013 1.32
LOC388952 0.728 0.003 0.94 0.008 1.291
LOC400955 0.903 0.019 1.132 0.017 1.253
LOC400957 0.502 0.016 0.963 0.023 1.919
LOC388955 0.97 0.013 1.095 0.001 1.129
LOC400958 0.982 0.038 1.173 0.012 1.194
LOC388957 0.971 0.022 1.123 0.002 1.156
LOC400960 0.922 0.043 1.059 0.023 1.148
LOC400961 0.904 0.021 0.994 0.02 1.099
LOC388959 0.866 0.042 1.011 0.017 1.167
LOC388960 0.832 0.004 0.95 0.031 1.141



LOC388963 0.762 0.01 0.944 0 1.238
LOC400962 1.054 0.004 1.145 0.049 1.086
LOC388965 0.783 0.055 0.953 0.038 1.217
LOC400964 0.811 0.014 0.945 0.027 1.165
LOC388969 0.762 0.027 0.922 0.001 1.21
LOC400965 0.624 0.03 0.814 0.012 1.305
LOC400968 0.713 0.004 0.824 0.025 1.154
LOC388972 0.866 0.001 0.964 0.025 1.113
LOC400969 0.807 0.003 0.961 0.002 1.19
LOC391358 0.991 0.046 1.079 0.01 1.089
LOC391359 0.966 0.01 1.112 0.001 1.151
LOC391360 0.952 0.045 1.141 0 1.197
LOC391362 0.926 0.002 1.064 0.021 1.148
LOC391370 0.809 0.01 0.955 0.026 1.181
LOC391373 0.814 0.038 1.003 0.02 1.233
LOC402072 0.732 0.019 0.916 0.019 1.252
LOC402066 0.781 0.014 0.883 0.013 1.131
LOC391347 0.885 0.061 0.963 0.011 1.089
LOC388923 0.986 0.003 1.119 0.018 1.134
LOC400937 1.151 0.035 1.186 0.002 1.03
LOC391343 0.785 0.058 1.021 0.009 1.299
LOC389002 0.814 0.026 1.039 0.037 1.275
LOC400985 0.742 0.002 1.037 0.003 1.397
LOC400987 0.919 0.045 1.044 0.028 1.135
LOC391408 0.978 0.047 1.121 0.009 1.145
LOC402098 0.548 0.028 0.885 0.015 1.614
LOC391403 0.875 0.011 0.993 0.016 1.134
LOC389000 0.74 0.02 0.909 0 1.227
LOC391405 0.926 0.001 1.076 0.032 1.162
LOC401006 0.667 0.049 0.94 0.018 1.409
LOC389039 0.926 0.016 1.157 0.004 1.248
LOC389043 0.943 0.012 1.132 0.026 1.2
LOC389048 0.799 0.013 0.998 0.023 1.249
LOC389049 1.088 0.037 1.147 0.012 1.053
LOC389050 0.762 0.05 0.939 0.041 1.231
LOC401014 0.927 0.069 1.043 0.022 1.125
LOC391445 0.916 0.041 0.964 0.036 1.053
LOC389029 0.963 0.007 0.993 0.006 1.03
LOC389031 0.804 0.026 0.966 0.02 1.201
LOC389033 0.737 0.037 0.932 0.031 1.263
LOC401005 0.62 0.014 0.923 0.036 1.487
LOC402103 0.774 0.011 0.984 0.018 1.271
LOC389085 0.791 0.075 0.989 0 1.25
LOC401037 0.758 0.055 0.961 0.008 1.268
LOC389087 0.816 0.004 0.923 0.011 1.13
LOC401038 0.702 0.017 0.847 0.011 1.205
LOC400942 0.865 0.037 0.959 0.007 1.108
LOC388924 0.818 0.027 0.993 0.017 1.213
LOC400944 0.932 0.008 1.06 0.007 1.137
LOC391352 0.891 0.081 1.016 0.075 1.14
LOC389055 0.85 0.023 0.99 0.006 1.164



LOC401015 0.711 0.026 0.94 0.013 1.321
LOC401016 0.858 0.004 1.006 0.016 1.173
LOC389059 0.765 0.028 0.868 0.014 1.134
LOC401019 0.831 0.017 0.901 0.036 1.083
LOC401020 0.82 0.067 0.946 0.036 1.153
LOC401021 0.877 0.024 0.919 0.006 1.048
LOC401025 1.012 0.007 1.074 0.027 1.06
LOC401026 0.965 0.006 1.063 0.022 1.1
LOC389067 0.765 0.066 0.999 0.026 1.306
LOC389069 1.091 0.032 1.131 0.017 1.037
LOC389070 0.892 0.028 1.032 0.001 1.156
LOC389071 0.805 0.025 0.946 0.019 1.175
LOC389072 1.031 0.025 1.123 0.016 1.089
LOC389073 1.043 0.011 1.004 0.006 0.962
LOC389075 1.025 0.028 1.043 0.008 1.017
LOC401032 0.989 0.014 1.002 0.013 1.013
LOC389077 0.986 0 1.028 0.015 1.042
LOC401034 0.994 0.002 1.03 0.007 1.036
LOC389081 0.947 0.022 1.047 0.033 1.104
LOC402110 1.086 0.007 1.152 0 1.06
LOC391462 0.91 0.011 0.996 0.022 1.095
LOC391475 1.133 0.011 1.167 0 1.029
LOC402117 1.12 0.003 1.181 0.039 1.054
LOC391481 1.16 0.023 1.194 0.017 1.03
LOC402120 1.192 0.001 1.148 0.04 0.963
LOC391491 0.875 0.009 0.846 0.016 0.966
LOC391498 0.916 0.001 0.893 0.029 0.974
LOC402100 0.742 0.014 0.813 0.02 1.096
LOC401047 0.891 0.001 0.939 0.015 1.053
LOC401072 0.843 0.022 0.884 0.002 1.049
LOC389129 0.839 0.006 0.884 0.003 1.052
LOC401078 0.951 0.024 0.95 0.019 0.998
LOC391553 0.881 0.001 0.869 0.028 0.986
LOC391555 0.928 0.029 0.95 0.003 1.023
LOC401048 0.908 0.008 0.891 0.006 0.981
LOC401050 0.702 0.004 0.838 0.023 1.193
LOC401051 0.784 0.004 0.851 0.026 1.086
LOC401052 1.049 0.021 1.067 0.001 1.016
LOC389095 0.955 0.004 1.01 0.002 1.057
LOC401053 0.848 0.026 0.986 0.01 1.162
LOC401054 0.772 0.03 0.91 0.011 1.178
LOC401056 0.905 0.021 0.988 0.016 1.091
LOC401057 0.879 0.017 0.972 0.004 1.105
LOC389099 0.985 0.005 0.982 0.001 0.997
LOC401058 0.877 0.008 0.962 0.007 1.096
LOC401059 0.947 0.011 0.983 0.016 1.038
LOC389100 0.937 0.011 0.974 0.006 1.039
LOC389101 0.992 0.023 1.01 0.004 1.018
LOC389102 0.952 0.004 1.017 0.018 1.068
LOC389105 0.9 0.014 0.964 0.004 1.071
LOC389107 0.916 0 0.984 0.033 1.073



LOC389108 0.969 0.02 1.027 0.011 1.059
LOC389112 0.824 0.031 0.932 0.002 1.13
LOC401061 1.026 0.02 1.038 0.004 1.011
LOC401062 1.012 0.025 1.004 0.005 0.992
LOC401065 0.923 0.013 0.946 0.013 1.025
LOC389117 0.888 0.011 0.986 0.01 1.11
LOC389118 0.823 0.052 0.969 0.002 1.176
LOC389120 0.891 0.071 0.937 0.006 1.051
LOC401067 0.762 0.008 0.92 0.023 1.206
LOC389124 1.078 0.009 1.087 0.017 1.008
LOC401068 0.952 0.018 1.02 0.029 1.071
LOC389127 1.041 0.02 1.06 0.006 1.018
LOC401070 1 0.032 1.037 0.008 1.037
LOC402123 0.904 0.05 0.959 0.018 1.06
LOC391509 0.835 0.006 0.897 0.003 1.074
LOC391510 0.816 0.002 0.903 0.01 1.106
LOC391540 0.938 0.014 0.994 0.007 1.059
LOC391542 0.945 0.008 0.976 0.007 1.032
LOC389188 1.045 0.002 1.059 0.025 1.013
LOC389189 0.962 0.005 1.013 0.017 1.053
LOC389192 0.99 0.002 1.029 0.001 1.039
LOC402157 0.997 0.017 1.026 0.001 1.028
LOC401106 1.027 0.009 1.051 0.029 1.023
LOC389137 0.931 0.005 1.019 0.003 1.094
LOC401079 0.947 0.002 1.007 0 1.062
LOC389139 0.766 0.035 0.947 0.023 1.235
LOC401081 0.846 0.023 0.929 0.016 1.097
LOC401082 1.031 0.012 1.078 0 1.044
LOC389142 0.858 0.005 0.94 0.006 1.095
LOC389143 0.974 0.012 1.013 0.011 1.039
LOC401085 1.038 0.033 1.041 0.037 1.002
LOC389147 0.815 0.038 0.96 0.013 1.178
LOC401087 0.934 0.033 1.01 0.021 1.08
LOC389149 0.967 0.027 1.004 3.066 1.037
LOC389150 1.06 0.036 1.126 0.014 1.061
LOC401089 1.069 0.011 1.1 0.004 1.028
LOC389151 1.11 0.006 1.148 0.018 1.034
LOC389152 0.994 0.003 1.075 0.019 1.081
LOC389153 1.006 0.025 1.046 0.013 1.039
LOC389158 0.984 0.009 1.033 0.011 1.05
LOC389159 0.984 0.015 1.066 0.005 1.082
LOC389160 1.1 0.01 1.148 0.013 1.043
LOC389161 0.794 0.03 0.935 0.01 1.177
LOC389162 1.038 0.021 1.105 0.003 1.064
LOC389163 0.91 0.003 0.981 0.014 1.077
LOC389166 0.869 0.016 0.953 0.005 1.096
LOC389167 0.966 0.041 0.947 0.072 0.98
LOC389168 0.805 0.025 1.014 0.036 1.259
LOC401095 0.91 0.033 1.039 0.016 1.142
LOC389170 0.914 0.005 1.083 0.021 1.185
LOC401097 0.966 0.046 1.082 0.008 1.119



LOC401098 1.073 0.049 1.129 0 1.051
LOC389172 1.051 0.077 1.122 0.019 1.067
LOC389173 1.129 0.03 1.144 0.024 1.013
LOC389174 0.918 0.003 0.865 0.017 0.942
LOC389177 0.801 0.013 0.892 0.036 1.113
LOC401101 0.81 0.04 0.949 0.005 1.171
LOC389178 0.845 0.028 0.946 0.018 1.119
LOC401103 0.91 0.016 0.998 0.001 1.096
LOC389182 0.787 0.043 0.94 0.013 1.194
LOC389183 0.753 0.033 0.912 0.014 1.211
LOC389184 0.827 0.051 0.942 0.021 1.138
LOC389185 0.892 0.031 0.933 0.001 1.046
LOC391566 0.904 0.004 0.887 0.021 0.981
LOC402148 0.886 0.024 1.019 0.029 1.15
LOC391594 0.895 0.037 1.032 0.019 1.153
LOC402152 0.931 0.043 1.056 0.031 1.134
LOC401124 0.904 0.04 1.047 0 1.158
LOC401125 0.719 0.071 0.958 0.008 1.332
LOC401126 0.676 0.05 0.925 0.007 1.367
LOC401128 0.974 0.004 1.12 0.017 1.15
LOC389211 0.838 0.01 1.037 0.015 1.238
LOC389212 0.802 0.02 0.985 0.004 1.228
LOC401147 0.799 0.08 0.964 0.02 1.206
LOC389217 0.608 0.011 0.811 0.045 1.333
LOC401149 0.837 0.025 1.002 0.001 1.196
LOC401151 0.97 0.043 1.107 0.005 1.141
LOC401154 0.987 0.069 1.128 0.026 1.143
LOC401155 0.592 0.011 0.948 0.028 1.599
LOC391692 0.819 0.01 1.021 0.016 1.245
LOC402188 0.924 0.009 1.106 0.025 1.196
LOC391701 0.659 0.025 0.854 0.024 1.295
LOC389224 0.618 0.037 0.885 0.004 1.431
LOC389228 0.78 0.029 0.941 0.01 1.207
LOC389230 0.853 0 0.978 0.048 1.146
LOC389232 0.708 0 0.958 0.024 1.353
LOC389233 0.952 0.01 1.054 0.036 1.107
LOC389236 0.739 0.025 0.973 0.025 1.317
LOC389237 0.893 0.053 1.07 0.02 1.197
LOC389239 0.842 0.09 1.063 0.044 1.262
LOC389240 0.767 0.025 1.027 0.036 1.339
LOC391705 0.738 0.035 0.992 0.017 1.344
LOC391707 0.836 0.017 0.999 0.017 1.195
LOC391711 0.837 0.077 0.976 0.011 1.166
LOC391712 0.85 0.01 0.982 0.026 1.155
LOC391714 0.814 0.011 1.011 0.013 1.242
LOC401134 0.815 0 0.976 0.022 1.197
LOC401135 0.768 0.001 0.997 0.009 1.298
LOC401136 0.885 0.007 1.049 0.004 1.185
LOC391656 0.927 0.021 1.059 0.028 1.142
LOC391661 0.82 0.053 1 0.002 1.219
LOC401160 0.89 0 1.05 0.024 1.179



LOC389242 0.67 0.074 0.875 0.002 1.305
LOC389243 1.055 0.003 1.064 0.004 1.008
LOC389246 0.922 0.042 0.994 0.019 1.078
LOC389247 1.006 0.031 1.062 0.057 1.055
LOC389248 0.942 0.019 1.012 0.039 1.075
LOC389250 0.629 0.013 0.886 0.02 1.407
LOC401164 1.016 0.051 1.139 0.002 1.12
LOC401165 0.808 0.077 0.963 0.018 1.192
LOC389252 0.808 0.019 1.007 0.008 1.246
LOC391722 0.804 0.089 0.981 0.04 1.22
LOC391723 0.841 0.009 0.916 0.021 1.089
LOC401132 0.751 0.023 0.918 0.008 1.222
LOC401112 0.875 0.01 0.987 0.044 1.127
LOC402160 0.969 0.037 1.055 0.014 1.089
LOC401119 0.898 0.077 1.058 0.005 1.177
LOC389207 0.936 0.004 1.043 0.022 1.114
LOC389202 0.933 0.024 1.037 0.002 1.111
LOC389204 0.852 0.036 1.033 0.024 1.211
LOC389257 1.002 0.022 1.084 0.003 1.081
LOC401169 0.846 0.031 0.947 0.024 1.119
LOC389264 0.879 0.044 1.002 0.013 1.139
LOC389267 0.898 0.044 0.974 0.02 1.084
LOC401171 0.927 0.012 1.037 0.003 1.119
LOC389268 0.729 0.047 1.006 0.002 1.38
LOC389269 0.753 0.066 0.971 0.01 1.289
LOC389270 0.934 0.017 1.101 0.008 1.178
LOC389271 0.761 0.041 1.023 0.014 1.344
LOC389273 0.725 0.055 0.995 0.001 1.373
LOC401175 0.795 0.103 1.105 0.015 1.389
LOC401176 0.677 0.047 1.008 0 1.489
LOC389275 0.935 0.018 1.093 0.012 1.168
LOC401177 0.975 0.006 1.135 0.012 1.164
LOC391733 0.925 0.009 0.993 0.036 1.073
LOC391742 0.77 0.05 0.934 0.051 1.213
LOC391745 0.793 0.072 0.971 0.005 1.223
LOC391746 0.766 0.032 0.948 0.01 1.237
LOC391747 0.703 0.093 0.95 0.003 1.35
LOC389341 0.721 0.05 0.892 0.015 1.235
LOC401216 0.59 0.123 0.856 0.009 1.449
LOC389342 0.632 0.063 0.848 0.006 1.342
LOC389345 0.714 0.049 0.865 0.001 1.211
LOC401220 0.766 0.025 0.869 0.033 1.134
LOC389347 0.874 0.043 1.032 0.004 1.18
LOC391844 0.786 0.064 0.99 0.014 1.259
LOC391847 0.74 0.055 0.984 0.002 1.329
LOC391849 0.751 0.116 1.038 0.028 1.382
LOC402237 0.623 0.126 0.957 0.007 1.536
LOC401202 0.795 0.024 1.047 0.02 1.317
LOC389310 0.692 0.11 0.937 0.013 1.353
LOC389311 0.83 0.156 1.089 0.009 1.311
LOC389335 0.875 0.082 1.067 0.019 1.219



LOC401212 0.905 0.063 1.088 0.015 1.202
LOC389338 0.791 0.032 1.002 0.011 1.266
LOC389339 0.633 0.08 0.937 0.034 1.48
LOC401215 0.744 0.11 0.995 0.016 1.337
LOC391840 0.677 0.079 0.951 0.03 1.405
LOC401204 0.651 0.111 0.994 0.016 1.526
LOC389318 0.811 0.1 1.123 0.013 1.384
LOC389319 0.742 0.162 1.091 0.007 1.469
LOC389321 0.864 0.07 1.068 0.005 1.236
LOC401207 0.741 0.078 0.993 0.024 1.339
LOC389322 0.776 0.074 1.034 0.008 1.332
LOC389323 0.714 0.028 0.975 0.003 1.365
LOC389325 0.736 0.082 0.967 0.017 1.313
LOC389329 0.76 0.068 0.988 0.022 1.3
LOC389330 0.581 0.137 0.964 0.002 1.659
LOC389331 0.672 0.161 1.024 0.037 1.523
LOC389332 0.677 0.148 1.042 0.026 1.538
LOC401210 0.762 0.145 1.021 0.008 1.34
LOC389333 0.645 0.089 0.941 0.018 1.458
LOC391817 0.762 0.063 1 0.009 1.312
LOC389290 0.774 0.036 0.993 0.006 1.282
LOC401188 0.513 0.129 0.866 0.002 1.686
LOC389293 0.807 0.083 1.073 0.013 1.329
LOC401190 0.885 0.068 1.089 0 1.23
LOC391784 0.712 0.075 1.01 0.012 1.418
LOC389276 0.731 0.089 0.959 0.022 1.312
LOC389281 0.795 0.091 1.028 0.018 1.292
LOC401180 0.832 0.049 1.009 0.013 1.212
LOC401182 0.823 0.061 1.01 0.037 1.226
LOC389286 0.822 0.077 1.02 0.016 1.241
LOC389288 0.836 0.024 1.021 0.025 1.22
LOC389289 0.744 0.121 1.043 0.015 1.401
LOC402199 0.779 0.039 1.028 0.043 1.319
LOC391749 0.807 0.088 1.054 0 1.304
LOC402200 0.755 0.098 0.997 0.009 1.319
LOC402201 0.651 0.12 0.98 0.007 1.504
LOC402202 0.734 0.034 0.97 0.013 1.321
LOC402203 0.683 0.123 0.96 0.023 1.404
LOC402204 0.765 0.045 1.038 0.008 1.356
LOC402205 0.797 0.05 1.027 0.004 1.287
LOC402206 0.805 0.023 1.038 0.028 1.288
LOC401121 0.736 0.098 0.997 0.005 1.354
LOC402165 0.779 0.085 0.998 0.025 1.28
LOC402166 0.745 0.082 1.01 0 1.354
LOC402167 0.773 0.053 0.99 0.006 1.28
LOC402168 0.723 0.094 0.981 0.002 1.357
LOC402169 0.742 0.056 0.967 0.008 1.304
LOC402170 0.827 0.009 0.955 0.01 1.154
LOC402207 0.891 0.008 0.914 0 1.026
LOC402208 0.912 0 0.953 0 1.045
LOC402209 0.948 0.026 0.952 0.017 1.003



LOC402210 0.972 0.003 1.009 0.006 1.038
LOC391761 1.01 0.027 1.045 0.005 1.034
LOC402211 1.035 0.001 1.044 0.002 1.009
LOC391763 1.087 0.008 1.104 0.002 1.015
LOC391764 1.123 0.011 1.135 0.001 1.01
LOC391767 1.115 0.042 1.094 0.012 0.981
LOC391769 0.988 0.007 0.994 0.005 1.005
LOC391770 0.922 0.009 0.915 0.045 0.993
LOC389300 0.853 0.051 0.894 0.019 1.047
LOC389301 0.904 0.017 0.914 0.024 1.011
LOC401198 0.919 0.005 0.963 0.006 1.047
LOC401199 0.78 0.008 0.88 0.006 1.127
LOC389305 0.772 0.003 0.872 0.024 1.13
LOC389308 0.858 0.002 0.899 0.013 1.047
LOC391797 0.963 0.007 0.974 0.024 1.011
LOC391807 0.748 0.019 0.81 0.022 1.082
LOC391809 0.794 0.004 0.832 0.038 1.047
LOC401222 1.008 0.017 0.953 0.006 0.945
LOC401224 1.004 0.001 1.012 0.004 1.007
LOC401225 0.96 0.011 0.997 0.004 1.038
LOC389352 1.006 0.01 1.012 0.011 1.005
LOC389353 0.964 0.013 0.982 0.019 1.018
LOC391859 1.107 0.005 1.065 0.028 0.961
LOC389416 0.927 0.001 0.978 0.002 1.055
LOC401270 0.728 0.011 0.912 0.016 1.251
LOC389419 0.835 0.018 0.934 0.012 1.118
LOC389421 0.864 0.011 0.927 0.031 1.073
LOC389422 0.909 0.001 0.951 0.029 1.045
LOC389425 0.821 0.018 0.898 0.016 1.092
LOC389427 0.955 0.008 0.965 0.026 1.01
LOC389428 1.031 0.004 1.037 0.011 1.005
LOC401272 1.118 0.026 1.096 0.014 0.98
LOC389429 1.161 0.017 1.153 0.004 0.993
LOC389432 1.044 0.029 1.027 0.01 0.983
LOC389435 0.941 0.019 1.004 0.029 1.066
LOC389437 0.861 0.008 0.945 0.023 1.098
LOC389358 0.864 0.007 0.952 0.038 1.102
LOC401230 0.786 0.01 0.86 0.037 1.094
LOC401233 0.89 0.001 0.967 0.024 1.087
LOC389362 1.008 0.033 1.01 0.046 1.002
LOC389364 1.034 0.021 1.066 0.01 1.031
LOC389365 1.104 0.041 1.115 0.005 1.01
LOC389403 1.018 0.008 1.075 0.012 1.056
LOC389405 0.87 0.031 0.949 0.038 1.09
LOC389409 1.058 0.035 1.066 0.015 1.007
LOC389413 0.871 0.003 0.878 0 1.007
LOC401268 0.854 0.03 0.918 0.002 1.074
LOC389415 0.932 0.014 0.996 0 1.068
LOC401286 0.927 0.036 0.993 0.001 1.07
LOC401287 1.076 0.029 1.077 0.019 1
LOC401280 0.962 0.022 1.065 1.059 1.106



LOC389438 1.045 0.025 1.082 0.026 1.035
LOC389440 1.121 0.027 1.139 0.006 1.015
LOC389441 1.013 0.008 1.081 0.002 1.067
LOC389442 1.056 0.018 1.067 0.03 1.01
LOC389443 1.074 0.007 1.029 0.009 0.958
LOC389447 0.958 0.016 0.964 0.017 1.006
LOC401282 0.929 0.001 0.936 0.034 1.007
LOC401284 0.998 0.017 1.039 0.009 1.041
LOC401285 1.068 0.005 1.1 0.005 1.029
LOC401289 1.032 0.038 1.122 0.047 1.087
LOC401234 1.028 0.039 1.104 0.006 1.073
LOC389366 1.02 0.019 1.118 0.016 1.096
LOC389369 1.021 0.049 1.091 0.027 1.068
LOC401236 0.927 0.024 0.994 0.008 1.072
LOC401237 0.853 0.014 0.939 0.026 1.1
LOC389370 0.976 0.012 0.985 0.006 1.008
LOC401239 1.055 0.022 1.083 0.015 1.026
LOC389372 0.826 0.016 0.935 0.003 1.131
LOC401242 0.912 0.031 0.984 0.011 1.079
LOC401250 1.108 0.011 1.177 0.047 1.062
LOC401252 0.99 0.021 1.063 0.019 1.073
LOC401254 0.892 0.022 0.991 0.002 1.111
LOC401255 0.929 0.017 0.999 0.016 1.075
LOC401256 1.025 0.014 1.057 0.038 1.031
LOC389384 0.882 0.032 0.942 0.009 1.067
LOC389385 0.895 0.002 0.907 0.002 1.013
LOC389386 0.903 0.005 0.927 0.007 1.026
LOC389389 0.853 0.013 0.951 0.027 1.114
LOC389390 0.935 0.006 0.998 0.018 1.067
LOC389392 1.033 0.002 1.065 0.004 1.03
LOC389394 1.055 0.004 1.07 0.021 1.014
LOC389395 1.07 0.02 1.064 0.006 0.994
LOC389396 1.073 0.03 1.082 0.015 1.009
LOC401264 1.147 0.001 1.115 0.004 0.971
LOC389398 1.1 0.008 1.049 0.016 0.953
LOC401291 1.138 0.01 1.059 0 0.93
LOC401293 0.87 0.01 0.863 0.014 0.992
LOC389452 0.901 0.005 0.9 0 0.998
LOC401295 0.848 0.03 0.906 0.008 1.069
LOC389490 0.896 0.014 0.943 0.042 1.052
LOC401345 0.926 0.015 1.006 0.012 1.086
LOC401437 0.855 0.022 0.909 0.011 1.063
LOC389602 0.906 0.044 0.933 0 1.029
LOC392159 0.918 0.028 0.858 0.002 0.935
LOC401352 0.913 0.073 0.863 0.013 0.945
LOC401353 0.877 0.041 0.827 0.009 0.943
LOC401356 1.052 0.031 0.968 0.011 0.92
LOC401357 1.007 0.002 0.99 0.012 0.983
LOC401358 1.015 0.014 1.011 0.005 0.996
LOC389506 0.923 0.021 1.021 0.02 1.106
LOC401361 0.972 0.032 1.069 0.017 1.099



LOC401363 0.881 0.016 1.04 0.003 1.179
LOC401367 0.768 0.006 0.92 0.003 1.196
LOC389523 0.89 0.071 0.949 0.008 1.066
LOC402269 1.077 0.022 0.983 0.001 0.912
LOC402273 0.857 0.005 0.815 0.007 0.951
LOC402275 0.87 0.04 0.941 0.015 1.081
LOC402279 0.878 0.036 0.986 0.014 1.123
LOC402280 0.992 0.023 1.087 0.017 1.096
LOC392164 1.014 0.036 1.148 0.007 1.131
LOC401296 0.97 0.016 1.085 0.012 1.119
LOC389457 1.007 0.048 1.148 0.008 1.139
LOC401303 1.101 0.004 1.099 0.033 0.998
LOC401307 0.996 0.017 1.042 0.006 1.046
LOC401308 1.082 0.032 1.043 0 0.963
LOC389469 0.922 0.022 0.903 0.01 0.979
LOC401310 0.947 0.003 0.973 0.023 1.028
LOC401312 0.829 0.022 0.972 0.027 1.172
LOC389473 0.98 0.061 1.076 0.016 1.097
LOC401314 0.877 0.027 1.013 0.03 1.153
LOC401316 1.067 0.008 1.156 0.007 1.082
LOC401317 0.927 0.073 1.075 0.016 1.16
LOC401320 0.954 0.027 1.101 0.023 1.153
LOC401321 1.028 0.061 1.109 0.001 1.078
LOC401322 0.835 0.015 0.937 0.042 1.121
LOC401324 0.904 0.006 0.914 0.011 1.011
LOC401328 0.861 0.017 0.963 0.015 1.118
LOC401330 0.832 0.026 0.973 0.019 1.169
LOC401331 0.916 0.061 1.041 0.009 1.135
LOC401335 1.013 0.085 1.113 0.008 1.097
LOC402244 1.021 0.02 1.098 0.003 1.074
LOC402245 0.998 0.071 1.09 0.019 1.092
LOC402247 1.068 0.02 1.093 0.018 1.022
LOC402251 1.037 0.063 1.083 0.01 1.044
LOC402252 1.048 0.03 1.054 0.016 1.005
LOC402253 0.997 0.007 0.991 0.014 0.994
LOC389562 0.929 0.031 0.971 0.002 1.044
LOC401409 0.94 0.038 0.975 0.009 1.037
LOC401410 0.874 0.012 0.994 0.008 1.137
LOC401429 0.877 0.016 0.974 0.021 1.109
LOC401431 1.078 0.05 1.076 0.006 0.998
LOC389599 0.894 0.04 0.99 0.002 1.106
LOC401433 1.1 0.045 1.06 0.021 0.963
LOC401434 0.95 0.006 1.026 0.01 1.079
LOC402301 0.919 0.002 0.986 0.007 1.072
LOC392145 0.82 0.032 0.858 0.02 1.046
LOC402318 0.838 0.021 0.918 0.009 1.095
LOC392152 0.863 0.033 0.937 0 1.085
LOC402322 0.875 0.041 0.943 0.011 1.078
LOC401383 1.055 0.006 1.064 0.013 1.008
LOC389517 0.765 0.006 0.933 0.002 1.219
LOC389526 0.926 0.022 0.973 0.006 1.051



LOC401384 0.925 0.029 0.959 0 1.036
LOC389530 0.981 0.029 0.978 0.003 0.997
LOC401385 0.907 0.037 0.953 0.018 1.051
LOC401386 0.939 0.026 0.931 0 0.991
LOC401387 0.764 0.047 0.862 0.016 1.128
LOC389533 0.773 0.045 0.88 0.015 1.137
LOC389538 0.91 0.012 1.03 0.008 1.132
LOC401391 0.877 0.02 1.025 0.002 1.168
LOC401393 0.908 0.015 1.029 0.005 1.133
LOC389541 1.018 0.008 1.139 0.032 1.118
LOC401394 0.97 0.007 1.048 0.009 1.08
LOC401396 1.065 0.006 1.143 0.024 1.072
LOC401397 1.127 0.01 1.146 0.007 1.016
LOC389549 0.923 0.064 1.014 0.011 1.098
LOC401398 0.878 0.029 0.947 0.015 1.078
LOC401399 0.906 0.039 0.986 0.013 1.089
LOC401400 0.821 0.011 0.87 0.025 1.059
LOC401407 0.929 0.065 0.993 0.009 1.069
LOC402281 0.803 0.025 0.896 0 1.116
LOC402282 0.824 0.035 0.892 0.018 1.083
LOC392943 0.708 0.007 0.813 0.014 1.148
LOC402286 0.863 0.033 0.926 0.015 1.073
LOC402287 0.846 0.05 0.902 0.011 1.066
LOC402289 0.758 0.001 0.816 0.002 1.075
LOC392084 0.789 0.002 0.866 0.029 1.097
LOC402295 0.873 0.008 0.934 0.012 1.069
LOC402300 0.989 0.035 1.013 0.032 1.023
LOC392617 0.943 0.018 1.014 0.011 1.075
LOC392621 0.9 0.012 0.983 0.006 1.092
LOC402455 0.942 0.008 0.984 0.008 1.044
LOC392630 0.923 0.007 0.989 0.01 1.071
LOC392631 0.911 0.005 0.972 0.014 1.067
LOC402461 0.95 0.013 0.984 0.012 1.035
LOC392634 0.941 0.028 0.936 0.018 0.995
LOC392636 0.971 0.026 1.006 0.019 1.036
LOC402463 0.889 0.026 1.014 0.032 1.141
LOC402466 0.883 0.004 0.98 0.008 1.11
LOC402469 0.905 0.03 0.964 0.019 1.065
LOC392647 1.03 0.032 1.052 0.023 1.021
LOC402472 0.958 0.006 1.015 0.009 1.059
LOC402475 0.952 0.013 0.993 0.013 1.042
LOC402476 0.946 0.034 1.032 0.033 1.09
LOC402477 0.862 0.003 0.925 0.008 1.073
LOC402480 0.914 0.027 0.94 0.005 1.028
LOC402481 0.774 0.045 0.896 0.024 1.157
LOC392661 0.929 0.058 1.053 0.003 1.134
LOC402485 0.849 0.053 1.011 0.03 1.191
LOC402487 0.785 0.052 0.904 0.012 1.151
LOC402488 0.845 0.029 0.985 0 1.164
LOC402489 0.902 0.08 0.991 0.049 1.098
LOC402490 0.945 0.022 0.97 0.013 1.026



LOC392666 0.912 0.023 0.907 0.04 0.994
LOC402494 1.034 0.02 1.046 0.008 1.011
LOC392670 0.893 0.076 0.985 0.024 1.102
LOC402505 1.027 0.001 1.058 0.004 1.03
LOC402506 0.972 0.042 1.072 0.011 1.102
LOC402508 0.794 0.049 0.911 0.019 1.147
LOC402509 0.965 0.029 1.072 0 1.111
LOC402633 0.97 0.011 1.034 0.003 1.066
LOC402634 0.957 0.015 1.045 0.018 1.092
LOC402637 1.014 0.005 1.035 0.01 1.02
LOC392862 0.976 0.025 1.001 0.009 1.025
LOC402641 1.001 0.011 1.037 0.009 1.035
LOC402643 1.051 0.014 1.057 0.035 1.006
LOC402644 0.977 0.002 1.032 0.018 1.056
LOC402515 0.893 0.089 1.067 0 1.194
LOC402516 0.931 0.017 1.071 0.017 1.15
LOC402520 1.047 0.024 1.102 0 1.051
LOC402521 1.041 0.01 1.059 0 1.016
LOC402522 1.011 0.062 1.09 0.009 1.077
LOC402523 1.05 0.006 1.065 0.012 1.013
LOC402524 1.036 0.035 1.073 0.029 1.035
LOC402525 1.031 0.003 1.051 0.011 1.018
LOC402527 1.021 0.03 1.037 0.006 1.015
LOC392702 0.935 0.024 1.032 0.025 1.103
LOC402530 0.935 0.094 1.082 0.001 1.157
LOC402532 0.915 0.043 1.053 0.022 1.15
LOC402537 0.793 0.056 0.976 0.003 1.231
LOC402538 0.981 0.024 1.051 0.036 1.072
LOC402539 0.97 0.017 1.035 0.012 1.067
LOC392726 1.051 0.033 1.087 0 1.034
LOC402663 0.937 0.002 0.96 0.02 1.024
LOC402665 0.974 0.002 0.978 0.018 1.003
LOC402669 1.04 0.004 1.033 0.011 0.993
LOC392730 0.88 0.031 0.942 0.024 1.07
LOC402575 0.855 0.009 0.979 0.019 1.145
LOC402576 0.886 0.03 1.056 0.012 1.192
LOC402578 0.89 0.007 1.063 0.008 1.194
LOC402579 1.026 0.041 1.192 0.014 1.161
LOC402580 0.959 0.006 1.128 0.001 1.176
LOC402582 1.077 0.043 1.223 0.011 1.134
LOC402586 0.926 0.013 1.082 0.008 1.169
LOC402587 1.148 0.039 1.159 0.031 1.01
LOC392779 0.844 0.008 1.002 0.014 1.187
LOC389550 0.94 0.04 0.928 0.026 0.986
LOC402589 0.883 0.026 0.908 0.004 1.028
LOC402590 0.917 0.043 0.956 0.002 1.042
LOC402591 0.999 0.004 0.988 0.018 0.988
LOC402592 0.87 0.044 0.946 0.001 1.088
LOC392790 0.984 0.033 0.985 0.01 1.001
LOC392791 0.8 0.03 0.818 0.004 1.022
LOC402596 0.881 0 0.872 0.016 0.989



LOC392793 0.709 0.02 0.804 0.006 1.134
LOC402598 0.895 0.013 0.854 0.001 0.954
LOC402600 0.959 0.022 1.002 0.004 1.044
LOC402601 0.941 0.021 0.934 0.006 0.993
LOC402603 0.895 0.007 0.98 0.009 1.094
LOC402604 0.953 0.017 1.009 0 1.058
LOC402617 1.053 0.069 1.097 0.017 1.041
LOC402619 0.743 0.069 0.892 0.01 1.199
LOC402620 0.863 0.042 0.946 0 1.095
LOC392843 0.897 0.043 0.987 0.011 1.099
LOC402625 0.959 0.048 0.978 0.014 1.019
LOC402626 0.863 0.01 0.895 0.012 1.036
LOC402629 0.939 0.057 1.012 0.005 1.077
LOC392965 0.963 0.024 1.009 0.008 1.047
LOC402687 0.914 0.064 1.022 0.011 1.118
LOC392979 0.885 0.021 1.025 0.009 1.158
LOC402689 0.876 0.037 1.011 0.027 1.153
LOC402693 1.124 0.007 1.173 0.002 1.043
LOC392993 0.954 0.077 1.06 0.012 1.111
LOC402694 0.863 0.017 0.979 0.014 1.134
LOC392997 0.849 0.02 0.912 0.012 1.074
LOC402695 0.878 0.01 0.942 0.036 1.073
LOC402696 0.784 0.07 0.946 0.002 1.206
LOC402697 0.825 0 0.944 0.002 1.144
LOC402709 0.897 0.088 1.024 0.004 1.141
LOC393045 0.936 0.035 1.085 0.036 1.158
LOC402714 0.949 0.051 1.057 0.03 1.113
LOC393062 0.824 0.03 0.95 0.023 1.152
LOC402716 0.756 0.073 0.995 0.02 1.315
LOC402720 0.829 0.006 0.947 0.02 1.142
LOC402632 0.833 0.008 0.947 0.029 1.136
LOC392848 0.9 0.001 0.935 0.007 1.038
LOC392850 1 0.002 1.094 0.009 1.093
LOC393076 0.918 0.034 0.992 0.007 1.08
LOC393078 0.921 0.092 1.06 0.003 1.15
LOC389641 0.987 0.003 1.077 0.008 1.091
LOC389642 1.052 0.083 1.096 0.011 1.041
LOC389643 0.899 0.013 1.008 0 1.12
LOC392208 0.866 0.055 1.023 0.005 1.181
LOC389652 0.907 0.031 1.005 0.011 1.108
LOC389654 0.958 0.016 1.015 0.018 1.059
LOC392217 0.939 0.002 0.98 0.01 1.044
LOC401483 0.885 0.019 0.957 0.01 1.081
LOC389695 0.909 0.029 1.015 0.021 1.116
LOC389697 0.926 0.045 1.065 0.004 1.149
LOC392275 1.066 0.004 1.101 0.006 1.033
LOC402353 0.903 0.066 1.025 0.006 1.135
LOC402354 0.852 0.017 0.953 0.005 1.117
LOC401440 0.856 0.024 1.011 0.012 1.181
LOC401441 1.018 0.018 1.089 0.037 1.069
LOC389607 0.874 0.066 0.926 0.015 1.059



LOC401442 0.919 0.06 1.001 0.003 1.088
LOC401444 0.966 0.071 1.028 0 1.064
LOC401445 0.776 0.025 0.979 0.027 1.261
LOC389611 0.934 0.035 1.057 0.013 1.13
LOC402326 0.781 0 0.922 0.019 1.179
LOC392177 0.823 0.067 0.934 0.01 1.134
LOC392179 0.905 0.021 0.987 0.014 1.09
LOC401478 0.992 0.001 1.048 0.007 1.056
LOC389689 1.003 0.003 1.026 0.021 1.022
LOC401480 0.846 0.068 0.939 0.016 1.109
LOC389633 0.913 0.02 0.969 0.006 1.061
LOC401454 0.937 0.004 0.95 0.011 1.012
LOC401456 0.978 0.02 1.001 0.015 1.022
LOC389636 0.958 0.023 0.985 0.013 1.028
LOC389637 0.992 0.005 1.043 0.003 1.051
LOC389638 0.992 0.015 1.019 0.006 1.026
LOC389618 1.04 0.031 1.079 0.016 1.037
LOC389628 0.97 0.02 1.068 0.003 1.1
LOC401449 0.81 0.003 0.869 0.001 1.072
LOC389624 0.994 0.042 0.992 0.014 0.998
LOC389630 1.022 0.029 1.033 0.007 1.01
LOC401466 0.853 0.02 0.826 0.012 0.968
LOC401485 0.951 0.014 0.954 0.003 1.003
LOC389295 0.664 0.007 0.822 0.007 1.237
LOC401467 0.92 0.019 0.898 0.05 0.975
LOC389676 0.829 0.002 0.906 0.014 1.092
LOC401471 0.884 0.006 0.915 0.004 1.034
LOC389683 0.875 0.033 0.902 0.007 1.03
LOC389685 0.775 0.009 0.833 0.021 1.074
LOC401476 0.758 0.038 0.764 0.023 1.007
LOC389687 0.713 0.004 0.76 0.019 1.066
LOC401477 0.836 0.021 0.86 0.017 1.028
LOC392262 0.764 0.002 0.884 0.021 1.157
LOC389656 0.961 0.007 0.99 0.023 1.03
LOC389657 0.991 0.025 1.024 0.004 1.033
LOC389659 1.041 0.038 1.055 0 1.013
LOC389660 0.915 0.018 0.98 0.017 1.07
LOC401460 0.847 0.035 0.954 0.01 1.126
LOC389663 0.848 0.032 0.938 0.013 1.106
LOC401463 0.908 0.044 0.969 0 1.067
LOC389665 0.804 0.013 0.888 0.009 1.103
LOC401464 0.976 0.019 1.027 0.001 1.051
LOC389666 0.985 0.002 1.043 0.004 1.058
LOC389668 1.019 0.013 1.055 0.019 1.035
LOC389669 1.042 0.002 1.136 0.004 1.09
LOC389671 1.049 0.027 1.124 0.043 1.071
LOC389672 0.914 0.005 1.023 0.018 1.119
LOC389674 0.93 0.023 1.01 0.014 1.085
LOC402336 0.957 0.011 1.028 0.004 1.074
LOC392221 0.859 0.037 0.895 0.001 1.042
LOC392222 0.973 0.02 0.97 0.018 0.996



LOC389667 0.897 0.034 0.958 0.01 1.068
LOC402340 0.958 0 1.028 0.002 1.072
LOC392238 0.953 0.037 1.054 0.023 1.105
LOC389650 0.995 0.002 1.072 0.008 1.077
LOC389651 0.94 0.035 1.038 0.01 1.104
LOC402382 1.02 0.005 1.087 0.009 1.066
LOC401530 0.935 0.041 1.016 0.012 1.086
LOC401531 1.023 0.012 1.08 0.005 1.055
LOC389761 0.981 0.043 1.025 0.012 1.044
LOC389764 0.938 0.001 0.955 0.003 1.018
LOC389765 1.024 0.018 1.064 0.002 1.039
LOC389766 0.939 0.004 1.011 0.006 1.076
LOC389767 0.992 0.022 1.091 0.008 1.1
LOC389768 1.034 0.013 1.134 0.006 1.097
LOC401537 0.925 0.023 1.029 0.015 1.112
LOC392347 1.137 0.014 1.162 0 1.021
LOC392352 1.027 0.023 1.103 0 1.073
LOC392360 0.991 0.011 1.067 0.004 1.076
LOC389813 0.959 0.03 1.026 0.021 1.069
LOC389814 0.869 0.037 0.864 0.016 0.994
LOC389815 0.942 0.003 1.008 0.015 1.07
LOC389816 0.978 0.01 1.06 0.013 1.083
LOC389797 0.975 0.013 1.09 0.005 1.117
LOC389801 0.959 0.005 1.052 0.003 1.096
LOC401507 1.113 0.024 1.147 0.017 1.03
LOC401509 1.061 0.007 1.134 0.014 1.069
LOC389727 0.966 0.01 1.048 0.007 1.085
LOC389730 0.917 0.015 1.031 0.033 1.123
LOC401511 1.034 0.038 1.065 0.007 1.029
LOC402367 0.891 0.006 0.936 0.01 1.051
LOC401516 0.999 0.028 1.029 0.004 1.029
LOC389737 0.894 0.005 0.944 0 1.055
LOC401518 0.974 0.007 1.046 0.034 1.073
LOC389742 0.991 0.003 1.049 0.034 1.058
LOC401520 0.936 0.064 1.059 0.002 1.131
LOC401522 0.968 0.028 1.064 0.025 1.1
LOC389748 0.889 0.039 1.002 6.231 1.127
LOC389749 0.856 0.012 0.963 0.026 1.125
LOC401524 0.947 0.049 0.983 0.003 1.037
LOC401525 0.891 0.014 0.911 0.005 1.022
LOC389753 0.762 0.083 0.914 0.019 1.199
LOC401528 0.868 0.032 1.018 0.023 1.173
LOC389757 0.679 0.037 0.932 0.002 1.373
LOC401529 0.886 0.046 1.086 0.001 1.226
LOC389819 0.931 0.041 1.12 0.005 1.202
LOC401513 0.81 0.029 1.096 0.019 1.351
LOC389822 0.828 0.056 1.07 0.005 1.292
LOC389725 0.976 0.005 1.129 0.027 1.156
LOC389734 0.732 0.048 1.056 0.005 1.442
LOC389752 0.821 0.038 1.034 0.028 1.26
LOC401539 0.938 0.03 1.029 0.001 1.096



LOC389771 0.81 0.017 1.021 0.042 1.26
LOC389827 0.697 0.001 0.938 0.019 1.344
LOC401487 0.764 0.042 0.987 0.011 1.292
LOC401490 0.889 0.003 1.073 0.004 1.205
LOC389702 0.897 0.017 1.057 0.015 1.178
LOC389703 0.785 0.001 0.992 0.024 1.263
LOC401491 0.777 0.009 0.967 0.026 1.243
LOC401492 0.845 0.01 0.981 0.051 1.16
LOC389705 0.666 0.03 0.877 0.045 1.316
LOC401494 0.797 0.037 0.982 0.003 1.232
LOC401495 0.844 0.042 1.012 0 1.199
LOC389707 0.814 0.026 1.025 0.009 1.259
LOC401497 0.745 0.04 1.024 0.03 1.373
LOC389710 0.818 0.04 1.055 0.032 1.289
LOC401499 0.955 0.014 1.14 0.001 1.193
LOC401500 0.83 0.015 1.072 0.023 1.291
LOC401504 0.773 0.002 1.012 0.026 1.308
LOC401506 0.641 0.075 0.942 0.007 1.469
LOC392288 0.744 0.032 0.938 0.046 1.26
LOC402357 0.69 0.053 0.921 0.017 1.334
LOC402360 0.658 0.07 0.904 0.016 1.373
LOC392314 0.857 0.046 1.066 0.012 1.243
LOC401543 0.788 0.076 1.072 0.016 1.36
LOC401544 0.859 0.08 1.08 0.027 1.257
LOC389777 0.718 0.025 0.999 0.007 1.389
LOC389778 0.852 0.1 1.127 0.014 1.322
LOC401545 0.961 0.033 1.116 0.012 1.161
LOC389782 0.626 0.059 0.923 0.021 1.473
LOC401546 0.859 0.025 0.991 0.012 1.152
LOC401548 0.659 0.027 0.9 0.027 1.364
LOC401549 0.721 0.058 0.911 0.015 1.262
LOC389786 0.869 0.027 1.088 0.031 1.251
LOC401550 0.778 0.08 1.019 0.016 1.31
LOC401551 0.776 0.137 1.068 0.051 1.375
LOC401552 0.839 0.092 1.057 0.01 1.26
LOC389791 0.756 0.114 1.074 0.03 1.419
LOC401553 0.854 0.033 0.996 0 1.166
LOC392376 0.877 0.031 1.023 0.032 1.166
LOC392382 0.758 0.006 0.927 0.033 1.223
LOC402377 0.872 0.061 0.968 0.002 1.11
LOC392390 0.729 0.02 0.908 0.011 1.245
LOC392391 0.666 0.065 0.978 0.011 1.469
LOC392395 0.909 0.052 1.093 0.012 1.202
LOC401541 0.514 0.037 0.929 0.043 1.806
LOC389803 0.912 0.054 1.075 0.011 1.178
LOC399761 0.809 0.081 1.043 0.018 1.288
LOC399763 0.783 0.032 0.963 0.014 1.23
LOC399832 0.901 0.012 1.028 0.023 1.141
LOC399789 0.537 0.066 0.801 0.004 1.492
LOC387697 0.759 0.071 0.905 0.022 1.192
LOC387701 0.736 0.053 0.907 0.006 1.232



LOC387702 0.895 0.064 1.021 0.024 1.141
LOC387705 0.844 0.055 0.982 0.003 1.164
LOC387706 0.775 0.077 0.996 0.034 1.284
LOC387709 0.759 0.058 0.96 0.024 1.264
LOC399806 0.689 0.083 0.905 0.01 1.312
LOC387710 0.874 0.063 0.996 0.013 1.139
LOC387712 0.793 0.075 0.988 0.01 1.246
LOC387715 0.711 0.036 0.862 0.029 1.212
LOC389983 0.854 0.035 1.019 0.013 1.192
LOC389988 0.626 0.024 0.813 0.024 1.299
LOC401647 0.738 0.018 0.925 0.012 1.252
LOC390006 0.833 0.038 0.947 0.005 1.136
LOC390007 0.905 0.049 1.089 0.007 1.204
LOC399747 0.939 0.056 1.07 0.005 1.139
LOC387662 0.853 0.054 1.035 0.016 1.213
LOC399753 0.954 0.065 1.028 0.006 1.077
LOC392188 0.862 0.082 0.953 0.006 1.104
LOC392197 0.863 0.039 0.927 0.026 1.075
LOC389953 0.872 4.552 0.931 0.016 1.068
LOC389958 0.918 0.017 1.03 0 1.121
LOC387676 0.92 0.004 1.045 0.004 1.136
LOC387718 0.87 0.046 1.063 0.01 1.221
LOC399821 0.976 0.016 1.139 0.008 1.166
LOC399814 0.849 0.009 1.069 0.028 1.259
LOC399815 0.887 0.025 1.037 0.021 1.169
LOC387716 0.956 0.019 1.105 0.03 1.156
LOC387717 0.957 0.013 1.072 0.014 1.119
LOC390009 1.065 0.02 1.116 0.01 1.047
LOC399706 0.887 0.068 0.932 0.007 1.05
LOC399707 0.798 0.025 0.915 0.005 1.146
LOC399708 0.866 0.022 0.946 0.005 1.092
LOC387630 0.845 0.001 0.993 0.028 1.174
LOC387631 0.902 0.004 1.052 0.009 1.165
LOC387632 0.816 0.023 0.989 0.008 1.211
LOC389932 0.844 0.016 0.974 0.004 1.154
LOC399712 0.832 0.01 0.921 0.008 1.106
LOC399715 0.779 0.005 0.867 0.02 1.112
LOC399716 0.675 0.023 0.819 0.003 1.212
LOC389941 0.946 0.022 0.989 0.019 1.045
LOC389936 0.828 0.049 0.937 0.009 1.132
LOC390020 0.852 0.05 1.044 0.014 1.225
LOC399768 1.038 0.052 1.153 0.004 1.11
LOC387683 0.981 0.076 1.165 0.039 1.186
LOC387684 0.844 0.005 1.064 0.001 1.26
LOC387686 0.841 0.012 1.01 5.094 1.2
LOC399786 0.783 0.063 1.011 0.044 1.291
LOC387690 0.924 0.035 1.087 1.814 1.176
LOC399788 0.86 0.003 0.948 0.015 1.102
LOC401646 0.834 0.028 0.97 0.008 1.163
LOC387638 0.796 0.034 1.003 0.013 1.26
LOC399726 0.917 0.026 1.079 0.041 1.176



LOC387642 0.852 0.012 1.092 0.012 1.281
LOC387643 0.874 0.055 1.099 0.02 1.256
LOC387647 0.682 0.011 0.946 0.023 1.386
LOC387648 0.832 0.029 1.038 0.025 1.246
LOC387649 0.793 0.049 0.999 0.024 1.258
LOC399737 0.75 0.008 0.96 0.027 1.28
LOC387654 0.846 0.052 1 0.005 1.182
LOC401638 0.747 0.001 0.927 0.03 1.241
LOC389950 0.684 0.031 0.956 0.005 1.397
LOC387720 0.823 0.027 1.039 0.027 1.262
LOC387721 0.771 0.045 0.993 0.014 1.287
LOC387723 0.817 0.067 1.048 0.024 1.282
LOC399951 0.61 0.078 0.943 0.012 1.546
LOC387810 0.68 0.108 0.906 0.023 1.332
LOC399959 0.809 0.101 1.015 0.054 1.254
LOC399961 0.833 0.027 1.003 0.017 1.204
LOC390271 0.692 0.077 0.891 0.02 1.287
LOC387816 0.841 0.022 0.974 0.008 1.158
LOC399968 0.882 0.035 1.057 0.02 1.198
LOC399972 0.723 0.009 0.953 0.021 1.318
LOC387820 0.955 0.036 1.117 0.015 1.17
LOC387821 0.672 0.039 0.973 0.01 1.448
LOC387823 0.984 0.002 1.134 0.013 1.152
LOC387824 0.853 0.027 1.021 0.01 1.197
LOC399978 0.858 0.064 1.035 0.027 1.205
LOC399979 0.856 0.011 0.949 0.006 1.108
LOC390256 0.832 0.012 0.949 0.013 1.14
LOC390259 1.01 0.004 1.048 0.016 1.037
LOC390275 0.945 0.045 1.062 0.004 1.122
LOC390278 0.809 0.003 0.998 0.023 1.233
LOC387771 0.858 0.007 0.985 0.015 1.148
LOC399898 0.855 0.018 1.008 0.02 1.177
LOC399900 0.911 0.018 1.033 0.026 1.134
LOC387775 0.693 0.015 0.906 0.004 1.306
LOC387777 0.918 0.012 1.033 0.047 1.125
LOC399904 0.985 0.036 1.01 0.006 1.025
LOC387778 0.845 0.021 0.924 0.006 1.093
LOC387781 0.818 0.033 0.891 0.02 1.089
LOC399909 0.892 0.013 0.963 0.004 1.079
LOC387783 0.852 0.032 0.959 0.007 1.125
LOC387784 0.808 0.041 0.924 0.025 1.143
LOC387745 0.871 0.009 0.964 0 1.106
LOC399917 0.887 0.045 0.953 0.022 1.074
LOC390217 0.989 0.007 1.032 0.001 1.043
LOC390158 0.859 0.005 0.953 0.03 1.109
LOC390192 0.8 0.004 0.897 0.009 1.121
LOC390197 0.893 0.019 0.922 0.022 1.032
LOC390205 0.921 0.007 0.997 0.015 1.082
LOC390213 0.9 0.003 1.004 0.008 1.115
LOC399920 0.901 0 1.029 0.015 1.142
LOC399921 0.901 0.013 0.982 0.018 1.089



LOC399924 1.011 0.01 1.099 0.02 1.087
LOC387789 0.889 0.005 1.018 0.04 1.145
LOC387790 0.965 0.04 1.056 0.032 1.094
LOC387791 1.082 0.034 1.169 0.047 1.08
LOC399933 1.138 0.045 1.22 0.023 1.071
LOC401701 1.023 0.038 1.113 0.003 1.088
LOC401703 0.842 0.012 0.847 0.022 1.006
LOC401704 0.749 0.009 0.825 0.021 1.102
LOC399844 0.666 0 0.805 0.021 1.208
LOC387733 0.877 0.025 0.891 0.054 1.015
LOC399919 0.893 0.024 0.968 0.009 1.084
LOC399937 0.747 0.029 0.858 0.035 1.148
LOC399940 0.737 0.029 0.822 0.025 1.115
LOC387804 0.787 0.013 0.872 0.009 1.107
LOC387805 0.755 0.007 0.838 0.01 1.11
LOC390231 0.805 0.027 0.876 0.026 1.089
LOC390233 0.913 0.002 0.943 0.019 1.032
LOC390234 0.778 0.008 0.866 0.018 1.112
LOC390243 0.921 0.001 0.959 0.002 1.041
LOC390245 0.882 0.009 0.985 0.004 1.116
LOC387742 0.957 0.022 0.987 0.001 1.031
LOC387746 0.889 0.002 0.913 0.021 1.027
LOC387750 0.981 0.006 1.035 0.021 1.055
LOC399866 0.93 0.003 0.994 0.007 1.068
LOC399867 0.844 0.015 0.949 0.046 1.125
LOC387754 0.828 0.006 0.907 0.004 1.094
LOC387755 0.992 0.013 1.056 0.011 1.065
LOC387756 0.804 0.01 0.926 0.009 1.15
LOC399875 0.892 0.017 0.976 0 1.094
LOC399876 0.991 0.011 1.048 0.009 1.057
LOC387761 0.98 0.01 1.014 0.004 1.035
LOC387762 1.021 0.026 1.063 0.018 1.041
LOC387763 1.017 0.016 1.064 0.003 1.045
LOC387764 0.815 0.002 0.903 0.022 1.107
LOC387765 0.913 0.012 0.966 0.037 1.058
LOC399888 0.787 0.006 0.877 0.013 1.114
LOC390031 0.902 0.014 0.954 0.036 1.057
LOC390033 0.923 0.013 0.978 0 1.059
LOC390037 0.966 0.009 1.045 0.007 1.081
LOC390038 1.027 0.01 1.098 0.019 1.068
LOC390054 0.941 0.016 1.037 0.004 1.101
LOC390059 0.962 0.006 1.03 0.014 1.07
LOC390078 0.918 0.019 1.001 0.017 1.089
LOC390079 1.062 0.006 1.115 0.019 1.05
LOC390084 0.882 0.024 0.986 0.014 1.118
LOC390110 0.907 0.013 0.959 0.013 1.056
LOC401679 0.865 0.038 0.976 0.005 1.127
LOC390113 0.916 0.008 1.032 0.008 1.125
LOC390121 0.818 0.009 0.968 0 1.182
LOC400055 1.05 0.009 1.1 0.016 1.047
LOC387871 0.943 0.026 1.053 0.001 1.115



LOC387872 0.957 0.006 1.031 0.024 1.077
LOC387873 0.953 0 1.031 0.001 1.081
LOC387876 0.825 0.018 0.951 0 1.152
LOC387880 0.855 0.004 0.953 0.013 1.114
LOC400070 1.004 0.001 1.085 0.001 1.08
LOC401725 1.004 0.026 1.071 0.03 1.066
LOC390349 0.954 0.001 1.043 0.013 1.093
LOC390352 1.007 0.002 1.087 0.027 1.079
LOC400025 0.935 0.016 1.03 0.017 1.101
LOC400027 0.929 0.012 1.012 0.007 1.089
LOC387854 0.94 0.005 1.05 0.004 1.116
LOC400030 0.77 0.037 0.902 0.01 1.171
LOC387856 0.945 0.009 1.032 0 1.092
LOC387859 0.991 0.005 1.026 0.005 1.035
LOC400040 0.891 0.034 1.005 0.005 1.128
LOC400041 1.006 0.003 1.066 0.005 1.059
LOC400043 0.978 0.002 1.055 0.009 1.079
LOC400046 0.96 0.013 1.016 0.024 1.058
LOC400047 1.01 0.01 1.071 0.011 1.059
LOC400050 1.032 0.014 1.104 0.008 1.069
LOC400053 0.939 0.001 1.025 0.003 1.091
LOC387869 0.948 0.012 1.028 0.007 1.083
LOC401720 0.954 0.008 1.052 0.013 1.103
LOC390335 1.104 0.014 1.142 0.006 1.033
LOC390338 0.958 0.002 1.037 0.026 1.082
LOC390342 0.774 0.051 0.974 0.017 1.258
LOC390345 0.736 0.02 0.982 0.006 1.333
LOC387898 0.624 0.037 0.882 0 1.413
LOC400092 0.867 0.008 1.075 0.02 1.239
LOC387832 0.83 0.006 1.038 0.01 1.25
LOC387833 0.783 0.046 1.038 0.012 1.325
LOC400004 0.606 0.047 0.948 0.02 1.562
LOC400010 0.825 0.018 1.033 0.009 1.252
LOC387845 0.915 0.009 1.09 0.003 1.191
LOC387846 1.06 0.007 1.131 0 1.067
LOC387849 0.879 0.03 0.993 0.018 1.129
LOC400019 0.76 0.015 0.944 0.032 1.241
LOC401713 0.907 0.023 1.062 0.014 1.171
LOC390299 0.802 0.007 0.957 0.024 1.193
LOC400084 0.716 0.049 0.993 0.006 1.386
LOC387894 0.733 0.004 0.93 0.021 1.267
LOC387895 0.68 0.03 0.914 0.007 1.342
LOC400087 0.793 0.004 0.959 0.002 1.209
LOC387897 0.804 0.023 0.947 0.025 1.177
LOC390367 0.82 0.021 0.901 0.017 1.098
LOC399983 0.812 0.038 0.966 0.012 1.189
LOC387825 0.773 0.015 1.006 0.01 1.301
LOC399986 0.866 0.011 1.059 0.018 1.222
LOC387826 0.785 0.024 0.991 0.017 1.262
LOC390282 0.868 0 1.081 0.023 1.245
LOC390284 0.676 0.008 0.938 0.002 1.387



LOC387883 0.821 0.011 1.023 0.016 1.245
LOC387884 0.761 0.013 0.998 5.593 1.311
LOC387885 0.758 0.069 0.991 0.017 1.307
LOC387886 0.931 0.014 1.016 0.008 1.091
LOC387887 0.795 0.03 0.988 0.011 1.242
LOC387888 0.85 0.042 1.069 0.009 1.256
LOC387890 0.684 0.059 0.951 0.011 1.39
LOC387940 0.731 0.065 1.013 0.015 1.384
LOC387941 0.817 0.023 1.046 0.005 1.279
LOC387942 0.751 0.035 1.019 0.047 1.356
LOC387943 0.744 0.027 1.001 0.014 1.343
LOC387946 0.784 0.044 1.028 0.016 1.311
LOC390423 0.821 0.027 1.026 0.031 1.249
LOC390427 0.738 0.046 0.948 0 1.283
LOC400093 0.876 0.016 1.011 0.009 1.154
LOC387901 0.933 0.047 1.072 0.029 1.148
LOC387903 0.864 0.033 1.107 0.016 1.281
LOC387904 0.817 0.003 1.102 0.008 1.348
LOC387905 0.763 0.032 0.98 0.003 1.284
LOC387907 0.637 0.038 0.944 0.025 1.481
LOC387908 0.664 0.012 0.919 0.019 1.384
LOC387910 0.727 0.022 0.964 0.003 1.325
LOC387911 0.811 0.009 1.031 0.028 1.271
LOC387914 0.726 0.1 0.956 0.001 1.316
LOC387915 0.882 0.042 1.053 0.008 1.194
LOC387917 0.635 0.061 0.898 0.02 1.414
LOC400121 0.78 0.007 1.036 0.011 1.327
LOC387921 0.787 0.004 1.048 0.022 1.331
LOC400123 0.713 0.021 0.944 0.017 1.323
LOC387922 0.911 0.064 1.109 0.02 1.217
LOC400125 0.644 0.015 0.893 0.027 1.387
LOC387923 0.811 0.008 1.031 0.003 1.271
LOC400128 0.921 0.004 1.093 0.001 1.186
LOC400134 0.851 0.012 0.981 0 1.152
LOC387930 0.769 0.072 0.929 0.02 1.206
LOC387931 0.886 0.042 1.021 0.004 1.151
LOC387932 0.793 0.009 0.981 0.015 1.237
LOC387933 0.876 0.016 1.07 0.017 1.22
LOC387934 0.629 0.051 0.96 0.024 1.526
LOC400144 0.813 0.068 0.946 0.036 1.162
LOC400145 0.842 0.049 1.085 0.024 1.288
LOC387937 0.767 0.028 0.962 0.02 1.253
LOC387939 0.785 0.015 0.955 0.033 1.217
LOC390377 0.807 0.018 0.875 0.016 1.084
LOC387912 0.94 0.05 0.997 0.014 1.061
LOC390387 0.871 0.001 0.969 0.012 1.113
LOC401732 0.953 0.049 1.047 0.008 1.098
LOC390414 0.821 0.025 0.99 0.015 1.205
LOC400161 0.729 0.004 0.93 0.037 1.276
LOC400163 0.931 0.035 1.056 0.031 1.134
LOC400164 0.887 0.051 1.031 0.035 1.162



LOC387950 0.931 0.048 0.997 0.026 1.071
LOC390426 0.935 0.047 1.029 0.023 1.101
LOC401740 1.007 0.038 1.009 0.011 1.001
LOC387974 0.82 0.006 0.939 0.002 1.144
LOC400197 0.83 0.031 1.025 0.043 1.234
LOC387977 0.677 0.002 0.923 0.029 1.363
LOC387978 0.795 0.025 1.067 0.052 1.341
LOC387979 0.828 0.023 1.057 0.002 1.276
LOC400201 0.766 0.007 1.008 0.012 1.316
LOC387981 0.959 0.012 1.062 0.006 1.107
LOC387983 0.873 0.011 1.043 0.011 1.194
LOC400208 0.974 0.011 1.055 0.03 1.083
LOC400212 1.046 0.001 1.096 0.021 1.047
LOC400214 0.775 0.023 0.999 0.086 1.289
LOC400216 0.733 0.033 0.982 0.076 1.339
LOC387991 0.603 0.004 0.876 0.043 1.453
LOC387992 0.835 0.007 0.973 0.061 1.165
LOC400221 0.795 0.024 1 0.023 1.257
LOC400224 0.771 0.032 0.989 0.03 1.283
LOC387994 0.841 0.01 0.949 0.008 1.127
LOC388001 0.63 0.019 0.777 0.011 1.233
LOC388002 0.738 0.006 0.824 0.016 1.116
LOC400236 0.774 0.001 0.83 0.016 1.072
LOC400238 0.928 0.012 1.082 0.063 1.165
LOC388006 0.847 0.023 1.059 0.08 1.249
LOC388010 0.768 0.023 1.012 0.066 1.317
LOC388011 0.795 0.021 1.032 0.058 1.297
LOC388014 0.937 0.04 1.109 0.034 1.183
LOC388015 0.95 0.028 1.143 0.06 1.203
LOC388019 0.951 0.02 1.016 0.021 1.067
LOC400258 0.851 0.037 1.023 0.021 1.201
LOC390429 0.908 0.052 1.005 0.004 1.107
LOC390436 0.892 0.002 0.958 0.006 1.074
LOC390445 0.876 0.016 1.094 0.033 1.249
LOC390466 0.954 0.025 1.171 0.056 1.227
LOC390468 0.755 0.003 1.034 0.024 1.368
LOC401778 0.786 0.024 1.068 0.05 1.359
LOC390488 0.738 0.001 1.028 0.007 1.391
LOC390502 0.885 0.012 1.079 0.037 1.22
LOC390508 0.645 0.005 0.892 0.02 1.381
LOC388097 0.905 0.021 1.059 0.014 1.17
LOC400340 0.798 0.035 0.925 0.03 1.159
LOC388104 0.871 0.011 0.924 0.009 1.061
LOC388107 0.802 0.048 0.963 0.005 1.2
LOC400350 0.851 0.008 1.035 0.029 1.215
LOC388116 0.758 0.054 0.989 0.023 1.305
LOC388117 0.757 0.046 1.086 0.019 1.433
LOC400368 0.9 0.072 1.104 0.037 1.225
LOC400369 1.104 0.003 1.198 0.004 1.084
LOC388122 0.678 0.075 0.923 0.041 1.361
LOC388123 0.82 0.019 1.019 0.043 1.241



LOC388125 0.852 0.04 0.951 0.053 1.115
LOC388126 0.708 0.04 0.885 0.009 1.25
LOC390595 0.879 0.024 0.978 0.035 1.112
LOC388129 0.869 0.008 1.014 0.027 1.165
LOC388131 0.89 0.064 1.076 0.006 1.209
LOC388132 0.787 0.009 1.011 0.018 1.285
LOC400388 0.878 0.042 1.047 0.061 1.191
LOC388134 0.653 0.001 0.894 0.016 1.369
LOC388135 0.871 0.024 0.998 0.031 1.145
LOC388137 0.839 0.006 0.997 0.014 1.187
LOC400400 0.721 0.077 0.89 0.034 1.233
LOC388139 0.936 0.023 0.994 0.021 1.061
LOC388140 0.84 0.052 0.973 0.008 1.158
LOC388141 0.895 0.049 0.997 0.011 1.114
LOC388142 0.82 0.018 1.004 0.033 1.224
LOC390616 0.879 0.027 1.009 8.489 1.147
LOC400410 0.847 0.036 1.045 0.045 1.233
LOC400411 0.828 0.01 1.012 0.006 1.221
LOC388144 0.819 0.022 1.013 0.059 1.237
LOC388148 0.85 0.018 0.98 0.039 1.152
LOC390558 0.766 0.046 0.935 0.047 1.221
LOC390564 0.794 0.028 0.901 0.025 1.134
LOC390565 0.834 0.007 0.961 0.009 1.151
LOC390566 0.844 0.004 0.996 0.005 1.18
LOC390569 0.871 0.012 0.986 0.035 1.132
LOC390570 0.957 0.028 1.108 0.009 1.158
LOC390577 0.967 0.058 1.041 0.038 1.075
LOC390594 0.913 0.032 1.034 0.018 1.132
LOC390598 0.998 0.027 1.043 0.037 1.044
LOC401819 0.781 0.021 0.929 0.029 1.189
LOC390613 0.765 0.092 0.916 0.034 1.197
LOC388163 0.737 0.01 0.836 0.001 1.134
LOC400433 0.801 0.029 0.907 0.002 1.131
LOC388166 0.905 0.019 0.982 0.005 1.085
LOC388167 0.813 0.02 0.923 0.017 1.135
LOC388169 1.012 0.015 1.147 0.009 1.132
LOC388170 1.054 0.026 1.146 0.003 1.087
LOC388171 0.932 0.004 1.096 0.009 1.176
LOC388173 0.974 0.019 1.111 0.018 1.14
LOC388174 0.984 0.002 1.15 0.018 1.168
LOC400452 1.102 0.042 1.141 0.003 1.035
LOC388177 1.077 0.034 1.158 0.02 1.075
LOC400456 0.842 0.023 0.892 0.017 1.059
LOC388180 0.912 0.013 0.936 0.021 1.025
LOC388181 0.897 0.017 0.931 2.149 1.038
LOC390633 0.923 0.009 0.98 0.014 1.061
LOC390637 0.946 0.004 0.971 0.014 1.027
LOC390638 0.833 0.008 0.963 0.005 1.156
LOC388092 0.858 0.007 0.903 0.019 1.051
LOC390550 0.743 0.013 0.868 0.024 1.167
LOC390551 0.683 0.018 0.826 0 1.208



LOC390547 0.784 0.005 0.86 0.015 1.097
LOC400298 0.918 0.009 0.92 0.017 1.002
LOC400299 0.83 0.01 0.915 0.007 1.101
LOC400301 1.017 0.01 1.036 0.004 1.018
LOC388069 0.856 0 0.953 0.004 1.112
LOC400304 0.92 0.002 0.994 0.005 1.08
LOC388073 0.726 0.056 0.878 0.005 1.208
LOC390530 0.866 0.022 0.967 0.019 1.116
LOC390533 0.769 0.006 0.928 0.021 1.207
LOC388076 0.814 0 0.959 0.012 1.178
LOC388077 0.938 0.024 0.985 0.021 1.05
LOC388078 0.849 0.03 0.967 0.009 1.139
LOC388154 0.875 0.026 1.027 0.008 1.174
LOC388159 0.937 0.052 1.053 0.009 1.122
LOC388160 0.7 0.009 0.945 0.02 1.35
LOC390625 1.025 0.029 1.05 0.007 1.025
LOC388080 0.927 0.024 1.054 0.007 1.136
LOC400320 0.743 0.035 0.944 0.013 1.27
LOC390535 0.905 0.008 1.019 0.013 1.125
LOC388094 0.857 0.009 0.947 0.002 1.104
LOC388085 0.894 0.01 0.982 0.002 1.098
LOC388189 0.868 0.024 0.99 0.018 1.14
LOC400468 0.797 0.01 0.978 0.005 1.227
LOC388193 0.861 0.062 0.99 0 1.149
LOC400475 0.827 0.026 0.99 0.024 1.196
LOC388210 0.941 0.023 1.078 0.006 1.144
LOC400499 0.872 0.011 1.094 0.027 1.254
LOC400500 0.961 0.029 1.048 0.014 1.09
LOC388214 0.959 0.011 1.046 0.016 1.089
LOC388215 0.973 0.036 1.039 1.031 1.067
LOC400505 0.902 0.013 0.962 0.014 1.066
LOC400506 0.828 0.014 1.014 0.009 1.223
LOC388220 0.874 0.038 1.013 0.007 1.159
LOC400508 0.864 0.041 0.984 0.008 1.138
LOC400509 0.69 0.031 0.967 0.008 1.401
LOC388227 0.809 0.01 0.993 0.001 1.227
LOC400512 0.984 0.002 1.094 0.009 1.112
LOC388229 0.71 0.042 0.937 0.019 1.319
LOC388231 0.906 0.028 1.041 0.039 1.149
LOC390680 0.742 0.019 0.901 0.011 1.214
LOC390683 1.035 0.008 1.052 0.004 1.016
LOC388275 0.996 0.03 1.032 0.012 1.036
LOC388276 0.938 0.008 1.023 0.004 1.089
LOC388277 0.959 0.041 1.05 0.001 1.094
LOC400537 0.955 0.02 1.038 0.016 1.087
LOC388278 0.837 0.025 0.997 0.007 1.19
LOC388279 1.039 0.01 1.112 0.006 1.069
LOC388282 1.106 0.052 1.149 0.005 1.039
LOC388283 0.924 0.024 1.005 0.002 1.087
LOC388284 0.932 0.015 1.008 0.01 1.081
LOC400541 0.857 0.071 0.977 0.001 1.139



LOC390732 0.892 0.003 0.968 0.029 1.084
LOC390734 0.664 0.029 0.835 0.009 1.256
LOC390736 0.876 0.014 0.981 0.005 1.12
LOC390738 0.95 0.001 1.059 0.007 1.114
LOC388274 1.011 0.003 1.053 0.013 1.042
LOC390729 1.056 0.021 1.143 0.016 1.082
LOC400558 0.911 0.033 0.979 0.012 1.074
LOC388308 0.914 0.005 0.979 0.006 1.071
LOC390748 0.901 0.014 0.945 0.001 1.049
LOC388205 0.972 0.026 1.001 0.017 1.029
LOC388206 0.895 0.045 0.952 0.004 1.064
LOC400496 0.906 0.016 0.969 0.022 1.069
LOC400549 0.895 0.023 0.998 3.878 1.115
LOC400550 0.946 0.013 1.028 0.015 1.086
LOC400551 0.925 0.025 1.019 0.004 1.101
LOC388305 1.066 0.019 1.128 0.017 1.058
LOC400552 0.989 0.046 1.076 0.015 1.087
LOC400553 1.088 0.013 1.128 0.01 1.037
LOC400533 1.13 0.063 1.162 0.005 1.029
LOC388270 1.023 0.042 1.101 0.016 1.077
LOC388291 0.845 0.035 0.857 0.011 1.014
LOC388295 0.826 0.009 0.899 0.034 1.089
LOC388297 0.892 0.02 0.924 0.003 1.036
LOC388298 0.846 0.019 0.867 0.02 1.025
LOC400547 0.869 0.025 0.908 0.031 1.044
LOC388300 0.881 0.008 0.938 0.032 1.064
LOC400548 0.988 0.028 0.99 0.002 1.001
LOC401859 0.87 0.002 0.908 0.017 1.043
LOC401860 0.878 0.017 0.883 0.007 1.004
LOC401861 0.852 0.005 0.881 0.022 1.033
LOC388235 0.918 0.039 0.916 0.002 0.998
LOC388237 0.904 0.024 0.935 0.007 1.035
LOC388221 0.973 0.005 0.966 0.011 0.993
LOC388242 0.829 0.012 0.886 0.027 1.068
LOC400523 0.897 0.028 0.966 0.021 1.076
LOC388248 0.86 0.017 0.915 0.008 1.063
LOC400526 0.998 0.015 1.011 0.001 1.012
LOC388255 0.918 0 0.991 0.006 1.079
LOC388259 0.934 0.051 0.988 0.01 1.057
LOC390688 0.942 0.028 0.956 0.013 1.014
LOC401845 1.015 0.019 1.033 0.01 1.017
LOC390704 0.907 0.015 0.971 0.027 1.069
LOC390705 0.962 0.028 1.027 0.017 1.066
LOC390712 0.912 0.011 0.984 0.005 1.077
LOC400479 1.052 0.036 1.067 0.004 1.014
LOC400481 0.908 0.004 0.953 0.021 1.049
LOC388199 0.923 0.008 0.987 0.029 1.069
LOC388204 0.909 0.01 0.983 0.021 1.08
LOC400492 0.886 0.006 0.937 0.013 1.057
LOC401827 0.883 0.004 0.928 0.007 1.05
LOC390667 0.862 0.024 0.917 0.023 1.063



LOC390669 0.927 0.002 0.999 0 1.078
LOC390714 0.939 0.038 1.008 0.017 1.073
LOC388414 1.109 0.04 1.115 0.014 1.005
LOC400617 1.148 0.032 1.075 0.005 0.936
LOC388416 0.936 0.014 0.998 0.004 1.066
LOC400618 1.002 0.027 1.009 0.007 1.007
LOC400619 0.952 0.004 0.992 0.017 1.041
LOC388418 0.92 0.037 0.965 0.029 1.049
LOC400620 0.88 0.001 0.942 0.007 1.069
LOC388419 1.023 0.026 1.043 0.004 1.019
LOC400621 0.983 0.011 1.063 0.002 1.081
LOC388420 1.003 0.039 1.062 0.004 1.059
LOC400622 1.113 0.004 1.121 0 1.006
LOC400623 0.952 0.016 1.017 0.011 1.067
LOC388421 1.042 0.014 1.102 0.008 1.057
LOC390812 0.986 0.016 1.082 0.036 1.097
LOC390816 0.956 0.008 0.999 0.003 1.045
LOC388432 0.996 0.025 1.061 0.01 1.065
LOC400568 0.862 0.006 0.933 0.015 1.081
LOC388323 0.922 0.043 0.979 0.026 1.062
LOC388327 0.875 0.031 1.043 0.001 1.192
LOC400571 0.999 0.015 1.038 0.018 1.038
LOC388333 0.979 0.006 1.029 0.001 1.05
LOC388334 0.994 0.005 1.02 0.021 1.025
LOC400572 0.954 0.009 1.035 0.009 1.084
LOC388335 0.961 0.004 1.018 0.024 1.058
LOC400573 0.786 0.037 0.927 0.009 1.178
LOC388337 0.921 0.019 0.995 0.025 1.08
LOC400574 0.829 0.045 0.937 0.003 1.13
LOC400575 1.035 0.015 1.09 0.011 1.052
LOC388338 1.056 0.018 1.069 0.035 1.012
LOC388339 0.984 0.01 1.055 0.009 1.071
LOC388340 0.877 0.029 0.99 0.016 1.128
LOC400577 0.972 0.016 1.041 0 1.071
LOC388344 0.937 0.035 0.999 0.023 1.066
LOC388345 0.945 0.034 1.033 0.001 1.092
LOC400581 0.911 0.008 1.027 0.021 1.126
LOC388348 1.01 0.026 1.104 0.013 1.093
LOC390754 0.885 0.019 1.013 0.017 1.144
LOC390760 0.865 0.016 0.953 0.022 1.1
LOC388381 0.929 0.021 1.063 0.003 1.143
LOC390790 0.835 0.006 0.965 0.003 1.155
LOC388388 0.87 0.009 1.052 0.025 1.209
LOC400600 0.917 0.021 1.09 0.029 1.187
LOC400602 0.916 0.031 1.072 0.015 1.17
LOC400604 0.926 0.008 1.055 0.01 1.14
LOC400605 1.011 0.012 1.117 0.001 1.105
LOC400606 1.127 0.035 1.168 0.002 1.036
LOC388401 1.1 0.012 1.128 0.004 1.025
LOC400607 0.96 0.029 1.044 0.019 1.087
LOC388403 0.97 0.004 1.065 0.013 1.097



LOC390805 0.826 0.017 0.951 0.007 1.15
LOC388406 1.051 0.036 1.085 0.009 1.032
LOC400614 0.637 0.014 0.837 0.024 1.314
LOC401883 0.769 0.012 0.88 0.001 1.144
LOC401884 0.811 0.023 0.882 0.005 1.087
LOC390801 0.808 0.01 0.86 0.011 1.063
LOC388361 0.812 0.026 0.86 0.014 1.059
LOC388365 0.849 0.027 0.882 0.047 1.039
LOC400590 0.879 0.025 0.979 0.013 1.113
LOC388424 0.725 0 0.891 0.003 1.228
LOC388429 0.754 0.004 0.944 0.005 1.252
LOC400566 0.825 0.003 0.958 0.018 1.161
LOC388351 0.807 0.007 0.975 0.007 1.208
LOC400584 0.915 0.012 0.993 0.015 1.085
LOC388353 0.817 0.015 0.94 0.03 1.151
LOC390777 0.93 0.027 1.006 0.02 1.081
LOC400586 1 0.024 0.998 0.002 0.997
LOC388358 0.865 0.002 0.95 0.027 1.097
LOC400567 0.932 0.032 1.062 0.01 1.139
LOC388375 0.856 0.015 0.985 0.043 1.15
LOC388436 0.935 0.017 1.053 0.003 1.125
LOC388574 0.876 0.022 1.02 0.026 1.164
LOC388438 0.917 0.006 1.049 0.003 1.144
LOC388439 0.775 0.014 0.968 0.013 1.248
LOC388440 0.86 0.029 0.975 0.005 1.134
LOC388444 0.953 0.016 1.021 0.028 1.07
LOC400638 1.021 0.038 1.042 0.004 1.02
LOC388453 0.961 0.007 1.021 0.025 1.061
LOC388454 0.755 0.021 0.91 0.012 1.205
LOC388456 0.809 0.005 0.948 0.014 1.172
LOC388458 0.9 0.054 1.057 0.013 1.173
LOC400642 0.827 0.043 1.032 0.001 1.248
LOC388459 1.01 0.038 1.079 0.043 1.068
LOC388460 0.739 0.012 0.915 0.012 1.238
LOC388461 0.774 0.03 0.967 0.012 1.25
LOC388462 0.884 0.022 0.966 0.053 1.092
LOC400643 0.767 0.045 0.917 0.006 1.194
LOC388467 0.859 0.027 0.945 0.037 1.099
LOC388469 0.807 0.024 0.915 0.017 1.134
LOC400644 0.777 0.004 0.944 0.005 1.215
LOC388065 0.779 0.001 1.024 0.011 1.313
LOC390828 0.885 0.017 1.02 0.002 1.151
LOC401891 0.954 0.029 1.077 0.011 1.128
LOC400662 0.813 0 0.985 0.014 1.211
LOC400645 0.877 0.026 1.002 0.006 1.142
LOC400647 0.91 0.007 1.003 0.009 1.101
LOC400649 0.861 0.002 0.994 0 1.153
LOC400651 0.838 0.005 0.973 0.016 1.161
LOC390846 0.827 0.027 0.996 0.005 1.203
LOC388474 0.77 0.001 0.944 0.006 1.225
LOC400659 0.866 0.034 0.992 0.023 1.145



LOC400660 0.968 0.006 1.058 0.011 1.092
LOC390865 0.97 0.032 1.076 0 1.109
LOC388476 0.999 0.01 1.125 0.012 1.125
LOC388477 0.895 0.046 1.01 0.023 1.128
LOC388478 0.885 0.006 0.997 0.017 1.126
LOC400652 0.833 0.021 0.955 0.001 1.146
LOC388480 0.791 0.026 0.936 0.013 1.183
LOC400653 0.831 0.02 1.038 0.006 1.248
LOC400654 0.804 0.048 0.979 0.007 1.217
LOC388481 0.927 7.74 1.084 0.019 1.169
LOC400655 0.879 0.019 1.063 0.015 1.209
LOC400657 0.936 0.008 1.073 0.013 1.145
LOC390859 0.937 0.017 1.074 0.014 1.146
LOC388526 0.815 0.017 0.966 0.029 1.185
LOC388528 0.988 0.042 1.102 0.006 1.115
LOC388530 0.921 0.012 1.059 0 1.149
LOC400684 0.78 0.012 0.923 0.022 1.183
LOC390916 0.776 0.093 0.898 0.022 1.157
LOC388532 0.58 0.021 0.789 0.003 1.359
LOC400685 0.777 0.037 0.921 0.025 1.186
LOC400687 0.9 0.021 1.069 0.029 1.187
LOC400688 0.786 0.021 1.029 0.019 1.309
LOC400689 0.736 0.036 0.984 0.042 1.336
LOC400690 0.88 0.111 1.04 0.007 1.181
LOC400691 0.83 0.022 1.007 0.019 1.214
LOC390927 0.944 0.074 1.07 0.008 1.134
LOC400692 1.097 0.071 1.158 0.001 1.055
LOC400693 0.738 0.032 0.961 0.032 1.302
LOC388538 0.842 0.016 1.03 0.009 1.223
LOC400701 1.016 0.018 1.082 0.022 1.065
LOC388545 0.821 0.01 0.975 0.029 1.187
LOC400704 0.785 0.011 0.937 0 1.192
LOC400705 0.757 0.03 0.906 0.006 1.196
LOC388549 0.917 0.046 0.988 0.014 1.077
LOC388550 0.826 0.014 0.952 0.008 1.151
LOC388551 0.911 0.034 0.924 0.013 1.014
LOC388553 0.813 0.028 0.888 0.021 1.092
LOC388554 0.789 0.018 0.987 0.012 1.251
LOC400706 0.813 0.04 1.002 0.001 1.232
LOC400707 0.786 0.003 0.977 0.011 1.243
LOC400708 0.838 0 0.98 0.026 1.168
LOC400709 0.698 0.036 0.964 0.001 1.38
LOC400714 0.788 0.067 0.978 0.003 1.24
LOC388561 0.831 0.002 0.98 0.011 1.179
LOC388563 0.713 0.002 0.945 0.007 1.324
LOC388565 0.827 0.01 0.978 0.021 1.182
LOC388567 0.863 0.031 0.993 0.018 1.151
LOC400720 0.625 0.038 0.823 0.021 1.316
LOC400721 0.881 0.026 0.997 0.008 1.132
LOC388568 0.993 0.002 1.11 0.013 1.117
LOC401911 0.887 0.005 1.014 0.029 1.143



LOC401915 0.736 0.008 1.013 0.002 1.376
LOC390928 0.88 0.072 1.041 0.013 1.183
LOC390937 0.95 0.017 1.095 0.002 1.153
LOC390940 0.829 0.052 0.979 0.009 1.18
LOC401922 0.938 0.009 1.026 0.009 1.094
LOC401923 0.883 0.049 1.032 0.007 1.168
LOC390956 0.914 0.061 1.02 0.029 1.116
LOC390980 0.691 0.035 0.908 0.001 1.313
LOC400669 0.764 0.006 0.954 0.007 1.247
LOC388489 0.866 0.029 1.015 0.029 1.171
LOC388491 0.851 0.038 1.012 0 1.188
LOC388494 0.784 0.052 0.998 0.009 1.272
LOC388496 0.836 0.1 0.992 0.027 1.186
LOC400673 0.708 0.056 0.951 0.022 1.344
LOC388497 0.808 0.019 1.016 0.029 1.257
LOC401895 0.764 0.029 0.921 0.007 1.205
LOC390874 0.89 0.046 1.035 0.036 1.162
LOC390876 0.777 0.057 0.952 0.017 1.224
LOC390877 0.858 0.004 0.986 0.012 1.149
LOC400675 0.931 0.021 1.057 0.032 1.135
LOC388503 0.773 0.015 0.994 0.019 1.286
LOC388504 0.908 0.052 1.093 0.001 1.204
LOC388507 0.888 0.023 1.089 0.022 1.226
LOC388508 0.729 0.009 0.94 0.015 1.288
LOC388509 0.92 0.018 1.107 0.018 1.203
LOC400677 0.815 0.006 0.965 0.006 1.183
LOC388514 0.696 0.015 0.957 0.027 1.374
LOC388519 0.743 0.02 0.873 0.001 1.175
LOC400680 0.789 0.016 0.97 0.02 1.228
LOC400681 0.867 0.008 1.019 0.026 1.175
LOC400682 0.97 0.02 1.1 0.001 1.134
LOC390880 0.836 0.008 1.028 0.02 1.229
LOC401898 0.896 0.002 1.054 0.027 1.175
LOC390906 0.863 0.038 1.04 0.016 1.204
LOC388806 0.814 0.023 1.005 0.016 1.234
LOC400852 0.867 0.002 1.017 0.022 1.172
LOC388807 0.73 0.012 1.015 0.021 1.39
LOC388809 0.766 0.033 0.952 0.011 1.242
LOC400855 0.95 0.023 1.088 0.006 1.144
LOC388796 0.807 0.061 1.034 0.028 1.281
LOC391248 0.899 0.024 1.067 0.01 1.186
LOC400846 0.783 0.016 1.028 0.024 1.313
LOC400847 0.756 0.035 1.018 0.017 1.346
LOC388798 0.925 0.009 1.089 0.018 1.177
LOC388799 0.815 0.073 0.993 0.006 1.217
LOC400849 1.022 0.017 1.085 0.006 1.062
LOC391253 0.831 0.008 0.844 0.018 1.015
LOC391257 0.866 0.019 0.914 0.011 1.055
LOC400831 0.916 0.015 0.931 0.01 1.016
LOC400832 1.022 0.004 1.057 0.001 1.033
LOC388780 1.018 0.058 1.042 0.033 1.023



LOC388786 1.059 0.033 1.102 0.023 1.04
LOC388787 1.026 0.004 1.098 0.069 1.069
LOC388789 1.045 0.001 1.059 0.02 1.013
LOC388790 1.198 0 1.217 0.024 1.015
LOC388791 1.043 0.035 1.093 0.007 1.047
LOC400839 0.892 0.001 0.849 0.035 0.951
LOC400840 0.895 0.014 0.907 0.007 1.013
LOC388794 0.896 0.009 0.924 0.028 1.032
LOC400842 0.909 0.024 0.955 0.041 1.049
LOC388795 0.885 0.02 0.957 0.022 1.081
LOC391241 0.894 7.117 0.944 0.01 1.055
LOC402016 0.872 0.004 0.902 0.017 1.034
LOC400856 0.899 0 0.919 0.009 1.023
LOC400858 0.843 0 0.885 0.024 1.049
LOC388813 0.783 0.002 0.808 0.025 1.031
LOC388814 0.875 0.012 0.869 0.003 0.993
LOC388815 0.85 0.023 0.889 0.01 1.046
LOC400861 0.945 0.006 0.969 0 1.025
LOC388819 1.008 0.018 1.028 0.026 1.019
LOC388820 0.962 0.014 0.959 0.017 0.996
LOC400865 0.956 0.017 0.996 0.014 1.041
LOC388822 0.889 0.002 0.946 0.025 1.064
LOC388823 0.862 0.027 0.929 0.02 1.077
LOC391269 0.93 0.013 0.956 0.042 1.028
LOC391282 0.853 0.008 0.931 0.034 1.091
LOC400876 0.992 0.047 1.009 0.02 1.017
LOC388830 0.976 0.008 1.02 0.054 1.045
LOC400877 1.008 0.001 1.091 0.012 1.081
LOC388828 1.064 0.034 1.096 0.013 1.03
LOC400880 1.045 0.032 1.036 0.002 0.991
LOC400888 1.007 0.019 1.015 0.012 1.007
LOC388846 1.024 0.022 1.057 0.033 1.032
LOC388847 0.873 0.046 0.946 0.011 1.083
LOC388849 0.995 0.022 1.065 0.047 1.069
LOC388852 0.869 0.004 0.948 0.006 1.091
LOC388853 0.913 0.003 0.988 0.017 1.082
LOC402036 0.977 0.019 0.948 0.025 0.97
LOC391298 0.973 0.051 1.001 0.04 1.028
LOC388854 1.052 0.022 1.068 0.079 1.015
LOC400890 1.016 0.032 1.024 0.02 1.008
LOC400891 1.018 0.009 1.063 0.017 1.043
LOC388882 0.96 0.026 1.001 0.017 1.043
LOC388885 0.944 0.01 0.957 0.052 1.013
LOC388887 0.936 0.032 0.972 0.023 1.038
LOC400920 0.898 0.024 0.942 0.028 1.048
LOC400921 0.968 0.006 1.007 0.006 1.04
LOC388889 0.974 0.003 0.992 0.02 1.019
LOC388890 1.021 0.035 1.092 0.009 1.069
LOC400923 1.08 0.018 1.125 0.009 1.04
LOC400924 1 0.009 1.054 0.01 1.054
LOC388893 1.035 0.006 1.081 0.023 1.043



LOC388897 0.996 0.008 1.048 0.01 1.052
LOC388898 0.968 0.001 1.073 0.015 1.108
LOC400927 0.962 0.021 1.003 0.005 1.042
LOC388900 0.939 0.006 0.953 0 1.015
LOC388903 0.957 0.01 1.006 0.007 1.05
LOC388906 0.956 0.043 1.057 0.018 1.105
LOC388907 1.002 0.041 0.963 0.02 0.96
LOC391303 1.036 0.003 1.028 0.03 0.992
LOC391322 1.043 0.034 1.059 0.019 1.015
LOC402055 0.976 0.013 1.013 0.016 1.038
LOC388910 1 0.016 1.076 0 1.075
LOC388914 0.98 0.014 1.027 0.054 1.047
LOC388915 0.873 0.066 0.945 0.016 1.082
LOC400933 0.953 0.008 0.977 0.005 1.025
LOC388917 1.009 0.047 1.015 0.013 1.005
LOC391340 1.017 0.008 1.036 0 1.018
LOC401585 1.053 0.003 1.062 0.02 1.009
LOC401588 1.056 0.071 1.044 0.014 0.988
LOC389850 1.01 0.057 1.057 0.022 1.046
LOC392459 0.999 0.001 1.047 0.026 1.048
LOC389856 1.014 0.046 1.064 0.014 1.048
LOC392465 0.968 0.007 0.974 0.006 1.006
LOC389858 0.958 0.027 0.999 0.013 1.042
LOC389860 0.956 0.006 0.961 0.014 1.005
LOC392473 0.912 0.009 0.891 0.019 0.977
LOC389857 0.867 0 0.832 0.004 0.959
LOC401589 0.872 0.043 0.948 0.037 1.086
LOC401590 0.95 0.004 1.007 0.07 1.06
LOC392467 1.029 0.022 1.082 0.093 1.051
LOC401605 0.986 0.034 1.046 0.066 1.061
LOC401606 0.936 0.012 0.948 0.047 1.013
LOC401607 1.044 0.056 1.02 0.055 0.977
LOC392509 1.088 0.084 1.092 0.021 1.003
LOC389878 1.044 0.09 1.047 0.016 1.002
LOC401611 0.943 0.056 0.929 0.035 0.985
LOC401612 1 0.063 0.977 0.007 0.977
LOC392512 0.939 0.053 0.968 0.014 1.031
LOC392517 0.993 0.048 0.935 0.017 0.941
LOC389866 0.96 0.09 1.012 0.032 1.053
LOC389873 0.978 0.041 0.985 0.005 1.006
LOC401599 0.91 0.024 0.884 0.002 0.971
LOC392486 0.98 0.026 0.896 0.017 0.914
LOC392487 0.882 0.013 0.845 0.013 0.958
LOC389900 0.759 0.006 0.774 0.002 1.018
LOC389901 0.946 0.035 0.94 0.027 0.992
LOC401620 0.965 0 0.965 0.009 0.999
LOC401579 1.013 0.017 1.028 0.001 1.013
LOC401581 0.998 0.039 1.04 0.026 1.042
LOC389841 0.991 0.009 1.092 0.001 1.102
LOC389842 0.955 0.014 1.024 0.017 1.071
LOC401583 0.965 0.02 0.986 0.006 1.021



LOC392425 0.88 0.022 0.967 0.033 1.099
LOC392433 0.955 0.023 0.996 0.019 1.043
LOC392439 0.897 0.008 0.924 0.007 1.03
LOC401618 0.847 0.002 0.927 0.001 1.094
LOC389888 1.002 0.025 1.041 0.024 1.038
LOC389892 0.987 0.051 0.984 0.035 0.996
LOC389893 0.943 0.012 1.051 0.015 1.115
LOC389895 1.067 0.026 1.051 0.072 0.985
LOC389896 0.909 0.035 1.013 0.012 1.114
LOC392539 0.979 0.02 1.028 0.035 1.049
LOC392546 0.902 0.042 1.001 0.051 1.109
LOC392549 1.065 0.003 1.056 0.019 0.991
LOC389899 0.931 0.005 0.971 0.027 1.043
LOC401577 0.955 0.006 1.028 0.03 1.076
LOC401623 0.911 0.042 0.969 0.065 1.063
LOC401624 0.993 0.022 0.941 0.022 0.947
LOC401613 0.968 0.004 1.073 0.063 1.109
LOC389904 1.029 0.002 1.053 0.055 1.022
LOC401621 0.994 0.001 1.011 0.102 1.016
LOC401622 1.044 0.037 1.082 0.03 1.036
LOC392559 0.957 0.016 1.075 0.07 1.123
LOC402388 1.097 0.008 1.056 0.056 0.962
LOC401616 0.867 0.061 0.973 0.012 1.121
LOC392528 0.998 0.016 1.028 0.019 1.03
LOC392531 1.065 0.011 1.13 0.054 1.06
LOC392533 1.034 0.012 1.031 0.014 0.996
LOC389905 1.042 0.035 1.116 0.016 1.071
LOC392563 0.994 0.022 1.077 0.022 1.083
LOC401625 0.994 0.014 1.139 0.016 1.145
LOC389907 0.957 0.032 1.056 0.002 1.103
LOC389908 1.021 0.002 1.057 0.019 1.034
LOC389910 1.054 0.009 1.088 0.007 1.031
LOC389844 0.883 0.008 0.937 0.003 1.061
LOC389846 0.984 0.02 1.008 0.004 1.024
LOC401584 0.849 0.034 0.913 0.027 1.075
LOC392447 0.895 0.036 0.951 0.063 1.061
LOC402414 0.967 0.048 1.001 0.035 1.035
LOC389916 0.995 0.02 1.027 0.004 1.032
LOC392582 0.919 0.038 1.042 0.022 1.134
LOC392583 0.976 0.035 0.974 0.053 0.997
LOC392584 0.963 0.05 0.998 0.063 1.035
LOC392586 0.954 0.028 0.96 0.018 1.005
LOC389915 1.001 0.016 1.008 0.031 1.006
LOC402434 1.008 0.013 0.974 0.031 0.966
LOC402436 0.892 0.006 0.959 0.003 1.074
LOC401628 0.916 0.012 0.964 0.051 1.052
LOC389831 0.963 0.04 1.038 0.048 1.077
LOC401570 1.005 0.016 1.03 0 1.025
LOC389832 0.936 0.011 0.978 0.043 1.044
LOC389834 1.038 0.02 1.069 0.017 1.029
LOC401574 0.976 0.026 1.03 0.034 1.054



LOC402556 0.974 0.03 0.991 0.016 1.018
LOC402558 0.911 0.016 0.924 0.009 1.014
TRY1 0.86 0.012 0.937 0.012 1.09
SPINK5L2 0.901 0.052 0.986 0.02 1.094
C10ORF74 0.859 0.016 0.934 0.023 1.086
MGC27121 0.919 0.015 0.983 0.018 1.07
CLDN20 0.947 0.02 1.004 0.05 1.06
HCG3 0.956 0.036 1.02 0.049 1.067
LOC163223 0.846 0.055 0.942 0.04 1.113
FAM26C 0.989 0.022 1.031 0.017 1.041
LOC342897 0.954 0.021 1.013 0.017 1.061
ZNF429 0.988 0.025 1.036 0.019 1.048
LOC414059 0.992 0.042 1.018 0.001 1.025
MGC44903 0.97 0.034 0.984 0.015 1.013
LOC388272 0.927 0.015 0.978 0.006 1.054
MGC12815 1.031 0.032 1.002 0.027 0.971
TM6SF2 0.989 0.082 0.992 0.013 1.002
OR2Y1 0.965 0.025 0.889 0.001 0.92
OR6V1 0.84 0.015 0.907 0.011 1.08
OR4F15 0.899 0.036 0.903 0.01 1.004
FLJ41423 0.858 0.049 0.831 0.036 0.968
FLJ45300 0.808 0.011 0.827 0.002 1.023
FLJ44790 0.93 0.018 0.963 0.006 1.036
FLJ46257 0.945 0.036 0.977 0.01 1.033
FLJ44006 0.924 0.03 1.033 0.002 1.118
FLJ45966 0.966 0.023 1.047 0.008 1.083
FLJ46010 0.93 0.039 1.013 0.031 1.088
FLJ44796 0.987 0.068 0.998 0.016 1.011
LOC401565 0.933 0.029 0.978 0 1.048
DDI1 0.986 0.038 0.993 0.029 1.007
LCN10 0.88 0.042 0.884 0.025 1.004
HHCM 0.918 0.034 0.936 0.034 1.019
BRCC2 0.903 0.033 1.071 0.021 1.186
C10ORF55 0.968 0.042 1.006 0.03 1.038
MGC33692 0.927 0.021 1.025 0.002 1.106
MGC70857 0.985 0.056 1.005 0.05 1.019
MGC21382 0.996 0.039 1.03 0 1.033
C14ORF37 0.996 0.047 0.988 0.019 0.992
LOC283174 0.93 0.011 0.974 0.028 1.046
VCX-C 0.941 0.02 0.952 0.027 1.011
OR4E2 0.855 0.036 0.91 0.062 1.065
OR2G2 0.82 0.021 0.905 0.013 1.103
OR56A1 0.914 0.05 1.018 0.003 1.113
OR4C15 0.869 0.018 0.935 0.007 1.075
C9ORF47 0.937 0.051 1.046 0.027 1.115
OR5W2 0.984 0.003 1.021 0.018 1.037
OR2L8 0.912 0.002 1.029 0.017 1.128
OR2T11 0.966 0.014 1.026 0.058 1.061
OR5AT1 0.924 0.067 0.997 0.045 1.079
C4B 1.027 0.011 1.061 0.002 1.033
DEFB108 0.937 0.082 1.016 0.044 1.083



ASTL 0.9 0.043 0.964 0.01 1.07
SUMO4 0.954 0.083 1.002 0.009 1.05
PRY2 0.895 0.03 1.006 0.02 1.123
BPY2B 0.954 0.049 1.022 0.03 1.071
BPY2C 1.009 0.042 1.008 0.008 0.999
DERPC 1.013 0.04 1.031 0.034 1.018
BTBD7 0.952 0.034 1.01 0.033 1.061
XKRY2 0.955 0.071 1.031 0.003 1.079
OR8K1 0.895 0.03 1.023 0.004 1.143
CYP2D7P1 1.028 0.076 1.05 0.026 1.021
AK3L2 0.931 0.039 0.969 0.013 1.041
IGFL4 0.927 0.133 1.001 0.014 1.08
OR5AP2 0.941 0.033 1.038 0.052 1.103
DKFZP761P21 0.956 0.001 1.009 0.025 1.054
C6ORF21 0.944 0.057 1.039 0.017 1.1
FLJ43692 0.987 0.034 1.049 0.03 1.063
OR8I2 0.98 0.021 1.074 0.057 1.096
TARP 0.962 0.04 0.986 0.006 1.024
FLJ35429 0.945 0.043 0.998 0.027 1.056
TRIM6-TRIM34 0.957 0.073 0.995 0.022 1.04
CDY1B 0.877 0.04 0.96 0.032 1.094
HBM 0.908 0.067 1.062 0.006 1.169
ACTBL1 0.868 0.053 0.955 0.01 1.099
POTE2 0.986 0.095 1.103 0.011 1.118
OR4K1 1.035 0.023 1.142 0.042 1.104
OR8J3 0.921 0.005 1.055 0.032 1.145
NOMO3 1.039 0.023 1.096 0.043 1.055
OR4P4 0.963 0.058 1.063 0.002 1.104
OR2T2 0.936 0.013 1.064 0.002 1.136
OR4F4 0.978 0.054 1.092 0.017 1.115
LOC199920 0.94 0.002 1.007 0.012 1.07
LOC284757 0.829 0.027 0.851 0.011 1.026
FIGLA 0.862 0.02 0.942 0.013 1.092
VHLL 0.871 0.043 0.999 0.01 1.147
FLJ16331 0.969 0.076 0.993 0.017 1.024
FLJ42258 0.946 0.037 1.074 0.021 1.134
FLJ16353 0.883 0.007 0.946 0.013 1.071
FLJ16139 0.932 0.036 0.985 0.009 1.056
FLJ46688 0.96 0.036 0.941 0.059 0.98
MGC88374 0.91 0.033 0.95 0.02 1.043
FLJ41170 0.851 0.005 0.998 0.011 1.172
MGC71993 0.879 0.006 1.049 0.005 1.192
GPR158L1 0.915 0.018 0.998 0.021 1.091
FLJ42842 0.869 0.02 1.005 0.002 1.155
FLJ90757 0.891 0.074 1.004 0.027 1.125
LOC440590 0.822 0.045 0.922 0.008 1.12
LOC440607 0.835 0.084 0.972 0.052 1.163
FLJ16478 0.746 0.01 0.853 0.066 1.143
LOC440738 0.828 0.029 0.969 0.029 1.17
MGC44328 0.88 0.049 0.948 0.023 1.077
FLJ16124 0.704 0.047 0.866 0.001 1.23



MTHFD2L 0.834 0.011 1.007 0.054 1.207
MGC39584 0.938 0.031 1.036 0.01 1.104
FLJ16171 0.916 0.004 1.02 0.04 1.112
FLJ45422 0.9 0.055 0.989 0.006 1.098
MGC57359 0.933 0.049 1.071 0.028 1.147
FLJ16323 0.849 0.032 1.069 0.005 1.258
LOC441476 0.841 0.021 0.999 0.054 1.187
MGC61598 0.91 0.098 0.966 0 1.06
FLJ31132 0.783 0.009 1.026 0.02 1.31
OR10J3 0.748 0.026 0.98 0.027 1.309
OR10K1 0.855 0.041 1.055 0.013 1.233
OR10K2 0.892 0.087 0.979 0.022 1.097
OR2W5 0.916 0.005 1.011 0.039 1.104
OR4K13 0.963 0.023 1.14 0.015 1.183
OR5K2 0.841 0.036 1.029 0.035 1.223
OR8J1 0.875 0.029 1.006 0.02 1.149
FLJ25811 0.818 0.001 1.098 0.005 1.341
OR2J3 0.883 0.003 1.027 0.006 1.163
FRG2 0.83 0.069 0.957 0.092 1.152
OR52A4 0.719 0.025 0.894 5.759 1.243
OR4F3 0.796 0.015 0.928 0.033 1.165
OR2B3 0.93 0.007 0.973 0.074 1.045
OR1L3 0.888 0.025 0.889 0.07 1
OR1L4 0.96 0.033 1.061 0.015 1.105
OR1L1 0.939 0.054 1.067 0.016 1.135
OR51G1 0.889 0.023 1.037 0.035 1.166
OR51G2 0.888 0.111 1.064 0.005 1.198
OR11H1 0.845 0.04 0.9 0.077 1.064
OR4F17 0.948 0.043 1.053 0.019 1.11
OR9K2 0.859 0.016 0.982 0.002 1.142
OR5M11 0.894 0.024 1.05 0.021 1.173
OR4A5 0.88 0.047 0.925 0.03 1.05
OR4A16 0.951 0.046 0.972 0.045 1.022
OR4A15 0.899 0.054 1.091 0.005 1.214
OR2AE1 0.98 0.053 1.123 0.018 1.145
OR4F16 0.899 0.053 1.034 0.028 1.15
OR6N2 0.93 0.025 1.026 0.007 1.102
OR6K2 0.917 0.011 1.053 0.017 1.148
OR10A7 0.827 0.04 1.091 0.013 1.318
OR5M8 0.791 0.018 0.988 0.007 1.248
OR9G4 0.893 0.008 0.953 0.032 1.067
OR2AT4 0.956 0.048 1.023 0.005 1.07
OR6F1 0.903 0.019 1.038 0.045 1.149
OR2A1 1.025 0.044 1.04 0.04 1.014
OR52H1 0.92 0.08 1.001 0.001 1.088
OR5AK2 0.918 0.024 0.99 0.007 1.078
OR10V1 0.87 0.022 0.961 0.015 1.104
OR6M1 0.912 0.054 1.061 0.005 1.164
OR4F6 0.885 0.066 0.961 0.011 1.085
OR6K3 0.839 0.083 0.944 0.004 1.125
OR51A4 0.917 0.061 0.967 0.018 1.054



OR3A4 0.933 0.046 0.972 0.02 1.041
OR5H1 0.94 0.124 1.016 0.035 1.08
OR10G3 0.988 0.004 1.086 0.015 1.099
OR10G2 0.948 0.071 1.012 0 1.067
OR8B2 0.863 0.037 1.017 0.004 1.178
OR5B3 0.898 0.042 1.001 0.045 1.115
OR4B1 0.885 0.026 0.993 0.014 1.121
OR2T6 0.881 0.045 1.061 0.029 1.204
GGNBP1 0.763 0.019 0.933 0.006 1.223
OR5H6 0.951 0.017 0.884 0.024 0.929
OR2A2 0.939 0 0.892 0.034 0.949
OR5H2 1.021 0.007 0.942 0.043 0.922
OR4K5 1.051 0.019 0.973 0.053 0.925
OR4F5 1.183 0.011 1.016 0.031 0.858
OR4K15 1.168 0.026 0.995 0.015 0.852
OR13G1 1.129 0.005 1.009 0.024 0.894
OR5B17 1.117 0.005 1.024 0.024 0.916
OR6C74 1.1 0.012 1.059 0.014 0.963
OR10AG1 1.099 0.011 1.039 0.022 0.944
OR5J2 0.909 0.052 0.851 0.012 0.936
OR6C6 0.915 0.032 0.862 0.013 0.941
OR6C4 0.955 0.065 0.855 0.002 0.895
OR2T3 1.012 0.017 0.89 0.005 0.879
OR5D16 1.018 0.001 0.905 0.017 0.889
OR6C75 0.972 0.009 0.846 0.014 0.87
OR6C70 0.954 0.048 0.851 0 0.891
OR4M1 0.898 0.009 0.842 0.058 0.937
OR4K2 0.799 0.03 0.749 0.011 0.937
OR11G2 0.847 0.039 0.774 0.104 0.913
OR4F21 0.93 0.04 0.855 0.028 0.918
OR4A47 0.934 0.058 0.876 0.04 0.938
OR4C45 0.982 0.014 0.932 0.027 0.948
OR5H14 1.098 0.028 0.977 0.023 0.89
OR5H15 1.002 0.034 0.984 0.028 0.982
OR5K3 1.039 0.037 0.947 0.019 0.912
OR5K4 1.024 0.047 1.029 0.017 1.004
OR6C65 1 0.035 0.976 0.029 0.975
OR6C68 0.966 0.046 0.953 0.035 0.987
C21ORF37 0.91 0.044 0.893 0.081 0.981
OR5B2 1.001 0.016 0.987 0.021 0.985
OR51B5 1.028 0.007 1.028 0.015 1
OR6B2 1.026 0.039 1.026 0.022 0.999
KRTAP5-1 1.165 0.03 1.09 0.001 0.935
C21ORF49 1.085 0.024 1.057 0.07 0.974
RBMY1J 1.125 0.039 1.063 0.004 0.945
RBMY1E 1.108 0.044 1.046 0.015 0.944
RBMY1D 1.053 0.017 1.035 0.01 0.983
RBMY1B 1.041 0.034 1.052 0.016 1.01
MG29 0.976 0.036 0.928 0.033 0.95
LOC387646 1.012 0.046 1.01 0.009 0.998
LOC474170 1.073 0.005 1.09 0.009 1.016



STGC3 0.953 0.021 0.999 0.043 1.048
DKFZP564J10 1.048 0.008 1.045 0.009 0.997
NDUFB4 1.069 0.054 1.101 0.049 1.029
XKRY 1.113 0.015 1.056 0 0.948
EVI5 1.096 0.051 1.082 0.028 0.987
NOC4 1.079 0.004 1.043 0.033 0.966
SYNGAP1 1.061 0.026 1.025 0.007 0.966
ZNF12 0.974 0.001 1.004 0.028 1.03
TRAM2 1.067 0.062 1.007 0.001 0.943
OR10C1 1.06 0.001 1.074 0.013 1.013
KCTD2 1.073 0.027 1.058 0.005 0.985
KIAA1212 1.062 0.011 1.059 0 0.997
ZNF69 1.114 0.044 1.051 0.004 0.943
C9ORF88 1.137 0.028 1.107 0.035 0.973
BTBD4 1.061 0.027 1.035 0.015 0.974
OR5U1 1.042 0.001 1.024 0.005 0.981
KATNAL2 1.105 0.049 1.053 0.012 0.953
LRRIQ1 0.997 0.038 0.989 0.023 0.991
C21ORF119 1.104 0.069 1.041 0.021 0.942
OR6C2 1.014 0.018 1.048 0.006 1.033
OR5AC2 1.07 0.028 1.078 0.047 1.006
KIAA1982 1.14 0.039 1.09 0.007 0.956
MGC35440 1.054 0.018 1.074 0.009 1.019
TNFSF12-TNF 1.12 0.003 1.118 0.023 0.998
OR4Q3 1.01 0.01 1.053 0.001 1.042
OR6B3 1.036 0.002 1.018 0.018 0.983
15E1.2 1.044 0.051 1.004 0.039 0.961
PSG8 0.961 0.002 0.969 0.035 1.007
MGC70924 1.083 0.086 1.076 0.023 0.993
OR10P1 1.026 0.019 1.067 0.024 1.039
MGC17624 1.099 0.029 1.11 0.002 1.01
BLOC1S3 1.165 0.004 1.111 0.017 0.953
SB145 1.058 0.015 1.057 0.008 0.998
LOC388962 1.059 0.01 1.056 0.018 0.997
LOC399818 1.104 0.043 1.075 0.001 0.973
UNQ3112 1.045 0.02 1.021 0.038 0.977
ASB18 0.991 0.028 0.996 0.008 1.005
UNQ689 0.955 0.004 0.995 0.039 1.041
LOC402559 0.804 0.004 0.779 0.006 0.968
LOC402560 0.954 0.03 0.91 0.029 0.954
LOC392742 0.928 0.016 0.907 0.017 0.976
LOC402562 0.988 0.01 0.963 0.045 0.974
LOC402563 1.056 0.01 0.981 0.023 0.929
LOC402564 1.016 0.003 1.015 0.01 0.999
LOC402565 0.977 0.007 0.988 0.025 1.01
LOC392748 1.02 0.032 1.01 0.039 0.99
LOC392749 1.054 0.035 0.963 0.001 0.913
LOC402567 1.101 0.035 1.023 0.007 0.928
LOC389534 0.891 0.003 0.792 0.009 0.889
LOC402569 0.918 0.033 0.839 0.001 0.913
LOC402571 0.877 0.013 0.858 0.014 0.977



LOC402572 0.972 0.017 0.913 0.013 0.939
LOC392758 0.946 0.005 0.885 0.001 0.936
LOC402574 0.956 0.018 0.877 0.014 0.917
LOC392762 0.902 0.026 0.798 0.016 0.884
LOC402670 0.835 0.014 0.793 0.006 0.949
LOC402671 0.794 0.001 0.739 0.029 0.929
LOC402675 0.79 0.013 0.769 0.002 0.973
LOC402676 0.908 0.009 0.854 0.019 0.94
LOC402677 0.94 0.001 0.879 0 0.935
LOC402679 0.891 0.02 0.856 0.005 0.96
LOC402681 0.95 0.021 0.898 0.007 0.945
LOC402682 0.967 0.005 0.926 0 0.957
LOC441165 0.997 0.036 0.961 0.007 0.963
LOC401498 0.91 0.005 0.88 0.001 0.967
XKRX 0.903 0.019 0.882 0.011 0.976
LOC387700 0.947 0.012 0.934 0.012 0.985
LOC388389 1 0.024 0.998 0.034 0.997
UNQ6411 1.021 0.015 0.995 0.047 0.973
FAM19A1 1.051 0.011 0.978 0.052 0.93
HSN2 0.996 0.007 0.939 0.047 0.942
KA35 1.123 0.049 1.054 0.011 0.938
C22ORF16 1.173 0.011 1.071 0.012 0.913
C13ORF25 1.043 0.007 0.97 0.028 0.93
INCA1 0.843 0.034 0.818 0.019 0.969
MGC50273 0.821 0.019 0.764 0.011 0.93
PRSSL1 0.855 0.012 0.782 0.019 0.915
LOC401137 0.867 0.008 0.805 0.003 0.927
C9ORF105 0.898 0.019 0.816 0.028 0.908
KRTAP5-11 1.032 0.017 0.835 0.011 0.808
KRTAP5-2 1.104 0.027 0.815 0.057 0.738
MTM 1.207 0.006 0.967 0.005 0.801



Z-score
Locus 
ID Accession    Unigene Gene Name Aliases

0.28925115 22848 NM_014911 Hs.552584 AP2 associated kinase 1 ||AAK1||AP2 associated k
0.15239011 9625 XM_375495
2.52464813 25 NM_007313 Hs.431048 V-abl Abelson murine leukemia ####################
1.21990622 27 NM_005158 Hs.159472 V-abl Abelson murine leukemia ####################
0.35311964 10188 NM_005781 Hs.518513 Tyrosine kinase, non-receptor, 2||ACK1||TNK2||ACTIVATE
-0.44979846 90 NM_001105 Hs.470316 Activin A receptor, type I ||ACTRI||ACVR1||ALK2||A
-0.63227984 91 NM_004302 Hs.438918 Activin A receptor, type IB ####################
-0.61403171 92 NM_001616 Hs.470171 Activin A receptor, type II ||2.7.1.-||ACTRII||ACVR2||
-0.67790019 93 NM_001106 Hs.517775 Activin A receptor, type IIB ||ActR-IIB||ACVR2B||ACT
-0.1122079 94 NM_000020 Hs.410104 Activin A receptor type II-like 1 ||ORW2||ALK1||ACVRL1||
0.30749929 8754 NM_003816 Hs.2442 A disintegrin and metalloproteina||MDC9||MCMP||ADAM9||
-1.2983369 57143 NM_020421 Hs.413208 AarF domain containing kinase ||ADCK1||aarF domain co
1.15603773 90956 NM_052853 Hs.534141 AarF domain containing kinase ||ADCK2||aarF domain co
1.26552657 79934 NM_024876 Hs.130712 AarF domain containing kinase ||ADCK4||aarF domain co
-0.12133196 203054 NM_174922 Hs.283374 AarF domain containing kinase ||ADCK5||aarF domain co
-0.44067439 132 NM_001123 Hs.500118 Adenosine kinase ||2.7.1.20||AK||ADK||adeno
-0.86950565 148 NM_000680 Hs.52931 Adrenergic, alpha-1A-, receptor ####################
0.34399557 147 NM_000679 Hs.368632 Adrenergic, alpha-1B-, receptor ||ALPHA1BAR||ADRA1B||
-0.7052724 154 NM_000024 Hs.2551 Adrenergic, beta-2-, receptor, su####################
1.53012457 156 NM_001619 Hs.83636 Adrenergic, beta, receptor kinas||BETA-ARK1||GRK2||BAR
-0.56841136 157 NM_005160 Hs.517493 Adrenergic, beta, receptor kinas||GRK3||BARK2||2.7.1.126
-0.14870417 186 NM_000686 Hs.405348 Angiotensin II receptor, type 2 ||AT2||ATGR2||AGTR2||an
1.21078215 203 NM_000476 Hs.175473 Adenylate kinase 1 ||AK1||2.7.4.3||Adenylate k
-0.06658755 204 NM_001625 Hs.470907 Adenylate kinase 2 ||ADK2||AK2||2.7.4.3||ATP
0.14326604 205 NM_013410 Hs.10862 Adenylate kinase 3-like 1 ||||AK3||Adenylate kinase 3
2.30567046 50808 NM_016282 Hs.493362 Adenylate kinase 3 ||AK3L1||AK3L1, FORMER
1.11954146 26289 NM_012093 Hs.18268 Adenylate kinase 5 ||AK5||Adenylate kinase 5
0.07027349 122481 NM_152327 Hs.510373 Adenylate kinase 7 ||AK7||Adenylate kinase 7
3.61041237 8165 NM_003488 Hs.463506 A kinase (PRKA) anchor protein||AKAP1||AKAP149||S-AK
2.01370025 11215 NM_016248 Hs.105105 A kinase (PRKA) anchor protein||AKAP220||AKAP11||A-K
0.53560102 11214 NM_006738 Hs.459211 A kinase (PRKA) anchor protein||BRX||AKAP13||HT31||LB
1.75822631 10566 NM_006422 Hs.98397 A kinase (PRKA) anchor protein||AKAP110||SOB1||FSP95
1.01005263 8852 NM_003886 Hs.97633 A kinase (PRKA) anchor protein||AKAP4||AKAP82||TESTI
0.70895834 9495 NM_004857 Hs.532489 A kinase (PRKA) anchor protein||AKAP79||AKAP5||AKAP7
1.77647445 9472 NM_004274 Hs.509083 A kinase (PRKA) anchor protein||AKAP100||AKAP6||A-KIN
1.30202284 9465 NM_004842 Hs.486483 A kinase (PRKA) anchor protein||AKAP18||AKAP7||A-KINA
0.60859358 10270 NM_005858 Hs.199029 A kinase (PRKA) anchor protein||AKAP95||AKAP8||A-KINA
-0.44067439 207 NM_005163 Hs.525622 V-akt murine thymoma viral onc ####################
1.47538016 208 NM_001626 Hs.515406 V-akt murine thymoma viral onc ||AKT2||PRKBB||2.7.1.-||R
1.07392111 10000 NM_005465 Hs.498292 V-akt murine thymoma viral onc ||AKT3||v-akt murine thym
1.20165808 238 NM_004304 Hs.196534 Anaplastic lymphoma kinase (Ki||ALK||CD246 antigen||ana
0.93706007 130399 NM_145259 Hs.352338 Activin A receptor, type IC ||ACVR1C||ALK7||ACTIVIN
1.07392111 55437 NM_018571 Hs.127519 Amyotrophic lateral sclerosis 2 ( ||ILPIP||ALS2CR2||ILP-INT
1.4936283 65061 NM_139158 Hs.348711 Amyotrophic lateral sclerosis 2 ( ||ALS2CR7||Amyotrophic 
1.18340994 269 NM_020547 Hs.437877 Anti-Mullerian hormone receptor||MISRII||AMHR2||anti-Mu
1.4023876 51378 NM_015985 Hs.278973 Angiopoietin 4 ||ANG4||ANGPT4||Angiop
1.74910224 255239 NM_178510 Hs.448473 Ankyrin repeat and kinase doma||ANKK1||Ankyrin repeat a
0.38049185 54101 NM_020639 Hs.517310 Receptor-interacting serine-thre ||DIK||ANKRD3||RIPK4||P
0.07939756 10290 NM_005876 Hs.21639 Aortic preferentially expressed g||APEG1||Aortic preferenti



0.61771765 26060 NM_012096 Hs.476415 Adaptor protein containing pH d ||APPL1||APPL||DIP13-AL
0.03377721 369 NM_001654 Hs.446641 V-raf murine sarcoma 3611 vira ||ARAF||RAFA1||A-RAF||2
-0.3768059 9891 NM_014840 Hs.524692 AMP-activated protein kinase fa ||KIAA0537||ARK5||AMPK
0.75457869 10926 NM_006716 Hs.489037 Activator of S phase kinase ||ASK||ACTIVATOR OF S
-0.17607638 83853 NM_031916 Hs.381089 Ropporin 1-like ||ROPN1L||Ropporin 1-like
1.11954146 472 NM_138293 Hs.435561 Ataxia telangiectasia mutated (in||||ATM||Ataxia telangiecta
-0.31293742 545 NM_001184 Hs.271791 Ataxia telangiectasia and Rad3 ||FRP1||ATR||SCKL1||Sec
0.20713453 9212 NM_004217 Hs.442658 Aurora kinase B ||STK12||AIK2||AURKB||A
1.11041739 6795 NM_003160 Hs.98338 Aurora kinase C ||AURKC||AIE2||STK13||A
0.71808241 552 NM_000706 Hs.2131 Arginine vasopressin receptor 1 ||AVPR1A||V1a vasopress
1.08304518 553 NM_000707 Hs.1372 Arginine vasopressin receptor 1 ||AVPR3||AVPR1B||vasop
0.44436033 558 NM_001699 Hs.466791 AXL receptor tyrosine kinase ||UFO||AXL||2.7.1.112||onc
-1.40782573 566 NM_001700 Hs.72885 Azurocidin 1 (cationic antimicrob||AZAMP||CAP37||HBP||H
-0.80563716 10295 NM_005881 Hs.513520 Branched chain ketoacid dehydr||BCKDK||Branched chain
-0.50454287 613 NM_004327 Hs.517461 Breakpoint cluster region ||||BCR||Breakpoint cluster
0.91881193 624 NM_000623 Hs.525572 Bradykinin receptor B2 ||BK-2||B2R||BDKRB2||BK
-0.75089274 640 NM_001715 Hs.146591 B lymphoid tyrosine kinase ||2.7.1.112||MGC10442||B
-0.80563716 29760 NM_013314 Hs.444049 B-cell linker ||BLNK||B-cell linker||B-CE
-0.51366694 55589 NM_017593 Hs.146551 BMP2 inducible kinase ||BMP2K||BMP2 inducible
-0.1395801 657 NM_004329 Hs.524477 Bone morphogenetic protein rec||ACVRLK3||BMPR1A||AL
-0.4680466 658 NM_001203 Hs.480321 Bone morphogenetic protein rec||BMPR1B||ALK6||ALK-6||
2.59764068 659 NM_001204 Hs.471119 Bone morphogenetic protein rec####################
0.15239011 660 NM_001721 Hs.495731 BMX non-receptor tyrosine kinas||BMX||2.7.1.112||ETK||PS
1.78559851 6046 NM_005104 Hs.75243 Bromodomain containing 2 ||BRD2||FSRG1||RING3||B
-0.18520045 676 NM_001726 Hs.482520 Bromodomain, testis-specific ||BRD6||BRDT||Bromodom
-0.24906893 695 NM_000061 Hs.159494 Bruton agammaglobulinemia tyr ####################
2.39691116 699 NM_004336 Hs.469649 BUB1 budding uninhibited by be####################
0.59946951 701 NM_001211 Hs.36708 BUB1 budding uninhibited by be####################
0.17976232 283629 NM_174944 Hs.314432 Testis-specific serine kinase 4 ||C14orf20||TSSK4||Testis
0.81844717 112858 NM_033550 Hs.440263 TP53 regulating kinase ||TP53RK||PRPK||TP53-R
-0.29468928 57761 NM_021158 Hs.516826 Tribbles homolog 3 (Drosophila)||TRIB3||tribbles homolog 
-0.32206149 221264 NM_145025 Hs.486169 Chromosome 6 open reading fra||C6orf199||Chromosome 
-0.3494337 10842 NM_006658 Hs.227011 Chromosome 7 open reading fra||C7orf16||GSBS||G-SUBS
-0.77826495 10221 NM_025195 Hs.444947 Tribbles homolog 1 (Drosophila)||TRIB1||tribbles homolog 
-0.4680466 64768 NM_022755 Hs.16603 Chromosome 9 open reading fra||C9orf12||Chromosome 9
-0.5866595 808 NM_005184 Hs.515487 Calmodulin 3 (phosphorylase kin||CALM3||PHKD3||Calmod
0.23450674 8536 NM_003656 Hs.434875 Calcium/calmodulin-dependent ||CAMKI||CAMK1||calcium
0.04290128 57118 NM_020397 Hs.156723 Calcium/calmodulin-dependent ||CKLIK||CAMK1D||CAMK
-0.1122079 57172 NM_020439 Hs.199068 Calcium/calmodulin-dependent ||CAMK1G||calcium/calmo
0.40786405 815 NM_015981 Hs.143535 Calcium/calmodulin-dependent ####################
-0.74176868 816 NM_001220 Hs.351887 Calcium/calmodulin-dependent ####################
-0.86038158 817 NM_001221 Hs.144114 Calcium/calmodulin-dependent ####################
-0.62315577 818 NM_001222 Hs.523045 Calcium/calmodulin-dependent ####################
-0.76001681 814 NM_001744 Hs.220629 Calcium/calmodulin-dependent ####################
-0.59578357 84254 NM_172207 Hs.8417 Calcium/calmodulin-dependent ||CAMKK1||Calcium/calmo
-0.72352054 10645 NM_006549 Hs.297343 Calcium/calmodulin-dependent ||CAMKK2||Calcium/calmo
-0.57753543 29775 NM_014550 Hs.57973 Caspase recruitment domain fam||CARD10||CARMA3||BIM
-0.21257266 79092 NM_024110 Hs.550529 Caspase recruitment domain fam||CARD14||BIMP2||CARM
-0.4954188 51086 NM_015978 Hs.513262 TNNI3 interacting kinase ||TNNI3K||TNNI3 interacti
-0.53191508 23729 NM_013276 Hs.553521 Carbohydrate kinase-like ||CARKL||Carbohydrate ki
0.08852163 8573 NM_003688 Hs.495984 Calcium/calmodulin-dependent ||CASK||VERTEBRATE L



-0.47717067 6347 NM_002982 Hs.303649 Chemokine (C-C motif) ligand 2 ||SCYA2||CCL2||MCAF||M
-0.19432452 6351 NM_002984 Hs.75703 Chemokine (C-C motif) ligand 4 ||ACT2||MIP1B1||AT744.1
-0.55928729 23552 NM_012119 Hs.522274 Cell cycle related kinase ||CCRK||Cell cycle related
-0.42242625 916 NM_000733 Hs.3003 CD3E antigen, epsilon polypepti ||T3E||CD3E||CD3 ANTIG
-0.15782824 920 NM_000616 Hs.17483 CD4 antigen (p55) ||CD4||CD4mut||CD4 rece
-0.0209672 924 NM_006137 Hs.36972 CD7 antigen (p41) ||GP40||LEU-9||CD7||Tp40
0.23450674 81602 NM_030911 Hs.388220 Cytidine and dCMP deaminase ||CDADC1||cytidine and dC
-0.50454287 983 NM_001786 Hs.334562 Cell division cycle 2, G1 to S an ####################
-0.4954188 984 NM_001787 Hs.192316 Cell division cycle 2-like 1 (PITS||||CDC2L1||Cell division c
-0.258193 985 NM_024011 Hs.515679 Cell division cycle 2-like 2 (PITS||||CDC2L2||Cell division c
0.4534844 8621 NM_003718 Hs.233552 Cell division cycle 2-like 5 (choli ||CDC2L5||CHED||CELL D
0.10676977 8476 NM_003607 Hs.35433 CDC42 binding protein kinase a ||CDC42BPA||PK428||CDC
-0.28556521 9578 NM_006035 Hs.510533 CDC42 binding protein kinase b ||CDC42BPB||CDC42 bind
-0.27644114 8317 NM_003503 Hs.533573 CDC7 cell division cycle 7 (S. ce||CDC7L1||CDC7||CDC7 c
-0.3494337 8558 NM_003674 Hs.77313 Cyclin-dependent kinase (CDC2||PISSLRE||CDK10||CYCL
-0.1395801 23097 NM_015076 Hs.193251 Cell division cycle 2-like 6 (CDK ||CDC2L6||cell division cyc
-0.40417811 1017 NM_001798 Hs.19192 Cyclin-dependent kinase 2 ||2.7.1.-||CDK2||p33(CDK2
-0.1395801 1018 NM_001258 Hs.100009 Cyclin-dependent kinase 3 ||CDK3||Cyclin-dependent
-0.39505404 1019 NM_000075 Hs.95577 Cyclin-dependent kinase 4 ||2.7.1.-||CMM3||CDK4||M
1.44800795 1020 NM_004935 Hs.166071 Cyclin-dependent kinase 5 ||PSSALRE||2.7.1.-||CDK5
-0.4954188 8851 NM_003885 Hs.500015 Cyclin-dependent kinase 5, regu||CDK5R1||p35(NCK5A)||p
-0.68702426 8941 NM_003936 Hs.158460 Cyclin-dependent kinase 5, regu||p39(NCK5AI)||CDK5R2||
-0.5866595 51654 NM_016082 Hs.435952 CDK5 regulatory subunit associa||CDK5RAP1||CDK5 REG
-0.24906893 80279 NM_025197 Hs.20157 CDK5 regulatory subunit associa||CDK5RAP3||CDK5 REG
0.05202535 1021 NM_001259 Hs.119882 Cyclin-dependent kinase 6 ||2.7.1.-||CDK6||MGC5969
-0.06658755 1022 NM_001799 Hs.184298 Cyclin-dependent kinase 7 (MO ####################
-0.54103915 1024 NM_001260 Hs.382306 Cyclin-dependent kinase 8 ||2.7.1.-||CDK8||Cyclin-dep
0.32574743 1025 NM_001261 Hs.150423 Cyclin-dependent kinase 9 (CDC||CDC2L4||CDK9||C-2k||TA
-0.13045603 8814 NM_004196 Hs.280881 Cyclin-dependent kinase-like 1 (||p42||KKIALRE||CDKL1||c
-0.33118556 8999 NM_003948 Hs.310540 Cyclin-dependent kinase-like 2 (||KKIAMRE||CDKL2||p56||
0.31662336 51265 NM_016508 Hs.105818 Cyclin-dependent kinase-like 3 ||NKIAMRE||CDKL3||Cycli
0.2162586 6792 NM_003159 Hs.435570 Cyclin-dependent kinase-like 5 ||STK9||CDKL5||Cyclin-de

-0.07571162 1026 NM_000389 Hs.370771 Cyclin-dependent kinase inhibito####################
0.28012708 1027 NM_004064 Hs.238990 Cyclin-dependent kinase inhibito||CDKN1B||P27KIP1||p27(
-0.04833941 1028 NM_000076 Hs.106070 Cyclin-dependent kinase inhibito||WBS||p57(KIP2)||BWCR
-0.0209672 1030 NM_004936 Hs.72901 Cyclin-dependent kinase inhibito####################
-0.01184313 1031 NM_001262 Hs.525324 Cyclin-dependent kinase inhibito||OTTHUMP00000046546
0.03377721 1032 NM_001800 Hs.435051 Cyclin-dependent kinase inhibito||CDKN2D||p19-INK4D||p1
-0.16695231 1033 NM_005192 Hs.84113 Cyclin-dependent kinase inhibito####################
-0.16695231 64781 NM_022766 Hs.200668 Ceramide kinase ||CERK||Ceramide kinase
0.19801046 11069 NM_007023 Hs.470646 Rap guanine nucleotide exchang||RAPGEF4||EPAC2||cAM
-0.08483569 1111 NM_001274 Hs.24529 CHK1 checkpoint homolog (S. p||CHEK1||CELL CYCLE C
-0.55928729 11200 NM_007194 Hs.291363 CHK2 checkpoint homolog (S. p||CHEK2||HBCC, SUSCEP
0.25275488 1119 NM_001277 Hs.77221 Choline kinase alpha ||CHKA||2.7.1.32||Choline 
0.04290128 1120 NM_005198 Hs.439777 Carnitine palmitoyltransferase 1 ||||CPT1B||Carnitine palmi
0.30749929 1128 NM_000738 Hs.247917 Cholinergic receptor, muscarinic||MGC30125||CHRM1||HM
-0.19432452 1147 NM_001278 Hs.198998 Conserved helix-loop-helix ubiqu####################
-0.04833941 51550 NM_032630 Hs.129634 Cyclin-dependent kinase 2-inter ||CINP||Cyclin-dependent 
0.5720973 11113 NM_007174 Hs.119594 Citron (rho-interacting, serine/th ||CIT||CRIK||STK21||CITR
0.29837522 1152 NM_001823 Hs.173724 Creatine kinase, brain ||CKB||B-CK||2.7.3.2||CKB
0.30749929 1158 NM_001824 Hs.334347 Creatine kinase, muscle ||2.7.3.2||CKMM||CKM||M-



-0.14870417 1159 NM_020990 Hs.425633 Creatine kinase, mitochondrial 1||||Creatine kinase, mitoch
-0.00271906 1160 NM_001825 Hs.80691 Creatine kinase, mitochondrial 2||CKMTS||SMTCK||2.7.3.2
0.35311964 1163 NM_001826 Hs.374378 CDC28 protein kinase regulatory||PNAS-16||PNAS-18||cks
0.0976457 1164 NM_001827 Hs.83758 CDC28 protein kinase regulatory||CKS2||CKSHS2||CDC2-A
0.04290128 1195 NM_004071 Hs.433732 CDC-like kinase 1 ||CLK4||CLK/STY||CLK1||2
0.32574743 1196 NM_001291 Hs.73986 CDC-like kinase 2 ||2.7.1.112||2.7.1.37||hCLK
0.02465314 1198 NM_001292 Hs.511790 CDC-like kinase 3 ||CLK3||CDC-like kinase 3
-0.1122079 57396 NM_020666 Hs.406557 CDC-like kinase 4 ||CLK4||CDC-like kinase 4
1.2564025 1263 NM_004073 Hs.153640 Polo-like kinase 3 (Drosophila) ||FNK||PLK3||CNK||PRK||2
1.15603773 10256 NM_006314 Hs.16232 Connector enhancer of kinase s ||CNK1||CNKSR1||CNK, D
3.65603272 10087 NM_005713 Hs.270437 Collagen, type IV, alpha 3 (Good||COL4A3BP||GPBP||GOO
3.40968285 9276 NM_004766 Hs.75724 Coatomer protein complex, subu||COPB2||BETA-PRIME C
0.24363081 51755 NM_016507 Hs.416108 CDC2-related protein kinase 7 ||CRK7||CDC2-related pro
0.06114942 1399 NM_005207 Hs.5613 V-crk sarcoma virus CT10 onco ||CRKL||ONCOGENE CR
-0.23994487 1436 NM_005211 Hs.553489 Colony stimulating factor 1 rece ####################
-1.46257015 1445 NM_004383 Hs.77793 C-src tyrosine kinase ||CSK||2.7.1.112||c-SRC T
-0.44067439 1452 NM_001892 Hs.442592 Casein kinase 1, alpha 1 ||2.7.1.-||PRO2975||CSNK
1.21078215 1453 NM_001893 Hs.477070 Casein kinase 1, delta ||2.7.1.-||CSNK1D||HCKID
1.82209479 1454 NM_001894 Hs.474833 Casein kinase 1, epsilon ||OTTHUMP00000063258
0.28012708 53944 NM_022048 Hs.254335 Casein kinase 1, gamma 1 ||CSNK1G1||CASEIN KIN
-1.55381084 1455 NM_001319 Hs.181390 Casein kinase 1, gamma 2 ||CK1g2||CSNK1G2||CAS
1.46625609 1456 NM_004384 Hs.129206 Casein kinase 1, gamma 3 ||CSNK1G3||CASEIN KIN
-0.43155032 1457 NM_001895 Hs.446484 Casein kinase 2, alpha 1 polype ||||CSNK2A1||Casein kinas
0.27100301 1459 NM_001896 Hs.82201 Casein kinase 2, alpha prime po||CSNK2A2||2.7.1.37||CSN
3.79289376 1460 NM_001320 Hs.73527 Casein kinase 2, beta polypeptid||CK2N||CSK2B||2.7.1.37|
-0.8238853 3627 NM_001565 Hs.413924 Chemokine (C-X-C motif) ligand####################
0.28925115 1612 NM_004938 Hs.380277 Death-associated protein kinase||2.7.1.-||DKFZp781I035||D
0.39873998 23604 NM_014326 Hs.237886 Death-associated protein kinase||DAPK2||Death-associate
0.38049185 1613 NM_001348 Hs.233308 Death-associated protein kinase||ZIPK||DAPK3||ZIP KINAS
0.97355635 9201 NM_004734 Hs.507755 Doublecortin and CaM kinase-lik||DCAMKL1||DOUBLECO
0.86406752 1633 NM_000788 Hs.709 Deoxycytidine kinase ||DCK||2.7.1.74||Deoxycyt
0.22538267 780 NM_001954 Hs.520004 Discoidin domain receptor family####################
0.38049185 4921 NM_006182 Hs.275757 Discoidin domain receptor family||TKT||NTRKR3||DDR2||N
0.41698812 1606 NM_001345 Hs.524488 Diacylglycerol kinase, alpha 80k||DGK-alpha||MGC42356|
0.19801046 1607 NM_004080 Hs.487619 Diacylglycerol kinase, beta 90kD||2.7.1.107||DGK-BETA||D
-0.13045603 8527 NM_003648 Hs.471675 Diacylglycerol kinase, delta 130k||DGKD||DGK-DELTA||DG
-1.57205898 8526 NM_003647 Hs.239514 Diacylglycerol kinase, epsilon 64||DGKE||DGK-EPSILON||d
1.11954146 1608 NM_001346 Hs.171499 Diacylglycerol kinase, gamma 9 ||DAGK3||MGC104993||D
0.28925115 9162 NM_004717 Hs.242947 Diacylglycerol kinase, iota ||||DGKI||Diacylglycerol kin
-0.97899448 1609 NM_001347 Hs.17946 Diacylglycerol kinase, theta 110 ####################
1.08304518 8525 NM_003646 Hs.502461 Diacylglycerol kinase, zeta 104k||DGK-ZETA||DGKZ||diacy
0.17063825 1716 NM_001929 Hs.469022 Deoxyguanosine kinase ####################
2.80749427 25989 XM_044630
2.8896109 285220 NM_173655

-0.21257266 26007 NM_015533 Hs.6278 DKFZP586B1621 protein ||DKFZP586B1621||DKFZ
2.62501289 157285 XM_291277 Hs.29068 Hypothetical protein DKFZp761P||DKFZp761P0423||hypoth
1.7308541 55359 NM_018423 Hs.24979 Serine/threonine/tyrosine kinase||STYK1||Serine/threonine
0.96443228 1739 NM_004087 Hs.292549 DKFZP586B0319 protein ||||DLG1||DKFZP586B031
0.38961592 1740 NM_001364 Hs.215839 Discs, large homolog 2, chapsyn####################
0.44436033 1741 NM_021120 Hs.522680 Discs, large homolog 3 (neuroen####################
2.36953895 1742 NM_001365 Hs.463928 Discs, large homolog 4 (Drosop ####################



1.53012457 1760 NM_004409 Hs.546249 Dystrophia myotonica-protein ki ||2.7.1.-||DMPK||DMK||DM
2.55202033 5611 NM_006260 Hs.59214 DnaJ (Hsp40) homolog, subfam||||DNAJC3||DnaJ (Hsp40)
0.2162586 1796 NM_001381 Hs.103854 Docking protein 1, 62kDa (down||DOK1||p62DOK||DOCKIN
1.12866553 1841 NM_012145 Hs.471873 Deoxythymidylate kinase (thymid||TMPK||DTYMK||2.7.4.9||
0.98268042 1843 NM_004417 Hs.171695 Dual specificity phosphatase 1 ||PTPN10||3.1.3.48||CL10
1.65786154 11221 NM_007207 Hs.497822 Dual specificity phosphatase 10 ||MKP5||DUSP10||DUAL-S
0.13414198 1844 NM_004418 Hs.1183 Dual specificity phosphatase 2 ||PAC1||PAC-1||3.1.3.48||D
0.90056379 56940 NM_020185 Hs.29106 Dual specificity phosphatase 22 ||DUSP22||Dual specificity
-2.0100143 1846 NM_001394 Hs.417962 Dual specificity phosphatase 4 ####################
1.67610968 1847 NM_004419 Hs.2128 Dual specificity phosphatase 5 ||DUSP5||HVH3||3.1.3.48|
0.66333799 1848 NM_001946 Hs.298654 Dual specificity phosphatase 6 ####################
0.48085661 1849 XM_037430
0.05202535 1850 NM_004420 Hs.41688 Dual specificity phosphatase 8 ####################
0.99180449 1859 NM_001396 Hs.368240 Dual-specificity tyrosine-(Y)-pho ####################
0.70895834 9149 NM_004714 Hs.130988 Dual-specificity tyrosine-(Y)-pho ||MIRK||DYRK1B||MINIBR
0.48085661 8445 NM_003583 Hs.173135 Dual-specificity tyrosine-(Y)-pho ||DYRK2||DUAL-SPECIFIC
1.22903029 8444 NM_003582 Hs.164267 Dual-specificity tyrosine-(Y)-pho ||DYRK3||DUAL-SPECIFIC
-0.53191508 8798 NM_003845 Hs.439530 Dual-specificity tyrosine-(Y)-pho ||DYRK4||DUAL-SPECIFIC
1.54837271 1907 NM_001956 Hs.1407 Endothelin 2 ||ET2||EDN2||Endothelin 2
2.75274986 29904 NM_013302 Hs.549151 Similar to NAD(P) dependent ste||||EEF2K||Similar to NAD(
-0.4954188 1956 NM_005228 Hs.488293 Epidermal growth factor recepto####################
0.76370276 9451 NM_004836 Hs.434326 Eukaryotic translation initiation f ||PERK||HRI||PEK||EIF2AK
0.13414198 27104 XM_031612
1.70348189 55500 NM_018638 Hs.240056 Ethanolamine kinase 1 ||ETNK1||Ethanolamine ki
1.07392111 10411 NM_006105 Hs.8578 Rap guanine nucleotide exchang||EPAC||RAPGEF3||cAMP
0.37136778 2041 NM_005232 Hs.89839 EPH receptor A1 ####################
1.59399306 1969 NM_004431 Hs.171596 EPH receptor A2 ||ECK||2.7.1.112||EPHA2|
0.75457869 2042 NM_005233 Hs.123642 EPH receptor A3 ||HEK4||EPHA3||ETK1||2.7
0.46260847 2043 NM_004438 Hs.371218 EPH receptor A4 ||2.7.1.112||EPHA4||EPHR
-0.17607638 2044 NM_004439 Hs.479853 EPH receptor A5 ####################
0.5720973 2045 NM_004440 Hs.73962 EPH receptor A7 ||OTTHUMP00000040586
0.8093231 2046 NM_020526 Hs.283613 EPH receptor A8 ####################
0.82757124 2047 NM_004441 Hs.116092 EPH receptor B1 ||Hek6||2.7.1.112||EPHB1
0.04290128 2048 NM_004442 Hs.523329 EPH receptor B2 ####################
1.26552657 2049 NM_004443 Hs.2913 EPH receptor B3 ||ETK2||EPHB3||2.7.1.112
0.63596579 2050 NM_004444 Hs.437008 EPH receptor B4 ||HTK||EPHB4||2.7.1.112||
0.55384916 2051 NM_004445 Hs.380089 EPH receptor B6 ||HEP||EPHB6||EPH recep
1.12866553 2064 NM_004448 Hs.446352 V-erb-b2 erythroblastic leukemia####################
1.33851912 2065 NM_001982 Hs.118681 V-erb-b2 erythroblastic leukemia####################
2.60676475 2066 NM_005235 Hs.390729 V-erb-a erythroblastic leukemia ####################
0.50822882 225689 NM_139021 Hs.493169 Mitogen-activated protein kinase||ERK8||MAPK15||Mitogen
-0.55928729 2081 NM_001433 Hs.133982 Endoplasmic reticulum to nucleu####################
0.8093231 2122 NM_005241 Hs.165830 Ecotropic viral integration site 1 ||||EVI1||Ecotropic viral inte
1.45713202 10922 NM_006712 Hs.75087 Fas-activated serine/threonine k||FASTK||Fas-activated se
0.71808241 2241 NM_005246 Hs.221472 Fer (fps/fes related) tyrosine kin ||2.7.1.112||TYK3||FER||F
1.17428587 2242 NM_002005 Hs.7636 Feline sarcoma oncogene ####################
1.72173003 2260 NM_000604 Hs.264887 Fibroblast growth factor recepto ####################
0.03377721 2263 NM_000141 Hs.533683 Fibroblast growth factor recepto ####################
0.6907102 2261 NM_000142 Hs.1420 Fibroblast growth factor recepto ####################

-0.31293742 2264 NM_002011 Hs.165950 Fibroblast growth factor recepto ####################
-0.84213344 2268 NM_005248 Hs.1422 Gardner-Rasheed feline sarcom||p55c-fgr||2.7.1.112||FGR



1.71260596 55681 NM_017988 Hs.506481 SCY1-like 2 (S. cerevisiae) ||SCYL2||SCY1-like 2 (S. c
0.87319159 55224 NM_018208 Hs.497469 Ethanolamine kinase 2 ||ETNK2||Ethanolamine ki
0.15239011 55312 NM_018339 Hs.37558 Riboflavin kinase ||RFK||Riboflavin kinase||
1.91333548 64799 NM_022784 Hs.444535 Hypothetical protein FLJ12476 ||FLJ12476||hypothetical p
1.91333548 65220 NM_023018 Hs.456572 NAD kinase ||FLJ13052||NADK||NAD k
0.65421392 54986 NM_017886
1.21990622 79896 NM_024838 Hs.534486 Threonine synthase-like 1 (bacte||THNSL1||Threonine synt
3.77464562 80122 NM_025052 Hs.503776 Regulated in COPD kinase ||FLJ23074||YSK4||Regula
5.1158838 79705 NM_024652 Hs.513207 Leucine-rich repeat kinase 1 ||LRRK1||Leucine-rich rep
4.70530068 84197 NM_032237 Hs.491646 Hypothetical protein FLJ23356 ||FLJ23356||hypothetical p
2.54289626 124923 NM_144610 Hs.351173 Hypothetical protein FLJ25006 ||FLJ25006||hypothetical p
3.99362328 152110 NM_152534 Hs.546501 NIMA (never in mitosis gene a)- ||NEK10||FLJ32685||NIMA
5.33486146 158067 NM_152572 Hs.421340 Chromosome 9 open reading fra||C9orf98||Chromosome 9
2.31479453 197259 NM_152649 Hs.119878 Mixed lineage kinase domain-lik ||FLJ34389||MLKL||Mixed 
0.6907102 348825 XM_496631
0.5720973 2321 NM_002019 Hs.507621 Fms-related tyrosine kinase 1 (v||2.7.1.112||FLT1||VEGFR
0.48998068 2322 NM_004119 Hs.507590 Fms-related tyrosine kinase 3 ||2.7.1.112||STK1||CD135
0.53560102 2324 NM_002020 Hs.415048 Fms-related tyrosine kinase 4 ||||FLT4||Fms-related tyros
1.4023876 64122 NM_022158 Hs.151135 Fructosamine 3 kinase ||FN3K||FRUCTOSAMINE
4.34033791 2475 NM_004958 Hs.338207 FK506 binding protein 12-rapam####################
5.48997064 2395 NM_000144 Hs.29978 Frataxin ||X25||Frataxin||FXN||MGC
-0.35855777 2444 NM_002031 Hs.89426 Fyn-related kinase ||2.7.1.112||FRK||Fyn-rela
3.41880691 197258 NM_145059 Hs.7907 Fucokinase ||Fucokinase||FUK||L-FUC
2.78924613 2534 NM_002037 Hs.390567 FYN oncogene related to SRC, ####################
2.82574241 2580 NM_005255 Hs.369607 Cyclin G associated kinase ||MGC99654||GAK||CYCL
1.87683921 2584 NM_000154 Hs.407966 Galactokinase 1 ||GK1||2.7.1.6||GALK1||Ga
1.32939505 2585 NM_002044 Hs.117532 Galactokinase 2 ||MGC1745||2.7.1.6||GK2|
4.38595826 2645 NM_000162 Hs.1270 Glucokinase (hexokinase 4, mat####################
2.41515929 2675 NM_001495 Hs.441202 GDNF family receptor alpha 2 ####################
5.02464311 2710 NM_000167 Hs.1466 Glycerol kinase ||2.7.1.30||GKD||GK||ATP:
4.60493592 2712 NM_033214 Hs.98008 Glycerol kinase 2 ||GKP2||GKTA||GK2||Glyc
2.48815185 2764 NM_004124 Hs.151413 Glia maturation factor, beta ||GMFB||GMFB GLIA MAT
0.16151418 9535 NM_004877 Hs.5210 Glia maturation factor, gamma ||GMF-GAMMA||GMFG||G
1.32027098 10020 NM_005476 Hs.5920 Glucosamine (UDP-N-acetyl)-2- ||GNE||GLCNE||glucosam
-0.05746348 2868 NM_005307 Hs.32959 G protein-coupled receptor kina ####################
3.32756622 2869 NM_005308 Hs.524625 G protein-coupled receptor kina ||2.7.1.-||GRK5||GPRK5||G
4.30384163 2870 NM_002082 Hs.235116 G protein-coupled receptor kina ||2.7.1.-||FLJ32135||GPRK
2.46990371 131890 NM_139209 Hs.102513 G protein-coupled receptor kina ||GRK7||GPRK7||G protein
0.72720648 83903 NM_031965 Hs.534059 Germ cell associated 2 (haspin) ||GSG2||GERM CELL-SP
3.79289376 2931 NM_019884 Hs.466828 Glycogen synthase kinase 3 alp ||GSK3A||DKFZp686D063
2.64326103 2932 NM_002093 Hs.445733 Glycogen synthase kinase 3 bet ||GSK3B||GLYCOGEN SY
3.38231064 2965 NM_005316 Hs.523510 General transcription factor IIH, ||TFB1||BTF2||GTF2H1||T
1.01005263 2984 NM_004963 Hs.524278 Guanylate cyclase 2C (heat stab||GUC2C||GUCY2C||STAR
0.80019903 3000 NM_000180 Hs.309958 Guanylate cyclase 2D, membran||CORD6||LCA1||4.6.1.2||G
0.5720973 2986 NM_001522 Hs.123074 Guanylate cyclase 2F, retinal ||GC-F||4.6.1.2||GUC2F||R
2.72537765 2987 NM_000858 Hs.376933 Guanylate kinase 1 ||GMK||OTTHUMP000000

2.770998 26353 NM_014365 Hs.400095 Heat shock 22kDa protein 8 ||E2IG1||HSP22||HSPB8||
0.79107496 115701 NM_052947 Hs.388674 Alpha-kinase 2 ||ALPK2||Alpha-kinase 2||
2.85311462 3055 NM_002110 Hs.126521 Hemopoietic cell kinase ||2.7.1.112||HCK||JTK9||H
0.40786405 28996 NM_022740 Hs.397465 Homeodomain interacting prote ||HIPK2||HOMEODOMAIN
1.19253401 10114 NM_005734 Hs.201918 Homeodomain interacting prote ||PKY||DYRK6||HIPK3||HO



3.37318657 147746 NM_144685 Hs.79363 Homeodomain interacting prote ||HIPK4||Homeodomain in
0.56297323 3098 NM_000188 Hs.370365 Hexokinase 1 ||HXK1||HK1||HK1-ta||2.7.
1.20165808 3099 NM_000189 Hs.406266 Hexokinase 2 ||DKFZp686M1669||HK2||
2.66150916 3101 NM_002115 Hs.411695 Hexokinase 3 (white cell) ||2.7.1.1||HK3||HKIII||HXK3
2.37866302 27102 NM_014413 Hs.520205 Eukaryotic translation initiation f ||EIF2AK1||Eukaryotic tran
1.68523375 55351 NM_018401 Hs.133062 Serine/threonine kinase 32B ||STK32B||serine/threonin
2.42428336 55561 XM_290516
4.3129657 30811 NM_014586 Hs.109437 Hormonally upregulated Neu-as ||HUNK||hormonally upreg
0.01552907 9270 NM_004763 Hs.147770 Integrin beta 1 binding protein 1 ||ITGB1BP1||ICAP1B||ITG
-0.03009127 84930 NM_032844 Hs.276905 Microtubule associated serine/th||MASTL||FLJ14813 GEN
-0.0209672 22858 NM_014920 Hs.417022 Intestinal cell (MAK-like) kinase ||ICK||intestinal cell (MAK-
5.07026345 3480 NM_000875 Hs.20573 Insulin-like growth factor 1 recep||||IGF1R||Insulin-like grow
-0.258193 9807 NM_153273 Hs.517970 Inositol hexaphosphate kinase 1||IP6K1||KIAA0263||IHPK1

1.98632804 51447 NM_016291 Hs.476221 Inositol hexaphosphate kinase 2||IP6K2||IHPK2||Inositol he
0.30749929 117283 NM_054111 Hs.17253 Inositol hexaphosphate kinase 3||IP6K3||INSP6K3||IHPK3|
0.6907102 8518 NM_003640 Hs.494738 Inhibitor of kappa light polypepti ####################
1.38413947 3551 XM_032491
1.43888388 9641 NM_014002 Hs.321045 Inhibitor of kappa light polypepti ####################
1.72173003 3558 NM_000586 Hs.89679 Interleukin 2 ||IL2||TCGF||Interleukin 2|
1.33851912 3611 NM_004517 Hs.5158 Integrin-linked kinase ||||ILK||Integrin-linked kina
0.97355635 80895 NM_030768 Hs.92033 Integrin-linked kinase-associate ||ILKAP||integrin-linked kin
1.02830076 253430 NM_152230 Hs.499690 Inositol polyphosphate multikina ||IPMK||Inositol polyphosp
1.2564025 3643 NM_000208 Hs.465744 Insulin receptor ||INSR||Insulin receptor||IR
1.53012457 3645 NM_014215 Hs.248138 Insulin receptor-related receptor||INSRR||IRR||Insulin rece
1.95895583 3654 NM_001569 Hs.522819 Interleukin-1 receptor-associate ||IRAK1||Interleukin-1 rece
3.74727341 3656 NM_001570 Hs.449207 Interleukin-1 receptor-associate ||IRAK2||Interleukin-1 rece
4.60493592 11213 NM_007199 Hs.369265 Interleukin-1 receptor-associate ||IRAK3||IRAKM||Interleuk
0.85494345 3667 NM_005544 Hs.471508 Insulin receptor substrate 1 ||IRS1||Insulin receptor su
-0.01184313 3702 NM_005546 Hs.483938 IL2-inducible T-cell kinase ||ITK||IL2-inducible T-cell 
0.03377721 3705 NM_014216 Hs.308122 Inositol 1,3,4-triphosphate 5/6 ki ||||ITPK1||Inositol 1,3,4-trip
0.84581938 3706 NM_002220 Hs.2722 Inositol 1,4,5-trisphosphate 3-kin||ITPKA||inositol 1,4,5-trisp
0.79107496 3707 NM_002221 Hs.528087 Inositol 1,4,5-trisphosphate 3-kin||ITPKB||inositol 1,4,5-trisp
1.36589133 80271 NM_025194 Hs.515415 Inositol 1,4,5-trisphosphate 3-kin||ITPKC||inositol 1,4,5-tris
0.66333799 3716 NM_002227 Hs.551505 Janus kinase 1 (a protein tyrosin||JAK1||Janus kinase 1 (a 
1.4023876 3717 NM_004972 Hs.434374 Janus kinase 2 (a protein tyrosin||JAK2||Janus kinase 2 (a 
2.01370025 3718 NM_000215 Hs.515247 Janus kinase 3 (a protein tyrosin||LJAK||JAKL||JAK3||JANU
2.19618163 51347 NM_016281 Hs.368304 TAO kinase 3 ||||RPS2||TAO kinase 3||
0.86406752 3795 NM_000221 Hs.159525 Ketohexokinase (fructokinase) ||FRUCTOSURIA||KHK||K
5.43522622 23043 XM_039796
2.36953895 23031 XM_038150 Hs.466184 Microtubule associated serine/th||MAST3||Microtubule ass

1.849467 23387 NM_025164 Hs.167451 KIAA0999 protein ||KIAA0999||KIAA0999 pro
0.84581938 57551 XM_290796
1.34764319 57574 XM_046685
1.46625609 57729 XM_290923 Hs.287383 KIAA1639 protein ||KIAA1639||KIAA1639 pro
1.68523375 85443 XM_047355 Hs.388304 Doublecortin and CaM kinase-lik||DCAMKL3||doublecortin 
4.30384163 84451 NM_032435 Hs.546455 Mixed lineage kinase 4 ||KIAA1804||Mixed lineage
2.48815185 84446 NM_032430 Hs.182081 BR serine/threonine kinase 1 ||KIAA1811||BRSK1||BR s
4.6414322 114783 XM_055866 Hs.207426 Lemur tyrosine kinase 3 ||LMTK3||Lemur tyrosine k
3.82026596 23303 NM_015254 Hs.444767 Kinesin family member 13B ||KIAA0639||KIF13B||GAK
3.05384414 127933 NM_144624
2.23267791 3815 NM_000222 Hs.479754 V-kit Hardy-Zuckerman 4 feline ||KIT||SCFR||KIT ONCOG



3.59216423 22853 NM_014916 Hs.444179 Lemur tyrosine kinase 2 ||LMTK2||Lemur tyrosine k
0.68158613 283455 NM_173598 Hs.375836 Kinase suppressor of ras 2 ||KSR2||Kinase suppresso
4.14873246 80216 NM_025144 Hs.535761 Alpha-kinase 1 ||KIAA1527||ALPK1||LAK||
1.70348189 9113 NM_004690 Hs.549084 LATS, large tumor suppressor, h||LATS1||LATS, large tum
0.58122137 26524 NM_014572 Hs.78960 LATS, large tumor suppressor, h||LATS2||LATS, large tum
1.87683921 3932 NM_005356 Hs.470627 Lymphocyte-specific protein tyro||LCK||ONCOGENE LCK|
1.26552657 3937 NM_005565 Hs.304475 Lymphocyte cytosolic protein 2 (||SLP76||LCP2||SH2 DOM
3.69252899 10611 NM_006457 Hs.480311 PDZ and LIM domain 5 ||ENH||PDLIM5||ENIGMA 
1.72173003 3984 NM_002314 Hs.36566 LIM domain kinase 1 ||LIMK1||LIM KINASE||LIM
1.14691366 3985 NM_005569 Hs.474596 LIM domain kinase 2 ||||LIMK2||LIM domain kina
-0.50454287 115704 NM_145245 Hs.26870 Ecotropic viral integration site 5-||EVI5L||Ecotropic viral int
3.16333298 149420 NM_152835 Hs.468801 PDLIM1 interacting kinase 1 like||PDIK1L||PDLIM1 interac
4.09398804 221823 NM_175886 Hs.169284 Phosphoribosyl pyrophosphate s||PRPS1L1||Phosphoribos
1.41151167 340371 NM_178564 Hs.521926 Nuclear receptor binding protein||NRBP2||Nuclear recepto
1.42063574 91807 NM_182493 Hs.339846 Cardiac-MyBP-C associated Ca ||LOC91807||MLCK||cardi
1.38413947 4058 NM_002344 Hs.434481 Leukocyte tyrosine kinase ||TYK1||LTK||Leukocyte ty
2.19618163 92335 NM_153335 Hs.549229 Protein kinase LYK5 ||LYK5||STRAD||STE20-R
0.94618414 2534 NM_002350 Hs.491767 V-yes-1 Yamaguchi sarcoma vir ||LYN||ONCOGENE LYN|
2.37866302 4092 NM_005904 Hs.465087 SMAD, mothers against DPP ho||MADH7||SMAD7||SMA- A
-0.0209672 260425 NM_020965 Hs.486189 Membrane-associated guanylate||MAGI-3||MAGI3||Membra
0.41698812 4117 NM_005906 Hs.446125 Male germ cell-associated kinas||MAK||Male germ cell-ass
1.57574492 10892 NM_006785 Hs.180566 Mucosa associated lymphoid tis ||PARACASPASE||MALT1
5.76369272 5604 NM_002755 Hs.145442 Mitogen-activated protein kinase||PRKMK1||MKK1||MAPKK
0.54472509 8649 NM_021970 Hs.433332 Mitogen-activated protein kinase||MP1||MAP2K1IP1||MEK 
2.50639999 5605 NM_030662 Hs.465627 Mitogen-activated protein kinase||MAPKK2||MAP2K2||MEK
1.50275237 5606 NM_002756 Hs.514012 Mitogen-activated protein kinase||MAPKK3||MAP2K3||MEK
1.70348189 6416 NM_003010 Hs.514681 Mitogen-activated protein kinase||SEK1||MAPKK4||MEK4||
0.77282682 5607 NM_002757 Hs.114198 Mitogen-activated protein kinase||MAP2K5||MAPKK5||PRK
1.86771514 5608 NM_002758 Hs.463978 Mitogen-activated protein kinase||MAP2K6||MAPKK6||PRK
1.69435782 5609 NM_145185 Hs.531754 Mitogen-activated protein kinase||MAP2K7||MAPKK7||JNK
1.74910224 4214 XM_042066 Hs.508461 Mitogen-activated protein kinase||MEKK1||MAP3K1||MAPK
1.1377896 4294 NM_002446 Hs.466743 Mitogen-activated protein kinase||MLK2||MAP3K10||MST||M
4.03924363 4296 NM_002419 Hs.502872 Mitogen-activated protein kinase||MLK3||MAP3K11||PROT
3.31844215 7786 NM_006301 Hs.211601 Mitogen-activated protein kinase||ZPK||MAP3K12||DLK||ZI
2.59764068 9175 NM_004721 Hs.432898 Ribosomal protein L4 ||||RPL4||Ribosomal protei
2.36953895 9020 NM_003954 Hs.404183 Mitogen-activated protein kinase||MAP3K14||HSNIK||NF-K
2.36041488 10746 NM_006609 Hs.145605 Mitogen-activated protein kinase||MAP3K2||Mitogen-activa
2.11406501 4215 NM_002401 Hs.29282 Mitogen-activated protein kinase||MEKK3||MAPKKK3||MAP
1.87683921 4216 NM_005922 Hs.390428 Mitogen-activated protein kinase||MAP3K4||KIAA0213||ME
1.79472258 4217 NM_005923 Hs.186486 Mitogen-activated protein kinase||MEKK5||ASK1||MAPKKK
1.88596328 9064 NM_004672 Hs.194694 Mitogen-activated protein kinase||MAPKKK6||MAP3K6||Mit
2.46990371 1326 NM_005204 Hs.432453 Mitogen-activated protein kinase####################
1.92245955 4293 XM_027237
1.24727843 11184 NM_007181 Hs.95424 Mitogen-activated protein kinase||MAP4K1||HPK1||HEMAT
2.37866302 5871 NM_004579 Hs.534341 Mitogen-activated protein kinase||MAP4K2||GCK||RAB8IP,
1.2564025 8491 NM_003618 Hs.468239 Mitogen-activated protein kinase||MAP4K3||MAPKKKK3||G
0.96443228 9448 NM_004834 Hs.431550 Mitogen-activated protein kinase||MAP4K4||HGK||HEMATO
0.54472509 11183 NM_006575 Hs.130491 Mitogen-activated protein kinase||MAP4K5||MAPKKKK5||M
4.75092103 5594 NM_002745 Hs.431850 Mitogen-activated protein kinase||PRKM1||PRKM2||MAPK1
1.01005263 5602 NM_002753 Hs.25209 Mitogen-activated protein kinase||JNK3||PRKM10||MAPK1
1.72173003 5600 NM_002751 Hs.57732 Mitogen-activated protein kinase||SAPK2B||p38-BETA-2||P



3.35493843 6300 NM_002969 Hs.432642 Mitogen-activated protein kinase||SAPK3||p38-GAMMA||M
1.54837271 5603 NM_002754 Hs.178695 Mitogen-activated protein kinase||SAPK4||p38-DELTA||PR
1.36589133 1432 NM_001315 Hs.485233 Mitogen-activated protein kinase####################
2.46990371 5595 NM_002746 Hs.861 Mitogen-activated protein kinase||MAPK3||p44ERK1||PRKM
2.55202033 5597 NM_002748 Hs.411847 Mitogen-activated protein kinase||p97MAPK||PRKM6||MAP
-0.5866595 5598 NM_002749 Hs.150136 Mitogen-activated protein kinase||PRKM7||MAPK7||ERK5||
0.47173254 5599 NM_002750 Hs.522924 Mitogen-activated protein kinase||SAPK1||PRKM8||MAPK8
2.83486648 9479 NM_005456 Hs.234249 Mitogen-activated protein kinase||MAPK8IP1||IB1||JIP1||IS
1.70348189 23542 NM_012324 Hs.356523 Mitogen-activated protein kinase||MAPK8IP2||IB2||JIP2||IS
7.15967532 23162 NM_015133 Hs.207763 Mitogen-activated protein kinase####################
2.96260345 5601 NM_002752 Hs.484371 Mitogen-activated protein kinase||JNK2||PRKM9||MAPK9||C
4.13048432 9261 NM_004759 Hs.519276 Mitogen-activated protein kinase||MAPKAPK2||MAPKAP K
3.79289376 7867 NM_004635 Hs.234521 Mitogen-activated protein kinase||MAPKAPK3||MAPKAP3|
1.35676726 8550 NM_003668 Hs.413901 Mitogen-activated protein kinase||MAPKAPK5||PRAK||p38-
1.03742483 2011 NM_004954 Hs.502809 MAP/microtubule affinity-regulat ####################
3.32756622 4140 NM_002376 Hs.35828 MAP/microtubule affinity-regulat ||MARK3||CTAK1||CDC25
1.89508735 57787 NM_031417 Hs.34314 MAP/microtubule affinity-regulat ||MARK4||MARKL1||KIAA1
4.5228193 23139 NM_015112 Hs.319481 Microtubule associated serine/th||MAST2||Microtubule ass
3.19070518 4145 NM_002378 Hs.515069 Megakaryocyte-associated tyros||CTK||HYL||MATK||Megak
2.21442977 51562 NM_016586 Hs.368647 MAP3K12 binding inhibitory prot||MBIP||MAP3K12 binding
2.38778709 9833 NM_014791 Hs.184339 Maternal embryonic leucine zipp||KIAA0175||MELK||HPK3
3.29106994 10461 NM_006343 Hs.306178 C-mer proto-oncogene tyrosine ||MERTK||MER TYROSIN
4.29471757 4233 NM_000245 Hs.132966 Met proto-oncogene (hepatocyte||MET||RCCP2||HGFR||ON
4.84216172 93627 NM_033115 Hs.292986 Hypothetical protein MGC16169||MGC16169||hypothetical
1.90421141 202374 NM_145001 Hs.352370 Serine/threonine kinase 32A ||STK32A||serine/threonin
1.21078215 122011 NM_145203 Hs.512897 Casein kinase 1, alpha 1-like ||CSNK1A1L||Casein kina
1.56662085 167359 NM_153361 Hs.25845 Hypothetical protein MGC42105||MGC42105||hypothetical
2.21442977 169436 XM_291304
3.30019401 166614 NM_152619 Hs.437045 Doublecortin and CaM kinase-lik||DCAMKL2||doublecortin 
2.02282432 138429 NM_173492 Hs.445486 Phosphatidylinositol-4-phosphat ||PIP5KL1||Phosphatidylin
4.4315786 83931 NM_032017 Hs.471768 Serine/threonine kinase 40 ||STK40||MGC4796||Serin
2.6797573 80724 NM_025247 Hs.331141 Acyl-Coenzyme A dehydrogenas||ACAD10||acyl-Coenzyme
1.62136527 79012 NM_024046 Hs.145156 CaM kinase-like vesicle-associa||CAMKV||MGC8407||CaM
3.80201782 57538 NM_020778 Hs.459183 Alpha-kinase 3 ||ALPK3||Alpha-kinase 3||
3.47355133 50488 NM_015716 Hs.443417 Misshapen-like kinase 1 (zebraf ||MINK1||Misshapen-like k
1.80384665 8569 NM_003684 Hs.371594 MAP kinase interacting serine/th||MKNK1||MNK1||MAPK-IN
2.80749427 4342 NM_005372 Hs.533432 V-mos Moloney murine sarcoma||MOS||MSV||ONCOGENE
1.18340994 4354 NM_002436 Hs.496984 Membrane protein, palmitoylated||PEMP||EMP55||MPP1||E
1.03742483 4355 NM_005374 Hs.514208 Membrane protein, palmitoylated||MPP2||DLG2, FORMER
4.34033791 4356 NM_001932 Hs.396566 Membrane protein, palmitoylated||MPP3||DLG3, FORMER
-1.71804409 9019 NM_003953 Hs.493919 Myelin protein zero-like 1 ||MPZL1||PZR||PROTEIN 
1.54837271 9902 NM_006039 Hs.7835 Mannose receptor, C type 2 ||MRC2||mannose recepto
2.30567046 4486 NM_002447 Hs.517973 Macrophage stimulating 1 recep||MST1R||MSP RECEPTO
-0.10308383 51765 NM_016542 Hs.444247 Mst3 and SOK1-related kinase ||MASK||MST4||Mst3 and 
1.63961341 4593 NM_005592 Hs.521653 Muscle, skeletal, receptor tyrosi ||MUSK||RECEPTOR TYR
0.98268042 4597 NM_002461 Hs.252457 Mevalonate (diphospho) decarb ||MPD||MVD||MEVALONA
3.01734787 4598 NM_000431 Hs.130607 Mevalonate kinase (mevalonic a||MVK||MEVALONATE KI
1.99545211 4638 NM_005965 Hs.477375 Myosin, light polypeptide kinase ||MYLK||TELOKIN||KRP||M
2.43340743 53904 NM_017433 Hs.131367 Myosin IIIA ||MYO3A||myosin IIIA||
1.56662085 140469 NM_138995 Hs.534101 Myosin IIIB ||MYO3B||myosin IIIB||
1.03742483 55577 NM_017567 Hs.7036 N-acetylglucosamine kinase ||NAGK||GNK||GlcNAc KIN



1.1377896 26960 NM_015678 Hs.491172 Neurobeachin ||Neurobeachin||NBEA||
3.39143471 4750 XM_291107
0.95530821 79858 NM_024800 Hs.200813 NIMA (never in mitosis gene a)- ||||NEK11||NIMA (never in 
2.81661834 4751 NM_002497 Hs.153704 NIMA (never in mitosis gene a)- ||NEK2||NIMA-RELATED 
2.43340743 6787 NM_003157 Hs.129550 NIMA (never in mitosis gene a)- ||NRK2||STK2||NEK4||NIM
-0.76001681 10783 NM_014397 Hs.197071 NIMA (never in mitosis gene a)- ||NEK6||NIMA-RELATED 
1.17428587 140609 NM_133494 Hs.24119 NIMA (never in mitosis gene a)- ||NEK7||NIMA-RELATED 
0.44436033 284086 NM_178170 Hs.448468 NIMA (never in mitosis gene a)- ||NEK8||NIMA (never in m
-1.33483318 91754 NM_033116 Hs.7200 NIMA (never in mitosis gene a)- ||NEK9||NIMA (never in m
-0.73264461 51701 NM_016231 Hs.208759 Nemo like kinase ||NLK||Nemo like kinase||
-1.80928478 4830 NM_000269 Hs.118638 Non-metastatic cells 1, protein ( ####################
-1.69979595 4831 NM_002512 Hs.463456 Non-metastatic cells 2, protein ( ||NM23H2||NDPKB||NME2
-2.60307881 4832 NM_002513 Hs.514065 Non-metastatic cells 3, protein e||DR-NM23||NM23H3||NM
-1.59030712 4833 NM_005009 Hs.9235 Non-metastatic cells 4, protein e||NME4||METASTASIS IN
-0.92425006 8382 NM_003551 Hs.519602 Non-metastatic cells 5, protein e||NM23H5||NME5||NONM
-1.71804409 10201 NM_005793 Hs.465558 Non-metastatic cells 6, protein e||NME6||NONMETASTAT
-1.24359249 29922 NM_013330 Hs.551539 Non-metastatic cells 7, protein e||NME7||Non-metastatic c
-0.57753543 4881 NM_000906 Hs.490330 Natriuretic peptide receptor A/gu||NPR1||GUC2A||ANPRA|
-1.34395725 4882 NM_000907 Hs.78518 Natriuretic peptide receptor B/gu||NPR2||ANPRB||ATRION
-0.74176868 29959 NM_013392 Hs.515876 Nuclear receptor binding protein||NRBP||NUCLEAR RECE
-1.28921283 10718 XM_166086
-1.20709621 4914 NM_002529 Hs.406293 Neurotrophic tyrosine kinase, re ||TRKA||NTRK1||TYROSIN
-1.69067188 4915 NM_006180 Hs.494312 Neurotrophic tyrosine kinase, re ||NTRK2||TYROSINE KIN
-1.25271655 4916 NM_002530 Hs.410969 Neurotrophic tyrosine kinase, re ||||NTRK3||Neurotrophic ty
-1.5355627 89882 NM_033516 Hs.351815 Protein kinase NYD-SP25 ||NYD-SP25||protein kinas
-0.86038158 9943 NM_005109 Hs.475970 Oxidative-stress responsive 1 ||OXSR1||OSR1||OXIDAT
-1.6268034 55197 NM_018170 Hs.464912 Hypothetical protein FLJ10656 ||P15RS||hypothetical prot
-0.92425006 57147 NM_020423 Hs.435560 SCY1-like 3 (S. cerevisiae) ||PACE-1||PACE1||SCYL3
-1.38045352 29993 NM_020804 Hs.520087 Protein kinase C and casein kin ||PACSIN1||KIAA1379||pro
-1.55381084 55824 NM_018440 Hs.266175 Phosphoprotein associated with ||PAG1||PAG||PHOSPHO
-1.38957759 5058 NM_002576 Hs.435714 P21/Cdc42/Rac1-activated kina ||PAK1||p21/Cdc42/Rac1-
-1.11585552 5062 NM_002577 Hs.518530 P21 (CDKN1A)-activated kinase||PAK65||PAK2||p21-ACTI
-1.8640292 5063 NM_002578 Hs.390616 P21 (CDKN1A)-activated kinase||||PAK3||P21 (CDKN1A)-a
-0.8238853 10298 NM_005884 Hs.20447 P21(CDKN1A)-activated kinase ||PAK4||p21-ACTIVATED 
-0.99724262 56924 NM_020168 Hs.513645 P21(CDKN1A)-activated kinase ||PAK6||p21(CDKN1A)-ac
-1.31658504 57144 NM_020341 Hs.32539 P21(CDKN1A)-activated kinase ||PAK5||PAK7||KIAA1264|
-1.20709621 53354 NM_138316 Hs.465933 Pantothenate kinase 1 ||PANK1||Pantothenate kin
-0.17607638 79646 NM_024594 Hs.388400 Pantothenate kinase 3 ||||PANK3||Pantothenate k
-0.63227984 55229 NM_018216 Hs.26156 Pantothenate kinase 4 ||PANK4||Pantothenate kin
-1.31658504 9061 NM_005443 Hs.368610 3'-phosphoadenosine 5'-phosph ####################
-0.97899448 9060 NM_004670 Hs.524491 3'-phosphoadenosine 5'-phosph ####################
-2.07388279 23178 NM_015148 Hs.397891 PAS domain containing serine/th||PASKIN||PASK||KIAA013
0.00640501 5105 NM_002591 Hs.1872 Phosphoenolpyruvate carboxyki ||PCK1||PEPCK1||PEPCK
-0.9424982 5106 NM_004563 Hs.75812 Phosphoenolpyruvate carboxyki ||PCK2||PEPCK DEFICIEN
-1.80016071 5127 NM_006201 Hs.496068 PCTAIRE protein kinase 1 ||PCTK1||PCTAIRE1||PCT
-0.86038158 5128 NM_002595 Hs.506415 PCTAIRE protein kinase 2 ||PCTK2||PCTAIRE2||PCT
-0.31293742 5129 NM_002596 Hs.445402 PCTAIRE protein kinase 3 ||PCTK3||PCTAIRE3||PCT
-0.63227984 5156 NM_006206 Hs.74615 Platelet-derived growth factor re ||PDGFRA||PDGFRA/FIP1
-0.31293742 5159 NM_002609 Hs.509067 Platelet-derived growth factor re ||PDGFRB||PDGFRB/RAB
-1.6268034 5163 NM_002610 Hs.470633 Pyruvate dehydrogenase kinase||PDK1||Pyruvate dehydro
-1.28008876 5164 NM_002611 Hs.256667 Pyruvate dehydrogenase kinase||PDK2||Pyruvate dehydro



-1.25271655 5165 NM_005391 Hs.444422 Pyruvate dehydrogenase kinase||PDK3||Pyruvate dehydro
-1.15235179 5166 NM_002612 Hs.8364 Pyruvate dehydrogenase kinase||PDK4||Pyruvate dehydro
-1.87315327 5170 NM_002613 Hs.459691 3-phosphoinositide dependent p||PDPK1||PDK1||3-phosph
-0.97899448 5207 NM_002625 Hs.444304 6-phosphofructo-2-kinase/fructo||PFRX||PFKFB1||PFKFB,
-0.9424982 5208 NM_006212 Hs.282702 6-phosphofructo-2-kinase/fructo||PFKFB2||6-phosphofruct
-0.75089274 5209 NM_004566 Hs.195471 6-phosphofructo-2-kinase/fructo||IPFK2||PFKFB3||PFKFB
0.13414198 5210 NM_004567 Hs.476217 6-phosphofructo-2-kinase/fructo||PFKFB4||6-phosphofruct
-1.44432201 5211 NM_002626 Hs.255093 Phosphofructokinase, liver ||PFKL||Phosphofructokina
-1.14322772 5213 NM_000289 Hs.75160 Phosphofructokinase, muscle ||PFKM||PFKM DEFICIEN
-1.09760738 5214 NM_002627 Hs.26010 Phosphofructokinase, platelet ||PFKF||PFKP||Phosphofru
-2.11037907 5218 NM_012395 Hs.430742 PFTAIRE protein kinase 1 ||PFTK1||PFTAIRE protein
-1.34395725 5230 NM_000291 Hs.78771 Phosphoglycerate kinase 1 ||PGK1P2||PGK1||3-@PH
-1.88227733 5232 NM_138733 Hs.367727 Phosphoglycerate kinase 2 ||PGK2||PGKB||PGK, TES
-1.179724 5255 NM_002637 Hs.201379 Phosphorylase kinase, alpha 1 (||PHKA1||PHKA1 MUSCL

-0.97899448 5256 NM_000292 Hs.54941 Phosphorylase kinase, alpha 2 (####################
-1.33483318 5260 NM_006213 Hs.512612 Phosphorylase kinase, gamma ||PHKG1||PHOSPHORYL
-1.23446842 5261 NM_000294 Hs.196177 Phosphorylase kinase, gamma 2||PHKG2||PHOSPHORYL
-0.44067439 55300 NM_018323 Hs.443733 Phosphatidylinositol 4-kinase typ||PI4K2B||phosphatidylino
-0.56841136 55361 NM_018425 Hs.25300 Phosphatidylinositol 4-kinase typ||PI4KII||phosphatidylinosi
0.25275488 5286 NM_002645 Hs.175343 Phosphoinositide-3-kinase, clas ||PIK3C2A||CPK||C2-CON
-0.83300937 5287 NM_002646 Hs.497487 Phosphoinositide-3-kinase, clas ||PIK3C2B||PHOSPHATID
-0.16695231 5288 NM_004570 Hs.22500 Phosphoinositide-3-kinase, clas ||PIK3C2G||Phosphoinosit
-1.5355627 5290 NM_006218 Hs.553498 Phosphoinositide-3-kinase, cata||PIK3CA||p110-ALPHA||P
-0.8238853 5291 NM_006219 Hs.239818 Phosphoinositide-3-kinase, cata||p110-BETA||PI3KCB||PIK
-1.23446842 5294 NM_002649 Hs.32942 Phosphoinositide-3-kinase, cata||p110-GAMMA||PIK3CG|
-0.34030963 5295 NM_181504 Hs.132225 Phosphoinositide-3-kinase, regu||GRB1||PIK3R1||PHOSPH
-1.33483318 5296 NM_005027 Hs.371344 Phosphoinositide-3-kinase, regu||PIK3R2||PHOSPHATIDY
-0.35855777 8503 NM_003629 Hs.170510 Phosphoinositide-3-kinase, regu||PIK3R3||p55-GAMMA||P
-0.14870417 30849 NM_014602 Hs.149032 Phosphoinositide-3-kinase, regu||PIK3R4||VPS15, YEAST
0.17063825 5297 NM_002650 Hs.529438 Phosphatidylinositol 4-kinase, ca||PIK4CA||PHOSPHATIDY
0.17063825 5298 NM_002651 Hs.527624 Phosphatidylinositol 4-kinase, ca||PIK4CB||PI4K-BETA||PH
-0.53191508 5292 NM_002648 Hs.81170 Pim-1 oncogene ||PIM1||Pim-1 oncogene||O
-0.10308383 11040 NM_006875 Hs.496096 Pim-2 oncogene ||PIM2||ONCOGENE PIM2
-0.55016322 65018 NM_032409 Hs.389171 PTEN induced putative kinase 1||PINK1||PTEN-INDUCED
-0.7052724 8394 NM_003557 Hs.546316 Phosphatidylinositol-4-phosphat ||PIP5K1A||phosphatidylin
-0.96987041 5305 NM_005028 Hs.499029 Phosphatidylinositol-4-phosphat ||PIP5K2A||PI5P4KA||PHO
-0.23994487 8396 NM_003559 Hs.260603 Phosphatidylinositol-4-phosphat ||PIP5K2B||PI5P4KB||PHO
-1.32570911 79837 NM_024779 Hs.144502 Phosphatidylinositol-4-phosphat ||PIP5K2C||phosphatidylin
-1.20709621 83394 NM_031220 Hs.183983 PITPNM family member 3 ||NIR1||PITPNM3||PITPNM
-1.19797214 282974 NM_173575 Hs.469002 Serine/threonine kinase 32C ||STK32C||serine/threonin
-1.49906643 5569 NM_006823 Hs.433700 Protein kinase (cAMP-dependen||PKIA||protein kinase (cA
-1.91877361 5570 NM_032471 Hs.486354 Protein kinase (cAMP-dependen||PKIB||protein kinase (cA
-1.73629223 5313 NM_000298 Hs.95990 Pyruvate kinase, liver and RBC ||PKLR||PK1||PKRL||PYRU
-1.47169422 5315 NM_002654 Hs.198281 Pyruvate kinase, muscle ||PK3||OIP3||PKM2||THBP
-0.77826495 9088 NM_004203 Hs.77783 Protein kinase, membrane asso ||PKMYT1||CDC2-INHIBIT
-1.05198703 29941 NM_013355 Hs.300485 Protein kinase N3 ||PKN3||protein kinase N3
-1.07935924 5347 NM_005030 Hs.329989 Polo-like kinase 1 (Drosophila) ||PLK1||STPK13||SERINE
-1.46257015 5394 NM_002685 Hs.321234 Exosome component 10 ||PMSCL2||EXOSC10||PO
-1.54468677 10654 NM_006556 Hs.30954 Phosphomevalonate kinase ||PMVK||PMKase||Phosph
-0.66877612 11284 NM_007254 Hs.78016 Polynucleotide kinase 3'-phosph||PNKP||DNA KINASE||Po
-2.00089024 84152 NM_032192 Hs.286192 Protein phosphatase 1, regulato||DARPP32||PPP1R1B||DO



-1.33483318 5515 NM_002715 Hs.483408 Protein phosphatase 2 (formerly||PPP2CA||PROTEIN PHO
-2.04651058 5516 NM_004156 Hs.491440 Protein phosphatase 2 (formerly||PPP2CB||PROTEIN PHO
-1.02461482 5531 NM_002720 Hs.534338 Protein phosphatase 4 (formerly||PPX||PPP4C||PROTEIN 
-0.66877612 5562 NM_006251 Hs.43322 Protein kinase, AMP-activated, a||PRKAA1||AMPK-ALPHA
-1.97351803 5563 NM_006252 Hs.256067 Protein kinase, AMP-activated, a||PRKAA2||AMPK-ALPHA
-1.08848331 5566 NM_002730 Hs.194350 Protein kinase, cAMP-dependen||PRKACA||PROTEIN KIN
-0.38592997 5567 NM_002731 Hs.487325 Protein kinase, cAMP-dependen||PRKACB||PROTEIN KIN
-1.30746097 5568 NM_002732 Hs.158029 Protein kinase, cAMP-dependen||PRKACG||PROTEIN KIN
-0.86950565 5571 NM_002733 Hs.530862 Protein kinase, AMP-activated, g||PRKAG1||AMPK-GAMM
-0.62315577 53632 NM_017431 Hs.434525 Protein kinase, AMP-activated, g||||PRKAG3||Protein kinase
-1.20709621 5573 NM_002734 Hs.280342 Protein kinase, cAMP-dependen||PRKAR1A||TISSUE-SPE
-0.32206149 5576 NM_004157 Hs.517841 Protein kinase, cAMP-dependen||PRKAR2A||PROTEIN KI
-0.98811855 5577 NM_002736 Hs.433068 Protein kinase, cAMP-dependen||PRKAR2B||RII-BETA||PR
-0.39505404 5578 NM_002737 Hs.531704 Protein kinase C, alpha ||PRKCA||PKCA||protein k
-0.3768059 9463 NM_012407 Hs.180871 Protein kinase C, alpha binding ||PICK1||PRKCABP||PRKC
-0.53191508 5580 NM_006254 Hs.155342 Protein kinase C, delta ||PRKCD||protein kinase C
-0.65052798 5581 NM_005400 Hs.97432 Protein kinase C, epsilon ||PKCE||PRKCE||protein k
-0.69614833 5582 NM_002739 Hs.2890 Protein kinase C, gamma ||PRKCG||PKCC||PKCG||p
-0.24906893 5583 NM_006255 Hs.333907 Protein kinase C, eta ||PRKCH||PRKCL||PKCL||
-2.38410115 5584 NM_002740 Hs.478199 Protein kinase C, iota ||PKC-LAMBDA/IOTA||PR
-1.6268034 5585 NM_002741 Hs.466044 Protein kinase N1 ||PRK1||PRKCL1||PKN1||p
-1.7454163 5586 NM_006256 Hs.440833 Protein kinase N2 ||PRK2||PKN2||PRKCL2||p
-0.54103915 5587 NM_002742 Hs.508999 Protein kinase D1 ||PRKCM||PRKD1||PKC-M
-0.3494337 23683 NM_005813 Hs.173536 Protein kinase D3 ||PKC-NU||PRKCN||PRKD
-0.35855777 5588 NM_006257 Hs.498570 Protein kinase C, theta ||PRKCQ||protein kinase C
-0.08483569 5589 NM_002743 Hs.512640 Protein kinase C substrate 80K- ||PRKCSH||G19P1 HEPAT
-0.12133196 5590 NM_002744 Hs.496255 Protein kinase C, zeta ||PKC2||PRKCZ||protein k
-0.90600192 25865 NM_016457 Hs.466987 Protein kinase D2 ||PKD2||PRKD2||protein k
-1.2983369 5591 NM_006904 Hs.491682 Protein kinase, DNA-activated, c####################
-1.07935924 5592 NM_006258 Hs.2689 Protein kinase, cGMP-dependen||PRKG1||cGKI-BETA||cG
-0.77826495 5593 NM_006259 Hs.546277 Protein kinase, cGMP-dependen||PRKG2||cGKII||PRKGR2
-1.01549075 5610 NM_002759 Hs.131431 Eukaryotic translation initiation f ||PRKR||EIF2AK2||PKR||P
-0.44979846 8575 NM_003690 Hs.405537 Protein kinase, interferon-induci ||PRKRA||PACT||RAX||PK
0.15239011 65125 NM_018979 Hs.504432 WNK lysine deficient protein kin ||PRKWNK1||WNK1||KDP
-1.15235179 65268 NM_006648 Hs.522291 WNK lysine deficient protein kin ||PRKWNK2||WNK2||PRO
0.01552907 65267 NM_020922 Hs.92423 WNK lysine deficient protein kin ||PRKWNK3||KIAA1566||W
-0.55928729 65266 NM_032387 Hs.105448 WNK lysine deficient protein kin ||PRKWNK4||WNK4||PRO
-0.05746348 5613 NM_005044 Hs.390788 Protein kinase, X-linked ||PRKX||PROTEIN KINAS
-0.89687785 5616 NM_002760 Hs.546278 Protein kinase, Y-linked ||PRKY||protein kinase, Y-
-0.91512599 8899 NM_003913 Hs.159014 PRP4 pre-mRNA processing fac||PRPF4B||PRP4, YEAST
-1.44432201 5631 NM_002764 Hs.56 Phosphoribosyl pyrophosphate s||PRPS1||PHOSPHORIBO
-0.87862971 5634 NM_002765 Hs.104123 Phosphoribosyl pyrophosphate s||PRPS2||PHOSPHORIBO
-0.99724262 5635 NM_002766 Hs.77498 Phosphoribosyl pyrophosphate s||PAP39||PRPSAP1||PHO
-0.50454287 5636 NM_002767 Hs.462418 Phosphoribosyl pyrophosphate s||PAP41||PRPSAP2||PHO
0.41698812 9344 NM_004783 Hs.291623 TAO kinase 2 ||TAOK2||TAO kinase 2||
-0.30381335 5681 NM_006742 Hs.513683 Protein serine kinase H1 ||PSKH1||protein serine ki
0.8093231 85481 NM_033126 Hs.532044 Protein serine kinase H2 ||PSKH2||protein serine ki

-0.47717067 5747 NM_005607 Hs.395482 PTK2 protein tyrosine kinase 2 ||FAK1||PTK2||PROTEIN-
-1.47169422 2185 NM_004103 Hs.491322 PTK2B protein tyrosine kinase 2####################
-1.71804409 5753 NM_005975 Hs.51133 PTK6 protein tyrosine kinase 6 ||PTK6||PROTEIN-TYROS
-0.99724262 5754 NM_002821 Hs.90572 PTK7 protein tyrosine kinase 7 ||PTK7||PROTEIN-TYROS



-0.23994487 5756 NM_002822 Hs.189075 PTK9 protein tyrosine kinase 9 ||PTK9||PTK9 protein tyro
-1.76366443 11344 NM_007284 Hs.436439 PTK9L protein tyrosine kinase 9 ||PTK9L||A6RP||PTK9L pr
-0.53191508 84867 NM_032781 Hs.79092 Protein tyrosine phosphatase, n ||STEP||PTPN5||PTPN, ST
-0.64140391 5793 NM_002841 Hs.386866 Protein tyrosine phosphatase, re||PTPRG||PTPG||PROTEI
-0.40417811 5795 NM_002843 Hs.318547 Protein tyrosine phosphatase, re||PTPRJ||DEP1||SCC1||PR
0.0976457 5801 NM_002849 Hs.506076 Protein tyrosine phosphatase, re||PCPTP1||PTPRR||PTPR

-0.56841136 11122 NM_007050 Hs.549109 Protein tyrosine phosphatase, re||PTPRT||RPTP-RHO||KIA
-0.92425006 54899 NM_017771 Hs.190544 PX domain containing serine/thr||PXK||PX domain contain
-0.86038158 5832 NM_002860 Hs.500645 Aldehyde dehydrogenase 18 fam||P5CS||PYCS||ALDH18A
-0.91512599 5879 NM_018890 Hs.413812 Ras-related C3 botulinum toxin ||RAC1||RHO FAMILY, SM
-1.78191257 5894 NM_002880 Hs.159130 V-raf-1 murine leukemia viral on||RAF1||ONCOGENE RAF
0.23450674 5891 NM_014226 Hs.104119 Renal tumor antigen ||MOK||RAGE||Renal tumo
0.40786405 5924 NM_006909 Hs.162129 Ras protein-specific guanine nu ||RASGRF2||Ras protein-s
-0.1122079 8566 NM_003681 Hs.284491 Pyridoxal (pyridoxine, vitamin B6||||PDXK||Pyridoxal (pyrido
0.20713453 5579 NM_002738 Hs.460355 Protein kinase C, beta 1 ||PRKCB1||PKCB||PRKCB
-0.83300937 64080 NM_022128 Hs.11916 Ribokinase ||RBKS||Ribokinase||
-1.22534435 5979 NM_000323
-1.21622028 5987 NM_006510 Hs.440382 Ret finger protein ||RFP||TRIM27||Ret finger
-2.00089024 6011 NM_002929 Hs.103501 G protein-coupled receptor kina ||GRK1||RHOK||RHODOP
-1.72716816 83732 NM_031480 Hs.437474 RIO kinase 1 (yeast) ||RIOK1||RIO kinase 1 (ye
-2.13775127 8780 NM_003831 Hs.445511 RIO kinase 3 (yeast) ||RIOK3||RIO kinase 3 (ye
-0.93337413 8737 NM_003804 Hs.519842 Receptor (TNFRSF)-interacting ||RIP1||RIPK1||RECEPTO
-1.2983369 8767 NM_003821 Hs.103755 Receptor-interacting serine-thre ||RICK||CARDIAK||RIPK2|
-1.09760738 11035 NM_006871 Hs.268551 Receptor-interacting serine-thre ||RIP3||RIPK3||RECEPTO
2.39691116 6041 NM_021133 Hs.518545 Ribonuclease L (2',5'-oligoisoad ||RNASEL||RNS4||RIBON
-0.90600192 6093 NM_005406 Hs.306307 Rho-associated, coiled-coil cont ||p160-ROCK||ROCK1||RH
-0.76001681 9475 NM_004850 Hs.58617 Rho-associated, coiled-coil cont ||ROCK2||RHO-ASSOCIA
-0.96074634 4919 NM_005012 Hs.436456 Receptor tyrosine kinase-like or ||NTRKR1||ROR1||NEURO
-1.5355627 4920 NM_004560 Hs.98255 Receptor tyrosine kinase-like or ||NTRKR2||ROR2||NEURO
-1.61767933 6098 NM_002944 Hs.1041 V-ros UR2 sarcoma virus oncog||ROS1||ONCOGENE RO
-1.93702175 6102 NM_006915 Hs.44766 Retinitis pigmentosa 2 (X-linked ||RP2||RP2 RP2 GENE||R
-1.32570911 6195 NM_002953 Hs.149957 Ribosomal protein S6 kinase, 90||RSK1||RPS6KA1||RIBOS
-1.83665699 6196 NM_021135 Hs.147119 Ribosomal protein S6 kinase, 90||RSK3||RPS6KA2||RIBOS
-1.34395725 6197 NM_004586 Hs.445387 Ribosomal protein S6 kinase, 90||RSK2||RPS6KA3||RIBOS
-1.05198703 8986 NM_003942 Hs.105584 Ribosomal protein S6 kinase, 90||RSKB||RPS6KA4||MSK2
-0.51366694 9252 NM_004755 Hs.510225 Ribosomal protein S6 kinase, 90||MSK1||RPS6KA5||MITOG
-0.7052724 27330 NM_014496 Hs.368153 Ribosomal protein S6 kinase, 90||RSK4||RPS6KA6||RIBOS
-0.32206149 6198 NM_003161 Hs.463642 Ribosomal protein S6 kinase, 70||p70(S6K)-ALPHA||p70-A
-0.39505404 6199 NM_003952 Hs.534345 Ribosomal protein S6 kinase, 70||p70(S6K)-BETA||S6K2||p
-0.74176868 26750 NM_012424 Hs.30352 Ribosomal protein S6 kinase, 52||RPS6KC1||ribosomal pro
-1.21622028 83694 NM_031464 Hs.414481 Ribosomal protein S6 kinase-lik ||RPS6KL1||ribosomal pro
-0.08483569 6259 NM_002958 Hs.245869 RYK receptor-like tyrosine kinas||RYK||RYK1||RYK recepto
-0.99724262 22983 NM_014975 Hs.227489 Microtubule associated serine/th||MAST1||Microtubule ass
-0.76914088 8631 NM_003726 Hs.316931 Src family associated phosphop ||SKAP55||SCAP1||SRC F
-0.13045603 57410 NM_020680 Hs.238839 SCY1-like 1 (S. cerevisiae) ||SCYL1||NTKL||N-TERMI
-1.27096469 22929 NM_012247 Hs.124027 Selenophosphate synthetase 1 ||SEPHS1||SPS1||Selenop
-0.26731707 6446 NM_005627 Hs.296323 Serum/glucocorticoid regulated ||SGK||SGK1||SERUM/GL
-0.62315577 10110 NM_016276 Hs.472793 Serum/glucocorticoid regulated ||SGK2||SERUM/GLUCOC
-0.81476123 23678 NM_013257 Hs.380877 Serum/glucocorticoid regulated ||CISK||SGKL||SGK3||SER
-1.17059993 6464 NM_003029 Hs.433795 SHC (Src homology 2 domain c ||SHC1||p66||p52||SHCA p
0.0976457 23235 NM_015191 Hs.552588 SNF1-like kinase 2 ||SNF1LK2||KIAA0781||SI



-1.28921283 9748 NM_014720 Hs.500972 STE20-like kinase (yeast) ||SLK||STE20-like kinase 
-1.10673145 23049 NM_014006
-0.43155032 81788 NM_030952 Hs.497512 Likely ortholog of rat SNF1/AMP||SNARK||SNF1/AMPK-RE
-0.35855777 150094 NM_173354 Hs.282113 SNF1-like kinase ||SNF1LK||SNF1-like kina
-0.64140391 10769 NM_006622 Hs.398157 Polo-like kinase 2 (Drosophila) ||SNK||PLK2||SERUM-IND
-1.00636668 54861 NM_017719 Hs.476052 SNF related kinase ||SNRK||SNF related kinas
-0.72352054 8651 NM_003745 Hs.50640 Suppressor of cytokine signaling||CIS1||SOCS1||JAB||TIP3
-0.31293742 9655 NM_014011 Hs.468426 Suppressor of cytokine signaling||SOCS5||CIS6||KIAA0671
-0.61403171 53340 NM_017425 Hs.286233 Sperm autoantigenic protein 17 ||SPA17||SP17||Sperm au
-0.85125751 56990 NM_020240 Hs.549183 CDC42 small effector 2 ||CDC42SE2||CDC42 sma
-0.45892253 8877 NM_021972 Hs.68061 Sphingosine kinase 1 ||SPHK1||Sphingosine kin
-0.86950565 56848 NM_020126 Hs.528006 Sphingosine kinase 2 ||SPHK2||Sphingosine kin
-0.23994487 22928 NM_012248 Hs.118725 Selenophosphate synthetase 2 ||SEPHS2||SPS2||Selenop
-0.00271906 8878 NM_003900 Hs.529892 Sequestosome 1 ||SQSTM1||Sequestosom
-0.91512599 6714 NM_005417 Hs.195659 V-src sarcoma (Schmidt-Ruppin||ASV||SRC||SRC ONCOG
-1.10673145 6725 NM_080823 Hs.411061 Src-related kinase lacking C-ter ||SRMS||src-related kinase
-1.17059993 6732 NM_003137 Hs.443861 SFRS protein kinase 1 ||SRPK1||SFRS protein ki
-0.77826495 6733 NM_182691 Hs.285197 SFRS protein kinase 2 ||SRPK2||SFRS protein ki
-1.19797214 10006 NM_005470 Hs.508148 Abl-interactor 1 ||SSH3BP1||ABI1||Abl-inte
-1.69979595 83983 NM_032037 Hs.532711 Testis-specific serine kinase 6 ||TSSK6||SSTK||Testis-sp
-0.42242625 6793 NM_005990 Hs.519756 Serine/threonine kinase 10 ||STK10||LOK||Serine/thre
-0.57753543 6794 NM_000455 Hs.515005 Serine/threonine kinase 11 (Peu||STK11||LKB1||SERINE/T
-0.51366694 8576 NM_003691 Hs.153003 Serine/threonine kinase 16 ||TSF1||STK16||TGFB-ST
-0.32206149 9263 NM_004760 Hs.268887 Serine/threonine kinase 17a (ap||DRAK1||STK17A||SERIN
-1.4169498 9262 NM_004226 Hs.88297 Serine/threonine kinase 17b (ap||DRAK2||STK17B||SERIN
-0.44067439 10733 NM_014264 Hs.172052 Polo-like kinase 4 (Drosophila) ||STK18||PLK4||SAK, MOU
-0.65052798 8859 NM_004197 Hs.485102 Serine/threonine kinase 19 ||HLA-RP1||STK19||Serine
-1.12497958 23617 NM_053006 Hs.505323 Testis-specific serine kinase 2 ||||STK22B||Testis-specific
-0.84213344 81629 NM_052841 Hs.512763 Testis-specific serine kinase 3 ||STK22C||TSSK3||STK22
-1.32570911 83942 NM_032028 Hs.519507 Testis-specific serine kinase 1 ||STK22D||TSSK1||Testis-
-1.07023517 26576 NM_014370
-1.33483318 8428 NM_003576 Hs.508514 Serine/threonine kinase 24 (STE||STK24||MST3B||SERINE
-1.13410365 10494 NM_006374 Hs.516807 Serine/threonine kinase 25 (STE||YSK1||SOK1||STK25||YE
-0.63227984 9024 NM_003957 Hs.170819 BR serine/threonine kinase 2 ||STK29||BRSK2||PEN11B
0.02465314 6788 NM_006281 Hs.492333 Serine/threonine kinase 3 (STE2||MST2||STK3||KRS1||SER
0.10676977 56164 NM_031414 Hs.309767 Serine/threonine kinase 31 ||STK31||Serine/threonine
-0.93337413 65975 NM_030906 Hs.501833 Serine/threonine kinase 33 ||STK33||Serine/threonine
-0.93337413 140901 NM_080836 Hs.100057 Serine/threonine kinase 35 ||CLIK1||STK35||CLP36-IN
-0.1122079 27148 NM_015690 Hs.471404 Serine/threonine kinase 36 (fuse||KIAA1278||STK36||FUSE
-1.28008876 11329 NM_007271 Hs.409578 Serine/threonine kinase 38 ||NDR||STK38||NUCLEAR
-0.48629474 23012 NM_015000 Hs.184523 Serine/threonine kinase 38 like ||STK38L||Serine/threonin
-0.87862971 27347 NM_013233 Hs.276271 Serine threonine kinase 39 (STE||SPAK||STK39||SERINE/T
-0.50454287 6789 NM_006282 Hs.472838 Serine/threonine kinase 4 ||KRS2||MST1||STK4||Ser
-0.4680466 6790 NM_003600 Hs.250822 Serine/threonine kinase 6 ||AIK||STK6||AURORA/IPL
-2.06475872 6850 NM_003177 Hs.371720 Spleen tyrosine kinase ||SYK||Spleen tyrosine kin
-0.51366694 6872 NM_004606 Hs.158560 TAF1 RNA polymerase II, TATA####################
-0.85125751 138474 NM_153809 Hs.408923 TAF1-like RNA polymerase II, T ||TAF1L||TAF1 RNA POLY
-1.59943119 9344 NM_004783 Hs.291623 TAO kinase 2 ||TAOK2||TAO kinase 2||
-1.97351803 29110 NM_013254 Hs.505874 TANK-binding kinase 1 ||TBK1||NAK||NF-KAPPA-
-0.90600192 7006 NM_003215 Hs.479670 Tec protein tyrosine kinase ||TEC||Tec protein tyrosine
-1.13410365 7010 NM_000459 Hs.89640 TEK tyrosine kinase, endothelia ||TIE2||TEK||PROTEIN RE



-1.33483318 7016 NM_006285 Hs.79358 Testis-specific kinase 1 ||TESK1||Testis-specific k
-0.97899448 10420 NM_007170 Hs.525091 Testis-specific kinase 2 ||TESK2||Testis-specific k
-1.09760738 56155 NM_031272 Hs.390221 Testis expressed sequence 14 ||TEX14||TESTIS-EXPRE
-0.71439647 7046 NM_004612 Hs.494622 Transforming growth factor, beta||ALK5||TGFBR1||ACTIVIN
-0.61403171 7048 NM_003242 Hs.82028 Transforming growth factor, beta||HNPCC6||TGFBR2||COL
-1.38045352 7075 NM_005424 Hs.78824 Tyrosine kinase with immunoglo||TIE1||PROTEIN RECEP
-1.04286296 9414 NM_004817 Hs.50382 Tight junction protein 2 (zona oc||ZO2||TJP2||Tight junction
-2.101255 7083 NM_003258 Hs.515122 Thymidine kinase 1, soluble ||TK1||THYMIDINE KINAS

-1.54468677 7084 NM_004614 Hs.512619 Thymidine kinase 2, mitochondr ||TK2||THYMIDINE KINAS
-1.28921283 9874 NM_012290 Hs.470586 Tousled-like kinase 1 ||PKU-BETA||KIAA0137||T
-1.7727885 11011 NM_006852 Hs.445078 Tousled-like kinase 2 ||PKU-ALPHA||TLK2||Tou
-2.02826244 7096 NM_003263 Hs.111805 Toll-like receptor 1 ||TIL||TLR1||TOLL/INTERL
-1.07023517 7098 NM_003265 Hs.29499 Toll-like receptor 3 ||TLR3||Toll-like receptor 3
-0.44067439 7099 NM_003266 Hs.174312 Toll-like receptor 4 ||TLR4||Toll-like receptor 4
-0.36768183 10333 NM_006068 Hs.366986 Toll-like receptor 6 ||TLR6||Toll-like receptor 6
-0.74176868 55872 NM_018492 Hs.104741 PDZ binding kinase ||PBK||PDZ binding kinase
-0.50454287 27010 NM_022445 Hs.490454 Thiamin pyrophosphokinase 1 ||TPK1||THIAMINE KINAS
0.10676977 11139 NM_007064
-0.89687785 28951 NM_021643 Hs.467751 Tribbles homolog 2 (Drosophila)||TRIB2||tribbles homolog 
-0.41330218 50852 NM_016388 Hs.138701 T cell receptor associated transm||TRIM||TCRIM||TRAT1||T
-0.65965205 7204 NM_007118 Hs.130031 Triple functional domain (PTPRF||TRIO||triple functional do
-0.22169673 140803 NM_017662 Hs.272225 Transient receptor potential cati ||CHAK2||TRPM6||CHANN
-1.179724 54822 NM_017672 Hs.512894 Transient receptor potential cati ||CHAK||LTRPC7||TRP-PL

-0.36768183 84630 XM_166453
0.02465314 146057 NM_173500 Hs.549247 Tau tubulin kinase 2 ||TTBK2||Tau tubulin kinas
-0.59578357 7272 NM_003318 Hs.169840 TTK protein kinase ||MPS1L1||TTK||PYT||TTK
-0.45892253 7273 NM_003319 Hs.134602 Titin ||||Titin||TTN||
-1.05198703 7294 NM_003328 Hs.479669 TXK tyrosine kinase ||RLK||TXK||TXK tyrosine 
-0.42242625 51314 NM_016616 Hs.134079 Thioredoxin domain containing 3||SPTRX2||TXNDC3||SPE
-0.39505404 7297 NM_003331 Hs.75516 Tyrosine kinase 2 ||TYK2||PROTEIN-TYROS
-0.41330218 7301 NM_006293 Hs.381282 TYRO3 protein tyrosine kinase ||TYRO3||PROTEIN TYRO
-1.00636668 83549 NM_031432 Hs.9597 Uridine-cytidine kinase 1 ||UCK1||Uridine-cytidine k
-0.3494337 7360 NM_006759 Hs.516217 UDP-glucose pyrophosphorylas ||UDPG||UGPP2||UGP2||U
-0.03009127 8408 NM_003565 Hs.47061 Unc-51-like kinase 1 (C. elegans||ULK1||UNC51.1||UNC51
-0.0209672 9706 NM_014683 Hs.168762 Unc-51-like kinase 2 (C. elegans||ULK2||KIAA0623||UNC5
-0.39505404 51727 NM_016308 Hs.11463 UMP-CMP kinase ||UMPK||UMP-CMPK||UM
-1.22534435 7371 NM_012474 Hs.458360 Uridine-cytidine kinase 2 ||TSA903||UCK2||Uridine-
-0.1395801 54963 NM_017859 Hs.504998 Uridine-cytidine kinase 1-like 1 ||UCKL1||Uridine-cytidine 
0.25275488 7443 NM_003384 Hs.422662 Vaccinia related kinase 1 ||VRK1||VACCINIA-RELAT
-1.84578106 7444 NM_006296 Hs.468623 Vaccinia related kinase 2 ||VRK2||VACCINIA-RELAT
-0.69614833 51231 NM_016440 Hs.443330 Vaccinia related kinase 3 ||VRK3||Vaccinia related k
-1.05198703 7465 NM_003390 Hs.249441 WEE1 homolog (S. pombe) ||WEE1||WEE 1 TYROSIN
0.12501791 11197 NM_007191 Hs.284122 WNT inhibitory factor 1 ||WIF1||WNT inhibitory fac
-0.79651309 9942 NM_005108 Hs.356820 Xylulokinase homolog (H. influe ||XYLB||xylulokinase homo
-0.24906893 7525 NM_005433 Hs.194148 V-yes-1 Yamaguchi sarcoma vir ||YES1||ONCOGENE YES
-0.32206149 7533 NM_003405 Hs.226755 Tyrosine 3-monooxygenase/tryp####################
-0.74176868 10971 NM_006826 Hs.74405 Tyrosine 3-monooxygenase/tryp||14-3-3-THETA||YWHAQ
0.12501791 51776 NM_133646 Hs.444451 Sterile alpha motif and leucine z||||ZAK||Sterile alpha motif
-1.22534435 7535 NM_001079 Hs.234569 Zeta-chain (TCR) associated pro||STD||SRK||ZAP70||ZETA
-0.89687785 8797 NM_003844 Hs.401745 Tumor necrosis factor receptor s||APO2||TNFRSF10A||DR
-0.71439647 8711 NM_003985 Hs.203420 Tyrosine kinase, non-receptor, 1||TNK1||CD38-NEGATIVE



-0.50454287 60385 NM_021733 Hs.515858 Testis-specific kinase substrate ||TSKS||Testis-specific kin
-1.17059993 117 NM_001118 Hs.377783 Adenylate cyclase activating pol ####################
-0.34030963 11318 NM_007264 Hs.483909 Adrenomedullin receptor ||ADMR||AMR||Adrenome
-1.6268034 134 NM_000674 Hs.77867 Adenosine A1 receptor ||ADORA1||RDC7||adenos
-1.55381084 135 NM_000675 Hs.197029 Adenosine A2a receptor ||hA2aR||ADORA2A||RDC
-1.75454036 136 NM_000676 Hs.167046 Adenosine A2b receptor ||ADORA2B||adenosine A
-1.15235179 140 NM_000677 Hs.281342 Adenosine A3 receptor ||||ADORA3||Adenosine A3
-1.49906643 148 NM_000680 Hs.52931 Adrenergic, alpha-1A-, receptor ####################
-0.38592997 147 NM_000679 Hs.368632 Adrenergic, alpha-1B-, receptor ||ALPHA1BAR||ADRA1B||
-1.25271655 146 NM_000678 Hs.557 Adrenergic, alpha-1D-, receptor ####################
-0.3768059 150 NM_000681 Hs.249159 Adrenergic, alpha-2A-, receptor ||ALPHA2AAR||ZNF32||AD
-1.30746097 151 NM_000682 Hs.247686 Adrenergic, alpha-2B-, receptor ||ADRA2L1||ADRARL1||AD
-1.54468677 152 NM_000683 Hs.123022 Adrenergic, alpha-2C-, receptor ||ALPHA2CAR||ADRA2L2
-2.16512348 153 NM_000684 Hs.99913 Adrenergic, beta-1-, receptor ||B1AR||ADRB1||RHR||AD
-2.28373638 154 NM_000024 Hs.2551 Adrenergic, beta-2-, receptor, su####################
-2.25636418 155 NM_000025 Hs.2549 Adrenergic, beta-3-, receptor ||ADRB3||BETA3AR||BET
-1.48081829 156 NM_001619 Hs.83636 Adrenergic, beta, receptor kinas||BETA-ARK1||GRK2||BAR
-2.12862721 157 NM_005160 Hs.517493 Adrenergic, beta, receptor kinas||GRK3||BARK2||2.7.1.126
-1.71804409 185 NM_000685 Hs.477887 Angiotensin II receptor, type 1 ||HAT1R||AG2S||AGTR1||A
-1.88227733 186 NM_000686 Hs.405348 Angiotensin II receptor, type 2 ||AT2||ATGR2||AGTR2||an
-1.5355627 187 NM_005161 Hs.438311 Angiotensin II receptor-like 1 ||MGC45246||AGTRL1||an
-1.16147586 207 NM_005163 Hs.525622 V-akt murine thymoma viral onc ####################
-0.72352054 403 NM_004311 Hs.182215 ADP-ribosylation factor-like 3 ||ARL3||ARFL3||ARF-like 3
-1.09760738 408 NM_004041 Hs.503284 Arrestin, beta 1 ||ARRB1||ARB1||ARR1||B
-1.12497958 552 NM_000706 Hs.2131 Arginine vasopressin receptor 1 ||AVPR1A||V1a vasopress
-1.02461482 553 NM_000707 Hs.1372 Arginine vasopressin receptor 1 ||AVPR3||AVPR1B||vasop
-2.08300686 554 NM_000054 Hs.2524 Arginine vasopressin receptor 2 ####################
-1.51731456 575 NM_001702 Hs.194654 Brain-specific angiogenesis inhi ||BAI1||Brain-specific angi
-0.72352054 576 NM_001703 Hs.524138 Brain-specific angiogenesis inhi ||BAI2||Brain-specific angi
-0.86950565 577 NM_001704 Hs.13261 Brain-specific angiogenesis inhi ||BAI3||KIAA0550||Brain-s
-0.01184313 623 NM_000710 Hs.553486 Bradykinin receptor B1 ||BDKRB1||BKB1R||BRAD
-0.4954188 624 NM_000623 Hs.525572 Bradykinin receptor B2 ||BK-2||B2R||BDKRB2||BK
-0.15782824 643 NM_001716 Hs.113916 Burkitt lymphoma receptor 1, GT####################
-0.96987041 680 NM_001727 Hs.121484 Bombesin-like receptor 3 ||BRS3||G-protein coupled
-1.27096469 8834 NM_003876 Hs.514009 Chromosome 17 open reading f ||C17orf35||Chromosome 
-1.59943119 718 NM_000064 Hs.529053 Complement component 3 ####################
-1.24359249 719 NM_004054 Hs.551500 Complement component 3a rec ||HNFAG09||C3AR1||AZ3B
-1.63592746 727 NM_001735 Hs.494997 Complement component 5 ||C5||anaphylatoxin C5a a
-0.93337413 728 NM_001736 Hs.2161 Complement component 5 rece ||CD88||C5AR||C5R1||C5a
-1.08848331 64111 NM_022150 Hs.60473 Chromosome 7 open reading fra||C7orf9||Chromosome 7 o
-0.44979846 796 NM_001741 Hs.546242 Calcitonin/calcitonin-related poly||katacalcin||CALC1||CGR
-0.74176868 799 NM_001742 Hs.489127 Calcitonin receptor ||CTR1||CRT||CALCR||Ca
-0.8238853 10203 NM_005795 Hs.470882 Calcitonin receptor-like ||CALCRL||CGRPR||CRLR
-0.83300937 801 NM_006888 Hs.282410 Calmodulin 1 (phosphorylase kin||||CALM1||Calmodulin 1 (p
-1.45344608 846 NM_000388 Hs.435615 Calcium-sensing receptor (hypo ####################
-1.48081829 1238 NM_001296 Hs.185692 Chemokine binding protein 2 ||CCR10||CCR9||CMKBR9
-0.72352054 6361 NM_002987 Hs.546294 Chemokine (C-C motif) ligand 1 ||CCL17||TARC||SCYA17,
-1.10673145 6347 NM_002982 Hs.303649 Chemokine (C-C motif) ligand 2 ||SCYA2||CCL2||MCAF||M
-1.17059993 6368 NM_005064 Hs.169191 Chemokine (C-C motif) ligand 2 ||MPIF1||CCL23||CK-BETA
-1.05198703 6370 NM_005624 Hs.310511 Chemokine (C-C motif) ligand 2 ||TECK||CCL25||THYMUS
-0.85125751 6348 NM_002983 Hs.514107 Chemokine (C-C motif) ligand 3 ||LD78-ALPHA||MIP1A||CC



-0.01184313 1230 NM_001295 Hs.301921 Chemokine (C-C motif) receptor||CMKBR1||SCYAR1||HM1
-1.50819049 1231 NM_000647 Hs.511794 Chemokine (C-C motif) receptor####################
-0.33118556 1232 NM_001837 Hs.506190 Chemokine (C-C motif) receptor||CMKBR3||CCR3||CC-CK
-0.81476123 1233 NM_005508 Hs.184926 Chemokine (C-C motif) receptor||K5-5||CC-CKR-4||CMKB
-1.35308132 1234 NM_000579 Hs.546245 Chemokine (C-C motif) receptor||CC-CKR-5||CMKBR5||ch
-0.73264461 1235 NM_004367 Hs.46468 Chemokine (C-C motif) receptor####################
-0.36768183 1236 NM_001838 Hs.370036 Chemokine (C-C motif) receptor####################
-1.15235179 1237 NM_005201 Hs.113222 Chemokine (C-C motif) receptor####################
-1.00636668 10803 NM_006641 Hs.225946 Chemokine (C-C motif) receptor||GPR-9-6||CCR9||chemok
-0.33118556 51554 NM_016557 Hs.310512 Chemokine (C-C motif) receptor||CCRL1||PPR1, BOVINE
-0.55016322 9034 NM_003965 Hs.458436 Chemokine (C-C motif) receptor||CCRL2||chemokine (C-C
-1.16147586 916 NM_000733 Hs.3003 CD3E antigen, epsilon polypepti ||T3E||CD3E||CD3 ANTIG
-1.14322772 976 NM_001784 Hs.466039 CD97 antigen ||||CD97||CD97 antigen||
-1.23446842 9620 NM_014246 Hs.252387 Cadherin, EGF LAG seven-pass||FMI2||CELSR1||FLAMIN
-0.90600192 1952 NM_001408 Hs.57652 Cadherin, EGF LAG seven-pass####################
-0.96987041 1951 NM_001407 Hs.533070 Cadherin, EGF LAG seven-pass####################
-0.76914088 8208 NM_005441 Hs.75238 Chromatin assembly factor 1, su||CHAF1B||CAF1P60||CAF
-1.33483318 1129 NM_000739 Hs.527965 Cholinergic receptor, muscarinic####################
-0.96987041 1131 NM_000740 Hs.7138 Cholinergic receptor, muscarinic||CHRM3||HM3||m3 musc
-0.35855777 1240 NM_004072 Hs.506659 Chemokine-like receptor 1 ||ChemR23||CMKLR1||Ch
-0.56841136 1268 NM_016083 Hs.75110 Cannabinoid receptor 1 (brain) ||CB1K5||CNR1||CANN6||C
-0.17607638 1269 NM_001841 Hs.73037 Cannabinoid receptor 2 (macrop||OTTHUMP00000044841
-0.35855777 1394 NM_004382 Hs.417628 Corticotropin releasing hormone||CRHR1f||CRF1||CRFR1|
-0.43155032 1395 NM_001883 Hs.546246 Corticotropin releasing hormone||CRFR2||CRHR2||CRF2 R
-0.3768059 1407 NM_004075 Hs.151573 Cryptochrome 1 (photolyase-like||CRY1||PHLL1||PHOTOL
-0.08483569 1524 NM_001337 Hs.78913 Chemokine (C-X3-C motif) rece ####################
-0.52279101 6387 NM_000609 Hs.522891 Chemokine (C-X-C motif) ligand||CXCL12||PBSF||SDF1||P
-0.00271906 2920 NM_002089 Hs.75765 Chemokine (C-X-C motif) ligand####################
0.24363081 2921 NM_002090 Hs.89690 Chemokine (C-X-C motif) ligand####################
-1.12497958 4283 NM_002416 Hs.77367 Chemokine (C-X-C motif) ligand||SCYB9||CXCL9||MIG, FO
-1.49906643 2833 NM_001504 Hs.198252 Chemokine (C-X-C motif) recep ||MigR||Mig-R||CKR-L2||IP
-1.46257015 7852 NM_003467 Hs.421986 Chemokine (C-X-C motif) recep ####################
-1.66329967 10663 NM_006564 Hs.34526 Chemokine (C-X-C motif) recep ||CXCR6||BONZO||CHEM
-1.32570911 10800 NM_006639 Hs.201300 Cysteinyl leukotriene receptor 1 ||CYSLT1R||CYSLTR1||Cy
-1.21622028 57105 NM_020377 Hs.253706 Cysteinyl leukotriene receptor 2 ||CYSLT2||CYSLTR2||Cys
0.29837522 1673 NM_004942 Hs.105924 Defensin, beta 4 ||DEFB-2||DEFB102||SAP
-0.76914088 1812 NM_000794 Hs.2624 Dopamine receptor D1 ||DRD1||DADR||DRD1A||d
-1.38045352 1816 NM_000798 Hs.380681 Dopamine receptor D5 ||DRD1L2||DRD5||MGC10
-1.21622028 1880 NM_004951 Hs.784 Epstein-Barr virus induced gene||EBI2||EPSTEIN-BARR V
-1.64505153 9718 NM_014693 Hs.146161 Endothelin converting enzyme 2||||ECE2||Endothelin conve
-1.04286296 1901 NM_001400 Hs.154210 Endothelial differentiation, sphin ####################
-1.96439396 1902 NM_001401 Hs.126667 Endothelial differentiation, lysop ####################
-1.09760738 1903 NM_005226 Hs.546252 Chromosome 9 open reading fra||||C9orf47||Chromosome 
-1.34395725 9170 NM_004720 Hs.122575 Endothelial differentiation, lysop ||EDG4||LPA RECEPTOR
-1.04286296 9294 NM_004230 Hs.458474 Endothelial differentiation, sphin ||EDG5||S1P2||S1P RECE
-1.28008876 8698 NM_003775 Hs.515061 Endothelial differentiation, G-pro||EDG6||S1P4||S1P RECE
-0.95162227 23566 NM_012152 Hs.527909 Endothelial differentiation, lysop ||EDG7||LPA RECEPTOR
-1.64505153 53637 NM_030760 Hs.501561 Endothelial differentiation, sphin ||EDG8||S1P5||S1P RECE
-0.95162227 1909 NM_001957 Hs.183713 Endothelin receptor type A ||EDNRA||ETA||ETRA||G p
-0.76001681 1910 NM_000115 Hs.82002 Endothelin receptor type B ||ABCDS||HSCR2||EDNRB
-1.56293491 6785 NM_022726 Hs.101915 Elongation of very long chain fat||ELOVL4||ELONGATION



-1.11585552 64123 XM_371262 Hs.132314 EGF, latrophilin and seven trans||ELTD1||EGF, latrophilin 
-1.07935924 2015 NM_001974 Hs.2375 Egf-like module containing, muc||TM7LN3||EMR1||EGF-LI
-1.32570911 84658 NM_032571 Hs.295626 Egf-like module containing, muc||EMR3||EGF-LIKE MODU
-0.47717067 9283 NM_004767 Hs.132049 G-protein coupled receptor 37 li ||GPR37L1||G-protein cou
-1.52643863 2149 NM_001992 Hs.482562 Coagulation factor II (thrombin) ||PAR1||F2R||CF2R||HTR|
-1.7454163 2150 NM_005242 Hs.154299 Coagulation factor II (thrombin) ####################
-1.09760738 2151 NM_004101 Hs.42502 Coagulation factor II (thrombin) ||PAR3||F2RL2||protease-
-1.47169422 9002 NM_003950 Hs.137574 Coagulation factor II (thrombin) ||PAR4||F2RL3||THROMB
-1.07023517 84636 NM_032553 Hs.326713 G protein-coupled receptor 174 ||GPR174||G protein-coup
-1.56293491 83954 NM_032030 Hs.326753 FKSG83 ||FKSG83||
-1.6268034 55065 NM_017986 Hs.110128 G protein-coupled receptor 172B||PAR2||GPCR42||GPR17
-1.20709621 54475 NM_018096 Hs.85570 Notchless gene homolog (Droso||FLJ10458||NLE1||notchle
-1.37132946 79581 NM_024531 Hs.6459 G protein-coupled receptor 172A||PAR1||GPCR41||GPR17
-1.6541756 54974 NM_017872 Hs.353090 Interphase cyctoplasmic foci pro||ICF45||Interphase cyctop
-1.39870166 219445 NM_153024
-0.61403171 151556 NM_152529 Hs.516604 G protein-coupled receptor 155 ||GPR155||G protein-coup
-1.69979595 2357 NM_002029 Hs.753 Formyl peptide receptor 1 ||FPR1||N-FORMYLPEPT
-1.22534435 2358 NM_001462 Hs.99855 Formyl peptide receptor-like 1 ||FPR2A||LXA4R||HM63||F
-1.32570911 2359 NM_002030 Hs.445466 Formyl peptide receptor-like 2 ||FPRL2||FML2_HUMAN||
-1.87315327 2492 NM_000145 Hs.1428 Follicle stimulating hormone rec ####################
-1.40782573 2532 NM_002036 Hs.153381 Duffy blood group ||FY||OTTHUMP00000060
-1.44432201 8321 NM_003505 Hs.94234 Frizzled homolog 1 (Drosophila) ||FZD1||frizzled homolog 1
-1.28921283 11211 NM_007197 Hs.31664 Frizzled homolog 10 (Drosophila||FZD10||frizzled homolog
-1.58118305 2535 NM_001466 Hs.142912 Frizzled homolog 2 (Drosophila) ||FZD2||frizzled 2||frizzled 
-1.13410365 7976 NM_017412 Hs.40735 Frizzled homolog 3 (Drosophila) ||FZD3||frizzled homolog 3
-1.37132946 8322 NM_012193 Hs.19545 Frizzled homolog 4 (Drosophila) ||FZD4||frizzled homolog 4
-1.6268034 7855 NM_003468 Hs.17631 Chromosome 2 open reading fra||||C2orf31||Chromosome 
-1.33483318 8323 NM_003506 Hs.292464 Frizzled homolog 6 (Drosophila) ||FZD6||frizzled homolog 6
-1.68154781 8324 NM_003507 Hs.173859 Frizzled homolog 7 (Drosophila) ||FZE3||FZD7||frizzled hom
-1.40782573 8325 NM_031866 Hs.302634 Frizzled homolog 8 (Drosophila) ||FZD8||frizzled homolog 8
-1.22534435 8326 NM_003508 Hs.534367 Frizzled homolog 9 (Drosophila) ||FZD3||FZD9||frizzled hom
-1.26184062 2550 NM_001470 Hs.167017 Gamma-aminobutyric acid (GAB####################
-1.09760738 8811 NM_003857 Hs.158351 Galanin receptor 2 ||GALNR2||GALR2||Galan
-1.179724 2641 NM_002054 Hs.516494 Glucagon ||GRPP||Glucagon||GCG||

-0.95162227 2642 NM_000160 Hs.208 Glucagon receptor ||GCGR||GGR||Glucagon 
-1.58118305 2692 NM_000823 Hs.767 Growth hormone releasing horm####################
-1.79103664 2693 NM_004122 Hs.248115 Growth hormone secretagogue ||GHSR||ghrelin receptor||
-1.11585552 2696 NM_000164 Hs.251412 Gastric inhibitory polypeptide rec||GIPR||Gastric inhibitory p
-1.31658504 28964 NM_014030 Hs.514051 G protein-coupled receptor kina ||GIT1||GRK-INTERACTIN
-1.21622028 9815 NM_014776 Hs.434996 G protein-coupled receptor kina ||KIAA0148||CAT2||GIT2||
-1.26184062 2740 NM_002062 Hs.389103 Glucagon-like peptide 1 recepto ||GLP1R||GLP1 RECEPTO
-1.7727885 9340 NM_004246 Hs.248202 Glucagon-like peptide 2 recepto ||GLP2R||Glucagon-like pe
-1.32570911 10672 NM_006572 Hs.515018 Guanine nucleotide binding prot ||GNA13||GUANINE NUC
-1.32570911 9630 NM_004297 Hs.546329 Guanine nucleotide binding prot ||GNA14||GUANINE NUC
-0.29468928 2769 NM_002068 Hs.73797 Guanine nucleotide binding prot ||GNA15||GNA16, FORME
-1.38957759 2770 NM_002069 Hs.134587 Guanine nucleotide binding prot ####################
-2.09213093 2773 NM_006496 Hs.73799 Guanine nucleotide binding prot ||87U6||GNAI3||G PROTE
-1.15235179 2775 NM_020988 Hs.241431 Guanine nucleotide binding prot ||||GNAO1||Guanine nucle
-1.38045352 2776 NM_002072 Hs.269782 Guanine nucleotide binding prot ||GNAQ||G-ALPHA-q||GAQ
-0.9424982 2778 NM_000516 Hs.125898 GNAS complex locus ####################
-0.9424982 2779 NM_000172 Hs.517978 Guanine nucleotide binding prot ####################



-1.10673145 2780 NM_005272 Hs.36973 Guanine nucleotide binding prot ####################
-1.66329967 2781 NM_002073 Hs.526920 Guanine nucleotide binding prot ||GNAZ||transducin alpha|
-1.70892002 2782 NM_002074 Hs.430425 Guanine nucleotide binding prot ####################
-1.00636668 2784 NM_002075 Hs.534315 Guanine nucleotide binding prot ####################
-0.59578357 59345 NM_021629 Hs.270543 Guanine nucleotide binding prot ||GNB4||guanine nucleotid
-0.57753543 2791 NM_004126 Hs.83381 Guanine nucleotide binding prot ||GNG11||GUANINE NUC
-0.73264461 55970 NM_018841 Hs.431101 Guanine nucleotide binding prot ||GNG12||guanine nucleot
0.41698812 2785 NM_012202 Hs.179915 Guanine nucleotide binding prot ||GNG3||NBP gamma-3||G
3.18158111 2786 NM_004485 Hs.159711 Guanine nucleotide binding prot ||||GNG4||Guanine nucleot
0.76370276 2787 NM_005274 Hs.513557 Guanine nucleotide binding prot ||GNG5||GUANINE NUCL
-0.07571162 2788 NM_052847 Hs.515544 Guanine nucleotide binding prot ||FLJ00058||GNG7||GUAN
0.80019903 2798 NM_000406 Hs.407587 Gonadotropin-releasing hormon ####################
0.19801046 114814 NM_057163 Hs.356873 Gonadotropin-releasing hormon ||GNRHR2||Gonadotropin
0.52647695 151306 NM_170699 Hs.160954 G protein-coupled bile acid rece ||GPBAR1||G protein-coup
1.02830076 139760 NM_178471 Hs.496762 G protein-coupled receptor 119 ||GPR119||GPCR2||G PRO
2.34216674 11245 NM_007223 Hs.37196 Putative G protein coupled rece ||GPR||putative G protein 
1.23815436 2825 NM_005279 Hs.184907 G protein-coupled receptor 1 ||GPR1||G protein-coupled
0.82757124 2834 NM_004248 Hs.248119 G protein-coupled receptor 10 ||PrRPR||GR3||GPR10||pr
0.28925115 339403 NM_181885 Hs.449914 Relaxin 3 receptor 2 ||GPR100||RLN3R2||G PR
-0.0209672 83550 NM_054021 Hs.350569 G protein-coupled receptor 101 ||GPR101||G protein-coup
2.53377219 83551 NM_053278 Hs.350571 Trace amine associated recepto||GPR102||TA5||TAAR8||T
0.07939756 9934 NM_014879 Hs.2465 Purinergic receptor P2Y, G-prot ||P2RY14||purinergic rece
1.19253401 266977 NM_153840 Hs.256897 G protein-coupled receptor 110 ||GPR110||G protein-coup
0.77282682 222611 NM_153839 Hs.381370 G protein-coupled receptor 111 ||GPR111||G protein-coup
0.85494345 139378 NM_153834 Hs.381354 G protein-coupled receptor 112 ||GPR112||G protein-coup
0.69983427 165082 NM_153835 Hs.515850 G protein-coupled receptor 113 ||GPR113||G protein-coup
1.99545211 221393 NM_153838 Hs.150131 G protein-coupled receptor 115 ||GPR115||G protein-coup
0.40786405 221395 NM_015234 Hs.362806 G protein-coupled receptor 116 ||GPR116||G protein-coup
1.10129332 139760 NM_178471 Hs.496762 G protein-coupled receptor 119 ||GPR119||GPCR2||G PRO
0.97355635 2835 NM_005288 Hs.123034 G protein-coupled receptor 12 ||||GPR12||G protein-coup
-0.27644114 84435 NM_032422 Hs.435183 G protein-coupled receptor 123 ||GPR123||G protein-coup
1.0191767 25960 NM_032777 Hs.17270 G protein-coupled receptor 124 ||TEM5||GPR124||G prote
0.98268042 57211 NM_020455 Hs.318894 G protein-coupled receptor 126 ||GPR126||G protein-coup
-0.15782824 84873 NM_032787 Hs.334511 G protein-coupled receptor 128 ||GPR128||G protein-coup
0.71808241 29933 NM_013345 Hs.532504 G protein-coupled receptor 132 ||GPR132||G2A||G2 ACCU
0.23450674 221391 NM_181744 Hs.213717 Opsin 5 ||OPN5||GPR136||PGR12
0.66333799 2837 NM_018949 Hs.192720 Urotensin 2 receptor ||UTR2||UTS2R||GPR14||U
-0.20344859 353345 NM_181791 Hs.512231 G protein-coupled receptor 141 ||PGR13||GPR141||G prot
-1.13410365 4935 NM_000273 Hs.74124 G protein-coupled receptor 143 ||GPR143||OA1 GENE||G 
-0.20344859 84539 NM_032503 Hs.549214 G protein-coupled receptor 145 ||MCHR2||SLT||MCH2R||G
-0.19432452 115330 NM_138445 Hs.553555 G protein-coupled receptor 146 ||GPR146||G protein-coup
0.44436033 2838 NM_005290 Hs.159900 G protein-coupled receptor 15 ||GPR15||G protein-couple
-0.71439647 165829 NM_153002 Hs.333358 G protein-coupled receptor 156 ||GPR156||G protein-coup
0.16151418 80045 NM_024980 Hs.31181 G protein-coupled receptor 157 ||GPR157||G protein-coup
2.7983702 26996 NM_014373 Hs.231320 G protein-coupled receptor 160 ||GPR160||G protein-coup
0.03377721 23432 NM_007369 Hs.271809 G protein-coupled receptor 161 ||GPR161||G protein-coup
1.1651618 2840 NM_005291 Hs.46453 G protein-coupled receptor 17 ||DKFZp686M18273||GPR

-0.33118556 2841 NM_005292 Hs.553492 G protein-coupled receptor 18 ||GPR18||G protein-couple
0.04290128 2842 NM_006143 Hs.92458 G protein-coupled receptor 19 ||GPR19||G protein-couple
-0.13045603 2826 NM_016602 Hs.278446 Runt-related transcription factor ||||CCR10||Runt-related tra
-0.03009127 2843 NM_005293 Hs.188859 G protein-coupled receptor 20 ||GPR20||G protein-couple



1.14691366 2844 NM_005294 Hs.368372 G protein-coupled receptor 21 ||GPR21||G protein-couple
1.05567297 2845 NM_005295 Hs.432557 G protein-coupled receptor 22 ||GPR22||G protein-couple
-0.03009127 2846 NM_005296 Hs.522701 G protein-coupled receptor 23 ||LPAR4||GPR23||P2RY9|
-0.12133196 2847 NM_005297 Hs.248122 G protein-coupled receptor 24 ||MCHR1||SLC1||MGC321
1.11041739 2848 NM_005298 Hs.534316 G protein-coupled receptor 25 ||GPR25||G protein-couple
0.39873998 2849 NM_153442 Hs.12751 G protein-coupled receptor 26 ||GPR26||G protein-couple
0.37136778 2850 NM_018971 Hs.553493 G protein-coupled receptor 27 ||SREB1||GPR27||G prote
-0.19432452 2827 NM_005281 Hs.66542 G protein-coupled receptor 3 ||OTTHUMP00000043209
-0.10308383 2852 NM_001505 Hs.552573 G protein-coupled receptor 30 ||MGC99678||FEG-1||LER
-0.85125751 2853 NM_005299 Hs.248124 G protein-coupled receptor 31 ||GPR31||G protein-couple
-0.31293742 2854 NM_001506 Hs.515555 G protein-coupled receptor 32 ||GPR32||G protein-couple
2.25092605 2857 NM_005300 Hs.495989 G protein-coupled receptor 34 ||GPR34||G protein-couple
0.22538267 2859 NM_005301 Hs.239891 G protein-coupled receptor 35 ||GPR35||G protein-couple
0.58122137 2861 NM_005302 Hs.406094 G protein-coupled receptor 37 (e||EDNRBL||GPR37||PAEL
0.38961592 2862 NM_001507 Hs.248126 Motilin receptor ||MLNR||MTLR1||GPR38||
0.37136778 2863 NM_001508 Hs.551503 G protein-coupled receptor 39 ||GPR39||G protein-couple
-0.13045603 2828 NM_005282 Hs.17170 G protein-coupled receptor 4 ||GPR4||G protein-coupled
-0.04833941 2864 NM_005303 Hs.248127 G protein-coupled receptor 40 ||GPR40||G protein-couple
0.65421392 2865 NM_005304 Hs.248055 G protein-coupled receptor 41 ||GPR41||G protein-couple
0.43523626 2866 NM_005305 Hs.533926 G protein-coupled receptor 42 ||GPR42||G protein-couple
0.85494345 2867 NM_005306 Hs.248056 G protein-coupled receptor 43 ||FFA2R||GPR43||G prote
-0.33118556 11251 NM_004778 Hs.299567 G protein-coupled receptor 44 ||CRTH2||GPR44||G prote
0.02465314 11250 NM_007227 Hs.129701 G protein-coupled receptor 45 ||GPR45||G protein-couple
0.37136778 55366 NM_018490 Hs.502176 Leucine-rich repeat-containing G||GPR48||LGR4||G PROT
0.94618414 8549 NM_003667 Hs.172176 Leucine-rich repeat-containing G||GPR49||LGR5||G PROT
1.24727843 9248 NM_004224 Hs.158329 G protein-coupled receptor 50 ||GPR50||G protein-couple
-0.47717067 9568 NM_005458 Hs.198612 G protein-coupled receptor 51 ||GPR51||GABABR2||GAB
0.73633055 9293 NM_005684 Hs.551519 G protein-coupled receptor 52 ||GPR52||G protein-couple
-0.05746348 84634 NM_032551 Hs.208229 G protein-coupled receptor 54 ||GPR54||METASTIN REC
0.77282682 9290 NM_005683 Hs.114545 G protein-coupled receptor 55 ||GPR55||G protein-couple
0.16151418 9289 NM_005682 Hs.513633 G protein-coupled receptor 56 ||GPR56||TM7XN1||G prot
0.10676977 9287 NM_014626 Hs.272382 Trace amine associated recepto||GPR58||TAAR2||G PROT
0.76370276 2830 NM_005284 Hs.46332 G protein-coupled receptor 6 ||GPR6||G protein-coupled
0.28925115 83873 NM_031936 Hs.514690 G protein-coupled receptor 61 ||GPR61||BALGR||G prote
0.62684172 118442 NM_080865 Hs.232213 G protein-coupled receptor 62 ||GPR62||G protein-couple
0.48998068 81491 NM_030784 Hs.485990 G protein-coupled receptor 63 ||GPR63||PSP24B||G prot
-0.18520045 10149 NM_005756 Hs.146978 G protein-coupled receptor 64 ||GPR64||HE6||G PROTE
-0.69614833 8477 NM_003608 Hs.513440 G protein-coupled receptor 65 ||GPR65||TDAG8||T-CELL
-1.32570911 10316 NM_006056 Hs.471619 Neuromedin U receptor 1 ||FM3||GPR66||NMU1R||N
-1.6268034 8111 NM_003485 Hs.525534 G protein-coupled receptor 68 ||GPR68||OGR1||G protein
-0.39505404 2831 NM_005285 Hs.248117 G protein-coupled receptor 7 ||GPR7||opioid-somatosta
-0.89687785 10888 NM_016540 Hs.272385 G protein-coupled receptor 83 ||GPR72||GPR83||GIR, MO
-0.65965205 10887 NM_138964 Hs.528869 G protein-coupled receptor 73 ||PKR1||GPR73||PROKINE
-1.26184062 128674 NM_144733 Hs.155218 Heterogeneous nuclear ribonucl ||HNRPUL1||E1BAP5||E1B
-0.50454287 10886 NM_004885 Hs.99231 G protein-coupled receptor 74 ||NPFF2||GPR74||NPGPR
-0.1395801 10936 NM_006794 Hs.21691 G protein-coupled receptor 75 ||GPR75||G protein-couple
-0.74176868 27202 NM_018485 Hs.534412 G protein-coupled receptor 77 ||GPR77||G protein-couple
-0.9424982 27201 NM_080819 Hs.350588 G protein-coupled receptor 78 ||GPR78||G protein-couple
-1.51731456 2832 NM_005286 Hs.248118 G protein-coupled receptor 8 ||GPR8||opioid-somatosta
-0.86038158 27199 31542855
-1.21622028 27198 NM_032554 Hs.524811 G protein-coupled receptor 81 ||GPR81||G protein-couple



-1.66329967 27197 NM_080817 Hs.352219 G protein-coupled receptor 82 ||GPR82||G protein-couple
-2.25636418 53831 NM_020370 Hs.306199 G protein-coupled receptor 84 ||GPR84||G protein-couple
-0.97899448 54329 NM_018970 Hs.152009 G protein-coupled receptor 85 ||GPR85||SREB2||G prote
-1.7454163 53829 NM_023914 Hs.546396 Purinergic receptor P2Y, G-prot ||GPR86||P2RY13||GPR94
-0.71439647 53836 NM_023915 Hs.58561 G protein-coupled receptor 87 ||GPR87||GPR95||G prote
-0.01184313 54112 NM_022049 Hs.170053 G-protein coupled receptor 88 ||GPR88||STRG||G-protein
-0.86038158 56670 NM_033050 Hs.279575 Succinate receptor 1 ||GPR91||SUCNR1||Succi
-0.76914088 57121 NM_020400 Hs.155538 G protein-coupled receptor 92 ||GPR92||GPR93||G prote
-0.57753543 222487 NM_170776 Hs.383403 G protein-coupled receptor 97 ||GPR97||G protein-couple
-0.91512599 51704 NM_016235 Hs.148685 G protein-coupled receptor, fam ||RAIG2||GPRC5B||RETIN
-0.39505404 55890 NM_018653 Hs.446438 G protein-coupled receptor, fam ||RAIG3||GPRC5C||RETIN
-0.29468928 55507 NM_018654 Hs.546402 G protein-coupled receptor, fam ||GPRC5D||G protein-cou
-1.5355627 222545 NM_148963 Hs.266745 G protein-coupled receptor, fam ||GPRC6A||G protein-coup
-0.31293742 2868 NM_005307 Hs.32959 G protein-coupled receptor kina ####################
-0.03009127 2869 NM_005308 Hs.524625 G protein-coupled receptor kina ||2.7.1.-||GRK5||GPRK5||G
0.06114942 2870 NM_002082 Hs.235116 G protein-coupled receptor kina ||2.7.1.-||FLJ32135||GPRK
0.05202535 131890 NM_139209 Hs.102513 G protein-coupled receptor kina ||GRK7||GPRK7||G protein
0.59946951 27239 NM_019858 Hs.418105 Gene rich cluster, A gene ||GRCA||gene rich cluster
-0.76001681 122042 NM_130806 Hs.531002 Leucine-rich repeat-containing G||LGR8||GREAT||leucine-r
0.88231566 2911 NM_000838 Hs.32945 Glutamate receptor, metabotrop||GRM1A||MGLUR1-ALPH
-0.42242625 2912 NM_000839 Hs.121510 Glutamate receptor, metabotrop||GPRC1B||MGLUR2||GR
-0.21257266 2913 NM_000840 Hs.112621 Glutamate receptor, metabotrop||GPRC1C||MGLUR3||mG
-0.59578357 2914 NM_000841 Hs.429018 Glutamate receptor, metabotrop||MGLUR4||GRM4||mGlu4
-0.07571162 2915 NM_000842 Hs.147361 Glutamate receptor, metabotrop||MGLUR5B||GRM5||mGlu
-0.34030963 2916 NM_000843 Hs.248131 Glutamate receptor, metabotrop||mGlu6||GPRC1F||GRM6
-0.7052724 2917 NM_000844 Hs.475336 Glutamate receptor, metabotrop####################
-0.88775378 2918 NM_000845 Hs.449625 Glutamate receptor, metabotrop||GPRC1H||MGLUR8||GR
-0.3494337 2925 NM_005314 Hs.73883 Gastrin-releasing peptide recept||GRPR||GRP-preferring b
-1.30746097 29909 NM_013308 Hs.549152 G protein-coupled receptor 171 ||GPR171||G protein-coup
-0.80563716 8843 NM_006018 Hs.458425 G protein-coupled receptor 109B||GPR109B||CHEMOKINE
-0.36768183 338442 NM_177551 Hs.524812 G protein-coupled receptor 109A||GPR109A||HM74A||G pr
0.17976232 3269 NM_000861 Hs.1570 Histamine receptor H1 ||HRH1||histamine recepto
-0.96074634 3274 NM_022304 Hs.247885 Histamine receptor H2 ||HRH2||histamine recepto
-0.26731707 11255 NM_007232 Hs.251399 Histamine receptor H3 ||HRH3||GPCR97||histami
-0.30381335 59340 NM_021624 Hs.287388 Histamine receptor H4 ||HRH4||HH4R||histamine 
-0.9424982 3350 NM_000524 Hs.247940 5-hydroxytryptamine (serotonin) ||HTR1A||SEROTONIN 5-
-0.92425006 3351 NM_000863 Hs.123016 5-hydroxytryptamine (serotonin) ||HTR1B||HTR1DB||5-@H
-0.31293742 3352 NM_000864 Hs.121482 5-hydroxytryptamine (serotonin) ||HTR1DA||RDC4||HTR1D
-0.76001681 3354 NM_000865 Hs.1611 5-hydroxytryptamine (serotonin) ||HTR1E||SEROTONIN 5-
-0.84213344 3355 NM_000866 Hs.248136 5-hydroxytryptamine (serotonin) ||HTR1F||MR77||HTR1EL
-1.27096469 3356 NM_000621 Hs.424980 5-hydroxytryptamine (serotonin) ||HTR2A||HTR2, FORMER
-0.76001681 3358 NM_000868 Hs.149037 5-hydroxytryptamine (serotonin) ||HTR2C||HTR1C, FORME
-1.05198703 3359 NM_000869 Hs.413899 5-hydroxytryptamine (serotonin) ||HTR3A||SEROTONIN 5-
-0.12133196 9177 NM_006028 Hs.241377 5-hydroxytryptamine (serotonin) ||HTR3B||SEROTONIN 5-
0.0976457 3360 NM_000870 Hs.483773 5-hydroxytryptamine (serotonin) ||HTR4||CARDIAC 5-HT4 

-0.95162227 3361 NM_024012 Hs.65791 5-hydroxytryptamine (serotonin) ||HTR5A||5-@HYDROXYT
-0.62315577 3362 NM_000871 Hs.22180 5-hydroxytryptamine (serotonin) ||HTR6||5-@HYDROXYTR
-0.52279101 3363 NM_000872 Hs.73739 5-hydroxytryptamine (serotonin) ||HTR7||5-@HYDROXYTR
-1.19797214 3576 NM_000584 Hs.624 Interleukin 8 ||SCYB8||GCP1||IL8||CXC
-0.65052798 3577 NM_000634 Hs.194778 Interleukin 8 receptor, alpha ||IL8R1||IL8RA||CXCR1||C
-0.72352054 3579 NM_001557 Hs.846 Interleukin 8 receptor, beta ||IL8R2||IL8RB||CXCR2||C



-1.07023517 120066 NM_153445 Hs.351825 Olfactory receptor, family 5, sub ||OR5P3||olfactory recepto
0.54472509 120065 NM_153444 Hs.351824 Olfactory receptor, family 5, sub ||OR5P2||olfactory recepto
-0.3768059 144124 NM_178168 Hs.447478 Olfactory receptor, family 10, su ||OR10A1||OR10A5||OR1
0.47173254 3760 NM_002239 Hs.199776 Potassium inwardly-rectifying ch||GIRK1||KCNJ3||INWARD
-0.258193 3762 NM_000890 Hs.444595 Potassium inwardly-rectifying ch||KCNJ5||KATP1||GIRK4||

-0.21257266 3763 NM_002240 Hs.50927 Potassium inwardly-rectifying ch||KCNJ6||GIRK2||KCNJ7, 
0.42611219 3765 NM_004983 Hs.66726 Potassium inwardly-rectifying ch||KCNJ9||GIRK3||G PROT
0.26187895 10314 NM_006055 Hs.13351 LanC lantibiotic synthetase com ||LANCL1||GPR69A||LanC
-0.21257266 29899 NM_013296 Hs.489353 G-protein signalling modulator 2||LGN||GPSM2||TRANSDU
-0.32206149 59350 NM_021634 Hs.196119 Leucine-rich repeat-containing G||LGR7||leucine-rich repea
-0.16695231 3973 NM_000233 Hs.468490 Luteinizing hormone/choriogona||LHCGR||LCGR||LUTROP
-0.4954188 115131 NM_145242
-0.03009127 22859 NM_014921 Hs.94229 Latrophilin 1 ||LPHN1||Latrophilin 1||
0.12501791 5168 NM_006209 Hs.190977 Ectonucleotide pyrophosphatase||PDI-ALPHA||ENPP2||PD
-0.36768183 23266 NM_012302 Hs.24212 Latrophilin 2 ||LPHH1||LPHN2||Latroph
1.24727843 23284 NM_015236 Hs.411097 Latrophilin 3 ||LPHN3||Latrophilin 3||
0.93706007 1241 NM_181657 Hs.525256 Leukotriene B4 receptor ####################
-0.44067439 56413 NM_019839 Hs.130685 Cell death-inducing DFFA-like e ||||LTB4R2||Cell death-indu
-0.0209672 4142 NM_002377 Hs.99900 MAS1 oncogene ||MAS1||MAS1 oncogene|
0.78195089 116511 NM_052967 Hs.533297 MAS1 oncogene-like ||MAS1L||MAS1 oncogene
1.09216925 84059 NM_032119 Hs.153692 Monogenic, audiogenic seizure ||MASS1||VLGR1||KIAA06
0.86406752 23344 NM_015292 Hs.8309 Family with sequence similarity ||MBC2||FAM62A||family w
1.63048934 4157 NM_002386 Hs.513829 Melanocortin 1 receptor (alpha m||MSHR||MC1R||MELANO
0.85494345 4158 NM_000529 Hs.248144 Melanocortin 2 receptor (adreno||MC2R||ACTHR||ACTH R
-0.16695231 4159 NM_019888 Hs.248018 Melanocortin 3 receptor ||MC3R||MC3 RECEPTOR
1.44800795 4160 NM_005912 Hs.532833 Melanocortin 4 receptor ||MC4R||MCR RECEPTO
0.17063825 4161 NM_005913 Hs.248145 Melanocortin 5 receptor ||MC5R||MC5 RECEPTOR
0.36224371 143503 NM_152430 Hs.470038 Olfactory receptor, family 51, su ||OR51E1||olfactory recep
0.85494345 256710 NM_152779 Hs.553658 Hypothetical protein MGC26856||MGC26856||hypothetical
0.94618414 284521 NM_175911 Hs.546529 Olfactory receptor, family 2, sub ||OR2L13||olfactory recept
1.0191767 4295 NM_002418 Hs.2813 Motilin ||Motilin||MLN||
0.16151418 219928 NM_145015 Hs.118513 MAS-related GPR, member F ||MRGPRF||MAS-related G
0.18888639 259249 NM_147199 Hs.350565 G protein-coupled receptor MRG||MRGX1||MRGPRX1||MA
1.41151167 117194 NM_054030 Hs.350566 G protein-coupled receptor MRG||MRGX2||MRGPRX2||MA
0.3348715 117195 NM_054031 Hs.380177 G protein-coupled receptor MRG||MRGX3||MRGPRX3||MA
1.19253401 117196 NM_054032 Hs.356858 G protein-coupled receptor MRG||MRGX4||MRGPRX4||MA
4.05749176 2206 NM_000139 Hs.386748 Membrane-spanning 4-domains ####################
0.80019903 4543 NM_005958 Hs.243467 Melatonin receptor 1A ||MTNR1A||melatonin rece
0.65421392 4544 NM_005959 Hs.147853 Melatonin receptor 1B ||MTNR1B||melatonin rece
0.84581938 4829 NM_002511 Hs.533948 Neuromedin B receptor ||NMBR||neuromedin B re
3.19070518 56923 NM_020167 Hs.283093 Neuromedin U receptor 2 ||FM4||NMU2R||NMUR2||n
0.60859358 4881 NM_000906 Hs.490330 Natriuretic peptide receptor A/gu||NPR1||GUC2A||ANPRA|
0.34399557 4882 NM_000907 Hs.78518 Natriuretic peptide receptor B/gu||NPR2||ANPRB||ATRION
0.98268042 4883 NM_000908 Hs.237028 Natriuretic peptide receptor C/gu||NPR3||ANPRC||ATRION
0.58122137 4852 NM_000905 Hs.1832 Neuropeptide Y ||NPY||neuropeptide Y||Y N
1.06479704 4886 NM_000909 Hs.519057 Neuropeptide Y receptor Y1 ||NPY1R||NPYR||neurope
0.10676977 4887 NM_000910 Hs.37125 Neuropeptide Y receptor Y2 ||NPY2R||neuropeptide Y 
0.97355635 4889 NM_006174 Hs.519058 Neuropeptide Y receptor Y5 ||NPY5R||neuropeptide Y 
0.16151418 4923 NM_002531 Hs.110642 Neurotensin receptor 1 (high aff ||NTSR1||Neurotensin rec
1.57574492 23620 NM_012344 Hs.131138 Neurotensin receptor 2 ||NTSR2||Neurotensin rec
1.23815436 5956 NM_020061 Hs.528663 Opsin 1 (cone pigments), long-w||CBP||OPN1LW||PROTA



1.11954146 2652 NM_000513 Hs.247787 Opsin 1 (cone pigments), mediu||OPN1MW||CBD||DEUTE
3.0082238 611 NM_001708 Hs.550465 Opsin 1 (cone pigments), short- ||BCP||TRITANOPIA||OPN
0.89143973 23596 NM_014322 Hs.534399 Opsin 3 (encephalopsin, panops||OPN3||ECPN||Opsin 3 (e
0.76370276 94233 NM_033282 Hs.283922 Opsin 4 (melanopsin) ||OPN4||Opsin 4 (melanop
0.01552907 4985 NM_000911 Hs.372 Opioid receptor, delta 1 ||OPRD1||OPIOID RECEP
0.5720973 4986 NM_000912 Hs.89455 Opioid receptor, kappa 1 ||OPRK1||OPIOID RECEP
0.96443228 4987 NM_000913 Hs.2859 Opiate receptor-like 1 ||ORL1||OPRL1||NOCIR||N
0.28925115 4988 NM_000914 Hs.2353 Opioid receptor, mu 1 ||OPRM1||OPIOID RECEP
0.42611219 26539 NM_013940 Hs.533925 Olfactory receptor, family 10, su ||OR10H1||olfactory recep
0.59946951 26538 NM_013939 Hs.247694 Olfactory receptor, family 10, su ||OR10H2||olfactory recep
1.35676726 26476 NM_012351 Hs.532661 Olfactory receptor, family 10, su ||OR10J1||olfactory recept
1.48450423 26531 NM_013937 Hs.247861 Olfactory receptor, family 11, su ||OR11A1||olfactory recep
0.4534844 26529 NM_013936 Hs.247862 Olfactory receptor, family 12, su ||OR12D2||olfactory recep
0.47173254 81797 NM_030959 Hs.272280 Olfactory receptor, family 12, su ||OR12D3||olfactory recep
1.42063574 8383 NM_014565 Hs.532688 Olfactory receptor, family 1, sub ||OR1A1||olfactory recepto
0.87319159 26189 NM_012352 Hs.532660 Olfactory receptor, family 1, sub ||OR1A2||olfactory recepto
-0.00271906 26188 XM_291437
1.62136527 4991 NM_002548 Hs.532771 Olfactory receptor, family 1, sub ||OR1D2||OLFR1||OLFAC
1.59399306 8385 NM_003552 Hs.553508 Olfactory receptor, family 1, sub ||||OR1D5||Olfactory recep
-0.06658755 8386 NM_014566 Hs.553508 Olfactory receptor, family 1, sub ||||OR1D5||Olfactory recep
1.29289877 8387 NM_003553 Hs.278485 Olfactory receptor, family 1, sub ||OR1E1||olfactory recepto
0.48998068 8388 NM_003554 Hs.533931 Olfactory receptor, family 1, sub ||OR1E2||olfactory recepto
1.85859107 4992 NM_012360 Hs.278464 Olfactory receptor, family 1, sub ||OR1F1||OLFMF||olfactor
0.67246206 8390 NM_003555 Hs.248183 Olfactory receptor, family 1, sub ||OR1G1||olfactory recepto
0.3348715 79541 NM_030908 Hs.486488 Olfactory receptor, family 2, sub ||OR2A4||olfactory recepto
0.18888639 81697 NM_033057 Hs.553551 Olfactory receptor, family 2, sub ||OR2B2||olfactory recepto
0.59034544 4993 NM_012368 Hs.258574 Olfactory receptor, family 2, sub ||OR2C1||olfactory recepto
1.1377896 81472 NM_198074 Hs.332905 Olfactory receptor, family 2, sub ||OR2C3||olfactory recepto
1.48450423 26211 NM_012369 Hs.553522 Olfactory receptor, family 2, sub ||OLF3||OR2F1||olfactory 
0.75457869 26716 NM_030883 Hs.434715 Olfactory receptor, family 2, sub ||OR2H1||olfactory recepto
1.67610968 7932 NM_007160 Hs.546313 Olfactory receptor, family 2, sub ||OLFR2||OR2H2||OR2H3
1.54837271 26707 NM_030905 Hs.163518 Olfactory receptor, family 2, sub ||OR2J2||olfactory recepto
-0.90600192 56656 NM_019897 Hs.553540 Olfactory receptor, family 2, sub ||OR2S2||olfactory recepto
1.18340994 26696 XM_060316
1.67610968 26692 NM_030903 Hs.553526 Olfactory receptor, family 2, sub ||OR2W1||olfactory recept
0.66333799 4994 NM_002550 Hs.532772 Olfactory receptor, family 3, sub ||OR3A1||olfactory recepto
0.59034544 4995 NM_002551 Hs.272377 Olfactory receptor, family 3, sub ||OR3A2||olfactory recepto
0.4534844 8392 NM_012373 Hs.532689 Olfactory receptor, family 3, sub ||OR3A3||olfactory recepto
0.53560102 26689 XM_292627
0.59946951 79345 NM_033180 Hs.553544 Olfactory receptor, family 51, su ||OR51B2||olfactory recep
0.3348715 79339 NM_033179 Hs.283880 Olfactory receptor, family 51, su ||OR51B4||olfactory recep

-0.71439647 81285 NM_030774 Hs.501758 Olfactory receptor, family 51, su ||OR51E2||olfactory recep
-0.12133196 23538 NM_012375 Hs.553520 Olfactory receptor, family 52, su ||OR52A1||olfactory recep
0.41698812 338674 XM_291859
0.43523626 10798 NM_006637 Hs.533706 Olfactory receptor, family 5, sub ||OLF1||OR5I1||olfactory r
0.56297323 81696 NM_030876 Hs.274460 Olfactory receptor, family 5, sub ||OR5V1||olfactory recepto
-0.12133196 8590 NM_003696 Hs.553509 Olfactory receptor, family 6, sub ||OR6A1||OR6A2||OR11-5
0.22538267 26333 NM_030901 Hs.247717 Olfactory receptor, family 7, sub ||OR7A17||olfactory recep
-0.03009127 26659 NM_017506 Hs.137573 Olfactory receptor, family 7, sub ||OR7A5||olfactory recepto
-0.50454287 64106 NM_022146 Hs.302026 G protein-coupled receptor 147 ||GPR147||NPFF1||NEUR
-0.79651309 5021 NM_000916 Hs.2820 Oxytocin receptor ||OXTR||OTR||Oxytocin re



-1.66329967 5028 NM_002563 Hs.2411 Purinergic receptor P2Y, G-prot ||P2RY1||PURINOCEPTO
-1.31658504 27334 NM_014499 Hs.296433 Purinergic receptor P2Y, G-prot ||P2RY10||P2Y10||PURIN
-0.34030963 5032 NM_002566 Hs.166168 Purinergic receptor P2Y, G-prot ||P2RY11||P2RY11 P2RY
-0.2308208 64805 NM_022788 Hs.532933 Purinergic receptor P2Y, G-prot ||P2RY12||PURINORECE
-0.67790019 5029 NM_002564 Hs.339 Purinergic receptor P2Y, G-prot ||P2Y2R||P2RY2||P2UR||P
-0.1395801 5030 NM_002565 Hs.533929 Pyrimidinergic receptor P2Y, G- ||P2Y4||UNR||P2RY4||NRU
-0.24906893 10161 NM_005767 Hs.123464 Purinergic receptor P2Y, G-prot ||P2RY5||P2Y5||purinergic
-0.47717067 5031 NM_004154 Hs.16362 Pyrimidinergic receptor P2Y, G- ||P2RY6||PURINOCEPTO
-1.40782573 286530 NM_178129 Hs.111377 Purinergic receptor P2Y, G-prot ||P2RY8||P2Y8||PYRIMID
-1.4169498 5132 NM_002597 Hs.550 Phosducin ||PDC||Phosducin||
-1.55381084 5082 NM_005388 Hs.9302 Phosducin-like ||Phosducin-like||PDCL||
-1.27096469 5291 NM_006219 Hs.239818 Phosphoinositide-3-kinase, cata||p110-BETA||PI3KCB||PIK
-0.33118556 5294 NM_002649 Hs.32942 Phosphoinositide-3-kinase, cata||p110-GAMMA||PIK3CG|
0.02465314 9038 NM_003967 Hs.248198 Trace amine associated recepto||PNR||TAAR5||PUTATIVE
-0.53191508 5540 NM_005972 Hs.524719 Pancreatic polypeptide receptor ||PP1||PPYR1||NPY4R||Pa
-0.0209672 5545 NM_002723 Hs.528651 Proline-rich protein BstNI subfam||PRB4||PROLINE-RICH P
-0.36768183 5724 NM_000952 Hs.46 Platelet-activating factor recepto||PAFR||PTAFR||Platelet-a
-0.78738902 5729 NM_000953 Hs.306831 Prostaglandin D2 receptor (DP) ||PTGDR||PROSTANOID 
-1.2983369 5731 NM_000955 Hs.159360 Prostaglandin E receptor 1 (sub ||PTGER1||PROSTAGLAN
-1.49906643 5732 NM_000956 Hs.2090 Prostaglandin E receptor 2 (sub ||PTGER2||PROSTAGLAN
-1.54468677 5733 NM_000957 Hs.445000 Prostaglandin E receptor 3 (sub ||PTGER3||prostaglandin 
-1.48994236 5734 NM_000958 Hs.199248 Prostaglandin E receptor 4 (sub ||EP4R||PTGER4||PROST
-0.50454287 5737 NM_000959 Hs.292843 Prostaglandin F receptor (FP) ||PTGFR||PROSTAGLAN
-0.01184313 5739 NM_000960 Hs.458324 Prostaglandin I2 (prostacyclin) r ||PRIPR||PTGIR||PROSTA
-0.21257266 5741 NM_000315 Hs.37045 Parathyroid hormone ||PARATHORMONE||PTH
-0.9424982 5745 NM_000316 Hs.1019 Parathyroid hormone receptor 1 ||PTHR1||PTH RECEPTO
-0.52279101 5746 NM_005048 Hs.159499 Parathyroid hormone receptor 2 ||PTHR2||Parathyroid horm
-1.05198703 5777 NM_002831 Hs.63489 Protein tyrosine phosphatase, n ||PTPN6||PTP1C||HCPH||T
-0.89687785 10267 NM_005855 Hs.471783 Receptor (calcitonin) activity mo||RAMP1||RECEPTOR AC
-1.37132946 51655 NM_016084 Hs.25829 RAS, dexamethasone-induced 1||DEXRAS1||RASD1||RAS
-1.42607387 5961 NM_000322 Hs.532150 Retinal degeneration, slow ||PRPH2||RDS||Retinal de
-1.72716816 5995 NM_002921 Hs.1544 Retinal G protein coupled recep ||RGR||G PROTEIN-COU
0.00640501 5996 NM_002922 Hs.75256 Regulator of G-protein signalling||IER1||RGS1||BL34||1R20
-0.53191508 8786 NM_003834 Hs.65756 Regulator of G-protein signalling||RGS11||regulator of G-p
0.27100301 6002 NM_002926 Hs.527061 Regulator of G-protein signalling||RGS12||regulator of G-p
-0.79651309 10636 NM_006480 Hs.9347 Regulator of G-protein signalling||RGS14||regulator of G-p
-0.19432452 6004 NM_002928 Hs.413297 Regulator of G-protein signalling||RGS16||regulator of G-p
-0.5866595 10287 NM_005873 Hs.422336 Regulator of G-protein signalling||GAIP||RGS19||G PROTE
-1.26184062 10755 NM_005716 Hs.6454 Regulator of G-protein signalling||||RGS19IP1||Regulator o
-1.39870166 5997 NM_002923 Hs.78944 Regulator of G-protein signalling||RGS2||BASIC HELIX-LO
-1.26184062 8601 NM_003702 Hs.368733 Regulator of G-protein signalling||RGS20||RET-RGS ISOF
-1.14322772 5998 NM_017790 Hs.494875 Regulator of G-protein signalling||RGS3||regulator of G-pro
-0.54103915 5999 NM_005613 Hs.386726 Regulator of G-protein signalling||RGS4||regulator of G-pro
-0.81476123 8490 NM_003617 Hs.24950 Regulator of G-protein signalling||RGS5||regulator of G-pro
-0.80563716 9628 NM_004296 Hs.509872 Regulator of G-protein signalling||||RGS6||Regulator of G-p
-0.1395801 6000 NM_002924 Hs.130171 Regulator of G-protein signalling||RGS7||regulator of G-pro
-0.81476123 8787 NM_003835 Hs.132327 Regulator of G-protein signalling||RGS9||regulator of G-pro
-1.33483318 6010 NM_000539 Hs.247565 Rhodopsin (opsin 2, rod pigmen||RP4||RHO||RETINITIS P
-1.56293491 6011 NM_002929 Hs.103501 G protein-coupled receptor kina ||GRK1||RHOK||RHODOP
-1.21622028 6094 NM_000327 Hs.281564 Retinal outer segment membran||ROM1||ROSP1||ROD OU
-2.0100143 10692 NM_006583 Hs.352262 Retinal pigment epithelium-deriv||PEROPSIN||RRH||RHOD



-1.01549075 51289 NM_016568 Hs.170146 Relaxin 3 receptor 1 ||RLN3R1||Relaxin 3 recep
-1.03373889 6344 NM_002980 Hs.42091 Secretin receptor ||SCTR||Secretin receptor
-0.62315577 6608 NM_005631 Hs.437846 Smoothened homolog (Drosoph||SMOH||SMO||smoothene
-1.13410365 6272 NM_002959 Hs.485195 Sortilin 1 ||NT3||SORT1||Sortilin 1||N
-0.81476123 54328 NM_018969 Hs.283023 G-protein coupled receptor 173 ||SREB3||GPR173||G-prot
-0.47717067 6750 NM_001048 Hs.12409 Somatostatin ||Somatostatin||SMST||SS
-1.10673145 6752 NM_001050 Hs.514451 Somatostatin receptor 2 ||SSTR2||Somatostatin rec
-1.48081829 6753 NM_001051 Hs.225995 Somatostatin receptor 3 ||SSTR3||Somatostatin rec
-0.89687785 6754 NM_001052 Hs.532687 Somatostatin receptor 4 ||SSTR4||Somatostatin rec
-1.01549075 6755 NM_001053 Hs.449840 Somatostatin receptor 5 ||SSTR5||Somatostatin rec
-1.20709621 319100 NM_175067 Hs.434196 Trace amine associated recepto||TAAR6||TRAR4||TRAR4
-1.0611111 6865 NM_001057 Hs.88372 Tachykinin receptor 2 ||TACR2||NK2R||NKNAR||
-0.92425006 6870 NM_001059 Hs.942 Tachykinin receptor 3 ||TACR3||NK3R||NEUROK
-0.52279101 134864 NM_138327 Hs.375030 Trace amine associated recepto||TAR1||TA1||TAAR1||TRA
-0.258193 26740 XM_373313

-0.67790019 134860 NM_175057 Hs.434116 Trace amine associated recepto||TAAR9||TA3||TRAR3||TA
-0.69614833 80834 NM_152232 Hs.553548 Taste receptor, type 1, member ||TAS1R2||T1R2||TASTE 
-1.12497958 50834 NM_019599 Hs.533930 Taste receptor, type 2, member ||TAS2R1||T2R1||TRB7||T
-1.17059993 50839 NM_023921 Hs.533756 Taste receptor, type 2, member ||TRB2||TAS2R10||T2R10
-0.96987041 50838 NM_023920 Hs.533757 Taste receptor, type 2, member ||TRB3||TAS2R13||T2R13
-0.89687785 50833 NM_016945 Hs.272395 Taste receptor, type 2, member ||T2R16||TAS2R16||Taste
-1.59030712 50831 NM_016943 Hs.512595 Taste receptor, type 2, member ||TAS2R3||T2R3||Taste re
-2.68519543 259285 NM_176881 Hs.553660 Taste receptor, type 2, member ||TAS2R39||Taste recepto
-1.90964954 50832 NM_016944 Hs.512596 Taste receptor, type 2, member ||TAS2R4||T2R4||Taste re
-1.60855526 259286 NM_176882 Hs.352241 Taste receptor, type 2, member ||TAS2R40||Taste recepto
-1.51731456 259287 NM_176883 Hs.553661 Taste receptor, type 2, member ||TAS2R41||Taste recepto
-1.07935924 259292 NM_176887 Hs.553664 Taste receptor, type 2, member ||TAS2R46||Taste recepto
-1.5355627 259294 NM_176888 Hs.534594 Taste receptor, type 2, member ||TAS2R48||Taste recepto
-1.68154781 54429 NM_018980 Hs.512616 Taste receptor, type 2, member ||TAS2R5||T2R5||Taste re
-0.45892253 338398 NM_177437 Hs.553701 Taste receptor, type 2, member ||TAS2R60||Taste recepto
-0.66877612 50837 NM_023919 Hs.533754 Taste receptor, type 2, member ||TRB4||TAS2R7||T2R7||T
-1.47169422 10607 NM_006453 Hs.513267 Transducin (beta)-like 3 ||||TBL3||Transducin (beta
-2.39322521 165140 NM_148962 Hs.168439 Oxoeicosanoid (OXE) receptor 1||OXER1||oxoeicosanoid (
-2.21074383 29953 NM_013381 Hs.199814 Thyrotropin-releasing hormone d||TRHDE||TRH-DEGRADI
-2.25636418 7201 NM_003301 Hs.3022 Thyrotropin-releasing hormone r||TRHR||Thyrotropin-relea
-1.96439396 7252 NM_000549 Hs.406687 Thyroid stimulating hormone, be||TSHB||TSH-BETA||THYR
-1.8914014 7253 NM_000369 Hs.160411 Thyroid stimulating hormone rec||TSHR||THYROTROPIN 
-2.15599941 7432 NM_003381 Hs.53973 Vasoactive intestinal peptide ||VIP||VIP PHM27||Vasoac
-0.86950565 7433 NM_004624 Hs.348500 Vasoactive intestinal peptide rec||VIPR1||RDC1||PACAP R
-0.80563716 57191 NM_020633 Hs.534474 Vomeronasal 1 receptor 1 ||ZVNR1||VNR19I1||VN1R
-0.56841136 317701 NM_173856 Hs.553684 Vomeronasal 1 receptor 2 ||VN1R2||Vomeronasal 1 
-1.68154781 317702 NM_174980
-1.27096469 317703 NM_173857 Hs.553685 Vomeronasal 1 receptor 4 ||VN1R4||Vomeronasal 1 
-2.06475872 317705 NM_173858 Hs.553686 Vomeronasal 1 receptor 5 ||VN1R5||Vomeronasal 1 
-1.61767933 54554 NM_019069 Hs.142395 WD repeat domain 5B ||WDR5B||WD repeat dom
-1.79103664 9213 NM_004736 Hs.227656 Xenotropic and polytropic retrov ||XPR1||X RECEPTOR||SY
-1.33483318 26658 NM_012377 Hs.553525 Olfactory receptor, family 7, sub ||OR7C2||olfactory recepto
-1.38957759 26493 NM_012378 Hs.351822 Olfactory receptor, family 8, sub ||OR8B8||olfactory recepto
-0.95162227 6751 NM_001049 Hs.248160 Somatostatin receptor 1 ||SSTR1||Somatostatin rec
-0.79651309 6869 NM_001058 Hs.200262 Tachykinin receptor 1 ||NK1R||TACR1||NEUROK
-0.84213344 80835 NM_138697 Hs.124574 Taste receptor, type 1, member ||T1R1||TAS1R1||Taste re



-1.83665699 50840 NM_023922 Hs.552595 Taste receptor, type 2, member ||T2R14||TRB1||TAS2R14
-1.4169498 50836 NM_023918 Hs.533755 Taste receptor, type 2, member ||TRB5||TAS2R8||T2R8||T
-1.54468677 50835 NM_023917 Hs.272391 Taste receptor, type 2, member ||TRB6||TAS2R9||T2R9||T
-1.59030712 6915 NM_001060 Hs.442530 Thromboxane A2 receptor ||TBXA2R||thromboxane A
-1.64505153 7434 NM_003382 Hs.490817 Vasoactive intestinal peptide rec||||VIPR2||Vasoactive intes
-1.17059993 2829 NM_005283 Hs.248116 Chemokine (C motif) receptor 1 ||CCXCR1||XCR1||GPR5|
0.26187895 55752 NM_018243 Hs.128199 Septin 11 ||SEPT11||Septin 11||
-0.83300937 14 NM_001087 Hs.83347 Angio-associated, migratory cell ||AAMP||Angio-associated
0.87319159 5244 NM_000443 Hs.287827 ATP-binding cassette, sub-famil ||PGY3||ABCB4||MDR3||P
-1.0611111 89845 NM_033450 Hs.55879 ATP-binding cassette, sub-famil ||ABCC10||ATP-binding ca
-1.97351803 5825 NM_002858 Hs.76781 ATP-binding cassette, sub-famil ||PXMP1||ZWS2||ABCD3|
-0.47717067 64240 NM_022436 Hs.132992 ATP-binding cassette, sub-famil ||ABCG5||ATP-BINDING C
-0.55928729 64241 NM_022437 Hs.413931 ATP-binding cassette, sub-famil ||ABCG8||ATP-BINDING C
1.4023876 80325 NM_172027 Hs.107812 Ankyrin repeat and BTB (POZ) d||ABTB1||BPOZ||ANKYRIN
0.32574743 98 NM_138448 Hs.516173 Acylphosphatase 2, muscle type||ACYM||ACYP2||3.6.1.7||a
-0.96074634 119 NM_001617 Hs.188528 Adducin 2 (beta) ||ADD2||ADDB||Adducin-2
-0.44067439 51517 NM_016453 Hs.102929 NCK interacting protein with SH ||AF3p21||NCKIPSD||SPIN
-0.32206149 176 NM_001135 Hs.2159 Aggrecan 1 (chondroitin sulfate ####################
-0.19432452 199 NM_001623 Hs.76364 Allograft inflammatory factor 1 ####################
-0.00271906 9447 NM_004833 Hs.281898 Absent in melanoma 2 ||AIM2||Absent in melanom
-0.76914088 11217 NM_007203 Hs.259461 PALM2-AKAP2 protein ||||PALM2-AKAP2||PALM2
-1.59030712 27295 NM_014476 Hs.85862 PDZ and LIM domain 3 ||ALP||PDLIM3||ACTININ-
-1.30746097 117583 NM_152526 Hs.271903 Amyotrophic lateral sclerosis 2 ( ||ALS2CR19||Amyotrophic
0.42611219 27063 NM_014391 Hs.448589 Ankyrin repeat domain 1 (cardia||ANKRD1||Ankyrin repeat
2.23267791 63926 NM_022096 Hs.70903 Ankyrin repeat domain 5 ||ANKRD5||Ankyrin repeat
0.10676977 11199 NM_007193 Hs.188401 Annexin A10 ||ANXA10||annexin A10||
1.15603773 311 NM_001157 Hs.530291 Annexin A11 ||ANX11||OTTHUMP0000
-0.59578357 312 NM_004306 Hs.181107 Annexin A13 ||ANX13||ISA||ANXA13||an
-1.01549075 322 NM_001164 Hs.372840 Amyloid beta (A4) precursor pro ####################
-0.3768059 10307 NM_006051 Hs.529449 Amyloid beta (A4) precursor pro||FE65L2||APBB3||FE65-L
-0.44067439 324 NM_000038 Hs.158932 Adenomatosis polyposis coli ####################
-0.19432452 10297 NM_005883 Hs.446376 Adenomatosis polyposis coli 2 ||APC2||Adenomatosis po
-1.28921283 325 NM_001639 Hs.507080 Amyloid P component, serum ||pentaxin-related||APCS||
0.64508985 22824 NM_014278 Hs.135554 Heat shock 70kDa protein 4-like||HSPA4L||heat shock 70k
-0.01184313 333 NM_005166 Hs.74565 Amyloid beta (A4) precursor-like||APLP1||AMYLOID PREC
0.8093231 80832 NM_030643 Hs.115099 Apolipoprotein L, 4 ||APOL-IV||APOL4||APOL
0.06114942 23047 NM_015032 Hs.369263 Androgen-induced proliferation i ||APRIN||AS3||Androgen-i
-1.34395725 23647 NM_012402 Hs.75139 ADP-ribosylation factor interacti ||POR1||ARFIP2||PARTNE
0.00640501 9828 NM_014786 Hs.533719 Rho guanine nucleotide exchang||ARHGEF17||Rho guanin
1.02830076 7984 NM_005435 Hs.334 Rho guanine nucleotide exchang||ARHGEF5||ONCOGENE
0.15239011 58480 NM_021205 Hs.435106 Ras homolog gene family, mem ||WRCH1||RHOU||WNT1-
-0.85125751 55729 NM_018179 Hs.546406 Activating transcription factor 7 i ||ATF7IP||Activating transc
-0.93337413 57099 NM_020371 Hs.553541 Apoptosis, caspase activation in||AVEN||Apoptosis, caspa
0.16151418 60468 NM_021813 Hs.269764 BTB and CNC homology 1, basi ||BACH2||BTB AND CNC 
0.35311964 572 NM_004322 Hs.370254 BCL2-antagonist of cell death ||BBC2||BAD||BCL2L8||BC
0.87319159 9532 NM_004282 Hs.55220 BCL2-associated athanogene 2 ||BAG2||BCL2-associated 
-0.89687785 9531 NM_004281 Hs.523309 BCL2-associated athanogene 3 ||BAG3||BCL2-associated 
-1.23446842 9529 NM_004873 Hs.5443 BCL2-associated athanogene 5 ||BAG5||BCL2-associated 
0.00640501 9223 NM_004742 Hs.169441 BAI1-associated protein 1 ||TNRC19||WWP3||MAGI1
0.72720648 8938 NM_003933 Hs.458427 BAI1-associated protein 3 ||BAP3||BAIAP3||BAI1-ass
1.42975981 10286 NM_005872 Hs.22960 Breast carcinoma amplified seq ||DAM1||BCAS2||Breast ca



-0.64140391 53335 NM_018014 Hs.370549 B-cell CLL/lymphoma 11A (zinc ||BCL11A||KIAA1809||FLJ
0.02465314 596 NM_000633 Hs.150749 B-cell CLL/lymphoma 2 ||BCL2||Bcl-2||BCL2 prote
0.73633055 255877 NM_181844 Hs.22575 B-cell CLL/lymphoma 6, membe||BAZF||BCL6B||B-CELL L
0.90968786 605 NM_020993 Hs.530970 B-cell CLL/lymphoma 7A ||BCL7A||B-cell CLL/lymph
-0.41330218 9275 NM_001707 Hs.408219 B-cell CLL/lymphoma 7B ||BCL7B||B-cell CLL/lymph
1.43888388 617 NM_004328 Hs.471401 BCS1-like (yeast) ||h-BCS||BCS1L||GRACIL
-0.17607638 55814 NM_018429 Hs.258272 B double prime 1, subunit of RN||KIAA1689||BDP1||TFNR
0.0976457 79444 NM_022161 Hs.256126 Baculoviral IAP repeat-containin||BIRC7||KIAP||MLIAP||BA

-0.53191508 664 NM_004052
0.39873998 7862 NM_004634 Hs.1004 Bromodomain and PHD finger c ||BRPF1||BR140||PEREG
0.93706007 112939 NM_052876 Hs.531614 BTB (POZ) domain containing 1||BTBD14B||BTB (POZ) do
-0.48629474 9478 NM_004276 Hs.458482 Calcium binding protein 1 (calbr ||CABP1||CALCIUM-BIND
0.40786405 805 NM_001743 Hs.468442 Calmodulin 2 (phosphorylase kin||CALM2||PHKD2||CAMII||
-0.53191508 51806 NM_017422 Hs.180142 Calmodulin-like 5 ||CALML5||CLSP||Calmod
1.31114691 821 NM_001746 Hs.529890 Calnexin ||CNX||CANX||Calnexin||
0.71808241 822 NM_001747 Hs.516155 Capping protein (actin filament),||MCP||CAPG||AFCP||gels
1.17428587 828 NM_004058 Hs.549024 Calcyphosine ||Calcyphosine||CAPS1||C
0.66333799 829 NM_006135 Hs.514934 Capping protein (actin filament) ||CAPZA1||CAPPA1||CAZ
0.47173254 58484 NM_021209 Hs.23248 Caspase recruitment domain fam||IPAF||CARD12||CLAN||IC
1.72173003 64127 NM_022162 Hs.135201 Caspase recruitment domain fam||CARD15||NOD2 PROTE
0.05202535 84674 NM_032587 Hs.200242 Caspase recruitment domain fam||CARD6||Caspase recruit
-0.76001681 844 NM_001231 Hs.552568 Calsequestrin 1 (fast-twitch, ske||CASQ1||CALMITINE||CA
-0.7052724 845 NM_001232 Hs.57975 Calsequestrin 2 (cardiac muscle||CASQ2||cardiac calsequ
-0.34030963 11335 NM_007276 Hs.381189 Chromobox homolog 3 (HP1 ga ||HP1-GAMMA||CBX3||HP
0.16151418 23468 NM_012117 Hs.349283 Chromobox homolog 5 (HP1 alp||HP1-ALPHA||CBX5||HET
-1.60855526 10576 NM_006431 Hs.189772 Chaperonin containing TCP1, su||CCT-BETA||CCT2||CCTB
-0.86038158 7203 NM_005998 Hs.491494 Chaperonin containing TCP1, su||CCTG||TRIC5||CCT3||CC
-0.27644114 22948 NM_012073 Hs.1600 Chaperonin containing TCP1, su||CCT5||chaperonin conta
0.00640501 908 NM_001762 Hs.82916 Chaperonin containing TCP1, su####################
0.67246206 10574 NM_006429 Hs.368149 Chaperonin containing TCP1, su||CCT7||CCT-ETA||CCTH
-0.74176868 977 NM_004357 Hs.512857 CD151 antigen ####################
0.70895834 933 NM_001771 Hs.262150 CD22 antigen ||||CD22||CD22 antigen||
1.4023876 947 NM_001773 Hs.374990 CD34 antigen ||CD34||CD34 antigen||HP
0.55384916 961 NM_001777 Hs.446414 CD47 antigen (Rh-related antige####################
-0.30381335 962 NM_001778 Hs.243564 CD48 antigen (B-cell membrane||mCD48||MEM-102||BLAS
-0.77826495 965 NM_001779 Hs.34341 CD58 antigen, (lymphocyte func||CD58||LFA-3||LFA3||LYM
-1.49906643 928 NM_001769 Hs.114286 CD9 antigen (p24) ||TSPAN29||MRP-1||CD9|
-0.71439647 11140 NM_007065 Hs.160958 CDC37 cell division cycle 37 hom||CDC37||CELL DIVISION
-1.05198703 10602 NM_006449 Hs.369574 CDC42 effector protein (Rho GT||CDC42EP3||CEP3||BOR
-1.07935924 988 NM_001253 Hs.485471 CDC5 cell division cycle 5-like (S||CDC5L||OTTHUMP0000
-1.14322772 990 NM_001254 Hs.405958 CDC6 cell division cycle 6 homo####################
-0.84213344 999 NM_004360 Hs.461086 Cadherin 1, type 1, E-cadherin ( ####################
-0.7052724 1008 NM_006727 Hs.92489 Cadherin 10, type 2 (T2-cadheri ||cadherin-10||CDH10||cad
-0.2308208 1009 NM_001797 Hs.116471 Cadherin 11, type 2, OB-cadher ||OSF-4||CDHOB||CDH11
-0.3494337 1010 NM_004061 Hs.113684 Heat shock 60kDa protein 1 (ch ||||HSPD1||Heat shock 60k
0.927936 1012 NM_001257 Hs.436040 Cadherin 13, H-cadherin (heart) ||CDHH||heart-cadherin||tr

-0.39505404 1013 NM_004933 Hs.148090 Cadherin 15, M-cadherin (myotu||muscle-cadherin||CDH15
-0.00271906 1014 NM_004062 Hs.513660 Cadherin 16, KSP-cadherin ||CDH16||CADHERIN, KID
-0.40417811 1016 NM_004934 Hs.317632 Cadherin 18, type 2 ||CDH18||cadherin-14||CD
-0.7052724 28513 NM_021153 Hs.42771 Cadherin 19, type 2 ||CDH19||CDH7, FORMER
-0.20344859 1000 NM_001792 Hs.464829 Cadherin 2, type 1, N-cadherin (||NCAD||CDH2||CDHN||CA



1.11954146 28316 NM_031891 Hs.147340 Cadherin 20, type 2 ||CDH20||Cadherin 20, typ
0.63596579 64072 NM_022124 Hs.546421 Cadherin-like 23 ||||CDH23||Cadherin-like 2
-0.10308383 1002 NM_001794 Hs.473231 Cadherin 4, type 1, R-cadherin (||FLJ22202||CDH4||RCAD
0.58122137 1003 NM_001795 Hs.76206 Cadherin 5, type 2, VE-cadherin||CDH5||7B4 antigen||endo
-0.19432452 1004 NM_004932 Hs.171054 Cadherin 6, type 2, K-cadherin ( ||KCAD||CDH6||kidney cad
-1.28921283 1005 NM_004361 Hs.130306 Cadherin 7, type 2 ||CDH7L1||cadherin-7||CD
-0.52279101 1006 NM_001796 Hs.368322 Cadherin 8, type 2 ||cadherin-8||CDH8||Cadh
-0.8238853 1007 NM_016279 Hs.272212 Cadherin 9, type 2 (T1-cadherin ||CDH9||cadherin-9||cadhe
-0.76914088 55755 NM_018249 Hs.269560 CDK5 regulatory subunit associa||KIAA1633||CDK5RAP2||C
-0.51366694 9085 NM_004680 Hs.159281 Chromodomain protein, Y-linked||CDY1||chromodomain pr
-0.45892253 9426 NM_004825 Hs.251375 Chromodomain protein, Y-linked||CDY2||chromodomain pr
0.14326604 1054 NM_001806 Hs.429666 CCAAT/enhancer binding protei ||GPE1BP||C/EBP-GAMM
0.05202535 1058 NM_001809 Hs.1594 Centromere protein A, 17kDa ||CENPA||CENTROMERIC
1.27465063 1059 NM_001810 Hs.516855 Centromere protein B, 80kDa ||CENPB||CENTROMERIC
0.14326604 1060 NM_001812 Hs.479867 Centromere protein C 1 ||CENPC1||CENPC2||cent
0.07027349 11190 NM_007186 Hs.443976 Centrosomal protein 2 ||CEP2||Centrosomal prot
-1.15235179 1068 NM_004066 Hs.122511 Centrin, EF-hand protein, 1 ||Centrin-1||CEN1||CETN1
-0.65965205 1070 NM_004365 Hs.528302 Centrin, EF-hand protein, 3 (CD ||MGC12502||CEN3||CET
0.51735288 1072 NM_005507 Hs.170622 Cofilin 1 (non-muscle) ||CFL1||COFILIN, NONMU
0.63596579 8545 NM_003663 Hs.444818 CGG triplet repeat binding prote||p20CGGBP||CGGBP1||C
0.34399557 10669 NM_006569 Hs.546335 Cell growth regulator with EF ha||CGREF1||CGR11||CELL
0.28925115 10036 NM_005483 Hs.79018 Chromatin assembly factor 1, su||CAF1P150||CAF1B||CHA
-0.50454287 1113 NM_001275 Hs.150793 Chromogranin A (parathyroid se||CHROMOSTATIN||PSP|
0.04290128 1149 NM_001279 Hs.249129 Cell death-inducing DFFA-like e ||CIDE-A||CIDEA||cell dea
-0.85125751 27141 NM_014430 Hs.448590 Cell death-inducing DFFA-like e ||||CIDEB||Cell death-induc
-0.34030963 1153 NM_001280 Hs.501309 Cold inducible RNA binding prot ||CIRP||CIRBP||Cold-induc
0.46260847 25792 NM_012127 Hs.212395 CDKN1A interacting zinc finger ||CIZ1||CDKN1A interactin
-0.01184313 23332 NM_015282 Hs.469840 Cytoplasmic linker associated p ||CLASP1||CLIP-ASSOCIA
-0.55016322 1047 NM_004362 Hs.86368 Calmegin ||Calmegin||CLGN||
0.51735288 63967 NM_022111 Hs.175613 Claspin homolog (Xenopus laev ||CLSPN||CLASPIN, XENO
-0.29468928 64084 NM_022131 Hs.158529 Calsyntenin 2 ||CLSTN2||Calsyntenin 2||
0.25275488 9746 NM_014718 Hs.535378 Calsyntenin 3 ||CLSTN3||Calsyntenin 3||
-0.14870417 1211 NM_001833 Hs.522114 Clathrin, light polypeptide (Lca) ||CLTA||clathrin light chain
0.59034544 1212 NM_001834 Hs.484241 Clathrin, light polypeptide (Lcb) ||CLTB||clathrin, light poly
-0.15782824 1272 NM_001843 Hs.549027 Contactin 1 ||F3||CNTN1||Contactin 1|
-1.03373889 6900 NM_005076 Hs.519220 Contactin 2 (axonal) ||TAG1||TAX1||CNTN2||AX
-0.64140391 23603 NM_014325 Hs.330384 Coronin, actin binding protein, 1 ||CORO1C||CORONIN 1C
-0.38592997 7464 NM_003389 Hs.113094 Coronin, actin binding protein, 2 ||CORO2A||WDR2||IR10||
0.38961592 10391 NM_006091 Hs.24907 Coronin, actin binding protein, 2 ||CORO2B||CLIPINC||COR
0.61771765 8738 NM_003805 Hs.38533 CASP2 and RIPK1 domain cont ||CRADD||RAIDD||RIP-AS
0.07939756 1388 NM_004381 Hs.42853 CAMP responsive element bind ||||CREBL1||CAMP respon
1.12866553 1462 NM_004385 Hs.443681 Chondroitin sulfate proteoglycan||DKFZp686K06110||CSP
0.20713453 1479 NM_001326 Hs.44402 Hypothetical protein LOC283267||||CSTF3||Hypothetical pro
0.11589384 1490 NM_001901 Hs.410037 Connective tissue growth factor ||CTGF||CCN2||NOV2||MG
-0.68702426 56998 NM_020248 Hs.463759 Catenin, beta interacting protein ||ICAT||CTNNBIP1||CATE
-0.45892253 10659 NM_006561 Hs.309288 CUG triplet repeat, RNA binding||||CUGBP2||CUG triplet re
0.06114942 1535 NM_000101 Hs.513803 Cytochrome b-245, alpha polype####################
0.10676977 3491 NM_001554 Hs.8867 Cysteine-rich, angiogenic induce||CYR61||IGFBP10||Cyste
-0.57753543 7812 NM_007158 Hs.69855 Upstream of NRAS ||UNR||D1S155E||upstrea
0.28925115 23500 NM_015345 Hs.436590 Dishevelled associated activator||KIAA0381||DAAM2||DISH
0.37136778 1602 NM_004392 Hs.129452 Dachshund homolog 1 (Drosoph||OTTHUMP00000040839



-0.01184313 117154 NM_053281 Hs.86603 Dachshund homolog 2 (Drosoph||DACH2||dachshund hom
0.67246206 11083 NM_022105 Hs.551527 Death associated transcription f ||DIO1||DATF1||DEATH IN
0.38049185 1616 NM_001350 Hs.336916 Death-associated protein 6 ||BING2||DAXX||DAP6||De
0.10676977 1643 NM_000107 Hs.446564 Damage-specific DNA binding p||||DDB2||Damage-specific
0.40786405 9191 NM_004216 Hs.517342 Death effector domain containin ||DEDD||DEFT||DEATH E
-0.08483569 148252 NM_145173 Hs.172753 DIRAS family, GTP-binding RAS||DIRAS1||RIG||RAS-RELA
0.38049185 8788 NM_003836 Hs.533717 Delta-like 1 homolog (Drosophila||PREF1||pG2||FA1||DLK1
1.19253401 8701 NM_003777 Hs.432390 Dynein, axonemal, heavy polype||DPL11||DNAH11||DNAH
0.90056379 1767 NM_001369 Hs.212360 Dynein, axonemal, heavy polype||PCD||Dnahc5||DNAH5||H
0.16151418 83658 NM_014183 Hs.531876 Dynein, cytoplasmic, light polype||||DNCL2A||Dynein, cytop
0.84581938 83657 NM_130897 Hs.98849 Dynein, cytoplasmic, light polype||DNCL2B||DNLC2B||DYN
0.68158613 1783 NM_006141 Hs.369068 Dynein, cytoplasmic, light interm||LIC2||DNCLI2||Dynein, c
1.10129332 4733 NM_004147 Hs.115242 Developmentally regulated GTP||NEDD3||DRG1||DEVELO
1.46625609 1822 NM_001940 Hs.143766 Atrophin 1 ||B37||ATN1||DRPLA||NOD
0.19801046 1823 NM_004948 Hs.348436 Desmocollin 1 ||DSC1||DG2/DG3||CDHF
0.42611219 1824 NM_004949 Hs.95612 Desmocollin 2 ||desmocollin-3||DKFZp68
1.60311713 1825 NM_001941 Hs.41690 Desmocollin 3 ||CDHF3||DSC1||DSC2||D
0.28925115 1828 NM_001942 Hs.2633 Desmoglein 1 ||CDHF4||DSG1||DG1||De
0.30749929 1829 NM_001943 Hs.412597 Desmoglein 2 ||CDHF5||DSG2||DSG2 H
0.71808241 1837 NM_001390 Hs.58919 Dystrobrevin, alpha ####################
0.69983427 2202 NM_004105 Hs.76224 EGF-containing fibulin-like extra ####################
1.08304518 10278 NM_005864 Hs.24587 Embryonal Fyn-associated subs||EFS||embryonal Fyn-ass
-0.34030963 1959 NM_000399 Hs.1395 Early growth response 2 (Krox-2####################
-0.12133196 1994 NM_001419 Hs.184492 ELAV (embryonic lethal, abnorm||Hua||MelG||ELAVL1||ELA
-0.09395976 1993 NM_004432 Hs.166109 ELAV (embryonic lethal, abnorm####################
-0.74176868 1995 NM_001420 Hs.1701 ELAV (embryonic lethal, abnorm####################
0.17063825 9844 NM_014800 Hs.304578 Engulfment and cell motility 1 (c ||ELMO1||ENGULFMENT
0.35311964 8507 NM_003633 Hs.104925 Ectodermal-neural cortex (with B||||ENC1||Ectodermal-neur
-0.83300937 2022 NM_000118 Hs.76753 Endoglin (Osler-Rendu-Weber s||CD105||ENG||HHT1||OR
-0.7052724 2060 NM_001981 Hs.83722 Epidermal growth factor recepto||AF-1P||EPS15||AF1P||M
-1.02461482 51327 NM_016633 Hs.274309 Erythroid associated factor ||EDRF||ERAF||AHSP||ER
0.47173254 26284 NM_005702 Hs.3426 Era G-protein-like 1 (E. coli) ||ERAL1||ERAL1A ERAL1
-0.35855777 51466 NM_016337 Hs.125867 Enah/Vasp-like ||Enah/Vasp-like||EVL||
0.40786405 2157 NM_000132 Hs.413083 Coagulation factor VIII, procoag ####################
-0.3494337 2220 NM-004108
0.17976232 9158 NM_004214 Hs.7768 Fibroblast growth factor (acidic) ||FIBP||FIBROBLAST GRO
-2.31110859 55156 NM_018120 Hs.269542 Armadillo repeat containing 1 ||ARMC1||Armadillo repea
-1.34395725 79990 NM_024927 Hs.272848 Hypothetical protein FLJ21019 ||FLJ21019||hypothetical p
-1.24359249 284306 NM_173631 Hs.446620 Zinc finger protein 547 ||||ZNF547||Zinc finger pro
0.04290128 2317 NM_001457 Hs.476448 Filamin B, beta (actin binding pr ####################
-0.8238853 2331 NM_002023 Hs.519168 Fibromodulin ||SLRR2E||Fibromodulin||F
0.34399557 2332 NM_002024 Hs.103183 Fragile X mental retardation 1 ####################
-0.03921534 2354 NM_006732 Hs.75678 FBJ murine osteosarcoma viral ||G0S3||FOSB||GOS3||ON
0.26187895 11167 NM_007085 Hs.269512 Follistatin-like 1 ||FRP||FSTL1||FOLLISTAT
0.18888639 2495 NM_002032 Hs.448738 Ferritin, heavy polypeptide 1 ||apoferritin||PIG15||FHC||
0.66333799 8880 NM_003902 Hs.269099 Far upstream element (FUSE) b||FUBP1||FBP||FUSE-BIN
-0.44067439 10772 NM_006625 Hs.3530 FUS interacting protein (serine-a####################
0.59034544 8087 NM_005087 Hs.478407 Fragile X mental retardation, aut||FXR1||fragile X mental re
-0.06658755 9513 NM_004860 Hs.52788 Fragile X mental retardation, aut||FXR2||fragile X mental re
-0.00271906 9846 NM_012296 Hs.429434 GRB2-associated binding protei ||KIAA0571||GAB2||GRB2
-1.52643863 2553 NM_002041 Hs.546852 GA binding protein transcription ####################



0.81844717 8139 NM_022041 Hs.112569 Giant axonal neuropathy (gigaxo||GAN1||GAN||GAN GENE
0.97355635 2738 NM_138465 Hs.400533 GLI-Kruppel family member GLI ||GLI4||ONCOGENE GLI4
0.07027349 84662 NM_032575 Hs.435483 GLIS family zinc finger 2 ||GLIS2||GLI-SIMILAR PR
0.98268042 2814 NM_004488 Hs.73734 Glycoprotein V (platelet) ||GP5||CD42d||GP V||glyco
-0.65052798 2815 NM_000174 Hs.1144 Glycoprotein IX (platelet) ||GP9||CD42a||GP IX||glyc
0.50822882 160622 NM_181711 Hs.407202 GRP1 (general receptor for pho ||GRASP||GRP1 (general 
-0.96074634 2926 NM_002092 Hs.309763 G-rich RNA sequence binding fa||GRSF1||G-RICH RNA S
0.29837522 2934 NM_000177 Hs.522373 Gelsolin (amyloidosis, Finnish ty||DKFZp313L0718||GSN||
1.4936283 9260 NM_005451 Hs.533040 PDZ and LIM domain 7 (enigma||LMP1||PDLIM7||LIM DOM

-0.62315577 84163 NM_173537 Hs.352142 GTF2I repeat domain containing||GTF2IRD2||GTF2IRD2A
1.18340994 2975 NM_001520 Hs.371718 General transcription factor IIIC,####################
0.34399557 3015 NM_002106 Hs.119192 H2A histone family, member Z ||H2AFZ||H2A.z||H2A/z||H2
0.06114942 3021 NM_005324 Hs.180877 H3 histone, family 3B (H3.3B) ||H3F3B||H3 histone, fami
0.90968786 9982 NM_005130 Hs.1690 Fibroblast growth factor binding ||FGFBP1||HBP17||HBGF
-0.96074634 3280 NM_005524 Hs.250666 Hairy and enhancer of split 1, (D||HES1||HRY||HAIRY, DRO
0.90968786 57801 NM_021170 Hs.154029 Hairy and enhancer of split 4 (D ||HES4||HAIRY/ENHANCE
-0.75089274 84667 NM_032580 Hs.434828 Hairy and enhancer of split 7 (D ||HES7||HAIRY/ENHANCE
0.08852163 25994 NM_014056 Hs.7917 Likely ortholog of mouse hypoxia||HIG1||Likely ortholog of m
-0.3768059 3014 NM_002105 Hs.477879 H2A histone family, member X ||H2AFX||H2A.X||H2A/X||H
0.5720973 23466 NM_014292 Hs.511952 Chromobox homolog 6 ||CBX6||Chromobox homo
1.82209479 57332 NM_020649 Hs.387258 Chromobox homolog 8 (Pc class||CBX8||chromobox homo
0.83669531 975 NM_004356 Hs.54457 CD81 antigen (target of antiproli ||CD81||TSPAN28||S5.7||T
0.34399557 1393 NM_001882 Hs.115617 Corticotropin releasing hormone||CRFBP||CRF-BP||CRHB
-0.68702426 28514 NM_005618 Hs.379912 Delta-like 1 (Drosophila) ||DLL1||DL1||DELTA1||del
-0.12133196 1830 NM_001944 Hs.1925 Desmoglein 3 (pemphigus vulga||CDHF6||DKFZp686P231
0.28925115 11100 NM_007040 Hs.155218 Heterogeneous nuclear ribonucl ||HNRPUL1||E1BAP5||E1B
-1.38045352 2186 NM_004459 Hs.444200 Fetal Alzheimer antigen ####################
-0.78738902 2189 NM_004629 Hs.434873 Fanconi anemia, complementat ####################
-0.73264461 1819 NM_001388 Hs.78582 Developmentally regulated GTP||DRG2||developmentally 
0.3348715 10620 NM_006465 Hs.10431 AT rich interactive domain 3B (B||ARID3B||AT rich interact
0.72720648 1978 NM_004095 Hs.411641 Eukaryotic translation initiation f ||EIF4EBP1||PHAS-I||EUK
1.88596328 1979 NM_004096 Hs.522995 Eukaryotic translation initiation f ||EIF4EBP2||Eukaryotic tra
1.11954146 2130 NM_005243 Hs.374477 Ewing sarcoma breakpoint regio####################
1.62136527 2153 NM_000130 Hs.30054 Coagulation factor V (proaccele ####################
0.06114942 25794 NM_012418 Hs.118555 Fascin homolog 2, actin-bundlin ||FSCN2||RFSN||FASCIN,
0.0976457 29999 NM_020369 Hs.128402 Fascin homolog 3, actin-bundlin ||FSCN3||fascin homolog 
0.97355635 2669 NM_005261 Hs.345139 GTP binding protein overexpres ||KIR||GEM||MGC26294||k
1.42063574 54810 NM_017655 Hs.13852 PDZ domain protein GIPC2 ||GIPC2||PDZ domain pro
0.53560102 3005 NM_005318 Hs.226117 H1 histone family, member 0 ||H1FV||H10||H1F0||OTTH
0.97355635 55766 NM_018267 Hs.524280 H2A histone family, member J ||H2AFJ||H2A histone fam
0.90968786 1617 NM_004081 Hs.70936 Deleted in azoospermia 1 ||||DAZ2||Deleted in azoos
-0.00271906 28988 NM_014063 Hs.436500 Drebrin-like ||DBNL||Drebrin-like||
1.57574492 3006 NM_005319 Hs.7644 Histone 1, H1c ||MGC:3992||HIST1H1C||H
1.6122412 8349 NM_003528 Hs.2178 Histone 2, H2be ||H2B.1||H2B/Q||H2BFQ||H
0.19801046 3097 NM_006734 Hs.510172 Human immunodeficiency virus ####################
1.2837747 10042 NM_005487 Hs.197086 High-mobility group protein 2-lik ||HMG2L1||High-mobility g
1.51187644 8091 NM_003483 Hs.505924 High mobility group AT-hook 2 ####################
0.0976457 3151 NM_005517 Hs.181163 High-mobility group nucleosoma||HMGN2||NONHISTONE
0.4534844 3161 NM_012484 Hs.72550 Hyaluronan-mediated motility re ||HMMR||hyaluronan-med
0.26187895 3184 NM_002138 Hs.480073 Heterogeneous nuclear ribonucl ||HNRPD||HNRNPD||AUF
-0.32206149 50863 NM_016522 Hs.504352 Neurotrimin ||NTM||HNT||Neurotrimin||



1.71260596 3241 NM_002149 Hs.467696 Hippocalcin-like 1 ||HPCAL1||Hippocalcin-lik
1.26552657 9410 NM_004814 Hs.33962 WD repeat domain 57 (U5 snRN||SPF38||WDR57||PRPF8
2.09581687 89781 NM_022081 Hs.474436 Hermansky-Pudlak syndrome 4 ||HPS4||HPS4 GENE||Her
2.36041488 11103 NM_007043 Hs.205558 HIV-1 rev binding protein 2 ||HRB2||HIV-1 rev binding
2.4425315 3304 NM_005346 Hs.274402 Heat shock 70kDa protein 1B ||HSPA1B||HSP70-2||HEA
2.74362579 3305 NM_005527 Hs.80288 Heat shock 70kDa protein 1-like||HSPA1L||HSP70-HOM||H
1.01005263 3306 NM_021979 Hs.432648 Heat shock 70kDa protein 2 ||HSPA2||HEAT-SHOCK 7
2.11406501 3308 NM_002154 Hs.90093 Heat shock 70kDa protein 4 ||HSPA4||HSP70||HEAT-S
1.71260596 3309 NM_005347 Hs.522394 Heat shock 70kDa protein 5 (glu||GRP78||HSPA5||BIP||GL
1.26552657 3310 NM_002155 Hs.3268 Heat shock 70kDa protein 6 (HS||HSPA6||HEAT-SHOCK 7
0.91881193 3313 NM_004134 Hs.184233 Heat shock 70kDa protein 9B (m||MOT2||HSPA9B||MORTA
0.80019903 27129 NM_014424 Hs.502612 Heat shock 27kDa protein family||HSPB7||heat shock 27kD
1.41151167 10808 NM_006644 Hs.36927 Heat shock 105kDa/110kDa pro||HSPH1||heat shock 105k
2.06844466 29935 NM_013347 Hs.534452 Replication protein A4, 34kDa ||RPA4||replication protein
2.36041488 55109 NM_018046 Hs.213393 Angiogenic factor with G patch a||HUS84971||AGGF1||FLJ
2.8896109 54739 NM_017523 Hs.441975 XIAP associated factor-1 ||XAF1||BIRC4BP||HSXIA
2.01370025 10525 NM_006389 Hs.277704 Hypoxia up-regulated 1 ||ORP150||HYOU1||Hypox
1.66698561 3381 NM_004967 Hs.518726 Integrin-binding sialoprotein (bo ||IBSP||integrin-binding sia
1.32027098 7087 NM_003259 Hs.465862 Intercellular adhesion molecule ||ICAM5||TLN||TLCN||Inter
2.03194838 3430
0.86406752 3483 NM_004970 Hs.839 Insulin-like growth factor binding||IGFALS||IGFBP, SOLUB
0.65421392 3484 NM_000596 Hs.401316 Insulin-like growth factor binding||IBP1||IGFBP1||IGF-BP25
1.67610968 3485 NM_000597 Hs.438102 Insulin-like growth factor binding||IBP2||IGF-BP53||IGFBP2
1.83121886 3487 NM_001552 Hs.462998 Insulin-like growth factor binding||IBP4||IGFBP4||INSULIN-
1.42063574 3488 NM_000599 Hs.369982 Insulin-like growth factor binding||IBP5||IGFBP5||INSULIN-
3.11771263 3489 NM_002178 Hs.274313 Insulin-like growth factor binding||IBP6||IGFBP6||INSULIN-
3.32756622 3490 NM_001553 Hs.479808 Insulin-like growth factor binding||MAC25||IGFBP7||INSUL
2.41515929 10642 NM_006546 Hs.144936 IGF-II mRNA-binding protein 1 ||CRDBP||IMP1||IMP-1||IG
1.41151167 10644 NM_006548 Hs.35354 IGF-II mRNA-binding protein 2 ||IMP2||IMP-2||IGF2 mRNA
1.45713202 3621 NM_005537 Hs.46700 Inhibitor of growth family, memb||ING1||p33ING1||INHIBIT
0.59946951 3622 NM_001564 Hs.107153 Inhibitor of growth family, memb||ING1L||p33ING2||INHIBI
1.11954146 54556 NM_019071 Hs.489811 Inhibitor of growth family, memb||ING3||p47ING3||INHIBIT
1.7308541 51147 NM_016162 Hs.524210 Inhibitor of growth family, memb||ING4||INHIBITOR OF GR
2.71625358 3642 NM_002196 Hs.89584 Insulinoma-associated 1 ||IA1||INSM1||Insulinoma-a
0.77282682 84684 NM_032594 Hs.62813 Insulinoma-associated 2 ||INSM2||Insulinoma-asso
0.78195089 10260 NM_005848 Hs.513817 C-myc promoter binding protein ||MYCPBP||IRLB||MYC PR
1.87683921 3685 NM_002210 Hs.436873 Integrin, alpha V (vitronectin rec ||VNRA||ITGAV||INTEGRI
0.8093231 26548 NM_012278 Hs.109999 Integrin beta 1 binding protein (m||ITGB1BP2||INTEGRIN, B
0.59946951 10625 NM_006469 Hs.497183 Influenza virus NS1A binding pro||NS1BP||ND1||IVNS1ABP
3.01734787 23512 NM_015355 Hs.462732 Suppressor of zeste 12 homolog||SUZ12||KIAA0160||JJAZ
0.40786405 3720 NM_004973 Hs.269059 Jumonji, AT rich interactive dom||JARID2||JMJ||JUMONJI,
-0.44067439 10657 NM_006559 Hs.445893 KH domain containing, RNA bin ||KHDRBS1||SAM68||GAP
1.58486899 8570 NM_003685 Hs.91142 KH-type splicing regulatory prote||KSRP||FBP2||FUBP2||KH
1.15603773 9813 XM_375726
1.85859107 9877 XM_378929
2.09581687 23158 XM_093895
2.10494094 57554 NM_020794 Hs.479658 Leucine rich repeat containing 7 ||LRRC7||Leucine rich rep
2.22355384 85453 NM_033512 Hs.173094 TSPY-like 5 ||TSPYL5||TSPY-like 5||
1.69435782 22920 NM_014970 Hs.433442 Kinesin-associated protein 3 ||SMAP||KIFAP3||Kinesin-
1.73997817 90990 NM_145754 Hs.528713 Kinesin family member C2 ||KIFC2||kinesin family me
0.17976232 22944 NM_012311 Hs.397918 KIN, antigenic determinant of re ||KIN17||KIN||BTCD||BIND



0.30749929 10518 NM_006383 Hs.129867 Calcium and integrin binding fam||KIP2||CIB2||DNA-DEPEN
0.38049185 117286 NM_054113 Hs.255432 Calcium and integrin binding fam||CIB3||Calcium and integ
0.93706007 136259 NM_138693 Hs.125240 Kruppel-like factor 14 ||BTEB5||KLF14||Kruppel-
-0.50454287 28999 NM_014079 Hs.272215 Kruppel-like factor 15 ||KKLF||KLF15||Kruppel-lik
0.38961592 83855 NM_031918 Hs.136280 Kruppel-like factor 16 ||BTEB4||DRRF||KLF16||K
0.59946951 11133 NM_007059 Hs.25441 Kaptin (actin binding protein) ||KPTN||Kaptin (actin bind
0.85494345 3897 NM_000425 Hs.522818 L1 cell adhesion molecule ||MIC5||L1CAM||CAML1||L
1.27465063 3899 NM_002285 Hs.444414 Lymphoid nuclear protein related||LAF4||MLLT2-RELATED
2.05019652 3902 NM_002286 Hs.409523 Lymphocyte-activation gene 3 ||LAG3||CD223 ANTIGEN
0.2162586 3929 NM_004139 Hs.154078 Lipopolysaccharide binding prot ||LBP||LIPOPOLYSACCH
1.24727843 51176 NM_016269 Hs.125132 Lymphoid enhancer-binding fact||TCF1-ALPHA||LEF1||Lym
0.74545462 3957 NM_006498 Hs.531776 Lectin, galactoside-binding, solu||LGALS2||Lectin, galactos
1.62136527 3960 NM_006149 Hs.5302 Lectin, galactoside-binding, solu||LGALS4||Lectin, galactos
1.3750154 3964 NM_006499 Hs.4082 Lectin, galactoside-binding, solu||PCTA1||LGALS8||PROS
2.13231315 10186 NM_005780 Hs.507798 Lipoma HMGIC fusion partner ||LHFP||lipoma HMGIC fus
2.0866928 8994 NM_014240 Hs.193370 LIM domains containing 1 ||LIMD1||LIM domains con
1.57574492 8825 NM_004664 Hs.144333 Lin-7 homolog A (C. elegans) ||VELI1||LIN7A||VERTEBR
0.38961592 3998 NM_005570 Hs.465295 Lectin, mannose-binding, 1 ||MR60||ERGIC53||LMAN
1.86771514 25802 NM_012134 Hs.519075 Leiomodin 1 (smooth muscle) ||LMOD1||1D||SMLMOD||L
-0.98811855 10128 NM_133259 Hs.368084 Leucine-rich PPR-motif containi ||LRPPRC||LRP130||leucin
-0.75089274 4053 NM_000428 Hs.512776 Latent transforming growth facto||LTBP2||LTBP3, FORME
-1.23446842 4077 NM_005899 Hs.546264 Neighbor of BRCA1 gene 1 ||M17S2||NBR1||neighbor 
-1.36220539 22823 NM_007358 Hs.31016 Likely ortholog of mouse metal r||M96||MTF2||Likely orthol
-1.13410365 23499 NM_012090 Hs.472475 Microtubule-actin crosslinking fa||||MACF1||Microtubule-ac
-2.11037907 8174 NM_130760 Hs.102598 Mucosal vascular addressin cell ||MACAM1||MADCAM1||A
-2.0100143 4087 NM_005901 Hs.465061 SMAD, mothers against DPP ho||MADH2||MADR2||SMAD
-1.79103664 9935 NM_005461 Hs.169487 V-maf musculoaponeurotic fibro||MAFB||KRML, MOUSE, 
-0.62315577 23764 NM_012323 Hs.517617 V-maf musculoaponeurotic fibro||MAFF||v-maf musculoap
-0.27644114 22919 NM_012325 Hs.472437 Microtubule-associated protein, ||MAPRE1||ADENOMATO
0.03377721 10982 NM_014268 Hs.532824 Microtubule-associated protein, ||MAPRE2||APC-BINDING
-1.4169498 4150 NM_002383 Hs.549052 MYC-associated zinc finger prot ||MAZ||ZF87||PUR1, MOU
-0.3494337 53615 NM_003926 Hs.178728 Methyl-CpG binding domain pro ||MBD3||METHYL-CpG-B
-1.45344608 4153 NM_000242 Hs.499674 Mannose-binding lectin (protein ||MBL2||MBP1||MANNAN-
-1.13410365 4162 NM_006500 Hs.511397 Melanoma cell adhesion molecu||MCAM||CD146||MELANO
-0.54103915 4210 NM_000243 Hs.173730 Mediterranean fever ||MEFV||PYRIN||MARENO
-0.69614833 4221 NM_000244 Hs.423348 Multiple endocrine neoplasia I ||ZES||MEN1||MEA I||MEN
-0.41330218 4240 NM_005928 Hs.3745 Milk fat globule-EGF factor 8 pro||||MFGE8||Milk fat globule
0.02465314 9258 NM_004225 Hs.379414 Malignant fibrous histiocytoma a||MFHAS1||MASL1||MALIG
1.21990622 65997 NM_023940 Hs.8035 RAS-like, family 11, member B ||RASL11B||RAS-like, fam
-1.39870166 4276 NM_000247 Hs.549053 MHC class I polypeptide-related ||MICA||MHC class I polyp
-1.40782573 4277 NM_005931 Hs.211580 MHC class I polypeptide-related ||MICB||MHC class I polyp
-1.59030712 57708 NM_020948 Hs.21757 Mesoderm induction early respo||MI-ER1||Mesoderm indu
-0.52279101 9063 NM_004671 Hs.514846 Protein inhibitor of activated STA||PIAS2||PIASX-ALPHA P
-1.18884807 25988 NM_015517 Hs.504091 MBD2 (methyl-CpG-binding prot||MIZF||MBD2-INTERACT
0.85494345 4288 NM_002417 Hs.80976 Antigen identified by monoclona ||MKI67||KIA||PROLIFERA
-0.5866595 84365 NM_032390 Hs.367842 MKI67 (FHA domain) interacting||MKI67IP||MKI67 (FHA do
0.14326604 8195 NM_018848 Hs.472119 McKusick-Kaufman syndrome ||MKKS||MKS||McKusick-K
-0.16695231 57591 NM_020831 Hs.474905 Megakaryoblastic leukemia (tran||||MKL1||Megakaryoblastic
0.59946951 4291 NM_022443 Hs.85195 Myeloid leukemia factor 1 ||MLF1||Myeloid leukemia 
-0.51366694 4292 NM_000249 Hs.195364 MutL homolog 1, colon cancer, n||MLH1||MutL, E. COLI, H
-1.00636668 27030 NM_014381 Hs.279843 MutL homolog 3 (E. coli) ||MLH3||HNPCC7||mutL h



-1.36220539 55904 NM_018682 Hs.369356 Myeloid/lymphoid or mixed-linea||MLL5||myeloid/lymphoid 
-0.65052798 4301 NM_005936 Hs.549055 Myeloid/lymphoid or mixed-linea||AFADIN||AF6||MLLT4||A
-0.08483569 4302 NM_005937 Hs.91531 Myeloid/lymphoid or mixed-linea||AF17||MLLT6||ALL1 FUS
-1.25271655 254251 NM_153686 Hs.446201 Transcription factor MLR1 ||||MLR1||Transcription fac
-0.54103915 166785 NM_172250 Hs.117747 Methylmalonic aciduria (cobalam||MMAA||MMAA GENE||m
0.38049185 4332 NM_002432 Hs.153837 Myeloid cell nuclear differentiatio||MNDA||Myeloid cell nucle
-0.68702426 84159 XM_084482 Hs.546755 AT rich interactive domain 5B (M||ARID5B||MRF2||DESRT
1.42063574 57496 NM_014048 Hs.49143 MKL/myocardin-like 2 ||MKL2||MKL/myocardin-li
0.16151418 10801 NM_006640 Hs.440932 Septin 9 ||SEPT9||MSF1||Septin 9|
-1.09760738 4436 NM_000251 Hs.156519 MutS homolog 2, colon cancer, ||MSH2||MutS, E. COLI, H
-0.10308383 4438 NM_002440 Hs.216639 MutS homolog 4 (E. coli) ||MSH4||mutS homolog 4 
-0.72352054 4439 NM_002441 Hs.371225 MutS homolog 5 (E. coli) ||MSH5||mutS homolog 5 
-1.38045352 2956 NM_000179 Hs.445052 MutS homolog 6 (E. coli) ||HNPCC5||MSH6||HSAP|
-0.61403171 10232 NM_005823 Hs.408488 Mesothelin ||Mesothelin||SMR||MSLN
0.43523626 23787 NM_014341 Hs.485262 Mitochondrial carrier homolog 1 ||MTCH1||mitochondrial ca
0.81844717 93649 NM_153604 Hs.462257 Myocardin ||MYCD||Myocardin||MYO
0.82757124 4619 NM_005963 Hs.231581 Myosin, heavy polypeptide 1, sk ||MYHSA1||MYH1||MYH2X
2.13231315 4629 NM_002474 Hs.460109 Myosin, heavy polypeptide 11, s ||SMHC||SMMHC||MYH11
-0.28556521 8735 NM_003802 Hs.278488 Myosin, heavy polypeptide 13, s ||MYHC-EO||MYH13||EO 
-1.00636668 4620 NM_017534 Hs.513941 Myosin, heavy polypeptide 2, sk ||MYHSA2||MYH2||MYHC
-0.67790019 4624 NM_002471 Hs.278432 Myosin, heavy polypeptide 6, ca ||ASD3||MYH6||MYH, CAR
-1.18884807 4627 NM_002473 Hs.474751 Myosin, heavy polypeptide 9, no||NMMHCA||MYH9||MYOS
-0.08483569 10398 NM_006097 Hs.504687 Myosin, light polypeptide 9, regu||MYL9||Myosin, light polyp
0.75457869 4651 NM_012334 Hs.481720 Myosin X ||MYO10||myosin X||
0.10676977 25924 NM_015460 Hs.371395 Myosin VIIA and Rab interacting||MYRIP||myosin VIIA and
0.8093231 26993 NM_014371 Hs.399800 A kinase (PRKA) anchor protein||AKAP8L||A kinase (PRKA
0.73633055 338322 NM_176821 Hs.449636 NACHT, leucine rich repeat and ||NALP10||NACHT, leucin
0.82757124 126204 NM_176810 Hs.446924 NACHT, leucine rich repeat and ||NALP13||NACHT, leucin
-0.98811855 338323 NM_176822 Hs.449637 NACHT, leucine rich repeat and ||NALP14||NACHT, leucin
-1.07935924 55655 NM_017852 Hs.369279 NACHT, leucine rich repeat and ||PAN1||NALP2||PYPAF2|
-1.23446842 4683 NM_002485 Hs.492208 Nijmegen breakage syndrome 1||NBS1||NBS1 GENE||Nijm
-0.97899448 4684 NM_000615 Hs.503878 Neural cell adhesion molecule 1||CD56||NCAM1||Neural c
-0.74176868 4685 NM_004540 Hs.473450 Neural cell adhesion molecule 2||NCAM2||Neural cell adhe
0.59034544 4686 NM_002486 Hs.522309 Nuclear cap binding protein sub ||CBP80||NCBP1||NUCLE
0.08852163 4692 NM_002487 Hs.50130 Necdin homolog (mouse) ||NDN||Necdin homolog (m
0.75457869 4756 NM_002499 Hs.388613 Neogenin homolog 1 (chicken) ||NGN||NEO1||Neogenin h
0.43523626 4792 NM_020529 Hs.81328 Nuclear factor of kappa light pol ####################
0.78195089 4807 NM_005598 Hs.30956 Nescient helix loop helix 1 ||NHLH1||Nescient helix lo
0.27100301 22795 NM_007361 Hs.369840 Nidogen 2 (osteonidogen) ||NID2||Nidogen 2 (osteon
-0.78738902 4814 NM_004148 Hs.494457 Ninjurin 1 ||NINJ1||Ninjurin 1||NERV
-0.54103915 8996 NM_003946 Hs.513667 Nucleolar protein 3 (apoptosis re||MYC||NOP30||ARC||NOL
1.18340994 9221 NM_004741 Hs.523238 Nucleolar and coiled-body phosp||NOPP140||NOLC1||NUC
0.80019903 4857 NM_002515 Hs.211225 Neuro-oncological ventral antige||NOVA1||Ri ANTIGEN||N
0.48998068 4858 NM_002516 Hs.375439 Neuro-oncological ventral antige||ANOVA||NOVA2||ASTRO
-0.60490764 4868 NM_004646 Hs.122186 Nephrosis 1, congenital, Finnish||NPHN||NPHS1||RENAL 
0.82757124 4897 NM_005010 Hs.21422 Neuronal cell adhesion molecule||KIAA0343||NRCAM||Neu
0.19801046 4900 NM_006176 Hs.524116 Neurogranin (protein kinase C s ||NRGN||PROTEIN KINAS
0.60859358 4682 NM_002484 Hs.81469 Nucleotide binding protein 1 (Mi ||NBP||NUBP1||NUCLEOT
0.68158613 10101 NM_012225 Hs.256549 Nucleotide binding protein 2 (Mi ||NUBP2||nucleotide bindi
0.26187895 4924 NM_006184 Hs.515524 Nucleobindin 1 ||NUCB1||Nucleobindin 1|
0.51735288 4925 NM_005013 Hs.128686 Nucleobindin 2 ||NUCB2||NEFA||Nucleobi



-0.03921534 10215 NM_005806 Hs.176977 Oligodendrocyte lineage transcr ||PRKCBP2||OLIG2||Oligo
0.50822882 23594 NM_014321 Hs.49760 Origin recognition complex, sub ||ORC6L||Origin recognitio
-0.33118556 5007 NM_002556 Hs.502688 Oxysterol binding protein ||OSBP||OSBP1||OXYSTE
-0.258193 114876 NM_018030 Hs.370725 Oxysterol binding protein-like 1A||ORP1||OSBPL1A||OSBP

0.59034544 10631 NM_006475 Hs.136348 Periostin, osteoblast specific fac||OSF2||POSTN||PN||OST
0.65421392 26578 NM_012383 Hs.494192 Osteoclast stimulating factor 1 ||OSTF1||Osteoclast stimu
0.78195089 29763 NM_016223 Hs.334639 Protein kinase C and casein kin ||PACSIN3||protein kinase
0.71808241 5068 NM_002580 Hs.423 Regenerating islet-derived 3 alp ||PAP||PAP1||REG3A||ING
0.76370276 56288 NM_019619 Hs.131489 Par-3 partitioning defective 3 ho ||PAR3||PARD3||par-3 par
1.03742483 55742 NM_018222 Hs.436319 Parvin, alpha ||PARVA||Parvin, alpha||
0.77282682 5075 NM_006192 Hs.369099 Paired box gene 1 ||PAX1||PAIRED DOMAIN
-0.03921534 5079 NM_016734 Hs.126365 Paired box gene 5 (B-cell lineag ||PAX5||BSAP||B-CELL LI
0.30749929 5083 NM_006194 Hs.132576 Paired box gene 9 ||PAX9||PAIRED DOMAIN
0.01552907 55893 NM_018660 Hs.435535 Zinc finger protein 395 ||ZNF395||Zinc finger prot
-0.5866595 5094 NM_005016 Hs.546271 Poly(rC) binding protein 2 ||HNRPE2||PCBP2||POLY
-0.01184313 57060 NM_020418 Hs.20930 Poly(rC) binding protein 4 ||PCBP4||ALPHA-CP4||MC
1.53012457 5097 NM_002587 Hs.79769 Protocadherin 1 (cadherin-like 1||PC42||PCDH1||Protocad
1.01005263 27328 NM_014522 Hs.496456 Protocadherin 11 X-linked ||PCDHX||PCDH11X||PCD
-0.26731707 83259 NM_032971 Hs.497043 Protocadherin 11 Y-linked ||PCDHY||PCDH11Y||PCD
0.58122137 51294 NM_016580 Hs.439474 Protocadherin 12 ||VECAD2||PCDH12||Proto
-0.19432452 65217 NM_033056 Hs.232819 Protocadherin 15 ||PCDH15||Protocadherin 
-1.02461482 8642 NM_003737 Hs.199850 Dachsous 1 (Drosophila) ||DCHS1||FIB1||PCDH16||
-0.32206149 5099 NM_002589 Hs.479439 BH-protocadherin (brain-heart) ||PCDH7||BHPCDH||PROT
0.05202535 5100 NM_002590 Hs.19492 Protocadherin 8 ||PCDH8||Protocadherin 8
0.15239011 56147 NM_018900 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
0.55384916 56139 NM_018901 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
1.36589133 56138 NM_018902 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
1.9680799 56137 NM_018903 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
0.29837522 56136 NM_018904 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
0.73633055 56146 NM_018905 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
0.68158613 56145 NM_018906 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
0.14326604 56144 NM_018907 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
-0.74176868 56143 NM_018908 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
-0.59578357 56142 NM_018909 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
0.11589384 56140 NM_018911 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
1.32939505 9752 NM_014005 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
1.51187644 56135 NM_018898 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
1.64873748 56134 NM_018899 Hs.199343 Protocadherin alpha 6 ||||PCDHA6||Protocadherin
0.23450674 29930 NM_013340 Hs.278950 Protocadherin beta 1 ||PCDH-BETA-1||PCDHB1
-0.28556521 56126 NM_018930 Hs.145256 Protocadherin beta 10 ||PCDHB10||PCDH-BETA
1.07392111 56125 NM_018931 Hs.283084 Protocadherin beta 11 ||PCDHB11||PCDH-BETA
0.40786405 56124 NM_018932 Hs.429820 Protocadherin beta 12 ||PCDHB12||PCDH-BETA
0.49910475 56122 NM_018934 Hs.283678 Protocadherin beta 14 ||PCDH-BETA-14||PCDHB
0.13414198 56121 NM_018935 Hs.130757 Protocadherin beta 15 ||||PCDHB15||Protocadher
0.51735288 56133 NM_018936 Hs.533023 Protocadherin beta 2 ||PCDH-BETA-2||PCDHB2
1.20165808 56132 NM_018937 Hs.549179 Protocadherin beta 3 ||PCDH-BETA-3||PCDHB3
1.0191767 56131 NM_018938 Hs.283661 Protocadherin beta 4 ||PCDH-BETA-4||PCDHB4
1.10129332 26167 NM_015669 Hs.119693 Protocadherin beta 5 ||PCDH-BETA-5||PCDHB5
-0.4954188 56130 NM_018939 Hs.283085 Protocadherin beta 6 ||PCDH-BETA-6||PCDHB6
0.24363081 26025 NM_003735 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
0.07027349 9708 NM_014004 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe



0.2162586 8641 NM_003736 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
0.95530821 5098 NM_002588 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
1.91333548 5118 NM_002593 Hs.202097 Procollagen C-endopeptidase e ||PCOLCE||procollagen C
0.85494345 5134 NM_002598 Hs.367900 Programmed cell death 2 ||PDCD2||ZMYND7||Progr
0.98268042 10016
0.50822882 9124 NM_020992 Hs.368525 PDZ and LIM domain 1 (elfin) ||PDLIM1||CLIM1||CLP36,
0.73633055 5175 NM_000442 Hs.514412 Platelet/endothelial cell adhesion||PECAM1||PLATELET-EN
0.6907102 54477 NM_019012 Hs.188614 Pleckstrin homology domain con||PEPP2||PLEKHA5||KIAA
0.0976457 5203 NM_002623 Hs.91161 Prefoldin 4 ||PFDN4||C1||Prefoldin 4||

-0.15782824 5217 NM_002628 Hs.91747 Profilin 2 ||PFN2||Profilin 2||
-0.62315577 1911 NM_004426 Hs.305985 Polyhomeotic-like 1 (Drosophila ||HPH1||PHC1||EDR1||pol
0.27100301 1912 NM_004427 Hs.524271 Polyhomeotic-like 2 (Drosophila ||HPH2||PHC2||EDR2||pol
-0.8238853 5253 NM_005392 Hs.211441 PHD finger protein 2 ||PHF2||PHD finger protein
0.2162586 84295 NM_032335 Hs.356501 PHD finger protein 6 ||||PHF6||PHD finger prote
0.52647695 8301 NM_007166 Hs.163893 Phosphatidylinositol binding clat ||CLTH||PICALM||PHOSP
2.15056129 54984 NM_017884 Hs.490991 PIN2-interacting protein 1 ||PINX1||TRF1-INTERACT
1.21990622 10635 NM_006479 Hs.504550 RAD51 associated protein 1 ||PIR51||RAD51AP1||RAD
1.53012457 5310 NM_000296 Hs.75813 Polycystic kidney disease 1 (aut ||PKD1||PKD1 POLYCYST
1.35676726 3146 NM_002128 Hs.434102 High-mobility group box 1 ||HMGB1||AMPHOTERIN

0.927936 51277 NM_016544 Hs.434993 Ras-associated protein Rap1 ||RBJ||Ras-associated pro
-1.23446842 4489 NM_005946 Hs.440939 Metallothionein 1A (functional) ||||MT1A||Metallothionein 1
-0.00271906 4502 NM_005953 Hs.418241 Metallothionein 2A ||MT2P1||MT2A||metalloth
0.4534844 3329 NM_002156 Hs.471014 Heat shock 60kDa protein 1 (ch ||HSP60||HSPD1||cpn60 H
1.01005263 85329 NM_033101 Hs.502774 Lectin, galactoside-binding, solu||LGALS12||Lectin, galacto
1.3750154 8888 NM_003906 Hs.389037 MCM3 minichromosome mainte||||MCM3AP||MCM3 minic

-1.51731456 5325 NM_002656 Hs.444975 Pleiomorphic adenoma gene-lik ||||PLAGL1||Pleiomorphic a
-3.56110608 59338 NM_021622 Hs.287830 Pleckstrin homology domain con||TAPP1||PLEKHA1||TAND
-2.64869915 5360 NM_006227 Hs.439312 Phospholipid transfer protein ||PLTP||Phospholipid trans
-2.41147335 5378 NM_000534 Hs.111749 PMS1 postmeiotic segregation i ||HNPCC3||PMS1||MISMA
-2.28373638 5395 NM_000535 Hs.487470 PMS2 postmeiotic segregation i ||HNPCC4||PMS2||MISMA
-1.70892002 10957 NM_006813 Hs.75969 Proline-rich nuclear receptor coa||PNRC1||PROL2||PROLIN
-2.32023266 25913 NM_015450 Hs.31968 POT1 protection of telomeres 1 ||POT1||POT1 protection o
-2.02826244 5514 NM_002714 Hs.106019 Protein phosphatase 1, regulato||PPP1R10||Protein phosp
-1.76366443 26051 NM_015568 Hs.45719 Protein phosphatase 1, regulato||PPP1R16B||protein phos
-1.30746097 55607 XM_371933 Hs.489160 Protein phosphatase 1, regulato||NRBI||PPP1R9A||NRB1|
-1.75454036 59335 NM_021619 Hs.495311 PR domain containing 12 ||PRDM12||PR domain co
-1.38045352 63978 NM_024504 Hs.287532 PR domain containing 14 ||PRDM14||PR domain co
-2.31110859 11107 NM_018699 Hs.132593 PR domain containing 5 ||PRDM5||PR domain con
-0.92425006 11105 NM_052996 Hs.406695 PR domain containing 7 ||PRDM7||PR domain con
-0.56841136 56979 NM_020227 Hs.283096 PR domain containing 9 ||PRDM9||PR domain con
-2.18337162 10113 NM_013388 Hs.279784 Prolactin regulatory element bin ||PREB||Prolactin regulato
-2.0100143 5551 NM_005041 Hs.2200 Perforin 1 (pore forming protein)||PFP||PFN1||PRF1||PORE
-1.20709621 10394 NM_006093 Hs.251386 Proteoglycan 3 ||MBPH||PRG3||Proteogly
-1.30746097 5612 NM_004705 Hs.503315 Protein-kinase, interferon-induci ####################
-0.55928729 8559 NM_003675 Hs.161181 PRP18 pre-mRNA processing fa||PRPF18||PRP18 pre-mR
-0.89687785 9128 NM_004697 Hs.374973 PRP4 pre-mRNA processing fac||PRPF4||HPRP4||PRP4 p
-0.76914088 10594 NM_006445 Hs.181368 PRP8 pre-mRNA processing fac||PRPF8||PRPC8||U5 snR
-1.32570911 57716 NM_181882 Hs.205457 Periaxin ||PRX||Periaxin||
-0.96987041 5663 NM_000021 Hs.3260 Presenilin 1 (Alzheimer disease ||PSEN1||S182||PS1||pres
-1.28008876 5708 NM_002808 Hs.518464 Proteasome (prosome, macropa||PSMD2||S2||TRAP2||TNF
-0.44067439 5829 NM_002859 Hs.446336 Paxillin ||Paxillin||PXN||



-0.96987041 25837 XM_352913
-0.72352054 10981 NM_006834 Hs.287714 RAB32, member RAS oncogene||RAB32||RAB32, membe
-0.76914088 142684 NM_080879 Hs.549244 RAB40A, member RAS oncoge ||RAB40A||RAB40A, mem
-1.09760738 10966 NM_006822 Hs.484068 RAB40B, member RAS oncoge ||RAB40B||RAB40B, mem
-0.99724262 57799 NM_021168 Hs.459630 RAB40C, member RAS oncoge ||RAB40C||RAB40C, mem
-0.72352054 53916 NM_016154 Hs.25367 RAB4B, member RAS oncogene||RAB4B||RAB4B, membe
-1.61767933 27342 NM_014504 Hs.530053 RAB guanine nucleotide exchan||RABGEF1||RAB guanine
-1.09760738 5884 NM_002873 Hs.16184 RAD17 homolog (S. pombe) ||RAD17||RAD17 homolog
-0.60490764 5885 NM_006265 Hs.81848 RAD21 homolog (S. pombe) ||KIAA0078||RAD21||HR2
-1.00636668 5886 NM_005053 Hs.440960 RAD23 homolog A (S. cerevisia ||HHR23A||RAD23A||RAD
0.05202535 5887 NM_002874 Hs.521640 RAD23 homolog B (S. cerevisia ||HHR23B||RAD23B||RAD
-0.33118556 10743 NM_030665 Hs.552583 Retinoic acid induced 1 ||||RAI1||Retinoic acid indu
-1.43519794 5898 NM_005402 Hs.6906 V-ral simian leukemia viral onco ||RALA||RAS-LIKE PROT
-1.87315327 5899 NM_002881 Hs.469820 V-ral simian leukemia viral onco ||RALB||RAS-LIKE PROT
-0.75089274 84220 NM_005054 Hs.469630 RAN binding protein 2-like 1 ||||RANBP2L1||RAN bindin
-1.02461482 8498 NM_003624 Hs.531752 RAN binding protein 3 ||RANBP3||RAN-BINDING
-1.42607387 11186 NM_007182 Hs.476270 Ras association (RalGDS/AF-6) ||RASSF1||RASSF1A||RA
-0.89687785 83593 NM_031437 Hs.497579 Ras association (RalGDS/AF-6) ||RAPL||RASSF5||NORE1
-1.07023517 5934 NM_005611 Hs.513609 Retinoblastoma-like 2 (p130) ||RBL2||RETINOBLASTO
-0.32206149 54033 NM_144770 Hs.283828 RNA binding motif protein 11 ||RBM11||RNA binding mo
0.25275488 64783 NM_022768 Hs.435947 RNA binding motif protein 15 ||OTT||RBM15||ONE-TWE
0.30749929 10181 NM_005778 Hs.439480 RNA binding motif protein 5 ||RBM5||LUCA15||G15||RN
-0.68702426 10180 NM_005777 Hs.188879 RNA binding motif protein 6 ||DEF3||RBM6||RNA-BIND
-0.03921534 5937 NM_002897 Hs.470412 RNA binding motif, single strand||||RBMS1||RNA binding m
-0.44979846 5939 NM_002898 Hs.505729 RNA binding motif, single strand||SCR3||RBMS2||RNA-BIN
-1.35308132 51742 NM_016374 Hs.533633 AT rich interactive domain 4B (R||ARID4B||AT rich interact
-1.22534435 28954 NM_014012 Hs.247729 RAS (RAD and GEM)-like GTP- ||REM1||RAS (RAD and G
-0.81476123 9185 NM_004726 Hs.186810 RALBP1 associated Eps domain||POB1||REPS2||PARTNE
-1.02461482 5982 NM_002914 Hs.139226 Replication factor C (activator 1)||RFC2||RFC, 40-KD SUB
0.17063825 5984 NM_002916 Hs.518475 Replication factor C (activator 1)||RFC4||REPLICATION FA
-0.44979846 5992 NM_002920 Hs.388827 Regulatory factor X, 4 (influence||RFX4||regulatory factor X
-1.12497958 9886 NM_014836 Hs.148670 Rho-related BTB domain contain||RHOBTB1||KIAA0740||R
0.07027349 23221 NM_015178 Hs.372688 Rho-related BTB domain contain||RHOBTB2||KIAA0717||D
-0.258193 8572 NM_003687 Hs.424312 PDZ and LIM domain 4 ||PDLIM4||LIM DOMAIN P
-0.3768059 6016 NM_006912 Hs.491234 Ras-like without CAAX 1 ||RIT1||Ras-like without CA
0.06114942 10921 NM_006711 Hs.355643 RNA binding protein S1, serine- ||RNPS1||RNA-BINDING 
-0.76914088 10073 NM_005701 Hs.21577 RNA, U transporter 1 ||RNUT1||SNURPORTIN 
-0.35855777 6121 NM_000329 Hs.2133 Retinal pigment epithelium-spec||RP20||RPE65||RPE65 R
0.13414198 6103 NM_000328 Hs.61438 Retinitis pigmentosa GTPase re ||RPGR||RETINITIS PIGM
-0.30381335 10670 NM_006570 Hs.432330 Ras-related GTP binding A ||RRAGA||Ras-related GT
-1.59943119 6247 NM_000330 Hs.549060 Retinoschisis (X-linked, juvenile ||RETINOSCHISIN||RS1||X
-0.74176868 6249 NM_002956 Hs.524809 Restin (Reed-Steinberg cell-exp||CYLN1||CLIP170||RSN||C
-0.62315577 864 NM_004350 Hs.170019 Runt-related transcription factor ||PEBP2aC||PEBP2-ALPH
-0.42242625 6271 NM_006271 Hs.515715 S100 calcium binding protein A1||S100-ALPHA||S100A1||S
-0.09395976 6282 NM_005620 Hs.417004 S100 calcium binding protein A1||S100C||S100A11||S100 
0.22538267 6284 XM_371380
-0.66877612 57402 NM_020672 Hs.288998 S100 calcium binding protein A1||S100A14||S100 CALCIU
-0.34030963 6273 NM_005978 Hs.516484 S100 calcium binding protein A2||S100L||S100A2||S100 CA
0.31662336 6274 NM_002960 Hs.433168 S100 calcium binding protein A3||S100E||S100A3||S100 C
-0.44979846 6275 NM_002961 Hs.81256 S100 calcium binding protein A4||CAPL||S100A4||CALCIU
0.27100301 6279 NM_002964 Hs.416073 S100 calcium binding protein A8||CAGA||CALPROTECTIN



0.02465314 6286 NM_005980 Hs.2962 S100 calcium binding protein P ||S100P||S100 CALCIUM-
0.28925115 6299 NM_002968 Hs.135787 Sal-like 1 (Drosophila) ||SALL1||HSAL1||sal-like 1
0.98268042 27164 NM_171999 Hs.514980 Sal-like 3 (Drosophila) ||SALL3||sal-like 3 (Droso
-1.44432201 57167 NM_020436 Hs.517113 Sal-like 4 (Drosophila) ||SALL4||HSAL4||sal-like 4
-0.89687785 6310 NM_000332 Hs.434961 Ataxin 1 ||ATXN1||Ataxin 1||
-1.66329967 6314 NM_000333 Hs.476595 Ataxin 7 ||ATXN7||Ataxin 7||
-1.14322772 7857 NM_003469 Hs.516726 Secretogranin II (chromogranin ||CHGC||SCG2||secretogr
-1.87315327 4250 NM_002411 Hs.46452 Secretoglobin, family 2A, memb ||MGB1||SCGB2A2||MAM
-1.33483318 9997 NM_005138 Hs.549099 SCO cytochrome oxidase deficie||SCO2||SCO2, S. CEREV
-0.34030963 6342 NM_002979 Hs.476365 Sterol carrier protein 2 ||SCP2||SCPX||STEROL C
-0.15782824 57758 NM_020974 Hs.523468 Signal peptide, CUB domain, EG||SCUBE2||signal peptide,
-0.63227984 6385 NM_002999 Hs.252189 Syndecan 4 (amphiglycan, ryudo||SYND4||SDC4||Syndeca
0.11589384 8436 NM_004657 Hs.26530 Serum deprivation response (ph||SDPR||SDR||SERUM DE
-0.32206149 9554 NM_004892 Hs.534212 SEC22 vesicle trafficking protein||SEC22L1||SEC22B||SEC
0.03377721 6401 NM_000450 Hs.89546 Selectin E (endothelial adhesion||E-SELECTIN||ELAM1||S
-0.48629474 8991 NM_003944 Hs.334841 Selenium binding protein 1 ||SP56||SELENBP1||SELE
-1.5355627 6403 NM_003005 Hs.73800 Selectin P (granule membrane p||GMP140||SELP||GRMP|
-1.07935924 57190 NM_020451 Hs.429353 Selenoprotein N, 1 ||SELN||SEPN1||selenopro
0.05202535 1731 NM_052838 Hs.511897 Septin 1 ||SEPT1||PNUTL3||LARP|
1.09216925 55964 NM_019106 Hs.120483 Septin 3 ||SEPT3||SEP3||Septin 3||
0.89143973 23157 NM_015129 Hs.496666 Septin 6 ||SEPT6||Septin 6||
1.54837271 10291 NM_005877 Hs.406277 Splicing factor 3a, subunit 1, 120||SAP114||SF3A1||SF3A12
1.17428587 10946 NM_006802 Hs.77897 Splicing factor 3a, subunit 3, 60k||SF3A60||SF3A3||SAP61
-0.45892253 6421 NM_005066 Hs.355934 Splicing factor proline/glutamine ####################
-1.18884807 9295 NM_004768 Hs.479693 Splicing factor, arginine/serine-r ||SFRS11||Splicing factor,
-1.17059993 6427 NM_003016 Hs.73965 Splicing factor, arginine/serine-r ||||SFRS2||Splicing factor, 
-0.91512599 6428 NM_003017 Hs.405144 Splicing factor, arginine/serine-r ||SFRS3||SRp20||SPLICIN
-2.20161976 6432 NM_006276 Hs.309090 Splicing factor, arginine/serine-r ||SFRS7||SPLICING FACT
0.17976232 6433 NM_152235 Hs.308171 Splicing factor, arginine/serine-r ||SWAP||SFRS8||SUPPRE
0.49910475 6441 NM_003019 Hs.253495 Surfactant, pulmonary-associate||COLEC7||SFTP4||SFTPD
0.17976232 8910 NM_003919 Hs.371199 Sarcoglycan, epsilon ||SGCE||Sarcoglycan, eps
1.53012457 23013 NM_015001 Hs.270499 Spen homolog, transcriptional re||SPEN||spen homolog, tra
0.48998068 6462 NM_001040 Hs.46319 Sex hormone-binding globulin ||TEBG||SHBG||ABP||AND
-0.05746348 114132 NM_052884 Hs.269347 Sialic acid binding Ig-like lectin 1||SIGLEC11||SIALIC ACID
-0.92425006 89858 NM_033329 Hs.249741 Sialic acid binding Ig-like lectin 1||SIGLECL1||SIGLEC12||S
-1.46257015 25942 NM_015477 Hs.513039 SIN3 homolog A, transcription re||SIN3A||SIN3, YEAST, HO
-0.90600192 8487 NM_003616 Hs.533862 Survival of motor neuron protein||SIP1||GEMIN2||SMN-INT
-0.55016322 7884 NM_006527 Hs.298345 Stem-loop (histone) binding prot||SLBP||HBP||STEM-LOO
1.06479704 9351 NM_004785 Hs.440896 Solute carrier family 9 (sodium/h####################
-0.31293742 6601 NM_003075 Hs.236030 SWI/SNF related, matrix associa####################
0.58122137 10051 NM_005496 Hs.58992 SMC4 structural maintenance of||SMC4L1||CAPC||CHROM
1.01005263 6615
1.34764319 6591 NM_003068 Hs.360174 Snail homolog 2 (Drosophila) ||SNAI2||SLUG, CHICKEN
-0.69614833 6619 NM_003084 Hs.546299 Small nuclear RNA activating co||PTF-BETA||SNAPC3||SN
-0.78738902 6638 NM_003097 Hs.525700 SNRPN upstream reading frame||||SNRPN||SNRPN upstre
-1.22534435 30837 XM_371052
-0.52279101 6651 NM_003103 Hs.517262 SON DNA binding protein ||SON||SON DNA-BINDIN
-1.90052547 10580 NM_006434 Hs.38621 Sorbin and SH3 domain contain ||||SORBS1||Sorbin and SH
0.42611219 6672 NM_003113 Hs.369056 Nuclear antigen Sp100 ||SP100-HMG||LYSP100B
-0.55928729 3431 NM_004509 Hs.145150 SP110 nuclear body protein ||IFI41||IFI75||SP110||INTE
0.59946951 121340 NM_152860 Hs.209402 Sp7 transcription factor ||OSTERIX||OSX||SP7||TR



1.10129332 6678 NM_003118 Hs.111779 Secreted protein, acidic, cystein ||SPARC||Secreted protein
1.11041739 8404 NM_004684 Hs.62886 SPARC-like 1 (mast9, hevin) ||SPARCL1||SPARC-LIKE
-0.1395801 6683 NM_014946 Hs.468091 Spastin ||Spastin||SPG4||SPG4 GE
-0.22169673 8406 NM_006307 Hs.15154 Sushi-repeat-containing protein, ||SRPX||ETX1||sushi-repe
-0.5866595 6747 NM_007107 Hs.518346 Signal sequence receptor, gamm||TRAPG||SSR3||TRANSL
-0.64140391 6748 NM_006280 Hs.409223 Signal sequence receptor, delta ||SSR4||TRAPD||TRANSL
-1.23446842 6749 NM_003146 Hs.523680 Structure specific recognition pr ||SSRP1||FACT, 80-KD S
-1.54468677 6759 NM_005636 Hs.460628 Synovial sarcoma, X breakpoint ||SSX4||synovial sarcoma
-0.65052798 6782 NM_006948 Hs.352341 Stress 70 protein chaperone, m ||STCH||stress 70 protein 
-0.66877612 6840 NM_003174 Hs.499209 Supervillin ||SVIL||Supervillin||
-0.14870417 8189 NM_004819 Hs.515475 Symplekin ||SYMPK||Symplekin||
-0.22169673 10492 NM_006372 Hs.485877 Synaptotagmin binding, cytoplas||SYNCRIP||synaptotagmi
-0.96074634 51385 NM_016089 Hs.19585 Zinc finger protein 589 ||ZNF589||Zinc finger prot
-0.93337413 51616 NM_015975 Hs.171723 TAF9-like RNA polymerase II, T ||TAF9L||TAF9-like RNA p
-1.02461482 6886 NM_003189 Hs.73828 T-cell acute lymphocytic leukem||TAL1||TCL5||SCL||T-CEL
-1.32570911 6887 NM_005421 Hs.247978 T-cell acute lymphocytic leukem||TAL2||T-cell acute lymph
-1.79103664 10010 NM_004180 Hs.516490 TRAF family member-associate ||TANK||ITRAF||TRAF-INT
-1.07023517 6895 NM_004178 Hs.326 TAR (HIV) RNA binding protein ||TARBP2||TAR RNA-BIN
-0.76914088 8887 NM_006024 Hs.34576 Tax1 (human T-cell leukemia vir||TXBP151||T6BP||TAX1B
-0.76001681 6923 NM_007108 Hs.172772 Transcription elongation factor B||TCEB2||ELONGIN, 18-K
-0.65052798 6941 NM_007109 Hs.550488 Transcription factor 19 (SC1) ||TCF19||transcription fact
-1.38045352 6934 NM_030756 Hs.501080 Transcription factor 7-like 2 (T-c||||TCF7L2||Transcription f
1.05567297 10732 NM_006602 Hs.30696 Transcription factor-like 5 (basic||TCFL5||Transcription fac
-0.4954188 6950 NM_030752 Hs.487054 T-complex 1 ||TCP1||T-complex 1||T-C
-0.27644114 7013 NM_003218 Hs.442707 Telomeric repeat binding factor ||TRF1||PIN2||TERF1||TEL
-0.26731707 7014 NM_005652 Hs.63335 Telomeric repeat binding factor ||TRF2||TERF2||TELOME
0.07939756 54386 NM_018975 Hs.301419 Telomeric repeat binding factor ||TERF2IP||TERF2-INTER
0.6907102 7018 NM_001063 Hs.518267 Transferrin ||Transferrin||TF||

-0.05746348 7072 NM_022037 Hs.516075 TIA1 cytotoxic granule-associate||TIA1||TIA1 CYTOTOXIC
0.25275488 8914 NM_003920 Hs.118631 Timeless homolog (Drosophila) ||TIMELESS||TIM1||timele
-0.258193 25976 NM_015508 Hs.12813 TCDD-inducible poly(ADP-ribos ||TIPARP||TCDD-inducible

-0.41330218 7123 NM_003278 Hs.476092 C-type lectin domain family 3, m||TNA||TETRANECTIN||C
-0.03921534 3371 NM_002160 Hs.143250 Tenascin C (hexabrachion) ||HXB||TNC||CYTOTACTI
-0.67790019 7130 NM_007115 Hs.437322 Tumor necrosis factor, alpha-ind||TNFAIP6||TUMOR NECR
0.5720973 10318 NM_006058 Hs.355141 TNFAIP3 interacting protein 1 ||NAF1||TNIP1||KIAA0113
0.23450674 7134 NM_003280 Hs.118845 Troponin C, slow ||TNC||TNNC1||TROPON
0.55384916 7135 NM_003281 Hs.320890 Troponin I, skeletal, slow ||TNNI1||troponin I, skeleta
0.16151418 7148 NM_019105 Hs.485104 Tenascin XB ||HEXABRACHION-LIKE|
1.12866553 7184 NM_003299 Hs.192374 Tumor rejection antigen (gp96) ||TRA1||GRP94||GLUCOS

0.927936 9322 NM_004240 Hs.515094 Thyroid hormone receptor intera||CIP4||TRIP10||CDC42-IN
1.53924864 7216 NM_016157 Hs.434971 Trophinin ||TRO||Trophinin||
1.9680799 10024 NM_005480 Hs.524399 Trophinin associated protein (ta ||TROAP||TROPHININ-AS
0.00640501 10083 NM_005709 Hs.502072 Usher syndrome 1C (autosomal ||HARMONIN||USH1C||PD
-0.39505404 7412 NM_001078 Hs.109225 Vascular cell adhesion molecule||VCAM1||Vascular cell ad
0.04290128 7429 NM_007127 Hs.534364 Villin 1 ||VIL1||Villin 1||
-0.8238853 7430 NM_003379 Hs.487027 Villin 2 (ezrin) ||CVIL||CYTOVILLIN||VIL2
0.53560102 7441 NM_007128 Hs.247979 Pre-B lymphocyte gene 1 ||VPREB1||IGI||IGVPB||PR
1.24727843 7448 NM_000638 Hs.2257 Vitronectin (serum spreading fac||VTN||vitronectin (serum s
0.76370276 7450 NM_000552 Hs.440848 Von Willebrand factor ||VWF||F8VWF||VWD||VO
0.61771765 8936 NM_003931 Hs.75850 WAS protein family, member 1 ||WAVE1||SCAR1||WASF
1.46625609 10810 NM_006646 Hs.82318 WAS protein family, member 3 ||WASF3||SCAR3||WAVE



1.26552657 7456 NM_003387 Hs.128067 Wiskott-Aldrich syndrome protei||WIP||WASPIP||WASP-IN
-1.79103664 51085 NM_032951 Hs.520446 Williams Beuren syndrome chro||MONDOB||CHREBP||WB
-1.27096469 64393 NM_022470 Hs.386299 P53 target zinc finger protein ||WIG1||WILDTYPE p53-I
-0.07571162 8840 NM_003882 Hs.492974 WNT1 inducible signaling pathw||WISP1||WNT1-INDUCIB
0.46260847 8839 NM_003881 Hs.194679 WNT1 inducible signaling pathw||WISP2||WNT1-INDUCIB
-0.51366694 7507 NM_000380 Hs.288867 Xeroderma pigmentosum, comp||XPA||XP1||XPA CORRE
0.02465314 7515 NM_006297 Hs.98493 X-ray repair complementing defe||XRCC1||X-RAY REPAIR
1.2837747 10413 NM_006106 Hs.503692 Yes-associated protein 1, 65kDa||YAP1||YES-ASSOCIATE
1.42975981 7531 NM_006761 Hs.513851 Tyrosine 3-monooxygenase/tryp||||YWHAE||Tyrosine 3-mo
1.21078215 7534 NM_003406 Hs.492407 Tyrosine 3-monooxygenase/tryp||14-3-3-ZETA||YWHAZ||B
1.76735038 7455 NM_003386 Hs.307004 Zonadhesin ||ZAN||Zonadhesin||
-0.0209672 58487 NM_021212 Hs.321022 HCF-binding transcription factor ||ZF||ZHANGFEI PROTEI
-0.14870417 7541 NM_003409 Hs.156000 Zinc finger protein 161 homolog ||ZFP161||ZF5, MOUSE, H
-0.36768183 55734 NM_018197 Hs.473082 Zinc finger protein 64 homolog ( ||ZFP64||Zinc finger prote
-0.09395976 23414 NM_012082 Hs.431009 Zinc finger protein, multitype 2 ||ZFPM2||FOG2||FRIEND 
-0.47717067 7546 NM_007129 Hs.369063 Zic family member 2 (odd-paired||ZIC2||HPE5||ZIC FAMILY
0.72720648 7547 NM_003413 Hs.111227 Zic family member 3 heterotaxy ||ZIC3||HTX1||ZINC FING
-0.09395976 7556 NM_015394 Hs.507355 Zinc finger protein 10 (KOX 1) ||ZNF10||KOX1||Zinc finge
1.3750154 7678 NM_003431 Hs.421238 Zinc finger protein 124 (HZF-16)||ZNF124||zinc finger prote

-0.22169673 7705 NM_007145 Hs.301819 Zinc finger protein 146 ||OZF||ZNF146||ONLY ZIN
0.82757124 7709 NM_003443 Hs.433764 Zinc finger and BTB domain con||ZBTB17||MIZ1||ZNF151|
0.29837522 90338 NM_033288 Hs.467236 Zinc finger protein 160 ||ZNF160||Zinc finger prot
-0.68702426 7750 NM_003453 Hs.507433 Zinc finger protein 198 ||ZNF198||RAMP||FIM ZN
-1.73629223 7752 NM_003454 Hs.513288 Zinc finger protein 200 ||ZNF200||Zinc finger prot
-0.65965205 7570 NM_006963 Hs.462693 Zinc finger protein 22 (KOX 15) ||ZNF22||KOX15||zinc fing
0.12501791 23598 NM_014323 Hs.517557 Zinc finger protein 278 ||||ZNF278||Zinc finger pro
1.23815436 51711 NM_016265
1.03742483 84671 NM_032584 Hs.467239 Zinc finger protein 347 ||ZNF347||Zinc finger prot
1.10129332 171017 NM_133476 Hs.103315 Zinc finger protein 384 ||ZNF384||Zinc finger prot
0.43523626 7594 NM_003423 Hs.534365 Zinc finger protein 43 (HTF6) ||ZNF43||zinc finger protei
1.33851912 51710 NM_016264 Hs.24120 Zinc finger protein 44 (KOX 7) ||KOX7||ZNF44||zinc finge
-0.10308383 10773 NM_006626 Hs.3053 Zinc finger protein 482 ||ZNF482||ZID||Zinc finger
-1.01549075 199692 NM_145295 Hs.526665 Zinc finger protein 627 ||ZNF627||Zinc finger prot
-0.40417811 7625 NM_003426 Hs.517418 Zinc finger protein 74 (Cos52) ||ZNF74||zinc finger protei
0.27100301 7629 NM_003427 Hs.388024 Zinc finger protein 76 (expresse ||D6S229E||ZNF76||Zinc f
-0.03921534 7637 NM_003428 Hs.445019 Zinc finger protein 84 (HPF2) ||ZNF84||zinc finger protei
0.32574743 10009 NM_006777 Hs.143604 Zinc finger and BTB domain con||ZBTB33||KAISO GENE||
-0.5866595 10320 NM_006060 Hs.435949 Zinc finger protein, subfamily 1A||IK1||ZNFN1A1||LYF1 IKA
0.46260847 22807 NM_016260 Hs.374243 Zinc finger protein, subfamily 1A||ZNF1A2||ZNFN1A2||zinc
0.08852163 9183 NM_004724 Hs.503886 ZW10 homolog, centromere/kin ||ZW10||ZESTE-WHITE 1
0.06114942 7791 NM_003461 Hs.490415 Zyxin ||ZYX||Zyxin||
-0.69614833 307 NM_001153 Hs.422986 Annexin A4 ||DKFZp686H02120||PIG2
-2.04651058 308 NM_001154 Hs.480653 Annexin A5 ||ANX5||PP4||ANXA5||ENX
-0.80563716 317 NM_001160 Hs.552567 Apoptotic protease activating fac####################
1.07392111 334 NM_001642 Hs.370247 Amyloid beta (A4) precursor-like||APLP2||APPL2||CDEBP|
-1.67242374 351 NM_000484 Hs.434980 Amyloid beta (A4) precursor pro ####################
-1.2983369 396 NM_004309 Hs.159161 Rho GDP dissociation inhibitor ( ||GDIA1||RHOGDI||ARHG
-0.90600192 9181 NM_004723 Hs.516790 Rho/rac guanine nucleotide exc ||KIAA0651||ARHGEF2||G
-0.15782824 399 NM_004310 Hs.160673 Ras homolog gene family, mem ||ARHH||RHOH/TTF||RHO
-1.04286296 402 NM_001667 Hs.502836 ADP-ribosylation factor-like 2 ||ARL2||ARFL2||ADP-ribos
-0.52279101 29108 NM_013258 Hs.499094 PYD and CARD domain contain ||PYCARD||ASC||TMS||TA



0.94618414 332 NM_001168 Hs.514527 Baculoviral IAP repeat-containin||||BIRC5||Baculoviral IAP 
-0.1395801 1104 NM_001269 Hs.469723 RNA, U17D small nucleolar ||||CHC1||RNA, U17D sma
0.28925115 1102 NM_001268 Hs.25447 Chromosome condensation 1-lik||RCBTB2||CHC1L||Chrom
-0.50454287 8853 NM_003887 Hs.467662 Development and differentiation ||PAP||DDEF2||PYK C-TE
0.00640501 10395 NM_006094 Hs.134296 Deleted in liver cancer 1 ||DLC1||Deleted in liver ca
-0.75089274 10160 NM_005766 Hs.525135 FERM, RhoGEF (ARHGEF) and||CDEP||FARP1||CHONDR
0.47173254 2245 NM_004463 Hs.522663 FYVE, RhoGEF and PH domain####################
1.1651618 23637 NM_012197 Hs.271341 RAB GTPase activating protein ||RABGAP1||RAB GTPase
0.52647695 6606 NM_000344 Hs.202179 Survival of motor neuron 1, telom||||SMN2||Survival of moto
0.55384916 10472 NM_006352 Hs.69997 Zinc finger protein 238 ||RP58||C2H2-171||ZNF23
0.83669531 2646 NM_001486 Hs.89771 Glucokinase (hexokinase 4) reg ||GCKR||GKRP||glucokina
1.14691366 9771 NM_012294
0.49910475 2889 NM_005312 Hs.127897 Rap guanine nucleotide exchang####################
1.05567297 2979 NM_002098 Hs.446529 Guanylate cyclase activator 1B (||OTTHUMP00000039781
0.34399557 3273 NM_000412 Hs.1498 Histidine-rich glycoprotein ||HRG||Histidine-rich glyco
0.36224371 3316 NM_001541 Hs.78846 Heat shock 27kDa protein 2 ||HSPB2||HEAT-SHOCK 2
0.62684172 3320 NM_005348 Hs.525600 Heat shock 90kDa protein 1, alp||HSPCA||HSPC1||HSP90
0.81844717 3326 NM_007355 Hs.509736 Heat shock 90kDa protein 1, be ||HSPC2||HSP90B||HSPC
-0.06658755 3486 NM_000598 Hs.450230 Insulin-like growth factor binding||IBP3||IGFBP3||INSULIN-
1.23815436 8826 NM_003870 Hs.430551 IQ motif containing GTPase acti ||p195||IQGAP1||HUMOR
1.0191767 10788 NM_006633 Hs.291030 IQ motif containing GTPase acti ||IQGAP2||IQ MOTIF-CON
1.41151167 6453 NM_003024 Hs.160324 Intersectin 1 (SH3 domain prote ||SH3D1A||ITSN1||SH3P1
1.21990622 3827 NM_000893 Hs.77741 Kininogen 1 ||KNG1||Kininogen 1||WIL
1.14691366 91662 NM_033297 Hs.367965 NACHT, leucine rich repeat and ||NALP12||NACHT, leucin
0.70895834 51735 NM_016340 Hs.483329 KIAA1961 gene ||||KIAA1961||KIAA1961 ge
0.94618414 84687 NM_032595 Hs.514323 Protein phosphatase 1, regulato||PPP1R9B||NEURABIN I
0.35311964 5523 NM_002718 Hs.518155 Protein phosphatase 2 (formerly####################
0.17976232 5575 NM_002735 Hs.534340 Protein kinase, cAMP-dependen||PRKAR1B||PROTEIN KI
0.47173254 5660 NM_002778 Hs.523004 Prosaposin (variant Gaucher dis####################
0.8093231 8437 NM_004658 Hs.528693 RAS protein activator like 1 (GA ||RASAL1||RASGAP1-LIK
1.23815436 10125 NM_005739 Hs.511010 RAS guanyl releasing protein 1 ||RASGRP1||RAS GUANY
1.89508735 10235 NM_005825 Hs.99491 RAS guanyl releasing protein 2 ||CALDAG-GEFI||CDC25L
-0.1395801 115727 NM_052949 Hs.130434 RAS guanyl releasing protein 4 ||RASGRP4||RAS GUANY
0.90056379 5981 NM_002913 Hs.507475 Replication factor C (activator 1)||RFC1||REPLICATION FA
1.1377896 9610 NM_004292 Hs.1030 Ras and Rab interactor 1 ||RIN1||RAS INHIBITOR 1
1.03742483 6285 NM_006272 Hs.422181 S100 calcium binding protein, be||S100B||S100 CALCIUM-
0.93706007 6295 NM_000541 Hs.32721 S-antigen; retina and pineal glan||SAG||S-ARRESTIN||S-an
0.54472509 5265 NM_000295 Hs.525557 Serine (or cysteine) proteinase i ||ANTI-ELASTASE||AAT||S
1.71260596 866 NM_001756 Hs.532635 Serine (or cysteine) proteinase i ####################
0.67246206 6906 NM_000354 Hs.76838 Serine (or cysteine) proteinase i ||SERPINA7||T4-BINDING
0.8093231 5269 NM_004568 Hs.519523 Serine (or cysteine) proteinase i ||SERPINB6||PI6||PTI||PLA
0.3348715 5272 NM_004155 Hs.104879 Serine (or cysteine) proteinase i ||CAP3||PI9||SERPINB9||C
0.53560102 462 NM_000488 Hs.75599 Serine (or cysteine) proteinase i ####################
0.90056379 3053 NM_000185 Hs.474270 Serine (or cysteine) proteinase i ||HC2||HLS2||D22S673||H
2.58851661 5270 NM_006216 Hs.38449 Serine (or cysteine) proteinase i ||PN1||SERPINE2||PI7||PR
-1.05198703 5345 NM_000934 Hs.159509 Serine (or cysteine) proteinase i ||PLI||AAP||ALPHA-2-ANT
-0.1395801 871 NM_001235 Hs.241579 Serine (or cysteine) proteinase i ####################
1.42975981 6418 NM_003011 Hs.436687 SET translocation (myeloid leuk ||IGAAD||SET||INHIBITOR
0.81844717 2810 NM_006142 Hs.523718 Stratifin ||14-3-3-SIGMA||Stratifin||
0.53560102 6447 NM_003020 Hs.156540 Secretory granule, neuroendocr ||P7B2||SGNE1||SECRET
0.91881193 6494 NM_006747 Hs.530477 Signal-induced proliferation-asso||SIPA1||SPA1||Signal-ind



-1.01549075 6654 NM_0055633
1.24727843 56882 NM_020239 Hs.22065 CDC42 small effector 1 ||CDC42SE1||CDC42 sma
-0.00271906 7249 NM_000548 Hs.90303 Tuberous sclerosis 2 ||TSC2||TUBERIN||TSC4,
-0.45892253 7410 NM_003371 Hs.369921 Vav 2 oncogene ||VAV2||VAV2 ONCOGEN
0.69983427 8976 NM_003941 Hs.143728 Wiskott-Aldrich syndrome-like ||N-WASP||WASL||Wiskot
1.53012457 8892 NM_014239 Hs.409137 Eukaryotic translation initiation f ||EIF2B-BETA||EIF2B2||EU
1.94070769 2909 NM_024342 Hs.509447 Glucocorticoid receptor DNA bin####################

0.927936 9232 NM_004219 Hs.350966 Pituitary tumor-transforming 1 ||PTTG1||SECURIN||EAP
1.1377896 7291 NM_000474 Hs.66744 Twist homolog 1 (acrocephalosy||TWIST1||TRANSCRIPTI
1.11954146 7409 NM_005428 Hs.116237 Vav 1 oncogene ||VAV1||VAV1 ONCOGEN
1.42063574 9839 NM_014795 Hs.34871 Zinc finger homeobox 1b ||SMADIP1||SIP1||ZFHX1B
0.48085661 26574 NM_012138 Hs.195740 Apoptosis antagonizing transcrip||CHE1||AATF||APOPTOS
-0.08483569 29777 NM_013375 Hs.254406 Activator of basal transcription 1||ABT1||Activator of basal 
0.78195089 27125 NM_014423 Hs.519313 ALL1 fused gene from 5q31 ||AF5q31||ALL1 fused gen
-0.43155032 11036 NM_006872 Hs.44385 TFIIA-alpha/beta-like factor ||||SBLF||TFIIA-alpha/beta
1.0465489 257 NM_006492 Hs.552566 Aristaless-like homeobox 3 ||ALX3||Aristaless-like hom
0.07939756 60529 NM_021926 Hs.436055 Aristaless-like homeobox 4 ||ALX4||Aristaless-like hom
0.30749929 170302 NM_139058 Hs.300304 Aristaless related homeobox ||ARX||Aristaless related h
1.21078215 429 NM_004316 Hs.524672 Achaete-scute complex-like 1 (D||HASH1||ASCL1||MASH1
0.81844717 55870 NM_018489 Hs.491060 Ash1 (absent, small, or homeoti ||||ASH1L||Ash1 (absent, s
0.76370276 466 NM_005171 Hs.435267 Activating transcription factor 1 ||ATF1||TREB36||ATF1/FU
-0.99724262 467 NM_001674 Hs.460 Activating transcription factor 3 ||ATF3||ATF3deltaZip3||AT
0.42611219 468 NM_001675 Hs.496487 Activating transcription factor 4 (||CREB2||ATF4||CREB-2||
0.90056379 22809 NM_012068 Hs.9754 Activating transcription factor 5 ||ATF5||ATFX||Activating t
0.86406752 22926 NM_007348 Hs.492740 Activating transcription factor 6 ||ATF6||Activating transcri
0.63596579 11016 NM_006856 Hs.12286 Activating transcription factor 7 ||ATF7||ATFA||Activating t
-0.06658755 571 NM_001186 Hs.154276 BTB and CNC homology 1, basi ||BACH1||BTB and CNC h
0.47173254 579 NM_001189 Hs.105941 Bagpipe homeobox homolog 1 (||NKX3-2||NKX3B||BAPX1
1.0465489 56033 NM_021570 Hs.164960 BarH-like homeobox 1 ||BARX1||BarH-like homeo
1.06479704 9031 NM_023005 Hs.488671 Bromodomain adjacent to zinc f ||WBSCR9||BAZ1B||WST
1.38413947 604 NM_001706 Hs.478588 B-cell CLL/lymphoma 6 (zinc fin ####################
0.80019903 8553 NM_003670 Hs.171825 Basic helix-loop-helix domain co||DEC1||BHLHB2||basic he
0.77282682 646 NM_001717 Hs.459153 Basonuclin 1 ||HsT19447||BNC1||BSN1
1.34764319 675 NM_000059 Hs.34012 Breast cancer 2, early onset ####################
1.32027098 10902 NM_006696 Hs.519337 Bromodomain containing 8 ||BRD8||SMAP||BROMOD
0.59946951 2972 NM_001519 Hs.424484 BRF1 homolog, subunit of RNA ####################
2.26005012 687 NM_001206 Hs.150557 Kruppel-like factor 9 ||BTEB1||KLF9||Kruppel-li
-0.38592997 9774 NM_014739 Hs.486542 BCL2-associated transcription fa||BCLAF1||BCL2-associat
-0.52279101 690 NM_001208
-0.53191508 694 NM_001731 Hs.255935 B-cell translocation gene 1, anti-||BTG1||B-cell translocatio
-0.01184313 7832 NM_006763 Hs.519162 BTG family, member 2 ||PC3||BTG2||PHEOCHRO
0.04290128 811 NM_004343 Hs.515162 Calreticulin ||Calreticulin||CALR||SSA|
-0.85125751 8092 NM_006982 Hs.41683 Cartilage paired-class homeopro||CART1||CARTILAGE HO
-0.79651309 862 NM_004349 Hs.368431 Runt-related transcription factor ####################
-0.42242625 9139 NM_005093 Hs.153934 Core-binding factor, runt domain####################
0.77282682 863 NM_005187 Hs.513811 Core-binding factor, runt domain####################
-0.55928729 865 NM_001755 Hs.460988 Core-binding factor, beta subun ####################
-1.44432201 8535 NM_003655 Hs.405046 Chromobox homolog 4 (Pc class||PC2||CBX4||POLYCOMB
-0.65965205 1044 NM_001804 Hs.1545 Caudal type homeo box transcri ||CDX1||CAUDAL-TYPE H
-1.84578106 1045 NM_001265 Hs.174249 Caudal type homeo box transcri ||CDX2||CDX-3||INSULIN-
-1.01549075 1046 NM_005193 Hs.553488 Caudal type homeo box transcri ||CDX4||CAUDAL-TYPE H



-1.43519794 1050 NM_004364 Hs.76171 CCAAT/enhancer binding protei ||CEBPA||C/EBP-alpha||C
-1.07023517 1051 NM_005194 Hs.517106 CCAAT/enhancer binding protei ####################
-0.96074634 1112 NM_005197 Hs.434286 Checkpoint suppressor 1 ||PRO1635||C14orf116||FO
-1.19797214 4435 NM_004143 Hs.40403 Cbp/p300-interacting transactiva||CITED1||MSG1||MELAN
-0.77826495 10370 NM_006079 Hs.82071 Cbp/p300-interacting transactiva||p35SRJ||MRG1||CITED2
-0.53191508 1161 NM_000082 Hs.435237 Excision repair cross-compleme####################
-1.00636668 4849 NM_014516 Hs.343571 CCR4-NOT transcription comple||CNOT3||CCR4-NOT tran
-0.84213344 9337 NM_004779 Hs.26703 CCR4-NOT transcription comple||POP2||CALIF||CNOT8||C
-0.88775378 1316 NM_001300 Hs.285313 Kruppel-like factor 6 ####################
-0.91512599 1385 NM_134442 Hs.516646 CAMP responsive element bind ####################
-1.07935924 9586 NM_004904 Hs.437075 CAMP responsive element bind ||CREB5||cAMP responsiv
-1.52643863 1389 NM_001310 Hs.13313 CAMP responsive element bind ||CREBL2||cAMP RESPO
-0.99724262 8804 NM_003851 Hs.5710 Cellular repressor of E1A-stimul ||CREG1||cellular represso
-0.21257266 1390 NM_001881 Hs.200250 CAMP responsive element mod ####################
-0.31293742 1406 NM_000554 Hs.249186 Cone-rod homeobox ||CORD2||CRX||CRD||Con
-0.54103915 8531 NM_003651 Hs.221889 Cold shock domain protein A ||CSDA||DBPA||DNA-BIND
-0.68702426 30818 NM_013434 Hs.437376 Calsenilin, presenilin binding pro||CSEN||KCHIP3||KCNIP3
0.12501791 10664 NM_006565 Hs.368367 CCCTC-binding factor (zinc fing ||CTCF||TRANSCRIPTION
-1.12497958 1523 NM_001913 Hs.438974 Cut-like 1, CCAAT displacemen ####################
-1.07935924 1628 NM_001352 Hs.414480 D site of albumin promoter (albu||DABP||DBP||TRANSCRI
-0.52279101 1649 NM_004083 Hs.505777 DNA-damage-inducible transcrip####################
-0.24906893 7913 NM_003472 Hs.484813 DEK oncogene (DNA binding) ||DEK||DEK oncogene (DN
-1.9826421 1746 NM_004405 Hs.419 Distal-less homeo box 2 ||TES-1||TES1||DLX2||DIS
-0.48629474 1747 NM_005220 Hs.134194 Distal-less homeo box 3 ||TDO||DLX3||DISTAL-LES
-1.18884807 1748 NM_001934 Hs.172648 Distal-less homeobox 4 ||DLX4||BP1||DLX8||DLX9
-0.38592997 1749 NM_005221 Hs.99348 Distal-less homeo box 5 ||DLX5||DISTAL-LESS HO
-0.54103915 1750 XM_376652 Hs.249196 Distal-less homeo box 6 ||DLX6||DISTAL-LESS HO
0.17063825 1761 NM_021951 Hs.98586 Doublesex and mab-3 related tr ||DMRT1||DMT1||DM-DOM
-0.50454287 10655 NM_181872 Hs.59506 Doublesex and mab-3 related tr ||DMRT2||DOUBLESEX- A
-0.4954188 58524 NM_021240 Hs.189174 Doublesex and mab-3 related tr ||DMRT3||Doublesex and 
-1.28008876 9988 NM_021145 Hs.549097 Cyclin D binding myb-like transc||DMTF1||DMP1||CYCLIN 
-1.0611111 1810 NM_001938 Hs.348418 Down-regulator of transcription ||NC2-BETA||DR1||NEGA
-0.43155032 1820 NM_005224 Hs.501296 AT rich interactive domain 3A (B||ARID3A||E2FBP1||DRIL3
0.24363081 26584 NM_012146 Hs.274469 Double homeobox, 1 ||DUX1||Double homeobo
-0.54103915 26583 NM_012147
-0.29468928 26582 NM_012148
-0.39505404 1869 NM_005225 Hs.96055 E2F transcription factor 1 ||RBBP3||E2F-1||RBP3||E2
0.64508985 1877 NM_004424 Hs.513268 E4F transcription factor 1 ||MGC99614||E4F1||p120E
-0.15782824 8721 NM_003792 Hs.174050 Endothelial differentiation-relate ||EDF1||Endothelial differe
-0.59578357 1958 NM_001964 Hs.326035 Early growth response 1 ####################
-0.69614833 1960 NM_004430 Hs.534313 Early growth response 3 ||EGR3||zinc finger protein
-1.27096469 1961 NM_001965 Hs.549031 Early growth response 4 ||NGFI-C||EGR4||PAT133
-0.53191508 26298 NM_012153 Hs.502306 Ets homologous factor ||EHF||ESE3||Ets homolog
-0.22169673 1997 NM_172373 Hs.135646 E74-like factor 1 (ets domain tra||ELF1||TRANSCRIPTION
-0.43155032 1998 NM_006874 Hs.260903 Protein phosphatase 1, regulato||||ELF2||Protein phosphat
-0.35855777 1999 NM_004433 Hs.67928 E74-like factor 3 (ets domain tra####################
-1.46257015 2000 NM_001421 Hs.271940 E74-like factor 4 (ets domain tra||ELF4||ELFR||MEF||E74-l
-0.08483569 2001 NM_001422 Hs.11713 E74-like factor 5 (ets domain tra||ELF5||ESE2||E74-like fac
-0.61403171 2002 NM_005229 Hs.181128 ELK1, member of ETS oncogen||ELK1||ELK1 protein||ELK
-0.73264461 2004 NM_005230 Hs.46523 ELK3, ETS-domain protein (SRF||SAP2||ELK3||ERP||NET|
-0.60490764 2005 NM_001973 Hs.497520 ELK4, ETS-domain protein (SRF||SAP1||ELK4||ELK4 prote



-0.96074634 2016 NM_004097 Hs.516090 Empty spiracles homolog 1 (Dro||EMX1||empty spiracles h
-0.64140391 2018 NM_004098 Hs.202095 Empty spiracles homolog 2 (Dro||EMX2||empty spiracles h
-0.80563716 2019 NM_001426 Hs.271977 Engrailed homolog 1 ||EN1||ENGRAILED 1||Eng
-0.67790019 2020 NM_001427 Hs.134989 Engrailed homolog 2 ||EN2||Engrailed-2||ENGR
-0.06658755 8320 NM_005442 Hs.147279 Eomesodermin homolog (Xenop||EOMES||TBR2||T-BOX, 
0.00640501 2077 NM_006494 Hs.440332 Ets2 repressor factor ||ERF||PE-2||Ets2 repress
1.14691366 2113 NM_005238 Hs.369438 V-ets erythroblastosis virus E26 ####################
-0.50454287 2114 NM_005239 Hs.517296 V-ets erythroblastosis virus E26 ||ETS2||ONCOGENE ETS
0.49910475 2117 NM_005240 Hs.352672 Ets variant gene 3 ||bA110J1.4||METS||PE-1
-0.38592997 2118 NM_001986 Hs.434059 Ets variant gene 4 (E1A enhanc ||ETV4||E1A-F||PEAS3||PE
0.4534844 2120 NM_001987 Hs.504765 Ets variant gene 6 (TEL oncoge ||ETV6||ETV6/ABL2 FUSI
0.49910475 51513 NM_016135 Hs.272398 Ets variant gene 7 (TEL2 oncog ||TELB||ETV7||ETS TRAN
0.4534844 2128 NM_001989 Hs.369879 Eve, even-skipped homeo box h||EVX1||HOMEOBOX EVX

-0.55016322 55810 NM_018416 Hs.120844 Forkhead box J2 ||FOXJ2||forkhead box J2
-0.12133196 2307 NM_004118 Hs.516971 Forkhead-like 18 (Drosophila) ||MGC4544||FKHL18||FRE
-0.50454287 2353 NM_005252 Hs.25647 V-fos FBJ murine osteosarcoma||FOS||cellular oncogene c
-0.57753543 8061 NM_005438 Hs.283565 FOS-like antigen 1 ||FOSL1||FRA1||FOS-REL
-0.38592997 2355 NM_005253 Hs.220971 FOS-like antigen 2 ||||FOSL2||FOS-like antige
-0.10308383 3169 NM_004496 Hs.163484 Forkhead box A1 ||HNF3A||FOXA1||forkhea
-0.22169673 3170 NM_021784 Hs.155651 Forkhead box A2 ||FOXA2||HNF3B||forkhea
0.2162586 3171 NM_004497 Hs.36137 Forkhead box A3 ||FOXA3||HNF3G||forkhea

-0.65052798 27023 NM_012182 Hs.247756 Forkhead box B1 ||FOXB1||forkhead box B1
-0.26731707 2296 NM_001453 Hs.348883 Forkhead box C1 ||IGDA||FOXC1||IRID1||AR
-0.44067439 2303 NM_005251 Hs.436448 Forkhead box C2 (MFH-1, mese####################
-0.51366694 2297 NM_004472 Hs.519385 Forkhead box D1 ||FOXD1||FREAC4||FKHL
-0.5866595 2306 NM_004474 Hs.166188 Forkhead box D2 ||freac-9||FREAC9||FKHL1
-0.71439647 27022 NM_012183 Hs.552589 Forkhead box D3 ||FOXD3||forkhead box D3
-1.24359249 2298 NM_207305 Hs.493240 Forkhead box D4 ||FOXD4A||FOXD4||MGC1
-0.38592997 2304 NM_004473 Hs.159234 Forkhead box E1 (thyroid transc||TTF-2||FOXE1||FOXE2||
-0.86038158 2301 NM_012186 Hs.112968 Forkhead box E3 ||FOXE3||FREAC8||FKHL
-0.42242625 2294 NM_001451 Hs.155591 Forkhead box F1 ||FKHL5||MGC105125||FR
-1.02461482 2295 NM_001452 Hs.484423 Forkhead box F2 ||FOXF2||FKHL6||FREAC2
-0.93337413 2290 NM_005249 Hs.525266 Forkhead box G1B ||||FOXG1B||Forkhead box
-0.31293742 8928 NM_003923 Hs.449410 Forkhead box H1 ||FOXH1||forkhead box H1
-0.24906893 2299 NM_012188 Hs.87236 Forkhead box I1 ####################
-0.86038158 2302 NM_001454 Hs.370041 Forkhead box J1 ||FKHL13||HFH-4||FOXJ1
-0.52279101 2300 NM_005250 Hs.533830 Forkhead box L1 ||FKH6||FOXL1||FKHL11||
-0.77826495 668 NM_023067 Hs.289292 Forkhead box L2 ####################
-0.5866595 2305 NM_021953 Hs.239 Forkhead box M1 ####################
-0.79651309 8456 NM_003593 Hs.198313 Forkhead box N1 ||WHN||FOXN1||forkhead 
0.17976232 2308 NM_002015 Hs.370666 Forkhead box O1A (rhabdomyo ||FKH1||FOXO1A||FKHR/P
-0.65052798 2309 NM_001455 Hs.220950 Forkhead box O3A ||FKHRL1P2||AF6q21||DK
-0.56841136 27086 NM_032682 Hs.431498 Forkhead box P1 ||FOXP1||QRF1||GLUTAM
-0.81476123 93986 NM_014491 Hs.282787 Forkhead box P2 ||CAGH44||TNRC10||FOX
-0.55016322 50943 NM_014009 Hs.247700 Forkhead box P3 ||FOXP3||JM2||SCURFIN|
-0.95162227 2551 NM_002040 Hs.473470 GA binding protein transcription ####################
0.30749929 2623 NM_002049 Hs.765 GATA binding protein 1 (globin t||GATA1||GF1||ERYF1||NF
-0.77826495 2624 NM_032638 Hs.367725 GATA binding protein 2 ||GATA2||MGC2306||NFE
-0.2308208 2625 NM_002051 Hs.524134 GATA binding protein 3 ||MGC2346||MGC5445||G
-0.96987041 2626 NM_002052 Hs.243987 GATA binding protein 4 ||GATA4||GATA-binding p
0.01552907 140628 NM_080473 Hs.352250 GATA binding protein 5 ||GATA5||GATA binding p



-1.09760738 2637 NM_001485 Hs.184945 Gastrulation brain homeo box 2 ||GBX2||GASTRULATION
-0.32206149 8521 NM_003643 Hs.28346 Glial cells missing homolog 1 (D||GCMA||GCM1||glial cells
-0.4954188 2672 NM_005263 Hs.73172 Growth factor independent 1 ||ZNF163||GFI1||GROWT
0.08852163 8328 NM_004188 Hs.118539 Growth factor independent 1B (p||GFI1B||GROWTH FACT
-1.09760738 2735 NM_005269 Hs.436288 Glioma-associated oncogene ho||GLI1||ONCOGENE GLI||
-0.3768059 2736 NM_005270 Hs.111867 GLI-Kruppel family member GLI ####################
-0.24906893 2737 NM_000168 Hs.199338 GLI-Kruppel family member GLI ||GCPS||PPDIV||PAP-A||P
0.05202535 10691 NM_006582 Hs.4069 Glucocorticoid modulatory elem ||GMEB1||GLUCOCORTIC
-0.54103915 2928 NM_005315 Hs.534318 Goosecoid-like ||Goosecoid-like||GSCL||
-0.57753543 2957 NM_015859 Hs.510068 General transcription factor IIA, ####################
-0.68702426 2958 NM_004492 Hs.512934 General transcription factor IIA, ||HsT18745||TFIIA||GTF2A
-1.03373889 2969 NM_001518 Hs.520459 General transcription factor II, i ||||GTF2I||General transcri
-0.55928729 9569 NM_005685 Hs.156302 GTF2I repeat domain containing####################
-0.30381335 2971 NM_002097 Hs.445977 General transcription factor IIIA ||GTF3A||TFIIIA||AP2||gen
-0.81476123 9330 NM_012086 Hs.470996 General transcription factor IIIC,||GTF3C3||TFIIIC102||TRA
-0.21257266 9421 NM_004821 Hs.152531 Heart and neural crest derivative||EHAND||HAND1||HLH T
-0.31293742 29915 NM_013320 Hs.506558 Host cell factor C2 ||HCF2||HCFC2||host cell 
-0.33118556 3054 NM_005334 Hs.83634 Host cell factor C1 (VP16-acces||HCF-1||HCF1||HFC1||HC
-0.88775378 8820 NM_003865 Hs.171980 Homeo box (expressed in ES ce||HESX1||RPX||RATHKE P
-0.40417811 23462 NM_012258 Hs.234434 Hairy/enhancer-of-split related w||HERP2||HEY1||HESR1||h
-0.62315577 23493 NM_012259 Hs.144287 Hairy/enhancer-of-split related w||GRIDLOCK||HERP1||HE
-0.26731707 26508 NM_014571 Hs.472566 Hairy/enhancer-of-split related w||HEYL||HEY-LIKE PROTE
-0.1122079 3087 NM_002729 Hs.118651 Hematopoietically expressed ho||HOX11L-PEN||HHEX||H
-0.08483569 3090 NM_006497 Hs.72956 Hypermethylated in cancer 1 ||ZBTB29||hic-1||HIC1||Hy
-0.50454287 7290 NM_003325 Hs.474206 HIR histone cell cycle regulation####################
-1.37132946 59269 NM_024503 Hs.325890 Human immunodeficiency virus ||HIVEP3||KRC, MOUSE, 
-0.29468928 3104 NM_005341 Hs.502330 GLI-Kruppel family member HKR||HKR3||pp9964||ONCOG
-0.22169673 3142 NM_021958 Hs.74870 H2.0-like homeo box 1 (Drosoph||HLX1||HOMEOBOX GEN
-1.7727885 3110 NM_005515 Hs.37035 Homeo box HB9 ||HLXB9||HOXHB9||SCRA
-0.76914088 10363 NM_018200 Hs.69594 High-mobility group 20A ||HMG20A||high-mobility g
-0.16695231 10362 NM_006339 Hs.406534 High-mobility group 20B ||BRAF35||HMG20B||high-
-0.52279101 3198 NM_005522 Hs.67397 Homeo box A1 ||HOXA1||HOX1F||HOMEO
-0.40417811 3206 NM_018951 Hs.110637 Homeo box A10 ||HOX1H||HOXA10||HOM
-0.2308208 3207 NM_005523 Hs.249171 Homeo box A11 ||HOX1I||HOXA11||HOME
-0.09395976 3209 NM_000522 Hs.414467 Homeo box A13 ||HOX1J||HOXA13||HOME
0.48085661 3199 NM_006735 Hs.528386 Homeo box A2 ||HOXA2||HOMEOBOX A2
-0.68702426 3201 NM_002141 Hs.77637 Homeo box A4 ||HOXA4||HOX1D||HOME
0.5720973 3202 NM_019102 Hs.37034 Homeo box A5 ||HOXA5||HOX1C||HOME

-0.10308383 3204 NM_006896 Hs.446318 Homeo box A7 ||HOXA7||HOX1A||HOME
-0.30381335 3205 NM_002142 Hs.127428 Homeo box A9 ||HOX1G||HOXA9||HOME
-0.65965205 3211 NM_002144 Hs.99992 Homeo box B1 ||HOX2I||HOXB1||HOMEO
0.03377721 10481 NM_006361 Hs.66731 Homeo box B13 ||HOXB13||HOMEOBOX B
-0.40417811 3212 NM_002145 Hs.514289 Homeo box B2 ||HOX2H||HOXB2||HOME
0.01552907 3213 NM_002146 Hs.232416 Homeo box B3 ||HOX2G||HOXB3||HOME
-1.03373889 3215 NM_002147 Hs.149548 Homeo box B5 ||HOXB5||HOX2A||HOME
-0.60490764 3216 NM_018952 Hs.98428 Homeo box B6 ||HOX2B||HOXB6||HOME
-0.43155032 3217 NM_004502 Hs.436181 Homeo box B7 ||HOX2C||HOXB7||HOME
0.07939756 3226 NM_017409 Hs.44276 Homeo box C10 ||HOXC10||HOMEOBOX C
-0.41330218 3227 NM_014212 Hs.127562 Homeo box C11 ||HOXC11||HOMEOBOX C
0.44436033 3229 NM_017410 Hs.118608 Homeo box C13 ||HOXC13||HOMEOBOX C
-0.48629474 3221 NM_014620 Hs.820 Homeo box C6 ||||HOXC6||Homeo box C6



-0.20344859 3222 NM_018953 Hs.549040 Homeo box C5 ||HOX3D||HOXC5||HOME
-0.15782824 3223 NM_004503 Hs.820 Homeo box C6 ||||HOXC6||Homeo box C6
-1.07935924 3225 NM_006897 Hs.524468 Homeo box C9 ||HOXC9||HOX3B||HOME
-1.16147586 3236 NM_002148 Hs.123070 Homeo box D10 ||HOX4D||HOXD10||HOM
-0.81476123 3237 NM_021192 Hs.421136 Homeo box D11 ||HOX4F||HOXD11||HOME
-0.68702426 3238 NM_021193 Hs.450028 Homeo box D12 ||HOX4H||HOXD12||HOM
-0.1395801 3239 NM_000523 Hs.152414 Homeo box D13 ||HOX4I||HOXD13||HOME
-1.16147586 3233 NM_014621 Hs.386365 Homeo box D4 ||HOX4B||HOXD4||HOME
-0.20344859 3234 NM_019558 Hs.301963 Homeo box D8 ||HOX4E||HOXD8||HOME
0.02465314 3235 NM_014213 Hs.236646 Homeo box D9 ||HOX4C||HOXD9||HOME
-1.63592746 55806 NM_005144 Hs.272367 Hairless homolog (mouse) ||HR||Hairless homolog (m
-0.96987041 3281 NM_001537 Hs.250899 Heat shock factor binding protei ||HSBP1||HEAT-SHOCK F
-0.61403171 3297 NM_005526 Hs.530227 Heat shock transcription factor 1||HSF1||HEAT-SHOCK FA
-0.96074634 3298 NM_004506 Hs.158195 Heat shock transcription factor 2||HSF2||HEAT-SHOCK FA
-0.92425006 3299 NM_001538 Hs.512156 Heat shock transcription factor 4||HSF4||HEAT-SHOCK TR
-0.55928729 86614 NM_033108 Hs.368913 Heat shock transcription factor, ||HSFY1||HEAT-SHOCK T
-0.1122079 11319 NM_007265 Hs.446373 Suppressor of S. cerevisiae gcr2||HSGT1||suppressor of S
-0.27644114 10553 NM_006410 Hs.90753 HIV-1 Tat interactive protein 2, 3||HTATIP2||CC3||TIP30||H
-0.52279101 3394 NM_002163 Hs.137427 Interferon regulatory factor 8 ||ICSBP1||IRF8||Interferon
-0.57753543 3399 NM_002167 Hs.76884 Inhibitor of DNA binding 3, domi ||HEIR1||ID3||inhibitor of D
-0.68702426 3400 NM_001546 Hs.519601 Inhibitor of DNA binding 4, domi ||IDB4||ID4||inhibitor of DN
-1.38957759 3428 NM_005531 Hs.380250 Interferon, gamma-inducible pro||IFI16||INTERFERON-GA
-0.15782824 3607 NM_004514 Hs.132161 Forkhead box K2 ||||FOXK2||Forkhead box K
-0.79651309 3609 NM_004516 Hs.465885 Interleukin enhancer binding fac ####################
-0.3768059 3651 NM_000209 Hs.32938 Insulin promoter factor 1, homeo||STF1||PDX1||IDX1||IPF1
-1.09760738 3659 NM_002198 Hs.436061 Interferon regulatory factor 1 ||IRF1||Interferon regulato
0.11589384 3660 NM_002199 Hs.374097 Interferon regulatory factor 2 ||IRF2||Interferon regulato
-0.35855777 3661 NM_001571 Hs.75254 Interferon regulatory factor 3 ||IRF3||Interferon regulato
-0.50454287 3662 NM_002460 Hs.401013 Interferon regulatory factor 4 ||MUM1||IRF4||LSIRF||LYM
-0.93337413 3663 NM_002200 Hs.521181 Interferon regulatory factor 5 ||IRF5||Interferon regulato
-0.30381335 3664 NM_006147 Hs.355827 Interferon regulatory factor 6 ||IRF6||Interferon regulato
-0.72352054 3665 NM_001572 Hs.166120 Interferon regulatory factor 7 ||IRF7C||IRF7||IRF7H||IRF
-0.72352054 50805 NM_016358 Hs.196927 Iroquois homeobox protein 4 ||IRX4||Iroquois homeobox
-0.86950565 10379 NM_006084 Hs.1706 Interferon-stimulated transcriptio||ISGF3-GAMMA||p48||ISG
-0.73264461 64843 NM_145805 Hs.444677 ISL2 transcription factor, LIM/ho||ISL2||ISL2 transcription f
-0.73264461 3725 NM_002228 Hs.525704 V-jun sarcoma virus 17 oncogen||JUN||ENHANCER-BIND
-0.24906893 3726 NM_002229 Hs.25292 Jun B proto-oncogene ||JUNB||ONCOGENE JUN
-1.25271655 3727 NM_005354 Hs.2780 Jun D proto-oncogene ||JUND||ONCOGENE JUN
0.01552907 10661 NM_006563 Hs.37860 Kruppel-like factor 1 (erythroid) ||KLF1||EKLF||ERYTHRO
-0.96987041 11278 NM_007249 Hs.373857 Kruppel-like factor 12 ||KLF12||AP2REP||AP2 R
-0.53191508 51621 NM_015995 Hs.525752 Kruppel-like factor 13 ||RFLAT1||FKLF2||KLF13|
-0.38592997 10365 NM_016270 Hs.107740 Kruppel-like factor 2 (lung) ||KLF2||LKLF||Kruppel-like
0.05202535 51274 NM_016531 Hs.298658 Kruppel-like factor 3 (basic) ||KLF3||BKLF||BASIC KRU
-1.57205898 9314 NM_004235 Hs.376206 Kruppel-like factor 4 (gut) ||GKLF||EZF||KLF4||GUT-
-0.55016322 688 NM_001730 Hs.508234 Kruppel-like factor 5 (intestinal) ####################
-1.14322772 8609 NM_003709 Hs.471221 Kruppel-like factor 7 (ubiquitous ||KLF7||UKLF||UBIQUITO
-0.96074634 10660 NM_006562 Hs.37128 Ladybird homeobox homolog 1 ||LBX1||LBX1H||ladybird h
-1.01549075 8861 NM_003893 Hs.454418 LIM domain binding 1 ||NLI||CLIM2||LDB1||LIM D
-1.07023517 9079 NM_001290 Hs.23748 LIM domain binding 2 ||CLIM1||LDB2||LIM DOMA
-0.5866595 8022 NM_014564 Hs.148427 LIM homeobox 3 ||LHX3||LIM homeobox 3|
-0.85125751 89884 NM_033343 Hs.496545 LIM homeobox 4 ||LHX4||LIM homeobox 4|



-1.58118305 64211 NM_022363 Hs.302029 LIM homeobox 5 ||LHX5||LIM homeobox 5|
-0.98811855 26468 NM_014368 Hs.103137 LIM homeobox 6 ||LHX6.1||LHX6||LIM home
-1.96439396 4009 NM_177398 Hs.357630 LIM homeobox transcription fact||LMX1A||LMX1.1||INSULI
-0.64140391 4010 NM_002316 Hs.133709 LIM homeobox transcription fact||LMX1B||LMX1.2||LIM ho
-1.44432201 11178 NM_021020 Hs.521432 Leucine zipper, putative tumor s ||F37||LZTS1||FEZ1, FOR
-0.55016322 4084 NM_002357 Hs.468908 MAX dimerization protein 1 ||MAD||MXD1||MAX dimer
-1.34395725 4088 NM_005902 Hs.549051 SMAD, mothers against DPP ho||MADH3||SMAD3||SMA- A
-0.81476123 4089 NM_005359 Hs.75862 SMAD, mothers against DPP ho||MADH4||SMAD4||DPC4|
-0.95162227 4097 NM_002359 Hs.252229 V-maf musculoaponeurotic fibro||MAFG||v-maf musculoap
-1.20709621 7975 NM_002360 Hs.549078 V-maf musculoaponeurotic fibro||NFE2U||p18||MAFK||NFE
-1.08848331 4152 NM_002384 Hs.405610 Methyl-CpG binding domain pro ||PCM1||MBD1||MECP1 C
-0.09395976 8932 NM_003927 Hs.25674 Methyl-CpG binding domain pro ||DMTase||DEMETHYLAS
-0.31293742 4197 NM_004991 Hs.546266 Myelodysplasia syndrome 1 ||||MDS1||Myelodysplasia s
0.00640501 4204 NM_004992 Hs.200716 Methyl CpG binding protein 2 (R||MECP2||METHYL-CpG-
-0.04833941 4205 NM_005587 Hs.268675 MADS box transcription enhanc ||MEF2A||MADS box trans
-0.16695231 4207 NM_005919 Hs.153629 MADS box transcription enhanc ||MEF2B||MADS box trans
-0.92425006 4208 NM_002397 Hs.444409 MADS box transcription enhanc ||MEF2C||MADS box trans
-0.42242625 4209 NM_005920 Hs.314327 MADS box transcription enhanc ||MEF2D||MADS box trans
-0.67790019 4212 NM_020149 Hs.510989 Meis1, myeloid ecotropic viral in ||MRG1||MEIS2||MEIS1-R
-0.258193 4222 NM_004527 Hs.438 Mesenchyme homeo box 1 ||MEOX1||MESENCHYME
-0.4680466 4223 NM_005924 Hs.527007 Mesenchyme homeo box 2 (gro ||MEOX2||GAX||GROWTH
2.02282432 4286 NM_000248 Hs.166017 Microphthalmia-associated trans||MITF-C||MITF-H||MITF-M
-0.60490764 83881 NM_031944 Hs.282079 Mix1 homeobox-like 1 (Xenopus||MIXL1||Mix1 homeobox-
-0.96987041 4297 NM_005933 Hs.258855 Myeloid/lymphoid or mixed-linea####################
-0.4954188 9757 NM_014727 Hs.92236 Myeloid/lymphoid or mixed-linea||MLL4||KIAA0304||Myeloi
-1.13410365 8028 NM_004641 Hs.30385 Myeloid/lymphoid or mixed-linea####################
-0.7052724 4303 NM_005938 Hs.239663 Myeloid/lymphoid or mixed-linea||MLLT7||AFX1||FOXO4||F
-0.75089274 4335 NM_020310 Hs.253552 MAX binding protein ||ROX||MNT||MAX-BINDIN
-1.35308132 10934 NM_006792 Hs.534391 Mortality factor 4 ||CSR||MORF4||SEN1||CE
-0.86038158 9242 NM_005098 Hs.442619 Musculin (activated B-cell factor ||ABF1||MSC||MYOR||MYO
-1.33483318 4487 NM_002448 Hs.424414 Msh homeo box homolog 1 (Dro||HOX7||MSX1||HOMEOB
-0.5866595 4488 NM_002449 Hs.89404 Msh homeo box homolog 2 (Dro||MSX2||MSH, DROSOPH
-1.27096469 9219 NM_004739 Hs.173043 Metastasis associated 1 family, ||MTA2||MTA1L1||PID||ME
-1.80016071 7978 NM_006980 Hs.532216 Transcription termination factor, ||MTERF||Transcription te
-1.38957759 4520 NM_005955 Hs.471991 Metal-regulatory transcription fa ||MTF1||Metal-regulatory t
-1.45344608 10608 NM_006454 Hs.102402 MAX dimerization protein 4 ||MXD4||MAX dimerization
-0.60490764 4601 NM_005962 Hs.501023 MAX interactor 1 ||MXI1||MAX-INTERACTIN
-1.12497958 4602 NM_005375 Hs.531941 V-myb myeloblastosis viral onco||MYB||ONCOGENE AMV
-0.90600192 4603 XM_034274 Hs.445898 V-myb myeloblastosis viral onco||MYBL1||MYB-RELATED
-1.37132946 4605 NM_002466 Hs.179718 V-myb myeloblastosis viral onco||MYBL2||MYB-RELATED
-0.64140391 4609 NM_002467 Hs.202453 V-myc myelocytomatosis viral o ||MYC||ONCOGENE MYC
-1.05198703 4610 NM_005376 Hs.437922 V-myc myelocytomatosis viral o ||MYCL1||ONCOGENE LM
-0.38592997 4611 NM_005377
-0.86950565 4613 NM_005378 Hs.25960 V-myc myelocytomatosis viral re||MYCN||NMYC ONCOGE
-1.28008876 4617 NM_005593 Hs.178023 Myogenic factor 5 ||MYF5||Myogenic factor 5
-0.72352054 4618 NM_002469 Hs.35937 Myogenic factor 6 (herculin) ||MYF6||MRF4||Myogenic 
-0.95162227 4654 NM_002478 Hs.181768 Myogenic factor 3 ||MYF3||MYOD1||Myogeni
-1.36220539 4656 NM_002479 Hs.2830 Myogenin (myogenic factor 4) ||MYF4||MYOG||Myogenin
-0.75089274 4661 NM_004535 Hs.279562 Myelin transcription factor 1 ||MYT1||PLPB1||PROTEO
-0.62315577 23040 XM_039762
-0.8238853 4665 NM_005967 Hs.159223 NGFI-A binding protein 2 (EGR1||NAB2||EGR1-BINDING P



-0.76914088 79923 NM_024865 Hs.329296 Nanog homeobox ||||NANOG||Nanog homeo
-0.2308208 8031 NM_005437 Hs.522932 Nuclear receptor coactivator 4 ||NCOA4||RET-ACTIVATI
-0.47717067 9611 NM_006311 Hs.462323 Nuclear receptor co-repressor 1 ||NCOR1||Nuclear recepto
-0.98811855 9612 NM_006312 Hs.137510 Nuclear receptor co-repressor 2 ||NCOR2||SMRT||Nuclear 
-1.26184062 4760 NM_002500 Hs.72981 Neurogenic differentiation 1 ||NEUROD1||BETA2||Neu
-1.22534435 10725 NM_006599 Hs.371987 Nuclear factor of activated T-cel ||NFATL1||TONEBP||NFA
-0.4680466 4772 NM_006162 Hs.534074 Nuclear factor of activated T-cel ||||NFATC1||Nuclear factor
-0.53191508 4773 NM_012340 Hs.356321 Nuclear factor of activated T-cel ####################
-0.54103915 4775 NM_004555 Hs.341716 Nuclear factor of activated T-cel ||NFATX||NFATC3||nuclea
-0.81476123 4776 NM_004554 Hs.77810 Nuclear factor of activated T-cel ||NFATC4||nuclear factor o
-0.91512599 4778 NM_006163 Hs.75643 Nuclear factor (erythroid-derived||NFE2||nuclear factor (ery
0.11589384 4779 NM_003204 Hs.514284 Nuclear factor (erythroid-derived||NFE2L1||NRF1||TCF11||
-0.60490764 4780 NM_006164 Hs.155396 Nuclear factor (erythroid-derived||NFE2L2||NRF2||NFE2-R
-0.30381335 9603 NM_004289 Hs.404741 Nuclear factor (erythroid-derived||NFE2L3||NRF3||NFE2-R
-0.05746348 4774 NM_005595 Hs.191911 Nuclear factor I/A ||NFIA||KIAA1439||TRANS
-0.24906893 4781 NM_005596 Hs.370359 Nuclear factor I/B ||NFIB||TRANSCRIPTION
-0.36768183 4782 NM_005597 Hs.170131 Nuclear factor I/C (CCAAT-bind ||NFIC||CTF||TRANSCRIP
-0.36768183 4783 NM_005384 Hs.79334 Nuclear factor, interleukin 3 regu||E4BP4||NFIL3A||NFIL3||N
-0.40417811 4784 NM_002501 Hs.257970 Nuclear factor I/X (CCAAT-bind ||NF1A||NFIX||NUCLEAR 
0.08852163 4790 NM_003998 Hs.431926 Nuclear factor of kappa light pol ||NFKB1||NFKB p50||TRA
-0.50454287 4791 NM_002502 Hs.73090 Nuclear factor of kappa light pol ####################
-0.15782824 4796 NM_013432 Hs.459376 Nuclear factor of kappa light pol ||IKBR||NFKBIL2||I-KAPPA
-0.42242625 4800 NM_002505 Hs.10441 Nuclear transcription factor Y, a ||NFYA||HAP2 CCAAT-BI
-0.45892253 4801 NM_006166 Hs.84928 Nuclear transcription factor Y, b ||NFYB||TRANSCRIPTION
-0.41330218 4802 NM_014223 Hs.233458 Nuclear transcription factor Y, g ||NFYC||CBFC||CCAAT-B
-0.258193 4821 NM_002509 Hs.516922 NK2 transcription factor related, ||NKX2B||NKX2-2||NKX2.2

0.18888639 159296 NM_145285 Hs.243272 NK2 transcription factor related, ||NKX2C||NKX2-3||NK2.3,
0.4534844 1482 NM_004387 Hs.54473 NK2 transcription factor related, ||CSX1||NKX2E||NKX2-5||

-0.73264461 26257 NM_014360 Hs.234763 NK2 transcription factor related, ||NKX2.8||NKX2H||NKX2-8
-0.39505404 4824 NM_006167 Hs.55999 NK3 transcription factor related, ||NKX3A||NKX3-1||HOME
-0.15782824 4825 NM_006168 Hs.546270 NK6 transcription factor related, ||NKX6-1||NKX6A||HOME
-0.2308208 84504 NM_177400 Hs.134013 NK6 transcription factor related, ||NKX6-2||NKX6B||HOME
-0.8238853 9111 NM_004688 Hs.54483 N-myc (and STAT) interactor ||NMI||NMYC INTERACTO
-0.56841136 4899 NM_005011 Hs.298069 Nuclear respiratory factor 1 ||ALPHA-PAL||NRF1||Nuc
-0.24906893 8204 NM_003489 Hs.155017 Nuclear receptor interacting prot||NRIP1||RIP140||RECEPT
-0.16695231 4901 NM_006177 Hs.89606 Neural retina leucine zipper ||RP27||NRL||NEURAL RE
-0.06658755 4904 NM_004559 Hs.473583 Nuclease sensitive element bind||DBPB||YB1||NSEP1||DNA
-1.05198703 3175 NM_004498 Hs.439486 One cut domain, family member||ONECUT1||HNF6A||HEP
-1.4169498 9480 NM_004852 Hs.194725 One cut domain, family member||ONECUT2||OC2||One cu
-0.19432452 5013 NM_014562 Hs.445340 Orthodenticle homolog 1 (Droso||OTX1||orthodenticle hom
-0.40417811 57459 NM_020699 Hs.4779 GATA zinc finger domain contai ||P66beta||GATAD2B||GA
0.17063825 5074 NM_002583 Hs.406074 PRKC, apoptosis, WT1, regulato||PAWR||WT1-INTERACT
-0.06658755 5077 NM_000438 Hs.42146 Paired box gene 3 (Waardenbur||PAX3||PAIRED DOMAIN
-0.60490764 5078 NM_006193 Hs.129706 Paired box gene 4 ||PAX4||Paired box gene 4
0.56297323 5081 NM_002584 Hs.113253 Paired box gene 7 ||PAX7||PAIRED DOMAIN
-0.47717067 57326 NM_020524 Hs.505806 Pre-B-cell leukemia transcription||PBXIP1||pre-B-cell leuke
-0.1395801 10923 NM_006713 Hs.229641 Activated RNA polymerase II tra||PC4||p15||activated RNA
0.22538267 5201 NM_002622 Hs.483564 Prefoldin 1 ||PFDN1||Prefoldin 1||
-0.35855777 5204 NM_002624 Hs.288856 Prefoldin 5 ||PFDN5||MM1||Prefoldin 5
-0.16695231 5252 NM_002636 Hs.166204 PHD finger protein 1 ||||PHF1||PHD finger prote
0.03377721 401 NM_005169 Hs.276879 Paired-like (aristaless) homeobo####################



-1.67242374 8929 NM_003924 Hs.87202 Paired-like homeobox 2b ||NBPHOX||PMX2B||PHOX
-1.52643863 10745 NM_006608 Hs.486246 Putative homeodomain transcrip||PHTF1||Putative homeod
-1.71804409 10401 NM_006099 Hs.435761 Protein inhibitor of activated STA||PIAS3||PROTEIN INHIB
-1.07935924 51588 NM_015897 Hs.105779 Protein inhibitor of activated STA||PIASY||PIAS4||PROTEIN
-0.93337413 8544 NM_003662 Hs.495728 Pirin (iron-binding nuclear protei ||PIR||Pirin (iron-binding n
-1.13410365 5307 NM_002653 Hs.84136 Paired-like homeodomain transc||PTX1||BFT||POTX||PITX
-1.85490513 5308 NM_000325 Hs.92282 Paired-like homeodomain transc||PTX2||ARP1||RIEG1||PIT
-0.75089274 5309 NM_005029 Hs.137568 Paired-like homeodomain transc||PITX3||PITUITARY HOM
-2.15599941 5316 NM_004571 Hs.431043 PBX/knotted 1 homeobox 1 ||PKNOX1||PBX/knotted 1
-1.03373889 5324 NM_002655 Hs.14968 Pleiomorphic adenoma gene 1 ||PLAG1||PLEOMORPHIC
-1.39870166 5326 NM_002657 Hs.154104 Pleiomorphic adenoma gene-lik ||PLAGL2||PLEOMORPHI
-1.07023517 10765 NM_006618 Hs.443650 Jumonji, AT rich interactive dom||PUT1||RBBP2H1A||JARI
-1.50819049 5449 NM_000306 Hs.89394 POU domain, class 1, transcript ||CPHD||POU1F1||PITUIT
-2.0100143 5450 NM_006235 Hs.2407 POU domain, class 2, associatin||OBF1||POU2AF1||OCAB
-1.35308132 5451 NM_002697 Hs.493649 POU domain, class 2, transcript ||OCT1||POU2F1||OTF1||O
-1.21622028 5452 NM_002698 Hs.515429 POU domain, class 2, transcript ||||POU2F2||POU domain,
-1.49906643 25833 NM_014352 Hs.227115 POU domain, class 2, transcript ||SKN1A||OCT11||POU2F
-1.68154781 5453 NM_002699 Hs.1837 POU domain, class 3, transcript ||SCIP||POU3F1||OCT6||P
-0.92425006 5454 NM_005604 Hs.182505 POU domain, class 3, transcript ||POU3F2||POUF3||OCT7
-0.45892253 5455 NM_006236 Hs.248158 POU domain, class 3, transcript ||POU3F3||BRN1, MOUSE
-1.90964954 5456 NM_000307 Hs.2229 POU domain, class 3, transcript ||POU3F4||BRAIN-4||POU
-1.71804409 5457 NM_006237 Hs.211588 POU domain, class 4, transcript ||POU4F1||BRN3.0, MOU
-1.34395725 5459 NM_002700 Hs.553499 POU domain, class 4, transcript ||POU4F3||BRN3.1, MOU
-0.68702426 10891 NM_013261 Hs.527078 Peroxisome proliferative activate||PGC1-ALPHA||PPARGC
-1.60855526 639 NM_001198 Hs.436023 PR domain containing 1, with ZN####################
-1.52643863 63976 NM_022114 Hs.99500 PR domain containing 16 ||PRDM16||MEL1||MDS1/E
-2.18337162 7799 NM_012231 Hs.371823 PR domain containing 2, with ZN||PRDM2||PR DOMAIN-CO
-1.43519794 11108 NM_012406 Hs.506655 PR domain containing 4 ||PFM1||PRDM4||PR dom
-1.38045352 5626 NM_006261 Hs.158301 Prophet of Pit1, paired-like hom ||PROP1||CPHD||PROP1 
-1.12497958 5396 NM_022716 Hs.283416 Paired related homeobox 1 ||PMX1||PRRX1||PHOX1||
-1.17059993 51450 NM_016307 Hs.546395 Paired related homeobox 2 ||PRX2||PRRX2||PAIRED-
-1.18884807 5813 NM_005859 Hs.443121 Purine-rich element binding prot ||PURA||PUR-ALPHA||PU
-1.02461482 5925 NM_000321 Hs.408528 Retinoblastoma 1 (including oste||p105-Rb||RB1||RB OSTE
-0.47717067 57786 NM_021163 Hs.520636 RB-associated KRAB repressor ||||RBAK||RB-associated K
-1.37132946 5926 NM_023001 Hs.161000 AT rich interactive domain 4A (R||RBBP1||ARID4A||RETIN
-0.99724262 5927 NM_005056 Hs.76272 Jumonji, AT rich interactive dom||JARID1A||RETINOBLAS
-1.56293491 5971 NM_006509 Hs.307905 V-rel reticuloendotheliosis viral o||IREL||RELB||V-REL AVIA
-0.52279101 473 NM_012102 Hs.463041 Arginine-glutamic acid dipeptide ####################
-0.68702426 5978 NM_005612 Hs.401145 RE1-silencing transcription facto||NRSF||REST||NEURON-
-0.65965205 5989 NM_002918 Hs.73677 Regulatory factor X, 1 (influence||RFX1||regulatory factor X
-1.69067188 5990 NM_000635 Hs.465709 Regulatory factor X, 2 (influence||RFX2||HLA CLASS II RE
-0.8238853 5991 NM_002919 Hs.136829 Regulatory factor X, 3 (influence||RFX3||regulatory factor X
-1.13410365 5993 NM_000449 Hs.166891 Regulatory factor X, 5 (influence||RFX5||regulatory factor X
-0.21257266 8625 NM_003721 Hs.296776 Regulatory factor X-associated a||RFXANK||REGULATOR
-1.78191257 5994 NM_000538 Hs.24422 Regulatory factor X-associated p||RFXAP||RFX-ASSOCIAT
-0.65965205 6018 NM_012421 Hs.205627 Rearranged L-myc fusion seque||RLF||REARRANGED LM
-0.86038158 6239 NM_002955 Hs.298248 Ras responsive element binding||RREB1||RAS-RESPONS
-0.4680466 861 NM_001754 Hs.149261 Runt-related transcription factor ####################
-0.29468928 860 NM_004348 Hs.535845 Runt-related transcription factor ####################
-0.91512599 10284 NM_005870 Hs.524899 Sin3-associated polypeptide, 18 ||SAP18||SIN3-ASSOCIAT
-1.7454163 8819 NM_003864 Hs.413835 Sin3-associated polypeptide, 30 ||SAP30||sin3-associated 



-1.27096469 6322 NM_006746 Hs.109655 Sex comb on midleg-like 1 (Dros||SCML1||sex comb on mi
-1.48081829 6473 NM_000451 Hs.105932 Short stature homeobox ||SHOX||SHOXY||Short st
-0.93337413 6474 NM_003030 Hs.55967 Short stature homeobox 2 ||SHOX2||SHOT||Short sta
-0.97899448 6495 NM_005982 Hs.54416 Sine oculis homeobox homolog ||SIX1||sine oculis homeob
-0.74176868 10736 NM_016932 Hs.101937 Sine oculis homeobox homolog ||SIX2||sine oculis homeob
-0.9424982 6496 NM_005413 Hs.227277 Sine oculis homeobox homolog ||SIX3||sine oculis homeob
0.46260847 51804 NM_017420 Hs.97849 Sine oculis homeobox homolog ||SIX4||sine oculis homeob
-0.80563716 4990 NM_007374 Hs.194756 Sine oculis homeobox homolog ||SIX6||SIX6 MICROPHTH
-0.45892253 30061 NM_014585 Hs.529285 Solute carrier family 40 (iron-reg||IREG1||SLC40A1||FPN1
-1.8640292 6603 NM_003077 Hs.250581 SWI/SNF related, matrix associa####################
-1.85490513 6604 NM_003078 Hs.444445 SWI/SNF related, matrix associa####################
-2.59395474 6605 NM_003079 Hs.463010 SWI/SNF related, matrix associa||||SMARCE1||SWI/SNF re
-1.59943119 8289 NM_018450 Hs.468972 AT rich interactive domain 1A (S||SMARCF1||C1ORF4||AR
-1.82753292 6618 NM_003083 Hs.515109 Small nuclear RNA activating co||PTF-DELTA||SNAP45||S
-1.59030712 55509 NM_018664 Hs.62919 Jun dimerization protein p21SNF||SNFT||Jun dimerization p
-1.36220539 22938 NM_012245 Hs.445498 SKI interacting protein ||SKIIP||SKIP||SNW1||SKI
0.50822882 6663 NM_006941 Hs.376984 SRY (sex determining region Y) ||SOX10||SRY-BOX 10||S
-0.76001681 6665 NM_006942 Hs.95582 SRY (sex determining region Y) ||SOX20||SOX26||SOX27|
-0.91512599 54345 NM_018419 Hs.8619 SRY (sex determining region Y) ||SOX18||SRY-BOX 18||S
-1.51731456 6657 NM_003106 Hs.518438 SRY (sex determining region Y) ||SOX2||SRY-BOX 2||SRY
-0.57753543 6659 NM_003107 Hs.357901 SRY (sex determining region Y) ||SOX4||EVI16||SRY-BOX
-1.15235179 30812 NM_014587 Hs.243678 SRY (sex determining region Y) ||SOX8||SRY-BOX 8||SRY
-0.3768059 6662 NM_000346 Hs.2316 SRY (sex determining region Y) ||SOX9||SRA1||SRY-BOX 
-1.2983369 6667 NM_138473 Hs.524461 Sp1 transcription factor ||SP1||Sp1 transcription fa
-0.41330218 11262 NM_007237 Hs.471576 SP140 nuclear body protein ||SP140||LYSP100||SPEC
-1.09760738 6670 NM_003111 Hs.531587 Sp3 transcription factor ||SP3||TRANSCRIPTION 
-1.14322772 6671 NM_003112 Hs.520244 Sp4 transcription factor ||SP4||HF1B||TRANSCRIP
-0.64140391 25803 NM_012391 Hs.485158 SAM pointed domain containing ||SPDEF||PROSTATE EP
-0.57753543 4094 NM_005360 Hs.134859 V-maf musculoaponeurotic fibro||MAF||PROTOONCOGEN
-0.67790019 6688 NM_003120 Hs.502511 Spleen focus forming virus (SFF||SPI1||HEMATOPOIETIC
-0.92425006 6689 NM_003121 Hs.437905 Spi-B transcription factor (Spi-1/ ||SPIB||SPIB TRANSCRIP
-1.07935924 6720 NM_004176 Hs.190284 Smith-Magenis syndrome chrom||||SREBF1||Smith-Mageni
-1.0611111 6722 NM_003131 Hs.520140 Serum response factor (c-fos se||SRF||C-FOS SERUM RE
-1.04286296 6736 NM_003140 Hs.1992 Sex determining region Y ||TDF||SRY||TDY||SEX-DE
-1.69979595 6756 NM_005635 Hs.434142 Synovial sarcoma, X breakpoint ||SSX1||SSX1-SYT FUSIO
-1.24359249 51684 NM_016169 Hs.404089 Suppressor of fused homolog (D||SUFU||SUFUH SUFUXL
-0.77826495 6827 NM_003168 Hs.439481 Suppressor of Ty 4 homolog 1 ( ||SUPT4H1||suppressor o
-1.05198703 6862 NM_003181 Hs.389457 T, brachyury homolog (mouse) ||T||TFT||TRANSCRIPTIO
-0.92425006 6871 NM_001488 Hs.500066 Transcriptional adaptor 2 (ADA2||ADA2A||ADA2-ALPHA||T
-0.44979846 10474 NM_006354 Hs.386390 Transcriptional adaptor 3 (NGG ||TADA3L||TRANSCRIPT
-1.25271655 6881 NM_006284 Hs.89657 TAF10 RNA polymerase II, TAT ####################
-1.44432201 6882 NM_005643 Hs.112444 TAF11 RNA polymerase II, TAT ####################
-0.97899448 6883 NM_005644 Hs.530251 TAF12 RNA polymerase II, TAT ####################
-1.10673145 9014 NM_005680 Hs.128275 TATA box binding protein (TBP)||TAF1B||TAFI63||SL1, 63
-0.83300937 6875 XM_290809 Hs.369519 TAF4b RNA polymerase II, TAT ####################
-1.7454163 6877 NM_006951 Hs.96103 TAF5 RNA polymerase II, TATA####################
-0.88775378 27097 NM_014409 Hs.270621 TAF5-like RNA polymerase II, p ||TAF5L||TAF5-like RNA p
-1.01549075 6878 NM_005641 Hs.489309 TAF6 RNA polymerase II, TATA####################
-0.62315577 10629 NM_006473 Hs.131846 TAF6-like RNA polymerase II, p ||PAF65A||TAF6L||PCAF-A
-0.31293742 6879 NM_005642 Hs.438838 TAF7 RNA polymerase II, TATA####################
-1.07935924 54457 NM_024885 Hs.223806 TAF7-like RNA polymerase II, T ||TAF7L||TAF2Q||TATA B



-1.71804409 6880 NM_003187 Hs.248941 TAF9 RNA polymerase II, TATA####################
-1.55381084 23435 NM_007375 Hs.300624 TAR DNA binding protein ||TDP43||TARDBP||TAR D
-1.20709621 6908 NM_003194 Hs.1100 TATA box binding protein ||TBP||SCA17 GENE||TAT
-0.88775378 9519 NM_004865 Hs.486507 TBP-like 1 ||TRF2||TLF||TLP||TBPL1|
-1.25271655 10716 NM_006593 Hs.210862 T-box, brain, 1 ||TBR1||T-box, brain, 1||
-1.50819049 9095 NM_005149 Hs.50403 T-box 19 ||TPIT||TBX19||T-box 19||T
-1.18884807 6909 NM_005994 Hs.531085 T-box 2 ||TBX2||T-box 2||
-0.22169673 30009 NM_013351 Hs.272409 T-box 21 ||TBX21||TBET||T-box 21|
-1.17059993 50945 NM_016954 Hs.374253 T-box 22 ||TBX22||T-box 22||
-1.16147586 6926 NM_005996 Hs.129895 T-box 3 (ulnar mammary syndro||TBX3||T-box 3 (ulnar ma
-1.90964954 9496 NM_018488 Hs.143907 T-box 4 ||TBX4||T-box 4||
-1.76366443 6910 NM_000192 Hs.381715 T-box 5 ||TBX5||T-box 5||
-1.59943119 6911 NM_004608 Hs.198301 T-box 6 ||TBX6||T-box 6||
-0.76914088 6917 NM_006756 Hs.491745 Transcription elongation factor A||TFIIS||TF2S||TCEA1||TR
-1.37132946 6919 NM_003195 Hs.505004 Transcription elongation factor A||TCEA2||TRANSCRIPTIO
-0.8238853 6920 NM_003196 Hs.446354 Transcription elongation factor A||TCEA3||TRANSCRIPTIO
-0.87862971 6924 NM_003198 Hs.549069 Transcription elongation factor B||TCEB3||ELONGIN, 110-
-0.59578357 10915 NM_006706 Hs.443465 Transcription elongation regulato||TAF2S||TCERG1||TRAN
-0.72352054 6927 NM_000545 Hs.552578 Transcription factor 1, hepatic; L||HNF-1-ALPHA||TCF1||H
-1.15235179 6938 NM_003205 Hs.511504 Transcription factor 12 (HTF4, h||TCF12||HTF4 TCF12/NR
-1.03373889 6939 NM_004609 Hs.437 Transcription factor 15 (basic he||PARAXIS||TCF15||EC2||
-1.03373889 6928 NM_000458 Hs.191144 Transcription factor 2, hepatic; L||HNF1B||HNF2||HNF-1-B
-0.33118556 6942 NM_005650 Hs.475018 Transcription factor 20 (AR1) ||SPBP||TCF20||SPRE-BIN
-0.88775378 6943 NM_003206 Hs.78061 Transcription factor 21 ||CAPSULIN||POD1||TCF2
-0.76001681 6929 NM_003200 Hs.371282 Transcription factor 3 (E2A imm ||TCF3||E2A/PBX1 FUSIO
-0.59578357 6925 NM_003199 Hs.200285 Transcription factor 4 ||SEF2-1B||TCF4||E2-2||IT
-0.39505404 6932 NM_003202 Hs.519580 Transcription factor 7 (T-cell spe||TCF7||TRANSCRIPTION
-0.1122079 83439 NM_031283 Hs.516297 Transcription factor 7-like 1 (T-c||TCF7L1||TCF3, FORME
-0.85125751 6935 NM_030751 Hs.124503 Transcription factor 8 (represses||TCF8||DELTA-EF1||NIL2
-0.96987041 6944 NM_005997 Hs.2430 Transcription factor-like 1 ||TCFL1||YL1||Transcriptio
-0.44067439 6945 NM_170607 Hs.383019 MAX-like protein X ||TCFL4||MLX||TRANSCR
-0.7052724 7003 NM_021961 Hs.546308 TEA domain family member 1 (S||||TEAD1||TEA domain fa
-0.61403171 7005 NM_003214 Hs.485205 TEA domain family member 3 ||TEAD3||TEF5||TEAD5, F
-0.95162227 7019 NM_003201 Hs.75133 Transcription factor A, mitochon||TCF6L2||TFAM||TRANS
-0.79651309 7020 NM_003220 Hs.519880 Transcription factor AP-2 alpha ||AP2TF||TFAP2A||AP2 TR
-1.22534435 7021 NM_003221 Hs.33102 Transcription factor AP-2 beta (a||TFAP2B||TRANSCRIPT
-0.2308208 83741 NM_172238 Hs.434107 Transcription factor AP-2 delta ( ||TFAP2D||transcription fa
-0.40417811 7022 NM_003222 Hs.473152 Transcription factor AP-2 gamm||ERF1||TFAP2C||TRANS
-1.37132946 7023 NM_003223 Hs.513305 Transcription factor AP-4 (activa||TFAP4||TRANSCRIPTIO
-2.48446591 7024 NM_005653 Hs.48849 Transcription factor CP2 ||||TFCP2||Transcription fa
-0.72352054 7027 NM_007111 Hs.79353 Transcription factor Dp-1 ||TFDP1||transcription fact
-1.48081829 7029 NM_006286 Hs.379018 Transcription factor Dp-2 (E2F d||TFDP2||TRANSCRIPTIO
-1.64505153 7030 NM_006521 Hs.274184 Transcription factor binding to IG||TFE3||TFE3/CLTC FUSI
-1.16147586 7942 NM_007162 Hs.485360 Transcription factor EB ||TFEB||transcription facto
-0.92425006 22797 NM_012252 Hs.125962 Transcription factor EC ||TFEC||TFECL||transcript
-0.77826495 7050 NM_003244 Hs.373550 TGFB-induced factor (TALE fam||TGIF||TG-INTERACTING
-0.79651309 60436 NM_021809 Hs.292281 TGFB-induced factor 2 (TALE fa||TGIF2||TRANSFORMING
-0.63227984 90316 NM_138960 Hs.406723 TGFB-induced factor 2-like, X-li ||TGIFLX||TGIF2LX||TGFB
-0.1395801 90655 NM_139214 Hs.112148 TGFB-induced factor 2-like, Y-lin||TGIFLY||TGIF2LY||TGFB
0.02465314 7073 NM_003252 Hs.501203 TIA1 cytotoxic granule-associate||TIAL1||TIAR||TCBP||TIA1
-0.19432452 7071 NM_005655 Hs.435001 Kruppel-like factor 10 ||KLF10||TIEG1||EARLY G



0.01552907 8462 NM_003597 Hs.12229 Kruppel-like factor 11 ||TIEG2||KLF11||FKLF1||K
0.17063825 7080 NM_003317 Hs.94367 Thyroid transcription factor 1 ||TITF1||TTF1||NKX2A||TH
0.24363081 3195 NM_005521 Hs.89583 T-cell leukemia, homeobox 1 ||TCL3||TLX1||HOMEOBO
0.01552907 3196 NM_001534 Hs.168586 T-cell leukemia, homeobox 2 ||TLX2||ENX||NCX||HOX1
-0.35855777 7110 NM_007114 Hs.267632 TATA element modulatory facto ||TMF1||TATA element mo
-0.1395801 7158 NM_005657 Hs.440968 Tumor protein p53 binding prote||TP53BP1||TUMOR PRO
-0.01184313 7161 NM_005427 Hs.192132 Tumor protein p73 ||TP73||p53-RELATED PR
-0.10308383 8626 NM_003722 Hs.137569 Tumor protein p73-like ||TP73L||KET||TP63||TUM
-0.87862971 55809 NM_033502 Hs.485392 Transcriptional regulating factor ||||TRERF1||Transcriptiona
-0.8238853 9321 NM_004239 Hs.546327 Thyroid hormone receptor intera####################
-0.56841136 7227 NM_014112 Hs.253594 Trichorhinophalangeal syndrome||TRPS1||TRPS1 GENE||t
-0.47717067 8848 NM_006022 Hs.507916 TSC22 domain family 1 ||TSC22D1||TGFB1I4||TS
-0.36768183 7270 NM_007344 Hs.54780 Transcription termination factor, ||TTF1||transcription termi
-1.70892002 117581 NM_057179 Hs.422585 Twist homolog 2 (Drosophila) ||TWIST2||DERMO1||twist
-1.33483318 27033 NM_014383 Hs.99430 Testis zinc finger protein ||TZFP||FAZF||Testis zinc 
-0.4680466 7343 NM_014233 Hs.89781 Upstream binding transcription f ||UBTF||UBF||UPSTREAM
-0.79651309 7391 NM_007122 Hs.414880 Upstream transcription factor 1 ||MLTF||USF1||MAJOR LA
-1.96439396 7392 NM_003367 Hs.454534 Upstream transcription factor 2, ||USF2||UPSTREAM STIM
-1.09760738 8433 NM_003577 Hs.458406 Undifferentiated embryonic cell t||UTF1||Undifferentiated e
-1.6541756 25806 NM_012476 Hs.249170 Ventral anterior homeobox 2 ||VAX2||Ventral anterior ho
-0.99724262 27287 NM_014468 Hs.125231 VENT-like homeobox 2 ||VENTX2||HPX42B||VEN
-1.25271655 30813 NM_014588 Hs.274264 Visual system homeobox 1 hom####################
-1.00636668 7490 NM_000378 Hs.408453 Wilms tumor 1 ||WT1||Wilms tumor 1||WI
-0.31293742 7528 NM_003403 Hs.388927 101 transcription factor ||101||TRANSCRIPTION F
-0.90600192 677 NM_004926 Hs.85155 Zinc finger protein 36, C3H type ||BRF1||TIS11B||ERF-1||c
-1.60855526 7539 NM_003408 Hs.150406 Zinc finger protein 37 homolog ( ||ZFP37||Zinc finger prote
-0.63227984 51043 NM_015872 Hs.549155 Zinc finger and BTB domain con||CKROX||ZBTB7B||ZFP6
-1.09760738 23660 NM_014569 Hs.110839 Zinc finger protein 95 homolog ( ||ZFP95||Zinc finger prote
-0.73264461 7543 NM_003410 Hs.370424 Zinc finger protein, X-linked ||ZFX||zinc finger protein, 
-1.55381084 7544 NM_003411 Hs.553505 Zinc finger protein, Y-linked ||ZFY||zinc finger protein, 
-1.15235179 11244 NM_007222 Hs.521264 Zinc fingers and homeoboxes 1 ||ZHX1||Zinc fingers and h
-0.98811855 22882 NM_014943 Hs.377090 Zinc fingers and homeoboxes 2 ||KIAA0854||ZHX2||AFR1|
-0.63227984 7545 NM_003412 Hs.41154 Zic family member 1 (odd-paired||ZIC1||ZINC FINGER PRO
-1.32570911 7695 NM_003437 Hs.479874 Zinc finger protein 136 (clone pH||ZNF136||zinc finger prote
-0.7052724 7702 NM_003442 Hs.523471 Zinc finger protein 143 (clone pH||ZNF143||SBF||SPH-BIND
-1.13410365 7704 NM_006006 Hs.171299 Zinc finger and BTB domain con||ZBTB16||ZNF145||PROM
-0.26731707 7707 NM_021964 Hs.380334 Zinc finger protein 148 (pHZ-52)||HT-BETA||ZFP148||ZNF
-1.30746097 7716 NM_007146 Hs.463569 Zinc finger protein 161 ||ZNF161||Zinc finger prot
-1.00636668 7727 NM_003450 Hs.155204 Zinc finger protein 174 ||ZNF174||Zinc finger prot
-0.83300937 10168 NM_006991 Hs.157035 Zinc finger protein 197 ||ZNF197||Zinc finger prot
-0.4954188 7572 NM_006965 Hs.514802 Zinc finger protein 24 (KOX 17) ||ZNF24||ZNF191||KOX17
-1.07935924 23528 NM_012482 Hs.59757 Zinc finger protein 281 ||ZNF281||Zinc finger prot
-1.30746097 7581 NM_006974 Hs.435774 Zinc finger protein 33A ||ZNF33A||zinc finger prot
-0.62315577 7584 NM_003420 Hs.288658 Zinc finger protein 35 (clone HF ||HF10||ZNF35||ZINC FING
-0.63227984 6940 NM_005649 Hs.484324 Zinc finger protein 354A ||TCF17||ZNF354A||TRAN
-1.61767933 57541 NM_020781 Hs.490504 Zinc finger protein 398 ||ZNF398||Zinc finger prot
-0.68702426 7593 NM_003422 Hs.399810 Zinc finger protein 42 (myeloid-s||MZF1||ZNF42||MZF 1||ZI
-0.90600192 7596 NM_003425 Hs.381285 Zinc finger protein 45 ||||ZNF45||Zinc finger prote
-0.39505404 55769 NM_018300 Hs.467210 Zinc finger protein 83 (HPF1) ||||ZNF83||Zinc finger prote
-1.38957759 7639 NM_003429 Hs.37138 Zinc finger protein 85 (HPF4, HT||ZNF85||zinc finger protei
-1.85490513 7555 NM_003418 Hs.518249 Zinc finger protein 9 (a cellular r ||||ZNF9||Zinc finger protei



-0.8238853 22806 NM_012481 Hs.444388 Zinc finger protein, subfamily 1A||ZNFN1A3||zinc finger pro
-0.42242625 326 NM_000383 Hs.129829 Autoimmune regulator (autoimm####################
-0.87862971 10488 NM_006368 Hs.522110 CAMP responsive element bind ||CREB3||LZIP||LUMAN||B
-0.56841136 27336 NM_014500 Hs.204475 HIV TAT specific factor 1 ||HTATSF1||HIV TAT spec
-1.15235179 54700 NM_018427 Hs.460078 RRN3 RNA polymerase I transc ||RRN3||RNA POLYMERA
-0.40417811 9338 NM_004780 Hs.95243 Transcription elongation factor A||TCEAL1||p21||SIIR||TCE
-0.90600192 55290 NM_018310 Hs.274136 BRF2, subunit of RNA polymera||TFIIIB50||BRF2||BRFU||T
-0.79651309 10658 NM_006560 Hs.530727 CUG triplet repeat, RNA binding||BRUNOL2||NAB50||CUG
-0.98811855 8562 NM_003677 Hs.22393 Density-regulated protein ||DRP||DENR||Density-reg
-0.60490764 1917 NM_001958 Hs.433839 Eukaryotic translation elongation||EEF1A2||EF-1-alpha-2||E
-0.1395801 1933 NM_001959 Hs.421608 Eukaryotic translation elongation||||EEF1B2||Eukaryotic tran
-0.40417811 9086 NM_004681 Hs.461178 Eukaryotic translation initiation f ||EIF1AY||eukaryotic trans
-0.34030963 8890 NM_015636 Hs.169474 Eukaryotic translation initiation f ||EIF2B4||EIF2B-DELTA||E
-0.40417811 8893 NM_003907 Hs.283551 Eukaryotic translation initiation f ||||EIF2B5||Eukaryotic tran
-0.4680466 8669 NM_003758 Hs.404056 Eukaryotic translation initiation f ||EIF3-ALPHA||EIF3-p35||
0.59946951 8668 NM_003757 Hs.530096 Eukaryotic translation initiation f ||EIF3S2||TRIP1||EIF3-BE
-0.54103915 8667 NM_003756 Hs.492599 Eukaryotic translation initiation f ||EIF3S3||EIF3-GAMMA||E
0.24363081 8666 NM_003755 Hs.529059 Eukaryotic translation initiation f ||EIF3S4||EIF3-p42||EIF3-
-1.20709621 8665 NM_003754 Hs.516023 Eukaryotic translation initiation f ||EIF3S5||EIF3-p47||eukar
0.13414198 3646 NM_001568 Hs.405590 Eukaryotic translation initiation f ||EIF3S6||EIF3-p48||ONCO
-0.33118556 8664 NM_003753 Hs.55682 Eukaryotic translation initiation f ||EIF3S7||EIF3-p66||eukar
-0.10308383 8663 NM_003752 Hs.192425 Eukaryotic translation initiation f ||EIF3S8||EIF3-p110||euka
0.42611219 8662 NM_003751 Hs.371001 Eukaryotic translation initiation f ||EIF3S9||EIF3-p116||PRT
0.24363081 1975 NM_001417 Hs.512629 Eukaryotic translation initiation f ||EIF4B||EIF-4B||eukaryoti
0.04290128 1977 NM_001968 Hs.249718 Eukaryotic translation initiation f ||CBP||EIF4E||EIF4F||EIF4
-0.07571162 3396 NM_001545 Hs.407955 Immature colon carcinoma trans||ICT1||Immature colon ca
-0.27644114 54516 NM_019041 Hs.225836 Mitochondrial translational relea ||MTRF1L||Mitochondrial t
0.27100301 7458 NM_022170 Hs.520943 Williams-Beuren syndrome chro||WSCR1||EIF4H||WBSCR
-0.50454287 53947 NM_017436 Hs.105956 Alpha 1,4-galactosyltransferase ||ALPHA-1,4-GALACTOS
0.38049185 10157 NM_005763 Hs.528295 Aminoadipate-semialdehyde syn||AASS||Aminoadipate-sem
-0.22169673 18 NM_000663 Hs.336768 4-aminobutyrate aminotransfera####################
0.93706007 11057 NM_007011 Hs.549108 Abhydrolase domain containing ||ABHD2||Abhydrolase do
0.28925115 171586 NM_138340 Hs.397978 Abhydrolase domain containing ||ABHD3||Abhydrolase do
0.69983427 63874 NM_022060 Hs.445665 Abhydrolase domain containing ||ABHD4||Abhydrolase do
0.63596579 51099 NM_016006 Hs.19385 Abhydrolase domain containing ||ABHD5||CGI58||NCIE2 G
0.78195089 57406 NM_020676 Hs.476454 Abhydrolase domain containing ||ABHD6||Abhydrolase do
-0.84213344 79575 NM_024527 Hs.515664 Abhydrolase domain containing ||ABHD8||Abhydrolase do
-0.258193 79852 NM_024794 Hs.156457 Abhydrolase domain containing ||ABHD9||Abhydrolase do

-1.12497958 30 NM_001607 Hs.166160 Acetyl-Coenzyme A acyltransfer ####################
-0.10308383 33 NM_001608 Hs.471277 Acyl-Coenzyme A dehydrogenas####################
-1.60855526 34 NM_000016 Hs.445040 Acyl-Coenzyme A dehydrogenas||MCADH||1.3.99.3||ACAD
-2.2198679 35 NM_000017 Hs.507076 Acyl-Coenzyme A dehydrogenas####################
-0.77826495 36 NM_001609 Hs.81934 Acyl-Coenzyme A dehydrogenas####################
-0.52279101 37 NM_000018 Hs.437178 Acyl-Coenzyme A dehydrogenas||ACADVL||LCACD||ACAD
-1.0611111 38 NM_000019 Hs.232375 Acetyl-Coenzyme A acetyltransf ####################
-0.55928729 59272 NM_021804 Hs.178098 Angiotensin I converting enzyme||ACE2||ACEH||ANGIOTE
-0.75089274 51 NM_004035 Hs.464137 Acyl-Coenzyme A oxidase 1, pa ####################
-1.26184062 53 NM_001610 Hs.532492 Acid phosphatase 2, lysosomal ||ACP2||3.1.3.2||ACP2--BE
-0.71439647 51205 NM_016361 Hs.528084 Acid phosphatase 6, lysophosph||ACP6||Acid phosphatase
-2.13775127 93650 NM_033068 Hs.293394 Acid phosphatase, testicular ||ACPT||Acid phosphatase
-1.45344608 49 NM_001097 Hs.370870 Acrosin ||3.4.21.10||Acrosin||PREP



-0.73264461 95 NM_000666 Hs.334707 Aminoacylase 1 ||3.5.1.14||ACY1||Aminoac
-1.59030712 100 NM_000022 Hs.407135 Adenosine deaminase ||3.5.4.4||ADA||adenosine 
-0.93337413 8749 NM_014237 Hs.127930 A disintegrin and metalloproteina||ADAM18||A disintegrin a
-0.66877612 11086 NM_014269 Hs.126838 A disintegrin and metalloproteina||ADAM29||A disintegrin a
-1.20709621 203102 NM_145004 Hs.521545 A disintegrin and metalloproteina||ADAM32||A disintegrin a
-1.03373889 140766 NM_080722 Hs.352156 A disintegrin-like and metallopro||ADAMTS14||A DISINTEG
-0.7052724 9509 NM_014244 Hs.120330 A disintegrin-like and metallopro||NPI||ADAMTS2||PROCO
-0.67790019 113622 NM_138430 Hs.98669 ADP-ribosylhydrolase like 1 ||ADPRHL1||ADP-ribosylh
-0.86950565 54936 NM_017825 Hs.18021 ADP-ribosylhydrolase like 2 ||ADPRHL2||ADP-ribosylh
-1.70892002 143 NM_006437 Hs.117825 Poly (ADP-ribose) polymerase fa####################
-0.95162227 10039 NM_005485 Hs.271742 Poly (ADP-ribose) polymerase fa||PARP3||ADPRTL3||ADP
-1.16147586 158 NM_000026 Hs.75527 Adenylosuccinate lyase ||adenylosuccinase||OTTH
-1.00636668 246181 NM_201252 Hs.380188 Aflatoxin B1 aldehyde reductase||AKR7A4||AFAR3||AFLAT
-1.38045352 175 NM_000027 Hs.207776 Aspartylglucosaminidase ####################
-0.76001681 10554 NM_006411 Hs.409230 1-acylglycerol-3-phosphate O-ac||AGPAT1||LPAAT-ALPHA
-1.52643863 10555 NM_006412 Hs.320151 1-acylglycerol-3-phosphate O-ac||LPAAT-BETA||AGPAT2|
-0.3494337 8540 NM_003659 Hs.516543 Alkylglycerone phosphate syntha||AGPS||ADHAPS||ALKYL
-0.99724262 189 NM_000030 Hs.144567 Alanine-glyoxylate aminotransfe ||TLH6||AGXT||AGXT1||2.
-0.81476123 191 NM_000687 Hs.388004 S-adenosylhomocysteine hydrol ||adenosylhomocysteinase
-0.98811855 10768 NM_006621 Hs.485365 S-adenosylhomocysteine hydrol ####################
-1.78191257 9590 NM_005100 Hs.371240 A kinase (PRKA) anchor protein||AKAP12||AKAP250||A-K
-1.43519794 57016 NM_020299 Hs.116724 Aldo-keto reductase family 1, m ||ARL1||AKR1B10||HSI RE
-1.05198703 8644 NM_003739 Hs.78183 Aldo-keto reductase family 1, m ||DD3||AKR1C3||HAKRB||
-1.05198703 1109 NM_001818 Hs.498514 Aldo-keto reductase family 1, m ####################
-1.37132946 6718 NM_005989 Hs.201667 Aldo-keto reductase family 1, m ||AKR1D1||5-@BETA-RED
-0.75089274 8574 NM_003689 Hs.512807 Aldo-keto reductase family 7, m ||AKR7A2||AFAR||AFLATO
-1.44432201 22977 NM_012067 Hs.6980 Aldo-keto reductase family 7, m ||AKR7A3||AFAR2||AFLAT
-0.38592997 212 NM_000032 Hs.522666 Aminolevulinate, delta-, synthas ####################
-1.18884807 8854 NM_003888 Hs.435689 Aldehyde dehydrogenase 1 fam ||||ALDH1A2||Aldehyde de
-0.69614833 220 NM_000693 Hs.459538 Aldehyde dehydrogenase 1 fam ||1.2.1.3||1.2.1.5||ALDH6||A
-0.68702426 219 NM_000692 Hs.436219 Aldehyde dehydrogenase 1 fam ||MGC2230||1.2.1.3||ALDH
-0.57753543 217 NM_000690 Hs.436437 Aldehyde dehydrogenase 2 fam ####################
-0.61403171 218 NM_000691 Hs.531682 Aldehyde dehydrogenase 3 fam ####################
-0.88775378 221 NM_000694 Hs.523841 Aldehyde dehydrogenase 3 fam ||1.2.1.5||ALDH4||ALDH7|
-0.90600192 222 NM_000695 Hs.87539 Aldehyde dehydrogenase 3 fam ||1.2.1.5||ALDH8||ALDH3B
-1.71804409 8659 NM_003748 Hs.77448 Aldehyde dehydrogenase 4 fam ||ALDH4A1||P5CDH||PYR
-1.05198703 7915 NM_001080 Hs.371723 Aldehyde dehydrogenase 5 fam ####################
-0.78738902 4329 NM_005589 Hs.293970 Aldehyde dehydrogenase 6 fam ||ALDH6A1||MMSDH DEF
-0.60490764 501 NM_001182 Hs.483239 Aldehyde dehydrogenase 7 fam ||1.2.1.-||ALDH7A1||ATQ1
-0.87862971 226 NM_000034 Hs.513490 Aldolase A, fructose-bisphospha####################
-1.17059993 55586 NM_017584 Hs.129227 Aldehyde reductase (aldose red ||ALDRL6||ALDR6R||MIOX
-1.08848331 10195 NM_005787 Hs.478481 Asparagine-linked glycosylation ||ALG3||NOT56L||NOT56-
-1.26184062 23600 NM_014324 Hs.508343 Alpha-methylacyl-CoA racemase||AMACR||ALPHA-METHY
-1.81840885 84883 NM_032797 Hs.117062 Apoptosis-inducing factor (AIF)- ||AMID||PRG3||p53-RESP
-0.96987041 272 NM_000480 Hs.501890 Adenosine monophosphate dea ||3.5.4.6||AMPD3||ADENO
-1.15235179 275 NM_000481 Hs.102 Aminomethyltransferase (glycine||2.1.2.10||AMT||GCST||G
-1.04286296 313 NM_001637 Hs.488007 Acyloxyacyl hydrolase (neutroph||AOAH||3.1.1.77||Acyloxy
-0.97899448 417 NM_004314 Hs.382188 ADP-ribosyltransferase 1 ||RT6||ART1||ART2, FORM
-1.46257015 419 NM_001179 Hs.24976 ADP-ribosyltransferase 3 ||ART3||mono-ADP-ribosy
-1.10673145 427 NM_004315 Hs.527412 N-acylsphingosine amidohydrola####################
-1.2983369 440 NM_001673 Hs.489207 Asparagine synthetase ||ASNS||6.3.5.4||Asparagin



-0.74176868 443 NM_000049 Hs.171142 Aspartoacylase (aminoacylase 2||ASPA||3.5.1.15||ACY2||a
-1.78191257 471 NM_004044 Hs.90280 5-aminoimidazole-4-carboxamid####################
-1.07023517 522 NM_001685 Hs.246310 ATP synthase, H+ transporting, ####################
-0.4954188 51382 NM_015994 Hs.272630 ATPase, H+ transporting, lysoso||ATP6M||ATP6V1D||ATPa
-0.05746348 9296 NM_004231 Hs.78089 ATPase, H+ transporting, lysoso||ATP6V1F||VACUOLAR A
-0.13045603 26053 NM_015570 Hs.21631 Autism susceptibility candidate 2||KIAA0442||AUTS2||AUTS
-0.17607638 10331 NM_014256 Hs.69009 UDP-GlcNAc:betaGal beta-1,3-N||B3GNT3||TMEM3||UDP-
-0.24906893 2683 NM_001497 Hs.272011 UDP-Gal:betaGlcNAc beta 1,4- ####################
-0.38592997 11285 NM_007255 Hs.455109 Xylosylprotein beta 1,4-galactos ||XGALT1||XGPT1||B4GA
-0.03921534 570 NM_001701 Hs.284712 Bile acid Coenzyme A: amino ac||BAT||BACAT||2.3.1.65||B
-0.12133196 586 NM_005504 Hs.438993 Branched chain aminotransferas||MECA39||2.6.1.42||BCT1
-0.55016322 587 NM_001190 Hs.512670 Branched chain aminotransferas||BCT2||BCAT2||BCAM||2
-0.2308208 593 NM_000709 Hs.433307 Branched chain keto acid dehyd####################
-0.86950565 594 NM_000056 Hs.436387 Branched chain keto acid dehyd####################
-0.51366694 622 NM_004051 Hs.274539 3-hydroxybutyrate dehydrogena ####################
-0.85125751 629 NM_001710 Hs.69771 B-factor, properdin ||GBG||BF||CFAB||PBF2||3
-0.76914088 635 NM_001713 Hs.80756 Betaine-homocysteine methyltra||2.1.1.5||BHMT||Betaine-h
-0.41330218 644 NM_000712 Hs.488143 Biliverdin reductase A ||BLVRA||1.3.1.24||BVRA|
-0.86950565 670 NM_004332 Hs.10136 Biphenyl hydrolase-like (serine h||valacyclovirase||BPHL||B
0.82757124 9577 NM_004899 Hs.258314 Brain and reproductive organ-ex||BRE||brain and reproduc
-1.27096469 717 NM_000063 Hs.408903 Complement component 2 ||C2||DKFZp779M0311||3
-0.36768183 81932 NM_031219 Hs.7739 Haloacid dehalogenase-like hyd ||HDHD3||Haloacid dehalo
0.06114942 134526 NM_130767 Hs.439127 Cytosolic acetyl-CoA hydrolase ||CACH-1||cytosolic acetyl
-0.53191508 55450 NM_018584 Hs.197922 Calcium/calmodulin-dependent ||CaMKIINalpha||calcium/c
-0.96074634 11132 NM_021251 Hs.112218 Calpain 10 ||CAPN10||Calpain 10||
-0.93337413 23581 NM_012114 Hs.248226 Caspase 14, apoptosis-related c||CASP14||Caspase 14, a
-1.76366443 836 NM_004346 Hs.141125 Caspase 3, apoptosis-related cy||SCA-1||APOPAIN||CASP
-1.28008876 839 NM_001226 Hs.3280 Caspase 6, apoptosis-related cy||CASP6||apoptotic protea
-1.20709621 840 NM_001227 Hs.9216 Caspase 7, apoptosis-related cy####################
-1.44432201 875 NM_000071 Hs.533013 Cystathionine-beta-synthase ||4.2.1.22||CBS||beta-thion
-1.5355627 952 NM_001775 Hs.479214 CD38 antigen (p45) ||CD38||T10||3.2.2.5||CD3
-0.57753543 8697 NM_004661 Hs.153546 CDC23 (cell division cycle 23, ye||APC8||CDC23||ANAPHA
-0.76001681 1066 NM_001266 Hs.499222 Carboxylesterase 1 (monocyte/m####################
-1.7454163 51716 NM_016280 Hs.535486 Carboxylesterase 4-like ||CES4||Carboxylesterase
-0.40417811 51011 NM_016044 Hs.546387 Fumarylacetoacetate hydrolase ||FAHD2A||fumarylacetoac
-1.42607387 51005 NM_015944 Hs.433499 CGI-14 protein ||CGI-14||CGI-14 protein||
-0.65965205 1103 NM_020549 Hs.302002 Choline acetyltransferase ||CMS1A2||CHAT||2.3.1.6
-2.12862721 1117 NM_004000 Hs.514840 Chitinase 3-like 2 ||CHI3L2||YKL-39||chondro
-1.04286296 4166 NM_021615 Hs.157439 Carbohydrate (N-acetylglucosam||CHST6||CORNEAL GlcN
-1.67242374 1200 NM_000391 Hs.523454 Tripeptidyl peptidase I ||TPP-I||LINCL||GIG1||TPP
-0.43155032 8192 NM_006012 Hs.515092 ClpP caseinolytic protease, ATP||CLPP||CLpP, E. COLI, H
-1.66329967 1352 NM_001303 Hs.462278 COX10 homolog, cytochrome c ####################
-0.75089274 1355 NM_004376 Hs.28326 COX15 homolog, cytochrome c ####################
-0.95162227 1357 NM_001868 Hs.2879 Carboxypeptidase A1 (pancreat ||3.4.2.1||CPA1||3.4.17.1||
0.29837522 1358 NM_001869 Hs.490038 Carboxypeptidase A2 (pancreat ||3.4.2.1||CPA2||3.4.17.15
-0.65052798 93979 NM_080385 Hs.144699 Carboxypeptidase A5 ||CPA5||carboxypeptidase
-0.43155032 57094 NM_020361 Hs.133085 Carboxypeptidase A6 ||CPA6||carboxypeptidase
-1.37132946 1360 NM_001871 Hs.477891 Carboxypeptidase B1 (tissue) ||PASP||DKFZp779K1333
-0.12133196 1361 NM_001872 Hs.512937 Carboxypeptidase B2 (plasma, c####################
-1.14322772 130749 NM_173077
-0.21257266 1374 NM_001876 Hs.503043 Carnitine palmitoyltransferase 1 ||L-CPT1||CPT1-L||CPT1A



-0.69614833 1376 NM_000098 Hs.274336 Carnitine palmitoyltransferase II ||CPTASE||CPT1||CPT2||2
0.07027349 1384 NM_000755 Hs.12068 Carnitine acetyltransferase ||CRAT||CAT1||2.3.1.7||Ca
-1.13410365 54677 NM_021151 Hs.125039 Carnitine O-octanoyltransferase ||COT||CROT||CARNITIN
-0.10308383 1428 NM_001888 Hs.924 Crystallin, mu ||THBP||DFNA40||CRYM||
-0.93337413 51380 NM_015989 Hs.279815 Cysteine sulfinic acid decarboxy||CSAD||Cysteine sulfinic a
-0.42242625 9514 NM_004861 Hs.17958 Galactose-3-O-sulfotransferase ||CST||GAL3ST1||galactos
-1.90964954 1488 NM_001329 Hs.501345 C-terminal binding protein 2 ||||CTBP2||C-terminal bind
-0.44979846 1491 NM_001902 Hs.19904 Cystathionase (cystathionine ga ||4.4.1.1||CTH||MGC9471|
-0.91512599 1503 NM_001905 Hs.473087 CTP synthase ||CTPS||6.3.4.2||CTP synt
-0.28556521 56474 NM_019857 Hs.227049 CTP synthase II ||CTPS2||CTP SYNTHETA
-0.4680466 1506 NM_001907 Hs.405774 Chymotrypsin-like ||CTRL||3.4.21.-||MGC708
-0.88775378 1508 NM_001908 Hs.520898 Cathepsin B ||CTSB||CPSB||3.4.22.1||A
-0.65052798 1075 NM_001814 Hs.128065 Cathepsin C ||DPPI||PLS||PALS||DPP1
-0.28556521 1509 NM_001909 Hs.546248 Cathepsin D (lysosomal asparty ||CPSD||MGC2311||3.4.23
-0.38592997 1510 NM_001910 Hs.1355 Cathepsin E ||3.4.23.5||CTSE||3.4.23.3
0.02465314 8722 NM_003793 Hs.11590 Cathepsin F ||CTSF||cathepsin F||
-0.41330218 1511 NM_001911 Hs.421724 Cathepsin G ||MGC23078||CTSG||3.4.2
-0.78738902 1514 NM_001912 Hs.418123 Cathepsin L ||||CTSL||Cathepsin L||
-0.42242625 1520 NM_004079 Hs.181301 Cathepsin S ||CTSS||3.4.22.27||MGC38
-1.6268034 1522 NM_001336 Hs.252549 Cathepsin Z ||CTSX||CTSZ||preprocath
-0.22169673 11068 NM_007022 Hs.149443 Cytochrome b-561 domain conta||CYB561D2||101F6 GEN
-1.16147586 51706 NM_016243 Hs.334832 NAD(P)H:quinone oxidoreductas||CYB5R1||B5R.1||NQO3A
-0.17607638 51700 NM_016229 Hs.414362 Cytochrome b5 reductase b5R.2||CYB5R2||CYTOCHROM
0.14326604 1584 NM_000497 Hs.184927 Cytochrome P450, family 11, su ####################
-0.20344859 1589 NM_000500 Hs.278430 Cytochrome P450, family 21, su ####################
-0.04833941 1593 NM_000784 Hs.516700 Cytochrome P450, family 27, su ####################
-0.76914088 1558 NM_000770 Hs.282871 Cytochrome P450, family 2, sub ####################
0.20713453 1559 NM_000771 Hs.282624 Cytochrome P450, family 2, sub ####################
0.08852163 9420 NM_004820 Hs.491869 Cytochrome P450, family 7, sub||CYP7B1||OXYSTEROL 7
-1.09760738 1610 NM_001917 Hs.113227 D-amino-acid oxidase ||DAMOX||DAO||1.4.3.3||O
-0.76001681 51163 NM_016216 Hs.477700 Debranching enzyme homolog 1||DBR1||debranching enzy
-0.16695231 1632 NM_001919 Hs.403436 Dodecenoyl-Coenzyme A delta ####################
-0.43155032 51181 NM_016286 Hs.9857 Dicarbonyl/L-xylulose reductase ||DCXR||P34H||DIACETYL
0.36224371 1644 NM_000790 Hs.359698 Dopa decarboxylase (aromatic L||4.1.1.28||DDC||AADC||do
0.17976232 1666 NM_001359 Hs.492212 2,4-dienoyl CoA reductase 1, m ||1.3.1.34||NADPH||DECR
0.29837522 26063 NM_020664 Hs.513233 2,4-dienoyl CoA reductase 2, pe||DECR2||2,4-dienoyl CoA
-0.38592997 8560 NM_003676 Hs.299878 Degenerative spermatocyte hom||DEGS1||degenerative sp
0.64508985 8694 NM_012079 Hs.512810 Diacylglycerol O-acyltransferase||ARGP1||DGAT1||ACYL-C
0.0976457 160851 NM_152910 Hs.527910 Diacylglycerol kinase, eta ||||DGKH||Diacylglycerol ki
0.78195089 1718 NM_014762 Hs.498727 24-dehydrocholesterol reductase||SELADIN1||DHCR24||se
-0.16695231 1717 NM_001360 Hs.503134 7-dehydrocholesterol reductase ||DHCR7||SLOS||1.3.1.21
0.19801046 1719 NM_000791 Hs.83765 Dihydrofolate reductase ||1.5.1.3||DHFRP1||DHFR
0.58122137 1723 NM_001361 Hs.405639 Dihydroorotate dehydrogenase ||DHOdehase||DHODH||1
-0.3494337 51171 NM_016246 Hs.18788 Dehydrogenase/reductase (SDR||DHRS10||dehydrogenase
-0.42242625 51170 NM_016245 Hs.282984 Dehydrogenase/reductase (SDR||DHRS8||dehydrogenase/
0.65421392 1727 NM_000398 Hs.517666 Diaphorase (NADH) (cytochrom ####################
-0.39505404 1743 NM_001933 Hs.525459 Dihydrolipoamide S-succinyltran||2.3.1.61||DLST||DLTS||A
0.10676977 29958 NM_013391 Hs.122082 Dimethylglycine dehydrogenase ||DMGDH||Dimethylglycine
-0.27644114 420 NM_021071 Hs.13776 Dombrock blood group ||DO||2.4.2.31||DOK1||mon
0.15239011 64174 NM_022355 Hs.372633 Dipeptidase 2 ||DPEP2||Dipeptidase 2||
-0.22169673 64180 NM_022357 Hs.302028 Dipeptidase 3 ||DPEP3||Dipeptidase 3||



-0.54103915 8813 NM_003859 Hs.549080 Dolichyl-phosphate mannosyltra||MPDS||DPM1||MPD SYN
-0.23994487 1803 NM_001935 Hs.368912 Dipeptidylpeptidase 4 (CD26, ad####################
0.06114942 1807 NM_001385 Hs.443161 Dihydropyrimidinase ||Dihydropyrimidinase||DH
-0.65052798 63893 NM_022066 Hs.16130 Likely ortholog of mouse ubiquit ||E2-230K||likely ortholog o
-0.36768183 1891 NM_001398 Hs.196176 Enoyl Coenzyme A hydratase 1,||ECH1||HPXEL||delta3,5-
-0.26731707 1892 NM_004092 Hs.76394 Enoyl Coenzyme A hydratase, s ####################
0.06114942 1944 NM_004952 Hs.516656 Ephrin-A3 ||EFNA3||ephrin-A3||Ehk1
-0.09395976 1945 NM_005227 Hs.449913 Ephrin-A4 ||EFL4||ephrin-A4||EPLG4
-0.26731707 1949 NM_001406 Hs.26988 Ephrin-B3 ||EFL6||LERK8||EFNB3||E
-0.45892253 54583 NM_022051 Hs.444450 Egl nine homolog 1 (C. elegans)####################
-0.32206149 1991 NM_001972 Hs.99863 Elastase 2, neutrophil ####################
-0.16695231 60528 NM_018127 Hs.434232 ElaC homolog 2 (E. coli) ||ELAC2||HPC2||elaC hom
-0.24906893 22875 NM_014936 Hs.54037 Ectonucleotide pyrophosphatase||ENPP4||Ectonucleotide p
0.11589384 59084 NM_021572 Hs.35198 Ectonucleotide pyrophosphatase||ENPP5||Ectonucleotide p
0.37136778 2052 NM_000120 Hs.89649 Hypothetical gene supported by ||||EPHX1||Hypothetical ge
-0.23994487 9601 NM_004911 Hs.93659 Protein disulfide isomerase-asso||ERP70||PDIA4||Protein d
-0.17607638 2098 NM_001984 Hs.432491 Esterase D/formylglutathione hy||OTTHUMP00000040929
0.05202535 2110 NM_004453 Hs.155729 Electron-transferring-flavoprotei ####################
-0.31293742 2131 NM_000127 Hs.492618 Exostoses (multiple) 1 ||EXT1||exostosin 1||Exos
-0.55016322 2132 NM_000401 Hs.368404 Exostoses (multiple) 2 ||EXT2||exostosin 2||Exos
-0.24906893 2134 NM_004455 Hs.150956 Exostoses (multiple)-like 1 ||EXTL1||EXOSTOSIN-LIK
0.15239011 2135 NM_001439 Hs.357637 Exostoses (multiple)-like 2 ||EXTL2||EXTR2||EXOSTO
-0.04833941 2137 NM_001440 Hs.491354 Exostoses (multiple)-like 3 ||EXTL3||DKFZp686C234
-0.30381335 2160 NM_000128 Hs.1430 Coagulation factor XI (plasma th####################
-0.00271906 2161 NM_000505 Hs.1321 Coagulation factor XII (Hagema ||F12||3.4.21.38||HAF DEF
0.36224371 23305 NM_015256 Hs.14945 Acyl-CoA synthetase long-chain ||||ACSL6||Acyl-CoA synth
-0.14870417 2184 NM_000137 Hs.73875 Fumarylacetoacetate hydrolase ||FAH||3.7.1.2||HEPATOR
0.00640501 8789 NM_003837 Hs.61255 Fructose-1,6-bisphosphatase 2 ||FBP2||Fructose-1,6-bisp
0.28012708 2218 NM_006731 Hs.55777 Fukuyama type congenital musc||FCMD||FKTN||FCMD GE
-0.0209672 2232 NM_004110 Hs.69745 Ferredoxin reductase ||1.18.1.2||ADXR||FDXR||F
-0.01184313 53834 NM_021923 Hs.193326 Fibroblast growth factor recepto ||FGFRL1||Fibroblast grow
-0.23994487 2272 NM_002012 Hs.196981 Fragile histidine triad gene ||||FHIT||Fragile histidine tr
-0.31293742 51303 NM_016594 Hs.438695 FK506 binding protein 11, 19 kD||FKBP11||FK506 binding 
-0.54103915 79147 NM_024301 Hs.515493 Fukutin related protein ||FKRP||FUKUTIN-RELAT
0.32574743 55301 NM_018324 Hs.24309 Thioesterase domain containing||THEDC1||Thioesterase d
2.21442977 65264 NM_023079 Hs.514297 Hypothetical protein FLJ13855 ||FLJ13855||hypothetical p
0.19801046 84909 NM_032823 Hs.434253 Chromosome 9 open reading fra||C9orf3||Chromosome 9 o
1.89508735 54928 NM_017813 Hs.438689 Myo-inositol monophosphatase ||IMPA3||myo-inositol mon
1.11954146 64772 NM_022759 Hs.29288 Endo-beta-N-acetylglucosaminid||endo-beta-N-acetylgluco
0.28925115 2326 NM_002021 Hs.1424 Flavin containing monooxygena ||FMO1||1.14.13.8||FMO, 
-0.20344859 2329 NM_002022 Hs.386502 Flavin containing monooxygena ||||FMO4||Flavin containing
-0.10308383 2330 NM_001461 Hs.303476 Flavin containing monooxygena ||FMO5||1.14.13.8||FLAVIN
-0.24906893 2339 NM_002027 Hs.370312 Farnesyltransferase, CAAX box ####################
0.08852163 2342 NM_002028 Hs.509651 Farnesyltransferase, CAAX box ||MGC31935||FNTB||2.5.1
0.48998068 2346 NM_004476 Hs.380325 Folate hydrolase (prostate-spec ####################
0.13414198 64400 NM_022476 Hs.380897 Fused toes homolog (mouse) ||FTS||FT1||Fused toes ho
0.46260847 24140 NM_012280 Hs.23170 FtsJ homolog 1 (E. coli) ||JM23||FTSJ1||FtsJ homo
0.50822882 2517 NM_000147 Hs.370858 Fucosidase, alpha-L- 1, tissue ||3.2.1.51||FUCOSIDOSIS
-0.07571162 5045 NM_002569 Hs.513153 Furin (paired basic amino acid c||FURIN||PACE||Furin (pa
-0.44067439 2523 NM_000148 Hs.69747 Fucosyltransferase 1 (galactosid####################
0.11589384 2524 NM_000511 Hs.443160 Fucosyltransferase 2 (secretor s||Se2||sej||FUT2||2.4.1.69|



-0.03921534 2528 NM_000150 Hs.32956 Fucosyltransferase 6 (alpha (1,3||alpha-(1,3)-fucosyltransf
-0.33118556 2530 NM_178154 Hs.118722 Fucosyltransferase 8 (alpha (1,6####################
0.17976232 2531 NM_002035 Hs.74050 Follicular lymphoma variant tran ||FVT1||FOLLICULAR-VA
0.49910475 486 NM_001680 Hs.413137 FXYD domain containing ion tra ####################

0.927936 2538 NM_000151 Hs.212293 Glucose-6-phosphatase, catalyt ####################
-0.17607638 2539 NM_000402 Hs.461047 Glucose-6-phosphate dehydroge||G6PD||G6PD1||1.1.1.49|
-0.00271906 2571 NM_000817 Hs.420036 Glutamate decarboxylase 1 (bra||4.1.1.15||GAD1||GLUTAM
0.12501791 2581 NM_000153 Hs.513439 Galactosylceramidase (Krabbe d||GALC||3.2.1.46||galactoc
0.22538267 2582 NM_000403 Hs.76057 UDP-galactose-4-epimerase ||GALE||5.1.3.2||OTTHUM
0.18888639 2583 NM_001478 Hs.159481 UDP-N-acetyl-alpha-D-galactosa||beta1-4GalNAc-T||2.4.1.
-0.13045603 2588 NM_000512 Hs.271383 Galactosamine (N-acetyl)-6-sulf ####################
-0.03921534 2592 NM_000155 Hs.522090 Galactose-1-phosphate uridylylt ####################
-0.07571162 2593 NM_000156 Hs.81131 Guanidinoacetate N-methyltrans####################
-0.1122079 2597 NM_002046 Hs.544577 Glyceraldehyde-3-phosphate de||G3PD||MGC88685||1.2.1
1.11041739 2618 NM_000819 Hs.473648 Phosphoribosylglycinamide form####################
0.32574743 2628 NM_001482 Hs.75335 Glycine amidinotransferase (L-a||2.1.4.1||GATM||AGAT DE
0.68158613 2629 NM_000157 Hs.511984 Glucosidase, beta; acid (include ####################
-0.05746348 2639 NM_000159 Hs.532699 Glutaryl-Coenzyme A dehydroge||1.3.99.7||GCDH||ACAD5
0.34399557 2643 NM_000161 Hs.86724 GTP cyclohydrolase 1 (dopa-res||GCH1||GTPCH1||3.5.4.1
-0.28556521 2651 NM_001491 Hs.519884 Glucosaminyl (N-acetyl) transfer####################
-0.56841136 2653 NM_004483 Hs.546256 Glycine cleavage system protein####################
0.42611219 2677 NM_000821 Hs.77719 Gamma-glutamyl carboxylase ||GGCX||VKCFD1||Gamm
0.04290128 8836 NM_003878 Hs.78619 Gamma-glutamyl hydrolase (con||GGH||Gamma-glutamyl h
0.75457869 9453 NM_004837 Hs.55498 Geranylgeranyl diphosphate syn||GGPPS1||GGPS1||Gera
0.60859358 2678 NM_005265 Hs.287505 Gamma-glutamyltransferase 1 ||||GGT1||Gamma-glutamy
0.00640501 2679 XM_290331
0.22538267 2717 NM_000169 Hs.69089 Galactosidase, alpha ||GLA||3.2.1.22||ANGIOKE
0.25275488 2720 NM_000404 Hs.443031 Galactosidase, beta 1 ||3.2.1.23||GLB1||MPS IVB
-0.41330218 2731 NM_000170 Hs.149156 Glycine dehydrogenase (decarb ||GCSP||1.4.4.2||OTTHUM
-0.77826495 51022 NM_016066 Hs.458283 Glutaredoxin 2 ||GLRX2||GRX2||Glutared
-0.75089274 51557 NM_016571 Hs.149585 Glutamate-ammonia ligase (glut||GLULD1||Glutamate-am
-0.48629474 2766 NM_006877 Hs.484741 Guanosine monophosphate red ||1.6.6.8||GMPR||GMP RE
0.17976232 51292 NM_016576 Hs.368855 Guanosine monophosphate red ||GMPR2||Guanosine mon
-0.48629474 2790 NM_004125 Hs.534196 DnaJ-like protein ||||GNG10||DnaJ-like prote
-0.55928729 8443 NM_014236 Hs.498028 Glyceronephosphate O-acyltran ||DAPAT||GNPAT||DHAPA
0.54472509 10007 NM_005471 Hs.278500 Glucosamine-6-phosphate deam||GNPI||GNPDA1||GLUCO
0.05202535 2799 NM_002076 Hs.334534 Glucosamine (N-acetyl)-6-sulfat ||MGC21274||G6S||N-acet
0.22538267 10243 NM_020806 Hs.208765 Gephyrin ||Gephyrin||GPHN||KIAA13
-0.42242625 9380 NM_012203 Hs.155742 Glyoxylate reductase/hydroxypy ||GRHPR||GLXR||Glyoxyla
1.0191767 2923 NM_005313 Hs.308709 Protein disulfide isomerase-asso||ERp61||PI-PLC||PDIA3||E

-0.91512599 10533 NM_006395 Hs.38032 APG7 autophagy 7-like (S. cere ||GSA7||APG7-LIKE||APG
0.24363081 2938 NM_145740 Hs.446309 Glutathione S-transferase A1 ####################
0.01552907 2944 NM_000561 Hs.301961 Glutathione S-transferase M1 ####################
-0.19432452 2947 NM_000849 Hs.2006 Glutathione S-transferase M3 (b####################
-0.42242625 9446 NM_004832 Hs.190028 Glutathione S-transferase omeg||GSTO1||GLUTATHIONE
0.16151418 2977 NM_000855 Hs.503756 Guanylate cyclase 1, soluble, al ||GC-SA2||4.6.1.2||GUC1A
-0.21257266 2982 NM_000856 Hs.24258 Guanylate cyclase 1, soluble, al ####################
0.55384916 2983 NM_000857 Hs.77890 Guanylate cyclase 1, soluble, be||GC-S-beta-1||GUC1B3||4
-0.00271906 2990 NM_000181 Hs.255230 Glucuronidase, beta ||MPS7||GUSB||3.2.1.31||B
0.76370276 2997 NM_002103 Hs.386225 Glycogen synthase 1 (muscle) ||GYS1||GSY||2.4.1.11||GL
-0.03009127 2998 NM_021957 Hs.82614 Glycogen synthase 2 (liver) ||GYS2||2.4.1.11||LIVER G



-0.44979846 3001 NM_006144 Hs.90708 Granzyme A (granzyme 1, cytoto####################
0.40786405 3002 NM_004131 Hs.1051 Granzyme B (granzyme 2, cytoto####################
0.50822882 50814 NM_015922 Hs.57698 NAD(P) dependent steroid dehy||NSDHL||NAD(P) depend
0.66333799 9555 NM_004893 Hs.420272 H2A histone family, member Y ||H2AFY||H2A histone fam
0.38961592 3030 NM_000182 Hs.516032 Hydroxyacyl-Coenzyme A dehyd####################
0.80019903 3033 NM_005327 Hs.438289 L-3-hydroxyacyl-Coenzyme A de||HADHSC||HADHSC DEF
-0.20344859 3029 NM_005326 Hs.157394 Hydroxyacylglutathione hydrolas||HAGH||HAGH1||3.1.2.6||
-0.20344859 3034 NM_002108 Hs.190783 Histidine ammonia-lyase ||4.3.1.3||HISTIDINEMIA||
0.36224371 9407 NM_004262 Hs.132195 Transmembrane protease, serin||HAT||TMPRSS11D||AIRW
-0.2308208 3073 NM_000520 Hs.513008 Hexosaminidase A (alpha polyp ||||HEXA||Hexosaminidase
0.51735288 3074 NM_000521 Hs.69293 Hexosaminidase B (beta polype ||3.2.1.52||HEXB||ENC-1A
0.84581938 3081 NM_000187 Hs.368254 Homogentisate 1,2-dioxygenase||HGD||HGO||homogentisi
0.38049185 3083 NM_001528 Hs.104 HGF activator ||HGFAC||3.4.21.-||HGF a
0.91881193 55662 NM_017902 Hs.500788 Hypoxia-inducible factor 1, alpha||FIH1||HIF1AN||HIF1A IN
0.81844717 3141 NM_000411 Hs.371350 Holocarboxylase synthetase (bio||HLCS||Holocarboxylase 
0.49910475 3145 NM_000190 Hs.82609 Hydroxymethylbilane synthase ####################
-0.07571162 3155 NM_000191 Hs.533444 3-hydroxymethyl-3-methylglutary####################
0.30749929 3156 NM_000859 Hs.11899 3-hydroxy-3-methylglutaryl-Coen||HMGCR||3-@HYDROXY
0.49910475 3157 NM_002130 Hs.397729 3-hydroxy-3-methylglutaryl-Coen||HMGCS1||HMG-CoA SY
0.18888639 3158 NM_005518 Hs.59889 3-hydroxy-3-methylglutaryl-Coen||HMGCS2||HMG-CoA SY
-0.18520045 3162 NM_002133 Hs.517581 Heme oxygenase (decycling) 1 ||HMOX1||Heme oxygena
0.59034544 3163 NM_002134 Hs.284279 Heme oxygenase (decycling) 2 ||HMOX2||HEMOXYGENA
2.8896109 3176 NM_006895 Hs.42151 Histamine N-methyltransferase ||HNMT||histamine N-meth
0.59034544 3275 NM_001535 Hs.154163 HMT1 hnRNP methyltransferase||||HRMT1L1||HMT1 hnRN
0.12501791 3276 NM_001536 Hs.20521 HMT1 hnRNP methyltransferase||HRMT1L2||PRMT1||IR1B
0.55384916 3290 NM_005525 Hs.195040 Hydroxysteroid (11-beta) dehydr||HSD11B1||HSD11L||HDL
0.11589384 3291 NM_000196 Hs.1376 Hydroxysteroid (11-beta) dehydr####################
-0.92425006 3292 NM_000413 Hs.500159 Hydroxysteroid (17-beta) dehydr||EDH17B2||HSD17B1||17
0.39873998 51144 NM_016142 Hs.132513 Hydroxysteroid (17-beta) dehydr||HSD17B12||Hydroxyster
-0.10308383 3294 NM_002153 Hs.162795 Hydroxysteroid (17-beta) dehydr||HSD17B2||17-@BETA-H
-0.18520045 3293 NM_000197 Hs.477 Hydroxysteroid (17-beta) dehydr||HSD17B3||EDH17B3||ES
0.49910475 51478 NM_016371 Hs.492925 Hydroxysteroid (17-beta) dehydr||HSD17B7||17-@BETA-H
1.15603773 29089 NM_014176 Hs.5199 Ubiquitin-conjugating enzyme E ||HSPC150||UBE2T||ubiqu
-0.32206149 3373 NM_007312 Hs.75619 Hyaluronoglucosaminidase 1 ||HYAL1||HYALURONIDA
-0.35855777 3423 NM_000202 Hs.303154 Iduronate 2-sulfatase (Hunter sy||MPS2||IDS||MPS II||IDUR
-0.24906893 3425 NM_000203 Hs.89560 Iduronidase, alpha-L- ||ALPHA-L-IDURONIDAS
0.02465314 3426 NM_000204 Hs.312485 I factor (complement) ||IF||FACTOR I||FACTOR 
-0.36768183 10437 NM_006332 Hs.14623 Interferon, gamma-inducible pro||GILT||IFI30||INTERFERO
-0.42242625 3615 NM_000884 Hs.476231 IMP (inosine monophosphate) d||IMPDH2||IMPD2||IMP DE
-0.54103915 8821 NM_003866 Hs.480837 Inositol polyphosphate-4-phosph||INPP4B||inositol polypho
-0.33118556 3632 NM_005539 Hs.523360 Inositol polyphosphate-5-phosph||INPP5A||inositol polypho
-0.42242625 3633 NM_005540 Hs.449942 Inositol polyphosphate-5-phosph||INPP5B||INOSITOL POL
0.5720973 140838 NM_152667 Hs.143137 Haloacid dehalogenase-like hyd ||HDHD4||Haloacid dehalo
0.31662336 1512 NM_004390 Hs.148641 Cathepsin H ||aleurain||minichain||3.4.2
-0.01184313 1515 NM_001333 Hs.87417 Cathepsin L2 ||CTSL2||CTSV||3.4.22.43
-0.21257266 1519 NM_001334 Hs.75262 Cathepsin O ||CTSO||CTSO1||cathepsi
0.02465314 1521 NM_001335 Hs.416848 Cathepsin W (lymphopain) ||CTSW||LYPN||cathepsin
0.12501791 50846 NM_021044 Hs.524382 Desert hedgehog homolog (Dro ||DHH||desert hedgehog h
-1.02461482 1800 NM_004413 Hs.109 Dipeptidase 1 (renal) ||3.4.13.11||MDP||3.4.13.1
-0.61403171 10072 NM_005700 Hs.502914 Dipeptidylpeptidase 3 ||DPP3||Dipeptidylpeptidas
-1.48081829 3635 NM_005541 Hs.262886 Inositol polyphosphate-5-phosph||INPP5D||SHIP||SH2-CON



-1.73629223 56623 NM_019892 Hs.120998 Inositol polyphosphate-5-phosph||INPP5E||inositol polypho
-1.6541756 3669 NM_002201 Hs.459265 Interferon stimulated gene 20kD||ISG20||HEM45||INTERF
-1.61767933 3704 NM_033453 Hs.415299 Inosine triphosphatase (nucleos ||ITPA||Inosine triphospha
-2.31110859 3712 NM_002225 Hs.513646 Isovaleryl Coenzyme A dehydro ||IVD||ISOVALERYL-CoA 
-1.81840885 23262 NM_015216 Hs.212046 KIAA0433 protein ||KIAA0433||KIAA0433 pro
-1.33483318 23028 NM_015013 Hs.549117 Amine oxidase (flavin containing||KIAA0601||BHC110||LSD
-1.71804409 23382 NM_015328 Hs.195058 KIAA0828 protein ||||KIAA0828||KIAA0828 pr
-2.02826244 23324 XM_052620
-1.40782573 57552 NM_020792 Hs.444099 Arylacetamide deacetylase-like ||KIAA1363||AADACL1||Ar
-1.88227733 3817 NM_005551 Hs.515560 Kallikrein 2, prostatic ||KLK2||KALLIKREIN, PRO
-1.35308132 354 NM_001648 Hs.171995 Kallikrein 3, (prostate specific an####################
-1.25271655 3818 NM_000892 Hs.1901 Kallikrein B, plasma (Fletcher fa ||KLKB1||KLK3, FORMER
-1.60855526 8942 NM_003937 Hs.470126 Kynureninase (L-kynurenine hyd||KYNU||HYDROXYKYNU
-1.26184062 9215 NM_004737 Hs.474667 Like-glycosyltransferase ||KIAA0609||LARGE||Like-
-1.94614582 51451 NM_016015 Hs.337730 Leucine carboxyl methyltransfer ||LCMT1||Leucine carboxy
-1.88227733 64129 NM_022164 Hs.199368 Lipocalin 7 ||LCN7||Lipocalin 7||
-1.55381084 3938 NM_002299 Hs.551506 Lactase ||LPH||Lactase||LCT||LACT
-1.31658504 79042 NM_024075 Hs.15580 TRNA splicing endonuclease 34||TSEN34||LENG5||SEN34
-1.56293491 5641 NM_005606 Hs.18069 Legumain ||PRSC1||LGMN||Leguma
-1.4169498 64077 NM_022126 Hs.527748 Phospholysine phosphohistidine||LHPP||Phospholysine ph
-1.69067188 3988 NM_000235 Hs.127445 Lipase A, lysosomal acid, choles####################
-1.15235179 89782 NM_033029 Hs.518540 Leishmanolysin-like (metallopep||LMLN||leishmanolysin-lik
-1.179724 134147 NM_138809 Hs.192586 Similar to mouse 2310016A09R ||LOC134147||similar to m
-1.7727885 51619 NM_015983 Hs.19196 Ubiquitin-conjugating enzyme E ||||LOC51619||Ubiquitin-co
-1.43519794 63929 NM_022098 Hs.20797 Hypothetical protein LOC63929 ||LOC63929||hypothetical 
-1.61767933 9227 NM_004744 Hs.481028 Lecithin retinol acyltransferase ( ||LRAT||LRAT RETINAL D
-1.60855526 4047 NM_002340 Hs.517366 Lanosterol synthase (2,3-oxidos ||LSS||OSC||2,3-@OXIDO
-1.01549075 10434 NM_006330 Hs.435850 Lysophospholipase I ||LYPLA1||lysophospholipa
-0.98811855 11313 NM_007260 Hs.533479 Lysophospholipase II ||LYPLA2||lysophospholipa
-1.72716816 23659 NM_012320 Hs.513685 Lysophospholipase 3 (lysosoma||ACS||LLPL||LYPLA3||LPL
-1.36220539 4124 NM_002372 Hs.432822 Mannosidase, alpha, class 2A, m||MANA2||MAN2A1||MANN
-1.46257015 4125 NM_000528 Hs.356769 Mannosidase, alpha, class 2B, m####################
-1.37132946 4126 NM_005908 Hs.480415 Mannosidase, beta A, lysosoma||MANB1||MANBA||BETA-
-1.21622028 4128 NM_000240 Hs.183109 Monoamine oxidase A ||MAOA||MAOA BRUNNE
-1.51731456 58478 NM_021204 Hs.18442 E-1 enzyme ||MASA||E-1 enzyme||
-1.39870166 8720 NM_003791 Hs.75890 Membrane-bound transcription f||S1P||MBTPS1||SITE-1 P
-1.16147586 64087 NM_022132 Hs.167531 Methylcrotonoyl-Coenzyme A ca||MCCB||MCCC2||3-@ME
-1.91877361 4199 NM_002395 Hs.21160 Malic enzyme 1, NADP(+)-depe ||MES||ME1||MALIC ENZY
-0.96074634 4232 NM_002402 Hs.270978 Mesoderm specific transcript ho||MEST||PEG1||PATERNA
-0.86950565 23173 NM_015143 Hs.480364 Methionyl aminopeptidase 1 ||METAP1||Methionyl amin
-1.18884807 80168 NM_025098 Hs.288568 Monoacylglycerol O-acyltransfer||MOGAT2||monoacylglyc
-1.00636668 11320 NM_012214 Hs.177576 Hypothetical protein MGC52110||||MGC52110||Hypothetica
-1.13410365 66005 NM_023947 Hs.144468 Hypothetical protein MGC3234 ||MGC3234||hypothetical p
-1.55381084 148789 NM_152490 Hs.553611 UDP-GalNAc:betaGlcNAc beta ||MGC39558||B3GALNT2
-1.07023517 79154 NM_024308 Hs.462859 Short-chain dehydrogenase/red ||MGC4172||Short-chain d
-1.50819049 10724 NM_012215 Hs.500842 Meningioma expressed antigen ||MGEA5||MENINGIOMA-
-1.69979595 4257 NM_020300 Hs.389700 Microsomal glutathione S-transf ||MGST1||GST12||GLUTA
-0.99724262 23417 NM_012213 Hs.461571 Malonyl-CoA decarboxylase ||MLYCD||MCD||MALONY
-1.31658504 118856 NM_147191 Hs.314141 Matrix metalloproteinase 21 ||MMP21||Matrix metallopr
-1.02461482 64066 NM_022122 Hs.534479 Matrix metalloproteinase 27 ||MMP27||Matrix metallopr
-2.05563465 4337 NM_005943 Hs.357128 Molybdenum cofactor synthesis ||MOCS1||MOCS1B||MOC



-1.08848331 4338 NM_004531 Hs.163645 Molybdenum cofactor synthesis ||MPTS||MOCS2||MOLYB
-1.64505153 10884 NM_016640 Hs.124165 Mitochondrial ribosomal protein ||MRPS30||mitochondrial r
-1.32570911 4482 NM_012331 Hs.490981 Methionine sulfoxide reductase ||MSRA||PEPTIDE METH
-1.22534435 4507 NM_002451 Hs.193268 Methylthioadenosine phosphory ||MSAP||MTAP||Methylthio
-1.38045352 4524 NM_005957 Hs.214142 5,10-methylenetetrahydrofolate ||MTHFR||5,10-@METHY
-0.3494337 4552 NM_002454 Hs.481551 5-methyltetrahydrofolate-homoc ||MSR||MTRR||5-methyltet
-1.70892002 4669 NM_000263 Hs.50727 N-acetylglucosaminidase, alpha ####################
-1.30746097 10 NM_000015 Hs.2 N-acetyltransferase 2 (arylamine####################
-1.22534435 9027 NM_003960 Hs.14637 N-acetyltransferase 8 (camello l ||NAT8||TSC510||CML1||N
-1.21622028 51167 NM_016230 Hs.5741 NADPH cytochrome B5 oxidore ||NCB5OR||NADPH CYTO
-1.80016071 96764 NM_024831 Hs.335068 Nuclear receptor coactivator 6 in||PIMT||NCOA6IP||PRIP-IN
-1.4169498 64579 NM_022569 Hs.309539 N-deacetylase/N-sulfotransferas||NDST4||N-deacetylase/N
-1.49906643 4720 NM_004550 Hs.173611 NADH dehydrogenase (ubiquino||NDUFS2||NADH-UBIQU
-1.22534435 4724 NM_002495 Hs.528222 NADH dehydrogenase (ubiquino||NDUFS4||AQDQ||NADH
-1.92789768 374291 NM_024407 Hs.211914 NADH dehydrogenase (ubiquino||NDUFS7||PSST||NADH-
-1.45344608 4729 NM_021074 Hs.464572 NADH dehydrogenase (ubiquino||NDUFV2||NADH-UBIQU
-0.9424982 4758 NM_000434 Hs.520037 Sialidase 1 (lysosomal sialidase ||NEU1||SIAL1||SIALIDAS
-1.38957759 4837 NM_006169 Hs.503911 Nicotinamide N-methyltransfera ||NNMT||nicotinamide N-m
-0.85125751 23530 NM_012343 Hs.482043 Nicotinamide nucleotide transhy||NNT||Nicotinamide nucle
-0.75089274 4860 NM_000270 Hs.75514 Nucleoside phosphorylase ||NP||PURINE-NUCLEOS
-0.90600192 1728 NM_000903 Hs.406515 NAD(P)H dehydrogenase, quino####################
-1.35308132 8829 NM_003873 Hs.131704 Neuropilin 1 ||NP1||VEGF165R||NRP1
-0.95162227 51251 NM_016489 Hs.487933 5'-nucleotidase, cytosolic III ||UMPH1||NT5C3||P5N1||5
-0.64140391 4907 NM_002526 Hs.153952 5'-nucleotidase, ecto (CD73) ||E5NT||NT5E||NTE||ENT|
-0.95162227 4521 NM_002452 Hs.534331 Nudix (nucleoside diphosphate l ||NUDT1||MTH1||8-@OXO
-1.08848331 11163 NM_019094 Hs.506325 Nudix (nucleoside diphosphate l ||||NUDT4||Nudix (nucleos
-0.32206149 4942 NM_000274 Hs.523332 Ornithine aminotransferase (gyr ####################
-0.86038158 4953 NM_002539 Hs.467701 Ornithine decarboxylase 1 ||ODCP||ODC1||ODC2||Or
0.61771765 4967 NM_002541 Hs.488181 Oxoglutarate (alpha-ketoglutara ||E1K||OGDH||ALPHA-KG
0.53560102 5019 NM_000436 Hs.278277 3-oxoacid CoA transferase 1 ####################
-0.19432452 8909 NM_006025 Hs.997 26 serine protease ||P11||PP11||26 serine pro
-0.03009127 5033 NM_000917 Hs.500047 Procollagen-proline, 2-oxoglutar ####################
0.11589384 5034 NM_000918 Hs.464336 Procollagen-proline, 2-oxoglutar ####################
-0.13045603 29920 NM_013328 Hs.274287 Pyrroline-5-carboxylate reductas||PYCR2||Pyrroline-5-carb
0.23450674 5036 NM_006191 Hs.524498 Proliferation-associated 2G4, 38||PA2G4||proliferation-ass
-0.1395801 5046 NM_002570 Hs.498494 Proprotein convertase subtilisin/ ||PACE4||PCSK6||Proprot
0.87319159 5049 NM_002572 Hs.188501 Platelet-activating factor acetylh ||PAFAH1B2||PLATELET-
0.15239011 5050 NM_002573 Hs.466831 Platelet-activating factor acetylh ||PAFAH1B3||PLATELET-
0.28012708 5096 NM_000532 Hs.63788 Propionyl Coenzyme A carboxyl ||PCCB||pccBC COMPLE
-0.07571162 5122 NM_000439 Hs.78977 Proprotein convertase subtilisin/ ||NEC1||PCSK1||PC1||PC3
-0.03009127 9131 NM_004208 Hs.424932 Programmed cell death 8 (apop ||PDCD8||AIF||Programme
-0.19432452 5138 NM_002599 Hs.503163 Phosphodiesterase 2A, cGMP-s||PDE2A||PHOSPHODIES
-0.00271906 5139 NM_000921 Hs.386791 Phosphodiesterase 3A, cGMP-in||PDE3A||PHOSPHODIES
0.08852163 5140 NM_000922 Hs.445711 Phosphodiesterase 3B, cGMP-in||PDE3B||PHOSPHODIES
-0.15782824 5141 NM_006202 Hs.89901 Phosphodiesterase 4A, cAMP-s ||PDE4A||DPDE2, FORME
-0.15782824 5142 NM_002600 Hs.198072 Phosphodiesterase 4B, cAMP-s ||PDE4B||DPDE4, FORME
-0.38592997 5143 NM_000923 Hs.437211 Phosphodiesterase 4C, cAMP-s||PDE4C||DPDE1, FORME
-0.21257266 5144 NM_006203 Hs.117545 Phosphodiesterase 4D, cAMP-s||PDE4D||DPDE3, FORME
0.5720973 5147 NM_002601 Hs.516808 Phosphodiesterase 6D, cGMP-s||PDED||PDE6D||PHOSPH
0.54472509 5150 NM_002603 Hs.527119 Phosphodiesterase 7A ||HCP1||PDE7A||phosphod
0.77282682 27115 NM_018945 Hs.546364 Phosphodiesterase 7B ||PDE7B||phosphodiestera



0.43523626 5157 NM_006207 Hs.458573 Platelet-derived growth factor re ||PRLTS||PDGRL||PDGFR
0.59034544 5160 NM_000284 Hs.530331 Pyruvate dehydrogenase (lipoam||PDHA1||PHE1A||PDHCE
0.59034544 5161 NM_005390 Hs.131361 Pyruvate dehydrogenase (lipoam||PDHA2||Pyruvate dehydr
-0.0209672 5162 NM_000925 Hs.161357 Pyruvate dehydrogenase (lipoam||PDHB||E1, BETA POLYP
0.25275488 64714 NM_006849 Hs.66581 Protein disulfide isomerase-asso||PDIP||PDIA2||Protein dis
-0.05746348 10954 NM_006810 Hs.477352 Protein disulfide isomerase-asso||PDIR||PDIA5||Protein dis
0.65421392 55066 NM_017990 Hs.461183 Pyruvate dehydrogenase phosp ||||PDPR||Pyruvate dehydr
0.2162586 55825 NM_018441 Hs.281680 Peroxisomal trans-2-enoyl-CoA ||PECR||TERP||peroxisom
1.1651618 56652 NM_021830 Hs.22678 Progressive external ophthalmo ||TWINKLE||PEO1||C10O
1.08304518 5223 NM_002629 Hs.447492 Phosphoglycerate mutase 1 (bra||PGAM1||PGAMA||PGAM
1.10129332 5229 NM_005023 Hs.254006 Protein geranylgeranyltransferas||PGGT1B||protein gerany
0.11589384 5257 NM_000293 Hs.78060 Phosphorylase kinase, beta ||PHKB||Phosphorylase ki
0.28925115 162466 NM_178500 Hs.405607 Phosphatase, orphan 1 ||PHOSPHO1||Phosphata
1.07392111 29085 NM_014172 Hs.409834 Phosphohistidine phosphatase 1||PHPT1||Phosphohistidin
0.38049185 5277 NM_002641 Hs.137154 Phosphatidylinositol glycan, clas||PNH||PIGAP1||PIGA||PIG
0.3348715 5289 NM_002647 Hs.464971 Phosphoinositide-3-kinase, clas ||PIK3C3||Phosphoinositid
0.14326604 5293 NM_005026 Hs.518451 Phosphoinositide-3-kinase, cata||||PIK3CD||Phosphoinosit
1.10129332 8395 NM_003558 Hs.534371 Phosphatidylinositol-4-phosphat ||STM7||PIP5K1B||MSS4, 
0.95530821 23396 NM_012398 Hs.282177 Phosphatidylinositol-4-phosphat ||PIP5K1C||PIP5K1-GAMM
0.38961592 200576 NM_015040 Hs.173939 Phosphatidylinositol-3-phosphat ||PIP5K3||phosphatidylino
0.49910475 5321 NM_024420 Hs.497200 Phospholipase A2, group IVA (c ||CPLA2-ALPHA||PLA2G4
-0.34030963 5327 NM_000930 Hs.491582 Plasminogen activator, tissue ||PLAT||Plasminogen activ
-0.43155032 5328 NM_002658 Hs.77274 Plasminogen activator, urokinas||||PLAU||Plasminogen act
0.61771765 5331 NM_000932 Hs.523761 Phospholipase C, beta 3 (phosp||||PLCB3||Phospholipase 
0.10676977 5332 NM_000933 Hs.472101 Phospholipase C, beta 4 ||PLCB4||PHOSPHOLIPA
-0.27644114 5337 NM_002662 Hs.478230 Phospholipase D1, phophatidylc||PLD1||phospholipase D1
0.48998068 5351 NM_000302 Hs.75093 Procollagen-lysine 1, 2-oxogluta||LLH||PLOD1||LH1||LYSIN
0.67246206 5373 NM_000303 Hs.459855 Phosphomannomutase 2 ||PMM2||Phosphomannom
0.10676977 5406 NM_000936 Hs.501135 Pancreatic lipase ||PNLIP||Pancreatic lipase
1.43888388 5407 NM_006229 Hs.73923 Pancreatic lipase-related protein||PLRP1||PNLIPRP1||Panc
0.22538267 5409 NM_002686 Hs.1892 Phenylethanolamine N-methyltra||PNMT||PENT||phenyleth
0.30749929 5433 NM_004805 Hs.444887 Polymerase (RNA) II (DNA direc||POLR2D||POLYMERASE
0.80019903 10585 NM_007171 Hs.522449 Protein-O-mannosyltransferase ||POMT1||RT||protein-O-m
0.95530821 5444 NM_000446 Hs.370995 Paraoxonase 1 ||ARYLESTERASE||PON1
1.14691366 5445 NM_000305 Hs.530077 Paraoxonase 2 ||PON2||Paraoxonase 2||
0.22538267 5446 NM_000940 Hs.440967 Paraoxonase 3 ||PON3||Paraoxonase 3||
0.30749929 5447 NM_000941 Hs.354056 P450 (cytochrome) oxidoreducta||POR||CYTOCHROME P
0.46260847 27068 NM_006903 Hs.480452 Inorganic pyrophosphatase 2 ||PPA2||Inorganic pyropho
0.83669531 8611 NM_003711 Hs.435122 Phosphatidic acid phosphatase ||PPAP2A||phosphatidic a
0.69983427 51645 NM_016059 Hs.27693 Peptidylprolyl isomerase (cyclop||PPIL1||CYPL1||CYCLOP
0.17063825 5498 NM_000309 Hs.517373 Protoporphyrinogen oxidase ||PPOX||Protoporphyrinog
0.94618414 5538 NM_000310 Hs.3873 Palmitoyl-protein thioesterase 1 ||PPT1||Palmitoyl-protein t
0.60859358 5547 NM_005040 Hs.523936 Prolylcarboxypeptidase (angiote ||||PRCP||Prolylcarboxypep
0.31662336 5557 NM_000946 Hs.534339 Primase, polypeptide 1, 49kDa ||PRIM1||PRIMASE POLY
-0.45892253 5625 NM_016335 Hs.517352 Proline dehydrogenase (oxidase||PRODH||PRODH1||PRO
1.47538016 58510 NM_021232 Hs.515366 Proline dehydrogenase (oxidase||PRODH2||Proline dehyd
0.90056379 10279 NM_005865 Hs.274407 Protease, serine, 16 (thymus) ||TSSP||PRSS16||THYMU
0.77282682 5651 NM_002772 Hs.149473 Protease, serine, 7 (enterokinas||PROENTEROKINASE||P
1.05567297 219595 NM_153696 Hs.523961 Folate hydrolase (prostate-spec ||||FOLH1||Folate hydrolas
0.84581938 5699 NM_002801 Hs.9661 Proteasome (prosome, macropa||PSMB10||PROTEASOM
1.08304518 5692 NM_002796 Hs.89545 Proteasome (prosome, macropa||PSMB4||PROTEASOME



0.05202535 5694 NM_002798 Hs.77060 Proteasome (prosome, macropa||PSMB6||LMPY||PROTEA
1.1651618 5698 NM_002800 Hs.381081 Proteasome (prosome, macropa||RING12||PSMB9||LMP2|
0.88231566 9791 NM_014754 Hs.292579 Phosphatidylserine synthase 1 ||PTDSS1||Phosphatidylse
0.48998068 5740 NM_000961 Hs.302085 Prostaglandin I2 (prostacyclin) s||PGIS||PTGIS||CYP8A1||P
0.44436033 65263 NM_023078 Hs.165186 Pyrroline-5-carboxylate reductas||PYCRL||Pyrroline-5-carb
0.55384916 5860 NM_000320 Hs.75438 Quinoid dihydropteridine reducta||PKU2||QDPR||PHENYLK
-1.75454036 5875 NM_004581 Hs.377992 Rab geranylgeranyltransferase, ||RABGGTA||Rab geranylg
-1.58118305 5876 NM_004582 Hs.78948 Rab geranylgeranyltransferase, ||RABGGTB||GG TRANSF
-1.24359249 9986 NM_005133 Hs.553511 RCE1 homolog, prenyl protein p||RCE1||PRENYL PROTE
-1.44432201 5959 NM_002905 Hs.172914 Retinol dehydrogenase 5 (11-cis||RDH5||RDH1, FORMER
-0.93337413 50700 NM_015725 Hs.272405 Retinol dehydrogenase 8 (all-tra||RDH8||PRRDH||RETINO
-0.55928729 5972 NM_000537 Hs.3210 Renin ||Renin||REN||
-1.16147586 10248 NM_005837 Hs.416994 Processing of precursor 7, ribon||RPP20||POP7||RIBONUC
-0.05746348 6240 NM_001033 Hs.383396 Ribonucleotide reductase M1 po||RRM1||RIBONUCLEOTI
-0.3494337 6241 NM_001034 Hs.226390 Ribonucleotide reductase M2 po||RRM2||RIBONUCLEOTI
-0.59578357 50484 NM_015713 Hs.512592 Ribonucleotide reductase M2 B ||RRM2B||P53R2||RIBONU
-1.33483318 55811 NM_018417 Hs.320892 Testicular soluble adenylyl cycla||SAC||HCA2||ADENYLYL
-1.5355627 6296 NM_005622 Hs.160976 SA hypertension-associated hom||SAH||SA hypertension-as
-1.38957759 1757 NM_007101 Hs.198003 Sarcosine dehydrogenase ||1.5.99.2||DMGDHL1||SD
-1.71804409 6303 NM_002970 Hs.28491 Spermidine/spermine N1-acetylt||SAT||SSAT||spermidine/s
-1.59943119 6307 NM_006745 Hs.105269 Sterol-C4-methyl oxidase-like ||SC4MOL||ERG25||sterol
-1.0611111 6391 NM_003001 Hs.444472 Succinate dehydrogenase comp####################
-0.9424982 113675 NM_138432 Hs.337594 Serine dehydratase-like ||SDSL||Serine dehydratas
-0.68702426 29843 NM_014554 Hs.371957 SUMO1/sentrin specific proteas ||SENP1||SUMO1/sentrin 
-0.87862971 80854 NM_030648 Hs.480792 SET domain-containing protein ||SET7||SET9||KIAA1717|
-0.39505404 387893 NM_020382 Hs.443735 PR/SET domain containing prot ||||SET8||PR/SET domain 
-1.38045352 81537 NM_030791 Hs.24678 Sphingosine-1-phosphate phosp||SGPP1||Sphingosine-1-p
-1.48081829 6448 NM_000199 Hs.31074 N-sulfoglucosamine sulfohydrola||SGSH||HSS||N-sulfogluc
-0.88775378 23677 NM_014521 Hs.516777 SH3-domain binding protein 4 ||BOG25||SH3BP4||SH3-d
-1.88227733 6470 NM_004169 Hs.513987 Serine hydroxymethyltransferas ||SHMT1||SERINE HYDRO
-0.97899448 6472 NM_005412 Hs.75069 Serine hydroxymethyltransferas ||SHMT2||GLY A+||SERIN
-0.96074634 6480 NM_003032 Hs.207459 ST6 beta-galactosamide alpha-2||ST6GAL1||SIAT1||ST6G
-0.4954188 6482 NM_003033 Hs.374257 ST3 beta-galactoside alpha-2,3-||||SIAT4A||ST3 beta-galac
-0.54103915 8869 NM_003896 Hs.415117 ST3 beta-galactoside alpha-2,3-||ST3GALV||ST3GAL5||SI
-1.17059993 10419 NM_006109 Hs.367854 SKB1 homolog (S. pombe) ||SKB1||IBP72||ICLN-BIND
-0.03009127 11001 NM_003645 Hs.11729 Solute carrier family 27 (fatty ac ||VLACS||FACVL1||SLC27
-1.28921283 6519 NM_000341 Hs.112916 Solute carrier family 3 (cystine, d####################
-1.58118305 11039 NM_021652 Hs.482411 SMA4 ||||SMA4||
-1.51731456 6609 NM_000543 Hs.498173 Sphingomyelin phosphodiestera||SMPD1||ASM||SPHINGO
-1.30746097 55512 NM_018667 Hs.368421 Sphingomyelin phosphodiestera||SMPD3||sphingomyelin p
-0.96074634 8435 NM_003578 Hs.20580 Sterol O-acyltransferase 2 ||ACACT2||ACAT2||SOAT
-0.64140391 6697 NM_003124 Hs.301540 Sepiapterin reductase (7,8-dihyd||SPR||sepiapterin reducta
-0.55928729 10558 NM_006415 Hs.90458 Serine palmitoyltransferase, long||HSN1||LCB1||SPTLC1||S
-0.86038158 6713 NM_003129 Hs.71465 Squalene epoxidase ||SQLE||Squalene epoxida
-0.18520045 6715 NM_001047 Hs.552 Steroid-5-alpha-reductase, alph ||SRD5A1||STEROID 5-AL
-0.39505404 6716 NM_000348 Hs.458345 Steroid-5-alpha-reductase, alph ||SRD5A2||STEROID 5-AL
-1.35308132 6723 NM_003132 Hs.76244 Spermidine synthase ||SRM||SPS1||Spermidine
-1.6541756 6768 NM_021978 Hs.504315 Suppression of tumorigenicity 14||MTSP1||ST14||MEMBRA
-1.31658504 6764 NM_005418 Hs.117715 Suppression of tumorigenicity 5 ||HTS1||ST5||HELA TUMO
-1.48994236 55959 NM_018837 Hs.162016 Sulfatase 2 ||SULF2||Sulfatase 2||
-1.57205898 6817 NM_001055 Hs.142 Sulfotransferase family, cytosoli ||ST1A3||STP1||SULT1A1



-1.13410365 6834 NM_003172 Hs.512464 Surfeit 1 ||SURF1||Surfeit 1||
-0.34030963 8871 NM_003898 Hs.434494 Synaptojanin 2 ||SYNJ2||Synaptojanin 2||
-0.33118556 6888 NM_006755 Hs.438678 Transaldolase 1 ||TALDO1||Transaldolase 
-0.03009127 6901 NM_000116 Hs.409911 Tafa11in (cardiomyopathy, dilate||G4.5||TAZ||tafa11in (card
0.10676977 6916 NM_001061 Hs.520757 Thromboxane A synthase 1 (pla||||TBXAS1||Thromboxane
-1.39870166 55775 NM_018319 Hs.209945 Tyrosyl-DNA phosphodiesterase||TDP1||tyrosyl-DNA phos
-1.69067188 51106 NM_016020 Hs.279908 Transcription factor B1, mitocho||CGI75||TFB1M||transcrip
-1.40782573 64216 NM_022366 Hs.7395 Transcription factor B2, mitocho||TFB2M||transcription fac
-1.18884807 7036 NM_003227 Hs.544932 Transferrin receptor 2 ||TFR2||Transferrin recept
-1.17059993 7037 NM_003234 Hs.529618 Transferrin receptor (p90, CD71||TRFR||TFRC||transferrin
-1.2983369 26027 NM_015547 Hs.550510 Thioesterase, adipose associate||BFIT2||THEA||THIOEST
-1.04286296 7108 NM_003273 Hs.31130 Transmembrane 7 superfamily m||ANG1||TM7SF2||TRANS
-0.03009127 64699 NM_024022 Hs.208600 Transmembrane protease, serin||TMPRSS3||Transmembr
-0.38592997 7167 NM_000365 Hs.524219 Triosephosphate isomerase 1 ||TPI1||Triosephosphate is
-0.44067439 7172 NM_000367 Hs.444319 Thiopurine S-methyltransferase ||TPMT||6-@MERCAPTO
-1.5355627 8295 NM_003496 Hs.203952 Transformation/transcription dom||TRRAP||PAF400||Transf
-1.32570911 81567 NM_022085 Hs.150837 Thioredoxin domain containing 5||||TXNDC5||Thioredoxin d
-1.63592746 7299 NM_000372 Hs.503555 Tyrosinase (oculocutaneous alb ||TYR||tyrosinase (oculocu
-1.43519794 7306 NM_000550 Hs.270279 Tyrosinase-related protein 1 ||b-PROTEIN||TRP||GP75
-1.38957759 53347 NM_018961 Hs.473912 Ubiquitin associated and SH3 do||CLIP4||UBASH3A||STS2
-1.16147586 7317 NM_003334 Hs.533273 Ubiquitin-activating enzyme E1 (||tsA1S9||UBE1||UBIQUIT
-1.08848331 9039 NM_003968 Hs.154320 Ubiquitin-activating enzyme E1C||UBE1C||ubiquitin-activat
-0.63227984 7319 NM_003336 Hs.379466 Ubiquitin-conjugating enzyme E ||UBE2A||RAD6A||HHR6A
-0.65965205 7320 NM_003337 Hs.385986 Ubiquitin-conjugating enzyme E ||UBE2B||RAD6B||HHR6B
-0.45892253 11065 NM_007019 Hs.93002 Ubiquitin-conjugating enzyme E ||UBE2C||ubiquitin-conjug
-1.43519794 7322 NM_003339 Hs.108332 Ubiquitin-conjugating enzyme E ||UBE2D2||UBIQUITIN-CO
-1.00636668 7323 NM_003340 Hs.518773 Ubiquitin-conjugating enzyme E ||UBE2D3||UBIQUITIN-CO
-0.9424982 7324 NM_003341 Hs.164853 Ubiquitin-conjugating enzyme E ||UBE2E1||UBIQUITIN-CO
-1.0611111 10477 NM_006357 Hs.470804 Ubiquitin-conjugating enzyme E ||UBE2E3||UBIQUITIN-CO
-1.16147586 7327 NM_003343 Hs.529420 Ubiquitin-conjugating enzyme E ||UBE2G2||UBC7, S. CER
-1.42607387 7328 NM_003344 Hs.344165 Ubiquitin-conjugating enzyme E ||UBE2H||ubiquitin-conjug
-0.27644114 23118 NM_015093 Hs.269775 Mitogen-activated protein kinase||||MAP3K7IP2||Mitogen-ac
-0.21257266 56954 NM_020202 Hs.439152 Nitrilase family, member 2 ||NIT2||Nitrilase family, me
-0.33118556 9159 NM_004716 Hs.443752 Proprotein convertase subtilisin/ ||LPC||PC8||PCSK7||LYMP
0.16151418 6469 NM_000193 Hs.121539 Sonic hedgehog homolog (Dros ||SHH||sonic hedgehog ho
-2.02826244 7329 NM_003345 Hs.302903 Ubiquitin-conjugating enzyme E ||UBE2I||ubiquitin-conjuga
-1.76366443 51465 NM_016021 Hs.163776 Ubiquitin-conjugating enzyme E ||UBE2J1||ubiquitin-conjug
-2.04651058 118424 NM_058167 Hs.191987 Ubiquitin-conjugating enzyme E ||UBE2J2||ubiquitin-conjug
-1.87315327 55585 NM_017582 Hs.516587 Ubiquitin-conjugating enzyme E ||UBE2Q||ubiquitin-conjug
-1.96439396 54926 NM_017811 Hs.11184 Ubiquitin-conjugating enzyme E ||UBE2R2||ubiquitin-conju
-1.72716816 7336 NM_003350 Hs.491695 Ubiquitin-conjugating enzyme E ||MMS2||EDPF1||UBE2V2
-1.66329967 8266 NM_014235 Hs.76480 Ubiquitin-like 4 ||DXS254E||UBL4||GDX||U
-1.52643863 55293 NM_018314 Hs.407991 Ubiquitin-conjugating enzyme E ||UEV3||ubiquitin-conjugat
-1.93702175 7353 NM_005659 Hs.474213 Ubiquitin fusion degradation 1-li ||UFD1L||Ubiquitin fusion 
-1.49906643 7357 NM_003358 Hs.304249 UDP-glucose ceramide glucosyl ||GCS||UGCG||GLUCOSY
-2.65782322 54659 NM_019093 Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
-1.59943119 54657 NM_007120 Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
-1.43519794 54578 NM_001072 Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
-1.39870166 54576 NM_019076 Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
-1.28921283 54600 NM_021027 Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
-1.57205898 7366 NM_001076 Hs.150207 UDP glycosyltransferase 2 famil ####################



-1.75454036 7363 NM_021139 Hs.285887 UDP glycosyltransferase 2 famil ####################
-1.69979595 7368 NM_003360 Hs.144197 UDP glycosyltransferase 8 (UDP||CGT||UGT8||CEREBRO
-1.37132946 7372 NM_000373 Hs.2057 Uridine monophosphate synthet ####################
-1.18884807 7374 NM_003362 Hs.191334 Uracil-DNA glycosylase ||UNG||DGU||UNG1||uraci
-2.47534184 10309 NM_021147 Hs.3041 Uracil-DNA glycosylase 2 ||UNG2||uracil-DNA glycos
-1.33483318 7378 NM_003364 Hs.488240 Uridine phosphorylase 1 ||UPP1||Uridine phosphory
-1.32570911 10975 NM_006830 Hs.8372 Ubiquinol-cytochrome c reducta ||UQCR||ubiquinol-cytochr
-1.01549075 7384 NM_003365 Hs.119251 Ubiquinol-cytochrome c reducta ||UQCRC1||CYTOCHROM
-1.44432201 7385 NM_003366 Hs.528803 Ubiquinol-cytochrome c reducta ||UQCRC2||UBIQUINOL-C
-0.98811855 7386 NM_006003 Hs.170107 Ubiquinol-cytochrome c reducta ||UQCRFS1||ubiquinol-cyt
-1.28008876 7388 NM_006004 Hs.481571 Ubiquinol-cytochrome c reducta ||UQCRH||Ubiquinol-cytoc
-0.98811855 7389 NM_000374 Hs.78601 Uroporphyrinogen decarboxylas ||UROD||Uroporphyrinoge
-0.66877612 7390 NM_000375 Hs.501376 Uroporphyrinogen III synthase (c||UROS||uroporphyrinogen
-0.67790019 8876 NM_004666 Hs.12114 Vanin 1 ||VNN1||Vanin 1||
-2.04651058 8875 NM_004665 Hs.293130 Vanin 2 ||VNN2||Vanin 2||
-1.31658504 83451 NM_031295 Hs.182476 Abhydrolase domain containing ||WBSCR21||ABHD11||Ab
-1.12497958 7511 NM_020383 Hs.390623 X-prolyl aminopeptidase (amino ||SAMP||XPNPEPL||XPNP
-1.14322772 10269 NM_005857 Hs.132642 Zinc metallopeptidase (STE24 h||FACE1||ZMPSTE24||ZIN
-1.24359249 28 NM_020469 Hs.495420 ABO blood group (transferase A####################
-1.26184062 26 NM_001091 Hs.521296 Amiloride binding protein 1 (ami ||AOC1||DAO||1.4.3.6||AB
-1.16147586 31 NM_198834 Hs.160556 Acetyl-Coenzyme A carboxylase####################
-0.99724262 32 NM_001093 Hs.234898 Acetyl-Coenzyme A carboxylase||6.3.4.14||ACACB||6.4.1.2
-0.83300937 55902 NM_018677 Hs.517034 Acetyl-Coenzyme A synthetase ||ACS||ACAS2||ACETYL-C
-0.4954188 1636 NM_000789 Hs.298469 Angiotensin I converting enzyme####################
-0.79651309 43 NM_000665 Hs.154495 Acetylcholinesterase (YT blood ||ACHE||3.1.1.7||acetylcho
-1.45344608 22985 NM_014977 Hs.124490 Apoptotic chromatin condensatio||ACIN1||ACINUS||Apopto
-1.48081829 8751 NM_003815 Hs.312098 A disintegrin and metalloproteina||ADAM15||MDC15||META
-0.96987041 6868 NM_003183 Hs.404914 A disintegrin and metalloproteina||ADAM17||TACE||TUMOR
-0.90600192 8748 NM_003814 Hs.177984 A disintegrin and metalloproteina||ADAM20||A disintegrin a
-0.48629474 8747 NM_003813 Hs.178748 A disintegrin and metalloproteina||ADAM21||A disintegrin a
-1.31658504 10863 NM_014265 Hs.528304 A disintegrin and metalloproteina||ADAM28||MDCL||METAL
-1.11585552 11085 NM_021794 Hs.283011 A disintegrin and metalloproteina||ADAM30||A disintegrin a
-0.86950565 81794 NM_030957 Hs.465818 A disintegrin-like and metallopro||ADAMTS10||A DISINTEG
-1.07023517 170689 NM_139055 Hs.534221 A disintegrin-like and metallopro||ADAMTS15||A DISINTEG
-0.96987041 170691 NM_139057 Hs.459524 A disintegrin-like and metallopro||ADAMTS17||A DISINTEG
-1.9826421 171019 NM_133638 Hs.23751 A disintegrin-like and metallopro||ADAMTS19||A DISINTEG
-1.40782573 80070 NM_025003 Hs.287554 A disintegrin-like and metallopro||ADAMTS20||A disintegrin
-1.43519794 9508 NM_014243 Hs.151435 A disintegrin-like and metallopro||ADAMTS3||A DISINTEG
-2.03738651 9507 NM_005099 Hs.211604 A disintegrin-like and metallopro||ADAMTS4||AGGRECAN
-0.55016322 11174 NM_014273
-1.93702175 11173 NM_014272 Hs.16441 A disintegrin-like and metallopro||ADAMTS7||A DISINTEG
-0.87862971 56999 NM_020249 Hs.549184 A disintegrin-like and metallopro||ADAMTS9||A DISINTEG
-1.35308132 124 NM_000667 Hs.368549 Alcohol dehydrogenase 1A (clas####################
-1.03373889 126 NM_000669 Hs.2523 Alcohol dehydrogenase 1C (clas####################
-1.7727885 141 NM_001125 Hs.99884 ADP-ribosylarginine hydrolase ||ARH1||3.2.2.19||ADPRH
-1.60855526 10038 NM_005484 Hs.409412 Poly (ADP-ribose) polymerase fa||||PARP2||Poly (ADP-ribos
-2.66694729 159 NM_001126 Hs.498313 Adenylosuccinate synthase ||ADEH||6.3.4.4||MGC204
-2.14687534 172 NM_001132 Hs.513832 AFG3 ATPase family gene 3-like||||AFG3L1||AFG3 ATPase
-1.6541756 57379 NM_020661 Hs.149342 Activation-induced cytidine deam||AICDA||AID||Activation-in
-1.54468677 80709 NM_030767 Hs.494895 AT-hook transcription factor ||AKNA||AT-hook transcrip
-1.38957759 59344 NM_021628 Hs.232770 Arachidonate lipoxygenase 3 ||ALOXE3||LOX TYPE 3||A



-1.179724 249 NM_000478 Hs.75431 Alkaline phosphatase, liver/bone####################
-1.6541756 251 NM_031313 Hs.333509 Alkaline phosphatase, placental ####################
-1.03373889 64682 NM_022662 Hs.436527 Anaphase promoting complex s ||ANAPC1||ANAPHASE-P
-1.36220539 51433 NM_016237 Hs.7101 Anaphase promoting complex s ||ANAPC5||ANAPHASE-P
-1.02461482 283 NM_001145 Hs.283749 Angiogenin, ribonuclease, RNas||||RNASE4||Angiogenin, r
-1.44432201 10930 NM_006789 Hs.227457 Apolipoprotein B mRNA editing ||APOBEC1-LIKE||APOBE
-1.38957759 200315 NM_145699 Hs.348983 Apolipoprotein B mRNA editing ||APOBEC3A||PHORBOL
-0.74176868 27350 NM_014508 Hs.441124 Apolipoprotein B mRNA editing ||APOBEC3C||APOLIPOP
-1.35308132 60489 NM_021822 Hs.474853 Apolipoprotein B mRNA editing ||||APOBEC3G||Apolipopro
-1.58118305 379 NM_001661 Hs.183153 ADP-ribosylation factor 4-like ||ARL6||ARF4L||ADP-ribos
-1.23446842 10139 NM_003224 Hs.389277 ADP-ribosylation factor related p||ARP||ARFRP1||ADP-RIB
-1.19797214 383 NM_000045 Hs.440934 Arginase, liver ||ARG1||3.5.3.1||A-I||Argin
-0.43155032 388 NM_004040 Hs.502876 Ras homolog gene family, mem ||ARH6||ARHB||RHOH6||R
-2.31110859 29984 NM_014578 Hs.15114 Ras homolog gene family, mem ||RHOHP1||ARHD||RHOD
-2.78556019 54509 NM_019034 Hs.223617 Ras homolog gene family, mem ||RHOF||ras homolog gen
-2.29286045 391 NM_001665 Hs.501728 Ras homolog gene family, mem ||ARHG||RHOG||RAS HO
-2.07388279 9077 NM_004675 Hs.194695 DIRAS family, GTP-binding RAS||ARHI||DIRAS3||DIRAS fa
-2.27461231 57381 NM_020663 Hs.525389 Ras homolog gene family, mem ||RHOJ||TCL||ARHJ||TC10
-2.42972149 8153 NM_005440 Hs.436395 Rho family GTPase 2 ||||ARHN||Rho family GTP
-2.36585301 23433 NM_012249 Hs.549125 Ras homolog gene family, mem ||ARHQ||RHOQ||RAS-LIK
-2.31110859 10124 NM_005738 Hs.245540 ADP-ribosylation factor-like 4A ||ARL4A||ADP-ribosylation
-1.88227733 410 NM_000487 Hs.88251 Arylsulfatase A ||CEREBROSIDE-SULFA
-1.59030712 411 NM_000046 Hs.149103 Arylsulfatase B ####################
-1.99176617 445 NM_000050 Hs.160786 Argininosuccinate synthetase ||ASS||CTLN1||ASS1||6.3.
-2.44796963 549 NM_001698 Hs.175905 AU RNA binding protein/enoyl-C||AUH||3-methylglutaconyl
-3.02278599 11332 NM_007274 Hs.126137 Brain acyl-CoA hydrolase ||BACH||brain acyl-CoA hy
-1.93702175 10919 NM_006709 Hs.520038 HLA-B associated transcript 8 ||G9A||BAT8||NG36||HLA-
-2.5757066 590 NM_000055 Hs.420483 Butyrylcholinesterase ||CHE1||BCHE||3.1.1.8||Bu
-2.24724011 4671 NM_004536 Hs.519374 Baculoviral IAP repeat-containin||BIRC1||NAIP||baculovira
-2.43884556 641 NM_000057 Hs.169348 Bloom syndrome ||RECQL2||RECQ2||BS||B
-1.73629223 83990 NM_032043 Hs.532799 BRCA1 interacting protein C-ter ||BACH1||BRIP1||BRCA1-
-2.08300686 8045 NM_003475 Hs.72925 Chromosome 11 open reading f ||HRC1||C11orf13||HRAS1
-1.61767933 80267 NM_025191 Hs.523811 Chromosome 1 open reading fra||C1orf22||Chromosome 1
-1.27096469 715 NM_001733 Hs.524224 Complement component 1, r su ||C1R||3.4.21.41||COMPLE
-2.01913837 716 NM_001734 Hs.458355 Complement component 1, s su||C1S||3.4.21.42||COMPLE
-2.40234928 55741 NM_018217 Hs.356273 Chromosome 20 open reading f ||C20orf31||Chromosome 
-2.26548824 51750 NM_016434 Hs.434878 Tumor necrosis factor receptor s||||TNFRSF6B||Tumor nec
-1.6541756 771 NM_001218 Hs.210995 Carbonic anhydrase XII ||CA12||FLJ20151||4.2.1.1
-1.60855526 768 NM_001216 Hs.63287 Carbonic anhydrase IX ||CA9||4.2.1.1||CA IX||carb
-1.95526989 823 NM_005186 Hs.502842 Calpain 1, (mu/I) large subunit ||muCANP||CANPL1||3.4.2
-1.31658504 824 NM_001748 Hs.350899 Calpain 2, (m/II) large subunit ||mCANP||CANPml||CANP
-1.28008876 826 NM_001749 Hs.515371 Calpain, small subunit 1 ||3.4.22.17||CAPN4||CDPS
-1.13410365 843 NM_001230 Hs.5353 Caspase 10, apoptosis-related c####################
-1.87315327 835 NM_001224 Hs.368982 Caspase 2, apoptosis-related cy####################
-2.19249569 837 NM_001225 Hs.138378 Caspase 4, apoptosis-related cy||ICH-2||CASP4||ICEREL-
-2.09213093 838 NM_004347 Hs.213327 Caspase 5, apoptosis-related cy||ICH-3||CASP5||ICE(rel)II
-1.59943119 10694 NM_006585 Hs.125113 Chaperonin containing TCP1, su||||CCT8||Chaperonin cont
-1.72716816 9425 NM_004824 Hs.269092 Chromodomain protein, Y-like ||CDYL||chromodomain pr
-1.88227733 1071 NM_000078 Hs.89538 Cholesteryl ester transfer protein||CETP||LIPID TRANSFER
-1.25271655 51102 NM_016011 Hs.183646 Nuclear receptor binding factor ||CGI-63||NRBF1||2-@EN
-0.56841136 1106 NM_001271 Hs.546244 Chromodomain helicase DNA b ||DKFZp781D1727||CHD2



-0.90600192 23507 NM_015350 Hs.482017 T-cell activation leucine repeat-r ||TA-LRRP||T-cell activatio
-0.38592997 10883 U25801 Hs.445061 Vac14 homolog (S. cerevisiae) ||FLJ10305||TAX1BP2||TR
-1.44432201 6902 NM_004607 Hs.291212 Tubulin-specific chaperone a ||TBCA||Tubulin-specific c
-2.43884556 6903 NM_003192 Hs.75064 Tubulin-specific chaperone c ||TBCC||CFC||Tubulin-spe
-1.59030712 6904 NM_005993 Hs.464391 Tubulin-specific chaperone d ||TBCD||Tubulin-specific c
-1.60855526 6905 NM_003193 Hs.498143 Tubulin-specific chaperone e ||TBCE||COFACTOR E||T
-1.39870166 6907 NM_005647 Hs.495656 Transducin (beta)-like 1X-linked||TBL1X||TRANSDUCIN-B
-1.69979595 6899 NM_005992 Hs.173984 T-box 1 ||TBX1||T-box 1||
-0.63227984 9096 XM_496819 Hs.251830 T-box 18 ||TBX18||T-box 18||
-0.54103915 51224 NM_016427 Hs.375035 Transcription elongation factor B||TCEB3B||transcription el
-0.00271906 8115 NM_021966 Hs.2484 T-cell leukemia/lymphoma 1A ||TCL1A||LYMPHOMA/LE
-0.63227984 9623 NM_004918 Hs.534382 T-cell leukemia/lymphoma 1B ||TCL1B||TML1||T-cell leu
-2.32935673 6988 NM_022171 Hs.517962 T-cell leukemia translocation alt ||TCTA||T-CELL LEUKEM
-1.97351803 10955 NM_006811 Hs.272168 Tumor differentially expressed 1||TDE1||Tumor differential
-1.43519794 7004 NM_003213 Hs.94865 TEA domain family member 4 ||RTEF1||TEAD4||TEF3||T
-1.56293491 7008 NM_003216 Hs.181159 Thyrotrophic embryonic factor ||||TEF||Thyrotrophic embr
-1.66329967 7009 NM_003217 Hs.35052 Testis enhanced gene transcript||TEGT||BI1||TESTIS-ENH
-0.47717067 29844 NM_013342 Hs.551537 TCF3 (E2A) fusion partner (in ch||TFPT||TCF3 (E2A) fusio
-0.66877612 7042 NM_003238 Hs.133379 Transforming growth factor, beta||TGFB2||TRANSFORMIN
-0.38592997 7059 NM_007112 Hs.169875 Thrombospondin 3 ||THBS3||THROMBOSPO
-0.35855777 51298 NM_016585 Hs.250002 Theg homolog (mouse) ||THEG||Theg homolog (m
-0.66877612 9984 NM_005131 Hs.1540 THO complex 1 ||THOC1||THO complex 1
-1.26184062 7066 NM_000460 Hs.1166 Thrombopoietin (myeloproliferat ||TPO||MGDF||THPO||MK
-1.55381084 7069 NM_003251 Hs.549072 Thyroid hormone responsive (SP||S14||THRSP||thyroid hor
-1.68154781 7070 NM_006288 Hs.134643 Thy-1 cell surface antigen ||||THY1||Thy-1 cell surfac
-1.10673145 9220 NM_004740 Hs.462590 TGFB1-induced anti-apoptotic fa||||TIAF1||TGFB1-induced 
-0.64140391 23550 NM_012455 Hs.516306 Pleckstrin and Sec7 domain con||PSD4||pleckstrin and Se
-0.65052798 26277 NM_012461 Hs.496191 TERF1 (TRF1)-interacting nucle||TIN2||TINF2||TRF1-INTE
-0.21257266 7082 NM_003257 Hs.510833 Tight junction protein 1 (zona oc||ZO1||TJP1||Tight junction
-2.101255 7088 NM_005077 Hs.197320 Transducin-like enhancer of spli ||ESG1||TLE1||ENHANCE

-0.27644114 7089 NM_003260 Hs.332173 Transducin-like enhancer of spli ||ESG2||TLE2||ENHANCE
-0.23994487 7090 NM_005078 Hs.287362 Transducin-like enhancer of spli ||ESG3||TLE3||ENHANCE
-1.12497958 7091 NM_007005 Hs.444213 Transducin-like enhancer of spli ||ESG4||TLE4||ENHANCE
-1.58118305 4071 NM_014220 Hs.351316 Transmembrane 4 L six family m||TAAL6||M3S1||TM4SF1|
-0.92425006 7102 NM_004615 Hs.441664 Tetraspanin 7 ||MXS1||TSPAN7||TM4SF
-0.60490764 7104 NM_004617 Hs.133527 Transmembrane 4 L six family m||ILTMP||TM4SF4||TRANS
-0.76001681 117531 NM_138691 Hs.371614 Transmembrane channel-like 1 ||TMC1||Transmembrane 
-0.30381335 10330 NM_014255 Hs.8752 Transmembrane protein 4 ||TMEM4||Transmembran
-0.32206149 10329 NM_014254 Hs.216386 Transmembrane protein 5 ||TMEM5||Transmembran
-0.258193 9168 NM_021103 Hs.446574 Thymosin, beta 10 ||TMSB10||THYMOSIN, B

-0.44067439 7127 NM_006291 Hs.525607 Tumor necrosis factor, alpha-ind||TNFAIP2||TUMOR NECR
-0.44067439 7125 NM_003279 Hs.182421 Troponin C2, fast ||TNNC2||troponin C2, fas
-1.43519794 7136 NM_003282 Hs.523403 Troponin I, skeletal, fast ||TNNI2||troponin I, skeleta
-1.75454036 7137 NM_000363 Hs.512709 Troponin I, cardiac ||CMH7||TNNI3||troponin I
-1.5355627 7138 NM_003283 Hs.534085 Troponin T1, skeletal, slow ||TNNT1||troponin T1, ske
-1.35308132 7139 NM_000364 Hs.533613 Troponin T2, cardiac ||TNNT2||troponin T2, car
-1.43519794 7143 NM_003285 Hs.518149 Tenascin R (restrictin, janusin) ||TENASCIN-R||TNR||tena
-1.43519794 10766 NM_016272 Hs.474978 Transducer of ERBB2, 2 ||TOB2||KIAA1663||transd
-1.57205898 7150 NM_003286 Hs.472737 Topoisomerase (DNA) I ||||TOP1||Topoisomerase (
-1.48081829 7153 NM_001067 Hs.156346 Topoisomerase (DNA) II alpha 1||TOP2A||DNA TOPOISO
-1.84578106 9214 NM_005449 Hs.58831 Fas apoptotic inhibitory molecule||FAIM3||TOSO||Fas apop



-1.4169498 11257 NM_007233 Hs.274329 TP53 activated protein 1 ||TP53AP1||TP53 activate
-1.20709621 9537 NM_006034 Hs.550494 Tumor protein p53 inducible pro ||TP53I11||Tumor protein 
-1.69979595 94241 NM_033285 Hs.492261 Tumor protein p53 inducible nuc||TP53INP1||P53DINP1||p
-1.28008876 24150 NM_015369 Hs.513537 TP53TG3 protein ||TP53TG3||TP53TG3 pro
-1.79103664 7162 NM_006670 Hs.82128 Trophoblast glycoprotein ||TPBG||M6P1||Trophobla
-1.95526989 7163 NM_005079 Hs.368433 Tumor protein D52 ||TPD52||tumor protein D5
-1.44432201 7164 NM_003287 Hs.201482 Tumor protein D52-like 1 ||TPD52L1||D53||tumor pr
-1.7454163 7165 NM_003288 Hs.473296 Tumor protein D52-like 2 ||TPD52L2||D54||tumor pr
-1.25271655 7175 NM_003292 Hs.279640 Translocated promoter region (t ||TPR||TUMOR POTENTI
-1.50819049 7178 NM_003295 Hs.374596 Tumor protein, translationally-co||HRF||TPT1||HISTAMINE
-1.47169422 126382 NM_176880 Hs.446931 TR4 orphan receptor associated||TRA16||TR4-ASSOCIAT
-1.11585552 7185 NM_005658 Hs.531251 TNF receptor-associated factor ||EBI6||TRAF1||EPSTEIN-
-1.28921283 23471 NM_014294 Hs.491988 Translocation associated memb||TRAM1||TRANSLOCATI
-1.37132946 9862 NM_014815 Hs.462983 Thyroid hormone receptor assoc||TRAP100||KIAA0130||TH
-2.05563465 9318 NM_004236 Hs.369614 COP9 constitutive photomorpho||SGN2||TRIP15||COPS2|
-0.96987041 9792 XM_376059
-1.6268034 8989 NM_007332 Hs.137674 Transient receptor potential cati ||ANKTM1||TRPA1||ANKY
-1.38045352 29850 NM_014555 Hs.272287 Transient receptor potential cati ||LTRPC5||MTR1||TRPM5
-1.49906643 79054 NM_024080 Hs.366053 Transient receptor potential cati ||TRPM8||TRPP8||transien
-1.17059993 7442 NM_018727 Hs.268606 Transient receptor potential cati ||TRPV1||VR1||CAPSAICI
-0.90600192 130560 NM_139073 Hs.121021 Spermatogenesis associated 3 ||SPATA3||Spermatogene
-1.52643863 7248 NM_000368 Hs.370854 Tuberous sclerosis 1 ||TSC1||HAMARTIN||TSC
-1.38045352 7260 NM_003310 Hs.4992 Tumor suppressing subtransfera||TSSC1||TUMOR-SUPPR
-1.67242374 10078 NM_005706 Hs.523424 Tumor suppressing subtransfera||TSSC4||TUMOR-SUPPR
-1.56293491 7263 NM_003312 Hs.474783 Thiosulfate sulfurtransferase (rh||RDS||TST||Thiosulfate su
-0.71439647 7268 NM_004623 Hs.412482 Tetratricopeptide repeat domain||TTC4||Tetratricopeptide 
-1.55381084 7275 NM_003320 Hs.231850 Tubby homolog (mouse) ||TUB||Tubby homolog (m
-1.01549075 7846 NM_006009 Hs.524395 Tubulin, alpha 3 ||TUBA3||B-ALPHA-1||Tub
-1.12497958 51807 NM_018943 Hs.137400 Tubulin, alpha 8 ||TUBAL2||TUBA8||TUBU
-1.35308132 10383 NM_006088 Hs.433615 Tubulin, beta, 2 ||TUBB2||TUBULIN, BETA
-0.7052724 27175 NM_016437 Hs.546366 Tubulin, gamma 2 ||TUBG2||TUBULIN, GAM
-1.26184062 10844 NM_006659 Hs.523370 Tubulin, gamma complex assoc ||TUBGCP2||Tubulin, gam
-1.05198703 7287 NM_003322 Hs.485208 Tubby like protein 1 ||TULP1||TUBBY-LIKE PR
-0.61403171 7288 NM_003323 Hs.104636 Tubby like protein 2 ||TULP2||TUBBY-LIKE PR
-1.15235179 7295 NM_003329 Hs.435136 Thioredoxin ||TXN||Thioredoxin||TRX||
-1.19797214 7296 NM_003330 Hs.434367 Thioredoxin reductase 1 ||||TXNRD1||Thioredoxin r
-0.78738902 7298 NM_001071 Hs.369762 Thymidylate synthetase ||||TYMS||Thymidylate syn
-0.75089274 51271 NM_016525 Hs.268963 Ubiquitin associated protein 1 ||||UBAP1||Ubiquitin assoc
-0.96987041 55833 NM_018449 Hs.493739 Ubiquitin associated protein 2 ||UBAP2||Ubiquitin associ
1.59399306 7314 NM_018955 Hs.356190 Ubiquitin B ||UBB||ubiquitin B||POLYU
-0.35855777 7316 NM_021009 Hs.520348 Ubiquitin C ||UBC||POLYUBIQUITIN||
-0.7052724 10537 NM_006398 Hs.44532 Ubiquitin D ||UBD||DIUBIQUITIN||ubiq
-0.86950565 7318 NM_003335 Hs.16695 Ubiquitin-activating enzyme E1- ||UBE1L||ubiquitin-activati
-0.52279101 7326 NM_003342 Hs.462035 Ubiquitin-conjugating enzyme E ||UBE2G1||UBC7, C. ELE
-0.79651309 9246 NM_004223 Hs.425777 Ubiquitin-conjugating enzyme E ||UBE2L6||UBIQUITIN-CO
-1.14322772 9040 NM_003969 Hs.406068 Ubiquitin-conjugating enzyme E ||UBE2M||ubiquitin-conjug
-1.04286296 7334 NM_003348 Hs.524630 Ubiquitin-conjugating enzyme E ||UBE2N||UBCHBEN||BEN
-0.5866595 7341 NM_003352 Hs.81424 SMT3 suppressor of mif two 3 h||SENTRIN||SUMO1||PIC1
-0.56841136 5412 NM_007106 Hs.145575 Ubiquitin-like 3 ||UBL3||Ubiquitin-like 3||
-0.8238853 59286 NM_024292 Hs.534477 Ubiquitin-like 5 ||UBL5||Ubiquitin-like 5||H
-0.77826495 29855 NM_016936 Hs.440219 Ubinuclein 1 ||UBN1||Ubinuclein 1||



-0.4680466 56061 NM_019116 Hs.3459 KIAA1970 protein ||||KIAA1970||KIAA1970 pr
-1.12497958 29979 NM_013438 Hs.9589 Ubiquilin 1 ||UBQLN1||Ubiquilin 1||PL
-0.62315577 50613 NM_017481 Hs.189184 Ubiquilin 3 ||UBQLN3||Ubiquilin 3||
-0.33118556 54658 NM_000463 Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
-0.38592997 9094 NM_005148 Hs.410455 Unc-119 homolog (C. elegans) ||HRG4||UNC119||HUMAN
-0.71439647 10497 NM_006377 Hs.493791 Unc-13 homolog B (C. elegans) ||UNC13B||MUNC13||unc-
-0.52279101 7381 NM_006294 Hs.131255 Ubiquinol-cytochrome c reducta ||UQCRB||UQBC||UBIQUI
-0.87862971 7401 NM_052995 Hs.380222 Usher syndrome 3A ||USH3A||USH3A GENE||
-0.64140391 7405 NM_003369 Hs.202470 UV radiation resistance associat||UVRAG||UV RADIATION
-0.3768059 8673 NM_003761 Hs.534373 Vesicle-associated membrane p||VAMP8||SYNAPTOBREV
-0.63227984 7411 NM_003372 Hs.436803 Von Hippel-Lindau binding prote||PFDN3||VBP1||PREFOL
-0.63227984 29802 NM_013378 Hs.136713 Pre-B lymphocyte gene 3 ||VPREB3||PRE-B-LYMPH
0.01552907 6293 NM_022553 Hs.480356 Vacuolar protein sorting 52 (yea ||VPS52||SACM2L||Vacuo
-0.86038158 29119 NM_013266 Hs.549149 Catenin (cadherin-associated pr||ALPHA-T-CATENIN||CT
-0.19432452 7447 NM_003385 Hs.444212 Visinin-like 1 ||VILIP||VSNL1||Visinin-lik
-0.24906893 23558 NM_012478 Hs.514489 WW domain binding protein 2 ||WBP2||WW DOMAIN-BI
-0.86038158 55695 NM_018044 Hs.546405 NOL1/NOP2/Sun domain family ||NSUN5||NOL1/NOP2/Su
-0.33118556 27159 NM_021797 Hs.128814 Eosinophil chemotactic cytokine||CHIA||AMCase||ACIDIC 
-0.03921534 30000 NM_013433 Hs.416049 Transportin 2 (importin 3, karyop||KPNB2B||TNPO2||TRN2
-0.22169673 26230 AF120323
-0.61403171 1118 NM_003465 Hs.201688 Chitinase 1 (chitotriosidase) ||CHIT1||METHYLUMBEL
-1.2983369 56994 NM_020244 Hs.293077 Choline phosphotransferase 1 ||CHPT1||Choline phospho
-1.21622028 54108 NM_017444 Hs.279704 Chromatin accessibility complex||CHRAC1||CHRAC15||YC
-1.09760738 10845 NM_006660 Hs.113823 ClpX caseinolytic protease X ho ||CLPX||ClpX caseinolytic 
-1.32570911 26504 NM_020184 Hs.175043 Cyclin M4 ||CNNM4||KIAA1592||ACD
-1.30746097 1312 NM_000754 Hs.370408 Catechol-O-methyltransferase ||catechol-O-methyltransfe
-1.68154781 1362 NM_001304 Hs.446079 Carboxypeptidase D ||CPD||carboxypeptidase D
-0.53191508 1363 NM_001873 Hs.75360 Carboxypeptidase E ||CPE||3.4.17.10||carboxyp
-0.45892253 1368 NM_001874 Hs.334873 Carboxypeptidase M ||3.4.17.12||CPM||carboxy
-0.67790019 1369 NM_001308 Hs.2246 Carboxypeptidase N, polypeptid ####################
-1.0611111 1373 NM_001875 Hs.149252 Carbamoyl-phosphate synthetas||||CPS1||Carbamoyl-phos
-1.47169422 1429 NM_001889 Hs.83114 Crystallin, zeta (quinone reducta||1.6.5.5||CRYZ||QUINON
-1.48081829 9946 NM_005111 Hs.352671 Crystallin, zeta (quinone reducta||CRYZL1||CRYSTALLIN, 
-1.69067188 1487 NM_001328 Hs.208597 C-terminal binding protein 1 ||CTBP1||C-TERMINAL-B
-1.07023517 1585 NM_000498 Hs.511880 Cytochrome P450, family 11, su ####################
-1.34395725 1586 NM_000102 Hs.438016 Cytochrome P450, family 17, su ####################
-1.28921283 1594 NM_000785 Hs.524528 Cytochrome P450, family 27, su ####################
-1.24359249 1548 NM_000762 Hs.439056 Cytochrome P450, family 2, sub ####################
-1.17059993 1549 NM_000764 Hs.250615 Cytochrome P450, family 2, sub||||CYP2A7||Cytochrome P
-0.98811855 1562 NM_000772 Hs.511872 Cytochrome P450, family 2, sub ####################
-0.96074634 1557 NM_000769 Hs.282409 Cytochrome P450, family 2, sub ####################
-1.01549075 1565 NM_000106 Hs.534311 Cytochrome P450, family 2, sub ####################
-1.15235179 1615 NM_001349 Hs.503787 Aspartyl-tRNA synthetase ||6.1.1.12||DARS||DKFZp7
-1.18884807 1621 NM_000787 Hs.223858 Dopamine beta-hydroxylase (do ||||DBH||Dopamine beta-hy
-1.27096469 1629 NM_001918 Hs.270570 Dihydrolipoamide branched cha ||||DBT||Dihydrolipoamide 
-1.35308132 9937 NM_014881 Hs.1560 DNA cross-link repair 1A (PSO2||DCLRE1A||DNA cross-lin
-0.90600192 1638 NM_001922 Hs.301865 Dopachrome tautomerase (dopa||DCT||TYRP2||5.3.3.12||D
-1.16147586 1663 NM_004399 Hs.443960 DEAD/H (Asp-Glu-Ala-Asp/His) ####################
-0.30381335 8886 NM_006773 Hs.363492 DEAD (Asp-Glu-Ala-Asp) box po||DDX18||DEAD/H BOX 18
-0.86950565 11218 NM_007204 Hs.553517 DEAD (Asp-Glu-Ala-Asp) box po||DDX20||DP103||GEMIN3
-0.99724262 1656 NM_004397 Hs.408461 DEAD (Asp-Glu-Ala-Asp) box po||||DDX6||DEAD (Asp-Glu-



-0.92425006 1676 NM_004401 Hs.484782 DNA fragmentation factor, 45kD####################
-1.15235179 1677 NM_004402 Hs.133089 DNA fragmentation factor, 40kD####################
-1.36220539 8449 NM_003587 Hs.485060 DEAH (Asp-Glu-Ala-His) box po||DDX16||DBP2||DHX16||D
-1.4169498 81889 NM_031208 Hs.513265 Fumarylacetoacetate hydrolase ||||FAHD1||Fumarylacetoa
-0.80563716 11144 NM_007068 Hs.339396 DMC1 dosage suppressor of mc||LIM15||DMC1||DISRUPT
-1.04286296 1773 NM_005223 Hs.549030 Deoxyribonuclease I ||3.1.21.1||FLJ38093||DNL
-0.65965205 1777 NM_001375 Hs.118243 Deoxyribonuclease II, lysosoma ||DNASE2A||DNASE2||3.1
-0.51366694 10059 NM_005690 Hs.550499 Dynamin 1-like ||DVLP||DRP1||DNM1L||D
-0.55928729 1786 NM_001379 Hs.202672 DNA (cytosine-5-)-methyltransfe||MGC104992||MCMT||DN
-0.95162227 1787 NM_004412 Hs.351665 DNA (cytosine-5-)-methyltransfe####################
-0.87862971 1788 NM_022552 Hs.515840 DNA (cytosine-5-)-methyltransfe####################
-1.02461482 1789 NM_006892 Hs.251673 DNA (cytosine-5-)-methyltransfe####################
-0.86038158 1791 NM_004088 Hs.534206 Deoxynucleotidyltransferase, ter####################
-0.96074634 80174 NM_025104 Hs.369998 Dbf4-related factor 1 ||DRF1||Dbf4-related facto
-0.74176868 1854 NM_001948 Hs.527980 DUTP pyrophosphatase ||dUTPase||DUT||3.6.1.23
-0.85125751 1861 NM_000113 Hs.534312 Torsin family 1, member A (tors ||DYT1||TOR1A||DQ2||TO
-0.47717067 9427 NM_004826 Hs.26880 Endothelin converting enzyme-li ||ECEL1||XCE||ENDOTHE
-0.83300937 9695 XM_376201
-0.61403171 9538 NM_004879 Hs.343911 Etoposide induced 2.4 mRNA ||PIG8||EI24||p53-INDUCE
-0.3768059 25909 NM_015446 Hs.300887 ELYS transcription factor-like pr ||ELYS||ELYS transcriptio
-1.05198703 2028 NM_001977 Hs.435765 Glutamyl aminopeptidase (amin ||ENPEP||APA||3.4.11.7||g
-0.61403171 5169 NM_005021 Hs.486489 Ectonucleotide pyrophosphatase||ENPP3||PDNP3||Ectonuc
-0.79651309 953 NM_001776 Hs.550467 Ectonucleoside triphosphate dip ||3.6.1.5||ecto-apyrase||EN
-0.65965205 956 NM_001248 Hs.441145 Ectonucleoside triphosphate dip ||ENTPD3||HB6||NTPDase
-1.02461482 957 NM_001249 Hs.131555 Ectonucleoside triphosphate dip ||ENTPD5||CD39L4||NTPD
-0.47717067 2053 NM_001979 Hs.212088 Epoxide hydrolase 2, cytoplasm ||CEH||EPHX2||SEH||3.3.2
-0.33118556 2067 NM_001983 Hs.435981 Excision repair cross-compleme####################
-0.28556521 2068 NM_000400 Hs.487294 Excision repair cross-compleme####################
-0.1395801 2073 NM_000123 Hs.258429 Excision repair cross-compleme####################
-0.4954188 9156 NM_003686 Hs.498248 Exonuclease 1 ||EXO1||HEX1||Exonuclea
-0.96987041 2138 NM_000503 Hs.491997 Eyes absent homolog 1 (Drosop||BOP||BOR||EYA1||Melnic
-0.73264461 2140 NM_001990 Hs.185774 Eyes absent homolog 3 (Drosop||DKFZp686C132||EYA3||e
-0.76914088 2070 NM_004100 Hs.549032 Eyes absent homolog 4 (Drosop####################
-0.55928729 2155 NM_000131 Hs.36989 Coagulation factor VII (serum pr####################
-1.14322772 2158 NM_000133 Hs.522798 Coagulation factor IX (plasma th####################
-0.5866595 2181 NM_004457 Hs.471461 Acyl-CoA synthetase long-chain ||6.2.1.3||PRO2194||ACSL
-0.51366694 2182 NM_004458 Hs.268785 Acyl-CoA synthetase long-chain ####################
-0.74176868 2194 NM_004104 Hs.83190 Fatty acid synthase ||2.3.1.85||FASN||MGC143
-0.23994487 54850 NM_017703 Hs.12439 F-box and leucine-rich repeat pr||FBL12||FBXL12||F-box a
-0.18520045 23014 NM_015002 Hs.159699 F-box protein 21 ||FBX21||KIAA0875||FBXO
-0.32206149 26262 NM_130465 Hs.532129 Tetraspanin 17 ||TM4SF17||TSPAN17||Te
-0.3494337 26261 NM_033506 Hs.283764 F-box protein 24 ||FBX24||FBXO24||F-box 
-0.55928729 23291 NM_012300 Hs.484138 F-box and WD-40 domain prote ####################
-0.32206149 2222 NM_004462 Hs.546253 Farnesyl-diphosphate farnesyltra||DGPT||2.5.1.21||FDFT1|
-0.38592997 2235 NM_000140 Hs.465221 Ferrochelatase (protoporphyria) ####################
-0.35855777 2237 NM_004111 Hs.409065 Flap structure-specific endonucl ||FEN1||MF1||FEN-1||RAD
-0.74176868 55033 NM_017946 Hs.390838 FK506 binding protein 14, 22 kD||FKBP14||FK506 binding 
-0.76001681 2286 NM_004470 Hs.227729 FK506 binding protein 2, 13kDa ####################
-0.05746348 2288 NM_002014 Hs.524183 FK506 binding protein 4, 59kDa ####################
-0.71439647 2289 NM_004117 Hs.407190 FK506 binding protein 5 ||||FKBP5||FK506 binding 
-0.99724262 8468 NM_003602 Hs.549079 FK506 binding protein 6, 36kDa ||||FKBP6||FK506 binding 



-0.54103915 63943 NM_022110 Hs.520042 FK506 binding protein like ||FKBPL||FK506 binding p
0.56297323 84866 NM_032780 Hs.351344 Transmembrane protein 25 ||TMEM25||Transmembra
-0.01184313 54902 NM_017775 Hs.462316 Tetratricopeptide repeat domain||||TTC19||Tetratricopeptid
0.65421392 2547 NM_001469 Hs.292493 Thyroid autoantigen 70kDa (Ku ####################
0.55384916 2617 NM_002047 Hs.404321 Glycyl-tRNA synthetase ||SMAD1||GlyRS||GARS||6
0.41698812 2633 NM_002053 Hs.62661 Guanylate binding protein 1, inte||GBP1||guanylate binding
-0.07571162 2634 NM_004120 Hs.386567 Guanylate binding protein 2, inte||GBP2||Guanylate binding
-0.18520045 80318 NM_025211 Hs.522255 G kinase anchoring protein 1 ||GKAP1||G kinase ancho
-1.23446842 2820 NM_000408 Hs.148266 Glycerol-3-phosphate dehydroge||1.1.1.8||GPD2||GDH2||G
-0.54103915 2937 NM_000178 Hs.82327 Glutathione synthetase ||GSS||MGC14098||GSHS
-0.77826495 26762 NM_012206 Hs.129711 Hepatitis A virus cellular recepto||HAVCR1||TIM1||T-CELL 
-0.44979846 79885 NM_024827 Hs.404802 Histone deacetylase 11 ||HDAC11||Histone deace
1.52100051 8841 NM_003883 Hs.519632 Histone deacetylase 3 ||HDAC3||Histone deacety
-0.08483569 55869 NM_018486 Hs.310536 Histone deacetylase 8 ||HDAC8||Histone deacety
0.28925115 3265 NM_005343 Hs.37003 V-Ha-ras Harvey rat sarcoma vi ||RASH1||HRAS1||HRAS||
0.48998068 3312 NM_006597 Hs.180414 Heat shock 70kDa protein 8 ||LAP1||HSC71||HSPA8||H
0.05202535 8519 NM_003641 Hs.458414 Interferon induced transmembra||IFITM1||IFI17||LEU13||IN
0.07939756 3508 NM_002180 Hs.503048 Immunoglobulin mu binding prot||SMUBP2||CATF1||IGHM
-0.3494337 3612 NM_005536 Hs.492120 Inositol(myo)-1(or 4)-monophos ||IMPA1||Inositol(myo)-1(o
0.01552907 3613 NM_014214 Hs.367992 Inositol(myo)-1(or 4)-monophos ||IMPA2||Inositol(myo)-1(o
-0.38592997 3628 NM_002194 Hs.32309 Inositol polyphosphate-1-phosph||INPP1||Inositol polyphos
0.44436033 28512 NM_020345 Hs.173202 NFKB inhibitor interacting Ras-li ||KBRAS1||NKIRAS1||KAP
0.54472509 28511 NM_00100134 Hs.502910 NFKB inhibitor interacting Ras-li ||KBRAS2||NKIRAS2||KAP
0.46260847 23185 XM_040265
0.28925115 23227 XM_291141 Hs.133539 Microtubule associated serine/th||MAST4||Microtubule ass
0.55384916 25778 XM_290898
-0.29468928 3845 NM_004985 Hs.505033 V-Ki-ras2 Kirsten rat sarcoma vi ||||KRAS2||V-Ki-ras2 Kirste
1.76735038 8844 XM_290793 Hs.133534 Kinase suppressor of ras ||KSR||KSR1||Kinase supp
-0.91512599 51056 NM_015907 Hs.479264 Leucine aminopeptidase 3 ||PEPS||LAP3||PEPTIDAS
-0.54103915 3931 NM_000229 Hs.387239 Lecithin-cholesterol acyltransfer ||LCAT||LECITHIN:CHOLE
0.3348715 79132 NM_024119 Hs.55918 Likely ortholog of mouse D11lgp||LGP2||likely ortholog of m
0.0976457 3978 NM_000234 Hs.1770 Ligase I, DNA, ATP-dependent ||LIG1||DNA LIGASE I||liga
0.28925115 8513 NM_004190 Hs.523130 Lipase, gastric ||LIPF||TRIACYLGLYCER
-0.06658755 9388 NM_006033 Hs.465102 Lipase, endothelial ||EDL||LIPG||Lipase, endo
0.38049185 4012 NM_005575 Hs.527199 Leucyl/cystinyl aminopeptidase ||IRAP||OXYTOCINASE||L
0.2162586 4015 NM_002317 Hs.102267 Lysyl oxidase ||LOX||Lysyl oxidase||

-0.00271906 22949 NM_012212 Hs.546348 Leukotriene B4 12-hydroxydehy ||LTB4DH||leukotriene B4 
-0.3768059 4057 NM_002343 Hs.529517 Lactotransferrin ||Lactotransferrin||LACTO
-1.03373889 9583 NM_004901 Hs.444389 Ectonucleoside triphosphate dip ||ENTPD4||LYSAL1||KIAA
-1.19797214 4143 NM_000429 Hs.282670 Methionine adenosyltransferase ####################
-0.80563716 8930 NM_003925 Hs.35947 Methyl-CpG binding domain pro ||MED1||MBD4||METHYL-
-0.65052798 51360 NM_015884 Hs.443490 Membrane-bound transcription f||||MBTPS2||Membrane-bo
-0.65052798 56922 NM_020166 Hs.47649 Methylcrotonoyl-Coenzyme A ca||MCCA||MCCC1||3-@ME
-0.76914088 4171 NM_004526 Hs.477481 MCM2 minichromosome mainte||MCM2||CDCL1||NUCLEA
-0.18520045 4172 NM_002388 Hs.179565 MCM3 minichromosome mainte||RLFB||MCM3||P1 PROT
-0.34030963 4173 NM_005914 Hs.460184 MCM4 minichromosome mainte||MCM4||CDC21, S. POM
0.28925115 4174 NM_006739 Hs.517582 MCM5 minichromosome mainte||MCM5||CDC46||MINICH
-0.16695231 4175 NM_005915 Hs.444118 MCM6 minichromosome mainte||MCM6||MINICHROMOS
-0.78738902 4176 NM_005916 Hs.438720 MCM7 minichromosome mainte||MCM7||MCM2, FORMER
-0.31293742 4224 NM_005588 Hs.179704 Meprin A, alpha (PABA peptide ||MEP1A||MEPRIN, ALPH
-1.80928478 4285 NM_005932 Hs.507498 Mitochondrial intermediate pepti ||MIPEP||Mitochondrial int



-0.52279101 4312 NM_002421 Hs.83169 Matrix metalloproteinase 1 (inter||MMP1||CLGN||COLLAGE
-0.20344859 4319 NM_002425 Hs.2258 Matrix metalloproteinase 10 (str ||STMY2||MMP10||STROM
-0.40417811 4320 NM_005940 Hs.143751 Matrix metalloproteinase 11 (str ||STMY3||MMP11||STROM
-0.74176868 4321 NM_002426 Hs.1695 Matrix metalloproteinase 12 (ma||MME||MMP12||MACROP
-0.03009127 4322 NM_002427 Hs.2936 Matrix metalloproteinase 13 (col||CLG3||MMP13||Matrix m
-0.47717067 4327 NM_002429 Hs.154057 Matrix metalloproteinase 19 ||MMP19||MMP18, FORM
0.28925115 4313 NM_004530 Hs.513617 Matrix metalloproteinase 2 (gela||CLG4A||MMP2||GELATI
-0.33118556 9313 NM_004771 Hs.302383 Matrix metalloproteinase 20 (en ||MMP20||Matrix metallopr
-0.00271906 8511
-0.34030963 8510 NM_006983 Hs.211819 Matrix metalloproteinase 23B ||||MMP23B||Matrix metallo
-0.78738902 64386 NM_022468 Hs.528670 Matrix metalloproteinase-like 1 ||||MMP25||Matrix metallop
-1.42607387 56547 NM_021801 Hs.204732 Matrix metalloproteinase 26 ||MMP26||MATRILYSIN 2
-0.86038158 79148 NM_024302 Hs.380710 Matrix metalloproteinase 28 ||MMP28||EPILYSIN||Matr
-1.40782573 4314 NM_002422 Hs.375129 Matrix metalloproteinase 3 (stro ||STMY1||MMP3||STR1||S
-1.94614582 4316 NM_002423 Hs.2256 Matrix metalloproteinase 7 (mat ||PUMP1||MMP7||PUTATI
-0.59578357 4317 NM_002424 Hs.161839 Matrix metalloproteinase 8 (neut||CLG1||MMP8||COLLAGE
-0.33118556 4318 NM_004994 Hs.297413 Matrix metalloproteinase 9 (gela||CLG4B||MMP9||GELATI
-0.03009127 64112 NM_022151 Hs.24719 Modulator of apoptosis 1 ||MOAP1||Modulator of ap
-0.44979846 4350 NM_002434 Hs.459596 N-methylpurine-DNA glycosylas ||APNG||MPG||AAG||MDG
0.03377721 4351 NM_002435 Hs.75694 Mannose phosphate isomerase ||PMI1||MPI||MANNOSEP
-0.44067439 22808 NM_012219 Hs.527021 Muscle RAS oncogene homolog||RRAS3||MRAS||muscle R
-0.68702426 4361 NM_005590 Hs.192649 MRE11 meiotic recombination 1||MRE11A||MEIOTIC REC
-0.08483569 4485 NM_020998 Hs.512587 Macrophage stimulating 1 (hepa||MSP||MST1||HGFL||MAC
-0.39505404 4600 NM_002463 Hs.926 Myxovirus (influenza virus) resis||MxB||MX2||INTERFERO
0.01552907 10514 NM_014520 Hs.22824 MYB binding protein (P160) 1a ||MYBBP1A||MYB-BINDIN
0.73633055 55728 NM_018177 Hs.396494 Nedd4 binding protein 2 ||N4BP2||Nedd4 binding p
0.65421392 4735 NM_004404 Hs.335057 Septin 2 ||SEPT2||NEDD5||Septin 2
-1.07023517 57486 NM_020726 Hs.247460 Neurolysin (metallopeptidase M3||NLN||neurolysin (metallo
-0.39505404 9520 NM_006310 Hs.443837 Aminopeptidase puromycin sens||||NPEPPS||Aminopeptida
-1.09760738 4893 NM_002524 Hs.486502 Neuroblastoma RAS viral (v-ras ||NRAS||NRAS1||ONCOG
-1.12497958 4913 NM_002528 Hs.66196 Nth endonuclease III-like 1 (E. c||NTHL1||OCTS3||NTH1||E
-2.27461231 4938 NM_002534 Hs.524760 2',5'-oligoadenylate synthetase 1||OAS1||OIAS||2-PRIME,5
-0.86038158 4939 NM_002535 Hs.414332 2'-5'-oligoadenylate synthetase 2||p69||OAS2||2-PRIME,5-P
-1.39870166 4940 NM_006187 Hs.528634 2'-5'-oligoadenylate synthetase 3||p100||OAS3||2-PRIME,5-
-0.71439647 4946 NM_004152 Hs.446427 Ornithine decarboxylase antizym||OAZ1||Ornithine decarbo
-0.71439647 4968 NM_002542 Hs.380271 8-oxoguanine DNA glycosylase ||OGG1||8-@OXOGUANI
-0.73264461 8473 NM_181672 Hs.405410 O-linked N-acetylglucosamine (G####################
-1.63592746 5009 NM_000531 Hs.117050 Ornithine carbamoyltransferase ||OTC||Ornithine carbamo
-1.8914014 5051 NM_000437 Hs.477083 Platelet-activating factor acetylh ||PAFAH2||platelet-activat
-2.38410115 5053 NM_000277 Hs.325404 Phenylalanine hydroxylase ||PKU1||PAH||PHENYLKE
0.18888639 80025 NM_024960 Hs.516859 Pantothenate kinase 2 (Hallervo||PANK2||pantothenate kin
-0.1395801 5069 NM_002581 Hs.494928 Pregnancy-associated plasma p||||PAPPA||Pregnancy-ass
0.01552907 5091 NM_000920 Hs.89890 Pyruvate carboxylase ||PC||Pyruvate carboxylas
-1.38045352 5095 NM_000282 Hs.80741 Propionyl Coenzyme A carboxyl ||PCCA||pccA COMPLEM
-0.63227984 5111 NM_002592 Hs.147433 Proliferating cell nuclear antigen||PCNA||Proliferating cell n
-1.05198703 5119 NM_002768 Hs.461777 Procollagen (type III) N-endopep||PRSM1||PCOLN3||META
-0.69614833 5136 NM_005019 Hs.416061 Phosphodiesterase 1A, calmodu||HCAM1||PDE1A||phosph
-1.38957759 5153 NM_000924 Hs.530871 Phosphodiesterase 1B, calmodu||PDE1B||PDE1B1||phosp
-1.08848331 5137 NM_005020 Hs.487897 Phosphodiesterase 1C, calmodu||HCAM3||PDE1C||phosph
-0.68702426 8654 NM_001083 Hs.370661 Phosphodiesterase 5A, cGMP-s||PDE5A||phosphodiestera
-0.91512599 5152 NM_002606 Hs.473927 Phosphodiesterase 9A ||HSPDE9A2||PDE9A||pho



-0.66877612 5190 NM_000287 Hs.107410 Peroxisomal biogenesis factor 6####################
-0.51366694 5251 NM_000444 Hs.495834 Phosphate regulating endopepti ####################
-0.86950565 26227 NM_006623 Hs.487296 Phosphoglycerate dehydrogena ||PHGDH||3PGDH||3-@PH
-0.38592997 5300 NM_006221 Hs.465849 Protein (peptidyl-prolyl cis/trans ||PIN1||DODO, DROSOPH
-0.4680466 5319 NM_000928 Hs.992 Phospholipase A2, group IB (pa ||PLA2G1B||PLA2A||PHOS
-1.78191257 5320 NM_000300 Hs.466804 Phospholipase A2, group IIA (pl ||PLA2G2A||MOM1||PLA2
-2.25636418 26279 NM_012400 Hs.189507 Phospholipase A2, group IID ||SPLASH||PLA2G2D||SEC
-0.86038158 30814 NM_014589 Hs.272372 Phospholipase A2, group IIE ||PLA2G2E||phospholipas
-1.11585552 50487 NM_015715 Hs.149623 Phospholipase A2, group III ||PLA2G3||phospholipase 
-0.1395801 5322 NM_000929 Hs.319438 Phospholipase A2, group V ||PLA2G5||phospholipase 
-0.96074634 7941 NM_005084 Hs.93304 Phospholipase A2, group VII (pl ||PAFAH||PLA2G7||LIPOP
-1.57205898 5340 NM_000301 Hs.143436 Plasminogen ||PLG||ANGIOSTATIN||Pla
-1.94614582 57026 NM_020315 Hs.474799 Pyridoxal (pyridoxine, vitamin B6||PDXP||CHRONOPHIN||C
-0.69614833 5422 NM_016937 Hs.495880 Polymerase (DNA directed), alp ||POLA||POLYMERASE, D
-1.68154781 5424 NM_002691 Hs.279413 Polymerase (DNA directed), del ||POLD1||POLYMERASE,
0.38049185 5426 NM_006231 Hs.524871 Polymerase (DNA directed), eps||POLE||POLYMERASE, D
-1.92789768 5428 NM_002693 Hs.549058 Polymerase (DNA directed), gam||POLG||POLG-ALPHA||P
-1.50819049 5429 NM_006502 Hs.439153 Polymerase (DNA directed), eta ||RAD30A||POLH||POLYM
-1.8914014 27343 NM_013274 Hs.523230 Polymerase (DNA directed), lam||POLL||POLYMERASE, D
0.59034544 5430 NM_000937 Hs.270017 Polymerase (RNA) II (DNA direc||POLR2A||RPO2||RPOL2
-0.61403171 5431 NM_000938 Hs.479814 Polymerase (RNA) II (DNA direc||POLR2B||POLYMERASE
-0.8238853 5436 NM_002696 Hs.14839 Polymerase (RNA) II (DNA direc||POLR2G||POLYMERAS
-1.67242374 11044 NM_006999 Hs.481542 Polymerase (DNA directed) sigm||POLS||POLYMERASE, D
-0.79651309 10775 NM_006627 Hs.412870 Processing of precursor 4, ribon||POP4||RPP29||RIBONUC
-1.58118305 5464 NM_021129 Hs.437403 Pyrophosphatase (inorganic) ||PP||PYROPHOSPHATA
-0.23994487 56342 NM_020230 Hs.14468 Peter pan homolog (Drosophila)||PPAN||peter pan homolo
-0.258193 5471 NM_002703 Hs.331420 Phosphoribosyl pyrophosphate a||GPAT||PPAT||GLUTAMI

-0.87862971 8500 NM_003626 Hs.530749 Protein tyrosine phosphatase, re||PPFIA1||protein tyrosine 
-1.30746097 8499 NM_003625 Hs.506216 Protein tyrosine phosphatase, re####################
-0.1122079 8541 NM_003660 Hs.413748 Protein tyrosine phosphatase, re####################
-1.42607387 8497 XM_046751
-0.24906893 5481 NM_005038 Hs.183958 Peptidylprolyl isomerase D (cycl ||CYP40||CYPD||PPID||CY
-2.03738651 9360 NM_004792 Hs.470544 Peptidyl-prolyl isomerase G (cyc||PPIG||peptidyl-prolyl isom
-0.53191508 64840 NM_022825 Hs.386453 Porcupine homolog (Drosophila ||PORCN||porcupine homo
-1.19797214 5501 NM_002710 Hs.79081 Protein phosphatase 1, catalytic ||PPP1G||PPP1CC||PROT
0.12501791 4659 NM_002480 Hs.49582 Protein phosphatase 1, regulato||PPP1R12A||MYPT1||MY
-2.20161976 54776 NM_017607 Hs.515607 Protein phosphatase 1, regulato||||PPP1R12C||Protein pho
-1.18884807 23368 NM_015316 Hs.436113 Protein phosphatase 1, regulato||PPP1R13B||ASPP1||KIA
-1.83665699 94274 NM_033256 Hs.348037 Protein phosphatase 1, regulato||CPI17||PPP1R14A||PKC
-0.86950565 26472 XM_370630
-1.87315327 81706 NM_030949 Hs.486798 Protein phosphatase 1, regulato||PPP1R14C||protein phos
-0.9424982 54866 NM_017726 Hs.192927 Protein phosphatase 1, regulato||PPP1R14D||protein phos
-1.18884807 23645 NM_014330 Hs.76556 Protein phosphatase 1, regulato||PPP1R15A||protein phos
-1.2983369 84919 NM_032833 Hs.304376 Protein phosphatase 1, regulato||PPP1R15B||protein phos
-1.19797214 5502 NM_006741 Hs.505662 Protein phosphatase 1, regulato||PPP1R1A||protein phosp
0.44436033 5504 NM_006241 Hs.184840 Protein phosphatase 1, regulato||PPP1R2||IPP2||PHOSPH
-1.10673145 5534 NM_000945 Hs.280604 Protein phosphatase 3 (formerly||PPP3R1||CNB1||CALCIN
0.26187895 55370 XM_086650
-1.17059993 151987 NM_174907 Hs.431092 Protein phosphatase 4, regulato||PPP4R2||Protein phosph
0.4534844 5558 NM_000947 Hs.485640 Primase, polypeptide 2A, 58kDa||PRIM2A||PRIMASE, p58

-0.04833941 1543 NM_000499 Hs.72912 Cytochrome P450, family 1, sub ####################



0.40786405 1889 NM_001397 Hs.195080 Endothelin converting enzyme 1||3.4.24.71||ECE1||ENDOT
-1.16147586 66036 NM_015458 Hs.528673 Myotubularin related protein 9 ||||MTMR9||Myotubularin re
0.82757124 4594 NM_000255 Hs.485527 Methylmalonyl Coenzyme A mut||MCM||MUT||METHYLMA
0.17976232 5108 NM_006197 Hs.491148 Pericentriolar material 1 ||PCM1||Pericentriolar ma
1.1377896 90673 XM_033391
0.05202535 5624 NM_000312 Hs.224698 Protein C (inactivator of coagula||PROC||PROC DEFICIEN
0.06114942 8858 NM_003891 Hs.1011 Protein Z, vitamin K-dependent ||PROZ||PZ||protein Z, vita
-0.38592997 5644 NM_002769 Hs.511525 Protease, serine, 1 (trypsin 1) ||TRY1||PRSS1||TRYPSIN
-0.45892253 5654 NM_002775 Hs.501280 Protease, serine, 11 (IGF bindin ||HTRA1||PRSS11||protea
-0.07571162 5645 NM_002770 Hs.367767 Protease, serine, 2 (trypsin 2) ||TRY2||PRSS2||TRYPSIN
-0.65965205 27429 NM_013247 Hs.115721 Protease, serine, 25 ||PRSS25||HTRA2||OMI||P
0.66333799 5682 NM_002786 Hs.102798 Proteasome (prosome, macropa||PSMA1||PROS30||HC2||
-0.64140391 5831 NM_006907 Hs.458332 Pyrroline-5-carboxylate reductas||PYCR1||Pyrroline-5-carb
0.52647695 5873 NM_004580 Hs.298651 RAB27A, member RAS oncoge ||RAB27A||RAM||RAS-ASS
0.38049185 5874 NM_004163 Hs.25318 RAB27B, member RAS oncoge ||RAB27B||RAS-ASSOCIA
-0.18520045 9364 NM_004249 Hs.306899 RAB28, member RAS oncogene||RAB28||RAB28, membe
-1.19797214 27314 NM_014488 Hs.40758 RAB30, member RAS oncogene||RAB30||RAS-ASSOCIAT
-0.65965205 84084 NM_032144 Hs.550550 RAB6C, member RAS oncogen ||RAB6C||RAB6C, membe
-0.2308208 11159 NM_007082 Hs.446425 RAB, member of RAS oncogene||RABL2A||RAB-LIKE 2A||
-0.15782824 5880 NM_002872 Hs.517601 Ras-related C3 botulinum toxin ||RAC2||RHO FAMILY, SM
0.43523626 5810 NM_002853 Hs.531879 RAD1 homolog (S. pombe) ||RAD1||RAD1 homolog (S
0.14326604 10111 NM_005732 Hs.242635 RAD50 homolog (S. cerevisiae) ||RAD50||RAD50 homolog
-0.26731707 5889 NM_002876 Hs.412587 RAD51 homolog C (S. cerevisia ||RAD51C||RAD51 homolo
0.34399557 5890 NM_002877 Hs.172587 RAD51-like 1 (S. cerevisiae) ||RAD51L1||REC2||RAD51
-0.05746348 5892 NM_002878 Hs.125244 RAD51-like 3 (S. cerevisiae) ||RAD51D||RAD51L3||TRA
0.0976457 25788 NM_012415 Hs.30561 Fibrinogen silencer binding prote||||RAD54B||Fibrinogen sile

-1.12497958 5897 NM_000536 Hs.159376 Recombination activating gene 2||RAG2||RECOMBINATIO
-1.09760738 5903 NM_006267 Hs.199561 RAN binding protein 2 ||NUP358||RANBP2||RAN
-0.30381335 5906 NM_002884 Hs.190334 RAP1A, member of RAS oncoge||RAP1A||RAP1A KREV1|
-0.76001681 5911 NM_021033 Hs.508480 RAP2A, member of RAS oncoge||KREV||RAP2A||RAS-RE
-0.258193 5949 NM_002900 Hs.114762 Retinol binding protein 3, interst ||RBPI||RBP3||IRBP||RET

-0.61403171 9401 NM_004260 Hs.31442 RecQ protein-like 4 ||RECQ4||RECQL4||RecQ
-1.18884807 9400 NM_004259 Hs.514480 RecQ protein-like 5 ||RECQ5||RECQL5||RecQ
0.08852163 5976 NM_002911 Hs.515266 Regulator of nonsense transcrip||HUPF1||RENT1||Regulat
-0.16695231 51455 NM_016316 Hs.443077 REV1-like (yeast) ||REV1L||REV1-like (yeas
-0.33118556 5980 NM_002912 Hs.232021 REV3-like, catalytic subunit of D||POLZ||REV3L||POLYME
-0.258193 27289 NM_014470 Hs.124940 Rho family GTPase 1 ||RND1||RHO6||RHO FAM

-0.80563716 22836 NM_014899 Hs.445030 Rho-related BTB domain contain||RHOBTB3||KIAA0878||R
-0.53191508 6014 NM_002930 Hs.464985 Ras-like without CAAX 2 ||RIT2||Ras-like without CA
-0.74176868 8635 NM_003730 Hs.529989 Ribonuclease T2 ||RNASET2||ribonuclease 
-0.09395976 8731 NM_003799 Hs.8086 RNA (guanine-7-) methyltransfe ||RNMT||RNA GUANINE-7
-0.42242625 6051 NM_020216 Hs.497391 Arginyl aminopeptidase (aminop||RNPEP||arginyl aminope
-0.14870417 6236 NM_004165 Hs.1027 Ras-related associated with diab||RAD1||RRAD||Ras-relate
-0.9424982 6237 NM_006270 Hs.515536 Related RAS viral (r-ras) oncoge||RRAS||ONCOGENE RR
-0.50454287 22800 NM_012250 Hs.502004 Related RAS viral (r-ras) oncoge||RRAS2||ONCOGENE RR
-0.65052798 10633 NM_006477 Hs.73088 RAS-related on chromosome 22||RRP22||RAS-related on 
-0.44979846 8607 NM_003707 Hs.272822 RuvB-like 1 (E. coli) ||TIP49||RUVBL1||NMP23
-0.41330218 10856 NM_006666 Hs.515846 RuvB-like 2 (E. coli) ||RUVBL2||TIP49B||TIP48
-0.67790019 6319 NM_005063 Hs.368641 Stearoyl-CoA desaturase (delta-||SCD||stearoyl-CoA desa
-0.45892253 83852 NM_031915 Hs.446217 SET domain, bifurcated 2 ||SETDB2||CLLD8||SET d
-0.8238853 6419 NM_006515 Hs.475300 SET domain and mariner transp||SETMAR||SET domain a



-0.4954188 6456 NM_003026 Hs.75149 SH3-domain GRB2-like 2 ||SH3GL2||SH3p4||ENDO
-1.179724 7979 NM_006304 Hs.489201 Split hand/foot malformation (ec ||SHFM1||SHFD1||ECD||S

-1.08848331 23411 NM_012238 Hs.369779 Sirtuin (silent mating type inform||SIR2-ALPHA||SIRT1||SIR
-0.90600192 22933 NM_012237 Hs.466693 Sirtuin (silent mating type inform||SIRT2||SIR2L2||SIRTUIN
-0.59578357 56916 NM_020159 Hs.410406 SWI/SNF-related, matrix-associ ||SMARCAD1||SWI/SNF-r
-0.29468928 50485 NM_014140 Hs.516674 SWI/SNF related, matrix associa####################
-0.97899448 6648 NM_000636 Hs.487046 Superoxide dismutase 2, mitoch||IPO-B||SOD2||INDOPHE
-0.55928729 6677 NM_003117 Hs.121494 Sperm adhesion molecule 1 (PH||PH20||SPAM1||sperm ad
-0.32206149 51062 NM_015915 Hs.241503 Spastic paraplegia 3A (autosom||ATL1||SPG3A||ATLASTI
-0.62315577 6687 NM_003119 Hs.185597 Spastic paraplegia 7, paraplegin||SPG7||PGN||CMAR||CAR
-1.18884807 23626 NM_012444 Hs.159737 SPO11 meiotic protein covalent ||SPO11||SPO11, S. CER
-1.38045352 6783 NM_005420 Hs.479898 Sulfotransferase family 1E, estro||STE||SULT1E1||SULFOT
-1.45344608 412 NM_000351 Hs.522578 Steroid sulfatase (microsomal), ####################
-1.10673145 6821 NM_000456 Hs.534353 Sulfite oxidase ||SUOX||Sulfite oxidase||
-0.65052798 6839 NM_003173 Hs.522639 Suppressor of variegation 3-9 ho||SUV39H1||SU(VAR)3-9, 
-0.34030963 79723 NM_024670 Hs.551560 Suppressor of variegation 3-9 ho||SUV39H2||SU(VAR)3-9, 
-0.86950565 8867 NM_003895 Hs.473632 Synaptojanin 1 ||SYNJ1||Synaptojanin 1||
-1.20709621 6894 NM_005646 Hs.498115 TAR (HIV) RNA binding protein ||TARBP1||TRP185||TAR 
-0.57753543 6898 NM_000353 Hs.161640 Tyrosine aminotransferase ####################
-0.86950565 10728 NM_006601 Hs.50425 Unactive progesterone receptor ||CPGES||P23||TEBP||UN
-0.99724262 7011 NM_007110 Hs.508835 Telomerase-associated protein ||TP1||TEP1||Telomerase-
-2.15599941 7015 NM_003219 Hs.492203 Telomerase reverse transcriptas||TERT||EST2||TCS1||TEL
-1.73629223 7051 NM_000359 Hs.508950 Transglutaminase 1 (K polypept ||TGM1||TGK||TRANSGLU
-1.7727885 7052 NM_004613 Hs.517033 Transglutaminase 2 (C polypept ||TGM2||G-ALPHA-h||TGC
-0.35855777 7054 NM_000360 Hs.435609 Tyrosine hydroxylase ||TH||Tyrosine hydroxylase
-0.79651309 7086 NM_001064 Hs.89643 Transketolase (Wernicke-Korsa ||TKT||TKT1||transketolas
-0.76914088 8277 NM_012253 Hs.102866 Transketolase-like 1 ||TKR||TKTL1||TKT2||TRA
0.00640501 7092 NM_012464 Hs.106513 Tolloid-like 1 ||TLL1||Tolloid-like 1||
-0.40417811 7145 NM_022648 Hs.471381 Tensin ||Tensin||TNS||TNS1||tens
-0.45892253 116447 NM_052963 Hs.528574 Topoisomerase (DNA) I, mitoch ||TOP1MT||TOPOISOMER
-0.65052798 7155 NM_001068 Hs.475733 Topoisomerase (DNA) II beta 18||TOP2B||TOPOISOMERA
-0.258193 7156 NM_004618 Hs.435124 Topoisomerase (DNA) III alpha ||TOP3A||TOPO III-ALPHA

-0.08483569 8940 NM_003935 Hs.436401 Topoisomerase (DNA) III beta ||TOP3B||TOPOISOMERA
0.44436033 11073 NM_007027 Hs.53454 Topoisomerase (DNA) II binding||KIAA0259||TOPBP1||DN
-0.1395801 11277 NM_032166 Hs.344812 Three prime repair exonuclease||TREX1||ATRIP||ATR-INT
0.18888639 11219 NM_007205
-0.0209672 64282 NM_022447 Hs.514342 PAP associated domain contain ||PAPD5||TRF4-2||TOPOI
-0.56841136 51095 NM_016000 Hs.506382 TRNA nucleotidyl transferase, C||TRNT1||tRNA nucleotidy
-0.53191508 23020 NM_014014 Hs.246112 Activating signal cointegrator 1 c||KIAA0788||ASCC3L1||U5
-0.41330218 7332 NM_003347 Hs.108104 Ubiquitin-conjugating enzyme E ||UBE2L3||UBIQUITIN-CO
0.06114942 7453 NM_004184 Hs.497599 Tryptophanyl-tRNA synthetase ||WARS||TRYPTOPHANY
-0.4680466 7486 NM_000553 Hs.512715 Werner syndrome ||RECQ3||RECQL2||WRN
-0.38592997 7512 NM_003399 Hs.170499 X-prolyl aminopeptidase (amino ||XPNPEP2||X-PROLYL A
0.76370276 7517 NM_005432 Hs.549075 X-ray repair complementing defe||XRCC3||X-RAY REPAIR
-1.21622028 10730 NM_014263 Hs.499145 YME1-like 1 (S. cerevisiae) ||YME1L1||PAMP||PRESE
0.54472509 84914 NM_032828 Hs.288995 Zinc finger protein 587 ||ZNF587||Zinc finger prot
0.47173254 203068 NM_178014 Hs.533059 Tubulin, beta polypeptide ||M40||TUBB||Tubulin, bet
1.22903029 7280 NM_001069 Hs.512712 Tubulin, beta 2 ||TUBB2||Tubulin, beta 2||
0.34399557 10382 NM_006087 Hs.110837 Tubulin, beta 4 ||TUBB4||TUBB5||TUBUL
0.26187895 11095 NM_007037 Hs.271605 A disintegrin-like and metallopro||ADAMTS8||METH2||A D
0.81844717 27032 NM_014382 Hs.546361 ATPase, Ca++ transporting, type||ATP2C1||ATPase, Ca(2+



0.91881193 3756 NM_002238 Hs.527656 Potassium voltage-gated chann ||KCNH1||ETHER-A-GO-G
-0.15782824 27133 NM_139318 Hs.27043 Potassium voltage-gated chann ||KCNH5||POTASSIUM C
1.06479704 6891 NM_000544 Hs.502 Transporter 2, ATP-binding cass####################
0.16151418 6892 NM_172208 Hs.370937 TAP binding protein (tapasin) ||TPSN||TAPBP||TAP-BIN
-0.56841136 81792 NM_030955 Hs.481865 A disintegrin-like and metallopro||ADAMTS12||A DISINTEG
0.34399557 10376 NM_006082 Hs.524390 Tubulin, alpha, ubiquitous ||K-ALPHA-1||Tubulin, alp
-0.42242625 84617 NM_032525 Hs.193491 Tubulin, beta 6 ||TUBB6||Tubulin, beta 6||
-0.80563716 4745 NM_006157 Hs.502145 NEL-like 1 (chicken) ||NELL1||NEL-like 1 (chick
-0.40417811 5413 NM_002688 Hs.283743 Septin 5 ||SEPT5||HCDCREL1||Se
0.32574743 5414 NM_004574 Hs.287518 Septin 4 ||SEPT4||PNUTL2||SEP4|
0.39873998 5771 NM_002828 Hs.123352 Protein tyrosine phosphatase, n ||PTPN2||PTPT||PROTEIN
0.95530821 5649 NM_005045 Hs.132439 Reelin ||Reelin||RELN||RL||
-0.00271906 58988 NM_021485 Mm.271937 Ribosomal protein S6 kinase, polypeptide 2
0.6907102 7277 NM_006000 Hs.75318 Tubulin, alpha 1 (testis specific) ||||TUBA1||Tubulin, alpha 1
0.38961592 7278 NM_006001 Hs.349695 Tubulin, alpha 2 ||TUBA2||TUBULIN, ALPH
-0.44067439 81027 NM_030773 Hs.303023 Tubulin, beta 1 ||TUBB1||Tubulin, beta 1||
-0.01184313 10381 NM_006086 Hs.511743 Tubulin, beta 3 ||TUBB3||TUBB4||TUBUL
0.05202535 56604 NM_020040 Hs.351544 Tubulin, beta polypeptide 4, mem||TUBB4Q||tubulin, beta p
1.7308541 51174 NM_016261 Hs.463638 Tubulin, delta 1 ||TUBD1||TUBULIN, DELT
0.0976457 51175 NM_016262 Hs.34851 Tubulin, epsilon 1 ||TUBE1||Tubulin, epsilon 
0.43523626 7283 NM_001070 Hs.279669 Tubulin, gamma 1 ||TUBG1||TUBULIN, GAM
-0.35855777 9429 NM_004827 Hs.480218 ATP-binding cassette, sub-famil ||ABCG2||BCRP||ABCP||M
0.47173254 130 NM_000672 Hs.518892 Alcohol dehydrogenase 6 (class ||1.1.1.1||ADH6||ADH-5||a
0.25275488 131 NM_000673 Hs.389 Alcohol dehydrogenase 7 (class ||1.1.1.1||ADH7||ADH-4||A
-0.41330218 79572 NM_024524
-0.5866595 1645 NM_001353 Hs.460260 Aldo-keto reductase family 1, m ||||AKR1C1||Aldo-keto redu
-0.5866595 1646 NM_001354 Hs.498513 Aldo-keto reductase family 1, m ####################
-0.77826495 242 NM_001139 Hs.136574 Arachidonate 12-lipoxygenase, ||ALOX12B||12R-LOX||12
-0.08483569 247 NM_001141 Hs.111256 Arachidonate 15-lipoxygenase, s||ALOX15B||Arachidonate
1.97720397 316 NM_001159 Hs.406238 Aldehyde oxidase 1 ||1.2.3.1||AOH1||AOX1||Al
-0.93337413 23200 XM_087254
-0.48629474 477 NM_000702 Hs.34114 ATPase, Na+/K+ transporting, a ####################
-0.35855777 487 NM_004320 Hs.183075 ATPase, Ca++ transporting, car ####################
0.25275488 489 NM_005173 Hs.513870 ATPase, Ca++ transporting, ubiq####################
-1.0611111 525 NM_001692 Hs.64173 ATPase, H+ transporting, lysoso####################
-0.2308208 51606 NM_015941 Hs.491737 ATPase, H+ transporting, lysoso||NBP1||ATP6V1H||NEF-B
-0.50454287 538 NM_000052 Hs.496414 ATPase, Cu++ transporting, alp ||MNK||OHS||OTTHUMP0
0.2162586 540 NM_000053 Hs.492280 ATPase, Cu++ transporting, bet ####################

-1.80016071 10396 NM_006095 Hs.435052 ATPase, aminophospholipid tran||ATP8A1||ATPase, amino
0.02465314 51761 NM_016529 Hs.444957 ATPase, aminophospholipid tran||ATPIB||ATP8A2||ATPase
0.11589384 5205 NM_005603 Hs.216623 ATPase, Class I, type 8B, memb||FIC1||ATP8B1||FAMILIA
-0.44979846 10079 XM_030577 Hs.368002 ATPase, Class II, type 9A ||KIAA0611||ATPIIA||ATP9
-0.22169673 9973 NM_005125 Hs.502917 Copper chaperone for superoxid||CCS||Copper chaperone
-0.78738902 1080 NM_000492 Hs.489786 Cystic fibrosis transmembrane c####################
0.05202535 57130 NM_020410 Hs.501794 ATPase type 13A1 ||ATP13A1||ATPase type 
-1.24359249 1353 NM_004375 Hs.96530 COX11 homolog, cytochrome c ||COX11P||COX11||cytoch
0.00640501 1356 NM_000096 Hs.550470 Ceruloplasmin (ferroxidase) ||1.16.3.1||CP||Ceruloplas
-0.55016322 8895 NM_003909 Hs.191219 Copine III ||CPN3||CPNE3||copine II
-0.44067439 1588 NM_000103 Hs.511367 Cytochrome P450, family 19, su ####################
-1.2983369 1545 NM_000104 Hs.154654 Cytochrome P450, family 1, sub ####################
-0.53191508 1659 NM_004941 Hs.463105 DEAH (Asp-Glu-Ala-His) box po||HRH1||DDX8||DHX8||DE



-0.03009127 1738 NM_000108 Hs.131711 Dihydrolipoamide dehydrogenas####################
-0.27644114 1806 NM_000110 Hs.335034 Dihydropyrimidine dehydrogena ||1.3.1.2||OTTHUMP00000
0.17976232 10146 NM_005754 Hs.3353 Ras-GTPase-activating protein S||HDH-VIII||G3BP||Ras-GT
-0.67790019 23400 NM_022089 Hs.128866 ATPase type 13A2 ||ATP13A2||ATPase type 
0.11589384 3295 NM_000414 Hs.406861 Hydroxysteroid (17-beta) dehydr####################
0.67246206 9914 NM_014861 Hs.6168 KIAA0703 gene product ||KIAA0703||KIAA0703 ge
-0.69614833 3990 NM_000236 Hs.188630 Lipase, hepatic ||LIPC||LIPH||Lipase, hepa
0.46260847 4023 NM_000237 Hs.180878 Lipoprotein lipase ####################
-0.18520045 4687 NM_000265 Hs.458275 Neutrophil cytosolic factor 1 (47 ||NOXO2||NCF1||p47-PHO
0.41698812 4719 NM_005006 Hs.471207 NADH dehydrogenase (ubiquino||NDUFS1||NADH-UBIQU
0.38961592 4843 NM_000625 Hs.462525 Nitric oxide synthase 2A (inducib||NOS2A||INOS||NOS2A, 
0.43523626 79400 NM_024505 Hs.128105 Sperm equatorial segment prote||||NOX5||Sperm equatoria
1.33851912 8050 NM_003477 Hs.502315 Pyruvate dehydrogenase compl ||E3BP||PDX1||PDHX||pyr
-0.258193 5730 NM_000954 Hs.446429 Prostaglandin D2 synthase 21kD||BETA-TRACE||PGDS2||

0.43523626 9543 NM_004884 Hs.512847 Putative neuronal cell adhesion ||PUNC||Putative neurona
0.81844717 8766 NM_004663 Hs.321541 RAB11A, member RAS oncoge ||RAB11A||RAS FAMILY, 
-0.85125751 9230 NM_004218 Hs.433888 RAB11B, member RAS oncoge ||RAB11B||RAS FAMILY, 
-0.04833941 5872 NM_002870 Hs.151536 RAB13, member RAS oncogene||RAB13||RAS-ASSOCIAT
-0.28556521 22931 NM_021252 Hs.406799 RAB18, member RAS oncogene||RAB18||RAS-ASSOCIAT
-1.80016071 5861 NM_004161 Hs.310645 RAB1A, member RAS oncogene||RAB1A||RAS-ASSOCIAT
-0.01184313 9609 NM_004914 Hs.369557 RAB36, member RAS oncogene||RAB36||RAS FAMILY, M
0.0976457 23682 NM_022337 Hs.283148 RAB38, member RAS oncogene||RAB38||RAS FAMILY, M

-0.31293742 5864 NM_002866 Hs.27744 RAB3A, member RAS oncogene||RAB3A||RAS-ASSOCIAT
1.94983176 5865 NM_002867 Hs.123072 RAB3B, member RAS oncogene||RAB3B||RAS-ASSOCIAT
-0.39505404 5868 NM_004162 Hs.475663 RAB5A, member RAS oncogene||RAB5A||RAS-ASSOCIAT
-0.44067439 5878 NM_004583 Hs.514182 RAB5C, member RAS oncogen ||RAB5C||RAB-LIKE, FOR
-1.82753292 5870 NM_002869 Hs.503222 RAB6A, member RAS oncogene||RAB6A||RAS-ASSOCIAT
-1.90052547 51560 NM_016577 Hs.552596 RAB6B, member RAS oncogene||RAB6B||RAB6B, membe
-0.59578357 7879 NM_004637 Hs.15738 RAB7, member RAS oncogene ||RAB7||RAS-ASSOCIATE
0.98268042 8934 NM_003929 Hs.115325 RAB7, member RAS oncogene ||RAB7L1||RAB7-LIKE 1||R
0.30749929 9367 NM_004251 Hs.495704 RAB9A, member RAS oncogene||RAB9A||RAS-ASSOCIAT
0.06114942 5901 NM_006325 Hs.10842 RAN, member RAS oncogene fa||RAN||RAS-RELATED NU
0.17063825 6390 NM_003000 Hs.465924 Succinate dehydrogenase comp||SDH1||SDHB||SUCCINA
0.47173254 23071 XM_088476
-0.62315577 51741 NM_016373 Hs.549163 WW domain containing oxidored||WWOX||FOR||WW DOM
-1.24359249 847 NM_001752 Hs.502302 Catalase ||1.11.1.6||ACATALASIA||
-1.19797214 8288 NM_000502 Hs.279259 Eosinophil peroxidase ||EPX||Eosinophil peroxida
-0.65965205 2877 NM_002083 Hs.2704 Glutathione peroxidase 2 (gastro||1.11.1.9||GSHPX-GI||GP
-0.31293742 2954 NM_001513 Hs.26403 Glutathione transferase zeta 1 ( ####################
-0.76001681 5052 NM_002574 Hs.180909 Peroxiredoxin 1 ||PRDX1||PAGA||NKEFA||
0.32574743 7001 NM_005809 Hs.432121 Peroxiredoxin 2 ||TDPX1||PRDX2||NKEFB
0.50822882 10935 NM_006793 Hs.523302 Peroxiredoxin 3 ||PRDX3||AOP1||Peroxired
-0.14870417 10549 NM_006406 Hs.83383 Peroxiredoxin 4 ||AOE372||PRDX4||Peroxi
-1.26184062 9588 NM_004905 Hs.120 Peroxiredoxin 6 ||PRDX6||Peroxiredoxin 6
0.08852163 5742 NM_000962 Hs.201978 Prostaglandin-endoperoxide syn||COX3||PTGS1||PCOX1||
-0.56841136 5743 NM_000963 Hs.196384 Prostaglandin-endoperoxide syn||COX2||PGHS2||PTGS2||
-1.59030712 10587 NM_006440 Hs.443430 Thioredoxin reductase 2 ||||TXNRD2||Thioredoxin r
-0.84213344 7837 XM_056455 Hs.332197 Melanoma associated gene ||MG50||PXN||D2S448||PR
0.87319159 50506 NM_014080 Hs.71377 Dual oxidase 2 ||DUOX2||THOX2||THYRO
-0.92425006 4353 NM_000250 Hs.458272 Myeloperoxidase ||Myeloperoxidase||MPO||
0.04290128 6649 NM_003102 Hs.2420 Superoxide dismutase 3, extrac ||SOD3||SUPEROXIDE D



0.62684172 7173 NM_000547 Hs.467554 Thyroid peroxidase ||THYROPEROXIDASE||T
-1.35308132 306 NM_005139 Hs.480042 Annexin A3 ||ANX3||ANXA3||3.1.4.36|
-0.89687785 842 NM_001229 Hs.329502 Caspase 9, apoptosis-related cy####################
-0.59578357 2159 NM_000504 Hs.361463 Coagulation factor X ||FXA||F10||3.4.21.6||proth
0.00640501 4324 NM_002428 Hs.80343 Matrix metalloproteinase 15 (me||MT2-MMP||MMP15||MAT
-1.58118305 4325 NM_005941 Hs.546267 Matrix metalloproteinase 16 (me||MT3-MMP||MMP16||MAT
-1.00636668 4326 NM_016155 Hs.159581 Matrix metalloproteinase 17 (me||MT4-MMP||MMP17||Mat
0.04290128 10893 NM_006690 Hs.551525 Matrix metalloproteinase 24 (me||MMP24||MT5-MMP||MEM
0.04290128 4650 NM_004145 Hs.123198 Myosin IXB ||MYR5||MYO9B||myosin I
-1.08848331 5511 NM_002713 Hs.533474 Protein phosphatase 1, regulato||PPP1R8||NIPP1||ARD1||
0.88231566 5520 NM_002717 Hs.146339 Protein phosphatase 2 (formerly||PPP2R2A||PR55-ALPHA
-0.0209672 28227 NM_013239 Hs.124942 Protein phosphatase 2 (formerly||PPP2R3B||PR48||PROT
-0.59578357 9329 NM_012204 Hs.549088 General transcription factor IIIC,||GTF3C4||TFIIIC90||TRA
0.90056379 9044 NM_003972 Hs.500526 BTAF1 RNA polymerase II, B-T ####################
-0.88775378 2023 NM_001428 Hs.517145 Enolase 1, (alpha) ||4.2.1.11||ENO1L1||MPB1
-1.02461482 2033 NM_001429 Hs.517517 E1A binding protein p300 ||EP300||OTTHUMP00000
0.71808241 2074 NM_000124 Hs.133444 Excision repair cross-compleme||||PGBD3||Excision repair
-0.41330218 55284 NM_018299 Hs.492031 Hypothetical protein FLJ11011 ||FLJ11011||hypothetical p
-1.61767933 2962 NM_002096 Hs.68257 General transcription factor IIF, ||BTF4||GTF2F1||RAP74||
0.17976232 2963 NM_004128 Hs.58593 General transcription factor IIF, ####################
-0.32206149 3065 NM_004964 Hs.88556 Histone deacetylase 1 ||RPD3L1||HDAC1||HD1||R
0.08852163 83933 NM_032019 Hs.26593 Histone deacetylase 10 ||HDAC10||Histone deace
-0.0209672 3066 NM_001527 Hs.3352 Histone deacetylase 2 ||YAF1||OTTHUMP000000
-0.40417811 10014 NM_005474 Hs.438782 Histone deacetylase 5 ||HDAC5||Histone deacety
-0.3768059 51564 NM_015401 Hs.200063 Histone deacetylase 7A ||HDAC7A||DKFZP586J09
-0.85125751 9734 NM_058176 Hs.196054 Histone deacetylase 9 ||MITR||HDAC9||HDAC7B
-1.11585552 3093 NM_005339 Hs.50308 Huntingtin interacting protein 2 ||6.3.2.19||UBE2K||HIP2||H
-0.86038158 10524 NM_182710 Hs.528299 HIV-1 Tat interacting protein, 60||HTATIP||PLIP||TAT-INTE
-0.78738902 3608 NM_004515 Hs.75117 Interleukin enhancer binding fac||ILF2||NF45||INTERLEUK
-1.51731456 5087 NM_002585 Hs.493096 Pre-B-cell leukemia transcription||PBX1||PBXP1||PBX1/E2
-0.8238853 5089 NM_002586 Hs.509545 Pre-B-cell leukemia transcription||HOX12||PBX2||HOMEOB
-0.14870417 5090 NM_006195 Hs.428027 Pre-B-cell leukemia transcription||PBX3||pre-B-cell leukem
0.08852163 80714 NM_025245 Hs.466257 Pre-B-cell leukemia transcription||PBX4||pre-B-cell leukem
0.28012708 8850 NM_003884 Hs.533055 P300/CBP-associated factor ||PCAF||P/CAF||p300/CBP
-0.13045603 22921 NM_012228 Hs.461420 Methionine sulfoxide reductase ||MSRB2||methionine sulfo
-0.27644114 85441 NM_033405 Hs.517180 Peroxisomal proliferator-activate||PRIC285||peroxisomal p
-0.34030963 3516 NM_005349 Hs.479396 Recombining binding protein su ####################
-0.10308383 6595 NM_003070 Hs.298990 SWI/SNF related, matrix associa####################
-0.38592997 6597 NM_003072 Hs.327527 SWI/SNF related, matrix associa||SNF2-BETA||BRG1||SMA
-0.40417811 8467 NM_003601 Hs.135705 SWI/SNF related, matrix associa####################
0.3348715 11158 NM_007081 Hs.406135 RAB, member of RAS oncogene||RABL2B||RAB-LIKE 2B||

-1.33483318 10847 NM_006662 Hs.445097 Snf2-related CBP activator prote||SRCAP||Snf2-related CB
-0.44067439 6830 NM_003170 Hs.250429 Suppressor of Ty 6 homolog (S. ||SPT6||SUPT6H||CHROM
-1.07935924 80155 NM_057175 Hs.518994 NMDA receptor regulated 1 ||||NARG1||NMDA recepto
-1.24359249 7157 NM_000546 Hs.408312 Tumor protein p53 (Li-Fraumeni ||TP53||TRANSFORMATI
-1.45344608 7251 NM_006292 Hs.523512 Tumor susceptibility gene 101 ||TSG101||Tumor suscept
-1.09760738 8458 NM_003594 Hs.486818 Transcription termination factor, ||TTF2||transcription termi
-0.74176868 7335 NM_003349 Hs.420529 Ubiquitin-conjugating enzyme E ||||UBE2V1||Ubiquitin-conj
-0.13045603 57109 NM_020385 Hs.438409 XPMC2 prevents mitotic catastr ||XPMC2H||PREVENTS M
0.10676977 8891 NM_020365 Hs.533549 Eukaryotic translation initiation f ||EIF2B-GAMMA||EIF2B3
-0.38592997 1983 NM_001969 Hs.433702 Eukaryotic translation initiation f ||EIF-5A||EIF5||Eukaryotic



-2.26548824 5188 NM_004564 Hs.119316 PET112-like (yeast) ||PET112L||PET112-like (y
-2.23811604 394 NM_001173 Hs.525287 Rho GTPase activating protein 5||RhoGAP5||p190-B||ARH
-1.93702175 57448 NM_016252 Hs.150107 Baculoviral IAP repeat-containin||BIRC6||KIAA1289||BRUC
-1.70892002 1121 NM_000390 Hs.496449 Hypothetical protein FLJ38564 ||||FLJ38564||Hypothetical
-2.12862721 1122 NM_001821 Hs.170129 Choroideremia-like (Rab escort ||REP2||CHM-LIKE||CHML
-0.79651309 4258 NM_002413 Hs.81874 Microsomal glutathione S-transf ||MGST2||microsomal glut
-2.18337162 5148 NM_002602 Hs.1857 Phosphodiesterase 6G, cGMP-s||PDEG||PDE6G||PHOSPH
-0.66877612 5149 NM_006205 Hs.54471 Phosphodiesterase 6H, cGMP-s||PDE6H||PHOSPHODIES
-1.71804409 10531 NM_014889 Hs.528300 Pitrilysin metalloproteinase 1 ||PITRM1||Pitrilysin metall
-1.20709621 51400 NM_016147 Hs.503251 Protein phosphatase methyleste||PME-1||Protein phospha
-1.20709621 5506 NM_002711 Hs.458309 Protein phosphatase 1, regulato||PP1G||PPP1R3A||PROT
-1.8914014 5973 NM_002910 Hs.158331 Renin binding protein ||RENBP||RENIN-BINDIN
-1.72716816 5055 NM_002575 Hs.514913 Serine (or cysteine) proteinase i ||SERPINB2||PAI2||PLANH
-1.35308132 5054 NM_000602 Hs.414795 Serine (or cysteine) proteinase i ####################
-1.90052547 8228 XM_047871
-1.44432201 50640 XM_291241
-0.55016322 8398 NM_003560 Hs.170479 Phospholipase A2, group VI (cyt||PLA2G6||IPLA2||PHOSP
-0.8238853 10152 NM_005759 Hs.471156 Abl interactor 2 ||AIP1||ABI2||Abl interacto
-0.73264461 102 NM_001110 Hs.172028 A disintegrin and metalloproteina||ADAM10||kuzbanian||MA
-0.85125751 4185 NM_002390 Hs.6088 A disintegrin and metalloproteina||ADAM11||MDC||METALL
-1.179724 2515 NM_001464 Hs.177959 A disintegrin and metalloproteina||ADAM2||PH30||PH-30b||

-1.20709621 53616 NM_004194 Hs.256398 A disintegrin and metalloproteina||MDC2||ADAM22||METAL
-1.37132946 8745 NM_003812 Hs.370287 A disintegrin and metalloproteina||MDC3||ADAM23||METAL
-1.90052547 27299 NM_014479 Hs.521459 ADAM-like, decysin 1 ||ADAMDEC1||ADAM-like
-1.01549075 9510 NM_006988 Hs.534115 A disintegrin-like and metallopro||ADAMTS1||METH1||A D
-0.91512599 11093 NM_139025 Hs.131433 A disintegrin-like and metallopro||VWFCP||ADAMTS13||VO
-1.08848331 11096 NM_007038 Hs.58324 A disintegrin-like and metallopro||ADAMTS5||AGGRECAN
-0.10308383 389 NM_175744 Hs.502659 Ras homolog gene family, mem ||RHOC||ARH9||ARHC||RH
-1.23446842 51752 NM_016442 Hs.436186 Type 1 tumor necrosis factor rec####################
0.01552907 438 NM_004043 Hs.522572 DNA segment on chromosome X||||DXYS155E||DNA segm
-0.73264461 649 NM_001199 Hs.1274 Bone morphogenetic protein 1 ####################
-0.92425006 825 NM_000070 Hs.143261 Calpain 3, (p94) ||||CAPN3||Calpain 3, (p94
-0.93337413 841 NM_001228 Hs.369736 Caspase 8, apoptosis-related cy####################
-1.66329967 8837 NM_003879 Hs.390736 CASP8 and FADD-like apoptosi ####################
-0.93337413 8532 NM_003652 Hs.78068 Carboxypeptidase Z ||CPZ||carboxypeptidase Z
0.01552907 6372 NM_002993 Hs.164021 Chemokine (C-X-C motif) ligand||GCP2||CXCL6||SCYB6, 
-0.57753543 1857 NM_004423 Hs.388116 Dishevelled, dsh homolog 3 (Dro||KIAA0208||DVL3||dishev
-1.02461482 1890 NM_001953 Hs.546251 Endothelial cell growth factor 1 (||||ECGF1||Endothelial cell
-0.63227984 128178 NM_080738 Hs.352224 EDAR-associated death domain||EDARADD||EDAR-assoc
-0.60490764 2147 NM_000506 Hs.76530 Coagulation factor II (thrombin) ||F2||PT||DYSPROTHROM
-0.91512599 2166 NM_001441 Hs.528334 Fatty acid amide hydrolase ||FAAH||Fatty acid amide 
-0.12133196 2280 NM_000801 Hs.471933 FK506 binding protein 1A, 12kD ####################
-0.98811855 2287 NM_002013 Hs.509226 FK506 binding protein 3, 25kDa ####################
0.31662336 2767 NM_002067 Hs.515056 Guanine nucleotide binding prot ||GNA-11||GNA11||GUAN
-1.32570911 2771 NM_002070 Hs.77269 Guanine nucleotide binding prot ####################
-0.84213344 2821 NM_000175 Hs.466471 Glucose phosphate isomerase ####################
-0.48629474 3082 NM_000601 Hs.396530 Hepatocyte growth factor (hepap####################
-0.0209672 3549 XM_050846
-0.71439647 51135 NM_016123 Hs.138499 Interleukin-1 receptor-associate ||REN64||IRAK4||Interleuk
-0.06658755 84695 NM_032603 Hs.469045 Lysyl oxidase-like 3 ||LOXL3||Lysyl oxidase-lik
-0.45892253 4052 NM_000627 Hs.49787 Latent transforming growth facto||LTBP1||LATENT TRANS



-0.67790019 9372 NM_004799 Hs.532345 Zinc finger, FYVE domain conta ||ZFYVE9||MADHIP||SARA
-1.05198703 10905 NM_006699 Hs.435938 Mannosidase, alpha, class 1A, m||MAN1A2||mannosidase, 
0.11589384 8638 NM_003733 Hs.118633 2'-5'-oligoadenylate synthetase- ||TRIP14||p59OASL||OAS
-0.68702426 10135 NM_005746 Hs.489615 Pre-B-cell colony enhancing fac ||PBEF1||VISFATIN||PRE-
-0.3494337 5151 NM_002605 Hs.9333 Phosphodiesterase 8A ||PDE8A||phosphodiestera
-0.53191508 8622 NM_003719 Hs.78106 Phosphodiesterase 8B ||PDE8B||phosphodiestera
-1.12497958 8993 NM_005091 Hs.137583 Peptidoglycan recognition protei ||PGRPS||PGLYRP1||PGR
0.03377721 5333 NM_006225 Hs.80776 Phospholipase C, delta 1 ||PLCD1||PHOSPHOLIPA
-0.30381335 5335 NM_002660 Hs.268177 Phospholipase C, gamma 1 ||PLC148||PLCG1||PHOSP
1.1651618 5336 NM_002661 Hs.413111 Phospholipase C, gamma 2 (ph ||PLCG2||PHOSPHOLIPA
1.0465489 136853 NM_080744 Hs.520977 Scavenger receptor cysteine ric ||S4D-SRCRB||SRCRB4D
0.59034544 7039 NM_003236 Hs.170009 Transforming growth factor, alph||TGFA||Transforming gro
1.10129332 834 NM_001223 Hs.2490 Caspase 1, apoptosis-related cy####################
0.17976232 8567 NM_003682 Hs.82548 MAP-kinase activating death do ||MADD||DENN||MAP-kina
0.51735288 1387 NM_004380 Hs.459759 CREB binding protein (Rubinste ||CREBBP||RSTS||RTS||C
-0.17607638 8202 NM_006534 Hs.382168 Nuclear receptor coactivator 3 ||TRAM1||NCOA3||AIB1||A
0.38961592 9412 NM_004264 Hs.286145 SRB7 suppressor of RNA polym||SURB7||SRB7 suppress
-0.24906893 344 NM_000483 Hs.75615 Apolipoprotein C-II ||MGC75082||APOC2||apo
0.46260847 4018 NM_005577 Hs.520120 Lipoprotein, Lp(a) ||SPB||APOLIPOPROTEIN
-1.34395725 4948 NM_000275 Hs.130937 Oculocutaneous albinism II (pink####################
-1.19797214 5476 NM_000308 Hs.517076 Protective protein for beta-galac ####################
-1.0611111 29 NM_001092 Hs.159306 Active BCR-related gene ||MDB||ABR||active BCR-r
-1.20709621 57679 NM_020919 Hs.471096 Amyotrophic lateral sclerosis 2 ( ||KIAA1563||ALSIN||ALS2
-1.7454163 51129 NM_016109 Hs.9613 Angiopoietin-like 4 ||FIAF||ANGPTL4||HFARP
-1.14322772 10564 NM_006420 Hs.62578 ADP-ribosylation factor guanine ||ARFGEF2||BIG2||BREFE
-1.46257015 397 NM_001175 Hs.504877 Rho GDP dissociation inhibitor ( ||LYGDI||GDID4||ARHGDI
-1.6541756 398 NM_001176 Hs.534303 Rho GDP dissociation inhibitor ( ||ARHGDIG||RHOGDI-GA
-0.97899448 50650 NM_019555 Hs.476402 Rho guanine nucleotide exchang||ARHGEF3||Rho guanine
-0.21257266 50649 NM_015320 Hs.469935 Rho guanine nucleotide exchang||ASEF||ARHGEF4||APC-S
-1.4169498 9459 NM_004840 Hs.522795 Rac/Cdc42 guanine nucleotide e||ALPHA-PIX||PIXA||COO
-0.53191508 8874 NM_003899 Hs.508738 Rho guanine nucleotide exchang||BETA-PIX||ARHGEF7||C
-0.15782824 7873 NM_006010 Hs.436446 Arginine-rich, mutated in early s ||ARMET||ARP||ARGININ
0.41698812 8412 NM_003567 Hs.36958 Breast cancer anti-estrogen resi||BCAR3||NSP2||NOVEL S
-1.4169498 23786 NM_015367 Hs.546359 BCL2-like 13 (apoptosis facilitat ||||BCL2L13||BCL2-like 13 
-0.41330218 10565 NM_006421 Hs.411848 ADP-ribosylation factor guanine ||BIG1||p200||ARFGEF1||A
0.04290128 663 NM_004330 Hs.283454 BCL2/adenovirus E1B 19kDa in ||BNIP2||BNIP-2||BCL2/ad
-0.76001681 720 NM_007293 Hs.546241 Complement component 4B ||||C4A||Complement comp
-0.79651309 26256 NM_012189 Hs.511983 Calcium-binding tyrosine-(Y)-ph ||CABYR||calcium-binding
0.19801046 9722 NM_014697 Hs.129729 C-terminal PDZ domain ligand o||||CAPON||C-terminal PDZ
-0.86038158 831 NM_173061 Hs.440961 Calpastatin ||CAST||MGC9402||Calpa
0.17063825 1475 NM_005213 Hs.518198 Cystatin A (stefin A) ||STF1||CSTA||STFA||cyst
-0.04833941 1476 NM_000100 Hs.695 Cystatin B (stefin B) ||STFB||CST6||CPI-B||PM
-0.77826495 8655 NM_003746 Hs.5120 Dynein, cytoplasmic, light polype||LC8||DNCL1||DLC1||PIN
-0.66877612 1793 NM_001380 Hs.159195 Dedicator of cytokinesis 1 ||DOCK1||DOCK180||DOC
-0.33118556 9166 NM_004215 Hs.409368 Estrogen receptor binding site a ||RCAS1||EB9||EBAG9||ES
0.4534844 26269 NM_012180 Hs.76917 F-box protein 8 ||FBX8||FBS||FBXO8||F-B
0.24363081 55103 NM_018037 Hs.549173 Ral GEF with PH domain and S ||RALGPS2||Ral GEF with
-0.79651309 2622 NM_001481 Hs.431792 Growth arrest-specific 8 ||GAS8||GAS11||Growth a
0.88231566 2664 NM_001493 Hs.74576 GDP dissociation inhibitor 1 ||MRX41||MRX48||GDI1||R
-0.258193 2665 NM_001494 Hs.299055 GDP dissociation inhibitor 2 ||GDI2||RABGDIB||RAB G

-0.95162227 2760 NM_000405 Hs.483873 GM2 ganglioside activator ####################



-2.31110859 2874 NM_004489 Hs.438219 G protein pathway suppressor 2 ||||KIAA1787||G protein pa
-0.66877612 23092 NM_015071 Hs.293593 Rho GTPase activating protein 2||ARHGAP26||GRAF GRA
-0.33118556 2981 NM_007102 Hs.32966 Guanylate cyclase activator 2B (||GUCA2B||UGN||GCAP-I
0.04290128 8997 NM_003947 Hs.8004 Kalirin, RhoGEF kinase ||HAPIP||DUO||KALRN||ka
0.47173254 80316 NM_025210
-0.76001681 3476 NM_001551 Hs.496267 Immunoglobulin (CD79A) bindin||IGBP1||IMMUNOGLOBU
0.48085661 51195 NM_016339 Hs.158530 Rap guanine nucleotide exchang||RAPGEFL1||Rap guanin
1.33851912 79109 NM_024117 Hs.495138 Mitogen-activated protein kinase||MAPKAP1||Mitogen-activ
-0.18520045 22924 NM_012326 Hs.515860 Microtubule-associated protein, ||MAPRE3||EBF3||APC-BI
-0.81476123 4168 NM_005369 Hs.387262 MCF.2 cell line derived transform||MCF2||ONCOGENE DB
-0.34030963 4947 NM_002537 Hs.74563 Ornithine decarboxylase antizym||OAZ2||Ornithine decarbo
-0.44979846 51686 NM_016178 Hs.407882 Ornithine decarboxylase antizym||OAZ3||Ornithine decarbo
0.37136778 4983 NM_002547 Hs.128824 Oligophrenin 1 ||OPN1||OPHN1||Oligophr
0.62684172 9411 NM_004815 Hs.483238 Rho GTPase activating protein 2||PARG1||ARHGAP29||Rh
0.56297323 11142 NM_007066 Hs.472831 Protein kinase (cAMP-dependen||PKIG||PROTEIN KINASE
1.09216925 11070 NM_007024 Hs.91566 Placental protein 6 ||PL6||PL6 GENE||Placent
0.91881193 9373 NM_004253 Hs.27182 Phospholipase A2-activating pro||PLAA||PLAP||phospholip
1.66698561 6992 NM_021959 Hs.82887 Protein phosphatase 1, regulato||PPP1R11||TCTEX5, MO
0.07027349 4660 NM_002481 Hs.444403 Protein phosphatase 1, regulato||PPP1R12B||MYPT2||MY
0.11589384 5510 NM_002712 Hs.36587 Protein phosphatase 1, regulato||PPP1R7||SDS22, S. POM
-0.5866595 5522 NM_020416 Hs.479069 Protein phosphatase 2 (formerly||PPP2R2C||PR52||PROT
-0.31293742 5524 NM_021131 Hs.400740 Protein phosphatase 2A, regulat||PTPA||PPP2R4||PR53||P
0.70895834 9267 NM_004762 Hs.191215 Pleckstrin homology, Sec7 and ||D17S811E||PSCD1||SEC
0.2162586 9266 NM_004228 Hs.8517 Pleckstrin homology, Sec7 and ||||PSCD2||Pleckstrin hom
-0.4680466 5720 NM_176783 Hs.75348 Proteasome (prosome, macropa||PA28A||PSME1||IFI5111
0.0976457 5863 NM_004761 Hs.509622 Ral guanine nucleotide dissocia ||RGL2||RAS-ASSOCIATE
0.60859358 25782 NM_012414 Hs.549128 Rab3 GTPase-activating protein||||RAB3-GAP150||Rab3 G
0.01552907 5900 NM_006266 Hs.106185 Ral guanine nucleotide dissocia ||RALGDS||Ral guanine n
0.01552907 5905 NM_002883 Hs.183800 Ran GTPase activating protein 1||RANGAP1||GTPase-ACT
-0.73264461 5909 NM_002885 Hs.148178 RAP1, GTPase activating protei ||RAP1GA1||RAP1GAP||G
-1.20709621 5910 NM_021159 Hs.132858 RAP1, GTP-GDP dissociation s ||RAP1GDS1||GDP-DISSO
-0.24906893 5921 NM_002890 Hs.553501 RAS p21 protein activator (GTP ||RASA1||GAP||GTPase-A
0.04290128 5922 NM_006506 Hs.15999 RAS p21 protein activator 2 ||RASA2||GAP1M||GTPas
0.58122137 22821 NM_007368 Hs.369188 RAS p21 protein activator 3 ||RASA3||GAP1(IP4BP)||R
0.40786405 9462 NM_004841 Hs.167371 RAS protein activator like 2 ||NGAP||RASAL2||RAS PR
0.22538267 5923 NM_002891 Hs.459035 Hypothetical protein LOC145899||||RASGRF1||Hypothetica
0.42611219 8434 NM_021111 Hs.388918 Reversion-inducing-cysteine-rich||ST15||RECK||SUPPRES
0.34399557 23179 NM_015149 Hs.497148 Ral guanine nucleotide dissocia ||RGL1||RALGDS-LIKE G
-0.44067439 266747 NM_153615 Hs.148656 Ral-GDS related protein Rgr ||Rgr||Ral-GDS related pro
-0.86950565 6050 NM_002939 Hs.530687 Ribonuclease/angiogenin inhibit ||RNH||Ribonuclease/angi
0.80019903 51156 NM_016186 Hs.118620 Serine (or cysteine) proteinase i ||ZPI||SERPINA10||SERP
0.70895834 5104 NM_000624 Hs.510334 Serine (or cysteine) proteinase i ||SERPINA5||PCI||PROTE
0.29837522 1992 NM_030666 Hs.381167 Serine (or cysteine) proteinase i ####################
0.18888639 5275 NM_012397 Hs.241407 Serine (or cysteine) proteinase i ||||SERPINB13||Serine (or 
0.53560102 6317 NM_006919 Hs.227948 Serine (or cysteine) proteinase i ||SERPINB3||SCCA1||SQU
0.56297323 6318 NM_002974 Hs.123035 Serine (or cysteine) proteinase i ||SERPINB4||SCCA2||LEU
0.91881193 5268 NM_002639 Hs.55279 Serine (or cysteine) proteinase i ||SERPINB5||MASPIN||PI5
0.68158613 5176 NM_002615 Hs.532768 Serine (or cysteine) proteinase i ||PEDF||SERPINF1||PIGM
-0.72352054 710 NM_000062 Hs.384598 Serine (or cysteine) proteinase i ||C1-INH||C1INH||SERPIN
-1.07023517 5274 NM_005025 Hs.478153 Serine (or cysteine) proteinase i ||SERPINI1||PI12||PROTE
-2.21074383 5276 NM_006217 Hs.445555 Serine (or cysteine) proteinase i ||PI14||MEPI||SERPINI2||P



-1.05198703 10044 NM_005489 Hs.306412 SH2 domain containing 3C ||SH2D3C||NSP3||NOVEL
-1.05198703 6590 NM_003064 Hs.517070 Secretory leukocyte protease inh||HUSI||SLPI||ANTILEUKO
-1.59943119 6655 NM_006939 Hs.291533 Son of sevenless homolog 2 (Dr||||SOS2||Son of sevenless
-1.38045352 6690 NM_003122 Hs.407856 Serine protease inhibitor, Kazal ||TATI||PSTI||SPINK1||TU
-1.2983369 11005 NM_006846 Hs.331555 Serine protease inhibitor, Kazal ||LEKTI||SPINK5||LYMPHO
-1.69979595 10653 NM_021102 Hs.31439 Serine protease inhibitor, Kunitz ||SPINT2||HAI2||BIKUNIN
-0.16695231 7035 NM_006287 Hs.516578 Tissue factor pathway inhibitor ( ||LACI||TFPI||TFPI1||EPI||E
-1.45344608 7076 NM_003254 Hs.522632 Tissue inhibitor of metalloprotein||TIMP1||HCI||EPA||COLLA
-1.28008876 7077 NM_003255 Hs.104839 Tissue inhibitor of metalloprotein||TIMP2||Tissue inhibitor o
-0.23994487 7078 NM_000362 Hs.297324 Tissue inhibitor of metalloprotein||TIMP3||tissue inhibitor of
-1.50819049 7079 NM_003256 Hs.553504 Tissue inhibitor of metalloprotein||TIMP4||Tissue inhibitor o
-1.14322772 7454 NM_000377 Hs.2157 Wiskott-Aldrich syndrome (ecze ||WASP||WAS||WAS GEN
-1.07935924 58189 NM_021197 Hs.36688 WAP four-disulfide core domain ||PS20||WFDC1||WAP 4-D
-1.14322772 58 NM_001100 Hs.1288 Actin, alpha 1, skeletal muscle ||NEM1||ACTA1||NEM2||a
-1.35308132 59 NM_001613 Hs.500483 Actin, alpha 2, smooth muscle, a||ACTA2||ACTSA||alpha-c
-0.55928729 60 NM_001101 Hs.520640 Actin, beta ||BETA-ACTIN||ACTB||Ac
-0.81476123 70 NM_005159 Hs.118127 Actin, alpha, cardiac muscle ||ACTC||smooth muscle a
-0.60490764 71 NM_001614 Hs.514581 Actin, gamma 1 ||beta-actin||ACTG1||DFNA
-0.95162227 72 NM_001615 Hs.516105 Actin, gamma 2, smooth muscle||ACTSG||ACTL3||ACTE||A
-1.8914014 51412 NM_016188 Hs.259831 Actin-like 6B ||ACTL6B||actin-like 6B||
-0.81476123 10120 NM_005735 Hs.98791 ARP1 actin-related protein 1 hom||ARP1B||ACTR1B||CTRN
-1.51731456 10513 NM_006380 Hs.84084 Amyloid beta precursor protein (||PAT1||APPBP2||PROTE
-1.59030712 1639 NM_004082 Hs.516111 Dynactin 1 (p150, glued homolo ####################
-1.85490513 140735 NM_080677 Hs.514368 Dynein light chain 2 ||Dlc2||Dynein light chain 2
-0.74176868 27019 NM_012144 Hs.112667 Dynein, axonemal, intermediate ||DNAI1||Dynein, axonema
-0.9424982 1780 NM_004411 Hs.440364 Dynein, cytoplasmic, intermedia ||DNCIC1||DNCI1||DYNEI
-0.75089274 1781 NM_001378 Hs.546250 Dynein, cytoplasmic, intermedia ||MGC111094||DNCI2||MG
-0.75089274 64837 NM_022822 Hs.280792 Likely ortholog of kinesin light ch||KLC2||Likely ortholog of 
-0.4954188 147700 NM_177417 Hs.298079 Kinesin light chain 2-like ||KLC2L||KNS2B||KINESIN
-1.66329967 3831 NM_005552 Hs.20107 Kinesin 2 60/70kDa ||KNS2||KLC1||KNS2A||KI
-2.16512348 6993 NM_006519 Hs.445999 T-complex-associated-testis-exp||TCTEL1||T-COMPLEX-A
-0.72352054 1778 NM_001376 Hs.7720 Dynein, cytoplasmic, heavy poly ####################
-1.16147586 4621 NM_002470 Hs.440895 Myosin, heavy polypeptide 3, sk ||MYHSE1||MYHC-EMB||M
-0.5866595 4622 NM_017533 Hs.272207 Myosin, heavy polypeptide 4, sk ||MYH4||MYH2B||MYHC2B
-1.69979595 58498 NM_021223 Hs.75636 Myosin, light polypeptide 7, regu||MYL7||Myosin, light polyp
-0.76914088 4644 NM_000259 Hs.21213 Myosin VA (heavy polypeptide 1||MYO5A||MYH12||MYOS
-1.11585552 4647 NM_000260 Hs.370421 Myosin VIIA (Usher syndrome 1 ||MYO7A||USH1B||MYU7A
-0.08483569 4976 NM_015560 Hs.478708 Optic atrophy 1 (autosomal dom||OPA1||OPA1 GENE||Opt
-0.74176868 86 NM_004301 Hs.435326 Actin-like 6A ||ACTL6A||MGC5382||BAF
-0.47717067 4625 NM_000257 Hs.929 Myosin, heavy polypeptide 7, ca ||MYH7||MYHCB||MYOSIN
-2.27461231 4626 NM_002472 Hs.534028 Myosin, heavy polypeptide 8, sk ||MYHC-PN||MYH8||MYHC
-1.64505153 51168 NM_016239 Hs.462390 Myosin XVA ||MYO15A||myosin XVA||
-1.14322772 4646 NM_004999 Hs.149387 Myosin VI ||MYO6||myosin VI||
-0.43155032 183 NM_000029 Hs.19383 Angiotensinogen (serine (or cys ||ANHU||AGT||pre-angiote
-1.75454036 27329 NM_014495 Hs.209153 Angiopoietin-like 3 ||ANGPT5||ANGPTL3||AN
-1.49906643 392 NM_004308 Hs.138860 Rho GTPase activating protein 1||p50rhoGAP||CDC42GAP
-0.0209672 9826 NM_014784 Hs.516954 Rho guanine nucleotide exchang||ARHGEF11||GTRAP48||
-0.04833941 23365 NM_015313 Hs.24598 Rho guanine nucleotide exchang||ARHGEF12||LARG LARG
-0.99724262 10392 NM_006092 Hs.405153 Caspase recruitment domain fam||CARD4||NOD1 PROTEIN
-0.20344859 1794 NM_004946 Hs.325528 Dedicator of cytokinesis 2 ||KIAA0209||DOCK2||dedi
-0.85125751 10818 NM_006654 Hs.334831 Fibroblast growth factor recepto ||FRS2A||FRS2-ALPHA||F



-0.84213344 3084 NM_013956 Hs.453951 Neuregulin 1 ####################
-1.43519794 9693 NM_014247
-1.30746097 5618 NM_000949 Hs.368587 Prolactin receptor ||PRLR||Prolactin receptor
-1.73629223 9265 NM_004227 Hs.487479 Pleckstrin homology, Sec7 and ||ARNO3||PSCD3||CYTOH
-1.17059993 25780 NM_015376
-1.7454163 7356 NM_003357 Hs.523732 Secretoglobin, family 1A, memb ||CC16||BLASTOKININ||C
-0.27644114 7074 NM_003253 Hs.517228 T-cell lymphoma invasion and m||TIAM1||T-cell lymphoma
-2.07388279 8740 NM_003807 Hs.129708 Tumor necrosis factor (ligand) s ||HVEML||LIGHT||TNFSF1
-0.48629474 10451 NM_006113 Hs.267659 Vav 3 oncogene ||VAV3||VAV3 ONCOGEN
-0.78738902 177 NM_001136 Hs.184 Advanced glycosylation end pro ####################
-1.13410365 57491 NM_020731 Hs.50823 Programmed cell death 6 ||||PDCD6||Programmed c
-0.38592997 23746 NM_014336 Hs.279887 Aryl hydrocarbon receptor intera||AIPL1||ARYLHYDROCA
-1.18884807 55911 NM_018690 Hs.200333 Apolipoprotein B48 receptor ||APOB48R||apolipoprotei
-1.35308132 10603 NM_020979 Hs.489448 Adaptor protein with pleckstrin h||APS||ADAPTOR PROTE
-0.1122079 8312 NM_003502 Hs.512765 Axin 1 ||AXIN1||Axin 1||AXIS INH
-1.04286296 8313 NM_004655 Hs.156527 Axin 2 (conductin, axil) ||AXIN2||AXIS INHIBITOR
0.07027349 682 NM_001728 Hs.501293 Basigin (OK blood group) ####################
-0.03009127 696 NM_001732 Hs.153058 Butyrophilin, subfamily 1, memb||BTN1A1||butyrophilin, su
0.03377721 9332 NM_004244 Hs.504641 CD163 antigen ||CD163||CD163 antigen||
-0.76914088 930 NM_001770 Hs.96023 CD19 antigen ||CD19||MGC12802||B4||C
0.68158613 131450 NM_138806 Hs.309158 CD200 receptor 1 ||MOX2R||CD200R1||MOX
-0.5866595 922 NM_005894 Hs.134035 CD5 antigen-like (scavenger rec####################
-0.2308208 972 NM_004355 Hs.436568 CD74 antigen (invariant polypep####################
-0.78738902 973 NM_001783 Hs.79630 CD79A antigen (immunoglobulin||CD79A||IGA||MB-1 mem
-0.34030963 974 NM_000626 Hs.89575 CD79B antigen (immunoglobulin||CD79B||IGB||B-cell-spec
-0.03009127 4763 NM_000267 Hs.113874 Neurofibromin 1 (neurofibromato||NF1||VON RECKLINGHA
-0.68702426 1062 NM_001813 Hs.75573 Centromere protein E, 312kDa ||KIF10||CENPE||CENTRO
-0.78738902 26153 XM_050278 Hs.134970 Kinesin family member 26A ||KIF26A||kinesin family m
-0.31293742 55614 NM_017683
0.17976232 3832 NM_004523 Hs.8878 Kinesin family member 11 ||KNSL1||KIF11||KINESIN
0.63596579 113220 NM_138424 Hs.28149 Kinesin family member 12 ||KIF12||Kinesin family me
-0.44067439 63971 NM_022113 Hs.189915 Kinesin family member 13A ||KIF13A||kinesin family m
-0.13045603 10749 NM_006612 Hs.435120 Kinesin family member 1C ||KIF1C||kinesin family me
0.19801046 3796 NM_004520 Hs.552575 Kinesin heavy chain member 2 ||||KIF2||Kinesin heavy cha
-0.24906893 55605 NM_017641 Hs.374201 Kinesin family member 21A ||KIF21A||KIAA1708||kines
0.17976232 3835 NM_007317 Hs.119324 Kinesin family member 22 ||KID||KIF22||OBP||KNSL4
-0.68702426 3834 NM_005355 Hs.150013 Kinesin family member 25 ||KIF25||KNSL3||KINESIN
-1.28921283 11004 NM_006845 Hs.69360 Kinesin family member 2C ||MCAK||KIF2C||KNSL6||K
-0.55928729 11127 NM_007054 Hs.43670 Kinesin family member 3A ||KIF3A||kinesin family me
-0.51366694 3797 NM_002254 Hs.21611 Kinesin family member 3C ||KIF3C||kinesin family me
-0.29468928 24137 NM_012310 Hs.279766 Kinesin family member 4A ||KIF4A||kinesin family me
-0.88775378 3799 NM_004521 Hs.327736 Kinesin family member 5B ||KIF5B||UKHC||KINH||KN
-0.32206149 3800 XM_377774 Hs.435557 Kinesin family member 5C ||KIF5C||NKHC2||kinesin f
-0.73264461 64147 NM_022342 Hs.373947 Kinesin family member 9 ||KIF9||Kinesin family mem
0.17063825 3833 XM_371813 Hs.436912 Kinesin family member C1 ||HSET||KIFC1||KNSL2||K
0.6907102 3801 NM_005550 Hs.23131 Kinesin family member C3 ||KIFC3||kinesin family me
0.28925115 56992 NM_020242 Hs.307529 Kinesin family member 15 ||KNSL7||KIF15||Kinesin fa
-0.76001681 84643 NM_032559 Hs.226805 Kinesin family member 2B ||LOC84643||KIF2B||kines
-0.60490764 23095 NM_015074 Hs.97858 Kinesin family member 1B ||KIF1B||kinesin family me
-0.74176868 9585 NM_016195 Hs.240 M-phase phosphoprotein 1 ||KRMP1||MPHOSPH1||M
0.40786405 547 NM_004321 Hs.516802 Kinesin family member 1A ####################



-0.61403171 9928 NM_014875 Hs.3104 Kinesin family member 14 ||KIF14||Kinesin family me
0.06114942 57576 NM_020816 Hs.130411 Kinesin family member 17 ||KIF17||Kinesin family me
-1.99176617 10112 NM_005733 Hs.73625 Kinesin family member 20A ||RAB6KIFL||KIF20A||RAB
0.28012708 9493 NM_004856 Hs.270845 Kinesin family member 23 ||KIF23||KNSL5||MKLP1||K
0.55384916 3798 NM_004984 Hs.151219 Kinesin family member 5A ||KIF5A||NKHC||KINESIN,
-0.92425006 81930 NM_031217 Hs.301052 Kinesin family member 18A ||KIF18A||kinesin family m
-0.7052724 9371 NM_004798 Hs.369670 Kinesin family member 3B ||KIF3B||kinesin family me
-0.32206149 54 NM_001611 Hs.1211 Acid phosphatase 5, tartrate res||TRAP||ACP5||3.1.3.2||TA
0.61771765 5530 NM_000944 Hs.435512 Protein phosphatase 3 (formerly####################
-0.59578357 10519 NM_006384 Hs.135471 Calcium and integrin binding 1 ( ||CIB1||KIP||KINASE-INTE
-1.45344608 5535 NM_147180 Hs.151167 Protein phosphatase 3 (formerly||PPP3R2||protein phosph
0.35311964 5723 NM_004577 Hs.512656 Phosphoserine phosphatase ||PSPH||Phosphoserine ph
-0.45892253 52 NM_004300 Hs.130873 Acid phosphatase 1, soluble ####################
1.17428587 55 NM_001099 Hs.433060 Acid phosphatase, prostate ||PAP||ACP3||ACP-3||3.1.3
-1.10673145 8556 NM_003672 Hs.533582 CDC14 cell division cycle 14 hom||CDC14A||CELL DIVISIO
0.17063825 8555 NM_003671
-0.79651309 993 NM_001789 Hs.1634 Cell division cycle 25A ||CDC25A2||3.1.3.48||CDC
0.13414198 994 NM_004358 Hs.153752 Cell division cycle 25B ||3.1.3.48||CDC25B||cell d
-1.28921283 995 NM_001790 Hs.656 Cell division cycle 25C ||CDC25C||3.1.3.48||phos
-0.22169673 58190 NM_021198 Hs.444468 CTD (carboxy-terminal domain, ####################
-0.41330218 8446 NM_003584 Hs.14611 Dual specificity phosphatase 11 ||PIR1||DUSP11||RNA/RN
-0.93337413 7957 NM_005670 Hs.486696 Epilepsy, progressive myoclonu ||EPM2A||EPM2A GENE||
-0.53191508 3636 NM_001567 Hs.523875 Inositol polyphosphate phosphat||SHIP2||INPPL1||Inositol 
0.56297323 114971 XM_374879 Hs.429506 Protein tyrosine phosphatase, m||PLIP||PTPMT1||Protein t
-0.15782824 333926 NM_005167 Hs.179735 Protein phosphatase 1J (PP2C ||PPM1J||PPP2CZ||protein
0.31662336 4534 NM_000252 Hs.434285 Myotubularin 1 ||MTM1||Myotubularin 1||
-0.4680466 8613 NM_003713 Hs.405156 Phosphatidic acid phosphatase ||PPAP2B||phosphatidic a
-1.35308132 8612 NM_003712 Hs.465506 Phosphatidic acid phosphatase ||PPAP2C||phosphatidic a
-0.05746348 8493 NM_003620 Hs.286073 Protein phosphatase 1D magne ||PPM1D||WIP1||WILDTY
-0.33118556 5507 NM_005398 Hs.303090 Protein phosphatase 1, regulato||PPP1R5||PPP1R3C||PR
-0.43155032 8781 BC065228 Hs.536913 Phosphoserine phosphatase-like||CO9||PSPHL||Phosphos
-0.44979846 5728 NM_000314 Hs.500466 Phosphatase and tensin homolo||PTEN1||MMAC1||PTEN|
-0.63227984 11191 BC038293 Hs.493716 Phosphatase and tensin homolo||PTENP1||Phosphatase a
1.30202284 5784 NM_005401 Hs.204749 Protein tyrosine phosphatase, n ||PTPN14||PEZ||PROTEIN
-0.63227984 10076 NM_005704 Hs.19718 Protein tyrosine phosphatase, re####################
-0.20344859 93492 NM_130785 Hs.377488 Transmembrane phosphoinositi ||TPTE2||TPIP-BETA||TPI
-0.60490764 9150 NM_004715 Hs.465490 CTD (carboxy-terminal domain, ####################
1.20165808 57171 NM_020438 Hs.21701 Dolichyl pyrophosphate phospha||DOLPP1||Dolichyl pyroph
-1.08848331 11266 NM_007240 Hs.416216 Dual specificity phosphatase 12 ||DUSP12||DUAL-SPECIF
0.36224371 51207 NM_016364 Hs.178170 Dual specificity phosphatase 13 ||DUSP13||Dual specificity
-0.7052724 11072 NM_007026 Hs.91448 Dual specificity phosphatase 14 ||DUSP14||MKP6||DUAL-S
-0.5866595 128853 NM_080611 Hs.375624 Dual specificity phosphatase 15 ||DUSP15||Dual specificity
-1.44432201 80824 NM_030640 Hs.536535 Dual specificity phosphatase 16 ||DUSP16||KIAA1700||MK
0.74545462 150290 NM_152511 Hs.517544 Dual specificity phosphatase 18 ||DUSP18||Dual specificity
-0.45892253 142679 NM_080876 Hs.132237 Dual specificity phosphatase 19 ||DUSP19||Dual specificity
0.08852163 63904 NM_022076 Hs.534478 Dual specificity phosphatase 21 ||DUSP21||Dual specificity
-0.1395801 1845 NM_004090 Hs.181046 Dual specificity phosphatase 3 ( ||3.1.3.48||VHR||3.1.3.16||
0.01552907 1852 NM_001395 Hs.144879 Dual specificity phosphatase 9 ||3.1.3.48||DUSP9||MKP4|
1.76735038 23770 NM_012181 Hs.173464 FK506 binding protein 8, 38kDa ||FKBP38||FKBP8||FK506
0.38049185 79948 NM_024888 Hs.546439 Plasticity-related gene 2 ||FLJ11535||PRG2||Plastic
-0.44067439 54935 NM_017823 Hs.425801 Dual specificity phosphatase 23 ||DUSP23||Dual specificity



1.14691366 2819 NM_005276 Hs.524418 Glycerol-3-phosphate dehydroge||GPD1||GLYCEROPHOS
0.66333799 57460 XM_051093
0.48998068 78986 NM_024025 Hs.8719 Dual specificity phosphatase 26 ||MGC1136||DUSP26||Dua
0.23450674 168448 XM_171149
0.71808241 51657 NM_016086 Hs.11615 Dual specificity phosphatase 24 ||DUSP24||Dual specificity
0.56297323 8776 NM_003828 Hs.347187 Myotubularin related protein 1 ||MTMR1||MYOTUBULAR
1.03742483 8898 NM_016156 Hs.181326 Myotubularin related protein 2 ||MTMR2||MYOTUBULAR
0.31662336 9110 NM_004687 Hs.514373 Myotubularin related protein 4 ||KIAA0647||MTMR4||MYO
0.3348715 9107 NM_004685 Hs.507536 Myotubularin related protein 6 ||MTMR6||MYOTUBULAR
0.22538267 9108 XM_044727
0.59946951 55613 NM_017677 Hs.442892 Myotubularin related protein 8 ||MTMR8||Myotubularin re
0.46260847 57546 NM_020786 Hs.232696 Pyruvate dehydrogenase phosp ||PDP2||Pyruvate dehydro
0.99180449 23239 NM_194449 Hs.465337 PH domain and leucine rich repe||SCOP||PHLPP||KIAA060
0.51735288 5475 NM_006240 Hs.211589 Protein phosphatase, EF hand c||PPEF1||PROTEIN PHOS
0.68158613 5470 NM_006239 Hs.290873 Protein phosphatase, EF hand c||PPEF2||PROTEIN PHOS
-0.76001681 5495 NM_002706 Hs.416769 Protein phosphatase 1B (former||PPM1B||PP2CB, FORME
-0.32206149 22843 NM_014906 Hs.245044 Protein phosphatase 1E (PP2C ||PPM1E||protein phospha
-0.77826495 9647 NM_014634 Hs.112728 Protein phosphatase 1F (PP2C ||||PPM1F||Protein phosph
-0.64140391 5496 NM_002707 Hs.17883 Protein phosphatase 1G (forme ||PP2CG||PP2C-GAMMA|
-0.42242625 151742 NM_139245 Hs.389027 Protein phosphatase 1 (formerly||PPM1L||protein phospha
-0.21257266 54704 NM_018444 Hs.22265 Protein phosphatase 2C, magne||PPM2C||PDP1||PDPC||P
-0.06658755 5499 NM_002708 Hs.183994 Protein phosphatase 1, catalytic ||PPP1A||PPP1CA||PROT
0.26187895 5500 NM_002709 Hs.468018 Protein phosphatase 1, catalytic ||PPP1CB||PPP1CD||PRO
0.34399557 84988 NM_032902 Hs.521937 Protein phosphatase 1, regulato||MYPT3||PPP1R16A||MY
0.04290128 79660 NM_024607 Hs.458513 Protein phosphatase 1, regulato||||PPP1R3B||Protein phos
-0.84213344 5509 NM_006242 Hs.42215 Protein phosphatase 1, regulato||PPP1R6||PPP1R3D||PR
-0.30381335 5518 NM_014225 Hs.467192 Protein phosphatase 2 (formerly||PPP2R1A||PR65-ALPHA
-0.80563716 5519 NM_002716 Hs.269128 Protein phosphatase 2 (formerly||PPP2R1B||PROTEIN PH
-0.30381335 5525 NM_006243 Hs.497684 Protein phosphatase 2, regulato||PPP2R5A||protein phosp
-0.71439647 5526 NM_006244 Hs.75199 Protein phosphatase 2, regulato||PPP2R5B||protein phosp
-0.00271906 5527 NM_002719 Hs.368264 Protein phosphatase 2, regulato||PPP2R5C||protein phosp
-0.29468928 5528 NM_006245 Hs.533308 Protein phosphatase 2, regulato||PPP2R5D||protein phosp
0.15239011 5529 NM_006246 Hs.334868 Protein phosphatase 2, regulato||PPP2R5E||protein phosp
0.27100301 5533 NM_005605 Hs.149413 Protein phosphatase 3 (formerly####################
-0.14870417 9989 NM_005134 Hs.464595 Protein phosphatase 4, regulato||PPP4R1||Protein phosph
-0.65052798 5536 NM_006247 Hs.431861 Protein phosphatase 5, catalytic ||PPP5C||Protein phospha
-0.01184313 5537 NM_002721 Hs.495128 Protein phosphatase 6, catalytic ||PPP6C||Protein phospha
-0.43155032 7803 NM_003463 Hs.227777 Protein tyrosine phosphatase typ||PRL1||PTP(CAAX1)||PTP
-0.00271906 8073 NM_003479 Hs.470477 Protein tyrosine phosphatase typ||PTP4A2||HH7-2||PRL2||P
-0.32206149 11156 NM_007079 Hs.43666 Protein tyrosine phosphatase typ||PTP4A3||PRL3||PROTEI
0.06114942 138639 NM_152422 Hs.437943 Protein tyrosine phosphatase do||PTPDC1||Protein tyrosin
-0.18520045 9200 NM_014241 Hs.114062 Protein tyrosine phosphatase-lik||PTPLA||Protein tyrosine 
0.51735288 5770 NM_002827 Hs.417549 Protein tyrosine phosphatase, n ||PTP1B||PTPN1||PROTE
0.00640501 5781 NM_002834 Hs.506852 Protein tyrosine phosphatase, n ||PTP2C||PTPN11||TYRO
0.4534844 5782 NM_002835 Hs.61812 Protein tyrosine phosphatase, n ||PTP-PEST||PTPN12||PT

-0.78738902 5783 NM_006264 Hs.436142 Protein tyrosine phosphatase, n ||FAP1||PTPN13||PROTE
-0.0209672 11099 NM_007039 Hs.437040 Protein tyrosine phosphatase, n ||PTPN21||PTPD1||PROT
-0.65965205 26191 NM_012411 Hs.97745 Protein tyrosine phosphatase, n ||PTPN8||PEP||PTPN22||L
0.66333799 25930 NM_015466 Hs.25524 Protein tyrosine phosphatase, n ||HDPTP||KIAA1471||PTP
0.14326604 5774 NM_002829 Hs.436429 Protein tyrosine phosphatase, n ||PTPH1||PTPN3||PROTE
0.10676977 5775 NM_002830 Hs.469809 Protein tyrosine phosphatase, n ||PTPMEG1||PTPN4||MEG



-0.41330218 5778 NM_002832 Hs.402773 Protein tyrosine phosphatase, n ||PTPNI||PTPN7||PROTEI
0.5720973 5780 NM_002833 Hs.445775 Protein tyrosine phosphatase, n ||PTPN9||PROTEIN-TYRO

-0.20344859 5786 NM_002836 Hs.269577 Protein tyrosine phosphatase, re||||PTPRA||Protein tyrosine
0.38961592 5787 NM_002837 Hs.434375 Protein tyrosine phosphatase, re||PTPRB||PROTEIN-TYRO
0.10676977 5788 NM_002838 Hs.192039 Protein tyrosine phosphatase, re||PTPRC||B220||LCA||CD4
0.4534844 5789 NM_002839 Hs.446083 Protein tyrosine phosphatase, re||PTPRD||PROTEIN-TYRO
0.13414198 5791 NM_006504 Hs.127022 Protein tyrosine phosphatase, re||PTPRE||PROTEIN-TYRO
0.50822882 5792 NM_002840 Hs.272062 Protein tyrosine phosphatase, re||PTPRF||LEUKOCYTE A
-0.01184313 5794 NM_002842 Hs.179770 Protein tyrosine phosphatase, re||PTPRH||PROTEIN-TYRO
1.21990622 5796 NM_002844 Hs.155919 Protein tyrosine phosphatase, re||PTPRK||PROTEIN-TYRO
-0.01184313 5797 NM_002845 Hs.49774 Protein tyrosine phosphatase, re||PTPRM||PTPRL1||PROT
0.08852163 5798 NM_002846 Hs.89655 Protein tyrosine phosphatase, re||PTPRN||IA2||ICA512||PR
0.03377721 5799 NM_002847 Hs.490789 Protein tyrosine phosphatase, re||PHOGRIN||IAR||KIAA038
0.36224371 5800 NM_002848 Hs.160871 Protein tyrosine phosphatase, re||GLEPP1||PTPRO||PTPU
0.47173254 5802 NM_002850 Hs.408456 Protein tyrosine phosphatase, re||PTPRS||PROTEIN-TYRO
0.40786405 5803 NM_002851 Hs.489824 Protein tyrosine phosphatase, re||RPTPB||PTPRZ1||RPTP
0.38961592 8732 NM_003800 Hs.127219 RNA guanylyltransferase and 5'-||HCE1||RNGTT||CAP1A||
0.18888639 54434 NM_018984 Hs.60377 Slingshot homolog 1 (Drosophila||SSH1||KIAA1298||slingsh
-0.42242625 85464 NM_033389 Hs.335205 Slingshot homolog 2 (Drosophila||KIAA1725||SSH2||slingsh
0.18888639 54961 NM_017857 Hs.29173 Slingshot homolog 3 (Drosophila||SSH3||slingshot homolog
-0.33118556 6815 NM_145251 Hs.364980 Serine/threonine/tyrosine interac||STYX||Serine/threonine/t
0.38049185 160760 NM_139283 Hs.13854 T-cell activation protein phospha||TA-PP2C||T-cell activatio
-0.13045603 23371 NM_015319 Hs.6147 Tensin like C1 domain containin||TENC1||KIAA1075||C1TE
0.77282682 92609 XM_053074
0.12501791 7179 NM_013315 Hs.122986 Transmembrane phosphatase w||TPTE||Transmembrane 
0.67246206 8897 NM_021090 Hs.474536 Myotubularin related protein 3 ||KIAA0371||MTMR3||MYO
0.18888639 5494 NM_021003 Hs.130036 Protein phosphatase 1A (former||PP2CA||PPM1A||PP2C-A
0.71808241 5532 NM_021132 Hs.500067 Protein phosphatase 3 (formerly####################
-0.32206149 10454 NM_006116 Hs.507681 Mitogen-activated protein kinase||TAB1||MAP3K7IP1||TAK
0.84581938 5521 NM_004576 Hs.193825 Protein phosphatase 2 (formerly||PP2AB55-BETA||PP2AB
0.99180449 9562 NM_004897 Hs.121260 Multiple inositol polyphosphate h||MINPP1||HIPER1, CHIC
0.81844717 1500 NM_001331 Hs.166011 Catenin (cadherin-associated pr||KIAA0384||CTNND1||P1
0.84581938 26469 NM_014369 Hs.516390 Protein tyrosine phosphatase, n ||BDP1||PTPN18||BRAIN-
-1.15235179 1365 NM_001306 Hs.25640 Claudin 3 ####################
-1.28008876 1364 NM_001305 Hs.520942 Claudin 4 ||CPER||WBSCR8||hCPE-
-1.69979595 8218 NM_001835 Hs.368266 Clathrin, heavy polypeptide-like ||CLTD||CLH22||CLTCL1|
-1.09760738 10871 NM_006678 Hs.2605 CD300C antigen ||CMRF35A1||CMRF35||C
-1.0611111 1271 NM_001842 Hs.129966 Ciliary neurotrophic factor recep||MGC1774||CNTFR||CNT
-0.83300937 1398 NM_005206 Hs.461896 V-crk sarcoma virus CT10 onco ####################
-1.11585552 64109 NM_022148 Hs.287729 Cytokine receptor-like factor 2 ||CRLF2||CRLF2Y||Cytoki
-1.13410365 1438 NM_006140 Hs.520937 Colony stimulating factor 2 rece ####################
-0.98811855 1525 NM_001338 Hs.473417 Coxsackie virus and adenovirus ||CXADR||HCAR||COXSA
-1.46257015 1630 NM_005215 Hs.172562 Deleted in colorectal carcinoma ||CRC18||DCC||CRCR1||D
-1.18884807 10682 NM_006579 Hs.522636 Emopamil binding protein (stero ||EBP||3-@BETA-HYDRO
-1.8914014 10913 NM_022336 Hs.171971 Ectodysplasin A receptor ||EDA-A1R||DL||EDAR||EC
-1.63592746 2152 NM_001993 Hs.62192 Coagulation factor III (thrombop ||F3||TFA||CD142||TISSUE
-1.79103664 115350 NM_052938 Hs.374126 Fc receptor-like 1 ||FCRH1||FCRL1||Fc rece
-0.61403171 115352 NM_052939 Hs.292449 Fc receptor-like 3 ||FCRH3||FCRL3||Fc rece
-1.96439396 28982 NM_014053 Hs.7055 Feline leukemia virus subgroup ||FLVCR||FELINE LEUKE
-0.53191508 27315 NM_014489 Hs.133968 FGF receptor activating protein ||FRAG1||FGF receptor ac
-0.9424982 84824 NM_032738 Hs.266331 Fc receptor homolog expressed ||FREB||FCRX||FCRLM1||



-0.19432452 10468 NM_013409 Hs.9914 Follistatin ||Follistatin||FST||
-0.48629474 2674 NM_005264 Hs.109425 GDNF family receptor alpha 1 ####################
-0.98811855 64096 NM_022139 Hs.302025 GDNF family receptor alpha 4 ||GFRA4||GDNF family rec
-1.7454163 2690 NM_000163 Hs.125180 Growth hormone receptor ||GHR||GHBP||somatotrop
-1.69067188 2697 NM_000165 Hs.74471 Gap junction protein, alpha 1, 43####################
-0.8238853 9527 NM_004871 Hs.462680 Golgi SNAP receptor complex m||GOSR1||GS28||GOS28||
-0.87862971 9570 NM_004287 Hs.463278 Golgi SNAP receptor complex m||MEMBRIN||GS27||GOSR
-1.8914014 64582 NM_022571 Hs.512691 G protein-coupled receptor 135 ||GPR135||G protein-coup
-1.23446842 350383 NM_181790 Hs.456198 G protein-coupled receptor 142 ||PGR2||GPR142||G prote
-0.88775378 10750 NM_006613 Hs.546336 GRB2-related adaptor protein ||GRAP||GRB2-related ad
-0.59578357 9402 NM_004810 Hs.517499 GRB2-related adaptor protein 2 ||GRID||GADS||GRAP2||G
0.43523626 2887 NM_00100154 Hs.164060 Growth factor receptor-bound pr####################
-1.5355627 2888 NM_004490 Hs.411881 Growth factor receptor-bound pr||GRB14||Growth factor re
-1.30746097 2886 NM_005310 Hs.86859 Growth factor receptor-bound pr||GRB7||Growth factor rec
-1.80928478 2890 NM_000827 Hs.519693 Glutamate receptor, ionotropic, A||GRIA1||HBGR1||GLUR1
-0.75089274 2891 NM_000826 Hs.32763 Glutamate receptor, ionotropic, A||GRIA2||HBGR2||GLUR2
-0.65052798 2892 NM_000828 Hs.377070 Glutamate receptor, ionotrophic ####################
-0.7052724 2893 NM_000829 Hs.503743 Glutamate receptor, ionotrophic ||GRIA4||GLUR4C||GLUR
-0.3768059 2895 NM_001510 Hs.480281 Glutamate receptor, ionotropic, ||GluR-delta-2||GRID2||Glu
-0.22169673 2898 NM_021956 Hs.98262 Glutamate receptor, ionotropic, ||GLUR6||GRIK2||GLR6||M
0.3348715 2899 NM_000831 Hs.2389 Glutamate receptor, ionotropic, ||GLR7||GluR7a||GRIK3||E
0.47173254 2900 NM_014619 Hs.533740 Glutamate receptor, ionotropic, ||EAA1||GRIK4||glutamate
-1.15235179 2901 NM_002088 Hs.367799 Glutamate receptor, ionotropic, ||EAA2||GRIK2||GRIK5||gl
-0.97899448 116443 NM_133445 Hs.283852 Glutamate receptor, ionotropic, ||GRIN3A||NR3A||glutama
-1.32570911 81488 NM_015532 Hs.437256 Glutamate receptor, ionotropic, ||GRINL1A||glutamate rec
-1.28921283 84868 NM_032782 Hs.155111 Hepatitis A virus cellular recepto||TIM3||HAVCR2||T-CELL 
-0.56841136 3077 NM_000410 Hs.233325 Hemochromatosis ####################
-0.03921534 3105 NM_002116 Hs.549038 Major histocompatibility complex####################
0.41698812 3106 NM_005514 Hs.77961 Major histocompatibility complex####################
-1.13410365 3107 NM_002117 Hs.534125 Major histocompatibility complex####################
0.5720973 3109 NM_002118 Hs.1162 Major histocompatibility complex####################
0.26187895 3111 NM_002119 Hs.351874 Major histocompatibility complex####################
-1.46257015 3112 NM_002120 Hs.1802 Major histocompatibility complex||HLA-DOB||class II beta c
0.2162586 3115 NM_002121 Hs.485130 Major histocompatibility complex####################

-0.55016322 3117 NM_002122 Hs.550475 Major histocompatibility complex####################
-0.67790019 3119 NM_002123 Hs.409934 Major histocompatibility complex####################
-0.22169673 3122 NM_019111 Hs.520048 Major histocompatibility complex####################
-0.21257266 3125 NM_022555 Hs.520049 Major histocompatibility complex||||HLA-DRB1||Major histoc
0.36224371 3133 NM_005516 Hs.381008 Major histocompatibility complex####################
0.70895834 3135 NM_002127 Hs.512152 HLA-G histocompatibility antigen||TCA||HLA-6.0||HLA-G||O
-0.53191508 353164 NM_181429 Hs.553716 Taste receptor T2R55 ||T2R55||taste receptor T2
-0.67790019 3590 NM_004512 Hs.204891 Interleukin 11 receptor, alpha ||IL11RA||Interleukin 11 re
-1.04286296 3597 NM_001560 Hs.496646 Interleukin 13 receptor, alpha 1 ||IL13RA1||NR4, MOUSE,
-1.02461482 8807 NM_003853 Hs.158315 Interleukin 18 receptor accessor||ACPL||IL18RB||IL18RAP
-1.09760738 11141 NM_014271 Hs.495893 Interleukin 1 receptor accessory||IL1RAPL1||INTERLEUKI
-0.30381335 53832 NM_014432 Hs.445868 Interleukin 20 receptor, alpha ||IL20R1||IL20RA||Interleu
0.55384916 116379 NM_052962 Hs.126891 Interleukin 22 receptor, alpha 2 ||IL22RA2||IL22BP||INTER
-0.1122079 149233 NM_144701 Hs.200929 Interleukin 23 receptor ||IL23R||Interleukin 23 rec
-0.89687785 163702 NM_170743 Hs.221375 Interleukin 28 receptor, alpha (in||IFNLR1||IL28RA||INTER
0.49910475 23547 NM_012276 Hs.406708 Leukocyte immunoglobulin-like r####################
0.06114942 342510 NM_181449 Hs.158954 Immune receptor expressed on ||CD300LE||IREM2||CD30



0.52647695 3708 NM_002222 Hs.374613 Inositol 1,4,5-triphosphate recep||IP3R1||ITPR1||Inositol 1,
0.51735288 3710 NM_002224 Hs.65758 Inositol 1,4,5-triphosphate recep||ITPR3||Inositol 1,4,5-trip
0.95530821 3757 NM_000238 Hs.188021 Potassium voltage-gated chann ####################
0.54472509 23416 NM_012284 Hs.64064 Potassium voltage-gated chann ||BEC1||KCNH3||BRAIN-S
0.05202535 23415 NM_012285 Hs.304081 Potassium voltage-gated chann ||BEC2||KCNH4||BRAIN-S
0.27100301 90134 NM_033272 Hs.470445 Potassium voltage-gated chann ||KV11.3||KCNH7||HERG3
0.96443228 131096 NM_144633 Hs.475656 Potassium voltage-gated chann ||KCNH8||potassium volta
0.37136778 11015 NM_006855 Hs.534392 KDEL (Lys-Asp-Glu-Leu) endop ||KDELR3||KDEL (Lys-Asp
0.2162586 57292 NM_020535 Hs.375019 Killer cell immunoglobulin-like re||||KIR2DL5||Killer cell imm
0.91881193 3123 NM_002124 Hs.520049 Major histocompatibility complex||||HLA-DRB1||Major histoc
0.25275488 201562 NM_198402 Hs.477367 Protein tyrosine phosphatase-lik||PTPLB||Protein tyrosine 
-0.76914088 3921 NM_002295 Hs.374553 Ribosomal protein SA ||||LAMR1||Ribosomal prot
-0.44067439 27040 NM_014387 Hs.498997 Linker for activation of T cells ||LAT||linker for activation 
-0.30381335 3953 NM_002303 Hs.23581 Leptin receptor ||||LEPR||Leptin receptor||
2.28742232 3976 NM_002309 Hs.2250 Leukemia inhibitory factor (choli ||||LIF||Leukemia inhibitory
-1.24359249 10859 NM_006669 Hs.149924 Leukocyte immunoglobulin-like r####################
-1.0611111 10288 NM_005874 Hs.534386 Leukocyte immunoglobulin-like r####################
-1.11585552 11006 NM_006847 Hs.67846 Leukocyte immunoglobulin-like r####################
-0.63227984 10990 NM_006840 Hs.306230 Leukocyte immunoglobulin-like r||LIR8||CD85C||LILRB5||L
-0.62315577 55716 NM_018113 Hs.272838 Lipocalin-interacting membrane ||LIMR||Lipocalin-interactin
-0.95162227 4037 NM_002333 Hs.515340 Low density lipoprotein receptor ||LRP3||Low density lipopr
-0.26731707 4041 NM_002335 Hs.6347 Low density lipoprotein receptor ||LR3||LRP5||LRP7||Low d
0.2162586 4059 NM_005581 Hs.155048 Lutheran blood group (Auberger||BCAM||LU||LU AUBERG
-0.3494337 283316 NM_174941 Hs.49636 Scavenger receptor cysteine-ric ||M160||CD163B||SCAVEN
0.05202535 4074 NM_002355 Hs.134084 Mannose-6-phosphate receptor ||SMPR||M6PR||MANNOS
-0.95162227 84441 NM_032427 Hs.428214 Mastermind-like 2 (Drosophila) ||MAM3||MAML2||masterm
-0.2308208 8685 NM_006770 Hs.67726 Macrophage receptor with collag||MARCO||Macrophage re
-0.23994487 4163 NM_002387 Hs.483104 Mutated in colorectal cancers ||MCC||Mutated in colorec
1.05567297 4179 NM_002389 Hs.510402 Membrane cofactor protein (CD ||MCP||MEASLES VIRUS 
0.29837522 4352 NM_005373 Hs.82906 Myeloproliferative leukemia virus||TPOR||MPLV||MPL||THR
1.00092856 164091 NM_178422 Hs.523652 Membrane progestin receptor a ||PAQR7||MPRA||MEMBR
0.58122137 931 NM_021950 Hs.438040 Membrane-spanning 4-domains ||S7||Bp35||MS4A1||MS4A
0.17063825 64231 NM_022349 Hs.523702 Membrane-spanning 4-domains ||MS4A6A||membrane-spa
0.38961592 58475 NM_021201 Hs.530735 Membrane-spanning 4-domains ||MS4A7||CFFM4||CD20/F
-1.03373889 83661 NM_031457 Hs.150878 Membrane-spanning 4-domains ||MS4A8B||membrane-spa
-1.90964954 4481 NM_002445 Hs.446291 Macrophage scavenger recepto ||SRA||MSR1||Macrophag
-0.57753543 23625 NM_152832 Hs.25723 Mouse Mammary Turmor Virus ||MTVR1||Mouse Mamma
-0.04833941 4653 NM_000261 Hs.436037 Myocilin, trabecular meshwork in||TIGR||MYOC||TRABECU
1.29289877 9437 NM_004829 Hs.97084 Natural cytotoxicity triggering rec||NKp46||LY94||NCR1||Na
-0.15782824 259197 NM_147130 Hs.509513 Natural cytotoxicity triggering rec||NCR3||Natural cytotoxici
0.85494345 4804 NM_002507 Hs.415768 Nerve growth factor receptor (TN||NGFR||p75(NTR)||TNFR
2.05932059 349667 NM_178570 Hs.502618 Reticulon 4 receptor-like 2 ||RTN4RL2||Reticulon 4 re
0.04290128 146760 NM_178568 Hs.22917 Reticulon 4 receptor-like 1 ||RTN4RL1||Reticulon 4 re
-0.95162227 146722 NM_139018 Hs.235768 NK inhibitory receptor precursor ||NKIR||CD300LF||NK inhi
-0.55928729 4864 NM_000271 Hs.464779 Niemann-Pick disease, type C1 ||NPC1||NPC1 GENE||Nie
-0.3768059 23467 NM_014293 Hs.91622 Neuronal pentraxin receptor ||NPTXR||Neuronal pentra
-0.30381335 8828 NM_003872 Hs.471200 Neuropilin 2 ||NRP2||VEGF165R2||NPN
0.07939756 8439 NM_003580 Hs.372000 Neutral sphingomyelinase (N-SM||FAN||NSMAF||N-SMase 
-0.33118556 266743 NM_178864 Hs.256036 HLH-PAS transcription factor NX||NXF||HLH-PAS transcrip
0.48085661 126014 NM_130771 Hs.347655 Osteoclast-associated receptor ||OSCAR||Osteoclast-asso
0.59946951 9180 NM_003999 Hs.120658 Oncostatin M receptor ||OSMRB||OSMR||oncosta



-0.78738902 5133 NM_005018 Hs.158297 Programmed cell death 1 ||PDCD1||Programmed ce
-0.8238853 5187 NM_002616 Hs.445534 Period homolog 1 (Drosophila) ||PER1||RIGUI||period hom
-1.02461482 8864 NM_003894 Hs.58756 Period homolog 2 (Drosophila) ||PER2||period homolog 2
-0.63227984 5314 NM_138694 Hs.446118 Polycystic kidney and hepatic di ||PKHD1||FIBROCYSTIN|
-1.25271655 5329 NM_002659 Hs.466871 Plasminogen activator, urokinas||UPAR||PLAUR||CD87 AN
-1.59030712 55558 NM_017514 Hs.21432 Plexin A3 ||PLXNA3||PLXN4||PLEXI
-0.01184313 5365 NM_005393 Hs.380742 Plexin B3 ||PLXN6||PLXNB3||plexin 
-0.50454287 55629 NM_017761 Hs.512636 Proline-rich nuclear receptor coa||PNRC2||Proline-rich nuc
-0.3768059 114908 NM_052932 Hs.503709 Pro-oncosis receptor inducing m||KCT3||PORIMIN||KERAT
0.11589384 5544 NM_006249 Hs.73031 Proline-rich protein BstNI subfam||G1||PRB3||PAROTID SA
-0.87862971 10544 NM_006404 Hs.82353 Protein C receptor, endothelial ( ||CCD41||CCCA||PROCR
-1.03373889 5662 NM_002779 Hs.154658 Pleckstrin and Sec7 domain con||TYL||PSD||PLECKSTRIN
-0.95162227 26470 NM_012410 Hs.6314 Seizure related 6 homolog (mou||SEZ6L2||Seizure related
-0.34030963 5727 NM_000264 Hs.494538 Patched homolog (Drosophila) ||PTCH||HPE7||patched ho
-1.50819049 8643 NM_003738 Hs.249164 Patched homolog 2 (Drosophila ||PTCH2||patched homolo
-1.04286296 5817 NM_006505 Hs.171844 Poliovirus receptor ||PVR||PVS||Poliovirus rec
-2.14687534 5819 NM_002856 Hs.326371 Poliovirus receptor-related 2 (he||PRR2||HVEB||PVRL2||PV
-0.4954188 10266 NM_005854 Hs.514193 Receptor (calcitonin) activity mo||RAMP2||RECEPTOR AC
-0.1122079 10268 NM_005856 Hs.25691 Receptor (calcitonin) activity mo||RAMP3||RECEPTOR AC
-0.33118556 51720 NM_016290 Hs.232721 Receptor associated protein 80 ||RAP80||Receptor associ
-0.38592997 26575 NM_012419 Hs.166313 Regulator of G-protein signalling||RGSZ2||RGS17||regulato
-1.01549075 6091 NM_002941 Hs.13640 Roundabout, axon guidance rec||DUTT1||ROBO1||DELET
-1.37132946 65078 NM_023004 Hs.30868 Reticulon 4 receptor ||NGR||RTN4R||NOGO RE
-1.32570911 8935 NM_003930 Hs.200770 Src family associated phosphop ||SCAP2||SKAP55R||SKA
-2.07388279 949 NM_005505 Hs.298813 Scavenger receptor class B, me####################
-1.09760738 29106 NM_013243 Hs.232618 Secretogranin III ||SCG3||secretogranin III||
-1.23446842 27020 NM_012428 Hs.187866 Stromal cell derived factor recep||SDFR1||Stromal cell der
-0.78738902 10371 NM_006080 Hs.252451 Sema domain, immunoglobulin ||SEMA3A||COLL1||SEMA
-0.96987041 6405 NM_004186 Hs.32981 Sema domain, immunoglobulin ||SEMA3F||SEMAK||SEMA
-0.55016322 10507 NM_006378 Hs.511748 Sema domain, immunoglobulin ||COLL4||SEMAJ||SEMA4
-0.12133196 10501 NM_020241 Hs.465642 Sema domain, transmembrane ||SEMA6B||SEMAPHORIN
-0.8238853 6422 NM_003012 Hs.213424 Secreted fri11led-related protein||SFRP1||SARP2||SECRE
-0.0209672 6423 XM_050625
-0.52279101 6424 NM_003014 Hs.105700 Secreted fri11led-related protein||SFRP4||FRPHE||Secrete
-1.28008876 6425 NM_003015 Hs.279565 Secreted fri11led-related protein||SFRP5||SARP3||SECRE
-0.43155032 51463 NM_016334 Hs.319301 G protein-coupled receptor 89 ||GPR89||G protein-couple
-0.77826495 4068 NM_002351 Hs.349094 SH2 domain protein 1A, Duncan||SAP||SH2D1A||SLAM-AS
-0.78738902 6450 NM_007341 Hs.473847 SH3 domain binding glutamic ac||SH3BGR||SH3-BINDING
0.03377721 9467 NM_004844 Hs.257761 SH3-domain binding protein 5 (B||SAB||SH3BP5||SH3 DOM
0.14326604 124583 NM_138793 Hs.8859 Calcium activated nucleotidase ||CANT1||Calcium activate
-0.95162227 6461 NM_003028 Hs.521482 SHB (Src homology 2 domain co||SHB||SHB ADAPTOR PR
-0.67790019 53358 NM_016848 Hs.137570 Chromosome 9 open reading fra||||SHC3||Chromosome 9 o
-1.179724 10572 NM_006427 Hs.112058 CD27-binding (Siva) protein ||CD27BP||SIVA||CD27-BI

-1.02461482 6503 NM_006748 Hs.75367 Src-like-adaptor ||SLAP||SLA||Src-like-ada
-0.77826495 114836 NM_052931 Hs.492348 SLAM family member 6 ||NTBA||SLAMF6||SLAM f
-1.09760738 51429 NM_016224 Hs.191213 Sorting nexin 9 ||SH3PX1||SNX9||Sorting 
-0.69614833 6653 NM_003105 Hs.368592 Sortilin-related receptor, L(DLR ||||SORL1||Sortilin-related 
-1.07935924 79368 NM_030764 Hs.437393 Fc receptor-like 2 ||SPAP1B||SPAP1C||FCR
-0.95162227 8027 NM_003473 Hs.441498 Signal transducing adaptor mole||STAM||STAM1||SIGNAL
-0.73264461 3925 NM_005563 Hs.209983 Stathmin 1/oncoprotein 18 ||STMN1||SMN||LAP18||M
-1.17059993 4070 NM_002353 Hs.23582 Tumor-associated calcium signa||GA733-1||TACSTD2||M1



-1.68154781 5726 NM_176817 Hs.553500 Taste receptor, type 2, member ||TAS2R38||PTC||Taste re
-0.96074634 10342 NM_006070 Hs.518123 TRK-fused gene ||TFG||TRK-fused gene||T
-1.34395725 9392 NM_004257 Hs.446350 Transforming growth factor, beta||TRAP1||TGFBRAP1||TG
-1.22534435 10226 NM_005817 Hs.140452 Mannose-6-phosphate receptor ||TIP47||M6PRBP1||MPR-
-1.47169422 114609 NM_052887 Hs.537126 Toll-interleukin 1 receptor (TIR) ||TIRAP||MYD88 ADAPTO
-1.09760738 81793 NM_030956 Hs.120551 Toll-like receptor 10 ||TLR10||TLR10 TLR11||T
-1.179724 7100 NM_003268 Hs.114408 Toll-like receptor 5 ||TLR5||TIL3||Toll-like rece

-1.38957759 51284 NM_016562 Hs.179152 Toll-like receptor 7 ||TLR7||Toll-like receptor 7
-1.35308132 54106 NM_017442 Hs.87968 Toll-like receptor 9 ||TLR9||Toll-like receptor 9
-1.07023517 8794 NM_003841 Hs.119684 Tumor necrosis factor receptor s||||TNFRSF10C||Tumor ne
-1.47169422 8793 NM_003840 Hs.213467 Tumor necrosis factor receptor s||DCR2||TNFRSF10D||TR
-1.51731456 8792 NM_003839 Hs.204044 Tumor necrosis factor receptor s||RANK||TRANCER||ODF
-1.15235179 23495 NM_012452 Hs.158341 Tumor necrosis factor receptor s||TACI||TNFRSF13B||TRA
-1.44432201 608 NM_001192 Hs.2556 Tumor necrosis factor receptor s||TNFRSF17||BCMA||B-ce
-1.10673145 84957 NM_032871 Hs.533720 Tumor necrosis factor receptor s||TNFRSF19L||Tumor nec
-1.42607387 27242 NM_014452 Hs.443577 Tumor necrosis factor receptor s||TNFRSF21||DR6||DEAT
-1.28921283 958 NM_001250 Hs.472860 CD40 antigen (TNF receptor su ####################
-0.97899448 355 NM_000043 Hs.244139 Fas (TNF receptor superfamily, ####################
0.05202535 943 NM_001243 Hs.1314 Tumor necrosis factor receptor s####################
-0.99724262 3604 NM_001561 Hs.193418 Tumor necrosis factor receptor s||TNFRSF9||CD137||ILA||I
-0.97899448 7159 NM_005426 Hs.523968 Tumor protein p53 binding prote||ASPP2||TP53BP2||APOP
-1.24359249 8717 NM_003789 Hs.460996 TNFRSF1A-associated via deat ||TRADD||TNFR1-ASSOC
-0.59578357 54210 NM_018643 Hs.283022 Triggering receptor expressed o||TREM1||Triggering recep
-0.95162227 54209 NM_018965 Hs.435295 Triggering receptor expressed o||TREM2||Triggering recep
-1.36220539 124599 NM_174892 Hs.313343 Triggering receptor expressed o||CD300LB||TREM5||CD30
-1.09760738 7223 NM_016179 Hs.262960 Transient receptor potential cati ||TRPC4||TRP4||TRPC4-A
-1.26184062 57113 NM_020389 Hs.283104 Transient receptor potential cati ||TRPC7||transient recepto
-0.96987041 54795 NM_017636 Hs.467101 Transient receptor potential cati ||TRPM4||transient recept
-1.27096469 51393 NM_016113 Hs.279746 Transient receptor potential cati ||VRL1||TRPV2||VANILLO
-0.89687785 162514 NM_145068 Hs.446255 Transient receptor potential cati ||VRL3||TRPV3||VANILLO
-1.39870166 7305 NM_003332 Hs.515369 TYRO protein tyrosine kinase bi ||DAP12||TYROBP||DNAX
-1.05198703 219699 NM_170744 Hs.522997 Unc-5 homolog B (C. elegans) ||UNC5B||UNC5H2||unc-5
-0.88775378 8633 NM_003728 Hs.125605 Unc-5 homolog C (C. elegans) ||UNC5C||UNC5H3||unc-5
-1.13410365 10163 NM_006990 Hs.469244 WAS protein family, member 2 ||WAVE2||SCAR2||WASF
-1.01549075 7471 NM_005430 Hs.248164 Wingless-type MMTV integration||WNT1||ONCOGENE INT
-0.9424982 80326 NM_025216 Hs.121540 Wingless-type MMTV integration||WNT10A||wingless-type 
-1.17059993 7480 NM_003394 Hs.91985 Wingless-type MMTV integration||WNT10B||wingless-type 
-0.99724262 7481 NM_004626 Hs.108219 Wingless-type MMTV integration||WNT11||wingless-type M
-1.15235179 51384 NM_016087 Hs.272375 Wingless-type MMTV integration||WNT16||wingless-type M
-1.28008876 7472 NM_003391 Hs.128553 Wingless-type MMTV integration||INT1L1||IRP||WNT2||INT
-0.69614833 7482 NM_004185 Hs.258575 Wingless-type MMTV integration||WNT2B||WNT13, FORM
-0.93337413 7473 NM_030753 Hs.445884 Wingless-type MMTV integration||WNT3||ONCOGENE INT
-0.83300937 89780 NM_033131 Hs.336930 Wingless-type MMTV integration||WNT3A||wingless-type M
-0.91512599 54361 NM_030761 Hs.25766 Wingless-type MMTV integration||WNT4||wingless-type MM
-1.0611111 81029 NM_030775 Hs.306051 Wingless-type MMTV integration||WNT5B||wingless-type M
-0.95162227 7475 NM_006522 Hs.29764 Wingless-type MMTV integration||WNT6||wingless-type MM
-0.91512599 7477 NM_058238 Hs.512714 Wingless-type MMTV integration||WNT7B||wingless-type M
-0.75089274 7478 NM_031933 Hs.259471 Wingless-type MMTV integration||WNT8A||wingless-type M
-1.01549075 7479 NM_003393 Hs.421281 Wingless-type MMTV integration||WNT8B||wingless-type M
-0.74176868 7483 NM_003395 Hs.149504 Wingless-type MMTV integration||WNT9A||WNT14||wingle
-0.72352054 7484 NM_003396 Hs.326420 Wingless-type MMTV integration||WNT9B||WNT15||WING



-1.11585552 9466 NM_004843 Hs.132781 Interleukin 27 receptor, alpha ||IL27RA||WSX1||TCCR||T
-0.76001681 7783 NM_003460 Hs.73982 Zona pellucida glycoprotein 2 (s ||ZP2||SPERM RECEPTO
-0.92425006 133 NM_001124 Hs.441047 Adrenomedullin ||Adrenomedullin||preproa
-0.75089274 181 NM_001138 Hs.104633 Agouti related protein homolog (####################
-0.57753543 11216 NM_007202 Hs.462457 A kinase (PRKA) anchor protein||DAKAP2||AKAP10||A-KIN
-0.72352054 10142 NM_005751 Hs.527348 A kinase (PRKA) anchor protein||AKAP9||AKAP450||A-KIN
-0.67790019 214 NM_001627 Hs.150693 Activated leukocyte cell adhesio ||MEMD||MGC71733||ALC
-0.71439647 268 NM_000479 Hs.112432 Anti-Mullerian hormone ||AMH||MIF||MIS||MULLER
-0.14870417 284 NM_001146 Hs.369675 Angiopoietin 1 ||AGP1||KIAA0003||ANG1
-0.91512599 285 NM_001147 Hs.553484 Angiopoietin 2 ||ANG2||angiopoietin-2B||T
-0.60490764 9068 NM_004673 Hs.496222 Angiopoietin-like 1 ||ANGPTL1||ANGPT3, FO
-0.57753543 23452 NM_012098 Hs.521731 Angiopoietin-like 2 ||ARP2||ANGPTL2||Angiop
-0.50454287 23780 NM_030882 Hs.474740 Apolipoprotein L, 2 ||APOL2||APOL-II||APOLIP
-0.69614833 374 NM_001657 Hs.270833 Amphiregulin (schwannoma-der ||AREG||MGC13647||SDG
-0.72352054 433 NM_001181 Hs.16247 Asialoglycoprotein receptor 2 ####################
-0.74176868 434 NM_001672 Hs.432400 Agouti signaling protein, nonago||AGSW||ASP||ASIP||AGT
-0.64140391 551 NM_000490 Hs.89648 Arginine vasopressin (neurophy ####################
-0.63227984 9530 NM_004874 Hs.194726 BCL2-associated athanogene 4 ||BAG4||SODD||BCL2-ass
-0.39505404 8915 NM_003921 Hs.549082 B-cell CLL/lymphoma 10 ||BCL10||B-cell CLL/lymph
-0.14870417 627 NM_001709 Hs.502182 Brain-derived neurotrophic facto||||BDNF||Brain-derived ne
-0.3494337 9210 NM_005448 Hs.532692 Bone morphogenetic protein 15 ||GDF9B||BMP15||GROW
-0.55016322 650 NM_001200 Hs.73853 Bone morphogenetic protein 2 ||BMP2A||BMP2||BONE M
-0.17607638 651 NM_001201 Hs.121507 Bone morphogenetic protein 3 ( ||BMP3||Bone morphogen
-0.73264461 652 NM_001202 Hs.68879 Bone morphogenetic protein 4 ||ZYME||BMP2B1||BMP4||
-0.258193 653 NM_021073 Hs.296648 Bone morphogenetic protein 5 ||BMP5||MGC34244||Bone

-0.30381335 654 NM_001718 Hs.285671 Bone morphogenetic protein 6 ||VGR1||BMP6||Vg-related
-1.68154781 655 NM_001719 Hs.473163 Bone morphogenetic protein 7 ( ||OP1||BMP7||OP-1||bone 
-0.24906893 656 NM_001720 Hs.409964 Bone morphogenetic protein 8b ||OP2||BMP8B||bone morp
-0.4954188 9256 NM_004758 Hs.112499 Benzodiazapine receptor (periph||BZRAP1||Benzodiazapin
-1.01549075 706 NM_000714 Hs.202 Benzodiazapine receptor (periph||BZRP||OTTHUMP00000
-0.81476123 54360 NM_018659 Hs.13872 Cytokine-like 1 ||CYTL1||C17||Cytokine-lik
-0.44067439 22918 NM_012072 Hs.97199 Complement component 1, q su||C1QR1||COLLECTIN RE
0.01552907 885 NM_000729 Hs.458426 Cholecystokinin ||Cholecystokinin||CCK||ch
-0.39505404 6346 NM_002981 Hs.72918 Chemokine (C-C motif) ligand 1 ||I309||CCL1||SCYA1, FOR
-0.50454287 6356 NM_002986 Hs.54460 Chemokine (C-C motif) ligand 1 ||CCL11||EOTAXIN||SCYA
-0.86950565 6357 NM_005408 Hs.414629 Chemokine (C-C motif) ligand 1 ||NCC1||MCP4||CCL13||SC
-0.19432452 6358 NM_004166 Hs.272493 Chemokine (C-C motif) ligand 1 ||||CCL15||Chemokine (C-
-0.07571162 6359 NM_004167 Hs.272493 Chemokine (C-C motif) ligand 1 ||||CCL15||Chemokine (C-
-0.86038158 6360 NM_004590 Hs.10458 Chemokine (C-C motif) ligand 1 ||CCL16||NCC4||SCYA16,
-0.62315577 6362 NM_002988 Hs.143961 Chemokine (C-C motif) ligand 1 ####################
-0.22169673 6363 NM_006274 Hs.50002 Chemokine (C-C motif) ligand 1 ||CCL19||ELC||MIP3B||EB
-0.19432452 6364 NM_004591 Hs.75498 Chemokine (C-C motif) ligand 2 ||LARC||CCL20||MIP3A||S
0.42611219 6366 NM_002989 Hs.57907 Chemokine (C-C motif) ligand 2 ||CCL21||SLC||EXODUS 2
-0.10308383 6367 NM_002990 Hs.534347 Chemokine (C-C motif) ligand 2 ||MDC||CCL22||SCYA22, 
-0.39505404 6369 NM_002991 Hs.247838 Chemokine (C-C motif) ligand 2 ||MPIF2||CCL24||SCYA24
-0.5866595 10344 NM_006072 Hs.131342 Chemokine (C-C motif) ligand 2 ||CCL26||SCYA26, FORM
-0.4680466 10850 NM_006664 Hs.459590 Chemokine (C-C motif) ligand 2 ||ESKINE||CTACK||ILC||C
0.06114942 56477 NM_019846 Hs.334633 Chemokine (C-C motif) ligand 2 ||CCL28||chemokine (C-C
-0.76914088 6349 NM_021006 Hs.512683 Chemokine (C-C motif) ligand 3 ||MIP1-ALPHA-P||CCL3L1
-0.12133196 6352 NM_002985 Hs.514821 Chemokine (C-C motif) ligand 5 ####################
-0.77826495 6354 NM_006273 Hs.251526 Chemokine (C-C motif) ligand 7 ||CCL7||MCP3||SCYA7, FO



-0.97899448 6355 NM_005623 Hs.271387 Chemokine (C-C motif) ligand 8 ||CCL8||MCP2||SCYA8, FO
0.02465314 929 NM_000591 Hs.163867 CD14 antigen ||CD14||CD14 antigen||CD
0.14326604 912 NM_001766 Hs.1799 CD1D antigen, d polypeptide ||CD1D||Thymocyte antige
1.14691366 914 NM_001767 Hs.523500 CD2 antigen (p50), sheep red b ||T11||CD2||SRBC||OTTH
0.62684172 10332 NM_014257 Hs.421437 C-type lectin domain family 4, m||DCSIGNR||CD209L||LSI
0.41698812 940 NM_006139 Hs.1987 CD28 antigen (Tp44) ||CD28||T-CELL ANTIGEN
-0.7052724 945 NM_001772 Hs.83731 CD33 antigen (gp67) ||SIGLEC-3||CD33||SIGLE
-0.43155032 948 NM_000072 Hs.120949 CD36 antigen (collagen type I re####################
-0.56841136 915 NM_000732 Hs.504048 CD3D antigen, delta polypeptide||CD3D||CD3-DELTA||T3D
-0.18520045 917 NM_000073 Hs.2259 CD3G antigen, gamma polypept####################
0.03377721 919 NM_000734 Hs.156445 CD3Z antigen, zeta polypeptide ####################
0.46260847 960 NM_000610 Hs.502328 CD44 antigen (homing function ####################
0.07027349 921 NM_014207 Hs.58685 CD5 antigen (p56-62) ||T1||LEU1||CD5||LYMPHO
0.79107496 923 NM_006725 Hs.502710 CD6 antigen ||CD6||TP120||CD6 antige
0.95530821 969 NM_001781 Hs.208854 CD69 antigen (p60, early T-cell ||CD69||CLEC2C||EARLY 
0.65421392 971 NM_001782 Hs.116481 CD72 antigen ||OTTHUMP00000045360
0.31662336 925 NM_001768 Hs.85258 CD8 antigen, alpha polypeptide ####################
-0.31293742 926 NM_004931 Hs.405667 CD8 antigen, beta polypeptide 1####################
-1.28921283 8099 NM_004642 Hs.433201 CDK2-associated protein 1 ||CDK2AP1||DOC1||CDK2
-0.75089274 1081 NM_000735 Hs.119689 Glycoprotein hormones, alpha p ####################
-0.31293742 1114 NM_001819 Hs.516874 Chromogranin B (secretogranin ||SCG1||CHGB||SECRETO
-0.59578357 51192 NM_016326 Hs.15159 Chemokine-like factor ||CKLF||Chemokine-like fa
-0.06658755 112616 NM_138410 Hs.440494 Chemokine-like factor super fam||CKLFSF7||CHEMOKINE
0.54472509 23529 NM_013246 Hs.502977 Cardiotrophin-like cytokine facto||CLC||BSF3||CLCF1||Card
0.14326604 51266 NM_016509 Hs.409794 C-type lectin domain family 1, m||CLEC2||CLEC1B||C-TYP
0.12501791 338339 NM_080387 Hs.351811 C-type lectin domain family 4, m||CLEC4D||CLECSF8||C-ty
0.10676977 1270 NM_000614 Hs.524920 Zinc finger protein 91 homolog ( ||||ZFP91||Zinc finger prote
0.03377721 1378 NM_000573 Hs.334019 Complement component (3b/4b ####################
-0.43155032 1380 NM_001877 Hs.445757 Complement component (3d/Ep ####################
0.12501791 1392 NM_000756 Hs.75294 Corticotropin releasing hormone||CRH||CRH DEFICIENCY
-0.48629474 1435 NM_000757 Hs.173894 Colony stimulating factor 1 (mac####################
-0.12133196 1437 NM_000758 Hs.1349 Colony stimulating factor 2 (gran####################
-1.90964954 1439 NM_000395 Hs.285401 Colony stimulating factor 2 rece ####################
-0.13045603 1440 NM_000759 Hs.2233 Colony stimulating factor 3 (gran####################
0.10676977 1441 NM_000760 Hs.524517 Colony stimulating factor 3 rece ####################
-0.41330218 1444 NM_001318 Hs.447490 Chorionic somatomammotropin ####################
-0.24906893 1489 NM_001330 Hs.483811 Cardiotrophin 1 ||CT1||CTF1||CT-1||Cardio
-0.05746348 6376 NM_002996 Hs.531668 Chemokine (C-X3-C motif) ligan||NTT||CX3CL1||NEUROT
-0.0209672 6373 NM_005409 Hs.518814 Chemokine (C-X-C motif) ligand####################
0.36224371 10563 NM_006419 Hs.100431 Chemokine (C-X-C motif) ligand||BCA1||CXCL13||BLC||SC
0.32574743 26999 NM_014376 Hs.519702 Cytoplasmic FMR1 interacting p ||CYFIP2||PIR121||p53-IN
0.46260847 1605 NM_004393 Hs.76111 Dystroglycan 1 (dystrophin-asso||DAG1||alpha-dystroglyca
0.61771765 1622 NM_020548 Hs.78888 Diazepam binding inhibitor (GAB####################
0.17976232 9936 NM_014880 Hs.130014 CD302 antigen ||DCL-1||CD302 antigen||
0.29837522 9993 NM_005137 Hs.517357 DiGeorge syndrome critical regio||||DGCR2||DiGeorge synd
0.07939756 1729 NM_005219 Hs.529451 Diaphanous homolog 1 (Drosop ||DRF1||DFNA1||LFHL1||D
0.54472509 1325 NM_001302 Hs.412311 Cortistatin ||||CORT||Cortistatin||
-0.06658755 9231 NM_004747 Hs.500245 Discs, large homolog 5 (Drosop ||DLG5||PDLG||PLACENT
0.03377721 10683 NM_016941 Hs.127792 Delta-like 3 (Drosophila) ||DLL3||delta-like 3 (Droso
-0.41330218 54567 NM_019074 Hs.511076 Delta-like 4 (Drosophila) ||DLL4||delta-like 4 (Droso
0.75457869 1755 NM_004406 Hs.279611 Deleted in malignant brain tumo ####################



-0.65965205 9046 NM_003974 Hs.71215 Docking protein 2, 56kDa ||DOK2||p56DOK||DOCKIN
0.06114942 55715 NM_018110 Hs.279832 Docking protein 4 ||DOK4||Docking protein 4
-0.31293742 55816 NM_177959 Hs.473133 Docking protein 5 ||DOK5||Docking protein 5
-0.80563716 1839 NM_001945 Hs.799 Heparin-binding EGF-like growth####################
-0.96074634 1855 NM_004421 Hs.74375 Dishevelled, dsh homolog 1 (Dro||MGC54245||DVL1||dishe
-0.76914088 1856 NM_004422 Hs.118640 Dishevelled, dsh homolog 2 (Dro||DVL2||dishevelled, dsh h
0.44436033 1896 NM_001399 Hs.105407 Ectodysplasin A ####################
0.87319159 10085 NM_005711 Hs.482730 EGF-like repeats and discoidin I ||DEL1||EDIL3||DEVELOP
0.15239011 1906 NM_001955 Hs.511899 Endothelin 1 ||OTTHUMP00000039245
0.97355635 1908 NM_000114 Hs.1408 Endothelin 3 ||ET3||EDN3||MGC15067|
-0.07571162 1942 NM_004428 Hs.516664 Ephrin-A1 ####################
0.64508985 1943 NM_001405 Hs.532655 Ephrin-A2 ||EPLG6||ephrin-A2||EFNA
0.71808241 1946 NM_001962 Hs.128518 Ephrin-A5 ||EFNA5||ephrin-A5||LERK
-0.03921534 1947 NM_004429 Hs.144700 Ephrin-B1 ||EPLG2||CFND||CFNS||E
-0.74176868 1948 NM_004093 Hs.149239 Ephrin-B2 ||EFNB2||LERK5||ephrin-B
-0.48629474 1950 NM_001963 Hs.419815 Epidermal growth factor (beta-u ||URG||EGF||Epidermal gr
0.05202535 25975 NM_015507 Hs.12844 EGF-like-domain, multiple 6 ||MAEG||EGFL6||EGF-LIK
0.53560102 2056 NM_000799 Hs.2303 Erythropoietin ||Erythropoietin||epoetin||E
0.53560102 58513 NM_021235 Hs.292072 Epidermal growth factor recepto||EPS15L1||Epidermal gro
1.10129332 2069 NM_001432 Hs.115263 Epiregulin ||EREG||Epiregulin||epireg
0.53560102 11082 NM_007036 Hs.129944 Endothelial cell-specific molecul ||ESM1||Endothelial cell-s
0.25275488 8772 NM_003824 Hs.86131 Fas (TNFRSF6)-associated via ||FADD||MORT1||FAS-AS
-0.2308208 2204 NM_002000 Hs.193122 Fc fragment of IgA, receptor for ####################
0.38961592 2205 NM_002001 Hs.897 Fc fragment of IgE, high affinity ####################
-0.8238853 2207 NM_004106 Hs.433300 Fc fragment of IgE, high affinity ####################
0.40786405 2208 NM_002002 Hs.465778 Fc fragment of IgE, low affinity I ####################
-0.05746348 2209 NM_000566 Hs.77424 Fc fragment of IgG, high affinity ||FCRI||FCGR1A||IGFR1||
0.37136778 2212 NM_021642 Hs.352642 Fc fragment of IgG, low affinity I ||MGC30032||FCGR2A1||C
0.08852163 2213 NM_004001 Hs.492655 Fc fragment of IgG, low affinity I ||||FCGR2B||Fc fragment o
0.49910475 2215 NM_000570 Hs.372679 Fc fragment of IgG, low affinity I ||||FCGR3B||Fc fragment o
-0.01184313 2217 NM_004107 Hs.111903 Fc fragment of IgG, receptor, tra||FCGRT||neonatal Fc-rec
0.17976232 10116 NM_015322 Hs.362733 Fem-1 homolog b (C. elegans) ||FEM1B||fem-1 homolog 
-0.26731707 2246 NM_000800 Hs.483635 Fibroblast growth factor 1 (acidic####################
0.71808241 2255 NM_004465 Hs.248049 Fibroblast growth factor 10 ||FGF10||Fibroblast growth
-0.13045603 2256 NM_004112 Hs.528468 Fibroblast growth factor 11 ||FGF11||MGC45269||FHF
0.35311964 2258 NM_004114 Hs.6540 Fibroblast growth factor 13 ||FGF13||FGF2||FHF2||Fib
-0.35855777 2259 NM_004115 Hs.508616 Fibroblast growth factor 14 ||||FGF14||Fibroblast grow
-0.258193 8823 NM_003868 Hs.534376 Fibroblast growth factor 16 ||FGF16||Fibroblast growth

-0.22169673 8822 NM_003867 Hs.248192 Fibroblast growth factor 17 ||FGF17||Fibroblast growth
0.07027349 8817 NM_003862 Hs.87191 Fibroblast growth factor 18 ||FGF18||Fibroblast growth
0.22538267 9965 NM_005117 Hs.249200 Fibroblast growth factor 19 ||FGF19||Fibroblast growth
0.28012708 26281 NM_019851 Hs.199905 Fibroblast growth factor 20 ||FGF20||Fibroblast growth
-0.5866595 26291 NM_019113 Hs.283015 Fibroblast growth factor 21 ||FGF21||Fibroblast growth
0.02465314 8074 NM_020638 Hs.287370 Fibroblast growth factor 23 ||FGF23||Fibroblast growth
-0.258193 2248 NM_005247 Hs.37092 Fibroblast growth factor 3 (murin####################

0.89143973 2249 NM_002007 Hs.1755 Fibroblast growth factor 4 (hepa ####################
0.48998068 2250 NM_004464 Hs.37055 Fibroblast growth factor 5 ||FGF5||FGF5S||Fibroblas
-0.38592997 2251 NM_020996 Hs.166015 Fibroblast growth factor 6 ||FGF6||HBGF-6||HST2 O
-1.03373889 2252 NM_002009 Hs.122006 Galactokinase 2 ||||FGF7||Galactokinase 2|
-0.4954188 2253 NM_006119 Hs.57710 Fibroblast growth factor 8 (andro####################
-0.60490764 2254 NM_002010 Hs.111 Fibroblast growth factor 9 (glia-a||HBFG-9||FGF9||GAF||fib



-0.52279101 2277 NM_004469 Hs.11392 C-fos induced growth factor (vas||FIGF||VEGFD||VEGF-D|
-0.5866595 2316 NM_001456 Hs.195464 Filamin A, alpha (actin binding p####################
-0.96074634 2323 NM_001459 Hs.428 Fms-related tyrosine kinase 3 lig||FLT3LG||FLT3 LIGAND|
-0.68702426 2348 NM_000802 Hs.73769 Folate receptor 1 (adult) ||MOv18||FR-alpha||FOLR
0.46260847 2350 NM_000803 Hs.433159 Folate receptor 2 (fetal) ||FBP/PL-1||beta-hFR||FR
-0.43155032 2352 NM_000804 Hs.352 Folate receptor 3 (gamma) ||FR-gamma||FOLR3||gam
-0.4680466 10817 NM_006653 Hs.194208 Fibroblast growth factor recepto ||FRS2B||FRS3||SNT2||FR
-1.85490513 2487 NM_001463 Hs.128453 Fri11led-related protein ||FRZB1||FRE||FRZB-PEN
-0.91512599 2488 NM_000510 Hs.36975 Follicle stimulating hormone, be ||FSHB||follitropin, beta ch
-1.17059993 2549 NM_002039 Hs.80720 GRB2-associated binding protei ||GAB1||GRB2-associated
-0.71439647 2520 NM_000805 Hs.2681 Gastrin ||Gastrin||GAS||gastrin pre
-1.24359249 2657 NM_001492 Hs.412355 LAG1 longevity assurance homo||||LASS1||LAG1 longevity 
-0.21257266 2662 NM_004962 Hs.2171 Growth differentiation factor 10 ||BMP3B||GDF10||BMP-3b
-0.60490764 10220 NM_005811 Hs.550500 Growth differentiation factor 11 ||GDF11||BMP11||GROW
0.22538267 9518 NM_004864 Hs.515258 Growth differentiation factor 15 ||PDF||GDF15||MIC1||PLA
0.07939756 2658 NM_016204 Hs.279463 Growth differentiation factor 2 ||BMP-9||GDF2||BMP9||GR
0.99180449 8200 NM_000557 Hs.1573 Growth differentiation factor 5 (c||CDMP1||LAP4||GDF5||G
1.1377896 2660 NM_005259 Hs.41565 Growth differentiation factor 8 ||myostatin||GDF8||MSTN 

-0.15782824 2661 NM_005260 Hs.25022 Growth differentiation factor 9 ||GDF9||GROWTH/DIFFE
-0.57753543 2668 NM_000514 Hs.248114 Glial cell derived neurotrophic fa####################
-0.19432452 2676 NM_001496 Hs.58042 GDNF family receptor alpha 3 ||GFRA3||GPI-linked rece
-1.0611111 2689 NM_002059 Hs.406754 Growth hormone 2 ####################
0.2162586 2691 NM_021081 Hs.37023 Growth hormone releasing horm||GHRH||GHRF||GRF||som

-0.52279101 51738 NM_016362 Hs.302131 Ghrelin precursor ||||GHRL||Ghrelin precurso
0.78195089 2695 NM_004123 Hs.1454 Gastric inhibitory polypeptide ||GIP||Gastric inhibitory po
-0.38592997 2734 NM_012201 Hs.201712 Golgi apparatus protein 1 ||FLJ23967||ESL-1||CFR-1
0.11589384 2796 NM_000825 Hs.82963 Gonadotropin-releasing hormon ####################
-0.32206149 2797 NM_001501 Hs.129715 Gonadotropin-releasing hormon ####################
0.67246206 2811 NM_000173 Hs.1472 Glycoprotein Ib (platelet), alpha ####################
-0.28556521 51206 NM_016363 Hs.272216 Glycoprotein VI (platelet) ||GP6||GP VI||glycoprotein
0.00640501 2885 NM_002086 Hs.444356 Growth factor receptor-bound pr####################
-0.258193 2922 NM_002091 Hs.153444 Gastrin-releasing peptide ####################

-0.03009127 57817 NM_021175 Hs.8821 Hepcidin antimicrobial peptide ||LEAP1||HAMP||Hepcidin
-1.07023517 3068 NM_004494 Hs.506748 Hepatoma-derived growth factor||HMG1L2||HDGF||Hepato
-0.18520045 3108 NM_006120 Hs.351279 Major histocompatibility complex####################
0.00640501 9324 NM_004242 Hs.77558 High mobility group nucleosoma||TRIP7||HMGN3||THYRO
0.22538267 3375 NM_000415 Hs.142255 Islet amyloid polypeptide ||IAPP||DAP||AMYLIN||DIA
-0.68702426 3383 NM_000201 Hs.515126 Intercellular adhesion molecule ||ICAM1||ANTIGEN IDENT
-1.57205898 3384 NM_000873 Hs.431460 Intercellular adhesion molecule ||ICAM2||Intercellular adhe
-1.07023517 3385 NM_002162 Hs.353214 Intercellular adhesion molecule ||ICAM3||Intercellular adhe
0.17063825 3446 NM_002171 Hs.282275 Interferon, alpha 10 ||IFNA10||INTERFERON, 
-0.2308208 3447 NM_006900 Hs.533471 Interferon, alpha 13 ||IFNA13||INTERFERON, 
-0.43155032 3448 NM_002172 Hs.93907 Interferon, alpha 14 ||LEIF2H||IFNA14||INTER
-0.40417811 3449 NM_002173 Hs.56303 Interferon, alpha 16 ||IFNA16||INTERFERON, 
-0.15782824 3451 NM_021268 Hs.282276 Interferon, alpha 17 ||IFNA17||LEIF2C1||INFA|
0.06114942 3440 NM_000605 Hs.211575 Interferon, alpha 2 ||IFNA2||INTERFERON, A
0.28012708 3452 NM_002175 Hs.113211 Interferon, alpha 21 ||IFNA21||INTERFERON, 
0.14326604 3441 NM_021068 Hs.1510 Interferon, alpha 4 ||IFNA4||INTERFERON, A
1.24727843 3442 NM_002169 Hs.37113 Interferon, alpha 5 ||IFNA5||INTERFERON, A
-0.65965205 3443 NM_021002 Hs.533470 Interferon, alpha 6 ||IFNA6||INTERFERON, A
-0.19432452 3445 NM_002170 Hs.73890 Interferon, alpha 8 ||IFNA8||INTERFERON, A



-0.26731707 3454 NM_000629 Hs.529400 Interferon (alpha, beta and ome ||AVP||IFNBR||IFNAR1||IN
0.75457869 3455 NM_000874 Hs.549042 Interferon (alpha, beta and ome ||IFNAR2||INTERFERON,
-0.24906893 3456 NM_002176 Hs.93177 Interferon, beta 1, fibroblast ||BETA-INTERFERON||IF
-0.00271906 3458 NM_000619 Hs.856 Interferon, gamma ||IFNG||IFG||IFI||Interferon
0.6907102 3459 NM_000416 Hs.520414 Interferon gamma receptor 1 ||IFNGR1||CD119 ANTIGE
0.54472509 3467 NM_002177 Hs.73010 Interferon, omega 1 ||IFNWP2||IFNW1||INTER
0.3348715 3479 NM_000618 Hs.160562 Insulin-like growth factor 1 (som||IGF1||IGF I||INSULIN-LIK
0.13414198 3481 NM_000612 Hs.549043 Insulin-like growth factor 2 (som||IGF2||INSULIN-LIKE GR
-0.52279101 3550 NM_006083 Hs.421245 IK cytokine, down-regulator of H||IK||RED||CYTOKINE IK||
0.20713453 8517 NM_003639 Hs.43505 Inhibitor of kappa light polypepti ||IKK-GAMMA||FIP3||IKBK
-0.44067439 3586 NM_000572 Hs.193717 Interleukin 10 ||IL10||CSIF||Interleukin 10
-0.54103915 3587 NM_001558 Hs.504035 Interleukin 10 receptor, alpha ||IL10R1||IL10RA||Interleu
-0.48629474 3588 NM_000628 Hs.418291 Interleukin 10 receptor, beta ||IL10R2||IL10RB||CRFB4
0.88231566 3589 NM_000641 Hs.467304 Interleukin 11 ||IL11||Interleukin 11||
0.59034544 3593 NM_002187 Hs.674 Interleukin 12B (natural killer ce ||NKSF2||CLMF2||IL12B||I
0.28925115 3594 NM_005535 Hs.223894 Interleukin 12 receptor, beta 1 ||IL12RB1||INTERLEUKIN
0.36224371 3595 NM_001559 Hs.479347 Interleukin 12 receptor, beta 2 ||IL12RB2||INTERLEUKIN
-0.05746348 3598 NM_000640 Hs.336046 Interleukin 13 receptor, alpha 2 ||IL13RA2||INTERLEUKIN
-0.4680466 3600 NM_000585 Hs.311958 Interleukin 15 ||IL15||Interleukin 15||
1.30202284 3601 NM_002189 Hs.524117 Interleukin 15 receptor, alpha ||IL15RA||Interleukin 15 re
0.97355635 3603 NM_004513 Hs.459095 Interleukin 16 (lymphocyte chem||IL16||LCF||Interleukin 16
0.39873998 3605 NM_002190 Hs.41724 Interleukin 17 (cytotoxic T-lymph||IL17||CTLA8||interleukin 
0.36224371 27190 NM_014443 Hs.409558 Interleukin 17B ||IL17B||interleukin 17B||
0.96443228 27189 NM_013278 Hs.278911 Interleukin 17C ||IL17C||interleukin 17C||
0.28925115 23765 NM_014339 Hs.129751 Interleukin 17 receptor ||IL17R||Interleukin 17 rec
0.17063825 55540 NM_018725 Hs.136338 Interleukin 17 receptor B ||IL17RB||IL17RH1||IL17B
0.3348715 3606 NM_001562 Hs.83077 Interleukin 18 (interferon-gamm ||IL18||IGIF||Interleukin 18

-0.55928729 10068 NM_173043 Hs.325978 Interleukin 18 binding protein ||IL18BP||IL18BPc||IL18BP
0.03377721 8809 NM_003855 Hs.469521 Interleukin 18 receptor 1 ||IL1RRP||IL18R1||IL18RA
0.08852163 29949 NM_013371 Hs.128395 Interleukin 19 ||IL19||Interleukin 19||
0.30749929 3552 NM_000575 Hs.1722 Interleukin 1, alpha ||IL1A||IL1-ALPHA||INTER
1.27465063 3553 NM_000576 Hs.126256 Interleukin 1, beta ||IL1B||IL1-BETA||INTERL
1.2837747 26525 NM_012275 Hs.516301 Interleukin 1 family, member 5 ( ||IL1F5||FIL1-DELTA||IL1R
0.15239011 27179 NM_014440 Hs.278910 Interleukin 1 family, member 6 ( ||FIL1-EPSILON||IL1F6||F
-0.66877612 27178 NM_014439 Hs.166371 Interleukin 1 family, member 7 ( ||FIL1-ZETA||IL1F7||IL1H4
0.17976232 27177 NM_014438 Hs.278909 Interleukin 1 family, member 8 ( ||IL1H2||IL1F8||FIL1-ETA|
-0.21257266 56300 NM_019618 Hs.211238 Interleukin 1 family, member 9 ||IL1H1||IL1F9||IL1RP2||IN
-0.38592997 3554 NM_000877 Hs.516249 Interleukin 1 receptor, type I ||IL1R1||IL1RA||interleukin
-0.78738902 7850 NM_004633 Hs.25333 Interleukin 1 receptor, type II ||IL1RB||IL1R2||interleukin
0.02465314 3556 NM_002182 Hs.478673 Interleukin 1 receptor accessory||IL1RAP||IL1RAcP||Interle
0.06114942 26280 NM_017416 Hs.272354 Interleukin 1 receptor accessory||IL1RAPL2||IL1R9||INTER
-0.38592997 9173 NM_003856 Hs.66 Interleukin 1 receptor-like 1 ||IL1RL1||Interleukin 1 rec
-0.13045603 8808 NM_003854 Hs.469520 Interleukin 1 receptor-like 2 ||IL1RL2||IL1RRP2||Interle
0.39873998 3557 NM_000577 Hs.81134 Interleukin 1 receptor antagonist||IL1RN||IL1RA||Interleukin
0.84581938 50615 NM_021798 Hs.210546 Interleukin 21 receptor ||||IL21R||Interleukin 21 rec
0.6907102 50616 NM_020525 Hs.287369 Interleukin 22 ||ILTIF||IL22||Interleukin 22

-0.79651309 58985 NM_021258 Hs.110915 Interleukin 22 receptor, alpha 1 ||IL22R1||IL22RA1||INTER
0.64508985 11009 NM_006850 Hs.411311 Interleukin 24 ||ST16||MDA7||IL24||Interl
0.07939756 55801 NM_018402 Hs.272350 Interleukin 26 ||IL26||AK155||Interleukin 
0.66333799 3559 NM_000417 Hs.231367 Interleukin 2 receptor, alpha ||IL2RA||CD25||TCGFR||IL
0.16151418 3560 NM_000878 Hs.474787 Interleukin 2 receptor, beta ||IL2RB||CD122 ANTIGEN



-0.09395976 3561 NM_000206 Hs.84 Interleukin 2 receptor, gamma (s||IL2RG||CD132 ANTIGEN
0.40786405 3562 NM_000588 Hs.694 Interleukin 3 (colony-stimulating ||IL3||MULTI-CSF||Interleu
0.63596579 3563 NM_002183 Hs.499428 Interleukin 3 receptor, alpha (low||IL3RA||IL3RAY||IL3RY||IN
0.58122137 3565 NM_000589 Hs.73917 Interleukin 4 ||IL4||BSF1||Interleukin 4||
1.1651618 3566 NM_000418 Hs.513457 Interleukin 4 receptor ||IL4RA||IL4R||Interleukin 4
0.81844717 3567 NM_000879 Hs.2247 Interleukin 5 (colony-stimulating ||EDF||IL5||EOSINOPHIL 
0.86406752 3568 NM_000564 Hs.68876 Interleukin 5 receptor, alpha ||IL5RA||Interleukin 5 rece
0.93706007 3569 NM_000600 Hs.512234 Interleukin 6 (interferon, beta 2) ||||IL6||Interleukin 6 (interfe
1.0191767 3570 NM_000565 Hs.135087 Interleukin 6 receptor ||IL6R||IL6RA||CD126||Inte
0.6907102 3572 NM_002184 Hs.532082 Interleukin 6 signal transducer (g||IL6ST||gp130 TRANSDU
0.61771765 3574 NM_000880 Hs.536926 Interleukin 7 ||IL7||Interleukin 7||
0.82757124 3575 NM_002185 Hs.362807 Interleukin 7 receptor ||IL7R-ALPHA||IL7R||CD1
1.07392111 3578 NM_000590 Hs.960 Interleukin 9 ||IL9||Interleukin 9||T-CEL
0.14326604 3581 NM_002186 Hs.406228 Interleukin 9 receptor ||IL9R||Interleukin 9 recep
-0.04833941 3623 NM_002191 Hs.407506 Inhibin, alpha ||INHA||Inhibin, alpha||
-0.56841136 3624 NM_002192 Hs.28792 Inhibin, beta A (activin A, activin ####################
-0.31293742 3625 NM_002193 Hs.1735 Inhibin, beta B (activin AB beta p||INHBB||INHIBIN, BETA-2
-0.56841136 3626 NM_005538 Hs.374664 Inhibin, beta C ||INHBC||inhibin, beta C||
-0.1122079 3630 NM_000207 Hs.89832 Insulin ||Insulin||INS||PROINSULI
0.29837522 3640 NM_005543 Hs.37062 Insulin-like 3 (Leydig cell) ||INSL3||RLF||RELAXIN-L
-0.2308208 3641 NM_002195 Hs.418506 Insulin-like 4 (placenta) ||EPIL||INSL4||PLACENTI
-0.27644114 10022 NM_005478 Hs.251380 Insulin-like 5 ||INSL5||Insulin-like 5||
-0.33118556 11172 NM_007179 Hs.216373 Insulin-like 6 ||RIF1||INSL6||Insulin-like 
0.18888639 8660 NM_003749 Hs.442344 Insulin receptor substrate 2 ||IRS2||Insulin receptor su
-0.01184313 8471 NM_003604 Hs.159609 Insulin receptor substrate 4 ||IRS4||Insulin receptor su
0.13414198 8515 NM_003637 Hs.158237 Integrin, alpha 10 ||ITGA10||INTEGRIN, ALP
0.77282682 3673 NM_002203 Hs.482077 Integrin, alpha 2 (CD49B, alpha ####################
0.32574743 3674 NM_000419 Hs.411312 Integrin, alpha 2b (platelet glyco ||GP2B||GPIIb||ITGA2B||IN
-0.24906893 3675 NM_002204 Hs.265829 Integrin, alpha 3 (antigen CD49C||ITGA3||GAPB3||GALACT
0.28925115 3676 NM_000885 Hs.553495 Integrin, alpha 4 (antigen CD49D||ITGA4||INTEGRIN, ALPH
0.17063825 3678 NM_002205 Hs.505654 Integrin, alpha 5 (fibronectin rec ||VLA5A||FNRA||ITGA5||IN
0.15239011 3655 NM_000210 Hs.133397 Integrin, alpha 6 ||ITGA6||INTEGRIN, ALPH
0.44436033 3679 NM_002206 Hs.524484 Integrin, alpha 7 ||ITGA7||INTEGRIN, ALPH
0.50822882 8516 XM_167711
0.14326604 3680 NM_002207 Hs.113157 Integrin, alpha 9 ||ITGA9||ALPHA-RLC||INT
0.00640501 3682 NM_002208 Hs.513867 Integrin, alpha E (antigen CD103||ITGAE||CD103 ANTIGEN
0.37136778 3683 NM_002209 Hs.174103 Integrin, alpha L (antigen CD11A||LFA1A||ITGAL||INTEGR
0.27100301 3684 NM_000632 Hs.172631 Integrin, alpha M (complement c####################
0.25275488 3687 NM_000887 Hs.248472 Integrin, alpha X (antigen CD11 ||ITGAX||INTEGRIN, ALP
0.52647695 3688 NM_002211 Hs.429052 Integrin, beta 1 (fibronectin rece ||ITGB1||VLAB||FNRB||VL
0.44436033 3689 NM_000211 Hs.375957 Integrin, beta 2 (antigen CD18 ( ||ITGB2||INTEGRIN, BETA
-0.86950565 3690 NM_000212 Hs.218040 Integrin, beta 3 (platelet glycopro####################
0.8093231 23421 NM_014288 Hs.166539 Integrin beta 3 binding protein (b||NRIF3||ITGB3BP||INTEG
0.38049185 3691 NM_000213 Hs.370255 Integrin, beta 4 ||ITGB4||INTEGRIN, BETA
-0.31293742 3693 NM_002213 Hs.13155 Integrin, beta 5 ||ITGB5||INTEGRIN, BETA
0.29837522 3694
0.55384916 3714 NM_002226 Hs.433445 Jagged 2 ||SER2||JAG2||Jagged 2||S
0.55384916 4254 NM_000899 Hs.1048 KIT ligand ||KITLG||SCF||SF||KIT liga
0.72720648 10748 NM_006611 Hs.159297 Killer cell lectin-like receptor sub||LY49L||KLRA1||LY49, MO
0.39873998 8302 NM_013431 Hs.268510 Killer cell lectin-like receptor sub||KLRC4||NKG2D||D12S24
0.69983427 3824 NM_002262 Hs.524251 Killer cell lectin-like receptor sub||KLRD1||CD94 ANTIGEN



0.66333799 51348 NM_016523 Hs.183125 Killer cell lectin-like receptor sub||KLRF1||killer cell lectin-li
0.81844717 3930 NM_002296 Hs.435166 Lamin B receptor ||LBR||LMN2R||lamin B re
0.85494345 3952 NM_000230 Hs.194236 Leptin (obesity homolog, mouse||LEP||Leptin (obesity hom
0.82757124 3956 NM_002305 Hs.445351 Lectin, galactoside-binding, solu||LGALS1||LECTIN, BETA
1.09216925 3959 NM_005567 Hs.514535 Lectin, galactoside-binding, solu||MAC2BP||LGALS3BP||L3
0.61771765 3965 NM_002308 Hs.81337 Lectin, galactoside-binding, solu||LGALS9||GALECTIN 9 E
0.63596579 3972 NM_000894 Hs.154704 Luteinizing hormone beta polype####################
0.4534844 29121 NM_013269 Hs.268326 C-type lectin superfamily 2, mem||CLEC2D||OCIL||LLT1||LE
1.36589133 53353 NM_018557 Hs.470117 Low density lipoprotein-related p||LRPDIT||LRP1B||LOW D
0.25275488 4036 NM_004525 Hs.470538 Low density lipoprotein-related p||LRP2||MEGALIN||GLYCO
0.23450674 4040 NM_002336 Hs.210343 Low density lipoprotein receptor ||LRP6||Low density lipopr
0.28925115 7804 NM_004631 Hs.444637 Low density lipoprotein receptor ||APOER2||LRP8||APOLIP
0.46260847 4043 NM_002337 Hs.533136 Low density lipoprotein receptor ||LRPAP1||MRAP||A2RAP
-0.05746348 4046 NM_002339 Hs.56729 Lymphocyte-specific protein 1 ||LSP1||pp52||Lymphocyte
0.11589384 4049 NM_000595 Hs.36 Lymphotoxin alpha (TNF superf ||TNFB||LTA||LYMPHOTO
-0.07571162 4050 NM_002341 Hs.376208 Lymphotoxin beta (TNF superfa ||LYMPHOTOXIN-BETA||T
0.5720973 8425 NM_003573 Hs.466766 Latent transforming growth facto||LTBP4L||LTBP4S||LTBP
0.19801046 4055 NM_002342 Hs.1116 Lymphotoxin beta receptor (TNF||TNFCR||LTBR||LT-BETA
0.03377721 4064 NM_005582 Hs.87205 Lymphocyte antigen 64 homolog||LY64||RP105, MOUSE, H
0.68158613 4091 NM_005585 Hs.153863 SMAD, mothers against DPP ho||MADH6||SMAD6||SMA- A
-0.80563716 4192 NM_002391 Hs.82045 Midkine (neurite growth-promoti ||NEGF2||MDK||Midkine (n
0.44436033 8190 NM_006533 Hs.279651 Melanoma inhibitory activity ||MIA||CDRAP||Melanoma
1.10129332 4360 NM_002438 Hs.75182 Mannose receptor, C type 1 ||MRC1||MACROPHAGE 
1.32027098 4615 NM_002468 Hs.82116 Myeloid differentiation primary re||MYD88||Myeloid differen
1.06479704 4690 NM_006153 Hs.477693 NCK adaptor protein 1 ||NCK1||NCK-ALPHA||ME
1.15603773 8440 NM_003581 Hs.529244 NCK adaptor protein 2 ||NCK2||GRB4||NCK-BETA
1.39326354 4693 NM_000266 Hs.522615 Norrie disease (pseudoglioma) ||NDP||EVR2||NORRIN||A
1.06479704 4803 NM_002506 Hs.2561 Nerve growth factor, beta polype||NGFB||Nerve growth fac
1.21078215 4828 NM_021077 Hs.386470 Neuromedin B ||NMB||neuromedin B||
1.01005263 10874 NM_006681 Hs.418367 Neuromedin U ||NMU||neuromedin U||
0.51735288 7044 NM_003240 Hs.520187 Left-right determination factor 2 ||LEFTY2||EBAF||LEFTY A
0.82757124 2812 NM_000407 Hs.517410 Glycoprotein Ib (platelet), beta p####################
-0.61403171 4856 NM_002514 Hs.235935 Nephroblastoma overexpressed||NOV||ONCOGENE NOV
0.07027349 4878 NM_006172 Hs.75640 Natriuretic peptide precursor A ||ANF||PRONATRIODILAT
-0.40417811 4879 NM_002521 Hs.219140 Natriuretic peptide precursor B ||NPPB||BNP||natriuretic p
0.2162586 29982 NM_030759 Hs.449628 Nuclear receptor binding factor 2||NRBF2||Nuclear recepto
0.20713453 4908 NM_002527 Hs.99171 Neurotrophin 3 ||NT3||NTF3||Neurotrophin
0.54472509 4909 NM_006179 Hs.266902 Neurotrophin 5 (neurotrophin 4/5||NT4||NT5||NTF4||NTF5||
0.96443228 4922 NM_006183 Hs.80962 Neurotensin ||NTS||Neurotensin||
0.85494345 11054 NM_007346 Hs.67896 Opioid growth factor receptor ||OGFR||Opioid growth fac
0.76370276 4973 NM_002543 Hs.412484 Oxidised low density lipoprotein ||LOX1||OLR1||LECTIN-LI
1.2564025 4978 NM_002545 Hs.4817 Opioid binding protein/cell adhes||OPCML||OBCAM||OPIO

-0.16695231 5008 NM_020530 Hs.248156 Oncostatin M ||OSM||oncostatin M||
-0.34030963 5154 NM_002607
-0.18520045 5155 NM_002608 Hs.1976 Platelet-derived growth factor be####################
-0.5866595 5179 NM_006211 Hs.339831 Proenkephalin ||PENK||Proenkephalin||P
-0.5866595 5196 NM_002619 Hs.81564 Platelet factor 4 (chemokine (C- ||SCYB4||PF4||SMALL IND
-0.2308208 5228 NM_002632 Hs.252820 Placental growth factor, vascula ||PLGF||PGF||Placental gr
0.17976232 10424 NM_006320 Hs.507910 Progesterone receptor membran||PGRMC2||Progesterone 
0.10676977 55023 NM_017934 Hs.511817 Pleckstrin homology domain inte||PHIP||Pleckstrin homolog
0.54472509 5364 NM_002673 Hs.476209 Plexin B1 ||PLXN5||PLXNB1||plexin 



0.95530821 10154 NM_005761 Hs.551522 Plexin C1 ||PLXNC1||VESPR||plexin
-0.2308208 5367 NM_002674 Hs.2182 Pro-melanin-concentrating horm||PMCH||Pro-melanin-con
0.38049185 5443 NM_000939 Hs.1897 Proopiomelanocortin (adrenocor||POMC||POC||PRO-ACTH
-0.53191508 5617 NM_000948 Hs.1905 Prolactin ||Prolactin||PRL||
-0.05746348 84432 NM_032414 Hs.514793 Prokineticin 1 ||PROK1||PK1||PRK1||EG
-0.36768183 5623 NM_004158 Hs.248159 Persephin ||Persephin||PSPN||
-0.19432452 5744 NM_002820 Hs.89626 Parathyroid hormone-like hormo||HHM||PTHRP||PTHLH||P
0.52647695 5818 NM_002855 Hs.334846 Poliovirus receptor-related 1 (he||||PVRL1||Poliovirus recep
0.01552907 11331 NM_007273 Hs.504620 Prohibitin 2 ||REA||PHB2||Prohibitin 2|
0.36224371 6013 NM_006911 Hs.368996 Relaxin 1 ||RLN1||RLXH1||Relaxin 1
0.3348715 6019 NM_005059 Hs.127032 Relaxin 2 ||RLN2||RLXH2||Relaxin 2
1.11041739 6277 NM_014624 Hs.275243 S100 calcium binding protein A6||CACY||S100A6||S100 CA
0.08852163 6280 NM_002965 Hs.112405 S100 calcium binding protein A9||CALPROTECTIN||S100A
-0.80563716 6320 NM_002975 Hs.512680 C-type lectin domain family 11, m||LSLCL||SCGF||CLEC11A
-0.31293742 9255 NM_004757 Hs.480465 Small inducible cytokine subfam||EMAP2||EMAPII||SCYE1
-0.62315577 6404 NM_003006 Hs.506670 Selectin P ligand ||PSGL1||SELPLG||P-SEL
-0.42242625 6504 NM_003037 Hs.523660 Signaling lymphocytic activation ||CD150||CDW150||SLAM
-0.80563716 8835 NM_003877 Hs.485572 Suppressor of cytokine signaling||SSI2||CIS2||STATI2||SOC
0.18888639 6693 NM_003123 Hs.461934 Sialophorin (gpL115, leukosialin ||SPN||LSN||LEUKOCYTE
-0.04833941 6734 NM_003139 Hs.368376 Signal recognition particle recep||DP||SRPR||Signal recogn
1.1377896 29967 NM_013437 Hs.301974 Low density lipoprotein-related p||LRP12||Low density lipop
0.48085661 6863 NM_003182 Hs.2563 Tachykinin, precursor 1 (substa ####################
0.07939756 6866 NM_013251 Hs.9730 Tachykinin 3 (neuromedin K, ne ||TAC3||NKNB||tachykinin 
-0.26731707 6997 NM_003212 Hs.385870 Teratocarcinoma-derived growth||TDGF1||CRGF FOREBR
-0.85125751 7038 NM_003235 Hs.546309 Thyroglobulin ||TG||Thyroglobulin||
0.38049185 7040 NM_000660
-0.52279101 7043 NM_003239 Hs.2025 Transforming growth factor, beta||TGFB3||TRANSFORMIN
-0.63227984 7045 NM_000358 Hs.369397 Transforming growth factor, beta||TGFBI||BIGH3||KERATO
0.59034544 7049 NM_003243 Hs.482390 Transforming growth factor, beta||BETA-GLYCAN||TGFBR
0.27100301 7056 NM_000361 Hs.2030 Thrombomodulin ||Thrombomodulin||THBD
0.8093231 7097 NM_003264 Hs.519033 Toll-like receptor 2 ||TLR2||TIL4||Toll-like rece

-0.26731707 51311 NM_016610 Hs.272410 Toll-like receptor 8 ||TLR8||Toll-like receptor 8
-0.4680466 7124 NM_000594 Hs.241570 Tumor necrosis factor (TNF sup||CACHECTIN||TNFA||TN
-0.48629474 4982 NM_002546 Hs.81791 Tumor necrosis factor receptor s||OPG||TNFRSF11B||OCI
-0.15782824 51330 NM_016639 Hs.355899 Tumor necrosis factor receptor s||TNFRSF12A||TWEAKR|
0.28012708 8764 NM_003820 Hs.512898 Tumor necrosis factor receptor s||HVEA||TR2||HVEM||TNF
-0.90600192 8784 NM_004195 Hs.212680 Tumor necrosis factor receptor s||AITR||TNFRSF18||GITR
-1.15235179 55504 NM_018647 Hs.149168 Tumor necrosis factor receptor s||TROY||TNFRSF19||TAJ|
-0.01184313 7132 NM_001065 Hs.279594 Tumor necrosis factor receptor s||TNFAR||TNFRSF1A||TN
0.85494345 7133 NM_001066 Hs.256278 Tumor necrosis factor receptor s||TNFBR||TNFR2||TNFRS
0.5720973 8718 NM_003790 Hs.462529 Tumor necrosis factor receptor s||DR3||LARD||TNFRSF25
-0.258193 7293 NM_003327 Hs.129780 Tumor necrosis factor receptor s||TNFRSF4||CD134||TXGP

0.37136778 8743 NM_003810 Hs.478275 Tumor necrosis factor (ligand) s ||APO2L||TNFSF10||TRAI
-0.40417811 8600 NM_003701 Hs.333791 Tumor necrosis factor (ligand) s ####################
0.40786405 8742 NM_153012 Hs.54673 Tumor necrosis factor (ligand) s ||||TNFSF13||Tumor necro
-0.30381335 8741 NM_003808 Hs.54673 Tumor necrosis factor (ligand) s ||||TNFSF13||Tumor necro
-1.45344608 10673 NM_006573 Hs.525157 Tumor necrosis factor (ligand) s ####################
-0.33118556 9966 NM_005118 Hs.241382 Tumor necrosis factor (ligand) s ||VEGI||TL1||TNFSF15||VA
-0.21257266 8995 NM_005092 Hs.248197 Tumor necrosis factor (ligand) s ||GITRL||AITRL||TNFSF18
0.37136778 7292 NM_003326 Hs.181097 Tumor necrosis factor (ligand) s ||CD134L||GP34||TNFSF4
0.56297323 959 NM_000074 Hs.652 CD40 ligand (TNF superfamily, ####################



0.49910475 356 NM_000639 Hs.2007 Fas ligand (TNF superfamily, me####################
0.8093231 970 NM_001252 Hs.501497 Tumor necrosis factor (ligand) s ||CD27LG||TNFSF7||CD27
0.88231566 944 NM_001244 Hs.494901 Tumor necrosis factor (ligand) s ||TNFSF8||CD30LG||CD15
0.80019903 8744 NM_003811 Hs.1524 Tumor necrosis factor (ligand) s ||TNFSF9||4-1BB-L, MOU
1.33851912 10140 NM_005749 Hs.531550 Transducer of ERBB2, 1 ||TOB1||transducer of ERB
0.35311964 54472 NM_019009 Hs.368527 Toll interacting protein ||TOLLIP||TOLL-INTERAC
-0.30381335 9540 NM_004881 Hs.50649 Tumor protein p53 inducible pro ||TP53I3||PIG3||p53-INDU
0.48998068 10131 NM_016292 Hs.30345 TNF receptor-associated protein||||TRAP1||TNF receptor-a
0.53560102 7200 NM_007117 Hs.182231 Thyrotropin-releasing hormone ||TRH||TRH DEFICIENCY
0.82757124 7205 NM_003302 Hs.534360 Thyroid hormone receptor intera||TRIP6||OIP1||OPA-INTE
0.99180449 221037 NM_004241 Hs.413416 Jumonji domain containing 1C ||JMJD1C||TRIP8||jumonji
0.98268042 7349 NM_003353 Hs.534363 Urocortin ||Urocortin||UCN||UROTE
-0.12133196 7422 NM_003376 Hs.73793 Vascular endothelial growth fact ||VEGF||VEGFA||Vascular
0.52647695 7423 NM_003377 Hs.78781 Vascular endothelial growth fact ||VEGFB||VRF||VASCULA
0.54472509 7424 NM_005429 Hs.435215 Vascular endothelial growth fact ||VEGFC||VRP||VASCULA
0.4534844 7425 NM_003378 Hs.439672 VGF nerve growth factor inducib||VGF||VGF, NERVE GRO

-0.17607638 8838 NM_003880 Hs.549081 WNT1 inducible signaling pathw||WISP3||WNT1-INDUCIB
0.46260847 7476 NM_004625 Hs.72290 Wingless-type MMTV integration||WNT7A||wingless-type M
2.96260345 6375 NM_002995 Hs.546295 Chemokine (C motif) ligand 2 ||||XCL1||Chemokine (C m
0.34399557 6846 NM_003175 Hs.458346 Chemokine (C motif) ligand 2 ||SCM1B||XCL2||SCYC2, 
1.38413947 60401 NM_021783 Hs.302017 Ectodysplasin A2 receptor ||EDA2R||XEDAR||EDA-A
1.4023876 7784 NM_007155 Hs.130553 Zona pellucida glycoprotein 3 (s ||ZP3A||ZP3||ZP3B||ZONA
0.81844717 57007 NM_020311 Hs.471751 Chemokine orphan receptor 1 ||CMKOR1||Chemokine or
0.78195089 10060 NM_005691 Hs.446050 ATP-binding cassette, sub-famil ||SUR2||ABCC9||SULFON
0.49910475 66008 NM_015049 Hs.152774 Amyotrophic lateral sclerosis 2 ( ####################
1.10129332 80833 NM_145640 Hs.474737 Apolipoprotein L, 3 ||APOL3||APOL-III||APOL
-1.13410365 10776 NM_006628 Hs.512908 Cyclic AMP phosphoprotein, 19 ||ARPP-19||ARPP16||cAM
-0.0209672 1134 NM_000079 Hs.434419 Cholinergic receptor, nicotinic, a####################
2.21442977 57053 NM_020402 Hs.157714 Cholinergic receptor, nicotinic, a||CHRNA10||Cholinergic r
0.89143973 1135 NM_000742 Hs.57718 Cholinergic receptor, nicotinic, a||CHRNA2||ACETYLCHO
1.15603773 1136 NM_000743 Hs.89605 Cholinergic receptor, nicotinic, a####################
0.91881193 1137 NM_000744 Hs.10734 Cholinergic receptor, nicotinic, a####################
0.77282682 1138 NM_000745 Hs.1614 Cholinergic receptor, nicotinic, a####################
0.46260847 8973 NM_004198 Hs.103128 Cholinergic receptor, nicotinic, a||CHRNA6||Cholinergic re
0.82757124 1139 NM_000746 Hs.511772 Cholinergic receptor, nicotinic, a||||CHRNA7||Cholinergic re
0.11589384 55584 NM_017581 Hs.272278 Cholinergic receptor, nicotinic, a||CHRNA9||ACETYLCHO
0.15239011 1140 NM_000747 Hs.330386 Cholinergic receptor, nicotinic, b||ACHRB||CMS2A||SCCM
-0.0209672 1141 NM_000748 Hs.2306 Cholinergic receptor, nicotinic, b||CHRNB2||EFNL3||ACET
0.48998068 1142 NM_000749 Hs.96094 Cholinergic receptor, nicotinic, b||CHRNB3||Cholinergic re
0.72720648 1144 NM_000751 Hs.156289 Cholinergic receptor, nicotinic, d||SCCMS||CMS2A||CHRN
1.11954146 1145 NM_000080 Hs.313227 Cholinergic receptor, nicotinic, e||CMS2A||CHRNE||CMS1
1.17428587 8029 NM_001081 Hs.166206 Cubilin (intrinsic factor-cobalam ||CUBN||IFCR||Cubilin (int
0.59034544 2554 NM_000806 Hs.175934 Gamma-aminobutyric acid (GAB||GABRA1||EJM||GAMMA
0.07027349 2555 NM_000807 Hs.116250 Gamma-aminobutyric acid (GAB||GABRA2||GAMMA-AMIN
0.98268042 2556 NM_000808 Hs.123024 Gamma-aminobutyric acid (GAB####################
1.2837747 2557 NM_000809 Hs.248112 Gamma-aminobutyric acid (GAB||GABRA4||GAMMA-AMIN
1.09216925 2558 NM_000810 Hs.24969 Gamma-aminobutyric acid (GAB||GABRA5||GAMMA-AMIN
0.28012708 2559 NM_000811 Hs.90791 Gamma-aminobutyric acid (GAB||GABRA6||GAMMA-AMIN
0.15239011 2560 NM_000812 Hs.27283 Gamma-aminobutyric acid (GAB||GABRB1||GAMMA-AMIN
0.27100301 2561 NM_000813 Hs.87083 Gamma-aminobutyric acid (GAB####################
1.12866553 2562 NM_000814 Hs.302352 Gamma-aminobutyric acid (GAB####################



1.08304518 2563 NM_000815 Hs.113882 Gamma-aminobutyric acid (GAB||MGC45284||GABRD||GA
0.69983427 2564 NM_004961 Hs.22785 Gamma-aminobutyric acid (GAB####################
0.96443228 2565 NM_173536 Hs.375051 Gamma-aminobutyric acid (GAB||GABRG1||DKFZp686H2
0.19801046 2566 NM_198904 Hs.7195 Gamma-aminobutyric acid (GAB####################
1.39326354 2567 NM_033223 Hs.156855 Gamma-aminobutyric acid (GAB||GABRG3||GAMMA-AMIN
0.52647695 2568 NM_014211 Hs.26225 Gamma-aminobutyric acid (GAB||GABRP||GAMMA-AMINO
0.77282682 55879 NM_018558 Hs.283081 Gamma-aminobutyric acid (GAB||GABRQ||GABA-A RECE
0.14326604 2569 NM_002042 Hs.437745 Gamma-aminobutyric acid (GAB||GABRR1||GABA RECEP
0.39873998 2570 NM_002043 Hs.99927 Gamma-aminobutyric acid (GAB||OTTHUMP00000040625
1.64873748 2741 NM_000171 Hs.121490 Glycine receptor, alpha 1 (startle||STHE||GLRA1||GLYCINE
0.24363081 2742 NM_002063 Hs.2700 Glycine receptor, alpha 2 ||GLRA2||Glycine receptor
0.3348715 8001 NM_006529 Hs.413099 Glycine receptor, alpha 3 ||GLRA3||Glycine receptor
0.56297323 2902 NM_000832 Hs.495496 Glutamate receptor, ionotropic, ####################
-0.04833941 2903 NM_000833 Hs.411472 Glutamate receptor, ionotropic, ####################
-1.00636668 2904 NM_000834 Hs.445066 Glutamate receptor, ionotropic, ####################
-0.23994487 2906 NM_000836 Hs.445015 Glutamate receptor, ionotropic, ####################
0.96443228 170572 NM_130770 Hs.352185 5-hydroxytryptamine (serotonin) ||HTR3C||5-hydroxytryptam
0.10676977 11018 NM_006858 Hs.515139 Transmembrane emp24 domain||TMED1||IL1RL1LG||IL1R
-0.0209672 11014 NM_006854 Hs.520210 KDEL (Lys-Asp-Glu-Leu) endop ||KDELR2||KDEL (Lys-Asp
-0.24906893 3949 NM_000527 Hs.213289 Low density lipoprotein receptor ||LDLR||Low density lipopr
0.05202535 4035 NM_002332 Hs.162757 Low density lipoprotein-related p||LRP1||APOER||APR||CD
-0.18520045 5023 NM_002558 Hs.41735 Purinergic receptor P2X, ligand- ||P2RX1||PURINOCEPTO
0.14326604 22953 NM_012226 Hs.258580 Purinergic receptor P2X, ligand- ||P2X2||P2RX2||P2X REC
-0.40417811 5024 NM_002559 Hs.146738 Purinergic receptor P2X, ligand- ||P2RX3||PURINOCEPTO
-0.66877612 5025 NM_002560 Hs.321709 Purinergic receptor P2X, ligand- ||P2X4R||P2RX4||PURINO
-0.3768059 5027 NM_002562 Hs.507102 Purinergic receptor P2X, ligand- ||P2RX7||PURINOCEPTO
-0.65052798 5191 NM_000288 Hs.280932 Peroxisomal biogenesis factor 7||PEX7||PEROXIN 7||PER
-0.59578357 5830 NM_000319 Hs.479944 Peroxisomal biogenesis factor 5||PTS1R||PEX5||PXR1||PT
0.32574743 6262 NM_001035 Hs.109514 Ryanodine receptor 2 (cardiac) ||RYR2||RYANODINE RE
0.48998068 6263 NM_001036 Hs.369250 Ryanodine receptor 3 ||RYR3||Ryanodine recept
0.35311964 114815 NM_052918 Hs.145675 Sortilin-related VPS10 domain c ||SORCS1||SORCS RECE
0.78195089 57537 NM_020777 Hs.479099 Sortilin-related VPS10 domain c ||KIAA1329||SORCS2||SO
0.74545462 22986 NM_014978 Hs.348526 Sortilin-related VPS10 domain c ||||SORCS3||Sortilin-relate
0.51735288 9326 NM_004773 Hs.2210 Thyroid hormone receptor intera||TRIP3||Thyroid hormone
1.00092856 56302 NM_019841 Hs.283369 Transient receptor potential cati ||TRPV5||CAT2||ECAC1||C
0.62684172 55503 NM_018646 Hs.302740 Transient receptor potential cati ||TRPV6||ECAC2||CAT1||C
0.8093231 7436 NM_003383 Hs.370422 Very low density lipoprotein rece||||VLDLR||Very low densit
0.72720648 939 NM_001242 Hs.355307 Tumor necrosis factor receptor s####################
0.83669531 2099 NM_000125 Hs.208124 Estrogen receptor 1 ||ESRA||NR3A1||DKFZp68
-1.25271655 196 NM_001621 Hs.171189 Aryl hydrocarbon receptor ||AHR||Aryl hydrocarbon re
-0.28556521 9049 NM_003977 Hs.412433 Aryl hydrocarbon receptor intera||ARA9||XAP2||AIP||ARYL
-0.19432452 367 NM_000044 Hs.496240 Androgen receptor (dihydrotesto####################
-0.52279101 405 NM_001668 Hs.131494 Aryl hydrocarbon receptor nucle ####################
-0.44979846 9915 NM_014862 Hs.459070 Aryl-hydrocarbon receptor nucle||ARNT2||Aryl-hydrocarbo
-0.4954188 406 NM_001178 Hs.65734 Aryl hydrocarbon receptor nucle ||PASD3||ARNTL||BMAL1
0.59034544 56938 NM_020183 Hs.434269 Aryl hydrocarbon receptor nucle ||ARNTL2||Aryl hydrocarbo
-0.72352054 941 NM_005191 Hs.838 CD80 antigen (CD28 antigen lig ||CD28LG1||CD80||LAB7||
0.07939756 942 NM_006889 Hs.171182 CD86 antigen (CD28 antigen lig ||CD86||B70||LAB72||LAB7
0.25275488 9575 NM_004898 Hs.436975 Clock homolog (mouse) ||CLOCK||Clock homolog 
0.73633055 29883 NM_013354 Hs.170553 CCR4-NOT transcription comple||CAF1||CNOT7||CCR4-AS
-0.65052798 133396 NM_139017 Hs.55378 Interleukin 31 receptor A ||IL31RA||interleukin 31 re



0.37136778 9282 NM_004229 Hs.407604 Cofactor required for Sp1 transc||CXORF4||CRSP2||TRAP
-0.7052724 9440 NM_004268 Hs.444931 Cofactor required for Sp1 transc||DRIP80||TRAP80||CRSP
0.04290128 9441 NM_004831 Hs.466117 Cofactor required for Sp1 transc||CRSP70||CRSP7||CRSP
0.30749929 9443 NM_004270 Hs.279902 Cofactor required for Sp1 transc||CRSP33||CRSP9||CRSP
-0.45892253 2034 NM_001430 Hs.468410 Endothelial PAS domain protein ||HIF2A||MOP2||EPAS1||P
-0.1395801 2078 NM_004449 Hs.473819 V-ets erythroblastosis virus E26 ####################
0.3348715 2100 NM_001437 Hs.443150 Estrogen receptor 2 (ER beta) ||5p152||NR3A2||ER-BETA
0.38049185 2101 NM_004451 Hs.110849 Estrogen-related receptor alpha ||ESRL1||NR3B1||ESRRA
0.47173254 2103 NM_004452 Hs.435845 Estrogen-related receptor beta ||NR3B2||ESRRB||ERRbe
-0.04833941 2104 NM_001438 Hs.444225 Estrogen-related receptor gamm||ESRRG||ERR3||DKFZp7
0.40786405 3091 NM_001530 Hs.509554 Hypoxia-inducible factor 1, alpha####################
-0.31293742 64344 NM_022462 Hs.420830 Hypoxia inducible factor 3, alpha||HIF3A||Hypoxia inducible
-0.08483569 3159 NM_002131 Hs.518805 High mobility group AT-hook 1 ||HMGIY||HMGA1||HIGH M
0.77282682 3174 NM_004133 Hs.241529 Hepatocyte nuclear factor 4, gam||HNF4-GAMMA||HNF4G|
-0.2308208 9859 NM_014812 Hs.533635 KARP-1-binding protein ||KIAA0470||KAB||KARP-1
0.02465314 8648 NM_003743 Hs.412293 Nuclear receptor coactivator 1 ||SRC1||NCOA1||STEROI
-0.41330218 10499 NM_006540 Hs.446678 Nuclear receptor coactivator 2 ||GRIP1||TIF2||NCOA2||TR
0.06114942 23054 NM_014071 Hs.368971 Nuclear receptor coactivator 6 ####################
0.78195089 4793 NM_00100171 Hs.9731 Nuclear factor of kappa light pol ####################
-0.3494337 4851 NM_017617 Hs.495473 Notch homolog 1, translocation- ||TAN1||NOTCH1||TRANS
1.10129332 4853 NM_024408 Hs.549056 Notch homolog 2 (Drosophila) ||NOTCH2||Notch homolo
0.06114942 4854 NM_000435 Hs.8546 Notch homolog 3 (Drosophila) ||NOTCH3||Notch homolo
-0.52279101 4855 NM_004557 Hs.436100 Notch homolog 4 (Drosophila) ||NOTCH4||ONCOGENE 
-0.30381335 4861 NM_002517 Hs.79564 Neuronal PAS domain protein 1 ||MOP5||NPAS1||neurona
0.77282682 190 NM_000475 Hs.268490 Nuclear receptor subfamily 0, gr ||AHCH||AHX||DAX-1||NR
-0.55016322 8431 NM_021969 Hs.427055 Nuclear receptor subfamily 0, gr ||NR0B2||SHP1||SMALL H
-1.07023517 9572 NM_021724 Hs.276916 Nuclear receptor subfamily 1, gr ||REV-ERBA-ALPHA||NR1
-0.18520045 9975 NM_005126 Hs.37288 Nuclear receptor subfamily 1, gr ||RVR||BD73||NR1D2||REV
0.81844717 7376 NM_007121 Hs.432976 Nuclear receptor subfamily 1, gr ||NER||NR1H2||UNR||LXR
0.83669531 10062 NM_005693 Hs.438863 Nuclear receptor subfamily 1, gr ||NR1H3||LXRA||LX RECE
1.03742483 9971 NM_005123 Hs.282735 Nuclear receptor subfamily 1, gr ||BAR||FXR||NR1H4||RIP1
0.93706007 8856 NM_003889 Hs.7303 Nuclear receptor subfamily 1, gr ||NR1I2||SXR||PXR||PAR1
0.78195089 9970 NM_005122 Hs.349642 Nuclear receptor subfamily 1, gr ||MB67||NR1I3||CAR-BET
0.43523626 7181 NM_003297 Hs.108301 Nuclear receptor subfamily 2, gr ||NR2C1||NUCLEAR HOR
0.29837522 7182 NM_003298 Hs.549074 Nuclear receptor subfamily 2, gr ||NR2C2||TAK1||NUCLEA
0.46260847 7101 NM_003269 Hs.157688 Nuclear receptor subfamily 2, gr ||NR2E1||TLX||TAILLESS
0.62684172 10002 NM_014249 Hs.187354 Nuclear receptor subfamily 2, gr ||NR2E3||PNR||PHOTORE
0.07027349 7025 NM_005654 Hs.519445 Nuclear receptor subfamily 2, gr ####################
0.66333799 7026 NM_021005 Hs.347991 Nuclear receptor subfamily 2, gr ||ARP1||TFCOUP2||NR2F
1.1377896 2063 NM_005234 Hs.466148 Nuclear receptor subfamily 2, gr ||EAR2||EAR-2||ERBAL2||
1.53924864 2908 NM_000176 Hs.122926 Nuclear receptor subfamily 3, gr ####################
1.21990622 4306 NM_000901 Hs.163924 Nuclear receptor subfamily 3, gr ||MR||MLR||MCR||NR3C2|
0.48998068 3164 NM_002135 Hs.524430 Nuclear receptor subfamily 4, gr ||NP10||HMR||NR4A1||NA
0.59946951 4929 NM_006186 Hs.165258 Nuclear receptor subfamily 4, gr ||NOT||NURR1||NR4A2||T
0.67246206 8013 NM_006981 Hs.279522 Nuclear receptor subfamily 4, gr ####################
0.27100301 2516 NM_004959 Hs.495108 Nuclear receptor subfamily 5, gr ####################
0.31662336 2494 NM_003822 Hs.33446 Nuclear receptor subfamily 5, gr ####################
0.31662336 2649 NM_001489 Hs.20131 Nuclear receptor subfamily 6, gr ||||NR6A1||Nuclear recepto
1.21990622 7849 NM_003466 Hs.469728 Paired box gene 8 ||PAX8||HYPOTHYROIDIS
-0.3768059 133522 NM_133263 Hs.483816 Peroxisome proliferative activate||||PPARGC1B||Peroxisom
0.08852163 5241 NM_000926 Hs.368072 Progesterone receptor ||PGR||Progesterone rece



0.19801046 5356 NM_002669 Hs.249996 Pleiotropic regulator 1 (PRL1 ho||PLRG1||PRL1, ARABIDO
0.48085661 5465 NM_005036 Hs.275711 Peroxisome proliferative activate||PPARA||PEROXISOME 
0.10676977 5469 NM_004774 Hs.462956 PPAR binding protein ####################
0.81844717 5468 NM_005037 Hs.162646 Peroxisome proliferative activate||PPARG2||PPARG||PPAR
-0.04833941 5914 NM_000964 Hs.535499 Retinoic acid receptor, alpha ||RARA||Retinoic acid rece
0.70895834 5915 NM_000965 Hs.436538 Retinoic acid receptor, beta ||HAP||RARB||RAR-EPSIL
1.0191767 5916 NM_000966 Hs.1497 Retinoic acid receptor, gamma ||RARG||Retinoic acid rec
1.43888388 5966 NM_002908 Hs.370620 V-rel reticuloendotheliosis viral o||REL||ONCOGENE REL|
1.35676726 5970 NM_021975 Hs.502875 V-rel reticuloendotheliosis viral o####################
1.05567297 6095 NM_002943 Hs.553502 RAR-related orphan receptor A ||RORA||RZRA||RZR-ALP
1.05567297 6096 NM_006914 Hs.494178 RAR-related orphan receptor B ||RORB||RZR-BETA||RZR
1.42063574 6097 NM_005060 Hs.546543 RAR-related orphan receptor C ||RORC||RORG||RZR-GA
1.11954146 6256 NM_002957 Hs.20084 Retinoid X receptor, alpha ||RXRA||retinoid X recepto
0.73633055 6257 NM_021976 Hs.388034 Retinoid X receptor, beta ||RXRB||retinoid X recepto
0.38049185 6258 NM_006917 Hs.26550 Retinoid X receptor, gamma ||RXRC||RXRG||retinoid X
1.32939505 4902 NM_004558 Hs.234775 Neurturin ||Neurturin||NTN||NRTN||
1.86771514 5467 NM_006238 Hs.485196 Peroxisome proliferative activate||NUC1||PPARB||PPARD|
0.06114942 8314 NM_004656 Hs.106674 BRCA1 associated protein-1 (ub||BAP1||BRCA1-ASSOCIA
0.25275488 8315 NM_006768 Hs.530940 BRCA1 associated protein ||BRAP2||BRAP||BRCA1-A
-0.00271906 1540 NM_015247 Hs.432993 Cylindromatosis (turban tumor s||HSPC057||KIAA0849||CY
0.07939756 10208 NM_005800 Hs.533831 Chromosome 13 open reading f ||C13orf22||Chromosome 
0.19801046 9759 NM_006037 Hs.20516 Histone deacetylase 4 ||||HDAC4||Histone deacet
0.10676977 10013 NM_006044 Hs.6764 Histone deacetylase 6 ||HDAC6||KIAA0901||Histo
-0.23994487 220594 NM_145809 Hs.234573 TL132 protein ||LOC220594||TL132 prote
-0.55016322 55611 NM_017670 Hs.473788 OTU domain, ubiquitin aldehyde||OTUB1||OTB1||OTU1||O
-0.10308383 7128 NM_006290 Hs.211600 Tumor necrosis factor, alpha-ind||TNFAIP3||A20||TUMOR 
0.37136778 7345 NM_004181 Hs.518731 Ubiquitin carboxyl-terminal ester||PARK5||UCHL1||PGP9.5
0.02465314 7347 NM_006002 Hs.162241 Ubiquitin carboxyl-terminal ester||UCHL3||ubiquitin carboxy
-0.38592997 51377 NM_015984 Hs.145469 Ubiquitin carboxyl-terminal hydro||UCHL5||ubiquitin carboxy
-0.0209672 7398 NM_003368 Hs.35086 Ubiquitin specific protease 1 ||USP1||UBIQUITIN-SPEC
-0.3494337 9100 NM_005153 Hs.136778 Ubiquitin specific protease 10 ||USP10||Ubiquitin specific
0.07939756 8237 NM_004651 Hs.171501 Ubiquitin specific protease 11 ||UHX1||USP11||UBIQUIT
-0.5866595 219333 NM_182488 Hs.42400 Ubiquitin specific protease 12 ||USP12||Ubiquitin specific
0.15239011 8975 NM_003940 Hs.175322 Ubiquitin specific protease 13 (is||USP13||ISOT3||ISOPEPT
-0.06658755 9097 NM_005151 Hs.464416 Ubiquitin specific protease 14 (tR||TGT||USP14||UBIQUITIN
0.24363081 9958 NM_006313 Hs.434951 Ubiquitin specific protease 15 ||USP15||UBIQUITIN-SPE
0.76370276 10600 NM_006447 Hs.99819 Ubiquitin specific protease 16 ||UBPM||USP16||UBIQUIT
0.48085661 11274 NM_017414 Hs.38260 Ubiquitin specific protease 18 ||UBP43||USP18||ISG43||U
-0.55928729 10869 XM_496642
1.12866553 9099 NM_004205 Hs.524085 Ubiquitin specific protease 2 ||UBP41||USP2||UBIQUIT
0.35311964 10868 NM_006676 Hs.5452 Ubiquitin specific protease 20 ||USP20||Ubiquitin specific
-0.12133196 27005 NM_012475 Hs.8015 Ubiquitin specific protease 21 ||USP21||USP23, FORME
-0.05746348 23326 XM_042698 Hs.462492 Ubiquitin specific protease 22 ||USP22||Ubiquitin specific
0.40786405 23358 XM_165973
-0.32206149 29761 NM_013396 Hs.473370 Ubiquitin specific protease 25 ||USP21||USP25||UBIQUIT
0.08852163 83844 NM_031907 Hs.333137 Ubiquitin specific protease 26 ||USP26||UBIQUITIN-SPE
1.75822631 57646 NM_020886 Hs.503891 Ubiquitin specific protease 28 ||USP28||Ubiquitin specific
0.59034544 57663 NM_020903 Hs.515632 Ubiquitin specific protease 29 ||USP29||Ubiquitin specific
0.69983427 9960 NM_006537 Hs.458499 Ubiquitin specific protease 3 ||USP3||UBIQUITIN-SPEC
-0.2308208 84749 NM_032663 Hs.486434 Ubiquitin specific protease 30 ||USP30||Ubiquitin specific
0.80019903 57478 NM_020718 Hs.183817 Ubiquitin specific protease 31 ||USP31||Ubiquitin specific



-0.04833941 23032 NM_015017 Hs.480597 Ubiquitin specific protease 33 ||USP33||Ubiquitin specific
0.4534844 57558 XM_290527 Hs.531249 Ubiquitin specific protease 35 ||USP35||Ubiquitin specific

-0.03921534 57602 NM_025090 Hs.464243 Ubiquitin specific protease 36 ||USP36||Ubiquitin specific
-0.44067439 57695 NM_020935 Hs.166068 Ubiquitin specific protease 37 ||USP37||Ubiquitin specific
1.85859107 84640 NM_032557 Hs.480848 Ubiquitin specific protease 38 ||USP38||Ubiquitin specific
1.9680799 7375 NM_003363 Hs.77500 Ubiquitin specific protease 4 (pr ||USP4||UNP||UBIQUITIN
0.29837522 84132 XM_166526
-0.10308383 84101 NM_032147 Hs.506394 Ubiquitin specific protease 44 ||USP44||Ubiquitin specific
-0.07571162 64854 NM_022832 Hs.331478 Ubiquitin specific protease 46 ||USP46||Ubiquitin specific
0.27100301 8078 NM_003481 Hs.3759 Ubiquitin specific protease 5 (iso||USP5||ISOT||UBIQUITIN
1.38413947 9924 NM_014871 Hs.273397 Ubiquitin specific protease 52 ||USP52||Ubiquitin specific
1.38413947 9098 NM_004505 Hs.448851 Ubiquitin specific protease 6 (Tr ||USP6||TRE2 ONCOGEN
0.39873998 7874 NM_003470 Hs.386939 Ubiquitin specific protease 7 (he||USP7||HAUSP||UBIQUIT
0.23450674 9101 NM_005154 Hs.443731 Ubiquitin specific protease 8 ||USP8||UBIQUITIN-SPEC
1.2837747 8239 NM_004652 Hs.77578 Ubiquitin specific protease 9, X- ||DFFRX||USP9X||DROSO
0.97355635 8287 NM_004654 Hs.165856 Ubiquitin specific protease 9, Y- ||DFFRY||USP9Y||DROSO
0.41698812 8916 NM_014606 Hs.35804 Hect domain and RLD 3 ||HERC3||hect domain and
0.60859358 84961 NM_032875 Hs.462946 F-box and leucine-rich repeat pr||FBXL20||FBL20||F-box a
0.29837522 373 NM_001656 Hs.792 Tripartite motif-containing 23 ####################
0.36224371 580 NM_000465 Hs.54089 BRCA1 associated RING doma ||BARD1||BRCA1-associa
0.00640501 1107 NM_005852 Hs.25601 Chromodomain helicase DNA b ####################
0.64508985 8454 NM_003592 Hs.146806 Cullin 1 ||CUL1||Cullin 1||
-0.4954188 8453 NM_003591 Hs.82919 Cullin 2 ||CUL2||Cullin 2||
0.59946951 8452 NM_003590 Hs.372286 Cullin 3 ||CUL3||Cullin 3||
0.84581938 8451 NM_003589 Hs.339735 Cullin 4A ||CUL4A||cullin 4A||
0.91881193 8450 NM_003588 Hs.102914 Cullin 4B ||CUL4B||cullin 4B||
0.28925115 55008 NM_017912 Hs.529317 Hect domain and RLD 6 ||HERC6||hect domain and
-0.79651309 84759 NM_032673 Hs.316750 Polycomb group ring finger 1 ||PCGF1||Polycomb group
0.48998068 5896 NM_000448 Hs.73958 Recombination activating gene ||RAG1||RECOMBINATIO
-0.77826495 7337 NM_000462 Hs.22543 Ubiquitin protein ligase E3A (hum||E6AP||UBE3A||UBIQUIT
-0.41330218 10075 XM_497119
0.43523626 7428 NM_000551 Hs.421597 Von Hippel-Lindau tumor suppre||VHL||VHL GENE||von Hi
0.43523626 10393 NM_014885 Hs.480876 Anaphase promoting complex s ||ANAPC10||Anaphase pro
-0.4680466 10771 NM_006624 Hs.292265 Zinc finger, MYND domain conta||ZMYND11||BRAM1||zinc
0.70895834 10668 NM_006568 Hs.59106 Cell growth regulator with ring fin||CGRRF1||CGR19||CELL
0.17976232 5977
0.81844717 113878 NM_020892 Hs.187058 Deltex homolog 2 (Drosophila) ||DTX2||deltex homolog 2 
1.32939505 114907 NM_058229 Hs.403933 F-box protein 32 ||ATROGIN1||MAFBX||FLJ
0.62684172 4008 NM_005358 Hs.207631 LIM domain 7 ||FBX20||KIAA0858||LMO7
0.69983427 84708 NM_032622 Hs.407755 Ligand of numb-protein X ||LNX||ligand of numb-pro
0.90056379 117584 NM_057178 Hs.553556 Rififylin ||Rififylin||RFFL||
0.60859358 57534 NM_020774 Hs.140903 Mindbomb homolog 1 (Drosoph ||KIAA1323||DIP1||MIB1||D
0.62684172 4281 NM_000381 Hs.27695 Midline 1 (Opitz/BBB syndrome) ####################
0.42611219 4331 NM_002431 Hs.509523 Menage a trois 1 (CAK assembl ||MNAT1||TFB3||MAT1||m
0.64508985 115426 NM_152306 Hs.493401 Chromosome 9 open reading fra||||UHRF2||Chromosome 9
0.83669531 64324 NM_022455 Hs.208961 Nuclear receptor binding SET do||NSD1||ARA267 NSD1/N
0.48998068 5192 NM_002617 Hs.546273 Peroxisome biogenesis factor 10||PEX10||Peroxisome biog
1.46625609 5193 NM_000286 Hs.270532 Peroxisomal biogenesis factor 1||CG3||PEX12||Peroxisom
1.3750154 5828 NM_000318 Hs.437966 Peroxisomal membrane protein ####################
1.20165808 56852 NM_020165 Hs.375684 RAD18 homolog (S. cerevisiae) ||RAD18||RAD18 homolog
0.83669531 5930 NM_006910 Hs.188553 Retinoblastoma binding protein ||RBBP6||RETINOBLASTO



1.32027098 9618 NM_004295 Hs.8375 TNF receptor-associated factor ||MLN62||TRAF4||CART1|
1.72173003 10346 NM_006074 Hs.501778 Tripartite motif-containing 22 ||STAF50||TRIM22||Tripar
1.00092856 7726 NM_003449 Hs.485041 Tripartite motif-containing 26 ||AFP||TRIM26||ZNF173, F
1.11041739 81603 NM_030912 Hs.336810 Tripartite motif-containing 8 ||GERP||RNF27||TRIM8||T
1.67610968 54904 NM_017778 Hs.32099 Wolf-Hirschhorn syndrome cand||WHSC1L1||NSD3 NSD3
-0.22169673 329 NM_001166 Hs.503704 Baculoviral IAP repeat-containin||cIAP1||BIRC2||Hiap-2||M
-0.33118556 330 NM_001165 Hs.127799 Baculoviral IAP repeat-containin####################
-0.59578357 331 NM_001167 Hs.356076 Baculoviral IAP repeat-containin||API3||MIHA||BIRC4||XIAP
-0.258193 2966 NM_001515 Hs.191356 General transcription factor IIH, ||GTF2H2||TFIIH||T-BTF2

0.59034544 8085 NM_003482 Hs.387381 Myeloid/lymphoid or mixed-linea||ALR||MLL2||ALL1-RELAT
0.02465314 5371 NM_002675 Hs.526464 Promyelocytic leukemia ||PML||Promyelocytic leuk
-0.1395801 6015 NM_002931 Hs.202430 Ring finger protein 1 ||RING1||RING1A||RNF1||
0.5720973 6047 NM_002938 Hs.66394 Ring finger protein 4 ||RNF4||Ring finger protein

-0.19432452 10155 NM_005762 Hs.467408 Tripartite motif-containing 28 ||TRIM28||KAP1||TIF1B||K
0.48998068 22954 NM_012210 Hs.552586 Tripartite motif-containing 32 ||TRIM32||HT2A||TAT-INT
0.84581938 997 NM_004359 Hs.514997 Cell division cycle 34 ||6.3.2.19||E2-CDC34||CD
0.56297323 4193 NM_002392 Hs.369849 Mdm2, transformed 3T3 cell dou||HDM2||MDM2||ONCOPR
0.88231566 4194 NM_002393 Hs.497492 Mdm4, transformed 3T3 cell dou||HDMX||MDMX||MDM4||p
-0.12133196 5071 NM_004562 Hs.132954 Parkinson disease (autosomal r ||PARK2||PRKN FRAGILE
-0.03921534 7321 NM_003338 Hs.129683 Ubiquitin-conjugating enzyme E ||UBE2D1||UBIQUITIN-CO
-0.15782824 9354 NM_004788 Hs.75275 Ubiquitination factor E4A (UFD2||UBE4A||UBIQUITIN CON
0.51735288 51529 NM_016476 Hs.534456 APC11 anaphase promoting com||ANAPC11||APC11 anaph
0.18888639 29945 NM_013367 Hs.152173 Anaphase promoting complex s ||ANAPC4||ANAPHASE-P
-0.00271906 51434 NM_016238 Hs.529280 Anaphase promoting complex s ||ANAPC7||ANAPHASE-P
0.56297323 29882 NM_013366 Hs.533262 Anaphase promoting complex s ||ANAPC2||KIAA1406||AN
0.46260847 25820 NM_005744 Hs.268787 Ariadne homolog, ubiquitin-conj ||ARIH1||UBCH7BP||UBC
0.43523626 51283 NM_016561 Hs.435556 Bifunctional apoptosis regulator ||BFAR||Bifunctional apop
0.88231566 51317 NM_016621 Hs.502458 PHD finger protein 21A ||PHF21A||KIAA1696||BHC
-0.33118556 112401 NM_033341 Hs.348263 Baculoviral IAP repeat-containin||BIRC8||baculoviral IAP re
1.17428587 648 NM_005180 Hs.380403 Polycomb group ring finger 4 ||BMI1||PCGF4||RNF51||M
-0.84213344 672 NM_007294 Hs.194143 Breast cancer 1, early onset ####################
0.62684172 8945 NM_003939 Hs.500812 Beta-transducin repeat containin||FBXW1A||FBW1A||BTRC
0.87319159 10616 NM_006462 Hs.247280 Chromosome 20 open reading f ||C20orf18||Chromosome 
-0.03009127 23304 NM_015255 Hs.529925 Ubiquitin protein ligase E3 comp||KIAA0349||UBR2||C6OR
0.20713453 23624 NM_012116 Hs.466907 Cas-Br-M (murine) ecotropic ret ||CBL3||CBLC||CAS-BR-M
0.48085661 51191 NM_016323 Hs.26663 Hect domain and RLD 5 ||HERC5||CEB1||CYCLIN 
0.49910475 1108 NM_001273 Hs.162233 Chromodomain helicase DNA b ||Mi2-BETA||CHD4||Mi-2b
0.5720973 55743 NM_018223 Hs.507336 Checkpoint with forkhead and ri ||CHFR||Checkpoint with f
0.01552907 4850 NM_013316 Hs.490224 CCR4-NOT transcription comple||CNOT4||CCR4-NOT tran
0.85494345 51366 NM_015902 Hs.492445 E3 identified by differential displ ||EDD||KIAA0896||HYD||P
-0.09395976 26091 NM_015601 Hs.51891 Hect domain and RLD 4 ||HERC4||KIAA1593||hect 
0.11589384 22992 NM_012308 Hs.124147 F-box and leucine-rich repeat pr||||FBXL11||F-box and leuc
0.42611219 25827 NM_012157 Hs.475872 F-box and leucine-rich repeat pr||FBXL2||FBL2||F-box and
-0.03009127 26224 NM_012158 Hs.508284 F-box and leucine-rich repeat pr||FBXL3||FBL3A||FBXL3A
1.08304518 26223 NM_012159 Hs.167877 F-box and leucine-rich repeat pr||FBXL3B||FBXL21||FBL3B
0.81844717 26235 NM_012160 Hs.536850 F-box and leucine-rich repeat pr||FBXL4||FBL4||F-box and
0.16151418 26234 NM_012161 Hs.479208 F-box and leucine-rich repeat pr||FBXL5||FBL5||F-box and
1.24727843 26233 NM_012162 Hs.12271 F-box and leucine-rich repeat pr||FBL6A||FBXL6||F-box an
0.19801046 23194 NM_012304 Hs.433057 F-box and leucine-rich repeat pr||FBXL7||KIAA0840||FBL7
0.84581938 26231 NM_012163 Hs.461000 Leucine rich repeat containing 2 ||LRRC29||Leucine rich re
0.62684172 26267 XM_291314 Hs.130774 F-box protein 10 ||||FBXO10||F-box protein 



0.35311964 80204 NM_012167 Hs.553547 F-box protein 11 ||FBXO11||FBX11||VIT1||F
-0.0209672 26232 NM_012168 Hs.132753 F-box protein 2 ||FBXO2||FBG1||NFB42||F
0.00640501 26263 NM_012170 Hs.458959 F-box protein 22 ||FBX22||FBXO22||F-box 
0.5720973 26260 NM_012173 Hs.438454 F-box protein 25 ||FBXO25||FBX25||F-box 
0.54472509 26273 NM_012175 Hs.406787 F-box protein 3 ||FBX3||FBA||FBXO3||F-bo
0.46260847 26272 NM_012176 Hs.165575 F-box protein 4 ||FBX4||FBXO4||F-box pro
-0.03009127 26271 NM_012177 Hs.520506 F-box protein 5 ||FBX5||FBXO5||F-box pro
0.50822882 26270 NM_018438 Hs.464419 F-box protein 6 ||FBG2||FBX6||FBXO6||F-
0.37136778 25793 NM_012179 Hs.5912 F-box protein 7 ||FBX7||FBXO7||F-box pro
0.17976232 26268 NM_012347 Hs.216653 F-box protein 9 ||FBX9||NY-REN-57||FBXO
-0.41330218 26190 NM_012164 Hs.494985 F-box and WD-40 domain prote ||FBW2||FBXW2||FWD2||F
0.00640501 26226 AF174606 Hs.517461 Breakpoint cluster region ||||BCR||Breakpoint cluster
0.69983427 55294 NM_018315 Hs.519029 F-box and WD-40 domain prote ||FBX30||FBXW6||FBXW7
0.8093231 26259 NM_012174 Hs.435466 F-box and WD-40 domain prote ||FBXW8||FBXO29||FBW6
1.58486899 65259 NM_023076 Hs.161279 Chromosome 16 open reading f ||C16orf28||Chromosome 
0.65421392 51343 NM_016263 Hs.413133 Fi11y/cell division cycle 20 relate||HCDH||FZR1||FZR, DRO
1.67610968 25831 NM_015382 Hs.210850 HECT domain containing 1 ||HECTD1||HECT domain
1.05567297 8925 NM_003922 Hs.210385 Hect (homologous to the E6-AP ||HERC1||P532||HECT DO
2.01370025 83737 NM_031483 Hs.472509 Itchy homolog E3 ubiquitin prote||ITCH||AIP4||NAPP1||ATR
2.0866928 9690 NM_014671 Hs.118351 Ubiquitin protein ligase E3C ||UBE3C||ubiquitin protein
1.1651618 23072 NM_015052 Hs.164453 HECT, C2 and WW domain con||HECW1||HECT, C2 and 
0.74545462 220972 NM_145021 Hs.499489 Membrane-associated ring finge||MIR||MARCH8||membra
1.64873748 58508 NM_021230 Hs.270492 B melanoma antigen family, me ||||MLL3||B melanoma anti
1.83121886 4734 NM_006154 Hs.1565 Neural precursor cell expressed ||NEDD4||Neural precurso
0.5720973 23327 NM_015277 Hs.185677 Neural precursor cell expressed ||NEDD4L||KIAA0439||UB
0.71808241 4738 NM_006156 Hs.531064 Neural precursor cell expressed ||NEDD8||NEURAL PREC
0.17976232 9148 NM_004210 Hs.549085 Neuralized-like (Drosophila) ||NEURL||neuralized-like (
0.84581938 23113 NM_015089 Hs.485434 P53-associated parkin-like cytop||KIAA0708||PARC||p53-A
0.84581938 5888 NM_002875 Hs.446554 RAD51 homolog (RecA homolog||RAD51A||RAD51||RECO
0.41698812 5913 NM_005055 Hs.81218 Receptor-associated protein of t||RAPSN||RAPSYN||recep
0.68158613 9978 NM_014248 Hs.474949 Ring-box 1 ||ROC1||RBX1||Ring-box 1
0.22538267 10206 NM_005798 Hs.436922 Ret finger protein 2 ||LEU5||RFP2||Ret finger p
1.45713202 7703 NM_007144 Hs.371617 Polycomb group ring finger 2 ||PCGF2||MEL18||ZNF144
-0.05746348 11236 NM_007218 Hs.492751 Ring finger protein 139 ||RNF139||TRC8||Ring fing
0.41698812 9781 NM_014746 Hs.22146 Ring finger protein 144 ||RNF144||Ring finger pro
0.28012708 55072 NM_017999 Hs.375217 Ring finger protein 31 ||RNF31||Ring finger prote
0.5720973 140545 NM_030936 Hs.490715 Ring finger protein 32 ||RNF32||Ring finger prote
0.41698812 152006 NM_022781 Hs.333503 Ring finger protein 38 ||RNF38||Ring finger prote
0.48085661 6049 NM_005977 Hs.136885 Ring finger protein (C3H2C3 typ||RNF6||RING FINGER PR
0.30749929 9616 NM_014245 Hs.134623 Ring finger protein 7 ||SAG||ROC2||RNF7||Ring
0.60859358 9025 NM_003958 Hs.485278 Ring finger protein 8 ||RNF8||Ring finger protein
0.56297323 6468 NM_022039 Hs.500822 F-box and WD-40 domain prote ||DACTYLIN||SHFM3||FBX
0.28925115 6477 NM_003031 Hs.295923 Seven in absentia homolog 1 (D||SIAH1||seven in absentia
1.33851912 6500 NM_006930 Hs.171626 S-phase kinase-associated prot ||SKP1A||TCEB1L||OCP2
0.47173254 6502 NM_005983 Hs.23348 S-phase kinase-associated prot ||FBXL1||SKP2||FBL1||CD
0.43523626 6596 NM_003071 Hs.3068 SWI/SNF related, matrix associa####################
0.70895834 57154 NM_020429 Hs.189329 SMAD specific E3 ubiquitin prote||SMURF1||SMAD UBIQU
0.46260847 64750 NM_022739 Hs.515011 SMAD specific E3 ubiquitin prote||SMURF2||SMAD UBIQU
0.06114942 6737 NM_003141 Hs.532357 Tripartite motif-containing 21 ||SSA1||RO52||TRIM21||T
0.30749929 10273 NM_005861 Hs.533771 STIP1 homology and U-box con||||STUB1||STIP1 homolog
0.72720648 6921 NM_005648 Hs.546305 Transcription elongation factor B||TCEB1||ELONGIN, 15-K



0.98268042 10210 NM_005802 Hs.535961 Topoisomerase I binding, arginin||TOPORS||topoisomeras
0.70895834 54476 NM_207111 Hs.487458 TRIAD3 protein ||TRIAD3||TRIAD3 protein
0.96443228 51592 NM_015906 Hs.26837 Tripartite motif-containing 33 ||TRIM33||TIF1-GAMMA||T
0.22538267 4591 NM_015294 Hs.412767 Tripartite motif-containing 37 ||TRIM37||KIAA0898||MUL
1.66698561 10293 NM_005879 Hs.517972 TRAF interacting protein ||TRIP||TRAF-INTERACT
0.8093231 22888 NM_014948 Hs.129448 U-box domain containing 5 ||||UBOX5||U-box domain 
0.59034544 89910 NM_130466 Hs.374067 Ubiquitin protein ligase E3B ||UBE3B||UBIQUITIN-PRO
0.46260847 10277 NM_006048 Hs.386404 Ubiquitination factor E4B (UFD2||UBE4B||ubiquitination fac
0.12501791 197131 NM_174916 Hs.145209 Ubiquitin protein ligase E3 comp||UBR1||UBIQUITIN-PROT
0.52647695 29128 NM_013282 Hs.108106 Ubiquitin-like, containing PHD a ||||UHRF1||Ubiquitin-like, c
1.18340994 7468 NM_007331 Hs.113876 Wolf-Hirschhorn syndrome cand||||WHSC1||Wolf-Hirschho
1.11041739 11059 NM_007013 Hs.533440 WW domain containing E3 ubiq ||WWP1||WW DOMAIN-C
2.36953895 11060 NM_007014 Hs.408458 WW domain containing E3 ubiq ||WWP2||WW DOMAIN-C
0.86406752 8924 NM_004667 Hs.434890 Hect domain and RLD 2 ||HERC2||hect domain and
1.17428587 4799 NM_002504 Hs.413074 Nuclear transcription factor, X-b ||NFX1||NUCLEAR TRAN
0.73633055 9604 NM_004290 Hs.508993 Ring finger protein 14 ||RNF14||ARA54||ANDRO
0.89143973 6478 NM_005067 Hs.477959 Seven in absentia homolog 2 (D||SIAH2||seven in absentia
1.32939505 267 NM_001144 Hs.295137 Autocrine motility factor recepto ||RNF45||GP78||AMFR||Au
1.21990622 9320 NM_004238 Hs.368985 Thyroid hormone receptor intera||TRIP12||Thyroid hormon
1.10129332 867 NM_005188 Hs.504096 Cas-Br-M (murine) ecotropic ret ||C-CBL||RNF55||CBL||ON
2.42428336 7186 NM_021138 Hs.522506 TNF receptor-associated factor ||TRAP||TRAF2||TNF REC
1.2837747 7187 NM_003300 Hs.510528 TNF receptor-associated factor ||CRAF1||CD40BP||CAP1
1.35676726 7188 NM_004619 Hs.523930 TNF receptor-associated factor ||TRAF5||TNF receptor-as
1.06479704 7189 NM_004620 Hs.444172 TNF receptor-associated factor ||TRAF6||TNF receptor-as
0.90968786 1840 NM_004416 Hs.372152 Deltex homolog 1 (Drosophila) ||hDx-1||DTX1||deltex hom

0.927936 8805 NM_003852 Hs.490287 Transcriptional intermediary fact||TIF1||TIF1A PTC6 CHIM
-0.1395801 89970 NM_133368 Hs.460885 KIAA1972 protein ||KIAA1972||KIAA1972 pro
0.81844717 1813 NM_000795 Hs.73893 Dopamine receptor D2 ||DRD2||D2DR||D2R||dopa
0.29837522 1814 NM_000796 Hs.121478 Dopamine receptor D3 ||DRD3||D3DR||dopamine
1.30202284 1815 NM_000797 Hs.99922 Dopamine receptor D4 ||DRD4||D4DR||dopamine
1.02830076 30817 NM_013447 Hs.531619 Egf-like module containing, muc||EMR2||EGF-LIKE MODU
2.03194838 3357 NM_000867 Hs.421649 5-hydroxytryptamine (serotonin) ||HTR2B||SEROTONIN 5-
1.51187644 26245 XM_371358
1.58486899 5020 NM_000915 Hs.113216 Oxytocin, prepro- (neurophysin ||OXT||PREPROOXYTOC
0.23450674 5029 NM_002564 Hs.339 Purinergic receptor P2Y, G-prot ||P2Y2R||P2RY2||P2UR||P
1.51187644 9052 NM_003979 Hs.546325 G protein-coupled receptor, fam ||GPCR5A||RAIG1||GPRC
0.79107496 6745 NM_003144 Hs.114033 Signal sequence receptor, alpha||SSR1||Signal sequence 
1.23815436 6746 NM_003145 Hs.74564 Signal sequence receptor, beta ||SSR2||Signal sequence 
0.91881193 1133 NM_012125 Hs.128216 Cholinergic receptor, muscarinic||CHRM5||HM5||MGC4183
0.52647695 887 NM_176875 Hs.203 Cholecystokinin B receptor ||CCKBR||GASR||CCK-B||
1.4023876 221188 NM_153837 Hs.187884 G protein-coupled receptor 114 ||GPR114||G protein-coup
1.15603773 59352 XM_097508
1.46625609 26492 XM_370662
0.82757124 338557 NM_181745 Hs.449646 G protein-coupled receptor 120 ||PGR4||GPR120||G prote
1.23815436 131601 NM_016372 Hs.6418 G protein-coupled receptor 175 ||TPRA40||GPR175||G pro
1.33851912 886 NM_000730 Hs.129 Cholecystokinin A receptor ||CCK1-R||CCKRA||CCKA
1.20165808 1132 NM_000741 Hs.248100 Cholinergic receptor, muscarinic||HM4||CHRM4||muscarin
1.51187644 2587 NM_001480 Hs.272191 Galanin receptor 1 ||GALR1||GALNR1||Galan
1.62136527 8484 NM_003614 Hs.158353 Galanin receptor 3 ||GALR3||Galanin recepto
0.69983427 3060 NM_001524 Hs.158348 Hypocretin (orexin) neuropeptide||HCRT||PPOX||OREXIN B
1.66698561 3061 NM_001525 Hs.388226 Hypocretin (orexin) receptor 1 ||OX1R||HCRTR1||orexin 



1.39326354 3062 NM_001526 Hs.151624 Hypocretin (orexin) receptor 2 ||OX2R||HCRTR2||OTTHU
2.21442977 51454 NM_016315 Hs.470887 GULP, engulfment adaptor PTB||GULP1||ENGULFMENT 
0.49910475 6492 NM_005068 Hs.534129 Single-minded homolog 1 (Dros ||SIM1||single-minded hom
1.01005263 6493 NM_005069 Hs.146186 Single-minded homolog 2 (Dros ||SIM2||SIM2 SIM||single-m
0.18888639 6772 NM_007315 Hs.470943 Signal transducer and activator ||STAT1||STAT1 STAT1 D
0.76370276 6773 NM_005419 Hs.530595 Signal transducer and activator ||STAT2||signal transduce
0.87319159 6775 NM_003151 Hs.80642 Signal transducer and activator ||STAT4||Signal transduce
0.07027349 6776 NM_003152 Hs.437058 Signal transducer and activator ||MGF||STAT5A||MAMMA
0.77282682 6777 NM_012448 Hs.132864 Signal transducer and activator ||STAT5B||STAT5B STAT
0.32574743 6778 NM_003153 Hs.524518 Signal transducer and activator ||STAT6c||STAT6||IL4-STA
0.35311964 7041 NM_015927 Hs.513530 Transforming growth factor beta||TGFB1I1||ARA55||HIC5|
1.08304518 7067 NM_003250 Hs.724 Thyroid hormone receptor, alpha||||THRA||Thyroid hormone
3.02647194 7068 NM_000461 Hs.187861 Thyroid hormone receptor, beta ||GRTH||THRB||ONCOGE
0.77282682 9968 NM_005120 Hs.409226 Mediator of RNA polymerase II t||MED12||TNRC11||HOPA
0.29837522 9967 NM_005119 Hs.160211 Thyroid hormone receptor assoc||THRAP3||TRAP150||THY
0.38961592 9969 NM_005121 Hs.282678 Thyroid hormone receptor assoc||THRAP1||TRAP240||THY
0.68158613 10025 NM_005481 Hs.365207 Thyroid hormone receptor assoc||DRIP92||THRAP5||TRAP
0.59034544 9319 NM_004237 Hs.436187 Thyroid hormone receptor intera||TRIP13||16E1BP||Thyroi
0.16151418 9325 NM_016213 Hs.500340 Thyroid hormone receptor intera||TRIP4||Thyroid hormone
0.15239011 51567 NM_016614 Hs.403010 TRAF and TNF receptor associa||TTRAP||TRAF- AND TN
0.77282682 7421 NM_000376 Hs.524368 Vitamin D (1,25- dihydroxyvitam ||VDR||VITAMIN D RECE
1.23815436 29079 NM_014166 Hs.181112 Mediator of RNA polymerase II t||HSPC126||DRIP36||MED
0.91881193 393 NM_001666 Hs.3109 Rho GTPase activating protein 4||KIAA0131||RhoGAP4||RG
0.97355635 395 NM_001174 Hs.435291 Rho GTPase activating protein 6####################
0.90056379 9138 NM_004706 Hs.278186 Rho guanine nucleotide exchang||p115-RhoGEF||ARHGEF
0.40786405 1894 NM_018098 Hs.518299 Epithelial cell transforming sequ ||ECT2||FLJ10461||ONCO
1.06479704 2057 NM_000121 Hs.127826 Erythropoietin receptor ||EPOR||Erythropoietin rec
0.50822882 667 NM_001723 Hs.485616 Dystonin ||||DST||Dystonin||
0.90056379 1499 NM_001904 Hs.476018 Catenin (cadherin-associated pr||CTNNB1||CATENIN, BE
-0.18520045 182 NM_000214 Hs.224012 Jagged 1 (Alagille syndrome) ||AWS||JAG1||AHD||HJ1||A
0.63596579 91179 NM_153334 Hs.474251 Scavenger receptor class F, me||SCARF2||scavenger rece
1.15603773 9353 NM_004787 Hs.29802 Slit homolog 2 (Drosophila) ||SLIT2||slit homolog 2 (Dr
1.02830076 9516 NM_004862 Hs.459940 Lipopolysaccharide-induced TN ||SIMPLE||LITAF||lipopolys
0.42611219 4090 NM_005903 Hs.167700 SMAD, mothers against DPP ho||MADH5||SMAD5||SMA- A
0.6907102 10001 NM_005466 Hs.497353 Mediator of RNA polymerase II t||MED6||RNA POLYMERA
1.42975981 27229 NM_014444 Hs.549135 Gamma tubulin ring complex pro||76P||Gamma tubulin ring
1.98632804 10881 NM_006687 Hs.123530 Actin-like 7A ||ACTL7A||actin-like 7A||
0.74545462 10880 NM_006686 Hs.534390 Actin-like 7B ||ACTL7B||actin-like 7B||
0.8093231 265 NM_001142 Hs.46329 Amelogenin (amelogenesis impe####################
1.52100051 287 NM_001148 Hs.137367 Ankyrin 2, neuronal ||||ANK2||Ankyrin 2, neuro
1.10129332 288 NM_001149 Hs.499725 Ankyrin 3, node of Ranvier (anky||||ANK3||Ankyrin 3, node o
0.90056379 10095 NM_005720 Hs.489284 Actin related protein 2/3 comple ||||ARPC1B||Actin related p
0.56297323 10109 NM_005731 Hs.529303 Actin related protein 2/3 comple ||p34-ARC||ARC34||ARPC
0.50822882 10094 NM_005719 Hs.524741 Actin related protein 2/3 comple ||ARC21||p21-ARC||ARPC
0.97355635 633 NM_001711 Hs.821 Biglycan ||PG-I||DSPG1||Biglycan||S
0.90968786 857 NM_001753 Hs.74034 Caveolin 1, caveolae protein, 22||MSTP085||VIP21||CAV1
0.34399557 9076 NM_021101 Hs.439060 Claudin 1 ||SEMP1||CLDN1||Claudin
-0.34030963 9071 NM_006984 Hs.534377 Claudin 10 ||||CLDN10||Claudin 10||
0.59034544 5010 NM_005602 Hs.31595 Claudin 11 (oligodendrocyte tran||OTM||CLDN11||OSP||OL
1.05567297 9069 NM_012129 Hs.258576 Claudin 12 ||CLDN12||Claudin 12||
1.60311713 23562 NM_012130 Hs.505146 Claudin 14 ||DFNB29||CLDN14||Claud



1.01005263 9075 NM_020384 Hs.522746 Claudin 2 ||CLDN2||Claudin 2||
1.02830076 7122 NM_003277 Hs.505337 Claudin 5 (transmembrane prote||TMVCF||CLDN5||Claudin
1.36589133 1300 NM_000493 Hs.520339 Collagen, type X, alpha 1(Schm ####################
0.89143973 1302 NM_080679 Hs.390171 Collagen, type XI, alpha 2 ||PARP||COL11A2||HKE5|
-0.04833941 1303 NM_004370 Hs.101302 Collagen, type XII, alpha 1 ||DJ234P15.1||COL12A1||
0.83669531 1307 NM_001856 Hs.368921 Collagen, type XVI, alpha 1 ||COL16A1||FP1572||447A
0.79107496 1308 NM_000494 Hs.117938 Collagen, type XVII, alpha 1 ####################
1.02830076 1277 NM_000088 Hs.172928 Collagen, type I, alpha 1 ####################
1.08304518 1278 NM_000089 Hs.489142 Collagen, type I, alpha 2 ####################
1.4023876 1281 NM_000090 Hs.443625 Collagen, type III, alpha 1 (Ehler||COL3A1||EDS4A||collage
1.32939505 1282 NM_001845 Hs.17441 Collagen, type IV, alpha 1 ||arresten||COL4A1||COL4
0.88231566 1284 NM_001846 Hs.508716 Collagen, type IV, alpha 2 ||COL4A2||FLJ22259||can
1.50275237 1286 NM_000092 Hs.282938 Collagen, type IV, alpha 4 ||CA44||COL4A4||COLLAG
1.15603773 1287 NM_000495 Hs.369089 Collagen, type IV, alpha 5 (Alpo ####################
0.41698812 1290 NM_000393 Hs.445827 Collagen, type V, alpha 2 ||COL5A2||MGC105115||A
0.72720648 50509 NM_015719 Hs.235368 Collagen, type V, alpha 3 ||COL5A3||COLLAGEN, T
-0.56841136 1297 NM_001851 Hs.149809 Collagen, type IX, alpha 1 ####################
1.53924864 1298 NM_001852 Hs.418012 Collagen, type IX, alpha 2 ||MED||DJ39G22.4||EDM2
2.85311462 1299 NM_001853 Hs.126248 Collagen, type IX, alpha 3 ||IDD||DJ885L7.4.1||MED|
0.79107496 1409 NM_000394 Hs.184085 Crystallin, alpha A ||HSPB4||CRYAA||crystall
1.05567297 1410 NM_001885 Hs.408767 Crystallin, alpha B ||CRYAB||HSPB5||CTPP2
0.28925115 1411 NM_005208 Hs.46275 Crystallin, beta A1 ||CRYBA1||CRYB1||CRYS
1.6122412 1412 NM_005209 Hs.415790 Crystallin, beta A2 ||CRYBA2||CRYSTALLIN,
1.0465489 1417 NM_004076 Hs.533022 Crystallin, beta B3 ||OTTHUMP00000028559
1.43888388 1419 NM_005210 Hs.248102 Crystallin, gamma B ||CRYG2||CRYGB||CRYST
0.58122137 1420 NM_020989 Hs.72910 Crystallin, gamma C ||CCL||CRYGC||CRYSTAL
0.63596579 8030 NM_005436 Hs.327068 Coiled-coil domain containing 6 ||CCDC6||H4 GENE||D10S
1.56662085 7818 NM_004632 Hs.523628 Death associated protein 3 ||DAP3||DEATH-ASSOCIA
1.22903029 11258 NM_007234 Hs.511768 Dynactin 3 (p22) ||DCTN22||DCTN3||Dynac
1.1651618 1832 NM_004415 Hs.519873 Desmoplakin ####################
1.47538016 1893 NM_004425 Hs.81071 Extracellular matrix protein 1 ||ECM1||Extracellular mat
-0.24906893 2006 NM_000501 Hs.252418 Elastin (supravalvular aortic sten||WBS||tropoelastin||SVAS
-0.60490764 10117 NM_031889 Hs.283949 Enamelin ||ENAM||Enamelin||
-0.55016322 2125 NM_001988 Hs.500635 Envoplakin ||Envoplakin||EVPK||EVPL
0.07027349 2312 XM_048104
-0.24906893 1647 NM_001924 Hs.80409 Growth arrest and DNA-damage||DDIT1||GADD45A||DNA-
-0.48629474 10912 NM_006705 Hs.9701 Growth arrest and DNA-damage||GADD45G||GRP17||GAD
0.59946951 2670 NM_002055 Hs.514227 Glial fibrillary acidic protein ||FLJ45472||GFAP||interm
0.6907102 3339 NM_005529 Hs.550478 Heparan sulfate proteoglycan 2 ||HSPG2||PLC||Heparan s
0.76370276 51350 NM_015848 Hs.512601 Cytokeratin 2 ||HUMCYT2A||KRT2B||Cy
0.70895834 9119 NM_004693 Hs.145949 Cytokeratin type II ||K6HF||cytokeratin type II
-1.48994236 319101 NM_175068 Hs.55410 Keratin 6 irs3 ||KRT6IRS3||K6IRS3||Ker
-1.16147586 3858 NM_000421 Hs.99936 Keratin 10 (epidermolytic hyperk||KRT10||K10||Keratin 10 (
-1.52643863 3859 NM_000223 Hs.66739 Keratin 12 (Meesmann corneal d||KRT12||keratin 12 (Mees
-1.11585552 3860 NM_002274 Hs.463032 Keratin 13 ||KRT13||K13||CYTOKERA
-1.25271655 3861 NM_000526 Hs.355214 Keratin 14 (epidermolysis bullos ||KRT14||K14||keratin 14 (
-1.21622028 3866 NM_002275 Hs.80342 Keratin 15 ||KRT15||K15||CYTOKERA
-0.72352054 3880 NM_002276 Hs.514167 Keratin 19 ||KRT19||K19||Keratin 19||
0.37136778 54474 NM_019010 Hs.84905 Keratin 20 ||KRT20||KRT21||CK20||K
-0.2308208 3849 NM_000423 Hs.707 Keratin 2A (epidermal ichthyosis||KRT2A||KRT2E||KERAT
-0.30381335 3850 NM_057088 Hs.410397 Keratin 3 ||KRT3||K3||CYTOKERAT



-0.44067439 3851 NM_002272 Hs.371139 Keratin 4 ||KRT4||CYK4||CYTOKER
-1.13410365 3852 NM_000424 Hs.433845 Keratin 5 (epidermolysis bullosa ||KRT5||K5||keratin 5 (epid
-0.88775378 3853 NM_005554 Hs.367762 Keratin 6A ||||KRT6A||Keratin 6A||
-0.67790019 3854 NM_005555 Hs.524438 Keratin 6B ||KRT6B||keratin 6B||KERA
-1.04286296 140446 NM_058242 Hs.367762 Keratin 6A ||||KRT6A||Keratin 6A||
-0.69614833 3855 NM_005556 Hs.411501 Keratin 7 ||K7||KRT7||SCL||SARCO
-0.62315577 3856 NM_002273 Hs.533782 Keratin 8 ||KRT8||K8||CYTOKERAT
0.0976457 3886 NM_002280 Hs.73082 Keratin, hair, acidic, 5 ||KRTHA5||Keratin, hair, a
-0.1395801 8689 NM_003771 Hs.248189 Keratin, hair, acidic, 6 ||KRTHA6||Keratin, hair, a
-0.04833941 3981 NM_002312 Hs.166091 Ligase IV, DNA, ATP-dependen ||LIG4||DNA LIGASE IV||li
-0.80563716 84823 NM_032737 Hs.515042 Lamin B2 ||LMNB2||lamin B2||
-0.4954188 4014 NM_000427 Hs.251680 Loricrin ||Loricrin||LOR||
-0.76001681 4130 NM_002373 Hs.194301 Microtubule-associated protein 1||MAP1A||MTAP1A||micro
-0.22169673 4131 NM_005909 Hs.535786 Microtubule-associated protein 1||MAP1B||microtubule-ass
-0.71439647 9053 NM_003980 Hs.486548 Microtubule-associated protein 7||EMAP115||MAP7||Microt
-0.17607638 4137 NM_005910 Hs.101174 Microtubule-associated protein t ||MAPT||Microtubule-asso
0.0976457 4148 NM_002381 Hs.6985 Matrilin 3 ||MATN3||Matrilin 3||

-0.06658755 4155 NM_002385 Hs.501262 Myelin basic protein ||HMBP||MBP||Myelin bas
0.11589384 4284 NM_012064 Hs.549054 Major intrinsic protein of lens fib ||MP26||LIM1||MIP||MIP26
-0.24906893 4359 NM_000530 Hs.93883 Myelin protein zero (Charcot-Ma||MPZ||P0||MPP||MYELIN 
-0.0209672 28998 NM_014078 Hs.333823 Mitochondrial ribosomal protein ||MRPL13||mitochondrial r
0.08852163 10573 NM_006428 Hs.513230 Mitochondrial ribosomal protein ||MAAT1||MRPL28||mitoch
0.38049185 64983 NM_031903 Hs.50252 Mitochondrial ribosomal protein ||MRPL32||mitochondrial r
-0.04833941 64963 NM_022839 Hs.111286 Mitochondrial ribosomal protein ||MRPS11||mitochondrial r
0.28012708 9423 NM_004822 Hs.128002 Netrin 1 ||NTN1||NTN1L||NETRIN 
0.93706007 4917 NM_006181 Hs.158336 Netrin 2-like (chicken) ||NTN2L||Netrin 2-like (chi
0.60859358 59277 NM_021229 Hs.201034 Netrin 4 ||NTN4||Netrin 4||
0.64508985 4926 NM_006185 Hs.523873 Nuclear mitotic apparatus protei ||NUMA1||NUMA1 NUMA
0.39873998 5411 NM_002687 Hs.409965 Pinin, desmosome associated p ||DRS||PNN||Pinin, desmo
0.83669531 8557 NM_003673 Hs.514146 Titin-cap (telethonin) ||TCAP||Titin-cap (telethon
-0.4680466 7007 NM_005422 Hs.248162 Tectorin alpha ||TECTA||TECTORIN, AL
0.14326604 7311 NM_003333 Hs.5308 Ubiquitin A-52 residue ribosoma||HUBCEP52||RPL40||UBA
0.59034544 7399 NM_007123 Hs.232072 Usher syndrome 2A (autosomal ||USHERIN||US2||USH2A
0.65421392 7414 NM_003373 Hs.500101 Vinculin ||VCL||Vinculin||VCL META
0.44436033 87 NM_001102 Hs.509765 Actinin, alpha 1 ||ACTN1||ACTININ, ALPH
0.85494345 88 NM_001103 Hs.498178 Actinin, alpha 2 ||ACTN2||ACTININ, ALPH
0.3348715 89 NM_001104 Hs.445037 Actinin, alpha 3 ||ACTN3||ACTININ, ALPH
0.48998068 81 NM_004924 Hs.270291 Actinin, alpha 4 ||ACTININ-4||FSGS1||ACT
0.40786405 118 NM_001119 Hs.183706 Adducin 1 (alpha) ||ADDA||MGC44427||ADD

0.927936 120 NM_016824 Hs.501012 Adducin 3 (gamma) ||ADD3||ADDUCIN, GAMM
-0.15782824 57180 NM_020445 Hs.490655 Actin-related protein 3-beta ||ACTR3B||ARP3BETA||A
0.30749929 421 NM_001670 Hs.326730 Armadillo repeat gene deletes in||ARVCF||FLJ35345||arma
0.36224371 79937 NM_033655 Hs.128474 Contactin associated protein-like||CNTNAP3||Contactin ass
0.59946951 989 NM_001788 Hs.191346 Septin 7 ####################
0.40786405 26047 NM_014141 Hs.446192 Contactin associated protein-like||CNTNAP2||CASPR2||NR
0.75457869 1301 NM_001854 Hs.523446 Collagen, type XI, alpha 1 ####################
0.82757124 7373 XM_044622
1.0465489 80781 NM_030582 Hs.517356 Collagen, type XVIII, alpha 1 ||COL18A1||COL18A1 EN
0.2162586 1310 NM_001858 Hs.444842 Collagen, type XIX, alpha 1 ####################
0.28012708 1288 NM_001847 Hs.145586 Collagen, type IV, alpha 6 ####################
0.14326604 1289 NM_000093 Hs.210283 Collagen, type V, alpha 1 ||COL5A1||OTTHUMP000



1.3750154 1291 NM_001848 Hs.474053 Collagen, type VI, alpha 1 ||OPLL||COL6A1||COLLAG
0.29837522 1292 NM_001849 Hs.420269 Collagen, type VI, alpha 2 ####################
0.07027349 1296 NM_005202 Hs.353001 Collagen, type VIII, alpha 2 ||FLJ00201||COL8A2||FEC
0.31662336 1311 NM_000095 Hs.1584 Cartilage oligomeric matrix prote####################
0.32574743 11151 NM_007074 Hs.415067 Coronin, actin binding protein, 1 ||CORO1A||TACO||CLIPIN
0.58122137 23418 NM_012076 Hs.126135 Crumbs homolog 1 (Drosophila)||CRB1||crumbs homolog 
0.59034544 1496 NM_004389 Hs.167368 Catenin (cadherin-associated pr||CAPR||CTNR||alpha-N-c
-0.03921534 1501 NM_001332 Hs.314543 Catenin (cadherin-associated pr||GT24||NPRAP||CTNND2
0.96443228 1756 NM_000109 Hs.495912 Dystrophin (muscular dystrophy ####################
-0.21257266 1821 NM_001939 Hs.159291 Dystrophin related protein 2 ||DRP2||DYSTROPHIN-R
-1.42607387 2035 NM_004437 Hs.175437 Erythrocyte membrane protein b||||EPB41||Erythrocyte mem
-0.61403171 2036 NM_012156 Hs.437422 Erythrocyte membrane protein b####################
-1.52643863 2038 NM_000119 Hs.368642 Erythrocyte membrane protein b||EPB42||PA||PROTEIN 4
-1.25271655 2195 NM_005245 Hs.481371 FAT tumor suppressor homolog ||FAT||CDHF7||FAT1||cad
-1.52643863 2196 NM_001447 Hs.132158 FAT tumor suppressor homolog ||CDHF8||HFAT2||MEGF1
-1.61767933 2197 NM_001997 Hs.387208 Finkel-Biskis-Reilly murine sarco####################
-2.27461231 2192 NM_001996 Hs.24601 Fibulin 1 ||OTTHUMP00000028589
-1.75454036 2200 NM_000138 Hs.146447 Fibrillin 1 (Marfan syndrome) ||MFS1||MASS||WMS||SG
-1.68154781 2201 NM_001999 Hs.519294 Fibrillin 2 (congenital contractura||CCA||FBN2||BEALS SYN
0.28012708 2335 NM_002026 Hs.203717 Fibronectin 1 ####################
0.47173254 284217 NM_005559 Hs.270364 Laminin, alpha 1 ||LAMA1||LAMININ, ALPH
0.48998068 3909 NM_000227 Hs.436367 Laminin, alpha 3 ||LAMA3||LAMININ A3||LA
0.54472509 3912 NM_002291 Hs.489646 Laminin, beta 1 ||LAMB1||LAMININ, BETA
0.0976457 3913 NM_002292 Hs.439726 Laminin, beta 2 (laminin S) ||LAMB2||LAMS||LAMININ
0.38961592 3914 NM_000228 Hs.497636 Laminin, beta 3 ||LAMB3||LAMININ B3||LA
-0.48629474 3915 NM_002293 Hs.497039 Laminin, gamma 1 (formerly LA ||LAMC1||LAMININ, GAMM
-0.64140391 3918 NM_005562 Hs.530509 Laminin, gamma 2 ||LAMNB2||LAMB2T||LAM
-0.62315577 10319 NM_006059 Hs.201805 Laminin, gamma 3 ||LAMC3||LAMININ, GAMM
-0.50454287 3996 NM_004140 Hs.513983 Lethal giant larvae homolog 1 (D||HUGL1||LLGL1||DLG4, F
0.05202535 4000 NM_170707 Hs.491359 Lamin A/C ||LMNA||lamin A/C||LAMIN
1.53924864 4060 NM_002345 Hs.406475 Lumican ||Lumican||LUM||LDC||
0.24363081 4133 NM_002374 Hs.368281 Microtubule-associated protein 2||MAP2||MAP, DENDRITE
-0.23994487 4146 NM_002379 Hs.150366 Matrilin 1, cartilage matrix protei||CRTM||MATN1||CMP||M
0.29837522 9782 NM_018834 Hs.268939 Matrin 3 ||MATR3||Matrin 3||
1.07392111 4256 NM_000900 Hs.365706 Matrix Gla protein ||MGP||MGLAP||MATRIX 
-0.63227984 65008 NM_020236 Hs.532019 Mitochondrial ribosomal protein ||MRPL1||mitochondrial rib
-1.07935924 4607 NM_000256 Hs.524906 Myosin binding protein C, cardia||MYBPC3||MYOSIN-BIND
-0.42242625 4635 NM_002476 Hs.463300 Myosin, light polypeptide 4, alka ||MYL4||EMBRYONIC/ATR
-1.10673145 4703 NM_004543 Hs.551508 Nebulin ||NEB||Nebulin||
-0.93337413 4744 NM_021076 Hs.198760 Neurofilament, heavy polypeptid||NFH||NEFH||neurofilame
0.54472509 4771 NM_000268 Hs.187898 Neurofibromin 2 (bilateral acous||MERLIN||SCHWANNOM
0.76370276 4809 NM_005008 Hs.182255 NHP2 non-histone chromosome||NHP2L1||NHP2-LIKE PR
-0.17607638 4811 NM_002508 Hs.356624 Nidogen (enactin) ||ENTACTIN||NID||NID1||N
-0.04833941 4867 NM_000272 Hs.280388 Nephronophthisis 1 (juvenile) ||NEPHROCYSTIN||NPHP
0.46260847 261734 NM_015102 Hs.462348 Nephronophthisis 4 ||KIAA0673||NEPHRORET
0.28925115 5317 NM_000299 Hs.497350 Plakophilin 1 (ectodermal dyspla||PKP1||Plakophilin 1 (ecto
0.44436033 5318 NM_004572 Hs.164384 Plakophilin 2 ||PKP2||Plakophilin 2||
-0.87862971 11187 NM_007183 Hs.534395 Plakophilin 3 ||PKP3||Plakophilin 3||
-1.01549075 8502 NM_003628 Hs.407580 Plakophilin 4 ||p0071||PKP4||Plakophilin
-0.38592997 5339 NM_000445 Hs.434248 Plectin 1, intermediate filament ||PLTN||PCN||PLEC1||plec
-1.04286296 5962 NM_002906 Hs.263671 Radixin ||Radixin||RDX||



0.34399557 6187 NM_002952 Hs.368304 TAO kinase 3 ||||RPS2||TAO kinase 3||
-0.16695231 6227 NM_001024 Hs.190968 Ribosomal protein S21 ||RPS21||ribosomal protei
0.15239011 6188 NM_001005 Hs.546286 Ribosomal protein S3 ||RPS3||ribosomal protein 
0.02465314 6193 NM_001009 Hs.378103 Ribosomal protein S5 ||RPS5||ribosomal protein 
-0.08483569 10174 NM_005775 Hs.528572 Vinexin beta (SH3-containing ad||SCAM-1||vinexin beta (S
-0.96074634 6586 NM_003062 Hs.112631 Slit homolog 3 (Drosophila) ||MEGF5||SLIL2||SLIT3||sl
-0.42242625 6525 NM_006932 Hs.149098 Smoothelin ||Smoothelin||SMTN||
-0.7052724 6710 NM_000347 Hs.417303 Spectrin, beta, erythrocytic (inclu||EL3||SPH1||SPTB||ELLIP
-0.86950565 6779 NM_003154 Hs.37048 Statherin ||STATH||STR||Statherin||
-0.42242625 7058 NM_003247 Hs.371147 Thrombospondin 2 ||TSP2||THBS2||Thrombo
-0.05746348 7060 NM_003248 Hs.211426 Thrombospondin 4 ||THBS4||Thrombospondin
0.61771765 7168 NM_000366 Hs.133892 Tropomyosin 1 (alpha) ||TMSA||TPM1||Tropomyo
-0.07571162 7169 NM_003289 Hs.300772 Tropomyosin 2 (beta) ||TMSB||TPM2||Tropomyo
-0.84213344 7171 NM_003290 Hs.466088 Tropomyosin 4 ||TPM4||Tropomyosin 4||
-0.65052798 9499 NM_006790 Hs.84665 Titin immunoglobulin domain pro||TTID||Titin immunoglobu
0.13414198 10426 NM_006322 Hs.224152 Tubulin, gamma complex assoc ||TUBGCP3||Tubulin, gam
-0.55928729 7402 NM_007124 Hs.133135 Utrophin (homologous to dystrop||UTRN||DMDL||DRP1||DY
-0.15782824 7431 NM_003380 Hs.533317 Vimentin ||VIM||Vimentin||
-1.17059993 1285 NM_000091 Hs.471525 Collagen, type IV, alpha 3 (Good####################
-0.95162227 1293 NM_004369 Hs.233240 Collagen, type VI, alpha 3 ####################
-0.62315577 1294 NM_000094 Hs.476218 Collagen, type VII, alpha 1 (epid ####################
-0.54103915 3730 NM_000216 Hs.521869 Kallmann syndrome 1 sequence||KAL1||HHA||KMS||KALIG
-0.33118556 5627 NM_000313 Hs.64016 Protein S (alpha) ||PROSP||PROS1||PROS2
-1.28921283 7057 NM_003246 Hs.164226 Thrombospondin 1 ||THBS1||Thrombospondin
-0.54103915 9112 NM_004689 Hs.525629 Metastasis associated 1 ||MTA1||METASTASIS-AS
-0.00271906 2107 NM_004730 Hs.483494 Eukaryotic translation terminatio||SUP45L1||D5S1995||ER
-1.22534435 7980 NM_006528 Hs.438231 Tissue factor pathway inhibitor 2||PP5||TFPI2||REF1||PLAC
-0.84213344 10686 NM_006580 Hs.251391 Claudin 16 ||CLDN16||PCLN1||Claudi
-1.03373889 5473 NM_002704 Hs.2164 Pro-platelet basic protein (chem ####################
-1.08848331 163732 NM_133467 Hs.355820 Cbp/p300-interacting transactiva||CITED4||TRANSCRIPTI
-0.92425006 4848 NM_014515 Hs.133350 CCR4-NOT transcription comple||CNOT2||CCR4-NOT tran
-1.13410365 8726 NM_003797 Hs.503510 Embryonic ectoderm developme||WAIT1||EED||Embryonic
-1.13410365 80314 NM_025209 Hs.167805 Enhancer of polycomb homolog ||EPC1||enhancer of polyc
-1.33483318 2959 NM_001514 Hs.481852 General transcription factor IIB ||OTTHUMP00000058838
-0.78738902 2960 NM_005513 Hs.445272 General transcription factor IIE, ||TFIIE-A||GTF2E1||FE||TF
-0.38592997 2961 NM_002095 Hs.77100 General transcription factor IIE, ||GTF2E2||FE||TFIIE-B||TF
-0.15782824 4086 NM_005900 Hs.549050 SMAD, mothers against DPP ho||MADH1||SMAD1||MADR
-0.84213344 286 NM_000037 Hs.491558 Ankyrin 1, erythrocytic ####################
-0.27644114 5245 NM_002634 Hs.514303 Prohibitin ||PHB||Prohibitin||
-0.27644114 8464 NM_003599 Hs.368325 Suppressor of Ty 3 homolog (S. ||SUPT3H||SPT3||suppres
0.20713453 9015 NM_005681 Hs.153088 TATA box binding protein (TBP)||TAF1A||TAFI48||SL1, 48
0.82757124 9013 NM_005679 Hs.153022 TATA box binding protein (TBP)||TAF1C||TAFI110||SL1, 1
0.64508985 56172 NM_054027 Hs.156727 Ankylosis, progressive homolog ||HANK||ANKH||Ankylosis
0.72720648 163 NM_001282 Hs.514819 Adaptor-related protein complex####################
1.01005263 8546 NM_003664 Hs.532091 Adaptor-related protein complex||AP3B1||ADTB3A||ADAPT
1.05567297 341 NM_001645 Hs.110675 Apolipoprotein C-I ||APOC1||apolipoprotein C
1.06479704 346 NM_001646 Hs.491896 Apolipoprotein C-IV ||APOC4||apolipoprotein C
0.69983427 55937 NM_019101 Hs.534468 Apolipoprotein M ||APOM||apolipoprotein M
-0.91512599 358 NM_000385 Hs.76152 Aquaporin 1 (channel-forming in||AQUAPORIN-CHIP||AQP
-0.19432452 359 NM_000486 Hs.130730 Aquaporin 2 (collecting duct) ||WCH-CD||MGC34501||A
-0.31293742 360 NM_004925 Hs.234642 Aquaporin 3 ||AQP3||Aquaporin 3||



0.29837522 361 NM_001650 Hs.315369 Aquaporin 4 ||HMIWC2||AQP4||MGC22
-0.60490764 362 NM_001651 Hs.298023 Aquaporin 5 ||Aquaporin-5||AQP5||Aqu
0.47173254 363 NM_001652 Hs.54505 Aquaporin 6, kidney specific ||AQP2L||AQP6||Aquapori
-1.02461482 364 NM_001170 Hs.455323 Aquaporin 7 ||AQP9||AQP7L||AQP7||AQ
0.41698812 50617 NM_020632 Hs.98967 ATPase, H+ transporting, lysoso####################
0.35311964 781 NM_000722 Hs.282151 Calcium channel, voltage-depen####################
-0.01184313 117155 NM_054020 Hs.389181 Cation channel, sperm associate||CATSPER2||CATION CH
0.38049185 23230 NM_015186 Hs.459790 Vacuolar protein sorting 13A (ye||KIAA0986||VPS13A||CHO
0.61771765 9635 NM_006536 Hs.241551 Chloride channel, calcium activa||CLCA2||CHLORIDE CHA
0.02465314 1180 NM_000083 Hs.121483 Chloride channel 1, skeletal mus||CLC1||CLCN1||CHLORID
0.12501791 1181 NM_004366 Hs.552569 Chloride channel 2 ||CLCN2||ECA3||CLC2||EG
-0.08483569 1184 NM_000084 Hs.535985 Chloride channel 5 (nephrolithia ||hCIC-K2||XRN||CLCN5||h
1.55749678 1186 NM_001287 Hs.459649 Chloride channel 7 ||CLCN7||CLC7||CLC-7||O
0.89143973 1187 NM_004070 Hs.552570 Chloride channel Ka ||CLCNKA||CLCK1||hClC-
0.87319159 25932 NM_013943 Hs.440544 Chloride intracellular channel 4 ||CLIC4||Chloride intracell
1.1377896 53405 NM_016929 Hs.485489 Chloride intracellular channel 5 ||CLIC5||Chloride intracell
0.05202535 25839 NM_145818 Hs.208680 Component of oligomeric golgi c||COG4||COD1, S. CEREV
-0.3494337 27132 NM_014427 Hs.461775 Copine VII ||CPNE7||copine VII||
0.89143973 1497 NM_004937 Hs.187667 Cystinosis, nephropathic ||CTNS||CTNS-LSB||CYST
0.95530821 9547 NM_004887 Hs.483444 Chemokine (C-X-C motif) ligand||CXCL14||SCYB14, FOR
-0.14870417 2054 NM_001980 Hs.437585 Epimorphin ||STX2C||MGC51014||EPI
0.38049185 2108 NM_000126 Hs.39925 Electron-transfer-flavoprotein, a ||||ETFA||Electron-transfer
0.91881193 2109 NM_001985 Hs.74047 Electron-transfer-flavoprotein, b ####################
0.78195089 5348 NM_005031 Hs.442498 FXYD domain containing ion tra ||PLM||FXYD1||FXYD DOM
-0.30381335 11345 NM_007285 Hs.461379 GABA(A) receptor-associated p ||GABARAPL2||GABA(A) 
0.62684172 2701 NM_002060 Hs.296310 Gap junction protein, alpha 4, 37||OTTHUMP00000046201
-0.52279101 10052 NM_005497 Hs.532593 Gap junction protein, alpha 7, 45||GJA7||CX45||GAP JUNC
1.11954146 2705 NM_000166 Hs.333303 Gap junction protein, beta 1, 32k####################
1.27465063 2706 NM_004004 Hs.524894 Gap junction protein, beta 2, 26k||PPK||NSRD1||HID||DFNB
0.8093231 2707 NM_024009 Hs.522561 Gap junction protein, beta 3, 31k||FLJ22486||GJB3||DFNA2
1.35676726 127534 NM_153212 Hs.351203 Gap junction protein, beta 4 (con||GJB4||CX30.3||GAP JUN
1.55749678 2709 NM_005268 Hs.198249 Gap junction protein, beta 5 (con||CX31.1||GJB5||GAP JUN
3.02647194 10804 NM_006783 Hs.511757 Gap junction protein, beta 6 (con||CX30||GJB6||GAP JUNC
0.49910475 3043 NM_000518 Hs.523443 Hemoglobin, beta ||HBB||HEMOGLOBIN--BE
1.48450423 3047 NM_000559 Hs.530049 Hemoglobin, gamma A ||HBGA||HSGGL1||HBG1|
-0.3494337 3736 NM_000217 Hs.60843 Potassium voltage-gated chann ||KCNA1||KV1.1||MK1, MO
0.05202535 3738 NM_002232 Hs.169948 Potassium voltage-gated chann ||PCN3||KCNA3||POTASS
0.6907102 8514 NM_003636 Hs.440497 Potassium voltage-gated chann ||KV-BETA-2||KCNAB2||K
1.53924864 9196 NM_004732 Hs.435074 Potassium voltage-gated chann ||KV-BETA-3||KCNAB3||K
1.4936283 3750 NM_004979 Hs.55276 Potassium voltage-gated chann ||Kv4.1||KCND1||potassium
1.33851912 3751 NM_012281 Hs.21703 Potassium voltage-gated chann ||KIAA1044||Kv4.2||KCND
1.75822631 3752 NM_004980 Hs.414110 Potassium voltage-gated chann ||Kv4.3||KCND3||KCND3S
1.0465489 3753 NM_000219 Hs.121495 Potassium voltage-gated chann ||KCNE1||LQT5||MINIMAL
0.91881193 10008 NM_005472 Hs.523899 Potassium voltage-gated chann ||KCNE3||MIRP2||MINK-R
1.85859107 81033 NM_030779 Hs.436680 Potassium voltage-gated chann ||KV11.2||KCNH6||HERG2
-0.04833941 3767 NM_000525 Hs.248141 Potassium inwardly-rectifying ch####################
0.16151418 3759 NM_000891 Hs.1547 Potassium inwardly-rectifying ch||KIR2.1||HHIRK1||KCNJ2
0.71808241 3764 NM_004982 Hs.102308 Potassium inwardly-rectifying ch||KCNJ8||INWARDLY REC
1.53012457 56659 NM_022054 Hs.510191 Potassium channel, subfamily K||KCNK13||THIK1||potassi
-0.53191508 3777 NM_002246 Hs.24040 Potassium channel, subfamily K||TASK||KCNK3||TWIK-RE
0.84581938 51305 NM_016601 Hs.493037 Potassium channel, subfamily K||KCNK9||TASK3||TWIK-R



0.61771765 3784 NM_000218 Hs.95162 Potassium voltage-gated chann ||||KCNQ1OT1||Potassium
1.83121886 3785 NM_004518 Hs.161851 Potassium voltage-gated chann ||KCNQ2||POTASSIUM C
0.44436033 3786 NM_004519 Hs.374023 Potassium voltage-gated chann ||KCNQ3||POTASSIUM C

1.849467 9132 NM_004700 Hs.473058 Potassium voltage-gated chann ||KCNQ4||POTASSIUM C
-0.15782824 3788 XM_043106
1.97720397 57582 XM_029962 Hs.104950 Potassium channel, subfamily T ||KCNT1||KIAA1422||potas
-0.10308383 169522 NM_133497 Hs.131130 Potassium channel, subfamily V||KCNV2||KV11.1||potassi
-0.03009127 3840 NM_002268 Hs.288193 Karyopherin alpha 4 (importin al ||KPNA4||QIP1||KARYOPH
0.34399557 23633 NM_012316 Hs.470588 Karyopherin alpha 6 (importin al ||KPNA6||Karyopherin alp
1.47538016 57192 NM_020533 Hs.546413 Mucolipin 1 ||||MCOLN1||Mucolipin 1||
1.26552657 55283 NM_018298 Hs.535239 Mucolipin 3 ||MCOLN3||Mucolipin 3||
1.42063574 23209 NM_015166 Hs.517729 Megalencephalic leukoencepha ||KIAA0027||MLC1||Megal
0.59034544 7991 NM_006765 Hs.426324 Tumor suppressor candidate 3 ||N33||D8S1992||TUSC3||T
1.63048934 63908 NM_022080 Hs.269471 N-ethylmaleimide-sensitive facto||NAPB||N-ethylmaleimide
-0.22169673 4688 NM_000433 Hs.518604 Neutrophil cytosolic factor 2 (65 ||p67-PHOX||NCF2||NOXA
1.9680799 4928 NM_005387 Hs.524750 Nucleoporin 98kDa ####################

-0.65965205 29107 NM_013248 Hs.516933 NTF2-like export factor 1 ||NXT1||NTF2-like export f
-0.34030963 5194 NM_002618 Hs.336219 Peroxisome biogenesis factor 13||PEX13||Peroxisome biog
-0.48629474 5284 NM_002644 Hs.497589 Polymeric immunoglobulin recep||PIGR||POLY-Ig RECEPT
0.06114942 6248 NM_006511 Hs.239459 Regulatory solute carrier protein||RSC1A1||RS1||Regulato
-0.34030963 9522 NM_004866 Hs.482587 Secretory carrier membrane pro||SCAMP1||SCAMP37, RA
-0.258193 10067 NM_005698 Hs.200600 Secretory carrier membrane pro||SCAMP3||PROPIN1||Sec

-0.03921534 6323 NM_006920 Hs.22654 Sodium channel, voltage-gated, ||SCN1A||NAC1||sodium c
-0.0209672 6324 NM_001037 Hs.436646 Sodium channel, voltage-gated, ||SCN1B||sodium channel
-0.24906893 6326 NM_021007 Hs.93485 Sodium channel, voltage-gated, ||SCN2A2||SODIUM CHA
-0.63227984 6328 NM_006922 Hs.435274 Sodium channel, voltage-gated, ||SCN3A||NAC3||sodium c
0.4534844 6329 NM_000334 Hs.46038 Sodium channel, voltage-gated, ||SCN4A||sodium channel

-0.45892253 6331 NM_000335 Hs.517898 Sodium channel, voltage-gated, ||SCN5A||SODIUM CHAN
0.11589384 6337 NM_001038 Hs.130989 Sodium channel, nonvoltage-ga ||SCNEA||SCNN1A||SODI
-0.09395976 6338 NM_000336 Hs.414614 Sodium channel, nonvoltage-ga ||SCNEB||SCNN1B||SODI
0.16151418 6340 NM_001039 Hs.371727 Sodium channel, nonvoltage-ga ||SCNEG||SCNN1G||SOD
0.58122137 6554 NM_003049 Hs.952 Solute carrier family 10 (sodium ||SLC10A1||NTCP1||SOD
0.12501791 6555 NM_000452 Hs.194783 Solute carrier family 10 (sodium ||NTCP2||ISBT||SLC10A2
0.02465314 6556 NM_000578 Hs.471393 Solute carrier family 11 (proton- ||SLC11A1||NRAMP1||NA
-0.12133196 4891 NM_000617 Hs.505545 Solute carrier family 11 (proton- ####################
0.10676977 6557 NM_000338 Hs.123116 Solute carrier family 12 (sodium ||SLC12A1||NKCC2||SOD
0.98268042 6558 NM_001046 Hs.162585 Solute carrier family 12 (sodium ####################
-0.48629474 9990 NM_005135 Hs.4876 Solute carrier family 12 (potassi ####################
0.83669531 6563 NM_015865 Hs.101307 Solute carrier family 14 (urea tra||UT11||SLC14A1||UREA T
-0.12133196 8170 NM_007163 Hs.135642 Solute carrier family 14 (urea tra||SLC14A2||UT2||UTA||UT
0.86406752 6566 NM_003051 Hs.75231 Solute carrier family 16 (monoca||||SLC16A1||Solute carrie
0.25275488 26503 NM_012434 Hs.485760 Solute carrier family 17 (anion/s ||SLC17A5||SIALIN||Solute
0.62684172 6505 NM_004170 Hs.444915 Solute carrier family 1 (neuronal ####################
0.07939756 116085 NM_144585 Hs.174424 Solute carrier family 22 (organic ||SLC22A12||OAT4L||URA
0.55384916 6584 NM_003060 Hs.443572 Solute carrier family 22 (organic ||OCTN2||SLC22A5||Solut
0.27100301 1836 NM_000112 Hs.302738 Solute carrier family 26 (sulfate ||D5S1708||SLC26A2||MS
1.29289877 5172 NM_000441 Hs.512611 Solute carrier family 26, membe||SLC26A4||PENDRIN||PD
0.61771765 6513 NM_006516 Hs.473721 Solute carrier family 2 (facilitated||SLC2A1||GLUT1||ERYTH
0.29837522 6514 NM_000340 Hs.167584 Solute carrier family 2 (facilitated||SLC2A2||GLUT2||GLUCO
0.74545462 6515 NM_006931 Hs.419240 Solute carrier family 2 (facilitated||SLC2A3P||SLC2A3||GLU
0.17063825 6517 NM_001042 Hs.551514 Solute carrier family 2 (facilitated||SLC2A4||GLUT4||GLUCO



0.28925115 6518 NM_003039 Hs.530003 Solute carrier family 2 (facilitated||SLC2A5||GLUT5||GLUCO
0.43523626 29988 NM_014580 Hs.179522 Solute carrier family 2, (facilitate||SLC2A8||GLUT8||GLUCO
0.29837522 56606 NM_020041 Hs.444612 Solute carrier family 2 (facilitated||SLC2A9||GLUT9||GLUCO
0.76370276 7781 NM_003459 Hs.467981 Solute carrier family 30 (zinc tra ||ZNT3||SLC30A3||ZINC T
0.25275488 55630 NM_017767 Hs.521934 Solute carrier family 39 (zinc tra ||ZIP4||SLC39A4||Solute c
0.39873998 6521 NM_000342 Hs.443948 Solute carrier family 4, anion exc####################
0.90968786 6508 NM_005070 Hs.1176 Solute carrier family 4, anion exc||AE3||SLC2C||SLC4A3||A
1.18340994 8671 NM_003759 Hs.5462 Solute carrier family 4, sodium b####################
0.67246206 6523 NM_000343 Hs.1964 Solute carrier family 5 (sodium/g||SGLT1||NAGT||SLC5A1|
-0.04833941 6524 NM_003041 Hs.499102 Solute carrier family 5 (sodium/g||SGLT2||SLC5A2||SODIU
0.90056379 6528 NM_000453 Hs.103983 Solute carrier family 5 (sodium i ||NIS||SLC5A5||SODIUM-
0.01552907 6530 NM_001043 Hs.78036 Solute carrier family 6 (neurotra ||NET1||SLC6A2||NAT1||N
-0.1122079 6532 NM_001045 Hs.448453 Solute carrier family 6 (neurotra ||HTT||SLC6A4||SERT||5-@
0.84581938 6535 NM_005629 Hs.540696 Solute carrier family 6 (neurotra ||CT1||SLC6A8||CREATIN
0.04290128 9056 NM_003982 Hs.513147 Solute carrier family 7 (cationic a||SLC7A7||y(+)LAT1||y(+)L
0.18888639 11136 NM_014270 Hs.408567 Solute carrier family 7 (cationic a||SLC7A9||SOLUTE CARR
-0.27644114 6579 NM_005075 Hs.46440 Solute carrier organic anion tran||OATP1A2||OATPA||SLC
0.63596579 6804 NM_004603 Hs.488683 Syntaxin 1A (brain) ||STX1A||p35-1||SYNTAX
0.5720973 10312 NM_006019 Hs.495985 T-cell, immune regulator 1, ATP||OC116||TCIRG1||T CELL
0.48998068 6949 NM_000356 Hs.519672 Treacher Collins-Franceschetti s||TCOF1||TREACLE||TCO
0.42611219 1678 NM_004085 Hs.447877 Translocase of inner mitochond ####################
0.04290128 10040 NM_005486 Hs.153504 Target of myb1-like 1 (chicken) ||TOM1L1||TOM1-LIKE 1|
-0.39505404 219931 NM_139075 Hs.387396 Two pore segment channel 2 ||TPCN2||Two pore segme
0.87319159 7220 NM_003304 Hs.250687 Transient receptor potential cati ||TRP1||TRPC1||TRANSIE
0.71808241 7222 NM_003305 Hs.150981 Transient receptor potential cati ||TRPC3||TRP3||TRANSIE
0.42611219 7224 NM_012471 Hs.116832 Transient receptor potential cati ||TRPC5||TRP5||TRANSIE
0.82757124 7225 NM_004621 Hs.159003 Transient receptor potential cati ||TRPC6||TRP6||TRANSIE
1.03742483 4308 NM_002420 Hs.155942 Transient receptor potential cati ||TRPM1||MLSN1||MELAS
0.85494345 7226 NM_003307
-0.15782824 80036 NM_020952 Hs.47288 Transient receptor potential cati ||MLSN2||LTRPC3||KIAA1
0.42611219 59341 NM_021625 Hs.506713 Transient receptor potential cati ####################
0.13414198 55240 NM_018234 Hs.20805 Dudulin 2 ||TSAP6||Dudulin 2||
0.23450674 7439 NM_004183 Hs.132319 Vitelliform macular dystrophy 2 (||TU15B||VMD2||VITELLIF
0.58122137 7504 NM_021083 Hs.78919 Kell blood group precursor (McL||XK||XK LOCUS||NEURO
0.18888639 19 NM_005502 Hs.429294 ATP-binding cassette, sub-famil ####################
-0.59578357 5243 NM_000927 Hs.489033 ATP-binding cassette, sub-famil ||GP170||MDR1||PGY1||A
0.29837522 22 NM_004299 Hs.370480 ATP-binding cassette, sub-famil ####################
0.32574743 4363 NM_004996 Hs.391464 ATP-binding cassette, sub-famil ||MRP1||ABCC1||MULTID
-0.03009127 1244 NM_000392 Hs.368243 ATP-binding cassette, sub-famil ####################
0.11589384 8714 NM_003786 Hs.463421 ATP-binding cassette, sub-famil ||MRP3||ABCC3||CMOAT2
0.19801046 368 NM_001171 Hs.442182 ATP-binding cassette, sub-famil ####################
0.3348715 215 NM_000033 Hs.159546 ATP-binding cassette, sub-famil ||ALDP||ABC42||AMN||AB
0.16151418 174 NM_001134 Hs.518808 Alpha-fetoprotein ||FETA||AFP||alpha-1-feto
0.44436033 310 NM_001156 Hs.386434 Annexin A7 ||ANX7||ANXA7||OTTHUM
0.22538267 335 NM_000039 Hs.93194 Apolipoprotein A-I ||APOA1||amyloidosis||apo
1.31114691 336 NM_001643 Hs.237658 Apolipoprotein A-II ||APOA2||apolipoprotein A
0.91881193 337 NM_000482 Hs.1247 Apolipoprotein A-IV ||APOA4||apolipoprotein A
0.69983427 345 NM_000040 Hs.73849 Apolipoprotein C-III ||APOCIII||APOC3||apolipo
-0.33118556 347 NM_001647 Hs.522555 Apolipoprotein D ||APOD||apolipoprotein D|
-0.01184313 350 NM_000042 Hs.445358 Apolipoprotein H (beta-2-glycop ||APOH||B2G1||BG||apolip
0.50822882 8542 NM_003661 Hs.114309 Apolipoprotein L, 1 ||APOL1||APOL-I||APOLIP



1.26552657 636 NM_001714 Hs.505202 Bicaudal D homolog 1 (Drosoph||BICD1||bicaudal D homo
0.07939756 23299 NM_015250 Hs.436939 Bicaudal D homolog 2 (Drosoph||BICD2||bicaudal D homo
0.97355635 773 NM_000068 Hs.408449 Calcium channel, voltage-depen####################
0.90968786 775 NM_000719 Hs.335817 Calcium channel, voltage-depen####################
0.52647695 776 NM_000720 Hs.476358 Calcium channel, voltage-depen####################
0.87319159 777 NM_000721 Hs.437444 Calcium channel, voltage-depen####################
0.71808241 778 NM_005183 Hs.139263 Calcium channel, voltage-depen||CSNB2||JMC8||JM8||CAC
0.41698812 8912 NM_021098 Hs.459642 Calcium channel, voltage-depen||CACNA1H||calcium chan
0.66333799 8911 NM_021096 Hs.125116 Calcium channel, voltage-depen||CACNA1I||KIAA1120||ca
0.34399557 11126 NM_007053 Hs.488237 CD160 antigen ||CD160||CD160 antigen||
1.11954146 1015 NM_004063 Hs.89436 Cadherin 17, LI cadherin (liver-in####################
0.58122137 1261 NM_001298 Hs.234785 Cyclic nucleotide gated channel ||CNG3||CCNC1||CCNCal
-0.07571162 1258 NM_001297 Hs.147062 Cyclic nucleotide gated channel ####################
0.17063825 1434 NM_001316 Hs.90073 CSE1 chromosome segregation####################
0.37136778 1537 NM_001916 Hs.289271 Cytochrome c-1 ||CYC1||Cytochrome c-1||C
0.04290128 2168 NM_001443 Hs.380135 Fatty acid binding protein 1, live ||FABP1||L-FABP||FABPL
1.63961341 2171 NM_001444 Hs.408061 Fatty acid binding protein 5 (pso||PAFABP||EFABP||E-FAB
0.73633055 2172 NM_001445 Hs.519719 Fatty acid binding protein 6, ilea ####################
1.80384665 2173 NM_001446 Hs.26770 Fatty acid binding protein 7, brai ||B-FABP||BLBP||FABP7||
-0.09395976 2230 NM_004109 Hs.744 Ferredoxin 1 ||adrenodoxin||FDX1||Ferr
1.45713202 11337 NM_007278 Hs.84359 GABA(A) receptor-associated p ||GABARAP||GABA-A RE
1.45713202 2694 NM_005142 Hs.110014 Gastric intrinsic factor (vitamin B||IFMH||GIF||IFD||INF||INT
0.81844717 57120 NM_020399 Hs.191539 Golgi associated PDZ and coiled||||GOPC||Golgi associated
0.41698812 3039 NM_000558 Hs.449630 Hemoglobin, alpha 1 ####################

0.927936 348980 NM_021072 Hs.353176 Hyperpolarization activated cycli ||HCN1||BCNG1||BRAIN C
1.05567297 610 NM_001194 Hs.124161 Hyperpolarization activated cycli ####################
-0.0209672 57657 NM_020897 Hs.284171 Hyperpolarization activated cycli ||HCN3||Hyperpolarization
0.58122137 10021 NM_005477 Hs.225671 Hyperpolarization activated cycli ||HCN4||HYPERPOLARIZ
0.60859358 3069 NM_005336 Hs.471851 High density lipoprotein binding ||||HDLBP||High density lip
0.54472509 3744 NM_005549 Hs.248140 Potassium voltage-gated chann ||KCNA10||POTASSIUM C
-0.19432452 3737 NM_004974 Hs.248139 Potassium voltage-gated chann ||KCNA2||KV1.2||MK2, MO
-0.33118556 3739 NM_002233 Hs.458267 Potassium voltage-gated chann ####################
-0.40417811 3741 NM_002234 Hs.150208 Potassium voltage-gated chann ||HK2||KCNA5||HCK1||PC
2.05932059 3742 NM_002235 Hs.306190 Potassium voltage-gated chann ||KCNA6||HBK2||POTASS
1.27465063 3743 NM_031886 Hs.306973 Potassium voltage-gated chann ||KCNA7||POTASSIUM C
0.23450674 3745 NM_004975 Hs.84244 Potassium voltage-gated chann ||KCNB1||KV2.1||potassiu
0.98268042 9312 NM_004770 Hs.6702 Potassium voltage-gated chann ||KCNB2||KV2.2||potassiu
2.37866302 3746 NM_004976 Hs.303870 Potassium voltage-gated chann ||KCNC1||potassium volta
1.26552657 3747 NM_139136 Hs.27214 Potassium voltage-gated chann ||KCNC2||POTASSIUM C
1.00092856 3748 NM_004977 Hs.467146 Potassium voltage-gated chann ||KCNC3||potassium volta
1.38413947 3749 NM_004978 Hs.153521 Potassium voltage-gated chann ||KCNC4||potassium volta
1.29289877 3754 NM_002236 Hs.23735 Potassium voltage-gated chann ||KH1||KCNF1||POTASSIU
-0.19432452 3755 NM_002237 Hs.118695 Potassium voltage-gated chann ||KH2||KCNG1||potassium
-0.33118556 26251 NM_012283 Hs.247905 Potassium voltage-gated chann ||Kv6.2||KCNG2||POTASS
0.17063825 170850 NM_133329 Hs.352633 Potassium voltage-gated chann ||KV6.3||KCNG3||KV10.1||
1.2564025 3758 NM_000220 Hs.527830 Potassium inwardly-rectifying ch||ROMK1||KIR1.1||KCNJ1
1.94070769 3778 NM_002247 Hs.144795 Potassium large conductance ca||SLO-ALPHA||KCNMA1||
1.15603773 3782 NM_002249 Hs.490765 Potassium intermediate/small co||KCNN3||SK3||SKCA3||PO
0.35311964 3787 NM_002251 Hs.117780 Potassium voltage-gated chann ||KCNS1||KV9.1||VOLTAG
0.48085661 3790 NM_002252 Hs.414489 Potassium voltage-gated chann ||KCNS3||KV9.3||VOLTAG
0.73633055 27012 NM_014379 Hs.13285 Potassium channel, subfamily V||KV8.1||KCNV1||potassiu



-0.13045603 80731 XM_046570 Hs.68533 KIAA1679 protein ||KIAA1679||KIAA1679 pro
1.86771514 23046 XM_371332 Hs.169182 Kinesin family member 21B ||KIF21B||KIAA0449||kines
0.60859358 3836 NM_002264 Hs.161008 Karyopherin alpha 1 (importin al ||RCH2||SRP1||KPNA1||IM
0.29837522 3838 NM_002266 Hs.252712 Karyopherin alpha 2 (RAG coho ||KPNA2||QIP2||RCH1||SR
0.34399557 3839 NM_002267 Hs.527919 Karyopherin alpha 3 (importin al ||KPNA3||KARYOPHERIN
6.80383662 3837 NM_002265 Hs.532793 Karyopherin (importin) beta 1 ||KPNB1||IMPORTIN BET
3.07209228 3842 NM_002270 Hs.482497 Transportin 1 ||TNPO1||MIP1||KPNB2||IM
2.06844466 3934 NM_005564 Hs.204238 Lipocalin 2 (oncogene 24p3) ||UTEROCALIN||NGAL||LC
2.16880942 4170 NM_021960 Hs.532826 Myeloid cell leukemia sequence ||MCL1L||MCL1S||MCL1||M
1.4936283 4547 NM_000253 Hs.195799 Microsomal triglyceride transfer ||MTP||MTP, LARGE SUB
1.87683921 10230 NM_005821 Hs.437549 Neighbor of BRCA1 gene 2 ||NBR2||neighbor of BRCA
-0.28556521 9972 NM_005124 Hs.121088 Nucleoporin 153kDa ||NUP153||nucleoporin 15
0.40786405 63970 NM_022112 Hs.160953 P53-regulated apoptosis-inducin||P53AIP1||p53-REGULAT
0.90056379 5174 NM_002614 Hs.444751 PDZ domain containing 1 ||CAP70||PDZK1||CLAMP
1.7308541 8682 NM_003768 Hs.517216 Phosphoprotein enriched in astr ||PEA15||HMAT1||PED||M
0.91881193 5311 NM_000297 Hs.181272 Polycystic kidney disease 2 (aut ||PKD2||APKD2 POLYCYS
2.99909973 9033 NM_016112 Hs.159241 Polycystic kidney disease 2-like ||PKD2L1||PKDL||POLYCY
1.27465063 27039 NM_014386 Hs.310431 Polycystic kidney disease 2-like ||PKD2L2||POLYCYSTIN 
1.00092856 10343 NM_006071 Hs.241383 Polycystic kidney disease (polyc||PKDREJ||POLYCYSTIC 
2.39691116 5359 NM_021105 Hs.130759 Phospholipid scramblase 1 ||MMTRA1B||PLSCR1||Ph
0.27100301 57048 NM_020360 Hs.433154 Phospholipid scramblase 3 ||||PLSCR3||Phospholipid s
1.21990622 64284 NM_022449 Hs.44278 RAB17, member RAS oncogene||RAB17||RAB17, membe
0.6907102 55647 NM_017817 Hs.508720 RAB20, member RAS oncogene||RAB20||RAB20, membe
0.53560102 23011 NM_014999 Hs.524590 RAB21, member RAS oncogene||RAB21||RAB21, membe
-0.78738902 51715 NM_016277 Hs.485635 RAB23, member RAS oncogene||RAB23||RAS-ASSOCIAT
-0.84213344 57111 NM_020387 Hs.491308 RAB25, member RAS oncogene||RAB25||RAB25, membe
-0.50454287 9363 NM_004794 Hs.56294 RAB33A, member RAS oncoge ||RAB33A||RAS-ASSOCIA
-0.44979846 83452 NM_031296 Hs.534496 RAB33B, member RAS oncoge ||RAB33B||RAS-ASSOCIA
0.11589384 51209 NM_016370 Hs.522736 RAB9B, member RAS oncogene||RAB9B||RAB9L||RAS-AS
-0.08483569 6334 NM_014191 Hs.124189 Sodium channel, voltage gated, ||SCN8A||SODIUM CHAN
-0.54103915 6397 NM_003003 Hs.464184 SEC14-like 1 (S. cerevisiae) ||SEC14L1||SEC14-like 1 
-0.79651309 266629 NM_174975 Hs.505601 SEC14-like 3 (S. cerevisiae) ||SEC14L3||SEC14-like 3 
-0.36768183 10802 XM_094581 Hs.211612 SEC24 related gene family, mem||SEC24A||SEC24-RELAT
-0.71439647 10560 NM_006996 Hs.30246 Solute carrier family 19 (thiamin ||THTR1||SLC19A2||THIA
-1.04286296 6576 NM_005984 Hs.111024 Solute carrier family 25 (mitocho####################
-0.90600192 10165 NM_014251 Hs.489190 Solute carrier family 25, membe||SLC25A13||SOLUTE CA
0.18888639 10166 NM_014252 Hs.442781 Hypothetical protein LOC283507||||SLC25A15||Hypothetica
-0.51366694 60386 NM_021734 Hs.514470 Solute carrier family 25 (mitocho||SLC25A19||MUP1||DNC
-1.12497958 788 NM_000387 Hs.13845 Solute carrier family 25 (carnitin ||SLC25A20||CACT DEFIC
-0.66877612 9481 NM_004277 Hs.40510 Solute carrier family 25, membe||SLC25A27||Solute carrie
-1.08848331 292 NM_001152 Hs.522767 Solute carrier family 25 (mitocho####################
-0.75089274 6546 NM_021097 Hs.468274 Solute carrier family 8 (sodium/c||NCX1||SLC8A1||SODIUM
0.28012708 6770 NM_000349 Hs.521535 Steroidogenic acute regulator ||STAR||STARD1||Steroid
0.31662336 6853 NM_006950 Hs.225936 Synapsin I ||SYN1||synapsin I||BRAIN
-0.08483569 6857 NM_005639 Hs.310545 Synaptotagmin I ||p65||SYT1||synaptotagm
-0.57753543 6890 NM_000593 Hs.352018 Transporter 1, ATP-binding cass####################
-0.1395801 6948 NM_000355 Hs.417948 Transcobalamin II; macrocytic a ||TCN2||TRANSCOBALAM
-0.63227984 10972 NM_006827 Hs.74137 Transmembrane trafficking prot ||TMP21||Transmembrane
-0.5866595 7126 NM_021137 Hs.76090 Tumor necrosis factor, alpha-ind||||TNFAIP1||Tumor necros
-0.19432452 10043 NM_005488 Hs.474705 Target of myb1 (chicken) ||TOM1||Target of myb1 (c
1.18340994 7274 NM_000370 Hs.69049 Tocopherol (alpha) transfer prot ||TTP1||TTPA||TOCOPHE



-0.52279101 7276 NM_000371 Hs.427202 Transthyretin (prealbumin, amyl ####################
-0.12133196 7350 NM_021833 Hs.249211 Uncoupling protein 1 (mitochond||UCP1||THERMOGENIN|
0.31662336 7351 NM_003355 Hs.80658 Uncoupling protein 2 (mitochond||UCP2||UCP2 OBESITY, 
-0.80563716 7352 NM_003356 Hs.101337 Uncoupling protein 3 (mitochond||UCP3||Uncoupling protei
0.46260847 213 NM_000477 Hs.418167 Albumin ||ALB||ANALBUMINEMIA|
-0.31293742 348 NM_000041 Hs.515465 Apolipoprotein E ####################
0.78195089 2936 NM_000637 Hs.271510 Glutathione reductase ||MGC78522||1.6.4.2||GSR
-0.55016322 4504 NM_005954 Hs.73133 Metallothionein 3 (growth inhibit ||GRIF||MT3||GIFB||META
0.07027349 114112 XM_051264 Hs.477475 Thioredoxin reductase 3 ||TR2||TXNRD3||THIORED
2.28742232 2 NM_000014 Hs.212838 Alpha-2-macroglobulin ||||Alpha-2-macroglobulin||
0.49910475 55738 NM_018209 Hs.25584 ADP-ribosylation factor GTPase||ARFGAP1||ADP-RIBOSY
-0.20344859 26286 NM_014570 Hs.13014 ADP-ribosylation factor GTPase||ARFGAP3||ADP-ribosyla
-0.7052724 10527 NM_006391 Hs.523470 Importin 7 ||IPO7||RANBP7||Importin
-0.90600192 5877 NM_002871 Hs.90875 RAB interacting factor ||RASGRF3||MSS4||RABI
-0.54103915 8795 NM_003842 Hs.521456 Tumor necrosis factor receptor s||TRAILR2||TRICK2||TNFR
-0.08483569 9605 NM_004913 Hs.164410 Chromosome 16 open reading f ||C16orf7||Chromosome 1
-0.56841136 3064 NM_002111 Hs.518450 Huntingtin (Huntington disease) ||HD||HTT||IT15||HUNTING
0.14326604 23541 NM_012429 Hs.335614 SEC14-like 2 (S. cerevisiae) ||KIAA1186||SEC14L2||TA
-0.44067439 1811 NM_000111 Hs.1650 Solute carrier family 26, membe||DRA||SLC26A3||CLD||DO
0.29837522 3933 NM_002297 Hs.530311 Lipocalin 1 (tear prealbumin) ||LCN1||VEGP||VEG PRO
-0.50454287 5350 NM_002667 Hs.170839 Phospholamban ||Phospholamban||PLN||
0.28925115 8086 NM_015665 Hs.369144 Achalasia, adrenocortical insuffi ||ADRACALIN||AAAS||ALA
0.38961592 13 NM_001086 Hs.506908 Arylacetamide deacetylase (este||AADAC||3.1.1.-||Arylacet
0.07939756 89876 NM_033364 Hs.341906 Chromosome 3 open reading fra||C3orf15||Chromosome 3
0.29837522 24 NM_000350 Hs.416707 ATP-binding cassette, sub-famil ####################
-0.63227984 8647 NM_003742 Hs.158316 ATP-binding cassette, sub-famil ||BSEP||ABCB11||SPGP||S
1.11041739 10057 NM_005688 Hs.368563 ATP-binding cassette, sub-famil ||MRP5||MOATC||ABCC5
0.32574743 6833 NM_000352 Hs.54470 ATP-binding cassette, sub-famil ||SUR1||ABCC8||SULFON
0.48085661 3983 NM_002313 Hs.438236 Actin binding LIM protein 1 ||LIMAB1||ABLIM1||LIMAT
-0.57753543 10449 NM_006111 Hs.200136 Acetyl-Coenzyme A acyltransfer ||ACAA2||ACETYL-CoA A
-0.55016322 39 NM_005891 Hs.363137 Acetyl-Coenzyme A acetyltransf ||ACAT2||2.3.1.9||ACETYL
-0.12133196 8309 NM_003500 Hs.444959 Acyl-Coenzyme A oxidase 2, bra||BCOX||BRCACOX||ACO
-0.3768059 10121 NM_005736 Hs.153961 ARP1 actin-related protein 1 hom||ACTR1A||CENTRACTIN
0.07027349 10097 NM_005722 Hs.393201 ARP2 actin-related protein 2 hom||ACTR2||ARP2 ARP2/3 C
-0.03921534 10096 NM_005721 Hs.433512 ARP3 actin-related protein 3 hom||ACTR3||ARP3 actin-rela
0.25275488 97 XM_352906
-0.14870417 57405 NM_020675 Hs.421956 Spindle pole body component 25||Spc25||SPBC25||spindle
-0.31293742 8038 NM_003474 Hs.386283 A disintegrin and metalloproteina||ADAM12||MLTN||MELTR
-0.05746348 1596 Y10615
-0.1122079 170690 NM_139056 Hs.387861 A disintegrin-like and metallopro||ADAMTS16||A DISINTEG
1.82209479 170692 NM_139054 Hs.188746 A disintegrin-like and metallopro||ADAMTS18||A DISINTEG
0.00640501 92949 NM_052866 Hs.522019 ADAMTS-like 1 ||ADAMTSL1||PUNCTIN 1
-0.01184313 125 NM_000668 Hs.4 Alcohol dehydrogenase IB (clas ####################
1.1651618 127 NM_000670 Hs.1219 Alcohol dehydrogenase 4 (class ||1.1.1.1||ADH-2||ADH4||a
0.2162586 128 NM_000671 Hs.78989 Alcohol dehydrogenase 5 (class ####################
0.6907102 142 NM_001618 Hs.177766 Poly (ADP-ribose) polymerase fa####################
0.06114942 158056 XM_088463
0.10676977 10962 NM_006818 Hs.75823 ALL1-fused gene from chromos ||MLLT11||AF1Q||ALL1-FU
0.42611219 178 NM_000028 Hs.904 Amylo-1, 6-glucosidase, 4-alpha####################
0.26187895 57085 NM_020350 Hs.464438 Angiotensin II receptor-associat ||ATRAP||AGTRAP||angio
0.14326604 10598 NM_012111 Hs.204041 AHA1, activator of heat shock 9 ||AHSA1||ACTIVATOR OF



1.64873748 9863 NM_012301 Hs.488945 Atrophin-1 interacting protein 1 ||KIAA0705||AIP1||MAGI2
-0.51366694 158798 NM_178813 Hs.184993 A kinase (PRKA) anchor protein||AKAP14||AKAP28||A-KIN
-0.84213344 54998 NM_017900 Hs.472535 Aurora-A kinase interacting prot ||AKIP||AIP||AURKA-INTE
-0.23994487 10327 NM_006066 Hs.474584 Aldo-keto reductase family 1, m ||ALR||AKR1A1||aldo-keto
-0.15782824 231 NM_001628 Hs.521212 Aldo-keto reductase family 1, m ||ADR||1.1.1.21||AR||AKR1
-0.51366694 83592 NM_031436 Hs.537121 Aldo-keto reductase family 1, m ||AKR1CL2||aldo-keto red
-1.43519794 210 NM_000031 Hs.1227 Aminolevulinate, delta-, dehydra####################
-0.89687785 216 NM_000689 Hs.76392 Aldehyde dehydrogenase 1 fam ####################
-1.07023517 224 NM_000382 Hs.499886 Aldehyde dehydrogenase 3 fam ####################
-0.96987041 223 NM_000696 Hs.2533 Aldehyde dehydrogenase 9 fam ####################
-1.57205898 229 NM_000035 Hs.530274 Aldolase B, fructose-bisphospha####################
-0.1122079 230 NM_005165 Hs.155247 Aldolase C, fructose-bisphospha||ALDC||ALDOC||4.1.2.13
0.30749929 29929 NM_013339 Hs.80042 Asparagine-linked glycosylation ||ALG6||ALG6, S. CEREV
-0.23994487 8846 NM_006020 Hs.94542 AlkB, alkylation repair homolog ||ALKBH||ABH||AlkB, E. C
-0.72352054 7840 NM_015120 Hs.184720 Alstrom syndrome 1 ||KIAA0328||ALMS1||ALM
-0.55928729 240 NM_000698 Hs.89499 Arachidonate 5-lipoxygenase ||5-@LO||5-@LIPOXYGEN
-1.11585552 248 NM_001631 Hs.37009 Alkaline phosphatase, intestinal ||3.1.3.1||ALPI||IAP||glycer
-1.04286296 250 NM_001632 Hs.284255 Alkaline phosphatase, placental ||glycerophosphatase||3.1
-1.50819049 130540 NM_139163 Hs.107944 Amyotrophic lateral sclerosis 2 ( ||ALS2CR12||Amyotrophic
-1.00636668 65068 NM_178231 Hs.516629 Amyotrophic lateral sclerosis 2 ( ||||ALS2CR15||Amyotrophi
-0.62315577 65062 NM_152388 Hs.12319 Amyotrophic lateral sclerosis 2 ( ||ALS2CR4||Amyotrophic 
0.01552907 79800 NM_024744 Hs.444982 Amyotrophic lateral sclerosis 2 ( ||CARF||ALS2CR8||CALC
-0.43155032 9949 NM_015365 Hs.211021 Hypothetical protein LOC286505||||AMMECR1||Hypothetica
0.2162586 81693 NM_030943 Hs.534494 Amnionless homolog (mouse) ||AMN||Amnionless homol

-0.85125751 270 NM_000036 Hs.89570 Adenosine monophosphate dea ||OTTHUMP00000059283
-1.48081829 57559 NM_020799 Hs.16229 Associated molecule with the SH||AMSH-LP||associated m
-1.33483318 56311 NM_019644 Hs.371820 Ankyrin repeat domain 7 ||ANKRD7||Ankyrin repeat
-0.52279101 54443 NM_018685 Hs.62180 Anillin, actin binding protein (scr ||ANLN||anillin, actin bindi
-1.37132946 23520 NM_012403 Hs.518929 Acidic (leucine-rich) nuclear pho||ANP32C||PP32R1||acidic
-1.37132946 23519 NM_012404 Hs.532658 Acidic (leucine-rich) nuclear pho||ANP32D||PP32R2||acidic
-1.27096469 290 NM_001150 Hs.1239 Alanyl (membrane) aminopeptid||3.4.11.2||PEPN||ANPEP|
-0.76914088 301 NM_000700 Hs.494173 Annexin A1 ||ANXA1||ANX1||LPC1||CA
0.15239011 302 NM_004039 Hs.511605 Annexin A2 ####################
-0.44067439 309 NM_001155 Hs.412117 Annexin A6 ||CBP68||ANXA6||ANX6||c
-0.06658755 244 NM_001630 Hs.463110 Annexin A8 ||ANX8||FLJ32754||ANXA
0.59034544 8416 NM_003568 Hs.430324 Annexin A9 ||ANXA9||annexin A9||ANX
-0.55928729 11276 NM_007247 Hs.101480 AP1 gamma subunit binding pro||SYNG||AP1GBP1||SYNE
-0.99724262 327 NM_001640 Hs.517969 N-acylaminoacyl-peptide hydrola||APH||ACPH||3.4.19.1||MG
-0.77826495 328 NM_001641 Hs.73722 APEX nuclease (multifunctional ####################
-1.07935924 9140 NM_004707 Hs.264482 APG12 autophagy 12-like (S. ce||APG12L||APG12 autoph
-0.64140391 9474 NM_004849 Hs.486063 APG5 autophagy 5-like (S. cere ||ASP||APG5-LIKE||APG5
0.07027349 8539 NM_006595 Hs.435771 Apoptosis inhibitor 5 ||API5||Apoptosis inhibitor
0.3348715 80350 NM_024492 Hs.439074 Lipoprotein, Lp(a)-like 2 ||LPAL2||lipoprotein, Lp(a)
0.10676977 338 NM_000384 Hs.120759 Apolipoprotein B (including Ag(x####################
-0.04833941 339 NM_001644 Hs.560 Apolipoprotein B mRNA editing ####################
0.01552907 9582 NM_004900 Hs.226307 Apolipoprotein B mRNA editing ||||APOBEC3B||Apolipopro
0.17976232 140564 AL022318
-0.39505404 200316 NM_145298 Hs.337667 Apolipoprotein B mRNA editing ||APOBEC3F||APOLIPOP
-0.3494337 319 NM_001638 Hs.534302 Apolipoprotein F ||APOF||MGC22520||Apo-
-0.45892253 353 NM_000485 Hs.28914 Adenine phosphoribosyltransfer ||2.4.2.7||transphosphoribo
0.02465314 54840 NM_175069 Hs.20158 Aprataxin ||Aprataxin||FLJ20157||AP



0.00640501 343 NM_001169 Hs.176658 Aquaporin 8 ||AQP8||Aquaporin 8||
0.0976457 366 NM_020980 Hs.104624 Aquaporin 9 ||SSC1||AQP9||HsT17287
0.18888639 375 NM_001658 Hs.286221 ADP-ribosylation factor 1 ||ARF1||ADP-ribosylation f
-0.64140391 377 NM_001659 Hs.119177 ADP-ribosylation factor 3 ||ARF3||ADP-ribosylation f
0.0976457 378 NM_001660 Hs.148330 ADP-ribosylation factor 4 ||ARF4||ADP-ribosylation f

-0.03009127 381 NM_001662 Hs.430657 ADP-ribosylation factor 5 ||ARF5||ADP-ribosylation f
1.15603773 382 NM_001663 Hs.525330 ADP-ribosylation factor 6 ||ARF6||small GTP-ase||A
-0.27644114 26119 NM_015627 Hs.184482 Low density lipoprotein receptor ||LDLRAP1||ARH||ARH GE
-0.08483569 387 NM_001664 Hs.247077 Ras homolog gene family, mem ||RHOH12||RHO12||ARHA
0.31662336 390 NM_005168 Hs.6838 Rho family GTPase 3 ||ARHE||RhoE||RND3||RH
-0.18520045 23779 NM_181334
-0.76914088 9639 NM_014629 Hs.98594 Rho guanine nucleotide exchang||ARHGEF10||KIAA0294||
0.28012708 22899 NM_173728 Hs.443109 Rho guanine nucleotide exchang||ARHGEF15||KIAA0915||
0.6907102 27237 NM_014448 Hs.87435 Rho guanine exchange factor (G||ARHGEF16||Rho guanin
0.40786405 23229 XM_377014
0.38961592 171177 NM_133639 Hs.447901 Ras homolog gene family, mem ||RHOV||ras homolog gen
0.29837522 26225 NM_012097 Hs.470233 ADP-ribosylation factor-like 5 ||ARL5||ADP-ribosylation f
0.36224371 51329 NM_016638 Hs.103561 ADP-ribosylation-like factor 6 int||ARL6IP4||ADP-RIBOSYL
-0.3494337 10552 NM_006409 Hs.124126 Actin related protein 2/3 comple ||SOP2L||ARPC1A||SOP2
0.11589384 10093 NM_005718 Hs.323342 Actin related protein 2/3 comple ||ARC20||p20-ARC||ARPC
0.38961592 10092 NM_005717 Hs.518609 Actin related protein 2/3 comple ||p16-ARC||ARPC5||ARC1
0.08852163 415 NM_000047 Hs.386975 Arylsulfatase E (chondrodysplas||ARSE||CDPXR||CDPX1|
0.99180449 51676 NM_016150 Hs.510327 Ankyrin repeat and SOCS box-c||ASB2||ankyrin repeat and
1.17428587 432 NM_001671 Hs.12056 Asialoglycoprotein receptor 1 ||ASGPR||ASGR1||CLEC4
1.45713202 435 NM_000048 Hs.442047 Argininosuccinate lyase ||LP3236||4.3.2.1||ASL||AR
0.98268042 259266 NM_018136 Hs.121028 Asp (abnormal spindle)-like, mic||ASPM||MCPH5 GENE||A
0.59946951 79058 NM_024083 Hs.298351 Alveolar soft part sarcoma chrom||ASPL||ASPSCR1||ASPC
0.59034544 1386 NM_001880 Hs.425104 Activating transcription factor 2 ||CRE-BP1||TREB7||CREB
1.58486899 80063 NM_024997 Hs.513343 Activating transcription factor 7 i ||ATF7IP2||Activating tran
1.09216925 488 NM_001681 Hs.506759 ATPase, Ca++ transporting, car ####################
0.63596579 509 NM_005174 Hs.271135 ATP synthase, H+ transporting, ####################
0.20713453 10476 NM_006356 Hs.514465 ATP synthase, H+ transporting, ||ATP5H||ATP synthase, H
-0.27644114 57198 NM_020452 Hs.435700 ATPase, Class I, type 8B, memb||ATPID||ATP8B2||ATPase
0.84581938 546 NM_000489 Hs.533526 Alpha thalassemia/mental retard####################
1.62136527 64651 NM_033027 Hs.370950 AXIN1 up-regulated 1 ||AXUD1||AXIN1 UPREGU
0.48998068 567 NM_004048 Hs.534255 Beta-2-microglobulin ||Beta-2-microglobulin||B2
0.68158613 573 NM_004323 Hs.377484 BCL2-associated athanogene ||BAG1||BCL2-associated 
0.78195089 10458 NM_006340 Hs.128316 BAI1-associated protein 2 ||IRSP53||BAIAP2||BAI1-a
0.02465314 578 NM_001188 Hs.485139 BCL2-antagonist/killer 1 ||BCL2L7||BAK1||CDN1||O
0.87319159 54971 NM_017869 Hs.461705 BTG3 associated nuclear protei ||BANP||BTG3 associated
1.00092856 55973 NM_018844 Hs.303787 B-cell receptor-associated prote ||BCAP29||B-cell receptor
0.81844717 8538 NM_003658 Hs.167218 BarH-like homeobox 2 ||BARX2||BarH-like homeo
0.41698812 317716 NM_173859 Hs.434194 Breast cancer and salivary gland||RP11-49G10.8||BASE||B
0.28012708 10409 NM_006317 Hs.201641 Brain abundant, membrane atta ||BASP1||BRAIN ACID-SO
0.28012708 581 NM_004324 Hs.159428 BCL2-associated X protein ####################
0.82757124 27113 NM_014417 Hs.467020 BCL2 binding component 3 ||PUMA||BBC3||BCL2-BIN
1.21990622 582 NM_024649 Hs.502915 Bardet-Biedl syndrome 1 ||BBS1||BBS2L2||FLJ2359
0.41698812 583 NM_031885 Hs.333738 Bardet-Biedl syndrome 2 ||MGC20703||BBS2||BBS2
0.44436033 585 NM_033028 Hs.208681 Bardet-Biedl syndrome 4 ||BBS4||BBS4 GENE||Bard
-0.10308383 55212 NM_018190 Hs.58974 Bardet-Biedl syndrome 7 ||BBS7||FLJ10715||BBS7 
0.64508985 9564 NM_014567 Hs.479747 Breast cancer anti-estrogen resi||CRKAS||BCAR1||p130CA



1.86771514 8537 NM_003657 Hs.400556 Breast carcinoma amplified seq ||NABC1||BCAS1||Breast 
1.63048934 56647 NM_016567 Hs.370292 BRCA2 and CDKN1A interacting||BCCIP||BRCA2 and CDK
1.66698561 597 NM_004049 Hs.227817 BCL2-related protein A1 ||HBPA1||BCL2A1||BCL2L
2.24180198 598 NM_138578 Hs.516966 BCL2-like 1 ||BCLXL||DKFZp781P209
2.3239186 10017 NM_020396 Hs.283672 BCL2-like 10 (apoptosis facilitat ||BCL2L10||BCL2-like 10 (
1.42063574 10018 NM_006538 Hs.469658 BCL2-like 11 (apoptosis facilitat ||BCL2L11||BCL2-INTERA
1.63048934 79370 NM_030766 Hs.549194 BCL2-like 14 (apoptosis facilitat ||BCL2L14||APOPTOSIS 
0.86406752 599 NM_004050 Hs.410026 BCL2-like 2 ||KIAA0271||BCLW||BCL2
0.34399557 602 NM_005178 Hs.31210 B-cell CLL/lymphoma 3 ||BCL3||D19S37, BCL4||B
1.7308541 607 NM_004326 Hs.415209 B-cell CLL/lymphoma 9 ||BCL9||LGS||B-cell CLL/ly
1.0191767 7851 NM_005434 Hs.185055 BENE protein ||BENE||BENE protein||
0.95530821 8419 NM_003571 Hs.435710 Beaded filament structural prote||CP49||BFSP2||CP47||CY
1.50275237 201163 NM_144606 Hs.513975 Hypothetical protein MGC13008||||FLCN||Hypothetical prot

1.849467 25893 NM_015431 Hs.323858 Tripartite motif-containing 58 ||||TRIM58||Tripartite motif
1.60311713 637 NM_001196 Hs.474150 BH3 interacting domain death ag####################
0.95530821 638 NM_001197 Hs.475055 BCL2-interacting killer (apoptosi ||||BIK||BCL2-interacting ki
1.41151167 274 NM_004305 Hs.193163 Bridging integrator 1 ####################
1.48450423 51411 NM_016187
0.51735288 10904 NM_006698 Hs.472651 Bladder cancer associated prote||BLCAP||Bladder cancer 
0.35311964 642 NM_000386 Hs.371914 Bleomycin hydrolase ||BMH||BH||BLMH||Bleomy
-0.0209672 645 NM_000713 Hs.515785 Biliverdin reductase B (flavin red||FLR||BLVRB||1.3.1.24||B
0.47173254 8548 NM_003666 Hs.494326 Basic leucine zipper nuclear fac ||JEM1||BLZF1||GOLGIN 4
2.25092605 55839 NM_018455 Hs.283532 Uncharacterized bone marrow p||BM039||uncharacterized 
0.35311964 662 NM_001205 Hs.145726 BCL2/adenovirus E1B 19kDa in ####################
2.4425315 665 NM_004331 Hs.131226 BCL2/adenovirus E1B 19kDa in ||||BNIP3L||BCL2/adenovir
1.11041739 666 NM_032515 Hs.293753 BCL2-related ovarian killer ||BOKL||MGC4631||BOK||
1.53012457 669 NM_001724 Hs.198365 2,3-bisphosphoglycerate mutase####################
1.41151167 671 NM_001725 Hs.529019 Bactericidal/permeability-increas||BPI||Bactericidal/permea
0.51735288 10380 NM_006085 Hs.406134 3'(2'), 5'-bisphosphate nucleotid ||BPNT1||BISPHOSPHAT
0.15239011 8019 NM_007371 Hs.522472 Bromodomain containing 3 ||RING3L||BRD3||ORFX||R
2.38778709 23476 NM_014299 Hs.187763 Bromodomain containing 4 ||BRD4||MCAP||BROMOD
1.11041739 29117 NM_013263 Hs.437894 Bromodomain containing 7 ||BRD7||Bromodomain co
3.28194588 26228 NM_012108 Hs.435579 BCR downstream signaling 1 ||BRDG1||BCR downstrea
2.25092605 140707 NM_080626 Hs.507227 BRI3 binding protein ||BRI3BP||BRI3 binding pr
1.64873748 26580 NM_032667 Hs.533709 Bernardinelli-Seip congenital lipo||BSCL2||BSCL2 GENE||G
1.55749678 7809 NM_057176 Hs.151291 Bartter syndrome, infantile, with ||BSND||BSND GENE||Ba
1.32939505 686 NM_000060 Hs.517830 Biotinidase ||3.5.1.12||Biotinidase||BT
0.72720648 689 NM_001207 Hs.529798 Basic transcription factor 3 ||NACB||BTF3||BTF3b||BE
0.06114942 10950 NM_006806 Hs.473420 BTG family, member 3 ||ANA||BTG3||TOB5||ABU
0.31662336 54766 NM_017589 Hs.128180 B-cell translocation gene 4 ||BTG4||PC3B||B-cell trans
1.52100051 9184 NM_004725 Hs.418533 BUB3 budding uninhibited by be||BUB3||BUB3 budding un
1.4023876 118924 NM_145246 Hs.303727 Chromosome 10 open reading f ||C10orf4||FRA10AC1||FR
1.1651618 8872 NM_006023 Hs.412842 Chromosome 10 open reading f ||C10orf7||Chromosome 1
2.41515929 219771 NM_145012 Hs.14745 Chromosome 10 open reading f ||C10orf9||Chromosome 1
1.79472258 745 NM_013279 Hs.473109 Chromosome 11 open reading f ||BC269730_4||MGC1078
1.32027098 221150 NM_145061 Hs.88523 Chromosome 13 open reading f ||C13orf3||Chromosome 1
2.07756873 84520 NM_032490 Hs.20142 Chromosome 14 open reading f ||C14orf142||Chromosome
0.19801046 10712 NM_006589 Hs.348308 Chromosome 1 open reading fra||C1orf2||Chromosome 1 o
0.00640501 79577 NM_024529 Hs.378996 Hyperparathyroidism 2 (with jaw||HRPT2||C1ORF28||PAR
0.35311964 712 NM_015991 Hs.9641 Complement component 1, q su||C1QA||SERUM C1q||CO
0.05202535 713 NM_000491 Hs.8986 Complement component 1, q su||C1QB||complement subc



0.00640501 714 NM_172369 Hs.467753 Complement component 1, q su||FLJ27103||C1q-C||C1QC
1.02830076 24141 NM_012261 Hs.22920 Chromosome 20 open reading f ||C20orf103||Chromosome
0.22538267 25876 NM_015417 Hs.72620 Chromosome 20 open reading f ||C20orf28||Chromosome 
0.36224371 55245 NM_018244 Hs.18128 Chromosome 20 open reading f ||C20orf44||Chromosome 
0.67246206 55321 NM_018354 Hs.516834 Chromosome 20 open reading f ||C20orf46||Chromosome 
1.11041739 54014 NM_018963 Hs.314338 WD repeat domain 9 ||WDR9||BRWD1||WD rep
1.51187644 51374 NM_016085 Hs.9527 Chromosome 2 open reading fra||C2orf28||Chromosome 2
1.2564025 10467 NM_006349 Hs.211079 Zinc finger, HIT domain containi ||ZNHIT1||zinc finger, HIT 
0.07027349 729 NM_000065 Hs.481992 Complement component 6 ||C6||Complement compo
-0.35855777 79747 XM_371850 Hs.486708 Chromosome 6 open reading fra||C6orf103||Chromosome 
0.81844717 10591 NM_006443 Hs.109752 Chromosome 6 open reading fra||C6orf108||Chromosome 
-1.40782573 57107 NM_020381 Hs.486095 Chromosome 6 open reading fra||C6orf210||Chromosome 
0.01552907 730 NM_000587 Hs.78065 Complement component 7 ||C7||complement compon
0.80019903 64327 NM_022458 Hs.549190 Chromosome 7 open reading fra||C7orf2||LMBR1||Chromo
0.00640501 731 NM_000562 Hs.93210 Complement component 8, alph||C8A||C8 ALPHA-GAMMA
0.18888639 732 NM_000066 Hs.391835 Complement component 8, beta||C8B||C8 DEFICIENCY, T
1.85859107 735 NM_001737 Hs.1290 Complement component 9 ||C9||Complement compo
0.34399557 759 NM_001738 Hs.23118 Carbonic anhydrase I ||CA1||4.2.1.1||carbonic de
1.59399306 760 NM_000067 Hs.155097 Carbonic anhydrase II ####################
-0.39505404 56997 NM_020247 Hs.118241 Chaperone, ABC1 activity of bc1||CABC1||CHAPERONE-A
-0.57753543 774 NM_000718 Hs.495522 Calcium channel, voltage-depen####################
-0.47717067 8913 NM_018896 Hs.194746 Calcium channel, voltage-depen||CACNA1G||calcium chan
-0.1395801 779 NM_000069 Hs.1294 Calcium channel, voltage-depen####################
0.50822882 785 NM_000726 Hs.284800 Calcium channel, voltage-depen####################
-0.30381335 793 NM_004929 Hs.65425 Calbindin 1, 28kDa ||CALB1||CALBINDIN, 28-
-1.32570911 50632 NM_015722 Hs.148680 Dopamine receptor D1 interactin||DRD1IP||CALCYON||D1 
0.17063825 820 NM_004345 Hs.51120 Cathelicidin antimicrobial peptid ||CAMP||CAP18||FALL39|
0.35311964 23125 NM_015099 Hs.373952 Calmodulin binding transcription||CAMTA2||Calmodulin bin
-0.5866595 10487 NM_006367 Hs.370581 CAP, adenylate cyclase-associa||CAP1||CAP, adenylate c
0.05202535 830 NM_006136 Hs.446123 Capping protein (actin filament) ||CAPZA2||CAPPA2||CAP
0.97355635 832 NM_004930 Hs.432760 Capping protein (actin filament) ||CAPZB||CAPB||CAPPB||
-0.86038158 9607 NM_004291 Hs.1707 Cocaine- and amphetamine-reg ||CART||Cocaine- and am
-0.05746348 9994 NM_012115 Hs.546332 CASP8 associated protein 2 ||CASP8AP2||FLASH||FLI
0.35311964 26059 NM_015576 Hs.476389 Chromosome 1 open reading fra||||C1orf1||Chromosome 1 
-0.62315577 117144 NM_053054 Hs.189105 Cation channel, sperm associate||CATSPER1||CATION CH
1.17428587 858 NM_001233 Hs.212332 Caveolin 2 ||MGC12294||CAV2||Cave
0.06114942 859 NM_001234 Hs.98303 Caveolin 3 ||caveolin-3||LGMD1C||CA
0.56297323 10153 NM_005760 Hs.135406 CCAAT/enhancer binding protei ||CEBPZ||CCAAT/enhanc
1.52100051 869 NM_004352 Hs.458423 Cerebellin 1 precursor ||CBLN1||PRECEREBELL
0.18888639 873 NM_001757 Hs.88778 Carbonyl reductase 1 ||1.1.1.184||1.1.1.189||1.1.
-0.3768059 874 NM_001236 Hs.154510 Carbonyl reductase 3 ||1.1.1.184||CBR3||Carbon
1.39326354 10951 NM_006807 Hs.77254 Chromobox homolog 1 (HP1 be ||HP1-BETA||CBX1||HP1, 
0.36224371 8900 NM_003914 Hs.417050 Cyclin A1 ||CCNA1||cyclin A1||
-0.08483569 890 NM_001237 Hs.85137 Cyclin A2 ||CCNA2||CCN1||cyclin A2
0.36224371 891 NM_031966 Hs.23960 Cyclin B1 ||CCNB1||cyclin B1||G2/m
-0.1395801 9133 NM_004701 Hs.194698 Cyclin B2 ||CCNB2||cyclin B2||
-0.17607638 85417 NM_033031 Hs.130310 Cyclin B3 ||CCNB3||cyclin B3||
-0.1395801 892 NM_005190 Hs.430646 Cyclin C ||CCNC||cyclin C||cyclin C
1.30202284 595 NM_053056 Hs.523852 Cyclin D1 (PRAD1: parathyroid a||BCL1||CCND1||D11S287
1.01005263 894 NM_001759 Hs.376071 Cyclin D2 ||KIAK0002||CCND2||MGC
0.80019903 896 NM_001760 Hs.534307 Cyclin D3 ||CCND3||cyclin D3||D3-ty



0.07939756 23582 NM_012142 Hs.36794 Cyclin D-type binding-protein 1 ||GCIP||CCNDBP1||GRAP
0.3348715 898 NM_001238 Hs.244723 Cyclin E1 ||CCNE1||cyclin E1||cyclin
0.13414198 9134 NM_004702 Hs.408658 Cyclin E2 ||||CCNE2||Cyclin E2||
0.78195089 899 NM_001761 Hs.1973 Cyclin F ||FBX1||CCNF||FBXO1||cy
-0.40417811 900 NM_004060 Hs.79101 Cyclin G1 ||CCNG1||cyclin G1||
0.3348715 901 NM_004354 Hs.13291 Cyclin G2 ||CCNG2||cyclin G2||

-0.41330218 902 NM_001239 Hs.292524 Cyclin H ||p37||CAK||CCNH||p34||C
0.51735288 10983 NM_006835 Hs.518827 Cyclin I ||CCNI||cyclin I||
0.75457869 8812 NM_003858 Hs.510409 Cyclin K ||||CCNK||Cyclin K||
0.38049185 57018 NM_020307 Hs.4859 Cyclin L1 ||CCNL1||cyclin L1||
-0.7052724 904 NM_001240 Hs.279906 Cyclin T1 ||CYCT1||CCNT1||cyclin T
0.17976232 905 NM_058241 Hs.292754 Cyclin T2 ||CCNT2||cyclin T2||cyclin 
-0.16695231 10575 NM_006430 Hs.421509 Chaperonin containing TCP1, su||SRB||CCT4||CCT-DELTA
-0.43155032 10693 NM_006584 Hs.73072 Chaperonin containing TCP1, su||CCT6B||chaperonin cont
1.00092856 8763 NM_006016 Hs.520313 CD164 antigen, sialomucin ||CD164||SIALOMUCIN C
0.17976232 909 NM_001763 Hs.1309 CD1A antigen, a polypeptide ||CD1A||thymocyte antigen
0.49910475 910 NM_001764 Hs.1310 CD1B antigen, b polypeptide ||CD1B||a1 domain||Thym
0.84581938 911 NM_001765 Hs.1311 CD1C antigen, c polypeptide ||CD1C||a1 domain||Thym
1.39326354 934 NM_013230 Hs.375108 CD24 antigen (small cell lung ca||CD24A||CD24||CD24 ant
0.69983427 51744 NM_016382 Hs.157872 CD244 natural killer cell recepto||CD244||NAIL||SLAMF4||C
0.98268042 23607 NM_012120 Hs.485518 CD2-associated protein ||CD2AP||CMS||CD2-asso
0.67246206 10421 NM_006110 Hs.551524 CD2 antigen (cytoplasmic tail) b ||CD2BP2||CD2 ANTIGEN
-0.72352054 951 NM_001774 Hs.166556 CD37 antigen ||TSPAN26||GP52-40||CD
1.08304518 963 NM_000560 Hs.443057 CD53 antigen ||TSPAN25||OTTHUMP00
0.24363081 966 NM_000611 Hs.278573 CD59 antigen p18-20 (antigen id####################
-0.06658755 967 NM_001780 Hs.445570 CD63 antigen (melanoma 1 anti ||TSPAN30||LAMP-3||gran
0.60859358 968 NM_001251 Hs.246381 CD68 antigen ||CD68||macrosialin||SCAR
1.03742483 9308 NM_004233 Hs.484703 CD83 antigen (activated B lymp ||CD83||HB15||BL11||CD8
0.79107496 8832 NM_003874 Hs.398093 CD84 antigen (leukocyte antigen||CD84||SLAMF5||SLAM F
0.52647695 4267 NM_002414 Hs.495605 CD99 antigen ||MIC2Y||CD99||CD99 ant
0.49910475 146059 NM_138477 Hs.437819 Congenital dyserythropoietic ane||CDAN1||DLT||CODANIN
2.36041488 8881 NM_003903 Hs.374127 CDC16 cell division cycle 16 hom||CDC16||APC6||ANAPHA
0.18888639 991 NM_001255 Hs.524947 CDC20 cell division cycle 20 hom||CDC20||bA276H19.3||p5
1.10129332 246184 NM_139286 Hs.530284 Cell division cycle 26 ||CDC26||Cell division cyc
-0.1122079 996 NM_001256 Hs.463295 Cell division cycle 27 ||HNUC||CDC27||APC3||D
1.14691366 998 NM_001791 Hs.467637 Cell division cycle 42 (GTP bind ####################
0.35311964 11135 NM_007061 Hs.474797 CDC42 effector protein (Rho GT||CDC42EP1||MSE55||CE
1.02830076 8318 NM_003504 Hs.474217 CDC45 cell division cycle 45-like||CDC45L2||CDC45L||CDC
0.08852163 128869 NM_080476 Hs.253319 CDC91 cell division cycle 91-like||PIGU||CDC91L1||PHOSP
0.06114942 83540 NM_031423 Hs.234545 Cell division cycle associated 1 ||CDCA1||Cell division cyc
0.13414198 55038 NM_017955 Hs.34045 Cell division cycle associated 4 ||CDCA4||Cell division cyc
0.0976457 83879 NM_031942 Hs.470654 Cell division cycle associated 7 ||CDCA7||Cell division cyc
0.28925115 1001 NM_001793 Hs.191842 Cadherin 3, type 1, P-cadherin ( ####################
0.30749929 1029 NM_000077 Hs.512599 Cyclin-dependent kinase inhibito||||CDKN2A||Cyclin-depend
0.11589384 50937 NM_016952 Hs.38034 Cell adhesion molecule-related/ ||CDON||Cell adhesion mo
-0.18520045 1038 NM_004065 Hs.446675 Cerebellar degeneration-related ####################
0.42611219 1039 XM_071866
-0.4680466 1041 NM_001264 Hs.310958 Corneodesmosin ||Corneodesmosin||CDSN
-1.10673145 10218 NM_021146 Hs.146559 Angiopoietin-like 7 ||ANGPTL7||Angiopoietin-
-0.9424982 1087 NM_006890 Hs.74466 Carcinoembryonic antigen-relate||CEACAM7||CGM2||carci
-0.65052798 1053 NM_001805 Hs.426867 CCAAT/enhancer binding protei ||CEBPE||CRP1||C/EBP-e



-1.02461482 51148 NM_016174 Hs.495230 Cerebral endothelial cell adhesio||CEECAM1||Cerebral end
-0.35855777 1056 NM_001807 Hs.533258 Carboxyl ester lipase (bile salt-s ####################
-0.61403171 1063 NM_016343 Hs.497741 Centromere protein F, 350/400k####################
-0.52279101 64946 NM_022909 Hs.200395 Centromere protein H ||CENPH||CENTROMERIC
-0.38592997 55835 NM_018451 Hs.533828 Centromere protein J ||CENPJ||CPAP||CENTRO
-0.1122079 11064 NM_007018 Hs.246344 Centrosomal protein 1 ||CEP1||CEP110||Centros
-0.35855777 8824 NM_003869 Hs.282975 Carboxylesterase 2 (intestine, liv||CES2||Carboxylesterase
-0.47717067 90634 NM_052818 Hs.161220 Hypothetical gene CG018 ||CG018||hypothetical gen
-0.69614833 1082 NM_000737 Hs.446683 Chorionic gonadotropin, beta po####################
-0.28556521 93659 NM_033043 Hs.172944 Chorionic gonadotropin, beta po||||CGB5||Chorionic gonad
-0.22169673 94115 NM_033183 Hs.546466 Chorionic gonadotropin, beta po||||CGB8||Chorionic gonad
-0.19432452 1105 NM_001270 Hs.519474 Chromodomain helicase DNA b ||CHD1||CHROMODOMA
0.05202535 80205 NM_025134 Hs.530936 Chromodomain helicase DNA b ||||CHD9||Chromodomain 
-0.24906893 26511 NM_012110 Hs.335393 Cysteine-rich hydrophobic doma||BTL||CHIC2||Cysteine-ric
-0.52279101 89832 NM_139320 Hs.510853 CHRNA7 (cholinergic receptor, ||CHRFAM7A||CHRNA7 (c
-0.15782824 1143 NM_000750 Hs.54397 Cholinergic receptor, nicotinic, b####################
-0.43155032 1146 NM_005199 Hs.248101 Cholinergic receptor, nicotinic, g||CHRNG||ACHRG||ACET
0.39873998 1130 NM_000081 Hs.532411 Lysosomal trafficking regulator ||OTTHUMP00000059294
-0.76001681 9391 NM_004804 Hs.12109 WD repeat domain 39 ||WDR39||WD40 REPEAT
-0.27644114 114548 NM_004895 Hs.159483 Cold autoinflammatory syndrom ||NALP3||CIAS1||CRYOPY
0.12501791 91543 NM_080657 Hs.17518 Radical S-adenosyl methionine ||RSAD2||VIPERIN||radica
-0.4680466 84916 NM_032830 Hs.461113 Cirrhosis, autosomal recessive 1||CIRH1A||TEX292||KIAA1
0.12501791 1154 NM_013324 Hs.8257 Cytokine inducible SH2-containi ####################
-0.30381335 23122 XM_291057
-0.03921534 1188 NM_000085 Hs.352243 Chloride channel Kb ||hClC-Kb||CLCNKB||CLC
-0.22169673 51267 NM_016511 Hs.29549 C-type lectin domain family 1, m||CLEC1||CLEC1A||C-TYP
0.35311964 64857 XM_290828
-0.5866595 9022 NM_004669 Hs.64746 Chloride intracellular channel 3 ||CLIC3||Chloride intracell
-0.4954188 25999 NM_015526 Hs.466539 CLIP-170-related protein ||CLIPR-59||CLIPR59||CL
0.19801046 1201 NM_000086 Hs.446747 Ceroid-lipofuscinosis, neuronal 3||battenin||CLN3||BTS||CL
0.01552907 1203 NM_006493 Hs.30213 Ceroid-lipofuscinosis, neuronal 5||NCL||CLN5||CLN5 GENE
-0.72352054 54982 NM_017882 Hs.549172 Ceroid-lipofuscinosis, neuronal 6||CLN6||CLN6 GENE||Cer
-0.36768183 2055 NM_018941 Hs.127675 Ceroid-lipofuscinosis, neuronal 8||CLN8||EPMR||CLN8 GEN
-0.42242625 1209 NM_001294 Hs.444441 Cleft lip and palate associated tr||CLPTM1||CLEFT LIP- AN
-0.19432452 22883 NM_014944 Hs.29665 Calsyntenin 1 ||CLSTN1||Calsyntenin 1||
0.18888639 1191 NM_001831 Hs.436657 Clusterin (complement lysis inhi ####################
0.60859358 1259 NM_000087 Hs.1323 Cyclic nucleotide gated channel ||||CNGA1||Cyclic nucleotid
-0.23994487 54714 NM_019098 Hs.154433 Cyclic nucleotide gated channel ||CNGB3||CYCLIC NUCLE
0.07027349 26507 NM_020348 Hs.274579 Cyclin M1 ||CNNM1||ACDP1||cyclin M
-0.32206149 54805 NM_017649 Hs.500903 Cyclin M2 ||CNNM2||ACDP2||cyclin M
-0.258193 26505 NM_017623 Hs.150895 Cyclin M3 ||CNNM3||ACDP3||cyclin M

0.02465314 246175 NM_144571 Hs.183085 CCR4-NOT transcription comple||CNOT6L||CCR4-NOT tra
-0.65965205 53942 NM_014361 Hs.268707 Contactin 5 ||CNTN5||NB2||Contactin 
-0.41330218 27255 NM_014461 Hs.387300 Contactin 6 ||CNTN6||NB3||Contactin 
-0.33118556 8506 NM_003632 Hs.408730 Contactin associated protein 1 ||CNTNAP1||CASPR||p19
0.91881193 200025 AF345651 Hs.552837 Chromosome 1 amplified seque||COAS3||Chromosome 1 
-0.17607638 1690 NM_004086 Hs.21016 Coagulation factor C homolog, c####################
-0.06658755 1306 NM_001855 Hs.409034 Collagen, type XV, alpha 1 ||OTTHUMP00000063794
-0.08483569 1280 NM_001844 Hs.408182 Collagen, type II, alpha 1 (prima ####################
-0.71439647 1295 NM_001850 Hs.134830 Collagen, type VIII, alpha 1 ####################
-0.39505404 8292 NM_005677 Hs.146735 Collagen-like tail subunit (single ||COLQ||ACETYLCHOLIN



0.4534844 8533 NM_003653 Hs.6076 COP9 constitutive photomorpho||SGN3||COPS3||COP9, S
-0.03009127 10987 NM_006837 Hs.491912 COP9 constitutive photomorpho||COPS5||JAB1||SGN5||CO
0.95530821 10063 NM_005694 Hs.534383 COX17 homolog, cytochrome c ||COX17||COX17, S. CER
-0.4954188 57699 NM_020939 Hs.372129 Copine V ||CPN5||CPNE5||copine V
0.30749929 1371 NM_000097 Hs.476982 Coproporphyrinogen oxidase ####################
0.15239011 9238 NM_004749 Hs.231411 Transforming growth factor beta||TBRG4||Transforming gr
0.41698812 9236 NM_004748 Hs.285051 Phosphatidylinositol glycan, clas||||CCPG1||Phosphatidylin
0.32574743 167 NM_001131 Hs.109620 Cysteine-rich secretory protein 1####################
-0.28556521 9244 NM_004750 Hs.114948 Cytokine receptor-like factor 1 ||CRLF1||NR6||CLF1||Cyto
-0.12133196 51379 NM_015986 Hs.370168 Cytokine receptor-like factor 3 ||CRLF3||Cytokine recepto
-0.06658755 10485 NM_006365 Hs.380027 Transcriptional activator of the c||CROC4||Transcriptional 
0.39873998 9439 NM_004830 Hs.29679 Cofactor required for Sp1 transc||SUR2||CRSP3||DRIP130
0.84581938 9442 NM_004269 Hs.374262 Cofactor required for Sp1 transc||CRSP34||CRSP8||CRSP
-0.31293742 56253 NM_019604 Hs.159523 Class-I MHC-restricted T cell as ||CRTAM||class-I MHC-res
0.90968786 1413 NM_001886 Hs.57690 Crystallin, beta A4 ||OTTHUMP00000028721
-0.23994487 1414 NM_001887 Hs.37135 Crystallin, beta B1 ||OTTHUMP00000028719
-0.20344859 1415 NM_000496 Hs.373074 Crystallin, beta B2 ||D22S665||CRYB2A||CRY
0.35311964 1418 NM_014617 Hs.122566 Crystallin, gamma A ||CRYGEP1||CRYG5||CRY
0.07027349 1421 NM_006891 Hs.546247 Crystallin, gamma D ||cry-g-D||CRYGD||CACA|
-0.28556521 1427 NM_017541 Hs.376209 Crystallin, gamma S ||CRYGS||CRYG8||CRYST
-0.09395976 55997 NM_032545 Hs.546410 Cripto, FRL-1, cryptic family 1 ||HTX2||CFC1||CRYPTIC 
-0.47717067 158511 NM_153478 Hs.423718 Chondrosarcoma associated ge||CSAG1||Chondrosarcom
0.28925115 1442 NM_001317 Hs.347963 Chorionic somatomammotropin ####################
-0.22169673 1465 NM_004078 Hs.108080 Cysteine and glycine-rich protein||D1S181E||CSRP1||CYRP
-0.8238853 8048 NM_003476 Hs.83577 Cysteine and glycine-rich protein||CSRP3||CRP3||MLP||CY
0.98268042 1471 NM_000099 Hs.304682 Cystatin C (amyloid angiopathy ||CST3||gamma-trace||pos
0.89143973 8530 NM_003650 Hs.143212 Cystatin F (leukocystatin) ||CST7||CMAP||CYSTATIN
-0.1122079 1493 NM_005214 Hs.247824 Cytotoxic T-lymphocyte-associa ||CTLA4||cytotoxic T-lymp
1.29289877 1495 NM_001903 Hs.445981 Catenin (cadherin-associated pr ####################
0.58122137 8727 NM_003798 Hs.58488 Catenin (cadherin-associated pr||CTNNAL1||CATENIN, AL
0.18888639 56259 NM_030877 Hs.472667 Catenin, beta like 1 ||CTNNBL1||Catenin, beta
0.40786405 23584 NM_014312 Hs.112377 V-set and immunoglobulin doma||VSIG2||CTXL||CTH||CTX
0.13414198 8065 NM_003478 Hs.440320 Cullin 5 ||CUL5||VACM1||Cullin 5||V
-0.27644114 6374 NM_002994 Hs.89714 Chemokine (C-X-C motif) ligand||ENA78||CXCL5||SCYB5,
-0.76001681 1528 NM_001914 Hs.465413 Cytochrome b-5 ||CYB5||MCB5||Cytochrom
-0.03921534 1536 NM_000397 Hs.292356 Cytochrome b-245, beta polypep||CYBB||GP91PHOX||GP9
0.89143973 54205 NM_018947 Hs.437060 Cytochrome c, somatic ||CYCS||Cytochrome c, so
0.3348715 7461 NM_003388 Hs.255664 Cytoplasmic linker 2 ||WSCR4||WBSCR4||CLIP
0.28925115 1583 NM_000781 Hs.303980 Cytochrome P450, family 11, su ####################
-0.07571162 1544 NM_000761 Hs.1361 Cytochrome P450, family 1, sub ####################
0.8093231 23002 NM_014992 Hs.19156 Dishevelled associated activator||DAAM1||KIAA0666||DISH
0.62684172 1600 NM_021080 Hs.477370 Disabled homolog 1 (Drosophila||DAB1||disabled homolog
0.77282682 1601 NM_001343 Hs.481980 Disabled homolog 2, mitogen-re||DOC-2||DOC2||DAB2||D
1.09216925 51339 NM_016651 Hs.48950 Dapper homolog 1, antagonist o||DPR1||DACT1||DAPPER
-0.06658755 1603 NM_001344 Hs.82890 Defender against cell death 1 ||DAD1||Defender against 
0.06114942 1604 NM_000574 Hs.527653 Decay accelerating factor for co ||DAF||TC||decay-accelera
0.13414198 1611 NM_004394 Hs.75189 Death-associated protein ||DAP||MGC99796||Death
0.31662336 55885 NM_00100139 Hs.504908 LIM domain only 3 (rhombotin-li ||RBTNL2||RHOM3||LMO3
0.62684172 57055 NM_020363 Hs.70936 Deleted in azoospermia 1 ||||DAZ2||Deleted in azoos
0.48998068 57054 NM_020364 Hs.70936 Deleted in azoospermia 1 ||||DAZ2||Deleted in azoos
0.71808241 9802 NM_014764 Hs.369761 DAZ associated protein 2 ||KIAA0058||DAZAP2||DAZ



0.88231566 56942 NM_020188 Hs.388255 DC13 protein ||DC13||DC13 protein||
0.52647695 64858 NM_022836 Hs.115660 DNA cross-link repair 1B (PSO2||DCLRE1B||DNA cross-lin
1.27465063 64421 NM_022487 Hs.524156 DNA cross-link repair 1C (PSO2||DCLRE1C||ARTEMIS||D
-0.1395801 1634 NM_001920 Hs.156316 Decorin ####################
-0.31293742 10540 NM_006400 Hs.289123 Dynactin 2 (p50) ||DCTN50||DYNAMITIN||D
-0.55016322 51164 NM_016221 Hs.328865 Dynactin 4 (p62) ||DCTN4||Dynactin 4 (p62
2.21442977 92181 NM_152277 Hs.179852 Dendritic cell-derived ubiquitin-li ||DC-UbP||Dendritic cell-d
1.38413947 84722 NM_032636 Hs.405925 Differential display and activated||DDA3||Differential displa
-0.09395976 1642 NM_001923 Hs.290758 Damage-specific DNA binding p||XPCE||UV-DDB1||DDB1
0.84581938 26512 NM_012141 Hs.439440 DEAD/H (Asp-Glu-Ala-Asp/His) ||DICE1||DDX26||DEAD/H
1.75822631 26297 NM_012139 Hs.32470 Deafness locus associated puta ||DELGEF||DEAFNESS LO
0.25275488 221120 NM_139178 Hs.368920 Prostate cancer antigen-1 ||DEPC-1||Prostate cance
0.20713453 23587 NM_015362 Hs.417029 S-phase 2 protein ||DERP6||S-phase 2 prote
1.00092856 1674 NM_001927 Hs.471419 Desmin ||DES||Desmin||CSM1||CS
-0.0209672 1687 NM_004403 Hs.520708 Deafness, autosomal dominant ||ICERE-1||DFNA5||DFNA
0.46260847 8214 NM_005675 Hs.474185 DiGeorge syndrome critical regio||DGCR6||DiGeorge syndr
0.07027349 1720 J00146 Hs.169235 Dihydrofolate reductase pseudo ||DHFRP1||Dihydrofolate r
0.75457869 56616 NM_019887 Hs.169611 Diablo homolog (Drosophila) ||SMAC||DIABLO||diablo h
0.78195089 1730 NM_006729 Hs.226483 Diaphanous homolog 2 (Drosop ||||DIAPH2||Diaphanous ho
1.75822631 81624 NM_030932 Hs.508141 Diaphanous homolog 3 (Drosop ||DIAPH3||diaphanous hom
0.74545462 84925 NM_032839 Hs.477346 Disrupted in renal carcinoma 2 ||DIRC2||Disrupted in rena
-0.05746348 27185 NM_018662 Hs.13318 Disrupted in schizophrenia 1 ||DISC1||Disrupted in schi
0.77282682 253190 NM_014509 Hs.360940 Serine hydrolase-like 2 ||SERHL2||dJ222E13.1||S
0.0976457 1736 NM_001363 Hs.4747 Dyskeratosis congenita 1, dyske||XAP101||NAP57||NOLA4

-0.76914088 25896 NM_015434 Hs.369285 DKFZP434B168 protein ||DKFZP434B168||C1orf7
-0.89687785 26084 NM_015595 Hs.240845 Src homology 3 domain-contain ||SGEF||Src homology 3 d
3.2454496 151313 NM_199336 Hs.546500 Hypothetical protein DKFZp434N||DKFZp434N062||hypothe
0.04290128 200081 NM_175852 Hs.17987 Taxilin ||Taxilin||TXLN||DKFZp45
0.66333799 84242 NM_032282
0.13414198 84064 NM_032124 Hs.465041 Haloacid dehalogenase-like hyd ||HDHD2||Haloacid dehalo
-0.12133196 25845 AL117555 Hs.519171 SEC6-like 1 (S. cerevisiae) ||||SEC6L1||SEC6-like 1 (S
0.42611219 26022 NM_015544 Hs.3447 DKFZP564K1964 protein ||DKFZP564K1964||DKFZ
1.24727843 4086 NM_005900 Hs.549050 SMAD, mothers against DPP ho||MADH1||SMAD1||MADR
-0.74176868 56243 NM_019590 Hs.445885 KIAA1217 ||KIAA1217||
-0.258193 121340 NM_152860 Hs.209402 Sp7 transcription factor ||OSTERIX||OSX||SP7||TR

-0.76914088 50632 NM_015722 Hs.148680 Dopamine receptor D1 interactin||DRD1IP||CALCYON||D1 
-0.74176868 50514 NM_017418 Hs.148841 Deleted in esophageal cancer 1 ||DEC1||Deleted in esopha
0.28925115 219285 NM_152703 Hs.489118 Chromosome 7 open reading fra||SAMD9L||C7orf6||Chrom
1.35676726 1370 J05158 Hs.528368 Carboxypeptidase N, polypeptid ||ACBP||CPN2||3.4.17.3||a
0.10676977 7597 NM_006977 Hs.164347 Zinc finger protein 46 (KUP) ||ZBTB25||ZNF46||ZINC F
-0.23994487 721 NM_000592 Hs.546241 Complement component 4B ||||C4A||Complement comp
-0.28556521 889 NM_004912 Hs.531987 KRIT1, ankyrin repeat containing||CAM||CCM1||CCM1 GEN
0.14326604 1513 NM_000396 Hs.523594 Cathepsin K (pycnodysostosis) ||MGC23107||3.4.22.38||C
-0.86038158 28983 NM_014058 Hs.201877 Transmembrane protease, serin||DESC1||TMPRSS11E||tr
-1.70892002 55355 NM_018410 Hs.532968 Hypothetical protein DKFZp762E||DKFZp762E1312||hypoth
-1.47169422 9940 NM_005106 Hs.277589 Deleted in lung and esophageal ||DLC1||DLEC1||Deleted in
-1.45344608 8847 NM_006021 Hs.508041 Deleted in lymphocytic leukemia||BCMSUN||DLEU2||Delet
-1.20709621 9787 NM_014750 Hs.77695 Discs, large homolog 7 (Drosop ||DLG7||discs, large homo
-0.24906893 9229 NM_004746 Hs.549086 Discs, large (Drosophila) homolo||||DLGAP1||Discs, large (D
-0.55016322 1762 XM_496318
-0.83300937 85406 NM_032364 Hs.253844 DnaJ (Hsp40) homolog, subfam||DNAJC14||DRIP78||HDJ



-1.90052547 10294 NM_005880 Hs.368078 DnaJ (Hsp40) homolog, subfam||DNAJA2||DnaJ (Hsp40) 
-1.67242374 55466 NM_018602 Hs.513053 DnaJ (Hsp40) homolog, subfam||DNAJA4||DnaJ (Hsp40) 
-1.57205898 116092 NM_052951 Hs.472852 Deoxynucleotidyltransferase, ter||DNTTIP1||Deoxynucleoti
-1.35308132 11259 NM_014890 Hs.104672 Downregulated in ovarian cance||DOC1||Downregulated in
-1.20709621 10263 NM_005851 Hs.523835 CDK2-associated protein 2 ||CDK2AP2||DOC-1R||CD
-1.6268034 1795 NM_004947 Hs.476284 Dedicator of cytokinesis 3 ||DOCK3||KIAA0299||MOC
-1.20709621 10589 NM_006442 Hs.356742 DR1-associated protein 1 (nega ||DRAP1||NC2-ALPHA||NE
-0.86950565 129831 NM_152945 Hs.377257 Developmentally regulated RNA||DRB1||developmentally r
-1.179724 27340 NM_014503 Hs.295732 Down-regulated in metastasis ||DRIM||Down-regulated in

-1.33483318 1827 NM_004414 Hs.282326 Down syndrome critical region g####################
-0.78738902 1834 NM_014208 Hs.447902 Dentin sialophosphoprotein ||DTDP2||DPP||DFNA39||D
-1.70892002 11034 NM_006870 Hs.304192 Destrin (actin depolymerizing fac||DSTN||ADF||Destrin (act
-1.31658504 1838 NM_021907 Hs.307720 Dystrobrevin, beta ||MGC57126||DTNB||MGC
-1.49906643 84062 NM_032122 Hs.519583 Dystrobrevin binding protein 1 ||SDY||DTNBP1||DYSBIND
-1.17059993 8291 NM_003494 Hs.252180 Dysferlin, limb girdle muscular d||DYSF||dysferlin, limb gird
-1.2983369 27338 NM_014501 Hs.396393 Ubiquitin-conjugating enzyme E ||UBE2S||ubiquitin-conjug
-0.96987041 1870 NM_004091 Hs.194333 E2F transcription factor 2 ||E2F-2||E2F2||E2F transc
-0.63227984 1871 NM_001949 Hs.269408 E2F transcription factor 3 ||KIAA0075||DKFZp686C1
-1.23446842 1874 NM_001950 Hs.108371 E2F transcription factor 4, p107/||E2F-4||E2F4||p107/p130
-1.14322772 1875 NM_001951 Hs.445758 E2F transcription factor 5, p130-||E2F-5||E2F5||E2F transc
-1.17059993 1876 NM_001952 Hs.135465 E2F transcription factor 6 ||E2F-6||E2F6||E2F transc
-1.30746097 55840 NM_018456 Hs.477325 ELL associated factor 2 ||EAF2||ELL-ASSOCIATE
-1.0611111 10148 NM_005755 Hs.501452 Epstein-Barr virus induced gene||EBI3||IL27, EBI3 SUBUN
-1.58118305 1842 NM_001393 Hs.117060 Extracellular matrix protein 2, fe ||ECM2||OTTHUMP00000
-1.31658504 1915 NM_001402 Hs.549262 Eukaryotic translation elongation####################
-0.65052798 1938 NM_001961 Hs.515070 Eukaryotic translation elongation||EEF2||EEF-2||POLYPEP
-0.68702426 1962 NM_001966 Hs.429879 Enoyl-Coenzyme A, hydratase/3||EHHADH||4.2.1.17||LBP|
-0.32206149 1967 NM_001414 Hs.78592 Eukaryotic translation initiation f ####################
-0.63227984 8661 NM_003750 Hs.523299 Eukaryotic translation initiation f ||EIF3S10||EIF3-THETA||C
-1.23446842 1996 NM_021952 Hs.213050 ELAV (embryonic lethal, abnorm####################
-0.76914088 2010 NM_000117 Hs.522823 Emerin (Emery-Dreifuss muscul||EDMD||EMD||OTTHUMP
-1.34395725 2017 NM_005231 Hs.206500 Cortactin ||CTTN||1110020L01Rik||C
-1.54468677 2026 NM_001975 Hs.511915 Enolase 2 (gamma, neuronal) ||4.2.1.11||ENO2||NSE||EN
-1.179724 2027 NM_001976 Hs.224171 Enolase 3 (beta, muscle) ####################

-1.05198703 5167 NM_006208 Hs.527295 Ectonucleotide pyrophosphatase####################
-1.48081829 260429 NM_152891 Hs.280658 Protease, serine, 33 ||PRSS33||Protease, serin
-0.88775378 2058 NM_004446 Hs.497788 Glutamyl-prolyl-tRNA synthetase####################
-0.4680466 2059 NM_004447 Hs.26139 Epidermal growth factor recepto||EPS8||Epidermal growth
-1.20709621 2071 NM_000122 Hs.469872 Excision repair cross-compleme####################
-1.37132946 2072 NM_005236 Hs.460019 Excision repair cross-compleme||RAD1||ERCC4||XPF||xer
-0.53191508 2079 NM_004450 Hs.509791 Enhancer of rudimentary homolo||ERH||FLJ27340||DROER
-0.86950565 10595 XM_370947
-1.10673145 30001 NM_014584 Hs.525339 ERO1-like (S. cerevisiae) ||ERO1L||ERO1-like (S. ce
-1.48081829 55081 NM_018010 Hs.412196 Estrogen-related receptor beta l ||ESRRBL1||HIPPI||HIP1 P
-0.77826495 2115 NM_004956 Hs.22634 Hypothetical protein LOC221810||||ETV1||Hypothetical prot
-0.53191508 2119 NM_004454 Hs.43697 Ets variant gene 5 (ets-related m||ERM||ETV5||Ets variant g
-0.74176868 2121 NM_014556 Hs.552571 Ellis van Creveld syndrome ||EVCL||EVC||MGC10510
-0.91512599 132884 NM_147127 Hs.87306 Ellis van Creveld syndrome 2 (lim||EVC2||LBN||EVC2 GENE
-0.44979846 11322 NM_007267 Hs.16165 Epidermodysplasia verruciformis||EVER1||EV1||Epidermod
-1.15235179 147138 NM_152468 Hs.15284 Epidermodysplasia verruciformis||EVER2||EV2||Epidermod
-0.51366694 2124 NM_006495 Hs.5509 Ecotropic viral integration site 2B||D17S376||EVI2B||EVDB|



-0.90600192 2139 NM_005244 Hs.472877 Eyes absent homolog 2 (Drosop||EYA2||MGC10614||EAB1
-0.9424982 2145 NM_001991 Hs.194669 Enhancer of zeste homolog 1 (D||KIAA0388||EZH1||ENHA
-1.01549075 2146 NM_004456 Hs.444082 Enhancer of zeste homolog 2 (D||ENX-1||MGC9169||ENX1
-1.26184062 50848 NM_016946 Hs.517293 F11 receptor ||JAM-A||F11R||JAM1||F11
-1.21622028 2162 NM_000129 Hs.335513 Coagulation factor XIII, A1 polyp####################
-1.179724 2165 NM_001994 Hs.435782 Coagulation factor XIII, B polype||TGase||FXIIIB||2.3.2.13||

-1.33483318 2169 NM_000134 Hs.282265 Fatty acid binding protein 2, inte ||FABP2||I-FABP||FABPI||
-0.92425006 2170 NM_004102 Hs.112669 Fatty acid binding protein 3, mus####################
-1.49906643 2167 NM_001442 Hs.391561 Fatty acid binding protein 4, adip||FABP4||A-FABP||FATTY
-1.46257015 11124 NM_007051 Hs.530402 Fas (TNFRSF6) associated fact ||||FAF1||Fas (TNFRSF6) a
-1.72716816 55179 NM_018147 Hs.173438 Fas apoptotic inhibitory molecule||FAIM||Fas apoptotic inhib
-1.34395725 2175 NM_000135 Hs.284153 Fanconi anemia, complementat ####################
-1.18884807 2176 NM_000136 Hs.494529 Fanconi anemia, complementat ||FACC||FLJ14675||FANC
-0.99724262 2177 NM_033084 Hs.208388 Fanconi anemia, complementat ####################
-0.91512599 2178 NM_021922 Hs.302003 Fanconi anemia, complementat ||FANCE||FAE||Fanconi an
-1.14322772 2188 NM_022725 Hs.523543 Fanconi anemia, complementat ||FAF||FANCF||FANCF FA
-0.59578357 9855 NM_014808 Hs.552580 FERM, RhoGEF and pleckstrin ||FARP2||FERM, RhoGEF
-0.75089274 2193 NM_004461 Hs.23111 Phenylalanine-tRNA synthetase ||PheHA||FRSA||CML33||F
-1.39870166 51341 NM_015898 Hs.465623 Zinc finger and BTB domain con||FBI1||ZBTB7||ZBTB7A||L
-1.48081829 10516 NM_006329 Hs.332708 Fibulin 5 ||FBLN5||DANCE||Fibulin 
-0.93337413 2203 NM_000507 Hs.494496 Fructose-1,6-bisphosphatase 1 ||FRUCTOSE-1,6-DIPHO
-0.72352054 2214 NM_000569 Hs.372679 Fc fragment of IgG, low affinity I ||||FCGR3B||Fc fragment o
-0.0209672 2224 NM_002004 Hs.335918 Farnesyl diphosphate synthase ####################
0.36224371 9638 NM_005103 Hs.224008 Fasciculation and elongation pro||FEZ1||FASCICULATION
0.73633055 2243 NM_000508 Hs.351593 Fibrinogen, A alpha polypeptide ||FGA||Fib2||fibrinogen, A 
0.37136778 2244 NM_005141 Hs.300774 Fibrinogen, B beta polypeptide ||FGB||FIBRINOGEN--BE
1.53924864 2257 NM_004113 Hs.185577 Fibroblast growth factor 12 ####################
0.03377721 2247 NM_002006 Hs.284244 Fibroblast growth factor 2 (basic||prostatropin||HBGH-2||FG
0.88231566 11116 NM_007045 Hs.487175 FGFR1 oncogene partner ||FOP||FGFR1OP||FGFR1
0.43523626 2266 NM_000509 Hs.546255 Fibrinogen, gamma polypeptide ||FGG||Fibrinogen, gamm
0.03377721 2271 NM_000143 Hs.498239 Fumarate hydratase ||4.2.1.2||MCUL1||HLRCC
-0.38592997 9457 NM_020482 Hs.283689 Four and a half LIM domains 5 ||FHL5||ACTIVATOR OF C
-0.39505404 59347 NM_021631 Hs.302015 Apoptosis inhibitor ||FKSG2||Apoptosis inhibit
-0.51366694 2313 NM_002017 Hs.504281 Friend leukemia virus integration||SIC-1||FLI1||EWSR2||FL
-0.53191508 55076 NM_018004 Hs.126598 Transmembrane protein 45A ||FLJ10134||TMEM45A||tr
-0.53191508 54478 NM_019013 Hs.404323 Family with sequence similarity ||FAM64A||FLJ10156||fam
-0.27644114 55200 NM_018173 Hs.163953 Hypothetical protein FLJ10665 ||FLJ10665||PLEKHG6||Hy
-0.55016322 55219 NM_018202 Hs.189782 Hypothetical protein FLJ10747 ||FLJ10747||hypothetical p
-0.4680466 54619 NM_019084 Hs.281348 Cyclin J ||CCNJ||cyclin J||
-0.66877612 55765 NM_018265 Hs.518997 Hypothetical protein FLJ10901 ||FLJ10901||hypothetical p
-0.52279101 55277 NM_018291 Hs.444301 Hypothetical protein FLJ10986 ||FLJ10986||hypothetical p
-0.76001681 55785 XM_370702
0.04290128 79685 NM_024632 Hs.483906 Sin3A associated protein p30-lik||||SAP30L||Sin3A associa
0.08852163 79792 NM_024736 Hs.118983 Gasdermin domain containing 1 ||GSDMDC1||Gasdermin d
-0.26731707 79888 NM_024830 Hs.368853 Hypothetical protein FLJ12443 ||FLJ12443||hypothetical p
-0.10308383 79648 NM_024596 Hs.490892 Microcephaly, primary autosoma||MCPH1||MICROCEPHA
0.2162586 79968 NM_024908 Hs.250154 Hypothetical protein FLJ12973 ||WDR76||FLJ12973||Hypo
0.13414198 79935 NM_024877 Hs.212640 Hypothetical protein FLJ13265 ||FLJ13265||hypothetical p
0.22538267 79875 NM_024817 Hs.387057 Hypothetical protein FLJ13710 ||FLJ13710||hypothetical p
-0.64140391 79788 NM_024733 Hs.117270 Zinc finger protein 665 ||ZNF665||FLJ14345||Zinc
-0.47717067 54848 NM_017700 Hs.272787 Hypothetical protein FLJ20184 ||FLJ20184||hypothetical p



-0.24906893 55631 NM_017768 Hs.147836 Hypothetical protein FLJ20331 ||LRRC40||FLJ20331||Hyp
-0.60490764 79832 NM_024774 Hs.369368 Hypothetical protein FLJ21924 ||FLJ21924||hypothetical p
-0.03921534 84173 NM_032213 Hs.269990 RNA binding motif and ELMO do||RBED1||RNA binding mo
-0.34030963 79637 NM_024585 Hs.413047 Armadillo repeat containing 7 ||ARMC7||Armadillo repea
-0.19432452 79651 NM_024599 Hs.464157 Rhomboid, veinlet-like 6 (Drosop||RHBDL6||rhomboid, vein
-0.59578357 80162 NM_025092 Hs.353181 Hypothetical protein FLJ22635 ||FLJ22635||hypothetical p
0.44436033 151126 NM_152520 Hs.470791 Zinc finger protein 533 ||ZNF533||Zinc finger prot
-0.32206149 159119 NM_153716 Hs.448418 Heat shock transcription factor, ||HSFY2||heat shock trans
-0.06658755 253832 NM_153251 Hs.24283 Zinc finger, DHHC domain conta||ZDHHC20||FLJ25952||zi
-0.56841136 166968 NM_152622 Hs.419195 Hypothetical protein FLJ35954 ||FLJ35954||hypothetical p
-0.55016322 158677 NM_152579 Hs.496449 Hypothetical protein FLJ38564 ||||FLJ38564||Hypothetical
-0.2308208 2318 NM_001458 Hs.58414 Filamin C, gamma (actin binding####################
0.34399557 2328 NM_006894 Hs.445350 Flavin containing monooxygena ||2.6.1.16||dJ127D3.1||FM
-0.06658755 2334 NM_002025 Hs.496911 Fragile X mental retardation 2 ####################
-0.258193 10023 NM_005479 Hs.126057 Frequently rearranged in advanc||FRAT1||frequently rearra

-0.18520045 6624 NM_003088 Hs.118400 Fascin homolog 1, actin-bundlin ||p55||SNL||FSCN1||ACTIN
0.15239011 10272 NM_005860 Hs.529038 Follistatin-like 3 (secreted glycop||FLRG||FSTL3||FOLLISTA
-0.75089274 2512 NM_000146 Hs.433670 Ferritin, light polypeptide ||FTL||MGC71996||L apofe
0.12501791 2519 NM_032020 Hs.17680 Fucosidase, alpha-L- 2, plasma ||3.2.1.51||MGC1314||RP1
-1.07023517 2521 NM_004960 Hs.513522 Fusion (involved in t(12;16) in m####################
-0.50454287 2525 NM_000149 Hs.169238 Fucosyltransferase 3 (galactosid||alpha-(1,3/1,4)-fucosyltra
-0.08483569 2537 NM_002038 Hs.523847 Interferon, alpha-inducible prote ####################
-0.34030963 25758 XM_039515 Hs.502266 G2 protein ||G2||G2 protein||
-0.03921534 92579 NM_138387 Hs.294005 Glucose 6 phosphatase, catalyti ||G6PC3||Glucose 6 phos
-0.5866595 2548 NM_000152 Hs.1437 Glucosidase, alpha; acid (Pomp ||LYAG||ALPHA-1,4-GLUC
-0.3494337 139716 NM_080612 Hs.496982 GRB2-associated binding protei ||GAB3||GRB2-associated
-0.24906893 23710 NM_031412 Hs.524250 GABA(A) receptor-associated p ||GABARAPL1||GEC1||GA
-0.1122079 2572 NM_000818 Hs.231829 Glutamate decarboxylase 2 (pan####################
-0.61403171 4616 NM_015675 Hs.110571 Growth arrest and DNA-damage||GADD45B||MYD118, MO
-0.8238853 2619 NM_002048 Hs.65029 Growth arrest-specific 1 ||GAS1||Growth arrest-spe
-0.43155032 2620 NM_005256 Hs.135665 Growth arrest-specific 2 ||MGC32610||GAS2||Grow
-0.39505404 10634 NM_006478 Hs.322852 Growth arrest-specific 2 like 1 ||GAS2L1||GAR22||GAS2-
-0.65965205 8089 NM_006530 Hs.4029 YEATS domain containing 4 ||GAS41||YEATS4||GLIOM
-0.34030963 8522 NM_003644 Hs.462214 Growth arrest-specific 7 ||GAS7||Growth arrest-spe
0.51735288 9737 NM_014710 Hs.522730 G protein-coupled receptor asso||KIAA0443||GPRASP1||G
0.02465314 2627 NM_005257 Hs.514746 GATA binding protein 6 ||GATA6||GATA-binding p
0.24363081 352954 NM_178831 Hs.550567 Opposite strand transcription un||GATS||opposite strand tr
-0.14870417 2632 NM_000158 Hs.436062 Glucan (1,4-alpha-), branching e####################
0.29837522 2638 NM_000583 Hs.418497 Group-specific component (vitam||VDBP||6.4.-.-||GC||DBP/G
-0.31293742 2729 NM_001498 Hs.271264 Glutamate-cysteine ligase, catal ||GLCLC||GCLC||6.3.2.2||G
0.02465314 7841 NM_006302 Hs.516119 Glucosidase I ||GCS1||glucosidase I||
-0.17607638 54332 NM_018972 Hs.168950 Ganglioside-induced differentiat ||GDAP1||Ganglioside-ind
-0.97899448 2671 NM_005262 Hs.27184 Growth factor, augmenter of live####################
-1.19797214 25816 NM_014350 Hs.271955 Tumor necrosis factor, alpha-ind||TNFAIP8||Tumor necros
-0.89687785 2688 NM_000515 Hs.500468 Growth hormone 1 ####################
-0.26731707 92283 NM_153257 Hs.157203 Gonadotropin inducible transcrip||GIOT-1||ZNF461||ZINC F
-0.83300937 57165 NM_020435 Hs.100072 Gap junction protein, alpha 12, 4||CX46.6||GJA12||CX47||C
-0.27644114 2700 NM_021954 Hs.533967 Gap junction protein, alpha 3, 46||CZP2||CAE2||CAE3||GJA
-0.81476123 2702 NM_005266 Hs.447968 Gap junction protein, alpha 5, 40||MGC11185||CX40||GJA5
-0.96074634 2703 NM_005267 Hs.157433 Gap junction protein, alpha 8, 50####################
-0.19432452 11010 NM_006851 Hs.553516 GLI pathogenesis-related 1 (glio||RTVP1||GLIPR1||GLIOM



-0.0209672 2739 NM_006708 Hs.268849 Glyoxalase I ||4.4.1.5||GLYI||GLO1||glyo
0.64508985 2745 NM_002064 Hs.28988 Glutaredoxin (thioltransferase) ||GLRX||GRX1||Glutaredo
-0.36768183 29998 NM_015711 Hs.97244 Glioma tumor suppressor candid||GLTSCR1||Glioma tumo
0.07939756 29997 NM_015710 Hs.421907 Glioma tumor suppressor candid||PICT1||GLTSCR2||Gliom
0.27100301 2746 NM_005271 Hs.500409 Glutamate dehydrogenase 1 ||||GLUD1||Glutamate deh
0.30749929 2765 NM_002066 Hs.86161 GPI anchored molecule like prot||GML||LY6DL||Glycosylph
-0.77826495 51053 NM_015895 Hs.234896 Geminin, DNA replication inhibit ||GMNN||geminin, DNA re
-0.75089274 8833 NM_003875 Hs.546324 Guanine monphosphate synthet ||GMPS||GUANINE MONO
0.32574743 10399 NM_006098 Hs.5662 Guanine nucleotide binding prot ||GNB2L1||RACK1||GUAN
0.49910475 10578 NM_006433 Hs.105806 Granulysin ||GNLY||Granulysin||D2S6
-0.27644114 27232 NM_018960 Hs.144914 Glycine N-methyltransferase ||GNMT||glycine N-methyl
-0.45892253 9950 NM_005113 Hs.104320 Golgi autoantigen, golgin subfam||GOLGA5||GOLGIN 84||R
0.00640501 2804 NM_004487 Hs.213389 Golgi autoantigen, golgin subfam||GIANTIN||GOLGB1||GO
0.35311964 8733 NM_003801 Hs.4742 GPAA1P anchor attachment pro||GPAA1||GAA1||GLYCOS
0.02465314 2719 NM_004484 Hs.435036 Glypican 3 ||SGBS1||SDYS||OTTHUM
-0.15782824 57720 NM_020960 Hs.512461 G protein-coupled receptor 107 ||GPR107||G protein-coup
0.80019903 2873 NM_004127 Hs.268530 G protein pathway suppressor 1 ||GPS1||MGC71287||CSN
-0.05746348 2876 NM_000581 Hs.76686 Glutathione peroxidase 1 ||MGC14399||MGC88245
0.39873998 2897 NM_000830 Hs.473554 Glutamate receptor, ionotropic, ####################
0.64508985 2905 NM_000835 Hs.436980 Glutamate receptor, ionotropic, ####################
-0.42242625 56850 NM_020137 Hs.109929 GRIP1 associated protein 1 ||KIAA1167||GRASP1||GR
-0.23994487 2935 NM_002094 Hs.528780 G1 to S phase transition 1 ||GSPT1||eRF3a||ETF3A||
0.13414198 2950 NM_000852 Hs.523836 Glutathione S-transferase pi ####################
-0.10308383 2952 NM_000853 Hs.268573 Glutathione S-transferase theta ||GSTT1||2.5.1.18||GLUTA
0.28925115 2953 NM_000854 Hs.1581 Glutathione S-transferase theta ||GSTT2||2.5.1.18||GLUTA
-0.26731707 2968 NM_001517 Hs.485070 General transcription factor IIH, ||TFB2||GTF2H4||TRANSC
0.23450674 2976 NM_001521 Hs.75782 General transcription factor IIIC,####################
0.03377721 9328 NM_012087 Hs.495417 General transcription factor IIIC,||TFIIIC63||GTF3C5||TRA
1.0191767 51512 NM_016426 Hs.386189 G-2 and S-phase expressed 1 ||GTSE1||G-2 and S-phas
0.44436033 2978 NM_000409 Hs.92858 Guanylate cyclase activator 1A (||GCAP1||GUCA1A||GUAN
1.09216925 9626 NM_005459 Hs.233363 Guanylate cyclase activator 1C ||GCAP3||GUCA1C||guany
0.50822882 2993 NM_002099 Hs.434973 Glycophorin A (includes MN bloo||||GYPA||Glycophorin A (in
0.35311964 2995 NM_002101 Hs.59138 Glycophorin C (Gerbich blood g ||GYPD||GPD||GYPC||GPC
0.26187895 283120 AK056774 Hs.551588 H19, imprinted maternally expre||ASM1||H19||D11S813E||
0.23450674 55506 NM_018649 Hs.499953 H2A histone family, member Y2 ||H2AFY2||H2A histone fa
-0.26731707 23526 NM_012292 Hs.465521 Minor histocompatibility antigen ||KIAA0223||HLA-HA1||HA
-0.16695231 3032 NM_000183 Hs.515848 Hydroxyacyl-Coenzyme A dehyd####################
0.28925115 84264 NM_032304 Hs.124015 Hydroxyacylglutathione hydrolas||HAGHL||Hydroxyacylglut
0.41698812 10238 NM_005828 Hs.410596 WD-repeat protein ||HAN11||WDR68||WD-rep
0.4534844 9464 NM_021973 Hs.388245 Heart and neural crest derivative||DHAND2||HAND2||HLH T
0.40786405 9001 NM_003949 Hs.158300 Huntingtin-associated protein 1 ||HAP1||HAP2||Huntingtin-
0.23450674 55664 NM_017913 Hs.493361 Cell division cycle 37 homolog (S||CDC37L1||cell division cy
-0.01184313 8520 NM_003642 Hs.470611 Histone acetyltransferase 1 ||HAT1||Histone acetyltran
0.34399557 84913 NM_032827 Hs.135569 Atonal homolog 8 (Drosophila) ||ATOH8||atonal homolog 
-0.09395976 3045 NM_000519 Hs.36977 Hemoglobin, delta ||HBD||HEMOGLOBIN--D
0.61771765 3046 NM_005330 Hs.117848 Hemoglobin, epsilon 1 ||HBE1||HEMOGLOBIN--E
0.51735288 3048 NM_000184 Hs.302145 Hemoglobin, gamma G ||HBG2||methemoglobin||h
-1.57205898 3049 NM_005331 Hs.247921 Hemoglobin, theta 1 ||HBQ1||HEMOGLOBIN--T
0.04290128 3050 NM_005332 Hs.449632 Hemoglobin, zeta ||||HBZ||Hemoglobin, zeta|
0.51735288 65991 NM_023934 Hs.356050 FUN14 domain containing 2 ||FUNDC2||FUN14 domai
-0.00271906 25875 NM_015416 Hs.370457 LETM1 domain containing 1 ||LETMD1||LETM1 domain



0.41698812 29115 NM_013260 Hs.546381 Transcriptional regulator protein ||HCNGP||Transcriptional 
-0.15782824 10870 NM_014266 Hs.117339 Hematopoietic cell signal transd ||DAP10||HCST||DNAX-AC
1.69435782 10403 NM_006101 Hs.414407 Kinetochore associated 2 ||KNTC2||HEC1||Kinetoch
-0.2308208 9709 NM_014685 Hs.146393 Homocysteine-inducible, endopl ####################
0.08852163 55502 NM_018645 Hs.42949 Hairy and enhancer of split 6 (D ||HES6||hairy and enhance
1.81297072 3075 NM_000186 Hs.363396 Complement factor H ####################
0.98268042 9910 NM_014857 Hs.495391 RAB GTPase activating protein ||KIAA0471||RABGAP1L||
0.77282682 10086 NM_005712 Hs.285026 HERV-H LTR-associating 1 ||HHLA1||HERV-H LTR-as
0.30749929 26275 NM_014362 Hs.236642 3-hydroxyisobutyryl-Coenzyme A||HIBCH||3-hydroxyisobuty
0.25275488 29923 NM_013332 Hs.521171 Hypoxia-inducible protein 2 ||HIG2||Hypoxia-inducible 
0.14326604 3094 NM_005340 Hs.483305 Histidine triad nucleotide binding||PRKCNH1||HINT1||PKC
-0.77826495 3092 NM_005338 Hs.329266 Huntingtin interacting protein 1 ||HIP1||HUNTINGTIN-INT
0.88231566 8479 NM_003609 Hs.446619 HIRA interacting protein 3 ||HIRIP3||HIRA-INTERAC
-0.3768059 8351 NM_003530 Hs.532144 Histone 1, H3d ||HIST1H3D||H3/B||H3FB|
0.05202535 8366 NM_003544 Hs.143080 Histone 1, H4b ||H4/I||H4FI||HIST1H4B||h
0.61771765 8364 NM_003542 Hs.46423 Histone 1, H4c ||H4/G||HIST1H4C||H4FG
0.00640501 8362 NM_003541 Hs.528055 Histone 1, H4k ||H4/D||H4FD||HIST1H4K|
-0.5866595 3096 NM_002114 Hs.549037 Human immunodeficiency virus ####################
0.28925115 27126 NM_172363
0.40786405 51275 NM_016534 Hs.333120 Apoptosis-related protein PNAS ||FLJ39616||apoptosis-rela
0.3348715 23401 NM_012083 Hs.140720 Frequently rearranged in advanc||FRAT2||frequently rearra
0.97355635 2180 NM_001995 Hs.406678 Acyl-CoA synthetase long-chain ####################
-0.52279101 7325 NM_152653 Hs.475688 Ubiquitin-conjugating enzyme E ||UBE2E2||ubiquitin-conju
1.67610968 7553 NM_003416 Hs.493218 Zinc finger protein 7 (KOX 4, clo||ZNF7||KOX4||zinc finger 
0.56297323 192137 BC069763 Hs.470412 RNA binding motif, single strand||||RBMS1||RNA binding m
-0.17607638 7532 NM_012479 Hs.520974 Tyrosine 3-monooxygenase/tryp||14-3-3-GAMMA||YWHAG
0.03377721 7529 NM_003404 Hs.279920 Tyrosine 3-monooxygenase/tryp||YWHAB||14-3-3-BETA||B
0.30749929 55249 NM_018253 Hs.516746 101 associated protein 1 ||YAP||101AP1||HCCA2||1
0.60859358 3148 NM_002129 Hs.434953 High-mobility group box 2 ||HMGB2||NONHISTONE 
0.70895834 3149 NM_005342 Hs.19114 High-mobility group box 3 ||HMG2A||HMGB3||High-m
-0.45892253 3150 NM_004965 Hs.356285 High-mobility group nucleosome||HMGN1||NONHISTONE
0.8093231 10473 NM_006353 Hs.236774 High mobility group nucleosoma||HMGN4||High mobility gr
0.04290128 3166 NM_018942 Hs.104134 Homeo box (H6 family) 1 ||HMX1||HOMEOBOX GE
-0.45892253 3172 NM_000457 Hs.116462 Hepatocyte nuclear factor 4, alp ||||HNF4A||Hepatocyte nuc
-0.9424982 3178 NM_031157 Hs.546261 Heterogeneous nuclear ribonucl ||||HNRPA1||Heterogeneou
-0.38592997 3190 NM_002140 Hs.522257 Heterogeneous nuclear ribonucl ||HNRNPK||HNRPK||heter
-1.21622028 3232 NM_006898 Hs.93574 Homeo box D3 ||HOX4A||HOXD3||HOME
-0.47717067 3240 NM_005143 Hs.513711 Haptoglobin ||HP||Bp||Haptoglobin||HA
-0.77826495 3242 NM_002150 Hs.2899 4-hydroxyphenylpyruvate dioxyg||HPD||4-hydroxyphenylpy
-0.41330218 3251 NM_000194 Hs.412707 Hypoxanthine phosphoribosyltra||HPRT1||HGPRT||HPRT1
-1.18884807 3257 NM_000195 Hs.404568 Hermansky-Pudlak syndrome 1 ||HPS1||HPS1 GENE||Her
-0.44067439 84343 NM_032383 Hs.477898 Hermansky-Pudlak syndrome 3 ||HPS3||HPS3 GENE||Her
-0.42242625 79803 NM_024747 Hs.125133 Hermansky-Pudlak syndrome 6 ||HPS6||HPS6 GENE||Her
-1.09760738 57110 NM_020386 Hs.36761 HRAS-like suppressor ||||HRASLS||HRAS-like su
-0.3768059 3267 NM_004504 Hs.443507 HIV-1 Rev binding protein ||HRB||RAB||RIP||REV-INT
-1.24359249 3270 NM_002152 Hs.436885 Histidine rich calcium binding pr ||HRC||HISTIDINE-RICH C
-1.93702175 8739 NM_003806 Hs.87247 Harakiri, BCL2 interacting protei ||HRK||DP5||BCL2-INTER
-1.2983369 55802 NM_018403 Hs.476353 Decapping enzyme ||SMIF||DCP1A||Decappin
-0.9424982 55566 NM_017532
-1.64505153 3283 NM_000862 Hs.364941 Hydroxy-delta-5-steroid dehydro||HSD3B1||3-@BETA-HSD
-0.03921534 3284 NM_000198 Hs.825 Hydroxy-delta-5-steroid dehydro####################



-0.1122079 11077 NM_007031 Hs.406157 Heat shock transcription factor 2||HSF2BP||HEAT-SHOCK
-0.72352054 3303 NM_005345 Hs.520028 Heat shock 70kDa protein 1A ||HSPA1A||HSP70-1||HEA
-0.56841136 3315 NM_001540 Hs.520973 Heat shock 27kDa protein 1 ||HSP27||HSPB1||HEAT-S
-1.07023517 8988 NM_006308 Hs.41707 Heat shock 27kDa protein 3 ||HSPL27||HSPB3||HEAT-
-0.97899448 23640 NM_012267 Hs.53066 Hsp70-interacting protein ||HSPBP1||Hsp70-interact
-0.18520045 25852 NM_014154 Hs.266826 Armadillo repeat containing 8 ||ARMC8||Armadillo repea
-0.83300937 29090 NM_014177 Hs.532835 Chromosome 18 open reading f ||C18orf55||Chromosome 
-0.27644114 3336 NM_002157 Hs.1197 Heat shock 10kDa protein 1 (ch ||HSPE1||HSP10||cpn10 H
-0.4954188 54727 X53943
2.67063323 3344 NM_002158 Hs.468478 Human T-cell leukemia virus en ||HTLF||human T-cell leuk
-0.44979846 3347 NM_000200 Hs.177888 Histatin 3 ||HTN3||HTN5||PB||HTN2|
1.77647445 84513 NM_032483 Hs.437179 HTPAP protein ||HTPAP||HTPAP protein|
-0.92425006 3364 NM_004507 Hs.152983 HUS1 checkpoint homolog (S. p||HUS1||HUS1 checkpoint
-0.41330218 135458 NM_148959 Hs.483478 HUS1 checkpoint homolog b (S ||HUS1B||HUS1 checkpoi
-0.33118556 29072 NM_014159 Hs.517941 Huntingtin interacting protein B ||HYPB||huntingtin interac
-0.77826495 25766 NM_012272 Hs.33104 Huntingtin interacting protein C ||HYPC||Huntingtin interac
-0.76914088 11153 NM_007076 Hs.549110 Huntingtin interacting protein E ||HYPE||Huntingtin interac
-0.89687785 25998 XM_371835
-0.3494337 29851 NM_012092 Hs.56247 Inducible T-cell co-stimulator ||AILIM||ICOS||INDUCIBLE
-0.13045603 3397 NM_002165 Hs.504609 Inhibitor of DNA binding 1, domi ||ID1||INHIBITOR OF DIFF
-0.76914088 3398 NM_002166 Hs.180919 Inhibitor of DNA binding 2, domi ||ID2||INHIBITOR OF DIFF
1.12866553 3416 NM_004969 Hs.500546 Insulin-degrading enzyme ||IDE||INSULYSIN||Insulin
-0.258193 3422 NM_004508 Hs.283652 Isopentenyl-diphosphate delta is||IDI1||ISOPENTENYL-DIP

-1.30746097 25836 NM_015384 Hs.481927 Nipped-B homolog (Drosophila) ||NIPPED-B-LIKE||DELAN
-0.95162227 8870 NM_003897 Hs.76095 Immediate early response 3 ||DIF2||IER3||IEX1||PRG1
-1.64505153 3429 NM_005532 Hs.532634 Interferon, alpha-inducible prote ||IFI27||INTERFERON-AL
-0.33118556 10561 NM_006417 Hs.82316 Interferon-induced protein 44 ||IFI44||Interferon-induced
-0.41330218 3434 NM_001548 Hs.20315 Interferon-induced protein with t ||IFIT1||IFI56||RNM561||G
-0.19432452 3433 NM_001547 Hs.437609 Interferon-induced protein with t ||IFIT2||IFI54||G10P2||INT
-1.02461482 3437 NM_001549 Hs.549041 Interferon-induced protein with t ||RIGG||IFI60||IFIT3||IFIT4
-0.55016322 24138 NM_012420 Hs.252839 Interferon-induced protein with t ||IFIT5||Interferon-induced
-0.1395801 10581 NM_006435 Hs.174195 Interferon induced transmembra||IFITM2||INTERFERON-I
-0.22169673 10410 NM_021034 Hs.374650 Interferon induced transmembra||IFITM3||INTERFERON-I
-2.28373638 3439 NM_024013 Hs.37026 Interferon, alpha 1 ||IFN-ALPHA||ALPHA-INT
-0.44979846 3460 NM_005534 Hs.517240 Interferon gamma receptor 2 (in ||IFNGR2||IFNGT1||IFGR2
-0.3494337 3475 NM_001550 Hs.7879 Interferon-related developmenta||PC4||TIS7||IFRD1||TPA-
-0.81476123 64108 NM_022147 Hs.43388 28kD interferon responsive prote||IFRG28||RTP4||RECEPT
-0.85125751 51214 NM_016412 Hs.272259 Insulin-like growth factor 2 antis ||IGF2AS||Insulin-like grow
-0.1395801 3482 NM_000876 Hs.487062 Insulin-like growth factor 2 recep||MPRI||IGF2R||CIMPR||M
-0.55016322 3502 AK090464 Hs.525646 Immunoglobulin heavy constant ||||IGHG3||Immunoglobulin
-0.35855777 3503 BC025985 Hs.534324 Immunoglobulin heavy constant ||IGHG4||IMMUNOGLOBU
-0.69614833 3507 BC020240 Hs.549045 Immunoglobulin heavy constant ||IGHM||IMMUNOGLOBU
-0.22169673 3514 AF113887 Hs.549046 Immunoglobulin kappa constant ||||IGKC||Immunoglobulin k
-0.74176868 28831 BC007782 Hs.549047 Immunoglobulin lambda constan||IGLC1||IMMUNOGLOBU
0.77282682 3543 NM_020070 Hs.348935 Immunoglobulin lambda-like pol ||IGLL1||IGO||IMMUNOGL
-0.56841136 57818 NM_021176 Hs.283963 Glucose-6-phosphatase, catalyt ||G6PC2||IGRP||ISLET-SP
-0.30381335 3592 NM_000882 Hs.673 Interleukin 12A (natural killer ce ||NKSF1||CLMF||IL12A||IL
0.56297323 3596 NM_002188 Hs.845 Interleukin 13 ||IL13||Interleukin 13||
-0.78738902 55522 AJ277481 Hs.5158 Integrin-linked kinase ||||ILK||Integrin-linked kina

0.927936 79166 NM_024317 Hs.202680 Leukocyte immunoglobulin-like r||ILT10||LILRP2||leukocyte
-0.53191508 79168 NM_024318 Hs.515601 Leukocyte immunoglobulin-like r||||LILRB3||Leukocyte imm



-0.1395801 10643 NM_006547 Hs.432616 IGF-II mRNA-binding protein 3 ||VICKZ3||IMP3||IMP-3||KO
0.42611219 3614 NM_000883 Hs.534808 IMP (inosine monophosphate) d||IMPDH1||IMPD1||IMPDH
-0.1122079 3617 NM_001563 Hs.129882 Interphotoreceptor matrix proteo||IPM150||IMPG1||Interpho
-0.19432452 50939 NM_016247 Hs.272380 Interphotoreceptor matrix proteo||IPM200||SPACRCAN||IM
-0.15782824 27160 NM_058171
0.27100301 3631 NM_001566 Hs.469386 Inositol polyphosphate-4-phosph||INPP4A||INOSITOL POL
-0.55016322 22876 NM_014937 Hs.369755 Inositol polyphosphate-5-phosph||SAC2||KIAA0966||INPP5
-0.10308383 3637 S73205
-0.38592997 3638 NM_005542 Hs.520819 Insulin induced gene 1 ||INSIG1||INSULIN-INDUC
-0.85125751 51141 NM_016133 Hs.7089 Insulin induced gene 2 ||INSIG2||INSULIN-INDUC
-0.78738902 83417 NM_031282 Hs.120260 Fc receptor-like 4 ||IRTA1||FCRL4||Fc recep
-0.93337413 83416 NM_031281 Hs.415950 Fc receptor-like 5 ||IRTA2||BXMAS1||FCRL5
-0.74176868 10265 NM_005853 Hs.435730 Iroquois homeobox protein 5 ||IRX5||Iroquois homeobox
-0.98811855 3670 NM_002202 Hs.505 ISL1 transcription factor, LIM/ho||ISL1||ISLET 1 GENE||ISL
-0.90600192 22801 NM_012211 Hs.436416 Integrin, alpha 11 ||ITGA11||INTEGRIN, ALP
-0.29468928 3681 XM_496142
0.18888639 3695 NM_000889 Hs.1741 Integrin, beta 7 ||ITGB7||INTEGRIN, BETA
-0.68702426 3696 NM_002214 Hs.285724 Integrin, beta 8 ||ITGB8||INTEGRIN, BETA
-1.16147586 9358 NM_004791 Hs.508597 Integrin, beta-like 1 (with EGF-li ||TIED||ITGBL1||TEN BET
-0.8238853 9445 NM_021999 Hs.446450 Integral membrane protein 2B ||ITM2B||BRI GENE||integ
-0.8238853 160897 NM_180989 Hs.159422 Intimal thickness-related recepto||ITR||Intimal thickness-re
-0.41330218 50618 NM_006277 Hs.432562 Intersectin 2 ||KIAA1256||SH3D1B||SW
-0.52279101 57338 NM_020655 Hs.123450 Kelch domain containing 4 ||||JPH3||Kelch domain co
-0.01184313 8690 NM_003772 Hs.105940 Jerky homolog-like (mouse) ||JRKL||HHMJG||JERKY, 
-0.24906893 3728 NM_002230 Hs.514174 Junction plakoglobin ||PKGB||DP3||JUP||DESM
0.38049185 3732 NM_002231 Hs.527778 CD82 antigen ||SAR2||KAI1||ST6||KANG
-0.4954188 7881 NM_003471 Hs.157818 Potassium voltage-gated chann ||KV-BETA-1||KCNAB1||K
-0.12133196 23630 NM_012282 Hs.522753 KCNE1-like ||KCNE1L||KCNE5||KCNE
0.05202535 56479 NM_019842 Hs.147441 Potassium voltage-gated chann ||KCNQ5||potassium volta
-0.65965205 3792 NM_000420 Hs.368588 Kell blood group ||Ko||KEL||BLOOD GROU
-0.29468928 11081 NM_007035 Hs.125750 Keratocan ||KERA||Keratocan||
-0.16695231 9684 NM_014665 Hs.459391 Leucine rich repeat containing 1 ||LRRC14||Leucine rich re
0.60859358 23027 XM_084530
0.58122137 23008 NM_014997 Hs.520710 KIAA0265 protein ||KIAA0265||KIAA0265 pro
0.22538267 9896 NM_014845 Hs.529959 KIAA0274 ||KIAA0274||SAC3||SAC D
0.32574743 9719 NM_014694 Hs.522543 ADAMTS-like 2 ||ADAMTSL2||ADAMTS-li
-0.62315577 23023 NM_015008 Hs.477547 Transmembrane and coiled-coil ||TMCC1||Transmembran
-0.54103915 23249 XM_371877 Hs.120855 KIAA0960 protein ||||KIAA0960||KIAA0960 pr
0.16151418 23254 XM_048825 Hs.368823 Kazrin ||Kazrin||KIAA1026||
0.07027349 22887 NM_014947 Hs.26023 Forkhead box J3 ||FOXJ3||forkhead box J3
0.12501791 57222 NM_020462 Hs.509163 Endoplasmic reticulum-golgi inte||KIAA1181||endoplasmic 
-0.03009127 57188 NM_207517 Hs.459162 ADAMTS-like 3 ||KIAA1233||ADAMTSL3||
0.82757124 54625 XM_291055
0.62684172 27143 XM_166125
1.06479704 57707 NM_020947 Hs.288274 KIAA1609 protein ||KIAA1609||KIAA1609 pro
0.26187895 57718 NM_020958 Hs.259599 KIAA1622 ||KIAA1622||
-0.33118556 80726 XM_371146
-1.03373889 84629 XM_376567 Hs.520638 KIAA1856 protein ||KIAA1856||KIAA1856 pro
0.03377721 115653 NM_153443 Hs.278457 Killer cell immunoglobulin-like re||||KIR3DL1||Killer cell imm
0.3348715 3814 NM_002256 Hs.95008 KiSS-1 metastasis-suppressor ||KISS1||KiSS-1 metastas
0.34399557 11279 NM_007250 Hs.141120 Kruppel-like factor 8 ||KLF8||BKLF3||ZNF741||K



0.32574743 79682 NM_024629 Hs.481307 MLF1 interacting protein ||MLF1IP||MLF1 interactin
0.30749929 10219 NM_005810 Hs.146322 Killer cell lectin-like receptor sub||KLRG1||MAFAL||MAFA-L
-0.22169673 3841 NM_002269 Hs.182971 Karyopherin alpha 5 (importin al ||KPNA5||KARYOPHERIN
-0.01184313 3843 NM_002271 Hs.513057 RAN binding protein 5 ||KPNB3||RANBP5||KARY
-0.24906893 83999 NM_032045 Hs.229335 Kringle containing transmembra ||KREMEN1||Kringle conta
0.15239011 79412 NM_024507 Hs.534484 Kringle containing transmembra ||KREMEN2||Kringle conta
-0.62315577 3848 NM_006121 Hs.80828 Keratin 1 (epidermolytic hyperke||KRT1||CYTOKERATIN||K
-0.55016322 3868 NM_005557 Hs.432448 Keratin 16 (focal non-epidermoly||KRT16||K16||Keratin 16 (
-0.83300937 3872 NM_000422 Hs.2785 Keratin 17 ||KRT17||K17||CYTOKERA
-0.40417811 3875 NM_000224 Hs.406013 Keratin 18 ||CYK18||KRT18||CYTOKE
-0.2308208 3857 NM_000226 Hs.2783 Keratin 9 (epidermolytic palmop ||KRT9||K9||Keratin 9 (epid
0.03377721 3887 NM_002281 Hs.185568 Keratin, hair, basic, 1 ||KRTHB1||Keratin, hair, b
-0.0209672 3892 NM_002284 Hs.278658 Keratin, hair, basic, 6 (monilethr ||KRTHB6||KERATIN, HA
-0.4680466 3895 NM_004986
0.11589384 3903 NM_002287 Hs.467288 Leukocyte-associated Ig-like rec||LAIR1||LEUKOCYTE-AS
-0.19432452 3904 NM_002288 Hs.43803 Leukocyte-associated Ig-like rec||LAIR2||LEUKOCYTE-AS
-0.59578357 3908 NM_000426 Hs.200841 Laminin, alpha 2 (merosin, cong||LAMM||LAMA2||LAMININ
-1.04286296 3910 NM_002290 Hs.213861 Laminin, alpha 4 ||LAMA4||LAMA3, FORME
-1.04286296 3920 NM_002294 Hs.496684 Lysosomal-associated membran||LAMP2||LAMPB||LGP110
-1.12497958 57189 XM_376683
-0.64140391 3939 NM_005566 Hs.2795 Lactate dehydrogenase A ||LDHA||lactate dehydroge
-0.44067439 3945 NM_002300 Hs.446149 Lactate dehydrogenase B ||LDHB||lactate dehydroge
-0.22169673 3948 NM_002301 Hs.99881 Lactate dehydrogenase C ||LDHC||LDHX||LACTATE
-0.44067439 23641 NM_012317 Hs.45231 Leucine zipper, down-regulated ||LDOC1||Leucine zipper, 
-0.73264461 79165 NM_024316 Hs.549193 Leukocyte receptor cluster (LRC||LENG1||leukocyte recept
0.28925115 79143 NM_024298 Hs.467279 Leukocyte receptor cluster (LRC||BB1||LENG4||LEUKOCY
0.4534844 114823 NM_052925 Hs.502378 Leukocyte receptor cluster (LRC||LENG8||leukocyte recept

-0.77826495 23484 NM_015344 Hs.146585 Leptin receptor overlapping tran ||LEPROTL1||Leptin recep
0.36224371 3955 XM_496845
-0.34030963 3958 NM_002306 Hs.531081 Lectin, galactoside-binding, solu||||LGALS3||Lectin, galacto
-0.66877612 3963 NM_002307 Hs.99923 Lectin, galactoside-binding, solu||GAL7||LGALS7||Lectin, g
0.08852163 9211 NM_005097 Hs.533670 Leucine-rich, glioma inactivated ||LGI1||Leucine-rich, gliom
1.32027098 10184 NM_005779 Hs.79299 Lipoma HMGIC fusion partner-li ||LHFPL2||lipoma HMGIC 
-0.52279101 3975 NM_005568 Hs.443727 LIM homeobox 1 ||LIM1||LHX1||LIM homeob
0.54472509 3977 NM_002310 Hs.133421 Leukemia inhibitory factor recep||LIFR||Leukemia inhibitor
-0.34030963 3980 NM_002311 Hs.100299 Ligase III, DNA, ATP-dependent||LIG3||DNA LIGASE III||lig
-0.78738902 3982 NM_030657 Hs.162754 Lens intrinsic membrane protein||LIM2||MP19 CATARACT
-0.26731707 3987 NM_004987 Hs.469593 LIM and senescent cell antigen- ||LIMS1||PINCH1||PARTIC
-0.42242625 3991 NM_005357 Hs.95351 Lipase, hormone-sensitive ||LIPE||HSL||Lipase, horm
1.78559851 51599 NM_015925 Hs.466507 Liver-specific bHLH-Zip transcrip||LISCH7||liver-specific bH
-0.50454287 4001 NM_005573 Hs.89497 Lamin B1 ||LMNB1||lamin B1||
-0.8238853 4004 NM_002315 Hs.1149 LIM domain only 1 (rhombotin 1 ||RHOMBOSINE||RHOM1
-1.26184062 4005 NM_005574 Hs.34560 LIM domain only 2 (rhombotin-li ||||LMO2||LIM domain only
0.34399557 8543 NM_006769 Hs.436792 LIM domain only 4 ||LMO4||LIM domain only 
-0.16695231 81607 NM_030916 Hs.492490 Poliovirus receptor-related 4 ||PVRL4||Poliovirus recept
-1.03373889 124220 NM_145252 Hs.105887 Similar to common salivary prote||LOC124220||Similar to c
-1.17059993 253039 BC052374 Hs.131417 Hypothetical protein LOC253039||LOC253039||hypothetica
-0.9424982 254571 XM_170783
-0.74176868 55971 NM_018842 Hs.489237 BAI1-associated protein 2-like 1 ||BAIAP2L1||LOC55971||B
-1.04286296 56901 NM_020142 Hs.221447 NADH:ubiquinone oxidoreductas||LOC56901||NADH:ubiqu
-1.58118305 80298 NM_025198 Hs.5009 Transcription termination factor- ||LOC80298||Transcription



-0.258193 90557 NM_138770 Hs.351461 Hypothetical protein BC016861 ||LOC90557||hypothetical 
-0.30381335 90925 NM_175870 Hs.81221 Hypothetical protein LOC90925 ||LOC90925||hypothetical 
-0.41330218 93380 NM_173470 Hs.110702 Transmembrane protein 32 ||TMEM32||Transmembra
-0.33118556 94431 NM_145237 Hs.546468 Similar to RNA polymerase I tra ||LOC94431||similar to RN
-0.4680466 4013 NM_014622 Hs.152944 Loss of heterozygosity, 11, chro ||BCSC1||LOH11CR2A||B
-0.57753543 4026 NM_005578 Hs.444362 LIM domain containing preferred||LPP||LPP/HMGIC FUSIO
-0.17607638 64748 NM_022737 Hs.6846 Lipid phosphate phosphatase-re||LPPR2||Lipid phosphate 
-0.92425006 9404 NM_004811 Hs.125474 Leupaxin ||LPXN||Leupaxin||
-0.79651309 987 NM_006726 Hs.480938 LPS-responsive vesicle traffickin||LBA||CDC4L||BGL||LRBA
-0.89687785 55367 NM_018494 Hs.552597 Leucine-rich repeats and death ||PIDD||LRDD||p53-INDUC
-0.75089274 26018 NM_015541 Hs.518055 Leucine-rich repeats and immun||LIG1||LRIG1||Leucine-ric
-0.7052724 4033 NM_006152 Hs.124922 Lymphoid-restricted membrane ||JAW1||LRMP||Lymphoid
-0.35855777 26020 NM_014045 Hs.525232 Low density lipoprotein receptor ||LRP10||Low density lipop
-0.4680466 84918 NM_032832 Hs.408355 Low density lipoprotein receptor ||LRP11||Low density lipop
-0.34030963 10234 NM_005824 Hs.552582 Leucine rich repeat containing 1 ||LRRC17||Leucine rich re
-0.36768183 4048 NM_000895 Hs.524648 Leukotriene A4 hydrolase ||LTA4H||leukotriene A4 h
1.02830076 4054 NM_021070 Hs.289019 Latent transforming growth facto||LTBP3||LTBP2, FORME
-0.57753543 4056 NM_000897 Hs.456 Leukotriene C4 synthase ||LTC4S||leukotriene C4 s
0.65421392 51747 NM_016424 Hs.130293 Cisplatin resistance-associated ||CROP||Cisplatin resistan
-0.86038158 4066 NM_005583 Hs.46446 Lymphoblastic leukemia derived||LYL1||LEUKEMIA, LYMP
-1.179724 4069 NM_000239 Hs.524579 Lysozyme (renal amyloidosis) ||LYZ||Lysozyme (renal am

-1.12497958 54585 NM_020347 Hs.30824 Leucine zipper transcription fact ||LZTFL1||Leucine zipper t
-0.30381335 8216 NM_006767 Hs.78788 Leucine-zipper-like transcription ||LZTR1||Leucine-zipper-li
-0.69614833 4081 NM_005584 Hs.532575 Mab-21-like 1 (C. elegans) ||CAGR1||MAB21L1||mab
0.11589384 10586 NM_006439 Hs.480948 Mab-21-like 2 (C. elegans) ||MAB21L2||mab-21-like 2
-0.54103915 8379 NM_003550 Hs.209128 MAD1 mitotic arrest deficient-lik ||MAD1L1||TXBP181||TAX
-0.44979846 4085 NM_002358 Hs.533185 MAD2 mitotic arrest deficient-lik ||MAD2L1||MAD2, S. CER
-0.69614833 10459 NM_006341 Hs.19400 MAD2 mitotic arrest deficient-lik ||MAD2B||MAD2L2||REV7
0.5720973 4093 NM_005905 Hs.528630 SMAD, mothers against DPP ho||SMAD9||MADH9||MADH

-1.32570911 139081 NM_138702 Hs.356870 Melanoma antigen family C, 3 ||MAGEC3||melanoma an
-0.17607638 9500 NM_006986 Hs.5258 Melanoma antigen family D, 1 ||MAGED1||DLXIN1||NRA
-0.78738902 28986 NM_014061 Hs.279819 Melanoma antigen family H, 1 ||MAGEH1||melanoma an
0.38049185 9794 NM_014757 Hs.484349 Mastermind-like 1 (Drosophila) ||MAM1||MAML1||masterm
0.06114942 4123 NM_006715 Hs.26232 Mannosidase, alpha, class 2C, m||MAN2C1||MANA||MANN
-0.2308208 4129 NM_000898 Hs.46732 Monoamine oxidase B ||MAOB||MAO, BRAIN||MA
-0.67790019 4082 NM_002356 Hs.519909 Myristoylated alanine-rich protei ||MACS||PRKCSL||MARC
0.00640501 51151 NM_016180 Hs.278962 Membrane associated transport ||MATP||Membrane assoc
-0.89687785 4149 NM_002382 Hs.285354 MYC associated factor X ||MAX||MAX PROTEIN||M
-0.55928729 85509 NM_145208 Hs.133912 Methyl-CpG binding domain pro ||MBD3L1||METHYL-CpG
-0.77826495 54799 NM_017643 Hs.369586 Mbt domain containing 1 ||MBTD1||Mbt domain con
-0.68702426 28985 NM_014060 Hs.102696 Malignant T cell amplified seque||MCTS1||malignant T cell
-0.96074634 9656 XM_376479
-0.39505404 266727 NM_153487 Hs.437993 MAM domain containing glycosy||MDGA1||MAM domain co
-0.96987041 56890 NM_017440 Hs.171265 Mdm4, transformed 3T3 cell dou||MDM1||Mdm4, transform
0.08852163 112950 NM_052877 Hs.301756 Mediator of RNA polymerase II t||MED8||mediator of RNA 
-1.07023517 4211 NM_002398 Hs.526754 Meis1, myeloid ecotropic viral in ||MEIS1||MEIS1 HOMEOB
-0.28556521 4218 NM_005370 Hs.5947 RAB8A, member RAS oncogene||RAB8A||ONCOGENE M
-0.05746348 4225 NM_005925 Hs.194777 Meprin A, beta ||MEP1B||meprin A, beta||
-0.9424982 59274 NM_022566 Hs.513071 Mesoderm development candida||MESDC1||Mesoderm de
-1.25271655 23184 XM_370880 Hs.513070 Mesoderm development candida||KIAA0081||MESDC2||ME
-0.05746348 4242 NM_002405 Hs.517603 Manic fringe homolog (Drosoph ||MFNG||manic fringe hom



-0.35855777 8972 NM_004668 Hs.122785 Maltase-glucoamylase (alpha-gl ||MGAM||Maltase-glucoam
0.07939756 84302 NM_032342 Hs.254609 Chromosome 9 open reading fra||C9orf125||Chromosome 
-1.14322772 91433 XM_370908 Hs.287295 Similar to cyclin-E binding prote ||MGC14386||similar to cy
-0.22169673 79791 NM_024735 Hs.549198 F-box protein 31 ||FBXO14||FBXO31||FBX1
-0.1395801 93436 NM_033415 Hs.77876 Armadillo repeat containing 6 ||ARMC6||Armadillo repea
-0.34030963 84787 NM_032701 Hs.391051 Suppressor of variegation 4-20 h||SUV420H2||suppressor o
-1.179724 3507 BC020240 Hs.549045 Immunoglobulin heavy constant ||IGHM||IMMUNOGLOBU

-1.17059993 55522 AJ277481 Hs.5158 Integrin-linked kinase ||||ILK||Integrin-linked kina
-0.71439647 10290 NM_005876 Hs.21639 Aortic preferentially expressed g||APEG1||Aortic preferenti
-0.76914088 115106 NM_138443 Hs.436617 Coiled-coil domain containing 5 ||HEIC||CCDC5||COILED-
-1.10673145 5915 NM_000965 Hs.436538 Retinoic acid receptor, beta ||HAP||RARB||RAR-EPSIL
-0.4954188 92806 NM_145039 Hs.551572 Hypothetical protein MGC16385||MGC16385||hypothetical
-0.54103915 196051 XM_113641 Hs.40479 Phosphatidic acid phosphatase ||PPAPDC1||Phosphatidic
-0.4680466 348035 NM_182615 Hs.454581 Hypothetical protein MGC40069||MGC40069||hypothetical
0.97355635 54537 NM_019054 Hs.500419 Family with sequence similarity ||FAM35A||family with seq
-1.05198703 196383 NM_145058 Hs.488173 Hypothetical protein MGC7036 ||MGC7036||hypothetical p
-0.15782824 121642 NM_00100165 Hs.374458 Similar to hypothetical protein 95||MGC90512||similar to hy
-0.54103915 11343 NM_007283 Hs.277035 Monoglyceride lipase ||MGLL||Monoglyceride lip
-0.73264461 4261 NM_000246 Hs.126714 MHC class II transactivator ||CIITA||MHC2TA||MHC c
-0.52279101 29919 NM_013326 Hs.529006 Chromosome 18 open reading f ||C18orf8||Chromosome 1
0.0976457 9645 NM_014632 Hs.501928 Microtubule associated monoxyg||MICAL2||KIAA0750||FLA

-0.78738902 4282 NM_002415 Hs.407995 Macrophage migration inhibitory||MIF||MMIF||Macrophage
0.38961592 145282 NM_138731 Hs.145251 Mirror-image polydactyly 1 ||MIPOL1||Mirror-image po
-1.50819049 4287 NM_004993 Hs.532632 Ataxin 3 ||ATXN3||Ataxin 3||
0.74545462 8079 NM_005439 Hs.524214 Myeloid leukemia factor 2 ||MLF2||Myeloid leukemia 
-0.27644114 4298 NM_005934 Hs.234774 Myeloid/lymphoid or mixed-linea||ENL||MLLT1||ELEVEN-N
0.07027349 65108 NM_023009 Hs.75061 MARCKS-like 1 ||MLP||MRP||MAC-MARC
-0.44979846 326625 NM_052845 Hs.12106 Methylmalonic aciduria (cobalam||MMAB||MMAB GENE||C
-0.52279101 4311 NM_000902 Hs.307734 Membrane metallo-endopeptida ||MME||NEPRILYSIN||ME
-0.09395976 4323 NM_004995 Hs.2399 Matrix metalloproteinase 14 (me||MMP14||MT1-MMP||Mat
0.54472509 22915 NM_007351 Hs.268107 Multimerin 1 ||MMRN1||ECM||Multimeri
0.59034544 4330 NM_002430 Hs.268515 Meningioma (disrupted in balanc||MN1||MENINGIOMA 1 G
0.28925115 55034 NM_017947 Hs.405028 Molybdenum cofactor sulfurase ||MOCOS||Molybdenum c
-0.23994487 22877 NM_014938 Hs.437153 Mlx interactor ||MONDOA||KIAA0867||M
3.01734787 4345 NM_005944 Hs.79015 CD200 antigen ||CD200||MOX2||CD200 a
-0.68702426 10200 NM_005792 Hs.344400 M-phase phosphoprotein 6 ||MPP6||MPHOSPH6||M-p
-0.74176868 10198 NM_022782 Hs.507175 M-phase phosphoprotein 9 ||MPP9||MPHOSPH9||M-p
1.1651618 54852 NM_017705 Hs.346354 Membrane progestin receptor ga||PAQR5||MPRG||MEMBR
-0.0209672 4357 NM_021126 Hs.248267 Mercaptopyruvate sulfurtransfer ||MPST||Mercaptopyruvate
-0.0209672 25953 NM_015488 Hs.516697 Myofibrillogenesis regulator 1 ||BRP17||KIAA1184||MR-1
-0.27644114 10335 NM_006069 Hs.501898 Murine retrovirus integration site||IRAG||MRVI1||IP3R-ASS
0.84581938 4437 NM_002439 Hs.280987 MutS homolog 3 (E. coli) ||MSH3||mutS homolog 3 
0.28925115 4478 NM_002444 Hs.87752 Moesin ||MSN||Moesin||MEMBRA
-0.03921534 4500 NR_001447
-0.04833941 27085 NM_022045 Hs.553528 Mdm2, transformed 3T3 cell dou||MTBP||MDM2-BINDING 
0.07939756 4515 NM_014221 Hs.6917 Mature T-cell proliferation 1 ||MTCP1||mature T-cell pr
0.07939756 4522 NM_005956 Hs.435974 Methylenetetrahydrofolate dehyd####################
0.17976232 4548 NM_000254 Hs.498187 5-methyltetrahydrofolate-homoc ||||MTR||5-methyltetrahydr

7.907849 4580 NM_002455 Hs.490874 Metaxin 1 ||MTXN||MTX1||Metaxin 1
-0.06658755 4584 XM_374502 Hs.489354 Mucin 3A, intestinal ||||MUC3B||Mucin 3A, intes
-0.20344859 4595 NM_012222 Hs.271353 MutY homolog (E. coli) ||MYH||MUTYH||mutY hom



0.86406752 4599 NM_002462 Hs.517307 Myxovirus (influenza virus) resis||IFI78||MX1||MxA||MYXOV
0.70895834 26292 NM_012333 Hs.370040 C-myc binding protein ||||MYCBP||C-myc binding
-0.62315577 4633 NM_000432 Hs.75535 Myosin, light polypeptide 2, regu||MYL2||MLC2||RLC OF M
0.2162586 4634 NM_000258 Hs.517939 Myosin, light polypeptide 3, alka ||MYL3||ELC OF MYOSIN
0.11589384 4636 NM_002477 Hs.410970 Myosin, light polypeptide 5, regu||MYL5||MYOSIN, LIGHT 
-0.65052798 4637 NM_021019 Hs.505705 Myosin, light polypeptide 6, alka ||MYL6||Myosin, light polyp
-0.13045603 4668 NM_000262 Hs.75372 N-acetylgalactosaminidase, alph||NAGA||GALB||N-ACETY
0.66333799 22861 NM_014922 Hs.513902 NACHT, leucine rich repeat and ||DEFCAP-S||NALP1||KIA
0.54472509 126205 NM_176811 Hs.446925 NACHT, leucine rich repeat and ||NALP8||NACHT, leucine
-0.32206149 338321 NM_176820 Hs.443029 NACHT, leucine rich repeat and ||NALP9||NACHT, leucine
0.22538267 79664 NM_024611 Hs.200943 NMDA receptor regulated 2 ||NARG2||NMDA receptor

0.927936 9 NM_000662 Hs.155956 N-acetyltransferase 1 (arylamine||AAC1||2.3.1.5||NAT1||AC
0.04290128 24142 NM_012191 Hs.129910 Hyaluronoglucosaminidase 3 ||||HYAL3||Hyaluronogluco
0.02465314 4681 NM_005380 Hs.439671 Neuroblastoma, suppression of ||N03||DAN||D1S1733E||N
-0.55928729 10787 NM_013436 Hs.516633 NCK-associated protein 1 ||NCKAP1||NAP125||NCK
-0.12133196 57727 NM_020967 Hs.25669 Nuclear receptor coactivator 5 ||NCOA5||Nuclear recepto
-0.17607638 135112 NM_181782 Hs.171426 Nuclear receptor coactivator 7 ||NCOA7||Nuclear recepto
-0.04833941 9436 NM_004828 Hs.194721 Natural cytotoxicity triggering rec||LY95||NCR2||ACTIVATIN
0.27100301 54820 NM_017668 Hs.460107 NudE nuclear distribution gene E||NDE1||nudE nuclear dist
1.47538016 81565 NM_030808 Hs.372123 NudE nuclear distribution gene E||NDEL1||EOPA||NUDEL||
0.59946951 10241 NM_005831 Hs.514920 Nuclear domain 10 protein ||NDP52||Nuclear domain 
0.40786405 10397 NM_006096 Hs.372914 N-myc downstream regulated ge||PROXY1||NDRG1||NMY
-1.54468677 57447 NM_016250 Hs.525205 NDRG family member 2 ||NDRG2||NDRG family m
-1.13410365 65009 NM_020465 Hs.322430 NDRG family member 4 ||NDRG4||NDRG family m
-0.18520045 4725 NM_004552 Hs.472185 NADH dehydrogenase (ubiquino||NDUFS5||NADH-UBIQU
0.48998068 4728 NM_002496 Hs.90443 NADH dehydrogenase (ubiquino||TYKY||NDUFS8||NADH-
-1.0611111 4747 NM_006158 Hs.521461 Neurofilament, light polypeptide ||NEFL||NFL||NF68||NEUR
-0.05746348 79661 NM_024608 Hs.512732 Nei endonuclease VIII-like 1 (E. ||NEI1||NEIL1||FPG1||nei e
0.98268042 10276 NM_005863 Hs.25155 Neuroepithelial cell transforming||NET1||Neuroepithelial ce
-0.0209672 4794 NM_004556 Hs.458276 Nuclear factor of kappa light pol ||NFKBIE||IKBE||INHIBITO
-0.12133196 4795 NM_005007 Hs.2764 Nuclear factor of kappa light pol ####################
1.70348189 4798 NM_006165 Hs.530539 Nuclear factor related to kappaB||NFRKB||NUCLEAR FAC
0.66333799 27018 NM_014380 Hs.448588 Nerve growth factor receptor (TN||NGFRAP1||NADE||NGFR
1.45713202 64149 NM_022344 Hs.462754 Protein kinase Njmu-R1 ||NJMU-R1||protein kinase
0.48998068 9235 NM_004221 Hs.943 Interleukin 32 ||IL32||NK4||Interleukin 32
-0.23994487 4818 NM_005601 Hs.10306 Natural killer cell group 7 seque ||NKG7||GIG1||GCSF-IND
-0.24906893 4820 NM_005385 Hs.529509 Natural killer-tumor recognition s||NKTR||NATURAL KILLE
-0.74176868 9241 NM_005450 Hs.248201 Noggin ||NOG||Noggin||NOGGIN, 
0.65421392 4839 NM_006170 Hs.534334 Nucleolar protein 1, 120kDa ||NOL1||NUCLEOLAR AN
0.06114942 4842 NM_000620 Hs.253420 Nitric oxide synthase 1 (neurona||NOS1||PNNOS||NITRIC 
0.56297323 4846 NM_000603 Hs.511603 Nitric oxide synthase 3 (endothe####################
0.20713453 4862 NM_002518 Hs.156832 Neuronal PAS domain protein 2 ||MOP4||NPAS2||neurona
0.38961592 10577 NM_006432 Hs.433222 Niemann-Pick disease, type C2 ||NPC2||HE1||NPC2 GENE
-0.258193 7827 NM_014625 Hs.412710 Nephrosis 2, idiopathic, steroid- ||NPHS2||Nephrosis 2, idio

0.71808241 4869 NM_002520 Hs.519452 Nucleophosmin (nucleolar phos ||NPM1||NUCLEOPHOSM
0.14326604 10641 NM_006545 Hs.437083 Tumor suppressor candidate 4 ||NPRL2||TUSC4||NPR2L
0.37136778 4884 NM_002522 Hs.514556 Neuronal pentraxin I ||NP1||NPTX1||PENTRAX
0.10676977 4835 NM_000904 Hs.533050 NAD(P)H dehydrogenase, quino||||NQO2||NAD(P)H dehyd
0.17063825 9542 NM_004883 Hs.408515 Neuregulin 2 ||NRG2||NTAK||DON1||Ne
0.75457869 83714 NM_031474 Hs.530816 Nuclear receptor interacting prot||NRIP2||Nuclear receptor
0.47173254 64710 NM_022731 Hs.213061 Nuclear ubiquitous casein kinas ||NUCKS||Nuclear ubiquito



-0.21257266 10726 NM_006600 Hs.263812 Nuclear distribution gene C hom||NUDC||nuclear distributio
1.27465063 318 NM_001161 Hs.493767 Nudix (nucleoside diphosphate l ####################
1.7308541 8650 NM_003744 Hs.509909 Numb homolog (Drosophila) ||NUMB||numb homolog (D

-0.05746348 8021 NM_005085 Hs.461860 Nucleoporin 214kDa ||NUP214||CAN||nucleopo
-0.64140391 51203 NM_016359 Hs.511093 Nucleolar and spindle associate ||NUSAP1||Nucleolar and 
1.2564025 60506 NM_022567 Hs.302019 Nyctalopin ||NYX||Nyctalopin||
0.71808241 23090 NM_015069 Hs.530930 Zinc finger protein 423 ||OAZ||ZNF423||Zinc finge
0.38961592 54741 NM_017526 Hs.23581 Leptin receptor ||||LEPR||Leptin receptor||
1.33851912 84033 NM_052843 Hs.231655 Obscurin, cytoskeletal calmodul ||OBSCURIN-MLCK||OBS
-0.03921534 4950 NM_002538 Hs.482439 Occludin ||Occludin||OCLN||
0.15239011 4952 NM_000276 Hs.126357 Oculocerebrorenal syndrome of ||OCRL||OCRL1 GENE||o
-0.36768183 55714 XM_371717 Hs.130438 Odz, odd Oz/ten-m homolog 3 ( ||ODZ3||odz, odd Oz/ten-m
1.70348189 8481 NM_003611 Hs.6483 Oral-facial-digital syndrome 1 ||OFD1||CXORF5||Oral-fa
-0.03009127 167826 NM_175747 Hs.195398 Oligodendrocyte transcription fa ||BHLHB7||OLIG3||Oligode
0.35311964 80207 NM_025136 Hs.466945 Optic atrophy 3 (autosomal rece||OPA3||OPA3 GENE||Opt
1.33851912 10133 NM_021980 Hs.332706 Optineurin ||HYPL||Optineurin||TFIIIA
0.16151418 391632 AF073924 Hs.404129 Olfactory receptor, family 7, sub ||OR7E35P||olfactory rece
0.3348715 26494 NM_00100290 Hs.448172 Olfactory receptor, family 8, sub ||||OR8G1P||Olfactory rece
0.2162586 114884 NM_017784 Hs.150122 Oxysterol binding protein-like 10||OSBPL10||ORP10||OSB
1.45713202 146183 NM_144672 Hs.408336 Otoancorin ||OTOA||Otoancorin||
0.27100301 9381 NM_004802 Hs.91608 Otoferlin ||OTOF||Otoferlin||
0.17976232 56914 NM_020157 Hs.41119 Otoraplin ||OTOR||Otoraplin||
0.6907102 124641 NM_080822 Hs.513856 Candidate tumor suppressor in o||||DPH2L1||Candidate tum
0.75457869 23533 NM_014308 Hs.278901 Phosphoinositide-3-kinase, regu||PIK3R5||Phosphoinositid
0.30749929 5026 NM_002561 Hs.408615 Purinergic receptor P2X, ligand- ||P2X5R||P2RX5||purinerg
0.74545462 9127 NM_005446 Hs.113275 Purinergic receptor P2X-like 1, o||P2RXL1||P2XM||PURINO
0.20713453 55578 NM_017569 Hs.435815 Family with sequence similarity 4||FAM48A||family with seq
0.18888639 10130 NM_005742 Hs.212102 Protein disulfide isomerase-asso||PDIA6||TXNDC7||Protein
-0.34030963 83638 NM_031450 Hs.433573 Basophilic leukemia expressed ||Bles03||basophilic leukem
-0.50454287 8106 NM_004643 Hs.117176 Poly(A) binding protein, nuclear ||PAB2||PABP2||PABPN1|
-0.0209672 5048 NM_000430 Hs.77318 Platelet-activating factor acetylh ||PAFAH1B1||LIS1||LISSE
0.96443228 10606 NM_006452 Hs.518774 Phosphoribosylaminoimidazole ||PAICS||AIRC||AIR CARB
0.82757124 24145 NM_015368 Hs.503584 Pannexin 1 ||PX1||PANX1||Pannexin 1
1.45713202 152559 NM_177453 Hs.368305 Progestin and adipoQ receptor f ||PAQR3||progestin and a

1.849467 11315 NM_007262 Hs.419640 Parkinson disease (autosomal r ||PARK7||ONCOGENE DJ
0.81844717 5076 NM_000278 Hs.155644 Paired box gene 2 ||PAX2||Paired box gene 2
0.26187895 5080 NM_000280 Hs.502235 Paired box gene 6 (aniridia, kera||PAX6||Paired box gene 6
-0.13045603 22976 NM_007349 Hs.443881 PAX interacting (with transcriptio||PTIP||PAXIP1L||PAX TR
-0.07571162 5037 NM_002567 Hs.433863 Prostatic binding protein ||PBP||RKIP||PHOSPHAT
1.21990622 5092 NM_000281 Hs.3192 6-pyruvoyl-tetrahydropterin synth||DCOH||PCBD1||PCBD||P
-0.27644114 27253 NM_014459 Hs.106511 Hypothetical protein LOC144997||||PCDH17||Hypothetical p
0.47173254 54510 NM_019035 Hs.518989 Protocadherin 18 ||KIAA1562||PCDH18||Pro
0.06114942 5101 NM_020403 Hs.407643 Protocadherin 9 ||PCDH9||Protocadherin 9
0.3348715 54825 NM_017675 Hs.4205 Protocadherin LKC ||PC-LKC||protocadherin L
1.01005263 23424 NM_014290 Hs.193842 Tudor domain containing 7 ||TDRD7||Tudor domain c
0.42611219 11333 NM_014891 Hs.278426 PDGFA associated protein 1 ||PDAP1||PAP1||PDGFA-A
-0.26731707 11235 NM_007217 Hs.478150 Programmed cell death 10 ||PDCD10||TFAR15||Prog
1.94983176 27250 NM_014456 Hs.232543 Programmed cell death 4 (neop ||PDCD4||Programmed ce

1.849467 9141 NM_004708 Hs.443831 Programmed cell death 5 ||PDCD5||TFAR19||Progra
-0.39505404 10015 NM_013374 Hs.475896 Programmed cell death 6 interac||AIP1||PDCD6IP||KIAA13
0.59946951 5145 NM_000440 Hs.151710 Phosphodiesterase 6A, cGMP-s||PDE6A||PDEA||PHOSPH



0.51735288 5158 NM_000283 Hs.59872 Phosphodiesterase 6B, cGMP-s||PDEB||PDE6B||rd, MOU
-0.258193 5146 NM_006204 Hs.93173 Phosphodiesterase 6C, cGMP-s||PDE6C||PDEA2||PHOSP

-0.72352054 10455 NM_006117 Hs.15250 Peroxisomal D3,D2-enoyl-CoA i ||DRS1||PECI||DBI-RELAT
-0.03009127 27043 NM_014389 Hs.513883 Proline-, glutamic acid-, leucine-||PELP1||Proline-, glutami
0.59034544 5184 NM_000285 Hs.36473 Peptidase D ||PEPD||peptidase D||IMID
1.1377896 64065 NM_022121 Hs.520421 PERP, TP53 apoptosis effector ||THW||PERP||PERP, TP5
0.4534844 23481 NM_014303 Hs.517543 Pescadillo homolog 1, containin ||PES1||PESCADILLO, ZE
0.00640501 5189 NM_000466 Hs.164682 Peroxisome biogenesis factor 1 ||PEX1||Peroxisome bioge
1.27465063 8800 NM_003847 Hs.31034 Peroxisomal biogenesis factor 1||PEX11-ALPHA||PEX11A
0.59946951 8799 NM_003846 Hs.504284 Peroxisomal biogenesis factor 1||PEX11B||PEX11-BETA||
1.31114691 5195 NM_004565 Hs.149983 Peroxisomal biogenesis factor 1||PEX14||PEROXIN 14||N
0.48998068 9409 NM_004813 Hs.100915 Peroxisomal biogenesis factor 1||PEX16||Peroxisomal biog
1.3750154 8504 NM_003630 Hs.7277 Peroxisomal biogenesis factor 3||||PEX3||Peroxisomal biog
0.49910475 5199 NM_002621 Hs.53155 Properdin P factor, complement ||PFC||FACTOR P||proper
0.51735288 5202 NM_012394 Hs.492516 Prefoldin 2 ||PFDN2||Prefoldin 2||
0.58122137 5216 NM_005022 Hs.494691 Profilin 1 ||PFN1||Profilin 1||
0.06114942 5224 NM_000290 Hs.413238 Phosphoglycerate mutase 2 (mu||PGAM2||Phosphoglycera
-0.30381335 267004 NM_170753 Hs.133444 Excision repair cross-compleme||||PGBD3||Excision repair
0.73633055 27306 NM_014485 Hs.128433 Prostaglandin D2 synthase, hem||PGDS||prostaglandin D2
-0.35855777 10857 NM_006667 Hs.90061 Progesterone receptor membran||PGRMC1||Progesterone 
0.07939756 54681 NM_017732 Hs.271224 Hypoxia-inducible factor prolyl 4 ||PH-4||Hypoxia-inducible 
-0.28556521 10077 NM_005705 Hs.271954 Pan-hematopoietic expression ||TSSC6||PHEMX||Pan-he
-0.65965205 7262 NM_003311 Hs.154036 Pleckstrin homology-like domain||PHLDA2||BWR1C||TSSC
-0.8238853 23612 NM_012396 Hs.268557 Pleckstrin homology-like domain||TIH1||PHLDA3||TDAG51
-0.64140391 57157 NM_020432 Hs.203965 Putative homeodomain transcrip||PHTF2||Putative homeod
-0.89687785 5264 NM_006214 Hs.498732 Phytanoyl-CoA hydroxylase (Re ||PAHX||PHYH||LNAP1, M
-0.87862971 8554 NM_016166 Hs.162458 Protein inhibitor of activated STA||GBP||DDXBP1||PIAS1||G
-0.61403171 27124 NM_014422 Hs.517549 Phosphatidylinositol (4,5) bispho||PIB5PA||PIPP||PROLINE
-0.38592997 118788 NM_152309 Hs.310456 Phosphoinositide-3-kinase adap||FLJ35564||PIK3AP1||BC
-0.31293742 5301 NM_006222
-0.50454287 54545 NM_019061 Hs.481836 Myotubularin related protein 12 ||PIP3AP||KIAA1682||3PA
-0.41330218 5306 NM_006224 Hs.429819 Phosphatidylinositol transfer pro||PITPNA||Phosphatidylino
-1.21622028 9271 NM_004764 Hs.405659 Piwi-like 1 (Drosophila) ||PIWIL1||piwi-like 1 (Dros
-1.40782573 55124 NM_018068 Hs.528649 Piwi-like 2 (Drosophila) ||PIWIL2||piwi-like 2 (Dros
-1.0611111 63876 NM_022062 Hs.278564 PBX/knotted 1 homeobox 2 ||PKNOX2||PBX/knotted 1
-1.19797214 8399 NM_003561 Hs.144442 Phospholipase A2, group X ||GXSPLA2||PLA2G10||ph
-1.60855526 8681 NM_005090 Hs.550492 Phospholipase A2, group IVB (c ||CPLA2-BETA||PLA2G4B
-1.23446842 8605 NM_003706 Hs.18858 Phospholipase A2, group IVC (c||CPLA2-GAMMA||PLA2G
-1.05198703 22925 NM_007366 Hs.410477 Phospholipase A2 receptor 1, 18||PLA2R1||PHOSPHOLIPA
-0.74176868 5330 NM_004573 Hs.355888 Phospholipase C, beta 2 ||PLCB2||PHOSPHOLIPA
-0.72352054 5341 NM_002664 Hs.468840 Pleckstrin ||Pleckstrin||PLEK||PLATE
-1.18884807 26499 NM_016445 Hs.170473 Pleckstrin 2 ||PLEK2||Pleckstrin 2||
-0.86950565 10979 NM_006832 Hs.509343 Pleckstrin homology domain con||KIND2||MIG2||PLEKHC1
-0.86950565 90480 NM_052850 Hs.515164 Growth arrest and DNA-damage||PRG6||GADD45GIP1||p5
-0.60490764 5354 NM_000533 Hs.1787 Proteolipid protein 1 (Pelizaeus- ||PLP1||LIPOPHILIN DM2
-0.85125751 5361 NM_032242 Hs.549421 Plexin A1 ||PLXNA1||PLXN1||PLEXI
-1.00636668 57671 XM_039393 Hs.511454 Plexin A4 ||PLXNA4||plexin A4||
-0.76001681 23420 NM_014287 Hs.209113 NODAL modulator 3 ||||NOMO1||NODAL modu
-0.68702426 5366 NM_021127 Hs.96 Phorbol-12-myristate-13-acetate||APR||PMAIP1||NOXA||PM
-0.34030963 5375 NM_002677 Hs.2868 Peripheral myelin protein 2 ||PMP2||MYELIN P2 PRO
-0.13045603 5376 NM_000304 Hs.372031 Peripheral myelin protein 22 ||GAS3||PMP22||GROWT



-0.19432452 9240 NM_006029 Hs.194709 Paraneoplastic antigen MA1 ||PNMA1||paraneoplastic a
-0.72352054 5423 NM_002690 Hs.521563 Polymerase (DNA directed), bet ||POLB||POLYMERASE, D
-0.28556521 661 NM_001722 Hs.148342 Polymerase (RNA) III (DNA dire ####################
-0.33118556 25812 NM_014348
-0.55928729 22932 NM_152992 Hs.488877 POM (POM121 homolog, rat) an||||POMZP3||POM (POM12
-0.48629474 5458 NM_004575 Hs.266 POU domain, class 4, transcript ||||POU4F2||POU domain,
-0.52279101 5460 NM_002701 Hs.249184 POU domain, class 5, transcript ||OTF4||OCT3||POU5F1||O
-0.14870417 5463 XM_370693
-0.258193 23532 NM_006115 Hs.30743 Preferentially expressed antigen||MAPE||PRAME||OIP4||O

0.38049185 5542 NM_005039 Hs.546641 Proline-rich protein BstNI subfam||||PRB1||Proline-rich prote
0.17976232 23082 NM_015062 Hs.533551 Peroxisome proliferative activate||PPRC1||Peroxisome pro
-0.00271906 9055 NM_003981 Hs.459362 Protein regulator of cytokinesis ||PRC1||PROTEIN REGU
-0.01184313 5546 NM_005973 Hs.516948 Papillary renal cell carcinoma (tr||PRCC||RCCP1 PRCC/T
0.25275488 56981 NM_020229 Hs.549182 PR domain containing 11 ||PRDM11||PR domain co
-0.05746348 59336 NM_021620 Hs.287386 PR domain containing 13 ||PRDM13||PR domain co
0.05202535 93166 XM_049619
0.02465314 56978 NM_020226 Hs.373642 PR domain containing 8 ||PRDM8||PR domain con
-0.04833941 5552 NM_002727 Hs.1908 Proteoglycan 1, secretory granu ||PRG1||PPG||SERGLYCI
-0.35855777 10216 NM_005807 Hs.432458 Proteoglycan 4 ||MSF||PRG4||HAPO||LUB
0.71808241 5564 NM_006253 Hs.6061 Protein kinase, AMP-activated, b||PRKAB1||AMPK-BETA-1
-0.17607638 5565 NM_005399 Hs.50732 Protein kinase, AMP-activated, b||PRKAB2||AMPK-BETA-2
0.26187895 51422 NM_016203 Hs.549162 Protein kinase, AMP-activated, g||PRKAG2||AMPK-GAMM
0.10676977 23613 NM_012408 Hs.446240 Protein kinase C binding protein ||PRKCBP1||protein kinas
0.43523626 112464 NM_145040 Hs.434044 Protein kinase C, delta binding p||PRKCDBP||protein kinas
0.28925115 23627 NM_012409 Hs.406696 Prion protein 2 (dublet) ||DOPPEL||PRND||DPL||D
0.64508985 5621 NM_000311 Hs.472010 Prion protein (p27-30) (Creutzfe ||PRIP||PRP||PRNP||PRIO
0.11589384 29028 NM_014109 Hs.370834 ATPase family, AAA domain con||ATAD2||ATPase family, A
0.0976457 8842 NM_006017 Hs.479220 Prominin 1 ||PROML1||AC133||PROM

-0.03921534 5629 NM_002763 Hs.159437 Prospero-related homeobox 1 ||PROX1||Prospero-relate
0.53560102 26121 NM_015629 Hs.515598 PRP31 pre-mRNA processing fa||PRPF31||PRP31 pre-mR
0.18888639 27128 NM_013385 Hs.170944 Pleckstrin homology, Sec7 and ||PSCD4||CYT4||DJ63G5.
0.07939756 5664 NM_000447 Hs.25363 Presenilin 2 (Alzheimer disease ||PSEN2||PS2||STM2||pres
-0.03921534 5683 NM_002787 Hs.333786 Proteasome (prosome, macropa||PSMA2||HC3||PSC2||PR
0.60859358 10213 NM_005805 Hs.369125 Transmembrane anchor protein ||||PSMD14||Transmembra
0.56297323 5710 NM_002810 Hs.505059 Proteasome (prosome, macropa||S5A||PSMD4||PROTEAS
0.73633055 5711 NM_005047 Hs.193725 Proteasome (prosome, macropa||S5B||PSMD5||PROTEAS
0.31662336 5713 NM_002811 Hs.440604 Proteasome (prosome, macropa||PSMD7||PROTEASOME
0.27100301 5714 NM_002812 Hs.78466 Proteasome (prosome, macropa||PSMD8||proteasome (pro
0.08852163 9051 NM_003978 Hs.129758 Proline-serine-threonine phosph||PSTPIP1||CD2BP1||CD2
0.11589384 9050 NM_024430 Hs.368623 Proline-serine-threonine phosph||PSTPIP2||Proline-serine
0.6907102 5725 NM_002819 Hs.172550 Polypyrimidine tract binding prot ||PTBP1||HNRNPI||POLYP
0.53560102 171558 NM_138296 Hs.169002 Pre T-cell antigen receptor alpha||PT-ALPHA||PTCRA||PRE
0.70895834 23210 NM_015167 Hs.514505 Phosphatidylserine receptor ||PSR||PTDSR||Phosphati
0.19801046 158131 NM_012364 Hs.534571 Olfactory receptor, family 1, sub ||OR1Q1||olfactory recepto
0.0976457 393046 NM_012365 Hs.553793 Olfactory receptor, family 2, sub ||OR2A5||olfactory recepto
1.00092856 23203 NM_015160 Hs.495471 Peptidase (mitochondrial proces||PMPCA||Peptidase (mito
0.17976232 23370 NM_015318 Hs.465763 Rho/rac guanine nucleotide exc ||ARHGEF18||rho/rac gua
0.24363081 10408 NM_006316
-0.41330218 9266 NM_004228 Hs.8517 Pleckstrin homology, Sec7 and ||||PSCD2||Pleckstrin hom
0.14326604 9536 NM_004878 Hs.146688 Prostaglandin E synthase ||MPGES||MGST1L1||PTG
0.44436033 5757 NM_002823 Hs.459927 Prothymosin, alpha (gene seque||||PTMA||Prothymosin, alp



0.07027349 5763 NM_002824 Hs.504613 Parathymosin ||Parathymosin||PTMS||
0.47173254 5764 NM_002825 Hs.371249 Pleiotrophin (heparin binding gro||NEGF1||PTN||HBGF8||N
0.27100301 140885 NM_080792 Hs.128846 Protein tyrosine phosphatase, n ####################
-0.2308208 128646 NM_178460 Hs.339789 Protein tyrosine phosphatase, n ||PTPNS1L2||Protein tyros
-0.41330218 5790 NM_005608 Hs.155975 Protein tyrosine phosphatase, re||||PTPRCAP||Protein tyros
-0.36768183 5805 NM_000317 Hs.503860 6-pyruvoyltetrahydropterin synth ####################
0.17976232 754 NM_004339 Hs.474010 Pituitary tumor-transforming 1 in####################
0.18888639 10744 NM_006607 Hs.511755 Pituitary tumor-transforming 2 ||PTTG2||Pituitary tumor-t
-0.54103915 26255 NM_021000
-1.04286296 25945 NM_015480 Hs.293917 Poliovirus receptor-related 3 ||PVRR3||PVRL3||PRR3||N
-0.71439647 5820 XM_372058 Hs.529747 Pvt1 oncogene homolog, MYC a||PVT1||ONCOGENE PVT
-0.96074634 5824 NM_002857 Hs.517232 Peroxisomal biogenesis factor 1####################
-0.29468928 5827 NM_018663 Hs.430299 Peroxisomal membrane protein ||PXMP2||peroxisomal me
-0.06658755 5836 NM_002863 Hs.282417 Phosphorylase, glycogen; liver ( ||PYGL||GLYCOGEN STO
0.18888639 5837 NM_005609 Hs.154084 Phosphorylase, glycogen; musc ||PYGM||MYOPHOSPHOR
-0.35855777 5768 NM_002826 Hs.518374 Quiescin Q6 ||QSCN6||quiescin Q6||
-0.03009127 10890 NM_016131 Hs.467960 RAB10, member RAS oncogene||RAB10||RAB10, membe
-0.88775378 5862 NM_002865 Hs.369017 RAB2, member RAS oncogene ||RAB2A||RAB2||RAS-ASS
-0.1395801 57403 NM_020673 Hs.529044 RAB22A, member RAS oncoge ||RAB22A||RAB22A, mem
-0.44979846 11031 NM_006868 Hs.99528 RAB31, member RAS oncogene||RAB31||RAS-ASSOCIAT
-0.8238853 11021 NM_006861 Hs.524788 RAB35, member RAS oncogene||RAB35||RAS FAMILY, M
0.00640501 9545 NM_004283 Hs.444272 RAB3D, member RAS oncogen ||GOV||RAB3D||GLIOBLA
-0.41330218 5866 NM_013401 Hs.13759 RAB3A interacting protein (rabin||RAB3IL1||RAB3A interac
-0.67790019 5867 NM_004578 Hs.296169 RAB4A, member RAS oncogene||||RAB4A||RAB4A, memb
0.99180449 5869 NM_002868 Hs.77690 RAB5B, member RAS oncogene||RAB5B||RAS-ASSOCIAT
-0.4954188 9366 NR_000039
-0.05746348 10244 NM_005833 Hs.19012 Rab9 effector p40 ||RAB9P40||Rab9 effector
-0.84213344 10567 NM_006423 Hs.11417 Rab acceptor 1 (prenylated) ||PRA1||RABAC1||PRENY
0.10676977 11020 NM_006860 Hs.415172 RAB, member of RAS oncogene||RABL4||RAB, member o
-0.68702426 5881 NM_005052 Hs.45002 Ras-related C3 botulinum toxin ||RAC3||RHO FAMILY, SM
-0.96074634 5893 NM_002879 Hs.552577 RAD52 homolog (S. cerevisiae) ||RAD52||RAD52, YEAST
-0.39505404 8438 NM_003579 Hs.523220 RAD54-like (S. cerevisiae) ||RAD54L||HR54||HRAD54
-0.17607638 5883 NM_004584 Hs.240457 RAD9 homolog A (S. pombe) ||RAD9A||RAD9 homolog 
0.17063825 10742 NM_021785 Hs.446680 Retinoic acid induced 2 ||RAI2||RETINOIC ACID-I
1.15603773 10928 NM_006788 Hs.528993 RalA binding protein 1 ||RALBP1||RLIP76||RAL-IN
0.05202535 51514 NM_016448 Hs.126774 RA-regulated nuclear matrix-ass||DTL||RAMP||denticleless
0.20713453 5902 NM_002882 Hs.24763 RAN binding protein 1 ||RANBP1||RAN-BINDING
-0.01184313 26953 NM_012416 Hs.167496 RAN binding protein 6 ||RANBP6||RAN binding p
0.75457869 10048 NM_005493 Hs.306242 RAN binding protein 9 ||||RANBP9||RAN binding 
-1.05198703 5908 NM_015646 Hs.369920 RAP1B, member of RAS oncoge||RAP1B||RAS-RELATED 
-0.92425006 5912 NM_002886 Hs.98643 RAP2B, member of RAS oncoge||RAP2B||RAS-RELATED 
0.51735288 65059 NM_025252 Hs.471162 Ras association (RalGDS/AF-6) ||LAMELLIPODIN||LPD||R
-0.10308383 57521 NM_020761 Hs.133044 Raptor ||KIAA1303||Raptor||REGU
1.30202284 5918 NM_002888 Hs.131269 Retinoic acid receptor responde ||TIG1||RARRES1||TAZAR
0.3348715 5919 NM_002889 Hs.521286 Retinoic acid receptor responde ||TIG2||RARRES2||TAZAR
-0.2308208 5920 NM_004585 Hs.17466 Retinoic acid receptor responde ||RIG1||TIG3||RARRES3||T
-0.1395801 10156 NM_006989 Hs.520599 RAS p21 protein activator 4 ||GAPL||CAPRI||RASA4||K
1.4936283 9770 NM_014737 Hs.379970 Ras association (RalGDS/AF-6) ||RASSF2||Ras associatio

-0.14870417 30062 NM_013435 Hs.278957 Retina and anterior neural fold h||RAX||RX HOMEOBOX G
0.2162586 9821 NM_014781 Hs.196102 RB1-inducible coiled-coil 1 ||RB1CC1||KIAA0203||RB
0.0976457 5928 NM_005610 Hs.16003 Retinoblastoma binding protein ||RBBP4||RETINOBLASTO



-0.66877612 5929 NM_005057 Hs.519230 Retinoblastoma binding protein ||RBBP5||RETINOBLASTO
-1.12497958 5931 NM_002893 Hs.495755 Retinoblastoma binding protein ||RBBP7||RETINOBLASTO
0.28012708 5932 NM_002894 Hs.546282 Retinoblastoma binding protein ||RBBP8||CTIP||RIM||CTB
0.19801046 10741 NM_006606 Hs.69330 Retinoblastoma binding protein ||RBBP9||BOG||B5T OVE
-0.04833941 5933 NM_002895 Hs.207745 Retinoblastoma-like 1 (p107) ||RBL1||CP107||Retinoblas
0.39873998 27303 NM_014483 Hs.221436 RNA binding motif, single strand||RBMS3||RNA-BINDING 
-0.15782824 5940 NM_005058 Hs.380450 RNA binding motif protein, Y-link||||RBMY1A1||RNA binding
0.10676977 5950 NM_006744 Hs.50223 Retinol binding protein 4, plasma||RBP4||FAMILIAL HYPO-
-0.14870417 11317 NM_014276 Hs.248217 Recombining binding protein su ||RBPSUHL||recombining 
0.01552907 80223 NM_025151 Hs.191179 RAB11 family interacting protein||RAB11FIP1||RCP||RAB1
0.04290128 5957 NM_002903 Hs.80539 Recoverin ||Recoverin||RCV1||CAR P
0.08852163 9985 NM_005132 Hs.419259 REC8-like 1 (yeast) ||REC8L1||REC8-like 1 (ye
0.56297323 5965 NM_002907 Hs.235069 RecQ protein-like (DNA helicase||RECQL||RECQL1||DNA 
-1.46257015 56475 NM_019845 Hs.100890 Reprimo, TP53 dependant G2 a||RPRM||reprimo, TP53 de
0.03377721 5986 BC050399 Hs.12862 Radical fringe homolog (Drosop ||RFNG||radical fringe hom
0.80019903 28984 NM_014059 Hs.507866 Response gene to complement ||RGC32||Response gene
0.24363081 64283 XM_376405
-0.2308208 6005 NM_000324 Hs.120950 Rhesus blood group-associated ||RH50A||RHAG||RH2||RH
0.59946951 6006 NM_020485 Hs.449968 Rhesus blood group, CcEe antig||RHCE||BLOOD GROUP
0.47173254 6007 NM_016124 Hs.269364 Rhesus blood group, D antigen ||||RHD||Rhesus blood gro
0.56297323 6009 NM_005614 Hs.490576 Ras homolog enriched in brain ||RHEB2||RHEB||Ras hom
1.00092856 9743 NM_014715 Hs.440379 Rho GTPase-activating protein ||RICS||p200-RHOGAP||K
0.99180449 65986 NM_023929 Hs.205742 Zinc finger and BTB domain con||ZBTB10||zinc finger and 
0.06114942 55781 NM_018343 Hs.27021 RIO kinase 2 (yeast) ||RIOK2||RIO kinase 2 (ye
0.43523626 6017 NM_000326 Hs.1933 Retinaldehyde binding protein 1 ||CRALBP||RLBP1||RETIN
0.17063825 6101 NM_006269 Hs.251687 Retinitis pigmentosa 1 (autosom||ORP1||RP1||RETINITIS 
0.35311964 54165 NM_020640 Hs.104613 RP42 homolog ||RP42||RP42 homolog||
1.03742483 57096 NM_020366 Hs.126035 Retinitis pigmentosa GTPase re ||RPGRIP1||LCA6||RETIN
0.63596579 10900 NM_006695 Hs.500197 RaP2 interacting protein 8 ||RPIP8||RAP2-INTERACT
1.27465063 6134 NM_006013 Hs.401929 Ribosomal protein L10 ||RPL10||QM GENE||ribos
2.31479453 6135 NM_000975 Hs.388664 Ribosomal protein L11 ||RPL11||ribosomal protein
1.56662085 23521 NM_012423 Hs.546356 Ribosomal protein L13a ||RPL13A||ribosomal prote
2.57939254 6161 NM_000994 Hs.265174 Ribosomal protein L32 ||RPL32||ribosomal protein
1.65786154 6167 NM_000997 Hs.80545 Ribosomal protein L37 ||RPL37||ribosomal protein
1.64873748 6168 NM_000998 Hs.433701 Ribosomal protein L37a ||RPL37A||ribosomal prote
1.46625609 6125 NM_000969 Hs.532359 Ribosomal protein L5 ||RPL5||ribosomal protein 
1.31114691 11102 NM_007042 Hs.446320 Ribonuclease P 14kDa subunit ||RPP14||RIBONUCLEAS
1.3750154 6217 NM_001020 Hs.397609 Ribosomal protein S16 ||RPS16||ribosomal protei
1.22903029 6223 NM_001022 Hs.438429 Ribosomal protein S19 ||RPS19||ribosomal protei
1.1377896 6232 NM_001030 Hs.546291 Ribosomal protein S27 (metallop||RPS27||MPS1||ribosoma
1.80384665 6235 NM_001032 Hs.156367 Ribosomal protein S29 ||RPS29||ribosomal protei
1.00092856 6191 NM_001007 Hs.446628 Ribosomal protein S4, X-linked ||SCAR||CCG2||RPS4X||C
0.73633055 6203 NM_001013 Hs.546288 Ribosomal protein S9 ||RPS9||ribosomal protein 
2.15968535 9125 NM_005444 Hs.148767 RCD1 required for cell differenti ||RQCD1||RCD1 required 
3.26369774 58528 NM_021244 Hs.485938 Ras-related GTP binding D ||RRAGD||Ras-related GT
1.0465489 6251 NM_012425 Hs.524161 Ras suppressor protein 1 ||RSU1||Ras suppressor p
-0.4680466 27156 NM_014433 Hs.553530 Rhabdoid tumor deletion region ||RTDR1||Rhabdoid tumor
1.06479704 23429 NM_012234 Hs.7910 RING1 and 101 binding protein ||RYBP||YEAF1||RING1- A
1.98632804 6261 NM_000540 Hs.466664 Ryanodine receptor 1 (skeletal) ||RYR1||SKRR||RYDR||SK
0.87319159 6281 NM_002966 Hs.143873 S100 calcium binding protein A1||ANX2LG||CAL1L||CLP11
1.23815436 6283 NM_005621 Hs.19413 S100 calcium binding protein A1||CAAF1||CGRP||S100A12



0.51735288 6276 NM_002962 Hs.2960 S100 calcium binding protein A5||S100D||S100A5||S100 C
-0.45892253 6278 NM_002963 Hs.112408 S100 calcium binding protein A7||PSOR1||S100A7||S100 C
1.20165808 6288 NM_000331 Hs.332053 Serum amyloid A1 ||||SAA1||Serum amyloid A
1.05567297 26278 NM_014363 Hs.159492 Spastic ataxia of Charlevoix-Sag||SACS||spastic ataxia of C
0.73633055 64092 NM_022136 Hs.473341 SAM domain, SH3 domain and ||HACS1||SAMSN1||HEMA
1.87683921 9092 NM_005146 Hs.502883 Squamous cell carcinoma antige||HOMS1||SART1||squam
1.62136527 6302 NM_005981 Hs.50984 Sarcoma amplified sequence ||SAS||Sarcoma amplified
0.78195089 51119 NM_016038 Hs.110445 Shwachman-Bodian-Diamond s ||SBDS||SBDS GENE||Shw
1.45713202 6311 NM_002973 Hs.76253 Ataxin 2 ||ATXN2||Ataxin 2||
-1.16147586 6315 AF126749 Hs.286079 Kelch-like 1 antisense (Drosoph ||KLHL1AS||SCA8 GENE|
1.0465489 10066 NM_005697 Hs.458917 Secretory carrier membrane pro||SCAMP2||Secretory carr
0.48998068 22937 NM_012235 Hs.531789 SREBP cleavage-activating prot||SCAP||SREBP cleavage
2.00457618 51435 NM_016240 Hs.128856 Scavenger receptor class A, me||CSR||MSRL1||SCARA3||
1.1377896 950 NM_005506 Hs.349656 Scavenger receptor class B, me####################
0.28012708 8796 NM_003843 Hs.115166 Sciellin ||Sciellin||SCEL||
1.26552657 10648 NM_006552 Hs.202686 Secretoglobin, family 1D, memb||SCGB1D1||secretoglobin
0.38049185 117156 NM_054023 Hs.483765 Secretoglobin, family 3A, memb ||UGRP1||SCGB3A2||UTE
2.26005012 22955 NM_012236 Hs.87464 Sex comb on midleg homolog 1 ||SCMH1||sex comb on m
2.26005012 10389 NM_006089 Hs.495774 Sex comb on midleg-like 2 (Dros||SCML2||sex comb on mi
1.11954146 6336 NM_006514 Hs.250443 Sodium channel, voltage-gated, ||SCN10A||sodium channe
0.60859358 11280 NM_014139 Hs.186877 Sodium channel, voltage-gated, ||SCN11A||SCN12A||sodiu
1.00092856 6332 NM_002976 Hs.182889 Sodium channel, voltage-gated, ||SCN6A||SCN7A||sodium
1.27465063 6335 NM_002977 Hs.2319 Sodium channel, voltage-gated, ||PN1||NENA||SCN9A||NE
0.94618414 6341 NM_004589 Hs.14511 SCO cytochrome oxidase deficie||SCO1||SCOD1||SCO1, S
0.43523626 6389 NM_004168 Hs.440475 Succinate dehydrogenase comp||SDH2||SDHA||SUCCINA
0.40786405 6392 NM_003002 Hs.356270 Succinate dehydrogenase comp||SDH4||SDHD||SUCCINA
1.42063574 55635 NM_017779 Hs.445098 DEP domain containing 1 ||DEPDC1||DEP domain c
0.43523626 10640 NM_006544 Hs.365863 SEC10-like 1 (S. cerevisiae) ||SEC10L1||SEC10-like 1 
0.75457869 25956 NM_015490 Hs.18889 SEC31-like 2 (S. cerevisiae) ||SEC31L2||SEC31-like 2 
1.17428587 29950 NM_013376 Hs.269898 SERTA domain containing 1 ||SERTAD1||SERTA doma
0.26187895 6400 NM_005065 Hs.181300 Sel-1 suppressor of lin-12-like (C||SEL1-LIKE||SEL1L||SUP
1.21078215 6402 NM_000655 Hs.82848 Selectin L (lymphocyte adhesion||LAM1||L-SELECTIN||SEL
0.38961592 10512 NM_006379 Hs.269109 Sema domain, immunoglobulin ||SEMA3C||SEMAE||SEMA
0.76370276 8293 NM_021967 Hs.32567 Small EDRK-rich factor 1A (telo ||||SERF1A||Small EDRK-r
-0.1395801 12 NM_001085 Hs.534293 Serine (or cysteine) proteinase i ||alpha-1-antichymotrypsin
1.46625609 5267 NM_006215 Hs.159628 Serine (or cysteine) proteinase i ||KST||KALLISTATIN||SER
0.19801046 27244 NM_014454 Hs.59554 Sestrin 1 ||PA26||SESN1||SEST1||S
0.90056379 9869 NM_012432 Hs.516278 SET domain, bifurcated 1 ||SETDB1||KIAA0067||ESE
1.09216925 9169 NM_004719 Hs.210367 Splicing factor, arginine/serine-r ####################
0.46260847 6435 NM_005411 Hs.549063 Surfactant, pulmonary-associate||COLEC4||PSPA||SPA1||S
-0.35855777 6439 NM_000542 Hs.512690 Surfactant, pulmonary-associate||SPB||SFTP3||SFTPB||su
0.22538267 6440 NM_003018 Hs.1074 Surfactant, pulmonary-associate||SPC||SFTPC||SFTP2||SU
0.51735288 6442 NM_000023 Hs.463412 Sarcoglycan, alpha (50kDa dyst ||50-DAG||ADL||DAG2||AD
-0.89687785 6443 NM_000232 Hs.438953 Sarcoglycan, beta (43kDa dystro||SGCB||DYSTROPHIN-A
1.0465489 6444 NM_000337 Hs.387207 Sarcoglycan, delta (35kDa dystr ||SGCD||sarcoglycan, delt
0.93706007 6445 NM_000231 Hs.37167 Sarcoglycan, gamma (35kDa dy||SGCG||DYSTROPHIN-A
1.27465063 9047 NM_003975 Hs.103527 SH2 domain protein 2A ||TSAD||SH2D2A||SH2 do
0.84581938 10045 NM_005490 Hs.439645 SH2 domain containing 3A ||SH2D3A||NSP1||NOVEL
0.80019903 6452 NM_003023 Hs.167679 SH3-domain binding protein 2 ||SH3BP2||SH3-domain bi
0.8093231 6455 NM_003025 Hs.97616 SH3-domain GRB2-like 1 ||SH3GL1||SH3p8||SH3-do
0.71808241 6457 NM_003027 Hs.270055 SH3-domain GRB2-like 3 ||SH3GL3||SH3p13||ENDO



0.93706007 30011 NM_031892 Hs.444770 SH3-domain kinase binding prot||CIN85||SH3KBP1||CBL-I
1.08304518 9644 XM_374831
-0.18520045 85358 XM_037493 Hs.149035 SH3 and multiple ankyrin repeat||KIAA1650||PROSAP2||P
-0.43155032 25759 XM_375550 Hs.30965 SHC (Src homology 2 domain c ||SHC2||SHCB||SHC-LIKE
2.01370025 6476 NM_001041 Hs.429596 Sucrase-isomaltase (alpha-gluc ||SI||SUCRASE-ISOMALT
0.3348715 6491 NM_003035 Hs.525198 TAL1 (SCL) interrupting locus ||SIL||SCL-INTERRUPTIN
0.46260847 6490 NM_006928 Hs.95972 Silver homolog (mouse) ||PMEL17||gp100||SILV||S
1.00092856 10326 NM_006065 Hs.134565 Signal-regulatory protein beta 1 ||SIRPB1||SIGNAL REGU
0.2162586 55423 NM_018556 Hs.50716 Signal-regulatory protein beta 2 ||SIRPB2||Signal-regulato
0.31662336 6497 NM_003036 Hs.467529 KIAA0508 protein ||||SKI||KIAA0508 protein||
0.63596579 6498 NM_005414 Hs.445725 SKI-like ||SKIL||SKI-like||ONCOGE
1.2564025 6559 NM_000339 Hs.369271 Solute carrier family 12 (sodium ||TSC||NCCT||SLC12A3||T
1.65786154 5002 NM_002555 Hs.50868 Solute carrier family 22 (organic ####################
1.63048934 291 NM_001151 Hs.246506 Solute carrier family 25 (mitocho||||SLC25A4||Solute carrie
0.61771765 8501 NM_003627 Hs.444159 Solute carrier family 43, membe||SLC43A1||POV1||PROST
-0.4680466 22950 NM_018158 Hs.306000 Solute carrier family 4 (anion ex ||SLC4A1AP||KANADAPT
0.89143973 6531 NM_001044 Hs.406 Solute carrier family 6 (neurotra ||DAT1||SLC6A3||DOPAM
0.6907102 6585 NM_003061 Hs.500712 Slit homolog 1 (Drosophila) ||MEGF4||SLIL1||SLIT1||sl
1.0191767 6594 NM_003069 Hs.152292 SWI/SNF related, matrix associa####################

-0.53191508 6598 NM_003073 Hs.534350 SWI/SNF related, matrix associa####################
-0.67790019 6599 NM_003074 Hs.476179 SWI/SNF related, matrix associa####################
1.05567297 6602 NM_003076 Hs.79335 SWI/SNF related, matrix associa####################
2.52464813 6611 NM_004595 Hs.529887 Spermine synthase ||SMS||Spermine synthase
0.93706007 56950 NM_020197 Hs.66170 SET and MYND domain contain||SMYD2||SET and MYND
1.56662085 64754 NM_022743 Hs.546424 SET and MYND domain contain||SMYD3||SET AND MYN
0.02465314 10322 XM_039548
0.82757124 6617 NM_003082 Hs.179312 Small nuclear RNA activating co||SNAP43||PTF-GAMMA||
0.37136778 6622 NM_000345 Hs.271771 Synuclein, alpha (non A4 compo||NACP||SNCA||NON-A4 C
0.90968786 79753 NM_024700 Hs.471951 Smad nuclear interacting protein||SNIP1||Smad nuclear int
0.51735288 8303 NM_003498 Hs.459952 Stannin ||SNN||Stannin||
0.40786405 8926 NM_005678 Hs.525700 SNRPN upstream reading frame||||SNRPN||SNRPN upstre
0.94618414 27131 NM_014426 Hs.316890 Sorting nexin 5 ||SNX5||Sorting nexin 5||
0.4534844 6646 NM_003101 Hs.496383 Sterol O-acyltransferase (acyl-C||ACAT1||SOAT1||ACACT
0.927936 9021 NM_003955 Hs.527973 Suppressor of cytokine signaling||CIS3||SOCS3||SSI3||STA

1.2837747 122809 NM_080867 Hs.532610 Suppressor of cytokine signaling||SOCS4||Suppressor of c
-1.21622028 6647 NM_000454 Hs.443914 Superoxide dismutase 1, soluble||IPOA||SOD1||SOD, SOL
0.64508985 6652 NM_003104 Hs.878 Sorbitol dehydrogenase ||SORD||SORD2||Sorbitol 
0.49910475 50964 NM_025237 Hs.349204 Sclerosteosis ||SCLEROSTIN||Scleroste
1.32939505 6658 NM_005634 Hs.157429 SRY (sex determining region Y) ||SOX3||SRY-BOX 3||SRY
0.79107496 6668 NM_003110 Hs.514276 Sp2 transcription factor ||SP2||SPECIFICITY PRO
2.31479453 6674 NM_003114 Hs.492373 Sperm associated antigen 1 ||SPAG1||SPERM-ASSOC
0.56297323 9576 NM_012443 Hs.527698 Sperm associated antigen 6 ||SPAG6||SPERM-ASSOC
1.14691366 9043 NM_003971 Hs.463439 Sperm associated antigen 9 ||KIAA0516||SPAG9||SYD
1.66698561 23111 NM_015087 Hs.440414 Spastic paraplegia 20, spartin (T||KIAA0610||SPG20||SPG
1.86771514 10638 NM_006542 Hs.511754 S-phase response (cyclin-relate ||SPHAR||S-phase respon
0.2162586 121599 NM_152323 Hs.511791 Spi-C transcription factor (Spi-1/||SPIC||Spi-C transcription
0.75457869 10927 NM_006717 Hs.146804 Spindlin ||SPIN||Spindlin||
-0.03921534 10252 NM_005841 Hs.436944 Sprouty homolog 1, antagonist o||SPRY1||SPROUTY, DRO
0.85494345 10253 NM_005842 Hs.18676 Sprouty homolog 2 (Drosophila) ||SPRY2||sprouty homolog
0.05202535 10251 NM_005840
1.68523375 6708 NM_003126 Hs.119825 Spectrin, alpha, erythrocytic 1 (e||SPTA1||SPTA1 ELLIPTO



0.61771765 6721 NM_004599 Hs.443258 Sterol regulatory element bindin ||SREBP2||SREBF2||STE
0.90056379 6731 NM_006947 Hs.237825 Signal recognition particle 72kD ||SRP72||SIGNAL RECOG
0.85494345 23524 NM_016333 Hs.433343 Serine/arginine repetitive matrix ||SRL300||SRRM2||SRM3
0.06114942 6760 NM_005637 Hs.404263 Synovial sarcoma translocation, ||SS18||SSXT||SYT-SSX2
2.17793349 8082 NM_005086 Hs.183428 Sarcospan (Kras oncogene-ass ||SSPN||DAGA5||SPN1||K
0.55384916 10534 NM_006396 Hs.534388 Sjogren's syndrome/scleroderm ||||SSSCA1||Sjogren's syn
0.54472509 54879 NM_017744 Hs.201921 Suppression of tumorigenicity 7 ||ST7L||Suppression of tum
1.05567297 6769 NM_003149 Hs.56045 SH3 and cysteine rich domain ||STAC||SH3 and cysteine
-0.08483569 10254 NM_005843 Hs.17200 Signal transducing adaptor mole||STAM2||SIGNAL-TRANS
1.02830076 137735 NM_139166 Hs.374668 Striated muscle activator of Rho||STARS||striated muscle 
-0.4680466 6774 NM_003150 Hs.463059 Signal transducer and activator ||APRF||STAT3||Signal tra
0.74545462 55250 NM_018255 Hs.8739 Signal transducer and activator ||STATIP1||Signal transdu
0.51735288 10963 NM_006819 Hs.337295 Stress-induced-phosphoprotein ||STIP1||STRESS-INDUC
2.27829826 114790 NM_052902 Hs.22410 Serine/threonine kinase 11 inter ||LIP1||STK11IP||KIAA189
0.59946951 11075 NM_007029 Hs.521651 Stathmin-like 2 ||STMN2||SCGN10||Stathm
1.48450423 50861 NM_015894 Hs.348326 Stathmin-like 3 ||STMN3||SCLIP||Stathmin
-0.0209672 2040 NM_004099 Hs.253903 Stomatin ||OTTHUMP00000064035
0.59034544 161497 NM_153700 Hs.553616 Stereocilin ||Stereocilin||STRC||
0.85494345 27284 NM_014465 Hs.129742 Sulfotransferase family, cytosoli ||SULT1B1||ST1B2||SULF
0.74545462 6822 NM_003167 Hs.515835 Sulfotransferase family, cytosoli ####################

0.927936 6829 NM_003169 Hs.437056 Suppressor of Ty 5 homolog (S. ||SUPT5H||SPT5||CHROM
0.5720973 6867 NM_006283 Hs.279245 Transforming, acidic coiled-coil ||TACC1||TRANSFORMIN
1.12866553 10579 NM_006997 Hs.501252 Transforming, acidic coiled-coil ||TACC2||TRANSFORMIN
1.4936283 10460 NM_006342 Hs.104019 Transforming, acidic coiled-coil ||TACC3||TRANSFORMIN
1.33851912 4072 NM_002354 Hs.692 Tumor-associated calcium signa####################
-1.90964954 6884 NM_005645
-0.09395976 8148 NM_003487 Hs.402752 TAF15 RNA polymerase II, TAT ####################
0.29837522 6873 NM_003184 Hs.122752 TAF2 RNA polymerase II, TATA####################
0.38961592 6874 NM_003185 Hs.473243 TAF4 RNA polymerase II, TATA####################
0.53560102 6876 NM_003186 Hs.503998 Transgelin ||TAGLN||Transgelin||SM2
-0.42242625 8407 NM_003564 Hs.517168 Transgelin 2 ||TAGLN2||Transgelin 2||
1.15603773 6607 NM_017411 Hs.202179 Survival of motor neuron 1, telom||||SMN2||Survival of moto
1.23815436 6767 NM_003932 Hs.546303 Suppression of tumorigenicity 13||ST13||P48||HOP||suppre
-1.28008876 9649 NM_014636 Hs.432842 Ral GEF with PH domain and S ||RALGPS1||Ral GEF with
-0.42242625 9948 NM_005112 Hs.128548 WD repeat domain 1 ||WDR1||WD repeat doma
-0.0209672 55764 NM_018262 Hs.477537 Hypothetical protein LOC132241||||WDR10||Hypothetical p
-0.3768059 55717 NM_018117 Hs.144447 WD repeat domain 11 ||KIAA1351||WDR11||WD
0.79107496 55759 NM_018256 Hs.73291 WD repeat domain 12 ||WDR12||WD repeat dom
0.18888639 64743 NM_017883 Hs.521973 WD repeat domain 13 ||WDR13||WD repeat dom
1.06479704 10885 NM_006784 Hs.201375 WD repeat domain 3 ||WDR3||WD REPEAT-CO
0.4534844 10785 NM_018669 Hs.248815 WD repeat domain 4 ||WDR4||WD REPEAT-CO
0.40786405 11091 NM_017588 Hs.397638 WD repeat domain 5 ||WDR5||BIG3||BMP2-IND
0.62684172 11180 NM_018031 Hs.8737 WD repeat domain 6 ||WDR6||WD REPEAT-CO
-0.10308383 23335 NM_015285 Hs.465213 WD repeat domain 7 ||WDR7||WD repeat doma
0.07939756 49856 NM_017818 Hs.31714 WD repeat domain 8 ||WDR8||WD REPEAT-CO
0.48998068 7466 NM_006005 Hs.518602 Wolfram syndrome 1 (wolframin||WFS1||WFS1 GENE||W
0.55384916 7469 NM_005663 Hs.21771 Wolf-Hirschhorn syndrome cand||WHSC2||NELFA||Wolf-H
0.63596579 51352 NM_015855 Hs.546393 Wilms tumor associated protein ||WIT-1||WIT1 GENE||Wil
1.71260596 7474 NM_003392 Hs.152213 Wingless-type MMTV integration||WNT5A||ONCOGENE W
1.48450423 9589 NM_004906 Hs.446091 Wilms tumor 1 associated prote ||WTAP||WT1-ASSOCIAT
0.99180449 7494 NM_005080 Hs.437638 X-box binding protein 1 ||XBP2||XBP1||X BOX-BIN



0.97355635 7498 NM_000379 Hs.250 Xanthine dehydrogenase ||XOR||XDH||Xanthine deh
0.5720973 7499 NM_175569 Hs.179675 Xg blood group (pseudoautosom||XGPY||PBDX||XG||XG X
0.38049185 7508 NM_004628 Hs.475538 Xeroderma pigmentosum, comp||XPCC||XPC||XERODER
1.82209479 7514 NM_003400 Hs.370770 Exportin 1 (CRM1 homolog, yea||XPO1||exportin 1 (CRM1
0.50822882 11260 NM_007235 Hs.85951 Exportin, tRNA (nuclear export r ||XPOT||EXPORTIN-T||ex
1.23815436 7516 NM_005431 Hs.129727 X-ray repair complementing defe||XRCC2||X-RAY REPAIR
0.78195089 7518 NM_003401 Hs.171190 X-ray repair complementing defe||XRCC4||X-RAY REPAIR
0.72720648 7520 NM_021141 Hs.388739 X-ray repair complementing defe||XRCC5||Ku80||Ku ANTIG
1.46625609 10138 NM_005748 Hs.505289 101 associated factor 2 ||YAF2||101-ASSOCIATED
-0.30381335 1 NM_130786 Hs.529161 Alpha-1-B glycoprotein ||||GAB||alpha-1B-glycopro
-0.55016322 15 NM_001088 Hs.431417 Arylalkylamine N-acetyltransfera||2.3.1.87||AA-NAT||DSPS
0.02465314 16 NM_001605 Hs.315137 Alanyl-tRNA synthetase ||6.1.1.7||AARS||ALANYL-
-0.06658755 20 NM_001606 Hs.421202 ATP-binding cassette, sub-famil ####################
-0.19432452 21 NM_001089 Hs.26630 ATP-binding cassette, sub-famil ####################
-0.59578357 23 NM_001090 Hs.9573 ATP-binding cassette, sub-famil ####################
-0.59578357 40 NM_001094 Hs.368417 Amiloride-sensitive cation chann####################
-1.75454036 41 NM_001095 Hs.274361 Amiloride-sensitive cation chann####################
-1.24359249 47 NM_001096 Hs.387567 ATP citrate lyase ||ATPCL||ACLY||4.1.3.8||C
-0.0209672 48 NM_002197 Hs.446075 Aconitase 1, soluble ||OTTHUMP00000045233
-0.91512599 50 NM_001098 Hs.474982 Aconitase 2, mitochondrial ||MGC20605||OTTHUMP0
0.02465314 56 NM_001612 Hs.169222 Acrosomal vesicle protein 1 ####################
-0.54103915 101 NM_001109 Hs.501574 A disintegrin and metalloproteina||ADAM8||MS2||CD156||H
-0.21257266 103 NM_001111 Hs.12341 Adenosine deaminase, RNA-spe####################
-0.44067439 104 NM_001112 Hs.474018 Adenosine deaminase, RNA-spe####################
-0.93337413 105 NM_018702 Hs.369716 Adenosine deaminase, RNA-spe####################
-0.66877612 107 NM_021116 Hs.192215 Adenylate cyclase 1 (brain) ||ADCY1||4.6.1.1||ATP pyr
-1.30746097 108 NM_020546 Hs.481545 Adenylate cyclase 2 (brain) ||KIAA1060||ADCY2||4.6.1
-1.07935924 109 NM_004036 Hs.467898 Adenylate cyclase 3 ||4.6.1.1||AC3||KIAA0511|
-1.04286296 111 NM_183357 Hs.129493 Adenylate cyclase 5 ||ADCY5||4.6.1.1||Adenyla
-1.27096469 112 NM_015270 Hs.525401 Adenylate cyclase 6 ||KIAA0422||4.6.1.1||ADCY
-1.40782573 113 NM_001114 Hs.513578 Adenylate cyclase 7 ||4.6.1.1||ADCY7||KIAA003
-0.43155032 114 NM_001115 Hs.414631 Adenylate cyclase 8 (brain) ||4.6.1.1||ADCY8||HBAC1|
-0.22169673 115 NM_001116 Hs.391860 Adenylate cyclase 9 ||4.6.1.1||ADCY9||Adenyla
-0.38592997 116 NM_001117 Hs.531719 Adenylate cyclase activating pol ####################
-0.43155032 123 NM_001122 Hs.3416 Adipose differentiation-related p ||ADRP||adipophilin||ADFP
-0.55016322 160 NM_014203 Hs.467125 Adaptor-related protein complex####################
-0.1122079 161 NM_012305 Hs.19121 Adaptor-related protein complex####################
-0.56841136 162 NM_001127 Hs.368794 Adaptor-related protein complex####################
-0.7052724 164 NM_001128 Hs.461253 Adaptor-related protein complex####################
-0.56841136 165 NM_001129 Hs.439463 AE binding protein 1 ||ACLP||AEBP1||AE-bindin
-1.78191257 166 NM_001130 Hs.515053 Amino-terminal enhancer of spli ||ESP1||AES-2||GRG5||AE
-0.78738902 173 NM_001133 Hs.168718 Afamin ||AFM||ALF||ALB2||Afamin
-0.51366694 197 NM_001622 Hs.324746 Alpha-2-HS-glycoprotein ||FETUA||A2HS||alpha-2-H
0.08852163 202 XM_166300
-0.77826495 211 NM_000688 Hs.476308 Aminolevulinate, delta-, synthas ||2.3.1.37||ALASH||MIG4||A
-0.83300937 225 NM_005164 Hs.117852 ATP-binding cassette, sub-famil ||ALDRP||hALDR||ADREN
-1.99176617 239 NM_000697 Hs.422967 Arachidonate 12-lipoxygenase ||12(S)-lipoxygenase||12-@
-0.53191508 241 NM_001629 Hs.507658 Arachidonate 5-lipoxygenase-ac||FLAP||ALOX5AP||5-@LI
-0.1395801 246 NM_001140 Hs.73809 Arachidonate 15-lipoxygenase ||1.13.11.33||ALOX15||Ara
-0.59578357 258 NM_016519 Hs.272396 Ameloblastin, enamel matrix pro||AMBN||ameloblastin prec
-1.35308132 259 NM_001633 Hs.436911 Alpha-1-microglobulin/bikunin pr####################



-0.48629474 262 NM_001634 Hs.159118 Adenosylmethionine decarboxyl ||ADOMETDC||AMD1||DK
-0.92425006 266 NM_001143 Hs.1238 Amelogenin, Y-linked ||AMGY||AMGL||AMELY||A
-0.30381335 271 NM_004037 Hs.82927 Adenosine monophosphate dea ####################
-0.41330218 273 NM_001635 Hs.173034 Amphiphysin (Stiff-Man syndrom||AMPH1||AMPH||amphiph
-0.72352054 276 NM_004038 Hs.546234 Amylase, alpha 1A; salivary ||glycogenase||AMY1A||3.2
-0.72352054 279 NM_000699 Hs.514463 Amylase, alpha 2A; pancreatic ||||AMY2A||Amylase, alpha
-0.47717067 280 NM_020978 Hs.484588 Amylase, alpha 2B; pancreatic ||AMY2B||3.2.1.1||glycoge
-0.48629474 293 NM_001636 Hs.350927 Solute carrier family 25 (mitocho####################
-0.33118556 303 NR_001562
-0.44979846 305 NR_001446
-0.41330218 314 NM_001158 Hs.143102 Amine oxidase, copper containin||AOC2||1.4.3.6||DAO2||RA
-0.9424982 320 NM_001163 Hs.70843 Amyloid beta (A4) precursor pro ####################
-0.33118556 321 NM_005503 Hs.525718 Amyloid beta (A4) precursor pro ####################
-0.24906893 323 NM_173075 Hs.479602 Amyloid beta (A4) precursor pro||APBB2||MGC35575||FE6
-0.5866595 357 NM_001649 Hs.368486 Apical protein-like (Xenopus lae ||HSAPXL||DKFZp781J07
-0.86038158 372 NM_001655 Hs.33642 Archain 1 ||COPD||ARCN1||Archain 
-0.8238853 384 NM_001172 Hs.553485 Arginase, type II ||ARG2||3.5.3.1||A-II||kidne
-0.65965205 400 NM_001177 Hs.372616 ADP-ribosylation factor-like 1 ||ARL1||ARFL1||ADP-ribos
-0.44067439 416 NM_004042 Hs.101674 Arylsulfatase F ||ARSF||ASF||3.1.6.-||aryls
-1.08848331 430 NM_005170 Hs.152475 Achaete-scute complex-like 2 (D||MASH2||ASCL2||HASH2
-1.48994236 439 NM_004317 Hs.465985 ArsA arsenite transporter, ATP- ||ARSA1||MGC3821||ASN
-0.45892253 444 NM_004318 Hs.332422 Aspartate beta-hydroxylase ####################
-1.12497958 460 NM_004319 Hs.495897 Astrotactin ||KIAA1747||ASTN||ASTN
-0.61403171 474 NM_005172 Hs.532680 Atonal homolog 1 (Drosophila) ||MATH-1||ATOH1||HATH
-0.3768059 475 NM_004045 Hs.125213 ATX1 antioxidant protein 1 hom ||ATOX1||HAH1||metal tra
-0.64140391 476 NM_000701 Hs.371889 ATPase, Na+/K+ transporting, a||||ATP1A1||ATPase, Na+/
-1.179724 478 NM_152296 Hs.515427 ATPase, Na+/K+ transporting, a ####################

-0.27644114 479 NM_001676 Hs.147111 ATPase, H+/K+ transporting, no ####################
-0.42242625 480 NM_144699 Hs.367953 ATPase, Na+/K+ transporting, a ####################
-0.1395801 481 NM_001677 Hs.291196 ATPase, Na+/K+ transporting, b ####################
-0.53191508 482 NM_001678 Hs.78854 ATPase, Na+/K+ transporting, b ####################
-1.22534435 483 NM_001679 Hs.477789 ATPase, Na+/K+ transporting, b ####################
-0.12133196 490 NM_001682 Hs.506276 ATPase, Ca++ transporting, plas####################
-0.04833941 491 NM_001683 Hs.268942 ATPase, Ca++ transporting, plas####################
-0.62315577 492 NM_021949 Hs.533956 ATPase, Ca++ transporting, plas####################
-0.01184313 493 NM_001684 Hs.343522 ATPase, Ca++ transporting, plas||||ATP2B4||ATPase, Ca++
0.42611219 495 NM_000704 Hs.36992 ATPase, H+/K+ exchanging, alp####################
-0.13045603 496 NM_000705 Hs.434202 ATPase, H+/K+ exchanging, bet####################
0.2162586 498 NM_004046 Hs.298280 ATP synthase, H+ transporting, ####################
0.90056379 506 NM_001686 Hs.406510 ATP synthase, H+ transporting, ####################
-0.21257266 513 NM_001687 Hs.418668 ATP synthase, H+ transporting, ||3.6.1.14||3.6.1.34||ATP5D
0.02465314 514 NM_006886 Hs.546238 ATP synthase, H+ transporting, ||ATP5E||F(0)F(1)-ATPase
0.88231566 515 NM_001688 Hs.514870 ATP synthase, H+ transporting, ####################
0.28925115 516 NM_005175 Hs.80986 ATP synthase, H+ transporting, ####################
-0.62315577 517 NM_005176 Hs.524464 ATP synthase, H+ transporting, ####################
0.18888639 518 NM_001689 Hs.429 ATP synthase, H+ transporting, ####################
0.07939756 521 NM_007100 Hs.85539 ATP synthase, H+ transporting, ||ATP5I||ATP5K||MGC125
-0.13045603 523 NM_001690 Hs.477155 ATPase, H+ transporting, lysoso####################
-0.85125751 526 NM_001693 Hs.295917 ATPase, H+ transporting, lysoso####################
-0.57753543 527 NM_001694 Hs.389107 ATPase, H+ transporting, lysoso####################
-0.57753543 528 NM_001695 Hs.86905 ATPase, H+ transporting, lysoso####################



-1.22534435 529 NM_001696 Hs.517338 ATPase, H+ transporting, lysoso####################
-1.31658504 533 NM_004047 Hs.7476 ATPase, H+ transporting, lysoso####################
-1.79103664 534 NM_130463 Hs.249227 ATPase, H+ transporting, lysoso####################
-1.13410365 535 NM_005177 Hs.463074 ATPase, H+ transporting, lysoso####################
-1.19797214 537 NM_001183 Hs.6551 ATPase, H+ transporting, lysoso####################
-1.50819049 539 NM_001697 Hs.409140 ATP synthase, H+ transporting, ####################
-1.92789768 550 NM_012103 Hs.411480 Ancient ubiquitous protein 1 ||AUP1||Ancient ubiquitous
-0.18520045 563 NM_001185 Hs.546239 Alpha-2-glycoprotein 1, zinc ||ZAG||AZGP1||ZINC-ALP
-0.72352054 631 NM_001195 Hs.129702 Beaded filament structural prote||CP115||CP94||BFSP1||L
-0.54103915 632 NM_000711
-0.00271906 634 NM_001712 Hs.512682 Carcinoembryonic antigen-relate||BGP1||CD66A||CEACAM
-0.34030963 678 NM_006887 Hs.503093 Zinc finger protein 36, C3H type ||ZFP36L2||BRF2||RNF16
0.56297323 683 NM_004334 Hs.169998 Bone marrow stromal cell antige||BST1||CD157||Bone mar
-1.02461482 684 NM_004335 Hs.118110 Bone marrow stromal cell antige||BST2||Bone marrow stro
-0.65965205 685 NM_001729 Hs.73105 Betacellulin ||Betacellulin||BTC||
-0.2308208 705 NM_004053 Hs.106880 Bystin-like ||OTTHUMP00000039776
-0.33118556 708 NM_001212 Hs.553487 Complement component 1, q su####################
0.48085661 722 NM_000715 Hs.1012 Complement component 4 bindi ####################
1.32939505 725 NM_000716 Hs.99886 Complement component 4 bindi ####################
2.23267791 726 NM_004055 Hs.248153 Calpain 5 ||HTRA3||FLJ46245||CAP
0.6907102 733 NM_000606 Hs.1285 Complement component 8, gam||C8C||C8G||COMPLEME

-0.09395976 734 NM_004337 Hs.436445 Chromosome 8 open reading fra||C8orf1||hT41||hypothetic
-0.24906893 738 NM_013265 Hs.277517 Chromosome 11 open reading f ||||C11orf2||Chromosome 
0.07027349 740 NM_004927 Hs.75859 Mitochondrial ribosomal protein ||L49mt||C11orf4||NOF1||M
0.02465314 741 NM_014205 Hs.121025 Zinc finger, HIT domain containi ||ZNHIT2||FON||C11orf5||c
-0.86038158 744 NM_001584 Hs.289795 Chromosome 11 open reading f ||D11S302E||239FB||Hs.4
-0.26731707 746 NM_014206 Hs.437779 Chromosome 11 open reading f ||C11orf10||hypothetical p
1.15603773 747 NM_006133 Hs.241564 Chromosome 11 open reading f ||NSDDR||C11orf11||neura
0.83669531 750 NM_001214 Hs.534304 Chromosome 16 open reading f ||C16orf3||hypothetical pro
0.31662336 752 NM_005892 Hs.100217 Formin-like 1 ||FMNL1||FHOD4||MGC18
1.09216925 753 NM_004338 Hs.464697 Chromosome 18 open reading f ####################
0.66333799 755 NM_004928 Hs.517331 Chromosome 21 open reading f ||C21orf2||nuclear encode
1.03742483 757 NM_006134 Hs.433668 Chromosome 21 open reading f ||HCVP7TP3||C21orf4||hy
-0.33118556 758 NM_001585 Hs.159538 Chromosome 22 open reading f ||C22orf1||MGC88045||FA
0.67246206 761 NM_005181 Hs.82129 Carbonic anhydrase III, muscle ||CA3||CAIII||4.2.1.1||CA II
-0.26731707 762 NM_000717 Hs.89485 Carbonic anhydrase IV ||CAIV||CA4||RP17||4.2.1.
0.13414198 763 NM_001739 Hs.177446 Carbonic anhydrase VA, mitoch ||CA5A||CAVA||4.2.1.1||CA
0.23450674 765 NM_001215 Hs.100322 Carbonic anhydrase VI ||CA6||GUSTIN||MGC2125
0.67246206 766 NM_005182 Hs.37014 Carbonic anhydrase VII ||CA7||CAVII||4.2.1.1||CA V
1.60311713 767 NM_004056 Hs.491813 Carbonic anhydrase VIII ||CA8||CALS||MGC99509|
1.0465489 770 NM_001217 Hs.428446 Carbonic anhydrase XI ||CA11||CARP2||CARP XI
0.53560102 782 NM_000723 Hs.635 Calcium channel, voltage-depen####################
0.2162586 783 NM_000724 Hs.59093 Calcium channel, voltage-depen####################
0.0976457 784 NM_000725 Hs.250712 Calcium channel, voltage-depen||CACNLB3||CACNB3||CA

-0.61403171 786 NM_000727 Hs.147989 Calcium channel, voltage-depen####################
-0.65965205 790 NM_004341 Hs.377010 Carbamoyl-phosphate synthetas####################
-0.9424982 794 NM_001740 Hs.106857 Calbindin 2, 29kDa (calretinin) ||CAL2||CALB2||calbindin 
0.2162586 795 NM_004057 Hs.639 S100 calcium binding protein G ||S100G||CABP9K||CABP
0.17063825 797 NM_000728 Hs.534305 Calcitonin-related polypeptide, b||CALCB||CGRP-II||CALC
0.49910475 800 NM_004342 Hs.490203 Caldesmon 1 ||CDM||L-CAD||NAG22||M
0.40786405 810 NM_005185 Hs.239600 Calmodulin-like 3 ||CALML3||CLP||Calmodu



-0.21257266 813 NM_001219 Hs.7753 Calumenin ||CALU||Calumenin||calum
0.3348715 819 NM_001745 Hs.529846 Calcium modulating ligand ||CAMLG||cyclophilin B-bin

-0.44979846 827 NM_014289 Hs.496593 Calpain 6 ||CANPX||CAPNX||DJ914
0.38049185 833 NM_001751 Hs.274873 Cysteinyl-tRNA synthetase ||CYSRS||MGC:11246||6.1
-0.67790019 868 NM_170662 Hs.430589 Cas-Br-M (murine) ecotropic ret ||DKFZp686J10223||DKFZ
-0.4680466 881 NM_005893 Hs.115460 Calicin ||Calicin||CCIN||
0.11589384 883 NM_004059 Hs.495250 Cysteine conjugate-beta lyase; c####################
-0.08483569 913 NM_030893 Hs.249217 CD1E antigen, e polypeptide ||CD1E||HSCDIEL||CDIE.L
-0.1122079 932 NM_006138 Hs.99960 Membrane-spanning 4-domains ####################
-0.00271906 946 NM_001245 Hs.397255 Sialic acid binding Ig-like lectin 6####################
0.30749929 954 NM_001246 Hs.123036 Ectonucleoside triphosphate dip ####################
-0.40417811 955 NM_001247 Hs.500375 Ectonucleoside triphosphate dip ||dJ738P15.3||ENTPD6||C
-0.20344859 978 NM_001785 Hs.466910 Cytidine deaminase ||3.5.4.5||hscd||CDA||CDD
-0.44067439 1036 NM_001801 Hs.442378 Cysteine dioxygenase, type I ||CDO1||L-CYSTEINE: OX
0.04290128 1040 NM_001263 Hs.444924 CDP-diacylglycerol synthase (ph####################
-0.98811855 1043 NM_001803 Hs.276770 CD52 antigen (CAMPATH-1 ant||CDW52||CD52 protein||C
-0.45892253 1048 NM_004363 Hs.220529 Carcinoembryonic antigen-relate||CEACAM5||DKFZp781M
0.18888639 1052 NM_005195 Hs.440829 CCAAT/enhancer binding protei ||CEBPD||NF-IL6-beta||CR
0.51735288 1057 NR_001275
-0.09395976 1069 NM_004344 Hs.82794 Centrin, EF-hand protein, 2 ||CEN2||CETN2||caltractin
-0.61403171 1073 NM_021914 Hs.180141 Cofilin 2 (muscle) ||CFL2||COFILIN, MUSCL
0.38049185 1084 NM_001815 Hs.11 Carcinoembryonic antigen-relate||CEACAM3||CGM1||CD66
0.07027349 1088 NM_001816 Hs.41 Carcinoembryonic antigen-relate||CD67||CGM6||CEACAM8
0.32574743 1089 NM_001817 Hs.12 Carcinoembryonic antigen-relate||CEACAM4||CGM7_HUM
-0.43155032 1101 NM_001267 Hs.97220 Chondroadherin ||SLRR4A||CHAD||Chondr
-0.05746348 1116 NM_001276 Hs.382202 Chitinase 3-like 1 (cartilage glyc ||CHI3L1||HCGP-3P||HC-g
-0.67790019 1123 NM_001822 Hs.380138 Chimerin (chimaerin) 1 ||n-chimerin||ARHGAP2||C
0.0976457 1124 NM_004067 Hs.203663 Chimerin (chimaerin) 2 ||CHN2||ARHGAP3||CHIM

-1.01549075 1155 NM_001281 Hs.31053 Cytoskeleton associated protein ||TBCB||CKAP1||CKAPI||C
-0.26731707 1173 NM_004068 Hs.518460 Adaptor-related protein complex####################
-0.31293742 1174 NM_001283 Hs.489365 Adaptor-related protein complex####################
-0.92425006 1175 NM_004069 Hs.119591 Adaptor-related protein complex####################
-1.24359249 1176 NM_001284 Hs.406191 Adaptor-related protein complex####################
0.07939756 1178 NM_001828 Hs.889 Charcot-Leyden crystal protein ||LPPL_HUMAN||galactin-
-0.50454287 1179 NM_001285 Hs.194659 Chloride channel, calcium activa||CLCA1||CaCC||CHLORID
-0.99724262 1182 NM_001829 Hs.481186 Chloride channel 3 ||CLCN3||CLC3||ClC-3||Ch
-0.66877612 1183 NM_001830 Hs.495674 Chloride channel 4 ||CLCN4||CLC4||ClC-4||Ch
-0.27644114 1185 NM_001286 Hs.193043 Chloride channel 6 ||OTTHUMP00000042616
-0.81476123 1192 NM_001288 Hs.414565 Chloride intracellular channel 1 ||p64CLCP||CLIC1||RNCC
-0.06658755 1193 NM_001289 Hs.54570 Chloride intracellular channel 2 ||CLIC2||XAP121||CLIC2b
-0.52279101 1207 NM_001293 Hs.430733 Chloride channel, nucleotide-se ||ICln||CLCI||CLNS1B||CLN
-0.71439647 1208 NM_001832 Hs.1340 Colipase, pancreatic ||CLPS||Colipase, pancrea
-0.44979846 1213 NM_004859 Hs.491351 Clathrin, heavy polypeptide (Hc) ||CHC17||CLH-17||CLTC||
-0.31293742 1215 NM_001836 Hs.135626 Chymase 1, mast cell ||CYH||3.4.21.39||CMA1||M
-0.45892253 1260 NM_005140 Hs.447360 Cyclic nucleotide gated channel ####################
-0.48629474 1262 XM_290552 Hs.434618 Cyclic nucleotide gated channel ||OCNCBETA||CNG5||OC
-0.75089274 1264 NM_001299 Hs.465929 Calponin 1, basic, smooth musc||SMCC||Sm-Calp||CNN1|
-0.99724262 1265 NM_004368 Hs.169718 Calponin 2 ||CNN2||neutral calponin||
0.68158613 1266 NM_001839 Hs.483454 Calponin 3, acidic ||CNN3||calponin, acidic||C
0.29837522 1267 NM_033133 Hs.273621 2',3'-cyclic nucleotide 3' phospho||||CNP||2',3'-cyclic nucleot
-0.3768059 1305 NM_005203 Hs.211933 Collagen, type XIII, alpha 1 ####################



0.72720648 1314 NM_004371 Hs.162121 Coatomer protein complex, subu||HEP-COP||xenin||COPA
-0.42242625 1315 NM_016451 Hs.339278 Coatomer protein complex, subu||COPB||DKFZp761K102|
0.47173254 1317 NM_001859 Hs.532315 Solute carrier family 31 (copper ||COPT1||MGC75487||hCT
0.17063825 1318 NM_001860 Hs.24030 Solute carrier family 31 (copper ||SLC31A2||COPT2||hCTR
0.11589384 1327 NM_001861 Hs.433419 Cytochrome c oxidase subunit IV||MGC72016||COXIV||COX
-0.76914088 1329 NM_001862 Hs.1342 Cytochrome c oxidase subunit V||COX5B||1.9.3.1||COXVB
-0.1122079 1337 NM_004373 Hs.497118 Cytochrome c oxidase subunit V||COX6A1||COX6AL||1.9.3
-0.92425006 1339 NM_005205 Hs.250760 Cytochrome c oxidase subunit V||COX6AH||COX6A2||1.9.3
1.46625609 1340 NM_001863 Hs.431668 Cytochrome c oxidase subunit V||COX6B1||COXG||1.9.3.1
-0.07571162 1345 NM_004374 Hs.351875 Cytochrome c oxidase subunit V||1.9.3.1||COX6C||COX6C
1.14691366 1346 NM_001864 Hs.421621 Cytochrome c oxidase subunit V####################
-0.48629474 1347 NM_001865 Hs.70312 Cytochrome c oxidase subunit V####################
-0.61403171 1348 NM_183003
-0.63227984 1349 NM_001866 Hs.522699 Cytochrome c oxidase subunit V||COX7B||1.9.3.1||cytochro
0.05202535 1350 NM_001867 Hs.430075 Cytochrome c oxidase subunit V||COX7C||1.9.3.1||cytochro
-0.8238853 1351 NM_004074 Hs.433901 Cytochrome c oxidase subunit 8||1.9.3.1||COX8A||COX8L
-0.27644114 1359 NM_001870 Hs.646 Carboxypeptidase A3 (mast cell ||3.4.2.1||CPA3||3.4.17.1||c
0.15239011 1366 NM_001307 Hs.513915 Claudin 7 ||CEPTRL2||CLDN7||Hs.8
-0.72352054 1375 NM_004377 Hs.439777 Carnitine palmitoyltransferase 1 ||||CPT1B||Carnitine palmi
-0.78738902 1379 XM_114735 Hs.149414 Complement component (3b/4b ||CR1L||COMPLEMENT C
-0.21257266 1381 NM_004378 Hs.346950 Cellular retinoic acid binding pro||CRABP-I||CRABP1||RBP
-0.86038158 1382 NM_001878 Hs.405662 Cellular retinoic acid binding pro||RBP6||CRABP2||CRABP
0.17976232 1396 NM_001311 Hs.70327 Cysteine-rich protein 1 (intestina||CRP1||CRHP||CRIP1||CY
-0.69614833 1397 NM_001312 Hs.534309 Cysteine-rich protein 2 ||CRIP2||Cysteine-rich pro
-0.39505404 1400 NM_001313 Hs.135270 Collapsin response mediator pro####################
-0.7052724 1401 NM_000567 Hs.76452 C-reactive protein, pentraxin-rela||MGC88244||CRP||PTX1
0.30749929 1404 NM_001884 Hs.2799 Hyaluronan and proteoglycan lin||CRTL1||HAPLN1||Cartila
-0.89687785 1408 NM_021117 Hs.532491 Cryptochrome 2 (photolyase-like||CRY2||KIAA0658||PHLL2
0.22538267 1431 NM_004077 Hs.430606 Citrate synthase ||4.1.3.7||2.3.3.1||CS||Citra
-0.55928729 1446 NM_001890 Hs.3155 Casein alpha s1 ||CSN1S1||CASA CASEIN
0.01552907 1447 NM_001891 Hs.2242 Casein beta ||CSN2||CASB||Casein be
-1.02461482 1448 NM_005212 Hs.54415 Casein kappa ||CSN10||CSN3||casein, k
-0.76914088 1463 NM_004386 Hs.169047 Chondroitin sulfate proteoglycan||NCAN||CSPG3||Chondro
-0.4680466 1464 NM_001897 Hs.513044 Chondroitin sulfate proteoglycan####################
-0.07571162 1466 NM_001321 Hs.530904 Cysteine and glycine-rich protein||SmLIM||LMO5||CSRP2||C
-0.7052724 1468 NM_012140 Hs.511841 Solute carrier family 25 (mitocho||SLC25A10||dicarboxylate
-0.35855777 1469 NM_001898 Hs.123114 Cystatin SN ||CST1||cystatin SA-I||cyst
-0.68702426 1470 NM_001322 Hs.516939 Cystatin SA ||CST2||MGC71924||cysta
0.05202535 1472 NM_001899 Hs.56319 Cystatin S ||CST4||MGC71923||cysta
-0.83300937 1473 NM_001900 Hs.121489 Cystatin D ||CST5||MGC71922||cysta
-0.40417811 1474 NM_001323 Hs.139389 Cystatin E/M ||CST6||cystatin 6||cystatin
-1.05198703 1477 NM_001324 Hs.172865 Cleavage stimulation factor, 3' p||CSTF1||cleavage stimula
-0.44067439 1325 NM_001302 Hs.412311 Cortistatin ||||CORT||Cortistatin||
-0.56841136 1443 NM_020991 Hs.500457 Chorionic somatomammotropin ####################
0.40786405 1478 NM_001325 Hs.553490 Cleavage stimulation factor, 3' p||CSTF2||cleavage stimula
-0.41330218 1485 NM_001327 Hs.534310 Cancer/testis antigen 1B ||||CTAG1B||Cancer/testis 
-0.27644114 1486 NM_004388 Hs.550471 Chitobiase, di-N-acetyl- ||CTBS||CHITOBIASE, LY
-0.92425006 1504 NM_001906 Hs.74502 Chymotrypsinogen B1 ||ALPHA-CHYMOTRYPSI
-0.15782824 1527 NM_001586 Hs.115365 Chromosome X open reading fr ||TEX28||CXorf2||OTTHUM
-0.13045603 1534 NM_001915 Hs.355264 Cytochrome b-561 ||CYB561||CYTOCHROM
-0.2308208 1538 XM_088636 Hs.444230 Cylicin, basic protein of sperm h||CYCL1||CYLC1||cylicin 1



-0.85125751 1539 NM_001340 Hs.3232 Cylicin, basic protein of sperm h||CYCL2||CYLC2||cylicin 2
-0.26731707 1551 NM_000765 Hs.111944 Cytochrome P450, family 3, sub ####################
0.31662336 1553 NM_000766 Hs.181973 Cytochrome P450, family 2, sub||CYP2A13||CPAD||CYTO
0.28925115 1555 NM_000767 Hs.1360 Cytochrome P450, family 2, sub ####################
-1.15235179 1571 NM_000773 Hs.12907 Cytochrome P450, family 2, sub ####################
-0.4954188 1572 NM_000774 Hs.363140 Cytochrome P450, family 2, sub||C2F1||CYP2F1||1.14.14.
-0.72352054 1573 NM_000775 Hs.152096 Cytochrome P450, family 2, sub ####################
-0.26731707 1576 NM_017460 Hs.442527 Cytochrome P450, family 3, sub||||CYP3A4||Cytochrome P
-0.55928729 1577 NM_000777 Hs.150276 Cytochrome P450, family 3, sub||||CYP3A5||Cytochrome P
-0.3768059 1579 NM_000778 Hs.1645 Cytochrome P450, family 4, sub ####################
-0.76001681 1580 NM_000779 Hs.436317 Cytochrome P450, family 4, sub||P-450HP||1.14.14.1||CYP
-0.64140391 1581 NM_000780 Hs.1644 Cytochrome P450, family 7, sub ####################
-0.54103915 1582 NM_004391 Hs.447793 Cytochrome P450, family 8, sub ####################
-0.63227984 1587 NR_001569
0.19801046 1591 NM_000782 Hs.89663 Cytochrome P450, family 24, su ####################
0.04290128 1592 NM_000783 Hs.150595 Cytochrome P450, family 26, su ####################
-0.1395801 1595 NM_000786 Hs.417077 Cytochrome P450, family 51, su||P450-14DM||LDM||P450
-0.75089274 1618 NM_001351 Hs.73078 Deleted in azoospermia-like ||DAZL1||DAZL||MGC2640
-0.65052798 1620 NM_014618 Hs.532316 Deleted in bladder cancer 1 ||DBC1||DBCCR1||FAM5A
-0.35855777 1627 NM_004395 Hs.130316 Drebrin 1 ||DKFZp434D064||D0S11
-0.5866595 1635 NM_001921 Hs.183850 DCMP deaminase ||DCTD||3.5.4.12||MGC11
-0.05746348 1641 NM_000555 Hs.34780 Doublecortex; lissencephaly, X- ||doublin||DCX||DBCN||XL
-0.44067439 1650 NM_005216 Hs.523145 Dolichyl-diphosphooligosacchar ||DDOST||KIAA0115||2.4.1
0.27100301 1652 NM_001355 Hs.433902 D-dopachrome tautomerase ||DDT||D-dopachrome tau
0.77282682 1653 NM_004939 Hs.440599 DEAD (Asp-Glu-Ala-Asp) box po||DDX1||DBP-RB||DEAD b
0.70895834 1654 NM_001356 Hs.380774 DEAD (Asp-Glu-Ala-Asp) box po||DDX14||CAP-Rf||DDX3X
-0.27644114 1655 NM_004396 Hs.279806 DEAD (Asp-Glu-Ala-Asp) box po####################
-0.50454287 1657 NM_005509 Hs.181042 Dmx-like 1 ||DMXL1||Dmx-like 1||
0.07939756 1660 NM_001357 Hs.191518 DEAH (Asp-Glu-Ala-His) box po####################
0.02465314 1662 NM_004398 Hs.525115 DEAD (Asp-Glu-Ala-Asp) box po||HRH-J8||DDX10||DEAD 
-0.45892253 1665 NM_001358 Hs.5683 DEAH (Asp-Glu-Ala-His) box po####################
0.39873998 1667 NM_004084 Hs.380781 Defensin, alpha 1, myeloid-relat ||RETROCYCLIN||HP-1||D
-0.22169673 1668 NM_005217 Hs.294176 Defensin, alpha 3, neutrophil-sp ||||DEFA3||Defensin, alpha
0.01552907 1669 NM_001925 Hs.2582 Defensin, alpha 4, corticostatin ||HNP-4||HP-4||DEF4||DEF
0.17063825 1670 NM_021010 Hs.72887 Defensin, alpha 5, Paneth cell-s ||HD-5||DEF5||DEFA5||def
0.20713453 1671 NM_001926 Hs.711 Defensin, alpha 6, Paneth cell-s ||DEFA6||HD-6||DEF6||def
0.35311964 1672 NM_005218 Hs.32949 Defensin, beta 1 ||MGC51822||DEFB-1||DE
-0.81476123 1725 NM_001930 Hs.79064 Deoxyhypusine synthase ||2.5.1.46||MIG13||DHPS||
0.39873998 1733 NM_000792 Hs.251415 Deiodinase, iodothyronine, type ####################
-0.47717067 1734 NM_000793 Hs.202354 Deiodinase, iodothyronine, type ####################
-0.52279101 1735 NM_001362 Hs.49322 Deiodinase, iodothyronine, type ####################
0.17063825 1737 NM_001931 Hs.335551 Dihydrolipoamide S-acetyltransf ####################
0.59946951 1745 NM_178120 Hs.407015 Distal-less homeo box 1 ||DLX1||DISTAL-LESS HO
-0.40417811 1758 NM_004407 Hs.128556 Dentin matrix acidic phosphopro||DMP1||Dentin matrix acid
0.13414198 1759 NM_004408 Hs.522413 Dynamin 1 ||DNM1||3.6.5.5||Dynamin
0.77282682 1763 XM_166103 Hs.532446 DNA2 DNA replication helicase ||KIAA0083||DNA2L||FLJ1
1.01005263 1769 NM_001371 Hs.520106 Dynein, axonemal, heavy polype||||DNAH8||Dynein, axonem
-0.42242625 1770 NM_001372 Hs.526552 Dynein, axonemal, heavy polype####################
-0.51366694 1774 NM_006730 Hs.77091 Deoxyribonuclease I-like 1 ||XIB||DNL1L||DNAS1L1||3
-0.87862971 1775 NM_001374 Hs.103503 Deoxyribonuclease I-like 2 ||DNASE1L2||DNAS1L2||d
0.02465314 1776 NM_004944 Hs.476453 Deoxyribonuclease I-like 3 ||3.1.21.-||DHP2||LSD||LS-



-0.76914088 1785 NM_004945 Hs.211463 Dynamin 2 ||DYNII||DNM2||3.6.5.5||Dy
0.51735288 1797 NM_005510 Hs.153299 Dom-3 homolog Z (C. elegans) ||DOM3L||DOM3Z||NG6||O
0.10676977 1798 NM_001382 Hs.524081 Dolichyl-phosphate (UDP-N-ace####################
-0.87862971 1801 NM_001383 Hs.513856 Candidate tumor suppressor in o||||DPH2L1||Candidate tum
0.54472509 1802 NM_001384 Hs.324830 DPH2-like 2 (S. cerevisiae) ####################
-0.52279101 1804 NM_001936 Hs.490684 Dipeptidylpeptidase 6 ||DPPX||MGC46605||DPP
2.58851661 1805 NM_001937 Hs.80552 Dermatopontin ||DPT||Dermatopontin||TR
0.03377721 1808 NM_001386 Hs.173381 Stromal cell-derived factor 2-like||||DPYSL2||Stromal cell-d
-1.07023517 1809 NM_001387 Hs.519659 Dihydropyrimidinase-like 3 ||DRP-3||ULIP||DPYSL3||D
0.02465314 1826 NM_001389 Hs.397800 Down syndrome cell adhesion m||DSCAM||Down syndrom
-0.61403171 1831 NM_004089 Hs.522074 TSC22 domain family 3 ####################
-0.48629474 1833 NM_004950 Hs.435680 Dermatan sulfate proteoglycan 3||SLRR3B||Pg-Lb||DSPG3
-0.22169673 1879 NM_024007 Hs.308048 Early B-cell factor ||COE1||EBF||O/E-1||EBF
-0.01184313 1937 NM_001404 Hs.144835 Eukaryotic translation elongation||PRO1608||EF-1-gamma
-0.09395976 1939 NM_006893 Hs.497581 Ligatin ||Ligatin||HCA56||LGTN||H
0.11589384 1953 XM_031401
-0.1122079 1954 XM_290821
-0.3768059 1955 XM_376905 Hs.494977 EGF-like-domain, multiple 5 ||MEGF9||EGFL5||EGF-lik
-0.05746348 1964 NM_001412 Hs.522590 Eukaryotic translation initiation f ####################
0.66333799 1965 NM_004094 Hs.151777 Eukaryotic translation initiation f ####################
-0.62315577 1968 NM_001415 Hs.539684 Eukaryotic translation initiation f ||EIF2gamma||EIF2S3||eu
0.39873998 1973 NM_001416 Hs.129673 Eukaryotic translation initiation f ||DDX2A||EIF-4A||EIF4A1
-0.35855777 1974 NM_001967 Hs.478553 Eukaryotic translation initiation f ||||EIF4A2||Eukaryotic tran
-0.35855777 1981 NM_004953 Hs.433750 Eukaryotic translation initiation f ####################
0.5720973 1982 NM_001418 Hs.183684 Eukaryotic translation initiation f ||||EIF4G2||Eukaryotic tran

-0.60490764 1984 NM_001970 Hs.534314 Eukaryotic translation initiation f ||EIF5A1||EIF-5A||EIF5A||e
-0.69614833 1990 NM_001971 Hs.348395 Elastase 1, pancreatic ||3.4.21.36||ELA1||ELASTA
-0.84213344 2009 NM_004434 Hs.12451 Echinoderm microtubule associa####################
-0.60490764 2012 NM_001423 Hs.436298 Epithelial membrane protein 1 ||CL-20||TMP||EMP1||TUM
-0.92425006 2013 NM_001424 Hs.531561 Epithelial membrane protein 2 ||MGC9056||XMP||EMP2||
-0.54103915 2014 NM_001425 Hs.9999 Epithelial membrane protein 3 ||EMP3||YMP||Epithelial m
-0.96987041 2021 NM_004435 Hs.420106 Endonuclease G ||ENDOG||endonuclease G
-0.31293742 2029 NM_004436 Hs.511916 Endosulfine alpha ####################
-0.96987041 2030 NM_004955 Hs.25450 Solute carrier family 29 (nucleos||SLC29A1||ENT1||EQUIL
-0.68702426 2037 NM_001431 Hs.486470 Erythrocyte membrane protein b||4.1G||4.1-G||EPB41L2||O
-0.52279101 2039 NM_001978 Hs.274122 Erythrocyte membrane protein b||EPB49||DMT||Erythrocyte
-0.91512599 2091 NM_001436 Hs.299002 Fibrillarin ||Fibrillarin||RNU3IP1||FBL
-0.64140391 2123 NM_014210 Hs.553491 Ecotropic viral integration site 2A####################
-0.63227984 2191 NM_004460 Hs.516493 Fibroblast activation protein, alp ||FAP||DPPIV||FAPA||SEP
-0.67790019 2199 NM_001998 Hs.198862 Fibulin 2 ||FBLN2||Fibulin 2||fibulin 2
-0.30381335 2219 NM_002003 Hs.440898 Ficolin (collagen/fibrinogen dom ||FCN1||FCNM||ficolin 1 pr
-0.31293742 2239 NM_001448 Hs.58367 Glypican 4 ||K-glypican||GPC4||Glypic
-0.08483569 2262 NM_004466 Hs.546254 Glypican 5 ||GPC5||Glypican 5||bA93
-0.93337413 2267 NM_004467 Hs.491143 Fibrinogen-like 1 ||hepassocin||MGC12455|
-0.62315577 2273 NM_001449 Hs.435369 Four and a half LIM domains 1 ||SLIM1||KYO-T||FHL1||FH
-0.81476123 2274 NM_001450 Hs.443687 Four and a half LIM domains 2 ####################
-0.92425006 2275 NM_004468 Hs.57687 Four and a half LIM domains 3 ||SLIM2||FHL3||MGC2361
-1.30746097 2281 NM_004116 Hs.306834 FK506 binding protein 1B, 12.6 ####################
-1.02461482 2314 NM_002018 Hs.513984 Flightless I homolog (Drosophila||FLII||FLIL||Fli1||MGC392
-0.65052798 2315 NM_005511 Hs.154069 Melan-A ||melan-A||MART-1||MLAN
-0.61403171 2319 NM_004475 Hs.514038 Flotillin 2 ||FLOT2||ESA1||M17S1||E



-0.4954188 2327
-0.00271906 2356 NM_004957 Hs.335084 Folylpolyglutamate synthase ||6.3.2.17||FPGS||folylpoly
-0.78738902 2483 NM_004477 Hs.203772 FSHD region gene 1 ||FRG1||FSG1||FSHD GE
-0.8238853 2491 NM_006733 Hs.348920 FSH primary response (LRPR1 ####################
-0.48629474 2526 NM_002033 Hs.390420 Fucosyltransferase 4 (alpha (1,3||ELFT||FCT3A||FUT4||FU
-1.16147586 2527 NM_002034 Hs.158327 Fucosyltransferase 5 (alpha (1,3||FUC-TV||FUT5||2.4.1.65
-0.9424982 2529 NM_004479 Hs.457 Fucosyltransferase 7 (alpha (1,3||2.4.1.-||FUT7||Fucosyltra
-0.05746348 2542 NM_001467 Hs.132760 Solute carrier family 37 (glycero ####################
-0.14870417 2543 NM_001468 Hs.460641 G antigen 7 ||||GAGE2||G antigen 7||
-0.79651309 2574 NM_001472 Hs.460641 G antigen 7 ||||GAGE2||G antigen 7||
-0.32206149 2576 NM_001474 Hs.278606 G antigen 7B ||||GAGE5||G antigen 7B||
-0.32206149 2577 NM_001475 Hs.278606 G antigen 7B ||||GAGE5||G antigen 7B||
-0.23994487 2578 NM_001476 Hs.278606 G antigen 7B ||||GAGE5||G antigen 7B||
-0.51366694 2579 NM_021123 Hs.460641 G antigen 7 ||||GAGE2||G antigen 7||
-0.76914088 2589 NM_020474 Hs.514806 UDP-N-acetyl-alpha-D-galactosa||GalNAcT1||2.4.1.41||GAL
-1.09760738 2590 NM_004481 Hs.300834 UDP-N-acetyl-alpha-D-galactosa||2.4.1.41||GalNAcT2||GAL
-0.44979846 2591 NM_004482 Hs.170986 UDP-N-acetyl-alpha-D-galactosa||GalNAcT3||GALNT3||2.4
-0.258193 2595 NM_198141 Hs.143261 Calpain 3, (p94) ||||CAPN3||Calpain 3, (p94

-0.15782824 2615 NM_005512 Hs.151641 Leucine rich repeat containing 3 ||garpin||LRRC32||GARP||
-0.4680466 2621 NM_000820 Hs.369201 Growth arrest-specific 6 ||GAS6||AXLLG||DKFZp66
-0.73264461 2631 NM_001483 Hs.437367 Glioblastoma amplified sequenc||NIPSNAP2||GBAS||nipsn
-0.92425006 2635 NM_018284 Hs.534284 Guanylate binding protein 3 ||FLJ10961||GBP3||Guany
-1.09760738 2644 NM_005258 Hs.530792 GTP cyclohydrolase I feedback ||GFRP||P35||GCHFR||Hs
-0.75089274 2647 NM_001487 Hs.94672 Biogenesis of lysosome-related ####################
-0.42242625 2648 NM_021078 Hs.463045 GCN5 general control of amino- ||hGCN5||GCN5L2||GCN5
-1.31658504 2650 NM_001490 Hs.521568 Glucosaminyl (N-acetyl) transfer####################
-0.30381335 2673 NM_002056 Hs.468864 Glutamine-fructose-6-phosphate||GFAT1m||2.6.1.16||GFPT
0.28012708 2686 NM_052830 Hs.433738 Gamma-glutamyltransferase-like||GGTL5||D20S101||dJ18C
0.29837522 2687 NM_004121 Hs.437156 Gamma-glutamyltransferase-like||GGTLA1||DKFZP566O0
-0.39505404 2730 NM_002061 Hs.315562 Glutamate-cysteine ligase, mod ####################
-0.32206149 2733 NM_001499 Hs.522418 GLE1 RNA export mediator-like ||hGLE1||GLE1L||GLE1, S
-1.04286296 2743 NM_000824 Hs.32973 Glycine receptor, beta ||GLRB||Glycine receptor, 
-0.59578357 2744 NM_014905 Hs.116448 Glutaminase ||Glutaminase||DKFZp686
-1.48081829 2747 NM_012084 Hs.368538 Glutamate dehydrogenase 2 ||GLUDP1||GLUD2||Glutam
-0.39505404 2752 NM_002065 Hs.518525 Glutamate-ammonia ligase (glut||GLULL3||GLUL||6.3.1.2||
-0.73264461 2762 NM_001500 Hs.144496 GDP-mannose 4,6-dehydratase ||GMDS||4.2.1.47||GDP-m
-0.47717067 2768 NM_007353 Hs.487341 Guanine nucleotide binding prot ||RMP||NNX3||WUGSC:H_
-0.3768059 2774 NM_002071 Hs.136295 Guanine nucleotide binding prot ####################
0.49910475 2783 NM_005273 Hs.185172 Guanine nucleotide binding prot ####################
0.25275488 2792 NM_021955 Hs.552572 Guanine nucleotide binding prot ||GNG1||GNGT1||TRANSD
-0.43155032 2793 NM_031498 Hs.181781 Guanine nucleotide binding prot ####################
-0.61403171 2794 NM_005275 Hs.83147 Guanine nucleotide binding prot ||GNL1||HSR1 GTP-bindin
-0.1395801 2800 NM_002077 Hs.133469 Golgi autoantigen, golgin subfam||OTTHUMP00000064209
0.6907102 2801 NM_004486 Hs.155827 Golgi autoantigen, golgin subfam||GOLGA2||golgin-95||MG
0.22538267 2802 NM_005895 Hs.507333 Golgi autoantigen, golgin subfam||golgin-165||MEA-2||golgi
0.17976232 2803 NM_002078 Hs.344151 Golgi autoantigen, golgin subfam||||GOLGA4||Golgi autoant
0.77282682 2805 NM_002079 Hs.500756 Glutamic-oxaloacetic transamin ||2.6.1.1||GOT1||ASPARTA
0.51735288 2806 NM_002080 Hs.460929 Glutamic-oxaloacetic transamin ||2.6.1.1||GOT2||ASPARTA
0.81844717 2813 NM_001502 Hs.53985 Glycoprotein 2 (zymogen granul ####################
0.61771765 2817 NM_002081 Hs.328232 Glypican 1 ||GPC1||Glypican 1||glypic
1.08304518 2822 NM_001503 Hs.512001 Glycosylphosphatidylinositol spe####################



0.38049185 2823 NM_005277 Hs.75819 Glycoprotein M6A ||GPM6A||glycoprotein M6
-0.17607638 2824 NM_005278 Hs.495710 Glycoprotein M6B ||MGC54284||GPM6B||MG
-0.12133196 2875 NM_005309 Hs.103502 Glutamic-pyruvate transaminase||2.6.1.2||AAT1||ALT1||GP
0.0976457 2878 NM_002084 Hs.386793 Glutathione peroxidase 3 (plasm||1.11.1.9||GPX3||GLUTAT

-0.17607638 2879 NM_002085 Hs.433951 Glutathione peroxidase 4 (phosp||snGPx||1.11.1.9||PHGPx
-0.76001681 2880 NM_001509 Hs.248129 Glutathione peroxidase 5 (epidid||1.11.1.9||GPX5||GLUTAT
-0.80563716 2882 NM_015696 Hs.43728 Glutathione peroxidase 7 ||GPX7||NPGPx||CL683||F
-0.28556521 2894 XM_043613
-0.1122079 2896 NM_002087 Hs.514220 Granulin ||GEP||proepithelin||acrog
-0.17607638 2939 NM_000846 Hs.94107 Glutathione S-transferase A2 ####################
-0.24906893 2940 NM_000847 Hs.102484 Glutathione S-transferase A3 ####################
-0.05746348 2941 NM_001512 Hs.485557 Glutathione S-transferase A4 ####################
-0.38592997 2946 NM_000848 Hs.279837 Glutathione S-transferase M2 (m####################
-0.51366694 2948 NM_000850 Hs.348387 Glutathione S-transferase M4 ####################
-0.40417811 2949 NM_000851 Hs.75652 Glutathione S-transferase M5 ####################
-0.60490764 2967 NM_001516 Hs.355348 General transcription factor IIH, ||TFB4||TFIIH||BTF2||GTF
-1.04286296 2974 NM_004129 Hs.411573 Guanylate cyclase 1, soluble, be||GCS-BETA-2||GC-SB2||4
-0.3494337 2980 NM_033553 Hs.778 Guanylate cyclase activator 2A (||STARA||GUCA2A||guany
0.13414198 2992 NM_004130 Hs.477892 Glycogenin ||Glycogenin||GYG||GLYC
-0.22169673 2994 NM_002100 Hs.434973 Glycophorin A (includes MN bloo||||GYPA||Glycophorin A (in
0.4534844 2999 NM_033423 Hs.348264 Granzyme H (cathepsin G-like 2||CGL-2||CSP-C||CGL2||C

-0.29468928 3003 NM_002104 Hs.277937 Granzyme K (serine protease, g ||TRYP2||GZMK||3.4.21.-|
-0.7052724 3004 NM_005317 Hs.465511 Granzyme M (lymphocyte met-a||LMET1||GZMM||granzym
-0.8238853 3007 NM_005320 Hs.136857 Histone 1, H1d ||HIST1H1D||H1F3||H1.3||
-0.4680466 3008 NM_005321 Hs.248133 Histone 1, H1e ||H1F4||H1.4||HIST1H1E||
-0.90600192 3009 NM_005322 Hs.131956 Histone 1, H1b ||HIST1H1B||H1F5||H1.5||
-0.99724262 3010 NM_005323 Hs.533293 Histone 1, H1t ||H1FT||dJ221C16.2||HIST
-0.35855777 3012 NM_021052 Hs.121017 Histone 1, H2ae ||H2A.1||HIST1H2AE||H2A
0.08852163 3013 NM_021065 Hs.534319 Histone 1, H2ad ||H2A/g||HIST1H2AD||HIS
0.28925115 3017 NM_021063 Hs.130853 Histone 1, H2bd ||H2B.1B||dJ221C16.6||H2
0.20713453 3018 NM_021062 Hs.553494 Histone 1, H2bb ||H2B/f||H2B.1||H2BFF||HI
-0.50454287 3020 NM_002107 Hs.546259 H3 histone, family 3A ||H3.3A||MGC87782||MGC
-0.84213344 3024 NM_005325 Hs.150206 Histone 1, H1a ||HIST1H1A||H1F1||H1.1||
-1.2983369 3026 NM_004132 Hs.422542 Hyaluronan binding protein 2 ####################
-0.65965205 3028 NM_004493 Hs.171280 Hydroxyacyl-Coenzyme A dehyd####################
-1.12497958 3035 NM_002109 Hs.528050 Histidyl-tRNA synthetase ||HARS||6.1.1.21||HRS||FL
-0.96987041 3036 NM_001523 Hs.57697 Hyaluronan synthase 1 ||HAS1||Hyaluronan synth
-0.44979846 3037 NM_005328 Hs.159226 Hyaluronan synthase 2 ||HAS2||Hyaluronan synth
0.32574743 3038 NM_005329 Hs.85962 Hyaluronan synthase 3 ||||HAS3||Hyaluronan synth
0.29837522 3052 NM_005333 Hs.211571 Holocytochrome c synthase (cyt ||HCCS||DKFZp779I1858|
0.16151418 3059 NM_005335 Hs.14601 Hematopoietic cell-specific Lyn s||HS1||HCLS1||hematopoi
-0.4680466 3067 NM_002112 Hs.1481 Histidine decarboxylase ||HDC||4.1.1.22||Histidine 
-0.97899448 3070 NM_018063 Hs.546260 Helicase, lymphoid-specific ####################
-1.4169498 3071 NM_005337 Hs.182014 Hematopoietic protein 1 ||HEM1||membrane-assoc
-0.54103915 3078 NM_002113 Hs.154224 Complement factor H-related 1 ||||CFHL1||Complement fa
-0.45892253 3080 NM_005666 Hs.154224 Complement factor H-related 1 ||||CFHL1||Complement fa
-0.59578357 3113 NM_033554 Hs.347270 Major histocompatibility complex####################
-0.4954188 3116 NR_001435
0.03377721 3118 NM_020056 Hs.387679 Major histocompatibility complex||||HLA-DQA1||Major histo
-0.0209672 3120 NM_182549 Hs.375115 Major histocompatibility complex||HLA-DQB2||major histoc
0.3348715 3126 NM_021983 Hs.520049 Major histocompatibility complex||||HLA-DRB1||Major histoc



-0.1395801 3127 NM_002125 Hs.534322 Major histocompatibility complex||||HLA-DRB5||Major histoc
-0.52279101 3131 NM_002126 Hs.196952 Hepatic leukemia factor ||HLF||Hepatic leukemia fa
-0.77826495 3134 NM_018950 Hs.519972 Major histocompatibility complex####################
-0.40417811 3140 NM_001531 Hs.101840 Major histocompatibility complex||MR1||HLALS||MHC-REL
0.08852163 3177 NM_001532 Hs.32951 Solute carrier family 29 (nucleos####################
-0.10308383 3181 NM_002137 Hs.487774 Heterogeneous nuclear ribonucl ||HNRPB1||HNRPA2B1||h
0.10676977 3182 NM_004499 Hs.248746 Heterogeneous nuclear ribonucl ||HNRPAB||ABBP1||APOB
0.27100301 3183 NM_004500 Hs.508848 Heterogeneous nuclear ribonucl ||HNRPC||heterogeneous 
0.41698812 3185 NM_004966 Hs.808 Heterogeneous nuclear ribonucl ||HNRPF||heterogeneous 
0.14326604 3187 NM_005520 Hs.202166 Heterogeneous nuclear ribonucl ||HNRPH1||heterogeneou
0.23450674 3188 NM_019597 Hs.278857 Heterogeneous nuclear ribonucl ||HNRPH2||HETEROGEN
0.13414198 3189 NM_012207 Hs.499891 Heterogeneous nuclear ribonucl ||HNRPH3||heterogeneou
0.48085661 3191 NM_001533 Hs.446623 Heterogeneous nuclear ribonucl ||HNRPL||heterogeneous 
-0.0209672 3192 NM_004501 Hs.166463 Heterogeneous nuclear ribonucl ||SAFA||HNRPU||heteroge
0.13414198 3200 NM_030661 Hs.533357 Homeo box A3 ||HOXA3||HOX1E||HOME
0.15239011 3203 NM_024014 Hs.520724 Homeo box A6 ||HOXA6||HOX1B||HOME
0.50822882 3208 NM_002143 Hs.288654 Hippocalcin ||Hippocalcin||HPCA||
0.27100301 3214 NM_024015 Hs.532669 Homeo box B4 ||HOX2F||HOXB4||HOMEO
0.17976232 3218 NM_024016 Hs.514292 Homeo box B8 ||HOX2D||HOXB8||HOME
0.12501791 3219 NM_024017 Hs.463350 Homeo box B9 ||HOX2E||HOXB9||HOME
-0.04833941 3224 NM_022658 Hs.248050 Homeo box C8 ||HOXC8||HOX3A||HOME
0.35311964 3228 NM_173860 Hs.381267 Homeo box C12 ||HOX3F||HOXC12||HOME
0.65421392 3231 NM_024501 Hs.83465 Homeo box D1 ||HOX4G||HOXD1||HOME
0.29837522 3248 NM_000860 Hs.77348 Hydroxyprostaglandin dehydrog ||PGDH1||HPGD||hydroxy
0.2162586 3249 NM_002151 Hs.182385 Hepsin (transmembrane proteas||HPN||TMPRSS1||Hepsin
0.88231566 3250 NM_020995 Hs.512155 Haptoglobin-related protein ||HPR||Haptoglobin-relate
0.31662336 1936 NM_001960 Hs.333388 Eukaryotic translation elongation####################
0.28012708 574 NM_001187 Hs.2355 B melanoma antigen ||BAGE||BAGE1||B melan
0.32574743 2996 NM_002102 Hs.371903 Glycophorin E ||||GYPE||Glycophorin E||
0.31662336 1675 NM_001928 Hs.155597 D component of complement (a ||DF||3.4.21.46||ADN||C3 c
-0.44067439 3263 NM_000613 Hs.426485 Hemopexin ||HPX||Hemopexin||
-0.40417811 3266 NM_181532 Hs.447330 ES cell expressed Ras ||ERAS||HRAS2||HRASP, 
0.02465314 3268 NM_006076 Hs.521083 HIV-1 Rev binding protein-like ||||HRBL||HIV-1 Rev bindin
-0.07571162 3300 NM_006736 Hs.77768 DnaJ (Hsp40) homolog, subfam||DNAJB2||HSJ1||HSPF3|
0.16151418 3301 NM_001539 Hs.445203 DnaJ (Hsp40) homolog, subfam||HSDJ||DNAJA1||HSPF4|
-0.74176868 3321 NM_001542 Hs.171057 Immunoglobulin superfamily, me||IGSF3||Immunoglobulin s
-0.00271906 3324 XM_084514 Hs.523560 Heat shock 90kDa protein 1, alp||||HSPCA||Heat shock 90
-0.68702426 3337 NM_006145 Hs.515210 DnaJ (Hsp40) homolog, subfam||DNAJB1||HSPF1||HEAT-
-0.26731707 3338 NM_005528 Hs.172847 DnaJ (Hsp40) homolog, subfam||DNAJC4||HSPF2||HEAT
-0.57753543 3340 NM_001543 Hs.222055 N-deacetylase/N-sulfotransferas||NDST1||HSST||HEPARA
-0.1395801 3346 NM_002159 Hs.250959 Histatin 1 ||PPB||HTN1||POST-PB P
0.46260847 3376 NM_002161 Hs.445403 Isoleucine-tRNA synthetase ||IARS||ILRS||ISOLEUCYL
0.11589384 3382 NM_004968 Hs.487561 Islet cell autoantigen 1, 69kDa ||ICA69||ICA1||ISLET CEL
-0.0209672 3386 NM_001544 Hs.386467 Intercellular adhesion molecule ||ICAM4||BLOOD GROUP
0.76370276 3417 NM_005896 Hs.11223 Isocitrate dehydrogenase 1 (NA ||IDH1||ISOCITRATE DEH
0.28925115 3418 NM_002168 Hs.513141 Isocitrate dehydrogenase 2 (NA ||IDH2||ISOCITRATE DEH
0.02465314 3419 NM_005530 Hs.250616 Isocitrate dehydrogenase 3 (NA ||IDH3A||ISOCITRATE DE
0.3348715 3420 NM_006899 Hs.436405 Isocitrate dehydrogenase 3 (NA ||IDH3B||ISOCITRATE DE
0.82757124 3421 NM_004135 Hs.410197 Isocitrate dehydrogenase 3 (NA ||IDH3G||isocitrate dehydr
-0.41330218 3512 NM_144646 Hs.381568 Immunoglobulin J polypeptide, l ||IGCJ||JCH||IGJ||J CHAIN
-0.19432452 3547 NM_001555 Hs.22111 Immunoglobulin superfamily, me||INHBP||IGSF1||IGDC1||I



0.05202535 3619 NM_020238 Hs.142179 Inner centromere protein antigen||INCENP||inner centrome
0.01552907 3620 NM_002164 Hs.840 Indoleamine-pyrrole 2,3 dioxyge||INDO||IDO||INDOLEAMI
0.56297323 3652 NM_005897 Hs.157180 Intracisternal A particle-promote||IPP||intracisternal A parti
-0.05746348 3658 NM_004136 Hs.436031 Iron-responsive element binding||IREB2||IRP2||IRE-BINDI
-0.03921534 3671 NM_005545 Hs.513022 Immunoglobulin superfamily con||ISLR||Immunoglobulin su
0.74545462 3672 NM_181501 Hs.519304 Integrin, alpha 1 ||||PELO||Integrin, alpha 1|
-0.5866595 3692 NM_002212 Hs.534326 Integrin beta 4 binding protein ||EIF3A||ITGB4BP||EIF6||p
-0.60490764 3697 NM_002215 Hs.420257 Inter-alpha (globulin) inhibitor H1||ITIH1||IATIH||inter-alpha 
-0.26731707 3698 NM_002216 Hs.75285 Inter-alpha (globulin) inhibitor H2||ITIH2||inter-alpha (globul
0.51735288 3699 NM_002217 Hs.76716 Inter-alpha (globulin) inhibitor H3||ITIH3||inter-alpha (globul
0.53560102 3700 NM_002218 Hs.518000 Inter-alpha (globulin) inhibitor H4####################
0.96443228 3703 NM_152713 Hs.504237 Integral membrane protein 1 ||TMC||ITM1||TRANSMEM
0.20713453 3709 NM_002223 Hs.512235 Inositol 1,4,5-triphosphate recep||ITPR2||Inositol 1,4,5-trip
0.03377721 3713 NM_005547 Hs.516439 Involucrin ||IVL||Involucrin||
1.05567297 3735 NM_005548 Hs.3100 Lysyl-tRNA synthetase ||KARS||LYSYL-tRNA SYN
-0.36768183 3766 NM_002241 Hs.408960 Potassium inwardly-rectifying ch||KCNJ10||GLIAL INWAR
-0.21257266 3768 NM_021012 Hs.2363 Potassium inwardly-rectifying ch####################
0.22538267 3769 NM_002242 Hs.467338 Potassium inwardly-rectifying ch||KCNJ13||INWARDLY RE
-0.44067439 3770 NM_013348 Hs.144011 Potassium inwardly-rectifying ch||KIR2.4||KCNJ14||potassi
-0.03921534 3772 NM_002243 Hs.411299 Potassium inwardly-rectifying ch||KCNJ15||KIR4.2||potassi
0.25275488 3773 NM_018658 Hs.463985 Potassium inwardly-rectifying ch||KCNJ16||KIR5.1||potassi
1.27465063 3775 NM_002245 Hs.208544 Potassium channel, subfamily K||KCNK1||TWIK1||potassiu
-0.1122079 3776 NM_014217 Hs.497745 Potassium channel, subfamily K||TREK||KCNK2||TWIK-RE
0.01552907 3779 NM_004137 Hs.484099 Potassium large conductance ca||KCNMB1||SLO-BETA||P
-0.41330218 3780 NM_002248 Hs.158173 Potassium intermediate/small co||KCNN1||SK1||potassium
0.26187895 3781 NM_021614 Hs.98280 Potassium intermediate/small co||KCNN2||SK2||potassium
-0.36768183 3783 NM_002250 Hs.10082 Potassium intermediate/small co||KCNN4||SK4||IK1||KCA4
-0.2308208 3805 NM_002255 Hs.166085 Killer cell immunoglobulin-like re||CD158D||KIR2DL4||KIR1
-0.24906893 3808 NM_012313 Hs.375019 Killer cell immunoglobulin-like re||||KIR2DL5||Killer cell imm
-0.27644114 3809 NM_012314 Hs.258612 Killer cell immunoglobulin-like re||||KIR2DS4||Killer cell imm
0.58122137 3811 NM_013289 Hs.278457 Killer cell immunoglobulin-like re||||KIR3DL1||Killer cell imm
-0.56841136 3812 NM_006737 Hs.546263 Killer cell immunoglobulin-like re||NKAT4A||NKAT4B||KIR3
-0.34030963 3816 NM_002257 Hs.123107 Kallikrein 1, renal/pancreas/saliv||KLK1||KALLIKREIN, REN
-1.12497958 3820 NM_002258 Hs.169824 Killer cell lectin-like receptor sub||NKRP1A||KLRB1||KILLE
-0.15782824 3821 NM_002259 Hs.512576 Killer cell lectin-like receptor sub||NKG2B||KLRC1||NKG2 N
-0.24906893 3822 NM_002260 Hs.74082 Killer cell lectin-like receptor sub||||KLRC3||Killer cell lectin-
0.16151418 3823 NM_002261 Hs.74082 Killer cell lectin-like receptor sub||||KLRC3||Killer cell lectin-
-0.65052798 3846 NM_005553 Hs.2743 Keratin associated protein 5-9 ||KRTAP5-9||KRN1||Kerat
-0.19432452 3881 NM_002277 Hs.41696 Keratin, hair, acidic, 1 ||KRTHA1||Keratin, hair, a
0.17976232 3882 NM_002278 Hs.41752 Keratin, hair, acidic, 2 ||KRTHA2||Keratin, hair, a
0.27100301 3883 NM_004138 Hs.512579 Keratin, hair, acidic, 3A ||KRTHA3A||HA3I||keratin
-1.46257015 3884 NM_002279 Hs.32950 Keratin, hair, acidic, 3B ||KRTHA3B||HA3II||keratin
-0.1122079 3885 NM_021013 Hs.296942 Keratin, hair, acidic, 4 ||KRTHA4||Keratin, hair, a
-0.5866595 3888 NM_033033 Hs.134640 Keratin, hair, basic, 2 ||KRTHB2||Keratin, hair, b
-0.98811855 3889 NM_002282 Hs.182506 Keratin, hair, basic, 3 ||KRTHB3||Keratin, hair, b
-0.68702426 3890 NM_033045 Hs.272336 Keratin, hair, basic, 4 ||KRTHB4||Keratin, hair, b
0.04290128 3891 NM_002283 Hs.182507 Keratin, hair, basic, 5 ||KRTHB5||Keratin, hair, b
-0.29468928 3898 NM_005558 Hs.519035 Ladinin 1 ||LAD1||Ladinin 1||LINEAR
0.07027349 3906 NM_002289 Hs.72938 Lactalbumin, alpha- ||LALBA||Lactalbumin, alp
-0.07571162 3911 NM_005560 Hs.473256 Laminin, alpha 5 ||LAMA5||LAMININ, ALPH
-0.17607638 3916 NM_005561 Hs.494419 Lysosomal-associated membran||LAMP1||LAMPA||LGP120



-0.19432452 3927 NM_006148 Hs.334851 LIM and SH3 protein 1 ||LASP1||MLN50 LASP1/M
-0.32206149 3936 NM_002298 Hs.381099 Lymphocyte cytosolic protein 1 (||CP64||LC64P||LCP1||LYM
-0.65965205 3950 NM_002302 Hs.512580 Leukocyte cell-derived chemota ||LECT2||Leukocyte cell-d
-0.59578357 3954 NM_012318 Hs.120165 Leucine zipper-EF-hand contain ||LETM1||LEUCINE ZIPPE
-0.09395976 3992 NM_013402 Hs.503546 Fatty acid desaturase 1 ||FADS1||Fatty acid desat
0.28925115 3993 NM_004524 Hs.514477 Lethal giant larvae homolog 2 (D||LLGL2||lethal giant larvae
-0.55016322 3995 NM_021727 Hs.21765 Fatty acid desaturase 3 ||FADS3||Fatty acid desat
0.38961592 4007 NM_006150 Hs.166173 LIM domain only 6 ||LMO6||LIM domain only 
-1.60855526 4016 NM_005576 Hs.65436 Lysyl oxidase-like 1 ||LOXL1||Lysyl oxidase-lik
-2.07388279 4017 NM_002318 Hs.116479 Lysyl oxidase-like 2 ||LOXL2||Lysyl oxidase-lik
-1.45344608 4034 NM_002319 Hs.125742 Leucine-rich repeats and calpon||LRCH4||leucine-rich repe
-0.44979846 4038 XM_035037
-0.63227984 4045 NM_002338 Hs.477234 Limbic system-associated mem ||LSAMP||LAMP||Limbic sy
0.0976457 4051 NM_000896 Hs.106242 Cytochrome P450, family 4, sub||LTB4H||CYP4F3||LTB4 O
-0.5866595 4061 NM_002346 Hs.521903 Lymphocyte antigen 6 complex, ||TSA1||LY6E||RIGE||THY
-0.4954188 4062 NM_002347 Hs.159590 Lymphocyte antigen 6 complex, ||LY6H||lymphocyte antige
0.07939756 4063 NM_002348 Hs.403857 Lymphocyte antigen 9 ||CD229||SLAMF3||LY9||L
-1.31658504 4065 NM_002349 Hs.153563 Lymphocyte antigen 75 ||GP200-MR6||LY75||DEC
-1.59030712 4076 NM_005898 Hs.471818 Membrane component, chromos||M11S1||GPI-ANCHORE
-1.91877361 4099 NM_002361 Hs.515354 Myelin associated glycoprotein ||SIGLEC4A||MAG||MYEL
-1.49906643 4100 NM_004988 Hs.72879 Melanoma antigen family A, 1 (d||MAGEA1||MAGE1||MELA
-1.43519794 4101 NM_005361 Hs.36980 Melanoma antigen family A, 2 ||MAGEA2||MAGE2||MELA
-1.43519794 4103 NM_002362 Hs.37107 Melanoma antigen family A, 4 ||MAGEA4||MAGE4a||MAG
-2.16512348 4105 NM_005363 Hs.441113 Melanoma antigen family A, 6 ||MAGEA6||MAGE6||mela
-1.6541756 4108 NM_005365 Hs.512582 Melanoma antigen family A, 9 ||MAGEA9||MAGE9||mela
-1.32570911 4109 NM_021048 Hs.18048 Melanoma antigen family A, 10 ||MAGEA10||MAGE10||me
-1.4169498 4110 NM_005366 Hs.534328 Melanoma antigen family A, 11 ||MAGEA11||MAGE11||me
-0.95162227 4111 NM_005367 Hs.169246 Melanoma antigen family A, 12 ||||MAGEA12||Melanoma a
-1.70892002 4112 NM_002363 Hs.73021 Melanoma antigen family B, 1 ||MAGEL1||DAM10||MAGE
-0.7052724 4113 NM_002364 Hs.113824 Melanoma antigen family B, 2 ||MAGEB2||DAM6||melano
-1.38957759 4114 NM_002365 Hs.113290 Melanoma antigen family B, 3 ||MAGEB3||melanoma ant
-0.5866595 4115 NM_002367 Hs.113291 Melanoma antigen family B, 4 ||MAGEB4||melanoma ant
-1.13410365 4116 NM_002370 Hs.421576 Mago-nashi homolog, proliferati ||MAGOH||mago-nashi ho
-0.63227984 4118 NM_002371 Hs.80395 Mal, T-cell differentiation protein||MAL||T-LYMPHOCYTE M
-0.52279101 4121 NM_005907 Hs.102788 Mannosidase, alpha, class 1A, m||MAN1A1||mannosidase, 
-0.41330218 4122 NM_006122 Hs.116459 Mannosidase, alpha, class 2A, m||MANA2X||MAN2A2||man
-1.48081829 4134 NM_002375 Hs.517949 Microtubule-associated protein 4||MAP4||Microtubule-asso
-0.28556521 4135 NM_033063 Hs.239444 Microtubule-associated protein 6||MTAP6||STOP||KIAA187
-0.78738902 4141 NM_004990 Hs.355867 Methionine-tRNA synthetase ||MTRNS||MARS||METHIO
-0.44979846 4144 NM_005911 Hs.516157 Methionine adenosyltransferase ||MATA2||SAMS2||MAT2A
-1.57205898 4147 NM_002380 Hs.189445 Matrilin 2 ||MATN2||Matrilin 2||
-0.57753543 4151 NM_005368 Hs.517586 Myoglobin ||MB||Myoglobin||
-2.41147335 4154 NM_021038 Hs.478000 Muscleblind-like (Drosophila) ||||MBNL1||Muscleblind-lik
-0.36768183 4184 NM_030663 Hs.111850 Mitochondrial capsule selenopro||SMCP||MCSP||Mitochon
-0.92425006 4188 NM_005586 Hs.520119 MyoD family inhibitor ||MDFI||MyoD family inhib
-1.71804409 4189 NM_012328 Hs.6790 DnaJ (Hsp40) homolog, subfam||DNAJB9||MDG1||ERDJ4
-1.21622028 4190 NM_005917 Hs.526521 Malate dehydrogenase 1, NAD (||MDH1||MALATE DEHYD
-1.05198703 4191 NM_005918 Hs.520967 Malate dehydrogenase 2, NAD (||MDH2||MALATE DEHYD
-0.38592997 4200 NM_002396 Hs.233119 Malic enzyme 2, NAD(+)-depend||ME2||MALIC ENZYME, N
0.18888639 4201 NM_014623 Hs.278362 Male-enhanced antigen ||HYS||MEA||Male-enhanc
-0.44979846 4234 NM_005371 Hs.42957 Methyltransferase like 1 ||METTL1||METHYLTRAN



-0.30381335 4236 NM_005926 Hs.61418 Microfibrillar-associated protein ||MFAP1||Microfibrillar-ass
-1.26184062 4237 NM_002403 Hs.389137 Microfibrillar-associated protein ||MFAP2||MICROFIBRIL-A
0.13414198 4238 NM_005927 Hs.432818 Microfibrillar-associated protein ||MFAP3||MICROFIBRIL-A
-0.24906893 4239 NM_002404 Hs.296049 Microfibrillar-associated protein ||MFAP4||MICROFIBRIL-A
-0.96074634 4241 NM_005929 Hs.184727 Antigen p97 (melanoma associa||MAP97||MELANOTRANS
-1.08848331 4245 NM_002406 Hs.519818 Mannosyl (alpha-1,3-)-glycoprot ####################
-0.97899448 4246 NM_002407 Hs.97644 Secretoglobin, family 2A, memb ||MGB2||LACRYGLOBIN||
-0.52279101 4247 NM_002408 Hs.93338 Mannosyl (alpha-1,6-)-glycoprot ####################
-1.00636668 4248 NM_002409 Hs.276808 Mannosyl (beta-1,4-)-glycoprote ||GNT-III||MGAT3||BETA-
-0.68702426 4249 NM_002410 Hs.115903 Mannosyl (alpha-1,6-)-glycoprot ||MGAT5||GNT-V||N-ACET
-2.19249569 4253 NM_005930 Hs.509200 CTAGE family, member 5 ||MEA6||MGEA6||CTAGE5
-1.07023517 4255 NM_002412 Hs.501522 O-6-methylguanine-DNA methyl ||MGMT||O-6-methylguan
-0.47717067 4259 NM_004528 Hs.191734 Microsomal glutathione S-transf ||MGST3||microsomal glut
-0.95162227 4289 NM_013255 Hs.44693 Muskelin 1, intracellular mediato||MKLN1||Muskelin 1, intra
-0.03921534 4299 NM_005935 Hs.480190 Myeloid/lymphoid or mixed-linea||AF4||MLLT2||ALL1 FUSE
-1.44432201 4300 NM_004529 Hs.493585 Myeloid/lymphoid or mixed-linea||AF9||MLLT3||ALL1 FUSE
-0.72352054 4336 NM_006501 Hs.121333 Myelin-associated oligodendrocy||||MOBP||Myelin-associate
-1.49906643 4340 NM_002433 Hs.141308 Myelin oligodendrocyte glycopro||MOG||MYELIN-OLIGOD
-0.96987041 4343 NM_020963 Hs.514941 Mov10, Moloney leukemia virus ||MOV10||Mov10, Moloney
-0.96987041 4358 NM_002437 Hs.75659 MpV17 transgene, murine homo||MPV17||Mpv17 TRANSG
-0.48629474 4440 NM_002442 Hs.158311 Musashi homolog 1 (Drosophila ||MSI1||musashi homolog 
-2.11037907 4477 NM_002443 Hs.255462 Microseminoprotein, beta- ||MSMB||MSPB||Microsem
-0.4954188 4493 NM_175617 Hs.534330 Metallothionein 1E (functional) ||MT1E||METALLOTHION
-1.38045352 4508 NM_173702
-0.77826495 4509 NM_173703
0.10676977 4512 NM_173704
0.35311964 4513 NM_173705
-0.29468928 4528 NM_002453 Hs.149894 Mitochondrial translational initiat||MTIF2||Mitochondrial tra
0.38049185 4535 NM_173708
-0.30381335 4536 NM_173709
0.20713453 4537 NM_173710
-0.5866595 4538 NM_173711
0.28925115 4539 NM_173712
-0.04833941 4540 NM_173713
-0.57753543 4541 NM_173714
-0.54103915 4542 NM_012335 Hs.408451 Myosin IF ||MYO1F||myosin IF||MYO
-1.20709621 4582 NM_002456 Hs.89603 Mucin 1, transmembrane ||PEM||PUM||EMA||MUC1
-0.59578357 4583 NM_002457 Hs.315 Mucin 2, intestinal/tracheal ||MUC2||Mucin 2, intestina
-0.33118556 4585 NM_018406 Hs.369646 Mucin 4, tracheobronchial ||MUC4||Mucin 4, tracheo
-0.40417811 4586 XM_495860 Hs.534332 Mucin 5, subtypes A and C, trac ||||MUC5AC||Mucin 5, subt
-0.76001681 4587 XM_039877 Hs.523395 Mucin 5, subtype B, tracheobron||MUC5B||mucin 5, subtyp
-0.48629474 4588 XM_290540 Hs.528432 Mucin 6, gastric ||MUC6||Mucin 6, gastric||
-0.22169673 4589 NM_152291 Hs.103944 Mucin 7, salivary ||MUC7||Mucin 7, salivary
0.30749929 4604 NM_002465 Hs.506502 Myosin binding protein C, slow t ||MYBPC1||MYBPCS||MY
-0.8238853 4606 NM_004533 Hs.85937 Myosin binding protein C, fast ty||MYBPC2||MYBPCF||MYO
-0.65052798 4608 NM_004997 Hs.927 Myosin binding protein H ||MYBPH||MYOSIN-BINDI
-0.97899448 4628 NM_005964 Hs.16355 Myosin, heavy polypeptide 10, n ||||MYH10||Myosin, heavy 
-0.39505404 4632 NM_079420 Hs.187338 Myosin, light polypeptide 1, alka ||MYL1||MYOSIN, LIGHT 
-0.91512599 4640 NM_005379 Hs.5394 Myosin IA ||MYO1A||myosin IA||
-0.40417811 4641 NM_033375 Hs.286226 Myosin IC ||MYO1C||MYR2||myosin 
-1.45344608 4642 XM_050041



-0.96074634 4643 NM_004998 Hs.370392 Myosin IE ||MYO1E||MYO1C, FORM
-1.38957759 4645 XM_371116 Hs.550481 Myosin VB ||MYO5B||KIAA1119||myo
-1.22534435 4648 XM_291001 Hs.154578 Myosin VIIB ||MYO7B||myosin VIIB||
0.10676977 4649 NM_006901 Hs.546268 Myosin IXA ||MYO9A||myosin IXA||
-0.54103915 4664 NM_005966 Hs.107474 NGFI-A binding protein 1 (EGR1||NAB1||NGFIA-BINDING 
-0.32206149 4666 NM_005594 Hs.505735 Nascent-polypeptide-associated||NACA||Nascent-polypept
-0.18520045 4670 NM_005968 Hs.465808 Heterogeneous nuclear ribonucl ||HNRPM||HNRPM4||NAG
0.03377721 4673 NM_004537 Hs.524599 Nucleosome assembly protein 1||NAP1L1||NRP||NAP-I RE
0.03377721 4674 NM_021963 Hs.66180 Nucleosome assembly protein 1||NAP1L2||BRAIN SPECIF
-0.47717067 4675 NM_004538 Hs.21365 Nucleosome assembly protein 1||NAP1L3||Nucleosome as
2.6523851 4676 NM_005969 Hs.501684 Nucleosome assembly protein 1||NAP1L4||NAP2L||NUCLE

-0.50454287 4677 NM_004539 Hs.465224 Asparaginyl-tRNA synthetase ||NARS||ASNRS||ASPARA
0.16151418 4678 NM_002482 Hs.319334 Nuclear autoantigenic sperm pro||NASP||N1/N2, XENOPU
0.0976457 4680 NM_002483 Hs.466814 Carcinoembryonic antigen-relate||CEAL||NCA||CEACAM6|
0.38049185 4689 NM_000631 Hs.474781 Neutrophil cytosolic factor 4, 40k||NCF4||p40-PHOX||NCF, 
1.01005263 4691 NM_005381 Hs.79110 Nucleolin ||C23||NCL||Nucleolin||
1.52100051 4694 NM_004541 Hs.534168 NADH dehydrogenase (ubiquino||NDUFA1||MWFE, B. TAU
0.36224371 4695 NM_002488 Hs.534333 NADH dehydrogenase (ubiquino||NDUFA2||NADH-UBIQU
0.5720973 4696 NM_004542 Hs.198269 NADH dehydrogenase (ubiquino||NDUFA3||NADH-UBIQU
0.22538267 4697 NM_002489 Hs.50098 NADH dehydrogenase (ubiquino||NDUFA4||NADH-UBIQU
0.83669531 4698 NM_005000 Hs.83916 NADH dehydrogenase (ubiquino||UQOR13||NDUFA5||NAD
-0.15782824 4700 NM_002490 Hs.274416 NADH dehydrogenase (ubiquino||NDUFA6||NADH-UBIQU
0.27100301 4701 NM_005001 Hs.515112 NADH dehydrogenase (ubiquino||NDUFA7||NADH-UBIQU
-0.50454287 4702 NM_014222 Hs.495039 NADH dehydrogenase (ubiquino||NDUFA8||NADH-UBIQU
-0.38592997 4704 NM_005002 Hs.75227 NADH dehydrogenase (ubiquino||NDUFA9||NADH-UBIQU
0.4534844 4705 NM_004544 Hs.277677 NADH dehydrogenase (ubiquino||NDUFA10||NADH-UBIQU
0.04290128 4706 NM_005003 Hs.189716 NADH dehydrogenase (ubiquino||NDUFAB1||NADH-UBIQ
1.0465489 4707 NM_004545 Hs.183435 NADH dehydrogenase (ubiquino||NDUFB1||NADH-UBIQU
0.64508985 4708 NM_004546 Hs.324250 NADH dehydrogenase (ubiquino||NDUFB2||NADH-UBIQU
0.28925115 4709 NM_002491 Hs.109760 NADH dehydrogenase (ubiquino||NDUFB3||NADH-UBIQU
0.2162586 4711 NM_002492 Hs.518424 NADH dehydrogenase (ubiquino||NDUFB5||NADH-UBIQU
0.13414198 4712 NM_002493 Hs.493668 NADH dehydrogenase (ubiquino||NDUFB6||NADH-UBIQU
0.51735288 4713 NM_004146 Hs.532853 NADH dehydrogenase (ubiquino||SQM1||NDUFB7||NADH-
0.65421392 4714 NM_005004 Hs.523215 NADH dehydrogenase (ubiquino||NDUFB8||NADH-UBIQU
0.15239011 4715 NM_005005 Hs.15977 NADH dehydrogenase (ubiquino||UQOR22||NDUFB9||NAD
0.17976232 4716 NM_004548 Hs.513266 NADH dehydrogenase (ubiquino||NDUFB10||NADH-UBIQU
0.47173254 4717 NM_002494 Hs.84549 NADH dehydrogenase (ubiquino||NDUFC1||NADH-UBIQU
0.48998068 4718 NM_004549 Hs.407860 NADH dehydrogenase (ubiquino||NDUFC2||NADH-UBIQU
0.22538267 4722 NM_004551 Hs.502528 NADH dehydrogenase (ubiquino||NDUFS3||NADH-UBIQU
0.50822882 4723 NM_007103 Hs.7744 NADH dehydrogenase (ubiquino||UQOR1||NDUFV1||NADH
1.18340994 4726 NM_004553 Hs.408257 NADH dehydrogenase (ubiquino||NDUFS6||NADH-UBIQU
0.80019903 4731 NM_00100150 Hs.473937 NADH dehydrogenase (ubiquino||NDUFV3||NADH-UBIQU
0.83669531 4736 NM_007104 Hs.148340 Ribosomal protein L10a ||||RPL10A||Ribosomal pro
0.27100301 4739 NM_006403 Hs.37982 Neural precursor cell expressed ||HEF1||CASL||NEDD9||C
0.3348715 4741 NM_005382 Hs.458657 Neurofilament 3 (150kDa mediu||NEFM||NFM||NEF3||NEU
0.22538267 4753 NM_006159 Hs.505326 NEL-like 2 (chicken) ||NELL2||NEL-like 2 (chick
0.13414198 4759 NM_005383 Hs.532681 Sialidase 2 (cytosolic sialidase) ||NEU2||SIAL2||SIALIDAS
0.15239011 4761 NM_006160 Hs.322431 Neurogenic differentiation 2 ||NEUROD2||Neurogenic 
-0.10308383 4762 NM_006161 Hs.248149 Neurogenin 1 ||NGN1||NEUROG1||NEU
0.28012708 4808 NM_005599 Hs.46296 Nescient helix loop helix 2 ||HEN2||NSCL2||NHLH2||N
0.52647695 4810 NM_198270 Hs.201623 Nance-Horan syndrome (congen||NHS||NHS GENE||Nance



-0.14870417 4815 NM_016533 Hs.504422 Ninjurin 2 ||NINJ2||Ninjurin 2||NERV
-0.44067439 4817 NM_005600 Hs.146406 Nitrilase 1 ||NIT1||Nitrilase 1||
0.53560102 4826 NM_005386 Hs.504703 Neuronatin ||NNAT||Neuronatin||
0.54472509 4836 NM_021079 Hs.532790 N-myristoyltransferase 1 ||NMT1||MYRISTOYL-CoA
0.49910475 4838 NM_018055 Hs.370414 Nodal homolog (mouse) ||NODAL||Nodal homolog 
0.49910475 4841 NM_007363 Hs.533282 Non-POU domain containing, oc||NRB54||NONO||non-POU
0.2162586 4863 NM_002519 Hs.171061 Nuclear protein, ataxia-telangiec||NPAT||E14 GENE||Nucle
0.72720648 4880 NM_024409 Hs.247916 Natriuretic peptide precursor C ||NPPC||CNP||NATRIURE
0.36224371 4885 NM_002523 Hs.3281 Neuronal pentraxin II ||NP2||NPTX2||neuronal p
-0.24906893 4490 NM_005947 Hs.36102 Metallothionein 1B (functional) ||MT1B||METALLOTHION
0.59034544 4501 NM_005952 Hs.374950 Metallothionein 1X ||MT1X||METALLOTHION
0.41698812 4892 NM_006175 Hs.268788 Nebulin-related anchoring prote ||NRAP||Nebulin-related a
-0.00271906 4898 NM_002525 Hs.551509 Nardilysin (N-arginine dibasic co||NRD1||NRD CONVERTA
-0.27644114 4905 NM_006178 Hs.431279 N-ethylmaleimide-sensitive facto||NSF||N-ethylmaleimide-s
-0.32206149 4927 NM_002532 Hs.462086 Nucleoporin 88kDa ||NUP88||nucleoporin 88k
-0.2308208 4931 NM_002533 Hs.497867 Nuclear VCP-like ||NVL||nuclear VCP-like||N
-0.38592997 4943 XM_047025
0.43523626 4951 NM_006188 Hs.510456 Oncomodulin ||OCM||Oncomodulin||
0.00640501 4956 NM_024410 Hs.159274 Outer dense fiber of sperm tails ||ODF1||ODF27||SODF||S
0.27100301 4957 NM_002540 Hs.129055 Outer dense fiber of sperm tails ||ODF2||ODF84||Outer de
-0.01184313 4958 NM_005014 Hs.94070 Osteomodulin ||Osteomodulin||OMD||
0.29837522 4969 NM_014057 Hs.109439 Osteoglycin (osteoinductive fact ||OIF||OGN||Osteoglycin (o
-0.00271906 4974 NM_002544 Hs.445237 Oligodendrocyte myelin glycopro||OMGP||OMG||OLIGODE
-0.06658755 4975 NM_006189 Hs.534335 Olfactory marker protein ||OMP||Olfactory marker p
-0.12133196 4998 NM_004153 Hs.17908 Origin recognition complex, sub ||ORC1L||Origin recognitio
0.20713453 4999 NM_006190 Hs.444870 Origin recognition complex, sub ||ORC2L||Origin recognitio
-1.11585552 5000 NM_002552 Hs.470174 Origin recognition complex, sub ||ORC4L||Origin recognitio
0.02465314 5001 NM_002553 Hs.432948 Origin recognition complex, sub ||ORC5L||Origin recognitio
0.17976232 5003 NM_007105 Hs.300076 Solute carrier family 22 (organic ####################
0.37136778 5004 NM_000607 Hs.494894 Orosomucoid 1 ||ORM1||ALPHA-1-AGP||A
0.40786405 5005 NM_000608 Hs.522356 Orosomucoid 2 ||||ORM2||Orosomucoid 2|
0.42611219 5015 NM_021728 Hs.288655 Orthodenticle homolog 2 (Droso||OTX2||orthodenticle hom
0.35311964 5016 NM_002557 Hs.1154 Oviductal glycoprotein 1, 120kD ||OVGP1||OVIDUCTAL G
-0.13045603 5017 NM_004561 Hs.134434 Ovo-like 1(Drosophila) ||OVOL1||ovo-like 1(Droso
0.07027349 5018 NM_005015 Hs.151134 Oxidase (cytochrome c) assemb||OXA1L||OXA1-LIKE GEN
-0.3494337 5042 NM_030979 Hs.458280 Poly(A) binding protein, cytoplas||PABPC3||PABPL3||PABP
-0.44067439 5047 NM_002571 Hs.532325 Progestagen-associated endom ||GdA||GLYCODELIN-S||P
0.37136778 5064 NM_002579 Hs.78482 Paralemmin ||KIAA0270||PALM||Parale
0.08852163 5066 NM_000919 Hs.369430 Peptidylglycine alpha-amidating ||PAM||Peptidylglycine alp
-0.3494337 5067 XM_039627 Hs.12723 Contactin 3 (plasmacytoma asso||PANG||CNTN3||PLASMA
0.06114942 5073 NM_002582 Hs.253197 Poly(A)-specific ribonuclease (d ||DAN||PARN||DEADENYL
0.41698812 5093 NM_006196 Hs.2853 Poly(rC) binding protein 1 ||PCBP1||POLY(rC)-BIND
0.25275488 5110 NM_005389 Hs.279257 Protein-L-isoaspartate (D-aspar ||PCMT1||protein-L-isoasp
-0.43155032 5116 NM_006031 Hs.474069 Pericentrin 2 (kendrin) ||PCNT2||PERICENTRIN 
0.46260847 5121 NM_006198 Hs.80296 Purkinje cell protein 4 ||PCP4||PEP19||Purkinje c
-0.29468928 5125 NM_006200 Hs.368542 Proprotein convertase subtilisin/ ||PCSK5||PROPROTEIN C
0.31662336 5126 NM_002594 Hs.315186 Proprotein convertase subtilisin/ ||NEC2||PCSK2||NEUROE
-0.18520045 5130 NM_005017 Hs.435767 Phosphate cytidylyltransferase 1||CTPCT||PCYT1A||CHOL
0.17063825 5173 NM_024411 Hs.22584 Prodynorphin ||Prodynorphin||PDYN||PR
-0.10308383 5178 NM_006210 Hs.201776 Paternally expressed 3 ||||PEG3||Paternally expres
0.08852163 5197 NM_002620 Hs.72933 Platelet factor 4 variant 1 ||PF4A||PF4-ALT||PF4V1|



0.36224371 5198 NM_012393 Hs.88139 Phosphoribosylformylglycinamid||FGARAT||PFAS||PHOSP
-0.07571162 5212 NM_053276 Hs.137415 Vitrin ||Vitrin||VIT||
-0.21257266 5222 NM_014224 Hs.432854 Pepsinogen 5, group I (pepsinog||||PGA5||Pepsinogen 5, g
0.14326604 5225 NM_002630 Hs.1867 Progastricsin (pepsinogen C) ||PGC||progastricsin (peps
1.17428587 5226 NM_002631 Hs.464071 Phosphogluconate dehydrogena||6PGD||PGD||PGD, ERYT
-0.1122079 5236 NM_002633 Hs.1869 Phosphoglucomutase 1 ||PGM1||Phosphoglucomu
-0.32206149 5238 NM_015599 Hs.553496 Phosphoglucomutase 3 ||PGM3||AGM1||Phosphog
0.16151418 5239 NM_021965 Hs.307835 Phosphoglucomutase 5 ||PGM5||Phosphoglucomu
0.3348715 5250 NM_002635 Hs.290404 Solute carrier family 25 (mitocho||SLC25A3||PHC||PHOSP
0.38961592 5266 NM_002638 Hs.112341 Protease inhibitor 3, skin-derive ||PI3||ESI||ELAFIN||ELAST
0.64508985 5271 NM_002640 Hs.368077 Serine (or cysteine) proteinase i ||CAP2||PI8||SERPINB8||C
0.60859358 5273 NM_005024 Hs.158339 Serine (or cysteine) proteinase i ||BOMAPIN||SERPINB10|
0.07027349 5279 NM_002642 Hs.188456 Phosphatidylinositol glycan, clas||PIGC||GPI2, YEAST, HO
-0.09395976 5281 NM_002643 Hs.468415 Phosphatidylinositol glycan, clas||PIGF||phosphatidylinosito
0.59946951 5283 NM_004569 Hs.553497 Phosphatidylinositol glycan, clas||PIGH||phosphatidylinosit
0.03377721 5303 NM_006223 Hs.118076 Protein (peptidyl-prolyl cis/trans ||EPVH||PAR14||PIN4||PA
-0.09395976 5304 NM_002652 Hs.99949 Prolactin-induced protein ||GCDFP-15||PIP||PROLA
0.35311964 5334 NM_006226 Hs.153322 Phospholipase C-like 1 ||PLCL1||phospholipase C
-0.45892253 5338 NM_002663 Hs.104519 Phospholipase D2 ||PLD2||phospholipase D2
-0.14870417 5342 NM_002665 Hs.450026 Plasminogen-like B1 ||PLGLB1||PLGL||plasmin
0.28925115 5346 NM_002666 Hs.103253 Perilipin ||PLIN||Perilipin||
0.71808241 5349 NM_005971 Hs.301350 FXYD domain containing ion tra ||PLML||PHOSPHOLEMM
0.27100301 5352 NM_000935 Hs.477866 Procollagen-lysine, 2-oxoglutara||TLH||PLOD2||LH2||TELO
0.52647695 5355 NM_002668 Hs.77422 Proteolipid protein 2 (colonic ep ||PLP2||DIFFERENTIATIO
-0.28556521 5357 NM_002670 Hs.203637 Plastin 1 (I isoform) ||PLS1||I-PLASTIN||INTES
0.69983427 5358 NM_005032 Hs.496622 Plastin 3 (T isoform) ||PLS3||T-PLASTIN||plasti
0.85494345 5362 XM_372810
0.26187895 5368 NM_006228 Hs.88218 Prepronociceptin ||Prepronociceptin||PNOC
-0.55016322 5369 NM_031887 Hs.247975 Pro-melanin-concentrating horm||PMCHL1||Pro-melanin-c
0.06114942 5370 NM_031888 Hs.512613 Pro-melanin-concentrating horm||PMCHL2||Pro-melanin-c
0.6907102 5372 NM_002676 Hs.75835 Phosphomannomutase 1 ||PMM1||Phosphomannom
0.81844717 5379 XM_377962 Hs.520575 Postmeiotic segregation increas||||PMS2L1||Postmeiotic se
1.18340994 5380 NM_002679 Hs.488624 Postmeiotic segregation increas||||POM121||Postmeiotic s
1.0465489 5387 NM_005395 Hs.549057 Postmeiotic segregation increas||PMS2L3||Postmeiotic se
0.97355635 5393 NM_005033 Hs.91728 Exosome component 9 ||PMSCL1||EXOSC9||POL
1.42975981 5408 NM_005396 Hs.423598 Pancreatic lipase-related protein||PLRP2||PNLIPRP2||Panc
1.44800795 5420 NM_005397 Hs.16426 Podocalyxin-like ||PODXL||Podocalyxin-like
-0.7052724 5425 NM_006230 Hs.306791 Polymerase (DNA directed), del ||POLD2||POLYMERASE,
0.41698812 5427 NM_002692 Hs.162777 Polymerase (DNA directed), eps||POLE2||DPE2||POLYME
1.4023876 5432 NM_002694 Hs.79402 Polymerase (RNA) II (DNA direc||POLR2C||POLYMERASE
1.44800795 5434 NM_002695 Hs.24301 Polymerase (RNA) II (DNA direc||POLR2E||POLYMERASE
-1.12497958 5435 NM_021974 Hs.436578 Polymerase (RNA) II (DNA direc||POLR2F||RPB6, S. CER
-1.33483318 5437 NM_006232 Hs.432574 Polymerase (RNA) II (DNA direc||POLR2H||POLYMERASE
-0.34030963 5438 NM_006233 Hs.47062 Polymerase (RNA) II (DNA direc||POLR2I||POLYMERASE
-1.07935924 5439 NM_006234 Hs.533383 Polymerase (RNA) II (DNA direc||POLR2J||Polymerase (R
-0.74176868 5440 NM_005034 Hs.351475 Polymerase (RNA) II (DNA direc||POLR2K||RPB12||RPB10
-0.12133196 5442 NM_005035 Hs.254113 Polymerase (RNA) mitochondria||POLRMT||POLYMERAS
-0.48629474 5478 NM_021130 Hs.356331 Peptidylprolyl isomerase A (cycl ||CYPA||CYPH||PPIA||PEP
-1.30746097 5479 NM_000942 Hs.434937 Peptidylprolyl isomerase B (cycl ||CYPB||PPIB||PEPTIDYL
-0.40417811 5480 NM_000943 Hs.110364 Peptidylprolyl isomerase C (cycl ||CYPC||PPIC||PEPTIDYL
-0.29468928 5493 NM_002705 Hs.192233 Periplakin ||PPL||Periplakin||



-0.0209672 5539 NM_002722 Hs.184604 Pancreatic polypeptide ||PNP||PPY||Pancreatic po
-0.03921534 5549 NM_002725 Hs.76494 Proline arginine-rich end leucine||PRELP||Proline arginine-
-0.95162227 5550 NM_002726 Hs.436564 Prolyl endopeptidase ||PREP||Prolyl endopeptid
-0.05746348 5553 NM_002728 Hs.512633 Proteoglycan 2, bone marrow (n||PRG2||MBP||Proteoglyca
-0.19432452 5554 NM_006250 Hs.533634 Proline-rich protein HaeIII subfa ||PIF||Db||PRH1||PAROTID
-1.25271655 5555 NM_005042 Hs.73952 Proline-rich protein HaeIII subfa ||PRH2||PAROTID PROLI
-1.8640292 5826 NM_005050 Hs.94395 ATP-binding cassette, sub-famil ||ABCD4||PMP69||PXMP1
-1.80016071 6059 NM_002940 Hs.12013 ATP-binding cassette, sub-famil ||ABCE1||RNS4I||RIBONU
-1.66329967 8310 NM_003501 Hs.479122 Acyl-Coenzyme A oxidase 3, pri ||ACOX3||PRISTANOYL-C
-1.21622028 8728 NM_023038 Hs.483944 A disintegrin and metalloproteina||ADAM19||MLTNB||MELT
-0.66877612 8756 NM_003817 Hs.166003 A disintegrin and metalloproteina||ADAM7||A disintegrin an
-0.56841136 9311 NM_004769 Hs.98547 Amiloride-sensitive cation chann||ACCN3||Amiloride-sensit
-0.03921534 9370 NM_004797 Hs.80485 Adiponectin, C1Q and collagen ####################
-0.1122079 9619 NM_004915 Hs.124649 ATP-binding cassette, sub-famil ||ABC8||ABCG1||ABC TRA
-0.41330218 10058 NM_005689 Hs.107911 ATP-binding cassette, sub-famil ||MTABC3||ABCB6||MITO
-0.15782824 10061 NM_005692 Hs.438823 ATP-binding cassette, sub-famil ||ABCF2||ATP-binding cas
0.23450674 10129 NM_023037 Hs.507669 Hypothetical protein CG003 ||13CDNA73||hypothetical
-0.23994487 10257 NM_005845 Hs.508423 ATP-binding cassette, sub-famil ||MRP4||MOATB||ABCC4|
-0.57753543 10347 NM_019112 Hs.134514 ATP-binding cassette, sub-famil ||ABCX||ABCA7||SJOGRE
-0.8238853 10349 NM_080282 Hs.25377 ATP-binding cassette, sub-famil ||ABCA10||ATP-binding ca
0.07939756 10350 NM_080283 Hs.131686 ATP-binding cassette, sub-famil ||ABCA9||ATP-binding cas
-1.16147586 10351 NM_007168 Hs.58351 ATP-binding cassette, sub-famil ||ABCA8||ATP-binding cas
0.38049185 10551 NM_006408 Hs.530009 Anterior gradient 2 homolog (Xe||AG2||AGR2||anterior gra
-0.85125751 10939 NM_006796 Hs.528996 AFG3 ATPase family gene 3-like||AFG3L2||AFG3 ATPase 
-0.23994487 11047 NM_007002 Hs.90107 Adhesion regulating molecule 1 ||ADRM1||Adhesion regula
-0.13045603 11194 NM_007188 Hs.490555 ATP-binding cassette, sub-famil ||MABC1||ABCB8||MITOC
-0.57753543 11273 NM_007245 Hs.460499 Ataxin 2-like ||ATXN2L||Ataxin 2-like||
-0.93337413 22885 NM_014945 Hs.49688 Actin binding LIM protein family, ||ABLIM3||actin binding LI
0.00640501 23287 NM_015239 Hs.494321 ATP/GTP binding protein 1 ||AGTPBP1||NNA1||KIAA1
-0.56841136 23305 NM_015256 Hs.14945 Acyl-CoA synthetase long-chain ||||ACSL6||Acyl-CoA synth
0.53560102 23394 NM_015339 Hs.293736 Activity-dependent neuroprotect ||ADNP||Activity-dependen
0.68158613 23456 NM_012089 Hs.17614 ATP-binding cassette, sub-famil ||MTABC2||MABC2||ABCB
0.64508985 23457 NM_019624 Hs.511951 ATP-binding cassette, sub-famil ||ABCB9||ATP-BINDING C
-0.52279101 23460 NM_080284 Hs.195395 ATP-binding cassette, sub-famil ||ABCA6||ATP-binding cas
0.17976232 23461 NM_018672 Hs.421474 ATP-binding cassette, sub-famil ||ABCA5||ATP-binding cas
-0.21257266 23536 NM_012091 Hs.188661 Adenosine deaminase, tRNA-sp||ADAT1||adenosine deam
-1.14322772 23597 NM_012332 Hs.298885 Likely ortholog of mouse acyl-Co||ACATE2||Likely ortholog
-0.3494337 25841 NM_145804 Hs.23361 Ankyrin repeat and BTB (POZ) d||ABTB2||ankyrin repeat a
-0.3494337 26154 NM_015657 Hs.134585 ATP-binding cassette, sub-famil ||ABCA12||ATP-BINDING 
-0.63227984 26993 NM_014371 Hs.399800 A kinase (PRKA) anchor protein||AKAP8L||A kinase (PRKA
-0.22169673 27034 NM_014384 Hs.14791 Acyl-Coenzyme A dehydrogenas||ACAD8||ACYL-CoA DEH
-0.51366694 27252 NM_014458 Hs.495035 Kelch-like 20 (Drosophila) ||KLHL20||KLEIP||kelch-lik
-1.04286296 27308 NM_014486
-0.35855777 28976 NM_014049 Hs.541841 Acyl-Coenzyme A dehydrogenas||ACAD9||acyl-Coenzyme 
0.29837522 28989 NM_014064 Hs.522433 AD-003 protein ||AD-003||AD-003 protein|
-0.88775378 29781 NM_014551 Hs.180903 Hypothetical protein 384D8_6 ||384D8-2||hypothetical pr
-0.86950565 29880 NM_013338 Hs.507769 Asparagine-linked glycosylation ||ALG5||DOLICHYL PHOS
-0.62315577 29974 NM_014576 Hs.499643 Apobec-1 complementation fact ||ACF||Apobec-1 complem
-1.68154781 51094 NM_015999 Hs.5298 Adiponectin receptor 1 ||CGI45||ADIPOR1||Adipo
-1.45344608 51146 NM_016161 Hs.278960 Alpha-1,4-N-acetylglucosaminylt||A4GNT||alpha-1,4-N-ace
-0.91512599 51166 NM_016228 Hs.529735 Aminoadipate aminotransferase||AADAT||Aminoadipate a



-1.00636668 51225 NM_016428 Hs.130719 ABI gene family, member 3 ||ABI3||NESH PROTEIN||A
-1.09760738 51293 NM_016579 Hs.333427 CD320 antigen ||8D6A||CD320 antigen||8D
-0.76001681 51390 NM_016108 Hs.112783 Androgen-induced 1 ||AIG1||Androgen-induced
0.30749929 51517 NM_016453 Hs.102929 NCK interacting protein with SH ||AF3p21||NCKIPSD||SPIN
-0.78738902 51703 NM_016234 Hs.11638 Acyl-CoA synthetase long-chain ||ACSL5||FACL5||ACS5||A
-0.62315577 51802 NM_017419 Hs.381349 Amiloride-sensitive cation chann||ACCN5||Amiloride-sensit
-0.76001681 54715 NM_018723 Hs.527984 Ataxin 2-binding protein 1 ||A2BP1||Ataxin 2-binding 
-0.81476123 54806 NM_017651 Hs.386684 Abelson helper integration site ||AHI1||JOUBERIN||Abels
-0.258193 54812 NM_017657 Hs.468760 Aftiphilin protein ||AFTIPHILIN||Aftiphilin pr

-0.63227984 55057 NM_017977 Hs.128738 Absent in melanoma 1-like ||AIM1L||Absent in melano
-0.39505404 55289 NM_018308 Hs.253320 Acyl-Coenzyme A oxidase-like ||ACOXL||acyl-Coenzyme 
-0.10308383 55324 NM_018358 Hs.361323 ATP-binding cassette, sub-famil ||ABCF3||ATP-binding cas
-0.90600192 55515 NM_018674 Hs.87469 Amiloride-sensitive cation chann||BNAC4||ACCN4||ASIC4|
-0.43155032 55821 NM_018436 Hs.97899 Allantoicase ||Allantoicase||ALLC||
-0.39505404 55830 NM_018446 Hs.297304 Glycosyltransferase 8 domain co||GLT8D1||Glycosyltransfe
-1.01549075 55860 NM_018477 Hs.509451 Actin-related protein 10 homolog||ACTR10||actin-related pr
-0.48629474 56052 NM_019109 Hs.406461 Asparagine-linked glycosylation ||||ALG1||Asparagine-linke
-0.24906893 56894 NM_020132 Hs.248785 1-acylglycerol-3-phosphate O-ac||AGPAT3||1-acylglycerol-
-0.32206149 56895 NM_020133 Hs.353175 1-acylglycerol-3-phosphate O-ac||AGPAT4||1-acylglycerol-
-0.5866595 56900 NM_020141 Hs.82933 Protein x 013 ||AD-020||Protein x 013||
-0.59578357 57001 NM_020186 Hs.42785 ACN9 homolog (S. cerevisiae) ||ACN9||ACN9 homolog (S
-0.56841136 57082 NM_020380 Hs.181855 Cancer susceptibility candidate ||CASC5||AF15q14||KIAA1
-0.74176868 57188 NM_207517 Hs.459162 ADAMTS-like 3 ||KIAA1233||ADAMTSL3||
-0.56841136 57409 NM_020679 Hs.325631 AD023 protein ||AD023||AD023 protein||
-0.36768183 57413 NM_020683 Hs.281342 Adenosine A3 receptor ||||ADORA3||Adenosine A3
-0.77826495 57505 NM_020745 Hs.158381 Alanyl-tRNA synthetase like ||AARSL||alanyl-tRNA syn
-0.43155032 57532 NM_020772 Hs.462598 82-kD FMRP Interacting Protein||KIAA1321||182-FIP||PIG
-0.74176868 60312 NM_021638 Hs.529369 Hypothetical protein LOC254848||||AFAP||Hypothetical prot
-0.16695231 60496 NM_015423 Hs.524009 Aminoadipate-semialdehyde de ||DKFZP566E2346||CGI-8
0.27100301 63897 NM_022070 Hs.221899 Amplified in breast cancer 1 ||ABC1||Amplified in breas
0.37136778 64137 NM_022169 Hs.126378 ATP-binding cassette, sub-famil ||WHITE2||ABCG4||WHIT
0.20713453 64431 NM_022496 Hs.115088 ARP6 actin-related protein 6 hom||ACTR6||ARP6 actin-rela
0.44436033 64577 NM_022568 Hs.486520 Aldehyde dehydrogenase 8 fam ||ALDH12||ALDH8A1||alde
0.23450674 64746 NM_022735 Hs.520207 Acyl-Coenzyme A binding doma||GOLPH1||GCP60||ACBD
-0.15782824 64850 NM_031279 Hs.106576 Alanine-glyoxylate aminotransfe ||AGXT2L1||Alanine-glyox
0.31662336 64902 NM_031900 Hs.34494 Alanine-glyoxylate aminotransfe ||AGXT2||Alanine-glyoxyla
-0.18520045 65057 NM_022914 Hs.78019 Adrenocortical dysplasia homolo||TINT1||ACD||PIP1||PTOP
-0.39505404 65985 NM_023928 Hs.169054 Acetoacetyl-CoA synthetase ||AACS||acetoacetyl-CoA 
-0.36768183 79053 NM_024079 Hs.503368 Asparagine-linked glycosylation ||DOLICHYL-P-GLUCOSE
0.19801046 79087 NM_024105 Hs.526711 Asparagine-linked glycosylation ||DOLICHYL-P-MANNOS
-0.19432452 79602 NM_024551 Hs.371642 Adiponectin receptor 2 ||ADIPOR2||FLJ21432||Ad
-0.43155032 79777 NM_024722 Hs.110298 Acyl-Coenzyme A binding doma||ACBD4||acyl-Coenzyme 
-0.13045603 79814 NM_024758 Hs.461532 Agmatine ureohydrolase (agmat||AGMAT||Agmatine ureoh
-0.12133196 79913 NM_024855 Hs.371585 ARP5 actin-related protein 5 hom||ACTR5||ARP5 actin-rela
0.2162586 80332 NM_025220 Hs.173716 A disintegrin and metalloproteina||ADAM33||A disintegrin a
0.20713453 83440 NM_031284 Hs.513013 ADP-dependent glucokinase ||ADPGK||ADP-dependen
0.60859358 83935 NM_032021 Hs.44004 AD031 protein ||AD031||AD031 protein||
0.12501791 84224 NM_032264 Hs.325422 Hypothetical protein AE2 ||AE2||hypothetical protein
-0.05746348 84230 NM_032270 Hs.412836 Factor for adipocyte differentiatio||FAD158||Factor for adipo
-0.04833941 84320 NM_032360 Hs.200051 Acyl-Coenzyme A binding doma||ACBD6||acyl-Coenzyme 
-0.78738902 84335 NM_032375 Hs.515542 AKT1 substrate 1 (proline-rich) ||AKT1S1||AKT1 substrate



-0.63227984 84448 NM_032432 Hs.233404 Actin binding LIM protein family, ||ABLIM2||actin binding LI
0.91881193 84519 NM_032489 Hs.123239 Acrosin binding protein ||OY-TES-1||ACRBP||Acro
0.18888639 84532 NM_032501 Hs.529353 Acetyl-Coenzyme A synthetase ||ACAS2L||acetyl-Coenzym
0.2162586 84696 NM_032604 Hs.375791 Abhydrolase domain containing ||ABHD1||Abhydrolase do
0.00640501 84920 NM_032834 Hs.102971 Asparagine-linked glycosylation ||ALG10||KCR1||POTASS
-0.30381335 85360 NM_033025 Hs.528701 Hypothetical protein FLJ13511 ||7h3||hypothetical protein 
-0.13045603 85365 NM_033087 Hs.40919 Asparagine-linked glycosylation ||ALG2||ALG2, S. CEREV
0.44436033 90459 NM_153332 Hs.20000 Histone mRNA 3' end-specific e ||THEX1||3'HEXO||Histone
-0.21257266 91452 NM_145698 Hs.530597 Acyl-Coenzyme A binding doma||ACBD5||acyl-Coenzyme 
-0.48629474 91703 NM_080658 Hs.126265 Aspartoacylase (aminocyclase) ||ACY3||Aspartoacylase (a
-0.4954188 93953 NM_052957 Hs.135167 Acidic repeat containing ||ACRC||ACIDIC REPEAT
0.00640501 93973 NM_022899 Hs.412186 ARP8 actin-related protein 8 hom||ACTR8||ARP8 actin-rela
-0.1122079 94160 NM_033226 Hs.410111 ATP-binding cassette, sub-famil ||MRP9||ABCC12||MULTID
0.18888639 121536 NM_153207 Hs.126497 AE binding protein 2 ||AEBP2||AE binding prote
0.0976457 122622 NM_152328 Hs.375179 Adenylosuccinate synthase like ||ADSSL1||Adenylosuccina
0.51735288 130013 NM_138326 Hs.146022 Aminocarboxymuconate semiald||ACMSD||Aminocarboxym
-0.19432452 130026 NM_138468 Hs.516629 Amyotrophic lateral sclerosis 2 ( ||||ALS2CR15||Amyotrophi
-0.23994487 130872 NM_152392 Hs.546481 AHA1, activator of heat shock 9 ||AHSA2||AHA1, activator 
-0.00271906 135293 XM_072402
0.51735288 137872 NM_144650 Hs.268869 Alcohol dehydrogenase, iron con||ADHFE1||Alcohol dehydr
0.81844717 139741 NM_138289 Hs.348646 Actin-related protein T1 ||RP1-203C2.1||ARPT1||A
0.39873998 150000 NM_138726 Hs.366575 ATP-binding cassette, sub-famil ||ABCC13||ATP-BINDING
-0.03921534 150864 NM_173511 Hs.471130 Amyotrophic lateral sclerosis 2 ( ||ALS2CR13||Amyotrophic
-0.03921534 154664 NM_152701 Hs.226568 ATP-binding cassette, sub-famil ||ABCA13||ATP-BINDING 
0.01552907 165679 NM_145035 Hs.369104 Likely ortholog of androgen dow||ADMP||Likely ortholog of
-0.09395976 196883 NM_139247 Hs.443428 Adenylate cyclase 4 ||ADCY4||Adenylate cyclas
-0.32206149 253152 NM_173567
0.28012708 285802 XM_208352
-0.03009127 340273 NM_178559 Hs.404102 ATP-binding cassette, sub-famil ||||ABCB5||ATP-binding ca
-0.44067439 340811 XM_291723
-0.0209672 346389 NM_182762 Hs.164296 Putative binding protein 7a5 ||7A5||Putative binding pro
0.46260847 375790 XM_372195
0.40786405 5619 NM_002761 Hs.2909 Protamine 1 ||PRM1||Protamine 1||SPE
1.22903029 5620 NM_002762 Hs.2324 Protamine 2 ||PRM2||Protamine 2||SPE
-0.47717067 5630 NM_006262 Hs.37044 Peripherin ||Peripherin||PRPH||
-0.41330218 5638 NM_000950 Hs.190341 Proline rich Gla (G-carboxygluta||PRGP1||PRRG1||PROLI
0.16151418 5639 NM_000951 Hs.35101 Proline rich Gla (G-carboxygluta||PRGP2||PRRG2||PROLI
0.07027349 5646 NM_002771 Hs.435699 Protease, serine, 3 (mesotrypsin||PRSS3||Protease, serine
1.07392111 5648 NM_001879 Hs.89983 Mannan-binding lectin serine pro||CRARF||MASP1||COMP
1.42063574 5650 NM_005046 Hs.151254 Kallikrein 7 (chymotryptic, stratu ||KLK7||SCCE||PRSS6||PR
0.17976232 5652 NM_002773 Hs.75799 Protease, serine, 8 (prostasin) ||PRSS8||Protease, serine
0.32574743 5653 NM_002774 Hs.79361 Kallikrein 6 (neurosin, zyme) ||KLK6||PRSS9||PROTEA
0.59034544 5655 NM_002776 Hs.275464 Kallikrein 10 ||KLK10||PRSSL1||Kallikre
-0.83300937 79924 NM_024866 Hs.449099 Adrenomedullin 2 ||ADM2||AM2||INTERMED
-0.08483569 404744 NM_207288 Hs.487951 AAA1 protein ||AAA1||AAA1 protein||AST
0.13414198 5657 NM_002777 Hs.928 Proteinase 3 (serine proteinase,||MYELOBLASTIN||MBT||
0.73633055 5383 NM_174930 Hs.397073 Postmeiotic segregation increas||||PMS2L5||Postmeiotic se
0.28012708 5441 NM_021128 Hs.441072 Polymerase (RNA) II (DNA direc||POLR2L||RPB10-BETA, 
-0.29468928 5669 NM_006905 Hs.466848 Pregnancy specific beta-1-glyco ||PSG1||PSGGA||PSBG1|
-0.03921534 5670 NM_031246 Hs.546279 Pregnancy specific beta-1-glyco ||PSG2||PSGGB||PSBG2|
0.18888639 5671 NM_021016 Hs.466843 Pregnancy specific beta-1-glyco ||PSG3||PREGNANCY-SP



-0.06658755 5672 NM_002780 Hs.466860 Pregnancy specific beta-1-glyco ||||PSG4||Pregnancy speci
-0.19432452 5673 NM_002781 Hs.466854 Pregnancy specific beta-1-glyco ||PSG5||PREGNANCY-SP
0.29837522 5675 NM_002782 Hs.466849 Pregnancy specific beta-1-glyco ||PSG6||PREGNANCY-SP
-0.15782824 5676 NM_002783 Hs.512647 Pregnancy specific beta-1-glyco ||PSG7||PREGNANCY-SP
-0.33118556 5678 NM_002784 Hs.502092 Pregnancy specific beta-1-glyco ||PSG9||PSG11, FORMER
-0.14870417 5680 NM_002785 Hs.502097 Pregnancy specific beta-1-glyco ||PSG11||PSG13, FORME
-0.51366694 5684 NM_002788 Hs.531089 Proteasome (prosome, macropa||PSMA3||PSC3||HC8||PR
-0.48629474 5685 NM_002789 Hs.251531 Proteasome (prosome, macropa||PSMA4||Proteasome (pr
-0.05746348 5686 NM_002790 Hs.485246 Proteasome (prosome, macropa||PSMA5||PSC5||PROTEA
0.25275488 5687 NM_002791 Hs.446260 Proteasome (prosome, macropa||PSMA6||p27K||PROS27|
0.90056379 5688 NM_002792 Hs.233952 Proteasome (prosome, macropa||PSMA7||PROTEASOME
-0.12133196 5689 NM_002793 Hs.352768 Proteasome (prosome, macropa||PSMB1||HC5||PROTEAS
0.06114942 5690 NM_002794 Hs.471441 Proteasome (prosome, macropa||PSMB2||PROTEASOME
-0.21257266 5691 NM_002795 Hs.82793 Proteasome (prosome, macropa||PSMB3||PROTEASOME
0.11589384 5693 NM_002797 Hs.422990 Proteasome (prosome, macropa||PSMB5||LMPX||PROTEA
0.17976232 5695 NM_002799 Hs.213470 Proteasome (prosome, macropa||PSMB7||PROTEASOME
0.58122137 5696 NM_004159 Hs.180062 Proteasome (prosome, macropa||RING10||LMP7||PSMB8|
0.36224371 5697 NM_004160 Hs.169249 Peptide YY ||PYY||peptide YY||
0.48085661 5700 NM_002802 Hs.356654 Proteasome (prosome, macropa||PSMC1||S4||PROTEASE
-0.2308208 5701 NM_002803 Hs.437366 Proteasome (prosome, macropa||S7||MSS1||PSMC2||PRO
-0.01184313 5702 NM_002804 Hs.250758 Proteasome (prosome, macropa||PSMC3||TBP1||TAT-BIN
0.22538267 5704 NM_006503 Hs.211594 Proteasome (prosome, macropa||S6||TBP7||PSMC4||TAT-
0.4534844 5705 NM_002805 Hs.79387 Proteasome (prosome, macropa||TRIP1||PSMC5||PROTEA
0.43523626 5706 NM_002806 Hs.156171 Proteasome (prosome, macropa||PSMC6||PROTEASOME
0.28012708 5707 NM_002807 Hs.3887 Vav 2 oncogene ||||PSMD1||Vav 2 oncogen
0.53560102 5709 NM_002809 Hs.12970 Proteasome (prosome, macropa||PSMD3||proteasome (pro
0.71808241 5715 NM_002813 Hs.131151 Proteasome (prosome, macropa||PSMD9||PROTEASOME
0.07027349 5716 NM_170750 Hs.522752 Proteasome (prosome, macropa||p28||PSMD10||PROTEA
0.40786405 5717 NM_002815 Hs.443379 Proteasome (prosome, macropa||S9||p44.5||PSMD11||PRO
0.59034544 5718 NM_002816 Hs.4295 Proteasome (prosome, macropa||p55||PSMD12||PROTEA
-0.0209672 5719 NM_002817 Hs.134688 Proteasome (prosome, macropa||PSMD13||p40.5||PROTE
0.35311964 5721 NM_002818 Hs.434081 Proteasome (prosome, macropa||PSME2||PA28-BETA||PA
-0.17607638 5738 XM_040709
0.70895834 5806 NM_002852 Hs.546280 Pentraxin-related gene, rapidly i ||PTX3||PENTRAXIN 3||P
-0.36768183 5814 NM_033224 Hs.349150 Purine-rich element binding prot ||PURB||PUR-BETA||PUR
0.55384916 5816 NM_002854 Hs.295449 Parvalbumin ||Parvalbumin||PVALB||
0.44436033 5822 NM_005049 Hs.449076 PWP2 periodic tryptophan prote||PWP2H||PWP2 periodic 
-0.56841136 5833 NM_002861 Hs.551512 Phosphate cytidylyltransferase 2||PCYT2||CYTIDYLYLTRA
-0.23994487 5834 NM_002862 Hs.368157 Phosphorylase, glycogen; brain ||PYGB||Phosphorylase, g
-0.57753543 5858 NM_002864 Hs.480143 Pregnancy-zone protein ||PZP||Pregnancy-zone pr
-0.67790019 5859 NM_005051 Hs.79322 Glutaminyl-tRNA synthetase ||GLNRS||QARS||GLUTAM
0.16151418 5917 NM_002887 Hs.506215 Arginyl-tRNA synthetase ||RARS||ARGINYL-tRNA S
-0.26731707 5935 NM_006743 Hs.301404 RNA binding motif (RNP1, RRM||RBM3||RNA-BINDING M
-0.2308208 5936 NM_002896 Hs.533712 RNA binding motif protein 4 ||RBM4||LARK, DROSOP
-0.41330218 5947 NM_002899 Hs.529571 Retinol binding protein 1, cellula ||RBP1||CRBP1||CRBPI||R
-0.21257266 5948 NM_004164 Hs.182313 Retinol binding protein 2, cellula ||RBP2||CRBPII||RBPC2||C
-0.1122079 5954 NM_002901 Hs.97887 Reticulocalbin 1, EF-hand calciu||RCN1||reticulocalbin 1, E
-0.03921534 5955 NM_002902 Hs.79088 Reticulocalbin 2, EF-hand calciu||RCN2||ERC55||ENDOPL
-0.54103915 5967 NM_002909 Hs.49407 Regenerating islet-derived 1 alp ||PSPS||REG1A||LITHOST
-0.63227984 5968 NM_006507 Hs.4158 Regenerating islet-derived 1 bet ||||REG1B||Regenerating i
-1.11585552 5983 NM_002915 Hs.115474 Replication factor C (activator 1)||RFC3||RFC, 38-KD SUB



-1.00636668 5985 NM_007370 Hs.506989 Replication factor C (activator 1)||RFC5||RFC, 36.5-KD SU
-0.41330218 5988 NM_021026 Hs.167750 Ret finger protein-like 1 ||||RFPL1||Ret finger prote
-0.81476123 6001 NM_002925 Hs.501200 Regulator of G-protein signalling||RGS10||regulator of G-p
-0.72352054 6003 NM_002927 Hs.497220 Regulator of G-protein signalling||RGS13||regulator of G-p
-1.00636668 6035 NM_002933 Hs.78224 Ribonuclease, RNase A family, ||RIB1||RNS1||RNASE1||R
-0.12133196 6036 NM_002934 Hs.728 Ribonuclease, RNase A family, ||EDN||RNS2||RNASE2||R
-0.19432452 6037 NM_002935 Hs.73839 Ribonuclease, RNase A family, ||ECP||RNS3||RNASE3||R
-1.08848331 6038 NM_002937 Hs.283749 Angiogenin, ribonuclease, RNas||||RNASE4||Angiogenin, r
-1.7727885 6039 NM_005615 Hs.23262 Ribonuclease, RNase A family, ||RNASE6||RNase k6||RIB
-0.86950565 6045 NM_007212 Hs.124186 Ring finger protein 2 ||BAP1||RNF2||HIPI3||DIN
-0.99724262 6048 NM_006913 Hs.534342 Ring finger protein 5 ||RING5||RNF5||Ring finge
-1.51731456 6092 XM_031246
-1.47169422 6100 NM_203288 Hs.326805 Retinitis pigmentosa 9 (autosom||RP9||PAP1||RETINITIS P
-1.70892002 6117 NM_002945 Hs.461925 Replication protein A1, 70kDa ||RPA70||RPA1||REPA1||R
-0.50454287 6118 NM_002946 Hs.79411 Replication protein A2, 32kDa ||RPA2||REPA2||RPA32||R
-0.80563716 6119 NM_002947 Hs.487540 Replication protein A3, 14kDa ||RPA3||REPA3||RPA14||R
0.41698812 6120 NM_006916 Hs.282260 Ribulose-5-phosphate-3-epimer ||Ribulose-5-phosphate-3-
0.23450674 6122 NM_000967 Hs.119598 Ribosomal protein L3 ||RPL3||ribosomal protein 
0.28925115 6123 NM_005061 Hs.159191 Ribosomal protein L3-like ||RPL3L||ribosomal protein
0.5720973 6124 NM_000968 Hs.432898 Ribosomal protein L4 ||||RPL4||Ribosomal protei
0.6907102 6128 NM_000970 Hs.528668 Ribosomal protein L6 ||||RPL6||Ribosomal protei
0.40786405 6130 NM_000972 Hs.499839 Ribosomal protein L7a ||RPL7A||SURF3||SURFE
0.24363081 6132 NM_000973 Hs.178551 Ribosomal protein L8 ||RPL8||ribosomal protein 
0.89143973 6133 NM_000661 Hs.513083 Ribosomal protein L9 ||RPL9||ribosomal protein 
0.18888639 6137 NM_000977 Hs.410817 Ribosomal protein L13 ||D16S444E||BBC1||RPL1
0.37136778 6138 NM_002948 Hs.381219 Ribosomal protein L15 ||RPL15||ribosomal protein
-0.62315577 6139 NM_000985 Hs.374588 CDNA sequence BC022357 ||||RPL17||CDNA sequenc
-0.54103915 6141 NM_000979 Hs.515517 Ribosomal protein L18 ||RPL18||ribosomal protein
-0.65965205 6142 NM_000980 Hs.337766 Ribosomal protein L18a ||RPL18A||ribosomal prote
-0.55928729 6143 NM_000981 Hs.381061 Ribosomal protein L19 ||RPL19||ribosomal protein
-0.79651309 6146 NM_000983 Hs.515329 Ribosomal protein L22 ||RPL22||EAP||EPSTEIN-B
-0.35855777 6147 NM_000984 Hs.419463 Ribosomal protein L23a ||RPL23A||ribosomal prote
-0.74176868 6150 NM_021134 Hs.3254 Mitochondrial ribosomal protein ||MRPL23||L23MRP||RPL2
-0.59578357 6152 NM_000986 Hs.477028 Ribosomal protein L24 ||RPL24||ribosomal protein
-0.61403171 6154 NM_000987 Hs.482144 Ribosomal protein L26 ||||RPL26||Ribosomal prote
-0.28556521 6155 NM_000988 Hs.514196 Ribosomal protein L27 ||RPL27||ribosomal protein
0.12501791 6156 NM_000989 Hs.400295 Ribosomal protein L30 ||||RPL30||Ribosomal prote
-0.08483569 6157 NM_000990 Hs.523463 Hypothetical protein MGC10850||||RPL27A||Hypothetical p
-0.90600192 6158 NM_000991 Hs.356371 Ribosomal protein L28 ||RPL28||ribosomal protein
-0.86038158 6159 NM_000992 Hs.425125 Ribosomal protein L29 ||HIP||RPL29||HP/HS-INT
-0.41330218 6160 NM_000993 Hs.469473 Ribosomal protein L31 ||RPL31||ribosomal protein
-0.2308208 6164 NM_000995 Hs.438227 Ribosomal protein L34 ||RPL34||ribosomal protein
-0.75089274 6165 NM_000996 Hs.529631 Ribosomal protein L35a ||RPL35A||ribosomal prote
-0.41330218 6166 NM_001001 Hs.444749 Ribosomal protein L36a-like ||RPL36AL||ribosomal pro
-0.03921534 6169 NM_000999 Hs.380953 Ribosomal protein L38 ||||RPL38||Ribosomal prote
-0.20344859 6170 NM_001000 Hs.546284 Ribosomal protein L39 ||||RPL39||Ribosomal prote
-0.77826495 6175 NM_001002 Hs.546285 Ribosomal protein, large, P0 ||RPLP0||RIBOSOMAL PH
-0.45892253 6181 NM_001004 Hs.437594 Ribosomal protein, large P2 ||RPLP2||RIBOSOMAL PH
-0.71439647 6182 NM_002949 Hs.109059 Mitochondrial ribosomal protein ||RPML12||MRPL12||mitoc
-0.71439647 6183 NM_021107 Hs.411125 Mitochondrial ribosomal protein ||RPMS12||RPSM12||MRP
-0.97899448 6184 NM_002950 Hs.518244 Ribophorin I ||||RPN1||Ribophorin I||



-0.21257266 6185 NM_002951 Hs.370895 Ribophorin II ||RPN2||ribophorin II||
-0.47717067 6192 NM_001008 Hs.282376 Ribosomal protein S4, Y-linked ||RPS4Y1||ribosomal prote
-0.21257266 6194 NM_001010 Hs.408073 Ribosomal protein S6 ||RPS6||ribosomal protein 
-0.09395976 6201 NM_001011 Hs.546287 Ribosomal protein S7 ||RPS7||ribosomal protein 
-0.60490764 6202 NM_001012 Hs.512675 Ribosomal protein S8 ||RPS8||ribosomal protein 
-0.20344859 6204 NM_001014 Hs.539100 Ribosomal protein S10 ||RPS10||ribosomal protei
-0.1122079 6205 NM_001015 Hs.433529 Ribosomal protein S11 ||RPS11||ribosomal protei
0.5720973 6207 NM_001017 Hs.446588 Ribosomal protein S13 ||RPS13||ribosomal protei

-0.35855777 6208 NM_005617 Hs.381126 Ribosomal protein S14 ||EMTB||RPS14||EMETIN
-0.33118556 6209 NM_001018 Hs.406683 Ribosomal protein S15 ||RPS15||RIG||ribosomal p
-0.55928729 6218 NM_001021 Hs.433427 Ribosomal protein S17 ||RPS17||RPS17A||RPS17
0.10676977 6222 NM_022551 Hs.546290 Ribosomal protein S18 ||RPS18||ribosomal protei
0.10676977 6224 NM_001023 Hs.8102 Ribosomal protein S20 ||RPS20||ribosomal protei
0.03377721 6228 NM_001025 Hs.386384 Ribosomal protein S23 ||RPS23||ribosomal protei
-0.65052798 6229 NM_001026 Hs.356794 Ribosomal protein S24 ||RPS24||ribosomal protei
0.16151418 6233 NM_002954 Hs.546292 Ribosomal protein S27a ||UBCEP1||HUBCEP80||R
-0.44067439 6234 NM_001031 Hs.546293 Ribosomal protein S28 ||RPS28||ribosomal protei
-0.64140391 6238 NM_004587 Hs.472213 Ribosome binding protein 1 hom||RRBP1||ES130||ribosom
-0.33118556 6242 NM_033046 Hs.192854 Rhotekin ||Rhotekin||RTKN||
-0.60490764 6252 NM_021136 Hs.368626 Reticulon 1 ||NSP||RTN1||Reticulon 1|
-0.87862971 6253 NM_005619 Hs.47517 Reticulon 2 ||NSPL1||RTN2||Reticulon
-0.19432452 6289 NM_030754 Hs.1955 Serum amyloid A2 ||SAA2||serum amyloid A2
-0.52279101 6291 NM_006512 Hs.512677 Serum amyloid A4, constitutive ||SAA4||serum amyloid A4
-0.71439647 6294 NM_002967 Hs.23978 Scaffold attachment factor B ||SAFB||HET||SAFB1||sca
0.02465314 6297 NM_005407 Hs.416358 Sal-like 2 (Drosophila) ||HSAL2||SALL2||sal-like 2
0.47173254 6301 NM_006513 Hs.531176 Seryl-tRNA synthetase ||SARS||SERS||SERYL-tR
-1.76366443 6304 NM_002971 Hs.517717 Special AT-rich sequence bindin||||SATB1||Special AT-rich
-0.73264461 6305 NM_002972 Hs.280202 SET binding factor 1 ||SBF1||MTMR5||MYOTUB
-0.14870417 6309 NM_006918 Hs.287749 Sterol-C5-desaturase (ERG3 de||SC5DL||3-@BETA-HYDR
-0.96987041 6327 NM_004588 Hs.129783 Sodium channel, voltage-gated, ||SCN2B||sodium channel
-0.65965205 6330 NM_174934 Hs.65239 Sodium channel, voltage-gated, ||SCN4B||sodium channel
-0.89687785 6339 NM_002978 Hs.512681 Sodium channel, nonvoltage-ga ||SCNED||SCNN1D||SOD
-0.42242625 6345 XM_064152 Hs.549062 Sarcalumenin ||SRL||Sarcalumenin||
-0.92425006 6382 NM_002997 Hs.224607 Syndecan 1 ||SYND1||SDC1||Syndeca
-0.06658755 6383 NM_002998 Hs.1501 Syndecan 2 (heparan sulfate pro||HSPG1||SYND2||SDC2||
-0.29468928 6386 NM_005625 Hs.200804 Syndecan binding protein (synte||TACIP18||MDA9||SDCBP
-0.50454287 6388 NM_006923 Hs.514036 Stromal cell-derived factor 2 ||SDF2||Stromal cell-deriv
0.19801046 6396 NM_030673 Hs.166924 SEC13-like 1 (S. cerevisiae) ||D3S1231E||SEC13L1||S
-0.9424982 6398 NM_003004 Hs.546296 Secreted and transmembrane 1 ||SECTM1||K12||Secreted
-0.35855777 6399 NM_014563 Hs.201054 Spondyloepiphyseal dysplasia, l ||||SEDL||Spondyloepiphys
-0.87862971 6406 NM_003007 Hs.1968 Semenogelin I ||SEMG1||semenogelin I||
-0.81476123 6407 NM_003008 Hs.537218 Semenogelin II ||SEMG2||semenogelin II|
-0.3494337 6414 NM_005410 Hs.275775 Selenoprotein P, plasma, 1 ||SEPP1||selenoprotein P,
-0.32206149 6415 NM_003009 Hs.529132 Selenoprotein W, 1 ||SEPW1||selenoprotein W
0.3348715 6426 NM_006924 Hs.68714 Splicing factor, arginine/serine-r ||ASF||SRp30a||SF2||SFR
0.54472509 6429 NM_005626 Hs.76122 Splicing factor, arginine/serine-r ||SRp75||SFRS4||SPLICIN
0.10676977 6430 NM_006925 Hs.166975 Splicing factor, arginine/serine-r ||SFRS5||SRp40||SPLICIN
-0.20344859 6431 NM_006275 Hs.6891 Splicing factor, arginine/serine-r ||SRp55||SFRS6||SPLICIN
0.49910475 6434 NM_004593 Hs.533122 Splicing factor, arginine/serine-r ||SFRS10||TRA2-BETA||T
0.54472509 6436 NM_006926 Hs.464987 Surfactant, pulmonary-associate||COLEC5||SPAII||SFTPA
0.02465314 6449 NM_003021 Hs.203910 Small glutamine-rich tetratricope||SGTA||SMALL GLUTAM



-0.03921534 6451 NM_003022 Hs.108029 SH3 domain binding glutamic ac||SH3BGRL||SH3BGR-LIK
-0.07571162 6483 NM_006927 Hs.368611 ST3 beta-galactoside alpha-2,3-||ST3GAL2||SIAT4B||BETA
0.61771765 6484 NM_006278 Hs.504251 ST3 beta-galactoside alpha-2,3-||CGS23||SIAT4C||ALPHA
-0.24906893 6487 NM_006279 Hs.132001 ST3 beta-galactoside alpha-2,3-||SIAT6||ST3GALII||ST3G
-0.8238853 6489 NM_003034 Hs.408614 ST8 alpha-N-acetyl-neuraminide||ST8SIA1||SIAT8A||ALPH
-0.95162227 6499 NM_006929 Hs.89864 Superkiller viralicidic activity 2-lik||SKI2W||SKIV2L||SKI2, S
-0.86950565 6506 NM_004171 Hs.502338 Solute carrier family 1 (glial high||GLT1B||GLT1A||SLC1A2
-0.65052798 6507 NM_004172 Hs.481918 DKFZP547J0410 protein ||||SLC1A3||DKFZP547J04
-0.60490764 6509 NM_003038 Hs.323878 Solute carrier family 1 (glutamat ||ASCT1||SLC1A4||Solute 
-0.75089274 6510 NM_005628 Hs.515494 Solute carrier family 1 (neutral a ||M7VS1||RDRC||SLC1A5
-0.35855777 6511 NM_005071 Hs.515217 Solute carrier family 1 (high affin||EAAT4||SLC1A6||EXCIT
-1.11585552 6512 NM_006671 Hs.104637 Solute carrier family 1 (glutamat ||EAAT5||SLC1A7||GLUTA
-1.05198703 6520 NM_002394 Hs.502769 Solute carrier family 3 (activator ####################
-0.05746348 6522 NM_003040 Hs.433984 Solute carrier family 4, anion exc####################
-0.90600192 6526 NM_006933 Hs.534348 Solute carrier family 5 (inositol tr||SMIT||SLC5A3||SODIUM
-1.02461482 6527 NM_014227 Hs.130101 Solute carrier family 5 (low affini ||SLC5A4||Solute carrier fa
-0.51366694 6529 NM_003042 Hs.443874 Solute carrier family 6 (neurotra ||GABATR||SLC6A1||GAB
-0.92425006 6533 NM_003043 Hs.529488 Solute carrier family 6 (neurotra ||SLC6A6||TAUT||TAURIN
0.24363081 6534 NM_014228 Hs.241597 Solute carrier family 6 (neurotra ||PROT||SLC6A7||L-PROL
-0.73264461 6536 NM_006934 Hs.442590 Solute carrier family 6 (neurotra ||GLYT1B||GLYT1A||SLC6
-0.91512599 6538 NM_014229 Hs.101791 Solute carrier family 6 (neurotra ||GAT3||SLC6A11||GABA 
-0.28556521 6539 NM_003044 Hs.437174 Solute carrier family 6 (neurotra ||BGT1||SLC6A12||BETAI
-0.24906893 6540 NM_016615 Hs.504398 Solute carrier family 6 (neurotra ||SLC6A13||solute carrier 
-0.41330218 6541 NM_003045 Hs.14846 Solute carrier family 7 (cationic a||HCAT1||SLC7A1||ATRC
-0.0209672 6542 NM_003046 Hs.448520 Solute carrier family 7 (cationic a||HCAT2||SLC7A2||ATRC2
-0.55928729 6543 XM_038970
-0.35855777 6545 NM_004173 Hs.197116 Solute carrier family 7 (cationic a||SLC7A4||CAT4||CATION
-0.38592997 6547 NM_033262 Hs.337696 Solute carrier family 8 (sodium-c||SLC8A3||NCX3||SODIUM
-0.73264461 6548 NM_003047 Hs.469116 Solute carrier family 9 (sodium/h####################
-1.01549075 6549 NM_003048 Hs.250083 Solute carrier family 9 (sodium/h||SLC9A2||NHE2||SODIUM
-0.87862971 6550 NM_004174 Hs.549065 Solute carrier family 9 (sodium/h||SLC9A3||NHE3||SODIUM
-0.75089274 6553 NM_004594 Hs.439650 Solute carrier family 9 (sodium/h||SLC9A5||NHE5||SODIUM
-0.67790019 6560 NM_005072 Hs.10094 Solute carrier family 12 (potassi ||KCC1||SLC12A4||POTAS
-0.38592997 6561 NM_022444 Hs.489849 Solute carrier family 13 (sodium ||NASI1||SLC13A1||NAS1
-0.27644114 6564 NM_005073 Hs.436893 Solute carrier family 15 (oligope ||SLC15A1||HPEPT1||HYD
0.29837522 6565 NM_021082 Hs.518089 Solute carrier family 15 (H+/pep ||SLC15A2||PEPT2||HYDR
-0.34030963 6567 NM_006517 Hs.75317 Solute carrier family 16 (monoca||SLC16A2||MCT8||XPCT|
-0.23994487 6568 NM_005074 Hs.205816 Solute carrier family 17 (sodium ||NPT1||SLC17A1||SODIU
0.17976232 6569 NM_003052 Hs.936 Solute carrier family 34 (sodium ####################
-0.33118556 6570 NM_003053 Hs.158322 Solute carrier family 18 (vesicula####################
-0.26731707 6571 NM_003054 Hs.369009 Solute carrier family 18 (vesicula####################
-0.32206149 6572 NM_003055 Hs.534349 Solute carrier family 18 (vesicula||VACHT||SLC18A3||VESI
-1.14322772 6573 NM_003056 Hs.84190 Solute carrier family 19 (folate tr ||SLC19A1||RFC1||IFC1||F
0.12501791 6574 NM_005415 Hs.187946 Solute carrier family 20 (phosph ||PIT1||SLC20A1||GLVR1|
-0.21257266 6575 NM_006749 Hs.549066 Solute carrier family 20 (phosph ||MLVAR||SLC20A2||GLVR
-0.4680466 6578 NM_005630 Hs.518270 Solute carrier organic anion tran||PGT||OATP2A1||SLCO2
-0.79651309 6580 NM_003057 Hs.117367 Solute carrier family 22 (organic ||OCT1||SLC22A1||ORGA
0.22538267 6581 NM_021977 Hs.242721 Solute carrier family 22 (extrane||OCT3||SLC22A3||EMT O
-0.06658755 6582 NM_003058 Hs.436385 Solute carrier family 22 (organic ||OCT2||SLC22A2||ORGA
-0.01184313 6583 NM_003059 Hs.310591 Solute carrier family 22 (organic ||OCTN1||SLC22A4||Solut
-1.00636668 6588 NM_003063 Hs.334629 Sarcolipin ||SLN||Sarcolipin||



-0.06658755 6610 NM_003080 Hs.55235 Sphingomyelin phosphodiestera||NSMASE||SMPD2||SPHI
-0.04833941 6612 NM_006936 Hs.474005 SMT3 suppressor of mif two 3 h||SMT3A||SMT3H1||SUMO
-0.91512599 6614 NM_023068 Hs.31869 Sialoadhesin ||CD169||SN||SIGLEC1||S
-0.42242625 6616 NM_003081 Hs.167317 Synaptosomal-associated prote ||SNAP25||synaptosomal-
-0.258193 6620 NM_00100150 Hs.90297 Synuclein, beta ||SNCB||Synuclein, beta||

-0.59578357 6621 NM_003086 Hs.546300 Small nuclear RNA activating co||SNAP190||PTF-ALPHA||
-0.88775378 6623 NM_003087 Hs.349470 Synuclein, gamma (breast canc ||PERSYN||BCSG1||SNCG
-0.59578357 6625 NM_003089 Hs.467097 Small nuclear ribonucleoprotein ||U1AP||U170K||RPU1||U1
-0.85125751 6626 NM_004596 Hs.466775 Small nuclear ribonucleoprotein ||SNRPA||small nuclear rib
-1.28921283 6627 NM_003090 Hs.528763 Small nuclear ribonucleoprotein ||SNRPA1||small nuclear r
-1.02461482 6628 NM_003091 Hs.83753 Small nuclear ribonucleoprotein ||SNRPB||SMALL NUCLE
-1.45344608 6629 NM_003092 Hs.280378 Small nuclear ribonucleoprotein ||SNRPB2||small nuclear r
-0.55928729 6631 NM_003093 Hs.1063 Small nuclear ribonucleoprotein ||SNRPC||small nuclear ri
0.17976232 6632 NM_006938 Hs.464734 Small nuclear ribonucleoprotein ||SNRPD1||SMALL NUCL
-0.64140391 6633 NM_004597 Hs.515472 Small nuclear ribonucleoprotein ||SNRPD2||SMALL NUCL
-1.21622028 6634 NM_004175 Hs.356549 Small nuclear ribonucleoprotein ||SNRPD3||SMALL NUCL
-1.33483318 6635 NM_003094 Hs.334612 Small nuclear ribonucleoprotein ||SNRPE||small nuclear rib
-0.76001681 6636 NM_003095 Hs.105465 Small nuclear ribonucleoprotein ||SNRPF||small nuclear rib
-0.55928729 6637 NM_003096 Hs.516076 Small nuclear ribonucleoprotein ||SNRPG||small nuclear ri
-0.69614833 5969 NM_006508 Hs.3191 Regenerating islet-derived-like, ||REGL||Regenerating isle
-0.63227984 6129 NM_000971 Hs.421257 Ribosomal protein L7 ||RPL7||ribosomal protein 
-0.28556521 6136 NM_000976 Hs.408054 Ribosomal protein L12 ||||RPL12||Ribosomal prote
-0.18520045 6144 NM_000982 Hs.381123 Ribosomal protein L21 ||RPL21||ribosomal protein
-0.64140391 6171 NM_021104 Hs.381172 Ribosomal protein L41 ||||RPL41||Ribosomal prote
-0.5866595 6173 NM_021029 Hs.432485 Ribosomal protein L36a ||RPL36A||ribosomal prote
-0.30381335 6176 NM_001003 Hs.356502 Ribosomal protein, large, P1 ||RPLP1||RIBOSOMAL PH
-0.38592997 6189 NM_001006 Hs.356572 Ribosomal protein S3A ||RPS3A||RIBOSOMAL PR
-0.38592997 6206 NM_001016 Hs.546289 Ribosomal protein S12 ||RPS12||ribosomal protei
0.87319159 6210 NM_001019 Hs.370504 Ribosomal protein S15a ||||RPS15A||Ribosomal pro
-0.76914088 6230
-0.4954188 6231 NM_001029 Hs.137367 Ankyrin 2, neuronal ||||ANK2||Ankyrin 2, neuro
-1.08848331 6343 NM_021920 Hs.553503 Secretin ||Secretin||SCT||
-0.38592997 6613 NM_006937 Hs.546298 SMT3 suppressor of mif two 3 h||SMT3H2||SUMO2||SMT3
-1.24359249 6640 NM_003098 Hs.31121 Syntrophin, alpha 1 (dystrophin- ||SNT1||TACIP1||SNTA1||
-1.07023517 6641 NM_021021 Hs.549067 Syntrophin, beta 1 (dystrophin-a ||DAPA1B||SNTB1||SNT2B
-1.11585552 6642 NM_003099 Hs.188634 Sorting nexin 1 ||SNX1||SNX1A||Sorting n
-1.94614582 6643 NM_003100 Hs.134822 Sorting nexin 2 ||SNX2||Sorting nexin 2||
-1.37132946 6645 NM_006750 Hs.461117 Syntrophin, beta 2 (dystrophin-a ||SNT2B2||SYNTROPHIN
-1.42607387 6650 NM_005632 Hs.416262 Small optic lobes homolog (Dros||SOLH||small optic lobes 
-1.52643863 6660 NM_006940 Hs.505007 SRY (sex determining region Y) ||SOX5||L-SOX5||SRY-BO
-1.33483318 6664 NM_003108 Hs.432638 SRY (sex determining region Y) ||SOX11||SRY-BOX 11||S
-0.97899448 6666 NM_006943 Hs.43627 SRY (sex determining region Y) ||SOX22||SOX12||SRY-BO
-0.60490764 6675 NM_003115 Hs.492859 UDP-N-acteylglucosamine pyrop||AgX||SPAG2||UAP1||ANT
-1.50819049 6676 NM_003116 Hs.123159 Sperm associated antigen 4 ||SPAG4||SPERM-ASSOC
-1.16147586 6687 NM_003119 Hs.185597 Spastic paraplegia 7, paraplegin||SPG7||PGN||CMAR||CAR
-1.28921283 6691 NM_021114 Hs.98243 Serine protease inhibitor, Kazal ||SPINK2||ACROSIN-TRY
-0.89687785 6692 NM_003710 Hs.233950 Serine protease inhibitor, Kunitz ||HAI||SPINT1||HEPATOC
-1.80016071 6694 NM_006944 Hs.444488 Secreted phosphoprotein 2, 24k||SPP2||SECRETED PHO
-1.43519794 6695 NM_004598 Hs.124611 Sparc/osteonectin, cwcv and ka ||SPOCK||SPOCK1||SPAR
-1.48994236 6696 NM_000582 Hs.313 Secreted phosphoprotein 1 (oste||OPN||SPP1||ETA1||URIN
-1.11585552 6698 NM_005987 Hs.46320 Small proline-rich protein 1A ||SPRR1A||small proline-r



-1.15235179 6699 NM_003125 Hs.1076 Small proline-rich protein 1B (co||SPRR1B||small proline-r
-0.01184313 6700 NM_005988 Hs.355542 Small proline-rich protein 2A ||SPRR2A||small proline-r
-0.4954188 6701 NM_006945 Hs.505327 Small proline-rich protein 2E ||||SPRR2D||Small proline-
-0.90600192 6707 NM_005416 Hs.139322 Small proline-rich protein 3 ||SPRR3||Small proline-ric
-0.77826495 6709 NM_003127 Hs.372331 Spectrin, alpha, non-erythrocytic||NEAS||SPTAN1||FODRIN
-1.42607387 6711 NM_003128 Hs.503178 Spectrin, beta, non-erythrocytic ||SPTB2||SPTBN1||ELF||B
-1.80016071 6712 NM_006946 Hs.26915 Spectrin, beta, non-erythrocytic ||SPTBN2||SPECTRIN, BE
-0.99724262 6717 NM_003130 Hs.489040 Sorcin ||SRI||Sorcin||MDR COMP
-1.0611111 6726 NM_003133 Hs.511425 Signal recognition particle 9kDa ||ALURBP||SRP9||SIGNAL
-0.98811855 6727 NM_003134 Hs.533732 Signal recognition particle 14kD ||ALURBP||SRP14||SIGNA
-1.22534435 6728 NM_003135 Hs.483090 Signal recognition particle 19kD ||SRP19||SIGNAL RECOG
-0.53191508 6729 NM_003136 Hs.167535 Signal recognition particle 54kD ||SRP54||SIGNAL RECOG
-0.77826495 6730 NM_014230 Hs.514495 Signal recognition particle 68kD ||SRP68||SIGNAL RECOG
0.03377721 6738 NM_004600 Hs.288178 Sjogren syndrome antigen A2 (6||SSA2||RO60||AUTOANT
-0.43155032 6741 NM_003142 Hs.546301 Sjogren syndrome antigen B (au||SSB||Sjogren syndrome 
-1.34395725 6742 NM_003143 Hs.490394 Single-stranded DNA binding pr ||SSBP1||SINGLE-STRAN
-0.68702426 6744 NM_006751 Hs.196983 Sperm specific antigen 2 ||CS1||SSFA2||CLEAVAG
-1.13410365 6780 NM_004602 Hs.370187 Staufen, RNA binding protein (D||STAU||STAUFEN-LIKE||
-0.68702426 6781 NM_003155 Hs.25590 Stanniocalcin 1 ||STC1||Stanniocalcin 1||
-0.52279101 6786 NM_003156 Hs.501735 Stromal interaction molecule 1 ||STIM1||Stromal interactio
-0.91512599 6799 NM_001054 Hs.546304 Sulfotransferase family, cytosoli ||STP2||SULT1A2||PHENO
-1.12497958 6801 NM_003162 Hs.43590 Striatin, calmodulin binding prote||STRN||Striatin, calmodul
-0.72352054 6809 NM_004177 Hs.530733 Syntaxin 3A ||||STX3A||Syntaxin 3A||
-1.22534435 6810 NM_004604 Hs.83734 Syntaxin 4A (placental) ||p35-2||STX4A||SYNTAX
-0.75089274 6811 NM_003164 Hs.524936 Syntaxin 5A ||STX5A||syntaxin 5A||
-0.69614833 6812 NM_003165 Hs.288229 Syntaxin binding protein 1 ||MUNC18-1||STXBP1||SY
-0.76914088 6813 NM_006949 Hs.534352 Syntaxin binding protein 2 ||UNC18B||MUNC18-2||ST
0.39873998 6814 NM_007269 Hs.530436 Syntaxin binding protein 3 ||MUNC18C||PSP||MUNC
-1.83665699 6818 NM_003166 Hs.460587 Sulfotransferase family, cytosoli ||SULT1A3||STM||SULFO
-0.9424982 6819 NM_001056 Hs.436123 Sulfotransferase family, cytosoli ||SULT1C1||SULFOTRAN
-0.68702426 6820 NM_004605 Hs.369331 Sulfotransferase family, cytosoli ||SULT2B1||SULFOTRAN
-0.32206149 6835 NM_017503 Hs.159448 Surfeit 2 ||SURF2||Surfeit 2||
-0.24906893 6836 NM_033161 Hs.512465 Surfeit 4 ||SURF4||Surfeit 4||ERV29
-0.35855777 6837 NM_006752 Hs.78354 Surfeit 5 ||SURF5||Surfeit 5||
-0.3494337 6838 NM_006753 Hs.274430 Surfeit 6 ||SURF6||Surfeit 6||
-0.96987041 6843 NM_014231 Hs.20021 Vesicle-associated membrane p||VAMP1||SYB1||Vesicle-a
-0.3768059 6844 NM_014232 Hs.25348 Vesicle-associated membrane p||SYB2||VAMP2||Vesicle-a
0.59946951 6845 NM_005638 Hs.24167 Synaptobrevin-like 1 ||SYBL1||Synaptobrevin-lik
-0.26731707 6847 NM_003176 Hs.112743 Synaptonemal complex protein ||SYCP1||SCP1||Synapton
-0.63227984 6854 NM_003178 Hs.445503 Synapsin II ||SYN2||synapsin II||
-0.43155032 6855 NM_003179 Hs.75667 Synaptophysin ||SYP||Synaptophysin||
-0.14870417 6856 NM_006754 Hs.80919 Synaptophysin-like protein ||SYPL1||SYPL||synaptoph
0.55384916 6860 NM_020783 Hs.8059 Synaptotagmin IV ||SYT4||SYNAPTOTAGMI
-0.55928729 6861 NM_003180 Hs.23179 Synaptotagmin V ||SYT5||synaptotagmin V||
-0.74176868 6897 NM_152295 Hs.481860 Threonyl-tRNA synthetase ||TARS||THREONYL-tRNA
-0.65965205 6913 XM_352937
-0.44979846 6936 NM_003203 Hs.303808 Chromosome 2 open reading fra||TCF9||C2orf3||TRANSCR
-0.16695231 6947 NM_001062 Hs.2012 Transcobalamin I (vitamin B12 b||TCN1||TC1||TC I||transco
-0.22169673 6953 NM_004610 Hs.351 T-complex 10 (mouse) ||TCP10||TCP10A||T-com
0.52647695 6954 NM_018679 Hs.435371 T-complex 11 (mouse) ||TCP11||T-complex 11 (m
-0.3768059 6975 NM_058222 Hs.348615 Tectorin beta ||TECTB||TECTORIN, BE



-0.73264461 6990 NM_006520 Hs.446392 T-complex-associated-testis-exp||TCTE1L||T-complex-ass
0.48998068 6991 NM_174910 Hs.25094 T-complex-associated-testis-exp||TCTE3||T-complex-asso
1.32939505 6996 NM_003211 Hs.527114 Thymine-DNA glycosylase ||TDG||thymine-DNA glyco
1.59399306 6999 NM_005651 Hs.183671 Tryptophan 2,3-dioxygenase ||TDO2||TRPO||Tryptopha
0.8093231 7031 NM_003225 Hs.162807 Trefoil factor 1 (breast cancer, e||TFF1||BCEI||BREAST CA
1.4936283 7032 NM_005423 Hs.2979 Trefoil factor 2 (spasmolytic prot||SML1||TFF2||Trefoil facto
1.32939505 7033 NM_003226 Hs.82961 Trefoil factor 3 (intestinal) ||TFF3||ITF||INTESTINAL 
0.97355635 7053 NM_003245 Hs.2022 Transglutaminase 3 (E polypept ||TGE||TGM3||TRANSGLU
-0.00271906 7064 NM_003249 Hs.78769 Thimet oligopeptidase 1 ||THOP1||Thimet oligopep
1.70348189 7093 NM_012465 Hs.154296 Tolloid-like 2 ||TLL2||KIAA0932||Tolloid-
0.11589384 7094 NM_006289 Hs.375001 Talin 1 ||TLN1||Talin 1||
-0.68702426 7095 NM_003262 Hs.529591 Translocation protein 1 ||TLOC1||HTP1||Transloca
-0.96987041 7103 NM_004616 Hs.170563 Tetraspanin 8 ||TSPAN8||TM4SF3||Tetra
-0.36768183 7105 NM_003270 Hs.43233 Tetraspanin 6 ||TSPAN6||TM4SF6||Tetra
-0.98811855 7106 NM_003271 Hs.26518 Tetraspanin 4 ||NAG2||TSPAN4||TM4SF
-1.34395725 7107 NM_003272 Hs.498160 Transmembrane 7 superfamily m||TM7SF1||TM7SF1I||TM7
-0.83300937 7109 NM_003274 Hs.126221 Transmembrane protein 1 ||EHOC1||TMEM1||Transm
0.13414198 7111 NM_003275 Hs.404289 Tropomodulin 1 ||E-TROPOMODULIN||TM
-1.43519794 7112 NM_003276 Hs.11355 Thymopoietin ||TMPO||Thymopoietin||LA
-0.78738902 7113 NM_005656 Hs.439309 Transmembrane protease, serin||TMPRSS2||Transmembr
-0.43155032 7140 NM_006757 Hs.73454 Troponin T3, skeletal, fast ||TNNT3||troponin T3, ske
-0.27644114 7141 NM_003284 Hs.3017 Transition protein 1 (during histo||TP1||TNP1||Transition pr
-0.4954188 7142 NM_005425 Hs.513349 Transition protein 2 (during histo||TNP2||Transition protein
0.24363081 7166 NM_004179 Hs.356479 Tryptophan hydroxylase 1 (trypto||TPH1||Tryptophan hydro
-0.3768059 7170 NM_152263 Hs.146070 Tropomyosin 3 ||TPM3||ALPHA-TROPOM
-0.31293742 7174 NM_003291 Hs.432424 Tripeptidyl peptidase II ||TPP2||tripeptidyl peptida
-0.258193 7176 NM_003293

-0.09395976 7177 NM_003294 Hs.405479 Tryptase alpha/beta 1 ||||TPSB2||Tryptase alpha/
-0.30381335 7180 NM_003296 Hs.2042 Cysteine-rich secretory protein 2||TSP1||CRISP2||TPX1||T
-0.24906893 7247 NM_004622 Hs.75066 Translin ||Translin||TSN||
0.17976232 7257 NM_005999 Hs.96247 Translin-associated factor X ||TRAX||TSNAX||translin-a
-0.54103915 7258 NM_003308 Hs.458252 Testis specific protein, Y-linked ||||TSPY1||Testis specific p
-0.79651309 7259 XM_371844
-0.69614833 7264 NM_003313 Hs.404119 Tissue specific transplantation a||FX||TSTA3||GDP-KETO-
-1.34395725 7265 NM_003314 Hs.519718 Tetratricopeptide repeat domain||TPR1||TTC1||Tetratricop
-1.07935924 7266 NM_003315 Hs.500156 DnaJ (Hsp40) homolog, subfam||TTC2||TPR2||DNAJC7||T
-0.4954188 7267 NM_003316 Hs.368214 Tetratricopeptide repeat domain||TTC3||TPRD||Tetratricop
-0.7052724 7284 NM_003321 Hs.12084 Tu translation elongation factor, ||TUFM||EF-TuMT||EF-Tu
0.25275488 7286 NM_020127 Hs.489922 Tuftelin 1 ||TUFT1||Tuftelin 1||
-1.44432201 7289 NM_003324 Hs.524187 Tubby like protein 3 ||TULP3||TUBBY-LIKE PR
0.38961592 7307 NM_006758 Hs.365116 U2(RNU2) small nuclear RNA a ||U2AF1||U2AF35||U2(RN
-0.32206149 7310 NM_005083
-0.88775378 7325 NM_152653 Hs.475688 Ubiquitin-conjugating enzyme E ||UBE2E2||ubiquitin-conju
-0.15782824 7342 NM_014517 Hs.118041 Upstream binding protein 1 (LBP||UBP1||upstream binding 
-1.02461482 7348 NM_006952 Hs.271580 Uroplakin 1B ||UPK1B||uroplakin 1B||
-0.59578357 7355 NM_005660 Hs.21899 Solute carrier family 35 (UDP-ga####################
0.44436033 7358 NM_003359 Hs.28309 UDP-glucose dehydrogenase ||UDPGDH||UGDH||UDP-g
-1.07023517 7364 NM_001074 Hs.10319 UDP glycosyltransferase 2 famil ####################
0.11589384 7365 NM_001075 Hs.201634 UDP glycosyltransferase 2 famil ||UGT2B10||UDP GLYCO
-0.16695231 7367 NM_001077 Hs.183596 UDP glycosyltransferase 2 famil ||UGT2B17||UDP GLYCO
1.05567297 7369 NM_003361 Hs.164470 Uromodulin (uromucoid, Tamm-||UMOD||uromodulin (urom



-0.03921534 7379 NM_006760 Hs.379613 Uroplakin 2 ||UPK2||Uroplakin 2||
-1.07935924 7380 NM_006953 Hs.159330 Uroplakin 3A ||UPK3A||uroplakin 3A||
-1.90964954 7403 NM_021140 Hs.522616 Ubiquitously transcribed tetratric||UTX||ubiquitously transc
-0.45892253 7404 NM_007125 Hs.115277 Ubiquitously transcribed tetratric||UTY||UTY1||ubiquitously 
-0.16695231 7407 NM_006295 Hs.520026 Valyl-tRNA synthetase 2 ||G7A||VARS2||VALYL-tRN
-0.61403171 7408 NM_003370 Hs.515469 Vasodilator-stimulated phospho ||VASP||Vasodilator-stimu
-0.45892253 7415 NM_007126 Hs.529782 Valosin-containing protein ||VCP||Valosin-containing 
0.28925115 7416 NM_003374 Hs.519320 Voltage-dependent anion chann ||VDAC1||PORIN||Voltage
-0.97899448 7417 NM_003375 Hs.355927 Voltage-dependent anion chann ||VDAC2||Voltage-depend
0.50822882 7419 NM_005662 Hs.491597 Voltage-dependent anion chann ||VDAC3||Voltage-depend
0.11589384 7462 NM_014146 Hs.56607 Linker for activation of T cells fa ||LAB||WBSCR5||LAT2||W
-1.0611111 7485 NM_004627 Hs.198308 Tryptophan rich basic protein ||WRB||CHD5||TRYPTOP
-0.45892253 7536 NM_004630 Hs.502829 Splicing factor 1 ||D11S636||ZNF162||SF1|
-0.18520045 7538 NM_003407 Hs.534052 Zinc finger protein 36, C3H type ||ZFP36||TRISTETRAPRO
0.13414198 7542 NM_006782 Hs.155165 Zinc finger protein-like 1 ||||ZFPL1||Zinc finger prote
0.17063825 7549 NM_021088 Hs.469311 Zinc finger protein 2 ||ZNF2||Zinc finger protein
-0.80563716 7551 NM_017715 Hs.435302 Zinc finger protein 3 (A8-51) ||ZNF3||zinc finger protein
0.10676977 7552 NM_021998 Hs.326801 Zinc finger protein 6 (CMPX1) ||ZNF6||zinc finger protein
0.16151418 7554 NM_021089 Hs.2077 Zinc finger protein 8 (clone HF.1||ZNF8||zinc finger protein
1.09216925 7558 NM_006955 Hs.499453 Zinc finger protein 11B ||||ZNF11B||Zinc finger pro
-0.0209672 7561 NM_021030 Hs.466261 Zinc finger protein 14 (KOX 6) ||ZNF14||KOX6||zinc finge
-0.41330218 7564 NM_006958 Hs.493225 Zinc finger protein 16 (KOX 9) ||ZNF16||KOX9||ZINC FIN
-0.68702426 7565 XM_091895
0.19801046 7566 XM_085596
-0.45892253 7567 NM_006961 Hs.513705 Zinc finger protein 19 (KOX 12) ||||ZNF19||Zinc finger prote
0.11589384 7568 NM_021143 Hs.263600 Zinc finger protein 20 (KOX 13) ||ZNF20||KOX13||zinc fing
-0.56841136 7569 XM_092995
0.42611219 7571 NM_145911 Hs.376810 Zinc finger protein 19 (KOX 12) ||||ZNF23||Zinc finger prote
-0.1395801 7574 NM_019591 Hs.489608 Zinc finger protein 26 (KOX 20) ||KOX20||ZNF26||zinc fing
0.68158613 7576 NM_006969 Hs.448386 Zinc finger protein 28 (KOX 24) ||ZNF28||zinc finger protei
0.59034544 7579 NM_145238 Hs.442705 Zinc finger protein 31 (KOX 29) ||ZNF31||zinc finger protei
0.02465314 7580 NM_006973 Hs.522885 Zinc finger protein 32 (KOX 30) ||ZNF32||zinc finger protei
1.88596328 7586 XM_168302
1.1377896 7587 XM_035863
0.75457869 7589 NM_145914 Hs.20082 Zinc finger protein 38 ||ZNF38||KOX25||Zinc fing
1.34764319 7592 NM_007130 Hs.496074 Zinc finger protein 41 ||ZNF41||Zinc finger prote
0.22538267 7621 NM_021916 Hs.382874 Zinc finger protein 70 (Cos17) ||ZNF70||zinc finger protei
0.47173254 7626 NM_007131 Hs.533540 Zinc finger protein 75 (D8C6) ||ZNF75||zinc finger protei
1.07392111 7627 NM_153028 Hs.513292 Zinc finger protein 75a ||ZNF75A||Zinc finger prot
1.47538016 7633 NM_007135 Hs.522399 Zinc finger protein 79 (pT7) ||ZNF79||zinc finger protei
-0.99724262 7634 NM_007136 Hs.271079 Zinc finger protein 80 (pT17) ||ZNF80||zinc finger protei
-0.85125751 7638 NM_013359 Hs.274445 Zinc finger protein 221 ||ZNF221||Zinc finger prot
-0.65965205 7643 XM_371150
-2.41147335 7644 NM_003430 Hs.549076 Zinc finger protein 91 (HPF7, HT||ZNF91||zinc finger protei
-0.23994487 7670 NM_024498 Hs.250693 Krueppel-related zinc finger prot||||ZNF117||Krueppel-relat
-0.258193 7673 NM_013360 Hs.279840 Zinc finger protein 222 ||ZNF222||Zinc finger prot

-0.35855777 7681 NM_005664 Hs.72964 Makorin, ring finger protein, 3 ||ZFP127||ZNF127||MKRN
-0.78738902 7682 NM_030757
0.46260847 7691 NM_003433 Hs.156169 Zinc finger protein 132 (clone pH||ZNF132||zinc finger prote
0.22538267 7692 NM_003434 Hs.472221 Zinc finger protein 133 (clone pH||ZNF133||zinc finger prote
-1.25271655 7693 NM_003435 Hs.469694 Zinc finger protein 134 (clone pH||ZNF134||zinc finger prote



-1.40782573 7694 NM_003436 Hs.85863 Zinc finger protein 135 (clone pH||||ZNF135||Zinc finger pro
-1.31658504 7696 NM_003438 Hs.373648 Zinc finger protein 137 (clone pH||ZNF137||zinc finger prote
-0.88775378 7697 NM_006524 Hs.530045 Zinc finger protein 138 (clone pH||ZNF138||zinc finger prote
-1.49906643 7699 NM_003440 Hs.181552 Zinc finger protein 140 (clone pH||ZNF140||zinc finger prote
-0.75089274 7700 NM_003441 Hs.546311 Zinc finger protein 141 (clone pH||||ZNF141||Zinc finger pro
-0.63227984 7701 XM_376172
-1.04286296 7706 NM_005082 Hs.551516 Tripartite motif-containing 25 ||EFP||ZNF147||TRIM25||E
-0.44067439 7710 NM_003444 Hs.439713 Zinc finger protein 154 (pHZ-92)||ZNF154||zinc finger prote
0.26187895 7711 NM_003445 Hs.502127 Zinc finger protein 155 (pHZ-96)||ZNF155||zinc finger prote
-0.21257266 7712 NM_003446 Hs.89897 Zinc finger protein 157 (HZF22) ||ZNF157||zinc finger prote
-0.62315577 7718 NM_003447 Hs.55481 Zinc finger protein 165 ||LD65||ZNF165||Zinc fing
-0.18520045 7728 NM_007147 Hs.119014 Zinc finger protein 175 ||ZNF175||Zinc finger prot
-0.28556521 7730 NM_003451 Hs.172979 Zinc finger protein 177 ||ZNF177||Zinc finger prot
0.66333799 7732 NM_007148 Hs.189482 Zinc finger protein 179 ||ZNF179||BFP||Zinc finge
-0.26731707 7733 NM_013256 Hs.130683 Zinc finger protein 180 (HHZ168||ZNF180||zinc finger prote
-0.66877612 7737 NM_006978 Hs.458365 Ring finger protein 113A ||ZNF183||RNF113A||ring 
0.32574743 7738 NM_007149 Hs.158174 Zinc finger protein 184 (Kruppel-||ZNF184||zinc finger prote
-0.14870417 7739 NM_007150 Hs.16622 Zinc finger protein 185 (LIM dom||ZNF185||zinc finger prote
0.48998068 7741 NM_152736 Hs.157883 Zinc finger protein 187 ||ZNF187||Zinc finger prot
0.22538267 7743 NM_003452 Hs.50123 Zinc finger protein 189 ||ZNF189||Zinc finger prot
-0.09395976 7745 NM_006298 Hs.57679 Zinc finger protein 192 ||ZNF192||Zinc finger prot
-0.8238853 7746 NM_006299 Hs.100921 Zinc finger protein 193 ||ZNF193||Zinc finger prot
-0.54103915 7748 NM_007152 Hs.386294 Zinc finger protein 195 ||ZNF195||Zinc finger prot
0.65421392 7753 NM_003455 Hs.112556 Zinc finger protein 202 ||ZNF202||Zinc finger prot
0.30749929 7755 NM_003456 Hs.522143 Zinc finger protein 205 ||ZNF210||ZNF205||Zinc fi
-0.1122079 7756 NM_003457 Hs.500775 Zinc finger protein 207 ||ZNF207||Zinc finger prot
-0.07571162 7757 NM_007153 Hs.419763 Zinc finger protein 208 ||ZNF208||Zinc finger prot
-0.27644114 7760 NM_004220 Hs.115284 Zinc finger protein 213 ||CR53||ZNF213||Zinc fing
-0.0209672 7762 NM_013250 Hs.523457 Zinc finger protein 215 ||ZNF215||Zinc finger prot
-0.4680466 7763 NM_006007 Hs.406096 Zinc finger, A20 domain contain ||ZNF216||ZA20D2||ZINC 
-1.03373889 7764 NM_006526 Hs.155040 Zinc finger protein 217 ||ZNF217||Zinc finger prot
0.36224371 7766 NM_013361 Hs.532870 Zinc finger protein 223 ||ZNF223||Zinc finger prot
-0.05746348 7767 NM_013398 Hs.549077 Zinc finger protein 224 ||||ZNF224||Zinc finger pro
0.01552907 7768 NM_013362 Hs.279567 Zinc finger protein 225 ||ZNF225||Zinc finger prot
0.61771765 7769 NM_015919 Hs.145956 Zinc finger protein 226 ||ZNF226||Zinc finger prot
-0.5866595 7770 NM_182490 Hs.371335 Zinc finger protein 227 ||||ZNF227||Zinc finger pro
-0.17607638 7771 NM_013380 Hs.48589 Zinc finger protein 228 ||ZNF228||Zinc finger prot
1.52100051 7772 XM_371175
-0.00271906 7773 NM_006300 Hs.193583 Zinc finger protein 230 ||ZNF230||Zinc finger prot
0.02465314 7775 NM_014519 Hs.279914 Zinc finger protein 232 ||ZNF232||Zinc finger prot
-0.09395976 7776 NM_007345 Hs.189826 Zinc finger protein 236 ||ZNF236||ZNF236B||ZNF
-0.98811855 7779 NM_021194 Hs.519469 Solute carrier family 30 (zinc tra ||SLC30A1||Solute carrier 
1.19253401 7780 NM_032513 Hs.143545 Solute carrier family 30 (zinc tra ||SLC30A2||Solute carrier 
-0.62315577 7782 NM_013309 Hs.162989 Solute carrier family 30 (zinc tra ||ZNT4||SLC30A4||ZINC T
-0.03009127 7789 NM_007156 Hs.159249 Zinc finger, X-linked, duplicated ||ZXDA||zinc finger, X-link
0.35311964 7798 NM_033631 Hs.454808 Leucine zipper protein 1 ||LUZP1||Leucine zipper p
0.66333799 7802 NM_003462 Hs.406050 Dynein, axonemal, light intermed||p28||DNALI1||Dynein, ax
-0.29468928 7805 NM_006762 Hs.371021 Lysosomal associated multispan||LAPTM5||LYSOSOMAL-
0.38961592 7844 NM_005667 Hs.469199 Ring finger protein 103 ||KF1||ZFP103||RNF103||R
-0.00271906 7866 NM_006764 Hs.315177 Interferon-related developmenta||IFRD2||INTERFERON-R
0.55384916 7869 NM_004636 Hs.82222 Sema domain, immunoglobulin ||SEMAA||SEMA3B||SEMA



-0.44979846 7871 NM_007159 Hs.476432 Sarcolemma associated protein ||SLAP||SLMAP||SARCOL
-0.76001681 7903 NM_005668 Hs.308628 ST8 alpha-N-acetyl-neuraminide||SIAT8D||POLYSIALYLTR
-0.35855777 7905 NM_005669 Hs.429608 Chromosome 5 open reading fra||C5orf18||D5S346||DP1||D
-0.06658755 7062 NM_007113
-0.04833941 7761 NM_013249 Hs.445849 Zinc finger protein 214 ||ZNF214||Zinc finger prot
0.41698812 6656 NM_005986 Hs.202526 SRY (sex determining region Y) ||SOX1||SRY-BOX 1||SRY
0.03377721 6757 NM_003147 Hs.546302 Synovial sarcoma, X breakpoint ||SSX2||SARCOMA, SYNO
1.34764319 6758 NM_021015 Hs.166198 Synovial sarcoma, X breakpoint ||SSX5||synovial sarcoma
1.53012457 7114 NM_021109 Hs.522584 Thymosin, beta 4, X-linked ||PTMB4||TMSB4X||TB4X
0.46260847 7916 NM_004638 Hs.436093 HLA-B associated transcript 2 ||D6S51E||BAT2||HLA-B-A
0.62684172 7917 NM_004639 Hs.440900 HLA-B associated transcript 3 ||BAT3||D6S52E||HLA-B-A
-0.13045603 7918 NM_033177 Hs.247478 HLA-B associated transcript 4 ||BAT4||D6S54E||HLA-B-A
0.26187895 7919 NM_004640 Hs.254042 HLA-B associated transcript 1 ||BAT1||D6S81E||HLA-B-A
1.0465489 7920 NM_021160 Hs.388188 HLA-B associated transcript 5 ||BAT5||D6S82E||HLA-B-A
1.53924864 7922 NM_006979 Hs.278721 Solute carrier family 39 (zinc tra ||D6S2244E||HKE4||SLC3
1.47538016 7923 NM_014234 Hs.415058 Hydroxysteroid (17-beta) dehydr||D6S2245E||HKE6||FABG
0.59946951 7936 NM_002904 Hs.423935 RD RNA binding protein ||NELFE||RDBP||RD RNA
-0.05746348 7940 NM_007161 Hs.436066 Leukocyte specific transcript 1 ||LY117||LST1||NKp30||D6
-1.34395725 7965 NM_006303 Hs.301613 JTV1 gene ||JTV1||JTV1 gene||tRNA 
-0.52279101 7982 NM_018412 Hs.368131 Suppression of tumorigenicity 7 ||||ST7||Suppression of tum
-0.4680466 7988 NM_012256 Hs.490510 Zinc finger protein 212 ||ZNF212||Zinc finger prot
-0.47717067 7993 NM_005671 Hs.153678 Reproduction 8 ||D8S2298E||REP8||Repro
-0.01184313 7994 NM_006766 Hs.491577 MYST histone acetyltransferase||MYST3||ZNF220||ZINC F
-0.64140391 8000 NM_005672 Hs.379010 Prostate stem cell antigen ||PSCA||Prostate stem ce
-0.53191508 8034 NM_152707 Hs.180408 Solute carrier family 25 (mitocho||GDA||D10S105E||SLC25
-0.45892253 8036 NM_007373 Hs.104315 Soc-2 suppressor of clear homo||SHOC2||soc-2 suppresso
-0.08483569 8076 NM_003480 Hs.512842 Microfibrillar associated protein ||MAGP2||MFAP5||MICRO
-0.34030963 8100 NM_006531 Hs.187376 Tetratricopeptide repeat domain||TTC10||IFT88||D13S105
-1.02461482 8110 NM_012074 Hs.162868 D4, zinc and double PHD fingers||DPF3||CERD4||CER-D4 
-0.92425006 8120 NM_004644 Hs.199593 Adaptor-related protein complex||NAPTB||AP3B2||NEURO
-1.58118305 8125 NM_006305 Hs.458747 Acidic (leucine-rich) nuclear pho||||ANP32A||Acidic (leucine
-0.86038158 8128 NM_006011 Hs.302341 ST8 alpha-N-acetyl-neuraminide||ST8SIA2||STX||SIAT8B||
-1.58118305 8131 NM_012075 Hs.19699 Chromosome 16 open reading f ||C16orf35||Chromosome 
-1.37132946 8140 NM_003486 Hs.513797 Solute carrier family 7 (cationic a||SLC7A5||LAT1||D16S469
-1.05198703 8161 NM_004645 Hs.532795 Coilin ||Coilin||CLN80||COIL||CO
-0.97899448 8175 NM_007165 Hs.115232 Splicing factor 3a, subunit 2, 66k||SF3A66||SF3A2||SAP62
-0.68702426 8178 NM_006532 Hs.515260 Elongation factor RNA polymera||ELL||ELEVEN NINETEE
-0.77826495 8187 NM_005674 Hs.25040 Zinc finger protein 239 ||ZNF239||Zinc finger prot
-0.85125751 8193 NM_004647 Hs.466651 D4, zinc and double PHD fingers||NEUD4||DPF1||NEURO-
-0.65052798 8209 NM_004649 Hs.413482 Chromosome 21 open reading f ||KNPI||HES1||D21S2048E
-0.30381335 8220 NM_022719 Hs.517407 DiGeorge syndrome critical regio||ES2||DGCR14||DIGEOR
-0.59578357 8224 NM_003490 Hs.125878 Synapsin III ||SYN3||synapsin III||
-0.27644114 8225 NM_012227 Hs.522840 GTP binding protein 6 (putative) ||GTPBP6||PGPL||PSEUD
-0.78738902 8226 NM_012080 Hs.185910 Haloacid dehalogenase-like hyd ||DXF68S1E||HDHD1A||G
-0.66877612 8227 NM_005088 Hs.522572 DNA segment on chromosome X||||DXYS155E||DNA segm
-1.07023517 8233 NM_005089 Hs.171909 U2(RNU2) small nuclear RNA a ||U2AF1L2||U2AF1RS2||U
-0.75089274 8241 NM_005676 Hs.401509 RNA binding motif protein 10 ||DXS8237E||RBM10||RNA
-0.56841136 8242 NM_004187 Hs.334674 Smcy homolog, X-linked (mouse||JARID1C||DXS1272E||S
-0.59578357 8243 NM_006306 Hs.211602 SMC1 structural maintenance of||DXS423E||SMC1-ALPHA
0.07027349 8260 NM_003491 Hs.433291 ARD1 homolog A, N-acetyltrans ||DXS707||ARD1A||ARD1
0.0976457 8263 NM_012151 Hs.533543 Coagulation factor VIII-associate||||F8A1||Coagulation facto



-0.44067439 8269 NM_003492 Hs.23119 Chromosome X open reading fr ||DXS9878E||CXorf12||ITB
-0.60490764 8270 NM_006014 Hs.444619 DNA segment on chromosome X||DXS9879E||ITBA2 GENE
-0.53191508 8273 NM_019848 Hs.522826 Solute carrier family 10 (sodium ||DXS253E||SLC10A3||PR
-0.2308208 8284 NM_004653 Hs.80358 Smcy homolog, Y-linked (mouse||JARID1D||SMCY||HYA||H
0.01552907 8290 NM_003493 Hs.248171 Histone 3, H3 ||H3FT||HIST3H3||H3T||hi
-1.39870166 8294 NM_003495 Hs.248172 Histone 1, H4i ||H4M||HIST1H4I||histone 
-0.39505404 8334 NM_003512 Hs.484950 Histone 1, H2ac ||HIST1H2AC||H2A/L||H2A
0.51735288 8335 NM_003513 Hs.248174 Histone 1, H2ab ||HIST1H2AB||H2A/M||H2A
0.22538267 8338 NM_003517 Hs.408067 Histone 2, H2ac ||HIST2H2AC||H2A/Q||H2A
0.27100301 8339 NM_003518 Hs.352109 Histone 1, H2bg ||H2B.1A||H2BFA||HIST1H
-0.06658755 8342 NM_003521 Hs.182432 Histone 1, H2bm ||H2B/E||H2BFE||HIST1H2
-0.01184313 8347 NM_003526 Hs.546314 Histone 1, H2bc ||H2B/L||H2BFL||HIST1H2
0.43523626 8348 NM_003527 Hs.484991 Histone 1, H2bo ||H2B/N||H2B.2||H2BFN||H
0.22538267 8350 NM_003529 Hs.546315 Histone 1, H3a ||HIST1H3A||H3/A||H3FA|
-0.31293742 8352 NM_003531 Hs.248176 Histone 1, H3c ||HIST1H3C||H3/C||H3.1||H
-0.7052724 8353 NM_003532 Hs.443021 Histone 1, H3e ||H3/D||H3.1||HIST1H3E||H
-0.89687785 8354 NM_003533 Hs.132854 Histone 1, H3i ||HIST1H3I||H3/F||H3FF||h
0.20713453 8356 NM_003535 Hs.484990 Histone 1, H3j ||HIST1H3J||H3/J||H3FJ||h
0.19801046 8357 NM_003536 Hs.70937 Histone 1, H3h ||HIST1H3H||H3/K||H3FK|
1.01005263 8358 NM_003537 Hs.533292 Histone 1, H3b ||HIST1H3B||H3/L||H3FL||
0.02465314 8359 NM_003538 Hs.248178 Histone 1, H4a ||H4/A||H4FA||HIST1H4A|
-0.43155032 8360 NM_003539 Hs.248179 Histone 1, H4d ||H4/B||H4FB||HIST1H4D|
-0.23994487 8361 NM_003540 Hs.247816 Histone 1, H4f ||||HIST1H4F||Histone 1, H
0.22538267 8363 NM_021968 Hs.278483 Histone 1, H4j ||H4/E||H4FE||HIST1H4J||
-0.65052798 8365 NM_003543 Hs.421737 Histone 1, H4h ||H4/H||H4FH||HIST1H4H
-0.84213344 8367 NM_003545 Hs.531610 Histone 1, H4e ||||HIST1H4E||Histone 1, H
-0.3494337 8368 NM_003546 Hs.533295 Histone 1, H4l ||H4/K||H4FK||HIST1H4L||
-0.3494337 8369 NM_003547 Hs.553507 Histone 1, H4g ||H4/L||H4FL||HIST1H4G||
-0.2308208 8370 NM_003548 Hs.534370 Histone 2, H4 ||H4F2||HIST2H4||H4FN||h
-0.38592997 8372 NM_003549 Hs.129910 Hyaluronoglucosaminidase 3 ||||HYAL3||Hyaluronogluco
-1.35308132 8402 NM_003562 Hs.184877 Solute carrier family 25 (mitocho####################
-0.0209672 8403 NM_004189 Hs.248184 SRY (sex determining region Y) ||SOX28||SOX14||SRY-BO
-0.06658755 8405 NM_003563 Hs.463382 Speckle-type POZ protein ||SPOP||speckle-type POZ
0.08852163 8409 NM_004182 Hs.172791 Ubiquitously-expressed transcrip||UXT||Ubiquitously-expre
-0.59578357 8411 NM_003566 Hs.506309 Early endosome antigen 1, 162k||EEA1||EARLY ENDOSO
-0.9424982 8417 NM_003569 Hs.520383 Syntaxin 7 ||STX7||Syntaxin 7||
-0.41330218 8424 NM_003986 Hs.144845 Butyrobetaine (gamma), 2-oxog ||BBOX1||GAMMA-BBH||B
0.65421392 8427 NM_003575 Hs.490508 Zinc finger protein 282 ||HUB1||ZNF282||Zinc fing
0.05202535 8447 NM_003585 Hs.512784 Double C2-like domains, beta ||DOC2B||double C2-like d
0.94618414 8448 NM_003586 Hs.355281 Double C2-like domains, alpha ||DOC2A||double C2-like d
0.94618414 8455 NM_012070 Hs.276252 Attractin ||Attractin||MGCA||ATRN||
-0.51366694 8459 NM_003595 Hs.474441 Tyrosylprotein sulfotransferase 2||TPST2||Tyrosylprotein su
0.56297323 8460 NM_003596 Hs.421194 Tyrosylprotein sulfotransferase ||TPST1||Tyrosylprotein su
0.32574743 8463 NM_003598 Hs.515534 TEA domain family member 2 ||TEF4||TEAD2||TRANSC
-0.1122079 8470 NM_003603 Hs.481342 Arg/Abl-interacting protein ArgB ||ARGBP2||Arg/Abl-interac
-0.32206149 8480 NM_003610 Hs.371698 RAE1 RNA export 1 homolog (S||RAE1||MRNP41||mRNA-
0.23450674 8482 NM_003612 Hs.24640 Sema domain, immunoglobulin ||SEMA7A||SEMAL||SEMA
0.08852163 8483 NM_003613 Hs.442180 Cartilage intermediate layer prot||CILP||NTPPHase, PORC
-1.47169422 8492 NM_003619 Hs.445857 Protease, serine, 12 (neurotryps||BSSP3||PRSS12||BRAIN
-0.78738902 8495 XM_084578
-0.63227984 8496 NM_003622 Hs.172445 PTPRF interacting protein, bindi ||LIPRIN-BETA-1||PPFIBP



-0.41330218 8505 NM_003631 Hs.91390 Poly (ADP-ribose) glycohydrolas||PARG||POLY(ADP-RIBO
-0.96074634 8509 NM_003635 Hs.225129 N-deacetylase/N-sulfotransferas||NDST2||HEPARAN N-SU
-0.1122079 8528 NM_003649 Hs.195313 D-aspartate oxidase ||DASOX||DDO||D-asparta
-1.27096469 8529 NM_001082 Hs.101 Cytochrome P450, family 4, sub||CYP4F2||LTB4 OMEGA-
-0.12133196 8534 NM_003654 Hs.104576 Carbohydrate (keratan sulfate G||KSGAL6ST||CHST1||CA
-0.62315577 8547 NM_003665 Hs.333383 Ficolin (collagen/fibrinogen dom ||HAKA1||FCN3||FICOLIN
0.28012708 8552 NM_003669 Hs.534372 Inactivation escape 1 ||INE1||Inactivation escape
-0.32206149 8563 NM_003678 Hs.75361 Chromosome 22 open reading f ||C22orf19||Chromosome 
-0.4954188 8564 NM_003679 Hs.409081 Kynurenine 3-monooxygenase ( ||KMO||Kynurenine 3-mon
0.15239011 8565 NM_003680 Hs.213264 Tyrosyl-tRNA synthetase ||TYRRS||YARS||YRS||YT
0.06114942 8568 NM_003683 Hs.110757 DNA segment on chromosome ||D21S2056E||DNA segme
0.07939756 8577 NM_003692 Hs.336224 Transmembrane protein with EG||C9ORF2||TMEFF1||CHR
0.43523626 8578 NM_003693 Hs.17893 Scavenger receptor class F, me||KIAA0149||SCARF1||SR
-0.08483569 8581 NM_003695 Hs.415762 Lymphocyte antigen 6 complex, ||LY6D||E48 ANTIGEN||lym
0.07027349 8602 XM_035572
-0.1395801 8603 NM_003704 Hs.125348 Chromosome 4 open reading fra||C4orf8||Chromosome 4 o
-0.57753543 8604 NM_003705 Hs.470608 Solute carrier family 25 (mitocho||SLC25A12||solute carrie
-0.39505404 8608 NM_003708 Hs.134958 Microsomal NAD+-dependent re||RDH16||RODH-4||Micros
0.73633055 8614 NM_003714 Hs.233160 Stanniocalcin 2 ||STC2||STCRP||STANNIO
0.07027349 8615 NM_003715 Hs.292689 Vesicle docking protein p115 ||TAP/p115||VDP||TRANS
0.48998068 8618 NM_003716 Hs.127013 Ca2+-dependent secretion activ ||CADPS||CAPS||Ca2+-de
-0.21257266 8620 NM_003717 Hs.104555 Neuropeptide FF-amide peptide ||NPFF||NPAF||FMRFAL||
0.5720973 8623 NM_004192 Hs.533514 Acetylserotonin O-methyltransfe||ASMTL||ASMTLY||acetyl

-0.14870417 8624 NM_003720 Hs.473838 Down syndrome critical region g||C21LRP||DSCR2||CHRO
0.90968786 8629 NM_003724 Hs.546319 Jerky homolog (mouse) ||JRK||Jerky homolog (mo
-0.52279101 8630 NM_003725 Hs.524513 Hydroxysteroid (17-beta) dehydr||HSE||RODH||HSD17B6||
1.36589133 8634 NM_003729 Hs.484222 RNA terminal phosphate cyclase||RTCD1||RNA terminal ph
-0.75089274 8636 NM_003731 Hs.530314 Sjogren's syndrome nuclear aut ||SSNA1||Sjogren's syndro
0.89143973 8637 NM_003732 Hs.434219 Eukaryotic translation initiation f ||||ANKHD1||Eukaryotic tra
0.26187895 8639 NM_003734 Hs.198241 Amine oxidase, copper containin||HPAO||VAP1||AOC3||AM
0.25275488 8645 NM_003740 Hs.444448 Potassium channel, subfamily K||KCNK5||TASK2||potassiu
-0.18520045 8646 NM_003741 Hs.166186 Chordin ||Chordin||CHRD||
1.66698561 8653 NM_004660 Hs.99120 DEAD (Asp-Glu-Ala-Asp) box po||DDX3Y||DBY||DEAD/H B
-0.30381335 8658 NM_003747 Hs.370267 Tankyrase, TRF1-interacting an ||TNKS||TANKYRASE 1||T
2.6797573 8674 NM_003762 Hs.6651 Vesicle-associated membrane p||VAMP4||Vesicle-associa

-0.34030963 8675 NM_001001434Hs.307913 Syntaxin 16 ||SYN16||STX16||Syntaxin
0.2162586 8676 NM_003764 Hs.118958 Syntaxin 11 ||STX11||Syntaxin 11||

-1.23446842 8677 NM_003765 Hs.43812 Syntaxin 10 ||SYN10||STX10||Syntaxin
0.42611219 8678 NM_003766 Hs.12272 Beclin 1 (coiled-coil, myosin-like ||BECN1||beclin 1 (coiled-
-0.76914088 8683 NM_003769 Hs.369624 Splicing factor, arginine/serine-r ||SRp30c||SFRS9||SPLICI
0.54472509 8687 NM_006771 Hs.248188 Keratin, hair, acidic, 8 ||KRTHA8||Keratin, hair, a
-0.3494337 8688 NM_003770 Hs.159403 Keratin, hair, acidic, 7 ||KRTHA7||Keratin, hair, a
-0.18520045 8692 NM_003773 Hs.76873 Hyaluronoglucosaminidase 2 ||HYAL2||LUCA2||Hyaluro
-0.26731707 8693 NM_003774 Hs.534374 UDP-N-acetyl-alpha-D-galactosa||GalNAcT4||GALNT4||Ga
-0.27644114 8702 NM_003778 Hs.13225 UDP-Gal:betaGlcNAc beta 1,4- ||B4GALT4||BETA-1,4-GA
0.32574743 8703 NM_003779 Hs.321231 UDP-Gal:betaGlcNAc beta 1,4- ||BETA-4-GALT3||B4GALT
0.54472509 8704 NM_003780 Hs.474083 UDP-Gal:betaGlcNAc beta 1,4- ||B4GALT2||BETA-4-GALT
-0.3768059 8705 NM_003782 Hs.534375 UDP-Gal:betaGlcNAc beta 1,3-g||B3GALT4||BETA-3-GALT
0.69983427 8706 NM_003781 Hs.418062 UDP-Gal:betaGlcNAc beta 1,3-g####################
-0.20344859 8707 NM_003783 Hs.518834 UDP-Gal:betaGlcNAc beta 1,3-g||B3GALT2||BETA-3-GALT
-0.3768059 8708 NM_020981 Hs.512811 UDP-Gal:betaGlcNAc beta 1,3-g||B3GALT1||BETA-3-GALT



-0.69614833 8710 NM_003784 Hs.138202 Serine (or cysteine) proteinase i ||MEGSIN||SERPINB7||se
0.47173254 8712 NM_003785 Hs.128231 P antigen family, member 1 (pro||GAGEB1||PAGE1||PROS
-0.69614833 8715 NM_003787 Hs.546322 Nucleolar protein 4 ||NOL4||NOLP||NUCLEOL
0.49910475 8723 NM_003794 Hs.507243 Sorting nexin 4 ||SNX4||Sorting nexin 4||
0.29837522 8724 NM_003795 Hs.12102 Sorting nexin 3 ||SNX3||Sorting nexin 3||
0.23450674 8725 NM_003796 Hs.466391 Chromosome 19 open reading f ||C19orf2||RMP||URI||RPB
-1.0611111 8736 NM_003803 Hs.464469 Myomesin 1 (skelemin) 185kDa ||MYOM1||TITIN-ASSOCI
1.03742483 8760 NM_003818 Hs.472027 CDP-diacylglycerol synthase (ph||CDS2||CDP-DIACYLGLY
-0.04833941 8761 NM_003819 Hs.169900 Poly(A) binding protein, cytoplas####################
0.69983427 8771 NM_003823 Hs.434878 Tumor necrosis factor receptor s||||TNFRSF6B||Tumor nec
-0.76914088 8773 NM_003825 Hs.511149 Synaptosomal-associated prote ||SNAP23E||SNAP23||SNA
0.15239011 8774 NM_003826 Hs.464622 N-ethylmaleimide-sensitive facto||NAPG||SNAP, GAMMA||
-0.27644114 8775 NM_003827 Hs.126938 N-ethylmaleimide-sensitive facto||NAPA||SNAPA||SNAP, A
0.77282682 8777 NM_003829 Hs.169378 Multiple PDZ domain protein ||MPDZ||MUPP1||multiple 
-0.65965205 8778 NM_003830 Hs.310333 Sialic acid binding Ig-like lectin 5||CD33L2||SIGLEC5||OBB
1.78559851 8785 NM_003833 Hs.278489 Matrilin 4 ||MATN4||Matrilin 4||
0.08852163 8790 NM_003838 Hs.47122 Fucose-1-phosphate guanylyltra||FPGT||GFPP||GDP-BET
1.70348189 8801 NM_003848 Hs.186512 Succinate-CoA ligase, GDP-form||G-BETA||SUCLG2||SUC
0.76370276 8802 NM_003849 Hs.270428 Succinate-CoA ligase, GDP-form||SUCLG1||succinate-CoA
1.79472258 8803 NM_003850 Hs.546323 Succinate-CoA ligase, ADP-form||SUCLA2||A-BETA||ATP-
-0.19432452 8815 NM_003860 Hs.433759 Barrier to autointegration factor ||BAF||BANF1||BARRIER-
0.74545462 8816 XM_031102
0.39873998 8818 NM_003863 Hs.108973 Dolichyl-phosphate mannosyltra||DPM2||DOLICHOL-PHO
0.81844717 8862 NM_017413 Hs.303084 Apelin, AGTRL1 ligand ||APLN||APJ RECEPTOR 
0.31662336 8863 NM_016831 Hs.533339 Period homolog 3 (Drosophila) ||PER3||period homolog 3
0.73633055 8879 NM_003901 Hs.499984 Sphingosine-1-phosphate lyase ||SPL||SGPL1||Sphingosin
-0.06658755 8882 NM_003904 Hs.7165 Zinc finger protein 259 ||ZNF259||ZPR1||Zinc fing
-0.29468928 8883 NM_003905 Hs.460978 Amyloid beta precursor protein b||APPBP1||AMYLOID BET
0.05202535 8884 NM_021095 Hs.435735 Solute carrier family 5 (sodium-d||SMVT||SLC5A6||SODIUM
0.61771765 8894 NM_003908 Hs.429180 Eukaryotic translation initiation f ||EIF2S2||EUKARYOTIC T
-0.3494337 8896 NM_003910 Hs.380233 Maternal G10 transcript ||G10||maternal G10 trans
-0.33118556 8904 NM_003915 Hs.246413 RNA binding motif protein 12 ||||CPNE1||RNA binding m
-0.3768059 8905 NM_003916 Hs.121592 Adaptor-related protein complex||AP1S2||CLATHRIN-ASS
0.35311964 8906 NM_003917 Hs.343244 Adaptor-related protein complex||AP1G2||ADAPTIN, GAM
0.34399557 8907 NM_032493 Hs.71040 Adaptor-related protein complex||MU-1A||AP1M1||CLATHR
-0.35855777 8908 NM_003918 Hs.541209 Glycogenin 2 ||GN2||GYG2||Glycogenin 
-0.51366694 8927 NM_003458 Hs.194684 Bassoon (presynaptic cytomatrix||ZNF231||BSN||Bassoon 
-0.42242625 8933 NM_003928 Hs.522789 CAAX box 1 ||CXX1||CAAX box 1||CAA
-0.10308383 8939 XM_376917
-0.26731707 8943 NM_003938 Hs.512815 Adaptor-related protein complex||AP3D1||ADAPTIN, DELT
0.80019903 8968 NM_021018 Hs.247814 Histone 1, H3f ||HIST1H3F||H3/I||H3FI||h
-0.24906893 8970 NM_021058 Hs.132550 Histone 1, H2bj ||HIST1H2BJ||histone 1, H
0.02465314 8971 NM_006026 Hs.75307 H1 histone family, member X ||H1X||H1FX||H1 histone f
0.24363081 8974 NM_004199 Hs.519568 Procollagen-proline, 2-oxoglutar ||P4HA2||PROLYL 4-HYD
-0.56841136 8985 NM_001084 Hs.153357 Procollagen-lysine, 2-oxoglutara||PLOD3||LH3||LYSINE HY
0.10676977 8987 NM_003943 Hs.109590 Genethonin 1 ||GENX-3414||GENEX341
1.21990622 8992 NM_003945 Hs.484188 ATPase, H+ transporting, lysoso||ATP6H||ATP6V0E||ATPa
0.02465314 9016 NM_003951 Hs.194686 Solute carrier family 25 (mitocho||BMCP1||SLC25A14||BRA
-0.75089274 9023 NM_003956 Hs.47357 Cholesterol 25-hydroxylase ||CH25H||Cholesterol 25-h
0.11589384 9026 NM_003959 Hs.524815 Huntingtin interacting protein-1-r||HIP1R||HIP12||HIP1-REL
-0.83300937 9028 NM_003961 Hs.137572 Rhomboid, veinlet-like 1 (Drosop||RRP||RHBDL1||RHOMB



0.10676977 9032 NM_003963 Hs.184194 Transmembrane 4 L six family m||TM4SF5||TRANSMEMB
-0.22169673 9037 NM_003966 Hs.321637 Sema domain, seven thrombosp||SEMF||SEMAF||SEMA5A
0.4534844 9045 NM_003973 Hs.446522 Ribosomal protein L14 ||RPL14||ribosomal protein
0.06114942 9048 NM_003976 Hs.194689 Artemin ||ENOVIN||NEUBLASTIN|
0.29837522 9054 NM_021100 Hs.194692 NFS1 nitrogen fixation 1 (S. cere||NFS1||NIFS||CYSTEINE
-0.20344859 9057 NM_003983 Hs.351571 Solute carrier family 7 (cationic a||SLC7A6||y(+)LAT2||y(+)L
-0.44067439 9058 NM_003984 Hs.102307 Solute carrier family 13 (sodium ||SLC13A2||NADC1||SOD
-0.44067439 9066 NM_004200 Hs.502730 Synaptotagmin VII ||SYT7||PCANAP7||IPCA7
0.19801046 9070 NM_004674 Hs.521530 Ash2 (absent, small, or homeoti ||ASH2L1||ASH2L2||ASH2
0.46260847 9073 NM_199328 Hs.162209 Claudin 8 ||CLDN8||Claudin 8||
-0.19432452 9074 NM_021195 Hs.533779 Claudin 6 ||CLDN6||Claudin 6||
-0.36768183 9080 NM_020982 Hs.296949 Claudin 9 ||CLDN9||Claudin 9||
0.64508985 9081 NM_004676 Hs.158343 PTPN13-like, Y-linked ||||PRY||PTPN13-like, Y-lin
-0.14870417 9083 NM_004678 Hs.158342 Basic charge, Y-linked, 2 ||||BPY2||Basic charge, Y-
-0.55016322 9084 NM_004679 Hs.534378 Variable charge, Y-linked ||BPY1||VCY||VCY1||varia
-0.91512599 9091 NM_148920 Hs.18079 Phosphatidylinositol glycan, clas||PIGQ||phosphatidylinosit
0.15239011 9093 NM_005147 Hs.459779 DnaJ (Hsp40) homolog, subfam||TID1||DNAJA3||TID56, D
-0.258193 9103 NM_201563 Hs.492655 Fc fragment of IgG, low affinity I ||||FCGR2B||Fc fragment o

-0.40417811 9104 NM_004683 Hs.77854 Regucalcin (senescence marke ||SMP30||RGN||Regucalci
0.29837522 9114 NM_004691 Hs.106876 ATPase, H+ transporting, lysoso||ATP6V0D1||V-ATPASE, 
-0.40417811 9117 NM_004206 Hs.445892 SEC22 vesicle trafficking protein||SEC22C||SEC22L3||SEC
0.00640501 9118 NM_032727 Hs.500916 Internexin neuronal intermediate||NEF5||INA||NF66||INTER
-0.21257266 9120 NM_004694 Hs.42645 Solute carrier family 16 (monoca||MCT6||SLC16A6||MONO
0.20713453 9121 NM_004695 Hs.369554 Solute carrier family 16 (monoca||MCT5||SLC16A5||MONO
0.00640501 9122 NM_004696 Hs.351306 Solute carrier family 16 (monoca||MCT4||SLC16A4||MONO
-0.16695231 9123 NM_004207 Hs.500761 Solute carrier family 16 (monoca||MCT3||SLC16A3||MONO
-0.75089274 9126 NM_005445 Hs.24485 Chondroitin sulfate proteoglycan||HCAP||SMC3||CSPG6||H
0.11589384 9130 NM_004699 Hs.54277 Family with sequence similarity ||FAM50A||HXC26||9F||DX
-0.3768059 9135 NM_004703 Hs.551518 Rabaptin, RAB GTPase binding ||RABEP1||RABAPTIN 5||
-0.21257266 9136 NM_004704 Hs.153768 RNA, U3 small nucleolar interac||RNU3IP2||RNA, U3 sma
-0.47717067 9142 NM_004709 Hs.106688 Chromosome X open reading fr ||CXorf1||chromosome X o
0.07027349 9143 NM_004209 Hs.435277 Synaptogyrin 3 ||SYNGR3||Synaptogyrin 3
0.16151418 9144 NM_004710 Hs.464210 Synaptogyrin 2 ||SYNGR2||CELLUGYRIN
0.19801046 9145 NM_004711 Hs.216226 Synaptogyrin 1 ||SYNGR1||Synaptogyrin 1
-0.1395801 9146 NM_004712 Hs.514590 Hepatocyte growth factor-regula||HRS||HGS||HGF-REGUL
-0.17607638 9147 NM_004713 Hs.388584 Serologically defined colon canc||SDCCAG1||NY-CO-1||Se
-0.05746348 9152 NM_004211 Hs.136557 Solute carrier family 6 (neurotra ||SLC6A5||GLYT2||GLYCI
-0.48629474 9153 NM_004212 Hs.367833 Solute carrier family 28 (sodium ||SPNT1||SLC28A2||CNT2
-0.14870417 9154 NM_004213 Hs.459187 Solute carrier family 28 (sodium ||SLC28A1||CNT1||CONC
-0.44067439 9167 NM_004718 Hs.339639 Cytochrome c oxidase subunit V||COX7AR||COX7RP||COX
-0.52279101 9172 NM_003970 Hs.443683 Myomesin (M-protein) 2, 165kD ||MYOM2||M-BAND PROT
-0.14870417 9179 NM_004722 Hs.194703 Adaptor-related protein complex||MU-ARP2||AP4M1||MU-A
0.32574743 9182 NM_005447 Hs.527881 Peptidylglycine alpha-amidating ||PAMCI||peptidylglycine a
0.18888639 9187 NM_004727 Hs.173092 Solute carrier family 24 (sodium ||SLC24A1||NCKX1||SOD
0.65421392 9188 NM_004728 Hs.223141 DEAD (Asp-Glu-Ala-Asp) box po||DDX21||DEAD/H BOX 2
0.52647695 9189 NM_004729 Hs.458462 Zinc finger, BED domain contain||||DHRSX||Zinc finger, BE
0.38961592 9194 NM_004731 Hs.439643 Solute carrier family 16 (monoca||SLC16A7||MCT2||MONO
0.38049185 9197 NM_004733 Hs.478031 Solute carrier family 33 (acetyl-C||AT1||SLC33A1||ACATN|
0.89143973 9202 NM_005095 Hs.269211 Zinc finger protein 262 ||||ZNF262||Zinc finger pro
1.01005263 9203 NM_005096 Hs.522684 Zinc finger protein 261 ||DXS6673E||ZNF261||Zin
1.23815436 8969 NM_021064 Hs.51011 Histone 1, H2ag ||HIST1H2AG||histone 1, H



0.76370276 9087 NM_004202 Hs.159201 Thymosin, beta 4, Y-linked ||TMSB4Y||TB4Y||thymosi
0.48085661 8857 NM_003890 Hs.111732 Fc fragment of IgG binding prote||FCGBP||Fc fragment of 
0.89143973 8508 NM_003634 Hs.173878 Nipsnap homolog 1 (C. elegans ||NIPSNAP1||nipsnap hom
-0.98811855 9204 NM_007167 Hs.533986 Zinc finger protein 258 ||ZNF258||Zinc finger prot
-0.0209672 9205 NM_014242 Hs.530988 Zinc finger protein 237 ||ZNF237||Zinc finger prot
-0.3494337 9208 NM_004735 Hs.471779 Leucine rich repeat (in FLII) inte ||LRRFIP1||TRIP||GCF2||T
-0.7052724 9209 NM_006309 Hs.475319 Leucine rich repeat (in FLII) inte ||LRRFIP2||leucine rich re
-0.63227984 9217 NM_004738 Hs.182625 VAMP (vesicle-associated mem||VAPB||VAPC||VAMP-AS
-0.77826495 9218 NM_003574 Hs.165195 VAMP (vesicle-associated mem||VAP33||VAPA||VAMP-AS
-0.48629474 9228 NM_004745 Hs.113287 Discs, large (Drosophila) homolo||DAP2||DLGAP2||DISCS 
-0.66877612 9245 NM_004751 Hs.194710 Glucosaminyl (N-acetyl) transfer||GCNT3||BETA-1,6-N-AC
-0.19432452 9249 NM_004753 Hs.289347 Dehydrogenase/reductase (SDR||DHRS3||dehydrogenase/
-0.34030963 9253 NM_004756 Hs.326953 Numb homolog (Drosophila)-like||NBL||NUMBR||TNRC23|
-0.86038158 9254 NM_006030 Hs.476273 Calcium channel, voltage-depen||KIAA0558||CACNA2D2||
-1.28921283 9274 NM_004765 Hs.303197 B-cell CLL/lymphoma 7C ||BCL7C||B-cell CLL/lymph
-1.23446842 9277 NM_005452 Hs.520063 Chromosome 6 open reading fra||C6orf11||Chromosome 6
-0.99724262 9278 NM_005453 Hs.206770 Zinc finger protein 297 ||ZNF297||Zinc finger prot
-1.58118305 9284 NM_006985 Hs.528782 Nuclear pore complex interactin ||||NPIP||Nuclear pore com
-1.47169422 9306 NM_004232 Hs.44439 Suppressor of cytokine signaling||STAI4||CIS4||SOCS4||SO
-0.86950565 9310 NM_004234 Hs.298089 Zinc finger protein 235 ||ZNF235||ZFP93||ZNF270
-1.45344608 9315 NM_004772 Hs.483067 Chromosome 5 open reading fra||||C5orf13||Chromosome 
-0.76914088 9317 NM_030664 Hs.444321 Phosphotriesterase related ||PTER||Phosphotriesteras
-0.4680466 9331 NM_004775 Hs.464848 UDP-Gal:betaGlcNAc beta 1,4- ||B4GALT6||BETA-1,4-GA
-1.35308132 9333 NM_004245 Hs.129719 Transglutaminase 5 ||TGX||TGM5||TRANSGLU
-1.10673145 9334 NM_004776 Hs.370487 UDP-Gal:betaGlcNAc beta 1,4- ||B4GALT5||BETA-1,4-GA
-0.84213344 9341 NM_004781 Hs.66708 Vesicle-associated membrane p||VAMP3||CEB||Vesicle-as
-1.43519794 9342 NM_004782 Hs.108002 Synaptosomal-associated prote ||SNAP29||SYNAPTOSOM
-0.91512599 9343 NM_004247 Hs.151787 U5 snRNP-specific protein, 116 ||U5-116KD||KIAA0031||U
-0.42242625 9348 NM_004784 Hs.480596 N-deacetylase/N-sulfotransferas||NDST3||HEPARAN GLU
-0.06658755 9349 NM_000978 Hs.406300 Ribosomal protein L23 ||RPL23||ribosomal protein
-1.11585552 9350 NM_005454 Hs.248204 Cerberus 1 homolog, cysteine k ||CER1||CERBERUS, XEN
-0.93337413 9352 NM_004786 Hs.114412 Thioredoxin-like 1 ||TXNL1||TXL||Thioredoxin
-0.74176868 9355 NM_004789 Hs.445265 LIM homeobox 2 ||LH2||LHX2||LIM homeob
-1.11585552 9356 NM_004790 Hs.369252 Solute carrier family 22 (organic ||OAT1||PAHT||SLC22A6|
-0.18520045 9361 NM_004793 Hs.350265 Protease, serine, 15 ||PRSS15||Protease, serin
-0.16695231 9362 NM_006032 Hs.6132 Copine VI (neuronal) ||CPNE6||N-COPINE||cop
-0.99724262 9365 NM_153683 Hs.524953 Klotho ||Klotho||KL||KL CORONA
-0.1122079 9368 NM_004252 Hs.396783 Solute carrier family 9 (sodium/h||EBP50||NHERF||SLC9A3
-0.59578357 9369 NM_004796 Hs.368307 Neurexin 3 ||NRXN3||Neurexin 3||
0.17976232 9374 NM_005155 Hs.332138 Palmitoyl-protein thioesterase 2 ||||PPT2||Palmitoyl-protein
-0.81476123 9375 NM_004800 Hs.130413 Transmembrane 9 superfamily m||TM9SF2||p76||TRANSM
-0.00271906 9376 NM_004254 Hs.266223 Solute carrier family 22 (organic ||SLC22A8||OAT3||ORGA
0.48998068 9377 NM_004255 Hs.401903 Cytochrome c oxidase subunit V||COX5A||cytochrome c ox
-0.3494337 9378 NM_004801 Hs.468505 Neurexin 1 ||NRXN1||Neurexin 1||
-0.71439647 9379 NM_015080 Hs.372938 Neurexin 2 ||NRXN2||Neurexin 2||
-0.5866595 9382 NM_018714 Hs.283109 Component of oligomeric golgi c||COG1||KIAA1381||LDLB
-0.47717067 9389 NM_004803 Hs.165559 Solute carrier family 22 (organic ||SLC22A14||OCTL2||ORC
-0.44979846 9390 NM_004256 Hs.225941 Solute carrier family 22 (organic ||SLC22A13||OCTL1||ORC
-0.03009127 9394 NM_004807 Hs.512841 Heparan sulfate 6-O-sulfotransfe||HS6ST1||heparan sulfate
-0.48629474 9397 NM_004808 Hs.60339 N-myristoyltransferase 2 ||NMT2||N-myristoyltransfe
0.02465314 9398 NM_004258 Hs.74115 Immunoglobulin superfamily, me||V7||IGSF2||CD101||Immu



0.01552907 9399 NM_004809 Hs.194816 Stomatin (EPB72)-like 1 ||SLP1||STOML1||STORP
0.52647695 9403 NM_004261 Hs.362728 15 kDa selenoprotein ||SEP15||SELENOPROTE
0.25275488 9406 NM_005455 Hs.194718 Zinc finger protein 265 ||ZIS||ZNF265||ZINC FING
0.07939756 9413 NM_004816 Hs.118003 Chromosome 9 open reading fra||C9orf61||X123 GENE||Ch
-0.55928729 9415 NM_004265 Hs.502745 Fatty acid desaturase 2 ||FADS2||FATTY ACID DE
-0.55928729 9416 NM_004818 Hs.130098 DEAD (Asp-Glu-Ala-Asp) box po||DDX23||DEAD (Asp-Glu-
-0.51366694 9419 NM_014171 Hs.534380 Postsynaptic protein CRIPT ||CRIPT||postsynaptic prot
-0.77826495 9422 XM_375660
0.06114942 9424 NM_004823 Hs.240395 Potassium channel, subfamily K||TOSS||KCNK6||TWIK2||T
-0.05746348 9435 NM_004267 Hs.8786 Carbohydrate (N-acetylglucosam||GlcNAc-6-O-SULFOTRA
0.50822882 9444 NM_006775 Hs.510324 Quaking homolog, KH domain R||QKI||quaking homolog, K
0.48998068 9450 NM_004271 Hs.519866 Lymphocyte antigen 86 ||LY86||MD1 PROTEIN||Ly
0.00640501 9452 NM_004867 Hs.17109 Integral membrane protein 2A ||ITM2A||E25A||integral m
-0.65965205 9454 NM_004838 Hs.410683 Homer homolog 3 (Drosophila) ||HOMER3||HOMER 3||ho
-0.36768183 9455 NM_004839 Hs.93564 Homer homolog 2 (Drosophila) ||HOMER2||homer homolo
-0.74176868 9456 NM_004272 Hs.129051 Homer homolog 1 (Drosophila) ||HOMER1||HOMER1C||H
0.16151418 9468 NM_004845 Hs.132794 Phosphate cytidylyltransferase 1||PCYT1B||Phosphate cyti
-0.18520045 9469 NM_004273 Hs.158304 Carbohydrate (chondroitin 6) su ||C6ST1||CHST3||CHOND
-0.258193 9470 NM_004846 Hs.292026 Eukaryotic translation initiation f ||EIF4E2||EIF4EL3||4EHP

0.28012708 9473 NM_004848 Hs.10649 Chromosome 1 open reading fra||C1orf38||Chromosome 1
0.32574743 9476 NM_004851 Hs.512843 Napsin A aspartic peptidase ||NAPA||NAPSA||NAP1||P
0.34399557 9477 NM_004275 Hs.278434 Trf (TATA binding protein-relate ||USP49||TRFP||Trf (TATA
0.80019903 9482 NM_004853 Hs.431109 Syntaxin 8 ||STX8||Syntaxin 8||
0.61771765 9486 NM_004854 Hs.516370 Carbohydrate sulfotransferase 1||CHST10||HNK1ST||HNK
0.90968786 9487 NM_004278 Hs.167559 Phosphatidylinositol glycan, clas||PIGL||phosphatidylinosito
0.78195089 9488 NM_004855 Hs.126115 Phosphatidylinositol glycan, clas||PIGB||phosphatidylinosit
0.75457869 9489 NM_024419 Hs.464217 Phosphatidylglycerophosphate s||PGS1||Phosphatidylglyce
0.59034544 9491 NM_006814 Hs.471917 Proteasome (prosome, macropa||PSMF1||proteasome (pro
0.46260847 9497 NM_003615 Hs.250072 Solute carrier family 4, sodium b####################
0.61771765 9498 NM_004858 Hs.370636 Solute carrier family 4, sodium b||SLC4A8||SOLUTE CARR
0.53560102 9501 NM_006987 Hs.549089 Rabphilin 3A-like (without C2 do||RPH3AL||NOC2||rabphili
1.23815436 9502 NM_130777 Hs.522654 X antigen family, member 2 ||GAGED3||XAGE2||X ant
-0.63227984 9503 NM_020411 Hs.534381 X antigen family, member 1 ||GAGED2||XAGE1||X ant
-0.19432452 9506 NM_007003 Hs.441038 P antigen family, member 4 (pro||GAGEC1||PAGE1, FORM
0.26187895 9512 NM_004279 Hs.184211 Peptidase (mitochondrial proces||PMPCB||MPPB||PEPTID
1.05567297 9515 XM_045911 Hs.477315 Syntaxin binding protein 5-like ||STXBP5L||LLGL4||SYNT
0.69983427 9517 NM_004863 Hs.435661 Serine palmitoyltransferase, long||KIAA0526||LCB2||SPT2|
0.28012708 9521 NM_004280 Hs.88977 Eukaryotic translation elongation||EEF1E1||ELONGATION
0.34399557 9524 NM_004868 Hs.515642 Glycoprotein, synaptic 2 ||GPSN2||Glycoprotein, sy
0.20713453 9525 NM_004869 Hs.126550 Vacuolar protein sorting 4B (yea||VPS4B||vacuolar protein
1.19253401 9526 NM_004870 Hs.6710 Mannose-P-dolichol utilization d ||MPDU1||SL15||LEC35||S
0.94618414 9528 NM_004872 Hs.523262 Chromosome 1 open reading fra||C1orf8||Chromosome 1 o
0.49910475 9533 NM_004875 Hs.520146 Polymerase (RNA) I polypeptide||POLR1C||polymerase (R
-0.52279101 9534 NM_004876 Hs.434406 Zinc finger protein 539 ||||ZNF539||Zinc finger pro
-0.3768059 9541 NM_004882 Hs.470675 CBF1 interacting corepressor ||CIR||CBF1-INTERACTIN
0.02465314 9546 NM_004886 Hs.465607 Amyloid beta (A4) precursor pro||X11L2||APBA3||MINT3, R
-0.17607638 9550 NM_004888 Hs.388654 ATPase, H+ transporting, lysoso||ATP6G1||ATP6V1G1||AT
0.14326604 9551 NM_004889 Hs.521056 ATP synthase, H+ transporting, ||ATP5J2||ATP synthase, 
-0.9424982 9552 NM_004890 Hs.90436 Sperm associated antigen 7 ||SPAG7||Sperm associate
0.39873998 9553 NM_145330 Hs.515879 Mitochondrial ribosomal protein ||MRPL33||mitochondrial r
0.26187895 9556 NM_004894 Hs.109052 Chromosome 14 open reading f ||C14orf2||MP68, RAT, HO



0.64508985 9557 XM_378182
0.02465314 9559 NM_004896 Hs.499925 Vacuolar protein sorting 26 (yea ||VPS26||HB58, MOUSE, 
0.01552907 9563 NM_004285 Hs.463511 Hexose-6-phosphate dehydroge||G6PDH||H6PD||GLUCOS
0.30749929 9567 NM_004286 Hs.276925 GTP binding protein 1 ||GP1||GTPBP1||GTP-BIN
-0.44979846 9573 NM_020634 Hs.86232 Growth differentiation factor 3 ||GDF3||Growth differentia
0.56297323 9580 NM_005686 Hs.201671 SRY (sex determining region Y) ||ICA12||SOX13||SRY-BO
0.5720973 9581 NM_006036 Hs.549585 Prolyl endopeptidase-like ||KIAA0436||PREPL||Proly
0.18888639 9584 NM_004902 Hs.282901 RNA-binding region (RNP1, RR ||HCC1.4||RNPC2||SPLIC
0.59946951 9587 NM_014628 Hs.122346 MAD2L1 binding protein ||MAD2L1BP||MAD2L1 bin
0.51735288 9592 NM_004907 Hs.501629 Immediate early response 2 ||IER2||Immediate early re
0.76370276 9595 NM_004288 Hs.270 Pleckstrin homology, Sec7 and ||CYBR||PSCDBP||CYTOH
-0.44979846 9598 NM_004909 Hs.522810 CSAG family, member 2 ||CSAG2||CSAG family, m
0.15239011 9600 NM_004910 Hs.372295 Phosphatidylinositol transfer pro####################
0.34399557 9615 NM_004293 Hs.494163 Guanine deaminase ||GDA||GUANASE||CYPIN
-0.06658755 9617 NM_004294 Hs.382176 Mitochondrial translational relea ||MTRF1||Mitochondrial tra
-0.52279101 9622 NM_004917 Hs.218366 Kallikrein 4 (prostase, enamel m||EMSP1||KLK4||PSTS||PR
0.23450674 9627 NM_005460 Hs.426463 Synuclein, alpha interacting prot ||SNCAIP||SYNPHILIN 1||
-0.33118556 9629 NM_004921 Hs.546328 Chloride channel, calcium activa||CLCA3||CHLORIDE CHA
0.8093231 9631 NM_004298 Hs.481942 Nucleoporin 155kDa ||KIAA0791||NUP155||nuc
0.43523626 9632 NM_004922 Hs.81964 FLJ44715 gene product ||||SEC24C||FLJ44715 gen
0.64508985 9633 NM_004923 Hs.145932 Metallothionein-like 5, testis-spe||MTL5||TESTIS-SPECIFI
0.14326604 9636 NM_005101 Hs.458485 Interferon, alpha-inducible prote ||IFI15||G1P2||INTERFER
0.07939756 9637 NM_005102 Hs.258563 Fasciculation and elongation pro||FEZ2||FASCICULATION
-1.05198703 9640 XM_375247
0.25275488 9643 NM_012286 Hs.326387 Mortality factor 4 like 2 ||KIAA0026||MRGX||MOR
-0.01184313 9646 NM_014633 Hs.173288 SH2 domain binding protein 1 (t ||p150(TSP)||KIAA0155||S
0.59946951 9648 NM_181453 Hs.436505 GRIP and coiled-coil domain co ||GCC2||GRIP and coiled-
1.11954146 9650 NM_014637 Hs.521608 Likely ortholog of chicken chond||CHPPR||Likely ortholog o
0.42611219 9651 XM_371214 Hs.170156 Phospholipase C-like 4 ||PLCL4||phospholipase C
1.06479704 9652 NM_014639 Hs.482868 KIAA0372 ||KIAA0372||
1.6122412 9653 NM_012262 Hs.48823 Heparan sulfate 2-O-sulfotransfe||HS2ST1||heparan sulfate
0.13414198 9654 NM_014640 Hs.471405 Tubulin tyrosine ligase-like famil ||TTLL4||Tubulin tyrosine l
0.81844717 9657 NM_014642 Hs.518197 IQ motif containing B1 ||IQCB1||KIAA0036||NPHP
0.20713453 9659 XM_380170
0.42611219 9663 NM_014646 Hs.268581 Lipin 2 ||LPIN2||Lipin 2||
0.2162586 9665 NM_014647 Hs.173524 Limkain b1 ||LKAP||Limkain b1||
1.09216925 9666 NM_014648 Hs.409210 Zinc finger DAZ interacting prote||DZIP3||KIAA0675||DAZ-I
0.89143973 9667 NM_014649 Hs.546330 Scaffold attachment factor B2 ||KIAA0138||SAFB2||scaff
0.05202535 9668 NM_014650 Hs.178471 Zinc finger protein 432 ||ZNF432||Zinc finger prot
0.61771765 9669 NM_015904 Hs.158688 Eukaryotic translation initiation f ||EIF5B||TRANSLATION I
0.99180449 9670 NM_014652 Hs.158497 Importin 13 ||IPO13||Importin 13||
3.02647194 9671 XM_033113
-0.60490764 9672 XM_375712
-0.53191508 9673 XM_044155
1.97720397 9674 NM_014656 Hs.518138 KIAA0040 ||KIAA0040||
-0.7052724 9675 NM_014657 Hs.370118 KIAA0406 gene product ||KIAA0406||KIAA0406 ge
-0.40417811 9677 NM_014659 Hs.156814 KIAA0377 gene product ||KIAA0377||KIAA0377 ge
0.53560102 9678 XM_376578
0.46260847 9679 NM_014661 Hs.129195 Family with sequence similarity ||FAM53B||family with seq
-0.32206149 9681 XM_376007
0.64508985 9682 NM_014663 Hs.155983 Jumonji domain containing 2A ||JMJD2A||jumonji domain



0.71808241 9683 XM_375355
0.58122137 9685 NM_014666 Hs.132853 Enthoprotin ||EPNR||EPN4||KIAA0171
1.32027098 9686 NM_014667 Hs.373959 Vestigial like 4 (Drosophila) ||VGLL4||vestigial like 4 (D
1.00092856 9687 NM_014668 Hs.467733 GREB1 protein ||GREB1||GREB1 protein|
1.41151167 9688 NM_014669 Hs.276878 Nucleoporin 93kDa ||NUP93||nucleoporin 93k
0.38961592 9689 NM_014670 Hs.355983 Basic leucine zipper and W2 do ||BZW1||basic leucine zipp
0.71808241 9692 XM_375074
1.21990622 9694 NM_014673 Hs.232002 KIAA0103 ||KIAA0103||KIAA0103 GE
1.12866553 9696 XM_371227
1.3750154 9698 NM_014676 Hs.281707 PRO0611 protein ||||PUM1||PRO0611 protei

-1.07935924 9699 NM_014677 Hs.117767 Regulating synaptic membrane ||RIMS2||KIAA0751||RIM2
-1.38045352 9700 NM_012291 Hs.153479 Extra spindle poles like 1 (S. cer||ESP1||ESPL1||SEPARIN
-0.96074634 9701 NM_014678 Hs.449098 KIAA0685 ||KIAA0685||
-1.32570911 9702 NM_014679 Hs.101014 Translokin ||KIAA0092||PIG8||Translo
-1.99176617 9703 XM_371036
-1.4169498 9704 NM_194428 Hs.151706 DEAH (Asp-Glu-Ala-His) box po||DHX34||DEAH (Asp-Glu-
-1.11585552 9705 NM_014682 Hs.549092 Suppression of tumorigenicity 18||ST18||Suppression of tum
-0.79651309 9707 XM_374989
-1.45344608 9710 NM_014686 Hs.330073 KIAA0355 ||KIAA0355||
-0.84213344 9711 XM_032901 Hs.478868 KIAA0226 ||KIAA0226||
-0.29468928 9712 NM_014688
-0.7052724 9715 NM_014690 Hs.135343 KIAA0773 gene product ||KIAA0773||KIAA0773 ge
-1.02461482 9716 NM_014691 Hs.510958 Aquarius homolog (mouse) ||AQR||Aquarius homolog 
-1.42607387 9717 XM_032693 Hs.512856 KIAA0420 gene product ||KIAA0420||KIAA0420 ge
-1.46257015 9720 XM_113947 Hs.531547 KIAA0565 gene product ||KIAA0565||KIAA0565 ge
-1.48081829 9721 NM_014696 Hs.523375 KIAA0514 ||KIAA0514||
-1.20709621 9723 XM_376647
-1.4169498 9724 XM_375024
-1.18884807 9725 XM_375848
-0.45892253 9726 NM_014699 Hs.119273 Zinc finger protein 646 ||ZNF646||Zinc finger prot
-0.83300937 9727 NM_014700 Hs.531642 RAB11 family interacting protein||RAB11FIP3||EFERIN||KI
-1.23446842 9728 NM_014701 Hs.9997 KIAA0256 gene product ||KIAA0256||KIAA0256 ge
-1.03373889 9730 XM_376232
-1.02461482 9731 NM_014704 Hs.509017 Glycine-, glutamate-, thienylcycl ||KIAA0562||Glycine-, glut
-1.04286296 9732 NM_014705 Hs.118140 Dedicator of cytokinesis 4 ||DOCK4||KIAA0716||Ded
-1.10673145 9733 NM_014706 Hs.506663 Squamous cell carcinoma antige||SART3||squamous cell c
-0.72352054 9735 NM_014708 Hs.300559 Kinetochore associated 1 ||KIAA0166||KNTC1||ROD
-0.55016322 9736 XM_291018
-1.5355627 9738 NM_014711 Hs.279912 CP110 protein ||CP110||CP110 protein||
-0.51366694 9739 XM_049380
-0.29468928 9741 NM_014713 Hs.467807 Lysosomal-associated protein tr ||LAPTM4A||Lysosomal-as
-0.04833941 9742 NM_014714 Hs.389438 KIAA0590 gene product ||WDTC2||KIAA0590||KIAA
-0.83300937 9744 NM_014716 Hs.337242 Centaurin, beta 1 ||CENTB1||ACAP1||KIAA0
-0.98811855 9745 XM_375593
-0.59578357 9747 NM_014719 Hs.406492 KIAA0738 gene product ||KIAA0738||KIAA0738 ge
-0.39505404 9749 XM_376540
-0.258193 9750 NM_015864 Hs.484915 Chromosome 6 open reading fra||C6orf32||Chromosome 6
-0.4954188 9751 NM_014723 Hs.323833 Syntaphilin ||SNPH||Syntaphilin||
-0.28556521 9753 NM_014724 Hs.134816 Zinc finger protein 305 ||ZNF305||Zinc finger prot
-0.96074634 9754 NM_014725 Hs.95140 START domain containing 8 ||STARD8||START domai
-0.56841136 9755 XM_375469



-0.33118556 9758 XM_045712
-0.24906893 9760 XM_376776
0.15239011 9761 NM_014730 Hs.507074 KIAA0152 ||KIAA0152||
-0.55016322 9762 NM_014731 Hs.90232 ProSAPiP1 protein ||ProSAPiP1||ProSAPiP1 
0.40786405 9764 XM_375377
0.60859358 9765 NM_014733 Hs.482660 Zinc finger, FYVE domain conta ||ENDOFIN||ZFYVE16||KIA
-0.69614833 9766 NM_014734 Hs.440025 KIAA0247 ||KIAA0247||
0.34399557 9767 NM_014735 Hs.371977 PHD finger protein 16 ||PHF16||PHD finger prote
-0.03009127 9768 NM_014736 Hs.81892 KIAA0101 ||KIAA0101||
0.28012708 9772 NM_014738 Hs.514474 KIAA0195 gene product ||KIAA0195||KIAA0195 ge
0.42611219 9775 NM_014740 Hs.389649 DEAD (Asp-Glu-Ala-Asp) box po||NUK34||EIF4A3||KIAA01
-0.71439647 9776 NM_014741 Hs.410092 KIAA0652 gene product ||KIAA0652||KIAA0652 ge
0.4534844 9777 NM_014742 Hs.529360 Transmembrane 9 superfamily p||TM9SF4||Transmembran
0.50822882 9778 XM_291106
1.11041739 9779 NM_014744 Hs.475629 TBC1 domain family, member 5 ||TBC1D5||TBC1 domain f
0.85494345 9780 NM_014745 Hs.513807 Family with sequence similarity ||||LOC348180||Family with
0.43523626 9783 NM_014747 Hs.434924 Regulating synaptic membrane ||RIMS3||Regulating synap
-0.12133196 9784 NM_014748 Hs.278569 Sorting nexin 17 ||SNX17||Sorting nexin 17
0.13414198 9785 NM_014003 Hs.127092 DEAH (Asp-Glu-Ala-His) box po||DHX38||DDX38||DEAD/H
0.54472509 9786 NM_014749 Hs.232532 KIAA0586 ||KIAA0586||
-0.69614833 9788 NM_014751 Hs.336994 Metastasis suppressor 1 ||MIM||KIAA0429||MTSS1
-0.44067439 9789 NM_014752 Hs.282700 Signal peptidase complex subun||SPCS2||signal peptidase
0.24363081 9790 NM_014753 Hs.10848 BMS1-like, ribosome assembly ||BMS1L||BMS1-like, ribos
1.05567297 9796 NM_014759 Hs.334688 Phytanoyl-CoA hydroxylase inte ||KIAA0273||PHYHIP||PAH
0.99180449 9797 XM_376203 Hs.475401 TatD DNase domain containing ||TATDN2||TatD DNase d
0.06114942 9798 NM_014761 Hs.232194 KIAA0174 gene product ||KIAA0174||KIAA0174 ge
0.22538267 9801 NM_014763 Hs.44024 Mitochondrial ribosomal protein ||MRPL19||mitochondrial r
0.44436033 9804 NM_014765 Hs.533192 Translocase of outer mitochond ||TOM20||TOMM20||MAS2
1.22903029 9805 NM_014766 Hs.520740 Secernin 1 ||SCRN1||Secernin 1||
0.38049185 9806 NM_014767 Hs.523009 Sparc/osteonectin, cwcv and ka ||KIAA0275||SPOCK2||TE
1.46625609 9808 XM_379798 Hs.69749 KIAA0087 gene product ||KIAA0087||KIAA0087 ge
1.53924864 9810 NM_014771 Hs.65238 Ring finger protein 40 ||RNF40||KIAA0661||BRE
1.2837747 9811 NM_014772 Hs.145230 KIAA0427 ||KIAA0427||
1.42063574 9812 NM_014773 Hs.210532 KIAA0141 ||KIAA0141||
0.70895834 9814 XM_038520
0.36224371 9816 XM_375851
0.98268042 9817 NM_012289 Hs.465870 Kelch-like ECH-associated prote||KEAP1||kelch-like ECH-a
0.49910475 9818 NM_014089 Hs.507537 Nucleoporin like 1 ||NUPL1||KIAA0410||NUC
0.66333799 9819 NM_014779 Hs.52526 TSC22 domain family 2 ||TSC22D2||KIAA0669||TS
0.90968786 9820 NM_014780 Hs.520136 Cullin 7 ||CUL7||Cullin 7||
0.63596579 9823 NM_014782 Hs.48924 Armadillo repeat containing, X-li ||ARMCX2||ALEX2||KIAA0
0.69983427 9824 NM_014783 Hs.525764 Rho GTPase activating protein 1||ARHGAP11A||Rho GTPa
0.49910475 9825 NM_006038 Hs.48513 Spermatogenesis associated 2 ||SPATA2||KIAA0757||SPE
0.06114942 9827 XM_376830 Hs.47313 KIAA0258 ||KIAA0258||
0.72720648 9829 NM_014787 Hs.536063 DnaJ (Hsp40) homolog, subfam||KIAA0473||DJC6||DNAJC
0.48085661 9832 NM_014790 Hs.533025 Jak and microtubule interacting ||KIAA0555||Jak and micro
0.60859358 9836 NM_014793 Hs.200596 Leucine carboxyl methyltransfer ||LCMT2||Leucine carboxy
0.77282682 9837 NM_021067
-0.23994487 9840 XM_374983 Hs.33187 KIAA0748 gene product ||KIAA0748||KIAA0748 ge
-0.29468928 9841 NM_014797 Hs.409876 Zinc finger and BTB domain con||ZBTB24||zinc finger and 
0.18888639 9842 NM_014798 Hs.514242 Pleckstrin homology domain con||PLEKHM1||pleckstrin ho



-0.84213344 9843 NM_014799 Hs.31720 Hephaestin ||HEPH||Hephaestin||
-0.41330218 9847 NM_014802 Hs.271014 KIAA0528 gene product ||KIAA0528||KIAA0528 ge
-0.35855777 9848 NM_021647 Hs.178121 Microfibrillar-associated protein ||MFAP3L||Microfibrillar-as
-0.39505404 9851 XM_375397
-0.30381335 9852 NM_014805 Hs.28020 EPM2A (laforin) interacting prote||KIAA0766||EPM2AIP1||L
0.20713453 9853 XM_048462
-0.41330218 9854 NM_014807 Hs.26899 Transmembrane protein 24 ||TMEM24||Transmembra
-0.60490764 9857 NM_014810 Hs.413045 Centrosome-associated protein ||CAP350||Centrosome-as
-0.2308208 9858 NM_014811 Hs.533260 KIAA0649 ||KIAA0649||
-0.08483569 9860 XM_375770
0.02465314 9861 NM_014814 Hs.152536 Proteasome regulatory particle s||p44S10||PSMD6||Protea
-0.67790019 9865 XM_379800 Hs.21572 KIAA0644 gene product ||KIAA0644||KIAA0644 ge
-0.90600192 9866 XM_084529 Hs.130836 Tripartite motif-containing 66 ||TRIM66||Tripartite motif-
-0.50454287 9867 NM_014819 Hs.483036 Praja 2, RING-H2 motif containi ||PJA2||praja 2, RING-H2 
0.36224371 9868 NM_014820 Hs.227253 Translocase of outer mitochond ||TOMM70A||translocase o
-0.28556521 9870 NM_014821 Hs.497417 KIAA0317 ||KIAA0317||
-0.65052798 9871 NM_014822 Hs.189641 SEC24 related gene family, mem||SEC24D||KIAA0755||SEC
-0.258193 9873 NM_014824 Hs.445748 FCH and double SH3 domains 2||FCHSD2||FCH and doub
-0.8238853 9878 XM_375045
0.56297323 9879 NM_014829 Hs.533245 DEAD (Asp-Glu-Ala-Asp) box po||DDX46||DEAD (Asp-Glu-
-0.4680466 9880 XM_374985
0.03377721 9881 XM_047357 Hs.517761 Lupus brain antigen 1 ||LBA1||Lupus brain antige
-0.54103915 9882 XM_375032
-0.27644114 9883 NM_172020 Hs.488624 Postmeiotic segregation increas||||POM121||Postmeiotic s
0.50822882 9884 NM_014834 Hs.438861 Leucine rich repeat containing 3 ||LOC9884||LRRC37A||leu
-0.258193 9885 NM_014835 Hs.473254 Oxysterol binding protein-like 2 ||OSBPL2||ORP2||KIAA07

-0.13045603 9887 NM_014837 Hs.270775 Chromosome 1 open reading fra||C1orf16||Chromosome 1
-0.03921534 9889 XM_376023
-0.57753543 9890 NM_014839 Hs.13245 Plasticity related gene 1 ||KIAA0455||LPPR4||PRG
0.43523626 9894 NM_016111 Hs.271044 KIAA0683 gene product ||KIAA0683||KIAA0683 ge
0.04290128 9895 XM_375105
-0.97899448 9897 NM_014846 Hs.270043 KIAA0196 gene product ||KIAA0196||KIAA0196 ge
-0.5866595 9898 NM_014847 Hs.490551 Ubiquitin associated protein 2-lik||UBAP2L||Ubiquitin assoc
0.15239011 9899 NM_014848 Hs.8071 Synaptic vesicle glycoprotein 2B||KIAA0735||SV2B||synapt
-0.75089274 9900 NM_014849 Hs.516153 Synaptic vesicle glycoprotein 2A||SV2A||synaptic vesicle g
-0.35855777 9901 NM_014850 Hs.475364 SLIT-ROBO Rho GTPase activa||MEGAP||SRGAP3||WRP
0.69983427 9903 XM_375685
1.03742483 9904 NM_016196 Hs.7482 RNA binding motif protein 19 ||RBM19||RNA binding mo
0.5720973 9905 XM_029438

-0.26731707 9906 NM_014854 Hs.551612 Solute carrier family 35, membe||SLC35E2||solute carrier 
-0.24906893 9907 XM_166527 Hs.550497 KIAA0415 protein ||KIAA0415||KIAA0415 pro
0.31662336 9908 NM_012297 Hs.303676 Ras-GTPase activating protein S||G3BP2||Ras-GTPase ac
-0.0209672 9909 NM_014856
-0.65965205 9911 NM_014858 Hs.6360 Transmembrane and coiled-coil ||TMCC2||Transmembran
-0.14870417 9912 NM_014859 Hs.499758 KIAA0672 gene product ||KIAA0672||KIAA0672 ge
-0.13045603 9913 XM_376044
0.38961592 9917 NM_014864 Hs.5737 Family with sequence similarity ||FAM20B||family with seq
0.20713453 9918 NM_014865 Hs.5719 Chromosome condensation-rela||CNAP1||chromosome co
0.41698812 9919 XM_088459 Hs.522500 KIAA0310 ||KIAA0310||
2.53377219 9921 NM_014868 Hs.442798 Ring finger protein 10 ||RNF10||Ring finger prote
0.38961592 9922 NM_014869 Hs.475506 IQ motif and Sec7 domain 1 ||IQSEC1||IQ motif and Se



0.02465314 9923 NM_014870 Hs.528723 KIAA0478 gene product ||KIAA0478||ZBTB40||KIAA
-0.18520045 9925 NM_014872 Hs.161276 Zinc finger and BTB domain con||ZBTB5||zinc finger and B
0.28012708 9926 XM_375837
0.53560102 9927 NM_014874 Hs.376681 Mitofusin 2 ||KIAA0214||MFN2||Mitofu
0.31662336 9929 NM_014876 Hs.3094 KIAA0063 gene product ||KIAA0063||KIAA0063 ge
0.53560102 9931 XM_375485
1.1377896 9933 NM_014878 Hs.493309 KIAA0020 ||KIAA0020||
0.44436033 9938 XM_376060
-0.19432452 9939 NM_005105 Hs.552581 RNA binding motif protein 8A ||||RBM8A||RNA binding m
-0.04833941 9941 NM_005107 Hs.517897 Endonuclease G-like 1 ||ENGL||ENDOGL1||endon
-0.44979846 9951 NM_006040 Hs.549096 Heparan sulfate (glucosamine) 3||HS3ST4||3OST4||hepara
0.28012708 9953 NM_006041 Hs.48384 Heparan sulfate (glucosamine) 3||||HS3ST3B1||Heparan su
-0.21257266 9955 NM_006042 Hs.462270 Heparan sulfate (glucosamine) 3||HS3ST3A1||3OST3A1||H
-0.47717067 9956 NM_006043 Hs.115830 Heparan sulfate (glucosamine) 3||3OST2||HS3ST2||HEPAR
0.27100301 9957 NM_005114 Hs.507348 Heparan sulfate (glucosamine) 3||HS3ST1||3OST1||hepara
1.43888388 9961 NM_005115 Hs.513488 Major vault protein ||MVP||LRP||LUNG RESIS
-0.86950565 9962 NM_005116 Hs.516866 Solute carrier family 23 (nucleob||SVCT2||SLC23A2||SODI
-0.81476123 9963 NM_005847 Hs.310449 Solute carrier family 23 (nucleob||SVCT1||SLC23A1||SODI
-0.88775378 9987 NM_005463 Hs.527105 Heterogeneous nuclear ribonucl ||HNRPDL||JKTBP||HNRP
-1.4169498 9991 NM_005156 Hs.269988 ROD1 regulator of differentiation||ROD1||ROD1 regulator o
-1.81840885 9992 NM_172201 Hs.551521 Potassium voltage-gated chann ||MIRP1||KCNE2||LQT6||M
-1.00636668 10003 NM_005467 Hs.503560 N-acetylated alpha-linked acidic ||NAALAD2||N-acetylated 
-0.24906893 10004 NM_005468 Hs.13967 N-acetylated alpha-linked acidic ||NAALADL1||ILEAL DIPE
-0.51366694 10005 NM_005469 Hs.444776 Peroxisomal acyl-CoA thioestera||PTE1||peroxisomal acyl-
-0.34030963 10019 NM_005475 Hs.506784 Lymphocyte adaptor protein ||LNK||Lymphocyte adapto
-0.22169673 10026 NM_005482 Hs.293653 Phosphatidylinositol glycan, clas||||PIGK||Phosphatidylinos
-0.76914088 10046 NM_005491 Hs.20136 Chromosome X open reading fr ||CXorf6||F18 GENE||chro
-0.77826495 10047 NM_005492 Hs.121602 Cystatin 8 (cystatin-related epidi ||CRES||CST8||CYSTATIN
-1.2983369 10049 NM_005494 Hs.490745 DnaJ (Hsp40) homolog, subfam||DNAJB6||DnaJ (Hsp40) 
0.52647695 10050 NM_005495 Hs.282931 Solute carrier family 17 (sodium ||SLC17A4||Solute carrier 
-1.46257015 10053 NM_005498 Hs.18894 Adaptor-related protein complex||MU-1B||AP1M2||ADAPTO
-1.07023517 10054 NM_005499 Hs.511739 SUMO-1 activating enzyme sub ||UBA2||SUMO-1 activatin
-1.12497958 10055 NM_005500 Hs.515500 SUMO-1 activating enzyme sub ||SAE1||SUMO-1 activatin
-0.61403171 10056 NM_005687 Hs.471452 Phenylalanine-tRNA synthetase ||FARSLB||phenylalanine-
-1.21622028 10069 NM_016940 Hs.34136 Chromosome 21 open reading f ||C21orf6||Chromosome 2
-0.92425006 10081 NM_005707 Hs.458596 Programmed cell death 7 ||PDCD7||Programmed ce
1.42975981 10082 NM_005708 Hs.444329 Glypican 6 ||GPC6||Glypican 6||
-0.83300937 10084 NM_005710 Hs.534384 Polyglutamine binding protein 1 ||NPW38||PQBP1||POLYG
-0.84213344 10089 NM_005714 Hs.175218 Potassium channel, subfamily K||KCNK7||potassium chan
-0.21257266 10090 NM_005715 Hs.131514 Uronyl-2-sulfotransferase ||UST||Uronyl-2-sulfotrans
-0.01184313 10098 NM_005723 Hs.118118 Tetraspanin 5 ||TSPAN5||TM4SF9||Tetra
-1.00636668 10099 NM_005724 Hs.5062 Tetraspanin 3 ||TSPAN3||TM4SF8||Tetra
-0.78738902 10100 NM_005725 Hs.310458 Tetraspanin 2 ||TSPAN2||Tetraspanin 2|
-0.91512599 10102 NM_005726 Hs.505784 Ts translation elongation factor, ||TSFM||EF-TsMT||Ts TRA
-1.33483318 10103 NM_005727 Hs.38972 Tetraspanin 1 ||TSPAN1||Tetraspanin 1|
-0.16695231 10105 NM_005729 Hs.381072 Peptidylprolyl isomerase F (cyclo||PPIF||CYP3||CYCLOPHI
-0.76914088 10106 NM_005730 Hs.524530 CTD (carboxy-terminal domain, ||CTDSP2||OS4||SCP2||SM
-0.35855777 10107 NM_006778 Hs.274295 Tripartite motif-containing 10 ||RFB30||HERF1||TRIM10
-0.50454287 10123 NM_005737 Hs.111554 ADP-ribosylation factor-like 7 ||ARL7||ADP-ribosylation f
-0.7052724 10126 NM_005740 Hs.474848 Dynein, axonemal, light polypep ||DNAL4||Dynein, axonem
-0.98811855 10127 NM_005741 Hs.124553 Zinc finger protein 263 ||||ZNF263||Zinc finger pro



0.48998068 10134 NM_005745 Hs.522817 B-cell receptor-associated prote ||BCAP31||DXS1357E||BA
-1.02461482 10136 NM_005747 Hs.471034 Elastase 3A, pancreatic (proteas||ELA3A||elastase 3A, pan
0.05202535 10137 NM_006047 Hs.246413 RNA binding motif protein 12 ||||CPNE1||RNA binding m
-1.00636668 10141 NM_005750 Hs.177972 Chromosome 4 open reading fra||C4orf6||Chromosome 4 o
-0.98811855 10143 NM_005752 Hs.177936 C-type lectin domain family 3, m||CLECSF1||CLEC3A||C-ty
-0.65965205 10144 XM_376328
-0.38592997 10147 NM_014884 Hs.515271 Splicing factor, arginine/serine-r ||KIAA0365||SFRS14||Spli
-0.8238853 10150 NM_207304 Hs.125715 Muscleblind-like 2 (Drosophila) ||MBNL2||MBLL||MUSCLE
0.06114942 10158 NM_005764 Hs.431099 PDZK1 interacting protein 1 ||PDZK1IP1||DD96||MAP1
-0.34030963 10159 NM_005765 Hs.495960 ATPase, H+ transporting, lysoso||ATP6AP2||ATPase, H+ t
-0.88775378 10162 NM_005768 Hs.553512 Putative protein similar to nessy ||C3F||putative protein sim
-0.65965205 10164 NM_005769 Hs.251383 Carbohydrate (N-acetylglucosam||CHST4||carbohydrate (N
-0.88775378 10169 NM_005770
-1.02461482 10170 NM_005771 Hs.179608 Dehydrogenase/reductase (SDR||DHRS9||dehydrogenase/
-0.89687785 10171 NM_005772 Hs.194121 RNA terminal phosphate cyclase||RCL1||RNA terminal pho
-0.39505404 10172 NM_005773 Hs.288736 Zinc finger protein 256 ||ZNF256||Zinc finger prot
-0.17607638 10175 NM_005776 Hs.294603 Cornichon homolog (Drosophila ||CNIH||cornichon homolo
0.00640501 10178 NM_014253 Hs.23796 Odz, odd Oz/ten-m homolog 1(D||ODZ1||odz, odd Oz/ten-m
0.26187895 10179 NM_016090 Hs.533736 RNA binding motif protein 7 ||RBM7||RNA binding mot
-0.15782824 10189 NM_005782 Hs.534385 THO complex 4 ||||THOC4||THO complex 4
0.65421392 10190 NM_005783 Hs.370017 Thioredoxin domain containing 9||TXNDC9||Thioredoxin do
-0.15782824 10193 NM_005785 Hs.524502 Ring finger protein 41 ||RNF41||Ring finger prote
-0.4680466 10194 NM_005786 Hs.284217 Serologically defined colon canc||SDCCAG33||Serological
1.26552657 10196 NM_005788 Hs.152337 HMT1 hnRNP methyltransferase||HRMT1L3||PRMT3||PRO
-0.14870417 10197 NM_005789 Hs.152978 Proteasome (prosome, macropa||PA28-GAMMA||PSME3||
-0.76001681 10199 NM_005791 Hs.201676 M-phase phosphoprotein 10 (U3||MPHOSPH10||MPP10||M
-0.24906893 10202 NM_005794 Hs.272499 Dehydrogenase/reductase (SDR||DHRS2||dehydrogenase/
-0.75089274 10204 NM_005796 Hs.356630 Nuclear transport factor 2 ||NUTF2||PP15||NTF2||PL
0.05202535 10205 NM_005797 Hs.116651 Epithelial V-like antigen 1 ||EVA1||epithelial V-like an
-0.44067439 10207 NM_005799 Hs.478125 InaD-like (Drosophila) ||PATJ||INADL||InaD-like (
-0.31293742 10209 NM_005801 Hs.150580 Putative translation initiation fac ||SUI1||Putative translation
-0.03921534 10211 NM_005803 Hs.179986 Flotillin 1 ||FLOT1||Flotillin 1||
-0.03009127 10212 NM_005804 Hs.311609 DEAD (Asp-Glu-Ala-Asp) box po||DDX39||DEAD (Asp-Glu-
0.28925115 10214 NM_021014 Hs.178749 Synovial sarcoma, X breakpoint ||SSX3||synovial sarcoma
-0.27644114 10217 NM_005808 Hs.475963 CTD (carboxy-terminal domain, ||HYA22||SCP3||RBSP3||C
-0.05746348 10223 NM_005814 Hs.437229 Glycoprotein A33 (transmembra||GPA33||glycoprotein A33
1.00092856 10224 NM_005815 Hs.142150 Zinc finger protein 443 ||||ZNF443||Zinc finger pro
-0.40417811 10225 NM_005816 Hs.142023 CD96 antigen ||CD96||TACTILE||CD96 a
0.28012708 10227 NM_001120 Hs.157145 Tetracycline transporter-like pro ||TETRAN||Tetracycline tr
0.59034544 10228 NM_005819 Hs.518417 Syntaxin 6 ||STX6||Syntaxin 6||
-0.08483569 10229 NM_016138 Hs.157113 Coenzyme Q7 homolog, ubiquin||COQ7||CLK1, C. ELEGA
0.5720973 10231 NM_005822 Hs.440168 Down syndrome critical region g||DSCR1L1||MCIP2||CSP2
0.66333799 10233 NM_006992 Hs.155586 B7 gene ||B7||B7 gene||
-0.26731707 10236 NM_005826 Hs.373763 Heterogeneous nuclear ribonucl ||HNRPR||HNRNPR||hete
0.35311964 10237 NM_005827 Hs.154073 Solute carrier family 35, membe||SLC35B1||solute carrier 
-0.60490764 10239 NM_005829 Hs.546334 Adaptor-related protein complex||AP3S2||CLATHRIN-ASS
-0.00271906 10240 NM_005830 Hs.154655 Mitochondrial ribosomal protein ||MRPS31||mitochondrial r
-0.16695231 10242 NM_005832 Hs.478368 Potassium large conductance ca||KCNMB2||potassium larg
-0.48629474 10245 NM_005834 Hs.30570 Translocase of inner mitochond ||TIM17B||TIMM17B||trans
-0.42242625 10246 NM_005835 Hs.19710 Solute carrier family 17 (sodium ||SLC17A2||Solute carrier 
-0.258193 10247 NM_005836 Hs.18426 Heat-responsive protein 12 ||UK114||HRSP12||p14.5||



0.07939756 10249 NM_005838 Hs.145384 Glycine-N-acyltransferase ||GLYAT||GAT||glycine-N-
-0.20344859 10250 NM_005839 Hs.18192 Serine/arginine repetitive matrix ||SRRM1||SRM160||Serine
-1.09760738 10255 NM_005844 Hs.511741 HLA complex group 9 ||HCG9||HLA complex gro
0.02465314 10261 NM_005849 Hs.530902 Immunoglobulin superfamily, me||DORA||IGSF6||DOWNR
-1.6541756 10262 NM_005850 Hs.516160 Splicing factor 3b, subunit 4, 49k||SF3B49||SF3B4||SAP49
-2.12862721 10274 NM_005862 Hs.412586 Stromal antigen 1 ||SA1||STAG1||Stromal an
-1.46257015 10281 NM_005867 Hs.23251 Down syndrome critical region g||DSCR4||DSCRB||Down s
-0.98811855 10282 NM_005868 Hs.489132 BET1 homolog (S. cerevisiae) ||BET1||BET1 homolog (S
-1.34395725 10283 NM_005869 Hs.371372 Serologically defined colon canc||SDCCAG10||Serological
-1.21622028 10285 NM_005871 Hs.79968 Survival motor neuron domain c ||SMNR||SMNDC1||SMN-R
-0.8238853 10289 NM_005875 Hs.315230 Translation factor sui1 homolog ||GC20||Translation factor
-1.14322772 10296 NM_005882 Hs.139896 Macrophage erythroblast attach ||EMP||MAEA||Macrophag
2.50639999 10299 NM_005885 Hs.432862 Membrane-associated ring finge||MARCH-VI||MARCH6||m
-1.52643863 10300 NM_005886 Hs.275675 Katanin p80 (WD repeat contain||KATNB1||KATANIN, p80
-0.65052798 10301 NM_005887 Hs.527922 Deleted in lymphocytic leukemia||BCMS||DLEU1||Deleted 
-0.61403171 10302 NM_006049 Hs.30174 Small nuclear RNA activating co||SNAP19||SNAPC5||SMA
1.00092856 10308 NM_003414 Hs.460645 Zinc finger protein 267 ||HZF2||ZNF267||Zinc fing
-1.01549075 10311 NM_006052 Hs.369488 Down syndrome critical region g||DSCR3||DSCRA||Down s
-1.69979595 10313 NM_006054 Hs.473761 Reticulon 3 ||||RTN3||Reticulon 3||
-0.52279101 10317 NM_006057 Hs.225943 UDP-Gal:betaGlcNAc beta 1,3-g||B3GALT5||BETA-3-GALT
-0.18520045 10321 NM_006061 Hs.404466 Cysteine-rich secretory protein 3||CRISP3||Cysteine-rich se
-0.62315577 10324 NM_006063 Hs.50550 Kelch repeat and BTB (POZ) do||SARCOSIN||KBTBD10||S
-0.48629474 10325 NM_006064 Hs.50282 Ras-related GTP binding B ||RRAGB||Ras-related GT
-1.17059993 10336 NM_006315 Hs.144309 Polycomb group ring finger 3 ||PCGF3||Polycomb group
1.11954146 10345 NM_006073 Hs.549101 Triadin ||TRISK||Triadin||TRDN||
-0.55928729 10352 NM_015836 Hs.523506 Tryptophanyl tRNA synthetase 2||WARS2||TRYPTOPHAN
-1.28921283 10360 NM_006993 Hs.90691 Nucleophosmin/nucleoplasmin, ||NPM3||Nucleophosmin/n
-0.0209672 10361 NM_182795 Hs.131055 Nucleophosmin/nucleoplasmin, ||NPM2||Nucleophosmin/n
0.40786405 10367 NM_006077 Hs.524367 Calcium binding atopy-related a ||CBARA1||CALCIUM-BIN
0.06114942 10368 NM_006539 Hs.7235 Calcium channel, voltage-depen||CACNG3||CALCIUM CH
-0.18520045 10369 NM_006078 Hs.197693 Calcium channel, voltage-depen||CACNG2||STARGAZIN, 
0.26187895 10384 NM_006994 Hs.167741 Butyrophilin, subfamily 3, memb||BTN3A3||butyrophilin, su
-0.4954188 10385 NM_006995 Hs.373938 Butyrophilin, subfamily 2, memb||BTN2A2||butyrophilin, su
0.35311964 10388 NM_014258 Hs.202676 Synaptonemal complex protein 2||SYCP2||SCP2||Synapton
1.24727843 10390 NM_006090 Hs.363572 Choline/ethanolamine phosphot ||CEPT1||Choline/ethanola
-0.61403171 10400 NM_007169 Hs.287717 Phosphatidylethanolamine N-me||||PEMT||Phosphatidyletha
1.00092856 10402 NM_006100 Hs.148716 ST3 beta-galactoside alpha-2,3-||ST3GALVI||ST3GAL6||S
-0.28556521 10404 NM_016134 Hs.156178 Plasma glutamate carboxypeptid||PGCP||Plasma glutamat
0.47173254 10406 NM_006103 Hs.2719 WAP four-disulfide core domain ||WFDC2||WAP four-disul
1.4936283 10412 NM_014886 Hs.482526 TGF beta-inducible nuclear prot ||TINP1||TGF beta-inducib
1.6122412 10414 NM_006107 Hs.130293 Cisplatin resistance-associated ||CROP||Cisplatin resistan
0.20713453 10417 NM_012445 Hs.302963 Spondin 2, extracellular matrix p||SPON2||MINDIN||Spond
0.03377721 10418 NM_006108 Hs.445818 Spondin 1, extracellular matrix p||SPON1||KIAA0762||F-SP
-0.12133196 10422 NM_016172 Hs.9194 Ubiquitin associated domain con||GBDR1||UBADC1||GLIO
0.4534844 10423 NM_006319 Hs.121549 CDP-diacylglycerol--inositol 3-ph||CDIPT||PIS1||CDP-DIAC
0.05202535 10425 NM_006321 Hs.241558 Ariadne homolog 2 (Drosophila) ||ARIH2||TRIAD1||ARI2||T
-0.06658755 10427 NM_006323 Hs.292472 SEC24 related gene family, mem||SEC24B||SEC24-RELAT
0.56297323 10428 NM_006324 Hs.461361 Craniofacial development protei ||CFDP1||BUCENTAUR||C
-0.09395976 10430 NM_032635 Hs.9234 Seven transmembrane domain ||NIFIE14||Seven transme
0.59034544 10431 NM_006327 Hs.524308 Translocase of inner mitochond ||TIMM23||TIM23||Translo
-0.08483569 10432 NM_006328 Hs.11170 RNA binding motif protein 14 ||RBM14||RNA binding mo



-0.23994487 10435 NM_006779 Hs.343380 CDC42 effector protein (Rho GT||CDC42EP2||CEP2||BOR
0.15239011 10436 NM_006331 Hs.504628 C2f protein ||C2F||C2f protein||
0.51735288 10438 NM_006333 Hs.328883 Nuclear DNA-binding protein ||C1D||SUNCOR||nuclear 
-0.13045603 10440 NM_006335 Hs.20716 Translocase of inner mitochond ||TIM17A||TIMM17A||trans
-0.16695231 10443 NM_014887 Hs.507680 Phosphonoformate immuno-ass||||PFAAP5||Phosphonofor
-0.65052798 10444 NM_006336 Hs.147950 Chromosome 9 open reading fra||C9orf60||Chromosome 9
0.96443228 10445 NM_006337 Hs.25313 Microspherule protein 1 ||MCRS1||Microspherule p
0.17976232 10446 NM_006338 Hs.26312 Leucine rich repeat neuronal 5 ||LRRN5||GAC1||Leucine 
0.28012708 10447 NM_014888 Hs.434053 Family with sequence similarity ||FAM3C||family with sequ
0.02465314 10450 NM_006112 Hs.524690 Peptidylprolyl isomerase E (cycl ||CYP33||PPIE||CYCLOPH
-0.38592997 10452 NM_006114 Hs.310542 Translocase of outer mitochond ||TOM40||PEREC1||TOMM
-0.12133196 10456 NM_006118 Hs.199625 HS1 binding protein ||HAX1||HS1 binding prote
-0.16695231 10457 NM_002510 Hs.190495 Glycoprotein (transmembrane) n||GPNMB||GLYCOPROTE
0.6907102 10462 NM_006344 Hs.54403 C-type lectin domain family 10, m||CLEC10A||CLECSF14||H
0.89143973 10463 NM_006345 Hs.479634 Solute carrier family 30 (zinc tra ||SLC30A9||C4ORF1||HUE
-0.01184313 10464 NM_006346 Hs.441926 Chromosome 13 open reading f ||PIBF1||C13orf24||PROG
-0.01184313 7767 NM_013398 Hs.549077 Zinc finger protein 224 ||||ZNF224||Zinc finger pro
0.41698812 6662 NM_000346 Hs.2316 SRY (sex determining region Y) ||SOX9||SRA1||SRY-BOX 
0.38961592 10465 NM_006347 Hs.256639 Peptidyl prolyl isomerase H (cyc ||PPIH||PEPTIDYL-PROLY
1.01005263 9834 NM_014792 Hs.395486 KIAA0125 ||||KIAA0125||
-0.42242625 9658 XM_496278 Hs.436973 Zinc finger protein 516 ||ZNF516||Zinc finger prot
-0.18520045 10439 NM_014279 Hs.522484 Olfactomedin 1 ||OLFM1||AMY||NEUROB
-1.08848331 10407 NM_016512 Hs.2717 Sperm associated antigen 11 ||EP2||SPAG11||HE2||SPE
0.83669531 10466 NM_006348 Hs.239631 Component of oligomeric golgi c||COG5||GOLTC1||GTC90
-0.92425006 10469 NM_006351 Hs.465784 Translocase of inner mitochond ||TIMM44||TIM44||Translo
-0.90600192 10471 NM_014260 Hs.446374 HLA class II region expressed g ||HKE2||KE2, MOUSE, HO
-0.42242625 10475 NM_006355 Hs.202510 Tripartite motif-containing 38 ||TRIM38||Tripartite motif-
-0.48629474 10478 NM_006358 Hs.474938 Solute carrier family 25 (mitocho||SLC25A17||PMP34||PER
-1.35308132 10479 NM_006359 Hs.62185 Solute carrier family 9 (sodium/h||SLC9A6||NHE6||SODIUM
-0.77826495 10480 NM_006360 Hs.502244 Dendritic cell protein ||GA17||Dendritic cell prot
0.17976232 10483 NM_006363 Hs.369373 Sec23 homolog B (S. cerevisiae||SEC23B||Sec23 homolog
-1.14322772 10484 NM_006364 Hs.272927 Sec23 homolog A (S. cerevisiae||SEC23A||Sec23 homolog
-0.84213344 10486 NM_006366 Hs.132902 CAP, adenylate cyclase-associa||CAP2||CAP, adenylate c
-1.38957759 10489 NM_006369 Hs.144941 MUF1 protein ||MUF1||LRRC41||MUF1 p
-1.16147586 10490 NM_006370 Hs.144868 Vesicle transport through interac||VTI1B||VTI1L||VTI1-LIKE
-1.07935924 10491 NM_006371 Hs.517888 Cartilage associated protein ||CASP||CRTAP||CARTILA
-0.5866595 10493 NM_006373 Hs.514199 Vesicle amine transport protein ||VAT1||vesicle amine tran
-1.12497958 10495 NM_006375 Hs.171458 Cytosolic ovarian carcinoma ant ||COVA1||Cytosolic ovaria
0.28925115 10498 XM_032719
-1.31658504 10500 NM_030913 Hs.516316 Sema domain, transmembrane ||KIAA1869||SEMA6C||SE
-1.24359249 10505 NM_004263 Hs.25887 Sema domain, immunoglobulin ||SEMAM||SEMA4F||SEMA
-0.99724262 10509 NM_020210 Hs.474935 Sema domain, immunoglobulin ||SEMA4B||sema domain,
-1.26184062 10517 NM_031456 Hs.310275 F-box and WD-40 domain prote ||||FBXW10||F-box and W
-1.12497958 10520 NM_006385 Hs.449970 Zinc finger protein 211 ||ZNF211||Zinc finger prot
-1.07023517 10521 NM_006386 Hs.528305 DEAD (Asp-Glu-Ala-Asp) box po||RH70||DDX17||p72||RNA
-1.179724 10522 NM_021008 Hs.243994 Deformed epidermal autoregula ||ZMYND5||SUPPRESSIN

-1.01549075 10523 NM_006387 Hs.386465 Calcium homeostasis endoplasm||CHERP||Calcium homeo
-1.17059993 10526 NM_006390 Hs.505136 Importin 8 ||IPO8||RANBP8||Importin
-1.5355627 10528 NM_006392 Hs.376064 Nucleolar protein 5A (56kDa wit ||NOL5A||nucleolar protein
-1.64505153 10529 NM_006393 Hs.5025 Nebulette ||||NEBL||Nebulette||
-1.45344608 10535 NM_006397 Hs.532851 Ribonuclease H2, large subunit ||RNASEH2A||ribonucleas



-1.10673145 10536 NM_014262 Hs.46458 Leprecan-like 2 ||LEPREL2||Leprecan-like
-0.76914088 10539 NM_006541 Hs.42644 Thioredoxin-like 2 ||TXNL2||Thioredoxin-like 
-1.45344608 10541 NM_006401 Hs.494604 Acidic (leucine-rich) nuclear pho||ANP32B||acidic (leucine-
-0.93337413 10542 NM_006402 Hs.439815 Hepatitis B virus x interacting pr ||HBXIP||HBX-INTERACT
-0.3768059 10548 NM_006405 Hs.91586 Transmembrane 9 superfamily m||TM9SF1||Transmembran
-0.74176868 10550 NM_006407 Hs.518060 ADP-ribosylation-like factor 6 int||ARL6IP5||GTRAP3-18||G
-0.80563716 10556 NM_006413 Hs.139120 Ribonuclease P/MRP 30kDa su ||||RPP30||Ribonuclease P
-1.07935924 10557 NM_006414 Hs.94986 Ribonuclease P/MRP 38kDa su ||RPP38||ribonuclease P/M
-1.04286296 10559 NM_006416 Hs.423163 Solute carrier family 35 (CMP-si ||CST||SLC35A1||CMP-SIA
-1.04286296 10562 NM_006418 Hs.508113 Olfactomedin 4 ||OLFM4||Olfactomedin 4|
0.18888639 10568 NM_006424 Hs.479372 Solute carrier family 34 (sodium ||SLC34A2||NaPi3B||Solut
-0.17607638 10569 NM_006425 Hs.435342 Step II splicing factor SLU7 ||SLU7||SLU7, S. CEREV
-0.4680466 10570 NM_006426 Hs.100058 Dihydropyrimidinase-like 4 ||ULIP4||CRMP3||DPYSL4
-0.34030963 10571 NM_006780 Hs.549103 SMA3 ||||SMA3||
-0.03009127 10584 NM_006438 Hs.176615 Collectin sub-family member 10 ||CLL1||COLEC10||COLLE
0.14326604 10588 NM_006441 Hs.459049 5,10-methenyltetrahydrofolate s ||MTHFS||5-@FORMYLTE
-0.1122079 10590 NM_006998 Hs.116428 Secretagogin, EF-hand calcium ||SCGN||secretagogin, EF
-0.83300937 10592 NM_006444 Hs.119023 SMC2 structural maintenance of||SMC2L1||CAPE||CHROM
-0.79651309 10599 NM_006446 Hs.137425 Solute carrier organic anion tran####################
-0.88775378 10605 NM_006451 Hs.482038 Poly(A) binding protein interactin||PAIP1||PABC1-INTERAC
-1.38957759 10609 NM_006455 Hs.446459 Synaptonemal complex protein ||SC65||synaptonemal com
-0.26731707 10610 NM_006456 Hs.281434 ST6 (alpha-N-acetyl-neuraminyl ||SIAT7B||ST6GALNAC2|
0.07027349 10612 NM_006458 Hs.159408 Tripartite motif-containing 3 ||RNF22||TRIM3||BERP||T
0.31662336 10613 NM_006459 Hs.150087 SPFH domain family, member 1||SPFH1||SPFH domain fa
0.2162586 10614 NM_006460 Hs.15299 HMBA-inducible ||CLP1||HIS1||HMBA-indu

-0.55928729 10615 NM_006461 Hs.514033 Sperm associated antigen 5 ||SPAG5||Sperm associate
-0.05746348 10617 NM_006463 Hs.183070 STAM binding protein ||AMSH||STAMBP||STAM 
0.79107496 10618 NM_006464 Hs.14894 Trans-golgi network protein 2 ||TGN46||TGOLN2||TGN3
-0.1395801 10621 NM_006466 Hs.472227 Polymerase (RNA) III (DNA dire ||POLR3F||polymerase (R
-0.36768183 10622 NM_006467 Hs.282387 Polymerase (RNA) III (DNA dire ||POLR3G||polymerase (R
-0.87862971 10623 NM_006468 Hs.553513 Polymerase (RNA) III (DNA dire ||POLR3C||polymerase (R
0.47173254 10626 NM_006470 Hs.462303 Tripartite motif-containing 16 ||TRIM16||Tripartite motif-
0.89143973 10627 NM_006471 Hs.190086 Myosin regulatory light chain MR||MRCL3||myosin regulato
0.53560102 10628 NM_006472 Hs.533977 Thioredoxin interacting protein ||VDUP1||TXNIP||THIORE
0.19801046 10630 NM_006474 Hs.468675 Lung type-I cell membrane-asso||T1A-2||AGGRUS||OTS8|
0.02465314 10632 NM_006476 Hs.486360 ATP synthase, H+ transporting, ||ATP5L||ATP synthase, H
-0.4954188 10637 NM_020997 Hs.278239 Left-right determination factor 1 ||LEFTY1||LEFTB||LEFTY
0.2162586 10646 NM_006550 Hs.30561 Fibrinogen silencer binding prote||||RAD54B||Fibrinogen sile

-0.55016322 10647 NM_006551 Hs.204096 Secretoglobin, family 1D, memb||SCGB1D2||secretoglobin
-0.55016322 10650 NM_006553 Hs.514718 Chromosome 18 open reading f ||C18orf43||Chromosome 
-0.28556521 10651 NM_006554 Hs.470728 Metaxin 2 ||MTX2||Metaxin 2||
0.48998068 10652 NM_006555 Hs.520794 SNARE protein Ykt6 ||YKT6||SNARE protein Yk
0.99180449 10656 NM_006558 Hs.444558 KH domain containing, RNA bin ||KHDRBS3||KH domain c
0.34399557 10665 NM_006781 Hs.57692 Chromosome 6 open reading fra||C6orf10||Chromosome 6
0.3348715 10666 NM_006566 Hs.369661 CD226 antigen ||CD226||DNAM1||CD226 

-0.01184313 10667 NM_006567 Hs.484547 Phenylalanine-tRNA synthetase ||FARS2||phenylalanine-tR
0.05202535 10671 NM_006571 Hs.158427 Dynactin 6 ||DCTN6||Dynactin 6||
0.43523626 10675 NM_006574 Hs.45127 Chondroitin sulfate proteoglycan||NGC||CSPG5||chondroiti
-0.09395976 10677 NM_006576 Hs.553514 Advillin ||AVIL||Advillin||
-0.05746348 10678 NM_006577 Hs.173203 UDP-GlcNAc:betaGal beta-1,3-N||B3GNT1||UDP-GlcNAc:b
-0.18520045 10681 NM_006578 Hs.155090 Guanine nucleotide binding prot ||GNB5||GB5||GUANINE N



-0.09395976 10687 XM_376764
-0.16695231 10690 NM_006581 Hs.200282 Fucosyltransferase 9 (alpha (1,3||FUT9||Fucosyltransferas
1.2564025 10695 NM_006586 Hs.414099 Trinucleotide repeat containing 5||TNRC5||Trinucleotide re

-0.35855777 10699 NM_006587 Hs.518618 Corin, serine protease ||CORIN||CRN||PRO-ANP
0.75457869 10713 NM_006590 Hs.469173 Ubiquitin specific protease 39 ||USP39||Ubiquitin specific
-0.13045603 10714 NM_006591 Hs.82502 Polymerase (DNA-directed), del ||POLD3||polymerase (DN
0.05202535 10715 NM_021267 Hs.412355 LAG1 longevity assurance homo||||LASS1||LAG1 longevity 
-0.44979846 10717 NM_006594 Hs.515048 Adaptor-related protein complex||AP4B1||ADAPTOR-RELA
0.17063825 10720 NM_001073 Hs.339811 UDP glycosyltransferase 2 famil ||UGT2B11||UDP GLYCO
-1.07023517 10721 NM_006596 Hs.241517 Polymerase (DNA directed), the ||POLQ||POLYMERASE, D
1.0191767 10723 NM_006598 Hs.172613 Solute carrier family 12 (potassi ||KCC4||SLC12A7||POTAS
-0.1122079 10735 NM_006603 Hs.496710 Stromal antigen 2 ||SA2||STAG2||Stromal an
-0.30381335 10738 NM_006604 Hs.167751 Ret finger protein-like 3 antisens||||RFPL3||Ret finger prote
-0.258193 10739 NM_006605 Hs.157427 Ret finger protein-like 2 ||RFPL2||RFP-LIKE 2||Ret

0.81844717 10747 NM_006610 Hs.119983 Mannan-binding lectin serine pro||MASP2||MASP2 DEFICI
0.02465314 10752 NM_006614 Hs.148909 Cell adhesion molecule with hom||CHL1||CALL||L1CAM2||C
-0.26731707 10753 NM_006615 Hs.498021 Calpain 9 ||CAPN9||NCL4||Calpain 9
-0.258193 10758 NM_147200 Hs.486228 TRAF3 interacting protein 2 ####################
-0.0209672 10761 NM_021796 Hs.496811 Placenta-specific 1 ||PLAC1||Placenta-specific
1.2837747 10762 NM_007172 Hs.475103 Nucleoporin 50kDa ||NUP50||NPAP60L||nucle
2.03194838 10763 NM_006617 Hs.527971 Nestin ||Nestin||NES||
0.32574743 10767 NM_006620 Hs.378532 HBS1-like (S. cerevisiae) ||HBS1L||HBS1-like (S. ce
0.2162586 10777 NM_016300 Hs.475902 Cyclic AMP-regulated phosphop||ARPP21||ARPP-21||RCS
0.76370276 10778 NM_006629 Hs.314246 Zinc finger protein 271 ||ZNFEB||ZNF271||HZF7||
0.06114942 10780 NM_006630 Hs.334586 Zinc finger protein 234 ||ZNF269||ZNF234||HZF4
-0.4680466 10781 NM_006631 Hs.465838 Zinc finger protein 266 ||HZF1||ZNF266||Zinc fing
0.82757124 10782 NM_016324 Hs.83761 Zinc finger protein 274 ||ZNF274||ZNF274A||ZNF
0.84581938 10786 NM_006632 Hs.327179 Solute carrier family 17 (sodium ||SLC17A3||Solute carrier 
0.48085661 10791 NM_006634 Hs.172684 Vesicle-associated membrane p||VAMP5||Vesicle-associa
-0.4680466 10793 NM_021148 Hs.386264 Zinc finger protein 273 ||||ZNF273||Zinc finger pro
1.60311713 10794 NM_006635 Hs.99971 Zinc finger protein 272 ||ZNF272||HZF8||ZNF460
0.74545462 10795 NM_152943 Hs.183291 Zinc finger protein 268 ||ZNF268||HZF3||Zinc fing
1.30202284 10797 NM_006636 Hs.469030 Methylenetetrahydrofolate dehyd||MTHFD2||METHYLENET
0.54472509 10799 NM_006638 Hs.511756 Ribonuclease P 40kDa subunit ||RPP40||RIBONUCLEAS
1.39326354 10806 NM_006642 Hs.549104 Serologically defined colon canc||SDCCAG8||Serologically
1.15603773 10807 NM_006643 Hs.94300 Serologically defined colon canc||SDCCAG3||Serologically
3.22720146 10809 NM_006645 Hs.188606 START domain containing 10 ||||STARD10||START dom
0.00640501 10811 NM_006647 Hs.495554 NADPH oxidase activator 1 ||NOXA1||NADPH oxidase
0.68158613 10813 NM_006649 Hs.458598 UTP14, U3 small nucleolar ribon||NY-CO-16||UTP14A||UT
-0.71439647 10814 NM_006650 Hs.534389 Complexin 2 ||CPLX2||CPX2||Complex
-0.06658755 10815 NM_006651 Hs.478930 Complexin 1 ||CPLX1||CPX1||Complex
-0.1395801 10825 NM_006656 Hs.191074 Sialidase 3 (membrane sialidase||NEU3||SIAL3||SIALIDAS
1.15603773 10826 NM_016348 Hs.519694 Chromosome 5 open reading fra||C5orf4||Chromosome 5 o
0.28012708 10827 NM_018691 Hs.166551 Chromosome 5 open reading fra||C5orf3||Chromosome 5 o
1.69435782 10838 XM_372267 Hs.348963 Zinc finger protein 275 ||ZNF275||Zinc finger prot
-0.18520045 10840 NM_012190 Hs.434435 Aldehyde dehydrogenase 1 fam ||FTHFD||ALDH1L1||10-@
1.15603773 10841 NM_006657 Hs.415846 Formiminotransferase cyclodea ||FTCD||Formiminotransfe
-0.69614833 10846 NM_006661 Hs.487129 Phosphodiesterase 10A ||PDE10A||phosphodieste
0.91881193 10848 NM_006663 Hs.466937 Protein phosphatase 1, regulato||IASPP||PPP1R13L||RAI|
-0.14870417 10849 NM_012099 Hs.446684 CD3E antigen, epsilon polypepti ||ASE1||CD3EAP||PAF49|
-0.05746348 10855 NM_006665 Hs.44227 Heparanase ||Heparanase||HSE1||HPS



0.71808241 10858 NM_006668 Hs.25121 Cytochrome P450, family 46, su||CYP46A1||CHOLESTER
0.36224371 10861 NM_022042 Hs.549105 Solute carrier family 26 (sulfate ||SLC26A1||Solute carrier 
0.70895834 10864 NM_006672 Hs.485438 Solute carrier family 22 (organic ||SLC22A7||OAT2||ORGA
0.82757124 10865 NM_212481 Hs.920 AT rich interactive domain 5A (M||ARID5A||AT rich interact
-0.05746348 10866 NM_006674 Hs.520017 HLA complex P5 ||HCP5||D6S2650E||HLA c
0.84581938 10867 NM_006675 Hs.129826 Tetraspanin 9 ||||NET-5||Tetraspanin 9||
-0.29468928 10873 NM_006680 Hs.199743 Malic enzyme 3, NADP(+)-depe ||ME3||MALIC ENZYME, N
-0.07571162 10875 NM_006682 Hs.520989 Fibrinogen-like 2 ||FGL2||Fibrinogen-like 2||
-0.17607638 10876 NM_006683 Hs.304757 Family with sequence similarity ||FAM12A||family with seq
1.43888388 10877 NM_006684 Hs.553515 Complement factor H-related 4 ||CFHL4||FHR-4B||FHR4 F
0.07939756 10878 NM_021023 Hs.2637 Complement factor H-related 3 ||||CFHL3||Complement fa
2.04107245 10879 NM_006685 Hs.2207 Submaxillary gland androgen re ||||PROL3||Submaxillary gl
-0.1122079 10882 NM_006688 Hs.134012 Complement component 1, q su||C1QL1||Complement com
2.18705756 10894 NM_006691 Hs.246769 Extracellular link domain contain||LYVE1||XLKD1||Extracel
-0.48629474 10896 NM_022375 Hs.531486 Oculomedin ||OCLM||TISR||Oculomed
0.94618414 10897 NM_020470 Hs.446445 Yip1 interacting factor homolog ||YIF1||Yip1 interacting fac
-0.28556521 10898 NM_006693 Hs.489287 Cleavage and polyadenylation s ||CPSF30||NEB1||CPSF4|
0.20713453 10899 NM_006694 Hs.6396 Jumping translocation breakpoin||JTB||Jumping translocati
1.29289877 10903 NM_181873 Hs.425144 Myotubularin related protein 11 ||CRA||MTMR11||Myotubu
1.59399306 10906 NM_006700 Hs.5148 FLN29 gene product ||FLN29||TRAFD1||FLN29
0.44436033 10907 NM_006701 Hs.465498 Thioredoxin-like 4A ||TXNL4A||thioredoxin-like
1.01005263 10908 NM_006702 Hs.511760 Neuropathy target esterase ||||NTE||Neuropathy target
0.38049185 10910 NM_006704 Hs.281902 SGT1, suppressor of G2 allele o||SUGT1||SGT1, suppress
0.04290128 10911 NM_006786 Hs.162200 Urotensin 2 ||UTS2||UROTENSIN II||U
0.76370276 10914 NM_032632 Hs.253726 Poly(A) polymerase alpha ||PAPOLA||POLY(A) POLY
-1.08848331 10916 NM_014599 Hs.522665 Melanoma antigen family D, 2 ||MAGED2||melanoma an
0.68158613 10917 NM_006707 Hs.225949 Butyrophilin-like 3 ||BTNL3||Butyrophilin-like 
0.03377721 10920 NM_006710 Hs.531713 COP9 constitutive photomorpho||COPS8||COP9 constituti
1.38413947 10924 NM_006714 Hs.486357 Sphingomyelin phosphodiestera||SMPDL3A||sphingomyel
1.94070769 10929 NM_032102 Hs.476680 Splicing factor, arginine/serine-r ||SRp46||SPLICING FACT
2.30567046 10933 NM_006791 Hs.374503 Mortality factor 4 like 1 ||MORF4L1||MRG15||MOR
2.09581687 10938 NM_006795 Hs.523774 EH-domain containing 1 ||EHD1||EH-domain conta
2.26917419 10940 NM_015029 Hs.252828 Processing of precursor 1, ribon||POP1||PROCESSING O
2.26917419 10941 NM_006798 Hs.225950 UDP glycosyltransferase 2 famil ||UGT2A1||UDP GLYCOS
2.50639999 10942 NM_006799 Hs.72026 Protease, serine, 21 (testisin) ||PRSS21||ESP1||EOSINO
2.48815185 10943 NM_078628 Hs.307924 Male-specific lethal 3-like 1 (Dro||MSL3L1||DROSOPHILA 
2.46077964 10944 NM_014267 Hs.546339 Small acidic protein ||SMAP||Small acidic prote
2.14143722 10945 NM_006801 Hs.515515 KDEL (Lys-Asp-Glu-Leu) endop ||KDELR1||ERD2, S. CER
0.19801046 10947 NM_006803 Hs.77770 Adaptor-related protein complex||AP3M2||Adaptor-related 
1.01005263 10948 NM_006804 Hs.77628 START domain containing 3 ||MLN64||STARD3||META
0.40786405 10949 NM_006805 Hs.96996 Heterogeneous nuclear ribonucl ||HNRPA0||heterogeneous
1.2837747 10952 NM_006808 Hs.191887 Sec61 beta subunit ||SEC61B||Sec61 beta sub
1.22903029 10953 NM_006809 Hs.517066 Translocase of outer mitochond ||TOMM34||Translocase o
1.06479704 10956 NM_006812 Hs.527861 Amplified in osteosarcoma ||OS-9||OS9||Amplified in 
0.90968786 10959 NM_006815 Hs.75914 Coated vesicle membrane prote||RNP24||Coated vesicle m
1.42975981 10960 NM_006816 Hs.75864 Lectin, mannose-binding 2 ||LMAN2||Lectin, mannose
1.20165808 10961 NM_006817 Hs.75841 Chromosome 12 open reading f ||ERP28||C12orf8||ERp29
1.94983176 10964 NM_006820 Hs.389724 Interferon-induced protein 44-lik ||IFI44L||Interferon-induce
0.64508985 10965 NM_006821 Hs.446685 Peroxisomal long-chain acyl-coA||ZAP128||peroxisomal lon
-0.36768183 10969 NM_006824 Hs.346868 EBNA1 binding protein 2 ||EBNA1BP2||EBNA1 bind
0.36224371 10970 NM_006825 Hs.74368 Cytoskeleton-associated protein||CKAP4||Cytoskeleton-as



0.60859358 10973 NM_006828 Hs.486031 DJ467N11.1 protein ||ASCC3||DJ467N11.1 pro
1.31114691 10974 NM_006829 Hs.74120 Chromosome 10 open reading f ||C10orf116||Chromosome
2.7983702 10978 NM_006831 Hs.523687 ATP/GTP-binding protein ||HEAB||ATP/GTP-binding
0.69983427 10980 NM_006833 Hs.15591 COP9 constitutive photomorpho||COPS6||COP9 constituti
2.07756873 10985 XM_045792
1.63048934 10988 NM_006838 Hs.444986 Methionyl aminopeptidase 2 ||p67||MetAP2||Methionyl a
1.66698561 10989 NM_006839 Hs.148559 Inner membrane protein, mitoch||IMMT||HMP||HEART MU
0.17063825 10991 NM_006841 Hs.76460 Solute carrier family 38, membe||SLC38A3||NAT1||SN1||G
1.50275237 10992 XM_290506
0.07939756 10993 NM_006843 Hs.439023 Serine dehydratase ||SDH||SDS||Serine dehyd
0.99180449 10994 NM_006844 Hs.78880 IlvB (bacterial acetolactate synth||AHAS||ILVB-LIKE||ILVBL
0.8093231 10998 NM_012254 Hs.309583 Solute carrier family 27 (fatty ac ||VLCSH2||SLC27A5||VLA
0.59946951 10999 NM_005094 Hs.415702 Solute carrier family 27 (fatty ac ||SLC27A4||FATP4||FATT
2.27829826 11000 NM_024330 Hs.438723 Solute carrier family 27 (fatty ac ||SLC27A3||FATP3||FATT
1.64873748 11007 NM_006848 Hs.66713 Hepatitis delta antigen-interactin||DIPA||hepatitis delta anti
1.34764319 11012 NM_006853 Hs.57771 Kallikrein 11 ||PRSS20||TLSP||KLK11||
1.64873748 11017 NM_006857 Hs.54649 Putative nucleic acid binding pro||RY1||putative nucleic aci
0.07939756 11019 NM_006859 Hs.550502 Lipoic acid synthetase ||LIAS||LIPOIC ACID SYN
-0.04833941 11022 NM_006862 Hs.144439 Tudor and KH domain containin ||TDRKH||tudor and KH do
-0.27644114 11023 NM_199131 Hs.441536 Ventral anterior homeobox 1 ||VAX1||Ventral anterior ho
0.17976232 11024 NM_006863 Hs.534393 Leukocyte immunoglobulin-like r||||LILRA1||Leukocyte imm
1.60311713 11025 NM_006864 Hs.515601 Leukocyte immunoglobulin-like r||||LILRB3||Leukocyte imm
0.88231566 11026 NM_006865 Hs.113277 Leukocyte immunoglobulin-like r####################
1.0465489 11027 NM_006866 Hs.546340 Leukocyte immunoglobulin-like r||ILT1||LILRA2||LIR7||CD8
2.11406501 11030 NM_006867 Hs.334587 RNA binding protein with multipl ||RBPMS||RNA-BINDING 
3.23632553 11033 NM_006869 Hs.135183 Centaurin, alpha 1 ||CENTA1||p42-IP4||CENT
1.20165808 11037 NM_006873 Hs.44385 TFIIA-alpha/beta-like factor ||||SBLF||TFIIA-alpha/beta
0.26187895 11041 NM_006876 Hs.8526 UDP-GlcNAc:betaGal beta-1,3-N||IGNT||I-BETA-1,3-N-ACE
0.31662336 11043 NM_012216 Hs.12256 Midline 2 ||MID2||MIDIN 2||Midline 2
0.69983427 11045 NM_007000 Hs.159309 Uroplakin 1A ||UPK1A||uroplakin 1A||
0.17976232 11046 XM_351842
1.18340994 11051 NM_007006 Hs.528834 Cleavage and polyadenylation s ||CFIM25||CPSF5||CLEAV
0.82757124 11052 NM_007007 Hs.369606 Cleavage and polyadenylation s ||CFIM68||CPSF6||CLEAV
1.94070769 11055 NM_007009 Hs.388841 Zona pellucida binding protein ||ZPBP||Zona pellucida bin
1.65786154 11056 NM_007010 Hs.408452 DEAD (Asp-Glu-Ala-Asp) box po||DDX52||DEAD (Asp-Glu-
1.86771514 11061 NM_007015 Hs.421391 Leukocyte cell derived chemotax||LECT1||CHM1 CHONDR
1.48450423 11062 NM_181581 Hs.97627 Dihydrouridine synthase 4-like (S||DUS4L||PP35||dihydrour
0.19801046 11063 NM_178424 Hs.529462 SRY (sex determining region Y) ||SOX30||SRY-BOX 30||S
-0.16695231 11066 NM_007020 Hs.528306 U11/U12 snRNP 35K ||U1SNRNPBP||U11/U12 
-0.23994487 11067 NM_007021 Hs.93675 Chromosome 10 open reading f ||C10orf10||Chromosome 
0.38961592 11074 NM_007028 Hs.493275 Tripartite motif-containing 31 ||TRIM31||HCGI||Tripartite
1.05567297 11076 NM_007030 Hs.551526 Brain-specific protein p25 alpha ||p24||TPPP||TUBULIN PO
1.22903029 11078 NM_007032 Hs.533030 Tara-like protein ||HRIHFB2122||Tara-like p
3.02647194 11079 NM_007033 Hs.525527 RER1 retention in endoplasmic ||RER1||RER1 retention in
2.52464813 11080 NM_007034 Hs.380282 DnaJ (Hsp40) homolog, subfam||DNAJB4||DnaJ (Hsp40) 
1.56662085 11092 NM_018956 Hs.62595 Chromosome 9 open reading fra||C9orf9||Chromosome 9 o
1.77647445 11094 NM_017586 Hs.62003 Chromosome 9 open reading fra||C9orf7||Chromosome 9 o
1.63048934 11097 NM_007342 Hs.408241 Nucleoporin like 2 ||NUPL2||Nucleoporin like
0.36224371 11098 NM_007173 Hs.25338 Protease, serine, 23 ||PRSS23||Protease, serin
0.31662336 11101 NM_007041 Hs.501239 Arginyltransferase 1 ||ATE1||Arginyltransferase
0.77282682 11104 NM_007044 Hs.131838 Katanin p60 (ATPase-containing||KATNA1||KATANIN, p60



2.26005012 11112 NM_152740 Hs.406758 3-hydroxyisobutyrate dehydroge||HIBADH||3-hydroxyisobu
1.69435782 11117 NM_007046 Hs.63348 Elastin microfibril interfacer 1 ||EMILIN1||Elastin microfib
2.29654639 11118 NM_007047 Hs.376046 Butyrophilin, subfamily 3, memb||BTN3A2||butyrophilin, su
1.99545211 11119 NM_007048 Hs.191510 Butyrophilin, subfamily 3, memb||BTN3A1||butyrophilin, su
2.25092605 10734 NM_012447 Hs.521075 Stromal antigen 3 ||||STAG3||Stromal antigen
1.83121886 11013 NM_021992 Hs.56145 Thymosin-like 8 ||TMSL8||TMSNB||Thymo
0.03377721 11120 NM_007049 Hs.519635 Butyrophilin, subfamily 2, memb||BTN2A1||butyrophilin, su
0.23450674 11123 NM_013441 Hs.468261 Down syndrome critical region g||DSCR1L2||MCIP3||MYO
-0.21257266 11128 NM_007055 Hs.436896 Polymerase (RNA) III (DNA dire ||POLR3A||polymerase (R
-0.78738902 11129 NM_007056 Hs.466917 Splicing factor, arginine/serine-r ||SFRS16||splicing factor, 
-0.86950565 11130 NM_007057 Hs.42650 ZW10 interactor ||||ZWINT||ZW10 interacto
-0.78738902 11131 NM_007058 Hs.225953 Calpain 11 ||CAPN11||Calpain 11||
-0.3494337 11137 NM_007062 Hs.506652 Nuclear phosphoprotein similar ||PWP1||PWP1 homolog (
0.49910475 11138 NM_007063 Hs.442657 TBC1 domain family, member 8 ||TBC1D8||TBC1 domain f
-0.0209672 11143 NM_007067 Hs.21907 MYST histone acetyltransferase||MYST2||MYST histone a
0.40786405 11145 NM_007069 Hs.502775 HRAS-like suppressor 3 ||HRASLS3||HRAS-like su
0.70895834 11146 NM_053274 Hs.49105 Glomulin, FKBP associated prot||GLMN||FAP48||FKBP-AS
0.41698812 11147 NM_007071 Hs.142245 HERV-H LTR-associating 3 ||HHLA3||HERV-H LTR-as
-0.12133196 11148 NM_007072 Hs.252351 HERV-H LTR-associating 2 ||HHLA2||HERV-H LTR-as
-0.55928729 11149 NM_007073 Hs.221660 Blood vessel epicardial substanc||POP1||BVES||HBVES||P
-0.65052798 11152 NM_007075 Hs.156701 WD repeat domain 45 ||WDR45||WIPI4||WD rep
-0.72352054 11154 NM_007077 Hs.293411 Adaptor-related protein complex||AP4S1||ADAPTOR-RELA
0.02465314 11155 NM_007078 Hs.49998 LIM domain binding 3 ||KIAA0613||ZASP||LDB3|
0.46260847 11157 NM_007080 Hs.190520 LSM6 homolog, U6 small nuclea||LSM6||LSM6 PROTEIN||
1.0465489 11160 NM_007175 Hs.125849 SPFH domain family, member 2||SPFH2||SPFH domain fa
0.27100301 11161 NM_007176 Hs.15106 Chromosome 14 open reading f ||C14orf1||Chromosome 1
-0.1122079 11162 NM_007083 Hs.422889 Nudix (nucleoside diphosphate l ||NUDT6||ASFGF2||FGF2A
-0.83300937 11164 NM_014142 Hs.546342 Nudix (nucleoside diphosphate l ||YSA1H||NUDT5||NUDIX 
0.75457869 11165 NM_006703 Hs.188882 Nudix (nucleoside diphosphate l ||DIPP1||NUDT3||DIPHOS
-0.05746348 11166 NM_007084 Hs.187577 SRY (sex determining region Y) ||SOX21||SOX25||SRY-BO
-0.18520045 11168 NM_021144 Hs.493516 PC4 and SFRS1 interacting prot||PSIP1||TRANSCRIPTIO
0.47173254 11169 NM_007086 Hs.385998 WD repeat and HMG-box DNA ||WDHD1||AND1||ACIDIC 
-0.81476123 11170 NM_007177 Hs.8022 TU3A protein ||DRR1||TU3A||TU3A prot
1.0465489 11171 NM_007178 Hs.504895 Serine/threonine kinase recepto ||UNRIP||STRAP||MAWD|
0.66333799 11176 NM_013449 Hs.314263 Fucosyltransferase 1 (galactosid||||BAZ2A||Fucosyltransfer
-0.21257266 11177 NM_013448 Hs.509140 Bromodomain adjacent to zinc f ||WCRF180||BAZ1A||ACF
-0.17607638 11179 NM_021994 Hs.489722 Zinc finger protein 277 ||ZNF277||Zinc finger prot
2.40603523 11181 NM_007180 Hs.129712 Trehalase (brush-border membr||TREH||TREH TREHALA
0.28925115 11182 NM_017585 Hs.244378 Solute carrier family 2 (facilitated||SLC2A6||Solute carrier fa
1.20165808 11185 NM_006774 Hs.511767 Indolethylamine N-methyltransfe||INMT||indolethylamine N
0.15239011 11188 NM_007184 Hs.435290 Nischarin ||Nischarin||NISCH||
0.18888639 11189 NM_007185 Hs.26047 Trinucleotide repeat containing 4||TNRC4||Trinucleotide re
0.41698812 11193 NM_007187 Hs.411300 WW domain binding protein 4 (f ||FBP21||WBP4||FORMIN
0.19801046 11196 NM_007190 Hs.435004 SEC23 interacting protein ||SEC23IP||SEC23 interac
0.48998068 11198 NM_007192 Hs.213724 Suppressor of Ty 16 homolog (S||SUPT16H||FACT, 140-K
2.11406501 11201 NM_007195 Hs.438533 Polymerase (DNA directed) iota ||RAD30B||POLI||POLYME
-0.24906893 11202 NM_007196 Hs.104570 Kallikrein 8 (neuropsin/ovasin) ||TADG14||KLK8||PROTEA
0.59946951 11212 NM_007198 Hs.304792 Proline synthetase co-transcribe||PROSC||Proline syntheta
-0.00271906 11222 NM_007208 Hs.205163 Mitochondrial ribosomal protein ||MRPL3||MRL3||mitochon
-0.45892253 11226 NM_007210 Hs.505575 UDP-N-acetyl-alpha-D-galactosa||GalNAcT6||GALNT6||Ga
0.01552907 11227 NM_014568 Hs.269027 UDP-N-acetyl-alpha-D-galactosa||GALNT5||UDP-N-acetyl-



0.49910475 11228 NM_007211 Hs.269941 Chromosome 12 open reading f ||C12orf2||Chromosome 1
0.25275488 11230 NM_007213 Hs.29595 PRA1 domain family, member 2 ||PRAF2||PRA1 domain fa
0.3348715 11231 NM_007214 Hs.529957 SEC63-like (S. cerevisiae) ||SEC63||SEC63-like (S. c
0.48085661 11232 NM_007215 Hs.437009 Polymerase (DNA directed), gam||POLG2||POLGB||POLG-
0.66333799 11234 NM_007216 Hs.437599 Hermansky-Pudlak syndrome 5 ||RU2||KIAA1017||HPS5||H
0.16151418 11237 NM_007219 Hs.114180 Ring finger protein 24 ||RNF24||Ring finger prote
1.09216925 11238 NM_007220 Hs.369095 Inactivation escape 2 ||||CA5B||Inactivation esca
0.00640501 11240 NM_007365 Hs.33455 Peptidyl arginine deiminase, typ ||PADI2||PEPTIDYLARGIN
0.59946951 11243 NM_007221 Hs.530479 Polyamine-modulated factor 1 ||PMF1||Polyamine-modul
-0.38592997 11247 NM_007224 Hs.534396 Neurexophilin 4 ||NXPH4||NPH4||Neurexo
0.37136778 11248 NM_007225 Hs.55069 Neurexophilin 3 ||NXPH3||NPH3||Neurexo
0.34399557 11249 XM_371573
-0.41330218 11252 NM_007229 Hs.162877 Protein kinase C and casein kin ||PACSIN2||protein kinase
2.05019652 11253 NM_007230
1.41151167 11254 NM_007231 Hs.522109 Solute carrier family 6 (amino ac||ATB(0+)||SLC6A14||AMI
0.10676977 11261 NM_007236 Hs.406234 Calcium binding protein P22 ||CHP||CALCIUM-BINDIN
-0.27644114 11264 NM_007238 Hs.368717 Peroxisomal membrane protein ||PXMP4||peroxisomal me
-0.64140391 11267 NM_007241 Hs.127249 EAP30 subunit of ELL complex ||EAP30||EAP30 subunit o
-0.59578357 11269 NM_007242 Hs.549111 DEAD (Asp-Glu-Ala-As) box pol ||||DDX19||DEAD (Asp-Glu
1.2837747 11270 NM_007243 Hs.519993 Nurim (nuclear envelope memb ||NRM||Nurim (nuclear env
0.70895834 11272 NM_007244 Hs.408153 Proline rich 4 (lacrimal) ||PRR4||LPRP||PROL4||PR
0.28012708 11275 NM_007246 Hs.388668 Kelch-like 2, Mayven (Drosophil ||KLHL2||kelch-like 2, May
0.8093231 11281 NM_007252 Hs.137106 POU domain, class 6, transcript ||POU6F2||RPF1||RETINA
1.00092856 11282 NM_014275 Hs.437277 Mannosyl (alpha-1,3-)-glycoprot ####################
1.66698561 11283 NM_007253 Hs.268554 Cytochrome P450, family 4, sub||CYP4F8||cytochrome P4
1.11954146 11309 NM_007256 Hs.7884 Solute carrier organic anion tran||SLCO2B1||OATP2B1||OA
2.13231315 11311 NM_007259 Hs.443750 Vacuolar protein sorting 45A (ye||VPS45A||vacuolar protei
0.68158613 11314 NM_007261 Hs.9688 CD300A antigen ||CMRF35H9||CMRF-35H
0.38961592 11316 NM_007263 Hs.10326 Coatomer protein complex, subu||COPE||EPSILON COAT 
1.63048934 11321 NM_007266 Hs.18259 XPA binding protein 1 ||XAB1||XPA binding prote
1.81297072 11325 NM_007372 Hs.8765 DEAD (Asp-Glu-Ala-Asp) box po||DDX42||DEAD (Asp-Glu-
1.07392111 11326 NM_007268 Hs.8904 V-set and immunoglobulin doma||VSIG4||IMMUNOGLOBU
0.23450674 11328 NM_007270 Hs.103934 FK506 binding protein 9, 63 kDa||FKBP9||FK506 binding p
0.07939756 11330 NM_007272 Hs.8709 Chymotrypsin C (caldecrin) ||CLCR||CTRC||chymotryp
0.5720973 11334 NM_007275 Hs.517981 Tumor suppressor candidate 2 ||TUSC2||FUS1||Tumor su
0.37136778 11336 NM_007277 Hs.519171 SEC6-like 1 (S. cerevisiae) ||||SEC6L1||SEC6-like 1 (S
0.69983427 11338 NM_007279 Hs.528007 U2 (RNU2) small nuclear RNA a||U2AF65||U2AF2||U2 (RN
0.75457869 11339 NM_007280 Hs.511092 Opa interacting protein 5 ||OIP5||OPA-INTERACTIN
0.8093231 11340 NM_181503 Hs.294041 Exosome component 8 ||OIP2||EXOSC8||RRP43|
0.82757124 11341 NM_007281 Hs.7122 Scrapie responsive protein 1 ||SCRG1||SCRAPIE-RES
0.53560102 11342 NM_007282 Hs.12333 Ring finger protein 13 ||RNF13||Ring finger prote
0.85494345 11346 NM_007286 Hs.435228 Synaptopodin ||KIAA1029||Synaptopodin
0.51735288 22794 NM_007359 Hs.350229 Cancer susceptibility candidate ||CASC3||MLN51 GENE||C
-0.10308383 22796 NM_007357 Hs.211800 Component of oligomeric golgi c||COG2||LDLC||Compone
0.48998068 22798 NM_007356 Hs.62022 Laminin, beta 4 ||LAMB4||Laminin, beta 4|
-0.27644114 22802 NM_012128 Hs.546343 Chloride channel, calcium activa||CLCA4||Chloride channe
-0.53191508 22803 NM_012255 Hs.255932 5'-3' exoribonuclease 2 ||XRN2||5'-3' exoribonucle
-0.0209672 22818 NM_016057 Hs.505652 Coatomer protein complex, subu||COPZ1||Coatomer prote
0.90968786 22820 NM_016128 Hs.518250 Coatomer protein complex, subu||COPG||Coatomer protein
0.20713453 22822 NM_007350 Hs.549112 Pleckstrin homology-like domain||TDAG51||PHLDA1||T CE
0.56297323 22826 NM_014280 Hs.433540 DnaJ (Hsp40) homolog, subfam||DNAJC8||DnaJ (Hsp40) 



-0.12133196 22827 NM_014281 Hs.521924 Fuse-binding protein-interacting ||SIAHBP1||FIR||FBP-INT
0.927936 22828 NM_014892 Hs.227602 RNA binding motif protein 16 ||RBM16||RNA binding mo

-0.44979846 22829 NM_014893 Hs.439199 Neuroligin 4, Y-linked ||NLGN4Y||KIAA0951||neu
-0.62315577 22830 XM_375065 Hs.508937 Zinc finger protein 409 ||ZNF409||Zinc finger prot
-0.81476123 22832 XM_376518
-0.4680466 22834 XM_375471
0.08852163 22837 NM_014900 Hs.470457 COBL-like 1 ||COBLL1||COBL-like 1||
0.30749929 22838 NM_014901 Hs.434888 Ring finger protein 44 ||RNF44||Ring finger prote
0.58122137 22839 NM_014902 Hs.249600 Discs, large (Drosophila) homolo||DLGAP4||discs, large (D
0.04290128 22841 NM_014904 Hs.173656 RAB11 family interacting protein||KIAA0941||RAB11FIP2||
0.12501791 22844 NM_014907 Hs.163990 FERM and PDZ domain contain ||FRMPD1||FERM and PD
0.64508985 22845 NM_014908 Hs.531563 Transmembrane protein 15 ||TMEM15||Transmembra
-0.69614833 22846 NM_014909 Hs.525479 KIAA1036 ||KIAA1036||VASOHIBIN||
1.53012457 22847 XM_375594
1.11954146 22849 NM_014912 Hs.131683 Cytoplasmic polyadenylation ele||CPEB3||Cytoplasmic pol
0.80019903 22850 NM_014913 Hs.131915 KIAA0863 protein ||KIAA0863||KIAA0863 pro
0.24363081 22852 XM_374779
0.38049185 22854 XM_375762
1.50275237 22856 NM_014918 Hs.110488 Carbohydrate (chondroitin) synth||CHSY1||KIAA0990||CAR
1.20165808 22862 NM_014923 Hs.508010 Fibronectin type III domain conta||FNDC3A||fibronectin type
0.42611219 22863 XM_375080
0.71808241 22864 NM_014925
-0.26731707 22865 NM_014926 Hs.101745 SLIT and NTRK-like family, mem||SLITRK3||SLIT and NTR
0.03377721 22866 NM_014927 Hs.546344 Connector enhancer of kinase s ||CNKSR2||connector enh
0.16151418 22868 NM_014929 Hs.84429 KIAA0971 ||KIAA0971||
0.84581938 22869 XM_376895
0.51735288 22870 XM_375651
1.08304518 22871 NM_014932 Hs.549114 Neuroligin 1 ||NLGN1||Neuroligin 1||
0.31662336 22872 NM_014933 Hs.370024 SEC31-like 1 (S. cerevisiae) ||SEC31L1||SEC31-like 1 
0.36224371 22873 NM_014934 Hs.157002 DAZ interacting protein 1 ||||DZIP1||DAZ interacting 
-0.13045603 22874 NM_014935 Hs.253146 Pleckstrin homology domain con||KIAA0969||PEPP3||PLEK
0.43523626 22879 NM_014940 Hs.513743 MON1 homolog B (yeast) ||HSRG1||MON1B||KIAA0
-0.07571162 22881 XM_376519
0.31662336 22884 NM_014023 Hs.188495 WD repeat domain 37 ||WDR37||WD repeat dom
0.48998068 22889 XM_375812
0.98268042 22890 NM_014950 Hs.400802 Zinc finger and BTB domain con||ZBTB1||zinc finger and B
1.48450423 22893 NM_014952 Hs.22109 Bromo adjacent homology doma||BAHD1||Bromo adjacent
0.89143973 22894 NM_014953 Hs.531029 KIAA1008 ||KIAA1008||DIS3, S. POM
1.50275237 22895 NM_014954 Hs.21239 Rabphilin 3A homolog (mouse) ||RPH3A||rabphilin 3A hom
1.90421141 22897 XM_374936
0.37136778 22898 XM_088315
-0.08483569 22900 NM_014959 Hs.446146 Caspase recruitment domain fam||NDPP1||KIAA0955||TUC
0.77282682 22901 NM_014960 Hs.437249 Arylsulfatase G ||KIAA1001||Arylsulfatase 
0.22538267 22902 NM_014961 Hs.7972 Rap2 interacting protein x ||RIPX||Rap2 interacting p
0.17063825 22903 NM_014962 Hs.244590 BTB (POZ) domain containing 3||BTBD3||BTB (POZ) dom
0.39873998 22904 NM_014963 Hs.408708 KIAA0963 ||KIAA0963||
3.81114189 22906 NM_014965 Hs.535711 OGT(O-Glc-NAc transferase)-in ||KIAA1042||OIP106||OGT
0.13414198 22907 NM_014966 Hs.517948 DEAH (Asp-Glu-Ala-His) box po||DHX30||DEAH (Asp-Glu-
0.15239011 22908 NM_014016 Hs.156509 SAC1 suppressor of actin mutat ||SACM1L||KIAA0851||SU
0.65421392 22909 XM_375181
1.55749678 22911 NM_014969 Hs.546347 WD repeat domain 47 ||WDR47||WD repeat dom



0.19801046 22913 NM_007367 Hs.136947 RNA binding protein (autoantige||RALY||RNA binding prote
0.11589384 22914 NM_007360 Hs.387787 Killer cell lectin-like receptor sub||||KLRK1||Killer cell lectin-
0.3348715 22916 NM_007362 Hs.240770 Nuclear cap binding protein sub ||NCBP2||CBP20||NIP1||N
0.79107496 22927 NM_014282 Hs.494567 Hyaluronan binding protein 4 ||HABP4||Hyaluronan bind
0.82757124 22934 NM_144563 Hs.469264 Ribose 5-phosphate isomerase ||RPIA||ribose 5-phosphat
1.02830076 22936 NM_012081 Hs.192221 Elongation factor, RNA polymera||ELL2||ELL-RELATED RN
1.51187644 22941 NM_012309 Hs.268726 SH3 and multiple ankyrin repeat||SHANK2||CORTBP1||CO
0.4534844 22943 NM_012242 Hs.40499 Dickkopf homolog 1 (Xenopus la||DKK1||dickkopf homolog
0.65421392 22947 NM_033178 Hs.553518 Double homeobox, 4 ||DUX4||Double homeobo
6.87682917 22974 NM_012112 Hs.244580 TPX2, microtubule-associated p||p100||C20ORF1||TPX2||T
1.31114691 22978 NM_012229 Hs.158209 5'-nucleotidase, cytosolic II ||NT5B||PNT5||NT5C2||PU
0.67246206 22979 XM_039733 Hs.227850 KIAA0953 ||KIAA0953||
1.33851912 22980 NM_014972 Hs.415342 KIAA1049 protein ||KIAA1049||KIAA1049 pro
-0.08483569 22981 NM_025176 Hs.472347 KIAA0980 protein ||KIAA0980||KIAA0980 pro
0.65421392 22982 NM_014974 Hs.432397 KIAA0934 ||KIAA0934||
-0.35855777 22984 XM_374829
-0.80563716 22987 XM_043493 Hs.225974 Synaptic vesicle glycoprotein 2C||SV2C||synaptic vesicle g
-0.66877612 22989 XM_036988 Hs.225968 Myosin, heavy polypeptide 15 ||MYH15||Myosin, heavy p
-1.0611111 22990 NM_014982 Hs.158722 Pecanex homolog (Drosophila) ||PCNX||pecanex homolog
-1.03373889 22993 XM_377912
-0.41330218 22994 XM_045581
-0.98811855 22995 XM_034904
-0.67790019 22996 XM_375729 Hs.112949 Chromosome 1 open reading fra||C1orf34||Chromosome 1
-0.32206149 22997 XM_290502 Hs.204121 KIAA1030 protein ||KIAA1030||KIAA1030 pro
0.18888639 22998 XM_044461
-0.19432452 22999 NM_014989 Hs.485729 Regulating synaptic membrane ||KIAA0340||RIMS1||RIM1
-0.47717067 23004 XM_371761 Hs.482850 KIAA0825 protein ||KIAA0825||KIAA0825 pro
-0.96074634 23005 XM_031706
-0.55928729 23007 XM_042635
-0.13045603 23015 NM_015003 Hs.182982 Golgin-67 ||GM88||Golgin-67||88-kDa
-0.04833941 23016 NM_015004 Hs.115792 Exosome component 7 ||EXOSC7||RRP42||KIAA0
0.38049185 23017 NM_012306 Hs.182859 Fas apoptotic inhibitory molecule||FAIM2||NMP35||LIFEGU
1.47538016 23019 NM_016284 Hs.460923 CCR4-NOT transcription comple||CNOT1||CCR4-NOT tran
-0.29468928 23022 NM_016081 Hs.151220 Palladin ||KIAA0992||Palladin||PAL
-0.21257266 23024 XM_041363
0.38961592 23025 XM_038604 Hs.164502 Unc-13 homolog A (C. elegans) ||UNC13A||unc-13 homolo
-1.04286296 23026 XM_028522
-0.09395976 23029 NM_015014 Hs.535224 KIAA0117 protein ||KIAA0117||KIAA0117 pro
-0.44067439 23030 NM_015015 Hs.371013 Jumonji domain containing 2B ||JMJD2B||jumonji domain
-0.4680466 23033 NM_015018 Hs.520246 KIAA1117 ||KIAA1117||
-0.07571162 23034 NM_015589 Hs.98259 Sterile alpha motif domain conta||SAMD4||Sterile alpha mo
-0.1395801 23035 XM_041191
-0.69614833 23036 XM_048070 Hs.485892 Zinc finger protein 292 ||ZNF292||Zinc finger prot
-0.22169673 23037 NM_015022 Hs.481819 PDZ domain containing 3 ||PDZK3||PDZ domain con
-0.43155032 23038 NM_015023 Hs.469154 WD and tetratricopeptide repeat||WDTC1||WD and tetratri
-0.1395801 23039 NM_015024 Hs.172685 Exportin 7 ||XPO7||RANBP16||Expor
-0.0209672 23041 XM_051091
-0.51366694 23042 NM_015027 Hs.370781 KIAA0251 protein ||KIAA0251||KIAA0251 pro
-0.64140391 23045 XM_093839 Hs.446102 KIAA0826 ||||KIAA0826||
-0.59578357 23048 NM_015033 Hs.189409 Formin binding protein 1 ||FNBP1||FORMIN-BINDIN
-0.29468928 23051 NM_015035 Hs.380133 Zinc fingers and homeoboxes 3 ||ZHX3||Zinc fingers and h



-0.38592997 23052 XM_290546 Hs.167115 KIAA0830 protein ||KIAA0830||KIAA0830 pro
-0.3768059 23053 NM_015037 Hs.65135 KIAA0913 ||KIAA0913||
-0.99724262 23057 NM_015039 Hs.497123 Nicotinamide nucleotide adenyly||PNAT2||KIAA0479||NMN
-0.7052724 23059 NM_024793 Hs.155995 Clusterin associated protein 1 ||CLUAP1||Clusterin assoc
-0.09395976 23060 XM_042833 Hs.170498 Zinc finger protein 609 ||ZNF609||Zinc finger prot
-0.22169673 23061 NM_015043 Hs.155829 KIAA0676 protein ||KIAA0676||KIAA0676 pro
-0.68702426 23062 NM_015044 Hs.460336 Golgi associated, gamma adapt ||VEAR||GGA2||ADP-RIBO
-0.47717067 23063 XM_290471
0.12501791 23064 NM_015046 Hs.460317 Amyotrophic lateral sclerosis 4 ||SENATAXIN||SETX||ALS
-0.258193 23065 NM_015047 Hs.439200 KIAA0090 ||KIAA0090||

-0.43155032 23066 XM_371617 Hs.343664 TBP-interacting protein ||||TIP120B||TBP-interactin
0.18888639 23067 XM_037523 Hs.507122 KIAA1076 protein ||KIAA1076||KIAA1076 pro
-0.41330218 23070 NM_015050 Hs.520102 KIAA0082 ||KIAA0082||
-0.38592997 23074 XM_045423
-0.68702426 23075 NM_015055 Hs.153026 SWAP-70 protein ||SWAP70||SWAP-70 prot
-1.07935924 23076 XM_371417
-0.52279101 23077 NM_015057 Hs.151411 MYC binding protein 2 ||MYCBP2||MYC binding p
-1.02461482 23078 XM_038664
-0.258193 23080 XM_376589

-0.40417811 23081 NM_015061 Hs.157106 Jumonji domain containing 2C ||GASC1||JMJD2C||jumon
-0.40417811 23085 NM_015064 Hs.400431 RAB6 interacting protein 2 ||RAB6IP2||ELKS GENE||
-0.0209672 23086 NM_015065 Hs.269591 SLAC2-B ||SLAC2-B||
-0.77826495 23087 NM_015066 Hs.104223 Tripartite motif-containing 35 ||TRIM35||Tripartite motif-
-0.74176868 23091 NM_015070 Hs.136102 KIAA0853 ||KIAA0853||
-0.1122079 23094 XM_032278 Hs.157259 Signal-induced proliferation-asso||SIPA1L3||Signal-induced
-0.39505404 23096 XM_291345
0.41698812 23098 NM_015077 Hs.532781 Sterile alpha and TIR motif cont ||KIAA0524||SARM1||STE
0.04290128 23099 NM_014007 Hs.355581 Zinc finger protein 297B ||ZNF297B||zinc finger pro
-0.75089274 23101 NM_015078 Hs.551528 MCF.2 cell line derived transform||MCF2L2||MCF.2 cell line
-0.78738902 23102 NM_015079 Hs.166571 KIAA1055 protein ||KIAA1055||KIAA1055 pro
-0.21257266 23105 XM_048786
0.29837522 23107 NM_015084 Hs.482491 Mitochondrial ribosomal protein ||MRPS27||mitochondrial r
0.2162586 23108 NM_015085 Hs.499659 GTPase activating Rap/RanGAP||GARNL4||GTPase activa

-0.16695231 23109 XM_290598
-0.06658755 23112 XM_039385 Hs.372082 Trinucleotide repeat containing 6||TNRC6B||trinucleotide re
-0.51366694 11241 NM_206995
-0.06658755 23093 NM_015072 Hs.200747 KIAA0998 ||KIAA0998||
-0.33118556 11224 NM_007209 Hs.182825 Ribosomal protein L35 ||RPL35||ribosomal protein
0.26187895 22891 NM_199450 Hs.22653 Zinc finger protein 365 ||||ZNF365||Zinc finger pro
-0.18520045 22905 NM_148921 Hs.514728 Epsin 2 ||EPN2||KIAA1065||Epsin 
0.52647695 23001 NM_014991 Hs.480116 WD repeat and FYVE domain c ||WDFY3||WD repeat and
-0.44067439 22878 NM_014939 Hs.202001 KIAA1012 ||||KIAA1012||
-0.18520045 23114 XM_046808
-0.33118556 23116 NM_015091 Hs.371078 KIAA0423 ||KIAA0423||
-0.4954188 23117 XM_290670 Hs.531664 KIAA0220-like protein ||LOC23117||KIAA0220-lik
-0.258193 23119 NM_015094 Hs.517434 Hypermethylated in cancer 2 ||HRG22||KIAA1020||HIC2

0.02465314 23126 NM_015100 Hs.489873 Pogo transposable element with||POGZ||pogo transposab
0.06114942 23127 NM_015101 Hs.387995 Glycosyltransferase 25 domain c||GLT25D2||Glycosyltrans
-0.29468928 23129 NM_015103 Hs.301685 Plexin D1 ||PLXND1||plexin D1||
-0.77826495 23130 XM_290517
0.2162586 23131 XM_290758



-1.27096469 23132 NM_015106 Hs.105399 KIAA0809 protein ||SRISNF2L||KIAA0809 pr
0.60859358 23133 NM_015107 Hs.133352 PHD finger protein 8 ||PHF8||PHD finger protein
0.73633055 23135 XM_043272 Hs.553519 Jumonji domain containing 3 ||JMJD3||Jumonji domain 
-0.03009127 23136 NM_012307 Hs.213394 Erythrocyte membrane protein b||DAL1||EPB41L3||4.1B||N
0.69983427 23137 NM_015110 Hs.534189 SMC5 structural maintenance of||SMC5L1||KIAA0594||SM
-0.00271906 23138 XM_038920
-0.26731707 23140 NM_015113 Hs.277624 Zinc finger, ZZ type with EF han ||ZZEF1||zinc finger, ZZ ty
0.8093231 23142 NM_015115 Hs.221407 KIAA0276 protein ||KIAA0276||KIAA0276 pro
0.42611219 23143 NM_015116 Hs.507971 Leucine-rich repeats and calpon||LRCH1||leucine-rich repe
0.59034544 23144 NM_015117 Hs.521915 Zinc finger CCCH type domain c||ZC3HDC3||zinc finger CC
0.07939756 23145 XM_376720 Hs.301277 KIAA0543 protein ||KIAA0543||KIAA0543 pro
0.64508985 23148 XM_166571 Hs.96633 Similar to KIAA0363 ||||KIAA0363||Similar to KIA
0.13414198 23149 NM_015122 Hs.96485 FCH domain only 1 ||FCHO1||FCH domain on
0.04290128 23150 XM_114303 Hs.371681 FERM domain containing 4B ||FRMD4B||FERM domain
0.42611219 23151 XM_027105 Hs.475150 Death-inducing-protein ||DIP||KIAA0767||Death-in
0.43523626 23152 NM_015125 Hs.388236 Capicua homolog (Drosophila) ||CIC||capicua homolog (D
1.02830076 23154 NM_014284 Hs.121870 Neurochondrin ||NCDN||Neurochondrin||K
0.17063825 23155 NM_015127 Hs.552587 Mid-1-related chloride channel 1||MCLC||Mid-1-related chl
0.25275488 23160 XM_087089 Hs.169863 WD repeat domain 43 ||WDR43||WD repeat dom
2.85311462 23161 NM_015132 Hs.487648 Sorting nexin 13 ||SNX13||KIAA0713||RGS
0.55384916 23163 NM_014001 Hs.87726 Golgi associated, gamma adapt ||KIAA0154||GGA3||ADP-R
0.29837522 23164 NM_015134 Hs.462341 Myosin phosphatase-Rho intera ||||M-RIP||Myosin phospha
-0.12133196 23165 XM_058073
0.35311964 23166 NM_015136 Hs.301989 Stabilin 1 ||STAB1||KIAA0246||FEEL
0.05202535 23167 XM_035825
-0.24906893 23168 NM_015138 Hs.511096 KIAA0252 ||KIAA0252||
1.54837271 23169 NM_015139 Hs.213642 Solute carrier family 35 (UDP-gl ||SLC35D1||solute carrier 
0.39873998 23170 NM_015140 Hs.517670 KIAA0153 protein ||KIAA0153||KIAA0153 pro
-0.14870417 23171 NM_015141 Hs.82432 Glycerol-3-phosphate dehydroge||GPD1L||Glycerol-3-phos
0.96443228 23172 NM_032182 Hs.280695 KIAA0157 ||KIAA0157||
0.25275488 23174 NM_015144 Hs.156231 Zinc finger, CCHC domain conta||ZCCHC14||zinc finger, C
0.99180449 23175 NM_145693 Hs.467740 Lipin 1 ||KIAA0188||LPIN1||Lipin 1
-0.06658755 23176 XM_034872 Hs.533017 Septin 8 ||SEPT8||KIAA0202||Septi
2.57026847 23177 NM_015147 Hs.146007 KIAA0582 ||KIAA0582||
0.69983427 23180 XM_042841
-0.81476123 23181 NM_015151 Hs.189585 Chromosome 21 open reading f ||KIAA0184||DIP2||C21orf
0.17976232 23186 NM_015156 Hs.510521 REST corepressor 1 ||RCOR1||COREST||KIAA
1.38413947 23187 NM_015157 Hs.504062 Pleckstrin homology-like domain||PHLDB1||pleckstrin hom
-0.1395801 23189 NM_015158 Hs.493272 Ankyrin repeat domain 15 ||ANKRD15||KIAA0172||KA
0.30749929 23190 NM_014607 Hs.350806 UBX domain containing 2 ||UBXD2||UBX domain co
0.97355635 23191 NM_014608 Hs.26704 Cytoplasmic FMR1 interacting p ||CYFIP1||KIAA0068||CYT
-0.13045603 23192 NM_013325 Hs.283610 APG4 autophagy 4 homolog B ( ||APG4B||APG4 autophag
-0.1122079 23193 NM_014610 Hs.76847 Glucosidase, alpha; neutral AB ||GANAB||glucosidase, alp
0.87319159 23195 NM_014611 Hs.529948 MDN1, midasin homolog (yeast)||MDN1||MDN1, midasin h
0.30749929 23196 NM_014612 Hs.372003 Chromosome 9 open reading fra||C9orf10||Chromosome 9
-0.5866595 23197 NM_014613 Hs.484242 Expressed in T-cells and eosino||ETEA||expressed in T-ce
-0.57753543 23198 NM_014614 Hs.413801 Proteasome (prosome, macropa||PA200||KIAA0077||PSME
-0.1122079 23199 NM_014615 Hs.461647 KIAA0182 protein ||KIAA0182||KIAA0182 pro
0.07939756 23201 XM_370635 Hs.475334 KIAA0280 protein ||KIAA0280||KIAA0280 pro
0.93706007 23204 NM_015161 Hs.75249 ADP-ribosylation factor-like 6 int||ARL6IP||KIAA0069||ADP
0.43523626 23205 NM_015162 Hs.549120 Lipidosin ||BG1||Lipidosin||



-0.1122079 23207 XM_290944 Hs.145049 Pleckstrin homology domain con||||PLEKHM2||Pleckstrin ho
2.70712951 23208 NM_152280 Hs.32984 Synaptotagmin XI ||KIAA0080||SYT11||SYNA
-0.40417811 23211 XM_028253 Hs.104661 Chromosome 19 open reading f ||C19orf7||Chromosome 1
0.50822882 23212 NM_015169 Hs.71827 RRS1 ribosome biogenesis regu||RRS1||RRS1 ribosome b
1.80384665 23213 NM_015170 Hs.409602 Sulfatase 1 ||SULF1||Sulfatase 1||
0.06114942 23214 NM_015171 Hs.460468 Exportin 6 ||KIAA0370||XPO6||EXP6
0.05202535 23215 NM_015172 Hs.494614 BAT2 domain containing 1 ||XTP2||BAT2D1||BAT2 do
0.29837522 23217 XM_047610 Hs.65750 KIAA1086 ||KIAA1086||
0.00640501 23218 XM_291064 Hs.437043 Neurobeachin-like 2 ||KIAA0540||NBEAL2||Neu
1.2564025 23219 NM_015176 Hs.64691 F-box protein 28 ||FBXO28||KIAA0483||FBX
1.2564025 23220 XM_166213 Hs.523696 Deltex 4 homolog (Drosophila) ||DTX4||deltex 4 homolog 
0.17063825 23223 NM_015179 Hs.434251 KIAA0690 ||KIAA0690||
0.19801046 23224 NM_015180 Hs.525392 Spectrin repeat containing, nucle||SYNE2||KIAA1011||NUA
0.43523626 23225 NM_024923 Hs.475525 Nucleoporin 210kDa ||NUP210||KIAA0906||GP2
1.22903029 23228 NM_015184 Hs.202010 Phospholipase C-like 2 ||PLCL2||phospholipase C
0.27100301 23231 NM_015187 Hs.479384 KIAA0746 protein ||KIAA0746||KIAA0746 pro
0.20713453 23232 XM_051081 Hs.500598 TBC1 domain family, member 1 ||TBC1D12||TBC1 domain
-0.16695231 23233 XM_039570 Hs.303454 SEC15-like 2 (S. cerevisiae) ||SEC15B||SEC15L2||KIAA
0.12501791 23234 NM_015190 Hs.523037 DnaJ (Hsp40) homolog, subfam||DNAJC9||DnaJ (Hsp40) 
0.08852163 23236 NM_015192 Hs.310537 Phospholipase C, beta 1 (phosp||PLCB1||PLCB1B||KIAA0
0.03377721 23237 NM_015193 Hs.40888 Activity-regulated cytoskeleton-a||ARC||Activity-regulated c
-0.4680466 23240 NM_015196 Hs.205572 KIAA0922 protein ||KIAA0922||KIAA0922 pro
0.0976457 23241 XM_377355

-0.61403171 23243 NM_015199 Hs.335239 Ankyrin repeat domain 28 ||ANKRD28||Ankyrin repea
-0.2308208 23244 NM_015200 Hs.331431 SCC-112 protein ||SCC-112||SCC-112 prote
-0.67790019 23245 NM_014010 Hs.209217 Astrotactin 2 ||ASTN2||Astrotactin 2||
-0.9424982 23246 NM_015201 Hs.535901 Block of proliferation 1 ||BOP1||Block of proliferat
0.14326604 23247 XM_044632
-1.17059993 23248 NM_015203 Hs.213666 KIAA0460 protein ||KIAA0460||KIAA0460 pro
-0.91512599 23250 XM_085028
0.28925115 23251 XM_044580
-0.28556521 23252 XM_375697 Hs.374987 KIAA0459 protein ||KIAA0459||KIAA0459 pro
-0.17607638 23253 NM_015208 Hs.464585 Ankyrin repeat domain 12 ||ANKRD12||Ankyrin repea
-0.74176868 23255 NM_015210 Hs.464563 KIAA0802 ||||KIAA0802||
-0.48629474 23256 NM_016106 Hs.369168 Sec1 family domain containing 1||SCFD1||Sec1 family dom
0.00640501 23258 NM_015213 Hs.501857 RAB6 interacting protein 1 ||RAB6IP1||RAB6 interact
-0.96987041 23259 XM_291291
-0.48629474 23261 XM_042323
-0.16695231 23263 NM_024979 Hs.170422 MCF.2 cell line derived transform||MCF2L||MCF.2 cell line d
1.65786154 23264 NM_017590 Hs.474970 Rotavirus X protein associated w||RoXaN||rotavirus X prote
-0.34030963 23265 NM_015219 Hs.533985 Exocyst complex component 7 ||KIAA1067||EXOC7||Exoc
0.12501791 23268 NM_015221 Hs.500771 Dynamin binding protein ||DNMBP||Dynamin bindin
0.07027349 23269 XM_031689 Hs.187569 MAX gene associated ||MGA||MAX gene associa
-0.67790019 23270 NM_021648 Hs.284141 TSPY-like 4 ||TSPYL4||TSPY-like 4||
0.05202535 23271 NM_203459 Hs.23585 KIAA1078 protein ||CAMSAP1L1||KIAA1078
-0.35855777 23272 NM_015224 Hs.549121 Retinoblastoma-associated prot ||RAP140||Retinoblastoma
-0.258193 23273 XM_041018

-0.60490764 23274 XM_290667
-0.64140391 23275 NM_015227 Hs.517345 Protein O-fucosyltransferase 2 ||POFUT2||protein O-fuco
-0.41330218 23276 NM_025010 Hs.517946 Kelch-like 18 (Drosophila) ||KLHL18||kelch-like 18 (D
1.94983176 23277 NM_015229 Hs.22616 KIAA0664 protein ||KIAA0664||KIAA0664 pro



0.43523626 23279 XM_113678
-0.03009127 23280 XM_370667 Hs.536319 IQ motif and Sec7 domain 3 ||IQSEC3||IQ motif and Se
0.08852163 23281 XM_166270
0.37136778 23283 NM_015235 Hs.549122 Cleavage stimulation factor, 3' p||CSTF2T||cleavage stimu
-0.1122079 23285 XM_034086 Hs.21554 KIAA1107 protein ||KIAA1107||KIAA1107 pro
-0.14870417 23286 NM_015238 Hs.484047 KIBRA protein ||KIBRA||KIBRA protein||
-0.3494337 23288 NM_152558 Hs.520627 IQ motif containing E ||IQCE||IQ motif containing
-0.95162227 23289 XM_032996 Hs.528024 Microtubule associated monoxyg||KIAA1364||MICAL3||FLA
0.14326604 23293 NM_017575 Hs.448342 Chromosome 17 open reading f ||C17orf31||Chromosome 
0.44436033 23294 NM_015245 Hs.132639 Ankyrin repeat and sterile alpha ||ODIN||KIAA0229||ANKS
0.50822882 23295 NM_015246 Hs.526494 Mahogunin, ring finger 1 ||KIAA0544||MGRN1||Mah
0.37136778 23300 XM_375375
0.07939756 23301 NM_015252 Hs.271667 EH domain binding protein 1 ||EHBP1||EH domain bind
0.8093231 23302 XM_041964

-0.05746348 23306 XM_043118
0.26187895 23307 XM_376903 Hs.522351 KIAA0674 ||KIAA0674||
1.1651618 23308 NM_015259 Hs.14155 Inducible T-cell co-stimulator lig ||GL50||B7RP1||B7H2||ICO

-0.03009127 23309 XM_050561
-0.55928729 23310 NM_015261 Hs.438550 KIAA0056 protein ||KIAA0056||KIAA0056 pro
-0.08483569 23312 NM_015263 Hs.511386 Dmx-like 2 ||DMXL2||Dmx-like 2||
0.71808241 23313 XM_047214
0.87319159 23314 NM_015265 Hs.516617 SATB family member 2 ||SATB2||KIAA1034||SATB
0.20713453 23315 XM_030524
-0.06658755 23316 XM_027045
-0.10308383 23317 XM_039828
0.78195089 23318 XM_038288
-0.3768059 23321 NM_015271 Hs.435711 Tripartite motif-containing 2 ||TRIM2||Tripartite motif-c
0.16151418 23322 XM_051197
-0.00271906 23325 NM_015275 Hs.12144 KIAA1033 ||KIAA1033||
0.56297323 23328 NM_015278 Hs.193133 SAM and SH3 domain containin||||SASH1||KIAA0790||SAM
0.31662336 23329 XM_037557 Hs.192492 KIAA0984 protein ||KIAA0984||KIAA0984 pro
1.06479704 23331 NM_015281
0.28012708 23333 XM_371891 Hs.408623 KIAA0877 protein ||KIAA0877||KIAA0877 pro
-0.07571162 23334 NM_015284 Hs.301943 KIAA0467 protein ||||KIAA0467||KIAA0467 pr
0.10676977 23336 NM_015286 Hs.207106 Desmuslin ||||Desmuslin||DMN||
-0.19432452 23338 NM_015288 Hs.483419 PHD finger protein 15 ||PHF15||PHD finger prote
0.38961592 23339 NM_015289 Hs.88025 Vacuolar protein sorting 39 (yea ||VPS39||Vacuolar protein
0.18888639 23345 NM_015293 Hs.12967 Spectrin repeat containing, nucle||SYNE1||KIAA1262||KIAA
0.34399557 23348 NM_015296 Hs.314413 Dedicator of cytokinesis 9 ||KIAA1058||DOCK9||ZIZIM
1.4936283 23349 XM_048592 Hs.7989 KIAA1045 ||KIAA1045||
0.83669531 23350 XM_031553 Hs.529577 U2-associated SR140 protein ||SR140||U2-associated S
0.11589384 23351 XM_377338
2.03194838 23352 NM_020765 Hs.148078 Retinoblastoma-associated facto||RBAF600||Retinoblastom
0.17976232 23353 XM_291219
0.51735288 23354 XM_049237 Hs.7426 KIAA0841 ||KIAA0841||
-0.1122079 23355 XM_291080
0.04290128 23357 NM_015305 Hs.497448 KIAA0759 ||KIAA0759||
-0.22169673 23360 NM_015308 Hs.6834 Formin binding protein 4 ||FNBP4||Formin binding p
0.23450674 23361 XM_034819 Hs.301094 Zinc finger protein 629 ||ZNF629||Zinc finger prot
-0.53191508 23362 NM_206909 Hs.434255 Pleckstrin and Sec7 domain con||PSD3||pleckstrin and Se
0.42611219 23363 XM_051017 Hs.526594 KIAA0657 protein ||KIAA0657||KIAA0657 pro



-0.53191508 23366 XM_166573
-0.76001681 23367 NM_015315 Hs.292078 Likely ortholog of mouse la relat ||LARP||Likely ortholog of 
-0.65965205 23369 NM_015317 Hs.467824 Vacuolar protein sorting 35 (yea ||||PUM2||Vacuolar protein
-1.46257015 23373 NM_015321 Hs.371096 Mucoepidermoid carcinoma tran||MECT1||TORC1||KIAA06
-0.67790019 23376 NM_015323 Hs.149367 KIAA0776 ||KIAA0776||
-0.36768183 23378 NM_015324 Hs.511948 KIAA0409 protein ||KIAA0409||KIAA0409 pro
-0.93337413 23379 XM_029101 Hs.449296 KIAA0947 protein ||KIAA0947||KIAA0947 pro
-1.20709621 23380 XM_059095
-0.8238853 23381 NM_015327 Hs.516837 Est1p-like protein B ||EST1B||Est1p-like protei
-0.75089274 23383 XM_048457
-0.77826495 23384 XM_037759
-0.85125751 23385 NM_015331 Hs.517249 Nicastrin ||Nicastrin||NCSTN||APH2
-0.9424982 23386 NM_015332 Hs.488171 NudC domain containing 3 ||KIAA1068||NUDCD3||Nu
-0.87862971 23389 NM_015335 Hs.159799 Thyroid hormone receptor assoc||TRAP240L||PROSIT240
-1.31658504 23390 NM_015336 Hs.4014 Zinc finger, DHHC domain conta||ZDHHC17||HIP14||HUNT
-1.35308132 23392 XM_036708 Hs.368255 KIAA0368 ||KIAA0368||
-1.18884807 23395 NM_015340 Hs.526975 Leucyl-tRNA synthetase 2, mitoc||LARS2||LEUCYL-tRNA S
-1.45344608 23397 NM_015341 Hs.308045 Barren homolog (Drosophila) ||BRRN1||barren homolog
-0.03921534 23398 NM_015342 Hs.121432 KIAA0073 protein ||KIAA0073||PPWD1||KIAA
-1.28921283 23399 NM_015343 Hs.513913 Dullard homolog (Xenopus laevi ||DULLARD||dullard homo
-1.00636668 23403 XM_371179 Hs.128702 F-box protein 46 ||FBXO46||FBX46||F-box 
-1.07935924 23404 NM_014285 Hs.546354 Exosome component 2 ||RRP4||EXOSC2||Exosom
-0.86038158 23405 NM_030621 Hs.87889 Dicer1, Dcr-1 homolog (Drosoph||DICER1||HELICASE-MO
-0.80563716 23406 NM_021149 Hs.289092 Coactosin-like 1 (Dictyostelium) ||CLP||COTL1||COACTOS
-1.58118305 23408 NM_012241 Hs.282331 Sirtuin (silent mating type inform||SIRT5||SIR2L5||SIRTUIN
-1.11585552 23409 NM_012240 Hs.50861 Sirtuin (silent mating type inform||SIRT4||SIR2L4||SIRTUIN
-1.10673145 23410 NM_012239 Hs.549124 Sirtuin (silent mating type inform||SIRT3||SIR2L3||SIRTUIN
-0.79651309 23412 NM_012071 Hs.534398 COMM domain containing 3 ||COMMD3||COMM doma
-0.17607638 23413 NM_014286 Hs.301760 Frequenin homolog (Drosophila ||FREQ||NCS1||frequenin 
-0.48629474 23423 NM_007364 Hs.513058 Transmembrane emp24 domain||TMED3||Transmembrane
-0.14870417 23426 XM_290559 Hs.505946 Glutamate receptor interacting p||GRIP1||GLUTAMATE RE
-0.80563716 23428 NM_012244 Hs.22891 Solute carrier family 7 (cationic a||SLC7A8||LAT2||L-TYPE 
-1.26184062 23430 NM_012217 Hs.241387 Tryptase delta 1 ||MCP7-LIKE||TPSD1||TR
-0.59578357 23431 NM_007347 Hs.413366 Adaptor-related protein complex||AP4E1||ADAPTOR-RELA
-0.90600192 23434 NM_007354 Hs.194283 Putative GR6 protein ||GR6||putative GR6 prote
-0.4680466 23436 NM_007352 Hs.181289 Elastase 3B, pancreatic ||ELA3B||elastase 3B, pan
-0.79651309 23438 NM_012208 Hs.432560 Histidyl-tRNA synthetase-like ||HARSR||HO3||HARSL||H
-0.44979846 23439 NM_012069 Hs.292599 ATPase, (Na+)/K+ transporting, ||ATP1B4||ATPase, (Na+)
-0.84213344 23440 NM_032109 Hs.202247 Orthopedia homolog (Drosophila||OTP||orthopedia homolo
-0.30381335 23443 NM_012243 Hs.448979 Solute carrier family 35 (UDP-N-||SLC35A3||UDP-GlcNAc 
0.3348715 23446 NM_022109 Hs.494700 CDW92 antigen ||CDW92||CTL1||CDW92 

-0.81476123 23450 NM_012426 Hs.514435 Splicing factor 3b, subunit 3, 130||SF3B130||SAP130||SF3B
-0.60490764 23451 NM_012433 Hs.471011 Splicing factor 3b, subunit 1, 155||SF3B155||SAP155||SF3B
-0.17607638 23463 NM_012405 Hs.515688 Isoprenylcysteine carboxyl meth||PCMT||PCCMT||ICMT||IS
-0.9424982 23464 NM_014291 Hs.54609 Glycine C-acetyltransferase (2-a||GCAT||KBL||2-@AMINO
-1.19797214 23473 NM_014296 Hs.7145 Calpain 7 ||PALBH||CAPN7||Calpain
-0.89687785 23474 NM_014297 Hs.7486 Ethylmalonic encephalopathy 1 ||D83198||ETHE1||HSCO|
0.61771765 23475 NM_014298 Hs.513484 Quinolinate phosphoribosyltrans||QPRTase||QPRT||Quino
-0.42242625 23478 NM_014300 Hs.9534 SEC11-like 1 (S. cerevisiae) ||SEC11L1||SEC11-like 1 
-0.54103915 23479 NM_014301 Hs.350702 NifU-like N-terminal domain con||NIFUN||NifU-like N-termi
-0.29468928 23480 NM_014302 Hs.488282 Sec61 gamma subunit ||SEC61G||Sec61 gamma



-1.27096469 23483 NM_014305 Hs.12393 TDP-glucose 4,6-dehydratase ||TGDS||TDP-glucose 4,6
-0.53191508 23492 NM_175709 Hs.356416 Chromobox homolog 7 ||CBX7||Chromobox homo
-0.85125751 23498 NM_012205 Hs.368805 3-hydroxyanthranilate 3,4-dioxyg||3-@HAO||HAAO||3-hydro
-0.87862971 23503 NM_015346 Hs.98041 Zinc finger, FYVE domain conta ||ZFYVE26||zinc finger, FY
-0.75089274 23504 XM_044334
-0.85125751 23505 XM_371542 Hs.469376 RW1 protein ||RW1||RW1 protein||
-0.88775378 23506 XM_166479
-0.16695231 23508 XM_027236 Hs.79170 Tetratricopeptide repeat domain||TTC9||Tetratricopeptide 
-0.75089274 23509 NM_015352 Hs.472409 Protein O-fucosyltransferase 1 ||KIAA0180||POFUT1||OF
0.14326604 23513 NM_015356 Hs.436329 Scribbled homolog (Drosophila) ||KIAA0147||SCRIB||SCRB
-0.52279101 23514 XM_291253 Hs.381058 KIAA0146 protein ||KIAA0146||KIAA0146 pro
-0.99724262 23515 NM_015358 Hs.421150 Zinc finger, CW type with coiled ||ZCWCC3||zinc finger, CW
-0.10308383 23516 NM_015359 Hs.491232 Solute carrier family 39 (zinc tra ||KIAA0062||SLC39A14||S
-0.75089274 23517 NM_015360 Hs.274531 Superkiller viralicidic activity 2-lik||SKIV2L2||KIAA0052||sup
-0.89687785 23518 NM_015361 Hs.412462 R3H domain (binds single-stran ||R3HDM||R3H domain (b
-0.95162227 23522 NM_012330 Hs.35758 MYST histone acetyltransferase||MYST4||MORF||MYST h
-0.75089274 23523 NM_012295 Hs.517478 Calcineurin binding protein 1 ||CABIN1||CAIN||CALCINE
-0.65052798 23527 NM_012287 Hs.478746 Centaurin, beta 2 ||CENTB2||ACAP2||KIAA0
-0.57753543 23531 NM_012329 Hs.463483 Monocyte to macrophage differe||MMD||MONOCYTE-TO-
0.13414198 23534 NM_012470 Hs.193613 Transportin 3 ||TNPO3||Transportin 3||
0.14326604 23539 NM_013356 Hs.270285 Solute carrier 16 (monocarboxyl ||SLC16A8||Solute carrier 
-0.65052798 23543 NM_014309 Hs.282998 RNA binding motif protein 9 ||RBM9||RNA binding mot
-0.54103915 23544 NM_021115 Hs.194766 Seizure related 6 homolog (mou||||SEZ6L||Seizure related 
-1.08848331 23545 NM_012463 Hs.201939 ATPase, H+ transporting, lysoso||ATP6V0A2||ATPase, H+
0.82757124 23546 NM_012451 Hs.408333 Synaptogyrin 4 ||SYNGR4||Synaptogyrin 4
-0.8238853 23216 NM_015173 Hs.176503 TBC1 (tre-2/USP6, BUB2, cdc16||TBC1D1||TBC1 (tre-2/US
-0.7052724 23242 NM_015198 Hs.99141 Cordon-bleu homolog (mouse) ||COBL||Cordon-bleu hom
-0.61403171 23548 NM_012382 Hs.130904 Osmosis responsive factor ||OSRF||Osmosis respons
-0.33118556 23549 NM_012100 Hs.258551 Aspartyl aminopeptidase ||DNPEP||Aspartyl aminop
-0.48629474 23551 NM_014310 Hs.474711 RASD family, member 2 ||RASD2||RASD family, m
0.28925115 23553 NM_012269 Hs.28673 Hyaluronoglucosaminidase 4 ||HYAL4||Hyaluronoglucos
-0.47717067 23554 NM_012338 Hs.16529 Tetraspanin 12 ||TM4SF12||TSPAN12||Te
-0.4954188 23555 NM_012339 Hs.499941 Tetraspanin 15 ||TM4SF15||TSPAN15||Te
-0.78738902 23556 NM_012327 Hs.157031 Phosphatidylinositol glycan, clas||PIGN||phosphatidylinosit
-1.09760738 23557 NM_012437 Hs.32018 SNAP-associated protein ||SNAPAP||SNAP-associa
-0.8238853 23559 NM_012477 Hs.516114 WW domain binding protein 1 ||WBP1||WW DOMAIN-BI
-1.07023517 23560 NM_012341 Hs.215766 GTP binding protein 4 ||GTPBP4||GTP binding p
-0.71439647 23563 NM_012126 Hs.156784 Carbohydrate (N-acetylglucosam||IGlcNAc6ST||CHST5||Gl
-1.2983369 23564 NM_013974 Hs.247362 Dimethylarginine dimethylamino ||DDAH2||Dimethylarginine
-0.81476123 23567 NM_012279 Hs.484259 Zinc finger protein 346 ||ZNF346||JAZ||Zinc finger
-0.86950565 23568 NM_012106 Hs.513631 ADP-ribosylation factor-like 2 bin||ARL2BP||ADP-ribosylatio
-0.40417811 23569 NM_012387 Hs.522969 Peptidyl arginine deiminase, typ ||PADI5||PAD4||PADI4||PR
-0.32206149 23576 NM_012137 Hs.379858 Dimethylarginine dimethylamino ||DDAH1||Dimethylarginine
-0.77826495 23578 NM_012392 Hs.470417 PEF protein with a long N-termin||||PEF||PEF protein with a
-1.16147586 23580 NM_012121 Hs.3903 CDC42 effector protein (Rho GT||CDC42EP4||CEP4||BOR
-1.5355627 23583 NM_014311 Hs.5212 Single-strand selective monofun||SMUG1||SINGLE-STRA
-0.77826495 23585 NM_014313 Hs.523054 NPD014 protein ||||SMP1||NPD014 protein
-0.63227984 23586 NM_014314 Hs.190622 DEAD (Asp-Glu-Ala-Asp) box po||DDX58||DEAD (Asp-Glu-
-0.38592997 23588 NM_014315 Hs.509264 Kelch domain containing 2 ||KLHDC2||Kelch domain 
-0.39505404 23589 NM_014316 Hs.459857 Calcium regulated heat stable p ||CARHSP1||calcium regu
-0.39505404 23590 NM_014317 Hs.551530 Trans-prenyltransferase ||TPRT||Trans-prenyltrans



-0.40417811 23591 NM_014318
0.07939756 23592 NM_014319 Hs.505905 LEM domain containing 3 ||LEMD3||MAN1||MAN AN
-0.65052798 23593 NM_014320 Hs.486589 Heme binding protein 2 ||HEBP2||C6ORF34||HEM
-1.35308132 23595 NM_012381 Hs.410228 Origin recognition complex, sub ||ORC3L||LATHEO, DROS
-1.73629223 23601 NM_013252 Hs.546358 C-type lectin domain family 5, m||CLEC5A||CLECSF5||MD
-0.81476123 23608 NM_013446 Hs.490347 Makorin, ring finger protein, 1 ||MKRN1||MAKORIN 1||M
-0.76001681 23609 NM_014160 Hs.279474 Makorin, ring finger protein, 2 ||MKRN2||MAKORIN 2||M
0.19801046 23616 NM_018957 Hs.407909 SH3-domain binding protein 1 ||SH3BP1||SH3-domain bi
0.28925115 23619 NM_015363 Hs.201776 Paternally expressed 3 ||||PEG3||Paternally expres
0.0976457 23621 NM_012104 Hs.504003 Beta-site APP-cleaving enzyme ||BACE1||SECRETASE, B

-0.47717067 23623 NM_014328 Hs.226499 RUN and SH3 domain containin||RUSC1||RUN and SH3 d
-0.55016322 23632 NM_012113 Hs.528988 Carbonic anhydrase XIV ||CA14||CA XIV||carbonic 
-0.55016322 23635 NM_012446 Hs.102735 Single-stranded DNA binding pr ||SSBP2||SINGLE-STRAN
-0.61403171 23637 NM_012197 Hs.271341 RAB GTPase activating protein ||RABGAP1||RAB GTPase
-1.42607387 23639 NM_012472 Hs.179238 Leucine rich repeat containing 6 ||LRRC6||Leucine rich rep
-0.75089274 23643 NM_015364 Hs.69328 Lymphocyte antigen 96 ||LY96||MD2 PROTEIN||Ly
-0.76001681 23644 NM_014329 Hs.75682 Autoantigen ||Autoantigen||GE1||RCD-
-0.61403171 23646 NM_012268 Hs.257008 Phospholipase D3 ||PLD3||Phospholipase D3
-0.3494337 23648 NM_018070 Hs.175551 Single stranded DNA binding pro||SSBP3||SINGLE-STRAN
-0.76914088 23649 NM_002689 Hs.201897 Polymerase (DNA directed), alp ||POLA2||polymerase (DN
0.05202535 23650 NM_012101 Hs.504115 Tripartite motif-containing 29 ||TRIM29||Tripartite motif-
-0.14870417 23654 XM_371474 Hs.3989 Plexin B2 ||PLXNB2||MM1||plexin B2
-0.69614833 23657 NM_014331 Hs.6682 Solute carrier family 7, (cationic ||XCT||SLC7A11||SYSTEM
-0.85125751 23658 NM_012322 Hs.424908 LSM5 homolog, U6 small nuclea||LSM5||LSM5 PROTEIN||
-1.04286296 23670 NM_013390 Hs.494146 Transmembrane protein 2 ||TMEM2||Transmembran
-1.12497958 23671 NM_016192 Hs.144513 Transmembrane protein with EG||HPP1||TMEFF2||TOMOR
-0.63227984 23673 NM_177424 Hs.523855 Syntaxin 12 ||STX12||STX13||Syntaxin
-0.76001681 23676 NM_014332 Hs.86492 Small muscle protein, X-linked ||SMPX||small muscle pro
-0.3494337 23704 NM_080671 Hs.348522 Potassium voltage-gated chann ||KCNE4||MIRP3||MINK-R
-0.60490764 23705 NM_014333 Hs.370510 Immunoglobulin superfamily, me||ST17||TSLC1||BL2||IGSF
-0.89687785 23708 NM_018094 Hs.59523 G1 to S phase transition 2 ||GSPT2||ERF3B||GST2, Y
-0.78738902 23731 NM_032012 Hs.308074 Chromosome 9 open reading fra||C9orf5||Chromosome 9 o
-0.95162227 23732 XM_378078 Hs.347537 Chromosome 9 open reading fra||C9orf4||CG6||Chromosom
-1.12497958 23741 NM_014335 Hs.255973 CREBBP/EP300 inhibitor 1 ||C15ORF3||EID1||CRI1||C
-0.97899448 23742 NM_018958 Hs.451286 Chromosome 15 open reading f ||C15orf2||Chromosome 1
-0.90600192 23743 NM_017614 Hs.114172 Betaine-homocysteine methyltra||BHMT2||Betaine-homocy
-0.71439647 23753 NM_022044 Hs.303116 Stromal cell-derived factor 2-like||SDF2L1||SDF2-LIKE 1||S
-0.86950565 23759 NM_014337 Hs.438587 Peptidylprolyl isomerase (cyclop||CYP60||PPIL2||CYCLOP
-1.21622028 23760 NM_012399 Hs.7370 Phosphatidylinositol transfer pro||PITPNB||Phosphatidylino
-0.74176868 23761 NM_014338 Hs.420559 Phosphatidylserine decarboxyla ||PISD||Phosphatidylserine
-1.12497958 23762 NM_030758 Hs.517546 Oxysterol binding protein 2 ||ORP4||KIAA1664||OSBP
-0.66877612 23767 NM_013281 Hs.41296 Fibronectin leucine rich transme||FLRT3||Fibronectin leuci
-0.68702426 23768 NM_013231 Hs.533710 Fibronectin leucine rich transme||FLRT2||Fibronectin leuci
-0.89687785 23769 NM_013280 Hs.550507 Fibronectin leucine rich transme||FLRT1||Fibronectin leuci
-0.89687785 23774 NM_014577 Hs.127950 Bromodomain containing 1 ||||BRD1||Bromodomain co
0.32574743 23788 NM_014342 Hs.269944 Mitochondrial carrier homolog 2 ||MTCH2||mitochondrial ca
-0.77826495 24139 NM_012155 Hs.24178 Echinoderm microtubule associa||EML2||Echinoderm micro
-0.27644114 24144 NM_012143 Hs.20225 Tuftelin interacting protein 11 ||||TFIP11||Tuftelin interact
-0.59578357 24146 NM_014343 Hs.38738 Claudin 15 ||CLDN15||Claudin 15||
-0.53191508 24147 NM_014344 Hs.39384 Four jointed box 1 (Drosophila) ||FJX1||four jointed box 1 
-0.57753543 24148 NM_012469 Hs.31334 Chromosome 20 open reading f ||C20orf14||Chromosome 



-0.50454287 24149 NM_014345 Hs.509718 Zinc finger protein 318 ||ZNF318||Zinc finger prot
-0.79651309 25763 XM_048235 Hs.122959 Chromosome X open reading fr ||CXorf27||chromosome X
-0.7052724 25764 NM_016400 Hs.511978 Huntingtin interacting protein K ||HYPK||Huntingtin interac
-0.36768183 25769 NM_020344 Hs.283014 Solute carrier family 24 (sodium ||SLC24A2||Solute carrier 
-0.51366694 25770 NM_015370 Hs.50891 Hypothetical protein HS747E2A ||HS747E2A||hypothetical 
-0.54103915 25771 NM_014346 Hs.435044 TBC1 domain family, member 2 ||TBC1D22A||TBC1 doma
-0.44067439 25774 NM_015371 Hs.129850 Hypothetical protein HS322B1A ||HS322B1A||hypothetical 
-0.95162227 25776 NM_015373 Hs.334911 PKD2 interactor, golgi and endo ||CBY||C22ORF2||HS508I
-0.92425006 25777 NM_015374 Hs.517622 Unc-84 homolog B (C. elegans) ||UNC84B||unc-84 homolo
-0.5866595 25781 NM_152257 Hs.551532 KIAA0889 protein ||KIAA0889||KIAA0889 pro
1.0191767 25789 NM_012109 Hs.329850 Chromosome 19 open reading f ||C19orf4||Chromosome 1

-0.23994487 25790 NM_012337 Hs.158450 Nasopharyngeal epithelium spec||NESG1||NASOPHARYN
-0.98811855 25791 NM_019850 Hs.97316 Neuronal guanine nucleotide ex ||NGEF||EPHEXIN||EPH R
-0.1395801 25796 NM_012088 Hs.466165 6-phosphogluconolactonase ||6-@PHOSPHOGLUCON
0.07027349 25797 NM_012413 Hs.79033 Glutaminyl-peptide cyclotransfer||QC||QPCT||Glutaminyl-p
-1.03373889 25798 NM_015379 Hs.410497 Brain protein I3 ||BRI3||brain protein I3||
-1.35308132 25799 NM_014347 Hs.515660 Zinc finger protein 324 ||ZNF324||Zinc finger prot
-1.49906643 25800 NM_012319 Hs.79136 Solute carrier family 39 (zinc tra ||LIV1||SLC39A6||Solute c
-1.03373889 25801 NM_012198 Hs.377894 Grancalcin, EF-hand calcium bin||GCA||grancalcin, EF-han
-1.10673145 25804 NM_012321 Hs.515255 LSM4 homolog, U6 small nuclea||LSM4||LSM4 PROTEIN||
-1.22534435 25805 NM_012342 Hs.533336 BMP and activin membrane-bou||NMA||BAMBI||PUTATIVE
-0.27644114 25807 NM_012265 Hs.106730 Chromosome 22 open reading f ||C22orf3||Chromosome 2
-0.80563716 25809 NM_012263 Hs.416038 Tubulin tyrosine ligase-like famil ||KIAA0173||TTLL1||TUBU
-0.77826495 25813 NM_015380 Hs.505824 CGI-51 protein ||CGI-51||CGI-51 protein||
-0.19432452 25814 NM_013236 Hs.475125 Ataxin 10 ||ATXN10||Ataxin 10||SPIN
-0.79651309 25817 NM_015381 Hs.436854 Family with sequence similarity ||FAM19A5||family with se
-0.35855777 25818 NM_012427 Hs.50915 Kallikrein 5 ||KLK5||SCTE||KLKL2||Ka
-0.45892253 25819 NM_012118 Hs.480763 CCR4 carbon catabolite repress||CCR4L||CCRN4L||NOCT
-0.84213344 25821 NM_012123 Hs.347614 Mitochondrial translation optimiz||MTO1||mitochondrial tran
-0.87862971 25822 NM_012266 Hs.237506 DnaJ (Hsp40) homolog, subfam||DNAJB5||DnaJ (Hsp40) 
-1.02461482 25823 NM_012467 Hs.530861 Tryptase gamma 1 (TPSG1), mRNA
-0.89687785 25824 NM_012094 Hs.502823 Peroxiredoxin 5 ||PRDX5||AOEB166||Pero
0.68158613 25825 NM_012105 Hs.529408 Beta-site APP-cleaving enzyme ||DRAP||ALP56||BACE2||A
-0.4680466 25828 NM_012473 Hs.211929 Thioredoxin 2 ||TXN2||TRX2||MTRX||Thi
-0.81476123 25829 NM_012264 Hs.182626 Chromosome 22 open reading f ||C22orf5||Chromosome 2
-0.56841136 25830 NM_014351 Hs.189810 Sulfotransferase family 4A, mem||BRSTL1||SULT4A1||BRA
-0.52279101 25832 NM_015383 Hs.533593 Hypothetical protein DJ328E19. ||DJ328E19.C1.1||hypothe
-0.50454287 25834 NM_013244 Hs.126195 UDP-N-acetylglucosamine:a-1,3||GNTIVH||HGNT-IV-H||UD
-0.05746348 25840 NM_014033 Hs.288771 DKFZP586A0522 protein ||DKFZP586A0522||DKFZ
-0.24906893 25842 NM_014034 Hs.292316 ASF1 anti-silencing function 1 h ||CIA||ASF1A||CCG1-INTE
0.01552907 25843 NM_015387 Hs.205173 Preimplantation protein 3 ||MOB3||PREI3||MOB1||Pr
-0.1122079 25844 NM_015388 Hs.440950 Chromosome 6 open reading fra||C6orf109||Chromosome 
-0.36768183 25847 NM_015391 Hs.106909 Anaphase promoting complex s ||ANAPC13||Anaphase pro
-0.32206149 25849 NM_015393 Hs.105460 DKFZP564O0823 protein ||DKFZP564O0823||DKFZ
-0.47717067 25850 NM_003419 Hs.362324 Zinc finger protein 345 ||ZNF345||Zinc finger prot
-0.3768059 25851 NM_015395 Hs.511979 DKFZP434B0335 protein ||DKFZP434B0335||DKFZ
-0.88775378 25853 NM_015397 Hs.493750 WD repeat domain 40A ||WDR40A||WD repeat do
0.08852163 25855 NM_015399 Hs.100426 Breast cancer metastasis suppr ||BRMS1||Breast cancer m
-0.05746348 25856 NM_015400
-0.1395801 25859 NM_016590 Hs.412792 Prostate androgen-regulated tra||PART1||Prostate androg
-0.00271906 25861 NM_015404 Hs.93836 Deafness, autosomal recessive ||CIP98||KIAA1526||WHIR



-0.20344859 25862 NM_018561 Hs.269254 Ubiquitin specific protease 49 ||USP49||MGC20741||Ubiq
-0.41330218 25864 NM_015407 Hs.534400 Abhydrolase domain containing ||DKFZP564O243||ABHD1
-0.5866595 25870 NM_015411 Hs.279696 Sulfatase modifying factor 2 ||SUMF2||SULFATASE-M
0.49910475 25871 NM_015412 Hs.477134 Chromosome 3 open reading fra||||C3orf17||Chromosome 
-0.21257266 25873 NM_015414 Hs.408018 Ribosomal protein L36 ||RPL36||ribosomal protein
-0.54103915 25874 NM_015415 Hs.517768 DKFZP564B167 protein ||BRP44||DKFZP564B167
0.39873998 25878 NM_015419 Hs.369422 Adlican ||Adlican||DKFZp564I1922
-0.22169673 25879 NM_015420 Hs.532265 Gene model 83 ||DKFZP564O0463||WDS
0.53560102 25880 NM_015421 Hs.513330 Chromosome 16 open reading f ||C16orf51||DKFZP564K2
-0.65052798 25884 NM_015424 Hs.432379 Chordin-like 2 ||||CHRDL2||Chordin-like 2
-0.04833941 25885 NM_015425 Hs.26962 Polymerase (RNA) I polypeptide||||POLR1A||Polymerase (R
-0.28556521 25886 NM_015426 Hs.476306 WD repeat domain 51A ||DKFZP434C245||WDR5
-0.06658755 25888 XM_046390
-0.7052724 25890 NM_015429 Hs.477015 ABI gene family, member 3 (NE ||ABI3BP||TARSH||TARGE
-0.44979846 25891 NM_015430 Hs.55044 Regeneration associated muscle||DKFZP586H2123||Rege
-0.52279101 25894 XM_290684
-0.06658755 25895 NM_015433 Hs.528351 Hepatocellularcarcinoma-assoc ||DKFZP586D0919||hepat
-0.52279101 25897 NM_015435 Hs.292882 Ring finger protein 19 ||DORFIN||RNF19||Ring fi
-0.21257266 25898 NM_015436 Hs.48297 Ring finger and CHY zinc finger ||ARNIP||PIRH2||RCHY1||
0.12501791 25900 NM_080730 Hs.15243 HOM-TES-103 tumor antigen-lik||HOM-TES-103||HOM-TE
-0.42242625 25901 NM_015439 Hs.412019 Chromosome 6 open reading fra||C6orf80||Chromosome 6
-0.45892253 25902 NM_015440 Hs.268698 Methylenetetrahydrofolate dehyd||MTHFD1L||methylenetet
-0.29468928 25903 NM_015441 Hs.507515 Olfactomedin-like 2B ||OLFML2B||olfactomedin-
-0.47717067 25904 NM_015442 Hs.444851 CCR4-NOT transcription comple||CNOT10||CCR4-NOT tra
-0.32206149 25906 NM_014042 Hs.38044 DKFZP564M082 protein ||DKFZP564M082||DKFZP
-0.77826495 25907 NM_015444 Hs.35861 Ras-induced senescence 1 ||RIS1||Ras-induced sene
0.93706007 25911 NM_015448 Hs.549129 Deleted in a mouse model of pri ||RP11-529I10.4||DPCD||D
0.06114942 25912 NM_015449 Hs.287471 Chromosome 1 open reading fra||C1orf43||Chromosome 1
-0.44979846 25914 NM_173630 Hs.31931 Rotatin ||RTTN||Rotatin||
0.65421392 25915 NM_199069 Hs.31387 Nuclear protein E3-3 ||DKFZP564J0123||nuclea
-0.57753543 25917 NM_015453 Hs.443081 THUMP domain containing 3 ||THUMPD3||THUMP dom
-0.01184313 25920 NM_015456 Hs.521809 Cofactor of BRCA1 ||COBRA1||cofactor of BR
0.07939756 25921 XM_290511
0.22538267 25923 NM_015459 Hs.502777 DKFZP564J0863 protein ||ATL3||DKFZP564J0863|
-0.75089274 25925 NM_015461 Hs.116935 Zinc finger protein 521 ||ZNF521||Zinc finger prot
-1.07023517 25926 NM_015462 Hs.463936 DKFZP586L0724 protein ||DKFZP586L0724||DKFZ
-0.59578357 25927 NM_015463 Hs.212885 Chromosome 2 open reading fra||C2orf32||Chromosome 2
-0.7052724 25928 NM_015464 Hs.25956 Sclerostin domain containing 1 ||SOSTDC1||Sclerostin do
-1.52643863 25929 NM_015465 Hs.483921 Gem (nuclear organelle) associa||GEMIN5||GEM-ASSOCIA
-1.46257015 25934 NM_015469 Hs.530275 Nipsnap homolog 3A (C. elegan||NIPSNAP4||TASSC||NIP
-1.20709621 25936 NM_015471 Hs.497692 Chromosome 1 open reading fra||C1orf48||DC8||Chromoso
-1.22534435 25937 NM_015472 Hs.477921 WW domain containing transcrip||WWTR1||TAZ||TRANSC
-1.27096469 25938 XM_113763 Hs.370299 Chromosome 14 open reading f ||C14orf125||Chromosome
-0.63227984 25939 NM_015474 Hs.472630 SAM domain and HD domain 1 ||DCIP||SAMHD1||DENDR
-1.39870166 25940 NM_015475 Hs.468140 DKFZP564F0522 protein ||DKFZP564F0522||DKFZ
-1.60855526 25941 NM_015476 Hs.22981 Chromosome 18 open reading f ||C18orf10||Chromosome 
-2.27461231 25943 XM_045421 Hs.516853 Chromosome 20 open reading f ||C20orf194||Chromosome
-1.2983369 25946 NM_015481 Hs.505653 Zinc finger protein 385 ||HZF||ZNF385||RZF||HEM
-1.59943119 25948 NM_015483 Hs.372541 Kelch repeat and BTB (POZ) do||KBTBD2||kelch repeat an
-1.72716816 25949 NM_015484 Hs.20013 GCIP-interacting protein p29 ||CBPIN||P29||CCNDBP1 
-1.85490513 25950 NM_015485 Hs.514092 RWD domain containing 3 ||RWDD3||RWD domain c



-1.28008876 25957 NM_032870 Hs.520287 Chromosome 6 open reading fra||C6orf111||Chromosome 
-1.14322772 25959 NM_015493 Hs.284208 Ankyrin repeat domain 25 ||ANKRD25||Ankyrin repea
-0.76001681 25961 NM_015901 Hs.533657 Nudix (nucleoside diphosphate l ||NUDT13||NUDIX MOTIF
-1.42607387 25962 NM_015496 Hs.202238 DKFZP434I116 protein ||DKFZP434I116||DKFZP4
-1.54468677 25963 NM_015497 Hs.511138 DKFZP564G2022 protein ||DKFZP564G2022||DKFZ
-2.11037907 25966 XM_032945 Hs.473894 Chromosome 21 open reading f ||C21orf25||Chromosome 
-1.21622028 25970 NM_015503 Hs.15744 SH2-B homolog ||SH2B||KIAA1299||SH2-B
-1.67242374 25972 NM_014044 Hs.13370 Unc-50 homolog (C. elegans) ||UNC50||unc-50 homolog
-0.93337413 25973 NM_152268 Hs.380169 Similar to tRNA synthetase class||DKFZp727A071||similar 
-1.4169498 25974 XM_032397
-0.63227984 25977 NM_015509 Hs.527839 Adaptin-ear-binding coat-associ ||NECAP1||Adaptin-ear-bi
-0.52279101 25978 NM_014043 Hs.476930 Chromatin modifying protein 2B ||DKFZP564O123||CHMP
-0.05746348 25979 NM_015510 Hs.386989 DKFZP566O084 protein ||DKFZp566O084||DKFZP
-1.67242374 25980 NM_015511 Hs.11314 Chromosome 20 open reading f ||C20orf4||Chromosome 2
-1.12497958 25983 XM_033371 Hs.9043 Chromosome 14 open reading f ||C14orf120||Chromosome
-1.32570911 25984 NM_015515 Hs.9029 Keratin 23 (histone deacetylase ||KRT23||K23||Keratin 23 (
-0.26731707 25987 NM_015516 Hs.8361 Likely ortholog of chicken tsukus||E2IG4||TSK||E2-INDUCE
-0.98811855 25992 XM_059482 Hs.471834 Sushi, nidogen and EGF-like do ||||SNED1||Sushi, nidogen
-1.30746097 25996 NM_015523 Hs.7527 Small fragment nuclease ||DKFZP566E144||SFN||S
-1.44432201 25998 XM_371835
-0.32206149 26000 NM_015527 Hs.513498 TBC1 domain family, member 1 ||TBC1D10B||DKFZP434P
-0.73264461 26001 NM_015528 Hs.7158 Ring finger protein 167 ||RNF167||Ring finger pro
-0.64140391 26002 NM_015529 Hs.6909 Monooxygenase, DBH-like 1 ||MOXD1||MONOOXYGE
-1.42607387 26003 NM_015530 Hs.431317 Golgi reassembly stacking prote||GRASP55||GORASP2||G
-0.91512599 26005 NM_015531 Hs.369003 DKFZP586P0123 protein ||DKFZP586P0123||DKFZ
-1.61767933 26009 NM_015534 Hs.480506 Zinc finger, ZZ domain containin||ZZZ3||zinc finger, ZZ dom
-1.07023517 26010 NM_015535 Hs.120323 DNA polymerase-transactivated ||DNAPTP6||DNA polymer
-0.69614833 26011 XM_166254 Hs.213087 Odz, odd Oz/ten-m homolog 4 ( ||ODZ4||odz, odd Oz/ten-m
-0.97899448 26012 NM_015537 Hs.455336 Nasal embryonic LHRH factor ||NELF||nasal embryonic L
-0.5866595 26013 NM_015478 Hs.300863 L(3)mbt-like (Drosophila) ||L3MBTL1||L3MBTL||L3M
0.06114942 26015 NM_015540 Hs.371045 RNA polymerase II associated p||RPAP1||RNA polymeras
-0.36768183 26017 NM_014077 Hs.4766 Family with sequence similarity ||FAM32A||family with seq
-0.28556521 26019 NM_015542 Hs.370689 UPF2 regulator of nonsense tran||UPF2||RENT2||UPF2, YE
-0.50454287 26024 NM_015545 Hs.367675 Pentatricopeptide repeat domain||PTCD1||Pentatricopeptid
-0.69614833 26030 XM_085127
-0.54103915 26031 NM_015550 Hs.520259 Oxysterol binding protein-like 3 ||KIAA0704||ORP3||OSBP
0.18888639 26032 XM_171054 Hs.196647 KIAA0527 protein ||KIAA0527||KIAA0527 pro
0.39873998 26033 NM_207303 Hs.501127 Attractin-like 1 ||ATRNL1||Attractin-like 1|
-0.01184313 26034 NM_015553 Hs.146100 Phosphoinositide-binding protein||PIP3-E||phosphoinositide
-0.52279101 26035 XM_290631
-0.3494337 26036 NM_015555 Hs.485628 KIAA1702 protein ||||ZNF451||KIAA1702 prot
-0.2308208 26037 NM_015556 Hs.208846 Signal-induced proliferation-asso||||SIPA1L1||Signal-induce
0.02465314 26038 NM_015557 Hs.522898 Chromodomain helicase DNA b ||CHD5||chromodomain he
-0.56841136 26039 NM_015558 Hs.154429 Synovial sarcoma translocation ||CREST||SS18L1||KIAA0
-0.60490764 26040 NM_015559 Hs.435458 SET binding protein 1 ||||SETBP1||SET binding p
-0.51366694 26043 XM_087353 Hs.518524 KIAA0794 protein ||KIAA0794||KIAA0794 pro
0.01552907 26046 NM_015565 Hs.288773 Zinc finger protein 294 ||ZNF294||Zinc finger prot
-0.26731707 26048 XM_085507
0.56297323 26049 XM_032571 Hs.91662 KIAA0888 protein ||KIAA0888||KIAA0888 pro
-0.2308208 26050 NM_015567 Hs.58009 SLIT and NTRK-like family, mem||SLITRK5||SLIT and NTR
0.07939756 26052 NM_015569 Hs.494751 Dynamin 3 ||DNM3||Dynamin 3||



-0.21257266 26054 NM_015571 Hs.485784 SUMO1/sentrin specific proteas ||SUSP1||SENP6||SSP1||S
-0.14870417 26056 NM_015470 Hs.24557 RAB11 family interacting protein||KIAA0857||RIP11||RAB1
-0.1122079 26057 NM_032217 Hs.518804 Ankyrin repeat domain 17 ||ANKRD17||Ankyrin repea
-0.3768059 26058 NM_015575 Hs.435841 Trinucleotide repeat containing ||TNRC15||Trinucleotide re
-0.1122079 26061 NM_012260 Hs.63290 2-hydroxyphytanoyl-CoA lyase ||2-@HPCL||HPCL2||2-hyd
0.3348715 26064 NM_015577 Hs.431400 Retinoic acid induced 14 ||NORPEG||RAI14||KIAA1
0.82757124 26065 NM_015578 Hs.407368 Family with sequence similarity ||FAM61A||C19orf13||fami
0.58122137 26071 NM_015582
0.31662336 26073 NM_015584 Hs.241543 Polymerase (DNA-directed), del ||POLDIP2||polymerase (D
-0.17607638 25947 XM_291159
-0.19432452 23615 NM_021093 Hs.157195 Peptide YY, 2 (seminalplasmin) ||PYY2||peptide YY, 2 (sem
0.2162586 51065 NM_015920 Hs.108957 Ribosomal protein S27-like ||RPS27L||ribosomal prote

-0.85125751 26074 NM_015585 Hs.176013 Chromosome 20 open reading f ||C20orf26||Chromosome 
-1.43519794 26080 XM_375042 Hs.448583 DKFZP434B061 protein ||DKFZP434B061||DKFZP
-1.09760738 26082 XM_375171
-0.86038158 26083 NM_015594 Hs.241421 DKFZP434O047 protein ||DKFZP434O047||DKFZP
-1.58118305 26085 NM_015596 Hs.165296 Kallikrein 13 ||KLK13||Kallikrein 13||KLK
-1.7727885 26086 NM_015597 Hs.239370 G-protein signalling modulator 1||GPSM1||G-protein signa
-1.15235179 26088 NM_00100156 Hs.499158 Golgi associated, gamma adapt ||GGA1||ADP-RIBOSYLAT
-0.65052798 26090 NM_015600 Hs.441550 Chromosome 20 open reading f ||C20orf22||Chromosome 
-1.15235179 26092 NM_015602 Hs.496459 Lamina-associated polypeptide ||LAP1B||lamina-associate
-1.08848331 26093 NM_015603 Hs.227782 Coiled-coil domain containing 9 ||CCDC9||Coiled-coil dom
-1.18884807 26094 NM_015604 Hs.331491 WD repeat domain 21A ||WDR21||WDR21A||WD 
-1.40782573 26095 NM_015605 Hs.499552 Protein tyrosine phosphatase, n ||PTPN20||DKFZP566K05
-1.39870166 26097 NM_015607 Hs.371788 DKFZP547E1010 protein ||DKFZP547E1010||C1orf
-1.0611111 26098 NM_015608 Hs.468688 Chromosome 10 open reading f ||C10orf137||Chromosome
-1.39870166 26099 NM_015609 Hs.252967 Putative MAPK activating protein||DKFZp566C0424||putativ
-1.36220539 26100 NM_015610 Hs.122363 WIPI49-like protein 2 ||WIPI-2||WIPI2||WIPI49-l
-1.48994236 26103 NM_015613 Hs.226000 Leucine rich repeat containing 2 ||LRRC21||Leucine rich re
-0.52279101 26106 XM_376189 Hs.516864 DKFZP586K1520 protein ||DKFZP586K1520||DKFZ
-0.62315577 26108 NM_015617 Hs.256587 Pygopus homolog 1 (Drosophila||PYGO1||pygopus homolo
-0.76001681 26112 NM_015621 Hs.132994 DKFZP434C171 protein ||DKFZP434C171||DKFZP
-1.70892002 26115 XM_371074 Hs.410889 Putative ankyrin-repeat containin||DKFZP564D166||Putativ
-1.33483318 26117 XM_212241 Hs.189296 Hypothetical LOC441452 ||||DKFZp434M131||hypoth
-1.05198703 26118 NM_134264 Hs.446017 WD repeat and SOCS box-cont ||WSB1||WD repeat and S
0.68158613 26122 NM_015630 Hs.23270 Enhancer of polycomb homolog ||EPC2||enhancer of polyc
0.29837522 26123 NM_015631 Hs.438991 Chromosome 10 open reading f ||C10orf61||Chromosome 
-0.3494337 26127 NM_015633 Hs.406184 FGFR1 oncogene partner 2 ||FGFR1OP2||FGFR1 onc
-0.64140391 26128 NM_015634 Hs.279580 KIAA1279 ||KIAA1279||KIAA1279 GE
-0.93337413 26130 XM_044196
-0.73264461 26133 NM_015638 Hs.168073 Transient receptor potential cati ####################
-0.42242625 26135 NM_015640 Hs.530412 PAI-1 mRNA-binding protein ||PAI-RBP1||PAIRBP1||PA
-0.61403171 26136 NM_015641 Hs.533391 Testis derived transcript (3 LIM ||TES||TESTIN||TESTIS-D
-1.16147586 26137 NM_015642 Hs.477166 Zinc finger and BTB domain con||DPZF||ZNF288||ZBTB20
2.01370025 26140 NM_015644 Hs.517782 Tubulin tyrosine ligase-like famil ||TTLL3||Tubulin tyrosine l
0.02465314 26145 NM_015649 Hs.515477 Interferon regulatory factor 2 bin||IRF2BP1||Interferon regu
-0.26731707 26146 NM_015650 Hs.43086 TNF receptor-associated factor ||TRAF3IP1||MIPT3||MICR
-0.40417811 26147 XM_045308
-0.41330218 26148 NM_015652 Hs.427927 Chromosome 10 open reading f ||C10orf12||Chromosome 
-0.81476123 26149 NM_033160 Hs.522147 Zinc finger protein 658 ||ZNF658||Zinc finger prot
0.42611219 26150 NM_015653 Hs.475110 RIB43A domain with coiled-coils||RIBC2||RIB43A domain w



0.07027349 26151 NM_015654 Hs.144058 Embryo brain specific protein ||NAT9||EBSP||N-acetyltra
-1.13410365 26152 NM_015655 Hs.213735 Zinc finger protein 337 ||ZNF337||Zinc finger prot
-1.27096469 26155 NM_015658 Hs.335293 DKFZP564C186 protein ||DKFZP564C186||DKFZP
-1.49906643 26156 NM_015659 Hs.528354 Ribosomal L1 domain containing||CSIG||RSL1D1||ribosom
-0.63227984 26157 NM_015660 Hs.255008 GTPase, IMAP family member 2||GIMAP2||IMMUNITY-AS
-0.81476123 26160 NM_015662 Hs.127401 Selective LIM binding factor, rat ||IFT172||KIAA1179||SLB|
-0.50454287 26164 NM_015666 Hs.340636 GTP binding protein 5 (putative) ||GTPBP5||GTP binding p
-0.03921534 26165 NM_015667 Hs.123004 Chromosome 9 open reading fra||C9orf36||Chromosome 9
-0.36768183 26166 NM_015668
-0.50454287 26168 NM_015670 Hs.513926 SUMO1/sentrin/SMT3 specific p||SENP3||SUMO1/sentrin/
0.07027349 26172 XM_046264 Hs.112822 DKFZP434B172 protein ||DKFZP434B172||DKFZP
-0.41330218 26173 XM_291222 Hs.532188 DKFZP586J0619 protein ||DKFZP586J0619||DKFZ
-0.9424982 26175 XM_058628 Hs.275352 Chromosome 14 open reading f ||C14orf109||Chromosome
-1.02461482 26184 XM_370931
-0.78738902 26205 NM_012384 Hs.473286 Glucocorticoid modulatory elem ||GMEB2||KIAA1269||GLU
-0.17607638 26206 NM_012436 Hs.256747 Sperm associated antigen 8 ||SMP1||SPAG8||SPERM-
0.07939756 26207 NM_012417 Hs.549130 Phosphatidylinositol transfer pro||RDGBB||PITPNC1||Phos
0.73633055 26212 NM_012367 Hs.532145 Olfactory receptor, family 2, sub ||OR2B6||olfactory recepto
-0.19432452 26219 XM_294533
-0.03009127 26229 NM_012200 Hs.502759 Beta-1,3-glucuronyltransferase 3||B3GAT3||GLCATI||beta-
-0.1122079 26230 AF120323
-0.53191508 26236 NM_014354 Hs.225962 Chromosome 6 open reading fra||C6orf54||Chromosome 6
-0.19432452 26238 NM_014356 Hs.520583 Chromosome 6 open reading fra||C6orf123||Chromosome 
-0.2308208 26240 NM_012135 Hs.140944 Family with sequence similarity ||FAM50B||family with seq
-0.21257266 26246 XM_372823
0.03377721 26248 NM_205859 Hs.381312 Olfactory receptor, family 2, sub ||OR2K2||olfactory recepto
0.31662336 26249 NM_017415 Hs.434434 Kelch-like 3 (Drosophila) ||KLHL3||kelch-like 3 (Dro
-0.0209672 26253 NM_014358 Hs.236516 C-type lectin domain family 4, m||CLECSF9||CLEC4E||C-ty
-0.36768183 26254 NM_014359 Hs.467538 Opticin ||OPTC||Opticin||
0.11589384 26258 NM_012388 Hs.7037 Pallidin homolog (mouse) ||||PLDN||Pallidin homolog
-0.21257266 26266 NM_012450 Hs.490241 Solute carrier family 13 (sodium ||SUT1||SLC13A4||SULFA
-0.3494337 26276 NM_018668 Hs.459366 Vacuolar protein sorting 33B (ye||VPS33B||vacuolar protei
-0.0209672 26285 NM_012131 Hs.258589 Claudin 17 ||CLDN17||Claudin 17||
0.07027349 26287 NM_020349 Hs.73708 Ankyrin repeat domain 2 (stretch||ANKRD2||Ankyrin repeat
0.48998068 26290 NM_017417 Hs.511985 UDP-N-acetyl-alpha-D-galactosa||GalNAcT8||GALNT8||Ga
0.44436033 26301 NM_021996 Hs.495419 Globoside alpha-1,3-N-acetylga ||GBGT1||FS||FORSSMAN
0.46260847 26330 NM_014364 Hs.248017 Glyceraldehyde-3-phosphate de||GAPDHS||GAPD2||GAPD
1.07392111 26338 XM_372387
0.08852163 26339 XM_372997
0.18888639 26354 NM_014366 Hs.313544 Guanine nucleotide binding prot ||E2IG3||GNL3||NS||NUCL
0.00640501 26355 NM_014367 Hs.5243 Growth and transformation-depe||E2IG5||E2-INDUCED GE
-0.53191508 26471 NM_012385 Hs.513463 P8 protein (candidate of metasta||P8||P8 protein (candidate
-0.4680466 26496 XM_291986
-0.75089274 26502 NM_012336 Hs.256526 Nuclear prelamin A recognition f||NARF||nuclear prelamin 
-0.19432452 26509 NM_013451 Hs.500572 Fer-1-like 3, myoferlin (C. elega ||FER1L3||FER-1, C. ELE
-0.45892253 26515 NM_012192 Hs.54943 Fracture callus 1 homolog (rat) ||TIM10B||TIMM10B||FXC
-0.57753543 26517 NM_012458 Hs.75056 Translocase of inner mitochond ||TIM13||TIMM13||Translo
-0.83300937 26519 NM_012456 Hs.235750 Translocase of inner mitochond ||TIMM10||TIM10A||Trans
-1.25271655 26520 NM_012460 Hs.440525 Translocase of inner mitochond ||TIM9||TIMM9||Transloca
-0.76914088 26521 NM_012459 Hs.279915 Translocase of inner mitochond ||TIM8B||DDP2||TIMM8B||
-0.3494337 26523 NM_012199 Hs.22867 Eukaryotic translation initiation f ||GERP95||AGO1||EIF2C1



-0.84213344 26526 NM_012466 Hs.553523 Tetraspanin 16 ||TM4SF16||TSPAN16||Te
-1.22534435 26528 NM_018959 Hs.222510 DAZ associated protein 1 ||DAZAP1||DAZ-ASSOCIA
-0.98811855 26577 NM_013363 Hs.8944 Procollagen C-endopeptidase e ||PCOLCE2||procollagen C
-1.03373889 26579 NM_138768 Hs.523848 Myeloma overexpressed gene ( ||MYEOV||Myeloma overe
-0.54103915 26581 NM_012149
-0.84213344 26585 NM_013372 Hs.40098 Gremlin 1 homolog, cysteine kn ||GREM1||CKTSF1B1||CY
-1.31658504 26586 NM_018204 Hs.444028 Cytoskeleton associated protein ||CKAP2||Cytoskeleton as
-0.67790019 26589 NM_022163 Hs.534261 Mitochondrial ribosomal protein ||MRPL46||mitochondrial r
-0.8238853 26608 NM_012453 Hs.52515 Transducin (beta)-like 2 ||TBL2||TRANSDUCIN-BE
-1.0611111 26610 NM_019040 Hs.175534 Elongation protein 4 homolog (S||PAX6NEB||ELP4||PAX6 
-0.84213344 26740 XM_373313
-1.26184062 26747 NM_012345 Hs.525006 Nuclear fragile X mental retarda ||NUFIP1||NUCLEAR FMR
-1.31658504 26748 NM_001477 Hs.278606 G antigen 7B ||||GAGE5||G antigen 7B||
-1.179724 26749 NM_012196 Hs.460641 G antigen 7 ||||GAGE2||G antigen 7||

-0.76001681 26751 NM_015677 Hs.515951 SH3 domain containing, Ysc84- ||SH3YL1||SH3 domain co
-0.59578357 26872 NM_012449 Hs.61635 Six transmembrane epithelial an||STEAP1||STEAP||SIX-TR
-1.35308132 26873 NM_017570 Hs.305882 5-oxoprolinase (ATP-hydrolysing||OPLAH||5-oxoprolinase (
-1.20709621 26958 NM_012133 Hs.532231 Coatomer protein complex, subu||COPG2||COAT PROTEI
-0.96074634 26959 NM_012257 Hs.162032 HMG-box transcription factor 1 ||HBP1||HMG-box transcr
0.37136778 26973 NM_012124 Hs.22857 Cysteine and histidine-rich doma||CHORDC1||CHP1||CHO
-0.79651309 26974 NM_152354 Hs.515454 Zinc finger protein 285 ||ZNF285||Zinc finger prot
-1.32570911 26984 NM_012430 Hs.477361 SEC22 vesicle trafficking protein||SEC22L2||SEC22 vesicle
-0.71439647 26985 NM_012095 Hs.500104 Adaptor-related protein complex||AP3M1||Adaptor-related 
-0.87862971 26986 NM_002568 Hs.387804 Poly(A) binding protein, cytoplas||PABPC1||PABP1||PAB1|
-0.76914088 26994 NM_014372 Hs.309641 Ring finger protein 11 ||RNF11||Ring finger prote
-0.45892253 26995 NM_015679 Hs.98541 TruB pseudouridine (psi) syntha||TRUB2||TruB pseudourid
-1.13410365 26998 NM_014375 Hs.81073 Fetuin B ||FETUB||fetuin B||
-0.98811855 27000 XM_168590 Hs.489515 Zuotin related factor 1 ||ZRF1||MPHOSPH11||MP
-1.07023517 27004 NM_020552 Hs.510368 T-cell leukemia/lymphoma 6 ||||TCL6||T-cell leukemia/ly
-0.34030963 27006 NM_020637 Hs.248087 Fibroblast growth factor 22 ||FGF22||Fibroblast growth
-1.17059993 27031 NM_153240 Hs.511991 Nephronophthisis 3 (adolescent ||NPHP3||NEPHROCYST
-0.69614833 27035 NM_007052 Hs.132370 NADPH oxidase 1 ||MOX1||NOX1||NOH1L||N
-0.93337413 27036 NM_014385 Hs.274470 Sialic acid binding Ig-like lectin 7||AIRM1||SIGLEC7||p75||S
-0.76001681 27037 NM_022727 Hs.552590 HpaII tiny fragments locus 9C ||HTF9C||HpaII tiny fragm
-0.72352054 27042 NM_014388 Hs.194754 Hypothetical protein MGC29875||MGC29875||hypothetical
-0.75089274 27044 NM_014390 Hs.122523 Staphylococcal nuclease domai ||SND1||EBNA2 COACTIV
-0.10308383 27065 NM_014392 Hs.518595 DNA segment on chromosome 4||D4S234E||D4S234E GE
-0.80563716 27067 NM_014393 Hs.350756 Staufen, RNA binding protein, h ||STAU2||STAUFEN, DRO
-0.99724262 27069 NM_014394 Hs.352656 Growth hormone inducible trans||GHITM||Growth hormone
-0.21257266 27071 NM_014395 Hs.436271 Dual adaptor of phosphotyrosine||BAM32||DAPP1||B-CELL
-0.74176868 27072 NM_014396 Hs.148721 Vacuolar protein sorting 41 (yea ||VPS41||Vacuolar protein
-0.63227984 27074 NM_014398 Hs.518448 Lysosomal-associated membran||DCLAMP||LAMP3||Lysos
-0.80563716 27075 NM_014399 Hs.364544 Tetraspanin 13 ||TM4SF13||TSPAN13||Te
-0.13045603 27076 NM_014400 Hs.377028 GPI-anchored metastasis-assoc||C4.4A||GPI-anchored me
0.0976457 27077 NM_015681 Hs.462445 B9 protein ||EPPB9||B9 protein||

-0.19432452 27079 NM_152260 Hs.173311 RNA pseudouridylate synthase d||C15orf19||RPUSD2||RNA
-0.4680466 27087 NM_018644 Hs.381050 Beta-1,3-glucuronyltransferase ||B3GAT1||GLCATP||beta
-0.92425006 27089 NM_014402 Hs.146602 Low molecular mass ubiquinone||QP-C||low molecular ma
-1.07935924 27090 NM_014403 Hs.3972 ST6 (alpha-N-acetyl-neuraminyl ||SIAT3C||SIAT7D||ST6GA
-0.3494337 27091 NM_014404 Hs.278907 Calcium channel, voltage-depen||CACNG5||CALCIUM CH
-0.32206149 27092 NM_014405 Hs.514423 Calcium channel, voltage-depen||CACNG4||CALCIUM CH



-0.20344859 27094 NM_014407 Hs.85701 Potassium large conductance ca||KCNMB3||potassium larg
-0.27644114 27095 NM_014408 Hs.523131 Trafficking protein particle comp||TRAPPC3||Trafficking pr
-0.24906893 27098 NM_014410 Hs.274959 Clusterin-like 1 (retinal) ||CLUL1||Clusterin-like 1 (
0.23450674 27099 NM_014411 Hs.534410 Nasopharyngeal carcinoma ass ||NAG8||Nasopharyngeal c
0.06114942 27101 NM_014412 Hs.508524 Calcyclin binding protein ||CACYBP||SIP||SIAH1-IN
0.36224371 27106 NM_015683 Hs.515249 Arrestin domain containing 2 ||ARRDC2||Arrestin doma
-0.04833941 27107 NM_014415 Hs.301956 Zinc finger and BTB domain con||ZBTB11||zinc finger and 
-0.95162227 27109 NM_015684 Hs.438489 ATP synthase, H+ transporting, ||ATP5S||ATP synthase, H
-0.56841136 27111 NM_015685 Hs.516836 Syndecan binding protein (synte||SDCBP2||Syndecan bind
0.02465314 27112 NM_015686 Hs.87619 Transmembrane protein 28 ||TMEM28||Transmembra
-0.40417811 27120 NM_014419 Hs.515855 Dickkopf-like 1 (soggy) ||SGY1||DKKL1||SOGGY 
-0.04833941 27121 NM_014420 Hs.159311 Dickkopf homolog 4 (Xenopus la||DKK4||dickkopf homolog
-0.05746348 27122 NM_013253 Hs.292156 Dickkopf homolog 3 (Xenopus la||||DKK3||Dickkopf homolo
0.3348715 27123 NM_014421 Hs.211869 Dickkopf homolog 2 (Xenopus la||DKK2||DICKKOPF, XEN

-0.01184313 27127 NM_148674 Hs.334176 SMC1 structural maintenance of||SMC1-BETA||SMC1L2||S
-0.21257266 27130 NM_014425 Hs.553529 Inversin ||INVS||Inversin||INVERSI
-0.17607638 27134 NM_014428 Hs.25527 Tight junction protein 3 (zona oc||TJP3||Tight junction prot
0.34399557 27136 NM_014429 Hs.278908 Microrchidia homolog (mouse) ||MORC||Microrchidia hom
-0.04833941 27145 NM_015687 Hs.526972 Filamin A interacting protein 1 ||KIAA1275||FILIP1||FILAM
-0.77826495 27146 XM_039169 Hs.18861 KIAA1276 protein ||KIAA1276||KIAA1276 pro
-0.8238853 27147 XM_371960
-0.79651309 27151 NM_015692 Hs.529075 C3 and PZP-like, alpha-2-macro||KIAA1283||CPAMD8||C3
-0.68702426 27152 NM_015693 Hs.391481 PDZ domain containing 6 ||PDZK6||PDZ domain con
0.07939756 27153 NM_015694 Hs.38512 KIAA1285 protein ||KIAA1285||KIAA1285 pro
-0.52279101 27154 XM_166450
-0.7052724 27158 NM_014434 Hs.512564 NADPH dependent diflavin oxido||NDOR1||NR1||NADPH-D
-1.05198703 27161 NM_012154 Hs.449415 Eukaryotic translation initiation f ||||EIF2C2||Eukaryotic tran
-1.36220539 27163 NM_014435 Hs.437365 N-acylsphingosine amidohydrola||ASAHL||ASAH-LIKE PRO
-1.38957759 27165 NM_013267 Hs.212606 Glutaminase 2 (liver, mitochond ||||GLS2||Glutaminase 2 (l
-1.35308132 27166 NM_013237 Hs.279529 Px19-like protein ||PX19||Px19-like protein||
-1.32570911 27173 NM_014437 Hs.7854 Solute carrier family 39 (zinc tra ||ZIRTL||SLC39A1||ZINC/I
-0.8238853 27180 NM_014441 Hs.245828 Sialic acid binding Ig-like lectin 9||SIGLEC9||SIALIC ACID-
-0.44979846 27181 NM_014442 Hs.447899 Sialic acid binding Ig-like lectin 8||SIGLEC8L||SIGLEC8||SI
0.22538267 27183 NM_013245 Hs.128420 Vacuolar protein sorting 4A (yea||VPS4A||vacuolar protein
-0.91512599 27230 NM_014445 Hs.518326 Stress-associated endoplasmic ||SERP1||Stress-associate
-0.63227984 27231 NM_170678 Hs.135458 Integrin beta 1 binding protein 3 ||ITGB1BP3||NRK2||MUSC
-1.16147586 27233 NM_006588 Hs.312644 Sulfotransferase family, cytosoli ||SULT1C2||SULFOTRAN
-1.01549075 27235 NM_015697 Hs.144304 Para-hydroxybenzoate-polypren ||CL640||COQ2||Para-hyd
-1.2983369 27236 NM_014447 Hs.416089 ADP-ribosylation factor interacti ||ARFIP1||ADP-ribosylatio
-0.76001681 27238 NM_015698 Hs.503666 G patch domain and KOW motif||GPKOW||G patch domai
-0.53191508 27240 NM_014450 Hs.88012 Signaling threshold regulating tr ||SIT||SIT1||SHP2-INTERA
0.13414198 27241 NM_014451 Hs.372360 Parathyroid hormone-responsive||PTHB1||B1||PTH-RESPO
0.55384916 27243 NM_014453 Hs.12107 Chromatin modifying protein 2A ||BC-2||CHMP2A||chroma
-0.35855777 27245 XM_372774 Hs.469280 Hypothetical protein DJ159A19. ||DJ159A19.3||hypothetica
-0.56841136 27246 NM_014455 Hs.523550 Zinc finger protein 364 ||ZNF364||Zinc finger prot
-0.73264461 27247 NM_015700 Hs.430439 HIRA interacting protein 5 ||HIRIP5||HIRA-INTERAC
-0.97899448 27248 NM_015701 Hs.438336 Chromosome 2 open reading fra||C2orf30||Chromosome 2
-1.56293491 27249 NM_015702 Hs.5324 Chromosome 2 open reading fra||C2orf25||Chromosome 2
0.13414198 27254 NM_014460 Hs.310893 RNA-binding protein pippin ||PIPPIN||RNA-binding pro
0.02465314 27257 NM_014462 Hs.425311 LSM1 homolog, U6 small nuclea||CASM||LSM1||LSM1 PRO
-0.48629474 27258 NM_014463 Hs.111632 LSM3 homolog, U6 small nuclea||||LSM3||LSM3 homolog, 



0.43523626 27283 NM_014464 Hs.127011 Tubulointerstitial nephritis antige||TIN2||TINAG||TINAG TIN
-0.22169673 27285 NM_014466 Hs.127111 Tektin 2 (testicular) ||TEKTIN-T||TEKT2||TEKT
-0.40417811 27286 NM_014467 Hs.306339 Sushi-repeat-containing protein, ||SRPX2||sushi-repeat-con
-0.00271906 27288 NM_014469 Hs.121605 Testes-specific heterogenous nu||HNRNPG-T||HNRPGT||H
0.04290128 27290 NM_014471 Hs.546367 Serine protease inhibitor, Kazal ||SPINK4||serine protease
-0.92425006 27291 NM_014472 Hs.419800 Chromosome 10 open reading f ||C10orf28||Chromosome 
-1.0611111 27292 NM_014473 Hs.533222 Dimethyladenosine transferase ||HSA9761||Dimethyladen
-0.85125751 27293 NM_014474 Hs.123659 Sphingomyelin phosphodiestera||SMPDL3B||sphingomyel
-0.92425006 27294 NM_014475 Hs.405755 Dihydrodiol dehydrogenase (dim||DHDH||HUM2DD||DIMER
-0.21257266 27295 NM_014476 Hs.85862 PDZ and LIM domain 3 ||ALP||PDLIM3||ACTININ-
-0.51366694 27296 NM_014477 Hs.401982 Chromosome 20 open reading f ||C20orf10||Chromosome 
-0.27644114 27297 NM_014478 Hs.300684 Calcitonin gene-related peptide- ||RCP9||CGRPRCP||CGR
-0.42242625 27300 NM_014480 Hs.438994 Zinc finger protein 544 ||ZNF544||Zinc finger prot
0.26187895 27301 NM_014481 Hs.154149 APEX nuclease (apurinic/apyrim||APEX2||APEX nuclease 
-0.1122079 27302 NM_014482 Hs.158317 Bone morphogenetic protein 10 ||BMP10||Bone morphoge
-0.7052724 27304 NM_014484 Hs.159410 Molybdenum cofactor synthesis ||MOCS3||Molybdenum co
-1.38045352 27309 NM_014487 Hs.120766 Zinc finger protein 330 ||ZNF330||Zinc finger prot
-1.19797214 27316 NM_002139 Hs.380118 RNA binding motif protein, X-link||RBMXP1||RBMX||RBMX
-0.9424982 27319 NM_152414 Hs.388788 Basic helix-loop-helix domain co||BHLHB5||basic helix-loop
-0.81476123 27324 XM_049037 Hs.460789 Trinucleotide repeat containing 9||TNRC9||Trinucleotide re
-0.31293742 27327 NM_020847 Hs.407740 Trinucleotide repeat containing 6||TNRC6A||trinucleotide re
-0.21257266 27332 NM_014497 Hs.434401 Zinc finger protein 638 ||ZNF638||Zinc finger prot
-1.02461482 27333 NM_014498 Hs.143600 Golgi phosphoprotein 4 ||GOLPH4||GPP130||Golg
-0.80563716 27335 NM_013234 Hs.314359 Eukaryotic translation initiation f ||EIF3S12||Eukaryotic tran
-1.45344608 27339 NM_014502 Hs.502705 PRP19/PSO4 pre-mRNA proces||NMP200||PRP19||PRPF
-1.28008876 27341 NM_015703 Hs.553531 CGI-96 protein ||CGI-96||CGI-96 protein||
-1.48081829 27345 NM_014505 Hs.525529 Potassium large conductance ca||KCNMB4||potassium larg
-1.05198703 27346 NM_014573 Hs.199695 Hypothetical protein MAC30 ||MAC30||hypothetical pro
-0.75089274 27348 NM_014506 Hs.252682 Torsin family 1, member B (tors ||DQ1||TOR1B||TORSIN 1
-0.1395801 27349 NM_173467 Hs.349111 Malonyl-CoA:acyl carrier protein ||MT||malonyl-CoA:acyl ca
-1.179724 27351 XM_039495 Hs.335274 DNA segment, Chr 15, Wayne S||D15Wsu75e||DNA segm

-0.65052798 27352 NM_015705 Hs.474914 RUN and TBC1 domain contain ||RUTBC3||RUN and TBC
-0.53191508 27430 NM_013283 Hs.54642 Methionine adenosyltransferase ||MAT2B||methionine aden
-0.56841136 27433 NM_130459 Hs.444106 Torsin family 2, member A ||TOR2A||SALUSIN-ALPH
-0.9424982 27434 NM_013284 Hs.520792 Polymerase (DNA directed), mu ||POLM||POLYMERASE, 
-0.96987041 27436 NM_019063 Hs.432438 Echinoderm microtubule associa||ROPP120||EML4||ECHIN
1.3750154 27439 NM_031890 Hs.209577 Cat eye syndrome chromosome||CECR6||Cat eye syndrom

-0.91512599 27440 NM_017829 Hs.26890 Cat eye syndrome chromosome||CECR5||Cat eye syndrom
0.17063825 27443 XM_372884
-0.26731707 26952 NM_012390 Hs.511990 Submaxillary gland androgen re ||||PROL5||Submaxillary gl
-0.76001681 51066 NM_015931 Hs.113019 Fls485 ||LOC51066||Fls485||
0.03377721 51067 NM_015936 Hs.505231 CGI-04 protein ||CGI-04||CGI-04 protein||
-1.04286296 51068 NM_015938 Hs.492805 NMD3 homolog (S. cerevisiae) ||CGI-07||NMD3 homolog 
-0.74176868 51069 NM_015950 Hs.55041 Mitochondrial ribosomal protein ||MRPL2||mitochondrial rib
-0.77826495 51070 NM_015953 Hs.7236 Nitric oxide synthase interacting ||NOSIP||Nitric oxide synth
-0.93337413 51071 NM_015954 Hs.39429 2-deoxyribose-5-phosphate aldo||DERA||2-deoxyribose-5-
-0.59578357 26239 NM_014357 Hs.234766 Late cornified envelope 2B ||LCE2B||late cornified env
-0.29468928 27344 NM_013271 Hs.522640 Proprotein convertase subtilisin/ ||PCSK1N||PROSAAS||Pr
-0.7052724 28231 NM_016354 Hs.235782 Solute carrier organic anion tran||SLCO4A1||solute carrier 
-1.15235179 28232 NM_013272 Hs.311187 Solute carrier organic anion tran||SLCO3A1||solute carrier 
-0.92425006 28234 NM_019844 Hs.504966 Solute carrier organic anion tran||SLCO1B3||OATP1B3||OA



0.07939756 28952 NM_014008 Hs.26333 Chromosome X open reading fr ||CXorf37||chromosome X
-0.4954188 28955 NM_014015 Hs.15400 Dexamethasone-induced transc ||DEXI||Dexamethasone-in
-0.3494337 28956 NM_014017 Hs.351629 Mitogen-activated protein-bindin||MAPBPIP||Mitogen-activ
-0.78738902 28957 NM_014018 Hs.521124 Mitochondrial ribosomal protein ||MRPS28||mitochondrial r
-0.99724262 28958 NM_014019
-1.40782573 28959 NM_014020 Hs.521295 LR8 protein ||LR8||LR8 protein||
-1.22534435 28960 NM_014026 Hs.504249 Decapping enzyme, scavenger ||DCPS||Decapping enzym
-0.36768183 28962 NM_014028 Hs.226780 Osteopetrosis associated transm||OSTM1||GL||GREY-LET
-0.44067439 28965 NM_014031 Hs.49765 Solute carrier family 27 (fatty ac ||SLC27A6||FATP6||VLCS
-0.52279101 28966 NM_014035 Hs.483200 Sorting nexing 24 ||SNX24||Sorting nexing 2
0.28925115 28968 NM_014037 Hs.130949 Solute carrier family 6, member ||NTT5||SLC6A16||NEURO
0.0976457 28969 NM_014038 Hs.487635 Basic leucine zipper and W2 do ||BZW2||basic leucine zipp

-0.03921534 28970 NM_014039 Hs.8360 PTD012 protein ||PTD012||PTD012 protein
0.46260847 28971 NM_024684 Hs.503357 PTD015 protein ||PTD015||PTD015 protein
0.48085661 28972 NM_014041 Hs.11125 Signal peptidase complex subun||SPCS1||signal peptidase
-0.41330218 28973 NM_014046 Hs.274417 Mitochondrial ribosomal protein ||MRPS18B||mitochondria
-1.01549075 28974 NM_014047 Hs.231616 HSPC023 protein ||HSPC023||HSPC023 pro
0.28925115 28977 NM_014050 Hs.199579 Mitochondrial ribosomal protein ||MRPL42||mitochondrial r
-0.67790019 28978 NM_014051 Hs.94896 Transmembrane protein 14A ||TMEM14A||transmembra
-0.72352054 28981 NM_014055 Hs.528382 Carnitine deficiency-associated, ||CDV1R||CDV1||CDV1 CD
-0.01184313 28987 NM_014062 Hs.271695 Likely ortholog of mouse nin one||NOB1P||Likely ortholog o
0.14326604 28990 NM_014065 Hs.100878 HT001 protein ||HT001||HT001 protein||
-0.17607638 28991 NM_014066 Hs.2076 COMM domain containing 5 ||COMMD5||HCARG||HYP
-0.36768183 28992 NM_014067 Hs.502814 LRP16 protein ||LRP16||LRP16 protein||
-0.79651309 29035 NM_014117 Hs.221497 PRO0149 protein ||PRO0149||PRO0149 pro
-0.55928729 29057 NM_014138 Hs.6451 Transmembrane protein 29 ||TMEM29||Transmembra
-0.76001681 29058 NM_014145 Hs.472024 Chromosome 20 open reading f ||C20orf30||Chromosome 
0.48998068 29060 NM_014147 Hs.530089 HSPC047 protein ||HSPC047||HSPC047 pro
-1.10673145 29062 NM_014149 Hs.371722 HSPC049 protein ||HSPC049||HSPC049 pro
0.38049185 29063 XM_376310 Hs.278945 Zinc finger, CCHC domain conta||ZCCHC4||zinc finger, CC
0.17063825 29066 NM_014153 Hs.371856 Zinc finger CCCH type domain c||ZC3HDC7||zinc finger CC
-0.00271906 29068 NM_014155 Hs.178499 BTB (POZ) domain containing 1||BTBD15||HSPC063||BTB
-0.66877612 29070 NM_014157 Hs.11614 HSPC065 protein ||HSPC065||HSPC065 pro
-0.66877612 29071 NM_152692 Hs.134856 C1GALT1-specific chaperone 1 ||C1GALT1C1||C1GALT2
-1.39870166 29074 NM_014161 Hs.416998 Mitochondrial ribosomal protein ||MRPL18||mitochondrial r
-0.85125751 29075 NM_014162 Hs.439352 HSPC072 protein ||HSPC072||HSPC072 pro
-1.04286296 29078 NM_014165 Hs.512144 Chromosome 6 open reading fra||C6orf66||Chromosome 6
-0.90600192 29080 NM_014167 Hs.90527 HSPC128 protein ||HSPC128||HSPC128 pro
-1.14322772 29081 NM_014168 Hs.470553 Methyltransferase like 5 ||HSPC133||METTL5||Met
-0.96987041 29082 NM_014169 Hs.279761 Chromatin modifying protein 4A ||CHMP4A||C14orf123||ch
-0.98811855 29083 NM_014170 Hs.127496 HSPC135 protein ||HSPC135||HSPC135 pro
-0.84213344 29086 NM_014173 Hs.190722 HSPC142 protein ||HSPC142||HSPC142 pro
-0.55928729 29087 NM_014174 Hs.13645 Thymocyte protein thy28 ||THY28||Thymocyte prote
-0.92425006 29088 NM_014175 Hs.18349 Mitochondrial ribosomal protein ||MRPL15||mitochondrial r
-0.63227984 29091 NM_014178 Hs.508958 Syntaxin binding protein 6 (amis||STXBP6||SYNTAXIN-BIN
-0.98811855 29093 NM_014180 Hs.483924 Mitochondrial ribosomal protein ||MRPL22||mitochondrial r
-0.04833941 29094 NM_014181 Hs.372208 HSPC159 protein ||HSPC159||HSPC159 pro
-0.76001681 29095 NM_014182 Hs.534450 ORM1-like 2 (S. cerevisiae) ||ORMDL2||ORM1-like 2 (
-0.86038158 29097 NM_014184 Hs.445890 HSPC163 protein ||HSPC163||HSPC163 pro
-1.21622028 29098 NM_014185
-1.13410365 29099 NM_014186 Hs.279836 COMM domain containing 9 ||COMMD9||COMM doma



-1.03373889 29100 NM_014187 Hs.433203 HSPC171 protein ||HSPC171||HSPC171 pro
-0.73264461 29101 NM_014188 Hs.30026 HSPC182 protein ||HSPC182||HSPC182 pro
-1.00636668 29102 NM_013235 Hs.97997 Nuclear RNase III Drosha ||RN3||RNASE3L||RNASE
-1.09760738 29103 NM_013238 Hs.438830 DnaJ (Hsp40) homolog, subfam||DNAJD1||DnaJ (Hsp40) 
-0.69614833 29104 NM_013240 Hs.163846 Chromosome 21 open reading f ||C21orf127||Chromosome
-0.73264461 29105 NM_013242 Hs.532755 Likely ortholog of mouse gene tr||GTL3||gene trap locus 3 
-1.28921283 29113 NM_014070 Hs.272214 Chromosome 6 open reading fra||C6orf15||Chromosome 6
-0.86038158 29114 NM_013259 Hs.169330 Transgelin 3 ||NP22||NP25||TAGLN3||T
-1.13410365 29116 NM_013262 Hs.484738 Myosin regulatory light chain inte||MYLIP||Myosin regulator
-0.86950565 29118 NM_013264 Hs.420263 DEAD (Asp-Glu-Ala-Asp) box po||GRTH||DDX25||DEAD/H
-0.98811855 29122 NM_013270 Hs.120365 Testes-specific protease 50 ||TSP50||Testes-specific p
-0.91512599 29123 NM_013275 Hs.335003 Ankyrin repeat domain 11 ||ANKRD11||Ankyrin repea
-0.59578357 29124 NM_013268 Hs.23671 Lectin, galactoside-binding, solu||GAL13||PP13||LGALS13
-0.55016322 29126 NM_014143 Hs.521989 CD274 antigen ||B7H1||PDL1||PDCD1L1|
-1.33483318 29127 NM_013277 Hs.505469 Rac GTPase activating protein 1||RACGAP1||MGCRACGA
-0.79651309 29765 NM_013353 Hs.250763 Tropomodulin 4 (muscle) ||TMOD4||Tropomodulin 4
-0.03921534 29766 NM_014547 Hs.4998 Tropomodulin 3 (ubiquitous) ||TMOD3||UTMOD||TROP
-0.17607638 29767 NM_014548 Hs.513734 Tropomodulin 2 (neuronal) ||N-TROPOMODULIN||TM
-1.00636668 29774 NM_014549
-0.30381335 29780 NM_013327 Hs.475074 Parvin, beta ||PARVB||Parvin, beta||
-0.64140391 29785 NM_030622 Hs.98370 Cytochrome P450, family 2, sub||CYP2S1||cytochrome P4
-0.32206149 29789 NM_013341 Hs.157351 GTP-binding protein PTD004 ||PTD004||GTP-binding pr
-0.65052798 29796 NM_013387 Hs.284292 Ubiquinol-cytochrome c reducta ||UCRC||HSPC051||ubiqu
-0.44067439 29798 NM_013310 Hs.469971 Chromosome 2 open reading fra||C2orf27||Chromosome 2
-0.5866595 29799 NM_013313 Hs.517436 Yippee-like 1 (Drosophila) ||YPEL1||yippee-like 1 (Dr
-0.34030963 29800 NM_013304 Hs.513672 Zinc finger, DHHC domain conta||ZDHHC1||zinc finger, DH
-0.76914088 29801 NM_013373 Hs.63128 Zinc finger, DHHC domain conta||ZNF378||KIAA1292||ZDH
-1.10673145 29803 NM_013400 Hs.521289 Replication initiator 1 ||||REPIN1||Replication init
-1.12497958 29841 NM_014552 Hs.546382 Transcription factor CP2-like 2 ||TFCP2L2||transcription f
-1.13410365 29842 NM_014553 Hs.156471 Transcription factor CP2-like 1 ||TFCP2L1||transcription f
-1.0611111 29881 NM_013389 Hs.512147 NPC1 (Niemann-Pick disease, t ||NPC1L1||NPC1-LIKE 1||
-0.77826495 29886 NM_013321 Hs.551538 Sorting nexin 8 ||SNX8||Sorting nexin 8||
-1.15235179 29887 NM_013322 Hs.520714 Sorting nexin 10 ||SNX10||Sorting nexin 10
-1.38957759 29888 NM_013403 Hs.190904 Striatin, calmodulin binding prote||STRN4||Striatin, calmodu
-1.39870166 29889 NM_013285 Hs.75528 Guanine nucleotide binding prot ||NGP1||GNL2||GUANINE
-1.14322772 29890 NM_013286 Hs.476291 RNA binding motif protein 15B ||RBM15B||RNA binding m
-1.5355627 29893 NM_013290 Hs.279032 TBP-1 interacting protein ||TBPIP||HUMGT198A||TB
-1.47169422 29894 NM_013291 Hs.493202 Cleavage and polyadenylation s ||CPSF160||CPSF1||CLEA
-1.59943119 29895 NM_013292 Hs.50889 Fast skeletal myosin light chain ||HUMMLC2B||MYLPF||Fa
-1.54468677 29896 NM_013293 Hs.445652 Transformer-2 alpha ||TRA2A||Transformer-2 a
-1.51731456 29901 NM_013299 Hs.23642 SAC3 domain containing 1 ||SAC3D1||SHD1||SAC3 d
-1.73629223 29902 NM_013300 Hs.436618 Protein predicted by clone 2373 ||HSU79274||Protein pred
-1.97351803 29903 NM_013301 Hs.82482 Protein predicted by clone 2388 ||HSU79303||Protein pred
-1.48994236 29906 NM_013305 Hs.465025 ST8 alpha-N-acetyl-neuraminide||SIAT8E||ST8SIA5||SIALY
-2.12862721 29907 NM_013306 Hs.80132 Sorting nexin 15 ||SNX15||Sorting nexin 15
-1.51731456 29911 NM_013312 Hs.30792 Hook homolog 2 (Drosophila) ||HOOK2||HK2||hook hom
-1.45344608 29914 NM_013319 Hs.522933 Transitional epithelia response p||TERE1||Transitional epit
-1.47169422 29916 NM_013323 Hs.15827 Sorting nexin 11 ||SNX11||Sorting nexin 11
-1.15235179 29924 NM_013333 Hs.279953 Epsin 1 ||EPN1||Epsin 1||
-1.5355627 29925 NM_013334 Hs.553534 GDP-mannose pyrophosphoryla||GMPPB||GDP-mannose 
-1.44432201 29926 NM_013335 Hs.27059 GDP-mannose pyrophosphoryla||GMPPA||GDP-mannose 



-1.33483318 29927 NM_013336 Hs.518236 Sec61 alpha 1 subunit (S. cerev||SEC61A1||SEC61 COMP
-1.14322772 29928 NM_013337 Hs.87595 Translocase of inner mitochond ||TIMM22||TIM22||Translo
-1.28921283 29931 NM_013343 Hs.433151 Loss of heterozygosity, 3, chrom||LOH3CR2A||loss of hete
-1.07023517 29934 NM_013346 Hs.260750 Sorting nexin 12 ||SNX12||Sorting nexin 12
-1.59030712 29937 NM_013349 Hs.461787 SCIRP10-related protein ||SCIRP10||SCIRP10-rela
-0.74176868 29940 NM_013352 Hs.486292 Squamous cell carcinoma antige||SART2||squamous cell c
-1.22534435 29942 NM_013357 Hs.373778 Purine-rich element binding prot ||PURG||purine-rich eleme
-0.69614833 29943 NM_013358 Hs.412941 Peptidyl arginine deiminase, typ ||PADI1||PEPTIDYLARGIN
-0.86038158 29944 NM_013364 Hs.552593 Paraneoplastic antigen MA3 ||PNMA3||paraneoplastic a
-0.81476123 29946 NM_013368 Hs.515412 SERTA domain containing 3 ||SERTAD3||SERTA doma
-0.65965205 29947 NM_013369 Hs.517326 DNA (cytosine-5-)-methyltransfe||DNMT3L||DNA (cytosine
-0.92425006 29948 NM_013370 Hs.528383 Pregnancy-induced growth inhib||OKL38||Pregnancy-induc
-1.59943119 29951 NM_013377 Hs.380044 PDZ domain containing RING fin||PDZRN4||PDZ domain c
-1.15235179 29952 NM_013379 Hs.37916 Dipeptidylpeptidase 7 ||DPP7||Dipeptidylpeptidas
-0.64140391 29954 NM_013382 Hs.132989 Protein-O-mannosyltransferase ||POMT2||protein-O-mann
-0.66877612 29956 NM_013384 Hs.285976 LAG1 longevity assurance homo||LASS2||LAG1, S. CEREV
-0.27644114 29957 NM_013386 Hs.132553 Solute carrier family 25 (mitocho||SCAMC1||SLC25A24||SH
-0.9424982 29960 NM_013393 Hs.279877 FtsJ homolog 2 (E. coli) ||FTSJ2||FJH1||FtsJ homo
-0.8238853 29964 NM_013397 Hs.525899 Chromosome 6 open reading fra||C6orf49||Chromosome 6
-1.42607387 29965 NM_013399 Hs.7765 Chromosome 16 open reading f ||C16orf5||Chromosome 1
-0.258193 29966 NM_014574 Hs.401843 Striatin, calmodulin binding prote||STRN3||Striatin, calmodu

-0.24906893 29968 NM_021154 Hs.494261 Phosphoserine aminotransferas ||PSAT1||Phosphoserine a
-1.75454036 29969 NM_199072 Hs.546385 MyoD family inhibitor domain co ||HIC||MDFIC||MyoD famil
-1.28921283 29970 NM_014575 Hs.134665 Schwannomin interacting protein||SCHIP1||Schwannomin i
-1.28921283 29978 NM_013444 Hs.522668 Ubiquilin 2 ||UBQLN2||CHAP1||Ubiqu
-0.96987041 29980 NM_145794 Hs.436341 Downstream neighbor of SON ||DONSON||downstream n
-1.03373889 29985 NM_144564 Hs.515046 Solute carrier family 39 (zinc tra ||SLC39A3||Solute carrier 
0.18888639 29986 NM_014579 Hs.175783 Solute carrier family 39 (zinc tra ||SLC39A2||Solute carrier 
-0.33118556 29989 NM_014581 Hs.449629 Odorant binding protein 2B ||OBP2B||ODORANT-BIN
-0.90600192 29991 NM_014582 Hs.512150 Odorant binding protein 2A ||OBP2A||ODORANT-BIN
-0.98811855 29992 NM_013439 Hs.444407 Paired immunoglobin-like type 2||PILRA||PAIRED IMMUN
-0.7052724 29994 NM_013450 Hs.470369 Bromodomain adjacent to zinc f ||BAZ2B||bromodomain ad
-1.34395725 29995 NM_014583 Hs.475353 LIM and cysteine-rich domains 1||LMCD1||LIM and cystein
-0.258193 30000 NM_013433 Hs.416049 Transportin 2 (importin 3, karyop||KPNB2B||TNPO2||TRN2

-1.23446842 30008 NM_016938 Hs.381870 EGF-containing fibulin-like extra||FBLN4||EFEMP2||FIBUL
-0.76914088 30010 NM_152745 Hs.487564 Neurexophilin 1 ||NXPH1||NPH1||Neurexo
-0.78738902 30012 NM_021025 Hs.249125 T-cell leukemia, homeobox 3 ||TLX3||HOX11L2||RNX||H
-0.79651309 30014 NM_013453 Hs.334464 SPANX family, member A2 ||||SPANXA2||SPANX fam
-0.57753543 30062 NM_013435 Hs.278957 Retina and anterior neural fold h||RAX||RX HOMEOBOX G
-0.86950565 30815 NM_013443 Hs.109672 ST6 (alpha-N-acetyl-neuraminyl ||ST6GALNAC6||SIAT7F||
-0.71439647 30816 NM_014590
-0.81476123 30819 NM_014591 Hs.97044 Kv channel interacting protein 2 ||KCNIP2||KCHIP2||POTA
-1.07935924 30820 NM_014592 Hs.484111 Kv channel interacting protein 1 ||KCNIP1||KCHIP1||POTA
-1.0611111 30827 NM_014593 Hs.180933 CXXC finger 1 (PHD domain) ||CGBP||PCCX1||CXXC1|
-1.05198703 30832 NM_014594 Hs.272328 Zinc finger protein 354C ||ZNF354C||zinc finger pro
-0.39505404 30833 NM_014595 Hs.67201 5', 3'-nucleotidase, cytosolic ||UMPH2||NT5C||DNT1||P
-0.69614833 30834 NM_014596 Hs.57813 Zinc ribbon domain containing, 1||HTEX6||ZNRD1||TCTEX
-0.10308383 30835 NM_021155 Hs.278694 CD209 antigen ||CD209||DCSIGN||CD209
-0.79651309 30836 NM_014597 Hs.85769 Estrogen receptor binding prote ||ERBP||Estrogen recepto
-0.69614833 30844 NM_139265 Hs.143703 EH-domain containing 4 ||EHD4||EH-domain conta
-0.22169673 30845 NM_014600 Hs.368808 EH-domain containing 3 ||EHD3||EH-domain conta



-0.9424982 30846 NM_014601 Hs.325650 EH-domain containing 2 ||EHD2||EH-domain conta
-0.38592997 30848 NM_020994 Hs.87225 Cancer/testis antigen 2 ||LAGE1||CAMEL||CTAG2
-0.30381335 30850 NM_014603 Hs.78358 Paraneoplastic antigen ||HUMPPA||Paraneoplasti
-0.08483569 30851 NM_014604 Hs.12956 Tax1 (human T-cell leukemia vir||TAX1BP3||Tax1 (human
-1.69067188 30968 NM_013442 Hs.3439 Stomatin (EPB72)-like 2 ||SLP2||STOML2||STOMA
-1.04286296 43847 NM_022046 Hs.283925 Kallikrein 14 ||KLK14||Kallikrein 14||
-1.27096469 43849 NM_019598 Hs.411572 Kallikrein 12 ||KLKL5||KLK12||Kallikrein
-1.66329967 49854 NM_020727 Hs.434947 Zinc finger protein 295 ||ZNF295||Zinc finger prot
-1.37132946 49855 NM_020843 Hs.458986 Zinc finger protein 291 ||ZNF291||Zinc finger prot
-1.80928478 49860 NM_016190 Hs.242057 Chromosome 1 open reading fra||C1orf10||Chromosome 1
-1.45344608 50486 NM_015714 Hs.432132 Putative lymphocyte G0/G1 swit ||G0S2||putative lymphocy
-1.13410365 50489 NM_015717 Hs.199731 CD207 antigen, langerin ||CD207||CD207 antigen, 
-2.28373638 50507 NM_016931 Hs.371036 NADPH oxidase 4 ||NOX4||RENOX||RENAL 
-1.82753292 50508 NM_015718 Hs.247776 NADPH oxidase 3 ||GP91-3||NOX3||NADPH 
-1.04286296 50511 NM_153694 Hs.506504 Synaptonemal complex protein ||SYCP3||SCP3||COR1||S
-2.11037907 50512 NM_015720 Hs.145416 Podocalyxin-like 2 ||PODXL2||Podocalyxin-lik
-1.99176617 50515 NM_018413 Hs.546386 Carbohydrate (chondroitin 4) su ||CHST11||Carbohydrate (
-1.52643863 50614 NM_021808 Hs.301062 UDP-N-acetyl-alpha-D-galactosa||GalNAcT9||GALNT9||Ga
-1.60855526 50619 NM_022047 Hs.15476 Differentially expressed in FDCP||DEF6||differentially expre
-1.55381084 50624 NM_022034 Hs.114648 CUB and zona pellucida-like dom||||CUZD1||CUB and zona 
0.43523626 50628 NM_015721 Hs.499620 Gem (nuclear organelle) associa||GEMIN4||GEM-ASSOCIA
-1.56293491 50651 XM_089081 Hs.463036 Deleted in neuroblastoma 5 ||DNB5||Deleted in neurob
-1.60855526 50674 NM_020999 Hs.532682 Neurogenin 3 ||NGN3||NEUROG3||ATO
-1.50819049 50717 NM_015726 Hs.492236 WD repeat domain 42A ||WDR42A||WD repeat do
-0.28556521 50801 NM_016611 Hs.97174 Potassium channel, subfamily K||TRAAK||KCNK4||potassi
0.25275488 50804 NM_016132 Hs.6638 Myelin expression factor 2 ||MYEF2||Myelin expressio
0.22538267 50807 NM_018482 Hs.106015 Development and differentiation ||||DDEF1||Development a
-0.99724262 50809 NM_016287 Hs.142442 HP1-BP74 ||HP1-BP74||HP1BP3||het
-1.83665699 50810 NM_016073 Hs.513954 Hepatoma-derived growth factor||HDGFRP3||Hepatoma-d
-0.57753543 50813 NM_016319 Hs.530823 COP9 constitutive photomorpho||COPS7A||COP9 constitu
-0.44067439 50853 NM_015873 Hs.103665 Villin-like ||VILL||Villin-like||
-1.66329967 50854 NM_016947 Hs.109798 Chromosome 6 open reading fra||C6orf48||G8 PROTEIN||C
-1.38045352 50855 NM_016948 Hs.112933 Par-6 partitioning defective 6 ho ||PAR6||TAX40||PARD6A|
0.39873998 50856 NM_016184 Hs.504657 C-type lectin domain family 4, m||CLEC4A||LLIR||DCIR||CL
0.12501791 50859 NM_016950 Hs.481133 Sparc/osteonectin, cwcv and ka ||SPOCK3||TESTICAN 3 N
0.22538267 50862 NM_016422 Hs.44685 Ring finger protein 141 ||RNF141||Ring finger pro
0.05202535 50865 NM_015987 Hs.294133 Heme binding protein 1 ||HEBP1||HBP||HEME-BIN
1.21078215 50940 NM_016953 Hs.130312 Phosphodiesterase 11A ||PDE11A||PDE11A3||pho
0.14326604 50944 NM_016148 Hs.274255 SH3 and multiple ankyrin repeat||SSTRIP||SHANK1||SOM
1.0191767 50999 NM_016040 Hs.482873 Transmembrane emp24 protein ||TMED5||Transmembrane

-0.34030963 51000 NM_015948 Hs.285847 Solute carrier family 35, membe||SLC35B3||solute carrier 
-1.21622028 51001 NM_015942 Hs.308613 CGI-12 protein ||CGI-12||CGI-12 protein||
-1.14322772 51002 NM_016058 Hs.157401 CGI-121 protein ||CGI-121||PRPK-BINDING
-0.76001681 51003 NM_016060 Hs.43566 Mediator of RNA polymerase II t||MED31||mediator of RNA
-0.51366694 51004 NM_182476 Hs.280822 Coenzyme Q6 homolog (yeast) ||COQ6||coenzyme Q6 ho
-0.89687785 51006 NM_015945 Hs.517080 Solute carrier family 35, membe||SLC35C2||solute carrier 
0.0976457 51008 NM_015947 Hs.500007 Activating signal cointegrator 1 c||ASCC1||Activating signa
1.849467 51009 NM_016041 Hs.286131 Der1-like domain family, membe||DERL2||Der1-like domai

-0.87862971 51010 NM_016042 Hs.549154 Exosome component 3 ||EXOSC3||RRP40||Exoso
0.68158613 51012 NM_016045 Hs.3945 Chromosome 20 open reading f ||C20orf45||Chromosome 
-0.48629474 51013 NM_016046 Hs.14415 Exosome component 1 ||EXOSC1||Exosome com



-1.20709621 51014 NM_181836 Hs.508765 Transmembrane emp24 protein ||TMED7||Transmembrane
-0.75089274 51015 NM_016048 Hs.483296 Isochorismatase domain contain||CGI-111||ISOC1||Isochor
0.59034544 51016 NM_016049 Hs.271614 Chromosome 14 open reading f ||C14orf122||Chromosome
0.54472509 51018 NM_016052 Hs.408101 CGI-115 protein ||CGI-115||CGI-115 protei
-0.55016322 51019 NM_016053 Hs.405692 CGI-116 protein ||CGI-116||CGI-116 protei
0.58122137 51020 NM_016063 Hs.32826 Chromosome 6 open reading fra||C6orf74||Chromosome 6
0.17976232 51021 NM_016065 Hs.180312 Mitochondrial ribosomal protein ||MRPS16||mitochondrial r
1.10129332 51023 NM_016067 Hs.546388 Mitochondrial ribosomal protein ||MRPS18C||mitochondria
-0.88775378 51024 NM_016068 Hs.423968 Tetratricopeptide repeat domain||TTC11||Tetratricopeptide
-0.69614833 51025 NM_016069 Hs.437957 Mitochondria-associated protein||Magmas||Mitochondria-a
-0.13045603 51026 NM_016072 Hs.62275 Golgi transport 1 homolog B (S. ||GOLT1B||CGI-141||golgi
-2.11037907 51027 NM_016074 Hs.13880 CGI-143 protein ||BOLA1||CGI-143||CGI-14
-0.2308208 51028 NM_016075 Hs.109520 Chromosome 13 open reading f ||C13orf9||Chromosome 1
-0.1122079 51029 NM_016076 Hs.498317 CGI-146 protein ||PNAS-4||CGI-146 protein
-0.8238853 51030 NM_016078 Hs.87295 Family with sequence similarity ||FAM18B||family with seq
0.04290128 51031 NM_016080 Hs.279061 Chromosome 17 open reading f ||C17orf25||Chromosome 
0.4534844 51032 NM_015849 Hs.553535 Elastase 2B ||ELA2B||elastase 2B||

-0.27644114 51035 NM_015853 Hs.351296 ORF ||LOC51035||ORF||
0.05202535 51042 NM_015871 Hs.477273 Zinc finger protein 593 ||ZNF593||Zinc finger prot
-0.56841136 51046 NM_015879 Hs.298923 ST8 alpha-N-acetyl-neuraminide||ST8SIA3||SIAT8C||ST8 a
-0.5866595 51050 NM_015886 Hs.98558 Protease inhibitor 15 ||P25TI||PI15||Protease in
-1.11585552 51054 NM_015899 Hs.551541 Pleckstrin homology domain con||||PLEKHA9||Pleckstrin ho
-0.03921534 51057 NM_015910 Hs.414952 Hypothetical protein LOC51057 ||LOC51057||hypothetical 
-0.59578357 51058 NM_015911 Hs.20879 Hypothetical protein LOC51058 ||LOC51058||ZNF691||Hyp
-1.30746097 51059 NM_015912 Hs.13497 Hypothetical protein LOC51059 ||LOC51059||hypothetical 
-0.18520045 51060 NM_015913 Hs.476033 Endoplasmic reticulum thioredox||TLP19||endoplasmic retic
-0.60490764 51061 NM_015914 Hs.313847 Thioredoxin domain containing 1||TXNDC11||Thioredoxin d
-1.09760738 51063 NM_015916 Hs.241545 Family with sequence similarity ||FAM26B||family with seq
0.12501791 29092 NM_014179
-0.0209672 51064 NM_015917 Hs.390667 Glutathione S-transferase kappa||GSTK1||glutathione S-tra
-0.29468928 29109 NM_013241 Hs.95231 Formin homology 2 domain con ||FHOS||FHOD1||FH1/FH2
-0.38592997 51052 NM_015893 Hs.247710 Prolactin releasing hormone ||PRLH||PRH||PROLACTI
-0.99724262 51072 NM_015955 Hs.444969 Chromosome 2 open reading fra||C2orf4||Chromosome 2 o
-1.26184062 51073 NM_015956 Hs.279652 Mitochondrial ribosomal protein ||MRPL4||mitochondrial rib
-1.2983369 51074 NM_015957 Hs.447794 Likely ortholog of mouse monoc ||MMRP19||Likely ortholog
-1.92789768 51075 NM_015959 Hs.279861 Thioredoxin-related transmembr||TMX2||Thioredoxin-relate
-1.32570911 51076 NM_015960 Hs.16606 CutC copper transporter homolo||CUTC||cutC copper trans
-1.18884807 51077 NM_015962 Hs.343173 Chromosome 14 open reading f ||C14orf111||Chromosome
-1.07023517 51078 NM_015963 Hs.435759 THAP domain containing 4 ||THAP4||THAP domain c
-0.87862971 51079 NM_015965 Hs.534453 Cell death-regulatory protein GR||GRIM19||cell death-regu
-0.63227984 51081 NM_015971 Hs.71787 Mitochondrial ribosomal protein ||MRPS7||mitochondrial rib
-0.65965205 51082 NM_015972 Hs.507584 Polymerase (RNA) I polypeptide||||MGC9850||Polymerase 
-0.8238853 51083 NM_015973 Hs.278959 Galanin ||GAL||GALN||Galanin||GL
-1.07935924 51084 NM_015974 Hs.370703 Crystallin, lambda 1 ||CRYL1||Crystallin, lambd
-1.6541756 51087 NM_015982 Hs.380691 Germ cell specific Y-box binding||YBX2||germ cell specific 
-1.48081829 51088 NM_015990
-1.43519794 51090 NM_015993 Hs.200821 Plasma membrane proteolipid (p||PLLP||TM4SF11||PMLP|
-1.59030712 51091 NM_016955 Hs.253305 Soluble liver antigen/liver pancre||SLA/LP||Soluble liver ant
-0.90600192 51092 NM_015996 Hs.410977 SID1 transmembrane family, me||SIDT2||SID1 transmemb
-1.35308132 51093 NM_015997 Hs.512597 CGI-41 protein ||CGI-41||C1orf66||CGI-41
-0.62315577 51096 NM_016001 Hs.463465 WD repeat domain 50 ||CGI-48||WDR50||WD rep



-0.88775378 51097 NM_016002 Hs.498397 CGI-49 protein ||CGI-49||CGI-49 protein||
-0.73264461 51098 NM_016004 Hs.444332 Chromosome 20 open reading f ||C20orf9||Chromosome 2
-1.22534435 51100 NM_016009 Hs.136309 SH3-domain GRB2-like endoph ||BIF1||KIAA0491||SH3GL
-1.25271655 51101 NM_016010 Hs.271876 CGI-62 protein ||CGI-62||CGI-62 protein||
-0.87862971 51103 NM_016013 Hs.106529 NADH dehydrogenase (ubiquino||NDUFAF1||CGI65||CIA30
-1.07023517 51104 NM_016014 Hs.380389 Chromosome 9 open reading fra||C9orf77||Chromosome 9
-1.0611111 51105 NM_016018 Hs.304362 PHD finger protein 20-like 1 ||PHF20L1||PHD finger pr
-1.179724 51107 NM_016022 Hs.108408 Anterior pharynx defective 1 hom||APH-1A||APH1A||anterio

-0.76914088 51108 NM_016025 Hs.279583 DORA reverse strand protein 1 ||DREV1||DORA reverse s
-0.62315577 51109 NM_016026 Hs.226007 DKFZP564M1462 protein ||||RDH11||DKFZP564M14
-1.07935924 51110 NM_016027 Hs.118554 Lactamase, beta 2 ||LACTB2||Lactamase, be
-0.08483569 51111 NM_016028 Hs.503001 Suppressor of variegation 4-20 h||SUV420H1||suppressor o
-0.66877612 51112 NM_016030 Hs.252713 Tetratricopeptide repeat domain||TTC15||Tetratricopeptide
-1.45344608 51114 NM_016032 Hs.193566 Zinc finger, DHHC domain conta||ZDHHC9||zinc finger, DH
-0.86038158 51115 NM_016033 Hs.145386 CGI-90 protein ||CGI-90||CGI-90 protein||
-0.34030963 51116 NM_016034 Hs.382044 Mitochondrial ribosomal protein ||MRPS2||mitochondrial rib
-0.59578357 51117 NM_016035 Hs.549157 Coenzyme Q4 homolog (yeast) ||COQ4||coenzyme Q4 ho
0.17976232 51118 NM_016037 Hs.472038 Comparative gene identification ||CGI-94||Comparative ge
-0.4680466 51121 NM_016093 Hs.546390 Ribosomal protein L26-like 1 ||RPL26L1||ribosomal prot
-0.65052798 51122 NM_016094 Hs.432729 COMM domain containing 2 ||COMMD2||COMM doma
1.67610968 51123 NM_016096 Hs.374485 HSPC038 protein ||LOC51123||HSPC038 pr
-0.08483569 51124 NM_016097 Hs.130917 Immediate early response 3 inte||IER3IP1||IMMEDIATE-EA
-0.93337413 51125 NM_016099 Hs.7953 Golgi autoantigen, golgin subfam||GOLGA7||Golgi autoanti
-0.41330218 51126 NM_016100 Hs.368783 N-acetyltransferase 5 (ARD1 ho||NAT5||N-acetyltransferas
-0.59578357 51127 NM_016102 Hs.121748 Tripartite motif-containing 17 ||TRIM17||RNF16||TERF||
0.03377721 51128 NM_016103 Hs.279582 SAR1a gene homolog 2 (S. cere||SAR1B||SARA2||SAR1A
-0.7052724 51130 NM_016115 Hs.40763 Ankyrin repeat and SOCS box-c||ASB3||ankyrin repeat and
-0.258193 51131 NM_016119 Hs.369039 PHD finger protein 11 ||NY-REN-34||PHF11||PH
-0.2308208 51132 NM_016120 Hs.122121 Ring finger protein 12 ||RNF12||RLIM||Ring finge
-1.12497958 51133 NM_016121 Hs.335139 Potassium channel tetramerisat ||KCTD3||Potassium chan
-0.45892253 51134 NM_016122 Hs.279209 NY-REN-58 antigen ||NY-REN-58||NY-REN-58
-0.42242625 51136 NM_016125 Hs.531701 PTD016 protein ||LOC51136||PTD016 prot
-0.79651309 51138 NM_016129 Hs.190384 COP9 constitutive photomorpho||COPS4||COP9 constituti
-0.43155032 51142 NM_016139 Hs.389996 Coiled-coil-helix-coiled-coil-helix||CHCHD2||Coiled-coil-he
-1.23446842 51143 NM_016141 Hs.529495 Dynein, cytoplasmic, light interm||DNCLI1||Dynein, cytopla
-0.17607638 51149 NM_016175 Hs.310781 Hypothetical LOC51149 ||LOC51149||hypothetical 
-0.40417811 51150 NM_016176 Hs.42806 Calcium binding protein Cab45 p||SDF4||Cab45||stromal ce
-0.61403171 51154 NM_016183 Hs.463797 Chromosome 1 open reading fra||C1orf33||Chromosome 1
-0.63227984 51155 NM_016185 Hs.532803 Hematological and neurological ||HN1||Hematological and 
-0.95162227 51155 NM_016185 Hs.532803 Hematological and neurological ||HN1||Hematological and 
-0.76001681 51160 NM_016208 Hs.418175 Vacuolar protein sorting 28 (yea ||VPS28||Vacuolar protein
-0.79651309 51161 NM_016210 Hs.517860 Chromosome 3 open reading fra||C3orf18||Chromosome 3
-0.47717067 51162 NM_016215 Hs.91481 EGF-like-domain, multiple 7 ||VE-STATIN||EGFL7||EG
-0.30381335 51172 NM_016256 Hs.21334 N-acetylglucosamine-1-phospho||UCE||NAGPA||N-acetylg
-0.64140391 51177 NM_016274 Hs.438824 CK2 interacting protein 1; HQ00||CKIP1||CKIP-1||CK2-INT
-0.19432452 51179 NM_016527 Hs.356368 Hydroxyacid oxidase 2 (long cha||HAOX2||HAO2||HYDROX
-0.22169673 51182 NM_016299 Hs.534169 Heat shock 70kDa protein 14 ||HSPA14||heat shock 70k
-0.93337413 51184 NM_016301 Hs.528638 Protein x 0004 ||MGC14560||Protein x 00
-0.33118556 51185 NM_016302 Hs.18925 Cereblon ||CRBN||Cereblon||
-0.93337413 51186 NM_016303 Hs.533287 WW domain binding protein 5 ||WBP5||WW domain bind
-0.07571162 51187 NM_016304 Hs.274772 Chromosome 15 open reading f ||C15orf15||Chromosome 



0.5720973 51188 NM_016305 Hs.534454 Synovial sarcoma translocation ||SS18L2||SS18-LIKE GEN
-0.03921534 51193 NM_016331 Hs.22879 Zinc finger protein 639 ||ZNF639||Zinc finger prot
-0.1122079 51194 NM_016338 Hs.482269 Importin 11 ||||IPO11||Importin 11||
-0.29468928 51196 NM_016341 Hs.549158 Phospholipase C, epsilon 1 ||PLCE1||KIAA1516||PHO
-0.79651309 51199 NM_016350 Hs.310429 Ninein (GSK3B interacting prote||KIAA1565||NIN||GSK3B-
-1.0611111 51200 NM_016352 Hs.93764 Carboxypeptidase A4 ||CPA3||CPA4||carboxype
-0.57753543 51201 NM_016353 Hs.443852 Zinc finger, DHHC domain conta||ZDHHC2||zinc finger, DH
-0.44067439 51202 NM_016355 Hs.504828 DEAD (Asp-Glu-Ala-Asp) box po||DDX47||DEAD (Asp-Glu-
-0.9424982 51204 NM_016360 Hs.174134 Clone HQ0477 PRO0477p ||LOC51204||clone HQ047
-1.179724 51208 NM_016369 Hs.240182 Claudin 18 ||CLDN18||Claudin 18||

-0.29468928 51212 NM_016380
-0.26731707 51213 NM_016383 Hs.242183 Leucine zipper protein 4 ||LUZP4||Leucine zipper p
0.08852163 51218 NM_016417 Hs.532683 Chromosome 14 open reading f ||C14orf87||Chromosome 
-0.30381335 51222 NM_016423 Hs.250493 Zinc finger protein 219 ||ZNF219||Zinc finger prot
-0.32206149 51226 NM_016429 Hs.37482 Coatomer protein complex, subu||COPZ2||Coatomer prote
-0.39505404 51227 NM_153681 Hs.408790 Down syndrome critical region g||DSCR5||Down syndrome
-1.47169422 51228 NM_016433 Hs.381256 Glycolipid transfer protein ||GLTP||Glycolipid transfe
-1.37132946 51230 NM_016436 Hs.517044 PHD finger protein 20 ||PHF20||PHD finger prote
-0.9424982 51232 NM_016441 Hs.332847 Cysteine-rich motor neuron 1 ||CRIM1||Cysteine-rich mo
-1.58118305 51233 NM_016449 Hs.517466 Hypothetical protein LOC51233 ||LOC51233||hypothetical 
-2.08300686 51234 NM_016454 Hs.250905 Hypothetical protein LOC51234 ||LOC51234||hypothetical 
-1.31658504 51236 NM_016458 Hs.300224 Brain protein 16 ||LOC51236||Brain protein
-1.34395725 51237 NM_016459 Hs.409563 Proapoptotic caspase adaptor p ||PACAP||Proapoptotic ca
-1.68154781 51239 NM_016466 Hs.516218 Hypothetical protein MGC41816||ANKRD39||MGC41816||H
-1.52643863 51241 NM_016468 Hs.137108 Chromosome 14 open reading f ||C14orf112||Chromosome
-1.60855526 51244 NM_016474 Hs.517820 Chromosome 3 open reading fra||C3orf19||Chromosome 3
-1.25271655 51246 NM_016479 Hs.414579 Scotin ||Scotin||
-1.32570911 51247 NM_016480 Hs.396644 Poly(A) binding protein interactin||PAIP2||PABC1-INTERAC
-1.2983369 51248 NM_016484 Hs.11042 PDZ domain containing 11 ||PDZK11||PDZ domain co
-1.59943119 51249 NM_016486 Hs.436502 Hypothetical protein LOC51249 ||LOC51249||hypothetical 
-1.01549075 51250 NM_016487 Hs.486084 Chromosome 6 open reading fra||C6orf203||Chromosome 
-1.00636668 51252 NM_016490 Hs.107922 Hypothetical protein LOC51252 ||LOC51252||hypothetical 
-0.62315577 51253 NM_016491 Hs.476706 Mitochondrial ribosomal protein ||MRPL37||mitochondrial r
-0.1395801 51255 NM_016494 Hs.11156 Hypothetical protein LOC51255 ||LOC51255||hypothetical 
-1.16147586 51256 NM_016495 Hs.484678 TBC1 domain family, member 7 ||TBC1D7||TBC1 domain f
-0.60490764 51257 NM_016496 Hs.445113 Membrane-associated ring finge||MARCH-II||MARCH2||me
-1.35308132 51258 NM_016497 Hs.55847 Mitochondrial ribosomal protein ||MRPL51||mitochondrial r
-0.65052798 51259 NM_016499 Hs.26745 HSPC244 ||HSPC244||MGC13379||
-1.52643863 51260 NM_016500 Hs.370100 Chromosome X open reading fr ||CXorf26||chromosome X
-1.17059993 51263 NM_016503 Hs.346736 Mitochondrial ribosomal protein ||MRPL30||mitochondrial r
-1.26184062 51264 NM_148571 Hs.7736 Mitochondrial ribosomal protein ||MRPL27||mitochondrial r
2.72537765 51268 NM_016518 Hs.462585 Pipecolic acid oxidase ||PIPOX||Pipecolic acid ox
-0.43155032 51270 NM_016521 Hs.142908 Transcription factor Dp family, m||TFDP3||transcription fact
-0.01184313 51272 NM_016526 Hs.414418 Blocked early in transport 1 hom||BET1L||blocked early in t
0.06114942 51276 NM_016536 Hs.546391 Zinc finger protein 571 ||ZNF571||Zinc finger prot
-0.3768059 51278 NM_016545 Hs.15725 Immediate early response 5 ||IER5||Immediate early re
-1.14322772 51279 NM_016546 Hs.525264 Complement component 1, r su ||CLSPA||C1RL||C1RLP||C
-1.20709621 51280 NM_016548 Hs.494337 Golgi phosphoprotein 2 ||GOLPH2||GP73||Golgi p
-1.13410365 51281 NM_016552 Hs.435023 Ankyrin repeat and MYND doma||ANKMY1||ankyrin repeat
-1.19797214 51282 NM_016558 Hs.517008 SCAN domain containing 1 ||SCAND1||SCAN domain
-0.61403171 51285 NM_016563 Hs.27018 RAS-like, family 12 ||RASL12||RAS-like, famil



-0.7052724 51286 NM_016564 Hs.22140 BM88 antigen ||BM88||BM88 antigen||
0.07939756 51287 NM_016565 Hs.475387 E2IG2 protein ||E2IG2||E2IG2 protein||E2
-0.84213344 51290 NM_016570 Hs.339453 PTX1 protein ||PTX1||PTX1 protein||
-0.62315577 51291 NM_016573 Hs.49427 GEM interacting protein ||GMIP||GEM interacting p
0.89143973 51295 NM_016581 Hs.515146 Likely ortholog of mouse signalin||ECSIT||SITPEC||signalin
-0.29468928 51296 NM_016582 Hs.237856 Solute carrier family 15, membe||SLC15A3||Solute carrier 
-0.20344859 51297 NM_016583 Hs.211092 Palate, lung and nasal epithelium||PLUNC||SPLUNC1||PAL
-0.62315577 51299 NM_016588 Hs.103291 Neuritin 1 ||NRN1||Neuritin 1||
-1.179724 51300 NM_016589 Hs.477287 Chromosome 3 open reading fra||C3orf1||Chromosome 3 o

-0.28556521 51301 NM_016591 Hs.272404 Core 2 beta-1,6-N-acetylglucosa||C2GNT3||core 2 beta-1,6
0.04290128 51302 NM_016593 Hs.387367 Cytochrome P450, family 39, su||CYP39A1||OXYSTEROL
0.07939756 51304 NM_016598 Hs.61430 Zinc finger, DHHC domain conta||ZDHHC3||zinc finger, DH
-0.59578357 51306 NM_016603 Hs.483473 Chromosome 5 open reading fra||C5orf5||Chromosome 5 o
-0.77826495 51307 NM_016605 Hs.54056 Family with sequence similarity ||FAM53C||C5ORF6||CHR
-0.87862971 51308 NM_016606 Hs.416090 Chromosome 5 open reading fra||C5orf19||SGC32445||RE
-1.30746097 51309 NM_016608 Hs.9728 Armadillo repeat containing, X-li ||ARMCX1||ALEX1||armad
-0.97899448 51310 NM_016609 Hs.373498 Solute carrier family 22 (organic ||SLC22A17||Solute carrie
-0.73264461 51312 NM_016612 Hs.122514 Mitochondrial solute carrier prot ||MSCP||Mitochondrial sol
-1.37132946 51313 NM_016613 Hs.323583 Hypothetical protein DKFZp434L||DKFZp434L142||hypothe
-0.5866595 51315 NM_016618 Hs.469254 Hypothetical protein LOC51315 ||LOC51315||hypothetical 
-0.60490764 51316 NM_016619 Hs.546392 Placenta-specific 8 ||PLAC8||Placenta-specific
-0.73264461 51318 NM_016622 Hs.433439 Mitochondrial ribosomal protein ||MRPL35||mitochondrial r
-0.43155032 51319 NM_016625 Hs.478064 Arginine/serine-rich coiled-coil 1 ||MGC12197||RSRC1||Arg
-0.44979846 51320 NM_016626 Hs.465144 Ring finger and KH domain cont||RKHD2||ring finger and K
-0.92425006 51321 NM_016627 Hs.268122 Hypothetical protein LOC51321 ||LOC51321||hypothetical 
-0.62315577 51322 NM_016628 Hs.435610 WW domain containing adaptor ||WAC||WW domain conta
-0.89687785 51324 NM_016630 Hs.242458 Spastic paraplegia 21 (autosom ||ACP33||MASPARDIN||S
-0.84213344 51326 NM_016632 Hs.549159 ADP-ribosylation factor-like ||LOC51326||ADP-ribosyla
-1.28008876 51327 NM_016633 Hs.274309 Erythroid associated factor ||EDRF||ERAF||AHSP||ER
-0.258193 51332 NM_016642 Hs.198161 Spectrin, beta, non-erythrocytic ||SPTBN5||BSPECV||SPE

-0.64140391 51333 NM_016643 Hs.148584 Mesenchymal stem cell protein ||LOC51333||mesenchyma
-0.93337413 51334 NM_016644 Hs.157461 Mesenchymal stem cell protein ||LOC51334||mesenchyma
-0.89687785 51335 NM_016645 Hs.513145 Mesenchymal stem cell protein ||NEUGRIN||mesenchyma
-0.31293742 51338 NM_024021 Hs.325960 Membrane-spanning 4-domains ||MS4A4A||membrane-spa
-0.32206149 51340 NM_016652 Hs.171342 Crn, crooked neck-like 1 (Droso ||CRNKL1||Crn, crooked n
-1.07935924 51351 NM_015852 Hs.250693 Krueppel-related zinc finger prot||||ZNF117||Krueppel-relat
-1.44432201 51361 NM_015888 Hs.378836 Hook homolog 1 (Drosophila) ||HK1||HOOK1||hook hom
-1.20709621 51362 NM_015891 Hs.428147 Cell division cycle 40 homolog (y||CDC40||PRP17, S. CER
-0.9424982 51363 NM_014863
-1.50819049 51364 NM_015896 Hs.526735 Zinc finger, MYND domain conta||ZMYND10||BLU||zinc fing
-0.96987041 51365 NM_015900 Hs.437451 Phospholipase A1 member A ||PSPLA1||PLA1A||PHOSP
-0.96987041 51367 NM_015918 Hs.279913 Processing of precursor 5, ribon||POP5||processing of pre
-1.28921283 51368 NM_015926 Hs.517864 Testis expressed sequence 264||TEX264||Testis expresse
-1.28921283 51371 NM_015932 Hs.268742 Chromosome 13 open reading f ||C13orf12||Chromosome 
-1.42607387 51372 NM_015933 Hs.546394 Hypothetical protein HSPC016 ||HSPC016||hypothetical p
-1.01549075 51373 NM_015969 Hs.44298 Mitochondrial ribosomal protein ||MRPS17||mitochondrial r
-1.59943119 51375 NM_015976 Hs.197015 Sorting nexin 7 ||SNX7||Sorting nexin 7||
-2.21074383 51386 NM_016091 Hs.446852 Eukaryotic translation initiation f ||EIF3S6IP||Eukaryotic tra
-1.70892002 51388 NM_016101 Hs.501513 Comparative gene identification ||CGI-37||Comparative ge
-1.12497958 51389 NM_015952 Hs.532164 RWD domain containing 1 ||RWDD1||RWD domain c
-1.25271655 51397 NM_016144 Hs.483136 COMM domain containing 10 ||COMMD10||COMM dom



-0.3494337 51398 NM_016145 Hs.108969 PTD008 protein ||PTD008||PTD008 protein
-0.85125751 51399 NM_016146 Hs.524078 Trafficking protein particle comp||TRAPPC4||Trafficking pr
-0.72352054 51402 NM_016153 Hs.534455 LW-1 ||LW-1||
-0.80563716 51406 NM_016167 Hs.549161 Nucleolar protein 7, 27kDa ||NOL7||nucleolar protein 
-1.0611111 51409 NM_016173 Hs.517987 HemK methyltransferase family ||HEMK1||HemK methyltra
-1.49906643 51421 NM_016201 Hs.426312 Angiomotin like 2 ||AMOTL2||Angiomotin like
-1.19797214 51426 NM_016218 Hs.135756 Polymerase (DNA directed) kap ||DINB1||POLK||POLQ||PO
-0.92425006 51427 NM_016220 Hs.50216 Zinc finger protein 588 ||ZNF588||Zinc finger prot
-1.25271655 51428 NM_016222 Hs.484288 DEAD (Asp-Glu-Ala-Asp) box po||DDX41||DEAD/H BOX 4
-1.46257015 51430 NM_014283 Hs.204559 Chromosome 1 open reading fra||C1orf9||Chromosome 1 o
-1.19797214 51438 NM_016249 Hs.123536 Melanoma antigen family C, 2 ||CT10||HCA587||MAGEC
-0.93337413 51439 NM_016255 Hs.95260 Family with sequence similarity ||FAM8A1||family with seq
-1.01549075 51440 NM_016257 Hs.524688 Hippocalcin like 4 ||HPCAL4||Hippocalcin lik
-1.27096469 51441 NM_016258 Hs.532286 YTH domain family, member 2 ||YTHDF2||YTH domain fa
-1.46257015 51442 NM_016267 Hs.496843 Vestigial like 1 (Drosophila) ||VGLL1||vestigial like 1 (D
-0.98811855 51444 NM_016271 Hs.302408 Ring finger protein 138 ||RNF138||Ring finger pro
-1.32570911 51449 NM_016297 Hs.551542 Prenylcysteine oxidase 1 ||PCYOX1||Prenylcysteine
-1.05198703 51458 NM_016321 Hs.459284 Rhesus blood group, C glycopro||RHCG||RH-RELATED G
-0.99724262 51460 NM_016329 Hs.343679 Scm-like with four mbt domains ||SFMBT1||RU1||RENAL U
-1.30746097 51471 NM_016347 Hs.458287 Putative N-acetyltransferase Ca ||CML2||putative N-acetylt
-0.83300937 51473 NM_016356 Hs.512603 Doublecortin domain containing ||DCDC2||RU2 GENE||Do
-0.86950565 51474 NM_016357 Hs.525419 Epithelial protein lost in neoplas ||SREBP3||EPLIN||STERO
-1.12497958 51475 NM_016366 Hs.278984 Calcium binding protein 2 ||CABP2||CALCIUM-BIND
-1.18884807 51477 NM_016368 Hs.405873 Myo-inositol 1-phosphate syntha||ISYNA1||myo-inositol 1-p
-0.86038158 51479 NM_016376 Hs.513875 Ankyrin repeat and FYVE doma ||ANKHZN||KIAA1255||AN
-1.25271655 51480 NM_016378 Hs.279737 Variable charge, X-linked 2 ||VCX2R||VCXB||VCX2||va
-0.91512599 51481 NM_016379 Hs.511987 Variable charge, X-linked ||||VCX3A||Variable charge
-1.16147586 51490 NM_016390 Hs.224137 Chromosome 9 open reading fra||C9orf114||Chromosome 
-0.93337413 51491 NM_016391 Hs.529475 Hypothetical protein HSPC111 ||HSPC111||hypothetical p
-1.55381084 51493 NM_014306 Hs.474643 Hypothetical protein HSPC117 ||HSPC117||hypothetical p
-0.50454287 51495 NM_016395 Hs.512973 Butyrate-induced transcript 1 ||HSPC121||Butyrate-indu
-1.27096469 51496 NM_016396 Hs.497967 Hypothetical protein HSPC129 ||HSPC129||hypothetical p
-0.62315577 51497 NM_016397 Hs.517148 TH1-like (Drosophila) ||TH1L||TH1-like (Drosoph
-1.22534435 51499 NM_016399 Hs.69499 P53-inducible cell-survival facto ||P53CSV||HSPC132||P53
-1.14322772 51501 NM_016401 Hs.283322 Hypothetical protein HSPC138 ||HSPC138||hypothetical p
-1.28008876 51503 NM_016403 Hs.503597 Hypothetical protein HSPC148 ||HSPC148||hypothetical p
-1.01549075 51504 NM_016404 Hs.333579 Hypothetical protein HSPC152 ||HSPC152||hypothetical p
-0.96987041 51506 NM_016406 Hs.301412 Ufm1-conjugating enzyme 1 ||Ufc1||Ufm1-conjugating e
-1.28921283 51507 NM_016407 Hs.517134 Chromosome 20 open reading f ||C20orf43||Chromosome 
-1.12497958 51510 NM_016410 Hs.415534 Chromatin modifying protein 5 ||CHMP5||SNF7DC2||Chro
-0.88775378 51520 NM_020117 Hs.432674 Leucyl-tRNA synthetase ||RNTLS||LEUS||LARS||LA
-0.27644114 51522 NM_016462 Hs.519557 Transmembrane protein 14C ||TMEM14C||transmembra
-1.20709621 51523 NM_016463 Hs.189119 CXXC finger 5 ||CXXC5||CXXC finger 5||
-0.41330218 51524 NM_016464 Hs.406530 Hypothetical protein HSPC196 ||HSPC196||hypothetical p
-0.90600192 51526 NM_016470 Hs.75798 Chromosome 20 open reading f ||C20orf111||Chromosome
-0.65965205 51527 NM_016472 Hs.4104 Chromosome 14 open reading f ||C14orf129||Chromosome
-0.97899448 51528 NM_016475 Hs.446850 Chromosome 14 open reading f ||C14orf100||Chromosome
-1.23446842 51530 NM_016478 Hs.194157 Zinc finger, C3HC type 1 ||ZC3HC1||zinc finger, C3
-0.92425006 51531 NM_016481 Hs.9196 Chromosome 9 open reading fra||C9orf156||Chromosome 
-1.33483318 51533 NM_016483 Hs.372719 PHD finger protein 7 ||PHF7||PHD finger protein
-1.48994236 51534 NM_016485 Hs.431367 Chromosome 6 open reading fra||C6orf55||Chromosome 6



-1.28008876 51535 NM_016488 Hs.444157 Periphilin 1 ||PPHLN1||Periphilin 1||
-1.25271655 51537 NM_016498 Hs.25199 Mitochondrial protein 18 kDa ||MTP18||mitochondrial pr
-1.48081829 51538 NM_016505 Hs.524094 Putative S1 RNA binding domai ||PS1D||putative S1 RNA 
-1.02461482 51540 NM_016510 Hs.512606 Selenocysteine lyase ||SCLY||Selenocysteine ly
-0.76914088 51542 NM_016516 Hs.48499 Vacuolar protein sorting 54 (yea ||VPS54||Vacuolar protein
-1.15235179 51545 NM_016535 Hs.20768 Zinc finger protein 581 ||ZNF581||Zinc finger prot
-1.31658504 51547 NM_016538 Hs.528641 Sirtuin (silent mating type inform||SIRT7||SIR2L7||SIRTUIN
-1.18884807 51548 NM_016539 Hs.423756 Sirtuin (silent mating type inform||SIRT6||SIR2L6||SIRTUIN
-1.20709621 51552 NM_016322 Hs.371563 RAB14, member RAS oncogene||RAB14||RAB14, membe
-1.27096469 51555 NM_016559 Hs.478393 Peroxisomal biogenesis factor 5||PEX5L||Peroxisomal biog
-0.97899448 51559 NM_016575 Hs.48428 TU12B1-TY protein ||TU12B1-TY||TU12B1-TY
-0.80563716 51561 NM_016584 Hs.98309 Interleukin 23, alpha subunit p19||IL23A||SGRF||INTERLEU
-0.51366694 51566 NM_016607 Hs.172788 Armadillo repeat containing, X-li ||ARMCX3||ALEX3||armad
-1.26184062 51569 NM_016617 Hs.524969 Ubiquitin-fold modifier 1 ||Ufm1||Ubiquitin-fold mod
-1.05198703 51240 NM_016467 Hs.512600 ORM1-like 1 (S. cerevisiae) ||ORMDL1||ORM1-like 1 (
-0.90600192 51157 NM_016202 Hs.94392 Zinc finger protein 580 ||ZNF580||Zinc finger prot
-1.01549075 51354 NM_015860
0.06114942 51571 NM_016623 Hs.492869 Family with sequence similarity 4||FAM49B||family with seq
0.29837522 51573 NM_016641 Hs.512607 Membrane interacting protein of ||MIR16||RGS16-INTERAC
0.26187895 51574 NM_016648 Hs.278635 HDCMA18P protein ||HDCMA18P||HDCMA18
-0.53191508 51575 NM_016649 Hs.369284 Chromosome 20 open reading f ||C20orf6||Chromosome 2
-0.03921534 51582 NM_015878 Hs.459106 Antizyme inhibitor 1 ||AZIN1||OAZIN||Antizyme
0.64508985 51585 NM_015885 Hs.128959 Pre-mRNA cleavage complex II ||PCF11||KIAA0824||PCF1
0.12501791 51586 NM_015889 Hs.517421 PC2 (positive cofactor 2, multipr||ARC105||TIG1||PCQAP|
0.11589384 51593 NM_015908 Hs.111801 Arsenate resistance protein ARS||ARS2||arsenate resistan
0.36224371 51594 NM_015909 Hs.467759 Neuroblastoma-amplified protein||NAG||Neuroblastoma-am
0.16151418 51596 NM_015921 Hs.520070 Chromosome 6 open reading fra||C6orf82||Chromosome 6
0.64508985 51601 NM_015929 Hs.516235 Lipoyltransferase 1 ||LIPT1||Lipoyltransferase 
-0.1122079 51602 NM_015934 Hs.471104 Nucleolar protein NOP5/NOP58 ||NOP5/NOP58||nucleolar
0.07939756 51603 NM_014955 Hs.494705 KIAA0859 ||KIAA0859||
0.41698812 51604 NM_015937 Hs.437388 Phosphatidylinositol glycan, clas||PIGT||phosphatidylinosito
-0.0209672 51605 NM_015939 Hs.128791 CGI-09 protein ||CGI-09||CGI-09 protein||
-0.03009127 51608 NM_015949 Hs.107387 Chromosome 7 open reading fra||C7orf20||Chromosome 7
-0.59578357 51611 NM_015958 Hs.440776 CGI-30 protein ||CGI-30||CGI-30 protein||
0.0976457 51614 NM_015966 Hs.472558 Serologically defined breast can ||SDBCAG84||Serological
0.72720648 51617 NM_015980 Hs.70669 HMP19 protein ||HMP19||HMP19 protein|
0.41698812 51622 NM_015622 Hs.530000 Chromosome 7 open reading fra||C7orf28A||chromosome 
0.73633055 51626 NM_015522 Hs.371597 Dynein 2 light intermediate chain||D2LIC||Dynein 2 light inte
0.25275488 51629 NM_016016 Hs.514216 CGI-69 protein ||CGI-69||CGI-69 protein||
0.54472509 51631 NM_016019 Hs.530118 LUC7-like 2 (S. cerevisiae) ||LUC7L2||LUC7-like 2 (S.
-0.33118556 51633 NM_016023 Hs.30532 CGI-77 protein ||CGI-77||CGI-77 protein||
-0.01184313 51634 NM_016024 Hs.61184 RNA binding motif protein, X-link||RBMX2||RNA binding mo
-0.10308383 51635 NM_016029 Hs.59719 Dehydrogenase/reductase (SDR||DHRS7||dehydrogenase/
-0.2308208 51637 NM_016039 Hs.534457 Chromosome 14 open reading f ||C14orf166||Chromosome
-0.41330218 51639 NM_016047 Hs.177861 Splicing factor 3B, 14 kDa subun||SAP14||SF3B14||SF3B, 
0.42611219 51642 NM_016055 Hs.503239 Mitochondrial ribosomal protein ||MRPL48||mitochondrial r
1.93158362 51643 NM_016056 Hs.505934 CGI-119 protein ||CGI-119||CGI-119 protei
-0.00271906 51646 NM_016061 Hs.515890 Yippee-like 5 (Drosophila) ||YPEL5||yippee-like 5 (Dr
0.17063825 51647 NM_016062 Hs.9825 CGI-128 protein ||CGI-128||CGI-128 protei
0.23450674 51649 NM_016070 Hs.5836 Mitochondrial ribosomal protein ||MRPS23||mitochondrial r
0.11589384 51650 NM_016071 Hs.83006 Mitochondrial ribosomal protein ||MRPS33||mitochondrial r



0.94618414 51651 NM_016077 Hs.12677 Bcl-2 inhibitor of transcription ||Bit1||Bcl-2 inhibitor of tra
-0.3494337 51652 NM_016079 Hs.255015 Vacuolar protein sorting 24 (yea ||VPS24||Vacuolar protein
0.52647695 51659 NM_016095 Hs.433180 DNA replication complex GINS p||Pfs2||DNA replication co
0.04290128 51660 NM_016098 Hs.172755 Brain protein 44-like ||BRP44L||Brain protein 44
-0.19432452 51661 NM_016105 Hs.410378 FK506 binding protein 7 ||FKBP7||FKBP23||FK506
0.4534844 51663 NM_016107 Hs.435231 Zinc finger RNA binding protein ||ZFR||zinc finger RNA bin
0.5720973 51665 NM_016114 Hs.516788 Ankyrin repeat and SOCS box-c||ASB1||ankyrin repeat and
0.07939756 51666 NM_016116 Hs.127735 Ankyrin repeat and SOCS box-c||||ASB4||Ankyrin repeat an
0.27100301 51667 NM_016118 Hs.173024 NEDD8 ultimate buster-1 ||NY-REN-18||NUB1||NYR
0.16151418 51668 NM_016126 Hs.525462 Chromosome 1 open reading fra||C1orf41||Chromosome 1
0.97355635 51669 NM_016127 Hs.521487 Hypothetical protein MGC8721 ||MGC8721||hypothetical p
0.67246206 51673 NM_015964 Hs.534458 Brain specific protein ||CGI-38||Brain specific pr
0.46260847 51678 NM_016447 Hs.533355 Membrane protein, palmitoylated||MPP6||VAM1||PALS2||VE
-0.07571162 51690 NM_016199 Hs.512610 LSM7 homolog, U6 small nuclea||LSM7||LSM7 PROTEIN||
1.34764319 51691 NM_016200 Hs.446179 LSM8 homolog, U6 small nuclea||LSM8||LSM8 PROTEIN||
0.19801046 51692 NM_016207 Hs.515972 Cleavage and polyadenylation s ||CPSF73||CPSF3||CLEAV
0.4534844 51693 NM_016209 Hs.461722 Hematopoietic stem/progenitor c||HSPC176||Hematopoieti
0.0976457 51696 NM_016217 Hs.197644 Headcase homolog (Drosophila ||HDC||HECA||headcase h
1.14691366 51699 NM_016226 Hs.445394 Vacuolar protein sorting 29 (yea ||VPS29||PEP11||DC7||DC
-0.1395801 51702 NM_016233 Hs.149195 Peptidyl arginine deiminase, typ ||PADI3||PEPTIDYLARGIN
0.07939756 51705 NM_016242 Hs.152913 Endomucin ||Endomucin||EMCN2||EM
0.46260847 51714 NM_016275 Hs.369052 Selenoprotein T ||SELT||selenoprotein T||
-0.03921534 51719 NM_016289 Hs.471593 Calcium binding protein 39 ||CAB39||Calcium binding 
0.22538267 51725 NM_016298 Hs.272564 F-box protein 40 ||KIAA1195||FBX40||FBXO
0.2162586 51726 NM_016306 Hs.317192 DnaJ (Hsp40) homolog, subfam||DNAJB11||DnaJ (Hsp40

-0.00271906 51728 NM_016310 Hs.437186 Polymerase (RNA) III (DNA dire ||POLR3K||RNA POLYME
0.4534844 51729 NM_016312 Hs.524281 WW domain binding protein 11 ||WBP11||WW domain bin
0.38961592 51733 NM_016327 Hs.474388 Ureidopropionase, beta ||BUP1||UPB1||BETA-URE
-0.14870417 51734 NM_016332 Hs.279623 Selenoprotein X, 1 ||SELR||SEPX1||SELX||SE
0.4534844 51751 NM_016438 Hs.287963 CLST 11240 protein ||CLST11240||CLST 1124
1.01005263 51754 NM_016446 Hs.493808 Chromosome 9 open reading fra||C9orf127||Chromosome 
1.14691366 51759 NM_016482 Hs.278429 Chromosome 9 open reading fra||C9orf78||Chromosome 9
-0.19432452 51760 NM_016524 Hs.258326 B/K protein ||LOC51760||B/K protein||
0.89143973 51762 NM_016530 Hs.389733 RAB8B, member RAS oncogene||RAB8B||RAB8B, membe
0.56297323 51763 NM_016532 Hs.178347 Skeletal muscle and kidney enri ||SKIP||SKELETAL MUSC
1.00092856 51764 NM_016541 Hs.247888 Guanine nucleotide binding prot ||GNG13||GUANINE NUC
0.38961592 51768 NM_016551 Hs.438641 Transmembrane 7 superfamily m||TM7SF3||TRANSMEMB
0.29837522 51773 NM_016578 Hs.420229 Hepatitis B virus x associated pr||||HBXAP||Hepatitis B viru
0.40786405 51778 NM_016599 Hs.381047 Myozenin 2 ||MYOZ2||CALSARCIN 1|
1.19253401 51780 NM_016604 Hs.483486 Jumonji domain containing 1B ||JMJD1B||KIAA1082||C5O
0.12501791 51805 NM_017421 Hs.299208 Coenzyme Q3 homolog, methylt||COQ3||METHYLTRANS
0.78195089 51809 NM_017423 Hs.127407 UDP-N-acetyl-alpha-D-galactosa||GalNAcT7||GALNT7||Ga

1.849467 51816 NM_017424 Hs.170310 Cat eye syndrome chromosome||CECR1||Cat eye syndrom
0.96443228 53336 NM_033048 Hs.458292 CPX chromosome region, candi ||CPXCR1||CPX chromos
1.27465063 53339 NM_025238 Hs.459149 BTB (POZ) domain containing 1||BTBD1||BTB/POX DOMA
0.59034544 53342 NM_138284 Hs.507445 Interleukin 17D ||IL17D||interleukin 17D||
-0.73264461 53343 NM_024047 Hs.149500 Nudix (nucleoside diphosphate l ||NUDT9||NUDIX MOTIF 9
-0.38592997 53346 NM_023003 Hs.513094 Transmembrane 6 superfamily m||TM6SF1||TRANSMEMB
0.13414198 53371 NM_017426 Hs.430435 Nucleoporin 54kDa ||NUP54||nucleoporin 54k
-2.28373638 53373 NM_017901 Hs.524763 Two pore segment channel 1 ||TPCN1||Two pore segme
-2.20161976 53407 NM_016930 Hs.550519 Syntaxin 18 ||STX18||Syntaxin 18||



-1.58118305 53630 NM_017429 Hs.212172 Beta-carotene 15,15'-monooxyg||BCDO||BCMO1||BETA-C
-3.26913586 53635 NM_017432 Hs.515540 Prostate tumor overexpressed g||PTOV1||Prostate tumor o
-3.00453786 53820 NM_018962 Hs.254560 Down syndrome critical region g||DSCR6||Down syndrome
-2.8129324 53822 NM_022006 Hs.134729 FXYD domain containing ion tra ||FXYD7||FXYD DOMAIN-
-0.10308383 53826 NM_022003 Hs.504031 FXYD domain containing ion tra ||FXYD6||FXYD DOMAIN-
-0.44067439 53827 NM_014164 Hs.333418 FXYD domain containing ion tra ||DYSADHERIN||FXYD5||
-0.4680466 53828 NM_173160 Hs.130497 FXYD domain containing ion tra ||FXYD4||FXYD domain co
-0.77826495 53838 NM_022338 Hs.303025 Chromosome 11 open reading f ||C11orf24||Chromosome 
-0.88775378 53840 NM_021616 Hs.125300 Tripartite motif-containing 6 and ||||TRIM34||Tripartite motif
-0.32206149 53841 NM_017717 Hs.165619 Mucin and cadherin-like ||MUCDHL||Mucin and cad
-0.43155032 53842 XM_210581
-0.44979846 53905 NM_017434 Hs.272813 Dual oxidase 1 ||DUOX1||THOX1||Dual ox
-0.22169673 53917 NM_130781 Hs.16258 RAB24, member RAS oncogene||RAB24||RAB24, membe
0.95530821 53918 NM_015946 Hs.519304 Integrin, alpha 1 ||||PELO||Integrin, alpha 1|
-1.02461482 53919 NM_017435 Hs.47261 Solute carrier organic anion tran||SLCO1C1||solute carrier
-0.50454287 53938 NM_032472 Hs.121076 Peptidylprolyl isomerase (cyclop||PPIL3||Peptidylprolyl isom
0.02465314 53940 NM_031894 Hs.333125 Ferritin, heavy polypeptide-like 1||FTHL17||FERRITIN HEA
1.00092856 54039 NM_020528 Hs.474049 Poly(rC) binding protein 3 ||ALPHA-CP3||PCBP3||PO
-0.44979846 54058 NM_058180 Hs.236572 Chromosome 21 open reading f ||C21orf58||Chromosome 
-0.35855777 54059 XM_372879
0.17063825 54065 NM_058182 Hs.303798 Chromosome 21 open reading f ||C21orf51||Chromosome 
-0.31293742 54069 NM_018944 Hs.190518 Chromosome 21 open reading f ||C21orf45||Chromosome 
-0.34030963 54072 NM_058184 Hs.234016 Chromosome 21 open reading f ||C21orf42||Chromosome 
-1.09760738 54083 XM_379021
-1.08848331 54084 NM_144991 Hs.551543 Chromosome 21 open reading f ||||C21orf29||Chromosome
-0.07571162 54093 NM_017438 Hs.473727 Chromosome 21 open reading f ||C21orf18||Chromosome 
-1.07935924 54097 NM_058186 Hs.473877 Family with sequence similarity ||FAM3B||family with sequ
-0.98811855 54102 NM_053277 Hs.473695 Chloride intracellular channel 6 ||CLIC6||Chloride intracell
-1.02461482 54103 XM_373170
-0.10308383 54107 NM_017443 Hs.108112 Polymerase (DNA directed), eps||POLE3||CHRAC17||YBL
-1.05198703 54145 NM_017445 Hs.473961 H2B histone family, member S ||H2BFS||H2B histone fam
-0.77826495 54148 NM_017446 Hs.420696 Mitochondrial ribosomal protein ||MRPL39||mitochondrial r
-1.67242374 54149 NM_017447 Hs.293811 Chromosome 21 open reading f ||C21orf91||Chromosome 
-0.38592997 54187 NM_018946 Hs.522310 N-acetylneuraminic acid synthas||NANS||SAS||N-ACETYLN
-1.44432201 54206 NM_018948 Hs.11169 Gene 33\/Mig-6 (MIG-6) ||MIG-6||RALT||MIG6||REC
-1.26184062 54207 NM_021161 Hs.365690 Potassium channel, subfamily K||TREK2||KCNK10||TWIK-
-0.35855777 54212 NM_018967 Hs.157284 Syntrophin, gamma 1 ||SYN4||SNTG1||SYNTRO
-1.75454036 54221 NM_018968 Hs.148819 Syntrophin, gamma 2 ||SYN5||SNTG2||SYNTRO
-1.44432201 54331 XM_495987
-1.0611111 54344 NM_018973 Hs.110477 Dolichyl-phosphate mannosyltra||DPM3||DOLICHOL-PHO
-1.56293491 54346 NM_018974 Hs.267749 Unc-93 homolog A (C. elegans) ||UNC93A||unc-93 homolo
-1.24359249 54363 NM_017545 Hs.193640 Hydroxyacid oxidase (glycolate o||HAOX1||GOX1||HAO1||G
-1.20709621 54407 NM_018976 Hs.221847 Solute carrier family 38, membe||SLC38A2||ATA2||AMINO
-1.2983369 54413 NM_018977 Hs.438877 Neuroligin 3 ||NLGN3||Neuroligin 3||
-1.13410365 54414 NM_170601 Hs.10056 Cytosolic sialic acid 9-O-acetyle ||CSE-C||cytosolic sialic ac
-1.70892002 54431 NM_018981 Hs.516632 DnaJ (Hsp40) homolog, subfam||DNAJC10||JPDI||J DOMA
-0.85125751 54432 NM_018982 Hs.11923 Hypothetical protein DJ167A19. ||DJ167A19.1||hypothetica
-1.39870166 54433 NM_018983 Hs.69851 Nucleolar protein family A, mem||NOLA1||GAR1, S. CERE
-1.24359249 54436 NM_018986 Hs.479116 SH3 domain and tetratricopeptid||SH3TC1||SH3 domain an
-1.13410365 54437 NM_018987 Hs.210870 Sema domain, seven thrombosp||SEMG||SEMAG||SEMA5
-1.72716816 54438 NM_018988 Hs.484686 Glucose-fructose oxidoreductas ||GFOD1||Glucose-fructos



-1.31658504 54439 XM_291128 Hs.61441 RNA binding motif protein 27 ||RBM27||RNA binding mo
-1.38045352 54440 NM_018990 Hs.61469 Chromosome X open reading fr ||SLY||CXorf9||SH3 PROT
-0.92425006 54442 NM_018992 Hs.61960 Potassium channel tetramerisat ||KCTD5||Potassium chan
-0.86950565 54453 NM_018993 Hs.472270 Ras and Rab interactor 2 ||RIN2||Ras and Rab inter
-0.24906893 54454 XM_039676 Hs.467862 KIAA1240 protein ||KIAA1240||KIAA1240 pro
-1.21622028 54455 XM_048774
-0.42242625 54456 NM_018995 Hs.62880 Mov10l1, Moloney leukemia viru||MOV10L1||MOV10-LIKE
-0.66877612 54458 NM_018457 Hs.426359 DKFZp564J157 protein ||DKFZp564J157||DKFZp5
-1.02461482 54460 NM_018997 Hs.405880 Mitochondrial ribosomal protein ||MRPS21||mitochondrial r
-1.18884807 54461 NM_178225 Hs.522507 F-box and WD-40 domain prote ||FBW5||FBXW5||F-box an
-1.31658504 54462 NM_018999 Hs.461988 KIAA1128 ||KIAA1128||
-1.13410365 54463 NM_019000 Hs.481704 Hypothetical protein FLJ20152 ||FLJ20152||hypothetical p
-1.28921283 54464 NM_019001 Hs.435103 5'-3' exoribonuclease 1 ||SEP1||XRN1||5'-3' exorib
-1.07023517 54465 NM_019002 Hs.353022 ETAA16 protein ||ETAA16||ETAA16 protei
-0.55928729 54466 NM_019003 Hs.460725 Spindlin family, member 2 ||DXF34||SPIN2||Spindlin 
-0.59578357 54467 XM_377955 Hs.83293 Ankyrin repeat and IBR domain ||ANKIB1||ankyrin repeat a
-1.12497958 54468 NM_019005 Hs.520215 Hypothetical protein FLJ20323 ||FLJ20323||hypothetical p
-0.29468928 54469 NM_019006 Hs.306329 Zinc finger, A20 domain contain ||ZA20D3||zinc finger, A20
-0.95162227 54470 NM_019007 Hs.83530 Armadillo repeat containing, X-li ||ARMCX6||armadillo repe
-0.55928729 54471 NM_019008 Hs.148677 Hypothetical protein FLJ20232 ||FLJ20232||hypothetical p
-0.92425006 54472 NM_019009 Hs.368527 Toll interacting protein ||TOLLIP||TOLL-INTERAC
-1.59030712 54480 NM_019015 Hs.86392 Chondroitin sulfate glucuronyltra||CSGlcAT||CSGlcA-T||KIA
-1.88227733 54482 NM_019083 Hs.440371 Hypothetical protein FLJ10287 ||FLJ10287||hypothetical p
-0.55016322 54487 NM_022720 Hs.533019 DiGeorge syndrome critical regio||DGCR8||DiGeorge syndr
-0.44067439 54490 NM_053039 Hs.137585 UDP glycosyltransferase 2 famil ||UGT2B28||UDP glycosyl
-0.56841136 54491 NM_019018 Hs.528644 Hypothetical protein FLJ11127 ||FLJ11127||hypothetical p
-0.8238853 54494 NM_019021 Hs.91816 Hypothetical protein FLJ20010 ||FLJ20010||hypothetical p
-0.66877612 54495 NM_019022 Hs.440534 Thioredoxin domain containing 1||TXNDC10||Thioredoxin d
-0.61403171 54496 NM_019023 Hs.502335 Protein arginine N-methyltransfe||PRMT7||protein arginine 
-0.96074634 54497 XM_042685
-0.77826495 54498 NM_019025 Hs.433337 Spermine oxidase ||SMOX||Spermine oxidas
-0.73264461 54499 NM_019026 Hs.93832 Putative membrane protein ||TMCC4||LOC54499||Put
-0.09395976 54502 NM_019027 Hs.518727 RNA-binding protein ||FLJ20273||RNA-binding 
-1.21622028 54503 NM_019028 Hs.188569 Zinc finger, DHHC domain conta||ZDHHC13||zinc finger, D
-1.33483318 54504 NM_019029 Hs.233389 Carboxypeptidase, vitellogenic-l ||CPVL||Carboxypeptidase
-1.31658504 54505 NM_019030 Hs.444208 DEAH (Asp-Glu-Ala-His) box po||DHX29||DEAH (Asp-Glu-
-1.14322772 54507 NM_019032 Hs.516243 Thrombospondin repeat contain ||TSRC1||Thrombospondi
-1.26184062 54511 NM_019036 Hs.147054 3-hydroxymethyl-3-methylglutary||HMGCLL1||3-hydroxyme
-1.46257015 54512 NM_019037 Hs.343589 Exosome component 4 ||EXOSC4||RRP41||Exoso
-1.61767933 54513 NM_019038 Hs.97464 Tudor domain containing 4 ||TDRD4||Tudor domain c
-1.0611111 54514 NM_019039 Hs.223581 DEAD (Asp-Glu-Ala-Asp) box po||DDX4||DEAD/H BOX 4||V
-0.90600192 54518 NM_019043 Hs.310421 Amyloid beta (A4) precursor pro||RIAM||APBB1IP||RARP1
-0.99724262 54520 NM_019044 Hs.107845 Hypothetical protein FLJ10996 ||FLJ10996||hypothetical p
-0.96987041 54521 NM_019045 Hs.98510 WD repeat domain 44 ||WDR44||WD repeat dom
-1.08848331 54522 XM_166138
-0.80563716 54529 NM_019048 Hs.101364 HCV NS3-transactivated protein||NS3TP1||HCV NS3-trans
-1.37132946 54530 NM_019049 Hs.497279 Family with sequence similarity ||||FLJ20054||Family with s
-0.90600192 54531 NM_017550 Hs.101891 KIAA1193 ||KIAA1193||
-1.38045352 54532 XM_052597
-1.19797214 54534 NM_019051 Hs.288224 Mitochondrial ribosomal protein ||MRPL50||mitochondrial r
-0.73264461 54535 NM_019052 Hs.485075 Coiled-coil alpha-helical rod prot||C6orf18||CCHCR1||ALPH



-1.03373889 54536 NM_019053 Hs.292097 SEC15-like 1 (S. cerevisiae) ||SEC15L1||SEC15-like 1 
-0.92425006 54538 NM_019055 Hs.524121 Roundabout homolog 4, magic r||ROBO4||ROUNDABOUT
-0.71439647 54539 NM_019056 Hs.521969 NADH dehydrogenase (ubiquino||NDUFB11||p17.3||NEUR
0.32574743 54540 NM_019057 Hs.484289 Hypothetical protein FLJ10404 ||FLJ10404||hypothetical p
-1.03373889 54541 NM_019058 Hs.523012 DNA-damage-inducible transcrip||DDIT4||REDD1||DNA-da
-0.8238853 54542 NM_018835 Hs.533499 Membrane associated DNA bind||MNAB||membrane assoc
-1.10673145 54543 NM_019059 Hs.112318 Translocase of outer mitochond ||TOMM7||TOM7||Translo
-1.21622028 54544 NM_019060 Hs.110196 Chromosome 1 open reading fra||C1orf42||Chromosome 1
-1.05198703 54546 NM_019062 Hs.124835 Ring finger protein 186 ||RNF186||FLJ20225||Ring
-1.10673145 54549 NM_019064 Hs.435719 Sidekick homolog 2 (chicken) ||SDK2||KIAA1514||Sideki
-0.84213344 54550 NM_019065 Hs.140950 EF hand calcium binding protein||EFCBP2||EF hand calciu
-0.68702426 54551 NM_019066 Hs.141496 MAGE-like 2 ||NDNL1||MAGEL2||NECD
-0.51366694 54552 NM_019067 Hs.522664 Guanine nucleotide binding prot ||GNL3L||Guanine nucleot
-0.93337413 54555 NM_019070 Hs.143187 DEAD (Asp-Glu-Ala-Asp) box po||DDX49||DEAD (Asp-Glu-
-0.77826495 54557 NM_019072 Hs.287971 Small glutamine-rich tetratricope||SGTB||small glutamine-r
-0.55016322 54558 NM_019073 Hs.408467 Spermatogenesis associated 6 ||SPATA6||Spermatogene
-1.25271655 54566 NM_018424 Hs.269180 Erythrocyte membrane protein b||EPB41L4B||erythrocyte m
-1.11585552 54575 NM_019075 Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
-0.32206149 54577 NM_019077 Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
-0.09395976 54579 NM_019078 Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
-1.09760738 54581 NM_022050 Hs.513102 SCAN domain containing 2 ||SCAND2||SCAN domain
-0.17607638 54584 NM_053004 Hs.105642 Hypothetical protein FLJ21125 ||||FLJ21125||Hypothetical
-0.63227984 54586 XM_035953 Hs.163070 Chromosome 9 open reading fra||C9orf11||Chromosome 9
-0.32206149 54596 NM_019079 Hs.135693 Hypothetical protein FLJ10884 ||ECAT11||FLJ10884||hyp
-0.80563716 54602 XM_041162
-0.63227984 54606 NM_019082 Hs.520344 DEAD (Asp-Glu-Ala-Asp) box po||NOH61||DDX56||NUCLE
-1.05198703 54617 NM_017553 Hs.292949 Homolog of yeast INO80 ||INO80||homolog of yeast
-1.13410365 54620 XM_375337
-1.09760738 54621 NM_019086 Hs.187624 Hypothetical protein FLJ20674 ||||FLJ20674||Hypothetical
-0.87862971 54622 NM_019087 Hs.152664 ADP-ribosylation factor related p||ARFRP2||ADP-ribosylatio
-0.95162227 54623 NM_019088 Hs.466714 Hypothetical protein F23149_1 ||PD2||hypothetical protein
0.12501791 54626 XM_375684 Hs.118727 Hairy and enhancer of split 2 (D ||HES2||hairy and enhance
-0.20344859 54627 XM_378184 Hs.160373 KIAA1383 protein ||KIAA1383||KIAA1383 pro
-0.28556521 54629 NM_019092 Hs.368548 Family with sequence similarity ||KIAA1164||FAM63B||fam
-0.59578357 54662 NM_018201 Hs.3376 TBC1 domain family, member 1 ||TBC1D13||TBC1 domain
-0.60490764 54663 NM_018093 Hs.415220 Hypothetical protein FLJ10439 ||WDR74||FLJ10439||Hypo
-0.7052724 54664 NM_018374 Hs.396358 Hypothetical protein FLJ11273 ||FLJ11273||hypothetical p
-0.97899448 54665 NM_018364 Hs.486285 Round spermatid basic protein 1||RSBN1||Round spermati
-0.72352054 54674 NM_018334 Hs.3781 Leucine rich repeat neuronal 3 ||LRRN3||Leucine rich rep
-0.55928729 54675 NM_019095 Hs.224764 Chromosome 20 open reading f ||C20orf155||GCD10, S. C
-0.64140391 54676 NM_019096 Hs.485449 GTP binding protein 2 ||GTPBP2||GTP-BINDING
-0.76914088 54680 NM_017953 Hs.5111 Hypothetical protein FLJ20729 ||FLJ20729||hypothetical p
0.41698812 54682 NM_018050 Hs.5999 MANSC domain containing 1 ||MANSC1||MANSC doma
-0.05746348 54707 NM_018066 Hs.14333 Hypothetical protein FLJ10349 ||FLJ10349||hypothetical p
-0.15782824 54708 NM_017824 Hs.549165 Membrane-associated ring finge||RNF153||MARCH5||mem
0.10676977 54716 NM_020208 Hs.413095 Solute carrier family 6 (proline IM||XT3||SLC6A20||X TRAN
-0.03009127 54718 NM_024018 Hs.370522 Butyrophilin, subfamily 2, memb||BTN2A3||butyrophilin, su
0.07939756 84146 NM_032186 Hs.173001 Zinc finger protein 644 ||ZNF644||Zinc finger prot
-0.20344859 54073 NM_138332
-0.57753543 54143 NM_153203
-0.21257266 54441 NM_018991 Hs.549164 DKFZp434A0131 protein ||DKFZP434A0131||DKFZ



0.43523626 54517 NM_019042 Hs.520619 Hypothetical protein FLJ20485 ||FLJ20485||hypothetical p
-0.45892253 54726 NM_017493 Hs.270851 HIV-1 induced protein HIN-1 ||HSHIN1||HIV-1 induced 
-0.1395801 54732 NM_017510 Hs.279929 Transmembrane emp24 protein ||TMED9||Transmembrane
-0.22169673 54733 NM_017515 Hs.524014 Solute carrier family 35, membe||SLC35F2||solute carrier f
-0.14870417 54734 NM_017516 Hs.354906 RAB39, member RAS oncogene||RAB39||RAB39, membe
-0.3768059 54737 NM_017520 Hs.549166 M-phase phosphoprotein, mpp8 ||HSMPP8||M-phase phos
-0.03921534 54738 NM_017521 Hs.234759 FEV (ETS oncogene family) ||FEV||FEV (ETS oncogen
-0.03009127 54742 NM_017527 Hs.69517 Lymphocyte antigen 6 complex, ||LY6K||lymphocyte antige
0.0976457 54744 NM_017535 Hs.549167 Hypothetical protein DKFZp566H||DKFZp566H0824||hypoth

-0.22169673 54749 NM_017549 Hs.416007 Ependymin related protein 1 (ze ||EPDR1||UCC1||Ependym
0.11589384 54751 NM_017556 Hs.530101 Filamin-binding LIM protein-1 ||FBLP-1||MIGFILIN||FBLP
-1.96439396 54752 NM_017559 Hs.120369 Hypothetical protein DKFZp434H||DKFZp434H2215||hypoth
-1.4169498 54754 XM_030729 Hs.98749 Family with sequence similarity ||DKFZp434I1117||FAM22
-0.88775378 54756 NM_017563 Hs.150725 Interleukin 17 receptor D ||IL17RD||interleukin 17 re
-0.96987041 54757 NM_017565 Hs.268874 Family with sequence similarity ||FAM20A||family with seq
-1.28008876 54758 NM_017566 Hs.461688 Kelch domain containing 4 ||KLHDC4||Kelch domain 
-1.32570911 54760 NM_017573 Hs.46884 Proprotein convertase subtilisin/ ||PCSK4||PROPROTEIN C
-0.76001681 54762 NM_017577
-0.7052724 54763 NM_017578 Hs.458304 Ropporin, rhophilin associated p||ROPN1||Ropporin, rhoph
-0.86038158 54764 NM_017580 Hs.550520 Zinc finger, RAN-binding domain||ZRANB1||zinc finger, RA
-0.78738902 54765 NM_017583 Hs.192103 Tripartite motif-containing 44 ||TRIM44||Tripartite motif-
-0.62315577 54768 NM_017558 Hs.461229 Hydrocephalus inducing ||HYDIN||Hydrocephalus i
-0.65965205 54769 NM_017594 Hs.165636 DIRAS family, GTP-binding RAS||DIRAS2||DIRAS family, G
-1.26184062 54777 NM_017609 Hs.501570 Chromosome 10 open reading f ||C10orf92||Chromosome 
-0.99724262 54778 NM_017610 Hs.404423 Ring finger protein 111 ||RNF111||Ring finger pro
-0.85125751 54780 NM_017615 Hs.258798 Chromosome 10 open reading f ||C10orf86||Chromosome 
-1.37132946 54784 NM_017621 Hs.440667 Hypothetical protein FLJ20013 ||FLJ20013||hypothetical p
-0.69614833 54785 NM_017622 Hs.129563 Hypothetical protein FLJ20014 ||FLJ20014||hypothetical p
-1.14322772 54788 NM_017626 Hs.500013 DnaJ (Hsp40) homolog, subfam||DNAJB12||FLJ20027||DJ
-1.34395725 54790 NM_017628 Hs.367639 Hypothetical protein FLJ20032 ||FLJ20032||hypothetical p
0.18888639 54793 NM_017634 Hs.72071 Potassium channel tetramerisat ||KCTD9||Potassium chan
-0.20344859 54796 NM_017637 Hs.435309 Basonuclin 2 ||||BNC2||Basonuclin 2||
-0.57753543 54797 NM_017638 Hs.479911 Mediator of RNA polymerase II t||MED18||mediator of RNA
-0.84213344 54798 NM_017639 Hs.148847 Dachsous 2 (Drosophila) ||DCHS2||dachsous 2 (Dro
0.12501791 54800 NM_017644 Hs.407709 DRE1 protein ||DRE1||DRE1 protein||
0.41698812 54801 NM_017645 Hs.533468 Family with sequence similarity ||FAM29A||family with seq
-0.52279101 54802 NM_017646 Hs.356554 TRNA isopentenyltransferase 1 ||TRIT1||tRNA isopenteny
-0.71439647 54807 NM_017652 Hs.469601 Zinc finger protein 586 ||ZNF586||Zinc finger prot
-0.92425006 54808 NM_017653 Hs.162996 Dymeclin ||FLJ90130||DYM||Dymec
-0.57753543 54809 NM_017654 Hs.65641 Sterile alpha motif domain conta||SAMD9||Sterile alpha mo
-0.7052724 54811 NM_017656 Hs.531179 Zinc finger protein 562 ||ZNF562||Zinc finger prot
-0.74176868 54813 NM_017658 Hs.174682 BTB (POZ) domain containing 5||BTBD5||BTB (POZ) dom
-0.51366694 54814 NM_017659 Hs.466952 Glutaminyl-peptide cyclotransfer||QPCTL||Glutaminyl-pept
-1.05198703 54815 NM_017660 Hs.118964 GATA zinc finger domain contai ||p66alpha||GATAD2A||GA
-0.91512599 54819 NM_017665 Hs.29700 Zinc finger, CCHC domain conta||ZCCHC10||zinc finger, C
-0.51366694 54821 XM_372231
-0.60490764 54823 NM_017673 Hs.134183 Chromosome 1 open reading fra||C1orf26||Chromosome 1
-0.51366694 54826 NM_017676 Hs.24088 Hypothetical protein FLJ20125 ||FLJ20125||hypothetical p
-0.23994487 54827 NM_017678 Hs.179100 Chromosome 11 open reading f ||C11orf33||Chromosome 
-0.9424982 54828 NM_017679 Hs.463702 Breast carcinoma amplified seq ||BCAS3||Breast carcinom
-0.86950565 54829 NM_017680 Hs.435655 Asporin (LRR class 1) ||ASPN||PLAP1||PERIODO



-0.99724262 54830 NM_017681 Hs.163629 Hypothetical protein FLJ20130 ||FLJ20130||hypothetical p
-0.3494337 54831 NM_017682 Hs.435611 Vitelliform macular dystrophy 2- ||VMD2L1||Vitelliform mac
-0.31293742 54834 NM_017686 Hs.310809 Ganglioside induced differentiat ||GDAP2||Ganglioside ind
-0.23994487 54836 NM_017688 Hs.494870 B-box and SPRY domain contai ||BSPRY||B-box and SPRY
-0.95162227 54838 NM_017787 Hs.500897 Chromosome 10 open reading f ||C10orf26||Chromosome 
-0.95162227 54839 NM_017691 Hs.12692 Hypothetical protein FLJ20156 ||LRRC49||FLJ20156||Hyp
-0.47717067 54841 NM_017693 Hs.288809 Basic, immunoglobulin-like varia||BIVM||Basic, immunoglo
-1.20709621 54842 NM_017694 Hs.418581 FLJ20160 protein ||FLJ20160||FLJ20160 pro
-0.93337413 54843 NM_032379 Hs.369520 Synaptotagmin-like 2 ||SYTL2||Synaptotagmin-l
-1.02461482 54845 NM_017697 Hs.487471 Hypothetical protein FLJ20171 ||FLJ20171||hypothetical p
-0.44067439 54847 NM_017699 Hs.272416 SID1 transmembrane family, me||||SIDT1||SID1 transmemb
-0.31293742 54849 NM_207514 Hs.62771 Hypothetical protein FLJ20186 ||FLJ20186||hypothetical p
-0.4680466 54851 NM_017704 Hs.29052 Fetal globin-inducing factor ||FGIF||Fetal globin-induci
0.20713453 54853 NM_017706 Hs.286261 WD repeat domain 55 ||WDR55||FLJ20195||WD 
-0.71439647 54854 NM_017708 Hs.165803 Hypothetical protein FLJ20200 ||FLJ20200||hypothetical p
-0.43155032 54855 NM_017709 Hs.356216 Family with sequence similarity 4||FAM46C||family with seq
-0.60490764 54856 NM_032292 Hs.516775 Hypothetical protein FLJ20203 ||FLJ20203||hypothetical p
-0.78738902 54857 NM_017711 Hs.438712 Glycerophosphodiester phospho||GDPD2||Glycerophospho
-0.7052724 54858 NM_017712 Hs.131776 Pyroglutamyl-peptidase I ||||PGPEP1||Pyroglutamyl-
0.22538267 54859 NM_017713 Hs.311100 Hypothetical protein FLJ20211 ||FLJ20211||hypothetical p
-0.08483569 54860 NM_017716 Hs.272789 Membrane-spanning 4-domains ||MS4A12||membrane-spa
-0.3494337 54862 NM_017721 Hs.269592 Putative NFkB activating protein||FLJ20241||putative NFkB
-0.4680466 54863 NM_017723 Hs.495541 Hypothetical protein FLJ20245 ||FLJ20245||hypothetical p
0.28925115 54865 NM_015590 Hs.193832 G patch domain containing 4 ||GPATC4||G patch doma
-0.36768183 54867 NM_017727 Hs.533934 Hypothetical protein FLJ20254 ||FLJ20254||hypothetical p
-0.53191508 54868 NM_017728 Hs.370262 Hypothetical protein FLJ20255 ||FLJ20255||hypothetical p

0.927936 54869 NM_017729 Hs.438862 EPS8-like 1 ||EPS8L1||EPS8-like 1||
-0.13045603 54870 NM_017730 Hs.297389 FLJ20259 protein ||FLJ20259||FLJ20259 pro
-0.1122079 54872 NM_017733 Hs.7099 GPI7 protein ||GPI7||GPI7 protein||
0.0976457 54873 NM_017734 Hs.483993 Palmdelphin ||PALMD||Palmdelphin||
0.83669531 54874 NM_017737 Hs.134060 Formin binding protein 1-like ||TOCA1||C1ORF39||FNB
0.43523626 54875 NM_017738 Hs.435381 Chromosome 9 open reading fra||C9orf39||Chromosome 9
0.87319159 54876 NM_017741 Hs.518674 Hypothetical protein FLJ20280 ||FLJ20280||hypothetical p
0.73633055 54877 NM_017742 Hs.114191 Zinc finger, CCHC domain conta||ZCCHC2||zinc finger, CC
1.2837747 54878 NM_017743 Hs.458609 Dipeptidylpeptidase 8 ||DPP8||Dipeptidylpeptidas
0.52647695 54880 NM_017745 Hs.186424 BCL6 co-repressor ||BCOR||KIAA1575||BCL6
1.46625609 54881 NM_017746 Hs.494648 Testis expressed sequence 10 ||TEX10||Testis expressed
1.02830076 54882 NM_017747 Hs.434219 Eukaryotic translation initiation f ||||ANKHD1||Eukaryotic tra
0.64508985 54883 NM_017748 Hs.406223 Hypothetical protein FLJ20291 ||FLJ20291||hypothetical p
0.78195089 54884 NM_017750 Hs.440401 All-trans-13,14-dihydroretinol sa ||RetSat||All-trans-13,14-d
0.39873998 54885 NM_017752 Hs.351798 FLJ20298 protein ||FLJ20298||FLJ20298 pro
-0.17607638 54886 NM_017753 Hs.382683 Plasticity related gene 3 ||PRG-3||Plasticity related
0.28925115 54887 NM_017754 Hs.549169 Chromosome 6 open reading fra||C6orf107||Chromosome 
-0.20344859 54888 NM_017755 Hs.481526 NOL1/NOP2/Sun domain family ||NSUN2||NOL1/NOP2/Su
0.54472509 54890 NM_017758 Hs.462392 Hypothetical protein FLJ20308 ||||FLJ20308||Hypothetical
-0.15782824 54891 NM_017759 Hs.471205 Hypothetical protein FLJ20309 ||FLJ20309||hypothetical p
0.36224371 54892 NM_017760 Hs.18616 Leucine zipper protein 5 ||MTB||LUZP5||Leucine zip
0.20713453 54893 NM_017762 Hs.30141 Myotubularin related protein 10 ||FLJ20313||MTMR10||My
0.54472509 54894 NM_017763 Hs.500398 Hypothetical protein FLJ20315 ||FLJ20315||hypothetical p
0.62684172 54896 NM_017765 Hs.523036 PQ loop repeat containing 2 ||PQLC2||PQ loop repeat 
-0.19432452 54897 NM_017766 Hs.553537 Hypothetical protein FLJ20321 ||FLJ20321||CASZ1||Hypo



0.00640501 54898 NM_017770 Hs.408557 Elongation of very long chain fat||ELOVL2||elongation of v
-0.10308383 54900 NM_017773 Hs.272794 Lymphocyte transmembrane ad ||LAX||LAX1||Lymphocyte 
-0.34030963 54901 NM_017774 Hs.484844 CDK5 regulatory subunit associa||CDKAL1||CDK5 regulato
0.26187895 54903 NM_017777 Hs.408843 Hypothetical protein FLJ20345 ||FLJ20345||hypothetical p
-0.31293742 54905 NM_017781 Hs.272795 Cytochrome P450, family 2, sub||CYP2W1||cytochrome P4
-0.28556521 54908 NM_017785 Hs.368710 Hypothetical protein FLJ20364 ||FLJ20364||hypothetical p
-0.1395801 54910 NM_017789 Hs.516220 Sema domain, immunoglobulin ||SEMAF||SEMA4C||SEMA
0.00640501 54914 NM_017794 Hs.408652 KIAA1797 ||KIAA1797||
-0.20344859 54915 NM_017798 Hs.11747 YTH domain family, member 1 ||YTHDF1||YTH domain fa
0.35311964 54916 NM_017799 Hs.549170 Chromosome 14 open reading f ||C14orf101||Chromosome
-0.14870417 54918 NM_017801 Hs.380627 Chemokine-like factor super fam||CKLFSF6||CHEMOKINE
-0.01184313 54919 NM_017802 Hs.521328 Hypothetical protein FLJ20397 ||FLJ20397||hypothetical p
-0.06658755 54920 NM_017803 Hs.534460 Dihydrouridine synthase 2-like (S||FLJ20399||DUS2L||dihyd
-0.26731707 54922 NM_017805 Hs.233955 Ras interacting protein 1 ||RASIP1||Ras interacting 
0.17063825 54923 NM_017806 Hs.233220 Lck interacting transmembrane ||LIME1||FLJ20406||Lck in
-0.38592997 54925 NM_017810 Hs.123295 Zinc finger protein 434 ||ZNF434||Zinc finger prot
-0.44067439 54927 NM_017812 Hs.131434 Coiled-coil-helix-coiled-coil-helix||CHCHD3||Coiled-coil-he
0.16151418 54929 NM_017814 Hs.26570 Hypothetical protein FLJ20422 ||FLJ20422||hypothetical p
0.36224371 54930 NM_017815 Hs.442782 Chromosome 14 open reading f ||C14orf94||Chromosome 
0.28012708 54931 NM_017819 Hs.57898 RNA (guanine-9-) methyltransfe ||RG9MTD1||RNA (guanin
-0.29468928 54932 NM_017820 Hs.495553 Hypothetical protein FLJ20433 ||FLJ20433||hypothetical p
-0.03009127 54933 NM_017821 Hs.524626 Rhomboid, veinlet-like 2 (Drosop||RHBDL2||RHOMBOID-L
0.37136778 54934 NM_017822 Hs.505412 Hypothetical protein FLJ20436 ||FLJ20436||hypothetical p
-0.55016322 54937 NM_017826 Hs.124519 Hypothetical protein FLJ20449 ||FLJ20449||hypothetical p
-0.3494337 54938 NM_017827 Hs.14220 Seryl-tRNA synthetase 2 ||SARS2||seryl-tRNA synth
-0.44067439 54939 NM_017828 Hs.351327 COMM domain containing 4 ||COMMD4||COMM doma
-0.18520045 54940 NM_017830 Hs.518750 OCIA domain containing 1 ||OCIAD1||OCIA domain c
-0.33118556 54941 NM_017831 Hs.272800 Ring finger protein 125 ||RNF125||Ring finger pro
0.38961592 54942 NM_017832 Hs.29276 Hypothetical protein FLJ20457 ||FLJ20457||hypothetical p
0.69983427 54943 NM_017833 Hs.458308 Chromosome 21 open reading f ||C21orf55||Chromosome 
0.05202535 54946 NM_017836 Hs.506720 Solute carrier family 41, membe||SLC41A3||Solute carrier 
-0.06658755 54947 NM_017839 Hs.460857 Hypothetical protein FLJ20481 ||FLJ20481||hypothetical p
-0.35855777 54948 NM_017840 Hs.530734 Mitochondrial ribosomal protein ||MRPL16||mitochondrial r
-0.3494337 54949 NM_017841 Hs.313247 Hypothetical protein FLJ20487 ||FLJ20487||hypothetical p
-0.67790019 54951 NM_017845 Hs.23956 COMM domain containing 8 ||COMMD8||COMM doma
-0.90600192 54952 NM_017846 Hs.533626 TRNA selenocysteine associate ||SECP43||tRNA selenocy
-0.3494337 54953 NM_017847 Hs.371210 Chromosome 1 open reading fra||C1orf27||ODR4||Chromo
-0.15782824 54954 NM_017848 Hs.272803 Chromosome X open reading fr ||CXorf17||chromosome X
-0.38592997 54955 NM_017850 Hs.272673 Hypothetical protein FLJ20508 ||FLJ20508||hypothetical p
0.06114942 54956 NM_017851 Hs.30634 Poly (ADP-ribose) polymerase fa||PARP16||poly (ADP-ribo
0.23450674 54957 NM_017853 Hs.134406 Thioredoxin-like 4B ||TXNL4B||thioredoxin-like
-0.20344859 54958 NM_017854 Hs.105606 Hypothetical protein FLJ20512 ||FLJ20512||hypothetical p
0.00640501 54959 NM_017855 Hs.143811 APin protein ||APIN||APin protein||
-0.10308383 54960 NM_017856 Hs.528647 Family with sequence similarity ||FAM51A1||family with se
-0.13045603 54962 NM_017858 Hs.426696 Timeless-interacting protein ||FLJ20516||Timeless-inte
-0.45892253 54964 NM_017860 Hs.549171 Chromosome 1 open reading fra||FLJ20519||C1orf56||Chro
-0.2308208 54965 NM_017861 Hs.223296 Phosphatidylinositol glycan, clas||PIGX||phosphatidylinosit
-0.21257266 54967 NM_017863 Hs.272804 Chromosome X open reading fr ||CXorf48||chromosome X
0.02465314 54968 NM_017866 Hs.106650 Hypothetical protein FLJ20533 ||FLJ20533||hypothetical p
0.12501791 54969 NM_017867 Hs.406756 Hypothetical protein FLJ20534 ||FLJ20534||hypothetical p
0.44436033 54970 NM_017868 Hs.288772 Tetratricopeptide repeat domain||TTC12||Tetratricopeptide



0.19801046 54972 NM_017870 Hs.118552 Heat shock 70kDa protein 5 (glu||HSPA5BP1||heat shock 
0.31662336 54973 NM_017871 Hs.6449 Related to CPSF subunits 68 kD||FLJ20542||CPSF3L||Rela
-0.08483569 54976 NM_017874 Hs.274422 Chromosome 20 open reading f ||C20orf27||Chromosome 
-0.66877612 54977 NM_017875 Hs.369615 Hypothetical protein FLJ20551 ||FLJ20551||hypothetical p
-0.17607638 54978 NM_017877 Hs.516034 Chromosome 2 open reading fra||C2orf18||Chromosome 2
-0.12133196 54979 NM_017878 Hs.272805 HRAS-like suppressor 2 ||HRASLS2||HRAS-like su
-0.15782824 54980 NM_017880 Hs.413123 Hypothetical protein FLJ20558 ||FLJ20558||hypothetical p
-0.20344859 54981 NM_017881 Hs.494186 Chromosome 9 open reading fra||C9orf95||NRK1||NICOTIN
0.48085661 54985 NM_017885 Hs.423103 Host cell factor C1 regulator 1 (X||HCFC1R1||host cell facto
0.08852163 54987 NM_017887 Hs.525391 Hypothetical protein FLJ20580 ||FLJ20580||hypothetical p
0.12501791 54988 NM_017888 Hs.122939 Hypothetical protein FLJ20581 ||FLJ20581||hypothetical p
0.49910475 54989 NM_014106 Hs.5327 Hypothetical protein FLJ20582 ||FLJ20582||hypothetical p
0.23450674 54991 NM_017891 Hs.235095 Hypothetical protein FLJ20584 ||FLJ20584||hypothetical p
0.58122137 54993 NM_017894 Hs.513100 Zinc finger and SCAN domain c ||||ZSCAN2||Zinc finger an
0.13414198 54994 NM_017896 Hs.353013 Chromosome 20 open reading f ||C20orf11||Chromosome 
-0.0209672 54995 NM_017897 Hs.55781 Hypothetical protein FLJ20604 ||KS||FLJ20604||hypotheti
-0.72352054 54996 NM_017898 Hs.369042 Hypothetical protein FLJ20605 ||FLJ20605||hypothetical p
-0.3494337 54997 NM_017899 Hs.525709 Hypothetical protein FLJ20607 ||TSC||hypothetical protein
-0.71439647 55000 NM_017903 Hs.120446 Hypothetical protein FLJ20618 ||FLJ20618||hypothetical p
-0.67790019 55001 NM_017904 Hs.16230 Hypothetical protein FLJ20619 ||FLJ20619||hypothetical p
-0.43155032 55002 NM_017905 Hs.317593 Chromosome 13 open reading f ||C13orf11||Chromosome 
-1.08848331 55003 NM_017906 Hs.310231 PAK1 interacting protein 1 ||PIP1||PAK1IP1||PAK1-IN
-0.59578357 55004 NM_017907 Hs.530753 Hypothetical protein FLJ20625 ||FLJ20625||hypothetical p
-0.27644114 55005 NM_017909 Hs.486835 Chromosome 6 open reading fra||C6orf96||Chromosome 6
-0.55928729 55006 NM_017910 Hs.468026 Hypothetical protein FLJ20628 ||FLJ20628||hypothetical p
0.22538267 55007 NM_017911 Hs.265018 Chromosome 22 open reading f ||C22orf8||Chromosome 2
-0.42242625 55009 NM_017914 Hs.25489 Chromosome 19 open reading f ||C19orf24||Chromosome 
-0.96987041 55010 NM_017915 Hs.330663 Hypothetical protein FLJ20641 ||FLJ20641||hypothetical p
0.65421392 55011 NM_017916 Hs.5245 Hypothetical protein FLJ20643 ||FLJ20643||hypothetical p
0.72720648 55012 NM_017917 Hs.530712 Chromosome 14 open reading f ||C14orf10||Chromosome 
-0.59578357 55013 NM_017918 Hs.234149 Hypothetical protein FLJ20647 ||FLJ20647||hypothetical p
-0.44979846 55014 NM_017919 Hs.130643 Syntaxin 17 ||STX17||Syntaxin 17||
-0.15782824 55015 NM_017922 Hs.274337 PRP39 pre-mRNA processing fa||PRPF39||PRP39 pre-mR
-0.1122079 55016 NM_017923 Hs.136900 Membrane-associated ring finge||MARCH1||MARCH-I||me
-0.51366694 55017 NM_017924 Hs.525238 Chromosome 14 open reading f ||C14orf119||Chromosome
-0.16695231 55018 NM_017928 Hs.389460 Hypothetical protein FLJ20694 ||FLJ20694||hypothetical p
0.05202535 55020 NM_017931 Hs.435832 Hypothetical protein FLJ20699 ||FLJ20699||hypothetical p
-0.8238853 55022 NM_017933 Hs.409352 Hypothetical protein FLJ20701 ||FLJ20701||hypothetical p
1.39326354 55024 NM_017935 Hs.480400 B-cell scaffold protein with anky ||BANK1||B-cell scaffold p
-0.88775378 55026 NM_017938 Hs.437563 Hypothetical protein FLJ20716 ||FLJ20716||hypothetical p
-0.72352054 55027 NM_017939 Hs.313917 Hypothetical protein FLJ20718 ||FLJ20718||hypothetical p
-0.56841136 55028 NM_017941 Hs.12929 Lung cancer-related protein 8 ||HLC-8||Lung cancer-rela
-0.36768183 55030 NM_017943 Hs.525348 F-box protein 34 ||FBXO34||FBX34||F-box 
-0.72352054 55031 NM_017944 Hs.501924 Ubiquitin specific protease 47 ||USP47||Ubiquitin specific
-0.96987041 55032 NM_017945 Hs.237480 Solute carrier family 35, membe||SLC35A5||solute carrier 
0.72720648 55035 NM_017948 Hs.442199 Nucleolar protein 8 ||NOL8||Nucleolar protein 
-0.8238853 55036 XM_371082 Hs.202542 Hypothetical protein FLJ20753 ||FLJ20753||hypothetical p
-0.74176868 55037 NM_017952 Hs.323489 FLJ20758 protein ||FLJ20758||FLJ20758 pro
-0.40417811 55039 NM_017956 Hs.9925 Hypothetical protein FLJ20772 ||FLJ20772||hypothetical p
-0.77826495 55040 NM_017957 Hs.165904 Epsin 3 ||EPN3||Epsin 3||
-0.90600192 55041 NM_017958 Hs.469944 Pleckstrin homology domain con||PLEKHB2||pleckstrin hom



-0.66877612 55048 NM_017966 Hs.523715 Vacuolar protein sorting 37C (ye||VPS37C||vacuolar protei
-1.18884807 55051 NM_199043 Hs.528131 Chromosome 14 open reading f ||C14orf102||Chromosome
-0.48629474 55052 NM_017971 Hs.182698 Mitochondrial ribosomal protein ||MRPL20||mitochondrial r
-0.80563716 55054 NM_017974 Hs.529322 APG16 autophagy 16-like (S. ce||APG16L||APG16 autoph
-0.68702426 55055 NM_017975 Hs.21331 Zwilch ||FLJ10036||Zwilch||
0.20713453 55061 NM_017982 Hs.497841 Sushi domain containing 4 ||FLJ10052||SUSD4||Sush
-0.81476123 55062 NM_017983 Hs.463964 WD40 repeat protein Interacting||WIPI49||WIPI1||WIPI, 49
-0.64140391 55063 NM_017984 Hs.105191 Zinc finger, CW type with PWW ||ZCWPW1||zinc finger, C
-0.47717067 55064 NM_017985 Hs.179615 Chromosome 9 open reading fra||C9orf68||Chromosome 9
-0.84213344 55068 NM_017993 Hs.128258 Hypothetical protein FLJ10094 ||FLJ10094||hypothetical p
-0.00271906 55069 NM_017994 Hs.488478 Hypothetical protein FLJ10099 ||FLJ10099||hypothetical p
-0.30381335 55070 NM_017996 Hs.42140 De-etiolated homolog 1 (Arabido||DET1||de-etiolated homo
-1.13410365 55071 NM_017998 Hs.532296 Chromosome 9 open reading fra||C9orf40||Chromosome 9
-0.5866595 55074 NM_181354 Hs.148778 Oxidation resistance 1 ||OXR1||Oxidation resistan
-1.0611111 55075 NM_018003 Hs.108049 Uveal autoantigen with coiled-co||UACA||Uveal autoantige
-0.96074634 55079 NM_018008 Hs.241523 Zinc finger protein 312 ||TOF||FEZL||ZNF312||Zin
-0.00271906 55080 NM_018009 Hs.504597 TAP binding protein-like ||TAPBPR||TAPBPL||TAP
0.46260847 55082 NM_018011 Hs.508644 Hypothetical protein FLJ10154 ||FLJ10154||hypothetical p
-0.10308383 55083 XM_371354 Hs.368096 Hypothetical protein FLJ10157 ||FLJ10157||hypothetical p
-0.51366694 55084 NM_018013 Hs.445244 Hypothetical protein FLJ10159 ||FLJ10159||hypothetical p
-0.96074634 55086 NM_018015 Hs.274267 Hypothetical protein FLJ10178 ||FLJ10178||hypothetical p
-0.76914088 55088 NM_018017 Hs.159066 Chromosome 10 open reading f ||C10orf118||Chromosome
-0.4680466 55089 NM_018018 Hs.446077 Solute carrier family 38, membe||SLC38A4||ATA3||NAT3||
-0.90600192 55090 NM_018019 Hs.244595 Mediator of RNA polymerase II t||MED9||mediator of RNA 
-1.16147586 55092 NM_018022 Hs.465305 Hypothetical protein FLJ10199 ||FLJ10199||TMEM51||tran
-0.1395801 55093 NM_018024 Hs.18029 Hypothetical protein FLJ10204 ||FLJ10204||hypothetical p
0.08852163 55094 NM_018025 Hs.466436 G patch domain containing 1 ||GPATC1||G patch doma
0.82757124 55095 XM_290820
-0.03009127 55096 NM_018029 Hs.534462 Hypothetical protein FLJ10213 ||FLJ10213||hypothetical p
1.07392111 55099 XM_378199
0.90968786 55100 NM_018034 Hs.213690 Hypothetical protein FLJ10233 ||WDR70||FLJ10233||Hypo
-0.55928729 55049 NM_017967 Hs.30783 Hypothetical protein FLJ20850 ||FLJ20850||hypothetical p
0.22538267 55073 NM_018001
0.64508985 54913 NM_017793 Hs.8562 Ribonuclease P 25kDa subunit ||RPP25||ribonuclease P 2
-0.22169673 55101 NM_018035 Hs.351099 Hypothetical protein FLJ10241 ||FLJ10241||hypothetical p
-0.28556521 54816 NM_017661 Hs.511477 Suppressor of hairy wing homolo||SUHW4||suppressor of h
0.04290128 54832 NM_017684 Hs.511668 Vacuolar protein sorting 13C (ye||KIAA1421||VPS13C||vac
-0.65052798 55102 NM_018036 Hs.168241 Chromosome 14 open reading f ||C14orf103||Chromosome
0.16151418 55104 NM_018038 Hs.274274 Hypothetical protein FLJ10246 ||FLJ10246||hypothetical p
-0.3494337 55105 NM_018040 Hs.420757 G patch domain containing 2 ||GPATC2||G patch doma
0.00640501 55106 NM_018042 Hs.105859 Hypothetical protein FLJ10260 ||FLJ10260||hypothetical p
-0.05746348 55107 NM_018043 Hs.503074 Transmembrane protein 16A ||TMEM16A||transmembra
-0.07571162 55108 NM_018045 Hs.353454 Hypothetical protein FLJ10276 ||FLJ10276||hypothetical p
-0.03009127 55110 NM_018048 Hs.104650 Mago-nashi homolog ||FLJ10292||Mago-nashi h
-0.08483569 55111 NM_018049 Hs.501353 Pleckstrin homology domain con||PLEKHJ1||pleckstrin hom
-0.92425006 55112 NM_018051 Hs.389945 WD repeat domain 60 ||FLJ10300||WDR60||WD 
-0.5866595 55113 NM_018053 Hs.55024 Hypothetical protein FLJ10307 ||FLJ10307||hypothetical p
-1.33483318 55114 NM_018054 Hs.373793 Rho GTPase activating protein 1||ARHGAP17||RICH1||NAD
-0.79651309 55116 NM_018056 Hs.25544 Transmembrane protein 39B ||TMEM39B||transmembra
-0.06658755 55117 NM_018057 Hs.44424 Solute carrier family 6, member ||SLC6A15||TRANSPORT
1.26552657 55118 NM_018058 Hs.500741 Cartilage acidic protein 1 ||CEP68||CRTAC1||CHON



-0.64140391 55119 NM_018061 Hs.342307 Sarcoma antigen NY-SAR-27 ||FLJ10330||PRPF38B||Sa
-1.0611111 55120 NM_018062 Hs.411433 Fanconi anemia, complementat ||FANCL||PHF9||FANCON
-1.14322772 55122 NM_018064 Hs.485915 Hypothetical protein PRO2266 ||||C6orf166||Hypothetical 
-0.67790019 55125 NM_018069 Hs.100914 Centrosomal protein 192 kDa ||Cep192||centrosomal pro
-0.73264461 55127 XM_375853 Hs.209958 Protein BAP28 ||FLJ10359||protein BAP2
-1.11585552 55128 NM_018073 Hs.523438 Tripartite motif-containing 68 ||TRIM68||Tripartite motif-
-1.07023517 55129 NM_018075 Hs.457131 Hypothetical protein FLJ10375 ||FLJ10375||hypothetical p
-0.63227984 55130 NM_018076 Hs.127530 Armadillo repeat containing 4 ||ARMC4||Armadillo repea
0.17976232 55131 NM_018077 Hs.274263 RNA binding motif protein 28 ||RBM28||RNA binding mo
-0.86950565 55132 NM_018078 Hs.480712 FLJ10378 protein ||FLJ10378||FLJ10378 pro
-0.64140391 55133 NM_018079 Hs.14229 Hypothetical protein FLJ10379 ||FLJ10379||hypothetical p
0.04290128 55135 NM_018081 Hs.437460 Hypothetical protein FLJ10385 ||FLJ10385||hypothetical p
-0.92425006 55137 NM_018086 Hs.170999 Fidgetin ||FIGN||Fidgetin||
-0.92425006 55138 NM_018088 Hs.196086 Hypothetical protein FLJ10408 ||FLJ10408||hypothetical p
-1.20709621 55139 NM_018089 Hs.437647 Hypothetical protein FLJ10415 ||FLJ10415||hypothetical p
-1.26184062 55140 NM_018091 Hs.491336 Elongation protein 3 homolog (S||ELP3||elongation protein
0.06114942 55142 NM_018097 Hs.14347 Chromosome 15 open reading f ||C15orf25||Chromosome 
0.10676977 55143 NM_018101 Hs.524571 Cell division cycle associated 8 ||CDCA8||Cell division cyc
-0.258193 55144 NM_018103 Hs.482087 Leucine rich repeat containing 5 ||LRRC5||Leucine rich rep

0.35311964 55145 NM_018105 Hs.7432 THAP domain containing, apopt ||THAP1||THAP domain c
-0.7052724 55146 NM_018106 Hs.5268 Zinc finger, DHHC domain conta||ZDHHC4||zinc finger, DH
-0.50454287 55147 NM_018107 Hs.4997 RNA binding motif protein 23 ||RBM23||RNA binding mo
-0.59578357 55148 NM_175748 Hs.6877 Chromosome 14 open reading f ||C14orf130||Chromosome
-0.96987041 55149 NM_018109 Hs.173946 PAP associated domain contain ||PAPD1||PAP associated
-0.7052724 55150 NM_018111 Hs.458310 Hypothetical protein FLJ10490 ||FLJ10490||hypothetical p
-1.15235179 55151 NM_018112 Hs.411925 Transmembrane protein 38B ||TMEM38B||transmembra
-0.16695231 55152 NM_018114 Hs.280978 DALR anticodon binding domain||DALRD3||DALR anticodo
-0.14870417 55153 NM_018115 Hs.270107 SDA1 domain containing 1 ||SDAD1||SDA1 domain c
-1.12497958 55154 NM_018116 Hs.279763 Misato ||MST||Misato||FLJ10504|
-0.76001681 55157 NM_018122 Hs.508292 Hypothetical protein FLJ10514 ||FLJ10514||hypothetical p
-0.59578357 55159 NM_018124
-0.41330218 55160 NM_018125 Hs.443460 Hypothetical protein FLJ10521 ||FLJ10521||hypothetical p
-0.3494337 55161 NM_018126 Hs.31082 Transmembrane protein 33 ||TMEM33||Transmembra
-0.65052798 55163 NM_018129 Hs.514278 Pyridoxine 5'-phosphate oxidase||PNPO||PYRIDOXINE-5-
-0.95162227 55164 NM_018130 Hs.528650 SHQ1 homolog (S. cerevisiae) ||FLJ10539||SHQ1 homolo
-0.41330218 55165 NM_018131 Hs.14559 Chromosome 10 open reading f ||C10orf3||Chromosome 1
-1.01549075 55166 NM_018132 Hs.88663 Chromosome 6 open reading fra||C6orf139||Chromosome 
0.70895834 55167 NM_018133 Hs.18631 Ring finger protein 184 ||FLJ10546||RNF184||Ring
-0.40417811 55168 NM_018135 Hs.520149 Mitochondrial ribosomal protein ||MRPS18A||mitochondria
-0.44979846 55170 NM_018137 Hs.26006 HMT1 hnRNP methyltransferase||HRMT1L6||PRMT6||PRO
0.07939756 55171 NM_018138 Hs.518469 Hypothetical protein FLJ10560 ||FLJ10560||hypothetical p
-0.56841136 55172 NM_018139 Hs.231761 Chromosome 14 open reading f ||C14orf104||Chromosome
-0.80563716 55173 NM_018141 Hs.380887 Mitochondrial ribosomal protein ||MRPS10||mitochondrial r
-0.41330218 55174 NM_018142 Hs.512627 Hypothetical protein FLJ10569 ||FLJ10569||hypothetical p
-1.25271655 55175 NM_018143 Hs.13268 Kelch-like 11 (Drosophila) ||KLHL11||kelch-like 11 (D
-0.7052724 55176 NM_018144 Hs.112955 Sec61 alpha 2 subunit (S. cerev||SEC61A2||Sec61 alpha 2
-0.23994487 55177 NM_018145 Hs.511067 Hypothetical protein FLJ10579 ||FLJ10579||hypothetical p
-0.63227984 55178 NM_018146 Hs.182729 RNA methyltransferase like 1 ||RNMTL1||RNA methyltra
0.28925115 55180 NM_018148 Hs.105633 Lines homolog 1 (Drosophila) ||WINS1||LINS1||lines hom
-0.41330218 55181 NM_018149 Hs.7296 Hypothetical protein FLJ10587 ||FLJ10587||hypothetical p
-0.27644114 55182 NM_018150 Hs.456557 Hypothetical protein FLJ10597 ||FLJ10597||hypothetical p



-0.47717067 55183 NM_018151 Hs.536537 RAP1 interacting factor homolog||RIF1||RIF1, YEAST, HO
0.29837522 55184 NM_018152 Hs.472225 Chromosome 20 open reading f ||C20orf12||Chromosome 
0.2162586 55186 NM_018155 Hs.144130 Hypothetical protein FLJ10618 ||FLJ10618||hypothetical p
-0.7052724 55187 NM_015378 Hs.439381 Vacuolar protein sorting 13D (ye||VPS13D||vacuolar protei
0.05202535 55188 NM_018157 Hs.368253 Brain synembryn ||RIC8B||hSyn||Brain syne
-0.77826495 55190 NM_018159 Hs.200016 Nudix (nucleoside diphosphate l ||DIPP3-BETA||APS1||NU
-0.36768183 55191 NM_018161 Hs.503137 NAD synthetase 1 ||NADSYN1||NAD synthet
-0.34030963 55192 NM_018163 Hs.511069 Hypothetical protein FLJ10634 ||FLJ10634||hypothetical p
0.30749929 55193 NM_018165 Hs.189920 Polybromo 1 ||BAF180||PB1||Polybromo

0.927936 55194 NM_018166 Hs.87016 Hypothetical protein FLJ10647 ||FLJ10647||C1orf78||Hypo
2.04107245 55195 NM_018168 Hs.146040 Chromosome 14 open reading f ||C14orf105||Chromosome
-0.22169673 55196 NM_018169 Hs.445129 Hypothetical protein FLJ10652 ||FLJ10652||hypothetical p
-0.08483569 55198 NM_018171 Hs.506603 DIP13 beta ||APPL2||DIP13B||DIP13-B
0.03377721 55199 NM_018172 Hs.61142 Hypothetical protein MGC16279||||FLJ10661||Hypothetical
0.24363081 55201 NM_018174 Hs.66048 BPY2 interacting protein 1 ||BPY2IP1||C19ORF5||VC
0.26187895 55203 NM_018176 Hs.12488 Leucine-rich repeat LGI family, m||LGI2||KIAA1916||LEUCIN
-0.68702426 55204 NM_018178 Hs.203699 Golgi phosphoprotein 3-like ||GOLPH3L||Golgi phosph
-0.87862971 55205 NM_018181 Hs.529023 Zinc finger protein 532 ||ZNF532||Zinc finger prot
-0.72352054 55206 NM_018183 Hs.144055 Sno, strawberry notch homolog ||||SBNO1||Sno, strawberry
-0.5866595 55207 NM_018184 Hs.250009 ADP-ribosylation factor-like 10C||ARL10C||ADP-ribosylatio
-0.93337413 55208 NM_018185 Hs.369453 Chromosome 13 open reading f ||C13orf17||Chromosome 
-1.44432201 55209 XM_371614 Hs.288164 Hypothetical protein FLJ10707 ||FLJ10707||hypothetical p
-0.69614833 55210 NM_018188 Hs.227067 ATPase family, AAA domain con||ATAD3A||ATPase family
-0.75089274 55211 NM_018189 Hs.317659 Developmental pluripotency ass ||DPPA4||Developmental p
-0.33118556 55213 NM_018191 Hs.508021 Regulator of chromosome cond ||RCBTB1||CLLD7||GLP||G
-0.63227984 55214 NM_018192 Hs.374191 Leprecan-like 1 ||LEPREL1||Leprecan-like
-0.91512599 55215 NM_018193 Hs.513126 Hypothetical protein FLJ10719 ||FLJ10719||hypothetical p
-1.69067188 55216 NM_018195 Hs.195060 Hypothetical protein FLJ10726 ||FLJ10726||hypothetical p
-1.13410365 55217 NM_018196 Hs.133321 Trimethyllysine hydroxylase, eps||TMLHE||Trimethyllysine 
-1.34395725 55218 NM_018199 Hs.533878 Chromosome 14 open reading f ||C14orf114||Chromosome
-1.10673145 55220 NM_018203 Hs.10414 Hypothetical protein FLJ10748 ||||FLJ10748||Hypothetical
-1.15235179 55222 NM_018205 Hs.7778 Leucine rich repeat containing 2 ||LRRC20||Leucine rich re
-1.01549075 55223 NM_018207 Hs.404997 Tripartite motif-containing 62 ||TRIM62||Tripartite motif-
-0.76914088 55225 XM_371258
-0.99724262 55226 NM_024662 Hs.523598 N-acetyltransferase-like protein ||FLJ10774||ALP||KIAA170
-0.22169673 55227 NM_018214 Hs.485581 Leucine rich repeat containing 1 ||LANO||LRRC1||LEUCINE
0.35311964 55228 NM_018215 Hs.8395 Hypothetical protein FLJ10781 ||FLJ10781||hypothetical p
-0.3768059 55230 NM_018218 Hs.96513 Ubiquitin specific protease 40 ||USP40||Ubiquitin specific
-0.91512599 55231 NM_018219 Hs.121072 Hypothetical protein FLJ10786 ||FLJ10786||hypothetical p
-0.63227984 55233 NM_018221 Hs.196437 MOB1, Mps One Binder kinase ||MATS1||MOBK1B||MOB
-1.14322772 55234 NM_018225 Hs.174021 Smu-1 suppressor of mec-8 and||SMU1||smu-1 suppresso
-0.99724262 55236 NM_018227 Hs.212774 Hypothetical protein FLJ10808 ||FLJ10808||hypothetical p
-1.07935924 55237 NM_018228 Hs.196530 Chromosome 14 open reading f ||C14orf115||Chromosome
-0.92425006 55238 NM_018231 Hs.10499 Amino acid transporter ||FLJ10815||Amino acid tr
-0.55016322 55239 NM_018233 Hs.231883 Hypothetical protein FLJ10826 ||FLJ10826||hypothetical p
0.07027349 55243 NM_018240 Hs.272234 Kin of IRRE like (Drosophila) ||KIRREL||NEPH1||NEPHR
0.93706007 55244 NM_018242 Hs.232054 Hypothetical protein FLJ10847 ||FLJ10847||hypothetical p
0.12501791 55246 NM_018246 Hs.445512 Hypothetical protein FLJ10853 ||FLJ10853||hypothetical p
-0.41330218 55247 NM_018248 Hs.405467 Nei endonuclease VIII-like 3 (E. ||NEI3||FGP2||NEIL3||FLJ
0.01552907 55248 NM_018252 Hs.445386 Hypothetical protein FLJ10874 ||FLJ10874||C1orf75||Hypo
-0.78738902 55251 NM_018257 Hs.473317 Chromosome 20 open reading f ||C20orf36||Chromosome 



-0.9424982 55252 NM_018263 Hs.119815 Additional sex combs like 2 (Dro||ASXL2||additional sex co
-1.21622028 55253 NM_018264 Hs.520917 Radical S-adenosyl methionine ||RSAFD1||radical S-aden
-0.71439647 55254 NM_018266 Hs.434927 Transmembrane protein 39A ||TMEM39A||transmembra
-0.47717067 55255 NM_018268 Hs.482573 WD repeat domain 41 ||WDR41||WD repeat dom
-0.75089274 55256 NM_018269 Hs.502773 Membrane-type 1 matrix metallo||MTCBP-1||Membrane-ty
0.07939756 55257 NM_018270 Hs.443260 Chromosome 20 open reading f ||C20orf20||Chromosome 
1.41151167 55258 NM_018271 Hs.516179 Hypothetical protein FLJ10916 ||FLJ10916||hypothetical p
0.61771765 55259 NM_018272 Hs.407771 Cancer susceptibility candidate ||CASC1||Cancer suscept
0.60859358 55260 NM_018273 Hs.351335 Hypothetical protein FLJ10922 ||FLJ10922||hypothetical p
-0.31293742 55262 NM_018275 Hs.533139 Hypothetical protein FLJ10925 ||FLJ10925||hypothetical p
-0.01184313 55264 NM_018277 Hs.272236 Chromosome 21 open reading f ||C21orf77||Chromosome 
-0.54103915 55266 NM_018279 Hs.7337 Transmembrane protein 19 ||TMEM19||Transmembra
-0.3768059 55268 NM_018281 Hs.476319 Enoyl Coenzyme A hydratase do||ECHDC2||enoyl Coenzym
-0.14870417 55269 NM_018282 Hs.213198 Paraspeckle component 1 ||PSPC1||Paraspeckle com
0.38961592 55270 NM_018283 Hs.144407 Nudix (nucleoside diphosphate l ||NUDT15||nudix (nucleos
0.5720973 55272 NM_018285 Hs.513043 Chromosome 15 open reading f ||C15orf12||Chromosome 
0.77282682 55273 NM_018286 Hs.173233 Hypothetical protein FLJ10970 ||FLJ10970||hypothetical p
-0.07571162 55274 NM_018288 Hs.435933 PHD finger protein 10 ||PHF10||PHD finger prote
-0.07571162 55275 NM_018289 Hs.461819 Hypothetical protein FLJ10979 ||FLJ10979||hypothetical p
-0.50454287 55276 NM_018290 Hs.23363 Phosphoglucomutase 2 ||PGM2||Phosphoglucomu
-0.98811855 55278 NM_018292 Hs.406917 Glutaminyl-tRNA synthase (gluta||QRSL1||glutaminyl-tRNA
-0.93337413 55279 NM_018293 Hs.27595 Zinc finger protein 654 ||ZNF654||Zinc finger prot
-1.00636668 55280 NM_018294 Hs.215502 CWF19-like 1, cell cycle control ||CWF19L1||CWF19-like 1
-1.0611111 55281 NM_018295 Hs.521215 Hypothetical protein FLJ11000 ||FLJ11000||hypothetical p
0.18888639 55282 NM_018296 Hs.125139 Leucine rich repeat containing 3 ||LRRC36||FLJ11004||Leu
0.12501791 55285 NM_018301 Hs.139053 Hypothetical protein FLJ11016 ||FLJ11016||hypothetical p
0.5720973 55286 NM_018302 Hs.107527 Hypothetical protein FLJ11017 ||FLJ11017||hypothetical p

-0.89687785 55287 NM_018306 Hs.475502 Transmembrane protein 40 ||TMEM40||Transmembra
0.03377721 55288 NM_018307 Hs.462742 Ras homolog gene family, mem ||RHOT1||ras homolog ge
-0.64140391 55291 NM_018312 Hs.503022 Chromosome 11 open reading f ||C11orf23||Chromosome 
-0.39505404 55295 NM_018316 Hs.250632 Hypothetical protein FLJ11078 ||FLJ11078||hypothetical p
-1.80016071 55296 NM_018317 Hs.479403 TBC1 domain family, member 1 ||TBC1D19||TBC1 domain
-0.79651309 55297 NM_018318 Hs.129278 GGA binding partner ||FLJ11088||GGA binding 
0.05202535 55298 NM_018320 Hs.368554 Ring finger protein 121 ||RNF121||Ring finger pro
0.56297323 55299 NM_018321 Hs.38114 Brix domain containing 2 ||BRIX||BXDC2||Brix doma
0.77282682 55303 NM_018326 Hs.30822 GTPase, IMAP family member 4||GIMAP4||IAN1||IMMUNIT
0.77282682 55304 NM_018327 Hs.272242 Chromosome 20 open reading f ||C20orf38||Chromosome 
-0.05746348 55308 NM_018332 Hs.461196 DEAD (Asp-Glu-Ala-As) box pol ||||DDX19L||DEAD (Asp-G
0.24363081 55311 NM_018337 Hs.24545 Zinc finger protein 444 ||EZF2||ZNF444||Zinc fing
0.23450674 55313 NM_018340 Hs.460002 Hypothetical protein FLJ11151 ||FLJ11151||hypothetical p
0.2162586 55314 NM_018342 Hs.176227 Hypothetical protein FLJ11155 ||FLJ11155||hypothetical p

-0.74176868 55315 NM_018344 Hs.438419 Solute carrier family 29 (nucleos||SLC29A3||Solute carrier 
0.0976457 55316 NM_018346 Hs.8033 Radical S-adenosyl methionine ||RSAD1||radical S-adeno
0.52647695 55317 NM_018347 Hs.104806 Chromosome 20 open reading f ||C20orf29||Chromosome 
-1.42607387 55319 NM_018352 Hs.267446 Hypothetical protein FLJ11184 ||FLJ11184||hypothetical p
-1.15235179 55320 NM_018353 Hs.437941 Chromosome 14 open reading f ||C14orf106||Chromosome
-1.09760738 55322 NM_018356 Hs.519246 Hypothetical protein FLJ11193 ||FLJ11193||hypothetical p
-1.87315327 55323 NM_197958 Hs.416755 Acheron ||FLJ11196||Acheron||
-1.47169422 55325 NM_018359 Hs.368022 Hypothetical protein FLJ11200 ||FLJ11200||hypothetical p
-0.89687785 55326 NM_018361 Hs.490899 1-acylglycerol-3-phosphate O-ac||AGPAT5||1-acylglycerol-
-1.09760738 55327 NM_018362 Hs.91393 Lin-7 homolog C (C. elegans) ||LIN7C||lin-7 homolog C (



-1.01549075 55328 NM_018363 Hs.149849 Chromosome 10 open reading f ||RENALASE||C10orf59||C
-1.4169498 55329 NM_018365 Hs.444483 Meiosis-specific nuclear structur||MNS1||Meiosis-specific n
-1.30746097 55330 NM_018366 Hs.7570 Cappuccino homolog (mouse) ||CNO||Cappuccino homo
-1.30746097 55331 NM_018367 Hs.23862 Phytoceramidase, alkaline ||PHCA||Phytoceramidase
-1.64505153 55332 NM_018370 Hs.525634 Hypothetical protein FLJ11259 ||FLJ11259||hypothetical p
-0.56841136 55333 NM_018373 Hs.443661 Synaptojanin 2 binding protein ||SYNJ2BP||Synaptojanin 
-1.71804409 55334 NM_018375 Hs.432690 Solute carrier family 39 (zinc tra ||SLC39A9||Solute carrier 
-1.08848331 55335 NM_018376 Hs.549174 Nipsnap homolog 3B (C. elegan||||NIPSNAP3B||Nipsnap h
-1.25271655 55336 NM_018378 Hs.75486 F-box and leucine-rich repeat pr||FBXL8||FBL8||F-box and
-1.66329967 55337 NM_018381 Hs.175120 Hypothetical protein FLJ11286 ||FLJ11286||hypothetical p
-1.21622028 55338 NM_018382 Hs.272246 Hypothetical protein FLJ11292 ||FLJ11292||hypothetical p
-1.50819049 55339 NM_018383 Hs.516376 WD repeat domain 33 ||WDR33||WD repeat dom
-0.95162227 55340 NM_018384 Hs.412331 GTPase, IMAP family member 5||IAN4L1||GIMAP5||IMAP3
-1.64505153 55341 NM_018385 Hs.518505 Hypothetical protein FLJ11301 ||FLJ11301||hypothetical p
-0.95162227 55342 NM_018387 Hs.287659 Spermatid perinuclear RNA bind||STRBP||spermatid perin
-0.9424982 55343 NM_018389 Hs.12211 Solute carrier family 35, membe||SLC35C1||FUCT1||GDP-
-0.60490764 55344 NM_018390 Hs.522568 Phosphatidylinositol-specific pho||PLCXD1||phosphatidylino
-0.77826495 55345 NM_018392 Hs.380346 Hypothetical protein FLJ11331 ||FLJ11331||hypothetical p
-0.30381335 55346 NM_018393 Hs.533701 Hypothetical protein FLJ11336 ||FLJ11336||hypothetical p
-0.72352054 55347 NM_018394 Hs.477115 Abhydrolase domain containing ||ABHD10||FLJ11342||Abh
-1.179724 55349 NM_018397 Hs.126688 Choline dehydrogenase ||CHDH||Choline dehydrog

-1.68154781 55350 NM_018399 Hs.183656 Vanin 3 ||VNN3||Vanin 3||
-0.45892253 55352 NM_018405 Hs.462729 Hypothetical protein, clone 2746||HSA272196||Hypothetica
-1.16147586 55353 NM_018407 Hs.492314 Lysosomal associated protein tr ||LAPTM4B||Lysosomal as
0.01552907 55356 NM_018420 Hs.125482 Solute carrier family 22 (organic ||SLC22A15||FLIPT1||FLY
-1.66329967 55357 NM_018421 Hs.371016 TBC1 domain family, member 2 ||TBC1D2||TBC1 domain f
-0.96074634 55362 XM_371822
-0.79651309 55363 NM_018437 Hs.176626 Hemogen ||HEMGN||Hemogen||
0.05202535 55364 NM_018439 Hs.515317 Hypothetical protein IMPACT ||IMPACT||hypothetical pro
-0.96987041 55365 NM_018487 Hs.12126 Hepatocellular carcinoma-assoc||HCA112||Hepatocellular 
-0.52279101 55374 NM_018502 Hs.546401 Hypothetical protein PRO1580 ||PRO1580||hypothetical p
-0.76001681 55379 NM_018509 Hs.370927 Hypothetical protein PRO1855 ||PRO1855||hypothetical p
-0.28556521 55388 NM_018518 Hs.198363 MCM10 minichromosome maint||MCM10||DNA43||MINICH
-1.73629223 55415 XM_378191
-1.38045352 55421 NM_018553 Hs.120963 ELG protein ||HSA277841||ELG protein
-0.96074634 55422 NM_018555 Hs.185674 Zinc finger protein 331 ||ZNF463||RITA||ZNF331|
-0.38592997 55425 NM_018559 Hs.507922 KIAA1704 ||KIAA1704||
-1.10673145 55435 NM_018569 Hs.435991 Chromosome 4 open reading fra||C4orf16||Chromosome 4
-2.25636418 55453 NM_018589
0.19801046 55454 NM_018590 Hs.180758 Chondroitin sulfate GalNAcT-2 ||GALNACT-2||chondroitin
-1.6268034 55471 NM_144736 Hs.433466 Hypothetical protein PRO1853 ||PRO1853||hypothetical p
-1.24359249 55486 NM_018622 Hs.478469 Presenilin associated, rhomboid||PARL||PSARL||PRESEN
-1.02461482 55501 NM_018641 Hs.213088 Carbohydrate (chondroitin 4) su ||CHST12||Carbohydrate (
-0.97899448 55505 NM_018648 Hs.14317 Nucleolar protein family A, mem||NOLA3||NOP10, S. CER
-0.5866595 55508 NM_018656 Hs.506011 Solute carrier family 35, membe||SLC35E3||solute carrier 
-0.55016322 55510 NM_018665 Hs.125507 DEAD (Asp-Glu-Ala-Asp) box po||DDX43||HAGE||HELICAS
-0.83300937 55511 NM_018666 Hs.195292 Sarcoma antigen 1 ||SAGE1||Sarcoma antige
-0.63227984 55520 NM_018696 Hs.47572 ElaC homolog 1 (E. coli) ||ELAC1||D29||elaC homo
-0.31293742 55521 NM_018700 Hs.519514 Tripartite motif-containing 36 ||TRIM36||RBCC728||Trip
-1.64505153 55526 NM_018706 Hs.104980 Dehydrogenase E1 and transke ||DHTKD1||dehydrogenas
-0.08483569 55527 NM_018708 Hs.515082 Fem-1 homolog a (C.elegans) ||FEM1A||fem-1 homolog 



-1.88227733 55529 NM_018710 Hs.202517 Hypothetical protein DKFZp762O||DKFZp762O076||hypothe
-0.77826495 55530 NM_018711 Hs.4221 Hypothetical protein DKFZp761H||DKFZp761H039||hypothe
-0.45892253 55531 NM_018712 Hs.495779 ELMO domain containing 1 ||ELMOD1||ELMO domain
-1.33483318 55532 NM_018713 Hs.519812 Solute carrier family 30 (zinc tra ||SLC30A10||Solute carrie
-0.34030963 55534 NM_018717 Hs.444627 Mastermind-like 3 (Drosophila) ||MAM2||KIAA1816||MAML
-1.03373889 55536 NM_018719 Hs.520245 Transcription factor RAM2 ||||RAM2||Transcription fac
-1.49906643 55539 NM_018722 Hs.127821 KCNQ1 downstream neighbor ||KCNQ1DN||KCNQ1 dow
-0.65965205 55544 NM_183425 Hs.236361 RNA-binding region (RNP1, RR ||RNPC1||RNA-binding reg
-1.10673145 55552 XM_375568 Hs.142167 ZFP-36 for a zinc finger protein ||HSZFP36||ZFP-36 for a 
-1.45344608 55553 NM_033326 Hs.368226 SRY (sex determining region Y) ||SOX6||SRY-BOX 6||SRY
-0.84213344 55554 NM_017509 Hs.250770 Kallikrein 15 ||KLK15||Kallikrein 15||
-0.3494337 55556 NM_017512 Hs.475848 Enolase superfamily member 1 ||ENOSF1||HSRTSBETA|
-1.34395725 55565 NM_017530 Hs.208353 Hypothetical protein LOC55565 ||LOC55565||hypothetical 
-0.45892253 55567 NM_017539 Hs.526500 Dynein, axonemal, heavy polype||DNAHC3B||DNAH3||Dyn
0.08852163 55568 NM_017540 Hs.34421 UDP-N-acetyl-alpha-D-galactosa||||GALNT10||UDP-N-acety
0.24363081 55571 NM_017546 Hs.30819 Chromosome 2 open reading fra||C2orf29||Chromosome 2
-0.4680466 55572 NM_017547 Hs.317190 Hypothetical protein H17 ||H17||hypothetical protein
-0.75089274 55573 NM_017548 Hs.518265 Hypothetical protein H41 ||H41||hypothetical protein
0.27100301 55576 NM_017564 Hs.408249 Stabilin 2 ||STAB2||FEEL2||Stabilin 2
-0.4680466 55580 NM_017571
0.04290128 55267 NM_018280 Hs.272238 Hypothetical protein FLJ10945 ||FLJ10945||hypothetical p
-0.31293742 57369 NM_020660 Hs.283816 Connexin-36 ||Connexin-36||CX36||GJA
-1.03373889 55582 NM_017576 Hs.546403 Kinesin family member 27 ||KIF27||Kinesin family me
-0.13045603 55588 XM_290829
-0.07571162 55591 NM_017599 Hs.24135 Transmembrane protein vezatin ||VEZATIN||Transmembra
-0.86950565 55592 NM_017600 Hs.524660 Hypothetical protein LOC92497 ||||LOC92497||Hypothetica
-0.96074634 55593 NM_017602 Hs.496098 Hypothetical protein DKFZp761A||DKFZp761A052||hypothe
-0.18520045 55596 NM_017612 Hs.37706 Zinc finger, CCHC domain conta||ZCCHC8||zinc finger, CC
-0.43155032 55599 NM_017619 Hs.512635 RNA-binding region (RNP1, RR ||RNPC3||RNP||RNA-bind
-0.4954188 55600 NM_017625 Hs.50813 Intelectin 1 (galactofuranose bin||ITLN1||Intelectin 1 (galac
0.05202535 55601 NM_017631 Hs.481141 Hypothetical protein FLJ20035 ||FLJ20035||hypothetical p
-0.35855777 55602 NM_017632 Hs.32922 Collaborates/cooperates with AR||CARF||collaborates/coop
-1.35308132 55603 NM_017633 Hs.10784 Family with sequence similarity 4||FAM46A||family with seq
-1.00636668 55604 NM_017640 Hs.116470 Leucine rich repeat containing 1 ||LRRC16||Leucine rich re
-1.22534435 55608 NM_017664 Hs.525163 Ankyrin repeat domain 10 ||ANKRD10||Ankyrin repea
-2.24724011 55609 NM_017666 Hs.308418 Suppressor of hairy wing homolo||SUHW3||suppressor of h
-1.50819049 55610 NM_024553 Hs.222282 Hypothetical protein FLJ20097 ||FLJ20097||hypothetical p
-1.46257015 55612 NM_017671 Hs.472054 Chromosome 20 open reading f ||KINDLERIN||KIND1||URP
-1.20709621 55616 NM_017707 Hs.437379 Development and differentiation ||DDEFL1||Development a
-0.99724262 55617 NM_017714 Hs.369932 Chromosome 20 open reading f ||C20orf13||TASPASE 1||T
-1.90052547 55619 XM_371595
-2.04651058 55620 NM_017720 Hs.194385 Signal-transducing adaptor prote||BKS||STAP2||BRK SUBS
-1.25271655 55621 NM_017722 Hs.515169 Hypothetical protein FLJ20244 ||FLJ20244||hypothetical p
-0.76914088 55622 NM_017735 Hs.468125 Hypothetical protein FLJ20272 ||FLJ20272||hypothetical p
-0.3494337 55623 NM_017736 Hs.460232 THUMP domain containing 1 ||THUMPD1||THUMP dom
-0.69614833 55624 NM_017739 Hs.525134 O-linked mannose beta1,2-N-ac||||FLJ20277||O-linked ma
-1.45344608 55625 NM_017740 Hs.461610 Zinc finger, DHHC domain conta||ZDHHC7||zinc finger, DH
-1.23446842 55626 XM_370618
-0.75089274 55627 NM_017751 Hs.516450 Hypothetical protein FLJ20297 ||FLJ20297||hypothetical p
0.2162586 55628 NM_017757 Hs.536490 Zinc finger protein 407 ||ZNF407||Zinc finger prot

-1.37132946 55632 NM_017769 Hs.509008 KIAA1333 ||KIAA1333||



-0.75089274 55633 NM_017772 Hs.485270 TBC1 domain family, member 2 ||TBC1D22B||TBC1 doma
-1.30746097 55634 NM_017776 Hs.444269 Zinc finger protein 673 ||FLJ20344||ZNF673||Zinc
-0.44979846 55636 XM_098762
0.16151418 55638 NM_017786 Hs.390738 Hypothetical protein FLJ20366 ||FLJ20366||hypothetical p
-0.28556521 55640 NM_017791 Hs.509966 Chromosome 14 open reading f ||C14orf58||Chromosome 
-0.81476123 55643 NM_017797 Hs.465543 BTB (POZ) domain containing 2||BTBD2||BTB/POZ DOMA
0.14326604 55644 NM_017807 Hs.525196 O-sialoglycoprotein endopeptida||OSGEP||O-sialoglycopro
-0.39505404 55646 NM_017816 Hs.425427 Hypothetical protein FLJ20425 ||LYAR||hypothetical prote
-0.40417811 55650 NM_017837 Hs.259605 Phosphatidylinositol glycan, clas||PIGV||phosphatidylinosit
-0.84213344 55651 NM_017838 Hs.27222 Nucleolar protein family A, mem||NOLA2||NHP2, S. CERE
-1.09760738 55652 NM_017842 Hs.438867 Hypothetical protein FLJ20489 ||FLJ20489||hypothetical p
0.26187895 55653 NM_017843 Hs.381178 Breast carcinoma amplified seq ||BCAS4||Breast carcinom
0.59034544 55654 NM_017849 Hs.355708 Hypothetical protein FLJ20507 ||FLJ20507||hypothetical p
0.04290128 55656 NM_017864 Hs.521693 Hypothetical protein FLJ20530 ||FLJ20530||hypothetical p
-0.28556521 55657 NM_017865 Hs.377705 Hypothetical protein FLJ20531 ||ZNF692||FLJ20531||Hyp
-0.99724262 55658 NM_017876 Hs.69554 Ring finger protein 126 ||RNF126||Ring finger pro
-0.28556521 55659 NM_017879 Hs.247711 Zinc finger protein 416 ||FLJ20557||ZNF416||Zinc
0.49910475 55660 XM_371575 Hs.298735 Formin binding protein 3 ||FNBP3||Formin binding p
-0.64140391 55661 NM_017895 Hs.65234 DEAD (Asp-Glu-Ala-Asp) box po||DDX27||DEAD (Asp-Glu-
0.13414198 55663 NM_017908 Hs.467406 Hypothetical protein FLJ20626 ||||FLJ20626||Hypothetical
-0.76914088 55665 NM_017920 Hs.520334 Up-regulated gene 4 ||URG4||Up-regulated gen
-0.35855777 55666 NM_017921 Hs.464333 Nuclear protein localization 4 ||KIAA1499||NPL4||Nuclea
0.67246206 55667 NM_017925 Hs.249591 Chromosome 9 open reading fra||C9orf55||Chromosome 9
0.46260847 55668 NM_017926 Hs.410231 Chromosome 14 open reading f ||C14orf118||Chromosome
-0.34030963 55669 NM_017927 Hs.478383 Mitofusin 1 ||MFN1||Mitofusin 1||
-0.13045603 55670 NM_017929 Hs.517400 Peroxisome biogenesis factor 26||PEX26||Peroxisome biog
-0.92425006 55671 NM_032560 Hs.533887 KIAA2010 ||KIAA2010||
0.40786405 55676 NM_017964 Hs.552598 Solute carrier family 30 (zinc tra ||SLC30A6||Solute carrier 
-0.09395976 55677 NM_017969 Hs.469879 Hypothetical protein FLJ10006 ||FLJ10006||hypothetical p
-0.47717067 55679 NM_017980 Hs.469881 G protein-coupled receptor 17 ||||LIMS2||G protein-couple
-0.84213344 55680 NM_017987 Hs.549177 RUN and FYVE domain contain ||RUFY2||RUN and FYVE 
0.18888639 55683 NM_017991 Hs.516341 Hypothetical protein FLJ10081 ||FLJ10081||hypothetical p
-0.50454287 55684 NM_024718 Hs.549178 Chromosome 9 open reading fra||C9orf86||Chromosome 9
-0.12133196 55686 NM_018000 Hs.79741 Likely ortholog of mouse dilute s||FLJ10116||DSU, MOUSE
-0.59578357 55687 NM_018006 Hs.439524 TRNA (5-methylaminomethyl-2- ||TRMT1||tRNA (5-methyla
-0.12133196 55689 NM_018023 Hs.478459 YEATS domain containing 2 ||YEATS2||YEATS domain
0.03377721 55690 NM_018026 Hs.536275 Phosphofurin acidic cluster sorti ||PACS1||Phosphofurin ac
0.59946951 55691 NM_018027 Hs.552599 FERM domain containing 4A ||FRMD4A||FERM domain
-0.16695231 55692 NM_018032 Hs.16803 LUC7-like (S. cerevisiae) ||LUC7L||LUC7-like (S. ce
-0.8238853 55693 NM_018039 Hs.503598 Jumonji domain containing 2D ||JMJD2D||jumonji domain
-0.66877612 55696 NM_018047 Hs.202023 RNA binding motif protein 22 ||RBM22||RNA binding mo
0.27100301 55697 NM_018052 Hs.445061 Vac14 homolog (S. cerevisiae) ||FLJ10305||TAX1BP2||TR
0.44436033 55698 NM_018059 Hs.283694 Hypothetical protein FLJ10324 ||FLJ10324||hypothetical p
0.35311964 55699 NM_018060 Hs.262823 Mitochondrial isoleucine tRNA s ||FLJ10326||IARS2||isoleu
0.08852163 55700 NM_018067 Hs.356096 Hypothetical protein FLJ10350 ||FLJ10350||hypothetical p
0.58122137 55701 XM_370737
0.94618414 55702 NM_018074 Hs.21811 Hypothetical protein FLJ10374 ||FLJ10374||hypothetical p
0.5720973 55703 NM_018082 Hs.62696 Polymerase (RNA) III (DNA dire ||POLR3B||polymerase (R
0.3348715 55705 NM_018085 Hs.497384 Importin 9 ||IPO9||Importin 9||
-0.8238853 55706 NM_018087 Hs.476525 Transmembrane protein 48 ||TMEM48||FLJ10407||Tra
0.27100301 55707 NM_018090 Hs.437385 Adaptin-ear-binding coat-associ ||FLJ10420||NECAP2||Ada



0.42611219 55709 NM_016506 Hs.440695 Kelch repeat and BTB (POZ) do||||KBTBD4||Kelch repeat a
0.53560102 55711 NM_018099 Hs.298851 Male sterility domain containing ||MLSTD1||Male sterility d
0.62684172 55713 NM_018102 Hs.147041 Zinc finger protein 334 ||ZNF334||Zinc finger prot
0.39873998 55718 NM_018119 Hs.460298 Polymerase (RNA) III (DNA dire ||POLR3E||polymerase (R
0.58122137 55719 NM_018121 Hs.447458 Hypothetical protein LOC143286||||C10orf6||Hypothetical p
-0.67790019 55720 NM_018128 Hs.388170 Hypothetical protein FLJ10534 ||FLJ10534||hypothetical p
0.58122137 55721 NM_018134 Hs.274356 IQ motif containing C ||IQCC||IQ motif containin
1.21990622 55722 NM_018140 Hs.481466 Centrosomal protein 72 kDa ||Cep72||centrosomal prot
-1.11585552 55723 NM_018154 Hs.26516 ASF1 anti-silencing function 1 h ||ASF1B||ASF1 anti-silenc
0.59946951 55726 NM_018164 Hs.505077 Chromosome 12 open reading f ||C12orf11||Chromosome 
0.36224371 55731 NM_018182 Hs.232197 Hypothetical protein FLJ10700 ||FLJ10700||hypothetical p
-0.42242625 55732 NM_018186 Hs.443551 Hypothetical protein FLJ10706 ||FLJ10706||hypothetical p
-0.52279101 55733 NM_018194 Hs.58650 Hedgehog acyltransferase ||MART2||HHAT||SKI1||He
-0.40417811 55735 NM_018198 Hs.462640 DnaJ (Hsp40) homolog, subfam||||DNAJC11||DnaJ (Hsp40
-0.56841136 55739 NM_018210 Hs.408324 Hypothetical protein FLJ10769 ||FLJ10769||hypothetical p
0.40786405 55740 NM_018212 Hs.497893 Enabled homolog (Drosophila) ||NDPP1||MENA||ENAH||M
0.29837522 55744 NM_018224
-0.56841136 55745 NM_018229 Hs.528653 Chromosome 14 open reading f ||C14orf108||Chromosome
0.53560102 55746 NM_018230 Hs.12457 Nucleoporin 133kDa ||NUP133||nucleoporin 13
-0.05746348 55747 XM_290482 Hs.449662 Family with sequence similarity ||FAM21B||FLJ10824||fam
-1.49906643 55748 NM_018235 Hs.149185 CNDP dipeptidase 2 (metallope ||CNDP2||PEPA||CN2||PE
0.05202535 55749 NM_018237 Hs.49853 Cell division cycle and apoptosis||CCAR1||Cell division cyc
-1.11585552 55751 NM_018241 Hs.203896 Transmembrane protein 34 ||TMEM34||Transmembra
-0.87862971 55753 NM_018245 Hs.17860 Oxoglutarate dehydrogenase-lik ||OGDHL||Oxoglutarate de
-0.65052798 55754 NM_018247 Hs.108530 Transmembrane protein 30A ||TMEM30A||transmembra
-0.87862971 55756 NM_018250 Hs.162397 Related to CPSF subunits 74 kD||FLJ10871||RC74||related
0.03377721 55757 NM_020121 Hs.193226 UDP-glucose ceramide glucosyl ||HUGT2||UGCGL2||UDP-
0.4534844 55758 NM_018254 Hs.356399 REST corepressor 3 ||RCOR3||REST corepres
0.81844717 55760 NM_018180 Hs.501379 DEAH (Asp-Glu-Ala-His) box po||DDX32||DHX32||DEAD/H
1.12866553 55761 NM_018259 Hs.191186 Tetratricopeptide repeat domain||TTC17||Tetratricopeptide
0.35311964 55762 NM_018260 Hs.412951 Hypothetical protein FLJ10891 ||FLJ10891||hypothetical p
-0.00271906 55763 NM_018261 Hs.269665 SEC3-like 1 (S. cerevisiae) ||SEC3L1||SEC3-like 1 (S
0.5720973 55768 NM_018297 Hs.368960 N-glycanase 1 ||NGLY1||N-glycanase 1||

-1.57205898 55770 NM_018303 Hs.484412 SEC5-like 1 (S. cerevisiae) ||SEC5L1||SEC5-like 1 (S
0.02465314 55771 NM_018304 Hs.274448 Hypothetical protein FLJ11029 ||FLJ11029||hypothetical p
-2.00089024 55773 NM_018309 Hs.477003 Hypothetical protein FLJ11046 ||FLJ11046||hypothetical p
2.00457618 55776 NM_018322 Hs.58382 Chromosome 6 open reading fra||C6orf64||Chromosome 6
-0.1395801 55777 NM_018328 Hs.458312 Methyl-CpG binding domain pro ||MBD5||methyl-CpG bind
0.77282682 55778 NM_018335 Hs.106005 Chromosome 14 open reading f ||C14orf131||Chromosome
0.70895834 55779 NM_018338 Hs.551546 WD repeat domain 52 ||FLJ11142||WDR52||WD 
-0.09395976 55780 XM_376556
0.11589384 55783 NM_018348 Hs.72782 Hypothetical protein FLJ11171 ||FLJ11171||hypothetical p
-0.07571162 55784 NM_018349 Hs.33368 Multiple C2-domains with two tra||MCTP2||multiple C2-dom
-0.0209672 55786 NM_018355 Hs.147765 Zinc finger protein 415 ||ZNF415||Zinc finger prot
-0.44979846 55787 NM_018360 Hs.534464 Chromosome X open reading fr ||CXorf15||chromosome X
-0.19432452 55788 NM_018368 Hs.271643 Chromosome 6 open reading fra||C6orf209||Chromosome 
-0.12133196 55789 NM_018369 Hs.482233 DEP domain containing 1B ||DEPDC1B||DEP domain
-0.2308208 55790 NM_018371 Hs.387794 Chondroitin beta1,4 N-acetylgala||ChGn||chondroitin beta1
-1.18884807 55791 NM_018372 Hs.25245 Receptor-interacting factor 1 ||RIF1||Receptor-interactin
1.10129332 55793 NM_018379 Hs.3346 Family with sequence similarity ||FAM63A||FLJ11280||fam
0.35311964 55794 NM_018380 Hs.458313 DEAD (Asp-Glu-Ala-Asp) box po||MDDX28||DDX28||DEAD



0.10676977 55795 NM_018386 Hs.508769 Hypothetical protein FLJ11305 ||FLJ11305||hypothetical p
0.17063825 55796 NM_018388 Hs.105134 Muscleblind-like 3 (Drosophila) ||MBNL3||MBXL||MUSCLE
-0.34030963 55798 NM_018396 Hs.433213 Methyltransferase like 2 ||METTL2||METHYLTRAN
-0.99724262 55799 NM_018398 Hs.553538 Calcium channel, voltage-depen||CACNA2D3||CALCIUM C
-0.52279101 55800 NM_018400 Hs.4865 Sodium channel, voltage-gated, ||SCN3B||SCNB3||SODIU
0.19801046 55803 NM_018404 Hs.514063 Centaurin, alpha 2 ||CENTA2||CENTAURIN, 
0.07027349 55805 NM_018409 Hs.551547 LRP2 binding protein ||DKFZp761O0113||LRP2
-0.0209672 55808 NM_018414 Hs.105352 ST6 (alpha-N-acetyl-neuraminyl ||SIAT7A||ST6GALNAC1|
0.65421392 55812 NM_018418 Hs.525518 Spermatogenesis associated 7 ||SPATA7||Spermatogene
-0.98811855 55813 NM_018428 Hs.211828 Hepatocellular carcinoma-assoc||HCA66||C17orf40||Hepat
0.27100301 55815 NM_018430 Hs.513679 Translin-associated factor X inte||TXI1||TSNAXIP1||TRAX-
-0.50454287 55818 NM_018433 Hs.531819 Jumonji domain containing 1A ||JMJD1A||jumonji domain
-1.34395725 55819 NM_018434 Hs.484363 Ring finger protein 130 ||RNF130||Ring finger pro
0.00640501 55823 NM_021729 Hs.234282 Vacuolar protein sorting 11 (yea ||VPS11||Vacuolar protein
-0.71439647 55827 NM_018442 Hs.435741 Glycine cleavage system protein||||IQWD1||Glycine cleavag
-0.14870417 55829 NM_018445 Hs.32148 Selenoprotein S ||VIMP||SELS||AD-015||se
0.74545462 55831 NM_018447 Hs.475392 30 kDa protein ||LOC55831||30 kDa prote
-0.27644114 55832 NM_018448 Hs.546407 TBP-interacting protein ||p120(CAND1)||KIAA0829
0.4534844 55836 NM_018452 Hs.157212 Chromosome 6 open reading fra||C6orf35||Chromosome 6
0.61771765 55837 NM_018453 Hs.433269 Chromosome 14 open reading f ||C14orf11||Chromosome 
0.75457869 55841 NM_015691 Hs.527524 KIAA1280 protein ||KIAA1280||KIAA1280 pro
-0.17607638 55843 NM_018460 Hs.171011 Rho GTPase activating protein 1||ARHGAP15||Rho GTPas
-0.09395976 55845 NM_018462 Hs.517792 Chromosome 3 open reading fra||C3orf10||Chromosome 3
-0.19432452 55846 NM_018463 Hs.446098 Uncharacterized hematopoietic ||MDS028||uncharacterize
-1.19797214 55847 NM_018464 Hs.370102 Chromosome 10 open reading f ||C10orf70||Chromosome 
0.27100301 55848 NM_018465 Hs.534185 Chromosome 9 open reading fra||C9orf46||Chromosome 9
1.2564025 55849 NM_018466 Hs.110853 Glycosyltransferase 28 domain c||GLT28D1||Glycosyltrans
0.28012708 55850 NM_018467 Hs.16187 Uncharacterized hematopoietic ||MDS032||uncharacterize
1.02830076 55851 NM_172341 Hs.534465 Presenilin enhancer 2 homolog ||PSENEN||PEN2||presen
-0.88775378 55852 NM_018469 Hs.175414 Uncharacterized hypothalamus ||HT008||uncharacterized 
-1.47169422 55853 NM_018470 Hs.534466 Chromosome 10 open reading f ||C10orf110||Chromosome
-0.50454287 55854 NM_018471 Hs.368598 Likely ortholog of mouse immed||LEREPO4||Likely ortholo
-0.69614833 55855 NM_018472 Hs.434337 Family with sequence similarity 4||||FAM45B||Family with se
-0.23994487 55856 NM_018473 Hs.9676 Thioesterase superfamily memb||THEM2||Thioesterase su
-0.38592997 55857 NM_018474 Hs.187635 Chromosome 20 open reading f ||C20orf19||Chromosome 
0.39873998 55858 NM_018475 Hs.479766 TPA regulated locus ||TPARL||TPA regulated lo
-0.60490764 55859 NM_018476 Hs.334370 Brain expressed, X-linked 1 ||BEX1||brain expressed, X
-0.0209672 55861 NM_018478 Hs.472847 Chromosome 20 open reading f ||C20orf35||Chromosome 
-0.06658755 55862 NM_018479 Hs.486410 Enoyl Coenzyme A hydratase do||ECHDC1||enoyl Coenzym
-0.91512599 55863 NM_018480 Hs.525063 Uncharacterized hypothalamus ||HT007||uncharacterized 
-1.30746097 55867 NM_018484 Hs.220844 Solute carrier family 22 (organic ||OAT4||SLC22A11||ORGA
-1.97351803 55871 NM_018491 Hs.531330 COBW domain containing 1 ||||CBWD1||COBW domai
-0.87862971 55876 NM_018530 Hs.306777 Gasdermin-like ||GSDML||Gasdermin-like
-0.9424982 55884 NM_018639 Hs.506985 WD repeat and SOCS box-cont ||WSB2||WD repeat and S
0.08852163 55888 NM_018651 Hs.529512 Zinc finger protein 167 ||ZNF167||Zinc finger prot
-1.20709621 55889 NM_018652 Hs.546408 Similar to Golgi autoantigen, gol ||||Similar to Golgi autoant
-0.89687785 55891 NM_018655 Hs.272399 Lens epithelial protein ||LENEP||Lens epithelial p
-1.28008876 55892 NM_018657 Hs.507025 Myoneurin ||Myoneurin||MYNN||
0.18888639 55894 NM_018661 Hs.283082 Defensin, beta 103A ||HBP3||HBD3||DEFB103A
-1.0611111 55897 NM_018670 Hs.447531 Mesoderm posterior 1 ||MESP1||Mesoderm post
-0.4954188 55898 NM_018671 Hs.389461 Smooth muscle cell associated ||SMAP-1||Smooth muscle



-0.88775378 55900 NM_018443 Hs.436350 Zinc finger protein 302 ||ZNF302||Zinc finger prot
-0.3768059 55901 NM_018676 Hs.325667 Thrombospondin, type I, domain||THSD1||thrombospondin
-0.84213344 55905 NM_018683 Hs.144949 Zinc finger protein 313 ||ZNF313||Zinc finger prot
-0.47717067 55906 NM_018684 Hs.28249 KIAA1166 ||KIAA1166||
-0.13045603 55907 NM_018686 Hs.311346 Cytidine monophosphate N-acet||CMAS||CMP-Neu5Ac SY
0.39873998 55908 NM_018687 Hs.534467 Hepatocellular carcinoma-assoc||LOC55908||hepatocellula
-0.45892253 55909 NM_018688 Hs.553539 Bridging integrator 3 ||BIN3||Bridging integrator
0.25275488 55914 NM_018695 Hs.519346 Erbb2 interacting protein ||ERBB2IP||ERBIN||DENS
-1.51731456 55915 NM_018697 Hs.224282 LanC lantibiotic synthetase com ||LANCL2||LanC lantibiotic
-0.5866595 55916 NM_018698 Hs.25010 Nuclear transport factor 2-like ex||NXT2||NTF2-LIKE EXPO
-0.03921534 55917 NM_018704 Hs.485899 Hypothetical protein DKFZp547A||DKFZp547A023||hypothe
-1.03373889 55920 NM_018715 Hs.380857 RCC1-like ||TD-60||RCC1-like||
-0.67790019 55922 NM_017544 Hs.437084 NF-kappaB repressing factor ||NRF||NKRF||NFKB-REP
0.35311964 55924 NM_019099 Hs.485810 Hypothetical protein LOC55924 ||LOC55924||hypothetical 
-1.76366443 55929 NM_019100 Hs.8008 DNA methyltransferase 1 assoc ||DMAP1||DNMAP1||DNM
-0.86038158 55930 NM_018728 Hs.487036 Myosin VC ||MYO5C||myosin VC||
0.36224371 55954 NM_019103 Hs.38628 U11/U12 snRNP 20K ||ZMAT5||LOC55954||U11
0.24363081 55957 NM_019104 Hs.529100 Protein F25965 ||||F25965||Protein F25965
-1.00636668 55958 NM_018847 Hs.522029 Kelch-like 9 (Drosophila) ||KLHL9||kelch-like 9 (Dro
-0.96987041 55966 NM_018836 Hs.25924 Transmembrane protein SHREW||SHREW1||transmembra
-1.22534435 55967 NM_018838 Hs.506374 13kDa differentiation-associated||DAP13||13kDa differentia
-1.0611111 55968 NM_016143 Hs.12865 NSFL1 (p97) cofactor (p47) ||NSFL1C||NSFL1 (p97) c
-1.07023517 55969 NM_199483 Hs.184062 Chromosome 20 open reading f ||C20orf24||Chromosome 
0.00640501 55974 NM_018845 Hs.292154 Stromal cell protein ||LOC55974||Stromal cell 
-0.23994487 55975 NM_018846 Hs.385861 Kelch-like 7 (Drosophila) ||KLHL7||kelch-like 7 (Dro
-0.23994487 55998 NM_032946 Hs.307077 Nuclear RNA export factor 5 ||NXF5||nuclear RNA expo
-0.88775378 56000 NM_022052 Hs.60386 Nuclear RNA export factor 3 ||NXF3||nuclear RNA expo
0.72720648 56001 NM_017809 Hs.530358 Nuclear RNA export factor 2 ||NXF2||nuclear RNA expo
-0.50454287 56005 NM_019107 Hs.465645 Chromosome 19 open reading f ||IL25||C19orf10||SF20||IN
-1.50819049 56006 NM_019108 Hs.466875 Hypothetical protein FLJ12886 ||FLJ12886||hypothetical p
-1.14322772 56034 NM_016205 Hs.148162 Platelet derived growth factor C ||PDGFC||FALLOTEIN||PL
-0.2308208 56062 NM_019117 Hs.49075 Kelch-like 4 (Drosophila) ||KLHL4||kelch-like 4 (Dro
-0.42242625 56063 NM_019118 Hs.272299 Hypothetical protein RP4-622L5 ||RP4-622L5||C1orf91||Hy
0.2162586 56097 NM_018929 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe

-1.38045352 56098 NM_018928 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.72352054 56099 NM_018927 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-1.02461482 56100 NM_018926 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.0209672 56101 NM_018925 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.05746348 56102 NM_018924 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.56841136 56103 NM_018923 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-1.00636668 56104 NM_018922 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.61403171 56105 NM_018914 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.55928729 56106 NM_018913 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-1.15235179 56107 NM_018921 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.95162227 56108 NM_018920 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.64140391 56109 NM_018919 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
0.10676977 56110 NM_018918 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.54103915 56111 NM_018917 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.19432452 56112 NM_018916 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-0.96074634 56113 NM_018915 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe
-1.28921283 56114 NM_018912 Hs.368160 Protocadherin gamma subfamily||||PCDHGC3||Protocadhe



0.38049185 56123 NM_018933 Hs.283803 Protocadherin beta 13 ||||PCDHB13||Protocadher
-1.09760738 56127 NM_019119 Hs.231119 Protocadherin beta 9 ||PCDH-BETA-9||PCDHB9
0.07027349 56128 NM_019120 Hs.287793 Protocadherin beta 8 ||PCDH-BETA-8||PCDHB8
0.24363081 56129 NM_018940 Hs.203830 Protocadherin beta 7 ||PCDH-BETA-7||PCDHB7
-0.32206149 84078 NM_032138 Hs.63841 Kelch repeat and BTB (POZ) do||KBTBD7||kelch repeat an
1.32939505 55672 XM_373827 Hs.549175 Hypothetical protein FLJ20719 ||FLJ20719||hypothetical p
0.46260847 55737 NM_018206 Hs.454528 Vacuolar protein sorting 35 (yea ||VPS35||MEM3||MATERN
0.18888639 56154 NM_031271 Hs.458316 Testis expressed sequence 15 ||TEX15||TESTIS-EXPRE
-0.44067439 56156 NM_031273 Hs.333130 Testis expressed sequence 13B||TEX13B||TESTIS-EXPR
-0.53191508 56157 NM_031274 Hs.549180 Testis expressed sequence 13A||TEX13A||TESTIS-EXPR
-0.55928729 56158 NM_031275 Hs.524039 Testis expressed sequence 12 ||TEX12||TESTIS-EXPRE
-1.49906643 56159 NM_031276 Hs.121776 Testis expressed sequence 11 ||TEX11||TESTIS-EXPRE
-0.4954188 56160 NM_138704 Hs.94011 Necdin-like 2 ||MAGEG1||NDNL2||Necd
-0.65965205 56163 NM_031277 Hs.333271 Ring finger protein 17 ||RNF17||Ring finger prote
-0.32206149 56165 NM_198795 Hs.333132 Tudor domain containing 1 ||TDRD1||Tudor domain c
-0.77826495 56169 NM_031415 Hs.133244 Melanoma-derived leucine zippe||MLZE||MELANOMA-DER
-0.29468928 56171 NM_018897 Hs.97403 Dynein, axonemal, heavy polype||DNAH7||Dynein, axonem
0.48998068 56180 NM_019556 Hs.378505 Motile sperm domain containing ||MOSPD1||Motile sperm d

0.927936 56181 NM_019557 Hs.323396 Hypothetical protein RP1-317E2||FAM54B||LOC56181||Hy
0.20713453 56203 NM_198271 Hs.350621 Leiomodin 3 (fetal) ||LMOD3||Leiomodin 3 (fe
0.59946951 56204 XM_035527
-0.24906893 56241 NM_019601 Hs.131819 Sushi domain containing 2 ||SUSD2||Sushi domain co
0.28925115 56242 NM_021047 Hs.407162 Hypothetical protein BC014148 ||||LOC114977||Hypothetic
0.80019903 56244 NM_019602 Hs.534471 Butyrophilin-like 2 (MHC class II ||BTL-II||BTNL2||BUTYRO
0.48085661 56245 NM_019596 Hs.517235 Chromosome 21 open reading f ||C21orf62||Chromosome 
0.3348715 56246 NM_178817 Hs.549181 Melanocortin 2 receptor accesso||C21orf61||MRAP||FALP|

-0.09395976 56254 NM_019592 Hs.168095 Ring finger protein 20 ||RNF20||KIAA2779||BRE
1.48450423 56255 NM_021156 Hs.169358 Hypothetical protein DJ971N18. ||DJ971N18.2||hypothetica
0.85494345 56256 NM_019605 Hs.445835 SERTA domain containing 4 ||SERTAD4||SERTA doma
0.80019903 56257 NM_019606 Hs.178011 Hypothetical protein FLJ20257 ||FLJ20257||hypothetical p
0.42611219 56260 NM_019607 Hs.443529 Hypothetical protein FLJ11267 ||FLJ11267||hypothetical p
0.48085661 56261 NM_019593 Hs.472040 Hypothetical protein KIAA1434 ||KIAA1434||hypothetical p
0.80019903 56262 NM_019594 Hs.173484 Leucine rich repeat containing 8 ||KIAA1437||LRRC8||LEUC
0.48085661 56265 NM_019609 Hs.532685 Carboxypeptidase X (M14 family||CPXM||carboxypeptidase
0.04290128 56267 NM_019610 Hs.481898 Kynurenine aminotransferase III ||||KAT3||Kynurenine amin
-0.4680466 56269 NM_019612 Hs.515444 Immunity-related GTPase family||IRGC1||R30953_1||immu
0.25275488 56270 NM_019613 Hs.201390 WDR45-like ||WDR45L||WDR45-like||W
0.81844717 56271 XM_043653 Hs.184736 Brain expressed X-linked-like 1 ||BEXL1||brain expressed 
1.82209479 56287 NM_019617 Hs.69319 Gastrokine 1 ||GKN1||Gastrokine 1||CA
0.28012708 56301 NM_019849 Hs.58679 Solute carrier family 7, (neutral a||SLC7A10||ASC1||SOLUT
0.22538267 56339 NM_019852 Hs.168799 Methyltransferase like 3 ||METTL3||Methyltransfera
0.68158613 56341 NM_019854 Hs.504530 HMT1 hnRNP methyltransferase||HRMT1L4||HMT1 hnRNP
0.28925115 56344 NM_019855 Hs.117694 Calcium binding protein 3 ||||CABP5||Calcium binding
0.56297323 56478 NM_019843 Hs.517559 Eukaryotic translation initiation f ||EIF4ENIF1||EIF4E-TRAN
0.02465314 56521 NM_021800 Hs.260720 DnaJ (Hsp40) homolog, subfam||DNAJC12||JDP1||J DOM
-0.15782824 56548 NM_019886 Hs.138155 Carbohydrate (N-acetylglucosam||C6ST2||CHST7||CARBO
-0.03009127 56603 NM_019885 Hs.91546 Cytochrome P450, family 26, su||CYP26B1||CYP26A2||P4
0.35311964 56605 NM_019891 Hs.424926 ERO1-like beta (S. cerevisiae) ||ERO1LB||ERO1-like beta
0.81844717 56617 NM_022978 Hs.32567 Small EDRK-rich factor 1A (telo ||||SERF1A||Small EDRK-r
0.24363081 56624 NM_019893 Hs.512645 N-acylsphingosine amidohydrola||ASAH2||N-acylsphingosi
1.03742483 56648 NM_020390 Hs.164144 Eukaryotic translation initiation f ||EIF5A2||eukaryotic trans



0.74545462 56649 NM_019894 Hs.161985 Transmembrane protease, serin||TMPRSS4||Transmembr
0.41698812 56650 NM_019895 Hs.107393 Chromosome 3 open reading fra||C3orf4||Chromosome 3 o
0.19801046 56651 NM_031416 Hs.464442 Chromosome 18 open reading f ||C18orf2||Chromosome 1
-0.03009127 56654 NM_015392 Hs.105547 Neural proliferation, differentiatio||NPDC1||CAB1, YEAST, 
-0.31293742 56655 NM_019896 Hs.469060 Polymerase (DNA-directed), eps||POLE4||POLYMERASE,
-0.00271906 56660 NM_022055 Hs.243991 Potassium channel, subfamily K||KCNK12||THIK2||potassi
0.59034544 56666 NM_052839 Hs.440092 Pannexin 2 ||PX2||PANX2||Pannexin 2
0.60859358 56667 NM_033049 Hs.5940 Mucin 13, epithelial transmembr||MUC13||Mucin 13, epithe
1.14691366 56672 NM_020642 Hs.131180 Chromosome 11 open reading f ||C11orf17||AKIP1||BCA3|
2.92610717 56673 NM_020643 Hs.277349 Chromosome 11 open reading f ||C11orf16||Chromosome 
0.89143973 56674 NM_020644 Hs.501853 Chromosome 11 open reading f ||C11orf15||Chromosome 
0.13414198 56675 NM_020645 Hs.523467 Nuclear receptor interacting prot||NRIP3||Nuclear receptor
-0.06658755 56676 NM_020646 Hs.501852 Achaete-scute complex (Drosop||ASCL3||HASH3||SGN1||H
0.03377721 56681 NM_020150 Hs.499960 SAR1a gene homolog 1 (S. cere||SARA1||SAR1A, S. CER
0.07027349 56683 NM_021254 Hs.5811 Chromosome 21 open reading f ||C21orf59||Chromosome 
0.30749929 56704 NM_020647 Hs.160574 Junctophilin 1 ||JPH1||JP1||Junctophilin 
-0.1122079 56729 NM_020415 Hs.283091 Resistin ||FIZZ3||RSTN||Resistin||R
1.48450423 56731 NM_020062 Hs.435126 SLC2A4 regulator ||||SLC2A4RG||SLC2A4 re
0.82757124 56751 NM_020064 Hs.283809 BarH-like 1 (Drosophila) ||BARHL1||BarH-like 1 (Dr
0.40786405 56776 XM_371352
-0.04833941 56829 NM_020119 Hs.133512 Zinc finger CCCH type, antiviral ||ZAP||ZC3HAV1||FLJ132
1.6122412 56832 NM_020124 Hs.551550 Interferon, kappa ||IFNK||Interferon, kappa||

-0.55928729 56833 NM_020125 Hs.438683 SLAM family member 8 ||BLAME||SLAMF8||B-LYM
-0.19432452 56849 NM_152278 Hs.21861 Transcription elongation factor A||TCEAL7||transcription el
-0.9424982 56851 NM_020154 Hs.160565 Chromosome 15 open reading f ||C15orf24||Chromosome 
-0.53191508 56853 NM_020180 Hs.435976 Bruno-like 4, RNA binding prote ||BRUNOL4||bruno-like 4, 
0.35311964 56884 NM_020116 Hs.32452 Follistatin-like 5 ||FSTL5||Follistatin-like 5||
0.78195089 56886 NM_020120 Hs.34180 UDP-glucose ceramide glucosyl ||HUGT1||UGCGL1||UDP-
-0.15782824 56888 NM_020122 Hs.345694 Potassium channel modulatory f||KCMF1||Potassium chan
0.55384916 56889 NM_020123 Hs.500674 SM-11044 binding protein ||SMBP||SM-11044 bindin
0.79107496 56891 NM_020129 Hs.24236 Lectin, galactoside-binding, solu||LGALS14||PPL13||PLAC
0.24363081 56892 NM_020130 Hs.283683 Chromosome 8 open reading fra||C8orf4||TC1||THYROID C
-0.03009127 56893 NM_020131 Hs.283739 Ubiquilin 4 ||A1U||C1ORF6||UBQLN4
-0.20344859 56896 NM_020134 Hs.299315 Dihydropyrimidinase-like 5 ||DPYSL5||CRAM||CRMP5
0.62684172 56897 NM_020135 Hs.236828 Werner helicase interacting prot ||WRNIP1||WHIP||WERNE
0.34399557 56898 NM_020139 Hs.124696 Dehydrogenase/reductase (SDR||DHRS6||dehydrogenase/
-0.1122079 56899 NM_020140 Hs.506458 E2a-Pbx1-associated protein ||EB-1||EB1||E2a-Pbx1-as
0.02465314 56902 NM_020143 Hs.262858 Putatative 28 kDa protein ||LOC56902||putatative 28
-0.54103915 56903 NM_020144 Hs.487409 Poly(A) polymerase beta (testis ||PAPOLB||PAPT||TPAP||P
-0.36768183 56904 NM_020145 Hs.460238 SH3-domain GRB2-like endoph ||SH3GLB2||KIAA1848||SH
-0.24906893 56905 NM_015492 Hs.17936 DKFZP434H132 protein ||DKFZP434H132||DKFZP
-0.8238853 56906 NM_020147 Hs.26815 THAP domain containing 10 ||THAP10||THAP domain 
-1.28921283 56907 XM_290818
-0.38592997 56910 NM_020151 Hs.469331 START domain containing 7 ||STARD7||START domai
0.23450674 56911 NM_020152 Hs.222802 Chromosome 21 open reading f ||C21orf7||Chromosome 2
-0.16695231 56912 NM_020153 Hs.533738 Hypothetical protein FLJ21827 ||FLJ21827||hypothetical p
0.34399557 56913 NM_020156 Hs.239666 Core 1 synthase, glycoprotein-N||C1GALT1||core 1 syntha
-0.44979846 56915 NM_020158 Hs.283741 Exosome component 5 ||EXOSC5||RRP46||Exoso
-0.06658755 56917 XM_085929
-0.24906893 56918 NM_020161 Hs.283092 Hypothetical protein DKFZp547H||DKFZp547H025||hypothe
-0.22169673 56919 NM_020162 Hs.250456 DEAH (Asp-Glu-Ala-His) box po||DHX33||DEAH (Asp-Glu-



-0.47717067 56920 NM_020163 Hs.59729 Semaphorin sem2 ||LOC56920||Semaphorin 
-0.61403171 56925 NM_020169 Hs.478067 Latexin ||Latexin||ECI||LXN||TCI||E
-0.4954188 56926 NM_020170 Hs.501420 Nicalin homolog (zebrafish) ||NCLN||Nicalin homolog (
-0.06658755 56927 XM_290854 Hs.167641 G protein-coupled receptor 108 ||GPR108||G protein-coup
0.36224371 56928 NM_020172 Hs.330742 Signal peptide peptidase-like 2B||IMP4||KIAA1532||SPPL2
1.24727843 56929 NM_020177 Hs.47367 Fem-1 homolog c (C.elegans) ||FEM1C||KIAA1785||fem-
1.17428587 56931 NM_020175 Hs.284297 Dihydrouridine synthase 3-like (S||LOC56931||DUS3L||dihy
1.10129332 56934 NM_020178 Hs.463466 Carbonic anhydrase X ||CA10||CA X||CARP X||ca
-0.08483569 56935 NM_020179 Hs.438064 FN5 protein ||||FN5||FN5 protein||
-0.61403171 56936 NM_020181 Hs.458319 Chromosome 14 open reading f ||C14orf162||Chromosome
-0.05746348 56937 NM_020182 Hs.517155 Transmembrane, prostate andro||PMEPA1||TMEPAI||TRA
-0.78738902 56941 NM_020187 Hs.458320 DC12 protein ||DC12||DC12 protein||
-0.52279101 56943 NM_020189 Hs.492555 Enhancer of yellow 2 homolog ( ||ENY2||e(y)2||enhancer o
0.59946951 56944 NM_020190 Hs.9315 Olfactomedin-like 3 ||OLFML3||Olfactomedin-l
0.02465314 56945 NM_020191 Hs.550524 Mitochondrial ribosomal protein ||MRPS22||C3ORF5||mito
1.11954146 56946 NM_020193 Hs.352588 Chromosome 11 open reading f ||||C11orf30||Chromosome
1.30202284 56947 NM_020194 Hs.471528 Chromosome 2 open reading fra||C2orf33||Chromosome 2
-0.0209672 56948 NM_020195 Hs.283111 Chromosome 14 open reading f ||C14orf124||Chromosome
0.66333799 56949 NM_020196 Hs.9822 XPA binding protein 2 ||XAB2||XPA binding prote
0.15239011 56951 NM_020199 Hs.355177 Chromosome 5 open reading fra||C5orf15||Chromosome 5
0.3348715 56952 NM_020200 Hs.405619 Phosphoribosyl transferase dom||PRTFDC1||Phosphoribos
0.84581938 56953 NM_020201 Hs.513977 5',3'-nucleotidase, mitochondria ||NT5M||DNT2||5-PRIME-
0.3348715 56955 NM_020203 Hs.189587 Matrix, extracellular phosphogly ||MEPE||OF45||OSTEOBL
1.39326354 56956 NM_020204 Hs.442578 LIM homeobox 9 ||LHX9||LIM homeobox 9|
0.35311964 56957 NM_020205 Hs.98322 Zinc finger, A20 domain contain ||ZA20D1||zinc finger, A20
0.98268042 56959 NM_020207 Hs.494552 Chromosome 9 open reading fra||C9orf102||Chromosome 
2.40603523 56961 NM_020209 Hs.7423 Src homology 2 domain-contain ||SHD||Src homology 2 do
1.39326354 56963 NM_020211 Hs.271277 RGM domain family, member A ||RGMA||REPULSIVE GU
-0.5866595 56964 NM_020212 Hs.177557 Hypothetical protein from EURO||LOC56964||hypothetical 
1.26552657 56965 NM_020214 Hs.270244 Poly (ADP-ribose) polymerase fa||PARP6||poly (ADP-ribose
-0.23994487 56967 NM_020215 Hs.6434 Chromosome 14 open reading f ||C14orf132||Chromosome
0.58122137 56969 NM_020217
0.25275488 56970 XM_375456 Hs.512651 Ataxin 7-like 3 ||ATXN7L3||Ataxin 7-like 3
0.63596579 56971 NM_020219 Hs.416925 Carcinoembryonic antigen-like 1||CEAL1||Carcinoembryon
0.51735288 56975 NM_020223 Hs.134742 Family with sequence similarity ||FAM20C||family with seq
1.34764319 56977 XM_048721
0.99180449 56980 NM_020228 Hs.275086 PR domain containing 10 ||PRDM10||PR domain co
1.12866553 56983 NM_020231 Hs.231750 X 010 protein ||MDS010||X 010 protein||
-0.1395801 56984 NM_020232 Hs.464652 Tumor necrosis factor superfam||TNFSF5IP1||Tumor necr
0.10676977 56985 NM_020233 Hs.47668 X 006 protein ||MDS006||X 006 protein||
1.14691366 56986 NM_020234 Hs.127432 X 009 protein ||MDS009||X 009 protein||
0.43523626 56987 NM_020235 Hs.124366 Bobby sox homolog (Drosophila ||BBX||bobby sox homolog
1.46625609 56988 NM_020237 Hs.283098 Chromosome 8 open reading fra||C8orf17||Chromosome 8
0.53560102 56993 NM_020243 Hs.534473 Translocase of outer mitochond ||TOMM22||TOM22||Trans
0.83669531 56995 NM_020245 Hs.486993 Tubby like protein 4 ||TULP4||Tubby like prote
0.62684172 56996 NM_020246 Hs.521087 Solute carrier family 12 (potassi ||SLC12A9||Solute carrier 
0.25275488 57002 NM_020192 Hs.83313 Chromosome 7 open reading fra||C7orf36||Chromosome 7
1.46625609 57003 NM_020198 Hs.202011 GK001 protein ||GK001||GK001 protein||
1.12866553 57010 NM_145200 Hs.143036 Calcium binding protein 4 ||CABP4||CALCIUM-BIND
0.90056379 57017 NM_020312 Hs.513632 Chromosome 16 open reading f ||DKFZP434K046||C16orf
0.11589384 57019 NM_020313 Hs.4900 Cytokine induced apoptosis inhi ||CIAPIN1||ANAMORSIN||



0.4534844 57020 NM_020314 Hs.546412 Esophageal cancer associated p||MGC16824||Esophageal
0.17063825 57030 NM_020309 Hs.375616 Solute carrier family 17 (sodium ####################
0.41698812 57035 NM_020317 Hs.259412 NPD014 protein ||NPD014||C1orf63||NPD0
-0.39505404 57037 NM_020319 Hs.157378 Ankyrin repeat and MYND doma||ANKMY2||ankyrin repeat
-0.16695231 57038 NM_020320 Hs.485910 Arginyl-tRNA synthetase-like ||RARSL||arginyl-tRNA syn
0.73633055 57045 NM_020648 Hs.514685 Twisted gastrulation homolog 1 ||TWSG1||TSG||twisted ga
0.99180449 57047 NM_020359 Hs.147305 Phospholipid scramblase 2 ||PLSCR2||Phospholipid s
0.5720973 57050 NM_020368 Hs.322901 Disrupter of silencing 10 ||SAS10||Disrupter of silen
0.68158613 57057 NM_020417 Hs.404167 T-box 20 ||TBX20||T-box 20||
1.70348189 57062 NM_020414 Hs.510328 DEAD (Asp-Glu-Ala-Asp) box po||DDX24||DEAD/H BOX 24
0.95530821 57084 NM_020346 Hs.242821 Solute carrier family 17 (sodium ####################
0.44436033 57088 NM_020353 Hs.477869 Phospholipid scramblase 4 ||PLSCR4||Phospholipid s
0.00640501 57089 NM_020354 Hs.369424 Ectonucleoside triphosphate dip ||ENTPD7||Ectonucleoside
0.28925115 57091 NM_020356 Hs.473144 Chromosome 20 open reading f ||C20orf32||Chromosome 
-0.24906893 57092 NM_020357 Hs.549185 PEST-containing nuclear protein||PCNP||PEST-containing 
0.4534844 57093 NM_020358 Hs.534218 Tripartite motif-containing 49 ||RNF18||TRIM49||Triparti
0.23450674 57095 NM_020362 Hs.31819 HT014 ||HT014||
0.07939756 57097 NM_020367 Hs.504538 Poly (ADP-ribose) polymerase fa||PARP11||poly (ADP-ribo
0.47173254 57101 NM_020373 Hs.148970 Transmembrane protein 16B ||TMEM16B||transmembra
-0.08483569 57102 NM_020374 Hs.302977 Chromosome 12 open reading f ||C12orf4||Chromosome 1
0.48085661 57103 NM_020375 Hs.504545 Chromosome 12 open reading f ||C12orf5||Chromosome 1
1.15603773 57104 NM_020376 Hs.118463 Patatin-like phospholipase doma||PNPLA2||ATGL||DESNU
0.38961592 57106 NM_020378 Hs.31854 K562 cell-derived leucine-zipper||KLP1||K562 cell-derived 
1.33851912 57115 NM_020393 Hs.58356 Peptidoglycan recognition protei ||PGRPI-BETA||PGLYRP4
-0.59578357 57116 NM_020394 Hs.161840 Zinc finger protein SBZF3 ||ZNF695||SBZF3||Zinc fin
-0.48629474 57117 NM_020395 Hs.480454 PHD finger protein 22 ||PHF22||LOC57117||PHD
-0.4680466 57119 NM_020398 Hs.121084 Serine protease inhibitor-like, wi ||SPINLW1||WAP7||EPIDI
-0.41330218 57122 NM_020401 Hs.524574 Nucleoporin 107kDa ||NUP107||nucleoporin 10
-0.5866595 57124 NM_020404 Hs.195727 CD248 antigen, endosialin ||CD164L1||TEM1||CD248
-0.3768059 57125 NM_020405 Hs.125036 Plexin domain containing 1 ||PLXDC1||TEM7||Plexin d
0.20713453 57126 NM_020406 Hs.232165 Polycythemia rubra vera 1 ||PRV1||NB1||HNA2A||CD
-0.01184313 57127 NM_020407 Hs.131835 Rhesus blood group, B glycopro||RHBG||Rhesus blood gro
-0.72352054 57128 NM_020408 Hs.387755 Chromosome 6 open reading fra||||C6orf149||Chromosome
0.52647695 57129 NM_020409 Hs.283734 Mitochondrial ribosomal protein ||MRPL47||mitochondrial r
-0.69614833 57132 NM_020412 Hs.551551 Chromatin modifying protein 1B ||CHMP1B||C18ORF2||CH
-0.40417811 57134 NM_020379 Hs.197043 Mannosidase, alpha, class 1C, m||MAN1C1||mannosidase,
-0.26731707 57135 NM_020420 Hs.522868 Deleted in azoospermia 4 ||||DAZ4||Deleted in azoos
-0.42242625 57136 NM_020531 Hs.472330 Chromosome 20 open reading f ||C20orf3||Chromosome 2
2.4425315 57139 XM_290867 Hs.375142 Ral guanine nucleotide dissocia ||RGL3||Ral guanine nucle

-0.26731707 57140 NM_018226 Hs.5345 Arginyl aminopeptidase (aminop||RNPEPL1||AMINOPEPT
-0.41330218 57142 NM_007008 Hs.429581 Reticulon 4 ||NOGOB||NOGOC||RTN4
-0.14870417 57146 NM_020422 Hs.258212 Promethin ||LOC57146||Promethin||
-0.2308208 57148 NM_020336 Hs.436705 KIAA1219 protein ||KIAA1219||KIAA1219 pro
-0.50454287 57149 NM_020424 Hs.185489 Hypothetical protein A-211C6.1 ||LOC57149||hypothetical 
-0.83300937 57150 NM_020425 Hs.70769 Chromosome 6 open reading fra||C6orf162||Chromosome 
0.51735288 57151 NM_020426 Hs.97477 Lysozyme-like 6 ||LYZL6||Lysozyme-like 6|
-0.23994487 57152 NM_020427 Hs.103505 Secreted LY6/PLAUR domain co||SLURP1||SECRETED LY

0.927936 57153 NM_020428 Hs.515134 CTL2 protein ||CTL2||CTL2 protein||CHO
0.31662336 57156 XM_041116
-0.0209672 57158 NM_020433 Hs.441737 Junctophilin 2 ||JPH2||JP2||Junctophilin 2
0.80019903 57159 NM_032546 Hs.516036 Tripartite motif-containing 54 ||TRIM54||MURF3||RNF30



0.29837522 57161 NM_021255 Hs.105103 Pellino homolog 2 (Drosophila) ||PELI2||pellino homolog 2
0.25275488 57162 NM_020651 Hs.7886 Pellino homolog 1 (Drosophila) ||PELI1||pellino homolog 1
0.44436033 57168 NM_020437 Hs.550525 Similar to aspartate beta hydrox ||LOC57168||similar to asp
-0.52279101 57169 NM_021035 Hs.371794 KIAA1404 protein ||KIAA1404||KIAA1404 pro
0.31662336 57175 NM_020441 Hs.6191 Coronin, actin binding protein, 1 ||CORO1B||coronin, actin 
-0.89687785 57176 NM_020442 Hs.102910 Valyl-tRNA synthetase 2-like ||VARS2L||valyl-tRNA syn
0.15239011 57178 NM_020338 Hs.193118 Retinoic acid induced 17 ||KIAA1224||ZIMP10||RAI1
1.22903029 57179 NM_020444 Hs.519783 KIAA1191 protein ||KIAA1191||KIAA1191 pro
-0.35855777 57181 XM_047707
1.02830076 57182 XM_048747
-0.03009127 57184 NM_020447 Hs.367690 Chromosome 15 open reading f ||C15orf17||Chromosome 
-0.05746348 57185 NM_020448 Hs.523442 Hypothetical protein dJ462O23.2||DJ462O23.2||hypothetica
-0.10308383 57186 XM_046600 Hs.472285 KIAA1272 protein ||KIAA1272||KIAA1272 pro
-0.21257266 57187 XM_047325
-0.33118556 57194 NM_024490 Hs.128041 ATPase, Class V, type 10A ||ATP10A||ATP10C||ATPV
-0.89687785 57205 NM_020453 Hs.437241 ATPase, Class V, type 10D ||ATP10D||ATPase, Class
0.41698812 57209 NM_021045 Hs.25275 Zinc finger protein 248 ||ZNF248||Zinc finger prot
0.35311964 57210 XM_050325 Hs.372492 KIAA1126 protein ||KIAA1126||KIAA1126 pro
0.64508985 57212 NM_207306 Hs.49658 KIAA0495 ||KIAA0495||
0.17976232 57213 NM_020456 Hs.44235 Chromosome 13 open reading f ||CLLD6||C13orf1||Chromo
0.04290128 57214 NM_018689 Hs.459088 KIAA1199 ||KIAA1199||
0.83669531 57215 NM_020457 Hs.513681 THAP domain containing 11 ||THAP11||THAP domain 
0.60859358 57216 XM_049695
0.11589384 57217 XM_372927
0.38961592 57221 NM_020340 Hs.194408 KIAA1244 ||KIAA1244||
0.17063825 57223 NM_020463 Hs.516182 KIAA1387 protein ||KIAA1387||KIAA1387 pro
0.66333799 57226 NM_020466 Hs.483841 Hypothetical protein dJ122O8.2 ||DJ122O8.2||hypothetical
0.00640501 57231 NM_020468 Hs.485871 Sorting nexin 14 ||SNX14||Sorting nexin 14
1.56662085 57232 XM_033853 Hs.130534 Zinc finger protein 630 ||ZNF630||Zinc finger prot
0.72720648 57234 XM_034717 Hs.534014 KIAA0493 protein ||KIAA0493||KIAA0493 pro
0.95530821 57238 XM_378914 Hs.531342 KIAA0492 protein ||KIAA0492||KIAA0492 pro
0.81844717 57245 NM_194276
0.04290128 57282 NM_022058 Hs.333958 Solute carrier family 4, sodium b||SLC4A10||SOLUTE CAR
-0.12133196 57291 XM_374080
0.77282682 57325 NM_020536 Hs.488051 CSRP2 binding protein ||CSRP2BP||CSRP2 bindi
0.96443228 57333 NM_020650 Hs.439184 Reticulocalbin 3, EF-hand calciu||RCN3||reticulocalbin 3, E
-0.10308383 57335 NM_020652 Hs.462306 Zinc finger protein 286 ||ZNF286||Zinc finger prot
0.15239011 57336 NM_020653 Hs.99724 Zinc finger protein 287 ||ZNF287||Zinc finger prot
0.6907102 57337 NM_020654 Hs.529551 SUMO1/sentrin specific proteas ||SENP7||SUMO1/sentrin 
0.65421392 57343 NM_020657 Hs.287374 Zinc finger protein 304 ||ZNF304||Zinc finger prot
0.5720973 57348 NM_020659 Hs.268728 Tweety homolog 1 (Drosophila) ||TTYH1||tweety homolog 
0.37136778 56834 NM_020155 Hs.523763 Chromosome 11 hypothetical pr||C11ORF4||chromosome
-0.15782824 56658 NM_021253 Hs.413493 Tripartite motif-containing 39 ||TRIM39||TFP||RNF23, F
0.65421392 57380 NM_020662 Hs.533291 MRS2-like, magnesium homeos||MRS2L||MRS2-like, mag
0.61771765 57393 NM_020665 Hs.129614 Transmembrane protein 27 ||TMEM27||Transmembra
1.26552657 57404 NM_020674 Hs.446065 Cytochrome P450, family 20, su||CYP20A1||cytochrome P
1.11954146 57407 NM_020677 Hs.288969 HSCARG protein ||HSCARG||HSCARG pro
0.59034544 57408 NM_020678 Hs.128594 HT017 protein ||HT017||HT017 protein||
1.0465489 57412 NM_020682 Hs.123461 Arsenic (+3 oxidation state) met ||AS3MT||Arsenic (+3 oxid
0.68158613 57414 NM_020684 Hs.488827 Rhomboid, veinlet-like 7 (Drosop||RHBDL7||rhomboid, vein
0.4534844 57415 NM_020685 Hs.47166 Chromosome 3 open reading fra||C3orf14||Chromosome 3



0.80019903 57418 NM_024100 Hs.325321 WD repeat domain 18 ||WDR18||WD repeat dom
1.29289877 57419 NM_020689 Hs.211252 Solute carrier family 24 (sodium ||SLC24A3||Solute carrier 
0.02465314 57446 NM_022477 Hs.437338 NDRG family member 3 ||NDRG3||NDRG family m
0.23450674 57449 NM_020631 Hs.284232 Putative NFkB activating protein||PLEKHG5||KIAA0720||P
0.13414198 57451 XM_047995 Hs.155915 Odz, odd Oz/ten-m homolog 2 ( ||ODZ2||odz, odd Oz/ten-m
0.19801046 57452 XM_031104 Hs.21035 UDP-N-acetyl-alpha-D-galactosa||GALNTL1||UDP-N-acety
0.4534844 57453 NM_020693 Hs.137183 Down syndrome cell adhesion m||DSCAML1||Down syndro
0.31662336 57455 NM_020695 Hs.526401 Transcription elongation factor B||TCEB3BP1||transcription
0.16151418 57456 NM_020696 Hs.476082 KIAA1143 ||KIAA1143||
0.17976232 57458 NM_020698 Hs.370410 Transmembrane and coiled-coil ||TMCC3||Transmembran
0.58122137 57461 NM_020701 Hs.512661 KIAA1160 protein ||KIAA1160||KIAA1160 pro
0.69983427 57463 XM_371279
0.08852163 57464 XM_045907
-0.3768059 57465 XM_370928 Hs.353087 KIAA1171 protein ||KIAA1171||KIAA1171 pro
-0.0209672 57466 NM_020706 Hs.17255 Splicing factor, arginine/serine-r ||SFRS15||Splicing factor,
0.16151418 57467 NM_020707 Hs.476041 Chromosome 3 open reading fra||KIAA1173||C3orf3||Chrom
-0.08483569 57468 NM_020708 Hs.21413 Solute carrier family 12, (potass ||KIAA1176||KCC2||SLC12
0.04290128 57469 XM_371184 Hs.7193 KIAA1183 protein ||KIAA1183||KIAA1183 pro
-0.03921534 57470 NM_020710 Hs.268488 KIAA1185 protein ||KIAA1185||LRRC47||KIA
0.51735288 57471 XM_371576
0.0976457 57472 NM_015455 Hs.157606 CCR4-NOT transcription comple||KIAA1194||CNOT6||CCR
0.61771765 57473 NM_020713 Hs.551552 KIAA1196 protein ||KIAA1196||GM632||KIAA
0.78195089 57474 NM_020714 Hs.175475 Zinc finger protein 490 ||ZNF490||Zinc finger prot
0.04290128 57475 XM_375087
-0.00271906 57476 XM_370660 Hs.144725 KIAA1201 protein ||||KIAA1201||KIAA1201 pr
0.19801046 57477 XM_050478
0.28925115 57479 XM_046305 Hs.467117 KIAA1205 ||KIAA1205||
0.24363081 57480 XM_027307 Hs.189781 Pleckstrin homology domain con||PLEKHG1||pleckstrin ho
0.15239011 57481 XM_172801 Hs.97594 KIAA1210 protein ||KIAA1210||KIAA1210 pro
0.36224371 57482 XM_044178 Hs.479783 KIAA1211 protein ||KIAA1211||KIAA1211 pro
0.37136778 57484 XM_291090
0.59034544 57485 XM_376664
0.38049185 57488 NM_020728 Hs.490795 Family with sequence similarity ||FAM62B||CHR2SYT||fam
0.2162586 57489 XM_030665
-0.2308208 57492 NM_017519 Hs.291587 AT rich interactive domain 1B (S||ARID1B||AT rich interact
0.36224371 57493 XM_087386 Hs.477420 HEG homolog 1 (zebrafish) ||HEG||HEG1||HEG homo
0.37136778 57494 XM_048675
0.16151418 57495 XM_049078 Hs.4280 KIAA1239 protein ||KIAA1239||KIAA1239 pro
0.08852163 57497 XM_166372
0.75457869 57498 XM_291015
0.54472509 57501 XM_371664 Hs.518247 KIAA1257 ||KIAA1257||
0.72720648 57502 NM_020742 Hs.21107 Neuroligin 4, X-linked ||NLGN4X||KIAA1260||neu
0.14326604 57504 XM_038567
0.38049185 57506 NM_020746 Hs.528657 KIAA1271 protein ||KIAA1271||KIAA1271 pro
0.73633055 57507 XM_114432
0.05202535 57508 NM_020748 Hs.279646 KIAA1287 protein ||KIAA1287||KIAA1287 pro
0.2162586 57509 NM_020749 Hs.7946 Mitochondrial tumor suppressor ||MTUS1||Mitochondrial tu
0.63596579 57510 NM_020750 Hs.203206 Exportin 5 ||XPO5||KIAA1291||Export
0.76370276 57511 NM_020751 Hs.507805 Component of oligomeric golgi c||COG6||KIAA1134||COD2
0.6907102 57512 NM_020752 Hs.499108 G protein-coupled receptor 158 ||GPR158||G protein-coup
0.31662336 57513 NM_020753 Hs.274408 CASK interacting protein 2 ||CASKIN2||CASK interact



0.59034544 57514 XM_291085
0.48998068 57515 NM_020755 Hs.146668 Tumor differentially expressed 2||TDE2||Tumor differential
-0.00271906 57519 XM_031744
0.36224371 57520 NM_020760 Hs.314436 HECT, C2 and WW domain con||HECW2||HECT, C2 and 
0.51735288 57522 NM_020762 Hs.450763 SLIT-ROBO Rho GTPase activa||||SRGAP1||SLIT-ROBO R
1.20165808 57523 XM_370756 Hs.288348 KIAA1305 ||KIAA1305||
0.62684172 57524 NM_020764 Hs.530863 CASK interacting protein 1 ||CASKIN1||CASK interact
0.97355635 57526 XM_033173
0.65421392 57528 XM_098368
0.91881193 57529 NM_020769 Hs.201071 Retrotransposon gag domain co||RGAG1||Retrotransposo
0.42611219 57530 NM_020770 Hs.18376 Cingulin ||CGN||Cingulin||
1.32939505 57531 NM_020771 Hs.434340 HECT domain and ankyrin repe ||HACE1||HECT domain a
1.05567297 57533 NM_020773 Hs.518611 TBC1 domain family, member 1 ||TBC1D14||TBC1 domain
1.21990622 57535 NM_020775 Hs.262811 Maba1 ||KIAA1324||Maba1||
1.71260596 57536 XM_029429
1.76735038 57539 NM_020779 Hs.205427 WD repeat domain 35 ||WDR35||WD repeat dom
1.41151167 57540 XM_052561 Hs.202355 KIAA1337 protein ||KIAA1337||PTCHD2||KIA
1.07392111 57542 XM_044836
1.44800795 57544 XM_051699
1.03742483 57545 XM_106386 Hs.303820 KIAA1345 protein ||||KIAA1345||KIAA1345 pr
1.24727843 57547 NM_020787 Hs.128078 Zinc finger protein 624 ||ZNF624||Zinc finger prot
0.16151418 57549 NM_020789 Hs.492155 Immunoglobulin superfamily, me||IGSF9||Immunoglobulin s
0.00640501 57553 XM_032997
0.06114942 57555 NM_020795 Hs.26229 Neuroligin 2 ||NLGN2||KIAA1366||Neur
-0.12133196 57556 NM_020796 Hs.156967 Sema domain, transmembrane ||SEMA6A||SEMAPHORIN
-0.2308208 57560 NM_020800 Hs.478095 WD repeat domain 56 ||WDR56||KIAA1374||WD 
-0.2308208 57561 NM_020801 Hs.24684 Arrestin domain containing 3 ||ARRDC3||Arrestin doma
-0.4954188 57562 XM_374927
-0.21257266 57563 NM_020803 Hs.106601 Kelch-like 8 (Drosophila) ||KLHL8||kelch-like 8 (Dro
0.44436033 57565 XM_035405
-0.08483569 57567 XM_168030
0.63596579 57568 NM_020808 Hs.268774 Signal-induced proliferation-asso||SIPA1L2||Signal-induced
0.0976457 57569 NM_020809 Hs.6136 Rho GTPase activating protein 2||ARHGAP20||Rho GTPas
0.48085661 57570 XM_375085
-0.06658755 57571 XM_208522 Hs.502982 KIAA1394 protein ||KIAA1394||KIAA1394 pro
0.17976232 57572 NM_020812 Hs.465918 Dedicator of cytokinesis 6 ||DOCK6||Dedicator of cyt
0.12501791 57573 NM_020813 Hs.230188 Zinc finger protein 471 ||ZNF471||Zinc finger prot
-0.19432452 57575 NM_020815 Hs.192859 Protocadherin 10 ||PCDH10||KIAA1400||Pro
-0.00271906 57577 NM_020817 Hs.477159 KIAA1407 ||KIAA1407||
0.10676977 57578 NM_020818 Hs.126561 KIAA1409 ||KIAA1409||
0.07027349 57579 XM_371832
0.28925115 57580 NM_020820 Hs.153310 Phosphatidylinositol 3,4,5-trisph ||KIAA1415||PREX1||phos
0.48085661 57583 XM_376550 Hs.99145 KIAA1423 ||KIAA1423||
0.8093231 57584 NM_020824 Hs.524195 Rho GTPase activating protein 2||ARHGAP21||Rho GTPas
0.05202535 57585 NM_020825 Hs.513261 Chromosome 16 open reading f ||||C16orf34||Chromosome
0.48998068 57586 NM_020826 Hs.436643 Synaptotagmin XIII ||KIAA1427||SYT13||SYNA
0.56297323 57587 XM_087593
0.47173254 57589 XM_039698 Hs.211520 KIAA1432 ||KIAA1432||
-0.20344859 57590 NM_020830 Hs.368359 WD repeat and FYVE domain c ||WDFY1||WD repeat and
0.91881193 57592 NM_020832 Hs.186756 KIAA1441 protein ||ZNF687||KIAA1441||KIAA
0.83669531 57593 XM_044921 Hs.471955 KIAA1442 protein ||KIAA1442||KIAA1442 pro



1.24727843 57594 NM_020834 Hs.170745 KIAA1443 ||KIAA1443||HOMEZ||HOM
-0.258193 57595 NM_032512 Hs.92732 PDZ domain containing 4 ||PDZK4||PDZ domain con

0.30749929 57596 NM_020836 Hs.211751 Brain-enriched guanylate kinase||KIAA1446||Brain-enriche
0.4534844 57597 XM_371084 Hs.514580 KIAA1447 protein ||KIAA1447||KIAA1447 pro
0.99180449 57599 NM_020839 Hs.109778 WD repeat domain 48 ||WDR48||WD repeat dom
0.74545462 57604 NM_020844 Hs.527095 KIAA1456 protein ||KIAA1456||KIAA1456 pro
-0.27644114 57605 NM_020845 Hs.272759 Phosphatidylinositol transfer pro||PITPNM2||KIAA1457||NI
0.40786405 57606 XM_044434 Hs.479677 KIAA1458 protein ||KIAA1458||KIAA1458 pro
0.28925115 57608 XM_166132 Hs.533953 KIAA1462 ||KIAA1462||
0.86406752 57610 NM_020850 Hs.368569 RAN binding protein 10 ||RANBP10||RAN binding 
0.37136778 57611 NM_020851 Hs.408161 KIAA1465 protein ||KIAA1465||KIAA1465 pro
1.59399306 57612 XM_371953
-0.07571162 57613 XM_370682
1.17428587 57614 NM_020854 Hs.465323 KIAA1468 ||KIAA1468||
0.29837522 57615 XM_047550 Hs.232108 Zinc finger protein 492 ||ZNF492||Zinc finger prot
-0.23994487 57616 NM_020856 Hs.278436 Zinc finger protein 537 ||ZNF537||Zinc finger prot
0.31662336 57617 NM_020857 Hs.23876 Vacuolar protein sorting protein ||VPS18||KIAA1475||Vacu
0.29837522 57619 NM_020859 Hs.137459 Shroom-related protein ||ShrmL||KIAA1481||Shroo
0.90968786 57620 NM_020860 Hs.135763 Stromal interaction molecule 2 ||STIM2||Stromal interactio
1.21078215 57621 NM_020861 Hs.520073 Zinc finger and BTB domain con||ZBTB2||zinc finger and B
1.63961341 57622 XM_290842 Hs.97860 Leucine rich repeat and fibronec||LRFN1||leucine rich repe
0.61771765 57623 NM_020863 Hs.446172 Zinc finger protein 406 ||ZNF406||Zinc finger prot
0.68158613 57624 XM_041126 Hs.471504 KIAA1486 protein ||KIAA1486||KIAA1486 pro
1.06479704 57626 NM_020866 Hs.508201 Kelch-like 1 (Drosophila) ||KLHL1||kelch-like 1 (Dro
0.5720973 57628 NM_020868 Hs.176247 Dipeptidylpeptidase 10 ||DPP10||KIAA1492||DPR
0.17063825 57630 NM_020870 Hs.301804 SH3 multiple domains 2 ||SH3MD2||SH3 multiple d
0.54472509 57631 NM_020871 Hs.65366 Leucine-rich repeats and calpon||LRCH2||leucine-rich repe
0.25275488 57633 NM_020873 Hs.163244 Leucine rich repeat neuronal 1 ||LRRN1||Leucine rich rep
0.59034544 57634 NM_015409 Hs.507307 E1A binding protein p400 ||KIAA1498||CAGH32||EP
0.27100301 57636 XM_290799 Hs.374446 Rho GTPase activating protein 2||ARHGAP23||Rho GTPas
0.48085661 57641 XM_029353 Hs.525536 KIAA1509 ||KIAA1509||
0.16151418 57642 NM_020882 Hs.271285 KIAA1510 protein ||KIAA1510||KIAA1510 pro
0.54472509 57643 XM_046581 Hs.135673 Zinc finger, SWIM domain conta||ZSWIM5||zinc finger, SW
1.09216925 57644 XM_371398
0.30749929 57645 NM_017542 Hs.432752 Pogo transposable element with||POGK||pogo transposab
0.28925115 57647 NM_032656 Hs.107382 DEAH (Asp-Glu-Ala-His) box po||DHX37||DEAH (Asp-Glu-
0.61771765 57648 XM_036299 Hs.528659 KIAA1522 protein ||KIAA1522||KIAA1522 pro
0.90056379 57649 NM_020889 Hs.444173 PHD finger protein 12 ||PHF12||PHD finger prote
0.34399557 57650 NM_020890 Hs.528660 KIAA1524 ||KIAA1524||
0.61771765 57653 XM_372133
0.44436033 57654 XM_042661
0.61771765 57655 NM_020895 Hs.515351 KIAA1533 ||KIAA1533||
1.24727843 57658 NM_020898 Hs.156667 KIAA1536 protein ||KIAA1536||CALCOCO1|
0.36224371 57659 NM_020899 Hs.35096 Zinc finger and BTB domain con||ZBTB4||zinc finger and B
0.13414198 57661 NM_020901 Hs.325838 CTD-binding SR-like protein rA9||KIAA1542||CTD-binding 
0.68158613 57662 XM_048362 Hs.17686 KIAA1543 ||KIAA1543||
1.1377896 57664 NM_020904 Hs.9469 Pleckstrin homology domain con||PEPP1||PLEKHA4||PHO
0.81844717 57665 NM_020905 Hs.288880 Retinol dehydrogenase 14 (all-tr ||RDH14||Retinol dehydrog
0.91881193 57667 XM_042301 Hs.531250 KIAA1546 protein ||KIAA1546||KIAA1546 pro
0.52647695 57669 NM_020909 Hs.369232 Erythrocyte membrane protein b||EPB41L5||Erythrocyte m
0.29837522 57670 XM_371956 Hs.490294 KIAA1549 protein ||KIAA1549||KIAA1549 pro



0.20713453 57673 XM_166320 Hs.418045 KIAA1553 ||KIAA1553||
0.35311964 57674 XM_290768
0.64508985 57678 NM_020918 Hs.42586 Glycerol-3-phosphate acyltransf ||GPAM||GPAT, MITOCHO
0.29837522 57680 XM_370738
-0.03009127 57683 XM_371590 Hs.110489 KIAA1571 protein ||KIAA1571||KIAA1571 pro
0.72720648 57684 NM_020924 Hs.5638 Zinc finger and BTB domain con||ZBTB26||zinc finger and 
-0.08483569 57685 NM_020925 Hs.443891 KIAA1573 protein ||KIAA1573||KIAA1573 pro
0.25275488 57687 NM_020927 Hs.461405 KIAA1576 protein ||KIAA1576||KIAA1576 pro
0.08852163 57688 XM_035299 Hs.18564 Hypothetical protein MGC40405||||MGC40405||Hypothetica
0.89143973 57689 XM_045271
1.89508735 57690 NM_018996 Hs.80618 Trinucleotide repeat containing 6||TNRC6C||trinucleotide re
0.19801046 57691 XM_166451
1.92245955 57692 NM_020932 Hs.8453 Melanoma antigen family E, 1 ||MAGEE1||melanoma ant
0.59946951 57693 NM_020933 Hs.465829 Zinc finger protein 317 ||ZNF317||Zinc finger prot
1.08304518 57696 NM_020936 Hs.286173 DEAD (Asp-Glu-Ala-Asp) box po||DDX55||DEAD (Asp-Glu-
-0.24906893 57697 XM_048128 Hs.509229 KIAA1596 ||KIAA1596||
-0.03921534 57698 NM_018330 Hs.501140 KIAA1598 ||KIAA1598||
0.49910475 57700 XM_049351
0.04290128 57701 XM_035497 Hs.143067 KIAA1602 protein ||KIAA1602||KIAA1602 pro
0.91881193 57703 XM_034594
0.14326604 57704 NM_020944 Hs.443134 Glucosidase, beta (bile acid) 2 ||GBA2||Glucosidase, beta
0.64508985 57709 XM_035946
-0.14870417 57710 XM_046531 Hs.496700 KIAA1614 protein ||KIAA1614||KIAA1614 pro
0.62684172 57711 NM_020951 Hs.515376 Zinc finger protein 529 ||ZNF529||Zinc finger prot
0.32574743 57713 XM_166140 Hs.407983 Scm-like with four mbt domains ||SFMBT2||Scm-like with f
0.38049185 57714 NM_020954 Hs.514554 KIAA1618 ||KIAA1618||
0.31662336 57715 NM_017893 Hs.550526 Sema domain, immunoglobulin ||SEMA4G||sema domain,
-0.92425006 57717 NM_020957 Hs.147674 Protocadherin beta 16 ||PCDH-BETA-16||PCDHB
0.65421392 57719 XM_050644
1.20165808 57721 NM_020961 Hs.480603 KIAA1627 protein ||KIAA1627||KIAA1627 pro
0.82757124 57722 NM_020962 Hs.458607 Likely ortholog of mouse neighb ||NOPE||likely ortholog of 
1.21990622 57724 NM_020964 Hs.546416 KIAA1632 ||KIAA1632||
0.94618414 57728 NM_025132 Hs.438482 WD repeat domain 19 ||WDR19||WD repeat dom
0.44436033 57730 NM_020970 Hs.516348 KIAA1641 ||KIAA1641||
-0.16695231 57731 NM_020971 Hs.32706 Spectrin, beta, non-erythrocytic ||SPTBN4||QV||SPECTRIN
0.00640501 57732 XM_035371
-0.57753543 57733 NM_020973 Hs.371763 Glucosidase, beta, acid 3 (cytos ||CBGL1||GBA3||BETA-GL
0.01552907 57763 NM_023039 Hs.239154 Ankyrin repeat, family A (RFXAN||ANKRA2||RFXANK-LIKE
0.52647695 57794 NM_172231 Hs.515274 Splicing factor 4 ||SF4||Splicing factor 4||
0.40786405 57795 NM_021165 Hs.495918 Family with sequence similarity ||KIAA1747||FAM5B||famil
0.88231566 57798 NM_021167 Hs.21145 GATA zinc finger domain contai ||GATAD1||ODAG||GATA 
1.08304518 57804 NM_021173 Hs.523829 Polymerase (DNA-directed), del ||POLD4||polymerase (DN
1.42975981 57805 NM_021174 Hs.433722 KIAA1967 ||KIAA1967||DBC1||DELET
0.94618414 57819 NM_021177 Hs.103106 LSM2 homolog, U6 small nuclea||C6ORF28||LSM2||LSM2 
-0.15782824 57820 NM_021178 Hs.107003 Cyclin B1 interacting protein 1 ||CCNB1IP1||C14ORF18 
-0.30381335 57821 NM_021179 Hs.130746 Hypothetical protein LOC57821 ||LOC57821||hypothetical 
-0.15782824 57822 NM_021180 Hs.369825 Transcription factor CP2-like 4 ||SOM||GRHL3||TFCP2L4
0.35311964 57823 NM_021181 Hs.517265 SLAM family member 7 ||CS1||SLAMF7||CRACC||
0.13414198 57824 NM_021182 Hs.158320 Minor histocompatibility antigen ||HB-1||minor histocompat
1.38413947 57826 NM_021183 Hs.119889 RAP2C, member of RAS oncog ||RAP2C||RAP2C, membe
0.66333799 57827 NM_021184 Hs.247323 Chromosome 6 open reading fra||C6orf47||Chromosome 6



0.77282682 57828 NM_021185 Hs.324335 Chromosome 19 open reading f ||C19orf15||Chromosome 
0.64508985 57829 NM_021186 Hs.136241 Zona pellucida glycoprotein 4 ||ZP4||Zona pellucida glyc
0.41698812 57830 NM_021046 Hs.445245 Keratin associated protein 5-8 ||||UHSKerB||Keratin asso
0.31662336 57834 NM_021187 Hs.187393 Cytochrome P450, family 4, sub||CYP4F11||cytochrome P
1.22903029 57835 NM_021196 Hs.469033 Solute carrier family 4, sodium b||SLC4A5||NBC4||SODIUM
0.83669531 57862 NM_021188 Hs.270869 Zinc finger protein 410 ||ZNF410||Zinc finger prot
0.34399557 57863 NM_021189 Hs.365689 Immunoglobulin superfamily, me||IGSF4B||immunoglobulin
0.98268042 57864 NM_033051 Hs.512668 Thymic stromal co-transporter ||TSCOT||Thymic stromal 
0.89143973 57876 XM_168578 Hs.489354 Mucin 3A, intestinal ||||MUC3B||Mucin 3A, intes
1.44800795 58155 NM_021190 Hs.269895 Polypyrimidine tract binding prot ||PTBP2||NPTB||NEURON
1.12866553 58157 NM_021257 Hs.274363 Neuroglobin ||NGB||Neuroglobin||
0.49910475 58158 NM_021191 Hs.131010 Neurogenic differentiation 4 ||NEUROD4||Neurogenic 
0.64508985 58191 NM_022059 Hs.82407 Chemokine (C-X-C motif) ligand||CXCL16||SRPSOX||chem
-0.00271906 58472 NM_021199 Hs.511251 Sulfide quinone reductase-like (y||SQRDL||Sulfide quinone
-0.15782824 58473 NM_021200 Hs.445489 Pleckstrin homology domain con||PLEKHB1||KPL1||PHR1|
0.0976457 58476 NM_021202 Hs.516994 Tumor protein p53 inducible nuc||TP53INP2||Tumor protei
0.93706007 58477 NM_021203 Hs.12152 Signal recognition particle recep||SRPRB||signal recognitio
1.07392111 58483 NM_021208 Hs.23367 Chromosome 9 open reading fra||C9orf27||Chromosome 9
0.91881193 58485 NM_021210 Hs.24379 Trafficking protein particle comp||TRAPPC1||Trafficking pr
0.56297323 58486 NM_021211 Hs.25726 Transposon-derived Buster1 tra ||LOC58486||transposon-d
0.78195089 58488 NM_021213 Hs.285218 Phosphatidylcholine transfer pro||PCTP||STARD2||Phosph
0.56297323 58489 XM_051862 Hs.459072 Hypothetical protein from EURO||LOC58489||hypothetical 
0.28012708 58490 NM_021215 Hs.278839 Chromosome 20 open reading f ||C20orf77||Chromosome 
-0.29468928 58491 NM_021216 Hs.301431 Zinc finger protein 71 (Cos26) ||ZNF71||zinc finger protei
-0.03921534 58492 NM_021217 Hs.38004 Zinc finger protein 77 (pT1) ||ZNF77||zinc finger protei
0.27100301 57517 NM_017963
0.58122137 57706 NM_024820 Hs.435064 KIAA1608 ||KIAA1608||
0.36224371 57462 XM_372083
0.06114942 58493 NM_021218 Hs.494854 Chromosome 9 open reading fra||C9orf80||Chromosome 9
-0.00271906 58494 NM_021219 Hs.517227 Junctional adhesion molecule 2 ||JAM-B||VEJAM||JAM2||J
0.17976232 58495 NM_021220 Hs.546418 Zinc finger protein 339 ||ZNF339||Zinc finger prot
0.42611219 58496 NM_021221 Hs.549187 Lymphocyte antigen 6 complex, ||LY6G5B||lymphocyte ant
-0.27644114 58497 NM_021222 Hs.78524 Prune homolog (Drosophila) ||PRUNE||prune homolog 
0.51735288 58499 NM_021224 Hs.370379 Zinc finger protein 462 ||ZNF462||Zinc finger prot
1.1651618 58500 NM_021061 Hs.532277 Zinc finger protein 250 ||ZNF250||Zinc finger prot
0.74545462 58503 NM_021225 Hs.479905 Proline rich, lacrimal 1 ||PRL1||BPLP||PROL1||PR
0.69983427 58504 NM_021226 Hs.435063 Rho GTPase activating protein 2||ARHGAP22||Rho GTPas
0.26187895 58505 NM_021227 Hs.445803 DC2 protein ||DC2||DC2 protein||
0.23450674 58506 NM_021228 Hs.103521 Serine arginine-rich pre-mRNA s||SR-A1||serine arginine-ri
0.17063825 58509 XM_375557
0.35311964 58511 NM_021233 Hs.129142 Deoxyribonuclease II beta ||DLAD||DNASE2B||DNas
0.08852163 58512 XM_035601 Hs.436393 Discs, large (Drosophila) homolo||DLGAP3||discs, large (D
0.54472509 58515 NM_021237 Hs.58471 Selenoprotein K ||SELK||HSPC030||seleno
0.48998068 58516 NM_021238 Hs.505154 Family with sequence similarity ||C12orf14||FAM60A||fami
0.47173254 58517 XM_027330
-0.30381335 58525 XM_372716 Hs.442138 Widely-interspaced zinc finger m||WIZ||Widely-interspaced
0.17063825 58526 NM_021242 Hs.522605 MID1 interacting protein 1 (gastr||MID1IP1||MID1 interactin
0.07027349 58527 XM_371848 Hs.238205 Chromosome 6 open reading fra||C6orf115||Chromosome 
1.19253401 58529 NM_021245 Hs.238756 Myozenin 1 ||MYOZ1||Myozenin 1||CA
0.80019903 58530 NM_021246 Hs.408316 Chromosome 6 open reading fra||||LY6G6D||Chromosome 
1.10129332 58531 NM_021247 Hs.259636 Protamine 3 ||PRM3||Protamine 3||



0.59034544 58533 NM_152233 Hs.356647 Sorting nexin 6 ||SNX6||Sorting nexin 6||
0.66333799 58538 NM_033066 Hs.63085 Membrane protein, palmitoylated||MPP4||DLG6||DISCS LA
0.3348715 58986 NM_021259 Hs.288940 Transmembrane protein 8 (five ||TMEM8||Transmembran
0.70895834 59067 NM_021803 Hs.302014 Interleukin 21 ||IL21||Interleukin 21||
0.14326604 59082 NM_021571 Hs.56279 ICEBERG caspase-1 inhibitor ||ICEBERG||CASPASE 1 
0.58122137 59271 NM_058187 Hs.208358 Chromosome 21 open reading f ||C21orf63||Chromosome 
0.55384916 59283 NM_031895 Hs.467273 Calcium channel, voltage-depen||CACNG8||CALCIUM CH
1.11041739 59284 NM_031896 Hs.532740 Calcium channel, voltage-depen||CACNG7||CALCIUM CH
0.65421392 59285 NM_145814 Hs.326764 Calcium channel, voltage-depen||CACNG6||CALCIUM CH
0.64508985 59307 NM_021805 Hs.501624 Single Ig IL-1R-related molecule||SIGIRR||TIR8||TOLL/IL1
0.60859358 59342 NM_021626 Hs.514950 Serine carboxypeptidase 1 ||SCPEP1||Serine carboxy
0.38049185 59343 NM_021627 Hs.401388 SUMO1/sentrin/SMT3 specific p||SENP2||KIAA1331||SMT
0.14326604 59348 NM_021632 Hs.407694 Zinc finger protein 350 ||ZBRK1||ZNF350||Zinc fin
0.52647695 59349 NM_021633 Hs.282878 Kelch-like 12 (Drosophila) ||KLHL12||kelch-like 12 (D
0.85494345 59351 NM_021635 Hs.302016 Prostate and breast cancer over||PBOV1||UC28||UROC28
0.82757124 59353 NM_021637 Hs.45140 Transmembrane protein 35 ||TMEM35||Transmembra
1.42975981 60313 NM_021639 Hs.238432 Hypothetical protein SP192 ||SP192||hypothetical prot
1.0465489 60314 NM_021640 Hs.505625 Chromosome 12 open reading f ||C12orf10||Chromosome 
0.66333799 60343 NM_021806 Hs.289108 Family with sequence similarity ||FAM3A||family with sequ
0.4534844 60370 NM_021732 Hs.23918 Arginine vasopressin-induced 1 ||AVPI1||Arginine vasopre
0.84581938 60412 NM_021807 Hs.321273 SEC8-like 1 (S. cerevisiae) ||KIAA1699||SEC8L1||SEC
0.24363081 60437 NM_021810 Hs.54973 Cadherin-like 26 ||CDH26||Cadherin-like 26
-0.23994487 60467 NM_021812 Hs.512673 Blepharophimosis, epicanthus in||BPESC1||Blepharophimo
0.04290128 60481 NM_021814 Hs.520189 ELOVL family member 5, elonga||ELOVL5||ELOVL family m
0.17063825 60482 NM_021815 Hs.287758 Solute carrier family 5 (choline t ||CHT1||SLC5A7||Solute c
0.12501791 60484 NM_021817 Hs.410719 Hyaluronan and proteoglycan lin||HAPLN2||Hyaluronan an
-0.01184313 60485 NM_021818 Hs.257341 Salvador homolog 1 (Drosophila||SAV1||WW45||WW DOM
0.4534844 60487 NM_021820 Hs.404186 Chromosome 6 open reading fra||C6orf75||Chromosome 6
1.00092856 60488 NM_021821 Hs.311072 Mitochondrial ribosomal protein ||MRPS35||mitochondrial r
0.71808241 60490 NM_021823 Hs.458922 Hypothetical protein MDS018 ||MDS018||hypothetical pr
0.80019903 60491 NM_021824 Hs.145284 NIF3 NGG1 interacting factor 3- ||ALS2CR1||NIF3L1||NIF3
-0.39505404 60492 NM_021825 Hs.368866 Hypothetical protein MDS025 ||MDS025||hypothetical pr
0.81844717 60493 NM_021826 Hs.129448 U-box domain containing 5 ||||UBOX5||U-box domain 
0.52647695 60494 NM_021827 Hs.144913 Hypothetical protein FLJ23514 ||FLJ23514||hypothetical p
0.80019903 60495 NM_021828 Hs.500750 Heparanase 2 ||HPSE2||Heparanase 2||
0.58122137 60509 NM_021831 Hs.138207 Hypothetical protein FLJ21839 ||FLJ21839||hypothetical p
0.63596579 60526 NM_021925 Hs.187823 Hypothetical protein FLJ21820 ||FLJ21820||hypothetical p
1.08304518 60558 NM_021927 Hs.546419 Hypothetical protein FLJ13220 ||FLJ13220||hypothetical p
0.8093231 60559 NM_021928 Hs.42194 Signal peptidase complex subun||SPCS3||signal peptidase
0.98268042 60560 NM_024635 Hs.436098 MAK10 homolog, amino-acid N-||MAK10||MAK10 homolog
1.11954146 60561 NM_021930 Hs.302460 Rad50-interacting protein 1 ||RINT-1||Rad50-interactin
0.23450674 60592 NM_032547 Hs.480815 Short coiled-coil protein ||SCOC||Short coiled-coil 
0.03377721 60598 NM_022358 Hs.528664 Potassium channel, subfamily K||KCNK15||TASK5||TWIK-
1.0191767 60625 NM_021931 Hs.444520 DEAH (Asp-Glu-Ala-His) box po||DHX35||DEAH (Asp-Glu-
0.41698812 60626 NM_021932 Hs.19306 Likely ortholog of mouse synem ||RIC8A||RIC8||Likely ortho
0.30749929 60672 NM_021933 Hs.8595 Hypothetical protein FLJ12438 ||FLJ12438||IIP45||hypothe
0.38961592 60673 NM_021934 Hs.9911 Hypothetical protein FLJ11773 ||FLJ11773||hypothetical p
0.54472509 60675 NM_021935 Hs.528665 Prokineticin 2 ||PROK2||PK2||Prokinetici
-0.23994487 60676 NM_020318 Hs.187284 Pappalysin 2 ||PAPPA2||Pappalysin 2||
0.13414198 60677 NM_052840 Hs.348342 Bruno-like 6, RNA binding prote ||BRUNOL6||bruno-like 6, 
0.10676977 60678 NM_021937 Hs.477498 Eukaryotic elongation factor, sel ||EEFSEC||SELB||EUKAR



0.58122137 60680 NM_021938 Hs.501423 Bruno-like 5, RNA binding prote ||BRUNOL5||bruno-like 5, 
0.91881193 60681 NM_021939 Hs.463035 FK506 binding protein 10, 65 kD||FKBP65||FKBP10||FK50
0.23450674 60682 NM_021940 Hs.485717 Stromal membrane-associated p||SMAP1||Stromal membr
0.79107496 60684 NM_021942 Hs.443240 FLJ12716 protein ||FLJ12716||FLJ12716 pro
0.50822882 60685 NM_021943 Hs.36959 Testis expressed sequence 27 ||TEX27||TESTIS-EXPRE
0.11589384 60686 NM_021944 Hs.255874 Chromosome 14 open reading f ||C14orf93||Chromosome 
0.27100301 63027 NM_021945 Hs.132340 Chromosome 6 open reading fra||||C6orf85||Chromosome 
0.60859358 63035 NM_021946 Hs.496748 BCL6 co-repressor-like 1 ||BCORL1||BCL6 co-repre
-0.68702426 63036 NM_033440 Hs.21 Elastase 2A ||ELA2A||elastase 2A||
0.06114942 63826 NM_021947 Hs.461954 Serine racemase ||SRR||Serine racemase||
0.16151418 63827 NM_021948 Hs.516904 Brevican ||Brevican||BCAN||
0.38961592 63875 NM_022061 Hs.523456 Mitochondrial ribosomal protein ||MRPL17||mitochondrial r
0.38049185 63877 NM_022063 Hs.372309 Chromosome 10 open reading f ||C10orf84||Chromosome 
0.19801046 63891 NM_022064 Hs.551556 Ring finger protein 123 ||RNF123||Ring finger pro
-0.03921534 63892 NM_022065 Hs.369592 Thyroid adenoma associated ||THADA||Thyroid adenom
0.4534844 63894 NM_022067 Hs.16157 Chromosome 14 open reading f ||C14orf133||Chromosome
0.23450674 63895 NM_022068 Hs.293907 Family with sequence similarity ||FAM38B||family with seq
1.21078215 63898 NM_022071 Hs.303208 SH2 domain containing 4A ||SH2D4A||SH2 domain co
0.42611219 63899 NM_022072 Hs.401062 NOL1/NOP2/Sun domain family ||NSUN3||NOL1/NOP2/Su
1.2564025 63901 NM_022074 Hs.150651 FLJ22794 protein ||FLJ22794||FLJ22794 pro
0.54472509 63905 NM_022077 Hs.6126 Mannosidase, beta A, lysosoma||MANBAL||mannosidase,
0.4534844 63906 NM_022078 Hs.10903 G patch domain containing 3 ||GPATC3||G patch doma
0.93706007 63910 NM_022082 Hs.512686 Chromosome 20 open reading f ||C20orf59||Chromosome 
0.41698812 63915 NM_201280 Hs.150837 Thioredoxin domain containing 5||||TXNDC5||Thioredoxin d
1.02830076 63916 NM_022086 Hs.210469 Engulfment and cell motility 2 (c ||ELMO2||ENGULFMENT
0.70895834 63917 NM_022087 Hs.329978 UDP-N-acetyl-alpha-D-galactosa||GALNT11||UDP-N-acety
1.34764319 63920 NM_022090
1.51187644 63921 NM_022091 Hs.486031 DJ467N11.1 protein ||ASCC3||DJ467N11.1 pro
1.23815436 63922 NM_022092 Hs.153850 CTF18, chromosome transmiss ||CHTF18||CTF18, chromo
1.12866553 63923 XM_040527
0.23450674 63924 NM_022094 Hs.375023 Cell death-inducing DFFA-like e ||CIDEC||cell death-induci
0.13414198 63925 NM_022095 Hs.174193 Zinc finger protein 335 ||ZNF335||Zinc finger prot
0.26187895 63928 NM_022097 Hs.178589 Hepatocellular carcinoma antige||LOC63928||Hepatocellul
0.84581938 63930 NM_022099 Hs.187773 Chromosome 20 open reading f ||C20orf51||Chromosome 
0.43523626 63931 NM_022100 Hs.247324 Mitochondrial ribosomal protein ||MRPS14||mitochondrial r
1.27465063 63932 NM_022101 Hs.248572 Hypothetical protein FLJ22965 ||FLJ22965||hypothetical p
0.83669531 63933 NM_022102 Hs.214043 Chromosome 6 open reading fra||C6orf79||Chromosome 6
1.42975981 63934 NM_022103 Hs.433473 Zinc finger protein 667 ||ZNF667||FLJ14011||Zinc
1.53924864 63935 NM_022104 Hs.472856 Chromosome 20 open reading f ||C20orf67||Chromosome 
0.42611219 63939 NM_022106 Hs.504920 Chromosome 20 open reading f ||C20orf177||Chromosome
0.41698812 63940 NM_022107 Hs.520046 G-protein signalling modulator 3||GPSM3||G-protein signa
0.53560102 63941 NM_031231 Hs.516986 Amyloid beta (A4) precursor pro||APBA2BP||amyloid beta 
0.48998068 63946 NM_033052 Hs.350507 DMRT-like family C2 ||DMRTC2||DMRT-like fam
0.73633055 63947 NM_033053 Hs.374521 DMRT-like family C1 ||DMRTC1||DMRT-like fam
0.23450674 63948 NM_033067 Hs.131654 DMRT-like family B with proline-||DMRTB1||DMRT-like fam
0.42611219 63950 XM_027162 Hs.334481 DMRT-like family A2 ||DMRTA2||DMRT-like fam
1.70348189 63951 NM_022160 Hs.371976 DMRT-like family A1 ||DMRTA1||DMRT-like fam
0.54472509 63973 NM_024019 Hs.121810 Neurogenin 2 ||NGN2||NEUROG2||ATO
0.88231566 63974 NM_022728 Hs.45152 Neurogenic differentiation 6 ||NEUROD6||Neurogenic 
0.28925115 63977 NM_022115 Hs.314683 PR domain containing 15 ||PRDM15||PR domain co
0.46260847 63979 NM_022116 Hs.137516 Fidgetin-like 1 ||FIGNL1||Fidgetin-like 1||



0.31662336 63982 NM_031418 Hs.91791 Transmembrane protein 16C ||TMEM16C||transmembra
-0.72352054 64005 XM_291223
0.28925115 64061 NM_022117 Hs.136164 TSPY-like 2 ||TSPYL2||TSPY-like 2||
0.61771765 64062 NM_022118 Hs.131715 Chromosome 13 open reading f ||C13orf10||Chromosome 
0.85494345 64063 NM_022119 Hs.459709 Protease, serine, 22 ||PRSS22||TRYPTASE, E
0.91881193 64064 NM_022120 Hs.472491 3-oxoacid CoA transferase 2 ||OXCT2||3-oxoacid CoA t
1.12866553 64067 NM_022123 Hs.509113 Neuronal PAS domain protein 3 ||NPAS3||neuronal PAS do
1.0191767 64073 NM_033520 Hs.348553 Chromosome 19 open reading f ||||C19orf33||Chromosome
0.48998068 64078 NM_022127 Hs.149425 Solute carrier family 28 (sodium ||SLC28A3||CNT3||CONC
0.18888639 64081 NM_022129 Hs.198158 MAWD binding protein ||MAWBP||MAWD binding
2.52464813 64083 NM_022130 Hs.408909 Golgi phosphoprotein 3 (coat-pr ||||GOLPH3||Golgi phosph
0.43523626 64089 NM_022133 Hs.492121 Sorting nexin 16 ||SNX16||Sorting nexin 16
0.71808241 64090 NM_022134 Hs.534480 Galactose-3-O-sulfotransferase ||GP3ST||GAL3ST2||galac
0.43523626 64091 NM_022135 Hs.16297 Popeye domain containing 2 ||POP2||POPDC2||POPEY
0.4534844 64093 NM_022137 Hs.497349 SPARC related modular calcium||SMOC1||SPARC-RELAT
1.02830076 64094 NM_022138 Hs.487200 SPARC related modular calcium||SMOC2||SMAP2||SMOO
0.15239011 64097 NM_022140 Hs.553542 Erythrocyte membrane protein b||EPB41L4A||erythrocyte m
0.53560102 64098 NM_022141 Hs.546422 Parvin, gamma ||PARVG||Parvin, gamma
0.66333799 64100 NM_022142 Hs.104894 Epididymal sperm binding prote ||ELSPBP1||Epididymal sp
0.44436033 64101 NM_022143 Hs.108681 Leucine rich repeat containing 4 ||LRRC4||Leucine rich rep
0.34399557 64102 NM_022144 Hs.132957 Tenomodulin ||TNMD||CHM1L||CHM1-L
0.2162586 64105 NM_022145 Hs.529778 Leucine zipper protein FKSG14 ||FKSG14||leucine zipper 
1.08304518 64110 NM_022149 Hs.306123 Melanoma antigen family F, 1 ||MAGEF1||melanoma ant
0.62684172 64112 NM_022151 Hs.24719 Modulator of apoptosis 1 ||MOAP1||Modulator of ap
1.02830076 64114 NM_022152 Hs.98475 PP1201 protein ||PP1201||PP1201 protein
0.15239011 64116 NM_022154 Hs.288034 Solute carrier family 39 (zinc tra ||BIGM103||SLC39A8||Sol
0.4534844 64118 NM_022156 Hs.514599 Dihydrouridine synthase 1-like (S||DUS1L||PP3111||dihydro
0.71808241 64121 NM_022157 Hs.532461 Ras-related GTP binding C ||RRAGC||RAS-RELATED
1.0465489 64130 NM_022165 Hs.221737 Lin-7 homolog B (C. elegans) ||LIN7B||lin-7 homolog B (
0.41698812 64131 NM_022166 Hs.302736 Xylosyltransferase I ||XYLT1||XT1||xylosyltrans
0.22538267 64132 NM_022167 Hs.463416 Xylosyltransferase II ||XYLT2||XT2||xylosyltrans

0.927936 64135 NM_022168 Hs.163173 Interferon induced with helicase ||IFIH1||MDA5||MELANOM
0.85494345 64145 NM_022340 Hs.475565 Zinc finger, FYVE domain conta ||ZFYVE20||zinc finger, FY
1.09216925 64146 NM_022341 Hs.130849 Component of oligomeric golgi c||||COG8||Component of o
0.3348715 64151 NM_022346 Hs.479270 Chromosome condensation prot||HCAP-G||CAPG||chromo
0.23450674 64163 NM_022347 Hs.551558 Interferon responsive gene 15 ||IFRG15||Interferon respo
0.00640501 64167 NM_022350 Hs.482910 Leukocyte-derived arginine amin||LRAP||Leukocyte-derived
-0.05746348 64168 NM_022351 Hs.302754 EF hand calcium binding protein||EFCBP1||EF hand calciu
0.53560102 64170 NM_022352
0.35311964 64172 NM_022353 Hs.60772 O-sialoglycoprotein endopeptida||||OSGEPL1||O-sialoglyco
1.21990622 64173 NM_022354 Hs.513555 Spermatogenesis associated 1 ||SPATA1||Spermatogene
0.36224371 64175 NM_022356 Hs.437656 Leucine proline-enriched proteo ||LEPRE1||Leucine proline
0.50822882 64184 NM_022360 Hs.525202 Family with sequence similarity ||FAM12B||family with seq
1.0465489 64207 NM_024496 Hs.179260 Chromosome 14 open reading f ||C14orf4||Chromosome 1
1.72173003 64208 NM_022361 Hs.458336 Popeye domain containing 3 ||POPDC3||POP3||POPEY
-0.12133196 64210 NM_022362 Hs.500721 MMS19-like (MET18 homolog, S||MMS19L||MMS19-like (M
-1.03373889 64215 NM_022365 Hs.499000 DnaJ (Hsp40) homolog, subfam||DNAJC1||DnaJ (Hsp40) 
-0.87862971 64218 NM_022367 Hs.408846 Sema domain, immunoglobulin ||SEMB||SEMAB||SEMA4A
-0.38592997 64219 NM_022368 Hs.522679 Praja 1 ||PJA1||Praja 1||
-0.04833941 64220 NM_022369 Hs.24553 Stimulated by retinoic acid gene ||STRA6||Stimulated by re
-0.15782824 64221 NM_022370 Hs.435621 Roundabout, axon guidance rec||RBIG1||ROBO3||RIG1||R



-0.24906893 64222 NM_022371 Hs.523772 Torsin family 3, member A ||ADIR||TOR3A||TORSIN 
-0.09395976 64223 NM_022372 Hs.29203 G protein beta subunit-like ||GBL||G protein beta subu
-0.20344859 64224 NM_022373 Hs.424711 Hypothetical protein FLJ22313 ||FLJ22313||hypothetical p
-0.14870417 64225 NM_022374 Hs.190440 ADP-ribosylation factor-like 6 int||ARL6IP2||ATL2||ATLAST
0.06114942 64232 NM_023945 Hs.178066 Membrane-spanning 4-domains ||MS4A5||TETM4||CD20L2
-0.75089274 64236 NM_021630 Hs.550527 PDZ and LIM domain 2 (mystiqu||||PDLIM2||PDZ and LIM d
-0.52279101 64285 NM_022450 Hs.57988 Rhomboid family 1 (Drosophila) ||RHBDF1||rhomboid fami
-0.51366694 64288 NM_030899 Hs.509410 Zinc finger protein 323 ||ZNF323||Zinc finger prot
-0.14870417 64318 NM_022451 Hs.74899 Chromosome 10 open reading f ||C10orf117||Chromosome
0.48998068 64319 NM_022452 Hs.247186 Fibrosin 1 ||FBS1||Fibrosin 1||
-0.44067439 64320 NM_022453 Hs.471403 Ring finger protein 25 ||RNF25||Ring finger prote
-0.3768059 64321 NM_022454 Hs.98367 SRY (sex determining region Y) ||SOX17||SRY (sex determ
0.50822882 64326 NM_022457 Hs.523744 Ring finger and WD repeat dom ||RFWD2||COP1, ARABID
0.26187895 64328 NM_022459 Hs.507452 Exportin 4 ||XPO4||Exportin 4||
-0.04833941 64332 NM_031419 Hs.319171 Nuclear factor of kappa light pol ####################
0.25275488 64333 NM_032496 Hs.437126 Rho GTPase activating protein 9||ARHGAP9||Rho GTPase
0.19801046 64342 NM_022460 Hs.531785 HS1-binding protein 3 ||FLJ14249||HS1BP3||HS1
0.66333799 64343 NM_022461 Hs.444724 5-azacytidine induced 2 ||AZI2||5-azacytidine induc
0.17063825 64359 NM_022463 Hs.527989 Nucleoredoxin ||Nucleoredoxin||NXN||
-0.16695231 64374 NM_022464 Hs.483521 Endoplasmic reticulum chapero ||SIL1||BAP||BIP-ASSOCIA
0.99180449 64375 NM_022465 Hs.388622 Zinc finger protein, subfamily 1A||ZNFN1A4||KIAA1782||zin
1.12866553 64376 NM_022466 Hs.501289 Zinc finger protein, subfamily 1A||PEGASUS||ZNFN1A5||z
0.40786405 64377 NM_022467 Hs.165724 Carbohydrate (N-acetylgalactos ||CHST8||carbohydrate (N
0.42611219 64388 NM_022469 Hs.98206 Gremlin 2 homolog, cysteine kn ||PRDC||GREM2||PROTE
0.80019903 64395 NM_178439 Hs.293971 Germ cell-less homolog 1 (Dros ||GCL||germ cell-less hom
-0.21257266 64396 NM_022471 Hs.484313 Germ cell-less homolog 1 (Dros ||GMCL1L||germ cell-less 
-0.80563716 64397 NM_022473 Hs.511143 Zinc finger protein 106 homolog ||ZFP106||Zinc finger prote
-0.03921534 64398 NM_022474 Hs.509699 Membrane protein, palmitoylated||MPP5||PALS1||PROTEIN
-0.27644114 64399 NM_022475 Hs.507991 Hedgehog interacting protein ||HHIP||HEDGEHOG-INTE
1.0465489 64403 NM_022478 Hs.155912 Cadherin-like 24 ||CDH24||Cadherin-like 24
0.20713453 64405 NM_021248 Hs.472861 Cadherin-like 22 ||CDH22||Cadherin-like 22
0.0976457 64407 NM_130782 Hs.440890 Regulator of G-protein signalling||RGS18||regulator of G-p
-0.0209672 64409 NM_022479 Hs.488591 Williams-Beuren syndrome chro||WBSCR17||Williams-Be
0.46260847 64410 NM_022480 Hs.498371 BTB/POZ KELCH domain prote ||ENC2||FLJ12587||BTB/P
0.0976457 64411 NM_022481 Hs.25277 Centaurin, delta 3 ||CENTD3||ARAP3||CENT
0.13414198 64412 NM_022482 Hs.28921 Zinc finger protein 336 ||ZNF336||Zinc finger prot
0.20713453 64417 NM_022483 Hs.482034 Hypothetical protein FLJ21657 ||FLJ21657||hypothetical p
0.29837522 64418 NM_022484 Hs.121847 Hypothetical protein FLJ13576 ||FLJ13576||hypothetical p
0.37136778 64419 NM_022485 Hs.475382 Hypothetical protein FLJ22405 ||FLJ22405||hypothetical p
-0.10308383 64420 NM_022486 Hs.494827 Sushi domain containing 1 ||SUSD1||Sushi domain co
0.54472509 64422 NM_022488 Hs.477126 APG3 autophagy 3-like (S. cere ||APG3L||APG3 autophag
-0.19432452 64423 NM_022489 Hs.24956 Chromosome 14 open reading f ||C14orf173||Chromosome
0.04290128 64425 NM_022490 Hs.446334 RNA polymerase I associated fa||PAF53||RNA polymerase
-0.1395801 64426 NM_022491 Hs.416630 Likely ortholog of mouse Sds3 ||SDS3||SDS3, YEAST, H
1.15603773 64427 NM_022492 Hs.516122 Hypothetical protein FLJ12788 ||FLJ12788||hypothetical p
0.2162586 64428 NM_022493 Hs.513247 Nuclear prelamin A recognition f||NARFL||nuclear prelamin
0.64508985 64429 NM_022494 Hs.196990 Zinc finger, DHHC domain conta||ZDHHC6||zinc finger, DH
-0.3768059 64430 NM_022495 Hs.509499 Chromosome 14 open reading f ||C14orf135||Chromosome
-0.28556521 64432 NM_022497 Hs.128201 Mitochondrial ribosomal protein ||MRPS25||mitochondrial r
-0.16695231 64434 XM_049384
-0.0209672 64446 NM_023036 Hs.147472 Dynein, axonemal, intermediate ||DNAI2||Dynein, axonema



0.06114942 64478 NM_033225 Hs.209909 CUB and Sushi multiple domain ||KIAA1890||CSMD1||CUB
0.05202535 64499 NM_024164 Hs.405479 Tryptase alpha/beta 1 ||||TPSB2||Tryptase alpha/
1.30202284 64506 NM_030594 Hs.546423 Cytoplasmic polyadenylation ele||CPEB1||CYTOPLASMIC
0.82757124 64518 NM_031898 Hs.414648 Tektin 3 ||TEKT3||Tektin 3||
1.4023876 64581 NM_197954 Hs.143929 C-type lectin domain family 7, m||CLEC7A||DECTIN1||CLE
0.63596579 64591 NM_022573 Hs.458252 Testis specific protein, Y-linked ||||TSPY1||Testis specific p
0.5720973 64598 NM_023948 Hs.521086 Motile sperm domain containing ||MOSPD3||Motile sperm d
0.88231566 64599 NM_022574 Hs.414396 PERQ amino acid rich, with GYF||PERQ1||PERQ amino ac
0.53560102 64600 NM_022819 Hs.302034 Phospholipase A2, group IIF ||PLA2G2F||phospholipas
-0.09395976 60683 NM_021941
0.69983427 79173 NM_024323 Hs.143288 Hypothetical protein MGC11271||MGC11271||hypothetical
0.56297323 79174 NM_024324 Hs.211282 Hypothetical protein MGC11256||MGC11256||CRELD2||hy
0.20713453 79175 NM_024325 Hs.516846 Zinc finger protein 343 ||ZNF343||MGC10715||Zin
-0.13045603 64601 NM_022575 Hs.269577 Protein tyrosine phosphatase, re||||PTPRA||Protein tyrosine
0.17063825 64641 NM_022659 Hs.491292 Early B-cell factor 2 ||EBF2||early B-cell factor 
0.23450674 64645 NM_033055 Hs.124156 Hippocampus abundant transcri ||HIAT1||Hippocampus ab
1.0191767 64649 NM_032461 Hs.434105 SPANX family, member B1 ||||SPANXB1||SPANX fam
0.76370276 64650 NM_145662 Hs.334464 SPANX family, member A2 ||||SPANXA2||SPANX fam
0.79107496 64663 NM_022661 Hs.343879 SPANX family, member C ||CTP11||SPANXC||SPAN
0.46260847 64689 NM_031899 Hs.250181 Golgi reassembly stacking prote||GRASP65||GOLPH5||GO
0.28925115 64693 NM_022663 Hs.406709 Cutaneous T-cell lymphoma-ass||CTAGE1||CTAGE2||cuta
0.66333799 64694 NM_145664 Hs.434105 SPANX family, member B1 ||||SPANXB1||SPANX fam
1.24727843 64708 NM_022730 Hs.335061 COP9 constitutive photomorpho||COPS7B||COP9 constitu
0.26187895 64718 NM_024023 Hs.130262 Unkempt-like (Drosophila) ||UNKL||unkempt-like (Dro
0.38049185 64744 NM_022733 Hs.15200 Hypothetical protein AL133206 ||LOC64744||hypothetical 
-0.67790019 64745 NM_022734 Hs.512693 FLJ20859 gene ||FLJ20859||FLJ20859 ge
-0.71439647 64747 NM_022736 Hs.58663 Major facilitator superfamily dom||FLJ14153||MFSD1||Majo
-1.37132946 64753 NM_022742 Hs.521178 Hypothetical protein DKFZp434G||NAG6||DKFZP434G156|
-0.95162227 64755 NM_022744 Hs.9003 Hypothetical protein FLJ13868 ||FLJ13868||hypothetical p
-0.84213344 64756 NM_022745 Hs.10964 ATP synthase mitochondrial F1 ||ATPAF1||ATP11, S. CER
-0.41330218 64757 NM_022746 Hs.497816 Hypothetical protein FLJ22390 ||FLJ22390||hypothetical p
-0.43155032 64759 NM_022748 Hs.520814 Tensin-like SH2 domain contain ||TENS1||TEM6||TNS3||te
0.56297323 64760 NM_022749 Hs.491223 Retinoic acid induced 16 ||||RAI16||Retinoic acid ind
1.35676726 64761 NM_022750 Hs.12646 Zinc finger CCCH type domain c||ZC3HDC1||zinc finger CC
0.26187895 64762 NM_022751 Hs.444314 Family with sequence similarity ||C18orf11||FAM59A||fami
0.89143973 64763 NM_022752 Hs.13323 Zinc finger protein 574 ||ZNF574||Zinc finger prot
-0.16695231 64764 NM_194071 Hs.490273 CAMP responsive element bind ||CREB3L2||BBF2H7 CRE
-0.38592997 64766 NM_022753 Hs.440880 S100P binding protein Riken ||S100PBPR||FLJ12903||S
0.56297323 64769 NM_022756 Hs.17118 Sarcoma antigen NY-SAR-91 ||FLJ11730||sarcoma antig
-0.59578357 64770 NM_022757 Hs.17731 Coiled-coil domain containing 14||FLJ12892||CCDC14||Coi
0.02465314 64771 NM_022758 Hs.485162 Chromosome 6 open reading fra||C6orf106||Chromosome 
1.11954146 64773 NM_022760 Hs.29341 Chromosome 20 open reading f ||C20orf81||Chromosome 
0.43523626 64776 NM_022761 Hs.17546 Chromosome 11 open reading f ||C11orf1||Chromosome 1
1.19253401 64777 NM_022762 Hs.519804 Hypothetical protein FLJ22318 ||FLJ22318||hypothetical p
0.53560102 64778 NM_022763 Hs.159430 Fibronectin type III domain conta||FNDC3B||fibronectin type
1.18340994 64779 NM_022764 Hs.343627 Hypothetical protein FLJ12998 ||FLJ12998||hypothetical p
-0.22169673 64780 NM_022765 Hs.33476 Microtubule associated monoxyg||NICAL||MICAL1||MOLEC
0.27100301 64782 NM_022767 Hs.436102 Hypothetical protein FLJ12484 ||FLJ12484||hypothetical p
1.19253401 64784 NM_022769 Hs.459345 Transducer of regulated cAMP r||TORC3||TRANSDUCER
0.35311964 64785 NM_022770 Hs.47125 Hypothetical protein FLJ13912 ||FLJ13912||hypothetical p
0.60859358 64786 NM_022771 Hs.284630 TBC1 domain family, member 1 ||TBC1D15||TBC1 domain



1.1651618 64787 NM_022772 Hs.55016 EPS8-like 2 ||EPS8L2||EPS8-like 2||
1.46625609 64788 NM_022773 Hs.71912 Hypothetical protein FLJ12681 ||FLJ12681||hypothetical p
1.57574492 64789 NM_022774 Hs.59584 Hypothetical protein FLJ21144 ||FLJ21144||hypothetical p
0.75457869 64792 NM_022777 Hs.389104 RAB, member RAS oncogene fa||RABL5||RAB, member R
-0.26731707 64793 NM_022778 Hs.63795 Hypothetical protein DKFZp434L||DKFZP434L0117||hypoth
0.11589384 64794 NM_022779 Hs.495410 DEAD (Asp-Glu-Ala-Asp) box po||DDX31||DEAD (Asp-Glu-
-0.15782824 64795 NM_022780 Hs.75277 Hypothetical protein FLJ13910 ||||FLJ13910||Hypothetical
-0.04833941 64798 NM_022783 Hs.303788 DEP domain containing 6 ||DEPDC6||DEP domain c
-0.67790019 64800 NM_022785 Hs.368507 CAP-binding protein complex int||FLJ23588||CAP-binding 
-0.1122079 64801 NM_022786 Hs.275736 ARV1 homolog (yeast) ||ARV1||ARV1 homolog (y
1.75822631 64802 NM_022787 Hs.546425 Nicotinamide nucleotide adenyly||PNAT1||NMNAT1||PYRID
0.42611219 64806 NM_022789 Hs.302036 Interleukin 17E ||IL25||IL17E||interleukin 1
0.76370276 64816 NM_022820 Hs.306220 Cytochrome P450, family 3, sub||CYP3A43||CYTOCHROM
-0.14870417 64834 NM_022821 Hs.25597 Elongation of very long chain fat||ELOVL1||elongation of v
-0.17607638 64838 NM_022823 Hs.27836 Fibronectin type III domain conta||FNDC4||fibronectin type 
-0.1395801 64839 NM_022824 Hs.112143 F-box and leucine-rich repeat pr||FBL17||FBX13||FBXL17|
-0.56841136 64841 NM_198066 Hs.478025 Glucosamine-phosphate N-acet ||GNPNAT1||glucosamine
0.08852163 64844 NM_022826 Hs.529272 Membrane-associated ring finge||AXOT||MARCH7||memb
-0.12133196 64847 NM_022827 Hs.103147 Sperm protein SSP411 ||SSP411||SPATA20||Spe
0.13414198 64848 NM_022828 Hs.231942 YTH domain containing 2 ||YTHDC2||YTH domain c
0.99180449 64849 NM_022829 Hs.250281 Solute carrier family 13 (sodium ||SLC13A3||NADC3||SOD
2.3239186 64852 NM_022830 Hs.256184 RNA binding motif protein 21 ||RBM21||RNA binding mo

-0.21257266 64853 NM_022831 Hs.6236 Hypothetical protein FLJ12806 ||FLJ12806||C1orf80||Hypo
-0.55928729 64856 NM_022834 Hs.449009 Von Willebrand factor A domain ||WARP||von Willebrand f
-0.12133196 64859 NM_022837 Hs.118183 Hypothetical protein FLJ22833 ||FLJ22833||hypothetical p
0.75457869 64860 NM_022838 Hs.522729 Armadillo repeat containing, X-li ||ARMCX5||armadillo repe
0.16151418 64863 NM_022840 Hs.126888 Methyltransferase like 4 ||METTL4||Methyltransfera
0.31662336 64864 NM_022841 Hs.282855 Hypothetical protein FLJ12994 ||FLJ12994||hypothetical p
0.25275488 64866 NM_022842 Hs.476093 CUB domain containing protein ||CDCP1||CUB domain co
-0.42242625 64881 NM_022843 Hs.391781 Protocadherin 20 ||PCDH20||Protocadherin 
0.62684172 64895 NM_022894 Hs.387471 Poly(A) polymerase gamma ||PAPOLG||poly(A) polyme
0.50822882 64897 NM_022895 Hs.528671 Hypothetical protein FLJ12448 ||FLJ12448||hypothetical p
0.84581938 64901 NM_022897 Hs.410810 RAN binding protein 17 ||RANBP17||RAN-BINDIN
0.24363081 64919 NM_022898 Hs.510396 B-cell CLL/lymphoma 11B (zinc ||BCL11B||RIT1||CTIP2, M
-0.01184313 64921 NM_022900 Hs.260041 O-acetyltransferase ||O-acetyltransferase||CAS
-0.22169673 64922 NM_022901 Hs.128071 Leucine rich repeat containing 1 ||LRRC19||Leucine rich re
0.28925115 64924 NM_022902 Hs.482363 Solute carrier family 30 (zinc tra ||ZTL1||ZNT5||SLC30A5||Z
0.05202535 64925 NM_022903 Hs.211472 Hypothetical protein FLJ12800 ||FLJ12800||hypothetical p
0.6907102 64926 XM_029084 Hs.136979 Hypothetical protein FLJ21438 ||FLJ21438||hypothetical p
0.49910475 64927 NM_022905 Hs.513195 Proto-oncogene 8 ||FLJ12572||HCC-8||Proto
1.68523375 64928 NM_032111 Hs.311190 Mitochondrial ribosomal protein ||MRPL14||mitochondrial r
1.07392111 64940 NM_022906
0.32574743 64943 NM_022908 Hs.84753 Hypothetical protein FLJ12442 ||FLJ12442||hypothetical p
0.17063825 64949 NM_030811 Hs.18946 Mitochondrial ribosomal protein ||MRPS26||mitochondrial r
0.67246206 64951 NM_032014 Hs.284286 Mitochondrial ribosomal protein ||MRPS24||mitochondrial r
0.05202535 64960 NM_031280 Hs.352839 Mitochondrial ribosomal protein ||MRPS15||mitochondrial r
0.32574743 64965 NM_182640 Hs.469537 Mitochondrial ribosomal protein ||MRPS9||mitochondrial rib
0.38049185 64968 NM_032476 Hs.302742 Mitochondrial ribosomal protein ||MRPS6||mitochondrial rib
0.25275488 64969 NM_031902 Hs.469309 Mitochondrial ribosomal protein ||MRPS5||mitochondrial rib
0.26187895 64975 NM_032477 Hs.44017 Mitochondrial ribosomal protein ||MRPL41||mitochondrial r
-0.06658755 64976 NM_003776 Hs.431307 Mitochondrial ribosomal protein ||MRPL40||NLVCF||mitoch



0.5720973 64978 NM_032478 Hs.442609 Mitochondrial ribosomal protein ||MRPL38||mitochondrial r
0.80019903 64979 NM_032479 Hs.32196 Mitochondrial ribosomal protein ||MRPL36||mitochondrial r
0.25275488 64981 NM_023937 Hs.515242 Mitochondrial ribosomal protein ||MRPL34||mitochondrial r
-0.04833941 65003 NM_016050 Hs.418450 Mitochondrial ribosomal protein ||MRPL11||mitochondrial r
-0.39505404 65005 NM_031420 Hs.288936 Mitochondrial ribosomal protein ||MRPL9||mitochondrial rib
-0.53191508 65010 NM_022911 Hs.436194 Solute carrier family 26, membe||SLC26A6||Solute carrier 
-0.43155032 65012 NM_133489 Hs.524526 Solute carrier family 26, membe||||SLC26A10||Solute carri
-0.06658755 65055 NM_022912 Hs.368884 Chromosome 2 open reading fra||C2orf23||REEP1||RECEP
-0.39505404 65056 NM_022913 Hs.444279 Vasculin ||||Vasculin||DKFZp761C1
-0.20344859 65065 NM_198945 Hs.471145 Neurobeachin-like 1 ||NBEAL1||Neurobeachin-
-0.51366694 65080 NM_022915 Hs.203559 Mitochondrial ribosomal protein ||MRPL44||mitochondrial r
0.49910475 65082 NM_022916 Hs.487883 Vacuolar protein sorting 33A (ye||VPS33A||vacuolar protei
-0.03009127 65083 NM_022917 Hs.493709 Nucleolar protein family 6 (RNA-||NOL6||nucleolar protein f
0.00640501 65084 NM_022918 Hs.188591 Hypothetical protein FLJ22104 ||FLJ22104||hypothetical p
-0.1395801 65094 NM_023007 Hs.546427 Hypothetical protein FLJ12517 ||FLJ12517||JMJD4||Hypo
-0.51366694 65095 NM_023008 Hs.104938 Hypothetical protein FLJ12949 ||FLJ12949||hypothetical p
-0.31293742 65109 NM_023010 Hs.103832 UPF3 regulator of nonsense tran||UPF3X||RENT3B||UPF3
-0.30381335 65110 NM_023011 Hs.533855 UPF3 regulator of nonsense tran||UPF3A||RENT3A||REGU
-0.42242625 65117 NM_023012 Hs.432996 Similar to splicing factor, arginin ||FLJ11021||Similar to spli
0.0976457 65121 NM_023013 Hs.454859 Hypothetical protein similar to pr||||LOC65121||Hypothetica
0.15239011 65122 NM_023014 Hs.104991 Hypothetical protein similar to pr||LOC65122||Hypothetical

0.927936 65123 NM_023015 Hs.516522 Hypothetical protein FLJ21919 ||C1orf60||FLJ21919||Hypo
0.01552907 65124 NM_023016 Hs.355455 Chromosome 2 open reading fra||C2orf26||Chromosome 2
-0.1122079 65243 NM_023070 Hs.133034 Zinc finger protein 643 ||ZNF643||Zinc finger prot
0.25275488 65244 NM_023071 Hs.146679 Spermatogenesis associated, se||SPATS2||Spermatogene
-0.09395976 65249 XM_031342 Hs.466015 Zinc finger, SWIM domain conta||ZSWIM4||zinc finger, SW
-0.0209672 65250 NM_023073 Hs.481936 Hypothetical protein FLJ13231 ||FLJ13231||hypothetical p
-0.35855777 65251 NM_023074 Hs.157103 Hypothetical protein FLJ12644 ||FLJ12644||hypothetical p
-0.2308208 65258 NM_023075 Hs.514713 Metallophosphoesterase 1 ||MPPE1||Metallophospho
-0.19432452 65260 NM_023077 Hs.349905 Hypothetical protein FLJ12439 ||FLJ12439||hypothetical p
1.12866553 65265 NM_023080 Hs.169615 Hypothetical protein FLJ20989 ||FLJ20989||hypothetical p
0.4534844 65977 NM_019091 Hs.41086 Pleckstrin homology domain con||FAPP1||PLEKHA3||PHO

-0.01184313 65979 NM_023923 Hs.225641 Phosphatase and actin regulato ||PHACTR4||Phosphatase
-0.3494337 65980 NM_023924 Hs.449278 Bromodomain containing 9 ||BRD9||Bromodomain co
0.60859358 65981 NM_032156 Hs.234355 C1q domain containing 1 ||C1QDC1||C1q domain co
0.49910475 65982 NM_023926 Hs.235390 Hypothetical protein FLJ12895 ||FLJ12895||hypothetical p
0.06114942 65983 NM_023927 Hs.363558 HCV NS3-transactivated protein||NS3TP2||HCV NS3-trans
-0.3768059 65987 NM_023930 Hs.17296 Potassium channel tetramerisat ||KCTD14||Potassium cha
-0.05746348 65988 NM_023931 Hs.460604 Hypothetical protein MGC2474 ||MGC2474||hypothetical p
0.20713453 65989 NM_023932 Hs.337251 EGF-like-domain, multiple 9 ||EGFL9||EGF-like-domain
0.37136778 65990 NM_023933 Hs.166244 Chromosome 16 open reading f ||MGC2494||C16orf24||Ch
0.39873998 65992 NM_023935 Hs.471975 Chromosome 20 open reading f ||C20orf116||Chromosome
0.22538267 65993 NM_023936 Hs.157160 Mitochondrial ribosomal protein ||MRPS34||mitochondrial r
0.90056379 65996 NM_023939 Hs.515670 Hypothetical protein MGC2752 ||||MGC2752||Hypothetical
0.07027349 65999 NM_023942 Hs.488679 LOC442643 ||||LOC442643||MGC3036
0.01552907 66000 NM_023943 Hs.191616 Hypothetical protein MGC3040 ||||MGC3040||Hypothetical
0.31662336 66002 NM_023944 Hs.131459 Cytochrome P450, family 4, sub||CYP4F12||cytochrome P
-0.17607638 66035 NM_030807 Hs.531906 Solute carrier family 2 (facilitated||SLC2A11||Solute carrier 
0.02465314 66037 NM_033030 Hs.169797 Bol, boule-like (Drosophila) ||BOLL||BOL-LIKE||bol, bo
-0.20344859 78987 NM_015513 Hs.9383 Cysteine-rich with EGF-like dom||CRELD1||CIRRIN||cystei
0.68158613 78988 NM_024026 Hs.458367 Mitochondrial ribosomal protein ||MRP63||Mitochondrial rib



0.32574743 78989 NM_024027 Hs.32603 Collectin sub-family member 11 ||COLEC11||Collectin sub
1.0465489 78990 NM_023112 Hs.278815 OTU domain, ubiquitin aldehyde||OTUB2||OTU2||OTB2||C
0.49910475 78991 NM_024028 Hs.483796 Hypothetical protein MGC3265 ||MGC3265||hypothetical p
1.11954146 78992 NM_024029 Hs.323213 Hypothetical protein MGC3262 ||MGC3262||hypothetical p
0.07939756 78994 NM_024031 Hs.293629 Hypothetical protein MGC3121 ||MGC3121||hypothetical p
0.37136778 78995 NM_024032 Hs.437059 Hypothetical protein MGC3130 ||MGC3130||hypothetical p
0.48085661 78996 NM_024033 Hs.521213 Hypothetical protein MGC5242 ||MGC5242||hypothetical p
1.34764319 78997 NM_024034 Hs.517059 Ganglioside-induced differentiat ||GDAP1L1||Ganglioside-i
0.4534844 78999 NM_024036 Hs.209979 Leucine rich repeat and fibronec||LRFN4||leucine rich repe
0.6907102 79000 NM_024037 Hs.149305 Hypothetical protein MGC2603 ||MGC2603||hypothetical p
0.88231566 79001 NM_024006 Hs.324844 Vitamin K epoxide reductase co ||IMAGE3455200||MGC26
1.30202284 79002 NM_024038 Hs.515155 Hypothetical protein MGC2803 ||MGC2803||hypothetical p
0.78195089 79003 NM_024039 Hs.267194 MIS12 homolog (yeast) ||MIS12||MIS12 homolog (
1.38413947 79004 NM_024040 Hs.500874 CUE domain containing 2 ||CUEDC2||CUE domain c
0.84581938 79005 NM_024041 Hs.432360 Sodium channel modifier 1 ||MGC3180||SCNM1||Sod
0.90968786 79006 NM_024042 Hs.533772 Meteorin, glial cell differentiation||METRN||Meteorin, glial c
0.39873998 79007 NM_024043 Hs.301394 Hypothetical protein MGC3101 ||MGC3101||hypothetical p
0.30749929 79008 NM_024044 Hs.460558 Sulfotransferase family, cytosoli ||||MGC5178||Sulfotransfe
0.5720973 79009 NM_024045 Hs.522984 DEAD (Asp-Glu-Ala-Asp) box po||DDX50||DEAD (Asp-Glu-
1.03742483 79014 NM_024048 Hs.460642 Hypothetical protein MGC3020 ||MGC3020||hypothetical p
-0.32206149 79177 NM_024327 Hs.11110 Zinc finger protein 576 ||ZNF576||Zinc finger prot
-0.44979846 79178 XM_370754
-0.3494337 79180 NM_024329 Hs.465374 EF hand domain family, membe||EFHD2||EF hand domain
0.23450674 79183 NM_024331 Hs.283869 Chromosome 20 open reading f ||||C20orf121||Chromosom
-0.38592997 79184 NM_024332 Hs.301927 Chromosome X open reading fr ||CXorf53||chromosome X
-0.66877612 79187 NM_024333 Hs.28144 Fibronectin type III and SPRY do||FSD1||fibronectin type III
-0.52279101 79188 NM_024334 Hs.517817 Transmembrane protein 43 ||MGC3222||TMEM43||Tra
-0.10308383 79190 NM_024335 Hs.369907 Iroquois homeobox protein 6 ||IRX6||IRX7, FORMERLY
-0.47717067 79191 NM_024336 Hs.499205 Iroquois homeobox protein 3 ||IRX3||Iroquois homeobox
-0.69614833 79192 XM_380171 Hs.424156 Iroquois homeobox protein 1 ||IRX1||Iroquois homeobox
-1.23446842 79228 NM_024339 Hs.412304 WD repeat domain 58 ||||MGC2655||WD repeat d
-1.09760738 79230 NM_024341 Hs.250821 Zinc finger protein 557 ||ZNF557||Zinc finger prot
-0.90600192 79258 NM_033467 Hs.546429 Mel transforming oncogene-like ||MELL1||Mel transforming
-0.99724262 79269 NM_024345 Hs.118394 WD repeat domain 32 ||WDR32||WD repeat dom
-0.96074634 79290 XM_166707
-1.07935924 79363 NM_030907 Hs.546430 Hypothetical protein MGC10731||C1orf89||MGC10731||Hy
-1.07935924 79364 XM_352951
-1.21622028 79365 NM_030762 Hs.177841 Basic helix-loop-helix domain co||DEC2||BHLHB3||SHARP
-1.38045352 79366 NM_030763 Hs.282204 Nucleosomal binding protein 1 ||NSBP1||Nucleosomal bin
-0.91512599 79369 NM_030765 Hs.363315 UDP-GlcNAc:betaGal beta-1,3-N||B3GNT4||UDP-GlcNAc:b
-0.5866595 79411 NM_024506 Hs.181173 Galactosidase, beta 1-like ||GLB1L||Galactosidase, b
-0.69614833 79413 NM_024508 Hs.136912 Zinc finger, BED domain contain||ZBED2||zinc finger, BED
0.29837522 79414 NM_024509 Hs.143792 Leucine rich repeat and fibronec||LRFN3||leucine rich repe
-0.28556521 79415 NM_024510 Hs.163113 Hypothetical protein MGC4368 ||MGC4368||hypothetical p
-0.72352054 79441 NM_024511 Hs.368454 Chromosome 4 open reading fra||C4orf15||Chromosome 4
-0.77826495 79442 NM_024512 Hs.517936 Leucine rich repeat containing 2 ||LRRC2||LEUCINE-RICH
-0.54103915 79443 NM_024513 Hs.200227 FYVE and coiled-coil domain co ||FYCO1||FYVE and coiled
-0.86950565 79446 NM_024515 Hs.395306 Pre-mRNA splicing factor-like ||MGC4645||pre-mRNA sp
-1.02461482 79447 NM_024516 Hs.551559 Chromosome 16 open reading f ||C16orf53||MGC4606||Ch
-0.89687785 79465 NM_024518 Hs.326556 UL16 binding protein 3 ||RAET1N||ULBP3||UL16-
-0.53191508 79567 NM_024519 Hs.152717 Family with sequence similarity ||FAM65A||FLJ13725||fam



-0.56841136 79568 NM_024520 Hs.154494 Hypothetical protein FLJ22555 ||FLJ22555||hypothetical p
-0.84213344 79570 NM_024522 Hs.470259 Hypothetical protein FLJ12650 ||FLJ12650||hypothetical p
-1.03373889 79571 NM_024523 Hs.521168 GRIP and coiled-coil domain co ||GCC1||GOLGI COILED-
-0.5866595 79573 NM_024525 Hs.424788 Tetratricopeptide repeat domain||TTC13||Tetratricopeptide
-0.60490764 79574 NM_024526 Hs.485352 EPS8-like 3 ||EPS8L3||EPS8-like 3||
-0.3494337 79576 NM_024528 Hs.522771 NF-kappaB activating protein ||NKAP||NF-kappaB activa
-0.75089274 79582 NM_024532 Hs.471316 Sperm associated antigen 16 ||SPAG16||Sperm associa
-0.84213344 79584 NM_024534
-0.75089274 79585 NM_024535 Hs.7258 Coronin 7 ||CORO7||Coronin 7||
-0.75089274 79586 NM_024536 Hs.516711 Chondroitin polymerizing factor ||CHPF||Chondroitin polym
-0.35855777 79587 NM_024537 Hs.508725 Hypothetical protein FLJ12118 ||FLJ12118||hypothetical p
-0.55016322 79589 NM_024539 Hs.496542 Ring finger protein 128 ||GRAIL||RNF128||Ring fin
-0.91512599 79590 NM_024540 Hs.418233 Mitochondrial ribosomal protein ||MRPL24||mitochondrial r
-0.80563716 79591 NM_024541 Hs.16004 Chromosome 10 open reading f ||C10orf76||Chromosome 
-0.1122079 79594 NM_024544 Hs.10101 Hypothetical protein FLJ12875 ||FLJ12875||hypothetical p
-0.84213344 79595 NM_024545 Hs.32995 MSin3A-associated protein 130 ||SAP130||mSin3A-associ
-0.84213344 79596 NM_024546 Hs.93956 Chromosome 13 open reading f ||C13orf7||Chromosome 1
-1.13410365 79598 NM_024548 Hs.444135 Leucine-rich repeats and IQ mo ||LRRIQ2||leucine-rich rep
-0.96987041 79600 NM_024549 Hs.211511 Hypothetical protein FLJ21127 ||FLJ21127||hypothetical p
-0.66877612 79603 NM_024552 Hs.515111 LAG1 longevity assurance homo||LASS4||LAG1 longevity a
-1.45344608 79605 NM_024554 Hs.520463 PiggyBac transposable element ||PGBD5||piggyBac transp
-0.54103915 79607 NM_024556 Hs.276315 Hypothetical protein FLJ21103 ||FLJ21103||hypothetical p
-0.88775378 79608 NM_024557 Hs.458375 RIC3 protein ||RIC3||RIC3 protein||
-1.03373889 79609 NM_024558 Hs.550531 Chromosome 14 open reading f ||C14orf138||Chromosome
-0.77826495 79611 NM_024560 Hs.259559 FLJ21963 protein ||FLJ21963||FLJ21963 pro
-0.76914088 79612 NM_018527 Hs.512914 NMDA receptor regulated 1-like ||NARG1L||NMDA recepto
-1.10673145 79614 NM_024563 Hs.13528 Hypothetical protein FLJ14054 ||FLJ14054||hypothetical p
-1.38045352 79616 NM_024565 Hs.14070 Hypothetical protein FLJ14166 ||FLJ14166||hypothetical p
-0.78738902 79618 NM_024567 Hs.194225 Hypothetical protein FLJ21616 ||FLJ21616||hypothetical p
-0.95162227 79621 NM_024570 Hs.306291 Hypothetical protein FLJ11712 ||FLJ11712||hypothetical p
-0.62315577 79622 NM_024571 Hs.15277 Chromosome 16 open reading f ||C16orf33||Chromosome 
-1.02461482 79623 NM_024572 Hs.468058 UDP-N-acetyl-alpha-D-galactosa||GalNAcT14||GALNT14||G
0.03377721 79624 NM_024573 Hs.15929 Chromosome 6 open reading fra||C6orf211||Chromosome 
-0.78738902 79625 NM_024574 Hs.16026 Hypothetical protein FLJ23191 ||FLJ23191||hypothetical p
-0.90600192 79626 NM_024575 Hs.16179 Hypothetical protein FLJ23467 ||TNFAIP8L2||FLJ23467||H
-0.90600192 79627 NM_024576 Hs.549195 Opioid growth factor receptor-lik ||OGFRL1||Opioid growth 
-0.59578357 79628 NM_024577 Hs.483784 SH3 domain and tetratricopeptid||KIAA1985||SH3TC2||SH3
-0.90600192 79629 NM_024578 Hs.422676 Hypothetical protein FLJ22709 ||FLJ22709||hypothetical p
-1.2983369 79630 NM_024579 Hs.91283 Chromosome 1 open reading fra||C1orf54||FLJ23221||Chro
-0.31293742 79631 NM_024580 Hs.459114 Elongation factor Tu GTP bindin||EFTUD1||elongation fact
-0.5866595 79632 NM_024581 Hs.443789 Chromosome 6 open reading fra||C6orf60||Chromosome 6
-0.8238853 79633 NM_024582 Hs.269121 FAT tumor suppressor homolog ||FAT4||FAT tumor suppre
-0.62315577 79634 NM_024583 Hs.470679 Secernin 3 ||SCRN3||Secernin 3||
-0.53191508 79635 NM_024584 Hs.21081 Hypothetical protein FLJ13646 ||FLJ13646||hypothetical p
-0.90600192 79639 NM_024587 Hs.22157 Hypothetical protein FLJ22353 ||FLJ22353||hypothetical p
-1.01549075 79640 NM_024588 Hs.517653 Hypothetical protein FLJ23584 ||FLJ23584||hypothetical p
-0.69614833 79641 NM_024589 Hs.459795 Leucine zipper domain protein ||FLJ22386||Leucine zippe
-0.50454287 79642 NM_024590 Hs.22895 Arylsulfatase J ||ARSJ||FLJ23548||arylsul
-0.83300937 79643 NM_024591 Hs.514560 Chromatin modifying protein 6 ||CHMP6||FLJ11749||Chro
-0.35855777 79644 NM_024592 Hs.39311 Steroid 5 alpha-reductase 2-like ||SRD5A2L||Steroid 5 alph
-0.24906893 79645 NM_024593 Hs.23245 Hypothetical protein FLJ11767 ||FLJ11767||hypothetical p



-0.65052798 79647 NM_024595 Hs.293563 Hypothetical protein FLJ12666 ||FLJ12666||hypothetical p
0.20713453 79649 XM_291344 Hs.446275 Hypothetical protein FLJ12649 ||FLJ12649||hypothetical p
-0.36768183 79650 NM_024598 Hs.408702 Hypothetical protein FLJ13154 ||FLJ13154||hypothetical p
0.28925115 79652 NM_024600 Hs.459652 Chromosome 16 open reading f ||C16orf30||Chromosome 
-0.45892253 79654 NM_024602 Hs.525084 Hypothetical protein FLJ21156 ||FLJ21156||hypothetical p
-0.1122079 79656 NM_024603 Hs.475348 Hypothetical protein FLJ11588 ||FLJ11588||hypothetical p
-0.0209672 79657 NM_024604 Hs.437855 Hypothetical protein FLJ21908 ||FLJ21908||hypothetical p
-0.24906893 79659 XM_352894
-1.10673145 79663 NM_024610 Hs.29169 HSPB (heat shock 27kDa) asso ||HSPBAP1||HSPB-ASSO
-0.76001681 79665 NM_024612 Hs.29403 DEAH (Asp-Glu-Ala-His) box po||DDX40||DHX40||DEAD/H
-1.54468677 79666 NM_024613 Hs.29724 Pleckstrin homology domain con||PLEKHF2||pleckstrin hom
-1.23446842 79667 NM_024614 Hs.29725 Hypothetical LOC401126 ||||FLJ13197||Hypothetical
-1.64505153 79668 NM_024615 Hs.369581 Poly (ADP-ribose) polymerase fa||PARP8||poly (ADP-ribose
-1.2983369 79669 NM_024616 Hs.434247 TPA-induced transmembrane pr||TTMP||FLJ23186||TPA-in
-0.90600192 79670 XM_372124
-0.43155032 79671 NM_024618 Hs.524082 NOD9 protein ||NOD9||NOD9 protein||
-1.28921283 79673 NM_024620 Hs.458377 Zinc finger protein 329 ||ZNF329||FLJ12586||Zinc
-1.51731456 79674 NM_024621 Hs.127657 Ventricular zone expressed PH ||FLJ12604||VEPH1||ventr
-0.55016322 79675 NM_024622 Hs.529276 Hypothetical protein FLJ21901 ||FLJ21901||hypothetical p
-0.64140391 79676 NM_024623 Hs.524817 Hypothetical protein FLJ13491 ||FLJ13491||hypothetical p
-0.77826495 79677 NM_024624 Hs.526728 SMC6 structural maintenance of||||SMC6L1||SMC6 structu
-0.78738902 79679 NM_024626 Hs.546434 V-set domain containing T cell a||VTCN1||B7S1||B7-H4||B7
-0.88775378 79680 NM_024627 Hs.105642 Hypothetical protein FLJ21125 ||||FLJ21125||Hypothetical
-0.63227984 79683 NM_024630 Hs.187459 Zinc finger, DHHC domain conta||ZDHHC14||zinc finger, D
-1.05198703 79684 NM_024631 Hs.146079 Hypothetical protein FLJ23342 ||FLJ23342||hypothetical p
-0.9424982 79686 NM_024633 Hs.41502 Chromosome 14 open reading f ||C14orf139||Chromosome
-1.179724 79689 NM_024636 Hs.521008 Tumor necrosis factor, alpha-ind||TNFAIP9||Tumor necros

-0.77826495 79690 NM_024637 Hs.44856 Galactose-3-O-sulfotransferase ||GAL3ST4||galactose-3-O
-0.61403171 79691 NM_024638 Hs.477162 Queuine tRNA-ribosyltransferas ||QTRTD1||queuine tRNA-
0.72720648 79692 NM_024639 Hs.126280 Zinc finger protein 322A ||ZNF322A||zinc finger pro
1.11041739 79693 NM_024640 Hs.301564 Ischemia/reperfusion inducible p||YRDC||FLJ23476||Ischem
-0.258193 79694 NM_024641 Hs.533323 Mannosidase, endo-alpha ||MANEA||Mannosidase, e

-0.36768183 79695 NM_024642 Hs.47099 UDP-N-acetyl-alpha-D-galactosa||GALNT12||UDP-N-acety
-0.64140391 79696 NM_024643 Hs.48642 Chromosome 14 open reading f ||C14orf140||Chromosome
-0.41330218 79697 NM_024644 Hs.509916 Chromosome 14 open reading f ||C14orf169||Chromosome
-0.28556521 79698 NM_024645 Hs.491548 Zinc finger, matrin type 4 ||ZMAT4||FLJ13842||Zinc 
-1.34395725 79699 XM_038291
-0.23994487 79701 NM_024648 Hs.436237 Hypothetical protein FLJ22222 ||FLJ22222||hypothetical p
-0.93337413 79703 NM_024650 Hs.292088 Hypothetical protein FLJ22531 ||FLJ22531||hypothetical p
0.17976232 79706 NM_024653 Hs.406395 PRKR interacting protein 1 (IL11||PRKRIP1||PRKR interac
0.3348715 79707 NM_024654 Hs.59425 Hypothetical protein FLJ23323 ||FLJ23323||hypothetical p

-0.80563716 79709 NM_024656 Hs.418795 Glycosyltransferase 25 domain c||GLT25D1||Glycosyltrans
-0.80563716 79710 NM_024657 Hs.496544 Zinc finger, CW type with coiled ||ZCWCC2||zinc finger, CW
0.48085661 79711 NM_024658 Hs.411865 Importin 4 ||IPO4||Importin 4||
-0.47717067 79712 NM_024659 Hs.44780 Glycosyltransferase-like domain||GTDC1||Glycosyltransfer
0.14326604 79713 NM_024660 Hs.352548 Hypothetical protein FLJ22573 ||FLJ22573||hypothetical p
-1.4169498 79714 NM_024661 Hs.187657 Hypothetical protein FLJ12436 ||FLJ12436||hypothetical p
-0.28556521 79716 NM_024663 Hs.528513 Aminopeptidase-like 1 ||NPEPL1||Aminopeptidas
-1.21622028 79717 NM_024664 Hs.549196 Hypothetical protein FLJ11838 ||FLJ11838||hypothetical p
-0.74176868 79718 NM_024665 Hs.438970 Transducin (beta)-like 1X-linked||TBL1XR1||transducin (be
-0.96987041 79719 NM_024666 Hs.254642 Hypothetical protein FLJ11506 ||FLJ11506||hypothetical p



-0.63227984 79720 NM_024667 Hs.507162 Hypothetical protein FLJ12750 ||FLJ12750||hypothetical p
-1.13410365 79722 NM_024669 Hs.436214 Hypothetical protein FLJ11795 ||FLJ11795||hypothetical p
-0.5866595 79724 NM_024671 Hs.85658 Hypothetical protein FLJ23436 ||FLJ23436||hypothetical p
-1.22534435 79725 NM_024672 Hs.409270 THAP domain containing 9 ||THAP9||THAP domain c
-0.31293742 79726 XM_290704
-1.49906643 79727 NM_024674 Hs.86154 Lin-28 homolog (C. elegans) ||LIN28||lin-28 homolog (C
-0.30381335 79728 NM_024675 Hs.444664 Hypothetical protein FLJ21816 ||FLJ21816||hypothetical p
-0.99724262 79729 NM_024676 Hs.524496 Hypothetical protein FLJ22938 ||FLJ22938||hypothetical p
-0.42242625 79730 NM_024677 Hs.479612 Hypothetical protein FLJ14001 ||FLJ14001||hypothetical p
-0.54103915 79731 NM_024678 Hs.503389 Hypothetical protein FLJ23441 ||FLJ23441||hypothetical p
-0.89687785 79733 NM_024680 Hs.523526 Likely ortholog of mouse E2F tra||FLJ23311||E2F8||likely o
0.03377721 79734 NM_024681 Hs.517597 Potassium channel tetramerisat ||KCTD17||FLJ12242||Pot
-0.51366694 79735 NM_024682 Hs.515545 TBC1 domain family, member 1 ||TBC1D17||TBC1 domain
-0.03009127 79736 NM_024683 Hs.317340 Hypothetical protein FLJ22729 ||C17orf42||FLJ22729||Hy
-0.3494337 79738 NM_024685 Hs.96322 Hypothetical protein FLJ23560 ||FLJ23560||hypothetical p
-0.84213344 79739 NM_024686 Hs.445826 Hypothetical protein FLJ23033 ||FLJ23033||hypothetical p
-0.34030963 79740 NM_024687 Hs.478143 Hypothetical protein FLJ23049 ||FLJ23049||hypothetical p
-0.42242625 79741 NM_024688 Hs.436242 Coiled-coil domain containing 7 ||||CCDC7||Coiled-coil dom
0.56297323 79742 NM_024689 Hs.98321 Chromosome X open reading fr ||CXorf36||chromosome X
-0.03921534 79744 NM_024691 Hs.98593 Zinc finger protein 419 ||ZNF419||Zinc finger prot
-0.23994487 79745 NM_024692 Hs.122927 Restin-like 2 ||RSNL2||Restin-like 2||
0.06114942 79746 NM_024693 Hs.22242 Enoyl Coenzyme A hydratase do||ECHDC3||enoyl Coenzym
0.01552907 79748 NM_021819 Hs.187694 Lectin, mannose-binding, 1 like ||LMAN1L||Lectin, mannos
-0.15782824 79750 NM_024697 Hs.21026 Zinc finger protein 659 ||FLJ22419||ZNF659||Zinc
-0.14870417 79751 NM_024698 Hs.99486 Solute carrier family 25 (mitocho||GC1||SLC25A22||GLUTA
-0.36768183 79752 NM_024699 Hs.390395 Zinc finger, AN1-type domain 1 ||ZFAND1||FLJ14007||zinc
-0.44067439 79754 NM_024701 Hs.445899 Ankyrin repeat and SOCS box-c||ASB13||ankyrin repeat a
-0.86038158 79755 NM_024702 Hs.552602 Hypothetical protein FLJ13841 ||FLJ13841||hypothetical p
0.47173254 79758 NM_024705 Hs.266728 Hypothetical protein FLJ13639 ||FLJ13639||hypothetical p
-0.43155032 79759 NM_024706 Hs.102928 Zinc finger protein 668 ||ZNF668||FLJ13479||Zinc
0.31662336 79760 NM_024707 Hs.466919 Gem (nuclear organelle) associa||GEMIN7||GEM-ASSOCIA
-0.80563716 79762 NM_024709 Hs.519839 Hypothetical protein FLJ14146 ||FLJ14146||hypothetical p
-0.38592997 79763 NM_024710 Hs.467306 Isochorismatase domain contain||FLJ23469||ISOC2||Isoch
-0.48629474 79765 NM_024711 Hs.105468 GTPase, IMAP family member 6||GIMAP6||GTPase, IMAP
-0.06658755 79767 NM_024712 Hs.377416 Engulfment and cell motility 3 (c ||ELMO3||ENGULFMENT
-0.60490764 79768 NM_024713 Hs.510938 Chromosome 15 open reading f ||C15orf29||Chromosome 
-0.19432452 79770 NM_024715 Hs.106534 Chromosome 5 open reading fra||C5orf14||Chromosome 5
-1.43519794 79772 NM_024717 Hs.209095 Multiple C2-domains with two tra||MCTP1||multiple C2-dom
-1.85490513 79774 NM_024719 Hs.170904 Growth hormone regulated TBC||GRTP1||growth hormone
-1.76366443 79776 NM_024721 Hs.458973 Zinc finger homeodomain 4 ||ZFH4||ZFHX4||Zinc finge
-1.40782573 79778 NM_024723 Hs.376617 MICAL-like 2 ||MICAL-L2||MICAL-like 2
-1.30746097 79780 NM_024725 Hs.525088 Hypothetical protein FLJ23518 ||||FLJ23518||Hypothetical
-1.38957759 79781 NM_024726 Hs.129174 IQ motif containing with AAA do ||IQCA||IQ motif containing
-1.93702175 79782 NM_024727 Hs.411295 Leucine rich repeat containing 3 ||LRRC31||FLJ23259||Leu
-1.59943119 79783 NM_024728 Hs.161916 Chromosome 7 open reading fra||C7orf10||Chromosome 7
-1.68154781 79784 NM_024729 Hs.467142 Myosin, heavy polypeptide 14 ||KIAA2034||MYH14||NMH
-1.38957759 79785 NM_024730 Hs.115497 Hypothetical protein FLJ22655 ||FLJ22655||hypothetical p
-1.21622028 79786 NM_024731 Hs.222731 Chromosome 16 open reading f ||C16orf44||Chromosome 
-1.33483318 79789 NM_024734 Hs.301478 Calmin (calponin-like, transmem||CLMN||Calmin (calponin
-2.16512348 79794 NM_024738 Hs.528681 Hypothetical protein FLJ21415 ||FLJ21415||hypothetical p
-1.4169498 79796 NM_024740 Hs.503850 Asparagine-linked glycosylation ||DIBD1||ALG9||DISRUPT



-1.24359249 79797 NM_024741 Hs.523659 Zinc finger protein 408 ||ZNF408||Zinc finger prot
-1.00636668 79798 NM_024742 Hs.121915 Armadillo repeat containing 5 ||ARMC5||Armadillo repea
-1.51731456 79799 NM_024743 Hs.122583 Hypothetical protein FLJ21934 ||FLJ21934||hypothetical p
-1.36220539 79801 NM_024745 Hs.123253 SHC SH2-domain binding prote ||SHCBP1||SHC SH2-dom
-1.67242374 79802 NM_024746 Hs.123515 KIAA0319-like ||FLJ13840||KIAA1822L||K
-0.66877612 79805 NM_024749 Hs.96885 Hypothetical protein FLJ12505 ||FLJ12505||hypothetical p
-0.74176868 79807 NM_024751 Hs.161429 Hypothetical protein FLJ13273 ||FLJ13273||hypothetical p
-0.30381335 79809 NM_024753 Hs.310672 Tetratricopeptide repeat domain||TTC21B||FLJ11457||tetra
-0.83300937 79810 NM_024754 Hs.126906 Pentatricopeptide repeat domain||PTCD2||Pentatricopeptid
0.0976457 79811 NM_024755 Hs.512932 Modulator of estrogen induced t ||FLJ13213||Modulator of 

-0.44979846 79812 NM_024756 Hs.524479 Multimerin 2 ||MMRN2||ENDOGLYX1||
-0.36768183 79813 NM_024757 Hs.495511 Euchromatic histone methyltran ||EHMT1||EUHMTASE1||E
-0.55016322 79815 NM_024759 Hs.309489 Hypothetical protein FLJ13955 ||FLJ13955||hypothetical p
0.11589384 79816 NM_024760 Hs.334507 Transducin-like enhancer of spli ||TLE6||transducin-like en
-1.69979595 79817 NM_024761 Hs.369022 MOB1, Mps One Binder kinase ||MOBKL2B||MOB1, Mps 
0.20713453 79818 NM_024762 Hs.129691 Zinc finger protein 552 ||ZNF552||Zinc finger prot
-0.21257266 79819 NM_024763 Hs.49421 Hypothetical protein FLJ23129 ||FLJ23129||hypothetical p
0.48085661 79820 NM_024764 Hs.131755 Chromosome 14 open reading f ||C14orf161||Chromosome
-0.77826495 79823 NM_024766 Hs.468349 Chromosome 2 open reading fra||C2orf34||FLJ23451||Chro
-0.1122079 79825 NM_024768 Hs.134807 Hypothetical protein FLJ12057 ||FLJ12057||hypothetical p
-1.12497958 79827 NM_024769 Hs.504187 Adipocyte-specific adhesion mo ||ASAM||Adipocyte-specifi
0.79107496 79828 NM_024770 Hs.135146 Hypothetical protein FLJ13984 ||FLJ13984||hypothetical p
0.66333799 79829 NM_024771 Hs.523753 Hypothetical protein FLJ13848 ||FLJ13848||hypothetical p
-0.51366694 79830 NM_024772 Hs.471243 Zinc finger, MYM domain contai ||ZMYM1||zinc finger, MYM
-1.16147586 79831 NM_024773 Hs.145717 Hypothetical protein FLJ13798 ||FLJ13798||hypothetical p
-0.22169673 79833 NM_024775 Hs.143818 Gem (nuclear organelle) associa||GEMIN6||GEM-ASSOCIA
-0.79651309 79834 XM_370878 Hs.9587 KIAA2002 protein ||KIAA2002||KIAA2002 pro
0.31662336 79836 NM_024778 Hs.144266 Ring finger protein 127 ||RNF127||Ring finger pro
-0.84213344 79838 NM_024780 Hs.115838 Transmembrane channel-like 5 ||TMC5||Transmembrane 
-0.2308208 79839 NM_024781 Hs.280781 Chromosome 18 open reading f ||C18orf14||Chromosome 
-0.74176868 79840 NM_024782 Hs.225988 Hypothetical protein FLJ12610 ||FLJ12610||hypothetical p
0.06114942 79841 NM_024783 Hs.147377 Hypothetical protein FLJ23598 ||FLJ23598||AGBL2||Hypo
-0.7052724 79842 NM_024784 Hs.147554 Zinc finger and BTB domain con||ZBTB3||zinc finger and B
-0.40417811 79843 NM_024785 Hs.147585 Hypothetical protein FLJ22746 ||FLJ22746||hypothetical p
-0.64140391 79844 NM_024786 Hs.368851 Zinc finger, DHHC domain conta||ZDHHC11||zinc finger, D
0.12501791 79845 NM_024787 Hs.151237 Ring finger protein 122 ||RNF122||Ring finger pro
-0.04833941 79846 NM_024788 Hs.521012 Hypothetical protein FLJ21062 ||FLJ21062||hypothetical p
-0.36768183 79847 NM_024789 Hs.309069 Chromosome 10 open reading f ||C10orf77||Chromosome 
0.13414198 79848 NM_024790 Hs.370147 Centrosome spindle pole assoc ||CSPP||FLJ22490||Centro
0.11589384 79849 NM_024791 Hs.374726 PDZ domain containing 2 ||IKEPP||PDZK2||PDZ dom
0.67246206 79850 NM_024792 Hs.154396 Family with sequence similarity ||CT120||FAM57A||family w
0.04290128 79853 NM_024795 Hs.156652 Transmembrane 4 L six family m||FLJ22800||TM4SF20||tra
0.03377721 79854 NM_024796 Hs.351445 Hypothetical protein FLJ22639 ||FLJ22639||hypothetical p
-0.4954188 79856 NM_024798 Hs.157607 Sorting nexin 22 ||SNX22||Sorting nexin 22
-0.56841136 79860 XM_375599
-0.40417811 79861 NM_024803 Hs.163079 Tubulin, alpha-like 3 ||TUBAL3||Tubulin, alpha-
-0.22169673 79862 NM_024804 Hs.163754 Zinc finger protein 669 ||FLJ12606||ZNF669||Zinc
0.66333799 79863 NM_024805 Hs.532987 Chromosome 18 open reading f ||C18orf22||Chromosome 
0.63596579 79864 NM_024806 Hs.164705 Hypothetical protein FLJ23554 ||FLJ23554||hypothetical p
0.53560102 79865 NM_024807 Hs.164797 Triggering receptor expressed o||TREML2||Triggering rece
0.66333799 79866 NM_024808 Hs.209715 FLJ22624 protein ||FLJ22624||FLJ22624 pro



-0.01184313 79867 NM_024809 Hs.167165 Hypothetical protein FLJ12975 ||FLJ12975||hypothetical p
0.12501791 79868 NM_024810 Hs.443061 Chromosome X open reading fr ||CXorf45||chromosome X
-0.08483569 79869 NM_024811 Hs.444552 Pre-mRNA cleavage factor I, 59 ||FLJ12529||pre-mRNA cle
-0.50454287 79870 NM_024812 Hs.533446 Brain and acute leukemia, cytop||BAALC||Brain and acute 
0.28925115 79658 NM_024605 Hs.368631 Rho GTPase activating protein 1||ARHGAP10||Rho GTPas
-0.21257266 79871 NM_024813 Hs.444421 Hypothetical protein FLJ13150 ||C1orf82||FLJ13150||Hypo
0.26187895 79872 NM_024814 Hs.432792 Cas-Br-M (murine) ecotropic ret ||CBLL1||HAKAI, MOUSE
-0.14870417 79873 NM_024815 Hs.527101 Hypothetical protein FLJ22494 ||FLJ22494||hypothetical p
-0.62315577 79874 NM_024816 Hs.553546 Rabaptin, RAB GTPase binding ||RABEP2||rabaptin, RAB 
-0.2308208 79876 NM_024818 Hs.170737 Ubiquitin-activating enzyme E1- ||UBE1DC1||ubiquitin-activ
-0.24906893 79877 NM_024819 Hs.463148 Hypothetical protein FLJ22955 ||FLJ22955||hypothetical p
0.08852163 79882 NM_024824 Hs.325846 Nuclear protein UKp68 ||FLJ11806||nuclear prote
-0.3494337 79883 NM_024825 Hs.448497 Hypothetical protein FLJ23447 ||FLJ23447||hypothetical p
-0.99724262 79884 NM_024826 Hs.61271 Hypothetical protein FLJ21159 ||FLJ21159||hypothetical p
-0.54103915 79886 NM_024828 Hs.178357 Chromosome 9 open reading fra||C9orf82||Chromosome 9
-1.54468677 79887 NM_024829 Hs.131933 Hypothetical protein FLJ22662 ||FLJ22662||hypothetical p
-1.04286296 79890 NM_024832 Hs.326822 Ras and Rab interactor 3 ||RIN3||Ras and Rab inter
-1.01549075 79891 NM_024833 Hs.180402 Zinc finger protein 671 ||ZNF671||FLJ23506||Zinc
-1.30746097 79892 NM_024834 Hs.124246 Chromosome 10 open reading f ||C10orf119||Chromosome
-1.51731456 79893 NM_024835 Hs.514116 Zinc finger protein 403 ||ZNF403||Zinc finger prot
0.23450674 79894 NM_024836 Hs.521151 Zinc finger protein 672 ||FLJ22301||ZNF672||Zinc
-1.14322772 79895 XM_370863
-0.28556521 79897 NM_024839 Hs.183232 Ribonuclease P 21kDa subunit ||RPP21||ribonuclease P 2
-0.56841136 79898 NM_024840 Hs.183390 Zinc finger protein 613 ||ZNF613||Zinc finger prot
-1.35308132 79899 NM_024841 Hs.19987 Hypothetical protein FLJ14213 ||FLJ14213||hypothetical p
-0.30381335 79901 NM_024843 Hs.221941 Cytochrome b reductase 1 ||DCYTB||CYBRD1||DUOD
-0.97899448 79902 NM_024844 Hs.362817 Pericentrin 1 ||FLJ12549||NUP85||NUP
-0.55016322 79903 NM_024845 Hs.513296 Hypothetical protein FLJ14154 ||FLJ14154||hypothetical p
-0.74176868 79905 NM_024847 Hs.187377 Transmembrane channel-like 7 ||TMC7||Transmembrane 
-0.86038158 79906 NM_024848 Hs.550535 Hypothetical protein FLJ13941 ||FLJ13941||hypothetical p
-0.96074634 79908 NM_024850 Hs.189109 Butyrophilin-like 8 ||BTNL8||Butyrophilin-like 
-1.22534435 79912 NM_024854 Hs.546437 Hypothetical protein FLJ22028 ||FLJ22028||hypothetical p
-1.42607387 79915 NM_024857 Hs.528902 Hypothetical protein FLJ12735 ||C17orf41||FLJ12735||Hy
-0.0209672 79917 NM_024859 Hs.193170 PDZ domain containing, X chrom||FLJ21687||PDZ domain 
-1.31658504 79918 NM_024860 Hs.551561 Hypothetical protein FLJ21148 ||FLJ21148||hypothetical p
-0.2308208 79919 NM_024861 Hs.193745 Hypothetical protein FLJ22671 ||FLJ22671||hypothetical p
-1.04286296 79921 NM_024863 Hs.194329 Transcription elongation factor A||TCEAL4||transcription el
-0.63227984 79922 NM_024864 Hs.194864 Hypothetical protein FLJ22578 ||FLJ22578||hypothetical p
-0.34030963 79925 NM_144722 Hs.298863 KPL2 protein ||FLJ23577||KPL2 protein
-0.03921534 79926 NM_024868
0.35311964 79927 NM_024869 Hs.201737 Hypothetical protein FLJ14050 ||FLJ14050||hypothetical p
-0.54103915 79929 NM_024871 Hs.478465 Hypothetical protein FLJ12748 ||FLJ12748||hypothetical p
-1.46257015 79930 NM_024872 Hs.153343 Docking protein 3 ||DOK3||Docking protein 3
0.14326604 79931 NM_024873 Hs.208206 TNFAIP3 interacting protein 3 ||LIND||FLJ21162||TNIP3|
-1.42607387 79932 NM_024874 Hs.456507 KIAA0319-like ||KIAA0319L||PKD1-like||K
-0.48629474 79933 NM_024875 Hs.533659 Synaptopodin 2-like ||SYNPO2L||Synaptopodin
-0.77826495 79939 NM_024881 Hs.134074 Solute carrier family 35, membe||SLC35E1||solute carrier 
-1.03373889 79940 NM_024882 Hs.368337 Chromosome 6 open reading fra||C6orf155||Chromosome 
-0.03921534 79943 NM_030895 Hs.512740 Hypothetical protein FLJ14129 ||FLJ14129||ZNF696||Hyp
-1.16147586 79944 NM_024884 Hs.546438 Chromosome 14 open reading f ||C14orf160||L2HGDH||L-2
-0.83300937 79946 NM_024886 Hs.225084 Chromosome 10 open reading f ||C10orf95||Chromosome 



-1.02461482 79947 NM_024887 Hs.369385 Dehydrodolichyl diphosphate sy ||DHDDS||HDS||DEDOL-P
-1.57205898 79949 NM_024889 Hs.228320 Chromosome 10 open reading f ||C10orf81||Chromosome 
-1.40782573 79951 NM_024891 Hs.546440 Hypothetical protein FLJ11783 ||FLJ11783||hypothetical p
-1.56293491 79953 NM_024893 Hs.124638 Chromosome 20 open reading f ||C20orf39||Chromosome 
-0.90600192 79954 NM_024894 Hs.222494 Hypothetical LOC79954 ||FLJ14075||hypothetical L
-0.51366694 79955 NM_024895 Hs.438245 PDZ domain containing 7 ||PDZK7||PDZ domain con
-0.67790019 79956 XM_291315
-1.07935924 79957 NM_024897 Hs.235873 Progestin and adipoQ receptor f ||PAQR6||progestin and a
-1.23446842 79958 NM_024898 Hs.236449 Family with sequence similarity ||FAM31C||family with seq
-1.70892002 79959 NM_024899 Hs.236940 Chromosome 18 open reading f ||C18orf9||Chromosome 1
-1.2983369 79960 NM_024900 Hs.12420 PHD finger protein 17 ||PHF17||PHD finger prote
-1.71804409 79961 NM_024901 Hs.552603 Hypothetical protein FLJ22457 ||FLJ22457||hypothetical p
-1.38045352 79962 NM_024902 Hs.170298 Hypothetical protein FLJ13236 ||FLJ13236||hypothetical p
-2.0100143 79963 NM_024903 Hs.478916 ATP-binding cassette, sub-famil ||ABCA11||FLJ14297||ATP
-1.12497958 79964 XM_049952 Hs.249972 Hypothetical protein FLJ23529 ||FLJ23529||hypothetical p
-1.18884807 79966 NM_024906 Hs.379191 Stearoyl-CoA desaturase 4 ||ACOD4||SCD4||STEARO
0.02465314 79969 NM_024909 Hs.436521 Chromosome 6 open reading fra||C6orf134||Chromosome 
-0.87862971 79970 NM_024910 Hs.520785 Hypothetical protein FLJ12700 ||FLJ12700||hypothetical p
-1.92789768 79971 NM_024911 Hs.479491 Putative NFkB activating protein||FLJ23091||putative NFkB
-1.5355627 79973 NM_030824 Hs.253193 Zinc finger protein 442 ||ZNF442||Zinc finger prot
-1.68154781 79974 NM_024913 Hs.189652 Hypothetical protein FLJ21986 ||FLJ21986||hypothetical p
-1.25271655 79977 NM_024915 Hs.161160 Transcription factor CP2-like 3 ||TFCP2L3||transcription f
-1.37132946 79979 NM_024917 Hs.496501 Chromosome X open reading fr ||CXorf34||chromosome X
-2.05563465 79980 NM_024918 Hs.266273 Chromosome 20 open reading f ||C20orf172||Chromosome
-0.88775378 79981 NM_024919 Hs.266746 FERM domain containing 1 ||FRMD1||FERM domain c
-0.39505404 79982 NM_024920 Hs.512743 Hypothetical protein FLJ14281 ||FLJ14281||hypothetical p
-0.63227984 79983 NM_024921 Hs.267038 Premature ovarian failure, 1B ||POF1B||premature ovari
-0.66877612 79984 NM_024922 Hs.268700 Esterase 31 ||FLJ21736||Esterase 31||
-0.85125751 79986 NM_024924 Hs.270435 Hypothetical protein FLJ12985 ||FLJ12985||hypothetical p
-1.78191257 79989 NM_024926 Hs.303930 Hypothetical protein FLJ12571 ||FLJ12571||hypothetical p
-0.96987041 79991 NM_024928 Hs.134491 Oligonucleotide/oligosaccharide ||||OBFC1||Oligonucleotide
-1.47169422 79992 NM_024929 Hs.534488 Chromosome 6 open reading fra||C6orf59||Chromosome 6
-1.20709621 79993 XM_371740
-1.04286296 79998 NM_024933 Hs.512744 Hypothetical protein FLJ12056 ||FLJ12056||hypothetical p
-0.44067439 79999 XM_378723
0.28012708 80000 NM_024935 Hs.54838 KIAA1772 ||KIAA1772||
0.30749929 80003 NM_014801 Hs.370605 Pecanex-like 2 (Drosophila) ||PCNXL2||pecanex-like 2
-0.2308208 80004 NM_024939 Hs.436585 Hypothetical protein FLJ21918 ||FLJ21918||hypothetical p
0.10676977 80005 NM_024940 Hs.195403 Dedicator of cytokinesis 5 ||DOCK5||Dedicator of cyt
-0.20344859 80006 NM_024941 Hs.482301 Hypothetical protein FLJ13611 ||FLJ13611||hypothetical p
-0.91512599 80007 NM_024942 Hs.501286 Chromosome 10 open reading f ||C10orf88||Chromosome 
-0.36768183 80008 NM_024943 Hs.374147 Hypothetical protein FLJ23235 ||FLJ23235||hypothetical p
-0.19432452 80010 NM_024945 Hs.284137 Chromosome 9 open reading fra||C9orf76||Chromosome 9
1.63961341 80011 NM_024946 Hs.396740 NEFA-interacting nuclear protein||NIP30||NEFA-interacting
0.07027349 80012 NM_024947 Hs.546441 Polyhomeotic like 3 (Drosophila ||PHC3||polyhomeotic like
0.15239011 80013 NM_024948 Hs.158870 Chromosome 10 open reading f ||C10orf97||Chromosome 
0.0976457 80014 NM_024949 Hs.333179 BH3-only member B protein ||BOMB||BH3-only membe
1.10129332 80017 NM_024952 Hs.309849 Chromosome 14 open reading f ||C14orf159||Chromosome
-0.20344859 80018 NM_024953 Hs.530941 Hypothetical protein FLJ13089 ||FLJ13089||hypothetical p
-0.55016322 80019 NM_024954 Hs.500724 Ubiquitin domain containing 1 ||UBTD1||Ubiquitin domain
-0.90600192 80020 NM_024955 Hs.387601 Hypothetical protein FLJ23322 ||FLJ23322||hypothetical p



-0.41330218 80021 NM_024956 Hs.511175 Hypothetical protein FLJ23375 ||FLJ23375||hypothetical p
-0.29468928 80023 NM_024958 Hs.416024 Chromosome 20 open reading f ||C20orf98||Chromosome 
-0.12133196 80024 NM_024959 Hs.286194 Solute carrier family 24 (sodium ||SLC24A6||Solute carrier 
-0.45892253 80028 NM_024963 Hs.487447 F-box and leucine-rich repeat pr||FBL18||FBXL18||F-box a
0.12501791 80031 NM_020858 Hs.511265 Sema domain, transmembrane ||KIAA1479||SEMA6D||SE
-0.07571162 80032 NM_024967 Hs.287433 Zinc finger protein 556 ||ZNF556||Zinc finger prot
0.85494345 80034 NM_024969 Hs.470479 TGF-beta induced apotosis prot ||TAIP-2||TGF-beta induce
0.85494345 80039 NM_024974 Hs.287456 Hypothetical protein FLJ11800 ||FLJ11800||hypothetical p
1.35676726 80052 NM_024986 Hs.287515 Hypothetical protein FLJ12331 ||FLJ12331||hypothetical p
-0.15782824 80054 NM_024988
-0.51366694 80055 NM_024989 Hs.229988 GPI deacylase ||PGAP1||GPI deacylase||
0.04290128 80059 NM_024993 Hs.285782 Leucine rich repeat transmembr||LRRTM4||Leucine rich re
0.11589384 80060 NM_024994
1.31114691 80067 NM_025000 Hs.413518 Hypothetical protein FLJ13096 ||FLJ13096||hypothetical p
-0.4680466 80068 XM_376325
0.61771765 80069 NM_025002 Hs.546442 Chromosome 6 open reading fra||C6orf208||Chromosome 
5.76369272 80071 NM_025004 Hs.512748 Coiled-coil domain containing 15||FLJ13215||CCDC15||Coi
1.19253401 80075 NM_025008 Hs.516243 Thrombospondin repeat contain ||TSRC1||Thrombospondi
0.29837522 80086 NM_025019 Hs.471416 Tubulin, alpha 4 ||TUBA4||Tubulin, alpha 4
0.90056379 80094 NM_025026 Hs.534490 Hypothetical protein FLJ14107 ||FLJ14107||hypothetical p
0.95530821 80095 NM_025027 Hs.287629 Zinc finger protein 606 ||ZNF606||Zinc finger prot
0.15239011 80097 NM_025029 Hs.469925 Hypothetical protein FLJ14346 ||FLJ14346||hypothetical p
0.47173254 80098 NM_025030 Hs.473495 Hypothetical protein FLJ20972 ||FLJ20972||hypothetical p
-0.57753543 80099 NM_025031 Hs.287647 Hypothetical protein FLJ21075 ||FLJ21075||hypothetical p
0.43523626 80108 NM_030613 Hs.484328 Hypothetical protein FLJ21628 ||FLJ21628||ZFP2||Hypoth
-0.36768183 80110 NM_025040 Hs.292336 Zinc finger protein 614 ||ZNF614||Zinc finger prot
0.74545462 80111 NM_025041 Hs.287691 Hypothetical protein FLJ22173 ||FLJ22173||hypothetical p
2.64326103 80112 NM_025042 Hs.546443 Williams-Beuren syndrome chro||WBSCR23||Williams-Be
0.43523626 80114 NM_025044
-0.60490764 80115 NM_025045 Hs.474822 BAI1-associated protein 2-like 2 ||BAIAP2L2||FLJ22582||BA
1.95895583 80117 NM_025047 Hs.287702 ADP-ribosylation factor 7 ||ARF7||FLJ22595||ADP-ri
0.29837522 80118 NM_025048 Hs.287710 G protein-coupled receptor 110 ||GPR110||G protein-coup
0.07939756 80119 NM_025049 Hs.112160 Chromosome 15 open reading f ||C15orf20||Chromosome 
-0.38592997 80124 NM_025054 Hs.205550 Valosin containing protein (p97) ||VCPIP1||VCIP135||Valos
-0.15782824 80125 NM_182791 Hs.383206 Hypothetical protein FLJ32855 ||FLJ32855||hypothetical p
-0.43155032 80127 NM_025057 Hs.260555 Chromosome 14 open reading f ||C14orf45||Chromosome 
0.41698812 80128 NM_025058 Hs.287735 Tripartite motif-containing 46 ||TRIM46||Tripartite motif-
1.38413947 80129 NM_025059 Hs.130239 Chromosome 6 open reading fra||C6orf97||Chromosome 6
0.26187895 80131 NM_025061 Hs.501511 Hypothetical protein FLJ23420 ||FLJ23420||hypothetical p
1.18340994 80133 NM_025063 Hs.494568 Hypothetical protein FLJ23550 ||FLJ23550||hypothetical p
0.20713453 80135 NM_025065 Hs.481202 RNA processing factor 1 ||BXDC5||RPF1||brix doma
1.17428587 80139 NM_025069 Hs.288042 Hypothetical protein FLJ14299 ||FLJ14299||hypothetical p
-0.30381335 80142 NM_025072 Hs.495219 Prostaglandin E synthase 2 ||PTGES2||PGES2||GBF1
-0.52279101 80143 NM_025073 Hs.24808 Hypothetical protein FLJ21168 ||FLJ21168||hypothetical p
-1.31658504 80144 NM_020875 Hs.369448 Fraser syndrome 1 ||KIAA1500||FRAS1||FRAS
-0.20344859 80145 NM_025075 Hs.288151 Ngg1 interacting factor 3 like 1 b||NIF3L1BP1||Ngg1 intera
0.22538267 80146 NM_025076 Hs.469561 UDP-glucuronate decarboxylase||UXS1||UDP-glucuronate 
-1.02461482 80148 NM_025078 Hs.288284 PQ loop repeat containing 1 ||PQLC1||PQ loop repeat 
-0.8238853 80149 NM_025079 Hs.471918 MCP-1 treatment-induced prote ||MCPIP||FLJ23231||MCP
-0.03921534 80150 NM_025080 Hs.535326 Asparaginase like 1 ||ALP||ASRGL1||ASPARA
-0.59578357 80152 NM_025082 Hs.288382 Hypothetical protein FLJ13111 ||FLJ13111||hypothetical p



-0.28556521 80153 NM_025083 Hs.96852 Hypothetical protein FLJ21128 ||FLJ21128||hypothetical p
-0.43155032 80157 NM_025087 Hs.479703 Hypothetical protein FLJ21511 ||FLJ21511||hypothetical p
-0.73264461 80161 NM_025091 Hs.521856 Chromosome X and Y open rea ||CXYorf2||chromosome X
0.37136778 80167 NM_025097 Hs.445817 Hypothetical protein FLJ21106 ||FLJ21106||hypothetical p
0.43523626 80173 NM_025103 Hs.145402 Coiled-coil domain containing 2 ||CCDC2||CMG1||CAPILLA
-0.28556521 80176 NM_025106 Hs.8261 SPRY domain-containing SOCS||SSB1||SPRY domain-con
1.67610968 80177 NM_025107 Hs.18160 Myc target 1 ||MYCT1||Myc target 1||
-0.13045603 80178 NM_025108 Hs.534491 Hypothetical protein FLJ13909 ||FLJ13909||hypothetical p
0.15239011 80179 NM_025109 Hs.302051 Myosin head domain containing ||MYOHD1||Myosin head d
-0.76001681 80183 NM_025113 Hs.98117 Chromosome 13 open reading f ||C13orf18||Chromosome 
-0.91512599 80184 NM_025114 Hs.288715 Centrosome protein cep290 ||Cep290||Centrosome pro
-0.22169673 80185 NM_025115 Hs.546444 Hypothetical protein FLJ23263 ||FLJ23263||hypothetical p
-0.88775378 80194 NM_025124 Hs.288761 Hypothetical protein FLJ21749 ||FLJ21749||hypothetical p
0.04290128 80195 NM_025125 Hs.169982 Chromosome 10 open reading f ||C10orf57||Chromosome 
0.4534844 80196 NM_025126 Hs.292804 Ring finger protein 34 ||RFI||RNF34||Ring finger 
0.48998068 80198 NM_025128 Hs.288798 MUS81 endonuclease homolog ||MUS81||MUS81, YEAST
1.43888388 80199 NM_025129 Hs.288800 Hypothetical protein FLJ22688 ||FLJ22688||hypothetical p
1.38413947 80201 NM_025130 Hs.522988 Hexokinase domain containing 1||HKDC1||FLJ22761||Hexo
0.80019903 80206 XM_371114
0.65421392 80208 NM_025137 Hs.550536 Hypothetical protein FLJ21439 ||FLJ21439||hypothetical p
1.31114691 80209 NM_025138 Hs.318526 Chromosome 13 open reading f ||C13orf23||Chromosome 
1.12866553 80210 NM_025139 Hs.471610 Melanoma/melanocyte specific p||FLJ12584||melanoma/m
-1.49906643 80212 NM_025140 Hs.114111 Limkain beta 2 ||FLJ22471||Limkain beta 
-1.01549075 80213 NM_025141 Hs.288912 BBP-like protein 2 ||BLP2||TM2D3||BBP-like 
-0.45892253 80215 NM_025143
0.24363081 80217 NM_025145 Hs.288927 Chromosome 10 open reading f ||C10orf79||Chromosome 
0.37136778 80218 NM_025146 Hs.269528 Mak3 homolog (S. cerevisiae) ||MAK3||Mak3 homolog (S
-0.07571162 80219 NM_025147 Hs.288945 Hypothetical protein FLJ13448 ||FLJ13448||hypothetical p
0.74545462 80221 NM_025149 Hs.288959 Hypothetical protein FLJ20920 ||FLJ20920||hypothetical p
0.16151418 80222 NM_025150 Hs.288974 Threonyl-tRNA synthetase-like 1||TARSL1||threonyl-tRNA 
0.00640501 80224 NM_025152 Hs.288981 Nucleotide binding protein-like ||NUBPL||Nucleotide bindi
-0.50454287 80225 NM_025153
-1.22534435 80227 NM_025155 Hs.525017 Hypothetical protein FLJ11848 ||WDR71||FLJ11848||Hypo
-0.3768059 80228 NM_032831 Hs.363308 Chromosome 7 open reading fra||C7orf19||Chromosome 7
-0.13045603 80230 NM_025158 Hs.306769 RUN and FYVE domain contain ||RUFY1||RUN and FYVE 
0.13414198 80231 NM_025159 Hs.289065 Chromosome X open reading fr ||CXorf21||chromosome X
0.71808241 80232 NM_025160 Hs.497873 WD repeat domain 26 ||||WDR26||WD repeat dom
-0.2308208 80233 NM_025161 Hs.313905 Hypothetical protein FLJ22175 ||FLJ22175||hypothetical p
1.71260596 80235 NM_025163 Hs.518403 SMP3 mannosyltransferase ||SMP3||SMP3 mannosylt
0.00640501 80237 NM_025165 Hs.171466 Elongation factor RNA polymera||ELL3||elongation factor R
0.10676977 80243 NM_024870 Hs.169943 DEP domain containing 2 ||DEPDC2||DEP domain c
0.34399557 80254 NM_025180 Hs.443301 Centrosome protein Cep63 ||Cep63||centrosome prote
-0.31293742 80255 NM_025181 Hs.292509 Solute carrier family 35, membe||SLC35F5||solute carrier f
0.08852163 80256 NM_025182 Hs.301696 KIAA1539 ||KIAA1539||
-0.31293742 80258 NM_025184 Hs.521953 EF-hand domain (C-terminal) co||EFHC2||EF-hand domain
0.48085661 80262 NM_025187 Hs.513666 Lin-10 protein homolog ||Lin10||Lin-10 protein hom
0.62684172 80263 NM_025188 Hs.301526 Tripartite motif-containing 45 ||TRIM45||Tripartite motif-
0.32574743 80264 NM_025189 Hs.466289 Zinc finger protein 430 ||ZNF430||Zinc finger prot
1.20165808 80270 NM_025193 Hs.460618 Hydroxy-delta-5-steroid dehydro||C27-3-BETA-HSD||HSD3
0.60859358 80273 NM_025196 Hs.443723 GrpE-like 1, mitochondrial (E. co||HMGE||GRPEL1||HUMA
1.39326354 80274 NM_173050 Hs.133995 Signal peptide, CUB domain, EG||SCUBE1||signal peptide,



0.16151418 80301 NM_025201 Hs.458575 PH domain-containing protein ||pp9099||PH domain-cont
-1.01549075 80303 NM_025202 Hs.516769 EF hand domain family, membe||EFHD1||EF hand domain
-0.34030963 80304 NM_025203 Hs.24624 Hypothetical protein FLJ21945 ||FLJ21945||hypothetical p
-0.7052724 80305 NM_025204 Hs.517731 Hypothetical protein PP2447 ||PP2447||hypothetical pro
0.88231566 80306 NM_025205 Hs.434075 Mediator of RNA polymerase II t||MED28||mediator of RNA
0.0976457 80308 NM_025207 Hs.118666 FAD-synthetase ||FAD-synthetase||PP591|
0.55384916 80309 XM_051221
0.73633055 80310 NM_025208 Hs.352298 DNA-damage inducible protein 1||||PDGFD||DNA-damage 
0.89143973 80311 XM_040383
-0.76001681 80312 NM_030625 Hs.156905 CXXC finger 6 ||KIAA1676||CXXC6||LCX
-0.23994487 80313 XM_290462
0.40786405 80315 NM_030627 Hs.127126 Cytoplasmic polyadenylation ele||CPEB4||Cytoplasmic pol
-0.90600192 80317 NM_024493 Hs.485004 Zinc finger protein 306 ||ZNF306||Zinc finger prot
0.16151418 80319 NM_025212 Hs.12248 CXXC finger 4 ||CXXC4||CXXC finger 4||
-0.38592997 80320 NM_199262 Hs.253603 Sp6 transcription factor ||EPIPROFIN||SP6||KLF14
-0.20344859 80321 NM_024491 Hs.531962 P10-binding protein ||Cep70||P10-binding prot
-0.93337413 80323 NM_025214 Hs.120790 CTCL tumor antigen se57-1 ||SE57-1||CTCL tumor ant
-0.72352054 80324 NM_025215 Hs.507295 Pseudouridylate synthase 1 ||PUS1||PSEUDOURIDIN
-0.27644114 80328 NM_025217 Hs.250618 UL16 binding protein 2 ||RAET1H||ULBP2||UL16-
0.01552907 80329 NM_025218 Hs.486793 UL16 binding protein 1 ||RAET1I||ULBP1||UL16-B
-0.34030963 80331 NM_025219 Hs.164419 DnaJ (Hsp40) homolog, subfam||DNAJC5||DnaJ (Hsp40) 
-0.34030963 80333 NM_025221 Hs.546445 Kv channel interacting protein 4 ||KCNIP4||CALP||KCHIP4
-1.179724 80335 NM_025222 Hs.194110 Hypothetical protein PRO2730 ||PRO2730||hypothetical p

-0.13045603 80339 NM_025225 Hs.377087 Adiponutrin ||ADPN||Adiponutrin||
-0.50454287 80341 NM_025227 Hs.257045 Bactericidal/permeability-increas||BPIL1||Bactericidal/perm
-0.42242625 80342 NM_025228 Hs.147434 TRAF3-interacting Jun N-termin ||T3JAM||TRAF3-INTERA
-1.07023517 80343 XM_046437 Hs.404127 Chromosome 20 open reading f ||C20orf50||Chromosome 
-0.48629474 80344 NM_025230 Hs.525251 WD repeat domain 23 ||WDR23||WD repeat dom
-0.77826495 80345 NM_025231 Hs.288539 Zinc finger protein 435 ||ZNF435||Zinc finger prot
0.15239011 80346 NM_025232 Hs.289063 Chromosome 8 open reading fra||C8orf20||REEP4||RECEP
-0.08483569 80349 NM_025234 Hs.513055 WD repeat domain 61 ||WDR61||REC14||WD rep
-0.52279101 80351 NM_025235 Hs.329327 Tankyrase, TRF1-interacting an ||TNKL||TANK2||TNKS2||T
0.18888639 80352 NM_025236 Hs.121178 Ring finger protein 39 ||HZFW||LIRF||RNF39||Rin
-0.28556521 80380 NM_025239 Hs.532279 Programmed cell death 1 ligand ||PDL2||B7DC||PDCD1L2|
-0.42242625 80381 NM_025240 Hs.77873 CD276 antigen ||B7H3||CD276 antigen||B
-0.63227984 80076 NM_025009 Hs.518767 Centrosomal protein 4 ||KIAA0635||CEP4||Centro
-0.21257266 80169 NM_025099 Hs.156055 Hypothetical protein FLJ22170 ||FLJ22170||hypothetical p
1.98632804 79879 NM_024821 Hs.474991 Hypothetical protein FLJ22349 ||FLJ22349||hypothetical p
0.26187895 80154 NM_025084 Hs.513087 Similar to golgi autoantigen golg||||FLJ22795||Similar to go
0.06114942 83746 NM_031488 Hs.517641 L(3)mbt-like 2 (Drosophila) ||L3MBTL2||l(3)mbt-like 2 
0.20713453 79987 AK023591
0.36224371 80700 NM_025241 Hs.435255 UBX domain containing 1 ||UBXD1||UBX domain co
0.82757124 80704 NM_025243 Hs.221597 Solute carrier family 19, membe||SLC19A3||Solute carrier 
1.05567297 80705 NM_025244 Hs.120267 Testis specific, 10 ||TSGA10||TESTIS-SPEC
0.71808241 80712 NM_153448 Hs.223782 Extraembryonic, spermatogenes||ESX1L||ESXR1||ESX1-L
0.49910475 80723 NM_025246 Hs.477692 Transmembrane protein 22 ||TMEM22||Transmembra
0.71808241 80725 NM_025248 Hs.448872 SNAP25-interacting protein ||SNIP||SNAP25-interactin
1.17428587 80727 XM_166523
0.23450674 80730 XM_376331
1.15603773 80736 NM_025257 Hs.335355 Chromosome 6 open reading fra||C6orf29||CTL4||CHOLIN
0.32574743 80737 NM_025258 Hs.371546 Chromosome 6 open reading fra||C6orf27||Chromosome 6



-0.7052724 80739 NM_025260 Hs.247879 Chromosome 6 open reading fra||C6orf25||G6B PROTEIN
-0.80563716 80740 NM_025261 Hs.241586 Lymphocyte antigen 6 complex, ||LY6G6C||lymphocyte ant
-0.258193 80741 NM_025262 Hs.25738 Lymphocyte antigen 6 complex, ||LY6G5C||lymphocyte ant

0.11589384 80742 NM_025263 Hs.118354 Proline rich 3 ||PRR3||Proline rich 3||
0.40786405 80745 NM_025264 Hs.468254 THUMP domain containing 2 ||THUMPD2||THUMP dom
0.13414198 80746 NM_025265 Hs.335550 TRNA splicing endonuclease 2 h||SEN2L||TSEN2||SEN2, Y
-1.03373889 80755 NM_025267 Hs.317403 Hypothetical protein MGC2744 ||MGC2744||hypothetical p
0.17063825 80757 NM_025268 Hs.157527 Hole gene ||MGC4659||Hole gene||
-0.09395976 80758 NM_030567 Hs.534492 Proline rich 7 (synaptic) ||||PRR7||Proline rich 7 (sy
-0.2308208 80759 NM_030568 Hs.433062 Chromosome 6 open reading fra||||C6orf148||Chromosome
-0.21257266 80760 NM_030569 Hs.498586 Inter-alpha (globulin) inhibitor H5||ITIH5||inter-alpha (globul
-0.20344859 80761 NM_030570 Hs.488861 Uroplakin 3B ||UPK3B||uroplakin 3B||
-0.56841136 80762 NM_030571 Hs.9788 Nedd4 family interacting protein ||NDFIP1||Nedd4 family in
-0.38592997 80763 NM_030572 Hs.130692 Hypothetical protein MGC10946||MGC10946||hypothetical
0.59034544 80764 NM_030573 Hs.512756 THAP domain containing 7 ||THAP7||THAP domain c
0.02465314 80765 NM_030574 Hs.513075 START domain containing 5 ||STARD5||START DOMA
0.07939756 80774 NM_030576 Hs.514402 Hypothetical protein MGC10986||MGC10986||hypothetical
0.02465314 80775 NM_030577 Hs.439991 Hypothetical protein MGC10993||MGC10993||hypothetical
-0.60490764 80776 NM_030578 Hs.31895 Hypothetical protein MGC4093 ||MGC4093||hypothetical p
0.07939756 80777 NM_030579 Hs.461131 Outer mitochondrial membrane ||||CYB5-M||Outer mitocho
0.07027349 80778 NM_030580 Hs.17364 Zinc finger protein 34 (KOX 32) ||ZNF34||KOX32||zinc fing
-0.40417811 80789 NM_030628 Hs.458390 KIAA1698 protein ||KIAA1698||KIAA1698 pro
3.27282181 80790 NM_030629 Hs.461510 C-Maf-inducing protein ||||CMIP||C-Maf-inducing p
0.93706007 80816 XM_290811 Hs.464876 KIAA1713 ||KIAA1713||
-0.23994487 80817 NM_030633 Hs.551562 KIAA1712 ||KIAA1712||
-0.03009127 80818 NM_030634 Hs.293798 Zinc finger protein 436 ||ZNF436||Zinc finger prot
0.03377721 80820 NM_030636 Hs.487994 KIAA1706 protein ||KIAA1706||KIAA1706 pro
-0.36768183 80821 NM_030637 Hs.513260 DDHD domain containing 1 ||DDHD1||DDHD domain c
0.32574743 80823 NM_030639 Hs.4276 Basic helix-loop-helix domain co||BHLHB9||basic helix-loop
-0.1122079 80829 NM_053023 Hs.524920 Zinc finger protein 91 homolog ( ||||ZFP91||Zinc finger prote
0.03377721 80830 NM_030641 Hs.257352 Apolipoprotein L, 6 ||APOL6||APOL-VI||APOL
-0.24906893 80831 NM_030642 Hs.326561 Apolipoprotein L, 5 ||APOL5||APOL-V||APOLI
-0.69614833 80851 NM_030645 Hs.298573 KIAA1720 protein ||KIAA1720||KIAA1720 pro
-0.47717067 80852 XM_042936 Hs.517819 Glutamate receptor interacting p||GRIP2||Glutamate recep
-0.32206149 80853 XM_376680 Hs.308710 KIAA1718 protein ||KIAA1718||KIAA1718 pro
-0.88775378 80856 NM_030650 Hs.209561 KIAA1715 ||KIAA1715||
-0.55928729 80862 XM_379403 Hs.302037 Chromosome 6 open reading fra||||C6orf12||Chromosome 
-0.41330218 80863 NM_030651 Hs.549204 Chromosome 6 open reading fra||C6orf31||Chromosome 6
-0.76001681 80864 NM_030652 Hs.332138 Palmitoyl-protein thioesterase 2 ||||PPT2||Palmitoyl-protein
-0.29468928 80896 NM_030769 Hs.496969 N-acetylneuraminate pyruvate ly||NPL||N-acetylneuramina
-0.65965205 80975 NM_030770 Hs.46720 Transmembrane protease, serin||TMPRSS5||SPINAL COR
-0.40417811 81025 NM_030772 Hs.458391 Gap junction protein, alpha 10, 5||GJA10||gap junction prot
0.14326604 81030 NM_030776 Hs.302123 Z-DNA binding protein 1 ||ZBP1||C20ORF183||Z-D
-0.35855777 81031 NM_030777 Hs.305971 Solute carrier family 2 (facilitated||GLUT10||SLC2A10||GLU
-0.90600192 81034 NM_030780 Hs.208425 Mitochondrial folate transporter/ ||||MFTC||Mitochondrial fo
-0.97899448 81035 NM_030781 Hs.464422 Collectin sub-family member 12 ||CLP1||COLEC12||SRCL
-0.96074634 81037 NM_030782 Hs.444673 Cisplatin resistance related prot ||CRR9||cisplatin resistanc
-0.98811855 81490 NM_030783 Hs.12851 Phosphatidylserine synthase 2 ||PTDSS2||Phosphatidylse
-0.4954188 81492 NM_030785 Hs.146544 Radial spokehead-like 1 ||RSHL1||Radial spokehea
0.70895834 81493 NM_030786 Hs.550537 Syncoilin, intermediate filament ||SYNC1||SYNCOILIN||Sy
-0.2308208 81501 NM_030788 Hs.208036 Transmembrane 7 superfamily m||TM7SF4||DCSTAMP||FIN



-0.75089274 81502 NM_030789 Hs.373741 Histocompatibility (minor) 13 ||IMP1||HM13||SPP||MINO
-0.78738902 81532 NM_053005 Hs.370360 HCCA2 protein ||HCCA2||HCCA2 protein|
-1.4169498 81533 NM_030790 Hs.42217 T-cell immunomodulatory protei ||CDA08||T-cell immunom
-0.55928729 81539 NM_030674 Hs.533770 Solute carrier family 38, membe||NAT2||SLC38A1||ATA1||
-1.40782573 81542 NM_030755 Hs.125221 Thioredoxin domain containing ||TXNDC||Thioredoxin dom
-0.65965205 81543 NM_030891 Hs.326579 Leucine rich repeat containing 3 ||LRRC3||Leucine rich rep
-0.79651309 81544 NM_030792 Hs.503297 Glycerophosphodiester phospho||PP1665||GDPD5||Glycer
-0.59578357 81545 NM_030793 Hs.483772 F-box protein 38 ||MOKA||FBXO38||FBX38
0.25275488 81550 NM_030794 Hs.525061 Tudor domain containing 3 ||TDRD3||Tudor domain c
0.18888639 81551 NM_030795 Hs.201058 Stathmin-like 4 ||STMN4||Stathmin-like 4|
-0.29468928 81552 NM_030796 Hs.488307 Hypothetical protein DKFZp564K||DKFZP564K0822||hypot
-0.40417811 81553 NM_030797 Hs.467769 Family with sequence similarity 4||FAM49A||family with seq
-0.4680466 81554 NM_030798 Hs.520955 Williams-Beuren syndrome chro||WBSCR16||Williams-Be
-0.72352054 81555 NM_030799 Hs.372050 Golgi membrane protein SB140 ||SMAP-5||golgi membran
-0.51366694 81556 NM_030800 Hs.6686 Hypothetical protein DKFZp564O||DKFZP564O1664||hypot
-1.0611111 81557 NM_030801 Hs.522650 Melanoma antigen family D, 4 ||MAGED4||melanoma an
-0.01184313 81558 NM_030802 Hs.514308 C/EBP-induced protein ||LOC81558||C/EBP-induc
-0.35855777 81559 NM_145214 Hs.13543 Tripartite motif-containing 11 ||TRIM11||Tripartite motif-
-0.90600192 81562 NM_030805 Hs.158852 Lectin, mannose-binding 2-like ||LMAN2L||Lectin, mannos
-0.3494337 81563 NM_030806 Hs.497159 Chromosome 1 open reading fra||||C1orf21||Chromosome 
-0.60490764 81566 NM_030809 Hs.524425 Chromosome 12 open reading f ||C12orf22||Chromosome 
-0.33118556 81569 NM_030812 Hs.2149 Actin like protein ||ACTL8||LOC81569||actin
-0.1395801 81570 NM_030813 Hs.523877 Suppressor of potassium transp||SKD3||Suppressor of pot
-0.54103915 81571 NM_030814 Hs.21379 Chromosome 9 open reading fra||C9orf45||Chromosome 9
-0.67790019 81572 NM_030815 Hs.435755 P53 and DNA damage regulated||PDRG1||p53 and DNA d
-0.29468928 81573 NM_030816 Hs.105016 Hypothetical protein DKFZp566D||DKFZP566D1346||hypot
-0.7052724 81575 NM_030817 Hs.23388 Hypothetical protein DKFZp434F||DKFZP434F0318||hypoth
-0.72352054 81576 NM_030818 Hs.24998 Hypothetical protein MGC10471||MGC10471||hypothetical
-0.88775378 81577 NM_030819 Hs.461030 Hypothetical protein MGC11335||MGC11335||hypothetical
-1.33483318 81578 NM_030820 Hs.47629 Collagen, type XXI, alpha 1 ||COL21A1||collagen, type
-1.21622028 81579 NM_030821 Hs.480519 Phospholipase A2, group XIIA ||PLA2G12A||phospholipa
-0.87862971 81605 NM_030914 Hs.495229 Chromosome 9 open reading fra||C9orf74||Chromosome 9
-0.40417811 81606 NM_030915 Hs.468044 Likely ortholog of mouse limb-bu||LBH||Likely ortholog of m
-0.84213344 81608 NM_030917 Hs.518760 FIP1 like 1 (S. cerevisiae) ||FIP1L1||FIP1-LIKE 1||FIP
-1.08848331 81609 NM_030918 Hs.192326 Sorting nexin family member 27 ||SNX27||Sorting nexin fam
-1.25271655 81610 NM_030919 Hs.472716 Chromosome 20 open reading f ||C20orf129||Chromosome
-1.14322772 81611 NM_030920 Hs.385913 Acidic (leucine-rich) nuclear pho||ANP32E||acidic (leucine-
-1.58118305 81614 NM_030922 Hs.370367 Non imprinted in Prader-Willi/An||NIPA2||non imprinted in 
-1.16147586 81615 NM_030923 Hs.369471 Hypothetical protein DKFZp566N||DKFZP566N034||hypoth
-0.71439647 81616 NM_030924 Hs.465720 Bubblegum related protein ||BGR||Bubblegum related
-0.36768183 81617 NM_030925 Hs.87159 Calcium binding protein 39-like ||CAB39L||Calcium bindin
-0.74176868 81618 NM_030926 Hs.111577 Integral membrane protein 2C ||ITM2C||integral membra
-0.68702426 81619 NM_030927 Hs.310453 Tetraspanin 14 ||||TM4SF14||Tetraspanin 
-0.90600192 81620 NM_030928 Hs.122908 DNA replication factor ||DUP||CDT1||DNA replica
-0.76001681 81621 NM_030929 Hs.512762 Kazal-type serine protease inhib||KAZALD1||IGFBPRP10||
-0.92425006 81622 NM_030930 Hs.502989 Unc-93 homolog B1 (C. elegans||UNC93B1||unc-93 homo
-1.15235179 81623 NM_030931 Hs.124211 Defensin, beta 126 ||DEFB126||Defensin, beta
-1.15235179 81625 NM_194327 Hs.531081 Lectin, galactoside-binding, solu||||LGALS3||Lectin, galacto
-0.54103915 81626 NM_030933 Hs.497034 Chromosome 1 open reading fra||C1orf14||Chromosome 1
-0.85125751 81627 NM_030934 Hs.107149 Chromosome 1 open reading fra||C1orf25||Chromosome 1
-0.88775378 81628 NM_030935 Hs.469798 TSC22 domain family 4 ||TSC22D4||THG-1||TSC2



-0.81476123 81631 NM_022818 Hs.356061 Microtubule-associated protein 1||MAP1LC3B||Microtubule
-0.76914088 81669 NM_030937 Hs.515704 Cyclin L2 ||CCNL2||cyclin L2||
-0.42242625 81671 NM_030938 Hs.444569 Transmembrane protein 49 ||TMEM49||VMP1||Transm
-1.00636668 81688 NM_030939 Hs.519930 Chromosome 6 open reading fra||C6orf62||Chromosome 6
-1.38045352 81689 NM_030940 Hs.449291 HESB like domain containing 2 ||HBLD2||HESB like doma
-0.80563716 81691 NM_030941 Hs.177926 Exonuclease NEF-sp ||LOC81691||exonuclease
-0.38592997 81698 NM_030944 Hs.226016 Chromosome 15 open reading f ||C15orf5||Chromosome 1
-0.63227984 81704 NM_203447 Hs.132599 Dedicator of cytokinesis 8 ||DOCK8||Dedicator of cyt
-0.59578357 81786 NM_033342 Hs.487412 Tripartite motif-containing 7 ||GNIP||TRIM7||GLYCOG
-0.29468928 81787 XM_375153 Hs.526423 Hypothetical protein DKFZp547L||DKFZP547L112||hypothe
-1.05198703 81789 NM_030953 Hs.169333 Tigger transposable element de ||TIGD6||Tigger transposa
-0.72352054 81790 NM_030954 Hs.491626 Ring finger protein 170 ||RNF170||DKFZP564A02
-0.41330218 81796 NM_030958 Hs.443609 Solute carrier organic anion tran||SLCO5A1||solute carrier 
-1.05198703 81831 NM_018092 Hs.444046 Neuropilin (NRP) and tolloid (TL||NETO2||NEUROPILIN- A
-1.01549075 81832 NM_138966 Hs.465407 Neuropilin (NRP) and tolloid (TL||NETO1||BCTL1||BRAIN-
-0.97899448 81833 NM_030960 Hs.161241 Sperm acrosome associated 1 ||SPACA1||Sperm acrosom
-0.72352054 81839 NM_138959 Hs.515130 Vang-like 1 (van gogh, Drosoph ||VANGL1||vang-like 1 (va
-1.11585552 81844 NM_030961 Hs.521092 Tripartite motif-containing 56 ||TRIM56||Tripartite motif-
-0.74176868 81846 NM_030962 Hs.438794 SET binding factor 2 ||SBF2||KIAA1766||MTMR
-0.73264461 81847 NM_030963 Hs.267120 Ring finger protein 146 ||RNF146||Ring finger pro
-0.2308208 81848 NM_030964 Hs.323308 Sprouty homolog 4 (Drosophila) ||SPRY4||sprouty homolog
-0.61403171 81849 NM_030965 Hs.303609 ST6 (alpha-N-acetyl-neuraminyl ||ST6GALNAC5||SIAT7E|
-0.8238853 81851 NM_030967 Hs.247934 Keratin associated protein 1-1 ||||KRTAP1-1||Keratin asso
0.00640501 81853 NM_030969 Hs.273077 Transmembrane protein 14B ||TMEM14B||transmembra
-0.5866595 81855 NM_030971 Hs.283844 Sideroflexin 3 ||SFXN3||Sideroflexin 3||
-0.95162227 81856 NM_030972 Hs.512764 Zinc finger protein 611 ||ZNF611||Zinc finger prot
-1.19797214 81857 NM_030973 Hs.467128 Mediator of RNA polymerase II t||MED25||mediator of RNA
-1.11585552 81858 NM_030974 Hs.529755 Shank-interacting protein-like 1 ||Sharpin||Shank-interactin
-0.60490764 81873 NM_030978 Hs.132499 Actin related protein 2/3 comple ||ARPC5L||Actin related p
-0.57753543 81875 NM_030980 Hs.301904 Hypothetical protein FLJ12671 ||FLJ12671||hypothetical p
0.44436033 81876 NM_030981 Hs.300816 RAB1B, member RAS oncogene||RAB1B||RAB1B, membe
-0.55928729 81887 NM_031206 Hs.522675 LAS1-like (S. cerevisiae) ||FLJ12525||LAS1L||LAS1
-0.69614833 81888 NM_031207 Hs.473855 Hypothetical protein HT036 ||HT036||HYI||Hypothetica
-0.86950565 81890 NM_031209 Hs.323084 Queuine tRNA-ribosyltransferas ||QTRT1||queuine tRNA-ri
-0.35855777 81892 NM_031210 Hs.324521 Chromosome 14 open reading f ||C14orf156||Chromosome
-0.24906893 81894 NM_031212 Hs.403790 Solute carrier family 25, membe||SLC25A28||Solute carrie
-1.13410365 81926 NM_031213 Hs.465542 Chromosome 19 open reading f ||C19orf27||Chromosome 
-0.86950565 81928 NM_031215 Hs.301040 Cdk5 and Abl enzyme substrate ||CABLES2||Cdk5 and Ab
-0.43155032 81929 NM_031216 Hs.301048 SEH1-like (S. cerevisiae) ||SEC13L||SEH1L||SEC13
-0.07571162 81931 NM_031218 Hs.301059 Zinc finger protein 505 ||ZNF505||Zinc finger prot
-0.2308208 83401 NM_152310 Hs.302130 Elongation of very long chain fat||ELOVL3||elongation of v
-0.64140391 83441 NM_031285
-0.3494337 83442 NM_031286 Hs.109051 SH3 domain binding glutamic ac||SH3BGRL3||SH3 domain
-0.38592997 83443 NM_031287 Hs.110695 Splicing factor 3b, subunit 5, 10k||SF3B5||splicing factor 3b
-0.16695231 83444 NM_031288 Hs.410786 High mobility group AT-hook 1-l ||HMGA1L4||high mobility 
-0.3494337 83445 NM_031289 Hs.240053 Germ cell associated 1 ||GSG1||Germ cell associa
-0.39505404 83446 NM_031290 Hs.120573 Hypothetical protein DKFZp434K||DKFZP434K1172||hypot
-1.28008876 83447 NM_031291 Hs.149030 Solute carrier family 25 (mitocho||SLC25A31||DKFZP434N
-0.52279101 83448 NM_031292 Hs.445814 Hypothetical protein DKFZp434G||DKFZP434G1415||hypot
-0.24906893 83449 NM_031293 Hs.151218 Polyamine modulated factor 1 b ||PMFBP1||Polyamine mo
-0.55928729 83450 NM_031294 Hs.528889 Hypothetical protein DKFZp586M||DKFZP586M1120||LRRC



-0.47717067 83459 NM_031297 Hs.512767 Hypothetical protein DKFZp761H||DKFZP761H1710||hypot
-0.44067439 83460 NM_031298 Hs.30011 Hypothetical protein MGC2963 ||MGC2963||hypothetical p
-0.74176868 83461 NM_031299 Hs.524216 Cell division cycle associated 3 ||TOME1||CDCA3||TRIGG
-0.65052798 83463 NM_031300 Hs.442993 MAX dimerization protein 3 ||MXD3||MAX dimerization
-0.52279101 83464 NM_031301 Hs.511703 Anterior pharynx defective 1 hom||APH1B||PSFL||anterior p
-1.14322772 83468 NM_031302 Hs.159993 Glycosyltransferase 8 domain co||GLT8D2||Glycosyltransfe
-1.28921283 83475 NM_031304 Hs.515064 Hypothetical protein MGC4293 ||MGC4293||hypothetical p
-1.07023517 83478 NM_031305 Hs.444229 Rho GTPase activating protein 2||ARHGAP24||Rho GTPas
-0.63227984 83479 NM_031306 Hs.497332 DEAD (Asp-Glu-Ala-Asp) box po||DKFZP564B1023||DDX5
-1.08848331 83480 NM_031307 Hs.98682 Pseudouridylate synthase 3 ||PUS3||Pseudouridylate s
-1.11585552 83482 NM_031309 Hs.493200 Scratch homolog 1, zinc finger p||SCRT1||SCRATCH, MO
-0.31293742 83483 NM_031310 Hs.107125 Plasmalemma vesicle associate||PLVAP||PV1||PLASMALE
-0.45892253 83538 NM_031421 Hs.201134 Hypothetical protein DKFZp434H||DKFZP434H0115||hypot
-0.35855777 83539 NM_031422 Hs.44584 Carbohydrate (N-acetylgalactos ||CHST9||carbohydrate (N
-1.32570911 83541 NM_031424 Hs.534072 Chromosome 20 open reading f ||C20orf55||Chromosome 
-1.26184062 83543 NM_031426 Hs.4944 Chromosome 9 open reading fra||C9orf58||Chromosome 9
-1.40782573 83544 NM_031427 Hs.525445 Chromosome 14 open reading f ||C14orf168||Chromosome
-0.43155032 83546 NM_031429 Hs.21162 Retbindin ||RTBDN||Retbindin||
0.05202535 83547 NM_031430 Hs.534497 Rab interacting lysosomal prote ||RILP||RAB-INTERACTIN
-0.72352054 83548 NM_031431 Hs.507948 Component of oligomeric golgi c||COG3||SEC34, S. CERE
-1.15235179 83552 NM_031433 Hs.512769 Membrane frizzled-related prote ||MFRP||MEMBRANE-TYP
0.39873998 83590 NM_031434 Hs.238513 Chromosome 7 open reading fra||C7orf21||Chromosome 7
-1.09760738 83591 NM_031435 Hs.245798 Hypothetical protein DKFZp564I||DKFZP564I0422||hypoth
-1.05198703 83594 NM_031438 Hs.434289 Nudix (nucleoside diphosphate l ||NUDT12||NUDIX MOTIF
-1.04286296 83595 NM_031439 Hs.213194 SRY (sex determining region Y) ||SOX7||SRY (sex determ
-0.97899448 83596 NM_052842 Hs.289052 BCL2-like 12 (proline rich) ||BCL2L12||BCL2-like 12 (
-0.34030963 83597 NM_031440 Hs.196584 Transmembrane protein 7 ||TMEM7||RTP3||RECEPT
0.02465314 83604 NM_031442 Hs.8769 Transmembrane protein 47 ||TM4SF10||TMEM47||Tra
1.2837747 83605 NM_031443 Hs.148272 Cerebral cavernous malformatio||MGC4067||C7ORF22||C

-0.35855777 83606 NM_031444 Hs.9850 Chromosome 22 open reading f ||C22orf13||Chromosome 
0.07027349 83607 NM_031445 Hs.546449 Hypothetical protein MGC4268 ||MGC4268||hypothetical p
0.02465314 83608 NM_031446 Hs.37883 Chromosome 18 open reading f ||C18orf21||Chromosome 
-0.3768059 83636 NM_031448 Hs.529094 Chromosome 19 open reading f ||C19orf12||Chromosome 
-0.31293742 83637 NM_031449 Hs.77978 Hypothetical protein DKFZp761I||DKFZp761I2123||hypoth
-0.43155032 83639 NM_031451 Hs.97978 Testis expressed sequence 101||TEX101||Testis expresse
-0.8238853 83640 NM_031452 Hs.80624 Hypothetical LOC83640 ||MGC2560||C6orf119||hyp
-0.77826495 83641 NM_031453 Hs.446315 Chromosome 10 open reading f ||C10orf45||Chromosome 
-0.13045603 83642 NM_031454 Hs.365405 Selenoprotein O ||SELO||selenoprotein O||
-0.72352054 83643 NM_031455 Hs.498720 Coiled-coil domain containing 3 ||CCDC3||Coiled-coil dom
-0.18520045 83648 NM_053279 Hs.124299 Chromosome 8 open reading fra||C8orf13||Chromosome 8
-0.33118556 83650 NM_054028 Hs.458397 Acyl-malonyl condensing enzym||AMAC1L2||Acyl-malonyl 
0.61771765 83652 XM_088376
0.00640501 83655 NM_054029
-0.33118556 83656 NM_054017
-1.01549075 83659 NM_053285 Hs.462108 Tektin 1 ||TEKT1||Tektin 1||
-0.30381335 83660 NM_015059 Hs.511686 Talin 2 ||TLN2||KIAA0320||Talin 2
-1.17059993 83666 NM_031458 Hs.518200 Poly (ADP-ribose) polymerase fa||PARP9||poly (ADP-ribose
-0.54103915 83667 NM_031459 Hs.469543 Sestrin 2 ||SESN2||HI95||SEST2||Se
0.14326604 83690 NM_031461 Hs.436542 Cysteine-rich secretory protein L||LOC83690||CRISPLD1||c
0.81844717 83692 NM_031462 Hs.522805 CD99 antigen-like 2 ||CD99L2||CD99 antigen-l
-0.74176868 83693 NM_031463 Hs.499483 Hydroxysteroid dehydrogenase ||HSDL1||Hydroxysteroid d



0.04290128 83695 NM_031465 Hs.198853 Hypothetical protein MGC13204||MGC13204||hypothetical
-0.13045603 83696 NM_031466 Hs.26814 Tularik gene 1 ||T1||Tularik gene 1||
-0.86950565 83697 NM_031467 Hs.546451 Solute carrier family 4, sodium b||SLC4A9||Solute carrier fa
-1.23446842 83698 NM_031468 Hs.333274 Calneuron 1 ||CALN1||Calneuron 1||
-0.44067439 83699 NM_031469 Hs.302772 SH3 domain binding glutamic ac||SH3BGRL2||SH3 domain
-1.19797214 83700 NM_032801 Hs.150718 Junctional adhesion molecule 3 ||JAM3||JAM-C||Junctiona
-0.4954188 83706 NM_031471 Hs.180535 UNC-112 related protein 2 ||KIND3||URP2||KINDLIN 
-0.24906893 83707 NM_031472 Hs.326586 TRNA splicing 2' phosphotransfe||MGC11134||tRNA splicin
-0.76001681 83715 NM_031475 Hs.147953 Espin ||Espin||ESPN||ESPIN, MO
-0.26731707 83716 NM_031476 Hs.513779 Cysteine-rich secretory protein L||CRISPLD2||DKFZP434B
-0.57753543 83719 NM_031477 Hs.513491 Yippee-like 3 (Drosophila) ||YPEL3||yippee-like 3 (Dr
-0.258193 83723 NM_031478 Hs.540695 Family with sequence similarity ||DKFZP434I2117||FAM57

-0.35855777 83729 NM_031479 Hs.279497 Inhibin, beta E ||INHBE||inhibin, beta E||
-0.47717067 83733 NM_031481 Hs.282982 Solute carrier family 25 (mitocho||GC2||SLC25A18||GLUTA
-0.93337413 83734 NM_031482 Hs.527193 APG10 autophagy 10-like (S. ce||APG10L||APG10 autoph
-1.179724 83740 XM_373381 Hs.534498 H2A histone family, member B3 ||H2AFB3||H2ABBD||H2A 

-0.68702426 83742 NM_031484 Hs.209614 MARVEL domain containing 1 ||MARVELD1||MARVEL d
-0.36768183 83743 NM_031485 Hs.400625 Glutamate-rich WD repeat conta||GRWD1||glutamate-rich 
-0.40417811 83744 XM_046861
1.32027098 81893 NM_031211 Hs.444600 LAT1-3TM protein ||||LAT1-3TM||LAT1-3TM p
-0.63227984 81850 NM_030966 Hs.534495 Keratin associated protein 1-3 ||KRTAP1-3||KAP18.B||B2
-0.22169673 83752 NM_031490 Hs.551565 Peroxisomal lon protease ||LONP||Peroxisomal lon p
0.59946951 83756 XM_371210 Hs.307407 Taste receptor, type 1, member ||T1R3||TAS1R3||TASTE 
-0.77826495 83758 NM_031491 Hs.246046 Retinol binding protein 5, cellula ||RBP5||Retinol binding pr
-0.77826495 83759 NM_031492 Hs.523822 RNA binding motif protein 30 ||RBM30||RNA binding mo
0.11589384 83786 NM_031904 Hs.362974 FKSG44 gene ||FKSG44||FKSG44 gene|
-0.258193 83787 NM_031905 Hs.287412 SVH protein ||SVH||SVH protein||

0.24363081 83795 NM_032115 Hs.287765 Potassium channel, subfamily K||KCNK16||TALK1||potass
0.96443228 83849 NM_181519 Hs.549208 Synaptotagmin XV ||SYT15||SYNAPTOTAGM
0.93706007 83850 NM_031913 Hs.477711 Family with sequence similarity ||CHR3SYT||FAM62C||fam
0.31662336 83851 NM_031914 Hs.404139 Synaptotagmin XIV-like ||SYT14L||synaptotagmin 
0.05202535 83854 NM_031917 Hs.546452 Angiopoietin-like 6 ||AGF||ANGPTL6||Angiopo
-0.01184313 83856 NM_031919 Hs.55846 Coiled-coil domain containing 10||CCDC10||Coiled-coil dom
-0.40417811 83857 NM_031920 Hs.401954 ARG99 protein ||ARG99||ARG99 protein||
-0.74176868 83858 NM_031921 Hs.23413 ATPase family, AAA domain con||ATAD3B||ATPase family
0.66333799 83860 XM_291729 Hs.527688 TAF3 RNA polymerase II, TATA||TAFII140||TAF3||TBP-AS
0.0976457 83861 NM_031924 Hs.154628 Radial spokehead-like 2 ||RSHL2||Radial spokehea
0.10676977 83862 NM_031925 Hs.488835 Transmembrane protein induced||TMPIT||Transmembrane
-0.10308383 83863 NM_031926
2.21442977 83871 NM_031934 Hs.301853 RAB34, member RAS oncogene||RAB34||RAB34, membe
0.10676977 83872 NM_031935 Hs.58877 Hemicentin ||Hemicentin||FIBL6||FBLN
-0.5866595 83874 NM_031937 Hs.444950 TBC1 domain family, member 1 ||TBC1D10A||TBC1D10||T
-0.86038158 83875 NM_031938 Hs.224505 Beta-carotene dioxygenase 2 ||||BCDO2||Beta-carotene 
-0.96987041 83876 NM_031939 Hs.131072 Maestro ||MRO||Maestro||B29||GEN
-0.71439647 83877 NM_078473 Hs.7471 BBP-like protein 1 ||BLP1||TM2D2||BBP-like 
0.10676977 83878 NM_031941 Hs.512773 Usher syndrome 1C binding pro ||USHBP1||Usher syndrom
0.20713453 83880 NM_031943 Hs.513128 IFP38 ||IFP38||
3.03559601 83882 NM_031945 Hs.208219 Tetraspanin 10 ||OCSP||TSPAN10||Tetras
1.12866553 83884 NM_031947 Hs.97647 Solute carrier family 25 (mitocho||ORNT2||SLC25A2||ORN
0.14326604 83886 NM_031948 Hs.332878 Pancreasin ||PRSS27||Pancreasin||MP
-0.23994487 83887 NM_031949 Hs.520554 Tubulin tyrosine ligase-like famil ||TTLL2||Tubulin tyrosine l



-0.17607638 83888 NM_031950 Hs.98785 Ksp37 protein ||KSP37||Ksp37 protein||K
-0.22169673 83889 XM_371164 Hs.326745 NYD-SP11 protein ||NYD-SP11||NYD-SP11 p
-0.55016322 83890 NM_031952 Hs.50499 Spermatogenesis associated 9 ||FLJ35906||SPATA9||NYD
-0.65965205 83891 NM_031953 Hs.369091 Sorting nexin 25 ||SNX25||Sorting nexin 25
0.01552907 83892 NM_031954 Hs.524731 Potassium channel tetramerisat ||KCTD10||Potassium cha
0.46260847 83893 NM_031955 Hs.444236 Spermatogenesis associated 16||SPATA16||NYD-SP12||S
-0.05746348 83894 NM_031956 Hs.378893 NYD-SP14 protein ||NYD-SP14||NYD-SP14 p
0.69983427 83895 NM_031957 Hs.534499 Keratin associated protein 1-5 ||KRTAP1-5||KAP1.5||KER
0.26187895 83896 NM_031958 Hs.534500 Keratin associated protein 3-1 ||KRTAP3-1||Keratin asso
0.05202535 83897 NM_031959 Hs.307026 Keratin associated protein 3-2 ||KRTAP3-2||Keratin asso
-0.32206149 83900 NM_031962 Hs.307012 Keratin associated protein 9-3 ||KRTAP9-3||Keratin asso
0.06114942 83902 NM_031964 Hs.307009 Keratin associated protein 17-1 ||KRTAP17-1||Keratin ass
-0.59578357 83930 NM_032016 Hs.309753 STARD3 N-terminal like ||STARD3NL||STARD3 N-
-0.52279101 83932 NM_032018 Hs.549209 Hypothetical protein DKFZp547N||DKFZP547N043||hypoth
0.48998068 83937 NM_032023 Hs.522895 Ras association (RalGDS/AF-6) ||RASSF4||Ras associatio
-0.22169673 83938 NM_032024 Hs.118161 Chromosome 10 open reading f ||C10orf11||Chromosome 
-0.45892253 83939 NM_032025 Hs.378808 Eukaryotic translation initiation f ||eIF2A||EUKARYOTIC TR
0.56297323 83940 NM_032026 Hs.170568 TatD DNase domain containing ||TATDN1||TatD DNase d
-0.09395976 83941 NM_032027 Hs.276876 Beta-amyloid binding protein pre||BBP||TM2D1||Beta-amylo
-0.15782824 83943 NM_032549 Hs.89576 IMP2 inner mitochondrial memb||IMP2-LIKE||IMMP2L||IMP
-0.60490764 83953 NM_032029 Hs.145519 FKSG87 protein ||FCAMR||FCA/MR||FKSG
-0.2308208 83955 NM_032031
-0.29468928 83956 NM_032032
-0.54103915 83957 NM_032033
-1.04286296 83959 NM_032034 Hs.105607 Solute carrier family 4, sodium b||SLC4A11||Solute carrier 
-0.63227984 83982 NM_032036 Hs.94695 Family with sequence similarity ||FAM14A||family with seq
-0.74176868 83985 NM_032038 Hs.498992 Spinster ||SPINL||SPIN1||Spinster||
0.16151418 83986 NM_032039 Hs.513225 Chromosome 16 open reading f ||C16orf9||Chromosome 1
-0.77826495 83987 NM_032040 Hs.97876 Coiled-coil domain containing 8 ||CCDC8||Coiled-coil dom
-0.68702426 83988 NM_032041 Hs.492427 Neurocalcin delta ||NCALD||NEUROCALCIN
-0.10308383 83989 NM_032042 Hs.127788 Hypothetical protein FLJ12078 ||||DKFZP564D172||Hypot
-0.77826495 83992 NM_033427 Hs.335033 Cortactin binding protein 2 ||CTTNBP2||Cortactin bind
-1.20709621 83998 NM_032044 Hs.171480 Regenerating islet-derived famil ||REG4||Regenerating isle
-1.0611111 84000 NM_032046 Hs.266308 Transmembrane protease, serin||TMPRSS13||MSP||Trans
-0.80563716 84002 NM_032047 Hs.208267 UDP-GlcNAc:betaGal beta-1,3-N||B3GNT5||UDP-GlcNAc:b
-1.18884807 84034 NM_032048 Hs.532815 Elastin microfibril interfacer 2 ||EMILIN2||Elastin microfib
-0.5866595 84056 NM_032116 Hs.243596 Katanin p60 subunit A-like 1 ||KATNAL1||katanin p60 s
0.24363081 84057 NM_032117 Hs.294088 GAJ protein ||GAJ||GAJ protein||
-0.81476123 84058 NM_032118 Hs.323537 WD repeat domain 54 ||WDR54||FLJ12953||WD 
-0.65052798 84060 NM_032120 Hs.21590 Hypothetical protein DKFZp564O||DKFZP564O0523||hypot
-0.92425006 84061 NM_032121 Hs.323562 Implantation-associated protein ||DKFZp564K142||Implant
-0.41330218 84063 NM_032123 Hs.145729 Kin of IRRE like 2 (Drosophila) ||FILTRIN||NLG1||KIRREL
-0.61403171 84065 NM_032125 Hs.469171 Hypothetical protein DKFZp564D||DKFZP564D0478||hypot
-0.3494337 84066 NM_032126 Hs.534501 Chromosome 1 open reading fra||C1orf49||DKFZP564J047
-0.08483569 84067 NM_032127 Hs.501793 Hypothetical protein DKFZp566M||DKFZP566M1046||hypot
-0.33118556 84068 NM_032128 Hs.146162 Hypothetical protein DKFZp566M||DKFZP566M114||hypoth
-0.20344859 84069 NM_032129 Hs.528691 Hypothetical protein DKFZp434H||DKFZP434H2010||hypot
-0.54103915 84070 NM_032130 Hs.524406 Hypothetical protein DKFZp434J||DKFZP434J0113||hypoth
-0.16695231 84071 NM_032131 Hs.282925 ATP synthase, H+ transporting, ||||ARMC2||ATP synthase,
-0.8238853 84072 NM_032132 Hs.298312 HORMA domain containing 1 ||HORMAD1||HORMA dom
-0.43155032 84073 NM_032133 Hs.398196 MYCBP associated protein ||MYCBPAP||MYCBP asso



0.32574743 84074 NM_032134 Hs.252739 Hypothetical protein DKFZp434P||DKFZP434P0316||hypot
-0.27644114 84075 NM_032135 Hs.307086 Chromosome 14 open reading f ||C14orf155||Chromosome
0.24363081 84076 NM_032136 Hs.303923 Similar to transketolase ||DKFZP434L1717||Simila
0.34399557 84077 NM_032137 Hs.506062 Chromosome 3 open reading fra||C3orf20||Chromosome 3
0.29837522 84078 NM_032138 Hs.63841 Kelch repeat and BTB (POZ) do||KBTBD7||kelch repeat an
0.4534844 84079 NM_032139 Hs.59236 Ankyrin repeat domain 27 (VPS9||ANKRD27||ankyrin repea

-0.67790019 84080 NM_032140 Hs.307084 Chromosome 16 open reading f ||DKFZP434A1319||C16or
-0.1122079 84081 NM_032141 Hs.462663 Hypothetical protein DKFZp434K||DKFZP434K1421||hypot
-0.22169673 84083 NM_032143 Hs.306327 RAB3 GTPase-activating protein||||ZRANB3||RAB3 GTPas
0.19801046 84085 NM_032145 Hs.421095 F-box protein 30 ||FBXO30||FBX30||F-box 
1.36589133 84100 NM_032146 Hs.373801 ADP-ribosylation factor-like 6 ||ARL6||ARF-LIKE 6||BBS
1.2564025 84102 NM_032148 Hs.306448 Solute carrier family 41, membe||SLC41A2||Solute carrier 
1.0465489 84103 NM_032149 Hs.97501 Chromosome 4 open reading fra||C4orf17||Chromosome 4

-2.04651058 84105 NM_032151 Hs.527213 6-pyruvoyl-tetrahydropterin synth||DCOHM||PCBD2||6-pyru
-1.8640292 84106 NM_032152 Hs.465812 PRAM-1 protein ||PRAM1||PRAM-1||PRAM
-1.8640292 84107 NM_032153 Hs.415766 Zic family member 4 ||ZIC4||Zic family member
-2.00089024 84108 NM_032154 Hs.335808 Polycomb group ring finger 6 ||RNF134||PCGF6||MBLR
-1.70892002 84109 NM_198179 Hs.368977 G protein-coupled receptor 103 ||GPR103||G protein-coup
-1.72716816 84124 NM_032164 Hs.386324 Zinc finger protein 394 ||||ZNF394||Zinc finger pro
-1.23446842 84127 NM_032167 Hs.458401 RUN domain containing 2A ||RUNDC2A||FLJ12363||R
-0.45892253 84128 NM_032168 Hs.399984 Hypothetical protein FLJ12519 ||FLJ12519||WDR75||Hypo
-0.39505404 84129 NM_032169 Hs.441378 Putative acyl-CoA dehydrogenas||FLJ12592||putative acyl-
-0.28556521 84131 XM_095991 Hs.374421 Chromosome 9 open reading fra||C9orf81||Chromosome 9
-0.78738902 84133 XM_290972 Hs.134473 Zinc and ring finger 3 ||ZNRF3||Zinc and ring fin
-0.95162227 84134 NM_032174 Hs.321653 Hypothetical protein FLJ12770 ||FLJ12770||hypothetical p
-0.85125751 84135 NM_032175 Hs.406703 Src-associated protein SAW ||FLJ12787||Src-associate
-1.46257015 84137 NM_032177 Hs.546453 RNA U, small nuclear RNA expo||||PHAX||RNA U, small nu
-0.91512599 84138 NM_032178 Hs.334848 Hypothetical protein FLJ13291 ||FLJ13291||hypothetical p
-0.45892253 84140 XM_291019 Hs.440466 Hypothetical protein FLJ13305 ||FLJ13305||hypothetical p
-0.1395801 84141 NM_032181 Hs.549210 Hypothetical protein FLJ13391 ||FLJ13391||hypothetical p
-0.1122079 84142 NM_139076 Hs.334772 Hypothetical protein FLJ13614 ||FLJ13614||hypothetical p
-0.16695231 84144 XM_086186 Hs.533853 Hypothetical protein FLJ13815 ||FLJ13815||hypothetical p
-0.03921534 84146 NM_032186 Hs.173001 Zinc finger protein 644 ||ZNF644||Zinc finger prot
0.25275488 84148 NM_032188 Hs.533803 MYST histone acetyltransferase||MYST1||MYST histone a
-0.22169673 84153 NM_032193 Hs.397010 AYP1 protein ||AYP1||AYP1 protein||
0.05202535 84154 NM_032194 Hs.372265 Brix domain containing 1 ||BXDC1||Brix domain con
-0.44067439 84162 XM_371706 Hs.408142 KIAA1109 ||KIAA1109||
0.0976457 84164 NM_032204 Hs.517438 Activating signal cointegrator 1 c||||ASCC2||Activating signa
-0.1395801 84166 NM_032206 Hs.528836 Nucleotide-binding oligomerizati ||NOD27||Nucleotide-bind
0.60859358 84167 NM_032207 Hs.306809 Hypothetical protein FLJ21742 ||FLJ21742||hypothetical p
0.12501791 84168 NM_018153 Hs.165859 Anthrax toxin receptor 1 ||ATR||ANTXR1||TEM8||A
0.03377721 84171 NM_032211 Hs.306814 Lysyl oxidase-like 4 ||LOXL4||LOXC||Lysyl oxid
-0.53191508 84172 NM_019014 Hs.86337 Polymerase (RNA) I polypeptide||POLR1B||polymerase (R
0.30749929 84174 NM_032214 Hs.517020 Src-like-adaptor 2 ||SLA2||SLAP2||Src-like-a
0.0976457 84176 XM_376656
-0.3494337 84179 NM_032219 Hs.334789 Hypothetical protein FLJ22269 ||FLJ22269||hypothetical p
-0.1395801 84181 NM_032221 Hs.371979 Chromodomain helicase DNA b ||CHD6||chromodomain he
0.46260847 84182 NM_032222 Hs.312228 Hypothetical protein FLJ22374 ||FLJ22374||hypothetical p
0.31662336 84186 NM_032226 Hs.522118 Zinc finger, CCHC domain conta||ZCCHC7||zinc finger, CC
0.47173254 84187 NM_032227 Hs.496572 Hypothetical protein FLJ22679 ||RP13-360B22.2||FLJ226
0.95530821 84188 NM_032228 Hs.501991 Male sterility domain containing ||MLSTD2||Male sterility d



-0.20344859 84189 NM_032229 Hs.525105 SLIT and NTRK-like family, mem||SLITRK6||SLIT and NTR
0.01552907 84190 NM_032230 Hs.506222 Hypothetical protein FLJ22789 ||FLJ22789||hypothetical p
-0.00271906 84191 NM_032231 Hs.439548 Hypothetical protein FLJ22875 ||FLJ22875||hypothetical p
0.29837522 84193 NM_032233 Hs.510407 Chromosome 14 open reading f ||C14orf154||Chromosome
0.37136778 84196 NM_032236 Hs.467524 Ubiquitin specific protease 48 ||USP48||Ubiquitin specific
0.72720648 84203 NM_032243 Hs.98712 Thioredoxin domain containing 2||TXNDC2||Thioredoxin do
0.12501791 84206 NM_032246 Hs.104744 Ring finger and KH domain cont||RKHD3||ring finger and K
0.53560102 84210 NM_032250 Hs.522165 Similar to ankyrin repeat domain||||ANKRD20A||Similar to a
1.01005263 84215 NM_032255 Hs.14161 Zinc finger protein 541 ||ZNF541||Zinc finger prot
0.23450674 84216 NM_032256 Hs.444668 Hypothetical protein DKFZp434K||DKFZp434K2435||hypoth
0.28012708 84217 NM_032257 Hs.294009 Zinc finger, MYND domain conta||ZMYND12||zinc finger, M
-0.1395801 84218 NM_032258 Hs.105891 TBC1 domain family, member 3 ||||TBC1D3||TBC1 domain
0.13414198 84219 NM_032259 Hs.459632 WD repeat domain 24 ||WDR24||WD repeat dom
0.52647695 84221 NM_032261 Hs.381214 Chromosome 21 open reading f ||C21orf56||Chromosome 
-0.40417811 84222 NM_032262 Hs.546454 Hypothetical protein DKFZp434N||||DKFZp434N035||Hypoth
0.3348715 84223 NM_032263 Hs.518536 IQ motif containing G ||IQCG||IQ motif containin
0.20713453 84225 NM_032265 Hs.47223 Zinc finger, MYND domain conta||ZMYND15||zinc finger, M
0.8093231 84226 NM_032266 Hs.131021 Chromosome 2 open reading fra||C2orf16||Chromosome 2
0.04290128 84227 NM_032267 Hs.307080 Regulator of G-protein signalling||RGSL2||regulator of G-p
-0.14870417 84229 NM_032269 Hs.513635 Chromosome 16 open reading f ||C16orf50||DKFZp434I09
0.56297323 84231 NM_032271 Hs.334479 TNF receptor-associated factor ||RFWD1||TRAF7||TNF re
0.59034544 84232 NM_032272 Hs.19673 Homolog of yeast MAF1 ||MAF1||MAF1 homolog (S
0.39873998 84233 NM_032273 Hs.533725 Hypothetical protein DKFZp586C||DKFZp586C1924||hypoth
0.12501791 84234 NM_032274
0.37136778 84236 NM_032276 Hs.471514 Hypothetical protein DKFZp547E||DKFZp547E052||hypothe
0.59034544 84239 NM_032279 Hs.450092 ATPase type 13A4 ||ATP13A4||ATPase type 
0.53560102 84240 NM_032280 Hs.15536 Zinc finger, CCHC domain conta||ZCCHC9||zinc finger, CC
0.68158613 84243 XM_046911
0.46260847 84245 NM_032285 Hs.439370 Hypothetical protein MGC3207 ||MGC3207||hypothetical p
0.54472509 84246 NM_032286 Hs.13885 Hypothetical protein MGC5309 ||MGC5309||TRG20||hypo
0.62684172 84247 NM_032287 Hs.332795 Leucine zipper, down-regulated ||LDOC1L||Leucine zipper
0.06114942 84248 NM_032288 Hs.277533 Forty-two-three domain containi ||DKFZp761B1514||FYTT
-0.13045603 84249 NM_032289 Hs.21963 Pleckstrin and Sec7 domain con||PSD2||pleckstrin and Se
-0.24906893 84250 NM_032290 Hs.482853 Ankyrin repeat domain 32 ||ANKRD32||Ankyrin repea
-0.39505404 84251 NM_032291 Hs.132121 Hypothetical protein DKFZp761D||DKFZp761D221||hypothe
0.16151418 84253 NM_032293 Hs.29304 GTPase activating Rap/RanGAP||GARNL3||GTPase activa
0.32574743 84255 NM_032295 Hs.446021 Solute carrier family 37 (glycero ||SLC37A3||Solute carrier 
-0.22169673 84256 NM_032296 Hs.459715 FLYWCH-type zinc finger 1 ||FLYWCH1||DKFZp761A
-0.33118556 84258 NM_032298 Hs.515554 Synaptotagmin III ||SYT3||synaptotagmin III|
-0.44067439 84259 NM_032299 Hs.503716 Hypothetical protein MGC2714 ||MGC2714||hypothetical p
-0.1395801 84260 NM_032300 Hs.410924 Hypothetical protein MGC10854||MGC10854||hypothetical
0.02465314 84261 NM_032301 Hs.515154 F-box and WD-40 domain prote ||FBXW9||FBW9||F-BOX A
-1.28008876 84262 NM_032302 Hs.446311 Hypothetical protein MGC10911||MGC10911||hypothetical
-0.4680466 84263 NM_032303 Hs.59486 Hydroxysteroid dehydrogenase ||HSDL2||Hydroxysteroid d
-0.89687785 84265 NM_032305 Hs.9088 Ankyrin repeat domain 34 ||||MGC3200||Ankyrin repe
-0.67790019 84266 NM_032306 Hs.111099 Spermatogenesis associated 11||SPATA11||Spermatogen
-0.67790019 84267 NM_032307 Hs.208914 Chromosome 9 open reading fra||C9orf64||Chromosome 9
-1.56293491 84268 NM_032308 Hs.550538 RPA interacting protein ||RIP||RPA interacting pro
-0.24906893 84269 NM_032309 Hs.375707 Coiled-coil-helix-coiled-coil-helix||CHCHD5||Coiled-coil-he
-1.15235179 84270 NM_032310 Hs.434213 Chromosome 9 open reading fra||C9orf89||Chromosome 9
-0.86950565 84271 NM_032311 Hs.505802 Polymerase (DNA-directed), del ||POLDIP3||polymerase (D



-1.45344608 84272 NM_032312 Hs.468099 Hypothetical protein MGC11061||MGC11061||hypothetical
-1.22534435 84273 NM_032313 Hs.8715 Chromosome 4 open reading fra||C4orf14||Chromosome 4
-1.26184062 84275 NM_032315 Hs.443826 Mitochondrial carrier protein ||MGC4399||Mitochondria
-0.44979846 84276 NM_032316 Hs.191460 Nicolin 1 ||NICN1||Nicolin 1||
-0.98811855 84277 NM_032317 Hs.75671 Williams Beuren syndrome chro||WBSCR18||Williams Beu
-0.42242625 84278 NM_032318 Hs.549211 Hippocampus abundant gene tra||HIATL2||Hippocampus a
-0.84213344 84279 NM_032319 Hs.61268 Chromosome 2 open reading fra||C2orf7||Chromosome 2 o
-0.05746348 84280 NM_032320 Hs.332382 K+ channel tetramerization prote||GMRP-1||K+ channel tet
-1.13410365 84281 NM_032321 Hs.389311 Hypothetical protein MGC13057||MGC13057||hypothetical
-0.43155032 84282 NM_032322 Hs.29874 Ring finger protein 135 ||RNF135||Ring finger pro
-1.0611111 84283 NM_032323 Hs.347408 Hypothetical protein MGC13102||MGC13102||hypothetical
-0.73264461 84284 NM_032324 Hs.16034 Hypothetical protein MGC13186||C1orf57||MGC13186||Hy
-0.15782824 84285 NM_032325 Hs.425178 Hypothetical protein MGC11102||MGC11102||hypothetical
0.17976232 84286 NM_032326 Hs.478936 Hypothetical protein MGC4618 ||MGC4618||hypothetical p
-0.30381335 84287 NM_032327 Hs.76662 Zinc finger, DHHC domain conta||ZDHHC16||zinc finger, D
0.47173254 84288 NM_032328 Hs.134857 Hypothetical protein MGC12458||MGC12458||hypothetical
-0.51366694 84289 NM_032329 Hs.471876 Inhibitor of growth family, memb||ING5||INHIBITOR OF GR
-0.16695231 84290 NM_032330 Hs.534503 Calpain, small subunit 2 ||CAPNS2||Calpain, small 
-0.65965205 84291 NM_032331 Hs.146161 Endothelin converting enzyme 2||||ECE2||Endothelin conve
-0.23994487 84292 NM_032332 Hs.334626 Mitogen-activated protein kinase||||MGC4238||Mitogen-acti
-0.84213344 84293 NM_032333 Hs.500333 Chromosome 10 open reading f ||C10orf58||Chromosome 
0.01552907 84294 NM_032334 Hs.86970 Hypothetical protein MGC14595||MGC14595||hypothetical
0.27100301 84296 NM_032336 Hs.521557 SLD5 homolog ||SLD5||SLD5 homolog||
0.6907102 84298 NM_032338 Hs.504820 Hypothetical protein MGC14817||MGC14817||hypothetical
0.48998068 84299 NM_032339 Hs.333526 Chromosome 17 open reading f ||C17orf37||Chromosome 
0.02465314 84300 NM_032340 Hs.93235 Chromosome 6 open reading fra||C6orf125||Chromosome 
-0.39505404 84303 NM_032343 Hs.518119 Coiled-coil-helix-coiled-coil-helix||CHCHD6||Coiled-coil-he
-0.31293742 84304 NM_032344 Hs.549212 Hypothetical protein MGC13045||MGC13045||hypothetical
-0.63227984 84305 NM_032345 Hs.505687 Within bgcn homolog (Drosophi ||PYM||WIBG||within bgcn
-0.64140391 84306 NM_032346 Hs.515344 Hypothetical protein MGC13096||MGC13096||hypothetical
-0.80563716 84307 NM_032347 Hs.464896 Zinc finger protein 397 ||ZNF397||Zinc finger prot
1.76735038 84308 NM_032348 Hs.59384 Limitrin ||MGC3047||Limitrin||
0.20713453 84309 NM_032349 Hs.513315 Nudix (nucleoside diphosphate l ||SDOS||NUDT16L1||nudix
0.75457869 84310 NM_032350 Hs.20961 Hypothetical protein MGC11257||MGC11257||hypothetical
0.02465314 84311 NM_032351 Hs.462913 Mitochondrial ribosomal protein ||MRPL45||mitochondrial r
0.14326604 84312 NM_032352 Hs.525299 Breast cancer metastasis-suppr ||BRMS1L||Breast cancer 
0.08852163 84313 NM_032353 Hs.500165 Hypothetical protein MGC10540||MGC10540||hypothetical
0.03377721 84314 NM_032354 Hs.513933 Hypothetical protein MGC10744||MGC10744||hypothetical
-0.86950565 84315 NM_032355 Hs.6479 MON1 homolog A (yeast) ||MGC13272||MON1A||MO
-0.43155032 84316 NM_032356 Hs.333414 Hypothetical protein MGC14151||MGC14151||hypothetical
-1.21622028 84317 NM_032357 Hs.104203 Hypothetical protein MGC12981||MGC12981||hypothetical
0.49910475 84318 NM_032358 Hs.533747 Hypothetical protein MGC13183||MGC13183||hypothetical
0.53560102 84319 NM_032359 Hs.551567 Hypothetical protein MGC4308 ||MGC4308||hypothetical p
0.05202535 84321 NM_032361 Hs.484227 THO complex 3 ||THOC3||THO complex 3
0.69983427 84324 NM_033082 Hs.505676 Cytokine induced protein 29 kDa||CIP29||cytokine induced 
0.31662336 84328 NM_032368 Hs.327252 Leucine zipper and CTNNBIP1 d||LZIC||leucine zipper and 
-0.12133196 84329 NM_032369 Hs.334637 Hypothetical protein MGC15619||MGC15619||hypothetical
0.48085661 84330 NM_032370 Hs.515114 Zinc finger protein 414 ||ZNF414||MGC15716||Zin
-0.05746348 84331 NM_138418 Hs.417710 Hypothetical protein MGC15416||MGC15416||hypothetical
0.29837522 84332 NM_032372 Hs.512782 Hypothetical protein MGC16186||MGC16186||hypothetical
-0.60490764 84333 NM_032373 Hs.500512 Polycomb group ring finger 5 ||PCGF5||Polycomb group



0.8093231 84334 NM_032374 Hs.116029 Chromosome 14 open reading f ||C14orf153||Chromosome
0.39873998 84336 NM_032376 Hs.514211 Hypothetical protein MGC4251 ||MGC4251||hypothetical p
1.26552657 84337 NM_032377 Hs.321391 Elongation factor 1 homolog (EL||MGC4549||ELOF1||elong
1.22903029 84340 NM_032380 Hs.277154 G elongation factor, mitochondr ||EFG2||GFM2||MITOCHO
0.71808241 84342 NM_032382 Hs.130849 Component of oligomeric golgi c||||COG8||Component of o
0.73633055 84326 NM_032366 Hs.239500 Hypothetical protein MGC13114||MGC13114||hypothetical
0.95530821 84327 NM_032367 Hs.355933 Zinc finger, BED domain contain||ZBED3||zinc finger, BED
0.16151418 83755 NM_031854 Hs.307016 Keratin associated protein 4-12 ||KRTAP4-12||Keratin ass
0.2162586 83899 NM_031961 Hs.307013 Keratin associated protein 9-2 ||KRTAP9-2||Keratin asso
0.04290128 84274 NM_032314 Hs.17250 Hypothetical protein MGC4767 ||MGC4767||hypothetical p
-1.09760738 84364 NM_032389 Hs.436204 Zinc finger protein 289, ID1 regu||||ZNF289||Zinc finger pro
-0.66877612 84366 NM_032391 Hs.116467 Small nuclear protein PRAC ||PRAC||small nuclear pro
-0.60490764 84376 NM_032410 Hs.162852 Hook homolog 3 (Drosophila) ||HK3||HOOK3||hook hom
-0.21257266 84417 NM_032411 Hs.43125 Esophageal cancer related gene||ECRG4||Esophageal can
-0.50454287 84418 NM_032412 Hs.483561 Putative nuclear protein ORF1-F||ORF1-FL49||putative nuc
-0.12133196 84419 NM_032413 Hs.112242 Normal mucosa of esophagus s ||NMES1||Normal mucosa
-0.95162227 84433 NM_032415 Hs.300355 Caspase recruitment domain fam||CARMA1||CARD11||BIM
-0.258193 84436 NM_032423 Hs.531612 Zinc finger protein 528 ||ZNF528||Zinc finger prot

-0.52279101 84437 XM_370653
-0.04833941 84439 NM_032425 Hs.288522 KIAA1822 ||KIAA1822||
-0.99724262 84440 NM_032932 Hs.406788 RAB11 family interacting protein||RAB11FIP4||RAB11 fam
-1.07023517 84443 XM_042978 Hs.496546 KIAA1817 protein ||KIAA1817||KIAA1817 pro
-0.73264461 84444 NM_032482 Hs.465554 DOT1-like, histone H3 methyltra||KIAA1814||DOT1L||HIST
-0.61403171 84445 NM_032429 Hs.523221 Leucine zipper, putative tumor s ||LZTS2||Leucine zipper, p
-0.44067439 84447 NM_032431 Hs.321535 Synovial apoptosis inhibitor 1, sy||KIAA1810||SYVN1||HRD
-0.40417811 84449 NM_032433 Hs.515215 Zinc finger protein 333 ||ZNF333||Zinc finger prot
-0.68702426 84450 NM_032434 Hs.529178 Zinc finger protein 512 ||ZNF512||Zinc finger prot
-0.55928729 84455 XM_371257
-0.14870417 84456 XM_027074
-0.54103915 84457 NM_032439 Hs.499704 Family with sequence similarity ||||PHYHIPL||Family with s
-0.95162227 84458 XM_050988
-0.78738902 84460 XM_040486
-0.39505404 84462 XM_038436 Hs.507235 KIAA1786 protein ||KIAA1786||KIAA1786 pro
-0.30381335 84464 NM_032444 Hs.513297 BTB (POZ) domain containing 1||BTBD12||BTB (POZ) dom
-0.79651309 84465 NM_032445 Hs.438250 MEGF11 protein ||MEGF11||MEGF11 prote
-0.72352054 84466 NM_032446 Hs.438709 MEGF10 protein ||MEGF10||MEGF10 prote
-1.22534435 84467 NM_032447 Hs.370362 Fibrillin 3 ||FBN3||KIAA1776||Fibrillin
-0.96074634 84498 NM_032448 Hs.369522 KIAA1838 ||KIAA1838||
-1.07935924 84501 XM_047462
-0.97899448 84502 NM_032452 Hs.26714 Junctophilin 4 ||JPH4||Junctophilin 4||
0.20713453 84503 XM_030378 Hs.412601 Zinc finger protein 527 ||ZNF527||Zinc finger prot
-1.40782573 84514 NM_032484 Hs.38039 Homolog of mouse LGP1 ||D11LGP1||LGP1||homolo
-0.8238853 84515 NM_032485 Hs.437582 MCM8 minichromosome mainte||MCM8||MCM8 minichrom
-1.03373889 84516 NM_032486 Hs.435941 Dynactin 4 ||MGC3248||Dynactin 4||
-0.84213344 84517 NM_032487 Hs.135411 Actin related protein M1 ||ARPM1||ACTIN-RELATE
-0.32206149 84518 NM_032488 Hs.148590 Cornifelin ||CNFN||Cornifelin||
-0.44067439 84522 NM_032492 Hs.24054 Jagunal homolog 1 (Drosophila) ||JAGN1||jagunal homolog
-1.24359249 84524 NM_032494 Hs.418416 Zinc finger CCCH type domain c||ZC3HDC8||zinc finger CC
-1.23446842 84525 NM_032495 Hs.121443 Homeodomain-only protein ||HOP||Homeodomain-onl
-1.21622028 84527 NM_032497 Hs.380539 Zinc finger protein 559 ||ZNF559||Zinc finger prot
-1.46257015 84528 NM_032498 Hs.370012 PEPP subfamily gene 2 ||PEPP-2||PEPP2||PEPP s



-1.22534435 84529 NM_032499 Hs.48348 Hypothetical protein HH114 ||HH114||hypothetical prot
-0.71439647 84530 XM_375000
-0.69614833 84536 NM_058188 Hs.351814 Chromosome 21 open reading f ||C21orf67||Chromosome 
-0.84213344 84537 NM_058189 Hs.534504 Chromosome 21 open reading f ||C21orf69||Chromosome 
-0.80563716 84540 XM_376171
-1.14322772 84541 NM_032505 Hs.116665 T-cell activation kelch repeat pro||TA-KRP||T-cell activation
-1.22534435 84542 NM_032506 Hs.468653 KIAA1841 protein ||KIAA1841||KIAA1841 pro
-1.26184062 84545 NM_032112 Hs.421848 Mitochondrial ribosomal protein ||MRPL43||mitochondrial r
-1.09760738 84547 NM_032507 Hs.144527 PiggyBac transposable element ||PGBD1||piggyBac transp
-0.76001681 84548 NM_032508 Hs.522172 Family with sequence similarity ||FAM11A||family with seq
-1.37132946 84549 NM_032509 Hs.77135 RNA binding motif protein 13 ||RBM13||RNA binding mo
-0.84213344 84552 NM_032510 Hs.436554 Par-6 partitioning defective 6 ho ||PAR6-GAMMA||PARD6G
-0.17607638 84553 NM_032511 Hs.486010 Chromosome 6 open reading fra||C6orf168||Chromosome 
-0.89687785 84557 NM_032514 Hs.472513 Microtubule-associated protein 1||MAP1LC3A||MAP1ALC3
-0.42242625 84560 NM_032935 Hs.194762 Metallothionein IV ||MTIV||MT4||metallothion
-0.8238853 84561 NM_024628 Hs.477425 Solute carrier family 12 (potassi ||SLC12A8||Solute carrier 
-0.24906893 84569 NM_032517 Hs.117530 Lysozyme-like 1 ||LYZL1||Lysozyme-like 1|
-1.21622028 84570 NM_032518 Hs.112925 Collagen, type XXV, alpha 1 ||COL25A1||collagen, type
-1.28008876 84572 NM_032520 Hs.241575 N-acetylglucosamine-1-phospho||GNPTAG||GNPTG||N-ac
-0.66877612 84612 XM_030559
-1.42607387 84614 NM_032522 Hs.535229 Zinc finger and BTB domain con||ZBTB37||zinc finger and 
-0.16695231 84618 NM_032526 Hs.307006 5'-nucleotidase, cytosolic IA ||NT5C1A||5'-nucleotidase
-0.89687785 84619 NM_032527 Hs.11900 Zinc finger, CCCH-type with G p||ZGPAT||zinc finger, CCC
-0.88775378 84620 NM_032528 Hs.98265 ST6 beta-galactosamide alpha-2||ST6GalII||ST6GAL2||SIA
-0.5866595 84622 XM_290737 Hs.458408 Zinc finger protein 594 ||ZNF594||Zinc finger prot
-0.87862971 84623 NM_032531 Hs.549215 Kin of IRRE like 3 (Drosophila) ||KIAA1867||NEPH2||KIRR
-0.90600192 84624 XM_027658 Hs.520525 Fibronectin type III domain conta||FNDC1||fibronectin type 
-1.23446842 84626 XM_044212
-1.14322772 84627 XM_040592 Hs.54925 Zinc finger protein 469 ||ZNF469||Zinc finger prot
-0.74176868 84628 NM_032536 Hs.163642 Netrin G2 ||NTNG2||netrin G2||
-1.68154781 84631 NM_032539 Hs.320368 SLIT and NTRK-like family, mem||SLITRK2||SLIT and NTR
-1.72716816 84632 NM_032550 Hs.501106 KIAA1914 ||KIAA1914||
-1.34395725 84639 NM_032556 Hs.306974 Interleukin 1 family, member 10 ||IL1F10||Interleukin 1 fam
-0.51366694 84641 NM_032558 Hs.13453 Hypothetical protein FLJ14753 ||FLJ14753||hypothetical p
1.19253401 84645 NM_032561 Hs.517612 Chromosome 22 open reading f ||C22orf23||Chromosome 
-0.92425006 84647 NM_032562 Hs.333175 Phospholipase A2, group XIIB ||PLA2G12B||phospholipa
-1.36220539 84649 NM_032564 Hs.334305 Diacylglycerol O-acyltransferase||DGAT2||DIACYLGLYCE
-1.30746097 84650 NM_032565 Hs.433278 Emopamil binding protein-like ||EBPL||Emopamil binding
-1.04286296 84651 NM_032566 Hs.244569 Esophagus cancer-related gene||ECG2||Esophagus cance
-1.12497958 84654 NM_032567 Hs.519403 Likely ortholog of mouse sperma||SPZ1||likely ortholog of m
-0.77826495 84656 NM_032569 Hs.387255 Cytokine-like nuclear factor n-pa||N-PAC||Cytokine-like nuc
0.07939756 84659 NM_032572 Hs.525206 Ribonuclease, RNase A family, ||RNASE7||ribonuclease, R
-0.67790019 84660 NM_032573 Hs.229830 Testis-specific protein TSP-NY ||TSP-NY||testis-specific p
-1.02461482 84661 NM_032574 Hs.531788 Dpy-30-like protein ||LOC84661||Dpy-30-like p
-1.07935924 84663 NM_032576 Hs.145010 Chromosome Y open reading fra||CYorf15B||chromosome 
-0.87862971 84664 NM_032577
-0.39505404 84665 NM_032578 Hs.55205 Myopalladin ||Myopalladin||MYPN||
-0.4954188 84666 NM_032579 Hs.307047 Resistin like beta ||FIZZ2||RETNLB||RELMB
-0.74176868 84668 NM_032581 Hs.85603 Down-regulated by Ctnnb1, a ||DRCTNNB1A||down-reg
-0.50454287 84669 NM_032582 Hs.132868 Ubiquitin specific protease 32 ||USP10||USP32||NY-REN
-0.9424982 84675 NM_033058 Hs.85524 Tripartite motif-containing 55 ||TRIM55||RNF29||MURF2



-0.90600192 84676 NM_032588 Hs.279709 Tripartite motif-containing 63 ||TRIM63||RNF28||MURF1
-0.69614833 84677 NM_032589 Hs.192371 Down syndrome critical region g||DSCR8||Down syndrome
0.10676977 84678 NM_032590 Hs.524800 F-box and leucine-rich repeat pr||FBL10||CXXC2||FBXL10
-0.69614833 84679 NM_032591 Hs.496057 Solute carrier family 9 (sodium/h||SLC9A7||NHE7||SODIUM
-1.07023517 84680 NM_032592 Hs.126706 1-aminocyclopropane-1-carboxy||PHACS||ACC SYNTHAS
-0.7052724 84681 NM_032593 Hs.70573 Histidine triad nucleotide binding||HINT2||Histidine triad nu
-0.7052724 84688 NM_032596 Hs.50334 Chromosome 9 open reading fra||C9orf24||Chromosome 9
-0.76914088 84690 NM_032598 Hs.351068 Testes development-related NY ||NYD-SP20||testes develo
-0.5866595 84691 NM_032599 Hs.131098 Testes development-related NY ||NYD-SP18||testes develo
-0.66877612 84692 NM_032600 Hs.164799 Testes development-related NY ||NYD-SP17||testes develo
-0.4680466 84693 NM_032601 Hs.94949 Methylmalonyl CoA epimerase ||MCEE||METHYLMALON
-1.07935924 84694 NM_032602 Hs.334499 Connexin 62 ||CX62||Connexin 62||
-0.44067439 84698 NM_032606 Hs.407154 Calcyphosphine 2 ||CAPS2||Calcyphosphine
-0.95162227 84699 NM_032607 Hs.247744 CAMP responsive element bind ||CREB3L3||cAMP respon
-0.62315577 84700 NM_032608 Hs.417959 Myosin XVIIIB ||MYO18B||myosin XVIIIB
-0.65052798 84701 NM_032609 Hs.277101 Cytochrome c oxidase subunit IV||COX4I2||COX4-2||COX I
-0.73264461 84705 NM_032620 Hs.334885 GTP binding protein 3 (mitochon||GTPBP3||GTP-BINDING
-1.00636668 84706 NM_133443 Hs.460693 Glutamic pyruvate transaminase||ALT2||GPT2||ALANINE A
0.40786405 84707 NM_032621 Hs.398989 Brain expressed X-linked 2 ||BEX2||brain expressed X
-0.72352054 84709 NM_032623 Hs.154140 Ovary-specific acidic protein ||OSAP||Ovary-specific ac
0.56297323 84717 NM_032631 Hs.43071 Hepatoma-derived growth factor||HDGF2||Hepatoma-deriv
0.25275488 84719 XM_378183
-0.80563716 84720 NM_032634 Hs.522099 Phosphatidylinositol glycan, clas||PIGO||phosphatidylinosit
0.23450674 84725 NM_032639 Hs.233495 Pleckstrin homology domain con||FAPP2||PLEKHA8||PHO
-0.62315577 84727 NM_032641 Hs.479856 Likely ortholog of mouse gene ri ||GRCC9||likely ortholog o
0.10676977 84730 NM_032644 Hs.275711 Peroxisome proliferative activate||PPARA||PEROXISOME 
-1.08848331 84733 NM_032647 Hs.368410 Chromobox homolog 2 (Pc class||MGC10561||CBX2||M33,
-0.54103915 84735 NM_032649 Hs.400613 Carnosine dipeptidase 1 (metall ||CNDP1||carnosine dipep
-0.93337413 84740 XM_378193
-0.09395976 84750 NM_032664 Hs.458713 Fucosyltransferase 10 (alpha (1 ||FUT10||Fucosyltransfera
-0.52279101 84752 NM_033309 Hs.549216 Hypothetical protein MGC4655 ||MGC4655||hypothetical p
0.95530821 84765 NM_032679 Hs.148322 Zinc finger protein 577 ||ZNF577||Zinc finger prot
-0.90600192 84766 NM_032680 Hs.504534 Hypothetical gene supported by ||||CXorf10||Hypothetical g
-0.8238853 84767 NM_032681 Hs.326734 Tripartite motif-containing 51 ||TRIM51||Tripartite motif-
-0.65965205 84769 NM_032683 Hs.515254 Hypothetical protein MGC12972||FKSG24||hypothetical pr
0.00640501 84773 NM_032687 Hs.459379 Cysteine and histidine rich 1 ||CYHR1||Cysteine and his
-1.23446842 84775 NM_032689 Hs.334518 Zinc finger protein 607 ||ZNF607||Zinc finger prot
-0.32206149 84790 NM_032704 Hs.436035 Tubulin alpha 6 ||TUBA6||Tubulin alpha 6|
-0.34030963 84791 NM_032705 Hs.523932 Hypothetical protein MGC14801||MGC14801||hypothetical
-0.61403171 84792 NM_032706 Hs.7980 Hypothetical protein MGC12966||MGC12966||hypothetical
-0.16695231 84795 NM_032709 Hs.238303 Chromosome 10 open reading f ||C10orf33||Chromosome 
-0.18520045 84796 NM_032710 Hs.303653 Hypothetical protein MGC13053||MGC13053||hypothetical
-0.51366694 84797 NM_032711 Hs.252229 V-maf musculoaponeurotic fibro||MAFG||v-maf musculoap
-0.89687785 84798 NM_199249 Hs.256301 Multidrug resistance-related pro ||MGC13170||Multidrug re
-0.8238853 84803 NM_032717 Hs.99196 Hypothetical protein MGC11324||MGC11324||hypothetical
-0.79651309 84804 NM_032718 Hs.98798 Hypothetical protein MGC11332||MGC11332||hypothetical
-0.64140391 84807 NM_032721 Hs.466531 T-cell activation NFKB-like prote||TA-NFKBH||T-cell activa
-1.18884807 84808 XM_372194 Hs.271462 Hypothetical protein MGC13275||MGC13275||hypothetical
-0.83300937 84811 NM_032725 Hs.437341 Hypothetical protein MGC13125||MGC13125||hypothetical
-0.78738902 84812 NM_032726 Hs.549218 Phospholipase C, delta 4 ||PLCD4||PHOSPHOLIPA
-0.65965205 84814 NM_032728 Hs.134292 Chromosome 9 open reading fra||C9orf67||Chromosome 9



-0.0209672 84816 NM_032730 Hs.155839 Reticulon 4 interacting protein 1 ||RTN4IP1||Reticulon 4 int
-1.01549075 84817 NM_032731 Hs.408236 Thioredoxin-like 5 ||TXNL5||Thioredoxin-like 
-0.65052798 84818 NM_032732 Hs.129959 Interleukin 17 receptor C ||IL17RC||interleukin 17 re
-0.69614833 84821 NM_032735 Hs.412421 Hypothetical protein MGC13168||MGC13168||hypothetical
-1.56293491 84826 NM_032740 Hs.345849 Hypothetical protein MGC5391 ||MGC5391||hypothetical p
-0.72352054 84830 NM_032744 Hs.126409 Chromosome 6 open reading fra||C6orf105||Chromosome 
-1.2983369 84833 NM_032747 Hs.500921 Upregulated during skeletal mus||USMG5||Upregulated du
-1.07023517 84836 NM_032750 Hs.420796 Hypothetical protein MGC15429||MGC15429||hypothetical
-0.67790019 84838 NM_032752 Hs.157277 Zinc finger protein 496 ||ZNF496||Zinc finger prot
-0.80563716 84839 NM_032753 Hs.532691 Hypothetical protein MGC15631||MGC15631||hypothetical
0.22538267 84841 XM_378186
-0.61403171 84842 NM_032756 Hs.162717 Hypothetical protein MGC15668||MGC15668||hypothetical
-1.24359249 84843 XM_378189
-1.11585552 84844 NM_032758 Hs.474980 PHD finger protein 5A ||PHF5A||PHD finger prote
-0.96987041 84847 NM_032761
-1.02461482 84848 NM_032762
-0.4954188 84851 NM_032765 Hs.458412 Tripartite motif-containing 52 ||TRIM52||Tripartite motif-
0.59946951 84856 NM_032770 Hs.55977 Hypothetical protein MGC16291||MGC16291||hypothetical
0.20713453 84858 NM_032772 Hs.195710 Zinc finger protein 503 ||ZNF503||Zinc finger prot
0.60859358 84859 NM_032773 Hs.518414 Leucine-rich repeats and calpon||LRCH3||leucine-rich repe
-0.24906893 84861 NM_032775 Hs.517419 Kelch-like ||KLHL22||Kelch-like||KEL
-0.30381335 84864 NM_153182 Hs.476972 MYC induced nuclear antigen ||MINA||MYC induced nuc
-0.26731707 84865 NM_032779 Hs.430199 Hypothetical protein FLJ14397 ||FLJ14397||hypothetical p
0.01552907 84869 NM_032783 Hs.481166 Carbonic reductase 4 ||CBR4||Carbonic reducta
0.06114942 84870 NM_032784 Hs.135254 Thrombospondin, type I, domain||THSD2||thrombospondin
-0.18520045 84871 NM_032785 Hs.144875 Hypothetical protein FLJ14442 ||FLJ14442||AGBL4||Hypo
-0.57753543 84872 NM_032786 Hs.528696 Hypothetical protein FLJ14451 ||FLJ14451||ZC3HDC10||H
-0.51366694 84874 NM_032788 Hs.274414 Zinc finger protein 514 ||ZNF514||Zinc finger prot
-0.78738902 84875 XM_378197
-0.65965205 84876 NM_032790 Hs.55148 Hypothetical protein FLJ14466 ||FLJ14466||hypothetical p
-0.56841136 84878 NM_032792 Hs.515662 Zinc finger protein 499 ||ZNF499||Zinc finger prot
-0.50454287 84879 NM_032793 Hs.75668 Hypothetical protein FLJ14490 ||FLJ14490||hypothetical p
-0.65965205 84881 NM_032795 Hs.150458 RNA pseudouridylate synthase d||RPUSD4||FLJ14494||RN
-0.51366694 84885 NM_032799 Hs.133122 Zinc finger, DHHC domain conta||ZDHHC12||zinc finger, D
-0.83300937 84886 NM_032800 Hs.520494 Hypothetical protein FLJ14525 ||FLJ14525||hypothetical p
-0.81476123 84888 NM_032802 Hs.401537 Signal peptide peptidase-like 2A||IMP3||SPPL2A||SPP-LIK
-0.8238853 84889 NM_032803 Hs.175220 Solute carrier family 7 (cationic a||SLC7A3||CAT3||CATION
-0.78738902 84890 NM_032804 Hs.99821 Chromosome 10 open reading f ||C10orf22||Chromosome 
-1.05198703 84891 NM_032805 Hs.334515 Zinc finger protein 206 ||ZNF206||Zinc finger prot
-0.89687785 84892 NM_032806 Hs.12313 Glycosyltransferase ||AGO61||Glycosyltransfer
-0.55016322 84893 NM_032807 Hs.498543 F-box protein, helicase, 18 ||FBXO18||FBH1||F-BOX O
-1.01549075 84894 NM_032808 Hs.132344 Leucine rich repeat neuronal 6A||||LRRN6A||Leucine rich r
-0.81476123 84895 NM_032809 Hs.325309 Chromosome 9 open reading fra||C9orf54||Chromosome 9
-0.9424982 84896 NM_032810 Hs.435948 ATPase family, AAA domain con||ATAD1||ATPase family, A
-1.05198703 84897 NM_032811 Hs.436410 Transforming growth factor beta||TBRG1||Transforming gr
-1.10673145 84898 NM_032812 Hs.549220 Plexin domain containing 2 ||TEM7R||PLXDC2||Plexin
-1.03373889 84899 NM_032813 Hs.190983 Hypothetical protein FLJ14624 ||FLJ14624||hypothetical p
-0.14870417 84900 NM_032814 Hs.437195 Hypothetical protein FLJ14627 ||FLJ14627||hypothetical p
-0.63227984 84901 NM_032815 Hs.513470 Nuclear factor of activated T-cel ||NFATC2IP||nuclear facto
-0.76001681 84902 NM_032816 Hs.317590 Hypothetical protein FLJ14640 ||FLJ14640||hypothetical p
-0.12133196 84903 NM_032817 Hs.498586 Inter-alpha (globulin) inhibitor H5||ITIH5||inter-alpha (globul



-1.00636668 84905 NM_032819 Hs.516989 Zinc finger protein 341 ||ZNF341||Zinc finger prot
-1.20709621 84908 NM_032822 Hs.516077 Hypothetical protein FLJ14668 ||FLJ14668||hypothetical p
-1.03373889 84910 NM_032824 Hs.469690 Hypothetical protein FLJ14681 ||FLJ14681||hypothetical p
-1.09760738 84911 NM_032825 Hs.138297 Zinc finger protein 382 ||ZNF382||Zinc finger prot
-1.179724 84912 NM_032826 Hs.490181 Solute carrier family 35, membe||SLC35B4||solute carrier 

-1.01549075 84915 NM_032829 Hs.144655 Hypothetical protein FLJ14721 ||FLJ14721||hypothetical p
-0.39505404 84922 NM_032836 Hs.515617 Hypothetical protein FLJ14768 ||FIZ1||FLJ14768||hypothe
-0.45892253 84923 NM_032837 Hs.103555 Hypothetical protein FLJ14775 ||FLJ14775||hypothetical p
-0.52279101 84924 NM_032838 Hs.515372 Zinc finger protein 566 ||ZNF566||Zinc finger prot
-0.55016322 84926 NM_032840 Hs.343334 Hypothetical protein FLJ14800 ||FLJ14800||hypothetical p
-0.65052798 84928 NM_032842 Hs.267245 Hypothetical protein FLJ14803 ||FLJ14803||hypothetical p
-0.86038158 84929 NM_032843 Hs.133205 Fibrinogen C domain containing ||FIBCD1||fibrinogen C do
-1.21622028 84931 NM_032845 Hs.334519 Hypothetical protein FLJ14816 ||FLJ14816||hypothetical p
-0.81476123 84932 NM_032846 Hs.22399 RAB2B, member RAS oncogene||RAB2B||RAS FAMILY, M
-0.98811855 84933 NM_032847 Hs.521800 Hypothetical protein FLJ14825 ||FLJ14825||hypothetical p
-1.07935924 84934 NM_032848 Hs.524762 Hypothetical protein FLJ14827 ||FLJ14827||hypothetical p
0.27100301 84935 NM_032849 Hs.62905 Hypothetical protein FLJ14834 ||FLJ14834||hypothetical p
-0.31293742 84936 NM_032850 Hs.121676 Zinc finger, FYVE domain conta ||ZFYVE19||zinc finger, FY
0.13414198 84937 NM_032268 Hs.427284 Zinc and ring finger 1 ||ZNRF1||Zinc and ring fin
-0.10308383 84938 NM_032852 Hs.7353 APG4 autophagy 4 homolog C ( ||APG4C||APG4 autophag
-0.97899448 84939 NM_032853 Hs.515016 Melanoma associated antigen (m||MUM1||Melanoma assoc
-1.19797214 84940 NM_032854 Hs.143046 Coronin 6 ||CORO6||Coronin 6||
-1.35308132 84941 NM_032855 Hs.512797 Hematopoietic SH2 domain con ||ALX||HSH2D||HEMATOP
-1.11585552 84942 NM_032856 Hs.165736 Hypothetical protein FLJ14888 ||WDR73||FLJ14888||Hypo
-1.2983369 84944 NM_032858 Hs.180191 Hypothetical protein FLJ14904 ||FLJ14904||hypothetical p
-0.96074634 84945 NM_032859 Hs.183528 Chromosome 13 open reading f ||C13orf6||Chromosome 1
-0.0209672 84946 NM_032860 Hs.185675 Chromosome 6 open reading fra||C6orf93||Chromosome 6
-0.24906893 84947 NM_032861 Hs.154706 Serine active site containing 1 ||SERAC1||Serine active s
0.04290128 84948 NM_032862 Hs.71574 Tigger transposable element de ||TIGD5||Tigger transposa
0.63596579 84950 NM_032864 Hs.5301 Hypothetical protein FLJ14936 ||FLJ14936||PRPF38A||Hy
-0.53191508 84951 NM_032865 Hs.438292 C-terminal tensin-like ||CTEN||TNS4||C-terminal
-1.30746097 84952 NM_032866 Hs.148989 Cingulin-like 1 ||KIAA1749||FLJ14957||CG
-0.97899448 84953 NM_032867 Hs.128196 Hypothetical protein FLJ14966 ||FLJ14966||hypothetical p
-1.15235179 84954 NM_032868 Hs.321689 Hypothetical protein FLJ14981 ||FLJ14981||hypothetical p
-1.30746097 84955 NM_032869 Hs.550539 NudC domain containing 1 ||CML66||NUDCD1||IMMU
-1.11585552 84958 NM_032872 Hs.469175 Synaptotagmin-like 1 ||SYTL1||Synaptotagmin-l
-0.1122079 84959 NM_032873 Hs.444075 Cbl-interacting protein Sts-1 ||KIAA1959||STS1||p70||S
0.28925115 84744 NM_032658
0.46260847 84734 NM_032648 Hs.18449 Hypothetical protein MGC10820||MGC10820||C1orf90||Hy
0.26187895 84800 NM_032714 Hs.317821 Chromosome 14 open reading f ||C14orf151||Chromosome
0.19801046 84689 NM_032597 Hs.28514 Testes development-related NY ||NYD-SP21||testes develo
-0.41330218 84616 NM_032524 Hs.307022 Keratin associated protein 4-4 ||||KRTAP4-4||Keratin asso
-0.76001681 84779 XM_352953
-0.72352054 84648 NM_032563 Hs.244349 Late cornified envelope 3D ||LCE3D||late cornified env
-1.13410365 90861 NM_144570 Hs.513261 Chromosome 16 open reading f ||||C16orf34||Chromosome
-1.09760738 90864 NM_080861 Hs.7247 SPRY domain-containing SOCS||SSB3||SPRY domain-con
-1.79103664 84960 NM_032874 Hs.370555 KIAA1984 ||KIAA1984||
-2.02826244 84962 NM_198086 Hs.508910 Jub, ajuba homolog (Xenopus la||JUB||AJUBA, MOUSE, H
-1.04286296 84964 NM_032878 Hs.71941 Hypothetical protein MGC15677||MGC15677||hypothetical
-0.86950565 84966 NM_032880 Hs.212511 Hypothetical protein MGC15730||MGC15730||hypothetical
-0.83300937 84967 NM_032881 Hs.3496 LSM10, U7 small nuclear RNA a||LSM10||LSM10, U7 sma



-1.20709621 84968 NM_032882 Hs.533301 Paraneoplastic antigen like 6A ||PNMA6A||paraneoplastic
-0.86950565 84969 NM_032883 Hs.26608 Chromosome 20 open reading f ||C20orf100||Chromosome
-0.64140391 84970 NM_032884 Hs.194610 Hypothetical protein MGC15882||MGC15882||hypothetical
0.38049185 84971 NM_032885 Hs.512799 APG4 autophagy 4 homolog D ( ||APG4D||APG4 autophag
0.20713453 84972 NM_032886 Hs.534506 RNA binding motif protein 14 ||||MGC15912||RNA bindin
-0.17607638 84975 NM_032889 Hs.19210 Hypothetical protein MGC11308||MGC11308||hypothetical
-0.62315577 84976 NM_032890 Hs.528817 Dispatched homolog 1 (Drosoph||DISP1||dispatched homo
-1.14322772 84978 NM_032892 Hs.368399 Hypothetical protein MGC14161||MGC14161||hypothetical
-0.39505404 84984 NM_032898 Hs.334526 Hypothetical protein MGC14126||MGC14126||hypothetical
-0.1395801 84985 NM_032899 Hs.379821 Hypothetical protein MGC14128||BJ-TSA-9||hypothetical p
-0.40417811 84986 NM_032900 Hs.80305 Rho GTPase activating protein 1||ARHGAP19||Rho GTPas
-0.29468928 84987 NM_032901 Hs.388645 Hypothetical protein MGC14288||MGC14288||hypothetical
-0.20344859 84991 NM_032905 Hs.498548 RNA binding motif protein 17 ||SPF45||RBM17||SPLICIN
1.11041739 84992 NM_032906 Hs.26136 Hypothetical protein MGC14156||MGC14156||hypothetical
0.96443228 84993 NM_032907 Hs.334713 Ubiquitin-like 7 (bone marrow st ||BMSC-UbP||UBL7||Ubiqu
-0.86950565 85004 NM_032918 Hs.199487 RAS-like, estrogen-regulated, gr||RERG||RAS-like, estroge
-0.8238853 85006 NM_032920 Hs.284491 Pyridoxal (pyridoxine, vitamin B6||||PDXK||Pyridoxal (pyrido
-0.10308383 85007 NM_032921 Hs.550540 Hypothetical protein MGC15875||MGC15875||hypothetical
-0.3768059 85012 NM_032926 Hs.311776 Transcription elongation factor A||TCEAL3||transcription el
0.42611219 85013 NM_032927 Hs.12845 Hypothetical protein MGC13159||MGC13159||hypothetical
-0.55928729 85014 NM_032928 Hs.356744 Hypothetical protein MGC14141||MGC14141||hypothetical
0.17063825 85015 XM_371838 Hs.50678 Ubiquitin specific protease 45 ||USP45||Ubiquitin specific
0.8093231 85016 NM_032930 Hs.98328 Hypothetical protein MGC13040||MGC13040||hypothetical
0.17063825 85019 NM_032933 Hs.137562 Chromosome 18 open reading f ||C18orf45||Chromosome 
0.42611219 85021 NM_031922 Hs.334603 RALBP1 associated Eps domain||REPS1||RALBP1 associa
-0.15782824 85025 NM_032936 Hs.19025 Chromosome 7 open reading fra||C7orf35||Chromosome 7
-1.12497958 85026 NM_032937 Hs.522520 Chromosome 9 open reading fra||C9orf37||Chromosome 9
-0.40417811 85028 XM_378848 Hs.528699 PNAS-123 ||LOC85028||PNAS-123||C
-0.35855777 85235 NM_080596 Hs.352225 Histone 1, H2ai ||||HIST1H2AI||Histone 1, 
-0.04833941 85236 NM_080593 Hs.437275 Histone 1, H2bk ||HIST1H2BK||histone 1, H
0.20713453 85285 NM_033060 Hs.534508 Keratin associated protein 4-10 ||KRTAP4-10||Keratin ass
-0.21257266 85286 XM_373731
-0.00271906 85293 NM_033185 Hs.307025 Keratin associated protein 3-3 ||KRTAP3-3||Keratin asso
0.52647695 85300 NM_033064 Hs.418055 Ataxia, cerebellar, Cayman type ||ATCAY||KIAA1872||ataxi
0.73633055 85301 NM_032888 Hs.494892 Collagen, type XXVII, alpha 1 ||COL27A1||KIAA1870||CO
-0.44067439 85302 XM_371079 Hs.514494 Fas (TNFRSF6) binding factor 1||FBF1||Fas (TNFRSF6) b
-0.55928729 85313 NM_139126 Hs.551568 Peptidylprolyl isomerase (cyclop||PPIL4||PEPTIDYL-PROL
-0.12133196 85315 NM_133367 Hs.239388 Chromosome 6 open reading fra||LMPB1||PAQR8||MPRB|
0.15239011 85318 NM_182481 Hs.512660 B melanoma antigen ||||BAGE||B melanoma ant
-0.17607638 85319 NM_182482 Hs.512660 B melanoma antigen ||||BAGE||B melanoma ant
-0.04833941 85352 XM_376018 Hs.6829 KIAA1644 protein ||KIAA1644||KIAA1644 pro
0.48998068 85359 NM_033257 Hs.410965 DiGeorge syndrome critical regio||DGCR6L||DiGeorge synd
-0.03009127 85362 NM_152302 Hs.15783 Chromosome 20 open reading f ||C20orf158||Chromosome
1.1651618 85363 NM_033034 Hs.370515 Tripartite motif-containing 5 ||||TRIM5||Tripartite motif-c
0.04290128 85364 NM_033089 Hs.28608 Zinc finger, CCHC domain conta||ZCCHC3||zinc finger, CC
0.07027349 85369 NM_033088 Hs.169577 Family with sequence similarity 4||FAM40A||family with seq
-0.41330218 85376 XM_036936 Hs.534981 Similar to hypothetical protein ||||na||Similar to hypothetic
0.12501791 85377 NM_033386 Hs.517610 MICAL-like 1 ||MICAL-L1||MICAL-like 1
0.2162586 85378 NM_020461 Hs.336431 Tubulin, gamma complex assoc ||TUBGCP6||Tubulin, gam

-0.12133196 85379 XM_371461 Hs.419171 KIAA1671 protein ||KIAA1671||KIAA1671 pro
-0.65965205 85395 NM_058190 Hs.410830 Chromosome 21 open reading f ||C21orf70||Chromosome 



0.30749929 85397 NM_033345 Hs.458417 Regulator of G-protein signalling||RGS8||regulator of G-pro
0.98268042 85403 NM_033083 Hs.474479 ELL associated factor 1 ||EAF1||ELL-ASSOCIATE
0.60859358 85407 NM_033119 Hs.298434 Naked cuticle homolog 1 (Droso||||NKD1||Naked cuticle ho
0.62684172 85409 NM_033120 Hs.240951 Naked cuticle homolog 2 (Droso||NKD2||naked cuticle hom
-1.21622028 85411 NM_033069 Hs.551569 Chromosome 6 open reading fra||C6orf114||Chromosome 
-0.5866595 85413 NM_033125 Hs.520319 Solute carrier family 22 (organic ||CT2||SLC22A16||FLIPT2
1.01005263 85414 NM_033102 Hs.278695 Prostate cancer associated prot ||||PCANAP6||Prostate can
-0.30381335 85415 NM_033103 Hs.466435 Rhophilin, Rho GTPase binding ||RHPN2||rhophilin, Rho G
-0.05746348 85416 NM_033132 Hs.508570 Zic family member 5 (odd-paired||ZIC5||Zic family member
0.16151418 85437 NM_033114 Hs.505295 MADP-1 protein ||MADP-1||MADP-1 protei
0.64508985 85438 NM_033122 Hs.120316 Testis development protein NYD||NYD-SP26||testis develo
0.46260847 85439 NM_033104 Hs.14248 Stonin 2 ||STN2||STNB||Stonin 2||S
1.0465489 85440 NM_033407 Hs.406156 Dedicator of cytokinesis 7 ||DOCK7||Dedicator of cyt
0.14326604 85442 NM_033404 Hs.530685 Kinase non-catalytic C-lobe dom||KNDC1||kinase non-cata
-0.52279101 85444 XM_045086
-0.17607638 85445 NM_033401 Hs.461389 Contactin associated protein-like||CNTNAP4||Contactin ass
0.51735288 85446 XM_033370
-0.00271906 85449 XM_028810 Hs.472690 KIAA1755 protein ||KIAA1755||KIAA1755 pro
0.27100301 85450 NM_033397 Hs.523252 KIAA1754 ||KIAA1754||
0.29837522 85451 XM_036115 Hs.553553 Zinc finger CCCH type domain c||ZC3HDC5||zinc finger CC
0.48085661 85452 XM_372193 Hs.232092 KIAA1751 protein ||KIAA1751||KIAA1751 pro
0.38049185 85455 NM_033510 Hs.355645 Dispatched homolog 2 (Drosoph||KIAA1742||DISP2||DISPB
0.67246206 85456 NM_033396 Hs.530730 Tankyrase 1 binding protein 1, 1||KIAA1741||TAB182||TNK
0.52647695 85457 NM_033426 Hs.22452 KIAA1737 ||KIAA1737||
1.02830076 85458 XM_290496

1.849467 85459 XM_374922 Hs.458418 KIAA1731 protein ||KIAA1731||KIAA1731 pro
0.62684172 85460 XM_114418
0.4534844 85461 XM_043492
0.68158613 85462 XM_034262
1.07392111 85463 XM_370654 Hs.376289 KIAA1726 protein ||KIAA1726||KIAA1726 pro
0.43523626 85465 XM_371484
1.00092856 85476 NM_024996 Hs.518355 G elongation factor, mitochondr ||EFG1||GFM1||MITOCHO
1.03742483 85477 NM_033128 Hs.549223 Scinderin ||Scinderin||SCIN||
1.76735038 85478 NM_033124 Hs.512805 NYD-SP28 protein ||NYD-SP28||NYD-SP28 p
-1.34395725 85479 NM_033105 Hs.491885 DnaJ (Hsp40) homolog, subfam||DNAJC5B||DnaJ (Hsp40
-1.35308132 85480 NM_033035 Hs.389874 Thymic stromal lymphopoietin ||TSLP||Thymic stromal ly
-0.19432452 85508 NM_033129 Hs.355284 Chromosome 20 open reading f ||||SCRT2||Chromosome 2
-1.7454163 85569 NM_033106 Hs.283915 Galanin-like peptide precursor ||GALP||Galanin-like pepti
-1.23446842 85865 NM_033107 Hs.489052 Hypothetical protein BC004923 ||LOC85865||hypothetical 
-1.4169498 87178 NM_033109 Hs.388733 Polyribonucleotide nucleotidyltra||PNPT1||Polyribonucleotid
-1.30746097 87769 XM_373431 Hs.350868 Hypothetical protein BC004360 ||LOC87769||hypothetical 
-1.17059993 88455 NM_033121 Hs.528703 Ankyrin repeat domain 13 ||ANKRD13||Ankyrin repea
-0.3494337 88523 NM_033111 Hs.507680 Phosphonoformate immuno-ass||||PFAAP5||Phosphonofor
-0.48629474 88745 NM_033112 Hs.309231 Chromosome 6 open reading fra||C6orf153||Chromosome 
-1.07935924 89122 NM_033017 Hs.50749 Tripartite motif-containing 4 ||TRIM4||Tripartite motif-c
-1.22534435 89231 XM_376590
-1.45344608 89765 NM_080860 Hs.145925 Testis specific A2 homolog (mou||TSGA2||TSA2||MEICHRO
-1.46257015 89777 NM_080474 Hs.348541 Serine (or cysteine) proteinase i ||SERPINB12||serine (or c
-1.5355627 89778 NM_080475 Hs.350958 Serine (or cysteine) proteinase i ||SERPINB11||serine (or c
-1.68154781 89790 NM_033130 Hs.284813 Sialic acid binding Ig-like lectin 1||SIGLEC10||SIALIC ACID
-1.19797214 89792 NM_033036 Hs.208343 Galactose-3-O-sulfotransferase ||GAL3ST2||GAL3ST3||ga



-1.15235179 89795 NM_014903 Hs.306322 Neuron navigator 3 ||NAV3||Neuron navigator 
-0.43155032 89796 NM_020443 Hs.497369 Neuron navigator 1 ||NAV1||Neuron navigator 
-0.57753543 89797 NM_145117 Hs.502116 Neuron navigator 2 ||RAINB1||NAV2||KIAA141
-1.23446842 89801 XM_372210
-1.15235179 89822 NM_031460 Hs.162282 Potassium channel, subfamily K||KCNK17||TASK4||TALK2
-1.03373889 89846 NM_033086 Hs.411081 FYVE, RhoGEF and PH domain||FGD3||FYVE, RhoGEF a
-1.16147586 89848 NM_033449 Hs.120094 FCH and double SH3 domains 1||FCHSD1||FCH and doub
-0.99724262 89849 XM_058426
-1.43519794 89853 XM_088525
-1.02461482 89857 NM_130446 Hs.333181 Kelch-like 6 (Drosophila) ||KLHL6||kelch-like 6 (Dro
-1.03373889 89866 NM_033127 Hs.451846 Regucalcin gene promotor regio||RGPR||Regucalcin gene
-0.7052724 89869 NM_033123 Hs.97542 Phospholipase C, zeta 1 ||PLCZ1||PHOSPHOLIPA
-0.4680466 89870 NM_033229 Hs.309602 Tripartite motif-containing 15 ||TRIM15||Tripartite motif-
-1.19797214 89872 NM_080429 Hs.259048 Aquaporin 10 ||AQP10||Aquaporin 10||
-1.16147586 89874 NM_030631 Hs.134544 Solute carrier family 25 (mitocho||ODC||SLC25A21||Solute
-1.24359249 89885 NM_033085 Hs.301960 Fetal and adult testis expressed ||FATE1||FETAL AND AD
-0.96987041 89886 NM_033438 Hs.99068 SLAM family member 9 ||CD2F10||SLAMF9||SLAM
-1.37132946 89887 XM_058964
-1.19797214 89890 NM_152903 Hs.534040 Kelch repeat and BTB (POZ) do||KBTBD6||kelch repeat an
-0.72352054 89891 NM_052844 Hs.495240 WD repeat domain 34 ||WDR34||WD repeat dom
-1.04286296 89894 NM_138341 Hs.506815 Hypothetical protein BC000282 ||LOC89894||hypothetical 
-1.179724 89927 NM_033201 Hs.460095 Chromosome 16 open reading f ||C16orf45||Chromosome 

-0.62315577 89932 XM_370765
-1.13410365 89941 NM_138769 Hs.513242 Ras homolog gene family, mem ||RHOT2||ras homolog ge
-1.05198703 89944 NM_138342 Hs.436178 Hypothetical protein BC008326 ||LOC89944||hypothetical 
-1.08848331 89953 NM_138343 Hs.408062 Kinesin-like 8 ||KNSL8||Kinesin-like 8||
-0.86950565 89958 NM_178448 Hs.19322 Chromosome 9 open reading fra||C9orf140||Chromosome 
-1.07935924 89978 NM_080650 Hs.107196 Similar to RIKEN cDNA 573042 ||MGC14798||similar to RI
-1.39870166 90007 XM_028067
-1.28008876 90011 XM_372747
-0.92425006 90019 NM_138567 Hs.161031 Synaptotagmin VIII ||SYT8||SYNAPTOTAGMI
-1.17059993 90025 NM_198920 Hs.148609 Chromosome 6 open reading fra||C6orf157||Chromosome 
-1.19797214 90050 NM_138344 Hs.525550 Chromosome 14 open reading f ||C14orf152||Chromosome
-1.13410365 90060 NM_033626 Hs.522643 JM11 protein ||JM11||JM11 protein||
-0.95162227 90070 NM_033277 Hs.307096 Lacritin ||Lacritin||LACRT||
-1.44432201 90075 NM_194325 Hs.135052 Zinc finger protein 30 (KOX 28) ||ZNF30||zinc finger protei
-1.0611111 90102 NM_145753 Hs.477114 Pleckstrin homology-like domain||PHLDB2||pleckstrin hom
-0.7052724 90113 XM_291077 Hs.551570 Hypothetical protein BC009862 ||LOC90113||hypothetical 
-1.38957759 90120 XM_379680
-1.19797214 90121 NM_058163 Hs.522662 Hypothetical protein DT1P1A10 ||RP1-112K5.2||DT1P1A1
-1.61767933 90133 XM_029323 Hs.101651 Keratin 8-like 2 ||KRT8L2||LOC90133||Ker
-1.18884807 90135 NM_033271 Hs.7367 BTB (POZ) domain containing 6||BTBD6||BTB (POZ) dom
-0.81476123 90139 NM_130783 Hs.385634 Tetraspanin 18 ||TSPAN18||LOC90139||T
-1.13410365 90141 NM_145231 Hs.123232 Chromosome 14 open reading f ||C14orf143||Chromosome
-0.66877612 90161 NM_147174 Hs.385956 Heparan sulfate 6-O-sulfotransfe||HS6ST2||heparan sulfate
-0.43155032 90167 NM_194277 Hs.170776 Hypothetical protein LOC90167 ||LOC90167||hypothetical 
-0.30381335 90187 NM_052846 Hs.25897 Elastin microfibril interfacer 3 ||EMILIN3||Elastin microfib
-0.7052724 90198 NM_178121 Hs.110783 HBV pre-s2 binding protein 1 ||SBP1||HBV pre-s2 bindin
-1.01549075 90199 NM_130896 Hs.116128 WAP four-disulfide core domain ||WFDC8||WAP four-disul
-1.11585552 90203 NM_033421 Hs.472854 Chromosome 20 open reading f ||C20orf161||Chromosome
-0.69614833 90204 NM_080603 Hs.517075 Zinc finger, SWIM domain conta||ZSWIM1||zinc finger, SW



-0.96074634 90226 NM_033199 Hs.512819 Urocortin 2 ||UCN2||SRP||URP||Uroco
-0.71439647 90231 NM_138346 Hs.520094 Hypothetical protein MGC33867||MGC33867||hypothetical
-0.0209672 90233 NM_138347 Hs.184846 Zinc finger protein 551 ||ZNF551||Zinc finger prot
-0.43155032 90249 XM_030300
-0.14870417 90268 NM_138348 Hs.406335 Hypothetical protein BC007706 ||LOC90268||hypothetical 
-0.23994487 90271 XM_030445
-0.41330218 90273 NM_033543 Hs.549225 Carcinoembryonic antigen-relate||R29124_1||Carcinoembr
-0.45892253 90288 NM_207307 Hs.350700 Hypothetical protein LOC90288 ||LOC90288||hypothetical 
-0.42242625 90293 NM_033495 Hs.348262 Kelch-like 13 (Drosophila) ||KLHL13||kelch-like 13 (D
-0.21257266 90313 NM_138349 Hs.514050 Hypothetical protein BC004507 ||LOC90313||hypothetical 
-0.87862971 90317 XM_030892
-0.10308383 90321 XM_030896
-1.19797214 90324 NM_052848 Hs.437497 Hypothetical protein MGC20255||MGC20255||hypothetical
-1.13410365 90326 NM_138350 Hs.9933 THAP domain containing, apopt ||THAP3||THAP domain c
-0.96074634 90332 NM_138568 Hs.337557 Protein 7 transactivated by hepa||XTP7||protein 7 transact
-1.02461482 90333 XM_030958
-1.07935924 90342 XM_031009 Hs.534025 Similar to fer-1 like protein 3 ||LOC90342||Similar to fer
-0.67790019 90353 NM_145232 Hs.148425 LOC90353 ||LOC90353||
-1.45344608 90355 NM_033211 Hs.482976 Hypothetical gene supported by ||LOC90355||hypothetical 
-0.7052724 90362 NM_147189 Hs.154652 Hypothetical protein MGC39325||MGC39325||hypothetical
-0.96074634 90378 NM_138352 Hs.140309 Sterile alpha motif domain conta||SAMD1||Sterile alpha mo
-0.96987041 90379 XM_373433 Hs.443636 Hypothetical protein BC002926 ||LOC90379||hypothetical 
-0.04833941 90381 NM_152259 Hs.441708 Leucine-rich repeat kinase 1 ||MGC45866||Leucine-rich
-0.51366694 90390 NM_080651 Hs.492612 Thyroid hormone receptor assoc||THRAP6||Thyroid hormo
-0.78738902 90407 NM_080652 Hs.549226 Transmembrane protein 41A ||TMEM41A||transmembra
-1.00636668 90410 NM_174887 Hs.4187 Intraflagellar transport protein IF||LOC90410||intraflagellar 
-1.26184062 90411 NM_139279 Hs.293689 Multiple coagulation factor defic ||MCFD2||Multiple coagula
-0.47717067 90416 NM_052849 Hs.146520 Hypothetical protein MGC20481||MGC20481||hypothetical
-0.98811855 90417 XM_031561
-1.00636668 90423 NM_080653 Hs.534515 ATPase, H+ transporting, lysoso||ATP6V1E2||ATPase, H+
-1.26184062 90427 NM_033503 Hs.386140 Bcl2 modifying factor ||BMF||BCL2-MODIFYING
-0.57753543 90441 NM_033414 Hs.60300 Zinc finger protein 622 ||ZPR9||ZNF622||Zinc fing
-0.34030963 90462 NM_183238 Hs.29698 Zinc finger protein 605 ||ZNF605||Zinc finger prot
-0.55928729 90488 NM_152261 Hs.257664 Hypothetical protein MGC17943||MGC17943||hypothetical
-0.36768183 90499 XM_376094
-0.19432452 90506 NM_033413 Hs.130767 Hypothetical gene MGC16309 ||MGC16309||LRRC46||Hy
-0.50454287 90507 NM_138355 Hs.239718 Secernin 2 ||SCRN2||Secernin 2||
-0.30381335 90520 XM_379528
-0.79651309 90522 NM_033557 Hs.280741 Yip1 interacting factor homolog ||YIF1B||LOC90522||Yip1 
-1.11585552 90523 NM_138569 Hs.485588 Chromosome 6 open reading fra||C6orf142||Chromosome 
-0.80563716 90525 XM_032304
-0.83300937 90527 NM_144565 Hs.356664 Homolog of Drosophila Numb-in||NIP||homolog of Drosoph
-0.3494337 90529 NM_178122 Hs.403187 Hypothetical protein LOC90529 ||LOC90529||hypothetical 
-0.92425006 90550 NM_138357 Hs.128021 Chromosome 10 open reading f ||C10orf42||Chromosome 
-0.86038158 90576 XM_032678
-0.66877612 90580 NM_138358 Hs.164026 Hypothetical protein BC011833 ||LOC90580||hypothetical 
-1.10673145 90589 NM_145233 Hs.528709 Zinc finger protein 625 ||ZNF625||Zinc finger prot
-0.8238853 90592 XM_375569
-0.04833941 90594 NM_152262 Hs.528731 Zinc finger protein 439 ||ZNF439||Zinc finger prot
-1.15235179 90624 NM_181705 Hs.115467 Hypothetical protein LOC90624 ||LOC90624||hypothetical 
-0.85125751 90627 NM_052851 Hs.507704 START domain containing 13 ||STARD13||START doma



-0.73264461 90637 NM_182491 Hs.116567 Hypothetical protein LOC90637 ||LOC90637||hypothetical 
-0.67790019 90649 XM_371152 Hs.515691 Zinc finger protein 486 ||ZNF486||Zinc finger prot
-0.24906893 90665 NM_033284 Hs.436900 Transducin (beta)-like 1Y-linked ||TBL1Y||TRANSDUCIN-B
-1.12497958 90668 NM_138360 Hs.528711 Hypothetical protein BC008134 ||LOC90668||hypothetical 
-0.01184313 90678 NM_138361 Hs.495188 Leucine rich repeat and sterile a||LRSAM1||Leucine rich re
-1.23446842 90693 NM_138771 Hs.232296 Alpha-1,3(6)-mannosylglycoprot ||LOC90693||alpha-1,3(6)-
-1.26184062 90701 NM_033280 Hs.45107 SEC11-like 3 (S. cerevisiae) ||SEC11L3||SEC11-like 3 
1.19253401 90736 NM_138362 Hs.415414 Chromosome X open reading fr ||CXorf44||chromosome X
-1.37132946 90737 NM_130467 Hs.245431 P antigen family, member 5 (pro||PAGE-5||PAGE5||P antig
-0.55016322 90768 NM_178838 Hs.175465 Hypothetical protein LOC90768 ||MGC45800||hypothetical
-0.24906893 90780 NM_138300 Hs.533597 Pygopus homolog 2 (Drosophila||PYGO2||pygopus homolo
-0.73264461 90799 NM_138363 Hs.515009 Hypothetical protein BC009518 ||LOC90799||hypothetical 
-0.36768183 90806 NM_144567 Hs.157078 Similar to RIKEN cDNA 261030 ||LOC90806||similar to RIK
-0.54103915 90809 NM_144568 Hs.7001 Chromosome 14 open reading f ||C14orf9||Chromosome 1
-0.86038158 90826 NM_138364 Hs.29645 Hypothetical protein BC004337 ||LOC90826||hypothetical 
-0.22169673 90827 XM_291202 Hs.336957 Zinc finger protein 479 ||ZNF479||Zinc finger prot
-0.258193 90835 XM_373675

-0.96074634 90843 NM_153333 Hs.389734 Transcription elongation factor A||TCEAL8||transcription el
-0.08483569 90850 NM_178167 Hs.343828 Zinc finger protein 598 ||ZNF598||Zinc finger prot
-0.79651309 90853 NM_144569 Hs.62604 SPOC domain containing 1 ||SPOCD1||SPOC domain
-0.16695231 85317 NM_181704 Hs.270492 B melanoma antigen family, me ||||MLL3||B melanoma anti
0.27100301 90816 NM_033548 Hs.386264 Zinc finger protein 273 ||||ZNF273||Zinc finger pro
-0.15782824 85002 NM_032916 Hs.458413 Hypothetical protein MGC16279||MGC16279||hypothetical
-0.35855777 85027 NM_032947 Hs.29444 Putative small membrane protei ||NID67||NGF-INDUCED D
-0.33118556 90861 NM_144570 Hs.513261 Chromosome 16 open reading f ||||C16orf34||Chromosome
0.12501791 85294 NM_033184 Hs.406714 Keratin associated protein 2-4 ||KRTAP2-4||Keratin asso
-1.19797214 85282 NM_033059 Hs.307015 Keratin associated protein 4-14 ||KRTAP4-14||Keratin ass
-0.79651309 85291 NM_033062 Hs.380165 Keratin associated protein 4-2 ||KRTAP4-2||Keratin asso
-0.54103915 85289 NM_033188 Hs.514863 Keratin associated protein 4-5 ||KRTAP4-5||Keratin asso
-0.60490764 85287 NM_033061 Hs.380164 Keratin associated protein 4-7 ||KRTAP4-7||Keratin asso
-0.0209672 85280 NM_033191 Hs.528700 Keratin associated protein 9-4 ||KRTAP9-4||Keratin asso
-0.62315577 94121 NM_080737 Hs.522054 Synaptotagmin-like 4 (granuphil ||SYTL4||Synaptotagmin-l
-0.43155032 94122 NM_138780 Hs.97774 Synaptotagmin-like 5 ||SYTL5||Synaptotagmin-l
-0.3494337 94134 NM_018287 Hs.499264 Rho GTPase activating protein 1||ARHGAP12||Rho GTPas
-1.0611111 94137 NM_178857 Hs.33538 Retinitis pigmentosa 1-like 1 ||RP1L1||RP1-LIKE PROT
-1.13410365 94234 NM_033260 Hs.297452 Forkhead box Q1 ||FOXQ1||forkhead box Q
-1.59943119 94235 NM_033258 Hs.283961 Guanine nucleotide binding prot ||GNG8||guanine nucleotid
-0.65965205 94239 NM_201517 Hs.488189 H2A histone family, member V ||H2AFV||H2A histone fam
-0.65052798 94240 NM_033255 Hs.546467 Epithelial stromal interaction 1 (b||EPSTI1||Epithelial strom
-0.86038158 95681 NM_018718 Hs.368315 Testis specific, 14 ||TSGA14||Testis specific,
-1.14322772 96597 XM_378655 Hs.193857 Hypothetical protein LOC96597 ||LOC96597||hypothetical 
-0.81476123 96610 NM_080926 Hs.449601 Hypothetical protein similar to K ||LOC96610||hypothetical 
-0.65052798 96626 NM_033514 Hs.469633 LIM and senescent cell antigen- ||LIMS3||LIM and senesce
-0.43155032 103910 NM_033546 Hs.464472 Myosin regulatory light chain MR||MRLC2||myosin regulato
-0.26731707 112398 NM_053046 Hs.515417 Egl nine homolog 2 (C. elegans)||PHD1||HIFPH1||EGLN2|
-0.36768183 112399 NM_022073 Hs.135507 Egl nine homolog 3 (C. elegans)||PHD3||EGLN3||HIFPH3|
-1.15235179 112476 NM_145239 Hs.23650 Similar to lymphocyte antigen 6 ||LOC112476||similar to ly
-1.11585552 112479 NM_080663 Hs.248437 Similar to RIKEN cDNA 4933424||MGC16943||similar to RI
-0.91512599 112483 NM_133491 Hs.10846 Spermidine/spermine N1-acetylt||SAT2||spermidine/sperm
-0.89687785 112487 NM_080664 Hs.116014 Chromosome 14 open reading f ||C14orf126||Chromosome
-0.62315577 112495 NM_138408 Hs.418520 Chromosome 6 open reading fra||C6orf51||Chromosome 6



-0.87862971 112574 NM_052870 Hs.432755 Sorting nexin associated golgi p ||SNAG1||Sorting nexin as
-0.57753543 112609 NM_138409 Hs.370055 Chromosome 6 open reading fra||C6orf117||Chromosome 
-0.61403171 112611 NM_033411 Hs.528310 RWD domain containing 2 ||RWDD2||RWD domain c
-0.71439647 112714 NM_207312 Hs.433336 Similar to alpha tubulin ||LOC112714||Similar to a
-0.78738902 112724 NM_138412 Hs.327631 Retinol dehydrogenase 13 (all-tr ||RDH13||Retinol dehydrog
-0.7052724 112744 NM_052872 Hs.272295 Interleukin 17F ||IL17F||ML1||interleukin 1
-0.30381335 112752 NM_052873 Hs.532626 MGC16028 similar to RIKEN cD||MGC16028||MGC16028 
-0.7052724 112755 NM_052874 Hs.377706 Syntaxin 1B2 ||STX1B2||syntaxin 1B2||
-0.65965205 112770 NM_144580 Hs.202522 Kidney predominant protein NCU||C1orf85||MGC31963||Kid
-0.01184313 112802 NM_033448 Hs.55278 Keratin 6 irs ||K6IRS1||KRT6IRS||KRT6
0.27100301 112812 NM_080665 Hs.159366 Similar to RIKEN cDNA B23011 ||MGC19604||similar to RI
-0.5866595 112817 NM_138413 Hs.180346 Chromosome 10 open reading f ||||C10orf65||Chromosome
-0.1395801 112840 NM_080666 Hs.497301 Chromosome 14 open reading f ||C14orf150||Chromosome
0.01552907 112849 NM_144581 Hs.29706 Chromosome 14 open reading f ||C14orf149||Chromosome
-0.16695231 112869 NM_138414 Hs.460487 Hypothetical protein BC011981 ||LOC112869||hypothetica
-0.18520045 112885 NM_138415 Hs.254097 PHD finger protein 21B ||PHF21B||LOC112885||P
-0.90600192 112936 NM_052875 Hs.334684 Hypothetical protein MGC10485||MGC10485||hypothetical
-0.57753543 112937 NM_138416 Hs.270778 Hypothetical protein BC011001 ||LOC112937||hypothetica
-0.33118556 112942 NM_080667 Hs.264208 Similar to RIKEN cDNA 493142 ||MGC15407||similar to RI
-0.50454287 112970 NM_138417 Hs.147779 Hypothetical protein BC012173 ||MGC20419||hypothetical
-0.62315577 113000 NM_058192 Hs.101742 RNA pseudouridylate synthase d||C16orf40||RPUSD1||RNA
-0.83300937 113026 NM_133373 Hs.380094 Phospholipase C, delta 3 ||PLCD3||PHOSPHOLIPA
-0.32206149 113115 NM_138419 Hs.121536 Family with sequence similarity ||FAM54A||family with seq
-0.67790019 113130 NM_080668 Hs.434886 Cell division cycle associated 5 ||CDCA5||SORORIN||Cell 
-0.87862971 113146 XM_290629 Hs.441783 Chromosome 14 open reading f ||C14orf78||KIAA2019||AH
-0.86950565 113174 NM_138421 Hs.524834 Hypothetical protein BC012010 ||LOC113174||hypothetica
-0.19432452 113177 NM_052878 Hs.424049 Chromosome 19 open reading f ||C19orf36||Chromosome 
-0.34030963 113178 NM_079834 Hs.144980 Hypothetical protein BC011824 ||||SCAMP4||Hypothetical 
-0.44067439 113179 NM_138422 Hs.144980 Hypothetical protein BC011824 ||||SCAMP4||Hypothetical 
-0.258193 113189 NM_130468 Hs.442449 Dermatan 4 sulfotransferase 1 ||D4ST1||Dermatan 4 sulfo

-0.21257266 113201 NM_138423 Hs.512867 H63 breast cancer expressed ge||H63||H63 breast cancer 
-0.62315577 113230 XM_053966 Hs.372775 Hypothetical protein LOC113230||LOC113230||hypothetica
-0.86038158 113235 NM_080669 Hs.446689 Similar to RIKEN cDNA 111000 ||MGC9564||similar to RIK
-0.71439647 113246 NM_138425 Hs.405913 Likely ortholog of mouse gene ri ||GRCC10||likely ortholog 
-0.79651309 113251 NM_052879 Hs.26613 C-Mpl binding protein ||LOC113251||c-Mpl bindin
-0.29468928 113263 XM_166529
-0.5866595 113277 NM_145041 Hs.446690 Hypothetical protein MGC20235||MGC20235||hypothetical
-1.04286296 113278 NM_033409 Hs.283865 Chromosome 20 open reading f ||C20orf54||Chromosome 
-1.08848331 113386 NM_138781
-0.68702426 113402 NM_145169 Hs.487143 Chromosome 6 open reading fra||C6orf83||Chromosome 6
-0.50454287 113419 NM_144582 Hs.516087 Testis expressed sequence 261||TEX261||Testis expresse
-0.88775378 113444 NM_138428 Hs.27160 Hypothetical protein BC011880 ||LOC113444||hypothetica
-0.19432452 113451 NM_052998 Hs.101807 Ornithine decarboxylase-like ||ODC-p||Ornithine decarb
-0.65052798 113452 NM_033504 Hs.534521 Beta-casein-like protein ||BCLP||Beta-casein-like p
-0.14870417 113457 XM_054284
-1.00636668 113510 NM_133636 Hs.480101 DNA helicase HEL308 ||HEL308||DNA helicase H
-0.55928729 113540 NM_052999 Hs.549232 Chemokine-like factor super fam||CKLFSF1||CHEMOKINE
-0.41330218 113612 NM_183075 Hs.109087 Cytochrome P450, family 2, sub||CYP2U1||cytochrome P4
-0.71439647 113655 NM_138431 Hs.7678 Hypothetical protein BC011982 ||LOC113655||hypothetica
0.03377721 113691 NM_145042 Hs.553554 Alpha tubulin-like ||MGC16703||Alpha tubuli
-0.17607638 113730 NM_138433 Hs.137007 Hypothetical protein BC009980 ||MGC16635||hypothetical



-0.55016322 113746 NM_053280 Hs.350949 Outer dense fiber of sperm tails ||ODF3||SHIPPO1||Outer 
-0.38592997 113763 NM_138434 Hs.284135 Chromosome 7 open reading fra||C7orf29||Chromosome 7
-0.34030963 113791 NM_052880 Hs.26670 HGFL gene ||MGC17330||HGFL gene
-0.41330218 113802 NM_144584 Hs.7962 Hypothetical protein FLJ30525 ||FLJ30525||C1orf59||Hypo
-0.4954188 113828 NM_138435 Hs.197680 Hypothetical protein BC011204 ||LOC113828||hypothetica
-0.4954188 113829 NM_080670 Hs.406840 Solute carrier family 35, membe||SLC35A4||solute carrier 
-0.63227984 113835 NM_033468 Hs.283900 Zinc finger protein 257 ||ZNF257||Zinc finger prot
-0.44979846 114026 NM_052882 Hs.348622 Zinc finger, imprinted 3 ||ZIM3||Zinc finger, imprint
0.20713453 114034 NM_025077 Hs.288198 Target of EGR1, member 1 (nuc||TOE1||target of EGR1, m
0.35311964 114035 NM_153750 Hs.364456 Chromosome 21 open reading f ||C21orf81||Chromosome 
0.20713453 114036 NM_153751
0.54472509 114038 NM_153752 Hs.370108 Chromosome 21 open reading f ||C21orf84||Chromosome 
0.18888639 114041 NM_153754 Hs.553938 Chromosome 21 open reading f ||C21orf88||Chromosome 
-0.53191508 114043 NM_153204 Hs.146536 Chromosome 21 open reading f ||||C21orf90||Chromosome
-0.12133196 114049 NM_017528 Hs.413036 Williams Beuren syndrome chro||WBSCR22||Williams Beu
-0.21257266 114088 NM_015163 Hs.368928 Tripartite motif-containing 9 ||SPRING||TRIM9||KIAA02
-0.44067439 114131 NM_053049 Hs.511775 Urocortin 3 (stresscopin) ||UCN3||SCP||UROCORT
-0.92425006 114134 NM_052885 Hs.524341 Solute carrier family 2 (facilitated||SLC2A13||Solute carrier 
-0.43155032 114294 NM_032857 Hs.410388 Lactamase, beta ||LACTB||Lactamase, beta
-0.00271906 114299 NM_053016 Hs.259461 PALM2-AKAP2 protein ||||PALM2-AKAP2||PALM2
-1.00636668 114327 NM_018100 Hs.403171 EF-hand domain (C-terminal) co||FLJ10466||EFHC1||EF H
0.19801046 114569 NM_052886 Hs.201083 Mal, T-cell differentiation protein||MAL2||mal, T-cell differe
-0.00271906 114571 NM_080866 Hs.502772 Solute carrier family 22 (organic ||OAT4||SLC22A9||ORGA
0.01552907 114625 NM_018538 Hs.439437 Erythroblast membrane-associa ||ERMAP||Erythroblast me
-0.41330218 114659 NM_052888 Hs.514071 Leucine rich repeat containing 3 ||||LOC114659||Leucine ric
-1.10673145 114757 NM_134268 Hs.95120 Cytoglobin ||STAP||HISTOGLOBIN||H
-0.41330218 114769 NM_052889 Hs.348365 CARD only protein ||COPl||CARD only protein
-0.55928729 114770 NM_052890 Hs.282244 Peptidoglycan recognition protei ||PGRPL||PGLYRP2||Pept
-0.98811855 114771 NM_052891 Hs.348266 Peptidoglycan recognition protei ||PGRPI-ALPHA||PGLYRP
0.56297323 114780 NM_052892 Hs.413525 Polycystic kidney disease 1-like ||PC1L2||KIAA1879||PKD1
0.4534844 114781 NM_152733 Hs.116233 BTB (POZ) domain containing 9||BTBD9||BTB (POZ) dom
0.48085661 114782 XM_375558 Hs.549234 KIAA1881 ||KIAA1881||
0.08852163 114784 NM_052896 Hs.127736 CUB and Sushi multiple domain ||KIAA1884||CSMD2||CUB
-0.24906893 114785 NM_052897 Hs.524523 Methyl-CpG binding domain pro ||MBD6||methyl-CpG bind
0.23450674 114786 XM_056298
0.08852163 114787 NM_052899 Hs.150549 G protein-regulated inducer of n ||KIAA1893||G protein-reg
-0.0209672 114788 NM_052900 Hs.91381 CUB and Sushi multiple domain ||KIAA1894||CSMD3||CUB
-0.31293742 114789 XM_027668
-0.39505404 114791 NM_052903 Hs.533898 Tubulin, gamma complex assoc ||TUBGCP5||KIAA1899||T
1.83121886 114792 NM_052904 Hs.45056 KIAA1900 ||KIAA1900||
0.78195089 114793 NM_052905 Hs.149566 Formin-like 2 ||FMNL2||Formin-like 2||
2.98085159 114794 XM_056282
0.81844717 114795 XM_055095
0.88231566 114798 NM_052910 Hs.415478 SLIT and NTRK-like family, mem||SLITRK1||SLIT and NTR
0.05202535 114799 NM_052911 Hs.464733 Establishment of cohesion 1 hom||ESCO1||establishment o
-0.17607638 114800 XM_055636 Hs.117136 KIAA1912 protein ||KIAA1912||KIAA1912 pro
-0.12133196 114801 NM_052913 Hs.172870 KIAA1913 ||KIAA1913||
0.07027349 114803 XM_055481 Hs.477495 KIAA1915 protein ||KIAA1915||KIAA1915 pro
-0.27644114 114804 XM_290732
-0.14870417 114805 XM_054951
2.2053057 114817 XM_375243



0.0976457 114819 XM_057040 Hs.546471 KIAA1922 protein ||KIAA1922||KIAA1922 pro
0.58122137 114821 NM_052923 Hs.176980 Zinc finger protein 452 ||ZNF452||Zinc finger prot
-0.40417811 114822 NM_052924 Hs.521912 Rhophilin, Rho GTPase binding ||RHPN1||rhophilin, Rho G
0.00640501 114824 NM_052926 Hs.449627 Paraneoplastic antigen like 5 ||PNMA5||Paraneoplastic 
0.74545462 114825 XM_087672 Hs.438851 KIAA1935 protein ||KIAA1935||KIAA1935 pro
-0.51366694 114826 NM_052928 Hs.514602 SET and MYND domain contain||SMYD4||SET and MYND
-0.3768059 114827 XM_057107 Hs.436721 KIAA1937 protein ||KIAA1937||KIAA1937 pro
-0.68702426 114879 NM_020896 Hs.436166 Oxysterol binding protein-like 5 ||ORP5||OSBPL5||KIAA15
-0.18520045 114880 NM_032523 Hs.318775 Oxysterol binding protein-like 6 ||ORP6||OSBPL6||OSBP-R
-0.38592997 114881 NM_017731 Hs.463320 Oxysterol binding protein-like 7 ||ORP7||OSBPL7||OSBP-R
0.60859358 114882 NM_020841 Hs.430849 Oxysterol binding protein-like 8 ||KIAA1451||OSBPL8||OR
1.72173003 114883 NM_024586 Hs.21938 Oxysterol binding protein-like 9 ||OSBPL9||ORP9||OSBP-R
0.66333799 114885 NM_022776 Hs.477440 Oxysterol binding protein-like 11||ORP11||OSBPL11||OSB
0.26187895 114897 NM_030968 Hs.201398 C1q and tumor necrosis factor r ||C1QTNF1||C1q and tum
0.08852163 114898 NM_031908 Hs.110062 C1q and tumor necrosis factor r ||C1QTNF2||C1q and tum
-0.48629474 114899 NM_181435 Hs.171929 C1q and tumor necrosis factor r ||C1QTNF3||C1q and tum
-0.99724262 114900 NM_031909 Hs.119302 C1q and tumor necrosis factor r ||C1QTNF4||C1q and tum
-0.52279101 114902 NM_015645 Hs.157211 C1q and tumor necrosis factor r ||C1QTNF5||CTRP5||C1q-
0.43523626 114904 NM_031910 Hs.22011 C1q and tumor necrosis factor r ||C1QTNF6||C1q and tum
0.8093231 114905 NM_031911 Hs.153714 C1q and tumor necrosis factor r ||C1QTNF7||C1q and tum

-0.56841136 114915 NM_053000 Hs.12082 TIGA1 ||TIGA1||
1.32939505 114926 NM_138436 Hs.546472 Hypothetical protein BC013035 ||LOC114926||hypothetica
0.19801046 114928 NM_138437 Hs.348493 G protein-coupled receptor asso||GPRASP2||G protein-co
0.29837522 114932 NM_152301 Hs.518608 Morf4 family associated protein ||PP784||MRFAP1L1||Mor
-0.29468928 114960 NM_052933 Hs.145223 Testis specific, 13 ||TSGA13||Testis specific,

0.927936 114984 NM_138439 Hs.534525 Hypothetical protein BC014089 ||LOC114984||hypothetica
-0.38592997 114987 NM_145241 Hs.133331 WD repeat domain 31 ||WDR31||WD repeat dom
0.44436033 114990 NM_138440 Hs.372579 Slit-like 2 (Drosophila) ||LOC114990||VASORIN||
0.97355635 114991 XM_054983 Hs.142372 Zinc finger protein 618 ||ZNF618||Zinc finger prot
0.63596579 115004 NM_138441 Hs.344080 Chromosome 6 open reading fra||C6orf150||Chromosome 
0.49910475 115019 NM_052934 Hs.164073 Solute carrier family 26, membe||SLC26A9||Solute carrier 
-0.19432452 115024 NM_052935 Hs.237536 Hypothetical protein MGC20781||MGC20781||hypothetical
-0.06658755 115098 NM_138442 Hs.100043 Hypothetical protein BC013949 ||LOC115098||hypothetica
-0.41330218 115110 XM_378828 Hs.132272 Hypothetical protein LOC115110||LOC115110||hypothetica
-0.28556521 115111 NM_052832 Hs.354013 Solute carrier family 26, membe||SLC26A7||Solute carrier 
0.43523626 115123 NM_178450 Hs.132441 Membrane-associated ring finge||||MARCH-III||Membrane-
-0.1122079 115196 NM_152303 Hs.307043 Zinc finger protein 554 ||ZNF554||Zinc finger prot
0.42611219 115201 NM_052936 Hs.8763 APG4 autophagy 4 homolog A ( ||APG4A||APG4 autophag
-0.41330218 115207 NM_138444 Hs.109438 Potassium channel tetramerisat ||KCTD12||Potassium cha
-0.69614833 115209 NM_145243 Hs.425769 OMA1 homolog, zinc metallopep||OMA1||OMA1 homolog, 
-1.04286296 115265 NM_145244 Hs.480378 DNA-damage-inducible transcrip||DDIT4L||REDD2||DNA-d
-0.50454287 115273 NM_152304 Hs.55272 Hypothetical protein MGC45806||MGC45806||hypothetical
1.07392111 115286 NM_173471 Hs.379386 Solute carrier family 25, membe||SLC25A26||Solute carrie
-0.35855777 115290 NM_024907 Hs.531770 F-box protein 17 ||FBXO26||FBG4||FBXO17
-0.80563716 115294 NM_052937 Hs.308480 Similar to hypothetical protein F ||LOC115294||similar to hy
-0.81476123 115353 NM_052940 Hs.40094 Hypothetical protein MGC8974 ||MGC8974||LRRC42||Hyp
-0.07571162 115361 NM_052941 Hs.409925 Guanylate binding protein 4 ||GBP4||Guanylate binding
-0.42242625 115362 NM_052942 Hs.513726 Guanylate binding protein 5 ||GBP5||Guanylate binding
0.69983427 115399 NM_198075 Hs.511783 Hypothetical protein DKFZp761L||DKFZp761L1518||hypoth
0.28925115 115416 NM_138446 Hs.87385 Chromosome 7 open reading fra||C7orf30||Chromosome 7

0.927936 115509 NM_138447 Hs.454685 Hypothetical protein BC014000 ||LOC115509||ZNF689||Hy



0.32574743 115548 XM_291142
0.27100301 115557 NM_133483 Hs.61581 RAC/CDC42 exchange factor ||GEFT||RAC/CDC42 exch
1.34764319 115560 NM_145044 Hs.401045 Zinc finger protein 501 ||ZNF501||Zinc finger prot
0.05202535 115572 NM_052943 Hs.59771 Family with sequence similarity 4||FAM46B||family with seq
0.17976232 115584 NM_052944 Hs.164118 Solute carrier family 5 (sodium/g||SLC5A11||Solute carrier 
0.80019903 115650 NM_052945 Hs.344088 Tumor necrosis factor receptor s||TNFRSF13C||BAFFR||BA
1.07392111 115669 XM_056434
-0.1395801 115677 NM_052946 Hs.189780 Nitric oxide synthase trafficker ||NOSTRIN||ENOS TRAF
0.55384916 115703 NM_052948 Hs.515364 Sorting nexin 26 ||SNX26||Sorting nexin 26
-0.16695231 115708 NM_152307 Hs.525610 Chromosome 14 open reading f ||C14orf172||Chromosome
-0.5866595 115749 XM_056680 Hs.28700 Hypothetical protein LOC115749||LOC115749||hypothetica
-0.29468928 115752 NM_133375 Hs.446251 Hypothetical protein MGC4562 ||MGC4562||hypothetical p
0.24363081 115761 NM_138450 Hs.202605 ADP-ribosylation factor-like 11 ||ARL11||ARLTS1||ADP-ri
0.02465314 115795 NM_173472 Hs.190413 Hypothetical protein MGC40179||MGC40179||hypothetical
0.80019903 115811 NM_138451 Hs.345382 IQ motif containing D ||IQCD||IQ motif containin
0.59946951 115817 NM_138452 Hs.348350 Dehydrogenase/reductase (SDR||DHRS1||dehydrogenase/
0.49910475 115825 NM_052950 Hs.208550 WD repeat and FYVE domain c ||WDFY2||WD repeat and
-0.10308383 115827 NM_138453 Hs.482173 RAB3C, member RAS oncogen ||RAB3C||RAB3C, membe
0.44436033 115861 NM_138454 Hs.436026 Thioredoxin-like 6 ||TXNL6||RDCVF||LOC115
0.86406752 115908 NM_138455 Hs.405614 Collagen triple helix repeat conta||CTHRC1||Collagen triple
0.72720648 115939 NM_00100141 Hs.134846 Hypothetical protein MGC24381||MGC24381||hypothetical
1.11954146 115948 NM_145045 Hs.124010 Hypothetical protein MGC20983||MGC20983||hypothetical
0.60859358 115950 NM_138783 Hs.465928 Zinc finger protein 653 ||ZNF653||Zinc finger prot
0.36224371 115992 NM_178841 Hs.513804 Ring finger protein 166 ||RNF166||Ring finger pro
0.48085661 116028 NM_152308 Hs.347524 Hypothetical protein MGC24665||MGC24665||hypothetical
0.74545462 116039 NM_053001 Hs.253247 Odd-skipped related 2 (Drosoph||OSR2||odd-skipped relat
0.89143973 116064 XM_057296 Hs.534526 Hypothetical protein LOC116064||LOC116064||hypothetica
-0.56841136 116068 XM_371760 Hs.136235 Hypothetical protein LOC116068||LOC116068||hypothetica
0.32574743 116071 NM_138456 Hs.124840 Hypothetical protein BC012330 ||MGC20410||hypothetical
0.34399557 116093 NM_052952 Hs.470892 Disrupted in renal carcinoma 1 ||DIRC1||Disrupted in rena
0.32574743 116113 NM_138457 Hs.131436 Forkhead box P4 ||FOXP4||forkhead box P4
-0.63227984 116115 NM_133444 Hs.137282 Zinc finger protein 526 ||ZNF526||Zinc finger prot
0.23450674 116123 NM_138784 Hs.348539 Hypothetical protein BC014341 ||LOC116123||hypothetica
1.02830076 116135 NM_052953 Hs.517868 Leucine rich repeat containing 3 ||LRRC3B||leucine rich rep
-0.13045603 116138 NM_057161 Hs.412468 Kelch domain containing 3 ||KLHDC3||Kelch domain 
0.15239011 116143 NM_138458 Hs.443481 Hypothetical protein BC014022 ||LOC116143||hypothetica
0.25275488 116150 NM_138459 Hs.289008 Chromosome 6 open reading fra||C6orf68||Chromosome 6
0.15239011 116151 NM_080821 Hs.143736 Chromosome 20 open reading f ||C20orf108||Chromosome
-0.33118556 116154 NM_080672 Hs.473218 Phosphatase and actin regulato ||SCAPININ||PHACTR3||S
-0.09395976 116159 NM_052954 Hs.37445 Cysteine and tyrosine-rich 1 ||CYYR1||Cysteine and tyr
-0.04833941 116173 NM_138460 Hs.99272 Chemokine-like factor super fam||CKLFSF5||CHEMOKINE
0.71808241 116179 NM_052955 Hs.164661 Transglutaminase 7 ||TGM7||TRANSGLUTAM
0.27100301 116211 NM_138461 Hs.135997 Transmembrane 4 L six family m||||LOC116211||Transmem
0.90056379 116224 NM_138333 Hs.310425 Chromosome 9 open reading fra||C9orf42||Chromosome 9
0.37136778 116225 NM_138462 Hs.128096 Zinc finger, MYND domain conta||ZMYND19||zinc finger, M
0.79107496 116228 NM_198076 Hs.411490 Family with sequence similarity ||||FAM36A||Family with se
1.42063574 116236 NM_198147 Hs.106510 Hypothetical protein LOC116236||LOC116236||hypothetica
-0.17607638 116238 NM_138463 Hs.499952 Ribosomal protein L23a ||||LOC116238||Ribosoma
-0.27644114 116254 NM_138785 Hs.438872 Chromosome 6 open reading fra||C6orf72||Chromosome 6
0.27100301 116255 NM_058165 Hs.344090 Monoacylglycerol O-acyltransfer||MOGAT1||monoacylglyc
0.28012708 116285 NM_052956 Hs.306812 Butyryl Coenzyme A synthetase ||BUCS1||butyryl Coenzym



0.84581938 116328 NM_052958 Hs.491941 Vestibule-1 protein ||||VEST1||Vestibule-1 prot
0.13414198 116337 NM_052959 Hs.99235 Pannexin 3 ||PX3||PANX3||Pannexin 3
-0.21257266 116349 XM_376365
0.25275488 116362 NM_052960 Hs.422688 Retinol binding protein 7, cellula ||CRBPIV||RBP7||CRBP4|
0.86406752 116369 NM_052961 Hs.435836 Solute carrier family 26, membe||SLC26A8||TAT1||TESTIS
0.5720973 116372 NM_144586 Hs.432395 LY6/PLAUR domain containing ||||LYPDC1||LY6/PLAUR d
-0.258193 116412 XM_375665 Hs.222236 Hypothetical protein BC012365 ||LOC116412||hypothetica

0.66333799 116441 NM_138786 Hs.22026 Transmembrane 4 L six family m||TM4SF18||LOC116441||t
0.90968786 116442 NM_171998 Hs.24970 RAB39B, member RAS oncoge ||RAB39B||RAB39B, mem
-0.4680466 116444 XM_290850
0.20713453 116448 NM_138983 Hs.56663 Oligodendrocyte transcription fa ||OLIG1||Oligodendrocyte 
0.0976457 114130 NM_053048
0.69983427 112597 NM_052871 Hs.446688 Hypothetical protein MGC4677 ||||MGC4677||Hypothetical
0.55384916 113091 NM_178449 Hs.339845 Tuberoinfundibular 39 residue p ||TIP39||Tuberoinfundibula
-0.99724262 133688 NM_152404 Hs.254699 Hypothetical protein FLJ34658 ||FLJ34658||hypothetical p
-0.61403171 133690 NM_144647 Hs.55150 Hypothetical protein MGC26610||CAPSL||calcyphosine-lik
0.14326604 90864 NM_080861 Hs.7247 SPRY domain-containing SOCS||SSB3||SPRY domain-con
0.3348715 90865 NM_033439 Hs.348390 Chromosome 9 open reading fra||NFHEV||C9orf26||NUCLE
0.14326604 90868 XM_376763
0.40786405 90871 XM_372075
0.49910475 90874 XM_371286 Hs.381105 Hypothetical protein MGC45731||MGC45731||hypothetical
0.26187895 90933 NM_033549 Hs.441488 Tripartite motif-containing 41 ||TRIM41||Tripartite motif-
-0.12133196 90952 NM_138961 Hs.173840 Endothelial cell adhesion molec ||ESAM||Endothelial cell a
-0.35855777 90957 NM_144995 Hs.468226 DEAH (Asp-Glu-Ala-Asp/His) bo||DHX57||DEAH (Asp-Glu-
0.00640501 90987 XM_291262 Hs.534516 Zinc finger protein 251 ||ZNF251||Zinc finger prot
0.06114942 90993 NM_052854 Hs.405961 CAMP responsive element bind ||CREB3L1||cAMP respon
-0.34030963 91010 NM_175736 Hs.179838 Formin-like 3 ||FMNL3||Formin-like 3||
-0.38592997 91012 NM_147190 Hs.270525 LAG1 longevity assurance homo||LASS5||LAG1 longevity a
-0.33118556 91039 NM_139159 Hs.515081 Dipeptidylpeptidase 9 ||DPP9||DPRP2||Dipeptidy
-0.74176868 91050 NM_173463 Hs.106432 Hypothetical protein DKFZp761B||DKFZp761B107||hypothe
-0.32206149 91056 NM_138368 Hs.512827 Hypothetical protein DKFZp761E||DKFZp761E198||hypothe
-0.60490764 91057 NM_080654 Hs.143733 NY-REN-41 antigen ||NY-REN-41||NY-REN-41
1.70348189 91074 NM_052997 Hs.373787 Ankyrin repeat domain 30A ||ANKRD30A||ankyrin repe
-1.03373889 91107 NM_033452 Hs.293660 Tripartite motif-containing 47 ||TRIM47||Tripartite motif-
-1.2983369 91115 XM_036218
-0.89687785 91133 NM_173464 Hs.128279 L(3)mbt-like 4 (Drosophila) ||L3MBTL4||l(3)mbt-like 4 
-0.05746348 91137 NM_138773 Hs.75639 Hypothetical protein BC017169 ||LOC91137||hypothetical 
-0.23994487 91147 NM_153704 Hs.116240 Hypothetical protein MGC26979||MGC26979||hypothetical
0.15239011 91151 NM_033208 Hs.161287 Tigger transposable element de ||TIGD7||Tigger transposa
-0.63227984 91156 NM_178275 Hs.519024 EEF1A2 binding protein ||DKFZp434B1231||eEF1A
-0.43155032 91181 NM_207308 Hs.67639 Nucleoporin 210kDa-like ||NUP210L||nucleoporin 2
-0.86038158 91219 NM_080924
-0.48629474 91227 NM_080839 Hs.546462 Gamma-glutamyltransferase-like||GGTL4||Gamma-glutamy
-0.71439647 91252 NM_152264 Hs.523664 Solute carrier family 39 (zinc tra ||SLC39A13||Solute carrie
-0.50454287 91272 NM_138369 Hs.425091 Family with sequence similarity 4||FAM44B||family with seq
-0.66877612 91283 NM_080655 Hs.530272 Similar to RIKEN cDNA 573052 ||MGC17337||similar to RI
0.28925115 91289 NM_033200 Hs.150540 Hypothetical protein BC002942 ||BC002942||hypothetical 
0.24363081 91300 NM_138774 Hs.388956 Chromosome 19 open reading f ||C19orf22||Chromosome 
-0.3494337 91304 NM_033420 Hs.515003 Chromosome 19 open reading f ||C19orf6||Chromosome 1
-0.10308383 91319 NM_198440 Hs.159971 Der1-like domain family, membe||DERL3||Der1-like domai
0.35311964 91351 XM_037817 Hs.481143 Hypothetical protein FLJ31033 ||FLJ31033||hypothetical p



0.0976457 91355 NM_182492 Hs.272317 Hypothetical protein DKFZp434O||DKFZp434O0213||hypot
0.04290128 91368 NM_080656 Hs.156506 Similar to RIKEN cDNA A43010 ||MGC13017||similar to RI
-0.4954188 91369 NM_052855 Hs.463426 Hypothetical protein MGC15396||MGC15396||ANKRD40||H
-0.7052724 91373 NM_207309 Hs.142076 UDP-N-acteylglucosamine pyrop||UAP1L1||UDP-N-acteylg
-0.79651309 91392 NM_033210 Hs.224843 Zinc finger protein 502 ||ZNF502||Zinc finger prot
-0.2308208 91404 NM_178123 Hs.370668 SEC14 and spectrin domains 1 ||SESTD1||SEC14 and sp
-0.04833941 91408 XM_371577
-0.27644114 91409 NM_207310 Hs.29383 Hypothetical protein DKFZp434E||DKFZp434E2321||hypoth
-0.5866595 91419 NM_033276 Hs.61188 Ku70-binding protein 3 ||KUB3||Ku70-binding prot
-0.18520045 91431 NM_138698 Hs.444338 Prematurely terminated mRNA d||LOC91431||prematurely 
-0.19432452 91442 NM_152266 Hs.192127 Hypothetical protein MGC32020||MGC32020||hypothetical
-0.41330218 91445 NM_152267 Hs.517553 Ring finger protein 185 ||FLJ38628||RNF185||Ring
-0.66877612 91461 XM_038576 Hs.408542 Hypothetical protein BC007901 ||LOC91461||hypothetical 
0.06114942 91464 XM_376008
-0.4954188 91522 NM_173465 Hs.413494 Collagen, type XXIII, alpha 1 ||COL23A1||collagen, type
-0.23994487 91523 NM_138371 Hs.258002 Hypothetical protein MGC16044||MGC16044||hypothetical
-0.20344859 91526 NM_153697 Hs.432706 Hypothetical protein DKFZp434D||LOC91526||ANKRD44||H
-0.95162227 91531 NM_173466 Hs.132519 Hypothetical protein DKFZp434P||DKFZp434P055||hypothe
-0.04833941 91544 NM_145345 Hs.145061 Socius ||SOC||Socius||
-0.29468928 91574 NM_152269 Hs.319128 Hypothetical protein FLJ38663 ||FLJ38663||hypothetical p
-0.85125751 91582 NM_194326 Hs.526933 Hypothetical protein MGC52010||MGC52010||hypothetical
0.23450674 91584 NM_181775 Hs.272319 Hypothetical protein DKFZp434G||DKFZp434G0625||hypot
-0.3494337 91603 NM_052857 Hs.413678 Coiled-coil domain containing 16||MGC20398||CCDC16||C
0.11589384 91607 NM_152270 Hs.462829 Hypothetical protein FLJ34922 ||FLJ34922||hypothetical p
-0.81476123 91608 NM_033315 Hs.437035 RAS-like, family 10, member B ||RASL10B||RAS-like, fam
0.17976232 91612 NM_145165 Hs.325531 Churchill domain containing 1 ||CHURC1||CHCH||C14OR
0.36224371 91614 NM_139160 Hs.280990 Novel 58.3 KDA protein ||LOC91614||novel 58.3 K
0.02465314 91624 NM_144573 Hs.22370 Nexilin (F actin binding protein) ||NEXN||nexilin (F actin bi
0.01552907 91646 XM_117117 Hs.130675 ES cell associated transcript 8 ||FLJ13072||ECAT8||ES c
0.07939756 91647 NM_145691 Hs.13434 ATP synthase mitochondrial F1 ||ATPAF2||ATP12, S. CER
-0.15782824 91653 NM_033254 Hs.98704 Brother of CDO ||||BOC||Brother of CDO||
-0.22169673 91663 NM_138373 Hs.380906 Myeloid-associated differentiatio||MYADM||Myeloid-associ
0.17976232 91664 XM_039908 Hs.371431 Hypothetical protein BC007307 ||LOC91664||hypothetical 
-0.16695231 91683 NM_177963 Hs.287636 Synaptotagmin XII ||SRG1||SYT12||synaptota
-0.27644114 91687 XM_371328
0.07939756 91689 NM_033318 Hs.306083 Hypothetical gene supported by ||LOC91689||hypothetical 
-0.26731707 91694 NM_152271 Hs.180178 Hypothetical protein FLJ23749 ||FLJ23749||hypothetical p
-0.03009127 91695 NM_170698
-0.14870417 91734 NM_033261 Hs.9270 Isopentenyl-diphosphate delta is||IDI2||Isopentenyl-diphosp
-0.20344859 91746 NM_133370 Hs.175955 Splicing factor YT521-B ||YT521||splicing factor YT
0.91881193 91748 NM_194278 Hs.509923 Chromosome 14 open reading f ||C14orf43||Chromosome 
-0.04833941 91749 NM_153369 Hs.400572 KIAA1919 ||KIAA1919||
-0.44067439 91750 XM_370767 Hs.513392 Chromosome 14 open reading f ||C14orf46||Chromosome 
-0.43155032 91752 NM_194250 Hs.159528 Chromosome 2 open reading fra||||C2orf10||Chromosome 
0.25275488 91768 NM_138375 Hs.11108 Cdk5 and Abl enzyme substrate ||IK3-1||CABLES1||INTER
0.06114942 91775 NM_145037 Hs.130195 Family with sequence similarity ||FAM55C||MGC15606||fa
0.32574743 91782 NM_152272 Hs.5019 CHMP family, member 7 ||CHMP7||MGC29816||CH
0.16151418 91801 NM_138775 Hs.503763 Hypothetical protein BC015183 ||LOC91801||hypothetical 
-0.03009127 91828 XM_040910 Hs.37712 Chromosome 14 open reading f ||C14orf73||Chromosome 
-0.14870417 91833 NM_144574 Hs.36859 WD repeat domain 20 ||WDR20||WD repeat dom
-0.17607638 91851 NM_145234 Hs.496587 Chordin-like 1 ||CHRDL1||VENTROPTIN



-0.45892253 91860 XM_370870
-0.08483569 91862 NM_052858 Hs.551571 MARVEL domain containing 3 ||MARVELD3||MARVEL d
-0.17607638 91869 NM_052859 Hs.444899 RFT1 homolog (S. cerevisiae) ||RFT1||RFT1 homolog (S
-0.33118556 91875 NM_138376 Hs.102480 Tetratricopeptide repeat domain||TTC5||Tetratricopeptide 
-1.15235179 91894 NM_080659 Hs.97013 Similar to RIKEN cDNA 231003 ||MGC14839||similar to RI
-0.76001681 91937 NM_138379 Hs.334907 T-cell immunoglobulin and muci ||TIMD4||T-cell immunoglo
-0.93337413 91942 NM_174889 Hs.180848 Myc-induced mitochondria prote||mimitin||LOC91942||Myc
-0.89687785 91947 NM_183376 Hs.6093 Arrestin domain containing 4 ||ARRDC4||Arrestin doma
-1.12497958 91948 XM_378549 Hs.130423 Hypothetical protein LOC91948 ||LOC91948||hypothetical 
-1.02461482 91949 NM_153603 Hs.185807 Component of oligomeric golgi c||COG7||Component of oli
-0.3768059 91966 NM_178124 Hs.425383 Chromosome X open reading fr ||||CXorf40||Chromosome 
0.0976457 91975 NM_052860 Hs.134885 Zinc finger protein 300 ||ZNF300||Zinc finger prot
-0.8238853 91977 NM_133371 Hs.91626 Myozenin 3 ||MYOZ3||Myozenin 3||
-0.23994487 91978 NM_033513 Hs.369613 Chromosome 19 open reading f ||C19orf20||Chromosome 
-0.90600192 92002 NM_152274 Hs.496943 Hypothetical protein MGC29729||FAM58A||MGC29729||Hy
-0.07571162 92014 NM_033412 Hs.46791 Mitochondrial carrier triple repea||MCART1||Mitochondrial 
-1.10673145 92017 XM_042234
-0.64140391 92070 NM_052861 Hs.26954 Hypothetical protein MGC21675||MGC21675||hypothetical
-0.87862971 92086 NM_080920 Hs.355394 Gamma-glutamyltransferase-like||GGTLA4||Gamma-glutam
-1.26184062 92092 NM_080660 Hs.512833 Similar to RIKEN cDNA 1200014||MGC14289||similar to RI
0.59034544 92104 NM_152275 Hs.128384 Hypothetical protein FLJ13946 ||FLJ13946||hypothetical p
-1.13410365 92106 NM_138381 Hs.475602 Hypothetical protein BC008322 ||MGC15763||hypothetical
-0.29468928 92126 NM_032160 Hs.124673 Chromosome 18 open reading f ||C18orf4||Chromosome 1
-0.13045603 92129 XM_372239 Hs.334726 Hypothetical protein BC007652 ||LOC92129||hypothetical 
-0.48629474 92140 NM_178812 Hs.377155 LYRIC/3D3 ||LYRIC||LYRIC/3D3||
-0.61403171 92154 NM_138383 Hs.432387 Hypothetical protein BC002770 ||LOC92154||hypothetical 
-0.21257266 92162 NM_203411 Hs.389669 Similar to RIKEN cDNA 260001 ||LOC92162||similar to RIK
-0.14870417 92170 NM_138384 Hs.501578 GTP_binding protein ||||Sprn||GTP_binding prot
-1.10673145 92211 NM_033100 Hs.137556 Protocadherin 21 ||PCDH21||Protocadherin 
-0.87862971 92216 XM_043624
-0.92425006 92241 NM_052862 Hs.493867 Protein kinase substrate MK2S4||RCSD1||MK2S4||RCSD d
-0.88775378 92255 XM_043863
0.01552907 92259 NM_033281 Hs.369901 Mitochondrial ribosomal protein ||MRPS36||mitochondrial r
0.84581938 92270 XM_043989
-0.47717067 92285 NM_152279 Hs.466589 Zinc finger protein 585B ||ZNF585B||zinc finger pro
-1.19797214 92291 NM_144575 Hs.529181 Calpain 13 ||CAPN13||Calpain 13||
-0.91512599 92292 NM_080661 Hs.38085 Similar to RIKEN cDNA 061000 ||MGC15937||similar to RI
-0.73264461 92293 XM_044062 Hs.49599 Hypothetical protein DKFZp761O||DKFZp761O2018||hypot
-0.79651309 92305 NM_138385 Hs.518562 Hypothetical protein BC009331 ||LOC92305||hypothetical 
-0.65965205 92312 XM_044166 Hs.370809 Hypothetical protein LOC92312 ||LOC92312||hypothetical 
1.76735038 92342 NM_033418 Hs.33922 Hypothetical protein MGC9084 ||MGC9084||hypothetical p
-0.55016322 92344 NM_152281 Hs.183702 NTKL-binding protein 1 ||FLJ11752||NTKLBP1||SC
-0.90600192 92345 NM_138386 Hs.332844 Hypothetical protein BC008207 ||LOC92345||hypothetical 
-0.01184313 92346 NM_139240 Hs.517991 LOC92346 ||LOC92346||
-0.35855777 92359 NM_139161 Hs.150319 Crumbs homolog 3 (Drosophila)||CRB3||crumbs homolog 
-0.52279101 92369 NM_080862 Hs.477752 SPRY domain-containing SOCS||SSB4||SPRY domain-con
-0.69614833 92370 NM_152282 Hs.255491 Acid phosphatase-like 2 ||ACPL2||Acid phosphatas
-1.04286296 92379 NM_152283 Hs.509227 Zinc finger protein 62 homolog ( ||ZFP62||Zinc finger prote
-0.45892253 92399 NM_138777 Hs.368011 Mitochondrial ribosome recycling||MRRF||RIBOSOME-REC
-0.75089274 92400 NM_033117 Hs.415842 RNA binding motif protein 18 ||RBM18||RNA binding mo
-0.77826495 92421 NM_152284 Hs.183861 Chromatin modifying protein 4C ||Shax3||CHMP4C||chrom



-0.64140391 92454 NM_053043 Hs.368420 Proline rich 8 ||PRR8||MGC20460||Proli
-0.36768183 92482 XM_378250 Hs.192249 Hypothetical protein LOC92482 ||||LOC92482||Hypothetica
-0.07571162 92483 NM_033195 Hs.307052 Lactate dehydrogenase A-like 6 ||LDHAL6B||lactate dehyd
-0.79651309 92521 NM_152904 Hs.431045 Sperm antigen HCMOGT-1 ||SPECC1||HCMOGT-1||S
-0.98811855 92558 NM_207311 Hs.369763 Hypothetical protein LOC92558 ||LOC92558||hypothetical 
-0.4680466 92565 NM_145235 Hs.352591 Fibronectin type III and ankyrin r||FANK1||fibronectin type 
-0.33118556 92591 NM_080863 Hs.534517 Ankyrin repeat and SOCS box-c||ASB16||ankyrin repeat a
-0.45892253 92595 NM_033410 Hs.132227 Hypothetical protein MGC13138||MGC13138||hypothetical
0.60859358 92597 NM_173468 Hs.31422 MOB1, Mps One Binder kinase ||MATS2||MOBKL1A||MOB
-0.43155032 92610 NM_052864 Hs.310640 TRAF-interacting protein with a ||T2BP||TIFA||TRAF2-BIN
-0.67790019 92659 XM_373760
-0.2308208 92667 NM_052865 Hs.320823 Chromosome 20 open reading f ||C20orf72||Chromosome 
-0.56841136 92675 NM_080820 Hs.434207 Histidyl-tRNA synthetase 2 ||HARS2||histidyl-tRNA sy
-0.31293742 92689 NM_138389 Hs.476517 Hypothetical protein BC001096 ||LOC92689||hypothetical 
0.2162586 92691 NM_138390 Hs.334916 Hypothetical protein BC008604 ||LOC92691||hypothetical 
0.62684172 92703 NM_138391 Hs.497443 Chromosome 1 open reading fra||C1orf37||Chromosome 1
-0.3768059 92714 NM_152285 Hs.12999 Arrestin domain containing 1 ||ARRDC1||Arrestin doma
-0.43155032 92715 NM_138778 Hs.292570 Chromosome 9 open reading fra||C9orf112||Chromosome 
-0.67790019 92736 NM_178160 Hs.352515 Otopetrin 2 ||OTOP2||Otopetrin 2||
-0.65052798 92737 NM_139072 Hs.234074 Delta-notch-like EGF repeat-con||DNER||delta-notch-like E
-0.3494337 92745 NM_033518 Hs.195155 Solute carrier family 38, membe||SLC38A5||Solute carrier 
0.68158613 92747 NM_033197 Hs.65551 Chromosome 20 open reading f ||C20orf114||Chromosome
-0.29468928 92749 NM_145038 Hs.393714 CG10958-like ||CG10958-like||MGC1637
0.35311964 92797 NM_033647 Hs.505941 Helicase (DNA) B ||HELB||helicase (DNA) B
0.3348715 92799 NM_138392 Hs.26506 SH3KBP1 binding protein 1 ||SHKBP1||SH3KBP1 bind
0.17976232 92806 NM_145039 Hs.551572 Hypothetical protein MGC16385||MGC16385||hypothetical
-0.44067439 92815 NM_033445 Hs.26331 Histone 3, H2a ||HIST3H2A||histone 3, H2
2.23267791 92822 NM_152287 Hs.290154 Zinc finger protein 276 homolog ||ZFP276||Zinc finger prote
0.24363081 92840 NM_138393 Hs.76277 Chromosome 19 open reading f ||DP1L1||REEP6||C19orf3
0.67246206 92856 NM_033416 Hs.91579 IMP4, U3 small nucleolar ribonu||IMP4||IMP4, U3 small nu
0.17976232 92906 NM_138394 Hs.445497 Heterogeneous nuclear ribonucl ||HNRPLL||heterogeneous
-0.32206149 92912 NM_173469 Hs.23033 Hypothetical protein LOC92912 ||LOC92912||hypothetical 
-0.3494337 92922 NM_033212 Hs.129126 Hypothetical protein LOC92922 ||MGC10992||hypothetical
-0.41330218 92935 NM_138395 Hs.116602 Methionine-tRNA synthetase 2 ( ||MARS2||methionine-tRN
0.83669531 92960 NM_080662 Hs.515100 Peroxisomal biogenesis factor 1||PEX11-GAMMA||PEX11
-0.21257266 92979 NM_138396 Hs.65377 Membrane-associated ring finge||MARCH-IX||MARCH9||m
-0.52279101 92999 NM_145166 Hs.409561 Zinc finger protein 651 ||ZNF651||Zinc finger prot
1.30202284 93010 NM_145236 Hs.299329 UDP-GlcNAc:betaGal beta-1,3-N||B3GNT7||UDP-GlcNAc:b
-0.34030963 93034 NM_033253 Hs.120319 5'-nucleotidase, cytosolic IB ||NT5C1B||5'-nucleotidase
0.34399557 93035 NM_177531 Hs.170128 Polycystic kidney and hepatic di ||PKHD1L1||FIBROCYSTI
0.51735288 93058 NM_144576 Hs.4096 Hypothetical protein FLJ32452 ||FLJ32452||hypothetical p
-0.23994487 93081 NM_138779 Hs.398111 Hypothetical protein BC015148 ||LOC93081||hypothetical 
-0.06658755 93099 NM_033317 Hs.417795 Dermokine ||Dermokine||ZD52F10||
-0.36768183 93100 NM_145201 Hs.493164 Similar to CG3714 gene product||PP3856||similar to CG37
0.36224371 93107 NM_172347 Hs.335877 Potassium voltage-gated chann ||KV6.3||KV6.4||KCNG4||P
-0.77826495 93109 NM_138399 Hs.478729 Transmembrane protein 44 ||LOC93109||TMEM44||Tr
-0.79651309 93129 NM_152288 Hs.460617 Hypothetical protein MGC13024||MGC13024||hypothetical
0.0976457 93145 NM_058164 Hs.169743 Olfactomedin 2 ||OLFM2||Olfactomedin 2|
0.59034544 93183 NM_145167 Hs.512837 Phosphatidylinositol glycan, clas||PIGM||phosphatidylinosit
0.05202535 93185 NM_052868 Hs.332012 Immunoglobulin superfamily, me||PGRL||IGSF8||CD81P3||
-0.04833941 93190 NM_152290 Hs.98095 Hypothetical protein MGC35194||MGC35194||hypothetical



-0.27644114 93210 NM_033419 Hs.462971 Per1-like domain containing 1 ||PERLD1||Per1-like doma
0.05202535 93233 NM_144577 Hs.112645 Hypothetical protein FLJ32926 ||FLJ32926||hypothetical p
-0.55928729 93273 XM_351317
-0.72352054 93323 XM_050564
0.6907102 93343 NM_138401 Hs.515243 Hypothetical protein BC011840 ||LOC93343||hypothetical 

-0.52279101 93349 NM_138402 Hs.471582 Hypothetical protein BC004921 ||LOC93349||hypothetical 
-0.18520045 93377 NM_033207 Hs.12449 Transmembrane protein 10 ||TMEM10||Transmembra
-0.24906893 93408 NM_138403 Hs.247831 Myosin light chain 2, precursor l ||MYLC2PL||Myosin light c
-0.17607638 93426 NM_130784 Hs.549231 Chromosome 10 open reading f ||C10orf94||Chromosome 
-0.51366694 93429 XM_375629 Hs.466975 Hypothetical gene DKFZp434J0 ||DKFZp434J0226||hypoth
-0.5866595 93432 XM_376684 Hs.306399 Similar to maltase-glucoamylase||LOC93432||Similar to ma
-0.67790019 93463 XM_376186 Hs.531712 Hypothetical protein LOC93463 ||LOC93463||hypothetical 
-0.65052798 93474 NM_033213 Hs.330741 Zinc finger protein 670 ||ZNF670||MGC12466||Zin
0.29837522 93487 NM_144578 Hs.437831 Chromosome 14 open reading f ||C14orf32||Chromosome 
-0.16695231 93517 NM_145168 Hs.87779 NAD(P) dependent steroid dehy||HSPC105||NAD(P) depe
-0.29468928 93550 NM_174890 Hs.89029 AN1, ubiquitin-like, homolog (Xe||ANUBL1||AN1, ubiquitin-
-1.10673145 93556 XM_376284 Hs.478160 Hypothetical protein BC011266 ||LOC93556||hypothetical 
-0.23994487 93587 NM_152292 Hs.380412 RNA (guanine-9-) methyltransfe ||RG9MTD2||RNA (guanin
-0.66877612 93589 NM_172364 Hs.13768 Calcium channel, voltage-depen||CACNA2D4||CALCIUM C
-0.52279101 93594 NM_145647 Hs.492716 Unknown MGC21654 product ||MGC21654||WDR67||Un
0.99180449 93611 NM_033182 Hs.519716 F-box protein 44 ||FBXO44||FBG3||FBX44|
0.03377721 93621 NM_033296 Hs.406590 Mof4 family associated protein 1||PGR1||MRFAP1||Mof4 fa
-0.06658755 93624 XM_291105 Hs.518614 Transcriptional adaptor 2 (ADA2||ADA2-BETA||MGC21874
-0.5866595 93643 NM_080604 Hs.520145 Tight junction protein 4 (periphe ||TJP4||Tight junction prot
-0.35855777 93661 NM_033328 Hs.131288 Capping protein (actin filament) ||CAPPA3||CAPZA3||CP-A
-0.56841136 93663 NM_033515 Hs.486458 Rho GTPase activating protein 1||ARHGAP18||Rho GTPas
-0.51366694 93664 NM_017954 Hs.126730 Ca2+-dependent activator prote ||CADPS2||Ca2+-depende
0.05202535 93974 NM_016311 Hs.241336 ATPase inhibitory factor 1 ||ATPIF1||ATPase inhibito
-0.35855777 94005 NM_033198 Hs.462550 Phosphatidylinositol glycan, clas||PIGS||phosphatidylinosit
1.06479704 94009 NM_170694 Hs.534041 Serine hydrolase-like ||SERHL||Serine hydrolase
0.39873998 94015 NM_032646 Hs.27935 Tweety homolog 2 (Drosophila) ||TTYH2||tweety homolog 
-0.3494337 94030 XM_292778 Hs.120873 Leucine rich repeat containing 4 ||LRRC4B||leucine rich rep
-0.17607638 94031 NM_053044 Hs.479119 HtrA serine peptidase 3 ||HTRA3||PRSP||HtrA seri
0.3348715 94032 NM_033259 Hs.343882 CaM-KII inhibitory protein ||CAM-KIIN||CAMKIIN||Ca
0.18888639 94033 NM_177478 Hs.105324 Ferritin mitochondrial ||FTMT||MITOCHONDRIA
-0.1395801 94039 NM_033204 Hs.164284 Zinc finger protein 101 ||ZNF101||Zinc finger prot
0.38961592 94056 NM_032796 Hs.489336 Synapse associated protein 1, S||SYAP1||synapse associa
0.59034544 94059 NM_198988 Hs.546465 Leukocyte receptor cluster (LRC||LENG9||leukocyte recept
-0.4680466 94081 NM_022754 Hs.369440 Sideroflexin 1 ||SFXN1||Sideroflexin 1||
0.76370276 94086 NM_033194 Hs.238094 Heat shock protein, alpha-crysta||HSPB9||HEAT-SHOCK 2
0.31662336 94097 NM_144579 Hs.368171 Sideroflexin 5 ||SFXN5||Sideroflexin 5||
0.17976232 94103 NM_139280 Hs.514151 ORM1-like 3 (S. cerevisiae) ||ORMDL3||ORM1-like 3 (
0.0976457 94104 NM_013329 Hs.473635 Chromosome 21 open reading f ||C21orf66||Chromosome 

-0.05746348 94105 NM_033209 Hs.134643 Thy-1 cell surface antigen ||||THY1||Thy-1 cell surfac
0.90968786 94107 NM_053045 Hs.231029 Hypothetical protein MGC14327||MGC14327||hypothetical
-0.18520045 94120 XM_087804
0.06114942 92235 XM_043739 Hs.50820 Hypothetical cardiac/skeletal mu||LOC92235||hypothetical 
0.06114942 92105 NM_033547 Hs.533723 Hypothetical gene MGC16733 s ||MGC16733||hypothetical
0.28012708 92304 NM_052863 Hs.62492 Secretoglobin, family 3A, memb ||SCGB3A1||HIN1||secreto
0.17063825 133619 NM_130809 Hs.483259 Hypothetical protein MGC12103||LOC133619||hypothetica
0.2162586 133686 NM_153013 Hs.81907 Hypothetical protein FLJ30596 ||FLJ30596||hypothetical p



-0.10308383 93134 NM_152289 Hs.371107 Zinc finger protein 561 ||ZNF561||Zinc finger prot
0.27100301 116449 NM_052964 Hs.147851 Mast cell immunoreceptor signa||MIST||Mast cell immunor
0.12501791 116461 NM_052965 Hs.440663 Chromosome 1 open reading fra||C1orf19||SEN15, YEAST
-0.26731707 116496 NM_022083 Hs.518662 Chromosome 1 open reading fra||C1orf24||Chromosome 1
0.07939756 116512 NM_198923 Hs.527802 MAS-related GPR, member D ||MRGPRD||MAS-RELATE
-0.04833941 116519 NM_052968 Hs.283923 Apolipoprotein A-V ||APOAV||APOA5||apolipo
-0.05746348 116534 XM_171536 Hs.527754 MAS-related GPR, member E ||MRGPRE||MAS-RELATE
-0.1395801 116540 NM_053050 Hs.534527 Mitochondrial ribosomal protein ||MRPL53||mitochondrial r
-0.08483569 116541 NM_172251 Hs.356578 Mitochondrial ribosomal protein ||MRPL54||mitochondrial r
-0.1395801 116835 NM_052970 Hs.516854 Heat shock 70kD protein 12B ||HSPA12B||heat shock 70
-0.36768183 116840 NM_053051 Hs.348012 LYST-interacting protein LIP8 ||LIP8||LYST-interacting p
-0.27644114 116841 NM_053052 Hs.325081 SVAP1 protein ||IMAGE3451454||SVAP1
-0.56841136 116842 NM_052971 Hs.337588 Liver-expressed antimicrobial pe||LEAP-2||Liver-expressed
-0.4954188 116843 NM_052831 Hs.347144 Chromosome 6 open reading fra||C6orf192||Chromosome 
-0.55928729 116844 NM_052972 Hs.515079 Leucine-rich alpha-2-glycoprote ||LRG1||Leucine-rich alpha
-0.67790019 116931 NM_053002 Hs.477965 Mediator of RNA polymerase II t||MED12L||mediator of RN
-0.3768059 116966 NM_170710 Hs.532056 WD repeat domain 17 ||WDR17||WD repeat dom
0.02465314 116969 NM_053017 Hs.125680 ADP-ribosyltransferase 5 ||ART5||ADP-ribosyltransf
0.08852163 116983 NM_030649 Hs.535257 Centaurin, beta 5 ||CENTB5||Centaurin, beta
-0.12133196 116984 NM_015230 Hs.479451 Centaurin, delta 1 ||CENTD1||ARAP2||KIAA0
-0.4954188 116985 NM_015242 Hs.503165 Centaurin, delta 2 ||CENTD2||ARAP1||KIAA0
-0.48629474 116986 NM_014770 Hs.302435 Centaurin, gamma 1 ||KIAA0167||CENTG1||PIK
-0.67790019 116987 NM_014914 Hs.435039 Trinucleotide repeat containing ||||CENTG2||Trinucleotide 
-0.03921534 116988 NM_031946 Hs.195048 Centaurin, gamma 3 ||CENTG3||Centaurin, gam
-0.22169673 117065 XM_060970 Hs.534530 Paired related homeobox-like 1 ||PRRXL1||Paired related 
-0.51366694 117143 NM_053053 Hs.435967 SPT3-associated factor 42 ||STAF42||SPT3-associate
-0.55016322 117145 NM_053055 Hs.164070 C-terminal modulator protein ||CTMP||C-terminal modu
-0.38592997 117153 NM_054024 Hs.287694 Melanoma inhibitory activity 2 ||MIA2||Melanoma inhibito
-0.3494337 117157 NM_053282 Hs.350581 SH2 domain-containing molecul ||EAT2||SH2D1B||EWS/FL
0.00640501 117159 NM_053283 Hs.350570 Dermcidin ||Dermcidin||DCD||
-0.33118556 117166 NM_053284 Hs.345818 WAP, follistatin/kazal, immunog ||WFIKKN1||WAP, FOLLIS
-0.13045603 117177 NM_022456 Hs.258209 RAB3A interacting protein (rabin||RAB3IP||RAB3A-INTERA
0.01552907 117178 NM_014021 Hs.22587 Synovial sarcoma, X breakpoint ||KIAA0923||ADIP||SSX2IP
0.43523626 117245 NM_054108 Hs.410316 H-rev107-like protein 5 ||HRLP5||H-rev107-like pr
0.07027349 117246 NM_017647 Hs.463785 FtsJ homolog 3 (E. coli) ||FTSJ3||FtsJ homolog 3 (
-0.04833941 117247 NM_018593 Hs.520321 Solute carrier family 16 (monoca||SLC16A10||TAT1||T-TYP
0.0976457 117248 NM_054110 Hs.411308 UDP-N-acetyl-alpha-D-galactosa||GALNTL2||UDP-N-acety
0.00640501 117285 NM_054112 Hs.274124 Defensin, beta 118 ||C20ORF63||ESC42||DEF
-0.07571162 117532 NM_080751 Hs.352626 Transmembrane channel-like 2 ||TMC2||Transmembrane 
-0.45892253 117579 NM_080864 Hs.352155 Relaxin 3 ||RLN3||H3||RXN3||Relaxi
-0.26731707 117608 NM_058230 Hs.533044 Zinc finger protein 354B ||ZNF354B||zinc finger pro
-0.27644114 117854 NM_058166 Hs.350518 Tripartite motif-containing 6 ||||TRIM6||Tripartite motif-c
-0.20344859 118421 NM_145033 Hs.438549 Chromosome 21 open reading f ||C21orf100||Chromosome
-0.53191508 118426 NM_058169 Hs.504805 Loss of heterozygosity, 12, chro ||LOH12CR1||Loss of hete
-0.26731707 118427 XM_088951
-0.15782824 118429 NM_058172 Hs.162963 Anthrax toxin receptor 2 ||ANTXR2||CMG2||Anthrax
-0.2308208 118430 NM_058173 Hs.348419 Small breast epithelial mucin ||LOC118430||Small breas
-0.18520045 118461 NM_199459 Hs.332030 Chromosome 10 open reading f ||C10orf71||Chromosome 
-0.01184313 118471 NM_145202 Hs.15951 Proline-rich acidic protein 1 ||PRAP1||Proline-rich acid
-0.15782824 118472 NM_145806 Hs.422113 Zinc finger protein 511 ||ZNF511||Zinc finger prot
-0.17607638 118487 NM_203298 Hs.181174 Coiled-coil-helix-coiled-coil-helix||CHCHD1||Coiled-coil-he



-0.55928729 118490 NM_178451 Hs.448627 Zinc finger, MYND domain conta||ZMYND17||zinc finger, M
-0.21257266 118491 NM_145170 Hs.549236 Tetratricopeptide repeat domain||TTC18||Tetratricopeptide
-0.39505404 118611 XM_061055
-0.55016322 118663 NM_144587 Hs.422466 Chromosome 10 open reading f ||C10orf87||Chromosome 
-0.63227984 118672 NM_153336 Hs.281004 Chromosome 10 open reading f ||C10orf89||Chromosome 
-0.44979846 118738 NM_153034 Hs.27788 Zinc finger protein 488 ||ZNF488||Zinc finger prot
-0.60490764 118812 NM_178832 Hs.217409 Chromosome 10 open reading f ||C10orf83||Chromosome 
-0.4954188 118813 NM_144588 Hs.523194 Zinc finger, FYVE domain conta ||ZFYVE27||zinc finger, FY
-0.20344859 118881 NM_144589 Hs.355333 Catechol-O-methyltransferase d||COMTD1||catechol-O-m
-0.15782824 118932 NM_144590 Hs.217484 Ankyrin repeat domain 22 ||ANKRD22||Ankyrin repea
0.28925115 118980 NM_178858 Hs.44070 Sideroflexin 2 ||SFXN2||Sideroflexin 2||
0.03377721 118987 NM_173791 Hs.501149 PDZ domain containing 8 ||PDZK8||PDZ domain con
0.07939756 119016 NM_133446 Hs.499496 Centaurin, gamma-like family, m||CTGLF1||Centaurin, gam
-0.14870417 119032 NM_144591 Hs.34492 Chromosome 10 open reading f ||C10orf32||Chromosome 
-0.22169673 119180 NM_183058 Hs.522610 Lysozyme-like 2 ||LYZL2||Lysozyme-like 2|
-0.03921534 119385 XM_370567 Hs.511787 KIAA1975 protein similar to MR ||KIAA1975||KIAA1975 pro
-0.00271906 119391 NM_183239 Hs.203634 Glutathione S-transferase omeg||GSTO2||glutathione S-tra
-0.00271906 119392 NM_145247 Hs.93667 Chromosome 10 open reading f ||C10orf78||Chromosome 
0.22538267 119395 NM_182494 Hs.364624 Family with sequence similarity ||FAM26A||family with seq
0.28012708 119467 NM_152311 Hs.242014 Hypothetical protein MGC32871||MGC32871||hypothetical
0.18888639 119504 NM_173473 Hs.426296 Chromosome 10 open reading f ||C10orf104||Chromosome
0.07939756 119548 XM_058404
0.39873998 119559 NM_178867 Hs.397062 Sideroflexin 4 ||SFXN4||Sideroflexin 4||
-0.07571162 119587 NM_198148 Hs.307574 Carboxypeptidase X (M14 family||CPXM2||carboxypeptidas
0.04290128 119710 NM_138787 Hs.406726 Hypothetical protein BC009561 ||LOC119710||hypothetica
0.08852163 120071 NM_152312 Hs.86543 Glycosyltransferase-like 1B ||GYLTL1B||glycosyltransf
0.00640501 120103 NM_152313 Hs.148766 Solute carrier family 36 (proton/a||SLC36A4||Solute carrier 
0.12501791 120114 XM_061871 Hs.98523 FAT tumor suppressor homolog ||FAT3||FAT tumor suppre
0.27100301 120196 NM_152314 Hs.22270 Hypothetical protein MGC34830||MGC34830||hypothetical
0.16151418 120224 NM_138788 Hs.504301 Transmembrane protein 45B ||LOC120224||TMEM45B|
0.11589384 120227 NM_024514 Hs.371427 Cytochrome P450, family 2, sub||CYP2R1||CYTOCHROM
-0.4680466 120376 XM_071712 Hs.31409 Hypothetical protein LOC120376||LOC120376||hypothetica
0.17976232 120379 NM_138789 Hs.420662 Hypothetical protein BC019238 ||LOC120379||hypothetica
0.08852163 120400 NM_152315 Hs.374720 Family with sequence similarity ||MGC34290||FAM55A||fa
0.00640501 120406 NM_182495 Hs.446760 Family with sequence similarity ||FLJ25224||FAM55B||fam
0.18888639 120425 NM_153206 Hs.16291 Adhesion molecule, interacts wit||AMICA1||adhesion molec
0.32574743 120526 NM_181706 Hs.187269 Zinc finger, CSL domain contain||ZCSL3||zinc finger, CSL 
-0.0209672 120534 NM_152316 Hs.502208 Hypothetical protein FLJ38968 ||FLJ38968||hypothetical p
-0.12133196 120863 NM_152317 Hs.250472 DEP domain containing 4 ||DEPDC4||DEP domain c
-0.13045603 120892 XM_058513 Hs.187636 Leucine-rich repeat kinase 2 ||DARDARIN||LRRK2||Leu
0.20713453 120935 NM_182496 Hs.210377 Hypothetical protein FLJ40089 ||FLJ40089||hypothetical p
-0.33118556 120939 NM_153022 Hs.226422 Hypothetical protein FLJ31166 ||FLJ31166||hypothetical p
0.10676977 121006 XM_370692 Hs.133187 Hypothetical protein LOC121006||LOC121006||hypothetica
-0.22169673 121053 NM_152318 Hs.295563 Hypothetical protein MGC40397||MGC40397||hypothetical
-0.03009127 121214 NM_148897 Hs.380178 Orphan short-chain dehydrogen ||SDR-O||Orphan short-ch
0.12501791 121227 NM_153377 Hs.253736 Leucine-rich repeats and immun||LIG3||LRIG3||Leucine-ric
0.34399557 121256 NM_133448 Hs.252489 KIAA1944 protein ||KIAA1944||KIAA1944 pro
0.28012708 121260 NM_145648 Hs.507260 Solute carrier family 15, membe||SLC15A4||Solute carrier 
0.17976232 121268 NM_144593 Hs.159013 Ras homolog enriched in brain l ||RHEBL1||Ras homolog e
-0.01184313 121273 NM_152319 Hs.98202 Hypothetical protein MGC35033||MGC35033||hypothetical
-0.8238853 121274 NM_152320 Hs.23492 Zinc finger protein 641 ||ZNF641||FLJ31295||Zinc



-0.2308208 121278 NM_173353 Hs.376337 Tryptophan hydroxylase 2 ||NTPH||TPH2||TRYPTOP
-0.21257266 121355 NM_144594 Hs.524476 Hypothetical protein FLJ32942 ||FLJ32942||hypothetical p
-0.13045603 121391 NM_175053 Hs.56255 Keratin 6 irs4 ||KRT6IRS4||K6IRS4||Ker
0.0976457 121441 NM_152905 Hs.270084 Neural precursor cell expressed ||NEDD1||Neural precurso
0.3348715 121504 NM_175054 Hs.352191 Histone 4, H4 ||HIST4H4||histone 4, H4|
0.65421392 121506 NM_152321 Hs.162143 Hypothetical protein FLJ32115 ||FLJ32115||hypothetical p
-0.66877612 121512 NM_139241 Hs.117835 FYVE, RhoGEF and PH domain||FGD4||FYVE, RhoGEF a
0.06114942 121549 XM_062690
0.17063825 121551 NM_152322 Hs.271272 BTB (POZ) domain containing 1||BTBD11||BTB (POZ) dom
0.23450674 121601 NM_178826 Hs.58785 Transmembrane protein 16D ||||TMEM16D||Transmemb
0.36224371 121643 NM_213596 Hs.528316 Forkhead box N4 ||FOXN4||forkhead box N4
0.10676977 121665 NM_139015 Hs.507087 Signal peptide peptidase 3 ||IMP2||SPPL3||SPP-LIKE
-0.92425006 121793 NM_152324 Hs.210677 Hypothetical protein MGC35169||MGC35169||hypothetical
0.29837522 121951 XM_062871 Hs.368382 Hypothetical protein FLJ40176 ||FLJ40176||hypothetical p
0.59946951 121952 XM_062872 Hs.35090 Hypothetical protein LOC121952||LOC121952||hypothetica
0.17063825 122046 NM_152325 Hs.124463 Hypothetical protein MGC40178||MGC40178||hypothetical
-1.12497958 122060 NM_144595 Hs.349955 Hypothetical protein FLJ30046 ||FLJ30046||hypothetical p
0.15239011 122183 NM_198441 Hs.525056 FLJ40296 protein ||FLJ40296||FLJ40296 pro
-0.0209672 122258 NM_145248 Hs.97592 LOC122258 ||LOC122258||
-1.02461482 122416 NM_152326 Hs.432945 Ankyrin repeat domain 9 ||ANKRD9||Ankyrin repeat
-0.41330218 122509 NM_145249 Hs.19414 Family with sequence similarity ||FAM14B||family with seq
-0.20344859 122525 XM_071793 Hs.82098 Chromosome 14 open reading f ||C14orf28||Chromosome 
-0.05746348 122553 NM_177452 Hs.13303 Trafficking protein particle comp||TRAPPC6B||trafficking p
0.06114942 122616 NM_174891 Hs.27183 Chromosome 14 open reading f ||C14orf79||Chromosome 
0.39873998 122618 NM_138790 Hs.407101 Chromosome 14 open reading f ||C14orf175||PLD4||phosp
-0.59578357 122651 NM_145250 Hs.112761 Ribonuclease, RNase A family, ||RNASE11||ribonuclease
1.03742483 122664 NM_173846 Hs.406966 Chromosome 14 open reading f ||C14orf8||Chromosome 1
0.02465314 122665 NM_138331 Hs.553572 Ribonuclease, RNase A family, ||RNASE8||ribonuclease, R
-1.03373889 122704 NM_181307 Hs.355935 Mitochondrial ribosomal protein ||MRPL52||mitochondrial r
-0.10308383 122769 NM_152329 Hs.451090 Peptidylprolyl isomerase (cyclop||LRR1||PPIL5||PEPTIDYL
0.48085661 122773 NM_172193 Hs.509258 Kelch domain containing 1 ||KLHDC1||Kelch domain 
0.03377721 122786 NM_152330 Hs.434914 Chromosome 14 open reading f ||C14orf31||Chromosome 
-0.18520045 122830 XM_058661
0.14326604 122876 NM_145171 Hs.375028 Glycoprotein hormone beta 5 ||GPHB5||Glycoprotein ho
0.20713453 122945 NM_138791 Hs.97556 Chromosome 14 open reading f ||C14orf148||Chromosome
0.39873998 122953 NM_130469 Hs.196482 Jun dimerization protein 2 ||JDP2||Jun dimerization p
-0.14870417 122961 NM_194279 Hs.291079 HESB like domain containing 1 ||HBLD1||HESB like doma
-0.08483569 122970 NM_152331 Hs.49433 Peroxisomal acyl-CoA thioestera||PTE2B||peroxisomal acy
0.17063825 123016 NM_144596 Hs.303055 Tetratricopeptide repeat domain||TTC8||BBS8 GENE||Tetr
0.17063825 123041 NM_153646 Hs.510281 Solute carrier family 24 (sodium ||SLC24A4||Solute carrier 
0.15239011 123096 NM_152333 Hs.497598 Solute carrier family 25, membe||SLC25A29||Solute carrie
-0.04833941 123099 XM_058681
0.15239011 123169 NM_138792 Hs.511399 Senescence downregulated leo ||LOC123169||Senescenc
0.11589384 123207 NM_144597 Hs.352541 Hypothetical protein MGC29937||MGC29937||hypothetical
0.01552907 123228 NM_145204 Hs.513002 SUMO/sentrin specific protease ||DEN1||SENP8||NEDP1||
0.52647695 123263 NM_139242 Hs.531615 Methionyl-tRNA formyltransferas||MtFMT||methionyl-tRNA 
1.38413947 123264 NM_178859 Hs.534533 Organic solute transporter beta ||OSTbeta||Organic solute
0.26187895 123283 NM_152334 Hs.498500 Threonyl-tRNA synthetase-like 2||TARSL2||threonyl-tRNA 
0.38049185 123346 XM_372578
0.34399557 123355 NM_144598 Hs.459507 Leucine rich repeat containing 2 ||||LRRC28||Leucine rich re
0.71808241 123591 NM_152335 Hs.458965 Chromosome 15 open reading f ||C15orf27||Chromosome 



0.65421392 123606 NM_144599 Hs.511797 Non imprinted in Prader-Willi/An||NIPA1||non imprinted in 
0.90968786 123624 NM_152336 Hs.350741 Hypothetical protein FLJ32310 ||FLJ32310||hypothetical p
0.56297323 123720 XM_058720 Hs.377360 Similar to junction-mediating and||KIAA1971||similar to junc
0.36224371 123722 XM_058721
0.43523626 123745 NM_198442 Hs.148725 FLJ45651 protein ||FLJ45651||FLJ45651 pro
0.62684172 123775 NM_152337 Hs.203594 Chromosome 16 open reading f ||C16orf46||FLJ32702||Ch
0.34399557 123803 NM_173474 Hs.351573 N-terminal asparagine amidase ||NTAN1||N-terminal aspa
0.72720648 123811 NM_144600 Hs.514179 Hypothetical protein FLJ31153 ||FLJ31153||hypothetical p
0.40786405 123872 NM_178452 Hs.310164 Similar to RIKEN cDNA 493045 ||LRRC50||LOC123872||le
0.88231566 123876 XM_058743
0.20713453 123879 NM_173475 Hs.101007 Hypothetical protein MGC48972||MGC48972||hypothetical
0.42611219 123887 NM_152338 Hs.184507 Zymogen granule protein 16 ||ZG16||Zymogen granule 
0.32574743 123904 NM_198443 Hs.435464 MRCC2446 ||UNQ2446||MRCC2446||
0.52647695 123920 NM_144601 Hs.298198 Chemokine-like factor super fam||CKLFSF3||CHEMOKINE
0.5720973 123970 NM_144602 Hs.125875 Hypothetical protein MGC32905||MGC33367||hypothetical

-0.28556521 124044 NM_152339 Hs.374556 Hypothetical protein MGC26885||MGC26885||hypothetical
-0.62315577 124045 NM_153025 Hs.435398 Chromosome 16 open reading f ||C16orf55||FLJ31606||Ch
-0.27644114 124056 NM_144603 Hs.191762 NADPH oxidase organizer 1 ||NOXO1||NADPH oxidase
-0.06658755 124093 NM_173476 Hs.381943 Hypothetical protein FLJ34512 ||FLJ34512||hypothetical p
-0.26731707 124152 NM_153208 Hs.460217 Hypothetical protein MGC35048||MGC35048||hypothetical
-0.45892253 124216 NM_152340 Hs.459699 Hypothetical protein FLJ39075 ||FLJ39075||hypothetical p
-0.50454287 124221 NM_178453 Hs.434388 Hypothetical protein MGC52282||MGC52282||hypothetical
-0.36768183 124222 NM_152341 Hs.351474 Progestin and adipoQ receptor f ||PAQR4||progestin and a
-0.56841136 124245 NM_144604 Hs.93670 Hypothetical protein BC001584 ||LOC124245||hypothetica
-0.44067439 124359 NM_152342 Hs.373908 Chromodomain protein, Y-like 2 ||||CDYL2||Chromodomain
-0.33118556 124401 NM_133450 Hs.490371 KIAA1977 protein ||KIAA1977||KIAA1977 pro
-0.42242625 124402 NM_145253 Hs.513313 LOC124402 ||LOC124402||
0.00640501 124404 NM_144605 Hs.126780 Hypothetical protein FLJ25410 ||FLJ25410||hypothetical p
-0.52279101 124411 XM_370967
-0.13045603 124446 XM_378175 Hs.460574 Hypothetical protein BC017488 ||LOC124446||hypothetica
-0.65965205 124460 NM_153337 Hs.460777 Selectin ligand interactor cytopla||SLIC1||Selectin ligand in
-0.65965205 124491 NM_145254 Hs.487510 LOC124491 ||LOC124491||
-0.61403171 124535 XM_064190 Hs.380061 Hypothetical protein FLJ40311 ||FLJ40311||hypothetical p
-0.44067439 124540 NM_138962 Hs.134470 Musashi homolog 2 (Drosophila ||MSI2||musashi homolog 
-0.61403171 124565 NM_138570 Hs.352240 Hypothetical protein MGC15523||MGC15523||hypothetical
0.3348715 124590 NM_173477 Hs.376688 Usher syndrome 1G (autosoma ||USH1G||SANS||USH1G 
-0.1395801 124602 NM_153209 Hs.372773 Hypothetical protein FLJ37300 ||FLJ37300||hypothetical p
0.07027349 124626 NM_198844 Hs.367245 Zona pellucida binding protein 2 ||ZPBP2||Zona pellucida b
-0.12133196 124637 NM_144607 Hs.27475 Hypothetical protein FLJ32499 ||FLJ32499||hypothetical p
-0.16695231 124739 XM_371015 Hs.23935 Ubiquitin specific protease 43 ||USP43||Ubiquitin specific
0.05202535 124751 NM_213597 Hs.304604 Hypothetical protein LOC124751||LOC124751||hypothetica
0.05202535 124773 NM_181707 Hs.129312 Hypothetical protein LOC124773||LOC124773||hypothetica
-0.20344859 124790 NM_144608 Hs.56382 Hypothetical protein MGC39389||HEXIM2||FLJ32384||hypo
0.19801046 124801 NM_152344 Hs.355570 Hypothetical protein FLJ30656 ||FLJ30656||hypothetical p
-0.00271906 124808 NM_144609 Hs.349758 Hypothetical protein FLJ31795 ||FLJ31795||hypothetical p
0.11589384 124817 NM_173478 Hs.412708 Hypothetical protein FLJ40137 ||FLJ40137||hypothetical p
-0.30381335 124842 NM_207313 Hs.310482 Hypothetical protein LOC124842||LOC124842||hypothetica
-0.33118556 124857 NM_175575 Hs.211475 WAP, follistatin/kazal, immunog ||WFIKKN2||WAP, follistat
-0.39505404 124872 NM_153446 Hs.374679 UDP-GalNAc:Neu5Acalpha2-3G||GALGT2||UDP-GalNAc:N
-0.08483569 124912 NM_173847 Hs.434112 Sperm acrosome associated 3 ||SPACA3||Sperm acrosom
-0.90600192 124925 NM_178860 Hs.21837 Seizure related 6 homolog (mou||SEZ6||Seizure related 6 



-0.40417811 124930 NM_152345 Hs.334715 Hypothetical protein FLJ25555 ||FLJ25555||hypothetical p
-0.39505404 124935 NM_152346 Hs.160550 Solute carrier family 43, membe||SLC43A2||Solute carrier 
-0.3768059 124936 NM_144611 Hs.513871 Hypothetical protein MGC32124||MGC32124||hypothetical
-0.39505404 124944 XM_371010
0.13414198 124961 NM_153018 Hs.48832 Hypothetical protein FLJ30726 ||FLJ30726||hypothetical p
-0.50454287 124975 NM_153338 Hs.130749 Hypothetical protein FLJ90165 ||FLJ90165||hypothetical p
-0.1122079 124976 XM_058879 Hs.551574 Hypothetical protein LOC124976||LOC124976||hypothetica
-0.8238853 124989 NM_152347 Hs.463303 Hypothetical protein FLJ40342 ||FLJ40342||hypothetical p
-0.35855777 124995 NM_145255 Hs.347535 Mitochondrial ribosomal protein ||MRPL10||mitochondrial r
-0.85125751 124997 NM_152348 Hs.234572 Hypothetical protein FLJ33817 ||FLJ33817||hypothetical p
-0.53191508 125058 NM_019020 Hs.369819 TBC1 domain family, member 1 ||TBC1D16||TBC1 domain
0.03377721 125111 NM_152219 Hs.444663 Gap junction protein, chi 1, 31.9 ||CX31.9||GJC1||GJA11||G
-0.51366694 125113 NM_152349 Hs.6920 Hypothetical protein MGC45562||MGC45562||hypothetical
-0.54103915 125144 NM_152350 Hs.368934 Hypothetical protein MGC40157||MGC40157||hypothetical
0.22538267 125170 NM_139162 Hs.534534 Smith-Magenis syndrome chrom||SMCR7||Smith-Magenis 
-0.76914088 125206 NM_152351 Hs.368935 Solute carrier family 5 (sodium/g||SLC5A10||Solute carrier 
-0.1122079 125228 NM_152352 Hs.13034 Chromosome 18 open reading f ||C18orf19||Chromosome 
-0.28556521 125336 NM_144612 Hs.345877 Lipoxygenase homology domain||LOXHD1||Lipoxygenase 
0.11589384 125476 NM_194281 Hs.464903 Chromosome 18 open reading f ||C18orf37||Chromosome 
-0.23994487 125488 NM_153211 Hs.546474 Chromosome 18 open reading f ||C18orf17||Chromosome 
0.28925115 125875 NM_152353 Hs.348531 Hypothetical protein MGC33839||MGC33839||hypothetical
0.26187895 125893 XM_064856 Hs.446907 Hypothetical protein LOC125893||LOC125893||hypothetica
0.53560102 125919 NM_213598 Hs.202544 Zinc finger protein 543 ||ZNF543||Zinc finger prot
0.30749929 125931 NM_198444 Hs.528318 GPAD9366 ||UNQ9366||GPAD9366||
0.89143973 125950 NM_133452 Hs.337228 RAVER1 ||RAVER1||
0.49910475 125965 NM_144613 Hs.550544 Cytochrome c oxidase subunit V||COX6B2||cytochrome c o
0.50822882 118460 NM_058219 Hs.461187 Exosome component 6 ||MTR3||EXOSC6||Exosom
0.20713453 118425 NM_058168 Hs.104215 Gene differentially expressed in ||GDEP||Gene differentiall
0.63596579 121457 NM_201614 Hs.252543 IKK interacting protein ||IKIP||IKK interacting prot
0.26187895 116832 NM_052969 Hs.478582 Ribosomal protein L39-like ||RPL39L||ribosomal prote
0.44436033 133746 NM_152405 Hs.482605 Junction-mediating and regulato||JMY||Junction-mediating
0.81844717 133923 NM_207317 Hs.147898 FLJ32921 protein ||FLJ32921||FLJ32921 pro
0.81844717 124783 NM_152343 Hs.412719 Hypothetical protein FLJ25414 ||FLJ25414||hypothetical p
1.12866553 125115 NM_182497 Hs.146635 Type I hair keratin KA36 ||KA36||type I hair keratin 
-0.28556521 125972 NM_145046 Hs.304020 Calreticulin 3 ||CALR3||Calreticulin 3||
0.31662336 125981 NM_133492 Hs.352609 N-acylsphingosine amidohydrola||ASAH3||N-acylsphingosi
0.03377721 125988 NM_205767 Hs.356626 QIL1 protein ||QIL1||QIL1 protein||
0.30749929 125997 NM_144614 Hs.511802 Methyl-CpG binding domain pro ||MBD3L2||METHYL-CpG
0.07939756 126003 XM_058961 Hs.432413 Trafficking protein particle comp||TRAPPC5||Trafficking pr
-0.14870417 126006 XM_058956 Hs.515104 Purkinje cell protein 2 ||PCP2||Purkinje cell prote
0.12501791 126068 NM_152355 Hs.333348 Zinc finger protein 441 ||ZNF441||Zinc finger prot
-0.22169673 126069 NM_152356 Hs.158124 Zinc finger protein 491 ||ZNF491||Zinc finger prot
0.80019903 126070 NM_152357 Hs.418192 Zinc finger protein 440 ||ZNF440||Zinc finger prot
0.35311964 126074 NM_175871 Hs.129079 Hypothetical protein FLJ35119 ||FLJ35119||hypothetical p
-0.45892253 126119 NM_138334 Hs.467151 Hypothetical transmembrane pro||SBBI54||hypothetical tran
0.03377721 126123 NM_152358 Hs.414175 SCRL protein ||MGC33947||SCRL prote
-0.12133196 126129 NM_152359 Hs.112195 Carnitine palmitoyltransferase 1 ||CPT1C||carnitine palmito
-0.28556521 126133 NM_153329 Hs.355398 Aldehyde dehydrogenase 16 fam||ALDH16A1||MGC10204|
0.00640501 126147 NM_145807 Hs.326217 Hypothetical protein BC018697 ||LOC126147||hypothetica
-0.34030963 126167 XM_058997 Hs.534535 Zinc finger protein 568 ||ZNF568||Zinc finger prot
0.03377721 126206 NM_153447 Hs.356872 NACHT, leucine rich repeat and ||NALP5||NACHT, leucine



-0.01184313 126208 XM_058999
0.0976457 126231 NM_152360 Hs.290703 Zinc finger protein 573 ||ZNF573||Zinc finger prot
0.27100301 126248 NM_173479 Hs.211046 Hypothetical protein LOC126248||LOC126248||hypothetica
-0.32206149 126259 NM_144615 Hs.263928 Hypothetical protein MGC23244||MGC23244||hypothetical
-0.72352054 126272 NM_152361 Hs.135181 Hypothetical protein FLJ38944 ||FLJ38944||hypothetical p
-0.15782824 126282 NM_152362 Hs.465643 Hypothetical protein MGC17791||MGC17791||TNFAIP8L1
-0.62315577 126295 NM_173480 Hs.374945 Hypothetical protein LOC126295||LOC126295||hypothetica
-0.67790019 126299 NM_182498 Hs.99093 Hypothetical protein MGC51082||MGC51082||hypothetical
-0.1122079 126306 NM_144616 Hs.534537 Homolog of mouse skeletal mus||FLJ32416||JP45, MOUS
-0.43155032 126308 NM_130807 Hs.86912 MOB1, Mps One Binder kinase ||||MOBKL2A||MOB1, Mps
0.11589384 126321 NM_174983 Hs.245372 Chromosome 19 open reading f ||C19orf28||Chromosome 
-0.22169673 126326 NM_133261 Hs.266873 PDZ domain protein GIPC3 ||GIPC3||GAIP C-TERMIN
0.28012708 126328 NM_175614 Hs.406062 NADH dehydrogenase (ubiquino||NDUFA11||NADH dehyd
0.20713453 126353 NM_173481 Hs.439180 Chromosome 19 open reading f ||C19orf21||Chromosome 
-0.09395976 126364 NM_145256 Hs.332156 Leucine rich repeat containing 2 ||MAPA||LRRC25||Leucine
-0.44979846 126375 NM_175872 Hs.50405 FLJ38451 protein ||FLJ38451||FLJ38451 pro
-0.32206149 126393 NM_144617 Hs.534538 Heat shock protein, alpha-crysta||HSPB6||heat shock prote
-0.52279101 126402 NM_173482
-0.3494337 126410 NM_173483
-0.16695231 126432 NM_198445 Hs.446933 FLJ45909 protein ||FLJ45909||FLJ45909 pro
-0.4680466 126433 NM_178820 Hs.187461 F-box protein 27 ||FBXO27||FBG5||FBX27|
0.2162586 126520 XM_059051

-0.00271906 126526 NM_178830 Hs.103845 Hypothetical protein FLJ36888 ||FLJ36888||hypothetical p
-0.22169673 126536 XM_378780 Hs.131824 Hypothetical protein LOC126536||||LOC126536||Hypothetic
-0.35855777 126549 NM_152363 Hs.379097 Hypothetical protein FLJ39369 ||FLJ39369||ANKRD41||Hy
-0.26731707 126567 XM_065166 Hs.223770 KIAA1957 ||KIAA1957||
0.04290128 126626 NM_144618 Hs.369970 Hypothetical protein MGC29891||MGC29891||hypothetical
-0.45892253 126638 XM_371312 Hs.376144 Repetin ||Repetin||RPTN||FLJ3911
-0.69614833 126661 XM_059061 Hs.461300 Hypothetical protein LOC126661||LOC126661||hypothetica
-0.06658755 126668 NM_182499 Hs.387671 Hypothetical protein DKFZp434M||DKFZp434M202||hypoth
-0.27644114 126669 XM_375809
-0.09395976 126695 NM_152365 Hs.188881 Hypothetical protein FLJ34633 ||FLJ34633||hypothetical p
-0.41330218 126731 NM_145257 Hs.549238 LOC126731 ||LOC126731||
-0.32206149 126755 XM_059074 Hs.263561 Hypothetical protein LOC126755||LOC126755||LRRC38||H
-0.64140391 126789 NM_153339 Hs.400659 Pseudouridylate synthase-like 1 ||PUSL1||Pseudouridylate 
-0.34030963 126792 NM_080605 Hs.284284 UDP-Gal:betaGal beta 1,3-galac||B3GALT6||UDP-Gal:beta
-0.40417811 126820 NM_145172 Hs.97933 Testis development protein NYD||WDR63||NYD-SP29||Tes
-0.8238853 126823 NM_152366 Hs.507290 Kelch/ankyrin repeat containing ||KARCA1||kelch/ankyrin r
-0.77826495 126859 NM_182766 Hs.496400 Hypothetical protein FLJ32940 ||DKFZp686H1423||hypoth
0.10676977 126868 NM_152367 Hs.376194 Hypothetical protein FLJ38716 ||FLJ38716||hypothetical p
-0.53191508 126917 XM_375695
-0.60490764 126961 NM_021059 Hs.523577 Histone 2, H3c ||||HIST2H3C||Histone 2, H
-0.36768183 126969 NM_152369 Hs.483423 Hypothetical protein MGC45474||MGC45474||hypothetical
-0.22169673 127002 NM_153340 Hs.118248 Ataxin 7-like 2 ||ATXN7L2||Ataxin 7-like 2
-0.42242625 127018 NM_138794 Hs.125291 Lysophospholipase-like 1 ||LYPLAL1||Lysophosphol
-0.41330218 127124 NM_133262 Hs.127743 ATPase, H+ transporting, lysoso||ATP6V1G3||ATPase, H+
-0.66877612 127247 NM_080868 Hs.125423 Ankyrin repeat and SOCS box-c||ASB17||ankyrin repeat a
-0.23994487 127253 NM_138467 Hs.348411 Hypothetical protein BC009514 ||LOC127253||hypothetica
-0.63227984 127254 XM_371259
-0.3494337 127255 NM_145258 Hs.151193 Hypothetical protein MGC22773||MGC22773||LRRC44||Hy
-0.30381335 127262 NM_182752 Hs.20529 Hypothetical protein LOC127262||LOC127262||hypothetica



-0.10308383 127281 NM_152371 Hs.462033 Hypothetical protein MGC26818||MGC26818||hypothetical
-0.08483569 127294 NM_152372 Hs.523413 Myomesin family, member 3 ||MYOM3||Myomesin fami
0.40786405 127343 NM_147192 Hs.375623 Diencephalon/mesencephalon h||OTX3||DMBX1||Diencep
0.6907102 127396 NM_152373 Hs.524767 Zinc finger protein 684 ||ZNF684||MGC27466||Zin
0.25275488 127428 NM_153035 Hs.190162 Hypothetical protein FLJ32112 ||C1orf83||FLJ32112||Hypo
0.11589384 127435 NM_153703 Hs.136664 Podocan ||Podocan||PODN||
0.44436033 127482 XM_060509
0.32574743 127495 NM_144620 Hs.44277 Hypothetical protein MGC14816||LRRC39||MGC14816||Hy
0.02465314 127540 NM_145205 Hs.550545 HMG2 like ||LOC127540||HMG2 like|
-0.32206149 127544 NM_153341 Hs.546478 IBR domain containing 3 ||IBRDC3||IBR domain co
0.56297323 127557 NM_144621 Hs.546479 Zinc finger and BTB domain con||ZBTB8||zinc finger and B
0.25275488 127579 NM_144622 Hs.97341 Hypothetical protein FLJ32934 ||FLJ32934||DCST2||Hypo
-0.21257266 127614 NM_207314
0.13414198 127670 NM_172000 Hs.156977 Putative membrane protein HE9||HE9||putative membrane
-0.68702426 127687 NM_198446 Hs.532749 FLJ45459 protein ||FLJ45459||FLJ45459 pro
-0.4954188 127700 NM_145047 Hs.202207 Oxidored-nitro domain-containin||NOR1||Oxidored-nitro do
-0.65052798 127703 NM_152374 Hs.112023 Hypothetical protein FLJ38984 ||FLJ38984||hypothetical p
-0.84213344 127707 NM_152375 Hs.406913 Hypothetical protein FLJ38753 ||FLJ38753||hypothetical p
-0.84213344 127731 NM_144623
-0.93337413 127733 NM_152376 Hs.432503 UBX domain containing 3 ||UBXD3||UBX domain co
-0.55928729 127795 NM_152377 Hs.47385 Hypothetical protein MGC34837||C1orf87||MGC34837||Hy
-0.54103915 127829 NM_138795 Hs.497399 ADP-ribosylation factor-like 10B ||ARL10B||ADP-ribosylatio
-0.60490764 127833 NM_177402 Hs.447005 Synaptotagmin II ||SYT2||synaptotagmin II||
-0.17607638 127845 NM_198447 Hs.532401 Golgi transport 1 homolog A (S. ||GOLT1A||FLJ42654||golg
-0.87862971 127943 NM_152378 Hs.517422 Fc receptor like 2 ||FCRY||FCRL2||FREB2||F
-0.67790019 128025 NM_144625 Hs.97527 Hypothetical protein FLJ32978 ||WDR64||FLJ32978||Hypo
-0.99724262 128061 NM_152379 Hs.549239 Hypothetical protein DKFZp547B||DKFZp547B1713||hypoth
-1.17059993 128077 NM_153713 Hs.515748 Lix1 homolog (mouse) like ||LIX1L||MGC46719||Lix1 
-1.35308132 128102 XM_371285 Hs.170385 3-beta-hydroxysteroid dehydrog ||LOC128102||3-beta-hydr
-0.75089274 128153 NM_138796 Hs.171130 Hypothetical protein BC014608 ||LOC128153||hypothetica
-0.91512599 128209 NM_173484
-1.19797214 128218 NM_144626 Hs.104476 Hypothetical protein MGC17299||MGC17299||hypothetical
-0.53191508 128229 NM_144627 Hs.534539 SSTK-interacting protein ||SSTK-IP||SSTK-interacti
-0.51366694 128239 NM_178229 Hs.133294 IQ motif containing GTPase acti ||IQGAP3||IQ motif contain
-0.62315577 128240 NM_144772 Hs.528320 Apolipoprotein A-I binding prote ||AIBP||APOA1BP||APOA1
-1.09760738 128272 NM_153213 Hs.378115 Rho guanine nucleotide exchang||ARHGEF19||Rho guanin
-1.22534435 128308 NM_181441 Hs.63236 Mitochondrial ribosomal protein ||MRPL55||mitochondrial r
-0.66877612 128338 NM_178454 Hs.485606 Hypothetical protein MGC54289||MGC54289||hypothetical
-0.5866595 128344 NM_181643 Hs.172510 Hypothetical protein LOC128344||C1orf88||LOC128344||Hy
-0.53191508 128346 NM_174896 Hs.288010 Hypothetical protein MGC24133||MGC24133||hypothetical
-1.36220539 128387 XM_375838 Hs.530538 Hypothetical protein LOC128387||LOC128387||hypothetica
-0.4954188 128414 NM_152864 Hs.46627 Chromosome 20 open reading f ||C20orf58||Chromosome 
0.16151418 128434 NM_080607 Hs.517029 Chromosome 20 open reading f ||C20orf102||Chromosome
-0.05746348 128486 XM_371399 Hs.151675 Chromosome 20 open reading f ||C20orf142||Chromosome
-0.68702426 128488 NM_080869 Hs.352180 WAP four-disulfide core domain ||WFDC12||WAP four-disu
-0.21257266 128497 NM_080608 Hs.128235 Chromosome 20 open reading f ||C20orf165||Chromosome
-0.67790019 128553 NM_173485 Hs.473117 Chromosome 20 open reading f ||C20orf17||Chromosome 
-1.03373889 128602 NM_178456 Hs.43977 Chromosome 20 open reading f ||C20orf85||Chromosome 
-0.87862971 128611 XM_066058 Hs.473204 Chromosome 20 open reading f ||C20orf174||Chromosome
-0.63227984 128637 NM_144628 Hs.203514 TBC1 domain family, member 2 ||TBC1D20||TBC1 domain
-0.73264461 128653 NM_080739 Hs.352187 Chromosome 20 open reading f ||C20orf141||Chromosome



-0.4680466 128817 NM_138283 Hs.352134 Cystatin-like 1 ||CSTL1||Cystatin-like 1||
0.01552907 128821 NM_080610 Hs.121554 Cystatin 9-like (mouse) ||CST9L||Cystatin 9-like (m
-0.28556521 128826 NM_178463 Hs.86507 Chromosome 20 open reading f ||C20orf166||Chromosome
-0.63227984 128854 NM_178465 Hs.375468 TSPY-like 3 ||TSPYL3||TSPY-like 3||
-0.92425006 128859 NM_174897 Hs.375090 Bactericidal/permeability-increas||BPIL3||Bactericidal/perm
-1.08848331 128861 NM_178466 Hs.360989 Chromosome 20 open reading f ||C20orf71||Chromosome 
-0.97899448 128864 NM_080825 Hs.324104 Chromosome 20 open reading f ||C20orf144||Chromosome
-1.03373889 128866 NM_176812 Hs.472471 Chromatin modifying protein 4B ||C20orf178||CHMP4B||ch
-1.12497958 128872 NM_178467
-0.80563716 128876 NM_178468 Hs.552605 Chromosome 20 open reading f ||||C20orf128||Chromosom
-1.28921283 128954 XM_372882
-0.26731707 128989 NM_152906 Hs.474233 Hypothetical protein DKFZp761P||DKFZp761P1121||hypoth
-0.20344859 129025 NM_080740 Hs.178665 Suppressor of hairy wing homolo||SUHW1||suppressor of h
-1.0611111 129049 XM_059318 Hs.474397 RUN and TBC1 domain contain ||RUTBC2||RUN and TBC
-1.27096469 129080 NM_133455 Hs.289106 EMI domain containing 1 ||EMID1||EMU1||EMI dom
-0.39505404 129138 NM_138797 Hs.135259 Hypothetical protein BC014641 ||LOC129138||hypothetica
-1.01549075 129285 NM_152994 Hs.515985 Smooth muscle myosin heavy c ||LOC129285||smooth mu
-1.28921283 129293 XM_059341 Hs.469134 Hypothetical protein LOC129293||LOC129293||hypothetica
-0.96074634 129303 NM_153342 Hs.356187 Fasting-inducible integral memb||FLJ90024||fasting-induci
-0.84213344 129401 NM_138285 Hs.180591 Nucleoporin 35kDa ||MP44||NUP35||nucleopo
-0.33118556 129450 NM_152382 Hs.204619 Hypothetical protein FLJ37953 ||FLJ37953||hypothetical p
-0.23994487 129530 NM_174898 Hs.164589 Hypothetical protein LOC129530||LOC129530||hypothetica
-0.81476123 129531 NM_138798 Hs.14222 Hypothetical protein BC018453 ||LOC129531||hypothetica
-0.63227984 129563 NM_152383 Hs.471637 Hypothetical protein MGC42174||MGC42174||hypothetical
-0.9424982 129607 XM_059368
-0.74176868 129642 NM_138799 Hs.467634 O-acyltransferase (membrane b||OACT2||O-acyltransferas
-0.77826495 129684 NM_130773 Hs.21975 Contactin associated protein-like||CNTNAP5||Contactin ass
-1.0611111 129685 NM_138572 Hs.520122 Taube nuss homolog (mouse) ||TBN||Taube nuss homol
-1.22534435 129787 NM_152834 Hs.43899 Transmembrane protein 18 ||TMEM18||Transmembra
-0.76001681 129790 NM_032625 Hs.124854 Chromosome 7 open reading fra||C7orf13||Chromosome 7
0.29837522 129804 NM_153214 Hs.437696 Hypothetical protein FLJ37440 ||FLJ37440||hypothetical p
0.14326604 129807 NM_080741 Hs.414300 Sialidase 4 ||NEU4||Sialidase 4||NEUR
-0.88775378 129852 XM_059377
-0.86950565 129868 NM_138800 Hs.232026 Tripartite motif-containing 43 ||TRIM43||Tripartite motif-
-0.76914088 129880 NM_152384 Hs.233398 Bardet-Biedl syndrome 5 ||BBS5||BBS5 GENE||Bard
-1.28008876 130029 NM_205543 Hs.546480 Amyotrophic lateral sclerosis 2 ( ||ALS2CR16||Amyotrophic
-0.80563716 130120 NM_198448 Hs.447084 Regenerating islet-derived 3 gam||REG-III||REG3G||Regen
-1.0611111 130132 NM_144629 Hs.350388 Chromosome 2 open reading fra||C2orf11||Chromosome 2
-0.7052724 130162 NM_152385 Hs.468590 Hypothetical protein FLJ31438 ||FLJ31438||hypothetical p
0.42611219 130271 NM_172069 Hs.164162 Pleckstrin homology domain con||PLEKHH2||pleckstrin hom
-0.18520045 130340 NM_178814 Hs.387648 Adaptor-related protein complex||AP1S3||Adaptor-related 
0.37136778 130367 NM_152386 Hs.210043 Sphingosine-1-phosphate phosp||SGPP2||Sphingosine-1-p
0.22538267 130497 NM_145260 Hs.123933 Odd-skipped related 1 (Drosoph||OSR1||ODD-SKIPPED-R
1.29289877 130507 NM_172070 Hs.379548 Zinc finger protein 650 ||ZNF650||Zinc finger prot
0.38961592 130535 NM_152387 Hs.379185 Potassium channel tetramerisat ||KCTD18||FLJ31322||Pot
0.41698812 130557 NM_144631 Hs.515872 Zinc finger protein 513 ||ZNF513||Zinc finger prot
0.22538267 130574 NM_194317 Hs.21929 Hypothetical protein MGC52057||MGC52057||hypothetical
-0.33118556 130576 NM_177964 Hs.357567 Hypothetical protein LOC130576||LOC130576||hypothetica
-0.08483569 130589 NM_138801 Hs.435012 Galactose mutarotase (aldose 1||GALM||Galactose mutaro
-0.27644114 130617 NM_138802 Hs.534540 Hypothetical protein BC018415 ||LOC130617||hypothetica
0.48998068 130619 NM_152389 Hs.528323 Hypothetical protein MGC35338||MGC35338||hypothetical



0.43523626 130733 NM_152390 Hs.40808 Hypothetical protein MGC33926||MGC33926||hypothetical
0.74545462 130752 XM_059468

0.927936 130813 NM_182500 Hs.406894 Hypothetical protein FLJ25143 ||FLJ25143||hypothetical p
1.22903029 130814 NM_152391 Hs.274415 Chromosome 2 open reading fra||C2orf22||Chromosome 2
0.64508985 130827 NM_144632 Hs.436203 Hypothetical protein FLJ30294 ||FLJ30294||hypothetical p
0.96443228 130888 NM_174899 Hs.140666 F-box protein 36 ||FBXO36||FBX36||F-box 
1.72173003 130916 NM_182501 Hs.159556 Hypothetical protein MGC61716||MGC61716||hypothetical
-0.31293742 130940 NM_138803 Hs.100743 Hypothetical protein BC015395 ||LOC130940||hypothetica
0.5720973 130951 NM_138804 Hs.348645 Hypothetical protein BC014602 ||LOC130951||hypothetica
0.43523626 131034 NM_130808 Hs.199877 Copine IV ||CPN4||CPNE4||copine IV
0.70895834 131118 NM_145261 Hs.230601 Homolog of yeast TIM14 ||TIM14||homolog of yeast
0.14326604 131177 NM_138805 Hs.61265 Family with sequence similarity ||FAM3D||family with sequ
1.14691366 131368 NM_175056 Hs.352213 Hypothetical protein LOC131368||LOC131368||hypothetica
1.50275237 131375 NM_144634 Hs.234895 Lysozyme-like 4 ||LYZL4||Lysozyme-like 4|
1.33851912 131377 NM_152393 Hs.350288 Kelch repeat and BTB (POZ) do||KBTBD5||kelch repeat an
1.77647445 131408 NM_144635 Hs.436847 Hypothetical protein MGC21688||MGC21688||hypothetical
0.78195089 131474 NM_144636 Hs.517815 Coiled-coil-helix-coiled-coil-helix||CHCHD4||Coiled-coil-he
1.15603773 131540 NM_144637 Hs.111591 Zinc finger, DHHC domain conta||ZDHHC19||zinc finger, D
0.39873998 131544 XM_376254 Hs.476970 Hypothetical protein DKFZp667G||DKFZp667G2110||hypot
1.83121886 131566 NM_080927 Hs.203691 Discoidin, CUB and LCCL doma||ESDN||DCBLD2||discoid
1.97720397 131578 NM_130830 Hs.288467 Leucine rich repeat containing 1 ||LRRC15||Leucine rich re
1.2837747 131583 NM_153690 Hs.435080 Family with sequence similarity 4||FAM43A||family with seq
1.14691366 131616 NM_144638 Hs.432780 Transmembrane protein 42 ||TMEM42||Transmembra
1.26552657 131669 NM_144639 Hs.331148 Urocanase domain containing 1 ||FLJ31300||UROC1||Uroc
1.72173003 131831 NM_152394 Hs.147128 Hypothetical protein MGC39662||MGC39662||hypothetical
1.81297072 131870 NM_152395 Hs.282050 Nudix (nucleoside diphosphate l ||FLJ31265||NUDT16||nud
1.17428587 131873 XM_067585 Hs.477571 Hypothetical protein LOC131873||LOC131873||hypothetica
0.46260847 131920 NM_207316 Hs.335321 SRSR846 ||SRSR846||UNQ846||
0.67246206 131965 NM_152396 Hs.149487 Hypothetical protein MGC24132||MGC24132||hypothetical
-0.52279101 132001 NM_138807 Hs.475472 Hypothetical protein BC015088 ||MGC16471||hypothetical
0.77282682 132014 NM_144640 Hs.390823 Interleukin 17 receptor E ||IL17RE||interleukin 17 re
0.18888639 132112 NM_153708 Hs.518480 Receptor transporting protein 1 ||RTP1||RECEPTOR-TRA
1.01005263 132141 NM_152397 Hs.381854 IQ motif containing F1 ||IQCF1||IQ motif containin
0.31662336 132158 NM_145262 Hs.415312 CG9886-like ||CG9886-like||GLYCTK||
0.8093231 132160 NM_144641 Hs.373560 Protein phosphatase 1M (PP2C ||FLJ32332||PP2C-ETA||P
0.07939756 132200 NM_138808
0.17063825 132204 NM_144642 Hs.441275 Synaptoporin ||Synaptoporin||SYNPR||
0.16151418 132228 NM_153215 Hs.534543 Interferon-related developmenta||||FLJ38608||Interferon-re
1.06479704 132241 XM_379215 Hs.437334 Hypothetical protein LOC132241||LOC132241||hypothetica
0.24363081 132243 NM_153833 Hs.97358 H1 histone family, member O, o ||H1FOO||H1 histone fami
0.4534844 132299 NM_152398 Hs.95835 OCIA domain containing 2 ||OCIAD2||OCIA domain c

-0.23994487 132320 NM_144643 Hs.404000 Hypothetical protein FLJ30655 ||FLJ30655||hypothetical p
1.2564025 132321 NM_173487 Hs.533190 Hypothetical protein LOC132321||LOC132321||hypothetica
0.13414198 132332 NM_152399 Hs.27524 Hypothetical protein FLJ30834 ||FLJ30834||hypothetical p
0.28925115 132612 NM_139243 Hs.518957 Testis nuclear RNA-binding prot||Tenr||testis nuclear RNA
0.17063825 132625 NM_174900 Hs.335787 Zinc finger protein 42 ||ZFP42||Zinc finger prote
0.77282682 132660 NM_194282 Hs.96952 Hypothetical protein DKFZp686L||DKFZp686L1814||hypoth
0.16151418 132671 NM_145263 Hs.527090 Spermatogenesis associated 18||SPATA18||LOC132671||
0.81844717 132720 NM_152400 Hs.23439 Hypothetical protein FLJ39370 ||FLJ39370||hypothetical p
-0.22169673 132724 NM_182502 Hs.407122 Transmembrane protease, serin||DKFZp686L1818||TMPR
0.46260847 132851 NM_144644 Hs.481235 Spermatogenesis associated 4 ||SPATA4||Spermatogene



0.38961592 132864 NM_182485 Hs.374216 Cytoplasmic polyadenylation ele||CPEB2||Cytoplasmic pol
1.18340994 132949 NM_181806 Hs.104347 2-aminoadipic 6-semialdehyde d||AASDH||2-aminoadipic 6
0.83669531 132954 NM_152401 Hs.223712 Phosducin-like 2 ||PDCL2||Phosducin-like 2
0.53560102 132989 NM_144645 Hs.339646 Hypothetical protein MGC26744||MGC26744||hypothetical
1.73997817 133015 NM_145048 Hs.479298 Hypothetical protein MGC29898||MGC29898||hypothetical
0.60859358 133022 NM_152402 Hs.154218 Translocation associated memb||TRAM1L1||Translocation
0.00640501 133060 NM_177998 Hs.534544 Otopetrin 1 ||OTOP1||Otopetrin 1||
0.67246206 133121 NM_153343 Hs.297814 Ectonucleotide pyrophosphatase||ENPP6||Ectonucleotide p
0.15239011 133308 NM_178833 Hs.546482 Hypothetical protein BC009732 ||LOC133308||hypothetica
1.35676726 133482 NM_173488 Hs.388874 Solute carrier organic anion tran||SLCO6A1||solute carrier 
0.69983427 133558 NM_173489 Hs.97714 Hypothetical protein FLJ40243 ||FLJ40243||hypothetical p
0.91881193 133584 NM_152403 Hs.20103 Hypothetical protein FLJ39155 ||FLJ39155||hypothetical p
0.36224371 133957 NM_145265 Hs.294145 Similar to RIKEN cDNA 061001 ||||LOC133957||Similar to 
0.48998068 132789 NM_138335 Hs.21398 Glucosamine-6-phosphate deam||GNPDA2||Glucosamine-
-0.0209672 133383 NM_153706 Hs.85950 Hypothetical protein MGC33648||MGC33648||hypothetical
0.90968786 133491 XM_376444 Hs.131469 Hypothetical protein LOC133491||LOC133491||hypothetica
0.28925115 133418 NM_198449 Hs.528324 Embigin homolog (mouse) ||EMB||Embigin homolog (
-0.14870417 134121 XM_376372 Hs.356226 Hypothetical protein LOC134121||LOC134121||hypothetica
-0.21257266 134145 NM_199133 Hs.481569 Hypothetical protein LOC134145||LOC134145||hypothetica
-0.35855777 134187 NM_153216 Hs.482837 Hypothetical protein FLJ25680 ||FLJ25680||hypothetical p
-0.52279101 134218 NM_194283 Hs.131887 DnaJ homology subfamily A me ||LOC134218||DNAJA5||D
-0.41330218 134265 XM_059702
-0.39505404 134266 NM_152407 Hs.511816 GrpE-like 2, mitochondrial (E. co||GRPEL2||GrpE-like 2, m
-0.41330218 134285 NM_173490 Hs.162246 Proline-rich protein PRP2 ||LOC134285||proline-rich
-0.48629474 134288 NM_153217 Hs.508588 Hypothetical protein MGC13034||MGC13034||hypothetical
-0.52279101 134353 NM_173491 Hs.23648 LSM11, U7 small nuclear RNA a||LSM11||LSM11, U7 sma
-0.72352054 134359 NM_152408 Hs.432726 Hypothetical protein FLJ35779 ||FLJ35779||hypothetical p
-0.76914088 134391 NM_194251 Hs.483732 G protein-coupled receptor 151 ||GPR151||G protein-coup
-0.65052798 134429 NM_139164 Hs.93842 START domain containing 4, ste||STARD4||START DOMA
-0.65052798 134430 NM_139281 Hs.533237 WD repeat domain 36 ||WDR36||WD repeat dom
-0.62315577 134466 XM_376436 Hs.148956 Hypothetical protein LOC134466||LOC134466||hypothetica
-0.4954188 134492 NM_145266 Hs.140443 NudC domain containing 2 ||LOC134492||NUDCD2||N
-0.75089274 134510 NM_145049 Hs.190447 Ubiquitin-like domain containing ||MGC10067||ubiquitin-like
-0.52279101 134548 NM_175873 Hs.13308 Hypothetical protein LOC134548||LOC134548||ANKRD43|
-0.86038158 134549 NM_133456 Hs.519574 Apical protein 2 ||APXL2||Apical protein 2|
-0.38592997 134553 NM_152409 Hs.406549 Hypothetical protein FLJ37562 ||FLJ37562||hypothetical p
-0.91512599 134637 NM_182503 Hs.435462 Deaminase domain containing 1||DEADC1||Deaminase do
-0.5866595 134701 XM_059730
-0.69614833 134728 XM_059729
-1.13410365 134829 XM_069035
-0.90600192 134957 NM_139244 Hs.93534 Syntaxin binding protein 5 (tomo||STXBP5||SYNTAXIN-BIN
-0.65965205 135114 NM_138571 Hs.72325 Histidine triad nucleotide binding||HINT3||Histidine triad nu
-0.96074634 135138 NM_152410 Hs.25791 PARK2 co-regulated ||||PACRG||PARK2 co-reg
-0.8238853 135152 NM_080742 Hs.549241 Beta-1,3-glucuronyltransferase 2||KIAA1963||B3GAT2||GLC
-1.08848331 135154 NM_145267 Hs.418495 Chromosome 6 open reading fra||C6orf57||Chromosome 6
-0.69614833 135228 NM_133493 Hs.399891 CD109 antigen (Gov platelet allo||CD109||CD109 PLATEL
-0.86038158 135250 NM_139165 Hs.511818 Retinoic acid early transcript 1E ||LETAL||RAET1E||ULBP4
-0.3494337 135295 NM_080743 Hs.254414 Serine-arginine repressor protei ||SRrp35||serine-arginine 
-0.63227984 135398 NM_153344 Hs.485528 Chromosome 6 open reading fra||C6orf141||Chromosome 
-0.93337413 135521 XM_059776
-0.53191508 135644 NM_138700 Hs.509439 Tripartite motif-containing 40 ||TRIM40||Tripartite motif-



-0.48629474 135656 NM_080870 Hs.485071 Diffuse panbronchiolitis critical r ||PBLT||DPCR1||PANBRO
-0.26731707 135886 NM_182504 Hs.180471 Williams-Beuren syndrome critic||WBSCR28||Williams-Be
-0.69614833 135892 NM_178125 Hs.404810 Tripartite motif-containing 50A ||TRIM50A||tripartite motif
-0.81476123 135927 NM_178829 Hs.239676 Chromosome 7 open reading fra||C7orf34||Chromosome 7
-0.52279101 135932 NM_153345 Hs.17558 Hypothetical protein FLJ90586 ||FLJ90586||hypothetical p
-0.7052724 136051 NM_152411 Hs.201648 Hypothetical protein DKFZp762I||DKFZp762I137||hypothe
-0.72352054 136227 NM_133457 Hs.131603 EMI domain containing 2 ||EMID2||EMU2||COL26A1
-0.72352054 136263 NM_145268 Hs.351816 LOC136263 ||LOC136263||
-1.16147586 136288 XM_059832 Hs.258357 Hypothetical protein LOC136288||LOC136288||hypothetica
-0.43155032 136306 NM_174959 Hs.99414 Hypothetical protein LOC136306||LOC136306||hypothetica
-0.95162227 136319 NM_145808 Hs.549242 Myotrophin ||MTPN||Myotrophin||V-1||
-0.65052798 136332 NM_144648 Hs.149774 Hypothetical protein FLJ32786 ||FLJ32786||hypothetical p
-0.95162227 136371 NM_080871 Hs.304273 Ankyrin repeat and SOCS box-c||ASB10||ankyrin repeat a
-1.00636668 136647 NM_138701 Hs.129159 Chromosome 7 open reading fra||C7orf11||TTDN1 GENE||
-0.73264461 136895 NM_138811 Hs.122055 Chromosome 7 open reading fra||C7orf31||Chromosome 7
-0.44067439 136991 NM_130768 Hs.352412 Ankyrin repeat, SAM and basic ||ALP1||ASZ1||ANKL1||AN
-0.22169673 137075 NM_194284 Hs.183617 Claudin 23 ||CLDN23||Claudin 23||
-0.99724262 137196 NM_145050 Hs.443245 Hypothetical LOC401477 ||||MGC27434||Hypothetica
-0.74176868 137202 XM_070277 Hs.447256 Otoconin 90 ||PLA2L||OC90||Otoconin 
-0.33118556 137209 NM_152412 Hs.175350 Zinc finger protein 572 ||ZNF572||Zinc finger prot
-0.67790019 137362 NM_152413 Hs.380740 Hypothetical protein MGC33309||MGC33309||hypothetical
-0.74176868 137392 NM_145269 Hs.125038 Similar to CG6405 gene product||LOC137392||similar to C
-1.08848331 137492 NM_152415 Hs.521419 Hepatocellular carcinoma relate ||FLJ32642||Hepatocellula
-0.64140391 137682 NM_152416 Hs.435500 Hypothetical protein MGC40214||MGC40214||hypothetical
-0.78738902 137695 NM_152417 Hs.420076 Hypothetical protein FLJ32370 ||FLJ32370||hypothetical p
-0.59578357 137797 NM_205545 Hs.441280 LY6/PLAUR domain containing ||LYPDC2||LY6/PLAUR do
-0.31293742 137835 NM_144649 Hs.293842 Hypothetical protein FLJ33069 ||FLJ33069||hypothetical p
-0.48629474 137868 NM_139167 Hs.195298 Sarcoglycan zeta ||SGCZ||ZETA-SARCOGL
-0.41330218 137886 XM_059929 Hs.155572 Hypothetical protein LOC137886||LOC137886||hypothetica
-0.34030963 137902 NM_144651 Hs.444882 Hypothetical protein FLJ25471 ||FLJ25471||hypothetical p
-0.92425006 137964 NM_178819 Hs.355753 Putative lysophosphatidic acid a||DKFZp586M1819||LPAA
-0.80563716 137970 NM_080872 Hs.238889 Unc-5 homolog D (C. elegans) ||UNC5D||unc-5 homolog 
-0.81476123 137994 NM_144652 Hs.553597 Leucine zipper-EF-hand contain ||LETM2||leucine zipper-E
-0.53191508 138009 NM_152418 Hs.371738 WD repeat domain 21C ||FLJ35775||WDR21C||WD
-0.77826495 138046 NM_173848 Hs.121663 Hypothetical protein LOC138046||LOC138046||hypothetica
-0.55928729 138050 XM_372038 Hs.191320 Hypothetical protein FLJ32731 ||FLJ32731||hypothetical p
-0.1395801 138065 NM_145051 Hs.211374 Ring finger protein 183 ||RNF183||MGC4734||Rin
-0.2308208 138151 NM_144653 Hs.112895 BTB (POZ) domain containing 1||BTBD14A||BTB (POZ) do
-0.21257266 138199 NM_152420 Hs.257556 Chromosome 9 open reading fra||C9orf41||Chromosome 9
-0.69614833 138240 XM_059954 Hs.371235 Chromosome 9 open reading fra||C9orf57||Chromosome 9
-0.258193 138241 NM_182505 Hs.534190 Chromosome 9 open reading fra||C9orf85||Chromosome 9
0.0976457 138311 NM_152421 Hs.495480 Hypothetical protein MGC20262||MGC20262||hypothetical
-0.2308208 138428 XM_059972
-0.51366694 138649 XM_059987
-0.19432452 138715 XM_071061
0.73633055 138716 NM_148178 Hs.15961 Chromosome 9 open reading fra||C9orf23||Chromosome 9
0.28012708 138724 NM_203299 Hs.148250 Hypothetical protein MGC41945||MGC41945||hypothetical

0.927936 138883 NM_012363 Hs.553604 Olfactory receptor, family 1, sub ||OR1N1||olfactory recepto
1.02830076 139065 NM_173078
1.11954146 139105 NM_153346 Hs.403802 Chromosome X open reading fr ||CXorf20||chromosome X
0.97355635 139135 NM_173493 Hs.160594 PAS domain containing 1 ||PASD1||PAS domain con



1.17428587 139170 NM_178470 Hs.120403 WD repeat domain 40B ||WDR40B||WD repeat do
0.60859358 139212 NM_173494 Hs.128836 Chromosome X open reading fr ||CXorf41||chromosome X
0.67246206 139221 NM_152423 Hs.10653 Melanoma associated antigen (m||MUM1L1||Melanoma ass
0.47173254 139231 XM_060020
-0.09395976 139285 NM_152424 Hs.314225 Hypothetical protein FLJ39827 ||FLJ39827||hypothetical p
-0.7052724 139322 NM_198450 Hs.512181 Chromosome X open reading fr ||CXorf33||chromosome X
0.39873998 139324 NM_144657 Hs.128010 Chromosome X open reading fr ||CXorf43||chromosome X
0.0976457 139341 NM_173794 Hs.7549 FUN14 domain containing 1 ||FUNDC1||FUN14 domai

-0.15782824 139411 NM_173495
0.0976457 139420 NM_207319
0.75457869 139422 NM_182506 Hs.447363 Melanoma antigen family B, 10 ||MAGEB10||melanoma a
0.27100301 139562 NM_207320 Hs.447381 HIN-6 protease ||HSHIN6||HIN-6 protease
0.11589384 139596 NM_145052 Hs.91612 Hypothetical protein MGC23937||MGC23937||RP11-311P
-0.35855777 139599 NM_138703 Hs.356869 Melanoma antigen family E, 2 ||MAGEE2||melanoma ant
-0.33118556 139628 NM_198451 Hs.364260 Forkhead box R2 ||FOXR2||forkhead box R2
0.03377721 139728 NM_198452 Hs.436667 Pregnancy upregulated non-ubiq||PNCK||pregnancy upreg
-0.47717067 139804 NM_152425 Hs.376008 Hypothetical protein FLJ40249 ||FLJ40249||hypothetical p
-0.14870417 139818 NM_144658 Hs.368203 Dedicator of cytokinesis 11 ||DOCK11||Dedicator of cy
-0.10308383 139886 XM_066946
0.19801046 140032 NM_138963
-0.24906893 140258 NM_181599 Hs.407653 Keratin associated protein 13-1 ||KRTAP13-1||KAP13.1||K
-0.35855777 140290 NM_144659 Hs.42034 T-complex 10 (mouse)-like ||TCP10L||T-COMPLEX P
-0.48629474 140432 NM_178861 Hs.296045 Ring finger protein 113B ||RNF113B||ZNF183L1||rin
0.07027349 140453 XM_168583
0.34399557 140456 NM_080873 Hs.352183 Ankyrin repeat and SOCS box-c||ASB11||ankyrin repeat a
0.14326604 140458 NM_080874 Hs.352364 Ankyrin repeat and SOCS box-c||ASB5||ankyrin repeat and
0.23450674 140459 NM_017873 Hs.125037 Ankyrin repeat and SOCS box-c||ASB6||ankyrin repeat and
0.53560102 140460 NM_024708 Hs.31845 Ankyrin repeat and SOCS box-c||||ASB7||Ankyrin repeat an
0.76370276 140461 NM_024095 Hs.432699 Ankyrin repeat and SOCS box-c||ASB8||ankyrin repeat and
-0.17607638 140462 NM_024087 Hs.19404 Ankyrin repeat and SOCS box-c||ASB9||ankyrin repeat and
0.52647695 140465 NM_002475 Hs.524500 Myosin light chain 1 slow a ||MLC1SA||Myosin light ch
0.53560102 140467 NM_018083 Hs.133475 Zinc finger protein 358 ||ZNF358||Zinc finger prot
0.53560102 140576 NM_080388 Hs.515714 S100 calcium binding protein A1||S100A16||S100 calcium 
0.20713453 140578 NM_024944 Hs.283725 Chondrolectin ||CHODL||Chondrolectin||
-0.27644114 140596 NM_080389 Hs.351810 Defensin, beta 104A ||DEFB104||DEFB104A||d
0.20713453 140597 NM_080390 Hs.401835 Transcription elongation factor A||TCEAL2||transcription el
-0.06658755 140606 NM_080430 Hs.55940 Selenoprotein M ||SELM||selenoprotein M||
-0.21257266 140612 NM_020828 Hs.14794 Zinc finger protein 28 homolog ( ||ZFP28||Zinc finger prote
0.18888639 140625 NM_080431 Hs.236635 Actin-related protein M2 ||ARPT2||ARPM2||ACTIN-
-0.08483569 140679 NM_080552 Hs.179080 Solute carrier family 32 (GABA v||SLC32A1||solute carrier 
0.12501791 140680 NM_153269 Hs.348112 Chromosome 20 open reading f ||C20orf96||Chromosome 
0.00640501 140683 NM_080574 Hs.147647 Chromosome 20 open reading f ||C20orf70||Chromosome 
-0.19432452 140686 NM_181522 Hs.419126 WAP four-disulfide core domain ||WFDC3||WAP four-disul
-0.2308208 140688 NM_080616 Hs.516977 Chromosome 20 open reading f ||C20orf112||Chromosome
0.29837522 140689 NM_080617 Hs.126141 Cerebellin 4 precursor ||CBLN4||Cerebellin 4 pre
-0.15782824 140690 NM_080618 Hs.131543 CCCTC-binding factor (zinc fing ||BORIS||CTCFL||CCCTC
0.27100301 140691 NM_080745 Hs.169810 Ring finger protein 36 ||RNF36||Ring finger prote
0.03377721 140699 NM_152503 Hs.349125 Chromosome 20 open reading f ||C20orf132||Chromosome
-0.22169673 140700 NM_080621 Hs.27189 Sterile alpha motif domain conta||SAMD10||Sterile alpha m
-0.03009127 140701 NM_080622 Hs.266774 Chromosome 20 open reading f ||C20orf135||Chromosome
0.56297323 140706 NM_080625 Hs.382151 Chromosome 20 open reading f ||C20orf160||Chromosome



0.60859358 140730 NM_182970 Hs.517065 Regulating synaptic membrane ||RIMS4||Regulating synap
-0.08483569 140731 NM_080674 Hs.553606 Chromosome 20 open reading f ||C20orf86||Chromosome 
-0.05746348 140732 NM_080675 Hs.375186 Sperm associated antigen 4-like||SPAG4L||Sperm associa
-0.2308208 140733 NM_080676 Hs.434118 Chromosome 20 open reading f ||C20orf133||Chromosome
0.17976232 140738 NM_183240 Hs.26216 Transmembrane protein 37 ||TMEM37||Transmembra
-0.34030963 140739 NM_080678 Hs.471785 NEDD8-conjugating enzyme ||NCE2||NEDD8-conjugati
0.22538267 140767 NM_080723 Hs.49230 Vesicular membrane protein p24||VMP||Vesicular membra
-0.20344859 140771 NM_144774
-0.20344859 140775 NM_144775 Hs.513986 Smith-Magenis syndrome chrom||SMCR8||Smith-Magenis 
0.31662336 140801 NM_080746 Hs.308332 Ribosomal protein L10-like ||RPL10L||ribosomal prote
0.18888639 140807 NM_080747 Hs.147040 Keratin protein K6irs ||KRT6IRS2||K6IRS2||kera
0.59034544 140809 NM_080725 Hs.516830 Chromosome 20 open reading f ||SRXN1||C20orf139||sulfi
-0.00271906 140823 NM_080748 Hs.472564 Chromosome 20 open reading f ||C20orf52||Chromosome 
0.4534844 140825 NM_080749 Hs.517094 Neuralized-like 2 (Drosophila) ||NEURL2||OZZ||neuralize
-0.0209672 140826 NM_178472
-0.2308208 140831 NM_080752 Hs.292135 Zinc finger, SWIM domain conta||ZSWIM3||zinc finger, SW
0.13414198 140832 NM_080753 Hs.199380 WAP four-disulfide core domain ||WFDC10A||WAP four-di
0.28925115 140836 NM_178477 Hs.115366 Chromosome 20 open reading f ||C20orf179||Chromosome
0.83669531 140850 NM_139074 Hs.99362 Defensin, beta 127 ||DEFB127||Defensin, beta
0.29837522 140856 NM_178483 Hs.112794 Chromosome 20 open reading f ||C20orf79||Chromosome 
0.17063825 140862 XM_097736 Hs.348297 Chromosome 20 open reading f ||C20orf82||Chromosome 
0.15239011 140870 NM_080827 Hs.274876 WAP four-disulfide core domain ||WFDC6||WAP four-disul
-0.04833941 140873 NM_080828 Hs.158680 Chromosome 20 open reading f ||C20orf173||Chromosome
0.16151418 140876 NM_080829 Hs.473029 Chromosome 20 open reading f ||C20orf175||Chromosome
0.39873998 140880 NM_080830 Hs.128100 Cystatin 11 ||CST11||Cystatin 11||
0.28925115 140881 NM_080831 Hs.112087 Defensin, beta 129 ||DEFB129||Defensin, beta
0.47173254 140883 NM_080764 Hs.43834 Suppressor of hairy wing homolo||SUHW2||suppressor of h
0.37136778 140886 NM_080832 Hs.246590 Poly(A) binding protein, cytoplas||PABPC5||PABP5||POLY
0.32574743 140890 NM_139168 Hs.519347 Splicing factor, arginine/serine-r ||SRRp508||SFRS12||SRR
0.90056379 140893 NM_080833 Hs.180374 Chromosome 20 open reading f ||C20orf151||Chromosome
0.50822882 140894 NM_080834 Hs.139369 Chromosome 20 open reading f ||C20orf152||Chromosome
0.43523626 140902 NM_178491 Hs.386735 R3H domain (binds single-stran ||R3HDML||R3H domain (
0.87319159 140947 NM_130848 Hs.152477 Dendritic cell nuclear protein 1 ||DCNP1||Dendritic cell nu
-0.68702426 142678 NM_080875 Hs.135805 Mindbomb homolog 2 (Drosoph ||ZZANK1||MIB2||mindbom
-0.71439647 142680 NM_080877 Hs.432442 Solute carrier family 34 (sodium ||SLC34A3||Solute carrier 
-0.65965205 142683 NM_080878 Hs.385631 Intelectin 2 ||ITLN2||Intelectin 2||
-0.15782824 142685 NM_080928 Hs.97709 Ankyrin repeat and SOCS box-c||ASB15||ankyrin repeat a
-0.54103915 142686 NM_130387 Hs.551579 Ankyrin repeat and SOCS box-c||ASB14||ankyrin repeat a
-0.67790019 142689 NM_130388 Hs.56281 Ankyrin repeat and SOCS box-c||ASB12||ankyrin repeat a
-0.33118556 142827 NM_207321 Hs.134229 Chromosome 10 open reading f ||C10orf129||Chromosome
0.03377721 142891 NM_144660 Hs.297411 Sterile alpha motif domain conta||SAMD8||Sterile alpha mo
0.10676977 142913 NM_152427
0.63596579 142940 NM_139169 Hs.21187 TruB pseudouridine (psi) syntha||TRUB1||TruB pseudourid
-0.44067439 143098 NM_173496 Hs.499159 Membrane protein, palmitoylated||MPP7||membrane protei
-0.36768183 143153 NM_153030
-0.52279101 143162 NM_152428 Hs.532437 FERM and PDZ domain contain ||FRMPD2||FERM and PD
-0.07571162 143187 NM_145206 Hs.194554 Vesicle transport through interac||VTI1A||vesicle transport 
-0.5866595 143188 XM_378251 Hs.287723 Hypothetical protein LOC143188||LOC143188||hypothetica
-0.39505404 143241 NM_138812 Hs.407751 Hypothetical protein BC019250 ||LOC143241||hypothetica
0.10676977 143279 NM_173497 Hs.66378 HECT domain containing 2 ||HECTD2||HECT domain
-0.40417811 143282 NM_152429 Hs.37716 Chromosome 10 open reading f ||C10orf13||Chromosome 



0.24363081 143379 NM_144661 Hs.121347 Chromosome 10 open reading f ||C10orf82||Chromosome 
-0.04833941 143384 NM_153810 Hs.420024 Chromosome 10 open reading f ||C10orf46||Chromosome 
0.73633055 143425 NM_175733 Hs.177193 Synaptotagmin IX ||SYT9||synaptotagmin IX
0.44436033 143458 NM_174902 Hs.205865 Hypothetical protein LOC143458||LOC143458||hypothetica
0.53560102 143471 NM_144662 Hs.464813 Proteasome (prosome, macropa||PSMA8||Proteasome (pr
-0.03009127 143501 NM_144663 Hs.350556 38657 ||NOV1||
-0.08483569 143570 XM_374912 Hs.370145 X-ray radiation resistance assoc||XRRA1||X-ray radiation r
0.23450674 143630 NM_145053 Hs.10688 Hypothetical protein MGC20470||MGC20470||hypothetical
0.22538267 143662 NM_145650 Hs.407152 Mucin 15 ||PASIII||MUC15||PAS3||M
0.27100301 143684 NM_144664 Hs.288304 Hypothetical protein MGC33371||MGC33371||hypothetical
0.36224371 143686 NM_144665 Hs.120633 Sestrin 3 ||SESN3||SEST3||Sestrin 
0.58122137 143689 NM_152431 Hs.58248 Piwi-like 4 (Drosophila) ||PIWIL4||piwi-like 4 (Dros
-0.29468928 143872 XM_370651 Hs.269837 Hypothetical protein FLJ32810 ||FLJ32810||hypothetical p
-0.30381335 143879 NM_152433 Hs.101949 Kelch repeat and BTB (POZ) do||KBTBD3||kelch repeat an
-0.40417811 143884 NM_152434 Hs.212140 CWF19-like 2, cell cycle control ||CWF19L2||CWF19-like 2
-0.40417811 143888 NM_153705 Hs.83286 KDEL (Lys-Asp-Glu-Leu) contai ||KDELC2||KDEL (Lys-Asp
0.04290128 143903 NM_178834 Hs.503831 Layilin ||Layilin||LOC143903||
-0.04833941 144097 NM_138471 Hs.502793 Hypothetical protein BC007540 ||LOC144097||hypothetica
0.08852163 144100 NM_175058 Hs.12332 Pleckstrin homology domain con||PLEKHA7||pleckstrin hom
0.40786405 144106 NM_153291
-0.39505404 144108 NM_194285 Hs.268668 Hypothetical protein FLJ39441 ||FLJ39441||hypothetical p
0.11589384 144110 NM_153347 Hs.502100 Hypothetical protein FLJ90119 ||FLJ90119||hypothetical p
-0.19432452 144132 NM_144666 Hs.424183 Hypothetical protein FLJ32752 ||FLJ32752||hypothetical p
-0.06658755 144165 NM_153026 Hs.524348 Prickle-like 1 (Drosophila) ||PRICKLE1||RILP||prickle
-0.258193 144193 NM_152435 Hs.424907 Hypothetical protein MGC35366||MGC35366||hypothetical

0.34399557 144195 NM_153449 Hs.210227 Solute carrier family 2 (facilitated||||SLC2A14||Solute carrie
0.18888639 144233 NM_181708 Hs.142736 Hypothetical protein LOC144233||LOC144233||hypothetica
0.43523626 144321 NM_152436 Hs.406728 Hypothetical protein MGC39497||MGC39497||hypothetical
0.03377721 144347 NM_181709 Hs.432901 Hypothetical protein LOC144347||LOC144347||hypothetica
0.46260847 144348 NM_152437 Hs.524828 Zinc finger protein 664 ||ZNF664||ZFOC1||Zinc fin
0.29837522 144360 NM_144667 Hs.350668 Hypothetical protein FLJ32894 ||FLJ32894||hypothetical p
0.13414198 144363 NM_00100166 Hs.209151 Hypothetical protein LOC144363||LOC144363||hypothetica
-0.27644114 144402 NM_153634 Hs.40910 Copine VIII ||CPNE8||copine VIII||
-0.16695231 144406 NM_144668 Hs.507125 Hypothetical protein MGC33630||MGC33630||WDR66||Hy
-0.12133196 144423 NM_144669 Hs.12381 Hypothetical protein FLJ31978 ||FLJ31978||hypothetical p
-0.24906893 144453 NM_152439 Hs.280782 Vitelliform macular dystrophy 2- ||VMD2L3||Vitelliform mac
-0.07571162 144455 NM_203394 Hs.416375 E2F transcription factor 7 ||E2F7||E2F transcription f
0.3348715 144501 NM_182507 Hs.140978 Hypothetical protein LOC144501||LOC144501||hypothetica

-0.07571162 144568 NM_144670 Hs.334306 Hypothetical protein FLJ25179 ||FLJ25179||hypothetical p
0.12501791 144577 NM_152440 Hs.505871 Hypothetical protein FLJ32549 ||FLJ32549||hypothetical p
0.28012708 144608 NM_175874 Hs.534555 Hypothetical protein MGC47869||MGC47869||hypothetical
0.2162586 144638 XM_015334

-0.17607638 144678 XM_378390 Hs.408255 Hypothetical protein LOC144678||LOC144678||hypothetica
0.11589384 144699 NM_152441 Hs.367956 F-box and leucine-rich repeat pr||FBL14||FBXL14||F-box a
0.34399557 144715 NM_152442 Hs.97794 RAD9 homolog B (S. cerevisiae ||RAD9B||RAD9 homolog 
-0.18520045 144717 NM_144671 Hs.173088 Hypothetical protein FLJ32356 ||FLJ32356||hypothetical p
-0.09395976 144742 XM_378388 Hs.524782 Hypothetical protein LOC144742||LOC144742||hypothetica
-0.2308208 144747 NM_194286 Hs.112577 KIAA1853 protein ||KIAA1853||KIAA1853 pro
-0.15782824 144766 XM_378419 Hs.313507 Hypothetical protein LOC144766||LOC144766||hypothetica
-0.08483569 144203 NM_173498
0.07027349 387357 XM_376535



-0.09395976 388677 NM_203458 Hs.502564 Notch homolog 2 (Drosophila) N||||NOTCH2NL||Notch hom
0.27100301 144776 XM_375033 Hs.434120 Hypothetical protein LOC144776||LOC144776||hypothetica
-0.1395801 144809 NM_182508 Hs.16970 Hypothetical protein FLJ40919 ||FLJ40919||hypothetical p
0.42611219 144811 NM_153218 Hs.210586 Hypothetical protein FLJ38725 ||FLJ38725||hypothetical p
0.24363081 144920 XM_096688 Hs.546486 Hypothetical protein LOC144920||LOC144920||hypothetica
0.23450674 144983 XM_018399
-0.04833941 145165 NM_153290
0.23450674 145173 NM_194318 Hs.13205 Beta 3-glycosyltransferase-like ||B3GTL||Beta 3-glycosyltr
-0.35855777 145200 XM_096733 Hs.150840 Chromosome 14 open reading f ||C14orf72||Chromosome 
-0.14870417 145216 XM_378487 Hs.447509 Hypothetical protein LOC145216||LOC145216||hypothetica
-0.36768183 145226 NM_152443 Hs.415322 Retinol dehydrogenase 12 (all-tr ||RDH12||RETINOL DEHY
-0.05746348 145258 NM_173849 Hs.440438 Goosecoid ||GSC||Goosecoid||
-0.50454287 145264 NM_173850 Hs.99476 Serine (or cysteine) proteinase i ||SERPINA12||serine (or c
-0.81476123 145270 NM_178004 Hs.432401 Proline rich membrane anchor 1||PRIMA1||Proline rich me
0.15239011 145376 NM_172365 Hs.144696 Chromosome 14 open reading f ||C14orf50||Chromosome 
-0.57753543 145447 NM_181533 Hs.271896 Chromosome 14 open reading f ||C14orf29||Chromosome 
-0.30381335 145482 NM_152444 Hs.98365 Zinc binding alcohol dehydrogen||ZADH1||ZINC-BINDING 
-0.81476123 145483 NM_152445 Hs.550547 Chromosome 14 open reading f ||C14orf44||Chromosome 
-0.69614833 145497 NM_194287 Hs.147276 Chromosome 14 open reading f ||C14orf166B||chromosom
-1.50819049 145501 NM_199265 Hs.29742 Thrombospondin, type I, domain||THSD3||thrombospondin
-0.99724262 145553 NM_138476 Hs.220963 Hypothetical protein MGC5987 ||||MGC5987||Hypothetical
-0.59578357 145567 XM_085175
-0.35855777 145581 NM_152447 Hs.136893 Leucine rich repeat and fibronec||LRFN5||leucine rich repe
-0.62315577 145645 NM_152448 Hs.160370 Hypothetical protein MGC33951||MGC33951||hypothetical
-0.55016322 145741 NM_207322 Hs.202656 Nuclear localized factor 1 ||NLF1||Nuclear localized 
-0.3494337 145748 NM_152449 Hs.552606 Hypothetical protein FLJ33008 ||FLJ33008||hypothetical p
-0.5866595 145757 XM_378550 Hs.292312 Hypothetical protein LOC145757||LOC145757||hypothetica
-0.4680466 145773 NM_152450 Hs.531168 Hypothetical protein MGC26690||MGC26690||hypothetical
-0.68702426 145781 NM_152451 Hs.50841 GRINL1A complex upstream pro||Gup1||Gcom1||GRINL1A
-0.97899448 145783 XM_085231
-0.87862971 145790 XM_085234 Hs.443456 Unc-13 homolog C (C. elegans) ||||UNC13C||unc-13 homo
0.01552907 145814 XM_372592 Hs.507182 Hypothetical protein LOC145814||LOC145814||hypothetica
-0.1122079 145820 XM_378546 Hs.178318 Hypothetical protein LOC145820||LOC145820||hypothetica
0.28925115 145837 XM_370871 Hs.410126 Hypothetical protein LOC145837||LOC145837||hypothetica
-0.22169673 145845 XM_378507 Hs.302693 Hypothetical protein LOC145845||LOC145845||hypothetica
-0.21257266 145858 NM_153040 Hs.367879 Hypothetical protein FLJ32831 ||FLJ32831||hypothetical p
-0.31293742 145864 NM_178232 Hs.447530 Hyaluronan and proteoglycan lin||HAPLN3||Hyaluronan an
-0.24906893 145873 XM_085261 Hs.37311 Mesoderm posterior 2 ||MESP2||Mesoderm post
-0.1395801 145942 NM_152453 Hs.179646 Hypothetical protein MGC35118||MGC35118||hypothetical
-0.44979846 145946 NM_173499 Hs.326528 Spermatogenesis associated 8 ||SPATA8||Spermatogene
-0.75089274 145957 NM_138573 Hs.238914 Neuregulin 4 ||NRG4||Neuregulin 4||
-0.64140391 145978 NM_152454 Hs.350808 Hypothetical protein FLJ31461 ||FLJ31461||hypothetical p
-0.5866595 146050 NM_152455 Hs.546487 Hypothetical protein FLJ35867 ||ZNF690||FLJ35867||Hyp
-0.34030963 146174 NM_173501 Hs.549248 Chromosome 16 open reading f ||LOC146174||C16orf52||C
-0.03921534 146177 XM_370944 Hs.10697 Hypothetical protein LOC146177||||LOC146177||Hypothetic
-0.45892253 146198 XM_085375
-0.03921534 146206 XM_085383 Hs.143407 RGD, leucine-rich repeat, tropom||RLTPR||RGD, leucine-ric
0.02465314 146212 XM_085367 Hs.299127 Potassium channel tetramerisat ||KCTD19||FLJ40162||Pot
-0.24906893 146223 NM_178818 Hs.325825 Chemokine-like factor super fam||CKLFSF4||CHEMOKINE
-0.74176868 146225 NM_144673 Hs.195685 Chemokine-like factor super fam||CKLFSF2||CHEMOKINE
-0.4954188 146227 XM_375359 Hs.97805 Brain expressed, associated wit ||BEAN||brain expressed, 



0.03377721 146279 NM_144674 Hs.143519 Hypothetical protein FLJ32871 ||FLJ32871||hypothetical p
-0.26731707 146310 XM_370927 Hs.99354 Ring finger protein 151 ||RNF151||Ring finger pro
0.01552907 146325 NM_145270 Hs.121190 Similar to hypothetical protein F ||LOC146325||similar to hy
-0.45892253 146330 NM_153350 Hs.513244 F-box and leucine-rich repeat pr||FBL16||FBXL16||C16OR
-0.4954188 146336 NM_182510 Hs.250557 Hypothetical protein FLJ32252 ||FLJ32252||hypothetical p
-0.57753543 146378 XM_085433
-0.48629474 146395 NM_144675 Hs.91910 Hypothetical protein MGC18079||MGC18079||hypothetical
-0.3768059 146433 NM_152456 Hs.461214 Hypothetical protein MGC34647||MGC34647||hypothetical
-0.34030963 146434 NM_152457 Hs.88630 Zinc finger protein 597 ||ZNF597||Zinc finger prot
-0.50454287 146443 XM_378558 Hs.311208 Hypothetical protein LOC146443||LOC146443||hypothetica
-0.4954188 146456 NM_144676 Hs.119840 Transmembrane emp24 protein ||TMED6||Transmembrane
-0.42242625 146481 XM_375353 Hs.316564 Hypothetical protein LOC146481||LOC146481||hypothetica
0.07939756 146489 XM_047734
-0.00271906 146540 NM_152458 Hs.513509 Hypothetical protein FLJ32130 ||FLJ32130||hypothetical p
0.28012708 146542 NM_145271 Hs.301463 Similar to hypothetical protein M||ZNF688||LOC146542||zin
-0.33118556 146547 NM_173502 Hs.256632 Protease, serine, 36 ||PRSS36||FLJ90661||Pro
-0.22169673 146556 NM_152459 Hs.11782 Hypothetical protein MGC45438||MGC45438||hypothetical
-0.18520045 146562 NM_139170 Hs.546488 Hypothetical protein AF447587 ||LOC146562||hypothetica
-0.43155032 146664 NM_144677 Hs.144531 Mannosyl (alpha-1,6-)-glycoprot ||MGAT5B||mannosyl (alp
0.07939756 146691 NM_144678 Hs.462379 Target of myb1-like 2 (chicken) ||||TOM1L2||Target of myb
0.11589384 146705 NM_144679 Hs.66219 Hypothetical protein FLJ31528 ||FLJ31528||hypothetical p
0.29837522 146712 NM_194288 Hs.512029 Hypothetical protein LOC146712||||B3GNTL1||Hypothetical
-0.04833941 146713 XM_378712 Hs.447552 Hypothetical protein LOC146713||LOC146713||hypothetica
0.2162586 146723 NM_152460 Hs.350775 Hypothetical protein FLJ31882 ||FLJ31882||hypothetical p
0.01552907 146754 XM_085578 Hs.367649 FLJ46675 protein ||||FLJ46675||FLJ46675 pr
0.13414198 146779 NM_173503 Hs.152670 Hypothetical protein FLJ25818 ||FLJ25818||hypothetical p
0.28012708 146795 XM_378701 Hs.434121 Hypothetical protein LOC146795||LOC146795||hypothetica
-0.00271906 146802 NM_152908 Hs.126830 Hypothetical protein FLJ31196 ||FLJ31196||hypothetical p
-0.14870417 146845 NM_145054 Hs.232270 Hypothetical protein LOC146845||LOC146845||wdr16||hypo
0.04290128 146849 NM_144681 Hs.121438 Hypothetical protein FLJ32734 ||FLJ32734||hypothetical p
0.59946951 146850 XM_375404
1.4023876 146852 NM_153007 Hs.186045 Outer dense fiber of sperm tails ||ODF4||Outer dense fiber
1.35676726 146853 NM_145272 Hs.127194 LOC146853 ||LOC146853||
1.11954146 146857 NM_144682 Hs.462833 Hypothetical protein FLJ31952 ||FLJ31952||hypothetical p
1.38413947 146861 NM_152462 Hs.514814 Acyl-malonyl condensing enzym||AMAC1||Acyl-malonyl co
0.77282682 146862 NM_173167 Hs.379636 Cardiomyopathy associated 4 ||CMYA4||Cardiomyopathy
0.51735288 146880 XM_373742 Hs.117853 Hypothetical protein MGC40489||||MGC40489||Hypothetica
0.48085661 146894 NM_145273 Hs.147313 Triggering receptor expressed o||CD300LG||TREM4||CD3
0.52647695 146909 XM_085634 Hs.135094 Hypothetical protein LOC146909||LOC146909||hypothetica
0.48998068 146923 NM_173079 Hs.463089 RUN domain containing 1 ||RUNDC1||RUN domain c
0.59034544 146956 NM_152463 Hs.514330 Essential meiotic endonuclease ||EME1||essential meiotic 
0.07027349 147004 XM_378667 Hs.434122 Hypothetical protein LOC147004||LOC147004||hypothetica
0.86406752 147007 NM_152464 Hs.368878 Chromosome 17 open reading f ||C17orf32||Chromosome 
0.22538267 147011 NM_152465 Hs.207471 Proline-rich cyclin A1-interacting||PROCA1||proline-rich cy
0.08852163 147015 NM_144683 Hs.5163 Hypothetical protein MGC23280||MGC23280||hypothetical
-0.41330218 147040 XM_085689
0.04290128 147080 XM_378680
1.35676726 147081 NM_152466 Hs.128813 Hypothetical protein FLJ25168 ||FLJ25168||hypothetical p
-0.32206149 147093 XM_378675
-0.30381335 147111 NM_178493 Hs.106137 Hypothetical protein LOC147111||LOC147111||hypothetica
-0.23994487 147172 NM_207323 Hs.462684 Hypothetical protein DKFZp667M||||DKFZp667M2411||Hypo



0.81844717 147179 NM_133264 Hs.421622 WIRE protein ||WIRE||WIRE protein||
0.83669531 147183 NM_181534 Hs.55412 Keratin 25B ||||KRT25A||Keratin 25B||
0.75457869 147184 NM_145274 Hs.353163 Hypothetical protein MGC21518||MGC21518||hypothetical
-0.19432452 147199 NM_145651 Hs.127059 Secretoglobin, family 1C, memb||SCGB1C1||secretoglobin
1.26552657 147323 NM_139171 Hs.438779 START domain containing 6 ||STARD6||START DOMA
0.6907102 147339 NM_145055 Hs.116486 Chromosome 18 open reading f ||C18orf25||Chromosome 
1.06479704 147341 NM_152470 Hs.501114 Chromosome 18 open reading f ||C18orf23||Chromosome 
1.85859107 147372 NM_133459 Hs.34333 Collagen and calcium binding E ||CCBE1||collagen and ca
1.64873748 147381 NM_182511 Hs.514946 Cerebellin 2 precursor ||CBLN2||PRECEREBELL
2.50639999 147407 XM_084000
0.59034544 147409 NM_177986 Hs.407618 Desmoglein 4 ||DSG4||Desmoglein 4||
1.14691366 147429 NM_153010 Hs.553610 Chromosome 18 open reading f ||C18orf16||Chromosome 
0.71808241 147463 NM_173505 Hs.374774 Ankyrin repeat domain 29 ||ANKRD29||Ankyrin repea
0.76370276 147495 NM_153000 Hs.293274 Adenomatosis polyposis coli dow||APCDD1||APC, DOWNR
0.82757124 147645 XM_085831 Hs.293236 Hypothetical protein LOC147645||LOC147645||hypothetica
1.99545211 147646 XM_085833 Hs.148344 Hypothetical protein LOC147646||LOC147646||hypothetica
0.66333799 147650 NM_207324 Hs.467174 Hypothetical protein LOC147650||LOC147650||hypothetica
0.73633055 147657 NM_144684 Hs.147025 Zinc finger protein 480 ||ZNF480||Zinc finger prot
0.4534844 147660 NM_152472 Hs.502318 Zinc finger protein 578 ||ZNF578||Zinc finger prot
0.48085661 147664 NM_152473 Hs.44329 Hypothetical protein FLJ32214 ||FLJ32214||hypothetical p
0.19801046 147670 XM_097265 Hs.336588 Hypothetical protein LOC147670||LOC147670||hypothetica
0.15239011 147685 NM_152474 Hs.134209 Chromosome 19 open reading f ||C19orf18||Chromosome 
0.53560102 147686 XM_085836
0.12501791 147687 NM_152475 Hs.440722 Zinc finger protein 417 ||ZNF417||MGC34079||Zin
1.47538016 147694 NM_152909 Hs.301940 Zinc finger protein 548 ||ZNF548||Zinc finger prot
2.22355384 147699 NM_178494 Hs.532872 Hypothetical protein FLJ40125 ||FLJ40125||hypothetical p
0.73633055 147719 NM_173506 Hs.98660 Hypothetical protein MGC42718||MGC42718||hypothetical
0.48998068 147727 NM_203300
0.60859358 147741 NM_152476 Hs.232614 Zinc finger protein 560 ||ZNF560||Zinc finger prot
1.6122412 147744 NM_139172 Hs.160436 MDAC1 ||MDAC1||
1.44800795 147798 NM_144686 Hs.355126 Transmembrane channel-like 4 ||TMC4||Transmembrane 
0.63596579 147807 NM_153219 Hs.440291 Zinc finger protein 524 ||ZNF524||Zinc finger prot
1.2837747 147808 NM_203374 Hs.53996 Similar to zinc finger protein ||LOC147808||Similar to z
0.74545462 147837 NM_145276 Hs.36247 Zinc finger protein 563 ||ZNF563||Zinc finger prot
0.42611219 147841 NM_182513 Hs.381225 Spindle pole body component 24||Spc24||SPBC24||spindle
2.14143722 147872 NM_144688 Hs.511847 Hypothetical gene DKFZp434A2||||FLJ32658||Hypothetical
0.17063825 147906 NM_145056 Hs.515490 Thymus expressed gene 3-like ||MGC15476||Thymus exp
0.72720648 147912 NM_175875 Hs.43314 Sine oculis homeobox homolog ||DMAHP||SIX5||DM LOCU
1.32939505 147923 NM_144689 Hs.444992 Zinc finger protein 420 ||FLJ32191||ZNF420||Zinc
-0.55928729 147929 NM_152477 Hs.20369 Zinc finger protein 565 ||ZNF565||Zinc finger prot
0.69983427 147945 NM_134444 Hs.351637 NACHT, leucine rich repeat and ||NALP4||NACHT, leucine
1.6122412 147947 NM_194319 Hs.467326 Zinc finger protein 542 ||ZNF542||Zinc finger prot
0.65421392 147948 NM_144690 Hs.244391 Zinc finger protein 582 ||ZNF582||Zinc finger prot
0.17063825 147949 NM_152478 Hs.146854 Zinc finger protein 583 ||ZNF583||Zinc finger prot
0.28012708 147965 NM_174905 Hs.355162 Hypothetical protein LOC147965||LOC147965||hypothetica
0.91881193 147968 NM_144691 Hs.528327 Calpain 12 ||CAPN12||Calpain 12||
0.67246206 147991 NM_207325 Hs.194392 Hypothetical protein MGC35440||||LOC147991||Hypothetic
0.78195089 148014 NM_152479 Hs.447590 Hypothetical protein MGC33962||MGC33962||hypothetical
0.70895834 148022 NM_014261 Hs.29344 TIR domain containing adaptor i||TRIF||TICAM1||TIR DOM
1.06479704 148046 NM_152480 Hs.438829 Chromosome 19 open reading f ||C19orf23||Chromosome 
1.1377896 148066 NM_181710 Hs.126496 Zinc and ring finger 4 ||ZNRF4||Zinc and ring fin



1.10129332 148103 XM_086046
1.21078215 148109 NM_152481 Hs.128069 Hypothetical protein FLJ25660 ||FLJ25660||hypothetical p
0.36224371 148113 NM_153221 Hs.279574 Cartilage intermediate layer prot||CILP2||Cartilage interme
0.38961592 148137 NM_144692 Hs.527982 Hypothetical protein BC017947 ||LOC148137||hypothetica
0.54472509 148145 XM_378786 Hs.112651 Hypothetical protein LOC148145||LOC148145||hypothetica
0.55384916 148156 NM_144693 Hs.349444 Zinc finger protein 558 ||ZNF558||Zinc finger prot
-0.05746348 148203 XM_086095
0.32574743 148213 NM_138286 Hs.187337 Zinc finger protein 681 ||ZNF681||LOC148213||Zi
-0.2308208 148229 NM_138813 Hs.306212 ATPase, Class I, type 8B, memb||ATPIK||ATP8B3||ATPase
0.22538267 148231 NM_152483 Hs.144760 Hypothetical protein FLJ25328 ||FLJ25328||hypothetical p
-0.03921534 148254 NM_152791 Hs.47712 Zinc finger protein 555 ||ZNF555||Zinc finger prot
-0.1395801 148266 NM_152484 Hs.511848 Zinc finger protein 569 ||ZNF569||Zinc finger prot
0.28925115 148268 NM_144694 Hs.350875 Zinc finger protein 570 ||ZNF570||Zinc finger prot
0.63596579 148281 NM_205848 Hs.370963 Synaptotagmin VI ||SYT6||synaptotagmin VI
0.07027349 148304 NM_152485 Hs.497642 Hypothetical protein FLJ25078 ||C1orf74||FLJ25078||Hypo
0.06114942 148327 NM_130898 Hs.372924 CAMP responsive element bind ||CREB3L4||AIBZIP||ANDR
-0.03009127 148345 NM_173507
0.00640501 148362 NM_144695 Hs.552608 Hypothetical protein FLJ32421 ||FLJ32421||C1orf58||Hypo
-0.31293742 148398 NM_152486 Hs.405987 Sterile alpha motif domain conta||SAMD11||Sterile alpha m
-0.36768183 148418 XM_086188
-0.17607638 148423 NM_198077 Hs.26226 Chromosome 1 open reading fra||gm117||C1orf52||Chromo
0.59034544 148479 NM_153812 Hs.516079 PHD finger protein 13 ||PHF13||PHD finger prote
0.41698812 148523 NM_144697 Hs.54680 Chromosome 1 open reading fra||C1orf51||LOC148523||Ch
0.27100301 148534 NM_152487 Hs.483512 Hypothetical protein FLJ31842 ||FLJ31842||hypothetical p
-0.258193 148545 NM_152488 Hs.511849 Hypothetical protein FLJ32833 ||FLJ32833||hypothetical p

0.30749929 148581 NM_152489 Hs.388746 Ubiquitin-conjugating enzyme E ||UBE2U||MGC35130||ubiq
0.15239011 148641 NM_173508 Hs.158748 Solute carrier family 35, membe||SLC35F3||solute carrier f
-0.07571162 148645 NM_153709 Hs.185688 Hypothetical protein MGC40168||MGC40168||hypothetical
0.10676977 148646 NM_173795 Hs.444729 Hypothetical protein FLJ32096 ||FLJ32096||hypothetical p
-0.17607638 148738 NM_145277 Hs.511850 Hemochromatosis type 2 (juven ||HJV||HFE2||HEMOJUVE
0.35311964 148741 NM_144698 Hs.133081 Ankyrin repeat domain 35 ||FLJ25124||ANKRD35||An
-0.09395976 148753 NM_173509 Hs.400696 Hypothetical protein MGC16664||MGC16664||C1orf76||Hy
0.25275488 148756 XM_378921 Hs.518391 Hypothetical protein LOC148756||LOC148756||hypothetica
0.47173254 148808 NM_181644 Hs.497518 Hypothetical protein DKFZp761N||DKFZp761N1114||hypoth
0.54472509 148811 NM_152491 Hs.177744 Hypothetical protein FLJ32569 ||FLJ32569||hypothetical p
0.04290128 148823 NM_145278 Hs.549254 LOC148823 ||LOC148823||RP11-978I1
0.86406752 148867 NM_133496 Hs.533903 Solute carrier family 30 (zinc tra ||SLC30A7||Solute carrier 
0.2162586 148870 NM_152492 Hs.348700 Hypothetical protein FLJ32825 ||FLJ32825||hypothetical p
1.75822631 148898 NM_138479 Hs.61884 Hypothetical protein BC007899 ||LOC148898||hypothetica
0.77282682 148930 NM_182516 Hs.350764 Hypothetical protein FLJ32011 ||FLJ32011||hypothetical p
0.70895834 148932 NM_145279 Hs.97927 MOB1, Mps One Binder kinase ||MOBKL2C||MOB1, Mps 
1.12866553 148979 NM_147193 Hs.306691 GLIS family zinc finger 1 ||GLIS1||GLIS family zinc 
1.43888388 149013 XM_375783
0.6907102 149041 XM_086409 Hs.495097 KIAA2025 protein ||KIAA2025||roquin||KIAA2
0.63596579 149076 NM_152493 Hs.524248 FLJ25476 protein ||FLJ25476||FLJ25476 pro
0.36224371 149086 XM_097580 Hs.434124 Hypothetical protein LOC149086||LOC149086||hypothetica
0.36224371 149095 NM_152494 Hs.351431 DC-STAMP domain containing 1||FLJ32785||DCST1||DC-S
0.28012708 149111 NM_152495 Hs.97338 Cornichon homolog 3 (Drosophi ||CNIH3||cornichon homol
0.23450674 149134 NM_207326 Hs.417972 Hypothetical protein LOC149134||LOC149134||hypothetica
-0.40417811 149175 NM_152496 Hs.534562 Hypothetical protein FLJ31434 ||FLJ31434||MANEAL||ma
0.28925115 149345 NM_198149 Hs.423618 Chromosome 1 open reading fra||C1orf40||Chromosome 1



0.48085661 149351 XM_378876 Hs.546492 Hypothetical protein LOC149351||LOC149351||hypothetica
0.07939756 149371 NM_175876 Hs.356198 Exocyst complex component 8 ||EXOC8||Exocyst comple
-0.12133196 149421 NM_152497 Hs.468736 Hypothetical protein FLJ32206 ||FLJ32206||hypothetical p
0.87319159 149428 NM_138279 Hs.553613 BCL2/adenovirus E1B 19kD inte||BNIPL||BCL2/adenovirus
-0.4680466 149461 NM_148960 Hs.496270 Claudin 19 ||CLDN19||Claudin 19||
-0.29468928 149465 NM_152498 Hs.553614 Hypothetical protein FLJ32000 ||WDR65||FLJ32000||Hypo
-0.24906893 149466 NM_182517 Hs.158963 Hypothetical protein MGC52423||MGC52423||hypothetical
-0.04833941 149469 NM_182518 Hs.534564 RP11-506B15.1 protein ||C1orf84||LOC149469||RP
-0.28556521 149473 NM_152499 Hs.488337 Hypothetical protein MGC45441||MGC45441||hypothetical
0.15239011 149478 XM_378860 Hs.421430 Hypothetical protein LOC149478||LOC149478||hypothetica
-0.01184313 149483 NM_152500 Hs.18912 Hypothetical protein FLJ33084 ||FLJ33084||CCDC17||Hyp
1.32027098 149499 NM_144702 Hs.491734 Hypothetical protein FLJ32884 ||FLJ32884||C1orf92||Hypo
0.04290128 149563 NM_178840 Hs.29190 Hypothetical protein MGC24047||C1orf64||MGC24047||Hy
-0.2308208 149603 XM_047499 Hs.356377 Hypothetical protein LOC149603||LOC149603||hypothetica
0.6907102 149628 NM_152501 Hs.224645 Pyrin and HIN domain family, m ||IFIX||PYHIN1||pyrin and 
0.53560102 149647 NM_153606 Hs.129293 Hypothetical protein FLJ32796 ||FLJ32796||hypothetical p
0.5720973 149685 NM_174906 Hs.368028 Small adipocyte factor 1 ||SMAF1||Small adipocyte
0.43523626 149692 XM_375917
0.12501791 149699 NM_176791 Hs.447626 Chromosome 20 open reading f ||C20orf65||Chromosome 
-0.20344859 149708 NM_145652 Hs.375031 WAP four-disulfide core domain ||PRG5||WFDC5||WAP1||p
-0.2308208 149830 NM_177549 Hs.126516 M8 protein ||LOC149830||M8 protein|
0.01552907 149836 NM_175877
-0.14870417 149840 NM_152504 Hs.529340 Hypothetical protein FLJ25067 ||FLJ25067||hypothetical p
0.26187895 149951 NM_053041 Hs.408427 COMM domain containing 7 ||COMMD7||COMM doma
-0.17607638 149954 NM_182519 Hs.38961 Chromosome 20 open reading f ||C20orf186||Chromosome
-0.31293742 149986 NM_144703 Hs.105379 Family with sequence similarity ||FAM61B||C20orf40||fami
-0.21257266 149992 NM_153773 Hs.125699 Chromosome 21 open reading f ||C21orf99||Chromosome 
0.35311964 150082 NM_152505 Hs.517284 Chromosome 21 open reading f ||C21orf13||Chromosome 
-0.16695231 150084 XM_086761 Hs.422120 Hypothetical protein LOC150084||LOC150084||hypothetica
-1.92789768 148170 NM_145057 Hs.415791 CDC42 effector protein (Rho GT||CDC42EP5||CEP5||BOR
-0.43155032 148697 NM_153014
-0.10308383 146268 NM_153029 Hs.511839 Nedd4 binding protein 1 ||N4BP1||Nedd4 binding p
0.47173254 149650 NM_152502
-0.27644114 405754 NM_207582 Hs.364539 HERV-FRD provirus ancestral E||HERV-FRD||HERV-FRD
0.3348715 145389 NM_153811 Hs.200738 Solute carrier family 38, membe||SLC38A6||Solute carrier 

-0.03009127 150135 NM_152506 Hs.350679 Chromosome 21 open reading f ||C21orf129||Chromosome
0.26187895 150142 NM_198078 Hs.143833 Chromosome 21 open reading f ||C21orf121||Chromosome
0.3348715 150147 NM_152507 Hs.364600 Chromosome 21 open reading f ||C21orf128||Chromosome

-0.26731707 150159 NM_139173 Hs.445192 CG10806-like ||LOC150159||CG10806-l
0.34399557 150160 NM_014406 Hs.128342 T-complex protein 1 ||CESK1||T-complex prote
0.27100301 150165 NM_175878 Hs.356069 Hypothetical protein MGC57211||MGC57211||hypothetical
0.60859358 150209 NM_144704 Hs.163543 Hypothetical protein FLJ30473 ||FLJ30473||AIFL||Hypothe
-0.00271906 150223 XM_097886 Hs.355952 Hypothetical protein LOC150223||LOC150223||hypothetica
-0.03009127 150236 NM_131915 Hs.367764 Similar to hypothetical protein DKFZp434K191 (H. sapiens
-0.1395801 150244 NM_152509 Hs.386693 Hypothetical protein FLJ31568 ||FLJ31568||hypothetical p
-0.2308208 150248 NM_182520 Hs.116254 Chromosome 22 open reading f ||C22orf15||Chromosome 
0.17063825 150274 NM_172002 Hs.182898 J-type co-chaperone HSC20 ||||HSC20||J-type co-chape
0.2162586 150275 NM_173510 Hs.406460 Hypothetical protein FLJ33814 ||FLJ33814||hypothetical p
0.0976457 150280 NM_152510 Hs.120391 HORMA domain containing 2 ||HORMAD2||HORMA dom
0.29837522 150291 NM_153044 Hs.550549 Hypothetical protein FLJ35801 ||FLJ35801||hypothetical p
0.32574743 150297 XM_086894



-0.22169673 150350 NM_152512 Hs.474869 Hypothetical protein FLJ25421 ||FLJ25421||hypothetical p
0.37136778 150353 NM_145174 Hs.549257 DnaJ (Hsp40) homolog, subfam||DNAJB7||DnaJ (Hsp40) 
0.10676977 150356 XM_377720 Hs.344488 Hypothetical protein BC012882 ||LOC150356||hypothetica
0.58122137 150365 XM_371468
0.36224371 150368 XM_086826
-0.48629474 150372 NM_145912 Hs.436677 NFAT activating protein with ITA||NFAM1||CNAIP||NFAT A
0.03377721 150379 NM_138814 Hs.248086 Patatin-like phospholipase doma||PNPLA5||Patatin-like pho
-0.06658755 150383 NM_207327 Hs.103110 Similar to RIKEN cDNA 221002 ||||LOC150383||Similar to 
-0.28556521 150465 NM_153712 Hs.358997 Tubulin tyrosine ligase ||TTL||TUBULIN-TYROSIN
-0.1395801 150468 NM_152515 Hs.469719 Hypothetical protein FLJ40629 ||FLJ40629||hypothetical p
0.15239011 150472 NM_172003 Hs.531330 COBW domain containing 1 ||||CBWD1||COBW domai
-0.20344859 150483 NM_144705 Hs.446582 Hypothetical protein MGC27019||MGC27019||hypothetical
0.12501791 150538 NM_153031 Hs.151184 Hypothetical protein FLJ32063 ||FLJ32063||hypothetical p
0.37136778 150568 XM_379117 Hs.107284 Hypothetical protein LOC150568||LOC150568||hypothetica
0.6907102 150572 NM_198274 Hs.516176 SET and MYND domain contain||ZMYND18||SMYD1||CD8
0.68158613 150577 XM_379114 Hs.434127 Hypothetical protein LOC150577||LOC150577||hypothetica
0.63596579 150590 NM_144706 Hs.352211 Chromosome 2 open reading fra||C2orf15||Chromosome 2
0.38049185 150596 NM_153041 Hs.470217 Hypothetical protein FLJ32955 ||FLJ32955||hypothetical p
0.23450674 150622 NM_153011
0.8093231 150677 NM_148961 Hs.148586 Otospiralin ||Otospiralin||OTOS||
0.22538267 150684 NM_152516 Hs.468702 Copper metabolism (Murr1) dom||COMMD1||COPPER ME
0.0976457 150696 NM_144707 Hs.469313 Prominin 2 ||PROM2||Prominin 2||
0.17976232 150709 XM_371586 Hs.516651 Hypothetical protein FLJ25415 ||FLJ25415||hypothetical p
-0.35855777 150726 XM_377742 Hs.23158 F-box protein 41 ||FBXO41||FBX41||KIAA19
0.00640501 150737 NM_152517 Hs.447659 Hypothetical protein FLJ30990 ||FLJ30990||hypothetical p
-0.21257266 150763 XM_086996
-0.20344859 150771 NM_178495 Hs.65009 KIAA1754-like ||KIAA1754L||KIAA1754-li
-0.21257266 150776 XM_032542
-0.09395976 150946 XM_097977 Hs.187912 Family with sequence similarity ||LOC150946||FAM59B||fa
-0.1395801 150962 NM_144709 Hs.552609 Hypothetical protein FLJ32312 ||FLJ32312||hypothetical p
-0.55928729 151009 NM_152518
-0.13045603 151011 NM_144710 Hs.469615 Septin 10 ||SEPT10||Septin 10||
-0.13045603 151050 NM_152519 Hs.122934 Hypothetical protein FLJ23861 ||FLJ23861||hypothetical p
0.42611219 151056 NM_153021
-0.27644114 151112 NM_182521 Hs.375054 Zinc finger, SWIM domain conta||ZSWIM2||zinc finger, SW
0.46260847 151121 XM_379133 Hs.531687 Hypothetical protein LOC151121||LOC151121||hypothetica
-0.48629474 151171 XM_379164 Hs.195725 Hypothetical protein LOC151171||LOC151171||hypothetica
-0.45892253 151174 XM_371605 Hs.424165 Hypothetical protein LOC151174||LOC151174||hypothetica
-0.43155032 151176 XM_371604
-0.35855777 151188 NM_152522 Hs.516468 ADP-ribosylation-like factor 6 int||ARL6IP6||ADP-ribosylati
-0.4954188 151194 NM_145280 Hs.552610 Similar to hepatocellular carcino||LOC151194||similar to he
0.19801046 151195 NM_152523 Hs.471234 Hypothetical protein FLJ40432 ||FLJ40432||hypothetical p
-0.34030963 151230 NM_144711 Hs.470549 Phosphatase, orphan 2 ||||MGC2610||Phosphatase
0.07939756 151242 XM_087137 Hs.10941 Protein phosphatase 1, regulato||PPP1R1C||protein phosp
-0.04833941 151246 NM_152524 Hs.44269 Shugoshin-like 2 (S. pombe) ||SGOL2||shugoshin-like 2
-0.45892253 151254 NM_152525 Hs.335788 Amyotrophic lateral sclerosis 2 ( ||ALS2CR11||Amyotrophic
0.17063825 151258 NM_173512 Hs.293185 Hypothetical protein FLJ39822 ||FLJ39822||hypothetical p
0.02465314 151278 NM_153038 Hs.350729 Hypothetical protein FLJ32447 ||FLJ32447||hypothetical p
-0.09395976 151295 NM_144712 Hs.124565 Solute carrier family 23 (nucleob||SLC23A3||Solute carrier 
0.02465314 151300 XM_379154 Hs.420716 Hypothetical protein LOC151300||LOC151300||hypothetica
-0.00271906 151325 NM_207329 Hs.528847 Myeloid-associated differentiatio||MYADML||Myeloid-assoc



0.27100301 151354 NM_145175 Hs.260855 NSE1 ||NSE1||
0.01552907 151393 NM_144713 Hs.532901 Hypothetical protein FLJ32954 ||FLJ32954||hypothetical p
0.55384916 151449 NM_182828 Hs.447688 Growth differentiation factor 7 ||GDF7||GROWTH/DIFFE
0.70895834 151473 NM_152527 Hs.504317 Solute carrier family 16 (monoca||SLC16A14||Solute carrie
0.47173254 151477 NM_173513
0.67246206 151484 XM_379159
0.12501791 151516 NM_152792 Hs.516253 Hypothetical protein FLJ25084 ||FLJ25084||hypothetical p
-0.07571162 151525 NM_152528 Hs.20848 WD repeat, SAM and U-box dom||WDSAM1||WDSUB1||W
0.07939756 151531 NM_173355 Hs.128427 Uridine phosphorylase 2 ||UPP2||Uridine phosphory
0.55384916 151534 NM_138482
0.00640501 151613 NM_133462 Hs.43213 Tetratricopeptide repeat domain||TTC14||Tetratricopeptide
0.29837522 151636 NM_138287 Hs.518201 Deltex 3-like (Drosophila) ||DTX3L||deltex 3-like (Dro
-0.51366694 151647 NM_182522 Hs.187873 Family with sequence similarity ||FAM19A4||family with se
-0.59578357 151648 NM_138484 Hs.105153 Shugoshin-like 1 (S. pombe) ||SGOL1||SGO1||shugosh
-0.85125751 151649 NM_144714 Hs.552611 Hypothetical protein MGC27069||FLJ25449||LOC151649||
-1.00636668 151651 NM_144715 Hs.257224 EF hand domain family, membe||EFHB||FLJ25200||EF ha
-0.51366694 151658 XM_379205 Hs.159043 Hypothetical protein LOC151658||LOC151658||hypothetica
-0.38592997 151790 NM_178824 Hs.213762 WD repeat domain 49 ||FLJ33620||WDR49||WD 
-0.59578357 151827 NM_153353 Hs.120277 Leucine rich repeat containing 3 ||MGC27085||LRRC34||Le
-0.64140391 151835 NM_153635 Hs.121335 Copine family member ||LOC151835||Copine fam
-0.42242625 151871 NM_138815 Hs.351113 Developmental pluripotency ass ||DPPA2||Developmental p
-0.27644114 151877 XM_379196
0.07027349 151887 NM_199511 Hs.477128 Steroid sensitive gene 1 ||SSG1||URB||Steroid sen
-0.2308208 151888 NM_181780 Hs.445162 B and T lymphocyte associated ||BTLA||B- AND T-LYMPH
-0.29468928 151903 NM_144716 Hs.476130 Coiled-coil domain containing 12||MGC23918||CCDC12||C
-0.65052798 151963 NM_178496 Hs.151443 Similar to BcDNA:GH11415 gen||LOC151963||similar to B
-0.07571162 152002 NM_152531 Hs.478741 Chromosome 3 open reading fra||C3orf21||FLJ35155||Chro
-0.16695231 152007 NM_022343 Hs.493819 Chromosome 9 open reading fra||C9orf19||Chromosome 9
0.03377721 152024 XM_379183 Hs.385606 Hypothetical protein LOC152024||LOC152024||hypothetica
0.00640501 152028 NM_144717 Hs.61232 Fibronectin type III domain conta||FNDC6||MGC34923||fibr
-0.23994487 152065 NM_152533 Hs.178210 Chromosome 3 open reading fra||C3orf22||MGC34728||Ch
-0.21257266 152078 XM_376280
-0.40417811 152098 XM_087384 Hs.369340 Zinc finger, CW type with PWW ||ZCWPW2||zinc finger, C
1.01005263 152100 NM_182523 Hs.437336 Hypothetical protein MGC61571||MGC61571||hypothetical
-0.27644114 152137 NM_174908 Hs.478682 Chromosome 3 open reading fra||C3orf6||Chromosome 3 o
-0.19432452 152185 NM_144718 Hs.477144 Hypothetical protein AY099107 ||LOC152185||hypothetica
-0.63227984 152195 NM_194289 Hs.380350 Hypothetical protein LOC152195||LOC152195||hypothetica
-0.59578357 152206 NM_144719 Hs.191036 Coiled-coil domain containing 13||||FLJ25467||Coiled-coil d
-0.54103915 152225 XM_379204 Hs.376768 Hypothetical protein LOC152225||LOC152225||hypothetica
-0.39505404 152273 XM_371619
-0.14870417 152274 XM_379179
0.07939756 152330 NM_175607 Hs.298705 Contactin 4 ||CNTN4||Contactin 4||BIG
-0.22169673 152404 NM_152538 Hs.112873 Immunoglobulin superfamily, me||IGSF11||BTIGSF||Immun
-0.38592997 152405 NM_152539 Hs.351465 Hypothetical protein FLJ32859 ||FLJ32859||hypothetical p
-0.63227984 152485 NM_178835 Hs.133916 Hypothetical protein LOC152485||LOC152485||hypothetica
-0.50454287 152503 XM_098238
-0.14870417 152518 NM_152995 Hs.351839 Nuclear transcription factor, X-b ||NFXL1||HOZFP||nuclear 
-0.4680466 152519 NM_207330 Hs.134190 Hypothetical protein LOC152519||LOC152519||hypothetica
-0.258193 152579 NM_152540 Hs.302287 Sec1 family domain containing 2||SCFD2||Sec1 family dom

-0.43155032 152641 NM_153008 Hs.182635 Hypothetical protein FLJ30277 ||FLJ30277||hypothetical p
0.10676977 152687 NM_182524 Hs.235993 Zinc finger protein 595 ||ZNF595||Zinc finger prot



-0.30381335 152742 XM_379260 Hs.135435 Hypothetical protein LOC152742||LOC152742||hypothetica
-0.47717067 152756 NM_153027 Hs.178648 Hypothetical protein FLJ31659 ||FLJ31659||hypothetical p
-0.44979846 152766 NM_173796
-0.73264461 152815 NM_144721 Hs.479971 THAP domain containing 6 ||THAP6||THAP domain c
-0.40417811 152816 NM_178497 Hs.24510 Hypothetical protein FLJ23657 ||FLJ23657||hypothetical p
-0.67790019 152831 NM_175737 Hs.90756 Klotho beta like ||LOC152831||Klotho beta
-0.38592997 152926 NM_152542 Hs.291000 Protein phosphatase 1K (PP2C ||PPM1K||protein phospha
-0.42242625 152940 NM_152543 Hs.415576 Hypothetical protein FLJ25371 ||FLJ25371||hypothetical p
-0.77826495 152992 NM_152544 Hs.285317 Hypothetical protein FLJ35725 ||FLJ35725||hypothetical p
-0.2308208 153020 NM_152545 Hs.480068 RasGEF domain family, membe||RASGEF1B||RasGEF do
-0.31293742 153090 NM_032552 Hs.522378 DAB2 interacting protein ||DAB2IP||KIAA1743||AIP1
-0.45892253 153129 NM_173514 Hs.128696 Hypothetical protein FLJ90709 ||FLJ90709||hypothetical p
-0.75089274 153201 NM_181776 Hs.483877 Solute carrier family 36 (proton/a||PAT2||SLC36A2||TRAMD
-0.86038158 153218 XM_376433 Hs.483771 Serine PI Kazal type 5-like 3 ||SPINK5L3||serine PI Kaz
-0.43155032 153222 NM_153607 Hs.484195 Adult retina protein ||LOC153222||Adult retina
-0.86950565 153241 NM_153223 Hs.483209 Hypothetical protein FLJ36090 ||FLJ36090||hypothetical p
-0.47717067 153328 NM_145282 Hs.412418 Similar to CG4995 gene product||LOC153328||similar to C
-0.03009127 153339 NM_174909 Hs.355606 Hypothetical protein MGC23909||MGC23909||hypothetical
-0.34030963 153364 NM_203406 Hs.64004 Similar to metallo-beta-lactamas||LOC153364||Similar to m
-0.36768183 153396 NM_153354 Hs.379972 Hypothetical protein MGC33214||MGC33214||hypothetical
-0.52279101 153443 NM_152546 Hs.107622 Serum response factor binding p||p49/STRAP||SRFBP1||S
-0.35855777 153478 NM_052909 Hs.127804 KIAA1909 protein ||KIAA1909||KIAA1909 pro
-0.45892253 153514 XM_370785
-0.71439647 153527 NM_144723 Hs.350194 Zinc finger, matrin type 2 ||ZMAT2||Zinc finger, matr
-0.4680466 153561 NM_207331 Hs.545578 Hypothetical LOC389295 ||||LOC153561||Hypothetic
-0.35855777 153562 NM_144724 Hs.444195 MARVEL domain containing 2 ||MARVELD2||MARVEL d
-0.65965205 153571 NM_178569 Hs.148486 CEI protein ||CEI||CEI protein||
0.11589384 153572 NM_033267 Hs.282089 Iroquois homeobox protein 2 ||IRX2||Iroquois homeobox
-0.01184313 153579 NM_152547 Hs.546502 Butyrophilin-like 9 ||BTNL9||Butyrophilin-like 
0.38961592 153642 NM_198150 Hs.163914 Hypothetical protein DKFZp313G||DKFZp313G1735||hypot
-0.2308208 153643 NM_152548 Hs.276287 Hypothetical protein FLJ25333 ||FLJ25333||hypothetical p
-0.03921534 153657 NM_144725 Hs.435742 Hypothetical protein FLJ25439 ||FLJ25439||hypothetical p
-0.34030963 153684 NM_194290 Hs.259625 Hypothetical protein LOC153684||LOC153684||hypothetica
-0.20344859 153733 NM_152549 Hs.436121 Hypothetical protein MGC39633||MGC39633||hypothetical
0.11589384 153743 NM_206858
0.06114942 153745 NM_130899 Hs.125487 Hypothetical protein MGC26988||MGC26988||hypothetical
0.07939756 153768 NM_138492 Hs.314261 Hypothetical protein MGC21644||MGC21644||hypothetical
0.00640501 153769 NM_152550 Hs.443728 SH3 domain containing ring fing||SH3RF2||SH3 domain co
-0.08483569 153830 NM_144726 Hs.349306 Hypothetical protein FLJ31951 ||FLJ31951||hypothetical p
0.38049185 153910 XM_379437 Hs.350819 Hypothetical protein LOC153910||LOC153910||hypothetica
0.10676977 154007 NM_152551 Hs.13366 Chromosome 6 open reading fra||C6orf151||Chromosome 
0.50822882 154043 NM_173515 Hs.16064 CNKSR family member 3 ||CNKSR3||MAGI1||CNKS
0.82757124 154064 NM_130900 Hs.367766 Retinoic acid early transcript 1L ||RAET1L||retinoic acid ea
0.95530821 154075 NM_152552 Hs.440508 Sterile alpha motif domain conta||SAMD3||Sterile alpha mo
0.59034544 154089 NM_153224
1.0465489 154091 NM_145176 Hs.486508 Solute carrier family 2 (facilitated||SLC2A12||Solute carrier 
0.30749929 154092 XM_379434 Hs.223718 Hypothetical protein LOC154092||LOC154092||hypothetica
0.31662336 154141 XM_351649
-0.3494337 154150 NM_138574 Hs.97124 Hepatoma derived growth factor||HDGFL1||PWWP1||Hepa
-0.7052724 154197 NM_173516 Hs.349077 Poly(A)-specific ribonuclease (P||PNLDC1||poly(A)-specifi
-0.13045603 154214 NM_152553 Hs.368639 IBR domain containing 1 ||IBRDC1||IBR domain co



-0.42242625 154215 NM_153355 Hs.269722 T-cell lymphoma breakpoint ass ||TCBA1||T-cell lymphoma
0.49910475 154222 XM_379456 Hs.112808 Similar to hypothetical protein LO||||LOC154222||Similar to 
0.43523626 154313 NM_178823 Hs.82921 Chromosome 6 open reading fra||C6orf165||Chromosome 
0.00640501 154386 NM_152554 Hs.511871 Chromosome 6 open reading fra||C6orf195||Chromosome 
-0.29468928 154449 XM_087928
-0.48629474 154467 XM_166346
0.31662336 154661 NM_138290 Hs.411488 Rap2-binding protein 9 ||RPIB9||Rap2-binding pro
-0.03921534 154743 NM_152556 Hs.489734 Hypothetical protein FLJ31818 ||FLJ31818||hypothetical p
-0.2308208 154791 NM_197964 Hs.370475 Hypothetical protein HSPC268 ||HSPC268||hypothetical p
0.17063825 154796 NM_133265 Hs.528051 Angiomotin ||KIAA1071||Angiomotin||A
0.44436033 154807 NM_173517 Hs.427232 Vitamin K epoxide reductase co ||VKORC1L1||vitamin K ep
-0.14870417 154810 NM_130847 Hs.503594 Angiomotin like 1 ||AMOTL1||Angiomotin like
0.2162586 154822 XM_380162

-0.09395976 154865 NM_178827 Hs.159650 Hypothetical protein FLJ35834 ||FLJ35834||hypothetical p
0.11589384 154881 NM_153033 Hs.520914 Potassium channel tetramerisat ||KCTD7||Potassium chan
1.31114691 155006 XM_376677 Hs.549259 Hypothetical protein LOC155006||LOC155006||hypothetica
0.07027349 155019 XM_088118
-0.67790019 155038 NM_175571 Hs.95834 GTPase, IMAP family member 8||GIMAP8||GTPase, IMAP
0.98268042 155051 NM_144727 Hs.403123 Crystallin, gamma N ||CRYGN||crystallin, gamm
0.8093231 155054 NM_00100166 Hs.31743 Zinc finger protein 425 ||ZNF425||Zinc finger prot
0.8093231 155061 NM_152557 Hs.24643 Hypothetical protein FLJ31413 ||FLJ31413||hypothetical p
0.94618414 155063 XM_376718
0.69983427 155066 XM_088142
0.74545462 155100 XM_054313 Hs.447769 Similar to T-complex protein 1 ||||Similar to T-complex pro
0.5720973 155185 XM_166532
0.76370276 155368 NM_152559 Hs.162206 Williams Beuren syndrome chro||WBSCR27||Williams Beu
0.48085661 155382 XM_376631 Hs.126451 Williams Beuren syndrome chro||WBSCR24||Williams Beu
0.32574743 155400 NM_145645 Hs.549260 Williams-Beuren Syndrome critic||||WBSCR20B||Williams-B
0.18888639 155435 XM_376728
0.35311964 155465 NM_176813 Hs.100686 Breast cancer membrane protei ||BCMP11||Breast cancer 
0.24363081 157273 XM_379554
0.89143973 157278 XM_379559
0.10676977 157310 NM_144962 Hs.491242 Phosphatidylethanolamine-bindi ||PEBP4||Phosphatidyleth
0.05202535 157313 NM_152562 Hs.33366 Cell division cycle associated 2 ||CDCA2||Cell division cyc
-0.0209672 157376 NM_182525 Hs.368104 Hypothetical protein FLJ32770 ||FLJ32770||hypothetical p
-0.20344859 157378 NM_194291 Hs.187646 Hypothetical protein BC017881 ||LOC157378||hypothetica
-0.20344859 157506 NM_172037 Hs.244940 Retinol dehydrogenase 10 (all-tr ||RDH10||Retinol dehydrog
0.42611219 157530 XM_051271
0.07027349 157567 NM_198401 Hs.530199 Hypothetical protein LOC157567||||LOC157567||Hypothetic
0.38961592 157570 XM_088331
0.01552907 157574 NM_172366 Hs.532253 F-box protein 16 ||FBXO16||FBX16||F-box 
0.47173254 157638 NM_174911 Hs.124951 Breast cancer membrane protei ||NSE2||Breast cancer me
-0.23994487 157657 NM_177965 Hs.128189 Hypothetical protein LOC157657||LOC157657||hypothetica
-0.10308383 157680 NM_015243 Hs.191540 Vacuolar protein sorting 13B (ye||COH1||VPS13B||KIAA05
-0.22169673 157693 XM_379540 Hs.521342 Hypothetical protein LOC157693||LOC157693||hypothetica
-0.17607638 157695 NM_175075 Hs.289293 Hypothetical protein INM01 ||INM01||hypothetical prote
-0.3768059 157697 NM_207332 Hs.128130 Hypothetical protein LOC157697||LOC157697||hypothetica
0.38961592 157724 NM_138817 Hs.149095 Solute carrier family 7, (cationic ||SLC7A13||Solute carrier 
-0.16695231 157753 NM_153015 Hs.99439 Hypothetical protein FLJ30668 ||FLJ30668||hypothetical p
0.14326604 157769 NM_144963 Hs.549261 Hypothetical protein FLJ23790 ||FLJ23790||hypothetical p
0.19801046 157777 NM_173518 Hs.437006 Hypothetical protein FLJ25692 ||FLJ25692||hypothetical p



0.26187895 157807 NM_173519 Hs.546504 Hypothetical protein MGC34646||MGC34646||hypothetical
-0.06658755 157848 NM_152568 Hs.232341 Hypothetical protein FLJ25169 ||FLJ25169||hypothetical p
0.14326604 157869 NM_153225 Hs.439040 RPE-spondin ||||RPE-spondin||RPESP||
-0.14870417 157922 NM_015447 Hs.522493 Calmodulin regulated spectrin-a ||CAMSAP1||Calmodulin r
-0.1122079 157927 XM_376924
0.03377721 157983 NM_152569 Hs.190877 Chromosome 9 open reading fra||C9orf66||Chromosome 9
-0.06658755 158035 XM_376821 Hs.201554 Chromosome 9 open reading fra||C9orf14||Chromosome 9
0.11589384 158038 NM_152570 Hs.145642 Hypothetical protein FLJ31810 ||FLJ31810||hypothetical p
0.44436033 158046 NM_145283 Hs.494395 Chromosome 9 open reading fra||C9orf121||Chromosome 
0.75457869 158055 NM_152571 Hs.212613 Hypothetical protein FLJ36779 ||FLJ36779||hypothetical p
0.88231566 158062 NM_198946 Hs.522504 Lipocalin 6 ||LCN6||Lipocalin 6||
0.20713453 158131 NM_012364 Hs.534571 Olfactory receptor, family 1, sub ||OR1Q1||olfactory recepto
0.68158613 158135 NM_194252 Hs.546505 Chromosome 9 open reading fra||C9orf20||Chromosome 9
0.5720973 158158 NM_152573 Hs.129136 RAS and EF hand domain conta||RASEF||RAS and EF ha
0.18888639 158160 NM_182829 Hs.380900 Hypothetical protein LOC158160||LOC158160||hypothetica
0.08852163 158219 NM_152574 Hs.130086 Chromosome 9 open reading fra||C9orf52||Chromosome 9
0.11589384 150759 NM_175853
0.3348715 158228 XM_379636 Hs.201258 Chromosome 9 open reading fra||C9orf122||Chromosome 
0.20713453 158234 NM_144964 Hs.493887 RNA (guanine-9-) methyltransfe ||RG9MTD3||RNA (guanin
0.4534844 158248 NM_144965 Hs.353209 Tetratricopeptide repeat domain||||TTC16||Tetratricopeptid
0.48085661 158293 NM_198841 Hs.350364 Chromosome 9 open reading fra||C9orf10OS||Chromosom
-0.08483569 158297 NM_153707 Hs.98943 Chromosome 9 open reading fra||C9orf138||Chromosome 
0.16151418 158314 XM_379651 Hs.534572 Chromosome 9 open reading fra||C9orf44||Chromosome 9
0.41698812 158326 NM_144966 Hs.31564 FRAS1 related extracellular mat||FREM1||C9ORF154||FRA
0.48085661 158358 XM_088551
0.38961592 158376 XM_379632 Hs.302677 Hypothetical protein LOC158376||LOC158376||hypothetica
0.53560102 158381 XM_376829 Hs.493793 Hypothetical protein LOC158381||LOC158381||hypothetica
-0.60490764 158399 XM_088567
-0.35855777 158401 NM_173521 Hs.428209 Chromosome 9 open reading fra||C9orf84||Chromosome 9
-0.09395976 158405 XM_088566
0.28925115 158427 NM_139246 Hs.494595 Chromosome 9 open reading fra||C9orf97||Chromosome 9
-0.17607638 158471 NM_138818 Hs.494217 Chromosome 9 open reading fra||C9orf65||Chromosome 9
0.05202535 158506 NM_152577 Hs.132485 Zinc finger protein 645 ||ZNF645||Zinc finger prot
-0.38592997 158521 NM_152578 Hs.128580 Fragile X mental retardation 1 n ||FMR1NB||fragile X ment
-0.12133196 158572 XM_379705 Hs.408191 Hypothetical protein LOC158572||LOC158572||hypothetica
-0.23994487 158584 NM_174912 Hs.496205 Hypothetical protein FLJ31204 ||FLJ31204||hypothetical p
0.00640501 158696 NM_153016
-0.1122079 158722 NM_152580
-0.38592997 158724 NM_203408 Hs.143268 Family with sequence similarity 4||FAM47A||family with seq
-0.76001681 158747 NM_152581 Hs.190043 Motile sperm domain containing ||MOSPD2||Motile sperm d
-0.16695231 158763 NM_144967 Hs.22905 Hypothetical protein FLJ30058 ||FLJ30058||hypothetical p
0.03377721 158787 NM_144968 Hs.351743 RIB43A domain with coiled-coils||RIBC1||RIB43A domain w
-0.53191508 158800 NM_139282 Hs.196956 Paired-like homeobox protein O ||OTEX||PEPP1||paired-lik
-0.86038158 158801 NM_173522 Hs.442518 Chromosome X open reading fr ||CXorf42||chromosome X
0.11589384 158809 NM_173523 Hs.376011 Melanoma antigen family B, 6 ||MAGEB6||melanoma ant
-0.89687785 158833 XM_088691
-0.17607638 158835 XM_088683
-0.18520045 158852 NM_152582 Hs.460933 Cancer/testis antigen CT45-5 ||||Cancer/testis antigen C
0.10676977 158866 NM_144969 Hs.253211 Zinc finger, DHHC domain conta||ZDHHC15||zinc finger, D
-0.34030963 158880 NM_201286 Hs.134289 Ubiquitin specific protease 51 ||USP51||Ubiquitin specific
-0.12133196 158947 NM_152583 Hs.546509 Armadillo repeat containing, X-li ||ARMCX4||armadillo repe



-0.06658755 158983 XM_088735
-0.38592997 159013 NM_144970 Hs.495961 Chromosome X open reading fr ||CXorf38||chromosome X
-0.20344859 159090 NM_145284 Hs.404706 Similar to hypothetical protein M||||LOC159090||Similar to 
0.02465314 159091 NM_138819 Hs.269127 Hypothetical protein BC017868 ||LOC159091||RP3-473B4
-0.34030963 159163 NM_152585 Hs.2958 RNA binding motif protein, Y-link||||RBMY1F||RNA binding 
0.66333799 159195 NM_152586 Hs.434502 Ubiquitin specific protease 54 ||USP54||Ubiquitin specific
-0.54103915 159371 NM_153226 Hs.437409 Transmembrane protein 20 ||TMEM20||Transmembra
-0.14870417 159491 NM_173524
-0.1395801 159686 XM_089747
-0.65052798 159963 NM_178498 Hs.148907 Solute carrier family 5 (sodium/g||SLC5A12||Solute carrier 
-0.43155032 159989 NM_181645 Hs.436625 Hypothetical protein FLJ25393 ||FLJ25393||hypothetical p
-0.54103915 160065 NM_138294 Hs.148565 Expressed in prostate and testis||PATE||PROSTATE- AND
-0.18520045 160140 NM_152587 Hs.367437 Hypothetical protein MGC33948||MGC33948||hypothetical
-0.03921534 160287 NM_144972 Hs.196580 Lactate dehydrogenase A-like 6A||LDHAL6A||lactate dehyd
0.01552907 160298 NM_173525
0.22538267 160335 NM_152588 Hs.444240 Hypothetical protein DKFZp762A||DKFZp762A217||hypothe
-0.21257266 160364 NM_138337 Hs.190519 C-type lectin domain family 12, m||CLEC12A||MICL||C-type 
-0.21257266 160365 NM_172004 Hs.434223 Dendritic cell-associated lectin-1||DCAL1||Dendritic cell-as
-0.3494337 160418 NM_181783 Hs.331268 SMILE protein ||SMILE||SMILE protein||
-0.10308383 160419 NM_152589 Hs.112930 Hypothetical protein FLJ35821 ||FLJ35821||hypothetical p
-0.27644114 160428 XM_090294 Hs.42572 Aldehyde dehydrogenase 1 fam ||FLJ38508||ALDH1L2||ald
-0.52279101 160492 NM_152590 Hs.44647 Likely ortholog of mouse Pas1 c||FLJ36004||likely ortholog
-0.44979846 160518 NM_144973 Hs.118166 Hypothetical protein MGC24039||MGC24039||hypothetical
-0.75089274 160728 NM_145913 Hs.444536 Solute carrier family 5 (iodide tra||SMCT||AIT||SLC5A8||AP
0.38049185 160762 NM_152591 Hs.437141 Hypothetical protein FLJ35843 ||FLJ35843||hypothetical p
0.31662336 160777 NM_178499 Hs.98188 Hypothetical protein MGC39827||MGC39827||hypothetical
-0.38592997 160857 NM_144974
0.17063825 161003 NM_145286 Hs.327794 Stomatin (EPB72)-like 3 ||STOML3||SRO||STOMAT
0.05202535 161142 NM_173526
-0.29468928 161145 NM_182526 Hs.509707 Hypothetical protein FLJ33387 ||||FLJ33387||Hypothetical
0.16151418 161176 NM_152592 Hs.354645 Chromosome 14 open reading f ||||C14orf49||Chromosome
-0.19432452 161198 NM_175060 Hs.525307 C-type lectin domain family 14, m||CLEC14A||C14orf27||C-t
0.15239011 161247 NM_203402 Hs.128060 Similar to CG10671-like ||LOC161247||similar to C
-0.3494337 161253 NM_173527 Hs.444911 Hypothetical protein FLJ38964 ||||FLJ38964||Hypothetical
-0.17607638 161291 XM_090844
0.03377721 161357 NM_182830 Hs.436380 MAM domain containing 1 ||MAMDC1||MAM domain 
-0.06658755 161380 XM_090885 Hs.122038 Chromosome 14 open reading f ||C14orf42||Chromosome 
0.07027349 161394 XM_370769
0.71808241 161424 NM_174913 Hs.352800 Chromosome 14 open reading f ||C14orf21||Chromosome 
0.2162586 161436 NM_183387 Hs.549263 Echinoderm microtubule associa||EML5||Echinoderm micro
0.17063825 161502 NM_173528
0.27100301 161514 NM_153356 Hs.124512 TBC1 domain family, member 2 ||TBC1D21||TBC1 domain
0.51735288 161582 NM_130810 Hs.126403 Dyslexia susceptibility 1 candida||DYX1C1||DYXC1||Dyslex
0.02465314 161725 NM_130901 Hs.355236 Chromosome 15 open reading f ||C15orf16||Chromosome 
0.20713453 161742 NM_152594 Hs.525781 Sprouty-related, EVH1 domain c||SPRED1||SPROUTY-RE
0.24363081 161753 NM_175881 Hs.144348 Outer dense fiber of sperm tails ||ODF3L1||Outer dense fib
0.07939756 161779 NM_152595 Hs.156317 PiggyBac transposable element ||PGBD4||piggyBac transp
0.38961592 161829 NM_152596 Hs.307999 Hypothetical protein MGC33637||MGC33637||hypothetical
0.66333799 161835 NM_152597 Hs.129598 Fibrous sheath interacting prote ||FSIP1||Fibrous sheath in
0.42611219 161882 NM_153813 Hs.507185 Zinc finger protein, multitype 1 ||ZFPM1||FOG1||FRIEND 
0.59034544 161931 NM_139174 Hs.8977 Testis nuclear RNA-binding prot||LOC161931||testis nucle



1.1651618 162073 XM_091331 Hs.530899 Hypothetical protein LOC162073||LOC162073||hypothetica
1.55749678 162083 NM_182831 Hs.120831 TNT protein ||TNT||TNT protein||
1.70348189 162239 NM_153688 Hs.388813 Zinc finger protein 1 homolog (m||ZFP1||Zinc finger protein
1.75822631 162282 NM_153228 Hs.463493 Hypothetical protein FLJ38335 ||FLJ38335||hypothetical p
2.09581687 162333 NM_152598 Hs.446268 Hypothetical protein FLJ35757 ||FLJ35757||hypothetical p
0.41698812 162387 NM_152599 Hs.213603 Hypothetical protein FLJ35773 ||FLJ35773||hypothetical p
-0.10308383 162394 XM_371039
0.08852163 162417 NM_153006 Hs.8876 N-acetylglutamate synthase ||NAGS||N-acetylglutamat
0.5720973 162427 NM_178126 Hs.463079 Hypothetical protein LOC162427||LOC162427||hypothetica
0.58122137 162461 NM_153229 Hs.224630 Hypothetical protein FLJ33318 ||FLJ33318||hypothetical p
0.52647695 162494 NM_138328 Hs.552612 Rhomboid, veinlet-like 4 (Drosop||RHBDL4||rhomboid, vein
0.55384916 162515 NM_153357 Hs.336564 Solute carrier family 16 (monoca||SLC16A11||Solute carrie
1.1651618 162517 NM_153230 Hs.368364 F-box protein 39 ||FBXO39||FBX39||F-box 
1.18340994 162540 NM_175882 Hs.144491 Intramembrane protease 5 ||IMP5||Intramembrane pr
1.35676726 162605 NM_181535 Hs.59736 Keratin 25D ||KRT25D||keratin 25D||
0.2162586 162655 NM_145287 Hs.352635 Zinc finger protein 519 ||ZNF519||Zinc finger prot
-0.0209672 162681 NM_173529 Hs.208701 Chromosome 18 open reading f ||C18orf54||Chromosome 
0.11589384 162699 NM_145653 Hs.515381 Transcription elongation factor B||TCEB3C||transcription e
0.03377721 162963 NM_173530 Hs.357663 Zinc finger protein 610 ||ZNF610||Zinc finger prot
0.54472509 162966 NM_198457 Hs.166312 Zinc finger protein 600 ||ZNF600||Zinc finger prot
0.6907102 162967 XM_371190
0.6907102 162968 NM_198458 Hs.447840 Zinc finger protein 497 ||||ZNF497||Zinc finger pro
0.83669531 162972 NM_153231 Hs.180257 Zinc finger protein 550 ||ZNF550||Zinc finger prot
0.66333799 162979 NM_145288 Hs.192237 Zinc finger protein 342 ||ZNF342||Zinc finger prot
0.96443228 162989 NM_133328 Hs.515432 Death effector domain containin ||DEDD2||Death effector d
0.67246206 162993 XM_091914 Hs.546512 Hypothetical protein LOC162993||LOC162993||hypothetica
1.14691366 162998 XM_375563
1.06479704 163033 NM_152600 Hs.112529 Zinc finger protein 579 ||ZNF579||Zinc finger prot
0.3348715 163049 NM_153358 Hs.522545 Hypothetical protein FLJ90396 ||FLJ90396||hypothetical p
1.62136527 163050 NM_144976 Hs.534574 Zinc finger protein 564 ||ZNF564||Zinc finger prot
0.5720973 163051 NM_152601 Hs.306478 Hypothetical protein FLJ38281 ||||FLJ38281||Hypothetical
0.73633055 163059 NM_152602 Hs.373633 Zinc finger protein 433 ||ZNF433||Zinc finger prot
0.40786405 163071 NM_153608 Hs.511883 Zinc finger protein 114 ||ZNF114||MGC17986||Zin
0.99180449 163081 NM_152603 Hs.412517 Zinc finger protein 567 ||ZNF567||Zinc finger prot
0.54472509 163087 NM_152604 Hs.549265 Zinc finger protein 383 ||ZNF383||Zinc finger prot
0.06114942 163115 NM_152605 Hs.531560 Hypothetical protein FLJ37549 ||FLJ37549||hypothetical p
0.89143973 163126 NM_153232 Hs.18949 CREBBP/EP300 inhibitor 2 ||CRI2||CREBBP/EP300 in
0.8093231 163154 NM_153359 Hs.515088 Hypothetical protein MGC24975||MGC24975||hypothetical
0.83669531 163175 NM_139284 Hs.65256 Leucine-rich repeat LGI family, m||LGI4||LEUCINE-RICH G
0.18888639 163183 NM_153233 Hs.436743 Hypothetical protein FLJ36445 ||FLJ36445||hypothetical p
0.99180449 163227 NM_173531 Hs.365142 Zinc finger protein 100 ||ZNF100||Zinc finger prot
0.38049185 163233 XM_290865 Hs.515696 Similar to Zinc finger protein 93 ||LOC163233||similar to Z
0.35311964 163255 NM_152606 Hs.121283 Zinc finger protein 540 ||ZNF540||Zinc finger prot
0.31662336 163259 NM_198459 Hs.127350 FLJ37099 protein ||FLJ37099||FLJ37099 pro
0.59034544 163351 NM_198460 Hs.254338 Guanylate binding protein family||GBP6||Guanylate binding
0.38049185 163404 XM_375754
0.55384916 163479 NM_173532
1.36589133 163486 NM_144977 Hs.497279 Family with sequence similarity ||||FLJ20054||Family with s
0.90968786 163589 NM_173533 Hs.197354 Tudor domain containing 5 ||TDRD5||Tudor domain c
0.86406752 163590 NM_145034 Hs.435773 AF464140 ||LOC163590||AF464140|
0.69983427 163688 NM_138705 Hs.85902 Calmodulin-like 6 ||CALML6||CAGLP||Calmo



0.27100301 163747 NM_152607 Hs.376018 Hypothetical protein FLJ40201 ||FLJ40201||hypothetical p
0.59946951 163778 NM_173080
0.44436033 163782 NM_181712 Hs.283398 Hypothetical protein LOC163782||ANKRD38||LOC163782|
0.29837522 163786 NM_194292 Hs.145497 Spindle assembly abnormal prot||SAS-6||DKFZp761A078|
0.90968786 163859 NM_152608 Hs.520192 Chromosome 1 open reading fra||C1orf55||FLJ35382||Chro
0.76370276 163882 NM_152609 Hs.368353 Hypothetical protein FLJ32001 ||C1orf71||FLJ32001||Hypo
0.59946951 163933 NM_207334 Hs.429179 Family with sequence similarity 4||FAM43B||family with seq
0.72720648 164022 NM_178230 Hs.523569 Peptidylprolyl isomerase A (cycl ||PPIAL4||COAS2||CHROM
0.48998068 164045 XM_371267 Hs.434130 Hypothetical protein LOC164045||LOC164045||hypothetica
0.51735288 164127 NM_152610 Hs.192090 Hypothetical protein FLJ35728 ||FLJ35728||C1orf65||Hypo
0.38049185 164237 NM_172005 Hs.406733 WAP four-disulfide core domain ||WFDC13||WAP four-disu
0.74545462 164284 NM_153360 Hs.119286 Hypothetical protein FLJ90166 ||FLJ90166||hypothetical p
0.34399557 164312 NM_152611 Hs.149133 Chromosome 20 open reading f ||C20orf75||Chromosome 
0.98268042 164395 XM_092778
0.75457869 164592 NM_152612 Hs.131615 Hypothetical protein FLJ36046 ||FLJ36046||hypothetical p
0.77282682 164633 NM_182527 Hs.447854 Calcium binding protein 7 ||CABP7||Calcium binding
0.75457869 164656 NM_153019
0.68158613 164668 NM_181773 Hs.440515 ARP10 protein ||ARP10||ARP10 protein||
0.19801046 164684 NM_152613 Hs.122948 Hypothetical protein MGC26816||MGC26816||hypothetical
0.54472509 164781 NM_178821 Hs.424594 Hypothetical protein FLJ25955 ||FLJ25955||WDR69||Hypo
0.39873998 164832 NM_198461 Hs.30646 FLJ45273 protein ||FLJ45273||FLJ45273 pro
0.17976232 165055 NM_144978 Hs.362702 Hypothetical protein FLJ32745 ||FLJ32745||hypothetical p
0.68158613 165057 XM_092342 Hs.382339 Hypothetical protein FLJ39061 ||FLJ39061||hypothetical p
1.03742483 165100 NM_152614 Hs.98104 Hypothetical protein MGC35154||MGC35154||hypothetical
-0.258193 165186 NM_199280 Hs.47647 Similar to RIKEN cDNA 463241 ||LOC165186||similar to R

-0.30381335 165215 NM_177454 Hs.28872 KIAA1946 ||KIAA1946||
0.17976232 165257 NM_182528 Hs.433493 Complement component 1, q su||C1QL2||Complement com
0.50822882 165324 NM_181713 Hs.516018 UBX domain containing 4 ||UBXD4||UBX domain co
0.07939756 165530 NM_173535
0.2162586 165545 NM_133637 Hs.191705 DEAQ box polypeptide 1 (RNA-d||DQX1||DEAQ box polype
0.37136778 165631 NM_152615 Hs.120250 Poly (ADP-ribose) polymerase fa||PARP15||poly (ADP-ribo
-0.44067439 165721 NM_153330 Hs.518241 DnaJ (Hsp40) homolog, subfam||DNAJB8||DnaJ (Hsp40) 
0.02465314 165904 NM_194293 Hs.447868 Cardiomyopathy associated 1 ||CMYA1||Cardiomyopathy
-0.59578357 165918 NM_152617 Hs.518396 Ring finger protein 168 ||RNF168||FLJ35794||Ring
-0.84213344 166012 NM_152889 Hs.292375 Carbohydrate (chondroitin 4) su ||CHST13||Carbohydrate (
0.54472509 166336 NM_198859 Hs.148105 Prickle-like 2 (Drosophila) ||||PRICKLE2||Prickle-like 
0.47173254 166348 NM_207335 Hs.132087 Kelch domain containing 6 ||FLJ46299||KLHDC6||Kel
0.0976457 166378 NM_145207 Hs.480672 Spermatogenesis associated 5 ||SPATA5||Spermatogene
-0.258193 166379 NM_152618 Hs.400698 Hypothetical protein FLJ35630 ||FLJ35630||hypothetical p
-0.0209672 166647 XM_291111
-0.17607638 166655 NM_152620 Hs.368004 Tripartite motif-containing 60 ||TRIM60||Tripartite motif-
-0.40417811 166793 NM_145291 Hs.419997 Zinc finger protein 509 ||ZNF509||Zinc finger prot
0.22538267 166815 NM_145715 Hs.58924 Tigger transposable element de ||TIGD2||Tigger transposa
-0.30381335 166824 NM_177532 Hs.529677 Ras association (RalGDS/AF-6) ||RASSF6||Ras associatio
-0.3768059 166863 NM_144979 Hs.133095 Hypothetical protein MGC27016||MGC27016||hypothetical
-0.1122079 166929 NM_152621 Hs.48343 Hypothetical protein MGC26963||MGC26963||hypothetical
-0.27644114 166979 NM_152623 Hs.551583 CDC20-like protein ||FLJ37927||CDC20-like p
0.23450674 166994 XM_376474
0.00640501 167127 NM_174914 Hs.348941 Hypothetical protein LOC167127||LOC167127||hypothetica
-0.19432452 167153 NM_173797 Hs.418198 PAP associated domain contain ||PAPD4||PAP associated
0.3348715 167227 NM_152624 Hs.443875 DCP2 decapping enzyme homo ||DCP2||DCP2 decapping 



0.64508985 167410 NM_153234 Hs.128188 Lix1 homolog (mouse) ||C5orf11||Lix1 homolog (m
0.38961592 167465 NM_152625 Hs.370303 Zinc finger protein 366 ||ZNF366||Zinc finger prot
-0.34030963 167555 NM_205548 Hs.338182 AASA9217 ||AASA9217||UNQ9217||
0.76370276 167681 NM_153362 Hs.98381 Protease, serine, 35 ||PRSS35||Protease, serin
0.2162586 167691 NM_181714 Hs.21945 Chromosome 6 open reading fra||C6orf152||Chromosome 
0.36224371 167838 XM_371849
0.90056379 168002 XM_094794
0.59946951 168090 NM_144980 Hs.144734 Chromosome 6 open reading fra||C6orf118||Chromosome 
0.95530821 168374 NM_007139 Hs.9521 Zinc finger protein 92 (HTF12) ||ZNF92||zinc finger protei
0.59946951 168391 NM_145292 Hs.131311 UDP-N-acetyl-alpha-D-galactosa||GALNTL5||UDP-N-acety
-0.21257266 168400 NM_182699 Hs.434416 DEAD (Asp-Glu-Ala-Asp) box po||DDX53||DEAD (Asp-Glu-
0.90056379 168417 NM_153363 Hs.520884 Zinc finger protein 679 ||MGC42415||ZNF679||Zin
0.18888639 168433 NM_139175 Hs.549267 Ring finger protein 133 ||RNF133||Ring finger pro
-0.60490764 168451 NM_182529 Hs.290259 THAP domain containing 5 ||THAP5||THAP domain c
-0.0209672 168455 NM_175884 Hs.29692 Hypothetical protein FLJ36031 ||FLJ36031||hypothetical p
0.60859358 168507 NM_138295 Hs.195979 Polycystic kidney disease 1 like ||PKD1L1||Polycystic kidne
-0.29468928 168537 NM_153236 Hs.124675 GTPase, IMAP family member 7||GIMAP7||GTPase, IMAP
0.35311964 168544 XM_095168
-0.08483569 168620 NM_177455 Hs.22627 Class II bHLH protein MIST1 ||MIST1||BASIC HELIX-LO
0.49910475 168667 NM_133468 Hs.209226 BMP-binding endothelial regulat ||CV2||BMPER||CROSSVE
-0.68702426 168850 NM_176814 Hs.159006 Hypothetical protein LOC168850||LOC168850||hypothetica
0.58122137 168975 NM_173538
-0.22169673 169026 NM_173851 Hs.532270 Solute carrier family 30 (zinc tra ||SLC30A8||Solute carrier 
-0.2308208 169044 NM_152888 Hs.117169 Collagen, type XXII, alpha 1 ||COL22A1||collagen, type
-0.21257266 169166 NM_152628 Hs.436424 Hypothetical protein MGC39715||MGC39715||hypothetical
0.41698812 169200 XM_095568
-0.47717067 169270 NM_173539 Hs.249181 Zinc finger protein 596 ||ZNF596||Zinc finger prot
-0.27644114 169355 NM_194294 Hs.122077 Hypothetical protein LOC169355||LOC169355||hypothetica
0.04290128 169611 NM_182487 Hs.357004 Olfactomedin-like 2A ||OLFML2A||olfactomedin-
-0.47717067 169693 XM_376874 Hs.535951 Chromosome 9 open reading fra||C9orf71||Chromosome 9
-0.26731707 169714 NM_181701 Hs.144073 Quiescin Q6-like 1 ||QSCN6L1||quiescin Q6-l
-0.08483569 169792 NM_152629 Hs.162125 GLIS family zinc finger 3 ||GLIS3||GLIS family zinc 
-0.22169673 169834 XM_095965 Hs.192877 Hypothetical protein LOC169834||LOC169834||hypothetica
-0.10308383 169841 NM_194320 Hs.387623 Zinc finger protein 169 ||ZNF169||Zinc finger prot
-0.04833941 169966 NM_152630 Hs.367959 Family with sequence similarity 4||FAM46D||family with seq
1.14691366 169981 XM_093024
0.28012708 170062 NM_152631 Hs.197801 Family with sequence similarity 4||FAM47B||family with seq
-0.12133196 170063 NM_152632 Hs.367964 Chromosome X open reading fr ||CXorf22||chromosome X
0.90968786 170079 NM_152633 Hs.445921 Fanconi anemia, complementat ||FAAP95||FAB||FANCB||F
0.67246206 170082 XM_372198 Hs.222855 Hypothetical protein MGC17403||MGC17403||hypothetical
0.41698812 170261 NM_173798 Hs.21417 Zinc finger, CCHC domain conta||ZCCHC12||zinc finger, C
0.18888639 170370 XM_096317 Hs.374708 Chromosome 10 open reading f ||C10orf73||Chromosome 
0.43523626 170371 XM_378226

0.927936 170384 NM_173540 Hs.500082 Fucosyltransferase 11 (alpha (1 ||||FUT11||Fucosyltransfer
-0.31293742 170392 NM_152635 Hs.8366 Oncoprotein induced transcript 3||OIT3||LZP||Oncoprotein 
0.55384916 170393 NM_173541
-0.13045603 170394 NM_138499 Hs.527751 PWWP domain containing 2 ||PWWP2||PWWP domain
0.85494345 170425 XM_378240 Hs.434131 Hypothetical protein LOC170425||LOC170425||hypothetica
0.67246206 170463 NM_032627 Hs.515259 Single stranded DNA binding pro||SSBP4||SINGLE-STRAN
0.29837522 170482 NM_130441 Hs.351812 C-type lectin domain family 4, m||BDCA2||CLEC4C||CLEC
0.06114942 170506 NM_020865 Hs.446270 DEAH (Asp-Glu-Ala-His) box po||DHX36||DEAH (Asp-Glu-



0.17063825 170575 NM_130759 Hs.159955 GTPase, IMAP family member 1||GIMAP1||IMMUNITY-AS
0.28925115 168474 XM_095122
0.67246206 170589 NM_130769 Hs.436119 Glycoprotein hormone alpha 2 ||GPHA2||Glycoprotein ho
0.44436033 170591 NM_130772 Hs.482563 S100 calcium binding protein, ze||S100Z||S100 calcium bin
0.86406752 170622 NM_203495 Hs.508266 COMM domain containing 6 ||COMMD6||COMM doma
1.53924864 170626 NM_130776 Hs.43879 X antigen family, member 3 ||XAGE3||GAGED4||X ant
0.38961592 170627 NM_130775 Hs.356874 X antigen family, member 5 ||XAGE5||GAGED5||X ant
1.0191767 170679 NM_014068 Hs.552614 Psoriasis susceptibility 1 candid ||PSORS1C1||Psoriasis su
1.63961341 170680 NM_014069 Hs.146824 Psoriasis susceptibility 1 candid ||PSORS1C2||Psoriasis su
0.2162586 170685 NM_153183 Hs.375178 Nudix (nucleoside diphosphate l ||NUDT10||DIPP3A||APS2
0.41698812 170712 NM_130902 Hs.479656 Cytochrome c oxidase subunit V||COX7B2||cytochrome c o
0.6907102 170825 NM_133267 Hs.371899 GS homeobox 2 ||GSH-2||GSH2||GS home

-0.31293742 170951 XM_375298 Hs.143681 BTB (POZ) domain containing 1||BTBD12||BTB (POZ) dom
0.00640501 170954 XM_166376
0.47173254 170958 XM_375646 Hs.352638 Zinc finger protein 525 ||ZNF525||Zinc finger prot
-0.1395801 170959 NM_133473 Hs.285657 Zinc finger protein 431 ||ZNF431||Zinc finger prot
0.37136778 170961 XM_114000 Hs.197872 Ankyrin repeat domain 24 ||ANKRD24||Ankyrin repea
0.51735288 171023 NM_015338 Hs.374043 Additional sex combs like 1 (Dro||ASXL1||additional sex co
0.08852163 171024 XM_050219
0.69983427 171169 NM_133498 Hs.122599 Sperm acrosome associated 4 ||SPACA4||Sperm acrosom
0.59034544 171389 NM_138329 Hs.352611 NACHT, leucine rich repeat and ||NALP6||NACHT, leucine
0.56297323 171392 NM_138330 Hs.264345 Zinc finger protein 675 ||TIZ||ZNF675||Zinc finger
-0.44979846 171425 NM_138280 Hs.130690 Citrate lyase beta like ||CLYBL||Citrate lyase bet
0.13414198 171482 NM_174951 Hs.382062 Family with sequence similarity ||FAM9A||family with sequ
-0.16695231 171483 NM_205849 Hs.371894 Family with sequence similarity ||FAM9B||family with sequ
0.2162586 171484 NM_174901 Hs.276694 Family with sequence similarity ||FAM9C||family with sequ

-0.30381335 171546 NM_138288 Hs.269909 Chromosome 14 open reading f ||C14orf147||Chromosome
0.49910475 171568 NM_138338 Hs.532891 Polymerase (RNA) III (DNA dire ||POLR3H||polymerase (R
-0.32206149 191585 NM_182832 Hs.472492 Placenta-specific 4 ||PLAC4||Placenta-specific
-0.31293742 192111 NM_138575 Hs.102558 Bcl-XL-binding protein v68 ||MGC5352||Bcl-XL-bindin
0.40786405 192134 NM_138706 Hs.352622 Beta-1,3-N-acetylglucosaminyltr ||B3Gn-T6||beta-1,3-N-ace
0.37136778 192286 NM_138820 Hs.534575 Hypothetical protein MGC2198 ||MGC2198||hypothetical p
0.82757124 192666 NM_019016 Hs.87383 Keratin 24 ||KRT24||FLJ20261||Kerat
-0.14870417 192669 NM_024852 Hs.530333 Eukaryotic translation initiation f ||AGO3||EIF2C3||ARGON
1.47538016 192670 NM_017629 Hs.471492 Eukaryotic translation initiation f ||KIAA1567||AGO4||EIF2C
0.76370276 192683 NM_138967 Hs.374180 Secretory carrier membrane pro||SCAMP5||Secretory carr
0.53560102 195814 NM_138969 Hs.170673 Epidermal retinal dehydrogenas ||RDHE2||RETINAL DEHY
0.58122137 195827 XM_114685 Hs.44640 PREDICTED: Homo sapiens chromosome 9 open reading
1.02830076 195828 NM_153695 Hs.494557 Zinc finger protein 367 ||ZNF367||Zinc finger prot
0.48085661 195977 XM_113625
1.12866553 196074 NM_152636 Hs.243326 Methyltransferase 5 domain con||FLJ33979||METT5D1||M
1.77647445 196264 NM_198275 Hs.15396 Hypothetical protein LOC196264||LOC196264||hypothetica
-0.08483569 196294 NM_144981 Hs.502223 Hypothetical protein FLJ25059 ||FLJ25059||hypothetical p
-0.03921534 196296 NM_198462 Hs.530438 FLJ46154 protein ||FLJ46154||FLJ46154 pro
0.36224371 196337 XM_113696
0.48085661 196374 NM_173352 Hs.121824 Keratin 5b ||K5B||Keratin 5b||
-0.21257266 196385 XM_113706
-0.47717067 196394 NM_207337 Hs.131393 Hypothetical protein LOC196394||LOC196394||hypothetica
0.04290128 196403 NM_178502 Hs.32374 Deltex 3 homolog (Drosophila) ||DTX3||deltex 3 homolog 
-0.13045603 196410 NM_152637 Hs.51483 Hypothetical protein MGC17301||MGC17301||hypothetical
-0.07571162 196415 XM_378346 Hs.434453 Hypothetical protein LOC196415||LOC196415||hypothetica



0.48085661 196441 NM_144982 Hs.527874 Hypothetical protein MGC23401||MGC23401||hypothetical
0.44436033 196446 NM_182530 Hs.253773 Hypothetical protein FLJ25056 ||FLJ25056||hypothetical p
-0.16695231 196463 NM_173542 Hs.115896 Hypothetical protein LOC196463||LOC196463||hypothetica
0.07939756 196472 NM_153364 Hs.549268 Hypothetical protein MGC39520||MGC39520||hypothetical
-0.06658755 196477 NM_152638 Hs.128574 Chromosome 12 open reading f ||MGC26598||C12orf12||C
0.32574743 196483 NM_201400 Hs.513324 Hypothetical protein SB153 ||SB153||hypothetical prot
-0.22169673 196500 NM_153685 Hs.44067 Hypothetical protein DKFZp547D||DKFZp547D2210||hypoth
0.25275488 196513 NM_152640 Hs.130934 DCP1 decapping enzyme homo ||DCP1B||DCP1 decappin
1.02830076 196515 XM_352903
0.30749929 196527 XM_113743 Hs.505339 Transmembrane protein 16F ||TMEM16F||transmembra
0.65421392 196528 XM_370690
-0.01184313 196549 NM_145293 Hs.507667 Similar to hypothetical protein F ||LOC196549||similar to hy
0.41698812 196740 NM_144984 Hs.522928 Chromosome 10 open reading f ||C10orf72||Chromosome 
-0.06658755 196743 NM_152911 Hs.532469 Polyamine oxidase (exo-N4-ami||PAOX||polyamine oxidas
0.05202535 196792 NM_152644 Hs.114648 CUB and zona pellucida-like dom||||CUZD1||CUB and zona 
0.71808241 196913 XM_113776
0.46260847 196951 NM_152647 Hs.553617 Hypothetical protein FLJ32800 ||FLJ32800||hypothetical p
-0.03921534 196968 NM_194295 Hs.187134 Hypothetical protein DKFZp434I||||DKFZp434I1020||Hypot
0.61771765 196993 XM_116971
0.04290128 196996 XM_113796
0.30749929 197003 XM_378517 Hs.352253 Hypothetical protein MGC15885||MGC15885||hypothetical
0.87319159 197021 NM_207338 Hs.379337 Likely ortholog of mouse klotho ||KLPH||Likely ortholog of 
0.0976457 197187 XM_378628 Hs.499548 Hypothetical protein MGC23284||MGC23284||hypothetical
0.96443228 197196 NM_153238 Hs.375058 Hypothetical protein MGC22001||MGC22001||hypothetical
1.05567297 197257 NM_153486 Hs.380929 Lactate dehydrogenase D ||LDHD||D-LACTATE DEH
0.76370276 197320 NM_182531 Hs.147733 Hypothetical protein FLJ31875 ||FLJ31875||hypothetical p

0.927936 197322 NM_174917 Hs.461727 Hypothetical protein LOC197322||LOC197322||hypothetica
0.86406752 197335 NM_153239 Hs.222312 Hypothetical protein KIAA1924 ||KIAA1924||hypothetical p
0.85494345 197336 NM_145294 Hs.511903 Similar to RIKEN cDNA 323040 ||LOC197336||similar to R
0.5720973 197350 XM_113871 Hs.434132 Hypothetical protein LOC197350||LOC197350||hypothetica
0.37136778 197358 NM_178844 Hs.128357 NOD3 protein ||NOD3||NOD3 protein||
0.38961592 197370 NM_145080 Hs.284295 Non-SMC element 1 homolog (S||NSMCE1||non-SMC elem
1.45713202 197407 NM_152652 Hs.513501 Zinc finger protein 553 ||ZNF553||Zinc finger prot
1.2564025 199221 NM_173543 Hs.351403 DAZ interacting protein 1-like ||DZIP1L||FLJ32844||DAZ
0.88231566 199223 NM_145755 Hs.443935 Tetratricopeptide repeat domain||TTC21A||STI2||tetratrico
2.41515929 199675 NM_174918 Hs.178703 Hypothetical protein LOC199675||LOC199675||hypothetica
0.18888639 199699 NM_152654 Hs.331981 DAN domain family, member 5 ||DAND5||DANTE||CRL2||
1.38413947 199704 NM_152655 Hs.390568 Zinc finger protein 585A ||ZNF585A||zinc finger pro
0.0976457 199713 NM_139176 Hs.351118 NACHT, leucine rich repeat and ||NALP7||NACHT, leucine
0.8093231 199714 XM_371195 Hs.528319 Chromosome 19 open reading f ||C19orf16||Chromosome 
0.20713453 199720 NM_152657 Hs.447948 Gametogenetin ||Gametogenetin||GGN||
-0.47717067 199731 NM_145296 Hs.370984 Immunoglobulin superfamily, me||IGSF4C||immunoglobulin
0.35311964 199745 NM_152658 Hs.350209 THAP domain containing 8 ||THAP8||THAP domain c
0.90968786 199746 NM_144987 Hs.351558 U2(RNU2) small nuclear RNA a ||U2AF1L3||U2AF1RS3||U
-0.09395976 199777 NM_145297 Hs.50158 Zinc finger protein 626 ||ZNF626||Zinc finger prot
0.32574743 199786 NM_173544 Hs.434133 B-cell novel protein 1 ||BCNP1||B-cell novel prot
0.41698812 199800 XM_373810 Hs.311193 Hypothetical protein LOC199800||LOC199800||hypothetica
0.59946951 199834 NM_178356 Hs.447955 Late cornified envelope 4A ||LCE4A||late cornified env
1.0191767 199857 NM_144988 Hs.408927 Hypothetical protein MGC19780||MGC19780||hypothetical
0.5720973 199870 NM_152660 Hs.469359 Hypothetical protein MGC34648||MGC34648||hypothetical
0.71808241 199899 XM_378866 Hs.116210 Hypothetical protein LOC199899||LOC199899||hypothetica



-0.01184313 199964 NM_182532 Hs.112554 Hypothetical protein LOC199964||LOC199964||hypothetica
0.69983427 199974 NM_178134 Hs.176588 Cytochrome P450, family 4, sub||||CYP4Z1||Cytochrome P
0.52647695 199990 NM_182533 Hs.107101 Hypothetical protein FLJ31031 ||C1orf86||FLJ31031||Hypo
0.56297323 200008 NM_201546 Hs.291235 Hypothetical protein LOC200008||LOC200008||hypothetica
0.71808241 200010 XM_117174
0.4534844 200014 XM_114087
0.54472509 200030 NM_183372 Hs.515837 Hypothetical protein LOC200030||LOC200030||hypothetica
0.15239011 200058 NM_152662
0.74545462 200095 XM_290922 Hs.133977 Hypothetical protein MGC27277||MGC27277||C1orf67||Hy
1.33851912 200132 NM_152665 Hs.479226 Hypothetical protein FLJ40873 ||FLJ40873||hypothetical p
1.45713202 200150 NM_152666 Hs.498252 Hypothetical protein FLJ40773 ||FLJ40773||PLD5||Hypoth
1.10129332 200162 NM_206996 Hs.528821 Projection protein PF6 ||PF6||projection protein P
1.19253401 200172 NM_144990 Hs.194609 Hypothetical protein FLJ23878 ||FLJ23878||hypothetical p
1.23815436 200185 NM_173852 Hs.516671 Keratinocyte associated protein ||KRTCAP2||Keratinocyte 
1.41151167 200186 NM_181715 Hs.406392 Transducer of regulated cAMP r||TORC2||TRANSDUCER
0.5720973 200197 NM_182534 Hs.447976 Hypothetical protein FLJ23703 ||FLJ23703||hypothetical p
1.42975981 200205 XM_114152
1.20165808 200213 XM_114156
2.18705756 200232 XM_371401
1.0465489 200261 NM_182535 Hs.352228 Hypothetical protein LOC200261||LOC200261||hypothetica
0.48085661 200317 NM_203498
0.20713453 200321 XM_376013
0.07939756 200350 NM_012184 Hs.494075 Forkhead box D4 like 1 ||FOXD4L1||forkhead box 
0.75457869 200383 NM_145299 Hs.531817 Similar to Dynein heavy chain at||LOC200383||similar to D
0.64508985 200403 NM_144992 Hs.269977 Hypothetical protein MGC26733||MGC26733||hypothetical
0.58122137 200407 NM_153836 Hs.30917 Cellular repressor of E1A-stimul ||CREG2||cellular represso
0.19801046 200420 NM_145300 Hs.278983 LOC200420 ||LOC200420||
0.46260847 200424 XM_371501 Hs.516107 Hypothetical protein MGC22014||MGC22014||hypothetical
0.6907102 200504 NM_182536 Hs.16757 Down-regulated in gastric cance||GDDR||down-regulated i
0.81844717 200523 NM_152670 Hs.132104 Hypothetical protein FLJ25369 ||FLJ25369||hypothetical p
0.99180449 200539 NM_144994 Hs.158935 Ankyrin repeat domain 23 ||ANKRD23||Ankyrin repea
0.60859358 200558 NM_173545 Hs.258941 Chromosome 2 open reading fra||||C2orf13||Chromosome 
0.10676977 200634 NM_173853 Hs.59509 Keratinocyte associated protein ||KRTCAP3||Keratinocyte 
0.6907102 200728 NM_198276 Hs.308028 Transmembrane protein 17 ||TMEM17||Transmembra
0.0976457 200734 NM_181784 Hs.59332 Sprouty-related, EVH1 domain c||SPRED2||SPROUTY-RE
0.16151418 200765 NM_145702 Hs.211823 Tigger transposable element de ||TIGD1||Tigger transposa
0.51735288 200844 NM_198463 Hs.368434 FLJ42117 protein ||FLJ42117||FLJ42117 pro
0.07027349 200845 NM_153331 Hs.13982 Potassium channel tetramerisat ||KCTD6||Potassium chan
0.04290128 200879 NM_139248 Hs.68864 Lipase, member H ||LPDLR||LIPH||MPAPLA1
0.89143973 200894 NM_144996 Hs.533086 ADP-ribosylation factor-like 2-lik ||ARL2L1||ARL2-LIKE PR
-0.36768183 200895 NM_176815 Hs.448003 Dihydrofolate reductase-like 1 ||DHFRL1||LOC200895||D
-0.05746348 200909 NM_182537 Hs.448004 5-hydroxytryptamine (serotonin) ||HTR3D||5-hydroxytryptam
0.88231566 200931 NM_152672 Hs.155932 Organic solute transporter alpha||OSTalpha||Organic solut
0.50822882 200933 XM_117294 Hs.518526 F-box protein 45 ||FBXO45||FBX45||F-box 
1.30202284 200942 NM_173546 Hs.13781 Hypothetical protein MGC35097||MGC35097||hypothetical
0.3348715 200958 NM_152673 Hs.69321 Mucin 20 ||MUC20||Mucin 20||
0.0976457 201134 NM_145036 Hs.408676 Hypothetical protein MGC33887||MGC33887||hypothetical
0.38049185 201158 NM_145301 Hs.528884 Similar to CGI-148 protein ||LOC201158||similar to C
0.39873998 201161 NM_181716 Hs.433422 Proline rich 6 ||PRR6||NUCLEAR PROT
0.42611219 201164 NM_178836 Hs.31652 Similar to CG12314 gene produ ||LOC201164||similar to C
0.67246206 201175 XM_371057 Hs.205326 Hypothetical protein LOC201175||LOC201175||hypothetica



0.30749929 201176 NM_199282 Hs.463165 Rho GTPase activating protein 2||ARHGAP27||Rho GTPas
0.48085661 201191 NM_174920 Hs.549274 Hypothetical protein LOC201191||LOC201191||hypothetica
0.3348715 201229 XM_375430 Hs.434386 Hypothetical protein LOC201229||LOC201229||hypothetica
0.99180449 201232 NM_201566 Hs.448010 Solute carrier family 16 (monoca||SLC16A13||Solute carrie
0.48085661 201243 NM_175734 Hs.380704 Hypothetical protein LOC201243||LOC201243||hypothetica
0.88231566 201252 NM_152675 Hs.540949 Hypothetical protein FLJ23754 ||FLJ23754||hypothetical p
0.54472509 201254 NM_144998 Hs.37616 Stimulated by retinoic acid 13 ho||STRA13||Stimulated by r
0.48085661 201255 NM_144999 Hs.143774 Hypothetical protein MGC20806||MGC20806||LRRC45||Hy
1.54837271 201266 NM_139177 Hs.221127 Solute carrier family 39 (metal io||SLC39A11||Solute carrie
-0.03009127 201283 NM_153032 Hs.396447 Hypothetical protein FLJ32065 ||FLJ32065||hypothetical p
0.28925115 201292 NM_173547 Hs.189823 Tripartite motif-containing 65 ||TRIM65||Tripartite motif-
-0.26731707 201294 NM_199242 Hs.41045 Unc-13 homolog D (C. elegans) ||MUNC13-4||UNC13D||un
-0.65052798 201299 NM_145654 Hs.194411 RAD52 homolog B (S. cerevisia ||RAD52B||RAD52 homolo
-0.32206149 201305 NM_182538 Hs.549275 Hypothetical protein MGC29671||MGC29671||hypothetical
-0.23994487 201456 NM_152676 Hs.465411 F-box protein 15 ||FBXO15||FBX15||F-box 
-0.55016322 201514 NM_173548 Hs.439551 Zinc finger protein 584 ||ZNF584||Zinc finger prot
0.2162586 201516 NM_152677 Hs.469663 Zinc finger and SCAN domain c ||ZSCAN4||zinc finger and

-0.12133196 201595 NM_178862 Hs.475812 Source of immunodominant MH ||SIMP||source of immuno
-0.09395976 201625 NM_178504 Hs.201378 Hypothetical protein FLJ40427 ||FLJ40427||hypothetical p
0.79107496 201626 NM_177966 Hs.151293 2'-phosphodiesterase ||2'-phosphodiesterase||2'
0.03377721 201627 NM_152678 Hs.91085 Hypothetical protein FLJ34969 ||FLJ34969||hypothetical p
-0.1395801 201633 NM_173799 Hs.421750 Hypothetical protein FLJ39873 ||FLJ39873||hypothetical p
0.3348715 201725 XM_376349

-0.31293742 201780 NM_152679 Hs.132591 Solute carrier family 10 (sodium ||SLC10A4||Solute carrier 
-0.17607638 201798 NM_145720 Hs.301243 Tigger transposable element de ||TIGD4||Tigger transposa
0.59946951 201799 NM_152680 Hs.518900 Hypothetical protein FLJ32028 ||FLJ32028||hypothetical p
0.18888639 201824 NM_153241
0.29837522 201895 NM_174921 Hs.205952 Hypothetical protein LOC201895||LOC201895||hypothetica
0.34399557 201931 NM_152681 Hs.369632 Hypothetical protein FLJ38482 ||FLJ38482||hypothetical p
-0.24906893 201965 NM_152682 Hs.133337 Hypothetical protein MGC10198||MGC10198||hypothetical
0.16151418 201973 NM_152683 Hs.351470 Hypothetical protein FLJ33167 ||||FLJ33167||Hypothetical
0.19801046 202018 NM_153365 Hs.479223 Hypothetical protein FLJ90013 ||FLJ90013||hypothetical p
-0.53191508 202020 NM_152684 Hs.445315 Hypothetical protein FLJ39653 ||FLJ39653||hypothetical p
-0.09395976 202025 XM_376307
-0.00271906 202051 XM_114430 Hs.373612 Hypothetical protein LOC202051||LOC202051||hypothetica
-0.3494337 202052 NM_152686 Hs.483537 Hypothetical protein MGC29463||MGC29463||hypothetical
-0.13045603 202151 NM_145000 Hs.199777 Hypothetical protein FLJ25422 ||FLJ25422||hypothetical p
-0.35855777 202181 XM_114456
0.23450674 202243 NM_176816 Hs.482372 Kenae ||Kenae||
-0.16695231 202299 NM_175616 Hs.8373 FIS ||FIS||
-0.21257266 202309 NM_152687 Hs.44930 Hypothetical protein FLJ33641 ||FLJ33641||hypothetical p
-0.65965205 202333 NM_153610 Hs.482625 Cardiomyopathy associated 5 ||CMYA5||Cardiomyopathy
-0.20344859 202459 NM_145303 Hs.487035 Similar to RIKEN cDNA 231000 ||LOC202459||similar to R
0.07027349 202500 NM_182539 Hs.189183 Hypothetical protein MGC33600||MGC33600||hypothetical
-0.64140391 202559 NM_152688 Hs.519794 KH domain containing, RNA bin ||KHDRBS2||KH domain c
-0.51366694 202865 NM_145304 Hs.352212 Chromosome 7 open reading fra||C7orf33||Chromosome 7
0.2162586 202915 NM_152689 Hs.549276 Hypothetical protein MGC9712 ||MGC9712||hypothetical p

-0.16695231 203062 NM_145003 Hs.370931 Hypothetical protein FLJ31164 ||FLJ31164||hypothetical p
-0.05746348 203069 XM_114618 Hs.458644 Hypothetical protein LOC203069||LOC203069||hypothetica
0.0976457 203074 NM_198464 Hs.122221 Tryptophan/serine protease ||UNQ9391||Tryptophan/s

-0.47717067 203100 NM_153692 Hs.322452 HtrA serine peptidase 4 ||HTRA4||HtrA serine pept



-0.24906893 203111 NM_173549 Hs.171455 Hypothetical protein FLJ39553 ||FLJ39553||hypothetical p
-0.57753543 203190 NM_139278 Hs.33470 Leucine-rich repeat LGI family, m||LGI3||LEUCINE-RICH G
-0.43155032 203197 NM_153045 Hs.522357 Chromosome 9 open reading fra||C9orf91||Chromosome 9
-0.03009127 203228 NM_018325 Hs.493639 Chromosome 9 open reading fra||C9orf72||Chromosome 9
-1.08848331 203238 NM_173550 Hs.17267 Chromosome 9 open reading fra||C9orf93||Chromosome 9
-0.18520045 203245 NM_197956 Hs.373606 Chromosome 9 open reading fra||C9orf90||Chromosome 9
-0.96987041 203259 NM_147202 Hs.493771 Chromosome 9 open reading fra||C9orf25||Chromosome 9
0.61771765 203260 NM_174923 Hs.534579 Hypothetical protein MGC31967||MGC31967||hypothetical
-0.56841136 203286 NM_173551 Hs.406890 Sterile alpha motif domain conta||SAMD6||Sterile alpha mo
-0.57753543 203328 NM_145006 Hs.88417 Sushi domain containing 3 ||SUSD3||Sushi domain co
-0.44067439 203427 NM_145305 Hs.496658 Similar to solute carrier family 25||LOC203427||Similar to s
-0.89687785 203429 NM_152693 Hs.31110 Chromosome X open reading fr ||CXorf50||chromosome X
-0.53191508 203430 NM_152694 Hs.134873 Zinc finger, CCHC domain conta||ZCCHC5||zinc finger, CC
-0.64140391 203447 NM_198465 Hs.209527 Nik related kinase ||NRK||Nik related kinase|
-0.26731707 203522 NM_182540 Hs.496829 DEAD/H (Asp-Glu-Ala-Asp/His) ||DDX26B||DEAD/H (Asp-
-0.72352054 203523 NM_152695 Hs.28780 Zinc finger protein 449 ||ZNF449||Zinc finger prot
-0.55928729 203547 XM_377060 Hs.58633 Hypothetical protein LOC203547||LOC203547||hypothetica
-0.31293742 203562 NM_182541 Hs.98843 Transmembrane protein 31 ||TMEM31||Transmembra
-0.05746348 203569 NM_207339 Hs.448079 P antigen family, member 2 (pro||MGC62094||PAGE2||P a
-0.61403171 203611 XM_016548
-0.71439647 203806 XM_114973 Hs.292059 EPH receptor A6 ||EPHA6||EPH receptor A6
-0.60490764 203859 NM_213599 Hs.154329 Transmembrane protein 16E ||TMEM16E||GDD1 GENE
-0.14870417 204219 NM_178842 Hs.416099 LAG1 longevity assurance homo||LASS3||LAG1 longevity a
-0.258193 204474 NM_174924 Hs.376025 Protein disulfide isomerase-like ||PDILT||Protein disulfide i

-0.36768183 204801 NM_145007 Hs.375039 NACHT, leucine rich repeat and ||NALP11||NACHT, leucin
-0.44979846 204962 NM_152697 Hs.480188 Hypothetical protein MGC34032||MGC34032||hypothetical
-0.41330218 205147 NM_152698 Hs.376218 Hypothetical protein FLJ38377 ||FLJ38377||hypothetical p
-0.42242625 205251 NM_174925 Hs.128499 Hypothetical protein LOC205251||LOC205251||hypothetica
-0.06658755 205327 NM_153689 Hs.471040 Hypothetical protein FLJ38973 ||FLJ38973||hypothetical p
-0.2308208 205428 NM_173552 Hs.288954 Hypothetical protein MGC33365||MGC33365||hypothetical
-0.17607638 205564 NM_152699 Hs.533124 SUMO1/sentrin specific proteas ||SENP5||SUMO1/sentrin 
-0.10308383 205717 XM_291062
-0.33118556 205860 NM_173553 Hs.276429 Hypothetical protein FLJ25801 ||FLJ25801||hypothetical p
0.29837522 206338 NM_173800 Hs.98288 Laeverin ||FLJ90650||Laeverin||
0.06114942 206358 NM_078483 Hs.269004 Solute carrier family 36 (proton/a||PAT1||SLC36A1||LYAAT
0.17063825 206412 XM_116497
0.31662336 202149 XM_114447
0.20713453 171489 NM_145665 Hs.375036 SPANX family, member A2 ||||SPANXE||SPANX family
0.29837522 206938 NM_152702 Hs.217297 Chromosome 9 open reading fra||C9orf94||Chromosome 9
1.11954146 207063 NM_145177 Hs.458462 Zinc finger, BED domain contain||||DHRSX||Zinc finger, BE
1.27465063 219287 NM_152704 Hs.528335 Hypothetical protein FLJ25477 ||FLJ25477||hypothetical p
0.40786405 219293 NM_198466 Hs.333522 FLJ37183 protein ||FLJ37183||FLJ37183 pro
0.07939756 219402 NM_152912 Hs.534582 Mitochondrial translational initiat||MTIF3||Mitochondrial tra
-0.03009127 219404 NM_152705 Hs.507584 Polymerase (RNA) I polypeptide||||MGC9850||Polymerase 
0.00640501 219409 NM_145657 Hs.351785 GS homeobox 1 ||GSH1||GS homeobox 1|
-0.27644114 219539 NM_145008 Hs.135978 Yippee-like 4 (Drosophila) ||YPEL4||yippee-like 4 (Dr
-0.28556521 219541 NM_153450 Hs.43619 Mediator of RNA polymerase II t||MED19||mediator of RNA
-0.64140391 219557 NM_152706 Hs.112877 Hypothetical protein MGC26647||MGC26647||hypothetical
0.07939756 219578 NM_181646 Hs.381366 Hypothetical protein FLJ32110 ||FLJ32110||hypothetical p
-0.44979846 219621 NM_173554 Hs.252954 Chromosome 10 open reading f ||C10orf107||Chromosome
-0.01184313 219623 NM_178505 Hs.302714 Transmembrane protein 26 ||TMEM26||Transmembra



-0.24906893 219654 NM_153367 Hs.523080 Chromosome 10 open reading f ||C10orf56||Chromosome 
0.49910475 219670 NM_145010 Hs.551584 Chromosome 10 open reading f ||C10orf63||Chromosome 
-0.14870417 219681 NM_173081 Hs.137270 Armadillo repeat containing 3 ||ARMC3||Armadillo repea
-0.13045603 219690 XM_378232
-0.42242625 219736 NM_152709
-0.72352054 219738 NM_145306 Hs.522992 Chromosome 10 open reading f ||C10orf35||Chromosome 
-0.30381335 219743 NM_173555 Hs.533655 Trypsin domain containing 1 ||TYSND1||Trypsin domain
-0.21257266 219749 NM_145011 Hs.499429 Zinc finger protein 25 (KOX 19) ||KOX19||ZNF25||zinc fing
-0.08483569 219770 NM_153368 Hs.511924 Connexin40.1 ||CX40.1||Connexin40.1||
-0.09395976 219790 NM_145307 Hs.58559 Pleckstrin homology domain con||PLEKHK1||pleckstrin hom
0.28925115 219793 NM_152710 Hs.386698 Chromosome 10 open reading f ||C10orf27||Chromosome 
0.99180449 219833 NM_145013 Hs.351133 Hypothetical protein MGC35558||MGC35558||hypothetical
-0.28556521 219844 NM_145014 Hs.98133 Hydrolethalus syndrome 1 ||FLJ32915||HYLS1||Hydro
-0.15782824 219854 XM_166164 Hs.7626 Hypothetical protein LOC219854||LOC219854||hypothetica
0.06114942 219855 XM_166184
-0.5866595 219899 NM_152715 Hs.504136 Leucine rich repeat containing 3 ||LRRC35||MGC10233||Le
-0.53191508 219902 NM_174926 Hs.380228 Hypothetical protein MGC17839||MGC17839||hypothetical
0.38049185 219927 NM_181512 Hs.503047 Mitochondrial ribosomal protein ||MRPL21||mitochondrial r
1.06479704 219938 NM_174927 Hs.97541 Spergen-1 ||SPAS1||SPATA19||Sperg
0.28925115 219970 NM_145016 Hs.254271 BXMAS2-10 ||BXMAS2-10||
0.5720973 219972 XM_166227 Hs.549280 Macrophage expressed gene 1 ||MPEG1||Macrophage ex
0.46260847 219988 NM_152716 Hs.523698 Hypothetical protein FLJ36874 ||FLJ36874||hypothetical p
-0.09395976 219990 NM_173801 Hs.132310 Hypothetical protein FLJ36198 ||FLJ36198||hypothetical p
-0.30381335 219995 NM_152717 Hs.207465 Hypothetical protein MGC35295||MGC35295||hypothetical
0.25275488 220001 NM_152718 Hs.60640 Hypothetical protein FLJ32009 ||FLJ32009||hypothetical p
0.38049185 220002 NM_153611 Hs.22546 Cytochrome b, ascorbate depen||CYBASC3||Cytochrome 
0.2162586 220004 NM_145017 Hs.502726 IIIG9 protein ||FLJ32771||IIIG9 protein||
0.05202535 220032 NM_182833 Hs.249795 Glycerophosphodiester phospho||GDPD4||LOC220032||Gl
-0.41330218 220042 NM_145018 Hs.165607 Hypothetical protein FLJ25416 ||FLJ25416||hypothetical p
-0.2308208 220047 NM_173556 Hs.129284 Hypothetical protein MGC34732||MGC34732||hypothetical
-0.1122079 220064 NM_153451 Hs.523854 Oral cancer overexpressed 1 ||ORAOV1||TAOS1||Oral c
1.32939505 220070 NM_145308 Hs.326766 Hypothetical protein BC004224 ||LOC220070||hypothetica
-0.24906893 220074 NM_145309 Hs.317243 Hypothetical 55.1 kDa protein F0||LRRC51||LOC220074||le
-0.0209672 220082 NM_152719 Hs.186363 Testis-specific leucine zipper pro||NURIT||Testis-specific le
0.0976457 220107 NM_198989 Hs.285829 Deleted in lymphocytic leukemia||DLEU7||Deleted in lymph

-0.41330218 220108 NM_145019 Hs.292590 Hypothetical protein FLJ30707 ||FLJ30707||hypothetical p
0.12501791 220134 NM_145060 Hs.134726 Chromosome 18 open reading f ||C18orf24||Chromosome 
0.3348715 220136 NM_145020 Hs.132701 Coiled-coil domain containing 11||CCDC11||Coiled-coil dom
-0.3494337 220164 NM_152721 Hs.278285 Docking protein 6 ||DOK6||Docking protein 6
0.11589384 220202 NM_145178 Hs.175396 Atonal homolog 7 (Drosophila) ||ATOH7||atonal homolog 
0.13414198 220213 XM_166659 Hs.499042 OTU domain containing 1 ||OTUD1||OTU domain co
0.11589384 220296 NM_152722 Hs.159863 Hypothetical protein FLJ25530 ||FLJ25530||hypothetical p
0.12501791 220323 NM_178507 Hs.445081 NS5ATP13TP2 protein ||NS5ATP13TP2||NS5ATP
0.83669531 220359 NM_145719 Hs.49050 Tigger transposable element de ||TIGD3||Tigger transposa
-0.69614833 220382 NM_175885 Hs.448218 Hypothetical protein MGC33846||MGC33846||hypothetical
-0.31293742 220388 NM_152723 Hs.376241 Hypothetical protein FLJ38159 ||FLJ38159||hypothetical p
-0.1122079 220441 NM_173557 Hs.465316 Ring finger protein 152 ||RNF152||Ring finger pro
0.38961592 220869 NM_201453 Hs.546519 Dopamine responsive protein ||||LOC220869||Dopamine
0.2162586 220906 XM_374781 Hs.403253 Hypothetical protein LOC220906||LOC220906||hypothetica
0.55384916 220929 NM_182755 Hs.128037 Hypothetical protein LOC220929||LOC220929||hypothetica
0.44436033 220963 NM_194298 Hs.499709 Solute carrier family 16 (monoca||SLC16A9||Solute carrier 



0.16151418 220965 NM_198215 Hs.499705 Family with sequence similarity ||FAM13C1||family with se
0.40786405 220979 NM_145022
0.29837522 220988 NM_194247 Hs.516539 Heterogeneous nuclear ribonucl ||HNRPA3||FBRNP||D10S
-0.0209672 220992 NM_145312 Hs.147440 Zinc finger protein 485 ||ZNF485||Zinc finger prot
0.55384916 221002 NM_145313 Hs.125293 RasGEF domain family, membe||RASGEF1A||RasGEF do
-0.03921534 221016 NM_145023 Hs.436242 Coiled-coil domain containing 7 ||||CCDC7||Coiled-coil dom
1.14691366 221044 NM_145314 Hs.112998 Chromosome 10 open reading f ||C10orf49||Chromosome 
1.35676726 221060 NM_153244 Hs.374724 Chromosome 10 open reading f ||C10orf111||Chromosome
0.36224371 221061 XM_167709 Hs.66762 Chromosome 10 open reading f ||C10orf38||Chromosome 
0.83669531 221074 NM_152725 Hs.350895 Solute carrier family 39 (zinc tra ||SLC39A12||Solute carrie
-0.03921534 221078 NM_182543 Hs.396175 NOL1/NOP2/Sun domain family ||NSUN6||NOL1/NOP2/Su
0.17063825 221079 NM_178815 Hs.25362 ADP-ribosylation factor-like 8 ||ARL8||ADP-ribosylation f
0.32574743 221091 NM_203422 Hs.427449 Similar to hypothetical protein ||LOC221091||Similar to h
0.39873998 221143 NM_174928 Hs.26674 Hypothetical protein LOC221143||LOC221143||hypothetica
0.19801046 221154 NM_152726 Hs.412103 EF hand domain family, membe||EFHA1||EF hand domain
0.28925115 221178 NM_153023 Hs.131017 Spermatogenesis associated 13||SPATA13||Spermatogen
0.30749929 221184 NM_152727 Hs.339809 Copine II ||CPN2||CPNE2||copine II
0.68158613 221191 XM_375358 Hs.411239 Plasma kallikrein-like protein 4 ||FLJ25339||Klkbl4||Plasm

0.927936 221223 NM_145024 Hs.350800 Hypothetical protein FLJ31547 ||FLJ31547||hypothetical p
0.90056379 221241 NM_152728 Hs.416763 Chromosome 18 open reading f ||C18orf20||Chromosome 
0.52647695 221261 XM_168053 Hs.448261 Chromosome 6 open reading fra||C6orf184||Chromosome 
0.65421392 221262 XM_168055 Hs.373914 Chromosome 6 open reading fra||C6orf185||Chromosome 
0.59034544 221294 NM_152729 Hs.520341 5'-nucleotidase, cytosolic II-like ||NT5C2L1||5'-nucleotidas
0.28012708 221301 NM_153036 Hs.350750 Chromosome 6 open reading fra||C6orf78||Chromosome 6
0.16151418 221302 NM_145062 Hs.29857 Chromosome 6 open reading fra||C6orf113||Chromosome 
0.17976232 221322 NM_152730 Hs.121396 Chromosome 6 open reading fra||C6orf170||Chromosome 
0.03377721 221336 NM_152731 Hs.199876 Chromosome 6 open reading fra||C6orf65||Chromosome 6
0.58122137 221357 NM_153699 Hs.553652 Glutathione S-transferase A5 ||GSTA5||glutathione S-tra
0.6907102 221400 XM_166443
0.60859358 221409 NM_145026 Hs.135283 Spermatogenesis associated, se||SPATS1||Spermatogene
0.3348715 221416 NM_153246 Hs.531926 Hypothetical protein MGC45491||MGC45491||hypothetical
-0.0209672 221421 NM_152732 Hs.534585 Chromosome 6 open reading fra||C6orf206||Chromosome 
0.38961592 221424 XM_168060
0.28925115 221442 XM_166432
0.55384916 221443 NM_145063 Hs.549281 Chromosome 6 open reading fra||C6orf130||Chromosome 
0.05202535 221458 NM_145027 Hs.434296 Chromosome 6 open reading fra||C6orf102||Chromosome 
1.2564025 221468 NM_145316 Hs.520101 Chromosome 6 open reading fra||C6orf128||Chromosome 

-0.04833941 221472 NM_173558 Hs.509664 FYVE, RhoGEF and PH domain||FGD2||FGD1 FAMILY, M
0.47173254 221476 NM_153370 Hs.25391 Protease inhibitor 16 ||PI16||Protease inhibitor 1
-0.19432452 221477 NM_152734 Hs.433381 Chromosome 6 open reading fra||C6orf89||Chromosome 6
-0.09395976 221481 NM_145028 Hs.533066 Chromosome 6 open reading fra||C6orf81||Chromosome 6
-0.15782824 221491 NM_178508 Hs.381300 Chromosome 6 open reading fra||C6orf1||Chromosome 6 o
-0.35855777 221496 NM_181336 Hs.444845 LEM domain containing 2 ||LEMD2||LEM domain co
-0.42242625 221504 NM_152735 Hs.528028 Zinc finger and BTB domain con||ZBTB9||zinc finger and B
-0.77826495 221527 NM_181842 Hs.234027 Zinc finger and BTB domain con||ZBTB12||zinc finger and 
-0.43155032 221545 NM_145029 Hs.415604 Chromosome 6 open reading fra||C6orf136||Chromosome 
0.56297323 221613 NM_170745 Hs.406739 Histone 1, H2aa ||HIST1H2AA||histone 1, H
1.01005263 221656 XM_173173
0.00640501 221662 NM_153020 Hs.519904 RNA binding motif protein 24 ||RBM24||RNA binding mo
-0.19432452 221687 NM_152737 Hs.111164 Ring finger protein 182 ||MGC33993||RNF182||Ri
-0.3768059 221692 XM_166420



-0.63227984 221710 XM_379396
-0.31293742 221711 NM_194299 Hs.95600 Hypothetical protein LOC221711||LOC221711||hypothetica
-0.61403171 221718 NM_152738 Hs.173337 Hypothetical protein MGC40222||MGC40222||hypothetical
-0.61403171 221749 NM_183373 Hs.484500 Chromosome 6 open reading fra||C6orf145||Chromosome 
0.30749929 221756 XM_376463 Hs.8162 Hypothetical protein MGC39372||MGC39372||hypothetical
-0.18520045 221785 NM_145115 Hs.446297 Zinc finger protein 498 ||ZNF498||Zinc finger prot
0.62684172 221786 NM_145111
-0.55016322 221806 XM_371878 Hs.50802 Hypothetical protein FLJ14712 ||FLJ14712||hypothetical p
-1.05198703 221830 XM_166508
-0.86038158 221833 NM_182700 Hs.195922 Sp8 transcription factor ||SP8||BTD||Sp8 transcript
-0.96987041 221895 NM_175061 Hs.368944 Juxtaposed with another zinc fin||JAZF1||JAZF1 GENE||Ju
-1.20709621 221908 NM_145030 Hs.413359 Hypothetical protein MGC22793||MGC22793||hypothetical
-0.96987041 221914 NM_152742 Hs.211701 Glypican 2 (cerebroglycan) ||GPC2||Glypican 2 (cereb
-1.02461482 221927 NM_152743 Hs.520623 Chromosome 7 open reading fra||C7orf27||Chromosome 7
-0.68702426 221935 NM_152744 Hs.155959 Sidekick homolog 1 (chicken) ||SDK1||Sidekick homolog
-0.08483569 221938 NM_198403 Hs.552559 Monocyte to macrophage differe||MMD2||Monocyte to mac
-0.27644114 221955 NM_139179 Hs.487498 KCCR13L ||KCCR13L||LOC221955||
-0.56841136 221960 NM_198097 Hs.274128 Chromosome 7 open reading fra||C7orf28B||chromosome 
-1.11585552 222008 NM_182546 Hs.335933 Hypothetical protein LOC285878||||MGC33530||Hypothetica
-1.13410365 222068 NM_182547 Hs.510745 Transmembrane emp24 protein ||TMED4||Transmembrane
-1.10673145 222161 NM_152747
-1.22534435 222166 NM_152793 Hs.200100 Hypothetical protein Ells1 ||Ells1||hypothetical protei
-1.80016071 222171 NM_175887 Hs.91109 Hypothetical protein LOC222171||LOC222171||hypothetica
-1.55381084 222183 NM_153043 Hs.511025 Hypothetical protein FLJ37078 ||FLJ37078||hypothetical p
-0.57753543 222194 NM_198467 Hs.72451 Round spermatid basic protein 1||RSBN1L||Round sperma
0.28012708 222223 NM_152748 Hs.208093 Hypothetical protein FLJ31340 ||KIAA1324L||KIAA1324-li
-0.09395976 222229 NM_152892 Hs.274135 Hypothetical protein DKFZp434K||DKFZp434K1815||hypoth
0.35311964 222234 NM_147194 Hs.202543 Hypothetical protein MGC35361||MGC35361||hypothetical
-0.78738902 222235 NM_145032 Hs.434284 F-box and leucine-rich repeat pr||FBL13||FBXL13||F-box a
-1.23446842 222236 NM_198990 Hs.324271 N-acyl-phosphatidylethanolamin||NAPE-PLD||N-acyl-phos
-0.40417811 222255 NM_152749 Hs.489603 Ataxin 7-like 1 ||||ATXN7L1||Ataxin 7-like 
-0.42242625 222256 NM_152750 Hs.202120 Hypothetical protein FLJ23834 ||FLJ23834||hypothetical p
-0.08483569 222389 NM_152751 Hs.498740 Chromosome 10 open reading f ||C10orf30||Chromosome 
-0.96987041 222484 NM_153371 Hs.132359 Ligand of numb-protein X 2 ||LNX2||ligand of numb-pr
-0.12133196 222521 NM_173559
0.36224371 222537 NM_153612 Hs.210262 Heparan sulfate (glucosamine) 3||HS3ST5||heparan sulfate
-0.07571162 222546 NM_173560 Hs.352276 Regulatory factor X domain cont||RFXDC1||regulatory fact
-0.2308208 222553 XM_167044 Hs.549284 Solute carrier family 35, membe||SLC35F1||solute carrier f
-1.03373889 222584 XM_294139
-1.05198703 222642 XM_167072
-0.52279101 222643 NM_173561 Hs.158357 Unc-5 homolog C (C. elegans)-l ||UNC5CL||unc-5 homolog
0.48085661 222658 NM_173562 Hs.188757 Chromosome 6 open reading fra||C6orf69||Chromosome 6
-0.79651309 222659 NM_152990 Hs.520097 Peroxisomal, testis specific 1 ||PXT1||Peroxisomal, testi
-0.20344859 222662 NM_182548 Hs.367947 Lipoma HMGIC fusion partner-li ||LHFPL5||lipoma HMGIC 
-0.83300937 222663 NM_152753 Hs.12923 Signal peptide, CUB domain, EG||SCUBE3||signal peptide,
0.64508985 222696 XM_167147 Hs.376873 Zinc finger protein 390 ||ZNF390||Zinc finger prot
0.83669531 222698 XM_167149
0.42611219 222826 NM_173563 Hs.546521 Chromosome 6 open reading fra||C6orf146||Chromosome 
0.31662336 222865 NM_152913 Hs.270753 Hypothetical protein DKFZp761L||DKFZp761L1417||hypoth
0.59034544 222894 NM_152898 Hs.381371 Fer3-like (Drosophila) ||FERD3L||Fer3-like (Dros
0.24363081 222950 NM_173564 Hs.320086 Hypothetical protein FLJ37538 ||FLJ37538||hypothetical p



0.31662336 222962 NM_153247 Hs.4302 Solute carrier family 29 (nucleos||ENT4||PMAT||SLC29A4|
0.37136778 222967 NM_173565 Hs.442339 Hypothetical protein LOC222967||LOC222967||hypothetica
0.39873998 223075 NM_194300 Hs.224269 Hypothetical protein LOC223075||LOC223075||hypothetica
0.94618414 223082 NM_147128 Hs.487869 Zinc and ring finger 2 ||ZNRF2||Zinc and ring fin
-0.51366694 223117 NM_152754 Hs.201340 Sema domain, immunoglobulin ||SEMA3D||sema domain,
0.01552907 245711 NM_182756 Hs.511956 Speedy homolog 1 (Drosophila) ||SPDY1||speedy homolog
0.06114942 245802 NM_139249 Hs.126580 Membrane-spanning 4-domains ||MS4A6E||membrane-spa
2.38778709 245806 NM_153453 Hs.99324 Vestigial like 2 (Drosophila) ||VGLL2||vestigial like 2 (D
0.43523626 245812 NM_152755 Hs.369867 Hypothetical protein MGC40499||MGC40499||hypothetical
-0.79651309 245908 NM_152250 Hs.381378 Defensin, beta 105A ||DEFB105||DEFB105A||d
-0.03921534 245909 NM_152251 Hs.511958 Defensin, beta 106A ||DEFB106||DEFB106A||d
0.86406752 245932 NM_153289 Hs.516998 Defensin, beta 119 ||DEFB119||Defensin, beta
-0.33118556 245936 NM_153324 Hs.122509 Defensin, beta 123 ||DEFB123||Defensin, beta
-0.32206149 245938 NM_153325 Hs.380220 Defensin, beta 125 ||DEFB125||Defensin, beta
0.52647695 245972 NM_152565 Hs.436360 ATPase, H+ transporting, lysoso||ATP6V0D2||ATPase, H+
0.20713453 245973 NM_144583 Hs.372429 ATPase, H+ transporting, lysoso||||ATP6V1C2||ATPase, H
-0.258193 246100 NM_139250 Hs.534310 Cancer/testis antigen 1B ||||CTAG1B||Cancer/testis 

0.38961592 246126 XM_372289
0.11589384 246176 NM_139285 Hs.374672 Growth arrest-specific 2 like 2 ||GAS2L2||Growth arrest-s
1.12866553 246213 NM_139319 Hs.116871 Solute carrier family 17 (sodium ||VGLUT3||SLC17A8||VES
0.56297323 246243 NM_002936 Hs.502765 Ribonuclease H1 ||H1RNA||RNASEH1||ribo
0.94618414 246269 NM_145315 Hs.259666 Lactation elevated 1 ||LACE1||Lactation elevate
0.29837522 246329 NM_145064 Hs.417595 SH3 and cysteine rich domain 3 ||STAC3||SH3 and cystein
0.72720648 246330 NM_145065 Hs.549285 Pellino 3 alpha ||MGC35521||Pellino 3 alp
1.11954146 246704 NM_145179 Hs.171428 Chromosome 21 open reading f ||C21orf93||Chromosome 
0.81844717 246705 NM_145180 Hs.505079 Chromosome 21 open reading f ||C21orf94||Chromosome 
1.84034293 246721 NM_032958 Hs.433879 RPB11b2alpha protein ||||POLR2J2||RPB11b2alp
1.57574492 246777 NM_145658 Hs.128105 Sperm equatorial segment prote||||NOX5||Sperm equatoria
0.90056379 246778 NM_145659 Hs.528111 Interleukin 27 ||IL30||IL27p28||IL27||INTE
1.32027098 252839 NM_016456 Hs.181444 Transmembrane protein 9 ||TMEM9||Transmembran
2.86223869 252884 NM_145756 Hs.351005 Zinc finger protein 396 ||ZNF396||Zinc finger prot
0.37136778 252969 NM_145043 Hs.293818 Nei like 2 (E. coli) ||NEIL2||NEI2||ENDONUC
0.75457869 252983 NM_178509 Hs.35199 Syntaxin binding protein 4 ||STXBP4||Syntaxin bindin
0.55384916 252995 NM_153756 Hs.524234 Fibronectin type III domain conta||FNDC5||fibronectin type 
-0.1122079 253012 NM_198151 Hs.443169 Hypothetical protein LOC253012||LOC253012||hypothetica
-0.04833941 253017 XM_171068
1.00092856 253018 NM_181717 Hs.61335 HLA complex group 27 ||HCG27||HLA complex gr
1.34764319 253143 NM_173566 Hs.438906 Hypothetical protein MGC50372||MGC50372||hypothetical
1.80384665 253150 NM_153248 Hs.549288 Hypothetical protein MGC14276||MGC14276||hypothetical
1.56662085 253260 XM_380173 Hs.407926 Likely ortholog of mouse TORC2||KIAA1999||RICTOR||AVO
-0.1395801 253461 XM_172341 Hs.518301 Zinc finger and BTB domain con||ZBTB38||FLJ35036||zinc
0.72720648 253512 XM_170736
0.17063825 253558 NM_182551 Hs.468048 Lysocardiolipin acyltransferase ||LYCAT||Lysocardiolipin a
0.00640501 253559 NM_153184 Hs.333991 Immunoglobulin superfamily, me||IGSF4D||immunoglobulin
-0.13045603 253582 XM_173166
0.0976457 253635 NM_174931 Hs.546523 Hypothetical protein FLJ38348 ||FLJ38348||hypothetical p
0.35311964 253639 XM_171060
0.10676977 253650 NM_147195 Hs.535962 Ankyrin repeat domain 18A ||||FLJ35740||Ankyrin repe
1.36589133 253714 NM_198468 Hs.444292 Chromosome 6 open reading fra||C6orf167||Chromosome 
0.14326604 253725 XM_350780
0.46260847 253738 XM_171410



1.23815436 253769 NM_182552 Hs.131903 Hypothetical protein MGC43690||WDR27||MGC43690||Hy
0.26187895 253782 NM_203463 Hs.506829 LAG1 longevity assurance homo||LASS6||LAG1 longevity a
0.30749929 253827 NM_198080 Hs.339024 Methionine sulfoxide reductase ||MSRB3||methionine sulfo
-0.06658755 253868 NM_152757 Hs.337024 Hypothetical protein FLJ30313 ||FLJ30313||hypothetical p
-0.18520045 253935 NM_178127 Hs.318370 Angiopoietin-like 5 ||ANGPTL5||Angiopoietin-
0.44436033 253943 NM_152758 Hs.491861 YTH domain family, member 3 ||YTHDF3||YTH domain fa
-0.09395976 253959 XM_210022
-0.07571162 253962 XM_172968 Hs.551585 Hypothetical protein LOC253962||LOC253962||hypothetica
0.61771765 253970 XM_378452 Hs.509165 Hypothetical protein LOC253970||LOC253970||hypothetica
1.21078215 253980 NM_178863 Hs.534590 Potassium channel tetramerisat ||POLDIP1||PDIP1||FKSG
0.49910475 253982 NM_181718 Hs.550558 Hypothetical protein LOC253982||LOC253982||hypothetica
0.39873998 254013 NM_173802 Hs.549290 Hypothetical protein MGC50559||MGC50559||hypothetical
0.74545462 254028 XM_373580
-0.08483569 254042 NM_199227 Hs.298250 Methionine aminopeptidase 1D ||MAP1D||methionine ami
2.16880942 254048 XM_376679 Hs.153458 Hypothetical protein FLJ25778 ||FLJ25778||hypothetical p
0.62684172 254050 NM_152759 Hs.374856 Hypothetical protein MGC35140||||MGC35140||Hypothetica
0.46260847 254065 NM_153252 Hs.170667 Bromodomain and WD repeat d ||BRWD3||bromodomain a
0.59946951 220081 NM_182542
0.17976232 253815 NM_173568 Hs.242520 Uromodulin-like 1 ||UMODL1||Uromodulin-lik
0.17976232 220766 NM_153243
-0.17607638 219348 XM_166090
0.42611219 388685 NM_207400 Hs.406990 FLJ39739 protein ||||FLJ39739||FLJ39739 pr
0.4534844 388726 XM_371335

-0.17607638 254085 NM_175076
-0.29468928 254099 XM_378822 Hs.385648 Hypothetical protein LOC254099||LOC254099||hypothetica
-0.65965205 254102 XM_170658 Hs.502867 EH domain binding protein 1-like||EHBP1L1||EH domain bi
-0.10308383 254122 NM_152760 Hs.533600 Hypothetical protein FLJ30934 ||FLJ30934||hypothetical p
-0.45892253 254158 NM_152761 Hs.351265 Hypothetical protein FLJ25444 ||FLJ25444||hypothetical p
-0.35855777 254170 NM_203301 Hs.324342 F-box protein 33 ||FBXO33||FBX33||F-box 
-0.17607638 254173 NM_153254 Hs.454835 Hypothetical protein FLJ36119 ||FLJ36119||hypothetical p
-0.52279101 254187 NM_152762 Hs.350671 Testis specific, 10 interacting pr ||TSGA10IP||Testis specif
0.28925115 254228 NM_153711 Hs.83346 Chromosome 6 open reading fra||C6orf188||Chromosome 
0.36224371 254240 NM_174932 Hs.372939 Bactericidal/permeability-increas||BPIL2||Bactericidal/perm
-0.00271906 254263 NM_182553 Hs.437072 Cornichon homolog 2 (Drosophi ||CNIH2||cornichon homol
-0.42242625 254268 NM_152763 Hs.514662 Hypothetical protein MGC26989||MGC26989||C1orf62||Hy
1.05567297 254272 XM_170842 Hs.434123 Hypothetical protein FLJ40244 ||FLJ40244||hypothetical p
0.17063825 254295 XM_372144
0.67246206 254312 XM_378211 Hs.498620 Hypothetical protein LOC254312||LOC254312||hypothetica
0.98268042 254394 NM_153255 Hs.486315 Minichromosome maintenance d||MCMDC1||Minichromoso
0.14326604 254427 NM_153256 Hs.435775 Chromosome 10 open reading f ||||C10orf47||Chromosome
1.22903029 254428 NM_173854 Hs.20274 Solute carrier family 41, membe||SLC41A1||Solute carrier 
1.20165808 254528 NM_152764 Hs.213700 Hypothetical protein MGC35212||MGC35212||hypothetical
1.00092856 254531 NM_153613 Hs.352614 PLSC domain containing protein||LOC254531||PLSC doma
-0.44979846 254552 NM_181843 Hs.433329 Nudix (nucleoside diphosphate l ||NUDT8||nudix (nucleosid
-0.17607638 254773 NM_175735 Hs.436468 Lysozyme-like ||LYG2||Lysozyme-like||
-0.19432452 254778 NM_152765 Hs.521615 Hypothetical protein MGC33510||MGC33510||hypothetical
0.25275488 254808 XM_374069 Hs.128066 Hypothetical protein LOC254808||LOC254808||hypothetica
0.44436033 254827 NM_207015 Hs.416922 N-acetylated alpha-linked acidic ||NAALADL2||N-ACETYLA
0.46260847 254863 NM_152766 Hs.534591 Hypothetical protein MGC40107||MGC40107||hypothetical
0.28012708 254887 NM_173570 Hs.21902 Zinc finger, DHHC domain conta||ZDHHC23||zinc finger, D
0.27100301 254950 NM_181623 Hs.553654 Keratin associated protein 15-1 ||KRTAP15-1||Keratin ass



0.32574743 254956 NM_198469 Hs.71428 Chromosome 9 open reading fra||C9orf18||Chromosome 9
0.07939756 254958 NM_172239 Hs.373854 Exonuclease GOR ||GOR||exonuclease GOR
0.17063825 255025 XM_173083 Hs.130994 Hypothetical protein LOC255025||LOC255025||hypothetica
0.29837522 255027 NM_173803 Hs.401798 Hypothetical protein FLJ39599 ||FLJ39599||hypothetical p
0.37136778 255043 NM_173804 Hs.135215 Hypothetical protein MGC30208||MGC30208||hypothetical
0.17063825 255055 NM_152768
0.3348715 255057 NM_152769 Hs.346575 Chromosome 19 open reading f ||C19orf26||Chromosome 
0.66333799 255061 NM_170685 Hs.434138 Tachykinin 4 (hemokinin) ||HK1||TAC4||PREPROTA
0.38049185 255082 NM_178816 Hs.89387 Cancer susceptibility candidate ||CASC2||Cancer suscept
0.90968786 255101 NM_194302 Hs.147762 Hypothetical protein DKFZp434O||DKFZp434O0527||hypot
0.40786405 255104 NM_181719 Hs.466729 Hypothetical protein LOC255104||LOC255104||hypothetica
0.50822882 255119 NM_152770 Hs.527104 Hypothetical protein MGC35043||MGC35043||hypothetical
-0.38592997 255177 XM_378516 Hs.375798 Hypothetical protein LOC255177||LOC255177||hypothetica
-0.16695231 255180 NM_173805 Hs.370479 Hypothetical protein FLJ38723 ||FLJ38723||hypothetical p
-0.38592997 255189 XM_172929
-0.32206149 255193 NM_152771 Hs.374717 Chromosome 19 open reading f ||C19orf34||Chromosome 
-0.67790019 255231 XM_371263
-0.06658755 255252 NM_153260 Hs.234681 Hypothetical protein FLJ36812 ||FLJ36812||hypothetical p
-0.18520045 255313 NM_173571
0.31662336 255330 XM_371662 Hs.145435 Hypothetical protein LOC255330||LOC255330||hypothetica
-0.39505404 255352 NM_173572 Hs.375837 Chromosome 10 open reading f ||C10orf93||Chromosome 
0.04290128 255394 NM_152772 Hs.132050 Hypothetical protein MGC40368||MGC40368||hypothetical
-0.80563716 255403 NM_153691 Hs.549291 Hypothetical protein FLJ90036 ||FLJ90036||hypothetical p
-0.86038158 255426 NM_175062 Hs.190559 RasGEF domain family, membe||RASGEF1C||RasGEF do
-0.79651309 255488 NM_182757 Hs.148741 IBR domain containing 2 ||IBRDC2||IBR domain co
-0.39505404 255520 NM_153702 Hs.450105 ELMO domain containing 2 ||ELMOD2||ELMO domain
-0.44067439 255626 NM_170610 Hs.371887 Histone 1, H2ba ||HIST1H2BA||histone 1, H
-0.17607638 255631 NM_152890 Hs.47312 Collagen, type XXIV, alpha 1 ||COL24A1||collagen, type
-0.91512599 255654 XM_173036
-0.93337413 255714 NM_207341
-0.57753543 255743 NM_198278 Hs.518921 Hypothetical protein LOC255743||LOC255743||hypothetica
-0.31293742 255758 NM_152773 Hs.135997 Transmembrane 4 L six family m||||LOC116211||Transmem
1.01005263 255762 NM_173806 Hs.98244 Hypothetical protein MGC50721||MGC50721||hypothetical
-0.71439647 255798 XM_173087 Hs.159017 Hypothetical protein LOC255798||LOC255798||hypothetica
0.11589384 255812 XM_171032 Hs.478753 Succinate dehydrogenase comp||SDHAL2||succinate dehy
0.01552907 255919 NM_153261 Hs.59134 Hypothetical protein FLJ38101 ||FLJ38101||hypothetical p
-0.32206149 255928 NM_153262 Hs.497647 Synaptotagmin XIV ||SYT14||synaptotagmin X
-0.35855777 255967 NM_175854 Hs.369984 PABP1-dependent poly A-specif||PAN3||PABP1-dependen
0.18888639 256006 XM_293911 Hs.482533 Ankyrin repeat domain 31 ||ANKRD31||Ankyrin repea
-0.14870417 256021 XM_378372 Hs.209203 Hypothetical protein LOC256021||LOC256021||hypothetica
0.54472509 256051 NM_153263 Hs.467358 Zinc finger protein 549 ||ZNF549||Zinc finger prot
-0.30381335 256076 NM_153264 Hs.205403 Hypothetical protein FLJ35880 ||FLJ35880||hypothetical p
-0.36768183 256130 NM_152774 Hs.487670 Hypothetical protein MGC42090||MGC42090||hypothetical
0.04290128 256158 XM_175125 Hs.460283 Hemicentin-2 ||Hemicentin-2||DKFZp434
0.06114942 256227 NM_207342
-0.12133196 256280 XM_171224 Hs.493311 Coactivator associated arginine ||CARM1L||Coactivator as
0.03377721 256281 NM_177533 Hs.526432 Nudix (nucleoside diphosphate l ||UGPPase||NUDT14||UD
0.03377721 256297 NM_178161 Hs.351503 Pancreas specific transcription f ||PTF1-p48||PTF1A||Panc
-0.09395976 256302 NM_152914 Hs.14478 Hypothetical protein DKFZp762H||||DKFZp762H185||Hypoth
-0.29468928 256309 NM_152775 Hs.41101 KM-HN-1 protein ||MGC33607||KM-HN-1 pr
-0.3494337 256329 NM_173573 Hs.413457 Hypothetical protein MGC35138||C11orf35||MGC35138||H



-0.56841136 256355 XM_171158 Hs.367935 Similar to ribosomal protein S2; ||MGC27348||similar to rib
-0.44979846 256356 NM_152776 Hs.409960 Hypothetical protein MGC40579||MGC40579||hypothetical
0.51735288 256364 NM_153265 Hs.379785 Hypothetical protein FLJ35827 ||FLJ35827||EML3||Hypoth
-0.44979846 256369 NM_152777 Hs.143845 Chromosome 14 open reading f ||C14orf48||Chromosome 
-0.1395801 256380 NM_198081 Hs.486109 Sex comb on midleg-like 4 (Dros||SCML4||sex comb on mi
-0.41330218 256435 NM_152996 Hs.337040 ST6 (alpha-N-acetyl-neuraminyl ||SIAT7C||ST6GALNAC3|
0.18888639 256471 NM_152778 Hs.480701 Hypothetical protein MGC33302||MGC33302||hypothetical
-0.76914088 256472 NM_153266 Hs.399779 Hypothetical protein MGC33486||MGC33486||hypothetical
-0.40417811 256536 NM_174937 Hs.126575 Transcription elongation regulato||TCERG1L||Transcription
-0.21257266 256586 NM_153374 Hs.134045 Hypothetical protein MGC35274||MGC35274||hypothetical
0.18888639 256643 NM_198279 Hs.28896 Chromosome X open reading fr ||CXorf23||chromosome X
-0.42242625 256646 XM_375187
-1.19797214 256691 NM_153267 Hs.546524 MAM domain containing 2 ||MAMDC2||MAM domain 
-0.98811855 256714 NM_152780 Hs.127951 Hypothetical protein FLJ14503 ||FLJ14503||hypothetical p
-0.35855777 256764 NM_182758 Hs.208067 Hypothetical protein FLJ38736 ||WDR72||FLJ38736||Hypo
-0.34030963 256815 NM_153714 Hs.522360 Chromosome 10 open reading f ||C10orf67||Chromosome 
-0.50454287 256949 NM_198471 Hs.322473 FLJ46061 protein ||FLJ46061||FLJ46061 pro
-0.77826495 256957 NM_152781 Hs.514820 Hypothetical protein FLJ32830 ||FLJ32830||hypothetical p
-0.89687785 256979 NM_152782 Hs.406741 Sad1 and UNC84 domain conta ||SUNC1||Sad1 and UNC8
-0.90600192 256987 NM_178276 Hs.439630 Chromosome 5 open reading fra||C5orf12||Chromosome 5
-1.35308132 257000 NM_153375 Hs.515575 Placenta-specific 2 ||PLAC2||Placenta-specific
-0.7052724 257019 NM_174938 Hs.127535 FERM domain containing 3 ||FRMD3||PROTEIN 4.1O
-1.02461482 257044 NM_173807 Hs.459534 Hypothetical protein MGC33370||MGC33370||hypothetical
-0.55016322 257054 NM_152783 Hs.516813 Hypothetical protein MGC25181||MGC25181||D2HGD||D-2
-0.15782824 257062 NM_152784 Hs.130177 Hypothetical protein MGC39581||MGC39581||hypothetical
-0.52279101 257068 NM_153268 Hs.292419 Phosphatidylinositol-specific pho||PLCXD2||phosphatidylino
0.13414198 257101 NM_173574 Hs.353208 Zinc finger protein 683 ||ZNF683||MGC33414||Zin
-1.11585552 257103 NM_153454 Hs.11637 Chromosome 21 open reading f ||C21orf86||Chromosome 
-0.63227984 257106 NM_181720 Hs.389374 Hypothetical protein LOC257106||LOC257106||hypothetica
-1.17059993 257144 NM_152785 Hs.49614 Germinal center expressed tran ||GCET2||HGAL||GERMIN
-0.78738902 257160 NM_207343 Hs.380110 Hypothetical protein DKFZp547C||DKFZp547C195||hypothe
-0.2308208 257169 NM_152786 Hs.190121 Chromosome 9 open reading fra||C9orf43||Chromosome 9
-0.86038158 257194 NM_173808 Hs.146542 Neuronal growth regulator 1 ||NEGR1||Neuronal growth
0.83669531 257202 NM_182701 Hs.448570 Glutathione peroxidase 6 (olfact ||GPX6||Glutathione perox
0.58122137 257203 NM_148675 Hs.505159 Down syndrome critical region g||DSCR9||Down syndrome
0.29837522 257218 NM_173082 Hs.124537 SNF2 histone linker PHD RING ||SHPRH||SNF2 histone li
2.06844466 257236 NM_153376 Hs.381181 Hypothetical protein FLJ90575 ||FLJ90575||hypothetical p
-0.31293742 257240 NM_153270 Hs.448572 Hypothetical protein FLJ34960 ||FLJ34960||RP11-450P7.
0.38961592 257313 NM_198152 Hs.518492 Urotensin 2 domain containing ||UTS2D||URP||Urotensin 
-0.07571162 257358 XM_379373 Hs.249689 Hypothetical protein LOC257358||LOC257358||hypothetica
-0.20344859 257364 NM_153271 Hs.8705 Hypothetical protein MGC32065||MGC32065||hypothetical
-0.65965205 257396 XM_379334
0.12501791 257397 NM_152787 Hs.188256 TAK1-binding protein 3 ||TAB3||TAK1-binding pro
-0.00271906 257415 NM_152789 Hs.489105 Hypothetical protein MGC40405||||MGC40405||Hypothetica
-0.54103915 257629 NM_145865 Hs.115959 Harmonin-interacting ankyrin-re ||FLJ38819||Harmonin-inte
0.96443228 259173 NM_147129 Hs.517937 ALS2 C-terminal like ||ALS2CL||ALS2 C-termin
0.88231566 259217 XM_048898 Hs.524617 Heat shock 70kDa protein 12A ||HSPA12A||heat shock 70
0.62684172 259230 NM_147156 Hs.386215 Transmembrane protein 23 ||TMEM23||Transmembra
-0.42242625 259232 NM_052867 Hs.525146 Voltage gated channel like 1 ||VGCNL1||Voltage gated 
-0.59578357 259234 NM_148676 Hs.147695 Down syndrome critical region g||DSCR10||Down syndrom
-0.87862971 259236 NM_147196 Hs.185777 Transmembrane inner ear ||TMIE||Transmembrane i



-0.65052798 259239 NM_147197 Hs.374924 WAP four-disulfide core domain ||WFDC11||WAP four-disu
-0.92425006 259240 NM_147198 Hs.249828 WAP four-disulfide core domain ||WFDC9||WAP four-disul
0.18888639 259282 NM_148894 Hs.444517 Family with sequence similarity 4||FAM44A||family with seq
0.42611219 259289 NM_176884 Hs.553662 Taste receptor, type 2, member ||TAS2R43||Taste recepto
0.34399557 259290 NM_176885 Hs.553663 Taste receptor, type 2, member ||TAS2R44||Taste recepto
0.07027349 259291 NM_176886 Hs.287378 Taste receptor, type 2, member ||TAS2R45||Taste recepto
0.17063825 259295 NM_176889 Hs.504733 Taste receptor, type 2, member ||TAS2R49||Taste recepto
-0.20344859 259296 NM_176890 Hs.553665 Taste receptor, type 2, member ||TAS2R50||Taste recepto
-0.40417811 259307 NM_152899 Hs.467133 Nucleoporin 62kDa ||||NUP62||Nucleoporin 62
-0.55016322 260293 NM_178033 Hs.439760 Cytochrome P450, family 4, sub||CYP4X1||cytochrome P4
0.32574743 260294 NM_032158 Hs.510927 Williams Beuren syndrome chro||WBSCR20C||Williams B
-0.80563716 260434 NM_152901 Hs.58314 Pyrin domain containing 1 ||PYC1||PYDC1||Pyrin dom
0.11589384 260436 NM_152997 Hs.320147 Chromosome 4 open reading fra||C4orf7||FDCSP||FOLLIC
0.03377721 261726 NM_152902 Hs.209431 Putative MAPK activating protein||TIPRL||MGC3794||Putati
0.27100301 261729 NM_152999 Hs.489051 Six transmembrane epithelial an||PCANAP1||STAMP1||IPC
0.6907102 266553 NM_153003 Hs.532138 Orofacial cleft 1 candidate 1 ||OFCC1||Orofacial cleft 1

-0.23994487 266675 NM_153274 Hs.302513 Vitelliform macular dystrophy 2- ||VMD2L2||Vitelliform mac
0.36224371 266722 NM_153456 Hs.171001 Heparan sulfate 6-O-sulfotransfe||||HS6ST3||Heparan sulfa
0.19801046 266740 NM_153488 Hs.534597 Melanoma antigen family A, 2 ||||MAGEA2||Melanoma an
-0.39505404 266812 NM_153757 Hs.12554 Nucleosome assembly protein 1||NAP1L5||Nucleosome as
0.67246206 267002 NM_170725 Hs.433322 PiggyBac transposable element ||PGBD2||piggyBac transp
0.23450674 267012 NM_172370 Hs.381382 D-amino acid oxidase activator ||DAOA||G72 GENE||D-am
0.26187895 267020 NM_198822
0.02465314 280636 NM_170746 Hs.502630 Chromosome 11 open reading f ||C11orf31||SELH||SELEN
0.75457869 280657 NM_173357 Hs.511998 Synovial sarcoma, X breakpoint ||SSX6||SARCOMA, SYNO
0.22538267 280658 NM_173358
-0.43155032 280660 NM_174962 Hs.553667 Synovial sarcoma, X breakpoint ||SSX9||synovial sarcoma
0.24363081 280664 NM_172131 Hs.237392 WAP four-disulfide core domain ||WFDC10B||WAP four-di
0.06114942 282616 NM_172138 Hs.406743 Interleukin 28A (interferon, lamb||IFNL2||IL28A||INTERFER
-0.45892253 282617 NM_172139 Hs.406744 Interleukin 28B (interferon, lamb||IFNL3||IL28B||INTERFER
-0.5866595 282618 NM_172140 Hs.406745 Interleukin 29 (interferon, lambd||IFNL1||IL29||INTERFERO
0.16151418 282679 NM_173039 Hs.503345 Aquaporin 11 ||AQP11||Aquaporin 11||
0.50822882 282809 NM_172240 Hs.25130 UDP-N-acetyl-alpha-D-galactosa||||TUWD12||UDP-N-acety
-0.34030963 282890 XM_212581
0.67246206 282966 NM_182554 Hs.131287 Chromosome 10 open reading f ||C10orf53||Chromosome 
-0.16695231 282969 NM_198472 Hs.155823 Chromosome 10 open reading f ||C10orf125||Chromosome
-0.86038158 282973 NM_194303 Hs.106254 Chromosome 10 open reading f ||C10orf39||Chromosome 
-1.42607387 282980 XM_378201
-0.98811855 283008 XM_290463
0.17063825 283025 XM_378230 Hs.522955 Chromosome 10 open reading f ||C10orf40||Chromosome 
-0.10308383 283031 NM_194304
-0.22169673 283050 XM_378238 Hs.309176 Hypothetical protein LOC283050||LOC283050||hypothetica
0.62684172 283078 NM_173576 Hs.128193 Chromosome 10 open reading f ||C10orf48||Chromosome 
-0.28556521 283102 NM_198473
-0.79651309 283127 NM_175889
-0.63227984 283129 XM_208524 Hs.197555 Hypothetical protein LOC283129||LOC283129||hypothetica
0.4534844 283130 NM_182556 Hs.435510 Hypothetical protein LOC283130||LOC283130||hypothetica

-2.56658253 283135 NM_173578
-0.4954188 283143 XM_378312 Hs.130499 Hypothetical protein LOC283143||LOC283143||hypothetica
0.41698812 283149 NM_182557 Hs.414740 B-cell CLL/lymphoma 9-like ||BCL9-2||BCL9L||B-cell C
0.8093231 283150 NM_181721 Hs.116679 Forkhead box R1 ||FOXR1||forkhead box R1



1.14691366 283152 XM_378314 Hs.114777 Hypothetical protein LOC283152||LOC283152||hypothetica
0.31662336 283165 NM_173579
-0.44067439 283171 NM_173580
-0.3494337 283176 NM_173581 Hs.437743 Hypothetical protein FLJ90231 ||FLJ90231||hypothetical p
-1.11585552 283197 NM_174939 Hs.372650 Hypothetical protein MGC39681||MGC39681||hypothetical
-0.89687785 283208 NM_182904 Hs.440644 Procollagen-proline, 2-oxoglutar ||P4HA3||PROLYL 4-HYD
-0.258193 283209 NM_173582 Hs.26612 Phosphoglucomutase 2-like 1 ||PGM2L1||Phosphogluco

-0.38592997 283212 NM_173583 Hs.292451 Hypothetical protein FLJ33790 ||FLJ33790||hypothetical p
0.05202535 283214 XM_378303 Hs.407553 Hypothetical protein LOC283214||LOC283214||hypothetica
-0.10308383 283219 XM_374915 Hs.528439 MGC71469 protein ||||LOC283219||MGC7146
0.66333799 283225 NM_175892 Hs.549297 Hypothetical protein FLJ37266 ||||FLJ37266||Hypothetical
0.62684172 283229 NM_173584 Hs.71190 Hypothetical protein MGC45840||MGC45840||hypothetical
0.66333799 283232 NM_174940 Hs.448664 Hypothetical protein LOC283232||LOC283232||hypothetica
-0.51366694 283234 NM_032251 Hs.98564 Hypothetical protein FLJ37970 ||FLJ37970||hypothetical p
-0.7052724 283237 NM_173810 Hs.31704 Hypothetical protein MGC29649||MGC29649||hypothetical
0.40786405 283238 NM_173586
-0.54103915 283241 NM_175893
-0.42242625 283248 NM_173587 Hs.98788 REST corepressor 2 ||RCOR2||REST corepres
0.30749929 283254 NM_173811 Hs.127403 Hypothetical protein FLJ32675 ||FLJ32675||hypothetical p
0.60859358 283284 NM_173588 Hs.434152 Hypothetical protein FLJ37794 ||FLJ37794||hypothetical p
0.74545462 283294 NM_173589
0.63596579 283297 NM_207186 Hs.448685 Olfactory receptor, family 10, su ||OR10A4||olfactory recep
0.81844717 283298 NM_198474 Hs.503500 Olfactomedin-like 1 ||OLFML1||Olfactomedin-l
0.38049185 283303 NM_173590
0.13414198 283310 NM_173591
1.41151167 283314 XM_373522
0.95530821 283331 XM_374976 Hs.534600 Hypothetical protein LOC283331||LOC283331||hypothetica
0.15239011 283332 XM_378355 Hs.127688 Hypothetical protein LOC283332||LOC283332||hypothetica
0.96443228 283349 NM_178169 Hs.346527 Ras association (RalGDS/AF-6) ||RASSF3||RAS ASSOCIA
0.34399557 283358 NM_173593 Hs.504416 Beta 1,4-N-acetylgalactosaminy ||B4GalNac-T3||beta 1,4-N
0.29837522 283373 XM_370696 Hs.549298 Hypothetical protein FLJ34236 ||FLJ34236||hypothetical p
0.62684172 283375 NM_173596 Hs.524506 Solute carrier family 39 (metal io||SLC39A5||SOLUTE CAR
0.72720648 283377 NM_207344 Hs.128676 Hypothetical protein LOC283377||LOC283377||hypothetica
0.15239011 283383 NM_198827 Hs.435168 G protein-coupled receptor 133 ||GPR133||G protein-coup
0.24363081 283385 NM_173855 Hs.434154 Morn ||LOC283385||Morn||
0.15239011 283392 XM_378368 Hs.363603 Hypothetical protein LOC283392||LOC283392||hypothetica
0.14326604 283400 XM_378356 Hs.436276 Hypothetical protein LOC283400||LOC283400||hypothetica
0.50822882 283403 XM_211028 Hs.142880 Hypothetical protein LOC283403||LOC283403||hypothetica
0.85494345 283416 NM_175895 Hs.375881 Hypothetical protein FLJ25590 ||FLJ25590||hypothetical p
0.5720973 283417 NM_173812 Hs.533644 Hypothetical protein FLJ32949 ||FLJ32949||hypothetical p
1.0465489 283420 NM_207345 Hs.531189 C-type lectin domain family 9, m||UNQ9341||CLEC9A||C-ty
0.83669531 283422 NM_182558 Hs.448717 Hypothetical protein FLJ33810 ||FLJ33810||hypothetical p
0.44436033 283431 NM_174942 Hs.20575 Growth arrest-specific 2 like 3 ||GAS2L3||Growth arrest-s
0.36224371 283432 XM_378379 Hs.382110 Hypothetical protein LOC283432||LOC283432||hypothetica
0.30749929 283439 NM_199460
0.86406752 283446 NM_173597
-0.10308383 283450 NM_173813 Hs.379848 Hypothetical protein FLJ34154 ||FLJ34154||hypothetical p
1.14691366 283461 NM_173599 Hs.249829 Hypothetical protein FLJ40126 ||FLJ40126||hypothetical p

0.927936 283464 XM_290597 Hs.259347 Hypothetical protein LOC283464||LOC283464||hypothetica
1.74910224 282810 NM_172241 Hs.406709 Cutaneous T-cell lymphoma-ass||CTAGE1||CTAGE2||cuta
1.78559851 282706 NM_172368



1.24727843 254910 NM_178438 Hs.516410 Late cornified envelope 5A ||LCE5A||late cornified env
0.927936 280659 NM_174961 Hs.553666 Synovial sarcoma, X breakpoint ||SSX8||synovial sarcoma

0.38049185 256933 NM_148896 Hs.549293 Preproneuropeptide B ||PPL7||L7C||NPB||PPNPB
0.90056379 388730 NM_203376 Hs.146928 Similar to RIKEN cDNA 493042 ||LOC388730||similar to R
0.32574743 388759 NM_207401 Hs.456511 FLJ45717 protein ||FLJ45717||FLJ45717 pro
0.15239011 255738 NM_174936 Hs.18844 Proprotein convertase subtilisin/ ||PCSK9||PROPROTEIN C
0.70895834 283470 NM_173602 Hs.505516 KIAA1463 protein ||KIAA1463||KIAA1463 pro
0.72720648 283471 NM_182559 Hs.125571 Transmembrane protease, serin||TMPRSS12||MGC57341
0.29837522 283480 XM_378430 Hs.549300 Hypothetical protein LOC283480||LOC283480||hypothetica
0.36224371 283483 XM_378431 Hs.208840 Hypothetical protein LOC283483||LOC283483||hypothetica
0.02465314 283487 NM_178514 Hs.245390 Hypothetical protein LOC283487||LOC283487||hypothetica
-0.32206149 283489 NM_032436 Hs.7542 Chromosome 13 open reading f ||C13orf8||Chromosome 1
0.2162586 283491 XM_375027

-0.30381335 283492 NM_173604
0.40786405 283514 NM_198849 Hs.368483 Similar to seven in absentia 2 ||LOC283514||Similar to s
-0.43155032 283518 NM_173605 Hs.508035 Potassium channel regulator ||KCNRG||Potassium chan
0.48085661 283537 NM_181785 Hs.117167 Hypothetical protein LOC283537||LOC283537||hypothetica
-0.90600192 283547 XM_378454 Hs.397044 Hypothetical protein LOC283547||LOC283547||hypothetica
-0.33118556 283551 XM_378455
0.11589384 283554 XM_290615 Hs.416214 Hypothetical protein DKFZp762F||DKFZp762F0713||hypoth
-0.30381335 283571 XM_372528 Hs.291209 Hypothetical protein FLJ36749 ||FLJ36749||hypothetical p
0.01552907 283578 NM_213601 Hs.200413 Transmembrane emp24 domain||TMED8||Transmembrane
-0.34030963 283579 NM_174943 Hs.375834 Hypothetical protein FLJ25976 ||FLJ25976||hypothetical p
-0.65052798 283585 XM_375099 Hs.381998 Hypothetical protein LOC283585||LOC283585||hypothetica
-0.84213344 283587 XM_211090
-0.81476123 283592 XM_373603
0.01552907 283598 NM_182560 Hs.448754 Hypothetical protein FLJ25773 ||FLJ25773||hypothetical p
0.38049185 283600 XM_208731
-0.44067439 283635 NM_173607 Hs.446357 Chromosome 14 open reading f ||C14orf24||Chromosome 
-0.32206149 283638 XM_208766
-0.08483569 283643 NM_173608 Hs.72363 Chromosome 14 open reading f ||C14orf80||Chromosome 
-0.5866595 283651 NM_173609 Hs.422569 Chromosome 15 open reading f ||C15orf21||Chromosome 
-0.14870417 283652 NM_205850 Hs.553672 Solute carrier family 24, membe||SLC24A5||Solute carrier 
-0.80563716 283659 XM_370866 Hs.130957 Hypothetical protein FLJ25756 ||FLJ25756||hypothetical p
-0.63227984 283663 XM_378514 Hs.181297 Hypothetical protein LOC283663||LOC283663||hypothetica
-0.47717067 283673 NM_173610 Hs.177927 Hypothetical protein FLJ33768 ||FLJ33768||hypothetical p
0.38049185 283677 XM_208778 Hs.97610 Hypothetical LOC283677 ||LOC283677||hypothetica
0.20713453 283682 XM_378544 Hs.513177 Hypothetical protein LOC283682||LOC283682||hypothetica
0.69983427 283685 NM_182561 Hs.372394 Hypothetical protein FLJ36144 ||FLJ36144||hypothetical p
-0.04833941 283687 NM_175898 Hs.512015 Hypothetical protein LOC283687||||LOC283687||Hypothetic
0.15239011 283697 XM_373624
0.48085661 283731 XM_378525
0.17063825 283742 NM_173611
-0.47717067 283748 NM_178034 Hs.380225 Phospholipase A2, group IVD (c||PLA2G4D||phospholipas
-0.40417811 283761 XM_378542 Hs.459288 Hypothetical protein LOC283761||LOC283761||hypothetica
-0.41330218 283768 XM_370918
-0.16695231 283777 NM_182562 Hs.155488 Hypothetical protein FLJ39743 ||FLJ39743||hypothetical p
-0.15782824 283796 NM_173613 Hs.375441 Hypothetical protein FLJ35785 ||||FLJ35785||Hypothetical
-0.22169673 283807 NM_203373 Hs.553673 F-box and leucine-rich repeat pr||FBXL22||FBL22||F-box a
-0.44979846 283820 NM_173614 Hs.227823 NODAL modulator 2 ||NOMO2||PM5, CENTRO
-0.63227984 283847 NM_173616



-0.19432452 283848 NM_173815 Hs.346947 Hypothetical protein FLJ37464 ||FLJ37464||hypothetical p
0.12501791 283849 NM_178516 Hs.444594 Hypothetical protein LOC283849||LOC283849||hypothetica
-0.48629474 283854 XM_378599 Hs.266768 Hypothetical protein LOC283854||LOC283854||hypothetica
-0.65052798 283860 NM_173617
-0.84213344 283867 XM_378606 Hs.444774 Hypothetical protein LOC283867||LOC283867||hypothetica
0.37136778 283870 NM_182563 Hs.530864 Hypothetical protein MGC21830||MGC21830||hypothetical
0.16151418 283871 XM_208887 Hs.442634 Hypothetical protein MGC4692 ||||MGC4692||Hypothetical
0.07027349 283876 XM_370932 Hs.488409 Hypothetical protein FLJ39639 ||FLJ39639||hypothetical p
0.14326604 283887 XM_375316
1.38413947 283897 NM_175900 Hs.331095 Chromosome 16 open reading f ||C16orf54||FLJ35681||Ch
-0.06658755 283899 NM_173618 Hs.434864 Hypothetical protein FLJ90652 ||FLJ90652||hypothetical p
0.38049185 283901 XM_375334
-0.03009127 283914 XM_378589 Hs.385772 Hypothetical protein LOC283914||LOC283914||hypothetica
-0.90600192 283922 XM_208908 Hs.221979 Hypothetical protein LOC283922||LOC283922||hypothetica
-0.64140391 283932 NM_175901 Hs.421392 Hypothetical protein LOC283932||LOC283932||hypothetica
0.22538267 283933 XM_290712 Hs.381893 Hypothetical protein MGC46336||MGC46336||hypothetical
0.29837522 283948 XM_208927
0.73633055 283951 XM_370925
0.25275488 283970 NM_199134
-0.12133196 283971 NM_173619 Hs.552616 Hypothetical protein MGC34761||||MGC34761||Hypothetica
-0.36768183 283982 NM_182564 Hs.464079 Hypothetical protein FLJ40319 ||FLJ40319||hypothetical p
-0.3494337 283985 NM_178128 Hs.448845 Fatty acid desaturase domain fa||FADS6||Fatty acid desat
-0.43155032 283987 NM_030630 Hs.11067 Chromosome 17 open reading f ||C17orf28||C7ORF28||DM
-0.72352054 283989 NM_207346 Hs.378501 TRNA splicing endonuclease 54||TSEN54||SEN54L||SEN5
-0.27644114 283991 NM_182565 Hs.514500 Hypothetical protein MGC29814||MGC29814||hypothetical
0.59034544 283994 XM_211291
1.47538016 283999 XM_211287 Hs.400459 Hypothetical protein LOC283999||LOC283999||hypothetica
0.78195089 284001 NM_198082 Hs.307972 Hypothetical protein LOC284001||LOC284001||hypothetica
0.97355635 284004 NM_173620 Hs.444743 Hypothetical protein FLJ23825 ||FLJ23825||hypothetical p
0.85494345 284009 XM_378642 Hs.224187 Hypothetical protein LOC284009||||LOC284009||Hypothetic
0.22538267 284013 NM_182566 Hs.122561 Secretory protein LOC284013 ||LOC284013||secretory p
0.01552907 284018 NM_181655 Hs.90790 Hypothetical protein LOC284018||LOC284018||hypothetica
0.27100301 284021 XM_211305 Hs.406258 Hypothetical protein LOC284021||LOC284021||hypothetica
-0.30381335 284029 NM_173621 Hs.121692 Hypothetical protein FLJ34790 ||FLJ34790||hypothetical p
-0.08483569 284033 NM_175903
-0.73264461 284034 NM_182567
0.3348715 284040 NM_173622 Hs.164595 Hypothetical protein FLJ36674 ||FLJ36674||hypothetical p
1.4936283 284047 NM_182568 Hs.448012 Hypothetical protein FLJ36492 ||FLJ36492||hypothetical p
1.4023876 284058 NM_015443 Hs.405514 Hypothetical protein LOC284058||LOC284058||hypothetica
1.99545211 284069 XM_208993 Hs.154001 Similar to hypothetical gene sup ||MGC34829||Similar to hy
0.81844717 284071 XM_290755 Hs.551591 Hypothetical protein FLJ35848 ||FLJ35848||hypothetical p
0.59946951 284076 NM_173623 Hs.91930 Hypothetical protein FLJ35808 ||FLJ35808||hypothetical p
0.41698812 284083 NM_175904
0.40786405 284085 NM_173624 Hs.371796 Hypothetical protein FLJ40504 ||FLJ40504||hypothetical p
0.90056379 284098 NM_178517 Hs.378885 Phosphatidylinositol glycan, clas||PIGW||phosphatidylinosi
0.0976457 284099 NM_173625

-0.10308383 284100 XM_375443 Hs.434159 Hypothetical protein LOC284100||LOC284100||hypothetica
0.6907102 284106 XM_375449 Hs.462923 Hypothetical protein LOC284106||LOC284106||hypothetica
3.78376969 284111 NM_177550 Hs.399496 Solute carrier family 13 (sodium ||SLC13A5||NACT||SODIU
0.41698812 284114 NM_178518 Hs.355497 Hypothetical protein FLJ36878 ||FLJ36878||hypothetical p
0.63596579 284121 XM_375516



1.27465063 284123 NM_203392 Hs.348578 Hypothetical gene supported by ||LOC284123||hypothetica
0.36224371 284129 NM_173626 Hs.4866 Solute carrier family 26, membe||SLC26A11||Solute carrie
-0.07571162 284161 NM_182569 Hs.153485 Glycerophosphodiester phospho||GDPD1||Glycerophospho
-0.01184313 284176 NM_173628
-0.0209672 284185 NM_178519 Hs.337496 Hypothetical protein FLJ39421 ||FLJ39421||hypothetical p
0.0976457 284186 NM_178520 Hs.364191 Hypothetical protein FLJ38792 ||FLJ38792||hypothetical p
0.64508985 284207 XM_209073
0.82757124 284214 XM_378734
3.82026596 284221 NM_207347
1.21078215 284222 XM_290817
2.78012207 284240 XM_378763 Hs.448912 Hypothetical protein LOC284240||LOC284240||hypothetica
0.97355635 284241 NM_182570 Hs.368518 Hypothetical protein FLJ25715 ||FLJ25715||hypothetical p
1.22903029 284252 NM_198991 Hs.526630 Potassium channel tetramerisat ||KCTD1||Potassium chan
-0.57753543 284254 NM_173629
2.62501289 284257 NM_175906
3.19982925 284266 NM_213602 Hs.287692 CD33 antigen-like 3 ||CD33L3||CD33 antigen-l
0.69983427 284273 NM_175907 Hs.465433 Zinc binding alcohol dehydrogen||ZADH2||Zinc binding alco
3.50092354 284274 XM_378756 Hs.434164 Hypothetical protein LOC284274||LOC284274||hypothetica
3.40968285 284296 NM_175908 Hs.6664 Hypothetical protein LOC284296||LOC284296||hypothetica
5.29836519 284297 XM_375654
2.68888137 284307 XM_209111
2.05932059 284309 NM_173632 Hs.109540 Hypothetical protein FLJ38288 ||FLJ38288||hypothetical p
1.41151167 284312 NM_182572 Hs.368006 Zinc finger and SCAN domain c ||ZSCAN1||zinc finger and
-0.03921534 284323 XM_209140
0.67246206 284325 NM_198476 Hs.59839 FLJ41131 protein ||FLJ41131||FLJ41131 pro
1.3750154 284339 NM_173633 Hs.382075 Hypothetical protein FLJ90805 ||FLJ90805||hypothetical p
1.4023876 284340 NM_198477 Hs.445586 DMC ||DMC||UNQ473||
0.67246206 284345 NM_198850 Hs.512327 Pleckstrin homology-like domain||PHLDB3||pleckstrin hom
-0.0209672 284346 NM_174945 Hs.213534 Zinc finger protein 575 ||ZNF575||Zinc finger prot
2.34216674 284348 NM_182573 Hs.44289 Hypothetical protein FLJ30469 ||FLJ30469||hypothetical p
1.0191767 284349 XM_371174 Hs.441600 Zinc finger protein 283 ||ZNF283||Zinc finger prot
2.15968535 284352 XM_113978 Hs.285363 Hypothetical protein LOC284352||LOC284352||hypothetica
0.65421392 284353 NM_198478 Hs.299256 NTPase, KAP family P-loop dom||NKPD1||NTPase, KAP fa
1.09216925 284355 NM_198479 Hs.375991 Tetra-peptide repeat homeobox ||TPRX||FLJ40321||Tetra-
1.14691366 284358 NM_182574 Hs.191815 Hypothetical protein FLJ36070 ||FLJ36070||hypothetical p
0.95530821 284359 NM_182575 Hs.400688 Sperm-specific protein Izumo ||MGC34799||sperm-spec
1.69435782 284361 NM_175063 Hs.515550 Hypothetical protein LOC284361||||LOC284361||Hypothetic
1.95895583 284365 XM_371187
1.05567297 284366 NM_012315 Hs.448942 Kallikrein 9 ||KLK9||KLKL3||Kallikrein 9
2.63413696 284367 XM_290822 Hs.132045 Sialic acid binding Ig-like lectin, ||SIGLECP3||sialic acid bi
1.0465489 284369 NM_173635 Hs.381087 Hypothetical protein FLJ40235 ||FLJ40235||hypothetical p
1.21990622 284370 NM_198480 Hs.368355 Zinc finger protein 615 ||ZNF615||Zinc finger prot
0.80019903 284371 XM_209155 Hs.553674 Hypothetical protein LOC284371||||LOC284371||Hypothetic
0.80019903 284379 XM_209163 Hs.405866 Similar to solute carrier family 7 ||||LOC284379||Similar to s
-0.04833941 284382 NM_178525 Hs.209206 Hypothetical protein MGC33407||MGC33407||hypothetical
1.48450423 284385 XM_378777
-0.66877612 284390 XM_371138
0.90968786 284391 XM_371139 Hs.528365 Hypothetical protein FLJ14959 ||FLJ14959||hypothetical p
-0.30381335 284395 XM_378787 Hs.434165 Hypothetical protein LOC284395||LOC284395||hypothetica
1.56662085 284402 XM_378794 Hs.134353 Hypothetical protein LOC284402||LOC284402||hypothetica
-0.22169673 284406 NM_133466 Hs.515756 Zinc finger protein 545 ||ZNF545||Zinc finger prot



2.78012207 284415 NM_198481 Hs.444431 LAIR hlog ||UNQ3033||LAIR hlog||
-0.13045603 284424 NM_174947 Hs.326728 Chromosome 19 open reading f ||C19orf30||Chromosome 
2.13231315 284427 NM_173637 Hs.375135 Hypothetical protein MGC34725||MGC34725||hypothetical
0.30749929 284434 XM_211460
0.36224371 284439 XM_209204
0.43523626 284440 NM_182576
0.74545462 284443 NM_175910 Hs.256801 Zinc finger protein 493 ||||ZNF493||Zinc finger pro
0.61771765 284451 NM_182577 Hs.104777 Chromosome 19 open reading f ||C19orf19||Chromosome 
0.66333799 284459 NM_181786 Hs.129165 GLI-Kruppel family member HKR||HKR1||ONCOGENE HKR
0.87319159 284467 NM_182759 Hs.439116 Family with sequence similarity ||FAM19A3||family with se
1.4936283 284475 XM_378886 Hs.196026 Hypothetical protein LOC284475||LOC284475||hypothetica

-0.09395976 284485 XM_371311 Hs.297967 Hypothetical protein FLJ36032 ||FLJ36032||hypothetical p
0.0976457 284486 NM_182578 Hs.132648 Hypothetical protein FLJ37964 ||FLJ37964||hypothetical p

-0.66877612 284498 XM_209234
-0.86038158 284505 NM_173820
-0.85125751 284525 NM_178527 Hs.494981 Solute carrier family 9, isoform 1||SLC9A11||Solute carrier 
-0.8238853 284551 XM_375713 Hs.483890 Hypothetical protein LOC284551||LOC284551||hypothetica
-0.78738902 284565 NM_173638 Hs.512037 Hypothetical protein MGC8902 ||MGC8902||hypothetical p
-1.32570911 284573 NM_182579 Hs.406979 Hypothetical protein FLJ40343 ||FLJ40343||hypothetical p
-1.07023517 284581 XM_375833
-0.93337413 284591 XM_211529 Hs.133183 Hypothetical protein LOC284591||LOC284591||hypothetica
-1.00636668 284593 XM_379690
-1.44432201 284600 XM_379691
-0.86038158 284610 XM_371388 Hs.512038 DKFZp434D177-like ||DKFZp434D177-like||
-1.20709621 284613 NM_182580 Hs.514682 Cytochrome b-561 domain conta||CYB561D1||Cytochrome
-1.43519794 284618 NM_173639 Hs.131810 Hypothetical protein FLJ35976 ||FLJ35976||hypothetical p
-2.00089024 284628 XM_378951
-1.54468677 284654 NM_173640 Hs.135015 Likely ortholog of mouse roof pla||R-spondin||RSPONDIN||
-1.56293491 284656 NM_173641
-1.70892002 284661 XM_378832 Hs.278112 Hypothetical protein LOC284661||LOC284661||hypothetica
-1.90052547 284680 NM_182581 Hs.97784 Hypothetical protein LOC284680||LOC284680||hypothetica
-2.36585301 284688 XM_378912 Hs.135668 Hypothetical protein LOC284688||LOC284688||hypothetica
-2.09213093 284695 NM_182975 Hs.306221 Zinc finger protein 326 ||ZNF326||Zinc finger prot
-0.18520045 284697 NM_183242 Hs.383108 BTB (POZ) domain containing 8||BTBD8||BTB (POZ) dom
-1.11585552 284716 NM_173642 Hs.420244 Hypothetical protein MGC47816||MGC47816||hypothetical
-0.45892253 284723 NM_207348 Hs.116113 Hypothetical protein LOC284723||LOC284723||hypothetica
-1.42607387 284729 XM_371225
-1.38957759 284739 NM_207349 Hs.97840 Hypothetical protein LOC284739||LOC284739||hypothetica
-0.83300937 284747 NM_173643 Hs.377046 Zinc finger protein 663 ||ZNF663||DKFZp547G02
-1.50819049 284749 XM_378983 Hs.299080 Hypothetical protein LOC284749||LOC284749||hypothetica
-1.39870166 284751 XM_378985 Hs.282325 Hypothetical protein LOC284751||LOC284751||hypothetica
-1.80928478 284756 NM_173644
-1.79103664 284759 XM_209363 Hs.405994 Protein tyrosine phosphatase, n ||||PTPNS1L3||Protein tyro
-0.63227984 284765 NM_182582
-0.03009127 284798 XM_378971 Hs.334934 Hypothetical protein LOC284798||LOC284798||hypothetica
0.17063825 284800 NM_182583 Hs.449065 Hypothetical protein FLJ38374 ||FLJ38374||hypothetical p
-1.69067188 284825 XM_375935 Hs.546530 Hypothetical protein LOC284825||LOC284825||hypothetica
-0.7052724 284827 NM_181600 Hs.553677 Keratin associated protein 13-4 ||KRTAP13-4||Keratin ass
-1.47169422 284835 XM_379011
-1.28008876 284836 NM_194309 Hs.146127 Chromosome 21 open reading f ||C21orf125||Chromosome
-0.5866595 284837 NM_194310 Hs.313689 Hypothetical protein LOC284837||LOC284837||hypothetica



-1.55381084 284861 XM_377701
-1.59030712 284898 XM_379044 Hs.350813 Hypothetical protein LOC284898||LOC284898||hypothetica
-0.91512599 284904 NM_174977 Hs.517541 SEC14-like 4 (S. cerevisiae) ||SEC14L4||SEC14-like 4 
-1.2983369 284912 XM_209413
0.70895834 284933 XM_379064
-1.30746097 284944 NM_173645
-1.47169422 284948 NM_198482 Hs.209542 Similar to B-cell linker; B cell link||LOC284948||similar to B
-1.21622028 284967 XM_208270 Hs.449103 Acrosin-like protease ||bA395L14.13||Acrosin-lik
-0.63227984 284992 NM_173646 Hs.376099 Hypothetical protein FLJ39660 ||FLJ39660||hypothetical p
-0.86038158 284996 NM_173647 Hs.171802 Ring finger protein 149 ||RNF149||Ring finger pro
-0.89687785 285000 XM_379119
-0.99724262 285016 XM_211736
-0.56841136 285023 NM_182585 Hs.370498 Hypothetical protein DKFZp451M||||DKFZp451M2119||Hypo
-0.32206149 285025 NM_173648
0.04290128 285033 XM_379111 Hs.58648 Hypothetical protein LOC285033||LOC285033||hypothetica
-1.64505153 285043 XM_379085
-0.44067439 285045 XM_379086 Hs.434660 Hypothetical protein LOC285045||LOC285045||hypothetica
-0.55928729 285051 NM_173649
-0.85125751 285093 NM_173821 Hs.376307 Hypothetical protein FLJ33590 ||FLJ33590||hypothetical p
-1.07023517 285097 NM_178530
-1.43519794 285126 NM_173650 Hs.116303 DnaJ (Hsp40) homolog, subfam||DNAJC5G||DnaJ (Hsp40
-1.24359249 285135 NM_173651
-0.99724262 285148 XM_209490
0.07027349 285150 NM_182586 Hs.329841 Hypothetical protein FLJ33534 ||FLJ33534||hypothetical p
-0.0209672 285154 NM_173652
-1.2983369 285172 NM_173822 Hs.482656 Hypothetical protein MGC39518||MGC39518||hypothetical
-0.258193 285175 NM_182587 Hs.534605 Chromosome 2 open reading fra||C2orf21||Chromosome 2

-0.22169673 285180 NM_198483 Hs.471386 FLJ46536 protein ||||FLJ46536||FLJ46536 pr
-0.18520045 285189 XM_376111 Hs.449164 Plasminogen-related protein A ||PRGA||PLGLA1||plasmin
0.08852163 285192 XM_380174 Hs.534650 Aquaporin 12 ||||AQP12||Aquaporin 12||
-1.48994236 285194 XM_379207 Hs.120364 Hypothetical protein LOC285194||LOC285194||hypothetica
-1.32570911 285195 NM_173653 Hs.302257 Solute carrier family 9 (sodium/h||SLC9A9||Solute carrier fa
-0.79651309 285190 NM_182588
-0.87862971 284131 NM_173627 Hs.389678 Hypothetical protein FLJ35220 ||FLJ35220||hypothetical p
-0.1395801 285193 XM_209509 Hs.369297 Similar to RIKEN cDNA 071000 ||||similar to RIKEN cDNA 
-0.83300937 284942 NM_203302 Hs.550562 Similar to RPL23AP7 protein ||MGC70863||similar to RP
-0.50454287 284110 NM_178171 Hs.448873 Gasdermin 1 ||GSDM1||Gasdermin 1||
-0.99724262 284119 NM_012232 Hs.437191 Polymerase I and transcript rele ||PTRF||polymerase I and 
-0.31293742 284788 XM_378969 Hs.351127 Hypothetical protein LOC284788||LOC284788||hypothetica
-0.40417811 284805 NM_182584 Hs.482274 Hypothetical protein FLJ33706 ||FLJ33706||hypothetical p
-0.88775378 284801 XM_378973 Hs.370699 Hypothetical protein LOC284801||LOC284801||hypothetica
-1.14322772 284802 NM_207350 Hs.529357 Similar to FRG1 protein (FSHD ||||MGC72104||Similar to F
0.42611219 285203 NM_173654 Hs.518059 AER61 glycosyltransferase ||AER61||AER61 glycosylt
0.30749929 285205 XM_211805 Hs.134882 Hypothetical protein LOC285205||LOC285205||hypothetica
1.2837747 285231 NM_207102 Hs.288793 F-box and WD-40 domain prote ||FBXO35||FBW12||FBXW
0.70895834 285237 NM_173824 Hs.518099 Hypothetical protein MGC26717||MGC26717||hypothetical
1.35676726 285242 NM_182589 Hs.449179 5-hydroxytryptamine (serotonin) ||HTR3E||5-hydroxytryptam
0.75457869 285267 NM_173656 Hs.407159 Zinc finger protein 619 ||ZNF619||Zinc finger prot
2.12318908 285268 NM_198484 Hs.19977 Zinc finger protein 621 ||ZNF621||Zinc finger prot
1.1377896 285282 NM_173825 Hs.444360 RAB, member of RAS oncogene||RABL3||RAB, member o
1.55749678 285286 XM_379198



0.42611219 285313 NM_178822 Hs.553678 Immunoglobulin superfamily, me||IGSF10||Immunoglobulin
0.15239011 285315 NM_173657 Hs.350846 Hypothetical protein FLJ31139 ||FLJ31139||hypothetical p
-0.64140391 285322 NM_182590
0.20713453 285326 XM_211843
-0.20344859 285331 XM_376238
1.14691366 285335 XM_210562
-0.22169673 285343 NM_173826 Hs.55131 Chromosome 3 open reading fra||DKFZp313N0621||C3orf2
-0.30381335 285346 XM_209579 Hs.89303 Hypothetical protein LOC285346||LOC285346||hypothetica
0.60859358 285349 NM_173658 Hs.171090 Zinc finger protein 660 ||ZNF660||FLJ36870||Zinc
-0.44067439 285359 XM_211858 Hs.449206 Hypothetical protein FLJ12205 ||LOC285359||hypothetica
0.12501791 285362 NM_182760 Hs.350475 Sulfatase modifying factor 1 ||SUMF1||FGE||C-ALPHA
0.26187895 285367 NM_173659 Hs.33719 RNA pseudouridylate synthase d||MGC29784||RPUSD3||R
0.26187895 285368 NM_207351 Hs.517786 Hypothetical protein FLJ33674 ||FLJ33674||hypothetical p
0.05202535 285375 XM_376206
-0.2308208 285381 NM_206831 Hs.388087 Zinc finger, CSL domain contain||DELGIP1||DESR1||ZCSL
0.31662336 285386 NM_198485 Hs.338851 FLJ41238 protein ||FLJ41238||FLJ41238 pro
0.04290128 285398 NM_181647
0.73633055 285401 XM_379195 Hs.211125 Hypothetical protein LOC285401||LOC285401||hypothetica
0.17063825 285422 XM_379280 Hs.377021 Hypothetical protein LOC285422||LOC285422||hypothetica
0.37136778 285429 XM_209607 Hs.213307 Hypothetical protein LOC285429||LOC285429||hypothetica
-0.50454287 285440 NM_207352 Hs.237642 Cytochrome P450, family 4, sub||CYP4V2||cytochrome P4
0.67246206 285441 XM_379295 Hs.481369 Hypothetical protein LOC285441||LOC285441||hypothetica
1.22903029 285456 NM_182591
0.90056379 285464 NM_175918 Hs.26410 Hypothetical protein FLJ34443 ||FLJ34443||hypothetical p
0.87319159 285484 XM_376303 Hs.449236 Hypothetical protein LOC285484||LOC285484||hypothetica
1.58486899 285489 NM_173660 Hs.122110 Hypothetical protein FLJ33718 ||FLJ33718||hypothetical p
0.53560102 285492 NM_173661
1.68523375 285498 NM_194439 Hs.248290 Hypothetical protein LOC285498||LOC285498||hypothetica
-0.00271906 285501 XM_209640
2.36041488 285513 NM_198281 Hs.386796 Hypothetical protein LOC285513||LOC285513||hypothetica
-0.00271906 285521 NM_173827 Hs.356697 Hypothetical protein FLJ38991 ||FLJ38991||hypothetical p
1.0191767 285525 NM_182592 Hs.479649 Hypothetical protein FLJ39576 ||FLJ39576||hypothetical p
1.09216925 285533 NM_173662 Hs.388364 Ring finger protein 175 ||RNF175||LOC285533||R
1.41151167 285540 XM_376309
1.14691366 285547 XM_379258 Hs.381892 Hypothetical protein LOC285547||LOC285547||hypothetica
0.55384916 285548 XM_374078 Hs.529284 Hypothetical protein LOC285548||LOC285548||hypothetica
0.63596579 285550 XM_209656 Hs.399980 Hypothetical protein LOC285550||LOC285550||hypothetica
0.37136778 285555 NM_174952 Hs.212840 Hypothetical protein MGC46496||MGC46496||hypothetical
-0.20344859 285556 XM_373030 Hs.480371 Hypothetical protein LOC285556||LOC285556||hypothetica
1.46625609 285596 NM_173663 Hs.509205 NY-REN-7 antigen ||NY-REN-7||NY-REN-7 a
-0.0209672 285598 NM_173664 Hs.424552 ADP-ribosylation factor-like 10A ||ARL10A||ADP-ribosylatio
0.61771765 285600 NM_173665 Hs.425123 Hypothetical protein MGC34713||MGC34713||hypothetical
-0.13045603 285601 NM_199243 Hs.143315 G protein-coupled receptor 150 ||GPR150||G protein-coup
0.48085661 285603 NM_175920 Hs.527199 Leucyl/cystinyl aminopeptidase ||IRAP||OXYTOCINASE||L
0.47173254 285605 NM_173666 Hs.14822 Hypothetical protein FLJ33977 ||FLJ33977||hypothetical p
1.65786154 285613 NM_173828 Hs.59563 Chromosome 5 open reading fra||C5orf16||Chromosome 5
0.86406752 285622 XM_208333 Hs.449272 Hypothetical protein MGC48637||MGC48637||hypothetical
0.55384916 285626 XM_379371 Hs.449275 Hypothetical protein LOC285626||LOC285626||hypothetica
0.77282682 285629 XM_376440
1.12866553 285636 NM_175921 Hs.29899 Hypothetical protein LOC285636||LOC285636||hypothetica
-0.35855777 285638 XM_376419 Hs.532104 Hypothetical protein LOC285638||LOC285638||hypothetica



0.48085661 285641 NM_181774 Hs.132482 Solute carrier family 36 (proton/a||PAT3||SLC36A3||PROTO
1.0191767 285659 NM_206880 Hs.553681 Olfactory receptor, family 2, sub ||OR2V2||olfactory recepto
1.54837271 285668 NM_173667
1.97720397 285671 NM_178532 Hs.98890 Ring finger protein 180 ||LOC285671||RNF180||R
1.73997817 285672 NM_173829 Hs.519343 Hypothetical protein FLJ36754 ||FLJ36754||hypothetical p
0.60859358 285676 NM_182594 Hs.259441 Zinc finger protein 454 ||ZNF454||Zinc finger prot
1.70348189 285679 XM_209719 Hs.145120 Hypothetical protein LOC285679||LOC285679||hypothetica
0.22538267 285685 NM_173668
1.06479704 285696 NM_173669
-0.4954188 285704 NM_173670 Hs.526902 RGM domain family, member B ||||RGMB||RGM domain fa
0.4534844 285713 XM_379340
0.36224371 285733 XM_379432 Hs.388715 Hypothetical protein LOC285733||LOC285733||hypothetica
1.09216925 285735 XM_379433 Hs.407549 Hypothetical protein LOC285735||LOC285735||hypothetica
0.44436033 285736 NM_205851
1.42063574 285740 XM_379438 Hs.432656 Hypothetical protein LOC285740||LOC285740||hypothetica
-0.44979846 285753 NM_173830 Hs.532161 Chromosome 6 open reading fra||C6orf182||Chromosome 
0.0976457 285754 NM_173671

-0.53191508 285755 NM_173672 Hs.32234 Peptidylprolyl isomerase (cyclop||PPIL6||Peptidylprolyl isom
0.58122137 285758 XM_379430 Hs.359399 Hypothetical protein LOC285758||LOC285758||hypothetica
-0.54103915 285759 NM_173673
-0.52279101 285761 NM_173674 Hs.549306 Discoidin, CUB and LCCL doma||DCBLD1||discoidin, CUB
-0.50454287 285766 XM_379384
-0.07571162 285768 XM_379386 Hs.209463 Hypothetical protein LOC285768||LOC285768||hypothetica
-0.79651309 285780 NM_173675 Hs.170081 Hypothetical protein FLJ33708 ||FLJ33708||hypothetical p
-0.28556521 285782 NM_205864 Hs.367936 Cancer antigen 1 ||CAGE1||CTAG3||CANCE
-0.16695231 285800 NM_175922 Hs.119062 Hypothetical protein MGC35308||MGC35308||hypothetical
-0.61403171 285821 NM_178534
-0.86038158 285848 NM_173676 Hs.407002 Patatin-like phospholipase doma||PNPLA1||Patatin-like pho
-0.69614833 285852 NM_198153 Hs.434181 Triggering receptor expressed o||TREML4||Triggering rece
-0.79651309 285855 NM_198486 Hs.520133 Hypothetical protein LOC220906||||RPL7L1||Hypothetical p
-0.73264461 285877 NM_182595 Hs.381970 Hypothetical protein DKFZp564N||DKFZp564N2472||hypoth
-1.30746097 285888 XM_376727 Hs.146751 Hypothetical protein LOC285888||LOC285888||hypothetica
-0.99724262 285889 XM_379535 Hs.407095 Hypothetical protein LOC285889||LOC285889||hypothetica
-0.89687785 285905 NM_182596 Hs.380832 Hypothetical protein FLJ25037 ||FLJ25037||hypothetical p
-1.26184062 285908 NM_181722 Hs.50755 Hypothetical protein LOC285908||LOC285908||hypothetica
-0.89687785 285924 XM_376566
-0.73264461 285941 XM_379477 Hs.413394 Hypothetical protein LOC285941||LOC285941||hypothetica
-1.15235179 285955 NM_175064 Hs.488157 Williams Beuren syndrome chro||WBSCR19||Williams Beu
-0.97899448 285962 NM_173677
-0.65052798 285966 NM_173678 Hs.532236 Hypothetical protein FLJ40722 ||||FLJ40722||Hypothetical
-1.45344608 285970 XM_378196
-0.83300937 285971 NM_173680 Hs.323482 Hypothetical protein MGC33584||MGC33584||hypothetical
-0.4680466 285972 XM_379530 Hs.268647 Hypothetical protein LOC285972||LOC285972||hypothetica
-0.93337413 285987 XM_379510 Hs.34969 Hypothetical protein FLJ34048 ||FLJ34048||hypothetical p
-2.44796963 285989 NM_213603 Hs.440384 Hypothetical protein LOC285989||LOC285989||hypothetica
-0.39505404 286006 NM_182597 Hs.396189 Hypothetical protein FLJ39575 ||FLJ39575||hypothetical p
-1.24359249 286009 XM_376665
-1.43519794 286016 NM_203419
-0.53191508 286023 NM_173682
-1.16147586 286032 NM_182598 Hs.202521 Hypothetical protein FLJ36980 ||FLJ36980||hypothetical p
-0.90600192 286046 NM_173683 Hs.353115 Chromosome 8 open reading fra||C8orf21||Chromosome 8



-0.07571162 286051 NM_173684
-1.03373889 286053 NM_173685 Hs.388297 Hypothetical protein FLJ32440 ||FLJ32440||hypothetical p
-0.29468928 286075 NM_173831 Hs.521922 Hypothetical protein LOC286075||LOC286075||hypothetica
-0.10308383 286077 NM_198488 Hs.67776 FLJ46072 protein ||FLJ46072||FLJ46072 pro
-0.04833941 286094 XM_212170
-0.76001681 286097 NM_181723 Hs.403594 EF hand domain family, membe||EFHA2||EF hand domain
-0.74176868 286101 XM_209902
-1.09760738 286122 NM_173687 Hs.211038 Hypothetical protein FLJ37131 ||FLJ37131||hypothetical p
-0.79651309 286128 NM_173832 Hs.493159 Hypothetical protein FLJ38705 ||FLJ38705||hypothetical p
-0.03921534 286133 NM_173833 Hs.146246 Hypothetical protein MGC45780||MGC45780||hypothetical
0.28925115 286135 XM_379573 Hs.376840 Hypothetical protein LOC286135||LOC286135||hypothetica
-0.05746348 286144 XM_379592 Hs.440643 Hypothetical protein LOC286144||LOC286144||hypothetica
-0.14870417 286148 NM_181787 Hs.546537 Hypothetical protein LOC286148||||LOC286148||Hypothetic
0.64508985 286149 XM_379594 Hs.290694 Hypothetical protein LOC286149||LOC286149||hypothetica
0.40786405 286161 NM_181648
-0.76001681 286177 XM_379582 Hs.385655 Hypothetical protein LOC286177||LOC286177||hypothetica
-1.05198703 286183 NM_173688 Hs.491856 Hypothetical protein FLJ39630 ||FLJ39630||hypothetical p
-1.28921283 286186 XM_379586 Hs.449427 Hypothetical protein LOC286186||LOC286186||hypothetica
-0.33118556 286204 NM_173689
0.11589384 286205 NM_173690 Hs.59504 Chromosome 9 open reading fra||C9orf126||Chromosome 
-0.13045603 286207 XM_209941
-0.09395976 286234 NM_178828 Hs.130672 Chromosome 9 open reading fra||C9orf79||Chromosome 9
-0.05746348 286235 XM_212238 Hs.449440 Hypothetical protein LOC286235||||LOC286235||Hypothetic
0.23450674 286238 XM_379684 Hs.434185 Hypothetical protein LOC286238||LOC286238||hypothetica
-0.05746348 286256 NM_178536 Hs.440519 Lipocalcin 12 ||LCN12||Lipocalcin 12||
-0.78738902 286257 NM_183241 Hs.409582 Hypothetical protein LOC286257||LOC286257||hypothetica
-0.61403171 286262 NM_173691 Hs.323445 Chromosome 9 open reading fra||C9orf75||Chromosome 9
-1.20709621 286301 NM_175923 Hs.31240 Hypothetical protein MGC42630||MGC42630||hypothetical
-0.04833941 286333 XM_379665 Hs.99052 Chromosome 9 open reading fra||C9orf109||Chromosome 
-0.31293742 286336 NM_033387 Hs.143878 Chromosome 9 open reading fra||C9orf59||Chromosome 9
-0.03009127 286343 NM_203403 Hs.445356 Chromosome 9 open reading fra||C9orf150||Chromosome 
0.19801046 286359 NM_182600
0.06114942 286380 NM_199135 Hs.449471 Forkhead box D4 like 3 ||||FOXD4L2||Forkhead bo
0.52647695 286410 NM_173694 Hs.88252 ATPase, Class VI, type 11C ||ATPIG||ATP11C||ATPIQ
0.95530821 286411 XM_379728
-0.64140391 286436 XM_210048 Hs.376474 Hypothetical protein LOC286436||LOC286436||hypothetica
-1.07935924 286442 XM_379700
-0.84213344 286451 NM_173834 Hs.82719 Hypothetical protein MGC21416||MGC21416||hypothetical
0.20713453 286464 NM_173695
0.63596579 286472 XM_210062
0.10676977 286480 NM_207353
0.51735288 286485 NM_173697
-0.15782824 286499 NM_173698 Hs.110069 Hypothetical protein FLJ37659 ||FLJ37659||RP1-32F7.2||
0.10676977 286514 NM_173699
0.11589384 286526 XM_208443 Hs.449517 Ras-like GTPase-like ||LOC286526||Ras-like GT
0.49910475 286554 NM_173700 Hs.211713 BCL6 co-repressor-like 2 ||BCORL2||BCL6 co-repre
-0.89687785 286676 NM_175924 Hs.98484 Immunoglobulin-like domain con||ILDR1||Immunoglobulin-
-0.63227984 286749 NM_172311 Hs.44385 TFIIA-alpha/beta-like factor ||||SBLF||TFIIA-alpha/beta
1.1377896 286753 NM_172367 Hs.146059 Tumor suppressor candidate 5 ||TUSC5||Tumor suppress
-0.3768059 286826 NM_173083 Hs.120817 Lin-9 homolog (C. elegans) ||LIN9||lin-9 homolog (C. e
0.18888639 286827 NM_173084 Hs.212957 Tripartite motif-containing 59 ||TRIM59||Tripartite motif-



0.86406752 286828 XM_379270 Hs.434190 Casein alpha s2-like A ||CSN1S2A||casein alpha 
0.38961592 286887 NM_173086 Hs.446417 Keratin 6E ||KRT6E||keratin 6E||
-0.17607638 287015 NM_152616 Hs.343487 Tripartite motif-containing 42 ||TRIM42||Tripartite motif-
0.3348715 317671 NM_173362 Hs.399758 LOC317671 ||LOC317671||

-0.07571162 317719 NM_152467 Hs.127510 Kelch-like 10 (Drosophila) ||KLHL10||kelch-like 10 (D
1.42063574 317749 NM_198083 Hs.528385 Dehydrogenase/reductase (SDR||||DHRS4L2||Dehydrogen
-0.13045603 317754 NM_174981 Hs.442712 Ankyrin repeat domain 21 ||POTE21||ANKRD21||Ank
-0.86950565 317761 NM_174978 Hs.335754 Chromosome 14 open reading f ||C14orf39||Chromosome 
-0.96987041 317772 NM_175065 Hs.434195 Histone 2, H2ab ||HIST2H2AB||histone 2, H
-0.66877612 317781 NM_175066 Hs.445168 DEAD (Asp-Glu-Ala-Asp) box po||DDX51||DEAD (Asp-Glu-
-0.00271906 319089 XM_375077 Hs.509182 Chromosome 14 open reading f ||C14orf25||Chromosome 
0.24363081 326340 NM_175619 Hs.276457 Zygote arrest 1 ||ZAR1||Zygote arrest 1||
-0.77826495 326342 XM_377506 Hs.434198 Egf-like module containing, muc||EMR4||Egf-like module c
-0.27644114 326624 NM_175738 Hs.351413 RAB37, member RAS oncogene||RAB37||RAB37, membe
0.03377721 327657 NM_175739 Hs.317970 Serine (or cysteine) proteinase i ||SERPINA9||serine (or cy
0.07027349 333929 XM_370995 Hs.253790 Snail homolog 3 (Drosophila) ||SNAI3||snail homolog 3 (
-0.24906893 337867 NM_177967 Hs.508545 Phosphoglycerate dehydrogena ||PHGDHL1||Phosphoglyc
-0.64140391 337876 XM_373440
-0.84213344 337879 NM_175857 Hs.407655 Keratin associated protein 8-1 ||KRTAP8-1||Keratin asso
-0.4954188 337880 NM_175858 Hs.407654 Keratin associated protein 11-1 ||KRTAP11-1||Keratin ass
0.05202535 337882 NM_181607 Hs.61552 Keratin associated protein 19-1 ||KRTAP19-1||Keratin ass
-0.35855777 337959 NM_181621 Hs.58152 Keratin associated protein 13-2 ||KRTAP13-2||Keratin ass
-0.38592997 337960 NM_181622 Hs.553687 Keratin associated protein 13-3 ||KRTAP13-3||Keratin ass
-0.03921534 337963 NM_181624 Hs.553688 Keratin associated protein 23-1 ||KRTAP23-1||Keratin ass
0.19801046 337967 NM_181604 Hs.553690 Keratin associated protein 6-2 ||KRTAP6-2||Keratin asso
-0.45892253 337968 NM_181605 Hs.553691 Keratin associated protein 6-3 ||KRTAP6-3||Keratin asso
-0.18520045 337969 NM_181608 Hs.553692 Keratin associated protein 19-2 ||KRTAP19-2||Keratin ass
1.63961341 337970 NM_181609 Hs.60480 Keratin associated protein 19-3 ||KRTAP19-3||Keratin ass
0.54472509 337971 NM_181610 Hs.553693 Keratin associated protein 19-4 ||KRTAP19-4||Keratin ass
1.18340994 337972 NM_181611 Hs.553694 Keratin associated protein 19-5 ||KRTAP19-5||Keratin ass
0.55384916 337973 NM_181612 Hs.553695 Keratin associated protein 19-6 ||KRTAP19-6||Keratin ass
-0.04833941 337974 NM_181614 Hs.553696 Keratin associated protein 19-7 ||KRTAP19-7||Keratin ass

0.927936 337975 NM_181615 Hs.553697 Keratin associated protein 20-1 ||KRTAP20-1||Keratin ass
0.14326604 337976 NM_181616 Hs.553698 Keratin associated protein 20-2 ||KRTAP20-2||Keratin ass
1.32939505 337977 NM_181619
0.31662336 337978 NM_181617 Hs.553699 Keratin associated protein 21-2 ||KRTAP21-2||Keratin ass
-0.22169673 337979 NM_181620 Hs.553700 Keratin associated protein 22-1 ||KRTAP22-1||Keratin ass
-0.00271906 338094 NM_176782 Hs.234786 Hyporthetical protein MGC27169||MGC27169||hyporthetica
1.07392111 338324 NM_176823 Hs.442337 S100 calcium binding protein A7||S100A7L1||S100 calcium
0.00640501 338328 NM_178172 Hs.426410 High density lipoprotein-binding ||LOC338328||High densit
-0.33118556 338376 NM_176891 Hs.441972 Interferon epsilon 1 ||IFNE1||Interferon epsilon
-0.28556521 338382 NM_177403 Hs.534612 RAB7B, member RAS oncogene||RAB7B||RAB7B, membe
-0.61403171 338440 XM_374860
0.07027349 338567 NM_181840 Hs.449650 Potassium channel, subfamily K||KCNK18||potassium cha
-0.14870417 338588 XM_378207 Hs.121365 Hypothetical protein LOC338588||LOC338588||hypothetica
0.08852163 338596 XM_291725
-0.03921534 338599 XM_291741
-0.13045603 338645 XM_370616
-0.06658755 338657 NM_198489 Hs.534613 Similar to DLNB14 ||DLNB14||similar to DLNB
-0.24906893 338667 XM_294675 Hs.546541 Hypothetical protein LOC338667||LOC338667||hypothetica
-0.47717067 338692 NM_207354 Hs.438673 Hypothetical protein LOC338692||LOC338692||hypothetica



0.39873998 338694 XM_294680
-0.56841136 338699 NM_182603 Hs.503438 Hypothetical protein FLJ37874 ||FLJ37874||ANKRD42||Hy
-0.68702426 338707 NM_178537 Hs.148074 Beta1,4-N-acetylgalactosaminylt||Beta4GalNAc-T4||beta1,
-0.53191508 338758 XM_378371
-0.32206149 338773 NM_181724 Hs.449718 Hypothetical protein LOC338773||LOC338773||hypothetica
-0.47717067 338785 NM_175834 Hs.505608 Keratin 6L ||KRT6L||keratin 6L||
0.48085661 338797 XM_290579 Hs.449726 Hypothetical protein LOC338797||||LOC338797||Hypothetic
0.74545462 338799 NM_178538
0.64508985 338809 XM_378374 Hs.326303 Hypothetical protein LOC338809||LOC338809||hypothetica
0.48998068 338811 NM_178539 Hs.269745 Family with sequence similarity ||FAM19A2||family with se
0.06114942 338821 XM_292093
0.28012708 338862 XM_375029 Hs.434236 Hypothetical protein LOC338862||LOC338862||hypothetica
0.28925115 338872 NM_178540 Hs.362854 Hypothetical protein MGC48915||MGC48915||hypothetical
0.17976232 338917 NM_182894 Hs.449771 Ceh-10 homeo domain containin||CHX10||HOMEOBOX 10
-0.63227984 339005 XM_370838 Hs.212670 Hypothetical protein LOC339005||LOC339005||hypothetica
-0.28556521 339010 NM_207355 Hs.449801 Hypothetical protein DKFZp686J||||POTE15||Hypothetical p
-0.13045603 339047 XM_290671 Hs.513391 Hypothetical protein LOC339047||LOC339047||hypothetica
0.62684172 339059 NM_182605 Hs.449817 Hypothetical protein FLJ40448 ||FLJ40448||hypothetical p
0.27100301 317762 NM_174979
0.48998068 338999 NM_182604
0.13414198 285973 NM_173681 Hs.546535 Nitric oxide synthase 3 antisens ||NOS3AS||Nitric oxide sy
0.3348715 286527 NM_194324 Hs.496530 Hypothetical protein MGC39900||MGC39900||hypothetical
0.01552907 286087 AK091675 Hs.202475 Hypothetical protein LOC286087||LOC286087||hypothetica
-0.1122079 388818 NM_203405 Hs.28704 Similar to RIKEN cDNA 231000 ||LOC388818||similar to R
0.46260847 388968 XM_371505
0.49910475 389012 NM_207403 Hs.50607 FLJ42986 protein ||FLJ42986||FLJ42986 pro
0.34399557 339122 XM_290714
0.38961592 339145 NM_198491 Hs.125713 FLJ44299 protein ||FLJ44299||FLJ44299 pro
0.56297323 339168 NM_198154 Hs.259432 Hypothetical protein LOC339168||LOC339168||hypothetica
0.50822882 339175 NM_181725 Hs.381204 Hypothetical protein FLJ12760 ||FLJ12760||hypothetical p
-0.26731707 339201 NM_178542 Hs.463120 Hypothetical protein DKFZp762C||DKFZp762C2414||hypoth
0.19801046 339210 XM_378687 Hs.158851 Hypothetical protein LOC339210||LOC339210||hypothetica
-0.74176868 339221 NM_178543 Hs.114084 Ectonucleotide pyrophosphatase||ENPP7||Ectonucleotide p
-0.5866595 339229 XM_371085
-0.75089274 339230 XM_375500 Hs.405942 Hypothetical protein LOC339229||||LOC339229||Hypothetic
-0.93337413 339231 XM_290777 Hs.306806 Hypothetical protein LOC339231||LOC339231||hypothetica
-0.09395976 339263 XM_378661 Hs.514016 Hypothetical protein LOC339263||LOC339263||hypothetica
0.14326604 339284 XM_375446
-0.33118556 339290 XM_375527 Hs.447579 Hypothetical protein LOC339290||||LOC339290||Hypothetic
0.26187895 339302 NM_181654 Hs.449884 Complexin 4 ||CPLX4||Complexin 4||
0.93706007 339316 XM_378791 Hs.432564 Hypothetical protein LOC339316||LOC339316||hypothetica
1.24727843 339318 XM_290835 Hs.444496 Zinc finger protein 181 (HHZ181||ZNF181||zinc finger prote
0.03377721 339321 XM_290831
-0.75089274 339324 XM_290838
-0.3494337 339327 NM_178544 Hs.103388 Zinc finger protein 546 ||ZNF546||Zinc finger prot
-0.50454287 339344 XM_290848
0.08852163 339345 XM_371181 Hs.434218 Nanos homolog 2 (Drosophila) ||NANOS2||nanos homolo
0.69983427 339366 NM_213604 Hs.371674 Thrombospondin, type I, domain||THSD6||thrombospondin
0.59034544 339390 NM_198492 Hs.220649 C-type lectin superfamily 4, mem||LSECtin||CLEC4G||C-typ
0.52647695 339416 NM_198493 Hs.130054 FLJ45235 protein ||FLJ45235||FLJ45235 pro
0.20713453 339442 XM_378855 Hs.434245 Hypothetical protein LOC339442||LOC339442||hypothetica



1.31114691 339448 NM_207356 Hs.103939 Hypothetical protein LOC339448||LOC339448||hypothetica
-0.03009127 339451 NM_198317 Hs.109212 Kelch-like 17 (Drosophila) ||KLHL17||kelch-like 17 (D
0.32574743 339456 NM_178545 Hs.123423 Hypothetical protein LOC339456||LOC339456||hypothetica
-0.13045603 339468 XM_373847 Hs.434265 Hypothetical protein LOC339468||LOC339468||hypothetica
-0.64140391 339476 XM_378923
-0.53191508 339479 NM_199051 Hs.65765 Family with sequence similarity ||FAM5C||DBCCR1L||fam
0.10676977 339487 NM_178547 Hs.470765 Zinc finger and BTB domain con||ARCH||ZBTB8OS||zinc fi
1.18340994 339488 NM_178548 Hs.23531 Transcription factor AP-2 epsilo ||TFAP2E||transcription fa
1.23815436 339500 NM_178549 Hs.434200 Zinc finger protein 678 ||MGC42493||ZNF678||Zin
1.94070769 339501 NM_183062 Hs.97604 Marapsin 2 ||MPN2||Marapsin 2||
0.88231566 339512 NM_178550 Hs.407631 Hypothetical protein MGC48998||MGC48998||hypothetical
0.61771765 339524 NM_207357 Hs.306423 Hypothetical protein LOC339524||LOC339524||hypothetica
0.43523626 339529 XM_294993 Hs.209374 Hypothetical protein LOC339529||LOC339529||hypothetica
0.46260847 339531 XM_290936 Hs.434244 Hypothetical protein MGC35030||MGC35030||hypothetical
0.5720973 339535 XM_378941 Hs.532047 Hypothetical protein LOC339535||LOC339535||hypothetica
0.16151418 339539 XM_378858 Hs.434301 Hypothetical protein LOC339539||LOC339539||hypothetica
0.27100301 339559 NM_198494 Hs.434385 Zinc finger protein 642 ||ZNF642||Zinc finger prot
0.28012708 339568 XM_378980 Hs.434319 Hypothetical protein LOC339568||LOC339568||hypothetica
0.36224371 339593 XM_378964 Hs.434320 Hypothetical protein LOC339593||LOC339593||hypothetica
1.14691366 339629 XM_295017 Hs.125234 Chromosome 21 open reading f ||C21orf54||Chromosome 
1.4936283 339665 NM_00100147 Hs.526928 Solute carrier family 35, membe||SLC35E4||solute carrier 

-0.27644114 339669 NM_178552 Hs.124502 Hypothetical protein MGC35206||MGC35206||hypothetical
0.13414198 339674 XM_379054
-0.52279101 339685 XM_379060 Hs.434351 Hypothetical protein LOC339685||LOC339685||hypothetica
0.58122137 339692 XM_290985 Hs.534995 Similar to LIM and senescent ce||||na||similar to LIM and s
-0.36768183 339745 NM_001001664Hs.333297 Hypothetical protein LOC339745||LOC339745||hypothetica
-0.64140391 339766 XM_291007 Hs.361778 Hypothetical protein LOC339766||LOC339766||hypothetica
-0.10308383 339768 NM_194312 Hs.127724 Hypothetical protein LOC339768||LOC339768||hypothetica
0.66333799 339779 NM_178553 Hs.136555 Hypothetical protein MGC44505||MGC44505||hypothetical
0.07939756 339788 XM_379074 Hs.46864 Hypothetical protein LOC339788||LOC339788||hypothetica
0.20713453 339789 NM_207358 Hs.431089 Hypothetical protein LOC339789||LOC339789||hypothetica
0.38049185 339803 XM_379098
0.29837522 339807 XM_379099 Hs.434736 Hypothetical protein LOC339807||LOC339807||hypothetica
0.98268042 339809 XM_291020 Hs.450047 KIAA2012 protein ||LOC339809||KIAA2012 p
0.30749929 339822 XM_379069 Hs.434262 Hypothetical protein LOC339822||LOC339822||hypothetica
-0.65965205 339829 XM_291028 Hs.313948 Hypothetical protein DKFZp434A||DKFZp434A128||hypothe
-0.05746348 339834 NM_178173 Hs.383008 Hypothetical protein LOC339834||LOC339834||hypothetica
2.40603523 339855 NM_178554 Hs.224421 Kyphoscoliosis peptidase ||KY||Kyphoscoliosis pepti
0.52647695 339862 XM_376212 Hs.434424 Hypothetical protein LOC339862||LOC339862||hypothetica
0.18888639 339883 NM_178340 Hs.475945 AP20 region protein ||APRG1||AP20 region pro
0.55384916 339894 XM_379230 Hs.478050 Hypothetical protein LOC339894||LOC339894||hypothetica
0.32574743 339896 NM_207359 Hs.475809 Glutamate decarboxylase-like 1 ||GADL1||Glutamate deca
0.32574743 339903 XM_291063 Hs.146346 Hypothetical protein LOC339903||LOC339903||hypothetica
0.88231566 339906 NM_182702 Hs.450083 Testis serine protease 2 ||TESSP2||Testis serine p
0.43523626 339965 NM_178555 Hs.529680 Hypothetical protein FLJ25770 ||FLJ25770||hypothetical p
-0.1122079 339967 NM_182606 Hs.450110 Transmembrane protease, serin||LOC339967||TMPRSS11
-0.40417811 339976 NM_178556 Hs.348618 Hypothetical protein FLJ36180 ||FLJ36180||hypothetical p
0.2162586 339983 NM_178557 Hs.318529 Hypothetical protein FLJ37478 ||||FLJ37478||Hypothetical
0.52647695 339988 XM_379254 Hs.434746 Hypothetical protein LOC339988||LOC339988||hypothetica
-0.19432452 340024 XM_291120
0.11589384 340061 NM_198282 Hs.379754 Hypothetical protein LOC340061||LOC340061||hypothetica



-0.26731707 340069 NM_182761 Hs.434682 Hypothetical protein LOC340069||LOC340069||hypothetica
0.14326604 340074 XM_379355 Hs.434633 Hypothetical protein LOC340074||LOC340074||hypothetica
-0.19432452 340094 XM_295155 Hs.132312 Hypothetical protein LOC340094||LOC340094||hypothetica
1.54837271 340107 XM_379321 Hs.145181 Hypothetical protein LOC340107||LOC340107||hypothetica
1.46625609 340109 XM_379322 Hs.533212 Hypothetical protein LOC340109||LOC340109||hypothetica
0.34399557 340113 XM_379324 Hs.434404 Hypothetical protein LOC340113||LOC340113||hypothetica
0.61771765 340146 XM_294017
0.64508985 340156 XM_373109
0.24363081 340205 NM_178174 Hs.117331 Triggering receptor expressed o||TREML1||Triggering rece
1.95895583 340252 NM_178558 Hs.180546 Zinc finger protein 680 ||ZNF680||FLJ90430||Zinc
1.10129332 340277 NM_199136 Hs.128757 Hypothetical protein MGC72075||MGC72075||hypothetical
-0.2308208 340311 NM_198495
-0.53191508 340318 XM_290401 Hs.436034 Nuclear envelope pore membra ||||LOC340318||Nuclear en
3.42793098 340340 XM_379514
0.37136778 340348 NM_178562 Hs.27267 Hypothetical protein MGC50844||MGC50844||hypothetical
-0.0209672 340351 XM_371952
0.90056379 340385 NM_213605 Hs.521942 Zinc finger protein 517 ||ZNF517||Zinc finger prot
0.04290128 340390 XM_291269
1.41151167 340419 NM_178565 Hs.444834 Hypothetical protein MGC35555||MGC35555||hypothetical
0.83669531 340481 NM_178566 Hs.21388 Zinc finger, DHHC domain conta||ZDHHC21||zinc finger, D
0.03377721 340508 XM_295263 Hs.434272 Hypothetical protein LOC340508||LOC340508||hypothetica
1.77647445 340515 XM_379650 Hs.522284 Hypothetical protein LOC340515||LOC340515||hypothetica
0.70895834 340526 XM_291322 Hs.512180 Retrotransposon gag domain co||RGAG4||Retrotransposo
-0.9424982 340529 XM_352847
-0.00271906 340533 XM_291326
1.36589133 340542 XM_291335
0.63596579 340547 NM_182607 Hs.177164 V-set and immunoglobulin doma||VSIG1||V-set and immun
0.28925115 340561 NM_178567
0.66333799 340562 XM_291339
1.2837747 340581 XM_295270 Hs.434754 Hypothetical protein LOC340581||LOC340581||hypothetica
1.0191767 340596 NM_178175 Hs.297420 Lipoma HMGIC fusion partner-li ||LHFPL1||lipoma HMGIC 
1.46625609 340602 NM_203407 Hs.97053 Similar to CG32656-PA ||LOC340602||similar to C
2.3239186 340665 NM_183374 Hs.369993 Cytochrome P450, family 26, su||CYP26C1||CYTOCHROM
0.00640501 340706 NM_198496 Hs.197741 A-domain containing protein sim||AMACO||A-domain conta
1.94070769 340719 NM_199461 Hs.351851 Nanos homolog 1 (Drosophila) ||NANOS1||nanos homolo
5.17062822 340990 XM_291816 Hs.146467 Otogelin ||OTOG||Otogelin||OTGN|
2.09581687 341019 NM_181807 Hs.127405 Doublecortin domain containing ||DCDC1||Doublecortin do
1.99545211 341032 NM_198498 Hs.298685 Similar to RIKEN cDNA 181004 ||MGC50104||Similar to R
3.20895332 341116 NM_206893 Hs.450640 Membrane-spanning 4-domains ||MS4A10||membrane-spa
2.70712951 341208 XM_291947 Hs.450694 Hephaestin-like 1 ||HEPHL1||Hephaestin-like
3.78376969 341277 NM_198185 Hs.532475 Ovochymase 2 ||OVCH2||OVTN||Ovochym
3.61041237 341350 NM_183378 Hs.438423 Ovochymase 1 ||OVCH1||Ovochymase 1|

0.927936 341405 NM_182608 Hs.433492 Ankyrin repeat domain 33 ||ANKRD33||Ankyrin repea
0.19801046 341567 NM_181788 Hs.155833 HANP1 ||LOC341567||HANP1||H1
2.98997566 341640 XM_292193
0.68158613 341676 XM_292160 Hs.232751 NIMA (never in mitosis gene a)- ||MGC75495||NEK5||NIMA
0.31662336 341880 XM_292260 Hs.28280 Solute carrier family 35, membe||SLC35F4||solute carrier f
0.4534844 341883 NM_198499 Hs.509496 FLJ46156 protein ||FLJ46156||FLJ46156 pro
1.32939505 341947 NM_182971 Hs.128935 Cytochrome c oxidase subunit 8||COX8C||cytochrome c ox
2.10494094 342035 NM_181789 Hs.526441 Collomin ||COLM||CRGL2||Collomin
2.04107245 342125 NM_181841



1.90421141 342184 XM_375185 Hs.446867 Formin 1 ||LD||FMN1||Formin 1||LIM
0.39873998 342372 NM_181536 Hs.461263 Polycystic kidney disease 1-like ||PKD1L3||POLYCYSTIN 
0.40786405 342527 NM_198501 Hs.441709 FLJ42461 protein ||FLJ42461||FLJ42461 pro
0.38961592 342538 NM_199290 Hs.512195 Alpha-NAC protein ||ANAC||MGC71999||alpha
1.22903029 342574 NM_181537 Hs.59363 Keratin 25C ||KRT25C||keratin 25C||
2.53377219 342666 NM_198502 Hs.129645 FLJ43826 protein ||FLJ43826||FLJ43826 pro
1.9680799 342667 NM_198993 Hs.145068 SH3 and cysteine rich domain 2 ||STAC2||SH3 and cystein
2.03194838 342892 XM_292740 Hs.406307 Hypothetical protein LOC342892||LOC342892||hypothetica
2.71625358 342898 XM_351193
0.11589384 342908 XM_292765 Hs.76561 Zinc finger protein 404 ||ZNF404||Zinc finger prot
-0.10308383 342926 NM_182609 Hs.20506 Zinc finger protein 677 ||MGC48625||ZNF677||Zin
0.51735288 342945 NM_181846 Hs.388162 GLI-Kruppel family member HKR||HKR2||ONCOGENE HKR
-0.71439647 342977 XM_292819 Hs.127982 Nanos homolog 3 (Drosophila) ||NANOS3||nanos homolo
0.79107496 343035 NM_183059 Hs.120090 Chromosome 1 open reading fra||C1orf36||Chromosome 1
0.03377721 343068 XM_291394
0.94618414 343070 XM_291638
0.85494345 343071 XM_290948
1.68523375 343099 NM_206886 Hs.310637 Sarcoma antigen NY-SAR-41 ||NY-SAR-41||sarcoma an
1.51187644 343450 NM_198503 Hs.420016 Sodium- and chloride-activated ||SLICK||sodium- and chlo
0.55384916 343472 NM_020063 Hs.451956 BarH-like 2 (Drosophila) ||BARHL2||BarH-like 2 (Dr
0.74545462 343641 NM_198994 Hs.452039 Transglutaminase 6 ||TGM6||Transglutaminase
0.17063825 343990 NM_207362 Hs.469398 Similar to 2010300C02Rik prote||MGC42367||similar to 20
-0.23994487 344148 XM_292943
0.47173254 344558 XM_293090 Hs.237056 SH3 multiple domains 4 ||SH3MD4||SH3 multiple d
0.17063825 344561 XM_293092
0.6907102 344658 NM_182610 Hs.439922 Sterile alpha motif domain conta||SAMD7||Sterile alpha mo
0.51735288 344752 NM_207365 Hs.100206 Arylacetamide deacetylase-like ||AADACL2||MGC72001||A
-0.56841136 344758 XM_293580 Hs.209131 G protein-coupled receptor 149 ||GPR149||G protein-coup
0.17063825 344805 XM_293599 Hs.435490 Transmembrane protease, serin||TMPRSS7||Transmembr
0.01552907 344838 NM_198504 Hs.408385 Progestin and adipoQ receptor f ||PAQR9||progestin and a
0.69983427 344901 NM_198184 Hs.526794 Osteocrin ||Osteocrin||OSTN||
-1.30746097 345062 NM_183375 Hs.525911 Epidermis-specific serine protea||ESSPL||Epidermis-speci
-0.34030963 345193 NM_198506 Hs.308127 FLJ44691 protein ||FLJ44691||FLJ44691 pro
0.42611219 345274 NM_197965 Hs.452996 Sodium-dependent organic anio||SOAT||Sodium-depende
1.00092856 345275 NM_178135 Hs.284414 Hydroxysteroid (17-beta) dehydr||HSD17B13||SCDR9||Hyd
0.32574743 345499 XM_376413 Hs.285055 BRCTx protein ||DKFZp564C0469||BRCT
2.36041488 345611 XM_293893 Hs.519680 Immunity-related GTPase family||IRGM||IFI1||LRG47||LRG
0.47173254 345667 NM_197941 Hs.482291 A disintegrin-like and metallopro||ADAMTS6||A DISINTEG
1.18340994 345757 NM_198507 Hs.356108 HGS_RE408 ||UNQ1912||HGS_RE408
0.6907102 346007 NM_198283 Hs.453441 EGF-like-domain, multiple 11 ||EGFL11||EGF-like-doma
0.46260847 346288 NM_207366 Hs.453629 FLJ44060 protein ||FLJ44060||FLJ44060 pro
0.2162586 346547 NM_207367 Hs.521304 FLJ42291 protein ||FLJ42291||FLJ42291 pro

-0.30381335 346562 XM_294370 Hs.335049 Guanine nucleotide binding prot ||GNAT3||Guanine nucleo
-0.13045603 346606 NM_178176 Hs.512217 Monoacylglycerol O-acyltransfer||MOGAT3||monoacylglyc
0.36224371 346653 XM_294357
0.28012708 346673 NM_182489 Hs.453840 STRA8 ||STRA8||LOC346673||
1.50275237 346689 NM_198508 Hs.253313 FLJ44186 protein ||FLJ44186||FLJ44186 pro
0.98268042 347051 XM_376781
0.54472509 347088 NM_182611 Hs.454099 G protein-coupled receptor 144 ||GPR144||G protein-coup
-0.21257266 347127 XM_294521 Hs.215235 FLJ43950 protein ||FLJ43950||FLJ43950 pro
0.07939756 347148 NM_198180 Hs.253508 P518 precursor protein ||P518||P518 precursor pr



-0.18520045 347240 NM_194313 Hs.436169 Chromosome 9 open reading fra||C9orf48||Chromosome 9
-0.96987041 347344 NM_007137 Hs.114246 Zinc finger protein 81 (HFZ20) ||ZNF81||zinc finger protei
1.33851912 347365 NM_198510 Hs.454272 Inter-alpha (globulin) inhibitor H5||ITIH5L||inter-alpha (globu
-0.16695231 347404 NM_198511 Hs.521932 LanC lantibiotic synthetase com ||LANCL3||LanC lantibiotic
1.62136527 347516 NM_198512 Hs.454355 Diacylglycerol O-acyltransferase||FLJ25989||DGAT2L6||dia
0.32574743 347517 XM_293398 Hs.276327 RAB41, member RAS homolog ||RAB41||RAB41, membe
0.83669531 347688 NM_177987 Hs.532659 Tubulin, beta 8 ||TUBB8-pending||Tubulin
2.86223869 347730 NM_178839 Hs.549312 Leucine rich repeat transmembr||LRRTM1||Leucine rich re
0.98268042 347731 NM_178011 Hs.325275 Leucine rich repeat transmembr||LRRTM3||Leucine rich re
0.8093231 347732 NM_178019 Hs.444355 Cation channel, sperm associate||CATSPER3||CATION CH
2.19618163 347733 NM_178012 Hs.300701 Tubulin, beta polypeptide paralo||RP11-506K6.1||MGC868
1.84034293 347734 NM_178148 Hs.182885 Solute carrier family 35, membe||SLC35B2||solute carrier 
1.86771514 347735 NM_178865 Hs.270655 Tumor differentially expressed 2||TDE2L||Tumor differentia
2.48815185 347736 NM_178130 Hs.552621 Thioredoxin domain containing 6||TXNDC6||Thioredoxin do
2.83486648 347741 NM_178233 Hs.454407 Otopetrin 3 ||OTOP3||Otopetrin 3||
2.58851661 347853 NM_005995 Hs.454480 T-box 10 ||TBX10||T-box 10||
2.61588882 347862 NM_182612 Hs.218362 Hypothetical protein FLJ34283 ||FLJ34283||hypothetical p
3.57391609 347902 NM_181847 Hs.121520 Amphoterin induced gene 2 ||AMIGO2||Amphoterin ind
2.37866302 347918 NM_182613 Hs.122115 Hypothetical protein FLJ33915 ||||FLJ33915||Hypothetical
1.67610968 348013 NM_182614 Hs.280805 Hypothetical protein MGC20579||MGC20579||hypothetical
0.54472509 348094 NM_182703 Hs.207157 Hypothetical protein LOC348094||LOC348094||hypothetica
0.3348715 348110 NM_182616 Hs.6734 Hypothetical protein MGC61550||MGC61550||hypothetical
0.66333799 348158 NM_182617 Hs.298252 Xenobiotic/medium-chain fatty a||||LOC123876||Xenobiotic
2.15968535 348162 XM_375313 Hs.464629 Similar to MGC9515 protein ||||na||similar to MGC9515
2.0866928 348174 NM_182619 Hs.454670 Secretory protein LOC348174 ||LOC348174||secretory p
2.03194838 348180 XM_372647
1.55749678 348235 NM_182620 Hs.463607 Family with sequence similarity ||FAM33A||family with seq
4.20347687 348262 NM_207368 Hs.514632 Hypothetical protein LOC348262||LOC348262||hypothetica
0.18888639 348303 NM_182704 Hs.319284 Selenoprotein V ||SELV||selenoprotein V||
-0.55016322 348327 NM_020880 Hs.454754 Zinc finger protein 530 ||ZNF530||Zinc finger prot
-0.18520045 348477 XM_371369 Hs.118474 C219-reactive peptide ||FLJ39207||KIAA0268||C2
-0.80563716 348487 NM_182623 Hs.126825 Hypothetical protein FLJ36766 ||FLJ36766||hypothetical p
-0.12133196 348645 NM_198851 Hs.552622 Hypothetical protein LOC348645||LOC348645||hypothetica
0.85494345 348654 NM_182625 Hs.467793 Hypothetical protein FLJ40869 ||||FLJ40869||Hypothetical
1.02830076 348738 NM_182626 Hs.454981 Hypothetical protein FLJ25102 ||FLJ25102||hypothetical p
3.58304016 348793 NM_182627 Hs.385865 WD domain, G-beta repeat-cont||||MGC64882||WD domai
1.89508735 348801 XM_379203 Hs.550566 Hypothetical protein LOC348801||LOC348801||hypothetica
0.58122137 348807 NM_182628 Hs.458306 Hypothetical protein FLJ40083 ||FLJ40083||hypothetical p
-0.4680466 348840 NM_182631 Hs.512227 Hypothetical protein LOC348840||LOC348840||hypothetica
0.24363081 348932 NM_182632 Hs.213284 Solute carrier family 6, member ||SLC6A18||Solute carrier 
-0.66877612 348938 XM_371777 Hs.4285 Hypothetical protein LOC348938||LOC348938||ichthyin pro
0.07027349 348995 NM_024647 Hs.510375 Nucleoporin 43kDa ||p42||NUP43||nucleoporin
-0.38592997 349035 XM_380175 Hs.374448 Hypothetical protein MGC22265||||MGC22265||Hypothetica
0.87319159 349075 NM_182633 Hs.512228 Hypothetical protein FLJ39963 ||FLJ39963||hypothetical p
0.70895834 349114 NM_198284 Hs.414183 Hypothetical protein LOC349114||LOC349114||hypothetica
0.70895834 349136 NM_198285 Hs.174373 Hypothetical protein LOC349136||LOC349136||hypothetica
0.12501791 349149 NM_181538 Hs.367980 Gap junction protein, epsilon 1, ||GJE1||gap junction prote
1.66698561 349152 NM_182634 Hs.148768 Hypothetical protein FLJ36166 ||FLJ36166||hypothetical p
0.29837522 349196 XM_379551
-0.19432452 349236 NM_182635 Hs.494406 Hypothetical protein LOC349236||LOC349236||hypothetica
-0.27644114 349334 NM_199244 Hs.534644 Forkhead box protein D4b ||FOXD4b||forkhead box p



0.24363081 349338 NM_182905 Hs.553718 CXYorf1-related protein ||||MGC52000||CXYorf1-re
0.50822882 349565 NM_178177 Hs.208673 Nicotinamide nucleotide adenyly||PNAT3||NMNAT3||PYRID
-0.05746348 349633 XM_370657
-0.65965205 352909 NM_178837 Hs.351582 Similar to hypothetical testis pro ||LOC352909||Similar to h
0.25275488 340895 XM_295865 Hs.549310 Chromosome 10 open reading f ||C10orf112||Chromosome
1.74910224 340307 NM_178561
-0.42242625 348378 NM_182621 Hs.424589 Hypothetical protein MGC52498||MGC52498||hypothetical
-0.4680466 348093 NM_194272 Hs.436518 RNA binding protein with multipl ||RBPMS2||RNA binding p
-0.77826495 339457 XM_374319
-1.32570911 340017 XM_379288 Hs.428275 Hypothetical protein LOC340017||LOC340017||hypothetica
2.29654639 353116 NM_178314 Hs.530315 Hypothetical protein FLJ39378 ||FLJ39378||hypothetical p
0.31662336 353117 NM_178315
5.3531096 353139 NM_178428 Hs.334054 Late cornified envelope 2A ||LCE2A||late cornified env
2.12318908 353140 NM_178429 Hs.553713 Late cornified envelope 2C ||LCE2C||late cornified env
2.18705756 353142 NM_178431 Hs.553714 Late cornified envelope 3A ||LCE3A||late cornified env
1.14691366 353143 NM_178433 Hs.553715 Late cornified envelope 3B ||LCE3B||late cornified env
1.35676726 353144 NM_178434 Hs.490211 Late cornified envelope 3C ||LCE3C||late cornified env
0.38049185 353149 NM_178571 Hs.513965 Hypothetical protein MGC51025||MGC51025||hypothetical
0.01552907 353174 NM_180990 Hs.514496 Ligand-gated ion channel subun||LGICZ||Ligand-gated ion
-0.258193 353189 NM_180991 Hs.127648 Solute carrier organic anion tran||OATP4C1||SLCO4C1||O

0.43523626 353274 NM_181489 Hs.549314 Zinc finger protein 445 ||ZNF445||Zinc finger prot
-0.32206149 353281 NM_181506 Hs.482268 Synleurin ||Synleurin||SLRN||
0.0976457 353288 NM_181539 Hs.55412 Keratin 25B ||||KRT25A||Keratin 25B||
1.54837271 353289 NM_201547
-0.30381335 353299 NM_181572 Hs.121200 Regulator of G-protein signalling||RGSL1||regulator of G-p
-1.42607387 353322 NM_181726 Hs.508154 Ankyrin repeat domain 37 ||ANKRD37||Lrp2bp||Anky
0.14326604 353323 NM_181684 Hs.474002 Keratin associated protein 12-2 ||KRTAP12-2||Keratin ass
0.48085661 353324 NM_181727 Hs.129794 Spermatogenesis associated 12||SPATA12||Spermatogen
-1.46257015 353333 NM_181688 Hs.474001 Keratin associated protein 10-10||KRTAP10-10||Keratin as
-0.86038158 353355 NM_181756 Hs.466891 Zinc finger protein 233 ||ZNF233||Zinc finger prot
0.42611219 353376 NM_021649 Hs.278391 Toll-like receptor adaptor molec ||TRAM||TIRP||TICAM2||T
1.76735038 353497 NM_181808 Hs.551595 Polymerase (DNA directed) nu ||POLN||polymerase (DNA
1.77647445 353500 NM_181809 Hs.494158 Bone morphogenetic protein 8a ||BMP8A||Bone morphoge
2.04107245 353514 NM_021250 Hs.512233 Leukocyte immunoglobulin-like r####################
0.38049185 359710 NM_182658 Hs.472442 Chromosome 20 open reading f ||C20orf185||Chromosome
1.14691366 359845 NM_182705 Hs.345588 Hypothetical protein MGC45871||MGC45871||hypothetical
1.15603773 359948 NM_182972 Hs.350268 Interferon regulatory factor 2 bin||IRF2BP2||Interferon regu
1.12866553 360023 NM_194314 Hs.529439 FRBZ1 protein ||ZBTB41||FRBZ1||FRBZ1
0.43523626 360030 XM_370669
-0.20344859 360132 NM_182827 Hs.446691 FK506 binding protein 9-like ||FKBP9L||FK506 binding 
3.41880691 360200 NM_182973 Hs.465560 Transmembrane protease, serin||TMPRSS9||Transmembr
2.3239186 360203 NM_182974 Hs.522491 Glycosyltransferase 6 domain co||GLT6D1||Glycosyltransfe
2.07756873 360226 NM_183379 Hs.254054 Testis serine protease 1 ||TESSP1||Testis serine p
2.61588882 373509 NM_203494 Hs.498027 Ubiquitin specific protease 50 ||USP50||Ubiquitin specific
4.22172501 373856 XM_036729 Hs.434582 Ubiquitin specific protease 41 ||USP41||Ubiquitin specific
2.19618163 373861 NM_194072 Hs.25934 Spermatid-specific linker histone||HILS1||spermatid-specifi
3.44617912 373863 NM_194249 Hs.552623 Dead end homolog 1 (zebrafish)||DND1||Dead end homolo
1.79472258 374286 NM_006382 Hs.454698 CMT1A duplicated region transc||CDRT1||CMT1A duplicat
1.57574492 374308 XM_370541 Hs.450527 FLJ44037 protein ||FLJ44037||PTCHD3||FLJ
0.43523626 374354 NM_198514 Hs.369924 NHL repeat containing 2 ||NHLRC2||NHL repeat co
0.48085661 374378 NM_198516 Hs.501911 UDP-N-acetyl-alpha-D-galactosa||||GALNTL4||UDP-N-acety



0.86406752 374383 XM_370615
2.82574241 374387 XM_374877 Hs.259426 Hypothetical protein DKFZp779M||DKFZp779M0652||hypot
2.17793349 374393 NM_198947 Hs.186579 Cancer-associated nucleoprotei ||CANP||Cancer-associate
2.00457618 374395 NM_199337 Hs.381134 Similar to RIKEN cDNA 181005 ||LOC374395||similar to R
3.09034042 374403 NM_198517 Hs.534648 TBC1 domain family, member 1 ||TBC1D10C||FLJ00332||T
0.97355635 374407 NM_153614 Hs.450657 Testis spermatogenesis apoptos||TSARG6||Testis sperma
2.6797573 374408 NM_198519 Hs.292791 Similar to Cytochrome c, somati ||||MGC12965||Similar to C
2.61588882 374454 NM_175078 Hs.334989 Keratin 1B ||KRT1B||keratin 1B||
0.37136778 374462 XM_370699
0.35311964 374467 NM_198520 Hs.436197 FLJ44112 protein ||FLJ44112||FLJ44112 pro
0.62684172 374470 NM_198521 Hs.534649 FLJ25323 protein ||FLJ25323||FLJ25323 pro
3.56479202 374569 XM_370777 Hs.146239 Similar to Lysophospholipase ||LOC374569||Similar to L
0.07027349 374618 NM_198524 Hs.511476 Testis expressed gene 9 ||TEX9||Testis expressed 
3.44617912 374649 NM_199338 Hs.498345 FLJ35171 protein ||||FLJ35171||FLJ35171 pr
2.05932059 374650 NM_198079 Hs.534573 Hypothetical protein LOC161527||||LOC161527||Hypothetic
0.86406752 374654 NM_198525 Hs.513134 Kinesin family member 7 ||KIF7||LOC374654||Kines
0.8093231 374655 NM_198526 Hs.459311 Hypothetical protein DKFZp547K||DKFZp547K1113||hypoth

-0.85125751 374659 NM_198527 Hs.349979 Similar to RIKEN cDNA 111003 ||MGC45386||Similar to R
-0.90600192 374676 NM_198181 Hs.378848 Similar to golgi autoantigen, golg||||LOC374676||Similar to g
-0.07571162 374739 NM_199046 Hs.132976 Testis/prostate/placenta-express||TEPP||Testis/prostate/pla
0.67246206 374768 NM_199339 Hs.499707 Hypothetical protein LOC374768||LOC374768||hypothetica
0.37136778 374786 NM_198529 Hs.126494 FLJ46247 protein ||FLJ46247||FLJ46247 pro
2.16880942 374864 NM_198995 Hs.115461 Chromosome 18 open reading f ||C18orf34||Chromosome 
1.18340994 374868 NM_198531 Hs.465475 ATPase, Class II, type 9B ||ATP9B||ATPase, Class I
1.30202284 374872 NM_198532 Hs.511803 Chromosome 19 open reading f ||C19orf35||Chromosome 
2.49727592 374875 NM_198533 Hs.512319 Short-chain dehydrogenase/red ||SCDR10||Short-chain de
2.75274986 374877 NM_198534 Hs.512320 FLJ35784 protein ||FLJ35784||FLJ35784 pro
3.29106994 374879 XM_371132 Hs.528407 FLJ38144 protein ||FLJ38144||FLJ38144 pro
0.07027349 374887 NM_198537 Hs.466248 FLJ44968 protein ||FLJ44968||FLJ44968 pro
0.28925115 374890 XM_373798 Hs.380776 Hypothetical gene supported by ||LOC374890||hypothetica
-0.44067439 374897 NM_198538 Hs.433484 Suprabasin ||UNQ698||SBSN||Suprab
-0.65052798 374899 XM_375606 Hs.124047 Hypothetical protein DKFZp779O||DKFZp779O175||hypothe
3.84763817 374900 NM_198539 Hs.404220 Zinc finger protein 568 ||ZNF568||Zinc finger prot
1.11954146 374907 NM_198540 Hs.441681 UDP-Gal:betaGal beta 1,3-galac||B3GALT7||UDP-Gal:beta
-0.05746348 374918 NM_198541 Hs.546554 Insulin growth factor-like family m||IGFL1||Insulin growth fac
-0.87862971 374920 NM_199341 Hs.68846 Hypothetical protein LOC374920||LOC374920||hypothetica
-0.81476123 374928 NM_198542 Hs.230260 Similar to hypothetical protein F ||MGC4728||similar to hyp
-0.09395976 374939 NM_198543
0.04290128 374946 NM_198545 Hs.371716 Hypothetical gene supported by ||LOC374946||hypothetica
0.88231566 374955 NM_198546 Hs.549317 Hypothetical protein LOC374955||LOC374955||hypothetica
0.65421392 374969 NM_199342 Hs.113919 Hypothetical protein LOC374969||LOC374969||hypothetica
3.34581436 374973 XM_371248 Hs.443299 LOC374973 ||LOC374973||
-1.28921283 374977 NM_198547 Hs.476894 FLJ46354 protein ||FLJ46354||FLJ46354 pro
-0.00271906 374986 NM_198549 Hs.156625 FLJ35093 protein ||FLJ35093||FLJ35093 pro
-0.44067439 374987 NM_199343 Hs.437755 FLJ90637 protein ||FLJ90637||FLJ90637 pro
1.55749678 374992 NM_198550 Hs.454818 FLJ36760 protein ||FLJ36760||SEC63D1||FL
0.62684172 375033 XM_371320 Hs.142003 FLJ00193 protein ||FLJ00193||FLJ00193 pro
0.20713453 375035 NM_199344 Hs.546557 Hypothetical protein LOC375035||LOC375035||hypothetica
-0.84213344 375061 NM_198552 Hs.38516 Hypothetical gene supported by ||MGC15887||hypothetical
0.80019903 375096 NM_199181 Hs.460807 FLJ44670 protein ||||FLJ44670||FLJ44670 pr
-0.20344859 375108 NM_198996 Hs.139907 Lipase, member I ||PRED5||LIPI||LPDL||LPD



0.77282682 375127 NM_201401
-0.79651309 375133 NM_199345 Hs.474243 Hypothetical protein LOC220686||||LOC375133||Hypothetic
0.54472509 375189 NM_199346 Hs.442718 Profilin family, member 4 ||PFN4||Profilin family, me
-0.96074634 375190 NM_198553 Hs.467868 FLJ30851 protein ||FLJ30851||FLJ30851 pro
-0.53191508 375248 XM_371540
0.14326604 375260 NM_198943 Hs.553718 CXYorf1-related protein ||||MGC52000||CXYorf1-re
0.04290128 375287 NM_198557 Hs.302442 FLJ45645 protein ||FLJ45645||FLJ45645 pro
-1.28921283 375295 XM_374020 Hs.126007 Hypothetical gene supported by ||LOC375295||hypothetica
0.95530821 375298 NM_201548 Hs.440955 Ceramide kinase-like ||CERKL||Ceramide kinas
0.37136778 375307 NM_198559 Hs.512386 Hypothetical gene supported by ||MGC50811||hypothetical
-0.75089274 375318 NM_198998 Hs.534650 Aquaporin 12 ||||AQP12||Aquaporin 12||
-0.41330218 375323 NM_198560 Hs.331437 Lipoma HMGIC fusion partner-li ||LOC375323||lipoma HMG
1.23815436 375337 XM_371632 Hs.132125 FLJ36157 protein ||FLJ36157||FLJ36157 pro
1.83121886 375341 NM_198562 Hs.403828 FLJ43654 protein ||FLJ43654||FLJ43654 pro
1.39326354 375346 NM_198563 Hs.553719 Similar to RIKEN cDNA 181003 ||MGC52022||Similar to R
0.17063825 375347 NM_198564 Hs.128146 FLJ44290 protein ||FLJ44290||FLJ44290 pro
-0.38592997 375387 NM_198565 Hs.478815 Leucine rich repeat containing 3 ||LRRC33||UNQ3030||Leu
-1.08848331 375444 NM_198566 Hs.448041 FLJ32363 protein ||FLJ32363||FLJ32363 pro
2.46077964 375449 NM_198828 Hs.482329 Similar to microtubule associate ||LOC375449||Similar to m
2.80749427 375484 NM_198567 Hs.348516 FLJ44216 protein ||FLJ44216||FLJ44216 pro
1.55749678 375513 NM_206912 Hs.229414 Chromosome 6 open reading fra||||C6orf216||Chromosome
2.72537765 375519 NM_198568 Hs.146727 Gap junction protein, beta 7 ||GJB7||Gap junction prote

1.849467 375567 NM_198570 Hs.455185 PSST739 ||PSST739||UNQ739||
1.34764319 375593 XM_376642
4.02099549 375601 XM_497067
0.87319159 375607 NM_198571 Hs.213044 FLJ39237 protein ||FLJ39237||FLJ39237 pro
2.36041488 375611 NM_198999 Hs.528412 Prestin (motor protein) ||SLC26A5D||PRES||DFN
1.59399306 375612 NM_199000 Hs.130655 Lipoma HMGIC fusion partner-li ||LHFPL3||lipoma HMGIC 
2.15968535 375616 NM_199349 Hs.443744 Kielin/chordin-like protein 1 ||LOC375616||KCP||KIELI
-0.43155032 375686 NM_198572 Hs.97726 Spermatogenesis and centriole ||SPATC1||Spermatogene
0.96443228 375690 XM_371202
-0.36768183 375719 XM_372110 Hs.546558 Aquaporin 7-like ||||LOC375719||Aquaporin
1.6122412 375743 XM_372117 Hs.494100 Protein prenyltransferase alpha ||PTAR1||Protein prenyltra
2.14143722 375748 XM_088578
1.38413947 375757 XM_372143 Hs.259594 Chromosome 9 open reading fra||C9orf119||Chromosome 
1.83121886 375759 NM_199350 Hs.124223 Hypothetical protein LOC375759||LOC375759||hypothetica
2.47902778 375775 NM_152286 Hs.294147 Chromosome 9 open reading fra||C9orf111||Chromosome 
-0.99724262 375791 NM_199001 Hs.512469 Similar to RIKEN cDNA 231000 ||MGC59937||Similar to R
1.1651618 375940 NM_198577
0.70895834 376132 NM_201550 Hs.448708 Leucine rich repeat containing 1 ||LRRC10||Leucine rich re
2.41515929 376267 NM_198686 Hs.512492 RAB15, member RAS onocogen||RAB15||RAB15, membe
2.03194838 376497 NM_198580 Hs.363138 Solute carrier family 27 (fatty ac ||SLC27A1||FATP1||FATT
1.79472258 376940 NM_198581 Hs.190477 Zinc finger CCCH type domain c||ZC3HDC6||zinc finger CC
1.38413947 377007 NM_198582 Hs.199821 FLJ43374 protein ||FLJ43374||FLJ43374 pro
2.59764068 377047 NM_199183 Hs.144857 Testis serine protease 5 ||TESSP5||Testis serine p
0.36224371 377630 NM_201402 Hs.531448 Deubiquitinating enzyme 3 ||DUB3||Deubiquitinating e
0.62684172 377677 NM_198584 Hs.127189 Carbonic anhydrase XIII ||CA13||carbonic anhydras
0.68158613 377711 XM_114611 Hs.546560 Hypothetical protein KIAA1833 ||KIAA1833||hypothetical p
-0.06658755 377841 NM_198585 Hs.512562 Ectonucleoside triphosphate dip ||ENTPD8||UNQ2492||Ect
-0.17607638 378108 NM_198853 Hs.534009 Tripartite motif-containing 50C ||||TRIM50C||Tripartite mo
4.1669806 378464 NM_194270 Hs.99841 Protein containing single MORN||MOPT||protein containing



0.0976457 378805 XM_379520 Hs.150556 Hypothetical protein FLJ43663 ||FLJ43663||hypothetical p
2.25092605 378807 XM_371237
2.58851661 378832 NM_199175 Hs.517353 Chromosome 21 open reading f ||C21orf123||Chromosome
1.00092856 378884 NM_198586 Hs.348351 NHL repeat containing 1 ||NHLRC1||MALIN||NHL R
1.50275237 378925 NM_198085 Hs.529656 Ring finger protein 148 ||RNF148||Ring finger pro
1.70348189 379034 XM_379597 Hs.252796 Hypothetical protein FLJ10489 ||FLJ10489||hypothetical p
1.70348189 386597 XM_379073
0.15239011 386617 NM_198353 Hs.479644 Potassium channel tetramerisat ||KCTD8||Potassium chan
-0.5866595 386618 NM_198404 Hs.23406 Potassium channel tetramerisat ||KCTD4||Potassium chan
0.5720973 386681 NM_198695 Hs.528021 Keratin associated protein 10-8 ||KRTAP10-8||Keratin ass

-0.21257266 386683 NM_198697 Hs.528023 Keratin associated protein 12-3 ||KRTAP12-3||Keratin ass
0.75457869 386724 NM_198722 Hs.553723 Amphoterin-induced gene and O||AMIGO3||amphoterin-ind
0.11589384 386757 NM_198857 Hs.433146 Similar to sodium- and chloride- ||FLJ43855||Similar to sod
1.80384665 386759 XM_378178 Hs.23133 Hypothetical protein MGC9913 ||MGC9913||hypothetical p
0.48998068 387032 NM_019110 Hs.44720 Zinc finger protein 307 ||ZNF307||Zinc finger prot
0.10676977 387054 NM_199358 Hs.449471 Forkhead box D4 like 3 ||||FOXD4L2||Forkhead bo
-1.39870166 387119 NM_206921 Hs.520349 Chromosome 6 open reading fra||C6orf204||Chromosome 
0.31662336 387129 NM_207172 Hs.453723 G protein-coupled receptor 154 ||GPR154||PGR14||VRR1
0.95530821 387254 NM_199182 Hs.448808 HLAT1-3TM ||IMAA||hLAT1-3TM||
0.07939756 387277 NM_198924
2.73450172 387328 NM_199005 Hs.530271 HLA complex group 12 ||||HCG12||HLA complex g
0.49910475 387332 NM_199047 Hs.528278 TATA box binding protein like 2 ||TRF3||TBPL2||TPB-REL
1.70348189 387338 NM_199044 Hs.163424 NOL1/NOP2/Sun domain family ||NSUN4||NOL1/NOP2/Su
0.56297323 387496 NM_206827 Hs.192131 RAS-like, family 11, member A ||RASL11A||RAS-like, fam
1.20165808 387509 XM_291419
0.81844717 387521 NM_199129 Hs.420529 Ubiquitin-conjugating enzyme E ||||UBE2V1||Ubiquitin-conj
-0.90600192 387522 NM_003349 Hs.420529 Ubiquitin-conjugating enzyme E ||||UBE2V1||Ubiquitin-conj
-0.2308208 387597 NM_199351 Hs.493589 Chromosome 1 open reading fra||C1orf32||Chromosome 1
2.05932059 387601 NM_199352 Hs.332119 Putative UST1-like organic anio ||LOC387601||putative US
0.62684172 387628 XM_376845
0.22538267 387640 NM_207371 Hs.350848 FLJ45187 protein ||||FLJ45187||FLJ45187 pr
0.29837522 387694 NM_207372 Hs.147643 SH2 domain containing 4B ||SH2D4B||SH2 domain co
0.20713453 387695 NM_207373 Hs.298713 Chromosome 10 open reading f ||C10orf99||Chromosome 
0.48998068 387758 NM_203371 Hs.32478 Similar to RIKEN cDNA 111001 ||LOC387758||similar to R
0.4534844 387772 NM_207374 Hs.531507 Olfactory receptor ||UNQ6469||Olfactory rece
0.07939756 387836 NM_207375 Hs.527665 C-type lectin domain family 2, m||UNQ5792||CLEC2A||C-ty
0.74545462 387837 NM_205852 Hs.127937 Macrophage antigen h ||UNQ5782||Macrophage 
0.14326604 387882 NM_207376 Hs.525657 LOC387882 hypothetical protein||LOC387882||LOC387882
-0.01184313 387893 NM_020382 Hs.443735 PR/SET domain containing prot ||||SET8||PR/SET domain 
0.16151418 387990 NM_207377 Hs.549326 TIMM9 ||TIMM9||UNQ9438||
0.72720648 388007 NM_207378 Hs.527795 Serine (or cysteine) proteinase i ||SERPINA13||serine (or c
0.66333799 388021 NM_207379 Hs.149974 FLJ42486 protein ||FLJ42486||FLJ42486 pro
-0.1395801 388115 NM_207380 Hs.32433 FLJ43339 protein ||FLJ43339||FLJ43339 pro
0.01552907 388121 NM_207381 Hs.306343 FLJ41287 protein ||FLJ41287||TNFAIP8L3||F
0.19801046 388165 NM_207382 Hs.498348 FLJ43276 protein ||FLJ43276||FLJ43276 pro
-0.43155032 388182 NM_207383 Hs.136982 FLJ42289 protein ||FLJ42289||FLJ42289 pro
0.07939756 388218 NM_207384 Hs.527866 QRWT5810 ||QRWT5810||UNQ5810||
1.67610968 388271 XM_370980 Hs.381132 Similar to RAB43, member RAS||||Similar to RAB43, mem
4.39508233 388289 NM_207385 Hs.371893 Chromosome 16 open reading f ||C16orf47||FLJ26184||Ch
3.10858856 388325 NM_207103 Hs.462080 DTFT5783 ||DTFT5783||UNQ5783||
2.35129081 388336 NM_207386 Hs.441035 FLJ45455 protein ||FLJ45455||FLJ45455 pro



1.69435782 388341 NM_207387 Hs.25425 FLJ35696 protein ||FLJ35696||FLJ35696 pro
1.55749678 388364 NM_206832 Hs.371005 AWKS9372 ||UNQ9372||AWKS9372||
0.99180449 388372 NM_207007 Hs.512306 Chemokine (C-C motif) ligand 4 ||||CCL4L1||Chemokine (C
1.90421141 388387 NM_207388 Hs.212356 FLJ31222 protein ||FLJ31222||FLJ31222 pro
0.05202535 388428 NM_207389 Hs.456273 FLJ44861 protein ||FLJ44861||FLJ44861 pro
0.83669531 388512 NM_207390 Hs.515214 FLJ45910 protein ||FLJ45910||FLJ45910 pro
-0.07571162 388531 NM_207391 Hs.528491 RGS9 anchor protein ||||FLJ45744||RGS9 ancho
1.0465489 388533 NM_207392 Hs.112457 KIPV467 ||||UNQ467||KIPV467||

-0.14870417 388536 NM_206894 Hs.282067 Hypothetical protein LOC388536||MGC62100||hypothetical
0.0976457 388555 NM_207393 Hs.365496 Insulin growth factor-like family m||IGFL3||Insulin growth fac

-0.62315577 388560 NM_207394 Hs.515586 FLJ45949 protein ||FLJ45949||FLJ45949 pro
1.88596328 388569 NM_207395 Hs.186970 FLJ45850 protein ||FLJ45850||FLJ45850 pro
-1.32570911 388591 NM_207396 Hs.512336 FLJ46380 protein ||FLJ46380||FLJ46380 pro
0.23450674 388611 NM_207397 Hs.447596 EAPG6122 ||EAPG6122||UNQ6122||
-0.68702426 388625 XM_371245
1.99545211 388646 NM_207398 Hs.531585 FLJ38822 protein ||GBP7||FLJ38822||FLJ38
-0.45892253 388666 NM_207399
0.75457869 374666 NM_199163 Hs.459573 CXYorf1-related protein ||||FLJ25222||CXYorf1-rela
1.90421141 353219 NM_181337 Hs.61345 Kidney associated antigen 1 ||RU2AS||KAAG1||RU2, A
-0.01184313 353332 NM_181686 Hs.505267 Keratin associated protein 12-1 ||KRTAP12-1||Keratin ass
-0.3494337 386684 NM_198698 Hs.528022 Keratin associated protein 12-4 ||KRTAP12-4||Keratin ass
-0.53191508 386685 NM_198699 Hs.297526 Keratin associated protein 10-12||KRTAP10-12||Keratin as
-0.3768059 386679 NM_198693 Hs.549322 Keratin associated protein 10-2 ||KRTAP10-2||Keratin ass
-0.09395976 386672 NM_198687 Hs.551598 Keratin associated protein 10-4 ||KRTAP10-4||Keratin ass
-0.21257266 386680 NM_198694 Hs.473998 Keratin associated protein 10-5 ||KRTAP10-5||Keratin ass
-0.53191508 386676 NM_198690 Hs.474000 Keratin associated protein 10-9 ||KRTAP10-9||Keratin ass
2.16880942 353133 NM_178351 Hs.516429 Late cornified envelope 1C ||LCE1C||late cornified env
0.70895834 353135 NM_178353 Hs.250236 Late cornified envelope 1E ||LCE1E||late cornified env
0.59946951 387870 XM_291991 Hs.449710 Similar to protein tyrosine phosp||||na||similar to protein tyr
0.86406752 387927 XM_370726 Hs.97365 Similar to BB049667 protein ||||na||similar to BB049667
-0.00271906 388226 XM_370946
1.24727843 388228 XM_370948 Hs.460471 SH3-binding domain kinase 1 ||SBK1||SH3-binding dom
1.73997817 353132 NM_178349 Hs.375103 Late cornified envelope 1B ||LCE1B||late cornified env
0.84581938 375704 NM_198573 Hs.522085 GAAI470 ||GAAI470||UNQ470||
0.48998068 389114 NM_207404 Hs.293388 Zinc finger protein 662 ||ZNF662||FLJ45880||Zinc
1.21990622 389119 NM_203370 Hs.86674 Similar to RIKEN cDNA 653041 ||LOC389119||similar to R
-0.17607638 389123 NM_203424 Hs.412294 IQ motif containing F2 ||IQCF2||IQ motif containin
0.28925115 389125 XM_371644
-0.07571162 389136 NM_016206 Hs.435013 Vestigial-like 3 ||FLJ38507||VGL-3||Vestig
-0.01184313 389197 NM_207405 Hs.479065 FLJ46481 protein ||FLJ46481||FLJ46481 pro
-0.28556521 389199 NM_203423 Hs.375210 Hypothetical gene supported by ||LOC389199||hypothetica
-0.32206149 389203 XM_371691 Hs.479386 Hypothetical gene supported by ||LOC389203||hypothetica
0.00640501 389206 NM_207406 Hs.120591 FLJ43965 protein ||FLJ43965||FLJ43965 pro
0.76370276 389208 NM_207407 Hs.526824 Transmembrane protease, serin||FLJ16046||TMPRSS11F
0.15239011 389320 NM_207408 Hs.177983 FLJ27505 protein ||FLJ27505||FLJ27505 pro
1.4936283 389336 NM_206966 Hs.173059 Similar to AVLV472 ||MGC23985||similar to AV
1.14691366 389376 NM_205854 Hs.211267 GSGL541 ||||UNQ541||GSGL541||
0.83669531 389383 NM_207409 Hs.259563 AAAL3045 ||AAAL3045||UNQ3045||
2.70712951 389400 NM_207410 Hs.526967 IVFI9356 ||UNQ9356||IVFI9356||
0.91881193 389434 NM_203395 Hs.310225 Chromosome 6 open reading fra||C6orf71||Chromosome 6

0.927936 389458 NM_203393 Hs.396178 Hypothetical gene supported by ||LOC389458||hypothetica



1.73997817 389558 NM_205855 Hs.55200 HWKM1940 ||UNQ1940||HWKM1940||
1.76735038 389610 NM_207411 Hs.369771 XK-related protein 5a ||XRG5a||UNQ2754||XK-re

0.927936 389649 NM_207412 Hs.546586 FLJ43582 protein ||FLJ43582||FLJ43582 pro
0.68158613 389658 NM_207413 Hs.527111 RPLK9433 ||RPLK9433||UNQ9433||
-0.13045603 389677 NM_203390 Hs.192788 Similar to RIKEN cDNA 3000004||||LOC389677||Similar to 
-0.4680466 389690 NM_207414 Hs.453922 FLJ43860 protein ||FLJ43860||FLJ43860 pro
0.6907102 389692 NM_201589 Hs.521914 V-maf musculoaponeurotic fibro||MAFA||v-maf musculoap
2.93523124 389762 NM_207416
4.61405999 389799 NM_207417 Hs.201709 FLJ46082 protein ||FLJ46082||FLJ46082 pro
1.1651618 389812 NM_203347 Hs.413902 MSFL2541 ||UNQ2541||MSFL2541||
0.82757124 389835 NM_207418 Hs.339665 Similar to RIKEN cDNA 270004 ||MGC57827||Similar to R
1.3750154 389840 XM_372199
0.58122137 389852 NM_205856 Hs.319319 PNPK6288 ||LOC389852||PNPK6288
-0.06658755 389874 NM_203303 Hs.157231 Zinc finger, CCHC domain conta||ZCCHC13||zinc finger, C
0.78195089 389898 XM_372257
1.75822631 390212 NM_206997 Hs.523834 G protein-coupled receptor 152 ||GPR152||G protein-coup
0.50822882 390511 NM_206838 Hs.553769 Similar to Hypothetical protein C||LOC390511||similar to H
4.10311211 390664 NM_207419 Hs.527853 C1q and tumor necrosis factor r ||C1QTNF8||C1q and tum
1.94070769 391622 NM_212553
4.21260094 392490 NM_207422 Hs.496303 TPT1-like protein ||FLJ44635||TPT1-like pro
4.75092103 394263 XM_371809
3.93887886 399474 XM_033704
0.49910475 399512 NM_201520 Hs.118918 Similar to 1810012H11Rik ||FLJ40217||similar to 181
-0.50454287 399563 NM_201628 Hs.531424 Hypothetical protein FLJ43806 ||FLJ43806||hypothetical p
3.28194588 399664 NM_203304 Hs.436495 Ring finger and KH domain cont||RKHD1||ring finger and K
5.7089483 399665 NM_203305 Hs.460208 Chromosome 9 open reading fra||EEIG1||C9orf132||Chrom
4.02099549 399670 NM_203308 Hs.553794 Ribosomal protein L13A-like ||MGC34774||ribosomal p
5.32573739 399671 NM_203309 Hs.298565 Hypothetical MGC48595 ||MGC48595||hypothetical
4.69617661 399687 NM_078471 Hs.462589 TGFB1-induced anti-apoptotic fa||||MYO18A||TGFB1-induc
4.44070267 399693 NM_203348 Hs.530383 Hypothetical MGC50722 ||MGC50722||hypothetical
5.29836519 399694 NM_203349 Hs.552630 Rai-like protein ||RaLP||Rai-like protein||
4.27646943 399717 NM_207423 Hs.158992 FLJ45983 protein ||FLJ45983||FLJ45983 pro
1.43888388 399819 NM_207424
3.69252899 399823 NM_207426 Hs.449674 FLJ46831 protein ||FLJ46831||FLJ46831 pro
3.32756622 399851 NM_207427
1.89508735 399879 NM_207428 Hs.502363 FLJ45212 protein ||FLJ45212||FLJ45212 pro
5.81843713 399947 NM_207645 Hs.172982 Similar to expressed sequence A||LOC399947||similar to ex
3.49179947 399948 NM_207429 Hs.125166 FLJ45803 protein ||FLJ45803||FLJ45803 pro
6.37500536 399949 NM_207430 Hs.411600 FLJ46266 protein ||FLJ46266||FLJ46266 pro
2.53377219 399975 NM_207431
1.66698561 399980 NM_207432 Hs.299419 FLJ45436 protein ||FLJ45436||FLJ45436 pro
2.15056129 399990 NM_207433
4.85128579 400002 NM_207434 Hs.446273 FLJ46363 protein ||FLJ46363||FLJ46363 pro
3.30019401 400073 NM_207435 Hs.44817 FLJ40142 protein ||FLJ40142||FLJ40142 pro
2.14143722 400077 NM_207436 Hs.441601 FLJ42957 protein ||FLJ42957||FLJ42957 pro
1.98632804 400082 NM_207437 Hs.534768 Dynein, axonemal, heavy polype||DNAH10||Dynein, axone
5.69070016 400083 NM_207438 Hs.403526 Dynein, axonemal, heavy polype||DNAH10||Dynein, axone
3.56479202 400110 NM_207439 Hs.524916 FLJ46358 protein ||FLJ46358||FLJ46358 pro
1.77647445 400120 NM_203451 Hs.422375 Hypothetical LOC400120 ||LOC400120||hypothetica
1.34764319 400165 NM_207440 Hs.374200 FLJ26443 protein ||FLJ26443||FLJ26443 pro
1.68523375 400207 NM_207441



1.01005263 400223 NM_207442 Hs.87912 FLJ39779 protein ||FLJ39779||FLJ39779 pro
1.45713202 400242 NM_207443 Hs.497573 FLJ45244 protein ||FLJ45244||FLJ45244 pro
0.53560102 400359 NM_207444 Hs.448785 FLJ35695 protein ||FLJ35695||FLJ35695 pro
0.90968786 400360 NM_207445 Hs.376109 FLJ39531 protein ||FLJ39531||FLJ39531 pro
2.26005012 400451 NM_207446 Hs.27373 Hypothetical gene supported by ||LOC400451||hypothetica
6.67609965 400454 NM_207447 Hs.531264 IFMQ9370 ||UNQ9370||IFMQ9370||
4.70530068 400511 NM_207448 Hs.532558 FLJ45256 protein ||FLJ45256||FLJ45256 pro
1.20165808 400535 NM_207449 Hs.514338 FLJ44674 protein ||FLJ44674||FLJ44674 pro
3.09034042 400539 NM_207450
2.03194838 400556 NM_207451 Hs.437712 FLJ45121 protein ||FLJ45121||FLJ45121 pro
0.84581938 400563 NM_207452
-0.1122079 400579 NM_207453 Hs.375092 FLJ35934 protein ||FLJ35934||FLJ35934 pro
-0.47717067 400591 NM_207454 Hs.514090 FLJ44815 protein ||FLJ44815||FLJ44815 pro
3.34581436 400597 NM_207457
1.87683921 400627 NM_207458 Hs.308597 FLJ46026 protein ||FLJ46026||FLJ46026 pro
2.24180198 400658 NM_207460 Hs.451549 FLJ44313 protein ||FLJ44313||FLJ44313 pro
0.19801046 400661 NM_207461 Hs.514963 FLJ44881 protein ||FLJ44881||FLJ44881 pro
1.33851912 400666 NM_207462 Hs.531298 FLJ45684 protein ||FLJ45684||FLJ45684 pro
1.2564025 400679 NM_207463 Hs.466265 FLJ46230 protein ||FLJ46230||FLJ46230 pro
0.20713453 400696 NM_207646 Hs.456377 Eosinophil lysophospholipase-lik||LOC400696||Eosinophil 
1.69435782 400728 NM_207464
-0.78738902 400754 NM_207465
-0.63227984 400791 NM_207466
-0.3494337 400798 NM_207467 Hs.550584 FLJ35530 protein ||FLJ35530||FLJ35530 pro
-0.43155032 400823 NM_207468 Hs.467495 FLJ43505 protein ||FLJ43505||FLJ43505 pro
-0.45892253 400830 NM_207469 Hs.516819 Defensin, beta 32 (UNQ827) (D ||UNQ827||defensin, beta 
-0.43155032 400841 NM_207470 Hs.516959 FLJ45832 protein ||FLJ45832||FLJ45832 pro
-0.45892253 400860 NM_207471 Hs.517218 FLJ42200 protein ||FLJ42200||FLJ42200 pro
-0.24906893 400863 NM_207472 Hs.473669 FLJ46020 protein ||FLJ46020||FLJ46020 pro
-0.07571162 400870 NM_207473 Hs.517320 FLJ41733 protein ||FLJ41733||FLJ41733 pro
-0.0209672 400892 NM_207474 Hs.505361 FLJ42953 protein ||FLJ42953||FLJ42953 pro
-1.36220539 400926 NM_207475 Hs.143856 FLJ90680 protein ||FLJ90680||FLJ90680 pro
-1.28921283 400930 NM_207476
-1.08848331 400931 NM_207477 Hs.370892 FLJ27365 protein ||||FLJ27365||FLJ27365 pr
-1.31658504 400934 NM_207478 Hs.517724 FLJ44385 protein ||FLJ44385||FLJ44385 pro
-1.47169422 400940 NM_207479 Hs.515752 FLJ41046 protein ||FLJ41046||FLJ41046 pro
-1.42607387 400943 NM_207480 Hs.526504 AILT5830 ||AILT5830||UNQ5830||
-1.17059993 401013 NM_207481 Hs.270083 FLJ34870 protein ||FLJ34870||FLJ34870 pro
-0.91512599 401024 NM_207482 Hs.98025 FLJ44048 protein ||FLJ44048||FLJ44048 pro
-1.179724 401040 NM_207483 Hs.516794 FLJ45964 protein ||FLJ45964||FLJ45964 pro

-0.93337413 401044 NM_207484 Hs.531345 FLJ40712 protein ||FLJ40712||FLJ40712 pro
-1.24359249 401045 NM_207485 Hs.209695 FLJ41327 protein ||FLJ41327||FLJ41327 pro
-1.03373889 401080 NM_207486 Hs.518032 FLJ44076 protein ||FLJ44076||FLJ44076 pro
-1.12497958 401100 NM_207487
-1.26184062 401105 NM_207488 Hs.551611 FLJ42393 protein ||FLJ42393||FLJ42393 pro
-1.02461482 401114 NM_207489 Hs.531391 FLJ35816 protein ||FLJ35816||FLJ35816 pro
-1.19797214 401123 NM_207490 Hs.429441 FLJ45721 protein ||FLJ45721||FLJ45721 pro
-1.49906643 401145 NM_207491 Hs.405538 Similar to KIAA1680 protein ||MGC48628||similar to KI
-1.179724 401157 NM_207492

-0.96987041 401166 NM_207493
-1.05198703 401196 NM_207494



-1.00636668 401232 NM_207495 Hs.534798 Hypothetical protein DKFZp686I||DKFZp686I15217||hypot
-0.74176868 401247 NM_207496
-0.96987041 401253 NM_207497 Hs.520075 FLJ43752 protein ||FLJ43752||FLJ43752 pro
-0.95162227 401258 NM_207498 Hs.485258 FLJ43093 protein ||FLJ43093||FLJ43093 pro
-1.26184062 401262 NM_206922 Hs.534800 Cysteine-rich protein 3 ||CRIP3||Cysteine-rich pro
-1.27096469 401263 NM_207499 Hs.437343 FLJ41841 protein ||FLJ41841||FLJ41841 pro
-1.33483318 401278 NM_207500 Hs.531431 FLJ44955 protein ||FLJ44955||FLJ44955 pro
-1.00636668 401281 NM_207501 Hs.487042 FLJ27255 protein ||FLJ27255||FLJ27255 pro
-1.50819049 401288 NM_207502 Hs.287553 Chromosome 6 open reading fra||C6orf122||Chromosome 
-0.79651309 401388 NM_207503 Hs.534805 FLJ42280 protein ||FLJ42280||FLJ42280 pro
-0.90600192 401459 NM_207504 Hs.255374 FLJ46365 protein ||FLJ46365||FLJ46365 pro
-1.07935924 401472 NM_207505 Hs.224506 FLJ45248 protein ||FLJ45248||FLJ45248 pro
-0.79651309 401474 NM_207506 Hs.492653 Sterile alpha motif domain conta||SAMD12||Sterile alpha m
-0.86038158 401508 NM_207507 Hs.137052 FLJ45202 protein ||FLJ45202||FLJ45202 pro
-0.95162227 401534 NM_207508
-1.19797214 401554 NM_207509 Hs.522437 FLJ46836 protein ||FLJ46836||FLJ46836 pro
-0.98811855 401562 NM_207510 Hs.364337 FLJ45224 protein ||FLJ45224||FLJ45224 pro
-0.69614833 401563 NM_207511 Hs.522509 FLJ36268 protein ||FLJ36268||FLJ36268 pro
-0.68702426 401610 NM_207512
-0.30381335 402164 XM_377830 Hs.553810 Similar to deubiquitinating enzym||||Similar to deubiquitinatin
-0.68702426 403312 NM_203452 Hs.450611 Hypothetical protein LOC403312||MGC39545||hypothetical
-0.74176868 403313 NM_203453 Hs.107510 Phosphatidic acid phosphatase ||LOC403313||Phosphatid
-0.76001681 403314 NM_203454 Hs.97335 Hypothetical protein MGC26594||MGC26594||hypothetical
-0.74176868 403323 NM_203449
-0.99724262 403340 NM_203481 Hs.459574 Hypothetical LOC403340 ||MGC70870||hypothetical
-0.84213344 404037 NM_023002 Hs.367829 Hyaluronan and proteoglycan lin||HAPLN4||Hyaluronan an
-0.81476123 404093 NM_017949 Hs.46679 CUE domain containing 1 ||CUEDC1||CUE domain c
-0.87862971 404201 NM_205857 Hs.46730 FBI4 protein ||FBI4||FBI4 protein||
-0.78738902 404203 NM_205841 Hs.334274 Serine protease inhibitor, Kazal ||SPINK6||serine protease
-0.81476123 404217 NM_206833 Hs.250879 Cortexin 1 ||CTXN1||Cortexin 1||
-0.7052724 404220 NM_206834 Hs.519855 Chromosome 6 open reading fra||C6orf201||Chromosome 
-0.76001681 404281 NM_206923 Hs.412014 YY2 transcription factor ||YY2||YY2 transcription fa
-0.42242625 404552 NM_206998 Hs.473247 Secretoglobin family 1D membe||SCGB1D4||secretoglobin
-0.38592997 404636 NM_207009 Hs.434241 Family with sequence similarity 4||FAM45A||family with seq
-0.69614833 404672 NM_207118 Hs.356224 General transcription factor IIH, ||C6ORF175||TFB5||GTF2
-0.3768059 404734 NM_020690 Hs.434219 Eukaryotic translation initiation f ||||ANKHD1||Eukaryotic tra
-0.16695231 404785 NM_207513 Hs.96459 Actin, beta-like 1 ||||POTE14||Actin, beta-like
-0.57753543 405752 NM_207647 Hs.136901 Similar to fibronectin type 3 and ||||MGC45564||Similar to f
-0.60490764 405753 NM_207581 Hs.497987 Similar to Numb-interacting hom||LOC405753||similar to N
-0.57753543 389084 NM_206895 Hs.551601 ASCL830 ||UNQ830||ASCL830||
-0.16695231 407 NM_004312 Hs.308 Arrestin 3, retinal (X-arrestin) ||ARR3||ARRX||arrestin 3,
-0.13045603 409 NM_004313 Hs.435811 Arrestin, beta 2 ||ARRB2||DKFZp686L036
-0.17607638 414 NM_001669 Hs.528631 Arylsulfatase D ||ARSD||3.1.6.1||arylsulfat
-0.24906893 2180 NM_001995 Hs.406678 Acyl-CoA synthetase long-chain ####################
0.20713453 2907 XM_291268
0.00640501 3761 NM_004981 Hs.32505 Potassium inwardly-rectifying ch||HRK1||HIR||KCNJ4||HIPP
-0.60490764 4328 NM_004142 Hs.528670 Matrix metalloproteinase-like 1 ||||MMP25||Matrix metallop
-0.16695231 4430 NM_012223 Hs.439620 Myosin IB ||MYO1B||myosin IB||
-0.42242625 6832 NM_003171 Hs.106469 Suppressor of var1, 3-like 1 (S. ||SUPV3L1||SUV3-LIKE 1
-0.1122079 7047 NM_003241 Hs.438265 Transglutaminase 4 (prostate) ||TGP||TGM4||TRANSGLU
-0.31293742 8331 NM_021066 Hs.406691 Histone 1, H2aj ||HIST1H2AJ||H2A/E||H2A



0.65421392 8332 NM_003511 Hs.233568 Histone 1, H2al ||H2A/I||H2AFI||HIST1H2A
0.04290128 8336 NM_003514 Hs.134999 Histone 1, H2am ||HIST1H2AM||H2A/N||H2
0.27100301 8672 NM_003760 Hs.467084 Eukaryotic translation initiation f ||EIF4GII||EIF4G3||EUKAR
1.54837271 8729 NM_004193 Hs.290243 Golgi-specific brefeldin A resista||GBF1||GOLGI-SPECIFIC
0.76370276 9129 NM_004698 Hs.11776 PRP3 pre-mRNA processing fac||PRPF3||HPRP3||PRP3 p
0.46260847 9830 NM_014788 Hs.549094 Tripartite motif-containing 14 ||TRIM14||KIAA0129||Trip
0.5720973 9945 NM_005110 Hs.30332 Glutamine-fructose-6-phosphate||GFAT2||GFPT2||GLUTA
0.73633055 9947 NM_005462 Hs.132194 Melanoma antigen family C, 1 ||MAGEC1||melanoma an
0.17063825 9976 NM_005127 Hs.85201 C-type lectin domain family 2, m||AICL||CLEC2B||CLECSF
-0.5866595 9980 NM_005128 Hs.204575 Chromosome 21 open reading f ||C21orf5||Chromosome 2
-0.62315577 10280 NM_005866 Hs.522087 Opioid receptor, sigma 1 ||OPRS1||SIGMAR1||SIGM
-0.22169673 23469 NM_015153 Hs.348921 PHD finger protein 3 ||PHF3||KIAA0244||PHD fi
-0.17607638 23636 NM_012346 Hs.467133 Nucleoporin 62kDa ||||NUP62||Nucleoporin 62
0.54472509 26664 NM_198944 Hs.466053 Olfactory receptor, family 7, sub ||OR7C1||olfactory recepto
0.39873998 27013 NM_015680 Hs.4973 Chromosome 2 open reading fra||C2orf24||Chromosome 2
-0.56841136 29015 NM_014096 Hs.99962 Solute carrier family 43, membe||SLC43A3||Solute carrier 
-0.09395976 53981 NM_017437 Hs.435675 Cleavage and polyadenylation s ||CPSF100||CPSF2||CLEA
0.28012708 54020 NM_018964 Hs.473918 Solute carrier family 37 (glycero ||G3PP||SLC37A1||GLYCE
-0.52279101 55972 NM_018843 Hs.208414 Mitochondrial carrier family prote||MCFP||Mitochondrial car
-1.03373889 57228 NM_020467 Hs.206501 Hypothetical protein from clone ||LOC57228||Hypothetical
-0.39505404 85320 NM_032583 Hs.335891 ATP-binding cassette, sub-famil ||MRP8||ABCC11||MULTID
0.54472509 124274 XM_064062
-0.22169673 254225 XM_495886 Hs.369437 Hypothetical protein KIAA1991 ||KIAA1991||hypothetical p

0.927936 254359 NM_207340 Hs.502916 Zinc finger, DHHC domain conta||ZDHHC24||LOC254359|
0.6907102 283576 NM_174976 Hs.525485 Zinc finger, DHHC domain conta||ZDHHC22||zinc finger, D
0.87319159 283694 NM_00100524 Hs.525666 Olfactory receptor, family 4, sub ||OR4N4||olfactory recepto
0.89143973 344387 XM_293029
0.3348715 389084 NM_206895 Hs.551601 ASCL830 ||UNQ830||ASCL830||
0.07027349 389765 XM_372122 Hs.160561 Similar to KIF27C ||||LOC389765||similar to K
0.5720973 414328 NM_00100155 Hs.530261 Chromosome 9 open reading fra||C9orf103||Chromosome 
0.00640501 415116 NM_00100185 Hs.530381 Pim-3 oncogene ||PIM3||Pim-3 oncogene||
0.75457869 440683 XM_496404 Hs.534957 Similar to myeloid/lymphoid or m||||LOC440683||seven tran
0.15239011 440730 NM_00100434 Hs.131295 Tripartite motif-containing 67 ||||TRIM67||Tripartite motif
0.99180449 442247 XM_498131
0.20713453 493829 NM_001008274Hs.550659 Similar to tripartite motif-contain ||LOC493829||Similar to tr
0.95530821 128977 NM_173793 Hs.474210 Hypothetical protein LOC128977||LOC128977||hypothetica
0.0976457 164153 NM_203412 Hs.374027 Similar to RIKEN cDNA 493052 ||LOC164153||similar to R
1.63048934 339942 XM_379214 Hs.450096 Hypothetical protein LOC339942||LOC339942||hypothetica
0.63596579 388407 NM_203425 Hs.434459 Hypothetical gene supported by ||LOC388407||hypothetica
1.47538016 51337 NM_016647 Hs.368402 Mesenchymal stem cell protein ||LOC51337||mesenchyma
0.3348715 8330 NM_003510 Hs.550491 Histone 1, H2ak ||HIST1H2AK||H2A/D||H2A
0.38961592 8343 NM_003522 Hs.182137 Histone 1, H2bg ||||HIST1H2BG||Histone 1,
1.05567297 8345 NM_003524 Hs.247815 Histone 1, H2bh ||H2B/J||H2BFJ||HIST1H2
0.60859358 8346 NM_003525 Hs.553506 Histone 1, H2bi ||H2B/K||H2BFK||HIST1H2
2.60676475 8340 NM_003519 Hs.137594 Histone 1, H2bl ||H2B/C||H2BFC||HIST1H
0.52647695 8341 NM_003520 Hs.534368 Histone 1, H2bn ||H2B/D||H2BFD||HIST1H
1.52100051 8355 NM_003534 Hs.247813 Histone 1, H3g ||HIST1H3G||H3/H||H3FH
0.96443228 8337 NM_003516 Hs.530461 Histone 2, H2aa ||HIST2H2AA||H2A.2||H2A
1.30202284 84981 NM_032895 Hs.417157 Hypothetical protein MGC14376||MGC14376||hypothetical
0.56297323 389741 NM_203448 Hs.121001 Hypothetical protein MGC21881||MGC21881||hypothetical
0.91881193 399669 NM_203307 Hs.467233 Hypothetical protein MGC35402||MGC35402||hypothetical



2.01370025 399668 NM_203306 Hs.374414 Hypothetical protein MGC39606||MGC39606||hypothetical
0.43523626 403113 NM_203381 Hs.546637 Protein for MGC71805 ||||MGC71805||Protein for 
0.65421392 29990 NM_013440 Hs.530084 Paired immunoglobin-like type 2||PILRB||PIRB||PAIRED IM
0.48998068 23614 NM_021092
0.10676977 93622 NM_138699 Hs.6815 Hypothetical protein BC006130 ||LOC93622||hypothetical 
1.32027098 93082 NM_138397 Hs.149219 Hypothetical protein BC012317 ||LOC93082||hypothetical 
1.19253401 91661 NM_138372 Hs.190394 Hypothetical protein BC001610 ||LOC91661||hypothetical 
1.94983176 440138 NM_00100412 Hs.534878 Similar to hypothetical protein B ||LOC440138||similar to hy
0.36224371 388394 NM_203400 Hs.367999 Similar to candidate mediator of ||LOC388394||similar to ca
0.37136778 339483 NM_178546
0.29837522 155036 XM_376722 Hs.528569 Hypothetical protein LOC155036||LOC155036||hypothetica
0.5720973 128439 NM_139016 Hs.16936 Hypothetical gene LOC128439 ||LOC128439||hypothetica
2.04107245 XM_371215

1.849467 XM_059104 Hs.446962 Similar to CG5435-PA ||||LOC127003||similar to C
1.0465489 XM_291485
2.28742232 XM_086604
2.17793349 XM_059923 Hs.523473 Similar to Nuclear receptor bind ||||na||similar to Nuclear re
1.00092856 XM_060943
0.62684172 XM_086616 Hs.153274 Hypothetical LOC149643 ||||hypothetical LOC14964
0.94618414 199953 XM_114067
0.48085661 XM_291392
-0.30381335 XM_088797 Hs.439894 Similar to cDNA sequence BC03||||LOC163301||similar to c
0.44436033 XM_291395
2.78012207 XM_116936
0.96443228 XM_296315
2.00457618 XM_211837 Hs.475900 Hypothetical LOC285307 ||||na||hypothetical LOC28
0.25275488 XM_209695 Hs.449282 Similar to Chromosome-associa||||na||similar to Chromoso
-0.27644114 391013 XM_372769 Hs.512512 Similar to Group IIC secretory p ||||LOC391013||similar to G
0.59034544 XM_063084 Hs.534532 Similar to PPIA protein ||||LOC122335||similar to P
1.1651618 XM_062788 Hs.508740 Similar to histidine-rich protein ||||na||Similar to histidine-r
3.62866051 XM_173015 Hs.149201 Hypothetical LOC256483 ||||na||hypothetical LOC25
1.6122412 XM_291464 Hs.546549 Similar to KIAA0433 protein ||||na||similar to KIAA0433
1.32939505 XM_060278 Hs.402082 Similar to tight junction protein 3||||Similar to tight junction 
1.62136527 XM_060301
1.26552657 XM_116980
0.56297323 XM_167908 Hs.375063 Hypothetical LOC221140 ||||na||hypothetical LOC22
0.46260847 XM_211079 Hs.448739 Hypothetical LOC283530 ||||na||hypothetical LOC28
0.44436033 XM_166971 Hs.267765 Similar to Leucine-rich repeat pr||||LOC220416||similar to L
-0.44979846 XM_114047 Hs.438876 Similar to KIAA0454 protein ||||na||similar to KIAA0454
-0.24906893 XM_096676 Hs.7415 Hypothetical LOC144762 ||||na||hypothetical LOC14
0.48998068 XM_086402
1.21078215 XM_058611 Hs.546499 Prothymosin, alpha (gene seque||PTMA||Prothymosin, alph
0.98268042 XM_293177
0.50822882 XM_208097 Hs.507382 Similar to telomeric repeat bindi ||||na||similar to telomeric 
1.03742483 XM_060104
0.03377721 XM_292210 Hs.507465 Similar to ribosomal protein S12||||na||similar to ribosomal 
0.27100301 XM_062912
-0.34030963 XM_292197 Hs.450965 Similar to bA215B13.2 (fumarate||||na||similar to bA215B13
0.78195089 XM_166966 Hs.448219 Similar to meningioma expresse||||Similar to meningioma e
0.40786405 XM_062890
0.38049185 XM_292184 Hs.160789 Similar to immune-responsive g ||||na||Similar to immune-r



0.73633055 XM_059140
2.13231315 XM_294997
1.0465489 XM_208213
0.34399557 XM_209252
1.14691366 XM_117152 Hs.435002 Hypothetical LOC199897 ||||na||hypothetical LOC19
-0.3494337 XM_060880
0.42611219 XM_291623
0.30749929 XM_060887
1.42063574 XM_015717 Hs.523327 Similar to 40S ribosomal protein||||na||similar to 40S riboso
0.87319159 XM_039721 Hs.549227 Chromosome 19 open reading f ||||C19orf27||Chromosome
0.44436033 XM_114090 Hs.447966 Similar to KIAA0454 protein ||||na||similar to KIAA0454
0.99180449 XM_211509
1.21078215 XM_060328 Hs.446971 Similar to 60S acidic ribosomal p||||na||similar to 60S acidic
0.48998068 XM_291428
-0.44067439 XM_060597
1.79472258 XM_060535
0.38961592 XM_060537
-0.24906893 XM_060171 Hs.446953 Similar to erythrocyte membrane||||na||Similar to erythrocyt
0.73633055 XM_059166 Hs.528507 Similar to RIKEN cDNA A23007 ||||similar to RIKEN cDNA 
0.8093231 XM_211086
0.43523626 XM_085138 Hs.130348 Similar to ribosomal protein L3; ||||similar to ribosomal pro
0.63596579 XM_294743 Hs.221933 Hypothetical LOC338918 ||||na||hypothetical LOC33
0.19801046 XM_211092 Hs.402352 Hypothetical LOC283583 ||||na||hypothetical LOC28
0.55384916 XM_211108
-0.45892253 XM_211089
0.22538267 XM_170754 Hs.145890 Serine (or cysteine) proteinase i ||SERPINA11||serine (or c
0.07027349 XM_172917 Hs.448541 Hypothetical LOC256453 ||||na||hypothetical LOC25
0.99180449 XM_211088 Hs.510508 Hypothetical LOC283604 ||||na||hypothetical LOC28
0.59034544 XM_063308
0.42611219 XM_063315
0.79107496 XM_063481
-0.19432452 XM_292225
-0.08483569 XM_063287 Hs.508918 Similar to RIKEN cDNA 583040 ||||FLJ16369||similar to RI
-0.67790019 XM_063202 Hs.533982 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.00640501 XM_063336
-0.3768059 XM_292301 Hs.534624 Similar to developmental pluripo||||LOC341912||Similar to 
0.32574743 XM_063123
0.88231566 XM_170950 Hs.448449 KIAA0459 protein ||KIAA0459||KIAA0459 pro
0.46260847 XM_059132 Hs.236896 Similar to RIKEN cDNA 493054 ||||similar to RIKEN cDNA 
1.98632804 XM_291543 Hs.449026 Similar to KIAA0454 protein ||||na||similar to KIAA0454
0.38961592 XM_291544
-0.47717067 XM_097622
1.12866553 XM_089281 Hs.553612 Similar to RIKEN cDNA 261020 ||||LOC149281||similar to R
0.37136778 XM_086287 Hs.523870 Protein tyrosine phosphatase, re||||PTPRV||protein tyrosine
0.31662336 XM_089307
0.2162586 XM_291577
1.53924864 XM_208234 Hs.512039 Similar to unactive progesterone||||similar to unactive prog
0.5720973 XM_291584 Hs.292388 Similar to Phosphorylase B kina ||||similar to Phosphorylas
0.62684172 XM_086308 Hs.230262 Hypothetical LOC148766 ||||na||hypothetical LOC14
0.61771765 XM_291607 Hs.451972 Similar to dJ1182A14.5.1 (novel ||||na||similar to dJ1182A1
0.56297323 XM_294802



0.40786405 XM_295598 Hs.525910 Hypothetical LOC343484 ||||na||hypothetical LOC34
0.06114942 XM_114129
-0.39505404 XM_060580
-0.22169673 XM_290949 Hs.531192 Hypothetical LOC339553 ||||na||hypothetical LOC33
0.24363081 XM_291625 Hs.551617 Similar to Hypothetical protein D||||Similar to Hypothetical p
0.65421392 XM_291645
0.59946951 XM_069595
0.04290128 XM_294960 Hs.185588 Hypothetical LOC339453 ||||na||Hypothetical LOC33
0.64508985 XM_291627 Hs.162595 Similar to prostate cancer assoc||||LOC343531||similar to p
1.09216925 XM_211174
0.88231566 XM_096883 Hs.175342 Hypothetical LOC145846 ||||na||hypothetical LOC14
1.66698561 XM_016713 Hs.447535 Similar to ribosomal protein S3a||||na||similar to ribosomal 
1.4936283 XM_170777 Hs.550559 Signal peptidase complex subun||SPCS2P||signal peptidas
0.93706007 XM_091156
1.21990622 XM_113825 Hs.11594 Similar to RIKEN cDNA 4930424||||similar to RIKEN cDNA 
1.46625609 XM_007651 Hs.446700 Similar to Sorbitol dehydrogenas||||similar to Sorbitol dehyd
0.18888639 XM_085200 Hs.447522 Hypothetical LOC145660 ||||na||hypothetical LOC14
0.31662336 XM_085236 Hs.97300 Hypothetical LOC145788 ||||FLJ27352||hypothetical 
0.82757124 XM_096864 Hs.437716 Hypothetical LOC145780 ||||na||hypothetical LOC14
0.99180449 XM_039702 Hs.512935 PREDICTED: Homo sapiens similar to ribosomal protein S
1.0465489 XM_096885 Hs.438385 Hypothetical LOC145853 ||||hypothetical LOC14585
0.47173254 XM_063630 Hs.374545 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.28925115 XM_294751 Hs.446069 Similar to RIKEN cDNA 493042 ||||FLJ27523||similar to RI
0.3348715 XM_292357 Hs.546408 Similar to Golgi autoantigen, gol ||||Similar to Golgi autoant
1.20165808 XM_058719
0.99180449 XM_208809
0.97355635 XM_099034 Hs.459129 Hypothetical protein LOC283728||||LOC283728||Hypothetic
0.01552907 XM_292384
0.59034544 XM_294778 Hs.58690 Hypothetical LOC339025 ||||na||hypothetical LOC33
1.79472258 XM_211557 Hs.149533 Hypothetical LOC284623 ||||na||hypothetical LOC28
0.68158613 XM_170909
2.16880942 XM_295309 Hs.516530 Similar to putative neuronal cell ||||Similar to putative neuro
0.60859358 XM_089384 Hs.447851 Similar to RIKEN cDNA A43002 ||||LOC164118||similar to R
0.44436033 XM_060945
0.12501791 XM_291548
0.40786405 XM_060952
0.85494345 XM_060956
0.93706007 XM_291569
0.27100301 XM_211197 Hs.386630 Hypothetical LOC283780 ||||na||hypothetical LOC28
1.3750154 XM_294775 Hs.449803 Hypothetical gene supported by ||||na||hypothetical gene su
0.90056379 XM_208847
1.42975981 XM_060417
1.52100051 XM_208835
0.41698812 XM_290660 Hs.534616 Hypothetical protein LOC283683||||LOC283683||Hypothetic
1.17428587 XM_059438
0.54472509 XM_087208 Hs.447689 Hypothetical LOC151451 ||||na||hypothetical LOC15
0.30749929 XM_292850
0.60859358 XM_065750
0.47173254 XM_295034 Hs.271573 Hypothetical LOC339693 ||||na||hypothetical LOC33
0.86406752 XM_209423 Hs.549304 Similar to bA395L14.5 (novel ph||||na||similar to bA395L14
1.34764319 XM_098008 Hs.202314 Hypothetical LOC151154 ||||na||hypothetical LOC15



0.64508985 XM_114222 Hs.496753 Similar to hypothetical protein ||||na||Similar to hypothetic
0.59946951 XM_173063 Hs.190267 Hypothetical LOC253662 ||||na||hypothetical LOC25
0.5720973 XM_208859 Hs.371576 Similar to RIKEN cDNA 181003 ||||similar to RIKEN cDNA 
0.24363081 XM_018432 Hs.446265 PREDICTED: Homo sapiens similar to 60S ribosomal prot
0.40786405 XM_292468
0.50822882 XM_292504
0.65421392 XM_017374
0.70895834 XM_092553 Hs.534566 Similar to Nucleolar transcription||||na||similar to Nucleolar 
0.07939756 XM_065278
0.94618414 XM_086494 Hs.311640 Ribosomal protein S27a ||||RPS27A||Ribosomal pro
0.69983427 XM_294794 Hs.14921 Similar to putative membrane-bo||||na||Similar to putative m
0.34399557 XM_211251
0.06114942 XM_171766
-0.51366694 XM_292512 Hs.451351 Hypothetical protein LOC146517||||LOC146517||Hypothetic
-0.09395976 XM_117014 Hs.246866 Hypothetical LOC197317 ||||na||hypothetical LOC19
0.54472509 XM_085463 Hs.513285 Hypothetical LOC146439 ||LOC146439||hypothetica
0.6907102 XM_296817 Hs.525906 Similar to hypothetical protein D ||||na||similar to hypothetic
0.25275488 XM_208930 Hs.150849 Similar to RIKEN cDNA 493051 ||||similar to RIKEN cDNA 
0.67246206 XM_117030 Hs.97712 Hypothetical LOC197387 ||||hypothetical LOC19738
0.81844717 XM_059399 Hs.269961 Calcium and integrin binding fam||||CIB4||Calcium and integ
0.19801046 XM_165448 Hs.448226 Ribosomal protein, large, P0 ||||RPLP0||Ribosomal prot
0.25275488 344387 XM_293029
-0.15782824 XM_211749
0.65421392 XM_208281 Hs.449128 Similar to ribosomal protein L18 ||||na||similar to ribosomal 
0.00640501 XM_291017
0.54472509 XM_087200 Hs.447687 Hypothetical LOC151443 ||||na||hypothetical LOC15
0.47173254 XM_059473 Hs.374226 Hypothetical gene LOC130839 ||||na||hypothetical gene LO
1.09216925 XM_291016 Hs.140617 Hypothetical gene supported by ||||LOC339804||hypothetic
0.52647695 XM_085347 Hs.461575 Similar to hypothetical protein F ||||na||similar to hypothetic
1.22903029 XM_063871 Hs.438451 Similar to ENSANGP000000137||||na||similar to ENSANGP
0.07027349 XM_117268 Hs.546516 Hypothetical LOC200731 ||||na||hypothetical LOC20
0.56297323 XM_292957 Hs.469251 Similar to anaphase promoting c||||Similar to anaphase pro
-0.05746348 XM_293026 Hs.468199 Similar to UNR-interacting prote ||||na||similar to UNR-inter
1.67610968 XM_293034 Hs.445292 Similar to RIKEN cDNA 201031 ||||similar to RIKEN cDNA 
0.60859358 XM_290345 Hs.433280 Similar to eukaryotic translation ||||na||similar to eukaryotic
1.71260596 XM_293042 Hs.368348 Similar to ribosomal protein S12||||na||similar to ribosomal 
1.4023876 XM_065899
0.90056379 XM_292889
1.14691366 XM_292958 Hs.343584 Similar to FoxI1c protein ||||na||similar to FoxI1c pro
0.98268042 XM_117236 Hs.447991 Hypothetical LOC200475 ||||na||hypothetical LOC20
3.21807739 XM_117239 Hs.385965 Hypothetical LOC200491 ||||na||hypothetical LOC20
0.69983427 XM_115715 Hs.534576 Similar to ENSANGP000000001||||na||similar to ENSANGP
0.22538267 XM_064003
0.58122137 XM_292895 Hs.528395 Similar to zinc finger protein 135||||na||similar to zinc finger
0.76370276 XM_065445 Hs.469315 Similar to autoantigen NOR-90 ||||na||similar to autoantige
0.90968786 XM_210400
0.38049185 XM_290342 Hs.450023 Similar to immunoglobulin super||||na||Similar to immunogl
0.01552907 XM_291643 Hs.449972 Similar to Ig kappa chain ||||na||similar to Ig kappa c
0.75457869 XM_290722
0.93706007 XM_292562 Hs.200735 Similar to c439A6.1 (novel prote||||Similar to c439A6.1 (no
0.25275488 XM_086937 Hs.447654 Similar to hypothetical protein A ||||FLJ30428||similar to hy



1.01005263 XM_295058 Hs.98984 Hypothetical LOC339760 ||||na||hypothetical LOC33
0.01552907 XM_292982 Hs.456859 Similar to POTE2A ||||na||similar to POTE2A||
0.00640501 XM_210411
0.22538267 XM_209429 Hs.512381 Similar to ARHQ protein ||||na||similar to ARHQ pro
0.38049185 XM_211339 Hs.464224 Hypothetical LOC284120 ||||na||hypothetical LOC28
0.17976232 XM_290734 Hs.135229 Similar to ataxin 2-binding prote ||||na||Similar to ataxin 2-b
1.4023876 XM_064265 Hs.511800 Similar to Myosin light polypeptid||||na||similar to Myosin lig
2.05019652 XM_211768
1.51187644 XM_295059 Hs.147740 Hypothetical LOC339771 ||||na||hypothetical LOC33
0.72720648 XM_087225 Hs.355809 Similar to male-specific lethal 3- ||||na||similar to male-spec
-0.00271906 XM_171855 Hs.163451 Similar to myeloid-associated di ||||na||Similar to myeloid-a
0.02465314 XM_059396 Hs.437426 Hypothetical gene LOC130063 ||||na||hypothetical gene LO
1.06479704 XM_098030 Hs.157007 Hypothetical LOC151261 ||||na||hypothetical LOC15
0.48998068 XM_065828
0.65421392 XM_209041
1.01005263 XM_113912 Hs.61684 Similar to DKFZP566O084 prote||||na||similar to DKFZP56
1.4936283 XM_290780 Hs.462400 Similar to Envoplakin (210 kDa ||||na||similar to Envoplakin
0.55384916 XM_085722 Hs.164324 Similar to tripartite motif-contain ||||na||similar to tripartite m
1.64873748 XM_211345 Hs.437873 Hypothetical LOC284134 ||||na||hypothetical LOC28
0.26187895 XM_113916
-0.08483569 XM_292674
-0.06658755 XM_295062 Hs.146981 Hypothetical LOC339782 ||||na||hypothetical LOC33
0.37136778 XM_043500
0.25275488 XM_209489 Hs.443729 Similar to CG14853-PB ||LOC285141||similar to C
1.2837747 XM_040149 Hs.244783 Similar to E74-like factor 2 (ets d||||na||similar to E74-like fa
0.84581938 XM_117257 Hs.534577 Hypothetical LOC200624 ||||na||hypothetical LOC20
1.42063574 XM_087141 Hs.99250 Hypothetical LOC151256 ||||na||hypothetical LOC15
1.85859107 XM_117266 Hs.144769 Hypothetical LOC200726 ||||na||hypothetical LOC20
3.19070518 XM_087182 Hs.350698 Hypothetical LOC151363 ||||na||hypothetical LOC15
0.66333799 XM_059461
1.15603773 XM_293018
2.05932059 XM_292963 Hs.470658 Similar to peptidylprolyl isomera ||||na||similar to peptidylpro
0.37136778 XM_292968 Hs.452341 Similar to Homeobox even-skipp||||na||similar to Homeobox
1.14691366 XM_065722
1.80384665 XM_209505 Hs.135691 Hypothetical protein LOC200772||||LOC200772||Hypothetic
1.01005263 XM_208990 Hs.252707 Hypothetical LOC284067 ||||hypothetical LOC28406
0.82757124 XM_058857
0.80019903 XM_211764 Hs.85890 Hypothetical LOC285095 ||||na||hypothetical LOC28
1.99545211 XM_294854 Hs.146556 Hypothetical LOC339209 ||||na||hypothetical LOC33
0.5720973 XM_292624 Hs.131482 Similar to hypothetical protein 49||||na||similar to hypothetic
0.75457869 XM_210334
0.96443228 XM_292596
0.30749929 XM_171892 Hs.105570 Ribosomal protein L31 pseudog ||RPL31P8||ribosomal pro
0.67246206 XM_098164 Hs.447707 Hypothetical LOC152122 ||||na||hypothetical LOC15
2.6523851 XM_295091 Hs.144884 Hypothetical LOC339875 ||||na||hypothetical LOC33
0.76370276 XM_208312 Hs.528369 Similar to unc-93 homolog B1; u||||na||similar to unc-93 ho
1.21990622 XM_209554 Hs.274541 FSHD region gene 2 protein ||||FRG2||FSHD region gen
1.34764319 XM_298233
1.05567297 XM_294894 Hs.117259 Hypothetical LOC339281 ||||na||hypothetical LOC33
0.6907102 XM_292664 Hs.462584 Similar to NADH-ubiquinone oxi ||||similar to NADH-ubiquin
0.85494345 XM_170840 Hs.131916 Similar to CDRT15 protein ||||na||similar to CDRT15 p



1.4023876 XM_290743
0.63596579 XM_113967 Hs.270074 RAB12, member RAS oncogene||||RAB12, member RAS o
0.40786405 XM_209076 Hs.131547 Similar to Ankyrin repeat domain||||na||similar to Ankyrin re
1.05567297 XM_209097 Hs.448915 PREDICTED: Homo sapiens similar to FLJ10101 protein (
0.62684172 XM_292678
1.0191767 XM_091830 Hs.546511 Dispatched homolog 2 (Drosoph||||DISP2||Dispatched hom
0.64508985 XM_292717 Hs.448906 Similar to KIAA1074 protein ||||DKFZp779B1634||simila
1.43888388 XM_117100 Hs.514745 Hypothetical LOC201484 ||||na||hypothetical LOC20
1.32027098 XM_211408 Hs.464983 Hypothetical gene supported by ||||LOC284260||hypothetic
1.24727843 XM_113971 Hs.515388 BTB/POZ-zinc finger protein-like||APM-1||||BTB/POZ-zinc f
1.79472258 XM_091809 Hs.534559 Similar to WW domain binding p||||na||similar to WW doma
1.39326354 XM_208313 Hs.449194 Tropomyosin 3 ||||TPM3||Tropomyosin 3||
0.15239011 XM_067369 Hs.517750 Similar to abnormal cell LINeage||||na||similar to abnormal 
1.38413947 XM_211853
1.59399306 XM_295097 Hs.132446 Hypothetical LOC339902 ||||na||hypothetical LOC33
0.85494345 XM_059578 Hs.130704 Similar to hypothetical protein A4||||na||similar to hypothetic
0.58122137 XM_067448
0.5720973 XM_293596 Hs.452709 Similar to peptidylprolyl isomera ||||na||similar to peptidylpro

-1.38957759 XM_210543
-1.34395725 XM_209104 Hs.437648 Similar to Placental thrombin inh||||similar to Placental thro
-1.26184062 XM_294906 Hs.386232 Hypothetical LOC339306 ||||na||hypothetical LOC33
-0.26731707 XM_209559
-0.17607638 XM_292700
0.68158613 XM_298151 Hs.450057 Hypothetical LOC344595 ||||hypothetical LOC34459
0.81844717 XM_098117 Hs.124136 Hypothetical LOC151760 ||||hypothetical LOC15176
0.49910475 XM_045290 Hs.529231 Similar to basic leucine zipper a ||||na||similar to basic leuc
0.36224371 XM_059492

0.927936 XM_114301
0.90056379 XM_042178
0.6907102 XM_209563
0.32574743 XM_209597
-0.22169673 XM_170597
-0.04833941 XM_209569 Hs.374509 Ubiquilin 4 ||||UBQLN4||Ubiquilin 4||
0.60859358 XM_114355 Hs.383050 Similar to esterase/N-deacetylas||||na||similar to esterase/N
0.28925115 XM_292785 Hs.451618 Similar to contains transmembra||||na||similar to contains tr
-0.14870417 XM_098163 Hs.58586 Hypothetical gene supported by ||||LOC152118||hypothetic
0.31662336 XM_173105 Hs.121410 Hypothetical LOC256283 ||||na||hypothetical LOC25
0.25275488 XM_097347 Hs.443685 Hypothetical LOC147941 ||||na||hypothetical LOC14
0.18888639 XM_085967 Hs.128122 Hypothetical LOC147942 ||||na||hypothetical LOC14

0.927936 XM_059037 Hs.551575 Wilms tumor 1 interacting protei ||WTIP||Wilms tumor 1 int
-0.00271906 XM_171040 Hs.478158 Similar to MEGF6 ||||na||similar to MEGF6||
-0.08483569 XM_293529 Hs.319484 Similar to RIKEN cDNA 493055 ||||similar to RIKEN cDNA 
-0.08483569 XM_114317 Hs.380933 Similar to ribosomal protein L22 ||LOC200916||RPL22L1||r
-0.258193 XM_211447

0.18888639 XM_211816
0.12501791 XM_097351 Hs.255993 Hypothetical LOC147975 ||||na||hypothetical LOC14
0.19801046 XM_211871 Hs.380048 Hypothetical gene supported by ||||na||hypothetical gene su
-0.08483569 XM_291075 Hs.450089 Hypothetical LOC339926 ||||hypothetical LOC33992
0.11589384 XM_293633
0.42611219 XM_293514
0.31662336 XM_116036 Hs.534578 Gamma-aminobutyric acid (GAB||GABRR3||gamma-amino



0.20713453 XM_086001 Hs.143557 Similar to Placental tissue prote ||||na||similar to Placental t
-0.08483569 XM_290351
0.60859358 XM_297205 Hs.451638 Hypothetical LOC342900 ||||na||hypothetical LOC34
-0.18520045 XM_067605 Hs.518125 RNA (guanine-9-) methyltransfe ||||Rg9mtd1||RNA (guanin
0.22538267 XM_092019
0.0976457 XM_065026
0.63596579 XM_172230
0.18888639 XM_097278 Hs.512509 Hypothetical LOC147710 ||||na||hypothetical LOC14
0.18888639 XM_293570 Hs.534632 Similar to Heterogeneous nuclea||||na||similar to Heterogen
-0.258193 XM_293581 Hs.49530 Similar to seven transmembrane||||LOC344760||Similar to 

0.06114942 XM_067228
-0.07571162 XM_067176 Hs.447104 Similar to PPIA protein ||||na||similar to PPIA prote
0.16151418 XM_292779 Hs.531650 Hypothetical LOC342918 ||||na||hypothetical LOC34
0.31662336 XM_292784 Hs.449900 Similar to hypothetical protein ||||na||Similar to hypothetic
-0.10308383 XM_093644 Hs.553615 Pyrin-only protein 2 ||||POP2||Pyrin-only protei
0.3348715 XM_091886 Hs.529141 FLJ16287 protein ||FLJ16287||FLJ16287 pro
0.07939756 XM_064903
0.00640501 XM_209187 Hs.382625 Similar to BC022651 protein ||||na||similar to BC022651
0.10676977 XM_292796 Hs.451647 Similar to ret finger protein-like 1||||na||Similar to ret finger 
0.50822882 XM_292723 Hs.132130 Similar to zinc finger protein 495||||na||Similar to zinc finge
-0.13045603 XM_292724

0.927936 XM_032059
0.78195089 XM_068229 Hs.534545 Similar to 9530003A05Rik prote ||||na||similar to 9530003A
0.53560102 XM_059047 Hs.176498 Hypothetical LOC126435 ||||na||hypothetical LOC12
0.07027349 XM_209196 Hs.130714 Similar to HSPC323 ||LOC284422||similar to H
-0.24906893 XM_208203
-0.00271906 XM_028217 Hs.534513 Hypothetical LOC90024 ||||FLJ20021||hypothetical 
0.12501791 XM_208319 Hs.449216 Similar to Epidermal Langerhan ||||na||similar to Epidermal
0.28925115 XM_114415 Hs.448035 PREDICTED: Homo sapiens similar to GKP3 protein (LOC
-0.30381335 XM_293687 Hs.257292 Similar to RIKEN cDNA 573046 ||||similar to RIKEN cDNA 
0.05202535 XM_067904 Hs.447132 Similar to Transcription factor BT||||na||similar to Transcript
0.42611219 XM_067994
0.47173254 XM_172389 Hs.46551 Similar to Tryptophan-rich prote ||||na||similar to Tryptopha
0.15239011 XM_293671 Hs.28312 Similar to GTP-binding protein S||||na||similar to GTP-bindi
0.81844717 XM_293656 Hs.450103 Similar to Cadherin-related tumo||||na||similar to Cadherin-
-0.41330218 XM_172995 Hs.440535 Similar to HIDE1 ||||na||similar to HIDE1||
0.31662336 XM_292810 Hs.186387 Similar to Zinc finger protein 20 ||||Similar to Zinc finger pro
0.2162586 XM_208200 Hs.448948 Similar to Heterogeneous nuclea||||na||similar to Heterogen
0.04290128 XM_292813 Hs.451664 Similar to hypothetical protein F ||||na||similar to hypothetic
-0.28556521 XM_209178 Hs.534603 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.70895834 XM_292820 Hs.444298 Hypothetical LOC342979 ||||na||hypothetical LOC34
1.21990622 XM_058967 Hs.446919 Similar to eukaryotic translation ||||na||Similar to eukaryotic
1.00092856 XM_290866 Hs.164360 Similar to 4930572L20Rik prote ||||na||similar to 4930572L
1.81297072 XM_208204 Hs.512033 Similar to actin-related protein 2 ||||na||Similar to actin-relat
2.15056129 XM_047554 Hs.447594 Similar to Zinc finger protein 492||||na||similar to Zinc finger
0.93706007 XM_064883
0.70895834 XM_064879
0.15239011 XM_292824 Hs.290220 Similar to hypothetical protein F ||||na||similar to hypothetic
0.60859358 XM_065050
-0.39505404 XM_210787
-0.38592997 XM_292832



0.41698812 XM_292836 Hs.512199 Similar to ribosomal protein L34 ||||na||similar to ribosomal 
0.07939756 XM_065124 Hs.531304 Similar to zinc finger protein 91 ||||na||similar to zinc finger
0.50822882 XM_087490 Hs.189067 Similar to RIKEN cDNA 4933434||||similar to RIKEN cDNA 
-0.51366694 XM_094074 Hs.252714 FRAS1 related extracellular mat||FREM3||FRAS1 related e
0.18888639 XM_293680 Hs.170876 Similar to stromal cell derived fa||||na||Similar to stromal ce
0.50822882 XM_209604
-0.86950565 XM_017966 Hs.447723 Similar to Reticulon protein 3 (N ||||na||similar to Reticulon 
-0.55016322 XM_087500
-0.38592997 XM_291095 Hs.512172 Similar to glutamate receptor, io ||||na||similar to glutamate 
0.23450674 XM_293802
0.05202535 XM_211896 Hs.449224 Hypothetical LOC285435 ||||na||hypothetical LOC28
1.23815436 XM_087499
0.63596579 XM_208320 Hs.304818 Mitochondrial translational relea ||||MTRF1L||Mitochondrial 
0.88231566 XM_173120 Hs.441407 Hypothetical LOC254938 ||||na||hypothetical LOC25
1.67610968 XM_173119 Hs.422918 Hypothetical LOC255130 ||||na||hypothetical LOC25
1.26552657 XM_291099 Hs.87500 Similar to Hypothetical protein M||||LOC339977||similar to H
0.12501791 XM_209616 Hs.518646 Similar to TXNDC9 protein ||||na||similar to TXNDC9 p
1.08304518 XM_068121 Hs.128102 Similar to CG15920-PB ||||na||similar to CG15920-
-0.7052724 XM_094066
1.98632804 XM_059608 Hs.122053 Hypothetical gene LOC132870 ||||na||hypothetical gene LO
0.49910475 XM_293745
0.88231566 XM_097729 Hs.546494 Hypothetical LOC149704 ||||na||hypothetical LOC14
0.97355635 XM_114158 Hs.411022 Chromosome 20 open reading f ||||C20orf119||Chromosom
0.55384916 XM_086637 Hs.308321 Similar to RIKEN cDNA 170004 ||||similar to RIKEN cDNA 
0.93706007 XM_114166 Hs.372578 Similar to KIAA0386 ||||LOC200230||similar to K
1.75822631 XM_295007 Hs.443853 Hypothetical LOC339583 ||||na||hypothetical LOC33
0.84581938 XM_171078

0.927936 XM_293104
-0.3768059 XM_293123 Hs.451997 Chromosome 20 open reading f ||||C20orf95||Chromosome
0.38049185 XM_293121
2.10494094 XM_295126 Hs.351492 Hypothetical LOC339997 ||||na||hypothetical LOC33
1.0465489 XM_211908 Hs.449232 Hypothetical gene supported by ||||na||hypothetical gene su
1.70348189 XM_041221 Hs.507343 RNA binding protein S1, serine- ||||RNPS1||RNA binding pr
1.29289877 XM_209655
0.68158613 XM_059267
1.05567297 XM_097753 Hs.140295 Hypothetical LOC149913 ||||na||hypothetical LOC14
0.31662336 XM_086725 Hs.307117 Similar to bB329D4.2.1 (novel p ||||LOC149934||similar to b
0.80019903 XM_297816 Hs.444980 Chromosome 20 open reading f ||C20orf182||LOC343637|
0.50822882 XM_169434 Hs.534583 Similar to TAR DNA binding pro ||||similar to TAR DNA bin
1.72173003 XM_098350 Hs.447730 Hypothetical LOC153297 ||||na||hypothetical LOC15
1.06479704 XM_059689 Hs.126856 Similar to CG4502-PA ||||FLJ25076||similar to CG
0.73633055 XM_211983 Hs.449297 Hypothetical LOC285694 ||||na||hypothetical LOC28
0.10676977 XM_293937 Hs.481583 Similar to RIKEN cDNA 061001 ||||similar to RIKEN cDNA 
1.42975981 XM_210642
1.0465489 XM_293943
0.53560102 XM_086732
1.1377896 XM_293160
1.29289877 XM_293157 Hs.120522 Similar to beta-galactoside alpha||||na||Similar to beta-galac
0.07939756 XM_211995 Hs.449309 Hypothetical LOC285721 ||||na||hypothetical LOC28
1.42975981 XM_059672 Hs.551577 Hypothetical gene LOC133874 ||||hypothetical gene LOC1
1.69435782 XM_209668



1.58486899 XM_171094 Hs.448362 Similar to eukaryotic translation ||||na||similar to eukaryotic
0.95530821 XM_068903 Hs.484029 Similar to Ten-m2 ||||na||similar to Ten-m2||
-0.01184313 XM_293903 Hs.166262 Similar to fibrillarin ||||na||Similar to fibrillarin||
0.40786405 XM_293821 Hs.130196 Profilin 3 ||||PFN3||Profilin 3||
1.39326354 XM_087761 Hs.162369 PLAC8-like 1 ||PLAC8L1||PLAC8-like 1|
0.88231566 XM_173160 Hs.149321 Hypothetical LOC255187 ||||na||hypothetical LOC25
0.76370276 XM_291139
0.37136778 XM_293868 Hs.534634 Similar to hypothetical protein ||||na||Similar to hypothetic
0.60859358 XM_097792 Hs.382054 Hypothetical LOC150051 ||||na||hypothetical LOC15
0.18888639 XM_117213 Hs.447979 Hypothetical LOC200292 ||||na||hypothetical LOC20
0.59946951 XM_066243
0.5720973 XM_087762 Hs.368405 Hypothetical LOC153778 ||||na||hypothetical LOC15
0.29837522 XM_087671 Hs.127963 Similar to FLJ32921 protein ||||na||similar to FLJ32921
0.64508985 XM_209728 Hs.512064 Similar to C-terminal binding pro||||similar to C-terminal bin
0.28012708 XM_068889
0.48085661 XM_293886 Hs.534635 Similar to Ubiquitin carboxyl-term||||similar to Ubiquitin carb
-0.1395801 XM_068430
-0.26731707 XM_098317 Hs.447726 Hypothetical LOC153134 ||||na||hypothetical LOC15
-0.34030963 XM_293918 Hs.394578 Similar to geminin ||||na||Similar to geminin||
0.70895834 XM_068632 Hs.69504 Hypothetical LOC133993 ||||na||hypothetical LOC13
0.67246206 XM_293923 Hs.453226 Similar to protease (prosome, m||||na||similar to protease (
0.66333799 XM_293924 Hs.482167 Similar to RIKEN cDNA 473249 ||||DKFZp686D0972||simil
0.29837522 XM_116396
0.25275488 XM_173140 Hs.165432 Hypothetical LOC253254 ||||na||hypothetical LOC25
0.52647695 XM_293875
0.63596579 XM_116384
0.59946951 XM_210613 Hs.553679 Similar to Transcription initiation||||Similar to Transcription 
0.18888639 XM_016532 Hs.534584 PREDICTED: Homo sapiens similar to hepatitis C virus co
0.5720973 XM_211988 Hs.161338 Hypothetical LOC285711 ||||na||hypothetical LOC28
0.12501791 XM_293971
0.84581938 XM_293976
0.77282682 XM_086876 Hs.546496 Hypothetical gene LOC150207 ||||na||hypothetical gene LO
0.18888639 XM_036942 Hs.447643 Similar to hypothetical protein ||||na||Similar to hypothetic
1.42063574 XM_208261 Hs.517392 Similar to RIKEN cDNA 493058 ||||similar to RIKEN cDNA 
1.31114691 XM_209408 Hs.298731 Similar to bA436C9.2 (PUTATIV||||na||similar to bA436C9.
0.50822882 XM_117224 Hs.549272 MRNA sequence
0.5720973 XM_086879 Hs.335413 Hypothetical LOC150371 ||||na||hypothetical LOC15
0.03377721 XM_293225 Hs.452160 Similar to RIKEN cDNA 493058 ||||similar to RIKEN cDNA 
0.81844717 XM_209704 Hs.528374 Similar to hypothetical protein ||||na||Similar to hypothetic
0.42611219 XM_293828 Hs.445740 Similar to hypothetical protein 96||||DKFZp686E2433||simila
0.63596579 XM_209700 Hs.348792 Likely ortholog of mouse Sds3 ||||SDS3||Likely ortholog of
1.4936283 XM_291144 Hs.529793 Similar to bA110H4.2 (similar to ||||na||similar to bA110H4.
0.73633055 XM_211694 Hs.405993 Hypothetical LOC284931 ||||na||hypothetical LOC28
1.48450423 XM_104657 Hs.526713 Similar to RIKEN cDNA 170001 ||||LOC164714||similar to R
1.17428587 XM_117548 Hs.97892 Hypothetical LOC203413 ||LOC203413||hypothetica
1.59399306 XM_210035
1.02830076 XM_210826 Hs.512079 Hypothetical gene supported by ||||WASF2||Hypothetical ge
1.4023876 XM_060054
0.77282682 XM_066534
0.34399557 XM_293312 Hs.454277 Similar to H3 histone, family 3B ||||na||similar to H3 histone
2.62501289 XM_293416 Hs.399316 Similar to nuclear protein p30 ||||na||Similar to nuclear pr



0.927936 XM_173164 Hs.448521 Hypothetical LOC256096 ||||na||hypothetical LOC25
2.33304267 XM_294019 Hs.363386 Similar to ECT2 protein (Epithel ||||LOC345930||similar to E
0.8093231 XM_295166 Hs.444567 Hypothetical LOC340148 ||||na||hypothetical LOC34
1.4023876 XM_087800
1.32027098 XM_209741 Hs.520016 Similar to Translationally control ||||similar to Translationally
1.11954146 XM_291154 Hs.450175 FLJ46041 protein ||FLJ46041||FLJ46041 pro
-0.56841136 XM_293984 Hs.453337 Similar to Transcription factor BT||||similar to Transcription 
0.22538267 XM_291334
0.93706007 XM_293342 Hs.454303 Similar to TGF beta-inducible nu||||similar to TGF beta-indu
0.97355635 XM_210054
0.8093231 XM_209753
1.62136527 XM_212013
1.82209479 XM_088684 Hs.443936 Similar to Ab2-183 ||||na||similar to Ab2-183||
1.48450423 XM_088686 Hs.256871 Hypothetical LOC158825 ||||na||hypothetical LOC15
1.35676726 XM_291321
0.78195089 XM_208438 Hs.496389 Similar to Tetratricopeptide repe||||na||similar to Tetratricop
0.07027349 XM_293334
-0.33118556 XM_293293 Hs.454268 BMP2 inducible kinase-like ||BMP2KL||BMP2 inducibl
0.59034544 XM_088679
1.08304518 XM_088680 Hs.98197 Hypothetical LOC158813 ||||na||hypothetical LOC15
0.60859358 XM_291161 Hs.125331 Similar to developmental pluripo||||Similar to developmenta
1.07392111 XM_087901
0.66333799 XM_066443 Hs.534551 Similar to paraneoplastic antigen||||na||similar to paraneopl
1.0465489 XM_098450 Hs.435465 Hypothetical LOC153959 ||||na||hypothetical LOC15
0.41698812 XM_295178 Hs.386402 Hypothetical LOC340171 ||||na||hypothetical LOC34
1.09216925 XM_117408 Hs.448059 Hypothetical LOC202546 ||||na||hypothetical LOC20
0.93706007 XM_098512 Hs.436979 Hypothetical LOC154323 ||||na||hypothetical LOC15
0.8093231 XM_294070 Hs.487141 Similar to Glyceraldehyde 3-pho||||similar to Glyceraldehyd
1.35676726 XM_212326
1.70348189 XM_291346 Hs.532326 Carbonic anhydrase VB-like ||CA5BL||carbonic anhydra
0.74545462 XM_098980 Hs.213456 Hypothetical LOC158730 ||||hypothetical LOC15873
1.70348189 XM_045705 Hs.382641 Ataxin 3-like ||ATXN3L||Ataxin 3-like||
1.11041739 XM_293352
1.55749678 XM_093087 Hs.126154 Family with sequence similarity 4||FAM48B1||family with se
1.11954146 XM_293407 Hs.224079 Melanoma antigen family B, 5 ||MAGEB5||melanoma ant
0.27100301 XM_293354 Hs.531421 WD repeat domain 42C ||WDR42C||WD repeat do
0.84581938 XM_066690
1.63048934 XM_066695 Hs.534553 Similar to ferritin ||||na||Similar to ferritin||
0.39873998 XM_293360
0.83669531 XM_298053
0.36224371 XM_066457
0.64508985 XM_066585
0.30749929 XM_293387
1.53012457 XM_298045 Hs.528400 Hypothetical gene supported by ||||na||hypothetical gene su
0.36224371 XM_066752 Hs.534204 Similar to E2F transcription facto||||na||similar to E2F transc
0.17976232 XM_293396 Hs.534641 Similar to Heat shock transcripti ||||na||similar to Heat shoc
0.98268042 XM_293401
0.71808241 XM_293405
0.25275488 XM_115897 Hs.534580 Similar to High mobility group pr ||||na||similar to High mobi
0.79107496 XM_088726 Hs.220762 Hypothetical LOC158957 ||||na||hypothetical LOC15
-0.20344859 XM_066859 Hs.534554 Similar to zinc finger protein 92 ||||na||Similar to zinc finge



-0.00271906 XM_293412
0.90968786 XM_210501
0.71808241 XM_115925
0.77282682 XM_088677 Hs.447812 Similar to UPF3 regulator of non||||na||similar to UPF3 regu
0.94618414 XM_210042 Hs.449482 Similar to mitochondrial ribosom||||na||Similar to mitochond
-0.32206149 XM_293380 Hs.355223 Similar to hypothetical protein A ||||na||similar to hypothetic
0.46260847 XM_066484
0.20713453 XM_292122
0.42611219 XM_212319
0.0976457 XM_293332

-0.47717067 XM_293325 Hs.128084 Similar to ENSANGP000000157||||na||similar to ENSANGP
0.01552907 XM_294077 Hs.534636 Similar to dJ153G14.3 (novel C2||||LOC346157||similar to d
-0.01184313 XM_291170
0.12501791 XM_210515
1.0465489 XM_167152 Hs.172143 Similar to Zinc finger protein 192||||na||similar to Zinc finger
0.0976457 XM_294093 Hs.156326 Similar to bA145L22.2 (novel KR||||Zfp57||similar to bA145
0.35311964 XM_291169
0.04290128 XM_208356 Hs.512065 PREDICTED: Homo sapiens similar to cytochrome c oxida
0.26187895 XM_168073 Hs.278265 Hypothetical LOC221344 ||||na||hypothetical LOC22
-0.19432452 XM_067076
0.25275488 XM_010658 Hs.537550 Similar to protein phosphatase 1, regulatory (inhibitor) sub
0.77282682 XM_291200 Hs.534620 Similar to BC060615 protein ||||Similar to BC060615 pro
1.07392111 XM_291204 Hs.99248 Hypothetical LOC340228 ||||Hypothetical LOC34022
0.58122137 XM_171150 Hs.448401 Similar to bA145E8.1 (KIAA1074||||Similar to bA145E8.1 (K
-0.07571162 XM_212061 Hs.490790 Hypothetical gene supported by ||||na||hypothetical gene su
0.49910475 XM_291208 Hs.434984 Similar to Zinc finger protein 58 ||||Similar to Zinc finger pro

0.927936 XM_171154 Hs.488366 Similar to myelin protein zero-lik ||||Similar to myelin protein
1.18340994 XM_374460 Hs.488796 Hypothetical gene supported by ||||Hypothetical gene supp
0.80019903 XM_208361 Hs.520388 Similar to RPL6 protein ||||Similar to RPL6 protein|
-0.48629474 XM_171165 Hs.534589 Similar to cAMP-dependent prot ||||Similar to cAMP-depend
0.73633055 XM_209824 Hs.491104 Similar to matrilin 2 precursor ||||LOC285929||Similar to 
0.55384916 XM_167275 Hs.282235 Hypothetical gene supported by ||||Hypothetical gene supp
0.40786405 XM_295200 Hs.144075 Hypothetical gene supported by ||||LOC401324||acyloxyacy
0.68158613 XM_294219 Hs.42896 Similar to RIKEN cDNA A93001 ||||Similar to RIKEN cDNA
1.26552657 XM_294249 Hs.512174 Glutamate receptor, ionotropic, ||||GRID2IP||Glutamate rec
0.2162586 XM_294634 Hs.450219 Hypothetical gene supported by ||||Hypothetical gene supp
0.38049185 XM_167254
1.59399306 XM_059830
-0.01184313 XM_117451 Hs.131743 Hypothetical LOC402617 ||||Hypothetical LOC40261
0.19801046 XM_294261 Hs.453764 Similar to hypothetical protein 49||||Similar to hypothetical p
0.8093231 XM_294311
0.19801046 XM_069621
1.69435782 XM_069612
0.43523626 XM_351723 Hs.511015 Tripartite motif-containing 50B ||||MGC45477||Tripartite m
-0.03009127 XM_171171 Hs.257126 Similar to hypothetical protein M||LOC255374||similar to hy
0.34399557 XM_212123 Hs.402143 Hypothetical LOC402574 ||||Hypothetical LOC40257
1.47538016 XM_168585 Hs.552615 Mucin 11 ||||MUC11||Mucin 11||
1.94070769 XM_088072 Hs.276325 Hypothetical LOC402586 ||||Hypothetical LOC40258
0.95530821 XM_098625 Hs.444163 Hypothetical LOC402589 ||||Hypothetical LOC40258
-0.33118556 XM_294328
1.11954146 XM_069734 Hs.546483 Similar to ribosomal protein L18 ||||Similar to ribosomal pro



0.87319159 XM_294353 Hs.450249 Similar to RIKEN cDNA 633240 ||||Similar to RIKEN cDNA
1.29289877 XM_069842 Hs.447245 Similar to ribosomal protein L15 ||||Similar to ribosomal pro
-0.42242625 XM_295195 Hs.195059 Similar to alpha 2 type VI collage||||Similar to alpha 2 type V
0.42611219 XM_294209 Hs.232272 Similar to Unc4.1 homeobox ||||Similar to Unc4.1 home
0.16151418 XM_353628 Hs.511015 Tripartite motif-containing 50B ||||MGC45477||Tripartite m
1.48450423 XM_208373 Hs.449380 Similar to Heterogeneous nuclea||||Similar to Heterogeneou
0.77282682 XM_070619 Hs.532654 NK2 transcription factor related, ||||NKX2-6||NK2 transcript
2.33304267 XM_209910 Hs.546536 Similar to chromosome 15 open||||na||Similar to chromoso
2.11406501 XM_209889
1.1651618 XM_212162 Hs.449407 Similar to CG3104-PA ||||na||similar to CG3104-P
2.3239186 XM_294456
0.78195089 XM_291270 Hs.122231 Similar to unnmaed protein prod||||na||Similar to unnmaed 

0.927936 XM_114621 Hs.371776 Similar to RIKEN cDNA 493057 ||LOC203076||similar to R
1.32939505 XM_047083 Hs.458472 Hypothetical gene LOC92755 ||||na||hypothetical gene LO
0.59946951 XM_070233
0.46260847 XM_209918 Hs.339577 F-box protein 43 ||FBXO43||FBX43||F-box 
0.14326604 XM_294450 Hs.127286 Similar to solute carrier family 16||||LOC346887||Similar to 
1.17428587 XM_294387 Hs.450252 Similar to hypothetical protein 82||||na||similar to hypothetic
0.99180449 XM_088367 Hs.534568 SEC11-like 2 (S. cerevisiae) ||SEC11L2||SEC11-like 2 
1.26552657 XM_098828 Hs.254973 Hypothetical LOC157813 ||||na||hypothetical LOC15
-0.28556521 XM_209936
1.99545211 XM_294473 Hs.454011 Similar to ribosomal protein L37 ||||na||similar to ribosomal 
0.67246206 XM_209920 Hs.221334 Similar to mCBP ||||na||similar to mCBP||
-0.34030963 XM_209913 Hs.512071 Ring finger protein 5 ||||RNF5||Ring finger prote
-0.06658755 XM_059956
0.58122137 XM_016113 Hs.433461 Similar to 40S ribosomal protein||||na||similar to 40S riboso
0.20713453 XM_071201
-0.39505404 XM_117514 Hs.448074 Hypothetical LOC203235 ||||na||hypothetical LOC20
0.37136778 XM_208403
0.35311964 XM_034640 Hs.447798 Similar to ribosomal protein L4; ||||na||similar to ribosomal 
0.68158613 XM_072554 Hs.98959 Hypothetical gene LOC138729 ||||na||hypothetical gene LO
0.39873998 XM_294567
1.24727843 XM_294540
-0.01184313 XM_294568 Hs.415773 Similar to transcription elongatio||||na||similar to transcriptio
0.71808241 XM_295261 Hs.410860 Hypothetical LOC340511 ||||na||hypothetical LOC34
-0.2308208 XM_209180
0.22538267 XM_295257 Hs.403220 Hypothetical LOC340477 ||||na||hypothetical LOC34
0.34399557 XM_294590 Hs.534637 Similar to bA13B9.3 (novel prote||||LOC347265||similar to b
0.36224371 XM_294592 Hs.99004 Similar to RIKEN cDNA 231003 ||||LOC347273||similar to R
-0.18520045 XM_071099
0.12501791 XM_071093
0.3348715 XM_210755
0.00640501 XM_294534
-0.00271906 XM_071013
0.44436033 XM_084377
0.24363081 XM_016093 Hs.523097 Similar to Eukaryotic translation ||||na||similar to Eukaryotic
0.61771765 XM_291697
-0.57753543 XM_291663 Hs.55118 Lipase-like, ab-hydrolase domai ||LIPL3||Lipase-like, ab-hy
1.81297072 XM_061427 Hs.533981 Similar to Small nuclear ribonuc ||||na||similar to Small nuc
0.14326604 XM_290185
0.91881193 XM_210856 Hs.448616 Hypothetical LOC283029 ||||Hypothetical LOC28302



1.55749678 XM_210860
1.11954146 XM_084445 Hs.447454 Similar to centaurin, gamma-like||||na||similar to centaurin, 
-0.29468928 XM_291704
-0.38592997 XM_058332 Hs.369829 Family with sequence similarity ||FAM24A||family with seq
0.17063825 XM_291716 Hs.531194 Homeo box (H6 family) 3 ||HMX3||homeo box (H6 fa
0.5720973 XM_096376 Hs.151159 Hypothetical LOC143034 ||||na||hypothetical LOC14
0.54472509 XM_291726
0.6907102 XM_113596
1.01005263 XM_210876 Hs.534598 Chromosome 10 open reading f ||C10orf41||Chromosome 
0.46260847 XM_166160 Hs.448243 Chromosome 10 open reading f ||C10orf37||Chromosome 
0.27100301 XM_291745 Hs.449669 Similar to 40S ribosomal protein||||na||similar to 40S riboso
-0.24906893 XM_084467 Hs.104825 Similar to Eukaryotic translation ||||LOC143244||similar to E
-0.10308383 XM_291757 Hs.450483 Similar to protein of unknown fu ||||Similar to protein of unk
-0.01184313 XM_294666 Hs.449670 Chromosome 10 open reading f ||C10orf52||Chromosome 
-0.24906893 XM_291763 Hs.164084 Similar to bA508N22.1 (HSPC02||||na||similar to bA508N22
0.20713453 XM_166720
2.89873497 XM_291767 Hs.450519 Similar to hypothetical protein F ||||na||similar to hypothetic
2.45165557 XM_291770
0.97355635 XM_290547
1.38413947 XM_084672 Hs.549245 Similar to CDNA sequence BC0 ||LOC143941||similar to C
1.83121886 XM_210908 Hs.224422 Hypothetical LOC283157 ||||na||hypothetical LOC28
1.0465489 XM_290501
0.0976457 XM_210906
0.38049185 XM_062025 Hs.546261 Heterogeneous nuclear ribonucl ||||HNRPA1||Heterogeneou
0.59034544 XM_113228 Hs.503993 Similar to Proprotein convertase||||na||similar to Proprotein
1.08304518 XM_208545 Hs.448651 Similar to bone morphogenetic p||||similar to bone morphog
1.44800795 XM_166776
0.43523626 XM_210186
0.26187895 XM_166747 Hs.524151 Similar to Plasmodium falciparu ||||na||similar to Plasmodiu
0.89143973 XM_291857 Hs.148365 Similar to ENSANGP000000208||||na||similar to ENSANGP
1.47538016 XM_166203 Hs.68756 Likely ortholog of mouse calpon ||CHASM||Likely ortholog 
-0.03009127 XM_172860 Hs.448492 Similar to initiate factor 3 ||||na||Similar to initiate fac
-0.42242625 XM_172852 Hs.275418 Hypothetical LOC256676 ||||na||hypothetical LOC25
-0.29468928 XM_170659 Hs.232604 Hypothetical gene supported by ||||FLJ22675||hypothetical 
0.6907102 XM_166869
0.62684172 XM_166820
1.23815436 XM_166805
1.11041739 XM_166916
0.65421392 XM_166926
1.78559851 XM_291885 Hs.427957 Similar to Tryptophanyl-tRNA sy||||similar to Tryptophanyl-
1.2564025 XM_173132 Hs.549292 Unc-93 homolog B1 (C. elegans||||UNC93B1||Unc-93 hom
0.98268042 XM_208563 Hs.528391 Similar to zinc finger protein 596||||na||Similar to zinc finge
0.12501791 XM_208554
0.12501791 XM_294688 Hs.436626 Hypothetical LOC338731 ||||na||hypothetical LOC33
0.42611219 XM_061890 Hs.454490 Tripartite motif-containing 64 ||TRIM64||Tripartite motif-
-0.23994487 XM_061880
1.72173003 XM_061864 Hs.258867 Similar to fat3; fat3 protein ||||na||Similar to fat3; fat3 p
0.8093231 XM_294692 Hs.195363 Hypothetical LOC338749 ||||na||hypothetical LOC33
0.68158613 XM_208043 Hs.448644 Similar to RING finger protein 18||||na||similar to RING fing
0.63596579 XM_208058 Hs.448667 Similar to NADPH oxidase 4 var||||similar to NADPH oxida
0.26187895 XM_208060



-0.18520045 XM_114987
-0.18520045 XM_089866
0.46260847 XM_089863
-0.28556521 XM_061626
0.15239011 XM_291977
0.24363081 XM_062269
-0.30381335 XM_062285
0.38049185 XM_291974
0.02465314 XM_039218 Hs.458456 Similar to ribosomal protein S2; ||||na||similar to ribosomal 
-0.08483569 XM_061930
-0.27644114 XM_169258 Hs.387014 Hypothetical LOC219638 ||||na||hypothetical LOC21
-0.39505404 XM_061666
-0.40417811 XM_171490
0.10676977 XM_171489
0.47173254 XM_062300
0.07939756 XM_210184
-0.47717067 XM_115100
0.58122137 XM_210168
0.32574743 XM_084868 Hs.156962 Tetraspanin 19 ||||TSPAN19||Tetraspanin 
0.03377721 XM_012219
-0.19432452 XM_208658 Hs.534602 Similar to Succinyl-CoA ligase [G||||na||similar to Succinyl-C
0.54472509 XM_172874 Hs.506549 Hypothetical LOC253724 ||LOC253724||hypothetica
0.34399557 XM_291989 Hs.506181 Similar to hypothetical protein ||||na||Similar to hypothetic
-0.19432452 XM_292085
0.17063825 XM_047770
1.07392111 XM_211009 Hs.382689 Hypothetical gene supported by ||||na||hypothetical gene su
-0.3768059 XM_170708 Hs.404103 Hypothetical LOC255411 ||||hypothetical LOC25541
-0.35855777 XM_290558
0.2162586 XM_208080
0.16151418 XM_172889 Hs.290456 Hypothetical LOC256176 ||||na||hypothetical LOC25
0.0976457 XM_292046 Hs.546548 Similar to ribosomal protein L31 ||||na||similar to ribosomal 
0.27100301 XM_056681 Hs.511831 Ribosomal protein L14-like ||RPL14L||ribosomal prote
0.2162586 XM_292012 Hs.450762 Similar to Polyadenylate-binding||||na||similar to Polyadeny

-0.04833941 XM_296117 Hs.450770 Similar to Heterogeneous nuclea||||na||similar to Heterogen
0.38049185 XM_084852 Hs.96593 Hypothetical LOC144404 ||||na||hypothetical LOC14
0.17063825 XM_292035 Hs.450804 Similar to olfactory specific med ||||na||similar to olfactory s
0.07939756 XM_292029 Hs.334003 Hypothetical LOC341371 ||||na||hypothetical LOC34
0.50822882 XM_292021 Hs.282121 Similar to hypothetical protein ||||na||Similar to hypothetic
0.91881193 XM_084845 Hs.447489 Similar to Interferon-induced tra ||||na||similar to Interferon-
0.27100301 XM_096642 Hs.505245 Hypothetical LOC144631 ||||na||hypothetical LOC14
0.17976232 XM_029805 Hs.534514 Similar to ribosomal protein L7 ||||na||similar to ribosomal 
0.04290128 XM_292027 Hs.450793 Similar to Dystroglycan precurso||||na||similar to Dystroglyc
-0.44067439 XM_292023
-0.19432452 XM_294723 Hs.121392 Hypothetical LOC338825 ||||na||hypothetical LOC33
0.44436033 XM_211040 Hs.448720 Hypothetical LOC283440 ||||na||hypothetical LOC28
-0.07571162 XM_292109 Hs.450874 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.35311964 XM_378883
1.06479704 XM_371277
0.12501791 XM_371280
0.59946951 XM_373884 Hs.125511 Hypothetical LOC388732 ||||Hypothetical LOC38873
0.07027349 XM_371340 Hs.512354 Similar to Px19-like protein (25 k||||similar to Px19-like prot



-0.33118556 XM_373885 Hs.170854 Hypothetical LOC388735 ||||na||hypothetical LOC38
0.17976232 XM_373886 Hs.288163 Hypothetical LOC388738 ||||na||hypothetical LOC38
0.39873998 XM_371343
0.10676977 XM_375841
0.24363081 XM_372812 Hs.549340 Similar to Glyceraldehyde 3-pho||||similar to Glyceraldehyd
-0.07571162 XM_372815 Hs.533113 Similar to 40S ribosomal protein||||na||similar to 40S riboso
-0.19432452 XM_378835 Hs.552633 Hypothetical LOC400733 ||||na||hypothetical LOC40
0.37136778 XM_375687
-0.48629474 XM_373826 Hs.518743 Hypothetical LOC388593 ||||na||hypothetical LOC38
-0.13045603 XM_291396
-0.71439647 XM_372757 Hs.532677 Similar to helix-loop-helix transc ||||HES3||Similar to helix-lo
0.22538267 XM_373894 Hs.40183 Hypothetical LOC388752 ||||na||hypothetical LOC38
0.07027349 XM_373848 Hs.480209 Hypothetical LOC388641 ||||na||hypothetical LOC38
0.59034544 XM_371261 Hs.448998 Similar to Triosephosphate isom||||na||similar to Triosepho
0.58122137 XM_373849 Hs.456462 Hypothetical LOC388643 ||||na||hypothetical LOC38
0.49910475 XM_373850 Hs.352665 Hypothetical protein MGC27382||MGC27382||hypothetical
0.49910475 XM_371268
-0.01184313 XM_371269
-0.07571162 XM_378879 Hs.306394 Hypothetical gene supported by ||||na||hypothetical gene su
0.17063825 XM_378880 Hs.297988 Hypothetical gene supported by ||||na||hypothetical gene su
-0.03009127 XM_373854 Hs.549327 Hypothetical LOC388652 ||||na||hypothetical LOC38
-0.08483569 XM_372784
0.10676977 XM_372785 Hs.534718 Similar to peptidylprolyl isomera ||||na||similar to peptidylpro
0.16151418 XM_373855 Hs.129560 Hypothetical LOC388655 ||||na||hypothetical LOC38
0.15239011 XM_378840 Hs.308060 LOC440570 ||||LOC440570||
0.28925115 XM_378841 Hs.465405 Hypothetical LOC400741 ||||na||hypothetical LOC40
0.03377721 XM_378842 Hs.465825 Hypothetical gene supported by ||||na||hypothetical gene su
-0.22169673 389772 XM_372128 Hs.149940 Similar to Osteotesticular phosp ||||na||similar to Osteotesti
0.12501791 390975 XM_372749 Hs.532676 Similar to protein kinase Bsk146||||similar to protein kinase
-0.04833941 XM_372759
0.15239011 XM_372760 Hs.156406 Similar to Hypothetical protein D||||na||similar to Hypothetic
0.37136778 XM_378843 Hs.522935 FLJ45933 protein ||LOC400743||FLJ45933 p
1.0191767 XM_372822
1.80384665 XM_372824
0.79107496 XM_372825
0.18888639 XM_372827
1.24727843 XM_377644
0.54472509 XM_372789 Hs.553779 Similar to hypothetical protein M||||na||similar to hypothetic
0.28925115 XM_373866
-0.2308208 XM_373868
0.69983427 XM_375803
1.42975981 XM_378901
0.39873998 XM_371313
0.02465314 XM_371314 Hs.516420 Chromosome 1 open reading fra||C1orf46||Chromosome 1
0.23450674 XM_373839 Hs.524787 Hypothetical LOC388622 ||||na||hypothetical LOC38
1.2837747 XM_373840 Hs.531504 Hypothetical LOC388623 ||||na||hypothetical LOC38
0.73633055 XM_371244 Hs.91785 Hypothetical LOC388624 ||||na||hypothetical LOC38
0.31662336 XM_378859 Hs.525013 Hypothetical gene supported by ||||na||hypothetical gene su
1.23815436 XM_378861 Hs.334348 Hypothetical gene supported by ||LOC400752||hypothetica
-0.30381335 XM_373843 Hs.382836 Hypothetical gene supported by ||||na||hypothetical gene su
0.58122137 XM_371250 Hs.129374 Hypothetical LOC388630 ||||na||hypothetical LOC38



-0.03009127 XM_371253
0.56297323 XM_373844 Hs.158890 Hypothetical LOC388635 ||||Hypothetical LOC38863
0.14326604 XM_378865 Hs.182850 Hypothetical gene supported by ||LOC400756||hypothetica
0.32574743 XM_373845 Hs.546573 Hypothetical LOC388638 ||||na||hypothetical LOC38
0.15239011 XM_375738
0.28925115 XM_373846 Hs.479621 Hypothetical LOC388639 ||||na||hypothetical LOC38
-0.32206149 XM_372777 Hs.528612 Similar to forkhead box protein O||||na||similar to forkhead b
1.67610968 XM_372778 Hs.512342 Similar to ribosomal protein S15||||na||similar to ribosomal 
0.05202535 XM_372779
-0.24906893 XM_372780 Hs.546602 Similar to Solute carrier family 2 ||||na||similar to Solute car
0.35311964 XM_372781 Hs.22137 Similar to NAD-dependent deac ||||similar to NAD-depende
0.90968786 XM_378894 Hs.515813 Hypothetical LOC400778 ||||na||hypothetical LOC40
0.53560102 XM_371299 Hs.488331 Phosphodiesterase 4D interactin||||PDE4DIP||Phosphodies
0.99180449 XM_372792 Hs.534721 Similar to Hypothetical protein D||||na||similar to Hypothetic
0.28012708 XM_371304 Hs.534674 Similar to cyclophilin-LC; cyclop ||||na||similar to cyclophilin
1.1651618 XM_371305 Hs.546574 Similar to hypothetical protein K ||||na||similar to hypothetic
0.69983427 XM_371306
0.74545462 XM_373865 Hs.454790 Hypothetical gene supported by ||||Hypothetical gene supp
0.28012708 XM_373883 Hs.528505 Hypothetical gene supported by ||||na||hypothetical gene su
0.67246206 XM_371207 Hs.528496 Similar to tubulin, beta 8; HSA10||||na||similar to tubulin, be
-0.44979846 XM_377579 Hs.534824 Similar to 60S ribosomal protein||||na||similar to 60S riboso
1.53924864 XM_373822 Hs.512334 Hypothetical LOC388587 ||||na||hypothetical LOC38
0.76370276 XM_372755 Hs.553777 Similar to RIKEN cDNA B23039 ||||similar to RIKEN cDNA 
1.23815436 XM_373821 Hs.438314 Hypothetical LOC388586 ||||na||hypothetical LOC38
0.12501791 XM_371350
2.67063323 XM_371326
0.16151418 XM_373876 Hs.329627 Hypothetical LOC388716 ||||na||hypothetical LOC38
3.90238259 XM_378917 Hs.437806 Hypothetical LOC400796 ||||na||hypothetical LOC40
4.66880441 XM_375821 Hs.518499 Hypothetical gene supported by ||||FLJ46134||hypothetical 
1.31114691 XM_373878
0.54472509 XM_372805
1.6122412 XM_372807 Hs.509146 Similar to ARHGAP8 protein ||||na||similar to ARHGAP8
1.12866553 XM_373837 Hs.482753 Hypothetical LOC388616 ||||na||hypothetical LOC38
0.91881193 XM_378852 Hs.434690 Hypothetical gene supported by ||||LOC400748||hypothetic
0.6907102 XM_375714 Hs.416553 Similar to RIKEN cDNA 170002 ||||similar to RIKEN cDNA 
1.11041739 XM_372775 Hs.534715 Similar to protein tyrosine phosp||||na||similar to protein tyr
1.2837747 XM_373824 Hs.454803 Hypothetical LOC388589 ||||na||hypothetical LOC38

-0.05746348 XM_377558 Hs.534823 Similar to elongation factor 1 de ||||na||Similar to elongation
0.24363081 XM_371344 Hs.456584 Similar to calpain 8 ||||na||Similar to calpain 8|
0.46260847 XM_375845
-0.15782824 XM_373890 Hs.449945 Hypothetical LOC388746 ||||na||hypothetical LOC38
1.42063574 XM_375849
0.51735288 XM_373893 Hs.451889 Hypothetical LOC388751 ||||na||hypothetical LOC38
1.64873748 XM_372816 Hs.534726 Similar to hypothetical protein D ||||na||similar to hypothetic
0.15239011 XM_377630 Hs.497947 Similar to RIKEN 2610020C11 ||gm127||similar to RIKEN
1.9680799 XM_375698 Hs.166270 Hypothetical gene supported by ||||LOC400745||Hypothetic
0.60859358 XM_373831 Hs.530173 Hypothetical LOC388604 ||||na||hypothetical LOC38
2.8896109 XM_371230 Hs.528498 Heparan sulfate 6-O-sulfotransfe||HS6ST1P||heparan sulfa
1.48450423 XM_377577
0.38049185 XM_378908 Hs.447011 Hypothetical gene supported by ||||na||hypothetical gene su
-0.13045603 XM_373873 Hs.508115 Hypothetical LOC388713 ||||na||hypothetical LOC38



0.63596579 XM_372803
1.48450423 XM_371330 Hs.449037 Similar to bA92K2.2 (similar to u||||na||similar to bA92K2.2 
0.78195089 XM_371331 Hs.61329 Similar to Hypothetical protein C||||C1orf53||Similar to Hypo
0.32574743 XM_378925 Hs.369324 Hypothetical gene supported by ||||FLJ43585||hypothetical 
-0.29468928 XM_373881 Hs.23459 Hypothetical LOC388727 ||||na||hypothetical LOC38
-0.09395976 XM_375746 Hs.481986 Similar to Interferon-induced gua||||LOC400759||Similar to 
0.52647695 XM_375747 Hs.443527 Similar to Interferon-induced gua||||LOC400759||Similar to 
0.54472509 XM_378874 Hs.549353 Hypothetical gene supported by ||||FLJ27354||hypothetical 
0.62684172 XM_373852
0.51735288 XM_377594 Hs.534825 Similar to sporulation-induced tr ||||na||Similar to sporulatio
2.51552406 XM_373858
1.95895583 XM_373896 Hs.313007 Hypothetical LOC388755 ||||na||hypothetical LOC38
2.36953895 XM_378946
1.84034293 XM_378947 Hs.13742 Hypothetical LOC400813 ||||na||hypothetical LOC40
0.73633055 XM_375688 Hs.454859 Hypothetical protein similar to pr||||LOC65121||Hypothetica
-0.18520045 XM_371222
1.42975981 XM_372763
0.25275488 XM_372764
0.34399557 XM_372761 Hs.534714 Similar to Hypothetical protein D||||Similar to Hypothetical p
2.43340743 XM_377566
1.66698561 XM_372762
1.79472258 XM_375700
2.12318908 XM_209227 Hs.523529 Similar to Formin binding protein||||LOC440608||similar to F
1.99545211 XM_375667 Hs.546617 Similar to bA476I15.3 (novel pro||||na||similar to bA476I15.
0.49910475 XM_373815 Hs.499578 Similar to General transcription f||||Similar to General trans
3.96625107 XM_375670 Hs.534778 Hypothetical gene supported by ||||na||hypothetical gene su
0.48085661 XM_373817 Hs.546918 Hypothetical LOC388577 ||||na||hypothetical LOC38
0.34399557 XM_371208 Hs.197613 Similar to RIKEN cDNA 111003 ||||LOC388581||similar to R
2.17793349 XM_377555
1.24727843 XM_378824 Hs.524416 Hypothetical LOC400729 ||||na||hypothetical LOC40
2.05019652 XM_378825 Hs.458492 Hypothetical gene supported by ||||na||hypothetical gene su
1.36589133 XM_372768
1.94070769 XM_373864 Hs.263424 Hypothetical LOC388684 ||||na||hypothetical LOC38
1.67610968 XM_375869 Hs.454852 Hypothetical LOC400818 ||||na||hypothetical LOC40
2.15056129 XM_372838 Hs.534729 Similar to RIKEN cDNA B23039 ||||similar to RIKEN cDNA 
1.17428587 XM_371374
1.58486899 XM_301210 Hs.534965 Similar to testis-specific protein ||||UNQ6077||Similar to tes
3.55566795 XM_373838 Hs.489378 Hypothetical LOC388617 ||||na||hypothetical LOC38
0.40786405 XM_378897 Hs.125298 Hypothetical LOC400781 ||||na||hypothetical LOC40
0.97355635 XM_378898 Hs.451806 Hypothetical LOC400782 ||||na||hypothetical LOC40
2.04107245 XM_371302
2.74362579 XM_371315
4.86040986 XM_375814 Hs.449030 Similar to LINE-1 reverse transc||||na||similar to LINE-1 rev
4.1943528 XM_375816 Hs.507214 Similar to Slamf7 protein ||||na||similar to Slamf7 pro
1.97720397 XM_373871 Hs.523668 Hypothetical LOC388709 ||||na||hypothetical LOC38
1.81297072 XM_372802
2.18705756 XM_371359 Hs.531209 Similar to Ankrd3-prov protein ||||na||similar to Ankrd3-pr
0.95530821 XM_378949 Hs.515698 Similar to hypothetical protein LO||||na||similar to hypothetic
2.69800544 XM_372840
1.18340994 XM_371384 Hs.515947 AG1 protein ||||AG1||AG1 protein||
2.64326103 XM_372842



0.90968786 XM_378955
3.62866051 XM_379078 Hs.467800 Hypothetical gene supported by ||||FLJ41481||hypothetical 
1.71260596 XM_371478 Hs.502854 Hypothetical LOC388927 ||||na||hypothetical LOC38
2.39691116 XM_379079 Hs.289062 Hypothetical gene supported by ||||FLJ12334||hypothetical 
2.96260345 XM_371479 Hs.546577 Hypothetical LOC388928 ||||na||hypothetical LOC38

3.957127 XM_372917 Hs.546603 Similar to Cerebellar-degenerati ||||na||similar to Cerebellar
1.09216925 XM_379123 Hs.549356 Hypothetical gene supported by ||||FLJ42351||hypothetical 
2.37866302 XM_374002 Hs.97540 Hypothetical gene supported by ||||LOC389023||hypothetic
1.07392111 XM_374003 Hs.528527 Hypothetical LOC389024 ||||na||hypothetical LOC38
4.20347687 XM_374004 Hs.116176 Hypothetical LOC389025 ||||na||hypothetical LOC38
2.16880942 XM_374006 Hs.516352 Hypothetical LOC389028 ||||na||hypothetical LOC38
2.30567046 XM_372950 Hs.432419 Hypothetical LOC541471 protein||||Hypothetical LOC54147
2.2053057 XM_372952
1.84034293 XM_372953
2.26005012 XM_372954
1.08304518 XM_371476 Hs.304233 Similar to MGC52970 protein ||||na||similar to MGC5297
1.19253401 XM_379112 Hs.469369 Hypothetical LOC400988 ||||na||hypothetical LOC40
1.00092856 XM_379118 Hs.171045 Hypothetical gene supported by ||||na||hypothetical gene su
0.40786405 XM_374001 Hs.171244 Hypothetical LOC389019 ||||na||hypothetical LOC38
1.56662085 XM_377755 Hs.531278 Similar to hypothetical protein ||||na||Similar to hypothetic
1.51187644 XM_377756 Hs.534832 Similar to dJ908M14.1.3 (riboso ||||na||similar to dJ908M14
0.93706007 XM_374029 Hs.534680 Hypothetical LOC389089 ||||na||hypothetical LOC38
0.6907102 XM_371480 Hs.467834 Similar to tudor domain containi ||||na||Similar to tudor dom
2.68888137 XM_371481 Hs.407482 Hypothetical gene supported by ||||Hypothetical gene supp
2.62501289 XM_372919
2.36953895 XM_373977 Hs.436366 Hypothetical LOC388934 ||||na||hypothetical LOC38
0.58122137 XM_376043 Hs.502948 Similar to RIKEN cDNA 231001 ||||similar to RIKEN cDNA 
1.21078215 XM_371486 Hs.387498 Similar to phospholipase B ||LOC388937||similar to p
-0.38592997 XM_373979 Hs.525977 Hypothetical LOC388938 ||||na||hypothetical LOC38
1.64873748 XM_371488 Hs.354243 Similar to CDNA sequence BC0 ||||FLJ34931||similar to cD
0.6907102 XM_376048
1.42063574 XM_373981 Hs.468280 Hypothetical gene supported by ||||FLJ44450||hypothetical 
0.08852163 XM_376049 Hs.452302 FLJ42903 protein ||LOC400950||FLJ42903 p
0.64508985 XM_371490 Hs.515955 Similar to cysteine and histidine-||||na||similar to cysteine a
0.85494345 XM_376051 Hs.468368 NGNL6975 ||NGNL6975||UNQ6975||
1.32027098 XM_371491 Hs.98694 Hypothetical LOC388946 ||||na||hypothetical LOC38
0.41698812 XM_373984 Hs.170646 Hypothetical LOC388947 ||||na||hypothetical LOC38
1.53924864 XM_373985 Hs.114449 Hypothetical gene supported by ||||Hypothetical gene supp
0.36224371 XM_371492 Hs.468520 Similar to signal-transducing ada||||Similar to signal-transdu
1.20165808 XM_379094 Hs.531272 Hypothetical gene supported by ||||na||hypothetical gene su
2.37866302 XM_376056 Hs.549355 Similar to echinoderm microtubu||||na||Similar to echinoder
2.11406501 XM_373986 Hs.371885 Hypothetical LOC388952 ||||na||hypothetical LOC38
1.76735038 XM_379096 Hs.503210 Hypothetical gene supported by ||||na||hypothetical gene su
7.84398051 XM_379097 Hs.170358 Hypothetical gene supported by ||||FLJ16341||hypothetical 
0.63596579 XM_371496 Hs.512372 Similar to Px19-like protein (25 k||||similar to Px19-like prot
1.22903029 XM_379100 Hs.552634 Hypothetical gene supported by ||||na||hypothetical gene su
0.88231566 XM_371497
0.8093231 XM_379102 Hs.552635 Hypothetical gene supported by ||LOC400960||hypothetica
0.36224371 XM_376062 Hs.416735 KIAA1155 protein ||||KIAA1155 protein||
0.98268042 XM_373989 Hs.528523 Hypothetical LOC388959 ||||na||hypothetical LOC38
0.74545462 XM_371500 Hs.456833 Similar to RIKEN cDNA 493043 ||||FLJ43987||similar to RI



1.63048934 XM_371503 Hs.445377 Similar to Retinol dehydrogenas ||||similar to Retinol dehyd
0.24363081 XM_376068
1.43888388 XM_371504
0.96443228 XM_379106 Hs.434398 Hypothetical gene supported by ||||na||hypothetical gene su
1.3750154 XM_371506
2.24180198 XM_376072
0.86406752 XM_376074
0.48998068 XM_371511 Hs.546578 Similar to anaphase promoting c||||Similar to anaphase pro
1.19253401 XM_379108 Hs.546620 Similar to CDNA sequence BC0 ||||similar to CDNA sequen
0.27100301 XM_372921 Hs.512527 Similar to UPF0315 protein (AD ||||na||similar to UPF0315 
0.83669531 XM_372922 Hs.534735 Similar to tumor-associated mem||||na||similar to tumor-ass
1.2564025 XM_372923 Hs.516035 Similar to class II basic helix-loo||||na||similar to class II ba
0.8093231 XM_372924
1.11041739 XM_372926
1.58486899 XM_372928 Hs.512529 Similar to C-terminal binding pro||||similar to C-terminal bin
1.75822631 XM_377741 Hs.534831 Similar to SPCPB16A4.07c ||||na||similar to SPCPB16
0.65421392 XM_377725 Hs.467558 Similar to LWamide neuropeptid||||na||similar to LWamide 
0.27100301 XM_372913 Hs.534733 Similar to CG3047-PA ||||na||similar to CG3047-P
0.68158613 XM_373973 Hs.534677 Hypothetical LOC388923 ||||na||hypothetical LOC38
-0.26731707 XM_379068 Hs.148310 Hypothetical gene supported by ||||na||hypothetical gene su
2.18705756 XM_372911
1.9680799 XM_371535 Hs.456852 Ankyrin repeat domain 20B ||ANKRD20B||ankyrin repe
3.08121635 XM_376099 Hs.132527 Hypothetical LOC400985 ||||na||hypothetical LOC40
0.6907102 XM_376101 Hs.534785 Hypothetical LOC400987 ||||na||hypothetical LOC40
0.78195089 XM_352463 Hs.535155 Similar to myoferlin isoform b; fe||||na||similar to myoferlin i
5.06113938 XM_377760 Hs.140823 Similar to ribosomal protein L22 ||||na||similar to ribosomal 
0.68158613 XM_372940 Hs.546604 Similar to Adrenoleukodystrophy||||na||similar to Adrenoleu
1.53012457 XM_371534 Hs.534678 Similar to hypothetical protein ||||na||Similar to hypothetic
0.93706007 XM_372941 Hs.531821 Similar to Ig kappa chain V regio||||na||similar to Ig kappa c
3.19070518 XM_379136 Hs.130198 Hypothetical gene supported by ||||Hypothetical gene supp
1.72173003 XM_371561 Hs.534679 Similar to CDNA sequence BC0 ||||similar to CDNA sequen
1.2837747 XM_374012 Hs.434217 Hypothetical gene supported by ||||na||hypothetical gene su
1.7308541 XM_374013 Hs.546579 Hypothetical LOC389048 ||||na||hypothetical LOC38

-0.05746348 XM_371569 Hs.516461 Similar to Probable mitochondria||||na||similar to Probable m
1.56662085 XM_374014 Hs.469973 Hypothetical LOC389050 ||||na||hypothetical LOC38
0.59946951 XM_379141 Hs.434313 Hypothetical gene supported by ||||DKFZp686O1327||hypo
-0.05746348 XM_372958
-0.26731707 XM_374007 Hs.512378 Hypothetical LOC389029 ||||na||hypothetical LOC38
1.29289877 XM_371555 Hs.469880 Similar to myosin-VIIb ||||Similar to myosin-VIIb||
1.85859107 XM_374010 Hs.380682 Hypothetical LOC389033 ||||na||hypothetical LOC38
3.90238259 XM_379135 Hs.469918 Similar to hypothetical protein A ||||Similar to hypothetical p
1.93158362 XM_377766
1.73997817 XM_371603 Hs.396291 Similar to hypothetical protein F ||||na||similar to hypothetic
1.90421141 XM_379161 Hs.447665 Hypothetical gene supported by ||||LOC401037||hypothetic
0.64508985 XM_374028 Hs.126511 Hypothetical LOC389087 ||||Hypothetical LOC38908
1.32939505 XM_379163 Hs.7124 Hypothetical gene supported by ||||na||hypothetical gene su
0.44436033 XM_379075 Hs.515764 Hypothetical gene supported by ||||na||hypothetical gene su
1.4023876 XM_373974 Hs.512369 Hypothetical LOC388924 ||||na||hypothetical LOC38
0.70895834 XM_379077 Hs.549354 Hypothetical LOC400944 ||||Hypothetical LOC40094
0.73633055 XM_372916 Hs.534734 Similar to peptidyl-Pro cis trans ||||na||similar to peptidyl-P
0.95530821 XM_374016 Hs.512382 Hypothetical LOC389055 ||||na||hypothetical LOC38



2.38778709 XM_376148 Hs.470311 Similar to RIKEN cDNA 583041 ||||Similar to RIKEN cDNA
1.03742483 XM_376150
0.68158613 XM_374017 Hs.256066 Hypothetical LOC389059 ||||na||hypothetical LOC38
0.2162586 XM_376154 Hs.426104 Similar to ribosomal protein S15||||na||similar to ribosomal 
0.85494345 XM_379145 Hs.534787 Hypothetical gene supported by ||||na||hypothetical gene su
-0.10308383 XM_379146 Hs.534788 Hypothetical gene supported by ||||LOC401021||hypothetic
0.00640501 XM_379149 Hs.18903 Hypothetical LOC401025 ||||na||hypothetical LOC40
0.37136778 XM_376160 Hs.551609 Similar to RIKEN cDNA 533040 ||||similar to RIKEN cDNA 
2.25092605 XM_374021 Hs.470967 Hypothetical LOC389067 ||||na||hypothetical LOC38
-0.20344859 XM_371588 Hs.397902 Similar to selenophosphate synt ||||Similar to selenophosph
0.88231566 XM_374022 Hs.471039 Hypothetical LOC389070 ||||Hypothetical LOC38907
1.05567297 XM_374023 Hs.516721 Hypothetical LOC389071 ||||na||hypothetical LOC38
0.27100301 XM_371591 Hs.150816 Hypothetical protein LOC389072||LOC389072||hypothetica
-0.88775378 XM_371592 Hs.198416 Similar to RIKEN cDNA D63002||||LOC389073||similar to R
-0.38592997 XM_371593
-0.42242625 XM_379156 Hs.471465 Hypothetical LOC401032 ||||na||hypothetical LOC40
-0.15782824 XM_374025 Hs.528535 Hypothetical LOC389077 ||||na||hypothetical LOC38
-0.21257266 XM_376179 Hs.526596 Hypothetical protein LOC257407||||LOC257407||Hypothetic
0.40786405 XM_374026 Hs.162411 Hypothetical LOC389081 ||||na||hypothetical LOC38
0.00640501 XM_377778
0.32574743 XM_372966 Hs.534736 Similar to protein 40kD ||||na||similar to protein 40
-0.27644114 XM_372969 Hs.233142 Similar to dystrophin-like protein||||na||Similar to dystrophin
-0.04833941 XM_377783 Hs.534834 Similar to PSST739 protein ||||na||similar to PSST739 
-0.26731707 XM_372970 Hs.534737 Similar to ENSA ||||na||similar to ENSA||
-0.87862971 XM_377786
-0.85125751 XM_372973 Hs.334910 Similar to guanidinoacetate met ||||na||similar to guanidinoa
-0.77826495 XM_372979 Hs.551604 Similar to Involucrin ||||na||similar to Involucrin|
0.3348715 XM_377761 Hs.22571 Similar to ribosomal protein L22 ||||na||similar to ribosomal 

-0.05746348 XM_376200
-0.09395976 XM_376243
-0.06658755 XM_371647 Hs.130526 Similar to CG9996-PA ||||na||similar to CG9996-P
-0.55928729 XM_379200 Hs.534790 Hypothetical LOC401078 ||||na||hypothetical LOC40
-0.66877612 XM_372995
-0.33118556 XM_372996 Hs.534739 Similar to hydrocephalus inducin||||na||Similar to hydroceph
-0.71439647 XM_379171 Hs.190365 Hypothetical LOC401048 ||||na||hypothetical LOC40
1.21990622 XM_379173 Hs.447710 Hypothetical gene supported by ||||FLJ42094||hypothetical 
0.24363081 XM_379174 Hs.475370 Hypothetical LOC401051 ||||na||hypothetical LOC40
-0.39505404 XM_379175
-0.0209672 XM_374033 Hs.148458 Hypothetical LOC389095 ||||na||hypothetical LOC38
0.93706007 XM_379177 Hs.531365 Hypothetical gene supported by ||||na||hypothetical gene su
1.08304518 XM_376207 Hs.449210 Similar to FLJ00274 protein ||||na||similar to FLJ00274
0.28925115 XM_379180 Hs.203027 Hypothetical LOC401056 ||||na||hypothetical LOC40
0.41698812 XM_379181 Hs.120196 Hypothetical LOC401057 ||||na||hypothetical LOC40
-0.56841136 XM_371621 Hs.475683 Similar to zinc finger protein 533||||na||Similar to zinc finge
0.3348715 XM_379182 Hs.125904 Hypothetical LOC401058 ||||na||hypothetical LOC40

-0.19432452 XM_379184 Hs.551610 Hypothetical gene supported by ||||na||hypothetical gene su
-0.18520045 XM_374035 Hs.99391 Hypothetical LOC389100 ||||na||hypothetical LOC38
-0.3768059 XM_371622 Hs.525984 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.07939756 XM_371623 Hs.526966 Similar to YPLR6490 ||||LOC389102||similar to Y
0.10676977 XM_374037 Hs.528538 Hypothetical LOC389105 ||||na||hypothetical LOC38
0.12501791 XM_371626 Hs.512390 Similar to CG2720-PA ||||na||similar to CG2720-P



-0.00271906 XM_374038 Hs.146168 Hypothetical LOC389108 ||||na||hypothetical LOC38
0.64508985 XM_371630 Hs.337307 Ribosomal protein S27 pseudog||||RPS27P4||ribosomal pr
-0.44067439 XM_379189 Hs.517918 Hypothetical gene supported by ||||na||hypothetical gene su
-0.61403171 XM_379190 Hs.128375 Hypothetical gene supported by ||||na||hypothetical gene su
-0.31293742 XM_379191 Hs.534789 Hypothetical LOC401065 ||||na||hypothetical LOC40
0.46260847 XM_371638 Hs.363312 Similar to mouse fat 1 cadherin ||||na||Similar to mouse fat
1.06479704 XM_371639
-0.07571162 XM_371641 Hs.449213 Similar to RIKEN cDNA 492151 ||||similar to RIKEN cDNA 
1.33851912 XM_376233 Hs.254808 IQ motif containing F3 ||IQCF3||IQ motif containin
-0.4680466 XM_371643 Hs.517992 Similar to hypothetical protein M||||na||similar to hypothetic
0.10676977 XM_379194 Hs.385650 Hypothetical gene supported by ||||na||hypothetical gene su
-0.3768059 XM_371645 Hs.512535 Similar to 40S ribosomal protein||||na||similar to 40S riboso
-0.20344859 XM_376241 Hs.452789 FLJ43791 protein ||LOC401070||FLJ43791 p
0.00640501 XM_377797
0.13414198 XM_372984 Hs.546605 Similar to Drosophila melanogas||||na||similar to Drosophila
0.42611219 XM_372985
-0.00271906 XM_372991
-0.24906893 XM_372992 Hs.534738 Similar to hypothetical protein F ||||na||similar to hypothetic
-0.42242625 XM_374070 Hs.250648 Hypothetical LOC389188 ||||na||hypothetical LOC38
-0.05746348 XM_374071 Hs.518527 Hypothetical LOC389189 ||||na||hypothetical LOC38
-0.18520045 XM_371684 Hs.128392 Similar to Tubulin beta-4q chain ||||na||similar to Tubulin be
-0.28556521 XM_377824 Hs.549365 Similar to kinesin family membe ||||na||similar to kinesin fam
-0.33118556 XM_379243 Hs.407087 Hypothetical gene supported by ||||FLJ34208||hypothetical 
0.31662336 XM_371655 Hs.380752 Similar to SVH-B ||||na||similar to SVH-B||
0.02465314 XM_379201 Hs.440846 Hypothetical LOC401079 ||||na||hypothetical LOC40
1.60311713 XM_374045 Hs.476996 Hypothetical LOC389139 ||||na||hypothetical LOC38
0.34399557 XM_379206 Hs.280892 Hypothetical gene supported by ||||FLJ22763||hypothetical 
-0.1395801 XM_376257 Hs.477089 Similar to hypothetical protein F ||||FLJ25363||similar to hy
0.32574743 XM_374046 Hs.99062 Hypothetical LOC389142 ||||na||hypothetical LOC38
-0.18520045 XM_374047 Hs.387011 Hypothetical LOC389143 ||||na||hypothetical LOC38
-0.52279101 XM_379210 Hs.531195 Hypothetical LOC401085 ||||na||hypothetical LOC40
1.08304518 XM_371663 Hs.529243 Similar to WD repeat domain 10||||na||similar to WD repea
0.18888639 XM_376267 Hs.298697 Similar to hypothetical protein, M||||na||similar to hypothetic
-0.20344859 XM_374051 Hs.16920 Hypothetical LOC389149 ||||na||hypothetical LOC38
0.01552907 XM_374052 Hs.195033 Hypothetical LOC389150 ||||na||hypothetical LOC38
-0.28556521 XM_376269 Hs.455020 FLJ43329 protein ||LOC401089||FLJ43329 p
-0.2308208 XM_371665
0.19801046 XM_371666
-0.18520045 XM_374053 Hs.527022 Hypothetical LOC389153 ||||na||hypothetical LOC38
-0.08483569 XM_371670 Hs.254692 Phospholipid scramblase family ||PLSCR5||Phospholipid s
0.20713453 XM_374055 Hs.477882 Hypothetical LOC389159 ||||na||hypothetical LOC38
-0.14870417 XM_374056 Hs.144894 Hypothetical LOC389160 ||||na||hypothetical LOC38
1.07392111 XM_374057 Hs.370889 Chromosome 3 open reading fra||C3orf16||Chromosome 3
0.04290128 XM_374058 Hs.436725 Hypothetical LOC389162 ||||na||hypothetical LOC38
0.16151418 XM_374059 Hs.512397 Hypothetical gene supported by ||||na||hypothetical gene su
0.3348715 XM_374060 Hs.534682 Hypothetical LOC389166 ||||na||hypothetical LOC38

-0.72352054 XM_374061 Hs.525990 Hypothetical LOC389167 ||||na||hypothetical LOC38
1.82209479 XM_371672 Hs.449190 Similar to SET protein (Phospha||||similar to SET protein (P
0.75457869 XM_376278 Hs.546622 Methyltransferase 5 domain con||||METT5D2||Methyltransf
1.14691366 XM_371674
0.54472509 XM_376281 Hs.174743 Similar to LOC166075 ||LOC401097||Similar to L



-0.07571162 XM_379231 Hs.534792 Hypothetical gene supported by ||||na||hypothetical gene su
0.07027349 XM_374062 Hs.71023 Hypothetical LOC389172 ||||na||hypothetical LOC38
-0.42242625 XM_371677 Hs.546581 Similar to phosphoserine amino ||||na||Similar to phosphos
-1.07023517 XM_371678 Hs.478156 Hypothetical LOC389174 ||||na||hypothetical LOC38
0.48998068 XM_371680 Hs.306885 Hypothetical LOC389177 ||||FLJ23172||hypothetical 
1.0191767 XM_379234 Hs.543306 Hypothetical LOC401101 ||||na||hypothetical LOC40
0.54472509 XM_371681 Hs.478406 Similar to RING finger protein 13||||na||similar to RING fing
0.3348715 XM_379235 Hs.518442 Hypothetical gene supported by ||||FLJ46066||hypothetical 
1.22903029 XM_374064 Hs.22347 Hypothetical LOC389182 ||||na||hypothetical LOC38
1.38413947 XM_374065 Hs.518476 Hypothetical gene supported by ||||na||hypothetical gene su
0.71808241 XM_374066 Hs.385649 Hypothetical LOC389184 ||||na||hypothetical LOC38
-0.12133196 XM_374067 Hs.478589 Hypothetical LOC389185 ||||na||hypothetical LOC38
-0.71439647 XM_373001
0.82757124 XM_377818
0.85494345 XM_373004
0.68158613 XM_377820 Hs.531332 Similar to RPL7L1 protein ||||na||similar to RPL7L1 p
0.90056379 XM_379262 Hs.363407 FLJ16686 protein ||FLJ16686||FLJ16686 pro
2.48815185 XM_376314
2.80749427 XM_379263 Hs.29725 Hypothetical LOC401126 ||||FLJ13197||Hypothetical
0.82757124 XM_379264 Hs.549357 Hypothetical LOC401128 ||||na||hypothetical LOC40
1.63048934 XM_371697
1.53924864 XM_374082 Hs.408143 Hypothetical LOC389212 ||||na||hypothetical LOC38
1.33851912 XM_376334 Hs.249729 Similar to hypothetical protein ||||FLJ43963||Similar to hy
2.49727592 XM_371701
1.24727843 XM_379273 Hs.448518 Similar to hypothetical protein LO||||Similar to hypothetical p
0.74545462 XM_379274 Hs.534794 Hypothetical gene supported by ||||LOC401151||hypothetic
0.76370276 XM_376342 Hs.546680 Similar to bA291L22.2 (similar to||||na||similar to bA291L22
4.92427835 XM_379276
1.69435782 XM_373031 Hs.280936 Similar to tubulin, beta 8; HSA10||||na||similar to tubulin, be
1.24727843 XM_377849
2.15056129 XM_373033
3.39143471 XM_374086 Hs.449227 Hypothetical gene supported by ||||na||hypothetical gene su
1.34764319 XM_371711
0.79107496 XM_374088 Hs.368677 Hypothetical LOC389230 ||||na||hypothetical LOC38
2.6797573 XM_374090 Hs.126428 Hypothetical LOC389232 ||||na||hypothetical LOC38
0.43523626 XM_374091 Hs.519026 Hypothetical LOC389233 ||||na||hypothetical LOC38
2.35129081 XM_374093 Hs.127670 Hypothetical LOC389236 ||||na||hypothetical LOC38
1.2564025 XM_374094 Hs.549331 Hypothetical LOC389237 ||||na||hypothetical LOC38
1.849467 XM_371714 Hs.481117 Similar to ring finger protein 129||||na||Similar to ring finger

2.55202033 XM_371715 Hs.447719 Similar to alpha NAC/1.9.2. prot ||||similar to alpha NAC/1.9
2.59764068 XM_373035 Hs.480975 Similar to RIKEN cDNA 993002 ||||similar to RIKEN cDNA 
1.23815436 XM_373036
0.97355635 XM_373037
0.87319159 XM_373038
1.66698561 XM_373039
1.2564025 XM_379267 Hs.165899 Hypothetical gene supported by ||||LOC401134||hypothetic
2.17793349 XM_379268
1.14691366 XM_376320 Hs.447140 Similar to RIKEN cDNA 993001 ||||FLJ41562||similar to RI
0.75457869 XM_373027 Hs.375590 Similar to ribosomal protein S15||||na||similar to ribosomal 
1.45713202 XM_373028 Hs.546607 Similar to UDP-glucuronosyltran||||na||similar to UDP-glucu
1.09216925 XM_376353 Hs.535011 Hypothetical protein FLJ31033 ||FLJ31033||hypothetical p



2.24180198 XM_374095 Hs.546583 Hypothetical LOC389242 ||||na||hypothetical LOC38
-0.4680466 XM_374096 Hs.457270 Hypothetical LOC389243 ||||na||hypothetical LOC38
0.17063825 XM_371718 Hs.449223 Similar to vesicle transport throu||||similar to vesicle transp
-0.03921534 XM_374099 Hs.385787 Hypothetical gene supported by ||||LOC389247||hypothetic
0.14326604 XM_374100 Hs.116238 Hypothetical LOC389248 ||||na||hypothetical LOC38
3.17245704 XM_374101 Hs.365312 Hypothetical LOC389250 ||||na||hypothetical LOC38
0.55384916 XM_379298 Hs.435756 Hypothetical gene supported by ||||LOC401164||hypothetic
1.21078215 XM_379299
1.70348189 XM_374103 Hs.98902 Hypothetical LOC389252 ||||na||hypothetical LOC38
1.46625609 XM_373042 Hs.526261 Similar to myosin:SUBUNIT=reg||||na||similar to myosin:SU
0.27100301 XM_373043 Hs.531242 Likely ortholog of mouse Hey-lik ||HELT||Likely ortholog of 
1.48450423 XM_376318 Hs.531845 Hypothetical LOC401132 ||||na||hypothetical LOC40
0.61771765 XM_379248 Hs.259318 Hypothetical gene supported by ||||na||hypothetical gene su
0.27100301 XM_377828 Hs.534836 Hypothetical LOC402160 ||||na||hypothetical LOC40
1.07392111 XM_379255 Hs.157693 Hypothetical gene supported by ||||na||hypothetical gene su
0.49910475 XM_371694 Hs.162559 Similar to CG12206-PA ||||na||similar to CG12206-
0.47173254 XM_371690 Hs.97725 Hypothetical LOC389202 ||||na||hypothetical LOC38
1.38413947 XM_374079 Hs.526812 Hypothetical LOC389204 ||||na||hypothetical LOC38
0.19801046 XM_371722 Hs.298887 Similar to Leucine-rich repeat-co||||na||similar to Leucine-ri
0.54472509 XM_379306 Hs.146092 Hypothetical gene supported by ||||na||hypothetical gene su
0.72720648 XM_374108 Hs.481491 Hypothetical LOC389264 ||||na||hypothetical LOC38
0.22538267 XM_371726 Hs.453091 Similar to antifreeze glycoprotein||||na||Similar to antifreeze
0.54472509 XM_379309 Hs.518991 Hypothetical protein LOC285577||LOC285577||hypothetica
2.92610717 XM_374110 Hs.59735 Hypothetical LOC389268 ||||na||hypothetical LOC38
2.09581687 XM_374111 Hs.370520 Hypothetical LOC389269 ||||na||hypothetical LOC38
1.08304518 XM_374112 Hs.435515 Hypothetical protein LOC255167||LOC255167||hypothetica
2.59764068 XM_374113 Hs.508282 Hypothetical LOC389271 ||||na||hypothetical LOC38
2.86223869 XM_374115 Hs.519206 Hypothetical gene supported by ||||FLJ27351||hypothetical 
3.0082238 XM_379317 Hs.457667 Hypothetical LOC401175 ||||na||hypothetical LOC40
3.92063073 XM_379318 Hs.369777 Hypothetical gene supported by ||||LOC401176||hypothetic
0.99180449 XM_374117 Hs.553725 Hypothetical LOC389275 ||||na||hypothetical LOC38
0.95530821 XM_379320 Hs.508311 Hypothetical gene supported by ||||LOC401177||hypothetic
0.12501791 XM_373053 Hs.553786 Similar to Microneme antigen ||||na||similar to Micronem
1.4023876 XM_373056
1.4936283 XM_373057
1.62136527 XM_373058
2.6523851 XM_373059
1.60311713 XM_371778 Hs.534684 Similar to RIKEN cDNA 492153 ||||similar to RIKEN cDNA 
3.55566795 XM_379372 Hs.531359 Hypothetical gene supported by ||||na||hypothetical gene su
2.57939254 XM_371781 Hs.449286 Similar to 60S ribosomal protein||||na||similar to 60S riboso
1.38413947 XM_374150 Hs.455108 Hypothetical LOC389345 ||||na||hypothetical LOC38
0.68158613 XM_379378 Hs.531425 Hypothetical gene supported by ||||na||hypothetical gene su
1.10129332 XM_371783 Hs.368516 Similar to KIAA0752 protein ||||Similar to KIAA0752 pro
1.82209479 XM_373098
2.46077964 XM_373099 Hs.534749 Similar to hypothetical protein ||||na||Similar to hypothetic
2.94435531 XM_373101 Hs.356440 Similar to neuralized 1 ||||na||Similar to neuralized
4.34946198 XM_377919
2.35129081 XM_376412 Hs.194755 KIAA0825 protein ||KIAA0825||KIAA0825 pro
2.6797573 XM_374130 Hs.531218 Hypothetical LOC389310 ||||na||hypothetical LOC38
2.29654639 XM_374131 Hs.512409 Hypothetical LOC389311 ||||na||hypothetical LOC38
1.45713202 XM_374144 Hs.528550 Hypothetical LOC389335 ||||Hypothetical LOC38933



1.30202284 XM_379363 Hs.519666 Hypothetical gene supported by ||||Hypothetical gene supp
1.88596328 XM_374145 Hs.446511 Hypothetical LOC389338 ||||na||hypothetical LOC38
3.8385141 XM_374146 Hs.447731 Hypothetical LOC389339 ||||na||hypothetical LOC38
2.53377219 XM_379368 Hs.546624 Hypothetical LOC401215 ||||na||hypothetical LOC40
3.15420891 XM_373097 Hs.512540 Similar to Thyroid hormone rece||||na||similar to Thyroid ho
4.25822129 XM_376416 Hs.534796 Similar to Beta-glucuronidase pr||||na||similar to Beta-glucu
2.96260345 XM_374133 Hs.483185 Hypothetical LOC389318 ||||na||hypothetical LOC38
3.73814934 XM_374134 Hs.528548 Hypothetical LOC389319 ||||na||hypothetical LOC38
1.6122412 XM_371769 Hs.528549 Hypothetical LOC389321 ||||na||hypothetical LOC38
2.55202033 XM_376423 Hs.49573 Hypothetical gene supported by ||||FLJ44606||hypothetical 
2.48815185 XM_371770
2.78924613 XM_371771 Hs.126133 Similar to hypothetical protein ||||Similar to hypothetical p
2.31479453 XM_374136 Hs.271235 Hypothetical LOC389325 ||||na||hypothetical LOC38
2.19618163 XM_374138 Hs.512412 Hypothetical LOC389329 ||||na||hypothetical LOC38
5.4717225 XM_374139 Hs.529443 Hypothetical LOC389330 ||||na||hypothetical LOC38
4.23084908 XM_374140 Hs.254509 Hypothetical LOC389331 ||||na||hypothetical LOC38
4.36771012 XM_374141 Hs.127680 Hypothetical gene supported by ||||na||hypothetical gene su
2.5611444 XM_379359 Hs.534797 Hypothetical gene supported by ||||na||hypothetical gene su
3.63778458 XM_374142 Hs.444731 Hypothetical LOC389333 ||||na||hypothetical LOC38
2.30567046 XM_373094 Hs.356656 Similar to protease (prosome, m||||na||similar to protease (
2.03194838 XM_374121 Hs.482108 Hypothetical LOC389290 ||||na||hypothetical LOC38
5.71807237 XM_379336 Hs.449289 Hypothetical gene supported by ||||LOC401188||hypothetic
2.46077964 XM_371741 Hs.519128 Similar to hypothetical protein ||||na||Similar to hypothetic
1.55749678 XM_376386 Hs.23079 R7 binding protein ||DKFZp686I0554||R7BP||
3.27282181 XM_373082
2.30567046 XM_371728 Hs.512405 Similar to BC012016 protein ||||na||similar to BC012016
2.12318908 XM_371731
1.39326354 XM_379325 Hs.534795 Hypothetical LOC401180 ||||na||hypothetical LOC40
1.52100051 XM_379327 Hs.546623 Hypothetical LOC401182 ||||na||hypothetical LOC40
1.65786154 XM_371736
1.46625609 XM_374120 Hs.531216 Hypothetical LOC389288 ||||na||hypothetical LOC38
3.11771263 XM_371738
2.36953895 XM_377875
2.23267791 XM_373061
2.36953895 XM_377877
4.05749176 XM_377878 Hs.553679 Similar to Transcription initiation||||Similar to Transcription 
2.38778709 XM_377879 Hs.553811 Similar to Transcription initiation||||Similar to Transcription 
3.14508484 XM_377880 Hs.553679 Similar to Transcription initiation||||Similar to Transcription 
2.70712951 XM_377881 Hs.553811 Similar to Transcription initiation||||Similar to Transcription 
2.07756873 XM_377882 Hs.553679 Similar to Transcription initiation||||Similar to Transcription 
2.0866928 XM_377883 Hs.553811 Similar to Transcription initiation||||Similar to Transcription 
2.68888137 401121 XM_376305
2.01370025 402165 XM_377831
2.68888137 402166 XM_377832 Hs.553810 Similar to deubiquitinating enzym||||Similar to deubiquitinatin
2.01370025 402167 XM_377834 Hs.553810 Similar to deubiquitinating enzym||||Similar to deubiquitinatin
2.71625358 402168 XM_377835 Hs.553810 Similar to deubiquitinating enzym||||Similar to deubiquitinatin
2.23267791 402169 XM_377836 Hs.553810 Similar to deubiquitinating enzym||||Similar to deubiquitinatin
0.86406752 402170 XM_377837 Hs.553810 Similar to deubiquitinating enzym||||Similar to deubiquitinatin
-0.30381335 XM_377884
-0.13045603 XM_377885
-0.51366694 XM_377886 Hs.553811 Similar to Transcription initiation||||Similar to Transcription 



-0.19432452 XM_377887 Hs.553811 Similar to Transcription initiation||||Similar to Transcription 
-0.2308208 XM_373073
-0.45892253 XM_377889 Hs.553811 Similar to Transcription initiation||||Similar to Transcription 
-0.40417811 XM_373075
-0.44979846 XM_373076
-0.71439647 XM_373078
-0.4954188 XM_373079
-0.60490764 XM_373080
-0.1122079 XM_374124 Hs.254516 Hypothetical LOC389300 ||||na||hypothetical LOC38
-0.44067439 XM_371754 Hs.531217 Hypothetical LOC389301 ||||na||hypothetical LOC38
-0.1122079 XM_371755 Hs.482521 Rho-guanine nucleotide exchan ||RGNEF||Rho-guanine nu
0.61771765 XM_379339 Hs.104925 Ectodermal-neural cortex (with B||||ENC1||Ectodermal-neur
0.64508985 XM_371757 Hs.455134 Similar to 60S ribosomal protein||||na||similar to 60S riboso
-0.1122079 XM_371758 Hs.519193 Similar to ribosomal protein L10 ||||na||similar to ribosomal 
-0.44067439 XM_373090 Hs.370455 Hypothetical LOC391797 ||||na||hypothetical LOC39
0.20713453 XM_373092 Hs.551605 Similar to peptidyl-Pro cis trans ||||na||similar to peptidyl-P
-0.1122079 XM_373093
-1.04286296 XM_379380
-0.47717067 XM_376454 Hs.382790 Acetoacetyl-CoA synthetase-like||AACSL||acetoacetyl-CoA
-0.19432452 XM_379381 Hs.473947 Hypothetical gene supported by ||||FLJ31183||hypothetical 
-0.4954188 XM_371791 Hs.390650 Similar to High mobility group pr ||||na||similar to High mobi
-0.3768059 XM_374152 Hs.277359 Hypothetical LOC389353 ||||na||hypothetical LOC38
-0.89687785 XM_373106 Hs.444089 Similar to Tb-291 membrane as ||||na||similar to Tb-291 me
-0.03921534 XM_371837 Hs.447741 Similar to oxidoreductase UCPA||||na||similar to oxidoredu
1.74910224 XM_376522 Hs.143410 Similar to Heat shock protein 67||||na||similar to Heat shoc
0.53560102 XM_371841 Hs.458459 Similar to hypothetical protein (L||||na||similar to hypothetic
0.12501791 XM_371842
-0.13045603 XM_374179 Hs.208059 Hypothetical LOC389422 ||||hypothetical LOC38942
0.29837522 XM_371843 Hs.511870 Similar to ribosomal protein S27||||na||similar to ribosomal 
-0.44979846 XM_371845 Hs.126488 Similar to MGC32805 protein ||||na||similar to MGC3280
-0.4954188 XM_371846
-0.72352054 XM_376532
-0.60490764 XM_371847
-0.69614833 XM_371851 Hs.269122 Similar to RIKEN cDNA E13030 ||||similar to RIKEN cDNA 
0.06114942 XM_371853 Hs.458476 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.35311964 XM_374185 Hs.123538 Hypothetical LOC389437 ||||na||hypothetical LOC38
0.38961592 XM_374155 Hs.519832 Hypothetical LOC389358 ||||na||hypothetical LOC38
0.31662336 XM_379391 Hs.531363 FLJ46552 protein ||FLJ46552||FLJ46552 pro
0.25275488 XM_376464
-0.52279101 XM_374159 Hs.207069 Hypothetical LOC389362 ||||hypothetical LOC38936
-0.258193 XM_371796 Hs.484531 Protein phosphatase 1, regulato||||PPP1R3G||protein phos

-0.44979846 XM_371797
-0.03009127 XM_374172 Hs.519796 Hypothetical LOC389403 ||||na||hypothetical LOC38
0.28012708 XM_371829 Hs.125543 Similar to Neurogenic locus Not ||||LOC389405||similar to N
-0.47717067 XM_374173 Hs.298894 Hypothetical LOC389409 ||||na||hypothetical LOC38
-0.47717067 XM_374175 Hs.485841 Hypothetical LOC389413 ||||na||hypothetical LOC38
0.13414198 XM_379424 Hs.520247 Similar to pre-mRNA splicing SR||||similar to pre-mRNA sp
0.07939756 XM_374177 Hs.534021 Hypothetical LOC389415 ||||na||hypothetical LOC38
0.0976457 XM_376555 Hs.487182 Hypothetical gene supported by ||||LOC401286||hypothetic

-0.54103915 XM_379458 Hs.147194 Hypothetical gene supported by ||||DKFZp686L13185||hypo
0.42611219 XM_376549



-0.22169673 XM_374186 Hs.534685 Hypothetical LOC389438 ||||na||hypothetical LOC38
-0.40417811 XM_374188 Hs.32804 Hypothetical LOC389440 ||||na||hypothetical LOC38
0.07027349 XM_374189 Hs.487040 Hypothetical LOC389441 ||||na||hypothetical LOC38
-0.44979846 XM_374190 Hs.439972 Hypothetical LOC389442 ||||na||hypothetical LOC38
-0.92425006 XM_374191 Hs.520524 Hypothetical LOC389443 ||||na||hypothetical LOC38
-0.48629474 XM_374192 Hs.157271 Hypothetical LOC389447 ||||na||hypothetical LOC38
-0.47717067 XM_379452 Hs.444817 Hypothetical gene supported by ||||DKFZp451B082||hypoth
-0.16695231 XM_379454
-0.27644114 XM_376554
0.25275488 XM_379459 Hs.121442 Hypothetical gene supported by ||||Hypothetical gene supp
0.12501791 XM_379395 Hs.348519 Hypothetical gene supported by ||||na||hypothetical gene su
0.3348715 XM_371798 Hs.61389 Chromosome 6 open reading fra||C6orf52||Chromosome 6
0.07939756 XM_374161 Hs.412978 Hypothetical LOC389369 ||||na||hypothetical LOC38
0.11589384 XM_376469 Hs.448293 Hypothetical gene supported by ||||FLJ23152||hypothetical 
0.37136778 XM_379398 Hs.399719 Hypothetical gene supported by ||||na||hypothetical gene su
-0.4680466 XM_374162 Hs.484889 Hypothetical LOC389370 ||||na||hypothetical LOC38
-0.30381335 XM_376472
0.65421392 XM_374163 Hs.200573 Hypothetical LOC389372 ||||na||hypothetical LOC38
0.17976232 XM_379402 Hs.448285 Hypothetical gene supported by ||||LOC401242||hypothetic
0.02465314 XM_376486
0.12501791 XM_376488
0.47173254 XM_379406 Hs.157039 Hypothetical gene supported by ||||na||hypothetical gene su
0.14326604 XM_379408 Hs.485155 Hypothetical LOC401255 ||||na||hypothetical LOC40
-0.258193 XM_379409 Hs.190499 Hypothetical gene supported by ||||na||hypothetical gene su

0.07027349 XM_371816
-0.42242625 XM_371817 Hs.528555 Similar to Cytosol aminopeptida ||||na||similar to Cytosol am
-0.30381335 XM_371818 Hs.546585 Similar to Cytosol aminopeptida ||||na||similar to Cytosol am
0.49910475 XM_371820 Hs.444277 Similar to AI661453 protein ||||FLJ90086||similar to AI6
0.07027349 XM_374167 Hs.485429 Hypothetical LOC389390 ||||na||hypothetical LOC38
-0.26731707 XM_374168 Hs.104665 Hypothetical LOC389392 ||||Hypothetical LOC38939
-0.41330218 XM_371823 Hs.350644 Similar to hypothetical protein D ||||na||similar to hypothetic
-0.59578357 XM_371824
-0.45892253 XM_371825 Hs.453579 Similar to BXMAS2-10 protein ||LOC389396||similar to B
-0.80563716 XM_379417 Hs.520182 Translocation associated memb||||TRAM2||Translocation a
-0.96987041 XM_374170 Hs.512418 Hypothetical LOC389398 ||||na||hypothetical LOC38
-1.179724 XM_379461

-0.61403171 XM_376558 Hs.534801 Hypothetical gene supported by ||||na||hypothetical gene su
-0.55928729 XM_374196 Hs.58456 Hypothetical LOC389452 ||||na||hypothetical LOC38
0.08852163 XM_376560 Hs.531433 Hypothetical gene supported by ||||Hypothetical gene supp
-0.06658755 XM_371901 Hs.488251 Hypothetical LOC389490 ||LOC389490||hypothetica
0.24363081 XM_379489 Hs.429671 Hypothetical LOC402506 ||||Hypothetical LOC40250
0.03377721 XM_379534
-0.27644114 XM_372004 Hs.206892 Hypothetical gene supported by ||||na||hypothetical gene su
-1.13410365 XM_373223 Hs.521321 Similar to Hypothetical protein C||||Similar to Hypothetical p
-1.04286296 XM_379493 Hs.520877 Hypothetical LOC401353 ||||LOC340239||Hypothetic
-1.0611111 XM_379494
-1.27096469 XM_376618 Hs.534803 Similar to CAGL79 ||||Similar to CAGL79||
-0.69614833 XM_376619
-0.57753543 XM_379495 Hs.531436 Similar to vomeronasal receptor ||||Similar to vomeronasal 
0.42611219 XM_374218 Hs.528562 Hypothetical LOC392702 ||||Hypothetical LOC39270
0.36224371 XM_376622 Hs.373941 Similar to RIKEN cDNA 2610034||||Similar to RIKEN cDNA



1.09216925 XM_379498 Hs.418231 Hypothetical LOC402532 ||||Hypothetical LOC40253
1.24727843 XM_379501 Hs.546627 Hypothetical LOC402537 ||||Hypothetical LOC40253
0.06114942 XM_371923 Hs.488761 Similar to opposite strand transc||||Similar to opposite stran
-1.34395725 XM_377941 Hs.534840 Similar to equilibrative nucleosid||||Similar to equilibrative n
-0.98811855 XM_377942 Hs.534841 Similar to vomeronasal receptor ||||Similar to vomeronasal 
0.19801046 XM_377943 Hs.97848 Similar to Opioid binding protein ||||Similar to Opioid binding
0.58122137 XM_377945
0.3348715 XM_377946 Hs.552638 Similar to GTF2I repeat domain ||||Similar to GTF2I repeat
0.65421392 XM_373224 Hs.520845 Similar to cAMP-dependent prot ||||similar to cAMP-depend
0.54472509 XM_379467 Hs.520617 Hypothetical gene supported by ||||na||hypothetical gene su
0.72720648 XM_374200 Hs.527001 Hypothetical LOC389457 ||||Hypothetical LOC38945
-0.55928729 XM_374202 Hs.372707 Hypothetical protein FLJ38969 ||FLJ38969||hypothetical p
-0.12133196 XM_376575 Hs.552647 Hypothetical gene supported by ||||Hypothetical gene supp
-0.87862971 XM_376576 Hs.528560 Similar to Chain , Heat-Shock C ||||LOC401308||similar to C
-0.73264461 XM_374203 Hs.512425 Hypothetical LOC389469 ||||na||hypothetical LOC38
-0.28556521 XM_379474 Hs.435162 Hypothetical gene supported by ||||Hypothetical gene supp
1.02830076 XM_379476 Hs.552636 Hypothetical gene supported by ||||LOC401318||LOC40131
0.34399557 XM_371885 Hs.520254 Similar to Neuronal protein 3.1 ( ||||LOC401318||LOC40131
0.85494345 XM_376586 Hs.69749 KIAA0087 gene product ||KIAA0087||KIAA0087 ge
0.20713453 XM_376587 Hs.520269 PREDICTED: Homo sapiens similar to mKIAA0038 protein
0.91881193 XM_379479 Hs.152541 Hypothetical LOC401317 ||||na||hypothetical LOC40
0.85494345 XM_379482 Hs.176854 Hypothetical LOC401320 ||||LOC401320||Hypothetic
0.17063825 XM_379483 Hs.308222 Hypothetical LOC401321 ||||LOC401321||Hypothetic
0.56297323 XM_376591 Hs.510645 Similar to KIAA0877 protein ||||Similar to KIAA0877 pro
-0.44067439 XM_379484 Hs.377034 Hypothetical gene supported by ||||Hypothetical gene supp
0.53560102 XM_379485 Hs.21509 Hypothetical LOC402485 ||||Hypothetical LOC40248
1.00092856 XM_376600 Hs.546626 Similar to uroplakin IIIb ||||Similar to uroplakin IIIb|
0.6907102 XM_376602 Hs.448456 Hypothetical protein FLJ35390 ||||FLJ35390||Hypothetical
0.34399557 XM_376607 Hs.520816 FLJ44108 protein ||LOC401335||FLJ44108 p
0.13414198 XM_377925
0.29837522 XM_377926 Hs.534839 Similar to mesenchymal stem ce||||Similar to mesenchyma
-0.34030963 XM_377928 Hs.448315 Similar to Calgizzarin (S100C pr||||Similar to Calgizzarin (S
-0.1395801 XM_377933 Hs.404102 ATP-binding cassette, sub-famil ||||ABCB5||ATP-binding ca
-0.4954188 XM_377934
-0.59578357 XM_377935 Hs.46517 Similar to FLJ40113 protein ||||na||similar to FLJ40113
-0.1395801 XM_374236 Hs.520757 Thromboxane A synthase 1 (pla||||TBXAS1||Thromboxane
-0.20344859 XM_376681
0.70895834 XM_379526
0.4534844 XM_376716

-0.55928729 XM_379527
0.42611219 XM_372002 Hs.534686 Similar to amyotrophic lateral sc||||na||similar to amyotroph
-0.87862971 XM_376725
0.17976232 XM_379531 Hs.352538 Hypothetical LOC402626 ||||Hypothetical LOC40262
0.11589384 XM_377976 Hs.553812 Similar to Nucleoside diphospha||||Similar to Nucleoside di
-0.12133196 XM_373214 Hs.534750 Similar to Mtr3 (mRNA transport||||Similar to Mtr3 (mRNA t
0.32574743 XM_377997
0.23450674 XM_373219 Hs.512551 Similar to gastrulation brain hom||||Similar to gastrulation b
0.17063825 XM_378002 Hs.531447 Similar to ppg3 ||||Similar to ppg3||
-0.4680466 XM_376643 Hs.531437 Similar to GrpE protein homolog||||Similar to GrpE protein 
1.45713202 XM_371917 Hs.488646 Similar to Williams Beuren synd ||||LOC389517||similar to W
-0.07571162 XM_374222 Hs.520965 Hypothetical gene supported by ||||Hypothetical gene supp



-0.21257266 XM_379506 Hs.31474 Hypothetical LOC402560 ||||Hypothetical LOC40256
-0.56841136 XM_291247 Hs.455230 Piccolo (presynaptic cytomatrix ||PCLO||Piccolo (presynap
-0.07571162 XM_379507 Hs.489028 Hypothetical LOC402563 ||||Hypothetical LOC40256
-0.62315577 XM_379508 Hs.210944 Hypothetical LOC402564 ||||Hypothetical LOC40256
0.62684172 XM_376648 Hs.549360 Similar to hypothetical protein 49||||Similar to hypothetical p
0.70895834 XM_374226 Hs.512430 Hypothetical LOC392749 ||||Hypothetical LOC39274
0.66333799 XM_371936 Hs.489215 MGC72080 pseudogene ||MGC72080||MGC72080 
0.99180449 XM_376655 Hs.253050 Similar to importin alpha 1b ||||Similar to importin alpha
0.67246206 XM_376658 Hs.382827 Similar to Zinc-alpha-2-glycopro ||||Similar to Zinc-alpha-2-g
0.53560102 XM_371939
0.18888639 XM_379512 Hs.534807 Hypothetical LOC402578 ||||Hypothetical LOC40257
0.11589384 XM_379513 Hs.553800 Hypothetical LOC402582 ||||Hypothetical LOC40258
-0.39505404 XM_379515 Hs.117929 Hypothetical LOC401397 ||||hypothetical LOC40139
0.35311964 XM_371948 Hs.489832 Similar to zinc finger protein 312||||LOC389549||zinc finger
0.17063825 XM_379516 Hs.124417 LOC401400 ||||LOC401400||hypothetic
0.27100301 XM_379517 Hs.381096 Hypothetical gene supported by ||||na||hypothetical gene su
-0.00271906 XM_379518 Hs.549361 Hypothetical LOC402592 ||||Hypothetical LOC40259
0.08852163 XM_379523 Hs.512434 Hypothetical LOC402598 ||||Hypothetical LOC40259
0.51735288 XM_377947 Hs.488761 Similar to opposite strand transc||||Similar to opposite stran
0.2162586 XM_377949 Hs.272138 Similar to RAB guanine nucleoti ||||Similar to RAB guanine 
0.8093231 XM_374625 Hs.549342 Similar to hypothetical protein ||||Similar to hypothetical p
0.12501791 XM_377956
0.06114942 XM_377957
0.14326604 XM_377958
0.34399557 XM_373180 Hs.501535 Similar to Cohesin subunit SA-3 ||||na||similar to Cohesin s
0.08852163 XM_377970 Hs.512548 Similar to Argininosuccinate syn ||||Similar to Argininosucci
-0.33118556 XM_377974 Hs.438484 Similar to beta-tubulin ||||Similar to beta-tubulin||
0.14326604 XM_374386 Hs.42896 Similar to RIKEN cDNA A93001 ||||Similar to RIKEN cDNA
0.29837522 XM_374711 Hs.527001 Hypothetical LOC389457 ||||Hypothetical LOC38945
-0.1395801 XM_374713 Hs.372707 Hypothetical protein FLJ38969 ||FLJ38969||hypothetical p
0.10676977 XM_374399 Hs.491104 Similar to matrilin 2 precursor ||||LOC285929||Similar to 
0.07027349 XM_374401 Hs.450219 Hypothetical gene supported by ||||Hypothetical gene supp
-0.22169673 XM_379786 Hs.528560 Similar to Chain , Heat-Shock C ||||LOC401308||similar to C
-0.5866595 XM_374405 Hs.50802 Hypothetical protein FLJ14712 ||FLJ14712||hypothetical p
-0.21257266 XM_374406
0.74545462 XM_380089 Hs.435162 Hypothetical gene supported by ||||Hypothetical gene supp
0.46260847 XM_380091 Hs.552636 Hypothetical gene supported by ||||LOC401318||LOC40131
0.05202535 XM_379797
-0.3494337 XM_374414 Hs.520269 PREDICTED: Homo sapiens similar to mKIAA0038 protein
-0.00271906 XM_380095 Hs.152541 Hypothetical LOC401317 ||||na||hypothetical LOC40
-0.15782824 XM_380098 Hs.176854 Hypothetical LOC401320 ||||LOC401320||Hypothetic
0.28012708 XM_380099 Hs.308222 Hypothetical LOC401321 ||||LOC401321||Hypothetic
0.12501791 XM_379803 Hs.510645 Similar to KIAA0877 protein ||||Similar to KIAA0877 pro
-0.28556521 XM_380100 Hs.377034 Hypothetical gene supported by ||||Hypothetical gene supp
0.89143973 XM_379809 Hs.529590 Hypothetical gene supported by ||||PP13004||Hypothetical g
0.68158613 XM_374428 Hs.144075 Hypothetical gene supported by ||||LOC401324||acyloxyacy
1.20165808 XM_380104 Hs.21509 Hypothetical LOC402485 ||||Hypothetical LOC40248
0.83669531 XM_379817 Hs.553552 Hypothetical protein MGC13098||MGC13098||hypothetical
0.95530821 XM_379818 Hs.546626 Similar to uroplakin IIIb ||||Similar to uroplakin IIIb|
0.35311964 XM_379819 Hs.535030 Hypothetical protein MGC13098||||MGC13098||Hypothetica
-0.30381335 XM_379820 Hs.448456 Hypothetical protein FLJ35390 ||||FLJ35390||Hypothetical



-0.59578357 XM_374432 Hs.96633 Similar to KIAA0363 ||||KIAA0363||Similar to KIA
-0.44067439 XM_379827 Hs.520816 FLJ44108 protein ||LOC401335||FLJ44108 p
0.38961592 XM_374437 Hs.99248 Hypothetical LOC340228 ||||Hypothetical LOC34022
-0.26731707 XM_379838 Hs.448401 Similar to bA145E8.1 (KIAA1074||||Similar to bA145E8.1 (K
0.38961592 XM_380108 Hs.429671 Hypothetical LOC402506 ||||Hypothetical LOC40250
0.80019903 XM_379839 Hs.534620 Similar to BC060615 protein ||||Similar to BC060615 pro
0.47173254 XM_379840 Hs.551593 Similar to solute carrier family 29||||na||Similar to solute car
0.06114942 XM_379986
0.29837522 XM_379987 Hs.534839 Similar to mesenchymal stem ce||||Similar to mesenchyma
-0.35855777 XM_379990 Hs.448315 Similar to Calgizzarin (S100C pr||||Similar to Calgizzarin (S
-0.31293742 XM_374600 Hs.512174 Glutamate receptor, ionotropic, ||||GRID2IP||Glutamate rec
-0.22169673 XM_379995 Hs.404102 ATP-binding cassette, sub-famil ||||ABCB5||ATP-binding ca
-0.48629474 XM_379997
-0.03009127 XM_379998
1.22903029 XM_380112 Hs.520877 Hypothetical LOC401353 ||||LOC340239||Hypothetic
0.82757124 XM_380113 Hs.520877 Hypothetical LOC401353 ||||LOC340239||Hypothetic
-0.07571162 XM_379847
-0.39505404 XM_379848 Hs.455198 Hypothetical LOC402521 ||||Hypothetical LOC40252
0.16151418 XM_379849 Hs.520882 Similar to GA binding protein tra ||||na||similar to GA bindin
-0.42242625 XM_380114 Hs.531436 Similar to vomeronasal receptor ||||Similar to vomeronasal 
-0.22169673 XM_379850 Hs.434984 Similar to Zinc finger protein 58 ||||Similar to Zinc finger pro
-0.3768059 XM_379851 Hs.520388 Similar to RPL6 protein ||||Similar to RPL6 protein|
-0.40417811 XM_379853 Hs.488366 Similar to myelin protein zero-lik ||||Similar to myelin protein
0.39873998 XM_374730 Hs.528562 Hypothetical LOC392702 ||||Hypothetical LOC39270
0.89143973 XM_379855 Hs.373941 Similar to RIKEN cDNA 2610034||||Similar to RIKEN cDNA
0.82757124 XM_380117 Hs.418231 Hypothetical LOC402532 ||||Hypothetical LOC40253
1.56662085 XM_380120 Hs.546627 Hypothetical LOC402537 ||||Hypothetical LOC40253
0.11589384 XM_380121 Hs.534842 Hypothetical LOC402538 ||||Hypothetical LOC40253
0.07027349 XM_379858 Hs.447768 Similar to Williams-Beuren synd||||Similar to Williams-Beu
-0.2308208 XM_374734
-0.32206149 XM_380007 Hs.534841 Similar to vomeronasal receptor ||||Similar to vomeronasal 
-0.51366694 XM_380008 Hs.546636 Similar to Opioid binding protein ||||na||similar to Opioid bin
-0.60490764 XM_380011 Hs.552638 Similar to GTF2I repeat domain ||||Similar to GTF2I repeat
0.0976457 XM_374735 Hs.520965 Hypothetical gene supported by ||||Hypothetical gene supp
0.78195089 XM_379904 Hs.489355 Mucin 12 ||MUC12||Mucin 12||
1.21078215 XM_379905
1.22903029 XM_380135 Hs.534807 Hypothetical LOC402578 ||||Hypothetical LOC40257

0.927936 XM_379908
1.06479704 XM_379909 Hs.489515 Zuotin related factor 1 ||ZRF1||MPHOSPH11||MP
0.68158613 XM_380136 Hs.553800 Hypothetical LOC402582 ||||Hypothetical LOC40258
1.00092856 XM_380138 Hs.276325 Hypothetical LOC402586 ||||Hypothetical LOC40258
-0.44979846 XM_380139 Hs.117929 Hypothetical LOC401397 ||||hypothetical LOC40139
1.1651618 XM_374517 Hs.489832 Similar to zinc finger protein 312||||LOC389549||zinc finger

-0.66877612 XM_371949 Hs.186385 Leiomodin 2 (cardiac) ||||LMOD2||Leiomodin 2 (c
-0.28556521 XM_380140 Hs.444163 Hypothetical LOC402589 ||||Hypothetical LOC40258
-0.15782824 XM_380141 Hs.124417 LOC401400 ||||LOC401400||hypothetic
-0.65052798 XM_380142 Hs.381096 Hypothetical gene supported by ||||na||hypothetical gene su
0.26187895 XM_380143 Hs.549361 Hypothetical LOC402592 ||||Hypothetical LOC40259
-0.53191508 XM_374751 Hs.105944 Hypothetical LOC392790 ||||Hypothetical LOC39279
-0.34030963 XM_374752 Hs.121397 Hypothetical LOC392791 ||||na||hypothetical LOC39
-0.64140391 XM_380146 Hs.150556 Hypothetical protein FLJ43663 ||FLJ43663||hypothetical p



0.68158613 XM_374526 Hs.447764 Similar to eukaryotic translation ||||na||Similar to eukaryotic
-0.96074634 XM_380148 Hs.512434 Hypothetical LOC402598 ||||Hypothetical LOC40259
-0.1395801 XM_379934 Hs.308710 KIAA1718 protein ||KIAA1718||KIAA1718 pro
-0.60490764 XM_379935
0.31662336 XM_380150
-0.01184313 XM_379939 Hs.98947 Similar to RIKEN cDNA 170001 ||||LOC136242||Similar to 
-0.16695231 XM_380151 Hs.131743 Hypothetical LOC402617 ||||Hypothetical LOC40261
1.27465063 XM_379958 Hs.530124 CTAGE family, member 4 ||||CTAGE4||CTAGE family
0.32574743 XM_379962
0.36224371 XM_374586 Hs.453764 Similar to hypothetical protein 49||||Similar to hypothetical p
-0.36768183 XM_379975
-0.21257266 XM_380155 Hs.352538 Hypothetical LOC402626 ||||Hypothetical LOC40262
0.16151418 XM_379977 Hs.447769 Similar to T-complex protein 1 ||||Similar to T-complex pro
-0.1122079 XM_374637
0.53560102 XM_380034 Hs.512548 Similar to Argininosuccinate syn ||||Similar to Argininosucci
0.90056379 XM_374646 Hs.546483 Similar to ribosomal protein L18 ||||Similar to ribosomal pro
0.85494345 XM_380036 Hs.450249 Similar to RIKEN cDNA 633240 ||||Similar to RIKEN cDNA
-0.14870417 XM_380040 Hs.438484 Similar to beta-tubulin ||||Similar to beta-tubulin||
0.47173254 XM_374653 Hs.149405 Similar to CG6293-PA ||||na||similar to CG6293-P
0.68158613 XM_380042 Hs.447245 Similar to ribosomal protein L15 ||||Similar to ribosomal pro
0.13414198 XM_374655
0.12501791 XM_380044 Hs.457839 Similar to 60S ribosomal protein||||Similar to 60S ribosoma
1.33851912 XM_380045 Hs.553812 Similar to Nucleoside diphospha||||Similar to Nucleoside di
0.77282682 XM_380047 Hs.553812 Similar to Nucleoside diphospha||||Similar to Nucleoside di
0.74545462 XM_380057
0.90056379 XM_374682
0.48998068 XM_380069
0.84581938 XM_374694 Hs.534750 Similar to Mtr3 (mRNA transport||||Similar to Mtr3 (mRNA t
2.33304267 XM_380072
0.75457869 XM_380077 Hs.531447 Similar to ppg3 ||||Similar to ppg3||
0.69983427 XM_380159
-0.19432452 XM_374589 Hs.206892 Hypothetical gene supported by ||||na||hypothetical gene su
0.30749929 XM_374590
0.18888639 XM_374763
0.82757124 XM_374705 Hs.521321 Similar to Hypothetical protein C||||Similar to Hypothetical p
0.28925115 XM_374260 Hs.440258 Hypothetical gene supported by ||||LOC389641||hypothetic
-0.16695231 XM_374261 Hs.243016 Hypothetical LOC389642 ||||na||hypothetical LOC38
0.55384916 XM_372035 Hs.370129 Hypothetical gene supported by ||HMFN0672||hypothetical
1.11041739 XM_373246 Hs.28664 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.44436033 XM_372040 Hs.386230 Similar to asparagine synthetase||||na||similar to asparagin
-0.00271906 XM_374267 Hs.450256 Hypothetical LOC389654 ||||na||hypothetical LOC38
-0.1395801 XM_373249 Hs.448390 Similar to Ig lambda light chain l ||||na||similar to Ig lambda 
0.19801046 XM_376800
0.51735288 XM_374286 Hs.493171 Hypothetical LOC389695 ||||na||hypothetical LOC38
0.81844717 XM_372063
-0.23994487 XM_373266 Hs.512556 Similar to sphingomyelin phosph||||na||Similar to sphingom
0.6907102 XM_378043 Hs.455247 Similar to RIKEN cDNA 170009 ||||similar to RIKEN cDNA 
0.52647695 XM_378044 Hs.443139 Hypothetical protein KIAA1833 ||KIAA1833||hypothetical p
1.11041739 XM_379539 Hs.380737 Hypothetical LOC401440 ||||na||hypothetical LOC40
0.08852163 XM_379541 Hs.534810 Hypothetical gene supported by ||||na||hypothetical gene su
-0.00271906 XM_372010



0.26187895 XM_379543 Hs.398138 Hypothetical gene supported by ||||na||hypothetical gene su
0.04290128 XM_376736
1.84034293 XM_379547 Hs.490867 Hypothetical gene supported by ||||LOC401445||hypothetic
0.64508985 XM_372013 Hs.490908 Similar to FLJ10408 protein ||||Similar to FLJ10408 pro
1.09216925 XM_378009
0.68158613 XM_374371 Hs.490865 Hypothetical LOC392177 ||||na||hypothetical LOC39
0.28012708 XM_373233 Hs.450260 Similar to 60S ribosomal protein||||na||similar to 60S riboso
-0.03009127 XM_376795 Hs.128920 FLJ45872 protein ||FLJ45872||FLJ45872 pro
-0.34030963 XM_374283 Hs.521893 Hypothetical LOC389689 ||||na||hypothetical LOC38
0.4534844 XM_379608 Hs.329694 Hypothetical gene supported by ||||na||hypothetical gene su
0.01552907 XM_372030 Hs.376930 Similar to FLJ10408 protein ||||Similar to FLJ10408 pro
-0.43155032 XM_376756 Hs.491066 Similar to RGLA3077 ||||Similar to RGLA3077||
-0.34030963 XM_379562 Hs.133897 Hypothetical LOC401456 ||||na||hypothetical LOC40
-0.28556521 XM_374254 Hs.390405 Hypothetical LOC389636 ||||na||hypothetical LOC38
-0.07571162 XM_374255 Hs.534688 Hypothetical LOC389637 ||||na||hypothetical LOC38
-0.30381335 XM_374256 Hs.258077 Hypothetical LOC389638 ||||na||hypothetical LOC38
-0.20344859 XM_372019 Hs.553825 Similar to hypothetical protein F ||||Similar to hypothetical p
0.37136778 XM_374249
0.11589384 XM_379552 Hs.490911 Hypothetical LOC401449 ||||Hypothetical LOC40144
-0.55928729 XM_374248 Hs.129800 Hypothetical LOC389624 ||||na||hypothetical LOC38
-0.44979846 XM_372028 Hs.534687 Similar to FLJ10408 protein ||||LOC389630||similar to F
-0.83300937 XM_376783 Hs.443072 Hypothetical gene supported by ||||LOC401466||hypothetic
-0.51366694 XM_376809
1.62136527 XM_374123 Hs.545578 Hypothetical LOC389295 ||||LOC153561||Hypothetic
-0.76914088 XM_376784
0.29837522 XM_374276 Hs.386711 Hypothetical LOC389676 ||||na||hypothetical LOC38
-0.2308208 XM_379595 Hs.521719 Hypothetical gene supported by ||||FLJ43903||hypothetical 
-0.26731707 XM_374277 Hs.512444 Hypothetical LOC389683 ||||na||hypothetical LOC38
0.13414198 XM_374279 Hs.512445 Hypothetical LOC389685 ||||na||hypothetical LOC38
-0.47717067 XM_379603 Hs.391802 Hypothetical gene supported by ||||na||hypothetical gene su
0.06114942 XM_374281 Hs.551602 Hypothetical LOC389687 ||||na||hypothetical LOC38
-0.28556521 XM_379605 Hs.443245 Hypothetical LOC401477 ||||MGC27434||Hypothetica
0.89143973 XM_373263 Hs.534756 Similar to laminin-binding protein||||na||Similar to laminin-bi
-0.26731707 XM_374268 Hs.222064 Hypothetical LOC389656 ||||na||hypothetical LOC38
-0.23994487 XM_374269 Hs.132014 Hypothetical LOC389657 ||||na||hypothetical LOC38
-0.42242625 XM_374270 Hs.277215 Hypothetical gene supported by ||||na||hypothetical gene su
0.0976457 XM_372042 Hs.512441 Similar to polycystin 1-like 3 ||||na||Similar to polycystin
0.60859358 XM_376774 Hs.128938 Similar to lipoxygenase homolog||||Similar to lipoxygenase 
0.42611219 XM_372045
0.07027349 XM_379584 Hs.381884 Hypothetical gene supported by ||||LOC401463||hypothetic
0.39873998 XM_374271 Hs.450280 Hypothetical LOC389665 ||||na||hypothetical LOC38
-0.07571162 XM_379587 Hs.529729 Hypothetical LOC401464 ||||na||hypothetical LOC40
-0.01184313 XM_374272 Hs.300528 Hypothetical LOC389666 ||||na||hypothetical LOC38
-0.22169673 XM_372047
0.28012708 XM_374273 Hs.512443 Similar to Heat shock protein HS||||na||similar to Heat shoc
0.10676977 XM_374275 Hs.309921 Hypothetical LOC389671 ||||na||hypothetical LOC38
0.54472509 XM_372048 Hs.511875 Similar to 40S ribosomal protein||||na||similar to 40S riboso
0.23450674 XM_372050 Hs.521130 Similar to Heterogeneous nuclea||||na||similar to Heterogen
0.13414198 XM_378028
-0.15782824 XM_373252 Hs.457974 Similar to coiled-coil-helix-coiled||||na||similar to coiled-coil
-0.57753543 XM_373253



0.07939756 XM_372046 Hs.447786 Similar to tropomyosin 4 ||||na||Similar to tropomyos
0.11589384 XM_378033
0.41698812 XM_374372 Hs.159713 Hypothetical LOC392238 ||||na||hypothetical LOC39
0.16151418 XM_374266 Hs.60288 Hypothetical LOC389650 ||||na||hypothetical LOC38
0.40786405 XM_372039
0.06114942 XM_378090 Hs.549366 Similar to F4N2.10 ||||na||similar to F4N2.10||
0.24363081 XM_379643 Hs.521524 Hypothetical gene supported by ||||na||hypothetical gene su
-0.03921534 XM_376876
-0.1395801 XM_372118 Hs.527173 FLJ43859 protein ||FLJ43859||FLJ43859 pro
-0.3768059 XM_372121 Hs.531222 Similar to kinesin family membe ||||na||Similar to kinesin fa
-0.18520045 389765 XM_372122 Hs.160561 Similar to KIF27C ||||LOC389765||similar to K
0.15239011 XM_372123
0.37136778 XM_374295 Hs.531592 Hypothetical LOC389767 ||||na||hypothetical LOC38
0.34399557 XM_372125 Hs.512558 Similar to potassium channel tet||||na||Similar to potassium
0.48085661 XM_376888 Hs.370762 Similar to Laminin receptor 1 ||||na||similar to Laminin re
-0.3494337 XM_373298 Hs.546609 Similar to adenylate kinase 3 alp||||Similar to adenylate kin
0.12501791 XM_373301
0.15239011 XM_373303 Hs.405870 Similar to Cathepsin L precursor||||HCTSL-s||cathepsin L-l
0.08852163 XM_372159 Hs.495485 Similar to CG15216-PA ||||na||similar to CG15216-
-0.59578357 XM_372160 Hs.405095 Similar to LPAL6438 ||||na||similar to LPAL6438
0.0976457 XM_374315 Hs.530313 Hypothetical LOC389815 ||||na||hypothetical LOC38
0.2162586 XM_372161
0.52647695 XM_351854 Hs.32194 Hemicentin-2 ||Hemicentin-2||DKFZp434
0.3348715 XM_374307 Hs.211930 Hypothetical LOC389801 ||||na||hypothetical LOC38

-0.26731707 XM_376838
0.08852163 XM_376841 Hs.534812 Similar to DKFZP572C163 prote||||na||similar to DKFZP57
0.23450674 XM_372092 Hs.546587 Similar to FK506-binding protein||||na||similar to FK506-bin
0.58122137 XM_372094 Hs.455299 Similar to chromosome 9 open r||||LOC389730||Similar to 
-0.27644114 XM_376846 Hs.430913 Similar to DKFZP572C163 prote||||na||similar to DKFZP57
-0.07571162 XM_378064 Hs.459726 Similar to chromosome 2 open r||||na||Similar to chromoso
-0.27644114 XM_376852
-0.03921534 XM_372099 Hs.493975 Hypothetical protein LOC286297||LOC286297||hypothetica
0.12501791 XM_379638
-0.01184313 XM_372102
0.65421392 XM_376861
0.37136778 XM_379639
0.61771765 XM_372108 Hs.522183 Similar to Ribosome biogenesis ||||na||similar to Ribosome
0.59946951 XM_372109 Hs.512457 Similar to mitochondrial C1-tetra||||Similar to mitochondrial
-0.20344859 XM_376866
-0.34030963 XM_376869 Hs.531454 Similar to tumor suppressor dele||||na||Similar to tumor sup
1.27465063 XM_372112 Hs.178400 Similar to phosphoglucomutase ||||Similar to phosphogluco
1.03742483 XM_379642 Hs.189160 Hypothetical gene supported by ||||na||hypothetical gene su
2.86223869 XM_372114 Hs.512457 Similar to mitochondrial C1-tetra||||Similar to mitochondrial
1.52100051 XM_376872
1.30202284 XM_372163
2.66150916 XM_379637 Hs.460406 Hypothetical gene supported by ||||na||hypothetical gene su
2.12318908 XM_372169 Hs.549333 Similar to hypothetical protein ||||na||Similar to hypothetic
0.88231566 XM_372090 Hs.130635 Contactin associated protein-like||||CNTNAP3||Contactin as
3.49179947 XM_372097 Hs.521495 Similar to cell recognition molec ||LOC389734||similar to ce
1.83121886 XM_372111 Hs.404758 Similar to mitochondrial C1-tetra||||na||similar to mitochond
0.3348715 XM_379648 Hs.125947 Hypothetical gene supported by ||||FLJ42342||hypothetical 



1.83121886 XM_374296 Hs.512458 Hypothetical LOC389771 ||||na||hypothetical LOC38
2.59764068 XM_372180 Hs.512467 Similar to RIKEN cDNA 111000 ||||similar to RIKEN cDNA 
2.12318908 XM_376814 Hs.549217 Hypothetical protein MGC13005||MGC13005||hypothetical
1.32939505 XM_379619 Hs.493278 Hypothetical gene supported by ||||LOC401490||hypothetic
1.08304518 XM_374289 Hs.122239 Hypothetical LOC389702 ||||na||hypothetical LOC38
1.85859107 XM_374290
1.67610968 XM_379622 Hs.416043 Hypothetical LOC401491 ||||FLJ35024||hypothetical 
0.91881193 XM_379623 Hs.493484 Hypothetical gene supported by ||||FLJ41200||hypothetical 
2.34216674 XM_372076 Hs.431257 Similar to 2700029M09Rik prote||||na||similar to 2700029M
1.57574492 XM_376819
1.27465063 XM_379625 Hs.449455 Hypothetical gene supported by ||||na||hypothetical gene su
1.82209479 XM_374292 Hs.455340 Hypothetical LOC389707 ||||na||hypothetical LOC38
2.86223869 XM_376822 Hs.493655 Similar to PRO2738 ||||LOC401497||similar to P
2.09581687 XM_372078 Hs.161239 Similar to hypothetical protein (L||||na||similar to hypothetic
1.21990622 XM_379628 Hs.553801 Hypothetical LOC401499 ||||na||hypothetical LOC40
2.11406501 XM_379629 Hs.327749 Hypothetical gene supported by ||||na||hypothetical gene su
2.26917419 XM_379634 Hs.446271 Hypothetical gene supported by ||||LOC401504||hypothetic
3.73814934 XM_379635 Hs.161825 Hypothetical LOC401506 ||||na||hypothetical LOC40
1.83121886 XM_373277 Hs.553788 Similar to microtubule-associate||||na||similar to microtubu
2.50639999 XM_378052 Hs.531408 Interferon, omega 2 (pseudogen||IFNWP2||Interferon, ome
2.86223869 XM_378054
1.67610968 XM_373290 Hs.493824 Similar to High mobility group pr ||||na||similar to High mobi
2.74362579 XM_379656 Hs.494549 Chromosome 9 open reading fra||C9orf130||Chromosome 
1.80384665 XM_379657 Hs.434310 Hypothetical gene supported by ||||na||hypothetical gene su
3.0082238 XM_374300 Hs.522307 Hypothetical LOC389777 ||||na||hypothetical LOC38
2.39691116 XM_374301 Hs.494628 Hypothetical LOC389778 ||||na||hypothetical LOC38

0.927936 XM_379660 Hs.494633 Hypothetical LOC401545 ||||na||hypothetical LOC40
3.77464562 XM_374302 Hs.460040 Hypothetical LOC389782 ||||na||hypothetical LOC38
0.84581938 XM_376899
2.78012207 XM_376902 Hs.522350 Hypothetical protein LOC401548||||hypothetical protein LOC

1.849467 XM_379664 Hs.449459 Chromosome 9 open reading fra||C9orf110||Chromosome 
1.74910224 XM_372138 Hs.200101 Similar to ribosomal protein L7 ||||na||similar to ribosomal 
2.28742232 XM_379667 Hs.101439 Chromosome 9 open reading fra||C9orf148||Chromosome 
2.88048683 XM_376909 Hs.343383 Similar to hypothetical protein F ||||LOC401551||similar to h
1.83121886 XM_379668 Hs.533252 Hypothetical protein LOC286208||LOC286208||hypothetica
3.28194588 XM_372142
0.97355635 XM_379671 Hs.522431 Hypothetical gene supported by ||||na||hypothetical gene su
0.97355635 XM_373308
1.4936283 XM_373311 Hs.458134 Similar to ribosomal protein L31 ||||na||similar to ribosomal 
0.46260847 XM_378080 Hs.454150 Similar to beta-1,3-N-acetylgluco||||na||similar to beta-1,3-N
1.69435782 XM_373315
3.73814934 XM_373316
1.30202284 XM_373319
6.81296069 XM_376892
1.08304518 XM_372154 Hs.530307 Similar to bA74P14.2 (novel pro ||||na||similar to bA74P14.2
2.0866928 XM_374801 Hs.314437 Hypothetical protein LOC255326||||LOC255326||Hypothetic
1.55749678 XM_374803 Hs.138211 Similar to LINE-1 reverse transc||||na||similar to LINE-1 rev
0.74545462 XM_378259 Hs.143839 Hypothetical gene supported by ||||DKFZp686M1136||hypo
3.94800293 XM_378239 Hs.534764 Hypothetical gene supported by ||||na||hypothetical gene su
1.21078215 XM_373468 Hs.258910 Hypothetical LOC387697 ||||na||hypothetical LOC38
1.57574492 XM_373469 Hs.512240 Hypothetical LOC387701 ||||na||hypothetical LOC38



0.74545462 XM_370570 Hs.144315 Similar to FtsJ homolog 2 isofor ||||similar to FtsJ homolog
0.95530821 XM_373470 Hs.294057 Hypothetical LOC387705 ||||na||hypothetical LOC38
2.05019652 XM_373471 Hs.525917 Hypothetical LOC387706 ||||na||hypothetical LOC38
1.86771514 XM_373472 Hs.500686 Hypothetical LOC387709 ||||na||hypothetical LOC38
2.30567046 XM_378247 Hs.386143 Hypothetical gene supported by ||||Hypothetical gene supp
0.72720648 XM_373474 Hs.534656 Hypothetical LOC387710 ||||na||hypothetical LOC38
1.70348189 XM_370577 Hs.538677 Similar to RIKEN cDNA 643053 ||||DKFZp781N1041||simil
1.39326354 XM_373477 Hs.120359 Hypothetical LOC387715 ||||na||hypothetical LOC38
1.21078215 XM_372319
2.18705756 XM_372323 Hs.524453 Similar to nuclear DNA-binding p||||LOC219347||Similar to 
1.75822631 XM_377129
0.69983427 XM_372328 Hs.527742 Similar to PPIA protein ||||na||similar to PPIA prote
1.32027098 XM_372329 Hs.132332 Similar to Mitochondrial import r ||||na||similar to Mitochond
0.72720648 XM_374787 Hs.311188 Similar to FLJ40432 protein ||||Similar to FLJ40432 pro
1.4023876 XM_373456 Hs.149175 Chromosome 10 open reading f ||C10orf127||Chromosome
0.16151418 XM_378223 Hs.531181 Hypothetical gene supported by ||||na||hypothetical gene su
0.40786405 392188 XM_373238
0.14326604 392197 XM_373243
0.07939756 XM_372310 Hs.455494 Similar to Ribosome biogenesis ||||na||similar to Ribosome
0.56297323 XM_372311
0.69983427 XM_370557
1.47538016 XM_370582 Hs.546562 Chromosome 10 open reading f ||C10orf122||Chromosome
0.97355635 XM_374842 Hs.549345 FLJ37035 protein ||FLJ37035||FLJ37035 pro
1.82209479 XM_374835
1.00092856 XM_374836 Hs.450448 Similar to chromosome 10 open||||LOC399815||similar to c
0.88231566 XM_370580 Hs.444756 Similar to Hmx2 protein ||||na||similar to Hmx2 prot
0.54472509 XM_373478 Hs.369079 Hypothetical LOC387717 ||||na||hypothetical LOC38
-0.1122079 XM_372330 Hs.86761 Similar to ribosomal protein S26||||na||similar to ribosomal 
-0.08483569 XM_378200
0.79107496 XM_378202 Hs.521260 Hypothetical gene supported by ||||na||hypothetical gene su
0.29837522 XM_378203 Hs.521270 Hypothetical gene supported by ||||LOC399708||hypothetic
1.0465489 XM_373444 Hs.343482 Hypothetical LOC387630 ||||na||hypothetical LOC38
0.96443228 XM_373445 Hs.312685 Hypothetical LOC387631 ||||na||hypothetical LOC38
1.38413947 XM_373446 Hs.333983 Hypothetical LOC387632 ||||na||hypothetical LOC38
0.86406752 XM_372302 Hs.446696 Aldo-keto reductase, truncated ||tAKR||Aldo-keto reductas
0.42611219 XM_374765 Hs.432548 Chromosome 10 open reading f ||C10orf18||Chromosome 
0.48085661 XM_374766 Hs.58963 FLJ46311 protein ||LOC399715||FLJ46311 p
1.39326354 XM_374767 Hs.146539 Hypothetical protein DKFZp667F||DKFZp667F0711||hypoth
-0.13045603 XM_372305
0.66333799 XM_372303
1.51187644 XM_372337
0.46260847 XM_378228 Hs.499605 Hypothetical gene supported by ||||na||hypothetical gene su
1.15603773 XM_373461 Hs.280209 Hypothetical LOC387683 ||||na||hypothetical LOC38
1.83121886 XM_370560
1.2837747 XM_373463 Hs.450514 Hypothetical LOC387686 ||||na||hypothetical LOC38
2.11406501 XM_378236 Hs.441971 Hypothetical gene supported by ||||na||hypothetical gene su
1.06479704 XM_373466 Hs.134739 Hypothetical LOC387690 ||||na||hypothetical LOC38
0.38961592 XM_374817 Hs.272308 Similar to bA182L21.1 (novel pro||||na||similar to bA182L21
0.94618414 XM_377122
1.83121886 XM_373449
1.06479704 XM_378215



2.02282432 XM_370536 Hs.132442 Chromosome 10 open reading f ||C10orf115||Chromosome
1.79472258 XM_370537 Hs.178186 Similar to amyloid beta (A4) pre ||||na||similar to amyloid be
2.98085159 XM_373451 Hs.549324 Hypothetical gene supported by ||||LOC387647||hypothetic
1.70348189 XM_370542 Hs.408581 Similar to supervillin isoform 2; m||||na||similar to supervillin
1.81297072 XM_373452 Hs.512237 Hypothetical LOC387649 ||||na||hypothetical LOC38
2.01370025 XM_378219 Hs.552631 Hypothetical LOC399737 ||||na||hypothetical LOC39
1.11954146 XM_373453 Hs.528423 Hypothetical LOC387654 ||||na||hypothetical LOC38
1.65786154 XM_377109
3.08121635 XM_372307 Hs.522850 Similar to immunoglobulin lambd||||na||Similar to immunogl

1.849467 XM_370584
2.07756873 XM_370585 Hs.454452 Similar to bA442O18.2 (novel pr||||na||similar to bA442O18
2.03194838 XM_370586 Hs.127394 Hypothetical LOC387723 ||||Hypothetical LOC38772
4.44070267 XM_378309 Hs.503862 Hypothetical LOC399951 ||||na||hypothetical LOC39
2.48815185 XM_373513 Hs.512255 Hypothetical LOC387810 ||||hypothetical LOC38781
1.77647445 XM_378316 Hs.411391 Hypothetical gene supported by ||||LOC399959||hypothetic
1.32027098 XM_378317 Hs.130563 Hypothetical LOC399961 ||||na||hypothetical LOC39
2.07756873 XM_372441
0.90056379 XM_370664 Hs.287555 Similar to hypothetical protein ||||na||Similar to hypothetic
1.26552657 XM_374945 Hs.436215 Similar to Seminal vesicle protei ||||FLJ41047||similar to Se
2.36041488 XM_378321 Hs.549346 Hypothetical gene supported by ||||FLJ39051||hypothetical 
1.01005263 XM_370665 Hs.504270 Similar to DnaJ (Hsp40) homolo||||similar to DnaJ (Hsp40)
3.54654388 XM_373518 Hs.524142 Hypothetical gene supported by ||||na||hypothetical gene su
0.84581938 XM_373519 Hs.512256 Hypothetical LOC387823 ||||na||hypothetical LOC38
1.2564025 XM_373520 Hs.534657 Hypothetical LOC387824 ||||na||hypothetical LOC38
1.32939505 XM_378325 Hs.375101 Hypothetical gene supported by ||||na||hypothetical gene su
0.44436033 XM_374949
0.73633055 XM_372432 Hs.549335 Similar to programmed cell deat ||||na||similar to programm
-0.20344859 XM_372433 Hs.449687 Similar to brain-specific homeod||||na||Similar to brain-spec
0.5720973 XM_372443
1.58486899 XM_372445
0.8093231 XM_373500 Hs.448186 Hypothetical LOC387771 ||||hypothetical LOC38777
1.07392111 XM_374885
0.68158613 XM_374890
2.25092605 XM_370629 Hs.188982 Similar to organic anion transpo ||||na||Similar to organic an
0.59946951 XM_373503 Hs.444632 Hypothetical LOC387777 ||||na||hypothetical LOC38
-0.31293742 XM_374893
0.30749929 XM_370631
0.27100301 XM_370634 Hs.433026 Similar to UBIQUITIN-LIKE PRO||||na||similar to UBIQUITI
0.17976232 XM_374898 Hs.380801 Pecanex-like 3 (Drosophila) ||PCNXL3||pecanex-like 3
0.59946951 XM_373505 Hs.441526 Hypothetical LOC387783 ||||na||hypothetical LOC38
0.76370276 XM_373506 Hs.171485 Hypothetical LOC387784 ||||na||hypothetical LOC38
0.42611219 XM_370603 Hs.351414 Similar to hypothetical protein S ||||na||similar to hypothetic
0.13414198 XM_374902
-0.14870417 XM_372420 Hs.501710 Hypothetical LOC390217 ||||na||hypothetical LOC39
0.4534844 XM_372396 Hs.553748 Similar to ribosomal protein L5; ||||Similar to ribosomal pro
0.56297323 XM_372410
-0.24906893 XM_372412
0.20713453 XM_372416 Hs.441122 Similar to leucine rich repeat con||||na||Similar to leucine ric
0.50822882 XM_372418 Hs.523838 Similar to Double C2, gamma ||||na||similar to Double C2
0.75457869 XM_378300 Hs.313468 Hypothetical gene supported by ||||na||hypothetical gene su
0.27100301 XM_374904 Hs.503126 Similar to SH3 and multiple anky||||Similar to SH3 and mult



0.25275488 XM_378301 Hs.376950 Hypothetical gene supported by ||||na||hypothetical gene su
0.78195089 XM_373509 Hs.450659 Hypothetical gene supported by ||||na||hypothetical gene su
0.31662336 XM_370638
0.18888639 XM_370639 Hs.512250 Similar to Mitochondrial import r ||||na||similar to Mitochond
0.10676977 XM_378305 Hs.503429 Hypothetical LOC399933 ||||na||hypothetical LOC39
0.26187895 XM_379741 Hs.533718 Hypothetical LOC401701 ||||KRTAP5-10||Hypothetic
-0.48629474 XM_377230
0.38961592 XM_377231 Hs.450671 Similar to HNRPC protein ||||na||similar to HNRPC p
1.35676726 XM_374858
-0.40417811 XM_370597 Hs.443469 Similar to putative haemopoietic ||||na||Similar to putative h
0.22538267 XM_378299 Hs.448669 Hypothetical gene supported by ||||na||hypothetical gene su
0.8093231 XM_374917 Hs.534765 Similar to tripartite motif-contain ||||na||Similar to tripartite m
0.50822882 XM_374920 Hs.532670 Similar to RING finger protein 18||||na||similar to RING fing
0.43523626 XM_370648 Hs.512252 Hypothetical LOC387804 ||||na||hypothetical LOC38
0.46260847 XM_370649 Hs.512005 Similar to ARP2/3 complex 21 k ||||na||similar to ARP2/3 co
0.27100301 XM_372423
-0.24906893 XM_372424 Hs.528594 Similar to tripartite motif-contain ||||na||Similar to tripartite m
0.48085661 XM_372425
-0.16695231 XM_372428 Hs.553758 Similar to folate receptor 3 ||||na||Similar to folate rece
0.51735288 XM_372429 Hs.531224 Similar to FLJ10251 protein ||||Similar to FLJ10251 pro
-0.258193 XM_373487 Hs.455546 Hypothetical gene supported by ||||Hypothetical gene supp

-0.29468928 XM_373489 Hs.501703 Hypothetical LOC387746 ||||na||hypothetical LOC38
-0.03921534 XM_370607 Hs.135119 Similar to mFLJ00251 protein ||||LOC387750||similar to m
0.07939756 XM_378272 Hs.450733 Hypothetical gene supported by ||||na||hypothetical gene su
0.59946951 XM_378273 Hs.523483 Hypothetical gene supported by ||||na||hypothetical gene su
0.31662336 XM_373490 Hs.512244 Hypothetical LOC387754 ||||na||hypothetical LOC38
0.05202535 XM_370613 Hs.374080 Similar to RIKEN cDNA 383042 ||||similar to RIKEN cDNA 
0.82757124 XM_373491 Hs.512245 Hypothetical LOC387756 ||||na||hypothetical LOC38
0.31662336 XM_378279 Hs.434602 Hypothetical gene supported by ||||LOC399875||hypothetic
-0.0209672 XM_378280 Hs.132600 Hypothetical gene supported by ||||FLJ13439||hypothetical 
-0.22169673 XM_373495 Hs.99310 Hypothetical LOC387761 ||||na||hypothetical LOC38
-0.16695231 XM_373496 Hs.390349 Hypothetical LOC387762 ||||na||hypothetical LOC38
-0.13045603 XM_373497 Hs.530443 Hypothetical LOC387763 ||||LOC387763||Hypothetic
0.43523626 XM_373498 Hs.512246 Hypothetical LOC387764 ||||na||hypothetical LOC38
-0.01184313 XM_373499 Hs.528436 Hypothetical LOC387765 ||||na||hypothetical LOC38
0.49910475 XM_374880 Hs.502529 Hypothetical gene supported by ||LOC399888||hypothetica
-0.0209672 XM_372343
-0.00271906 XM_372345
0.19801046 XM_372348
0.07939756 XM_372349
0.38049185 XM_372352
0.0976457 XM_372354
0.27100301 XM_372366
-0.08483569 XM_372367
0.53560102 XM_372371 Hs.534694 Similar to Olfactory receptor 56A||||na||similar to Olfactory r
-0.03009127 XM_372375
0.61771765 XM_377185 Hs.534818 Similar to filamin-binding LIM pr ||||na||similar to filamin-bin
0.59946951 XM_372376
1.11954146 XM_372378
-0.1122079 XM_374987 Hs.506199 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.50822882 XM_373539



0.16151418 XM_373540 Hs.434392 Hypothetical gene supported by ||||na||hypothetical gene su
0.19801046 XM_373541
0.84581938 XM_373543 Hs.382121 Hypothetical LOC387876 ||||na||hypothetical LOC38
0.49910475 XM_370704
0.18888639 XM_378381 Hs.455693 Hypothetical gene supported by ||||DKFZp686F0839||hypo
0.06114942 XM_377278
0.30749929 XM_372472 Hs.339071 Similar to Small nuclear ribonuc ||||na||similar to Small nuc
0.17976232 XM_372473 Hs.506424 Similar to EEF1A1 protein ||||na||similar to EEF1A1 p
0.38049185 XM_374973
0.27100301 XM_378350 Hs.524357 Hypothetical gene supported by ||LOC400027||hypothetica
0.51735288 XM_373531 Hs.88617 Hypothetical LOC387854 ||||na||hypothetical LOC38
1.0191767 XM_378353 Hs.380659 Hypothetical LOC400030 ||||na||hypothetical LOC40
0.29837522 XM_370691
-0.22169673 XM_373533 Hs.527858 Hypothetical LOC387859 ||||na||hypothetical LOC38
0.62684172 XM_374982
-0.00271906 XM_378358 Hs.197076 Hypothetical gene supported by ||||FLJ41747||hypothetical 
0.17976232 XM_378360 Hs.19193 Hypothetical gene supported by ||||LOC400043||hypothetic
-0.01184313 XM_378362 Hs.505899 Hypothetical gene supported by ||||FLJ41278||hypothetical 
-0.00271906 XM_378363 Hs.368986 Hypothetical LOC400047 ||||na||hypothetical LOC40
0.08852163 XM_378365 Hs.525506 Hypothetical LOC400050 ||||na||hypothetical LOC40
0.28925115 XM_378367 Hs.484612 Hypothetical LOC400053 ||||na||hypothetical LOC40
0.2162586 XM_373538 Hs.213541 Unknown ||||Unknown||
0.39873998 XM_377265
-0.23994487 XM_372466
0.20713453 XM_372468 Hs.526076 Similar to T-box transcription fac||||na||similar to T-box tran
1.81297072 XM_372469
2.49727592 XM_372471 Hs.512488 Similar to 60S ribosomal protein||||na||similar to 60S riboso
3.22720146 XM_373556 Hs.528447 Hypothetical LOC387898 ||||na||hypothetical LOC38
1.63961341 XM_378398 Hs.42964 Hypothetical LOC400092 ||||na||hypothetical LOC40
1.73997817 XM_370674 Hs.447869 Similar to DEAD/H (Asp-Glu-Ala||||Similar to DEAD/H (Asp
2.42428336 XM_373524 Hs.534658 Hypothetical LOC387833 ||||na||hypothetical LOC38
4.58668778 XM_378340 Hs.534767 Hypothetical LOC400004 ||||na||hypothetical LOC40
1.75822631 XM_374965 Hs.550580 Similar to BC004636 protein ||||na||similar to BC004636
1.20165808 XM_370684 Hs.504909 Similar to Eukaryotic translation ||||na||similar to Eukaryotic
0.07027349 XM_373527 Hs.150738 Hypothetical LOC387846 ||||na||hypothetical LOC38
0.63596579 XM_370686 Hs.269836 Rab15 effector protein ||REP15||Rab15 effector p
1.65786154 XM_378349 Hs.355210 Hypothetical LOC400019 ||||na||hypothetical LOC40
1.0191767 XM_377259 Hs.448718 Similar to S-phase kinase-assoc||||similar to S-phase kinas
1.21990622 XM_372452 Hs.505141 Similar to Peptidylprolyl isomera||||Similar to Peptidylprolyl 
2.98085159 XM_378389 Hs.156191 Hypothetical gene supported by ||||LOC400084||hypothetic
1.89508735 XM_370709 Hs.187920 Similar to Periphilin 1 (Gastric ca||||na||similar to Periphilin 
2.57939254 XM_373553 Hs.534660 Hypothetical gene supported by ||||LOC387895||hypothetic
1.36589133 XM_378392 Hs.524846 Hypothetical gene supported by ||||FLJ37505||hypothetical 
1.07392111 XM_373555 Hs.525778 Hypothetical LOC387897 ||||na||hypothetical LOC38
0.35311964 XM_374352 Hs.534698 Similar to MAL13P1.296 ||||na||similar to MAL13P1
1.18340994 XM_378329 Hs.391695 Hypothetical gene supported by ||||FLJ33297||hypothetical 
2.2053057 XM_370668 Hs.546563 Similar to ribosomal protein L13 ||||na||similar to ribosomal 
1.48450423 XM_378331 Hs.447497 Hypothetical gene supported by ||||na||hypothetical gene su

1.849467 XM_373521 Hs.436529 Hypothetical LOC387826 ||||na||hypothetical LOC38
1.69435782 XM_372447
2.98997566 XM_372448 Hs.546594 Similar to signal recognition part||||similar to signal recogn



1.69435782 XM_373545 Hs.445424 Hypothetical LOC387883 ||||na||hypothetical LOC38
2.29654639 XM_373546 Hs.143843 Hypothetical LOC387884 ||||na||hypothetical LOC38
2.26005012 XM_373547 Hs.486856 Hypothetical LOC387885 ||||na||hypothetical LOC38
0.28925115 XM_373548 Hs.534659 Hypothetical LOC387886 ||||na||hypothetical LOC38
1.66698561 XM_373549 Hs.131598 Hypothetical LOC387887 ||||na||hypothetical LOC38
1.79472258 XM_373550 Hs.406846 Hypothetical LOC387888 ||||na||hypothetical LOC38
3.01734787 XM_370707 Hs.507032 Similar to hypothetical protein C ||||na||similar to hypothetic
2.96260345 XM_373571 Hs.126406 Hypothetical LOC387940 ||||na||hypothetical LOC38
2.00457618 XM_373572 Hs.552626 Hypothetical LOC387941 ||||na||hypothetical LOC38
2.70712951 XM_373573 Hs.525925 Hypothetical LOC387942 ||||na||hypothetical LOC38
2.58851661 XM_373574 Hs.525926 Hypothetical LOC387943 ||||na||hypothetical LOC38
2.29654639 XM_373575 Hs.447504 Similar to hypothetical protein ||||Similar to hypothetical p
1.7308541 XM_372496 Hs.143791 Similar to ADP-ribosylation facto||||na||similar to ADP-ribos
2.04107245 XM_372498 Hs.446812 Similar to TBP-associated facto ####################
0.86406752 XM_375007
0.8093231 XM_373557 Hs.149917 Hypothetical LOC387901 ||||na||hypothetical LOC38
2.02282432 XM_373558 Hs.524902 Hypothetical LOC387903 ||||na||hypothetical LOC38
2.63413696 XM_370711 Hs.549325 Hypothetical LOC387904 ||||na||hypothetical LOC38
2.05019652 XM_373559 Hs.147563 Hypothetical LOC387905 ||||Hypothetical LOC38790
3.84763817 XM_370713 Hs.458342 Similar to bA271B5.1 (similar to ||||LOC387907||similar to b
2.96260345 XM_370714
2.42428336 XM_373560 Hs.333886 Hypothetical LOC387910 ||||na||hypothetical LOC38
1.93158362 XM_370715
2.34216674 XM_370718
1.22903029 XM_373561 Hs.197435 Hypothetical gene supported by ||||na||hypothetical gene su
3.23632553 XM_373562 Hs.512270 Hypothetical LOC387917 ||||na||hypothetical LOC38
2.4425315 XM_375018
2.47902778 XM_370722
2.40603523 XM_378411 Hs.127404 Hypothetical gene supported by ||||FLJ42392||hypothetical 
1.43888388 XM_370723 Hs.507860 Similar to tubulin, beta 5 ||||na||Similar to tubulin, be
2.98997566 XM_378412 Hs.147766 Hypothetical LOC400125 ||||na||hypothetical LOC40
1.93158362 XM_370724
1.15603773 XM_378413 Hs.438480 Hypothetical gene supported by ||||LOC400128||hypothetic
0.84581938 XM_378416 Hs.553796 Hypothetical LOC400134 ||||na||hypothetical LOC40
1.33851912 XM_370727 Hs.446637 Similar to ribosomal protein L13 ||||LOC387930||similar to r
0.83669531 XM_373566 Hs.178490 Hypothetical LOC387931 ||||na||hypothetical LOC38
1.62136527 XM_373567
1.46625609 XM_370728 Hs.447507 Similar to heterogeneous nuclea||||LOC387933||similar to h
4.25822129 XM_370729 Hs.512994 Similar to Fatty acid-binding pro ||||na||similar to Fatty acid-
0.93706007 XM_378421 Hs.447508 Hypothetical gene supported by ||||na||hypothetical gene su
2.0866928 XM_375031
1.76735038 XM_373569 Hs.458461 Hypothetical LOC387937 ||||na||hypothetical LOC38
1.43888388 XM_373570 Hs.327445 Hypothetical LOC387939 ||||na||hypothetical LOC38
0.22538267 XM_372486 Hs.527903 Similar to Alpha-N-acetyl-neuram||||similar to Alpha-N-acety
0.01552907 XM_370716 Hs.534661 Hypothetical LOC387912 ||||na||hypothetical LOC38
0.48998068 XM_372490
0.35311964 XM_377296 Hs.534820 Similar to Hypothetical protein C||||na||similar to Hypothetic
1.32939505 XM_372494 Hs.534699 Similar to chromosome 15 open||||na||Similar to chromoso
1.97720397 XM_378434 Hs.371110 Hypothetical gene supported by ||||na||hypothetical gene su
0.68158613 XM_378436 Hs.382313 Hypothetical gene supported by ||||na||hypothetical gene su
0.93706007 XM_378437 Hs.513113 Hypothetical gene supported by ||||na||hypothetical gene su



0.10676977 XM_373578 Hs.441144 Hypothetical LOC387950 ||||na||hypothetical LOC38
0.38049185 XM_372497 Hs.526091 Similar to splicing coactivator su||||similar to splicing coact
-0.53191508 XM_377305 Hs.528451 Similar to Hypothetical protein C||||na||similar to Hypothetic
0.77282682 XM_373583 Hs.204951 Hypothetical LOC387974 ||||na||hypothetical LOC38
1.59399306 XM_375067 Hs.308547 Similar to peroxisomal short-cha||||similar to peroxisomal s

2.770998 XM_373585 Hs.143441 Hypothetical LOC387977 ||||na||hypothetical LOC38
2.57026847 XM_370758 Hs.92556 Hypothetical gene supported by ||||LOC387978||hypothetic
1.97720397 XM_370759 Hs.534662 Chromosome 14 open reading f ||C14orf125||Chromosome
2.34216674 XM_378449 Hs.546613 Hypothetical LOC400201 ||||na||hypothetical LOC40
0.43523626 XM_373587 Hs.200085 Hypothetical LOC387981 ||||na||hypothetical LOC38
1.22903029 XM_373588 Hs.496986 Hypothetical LOC387983 ||||na||hypothetical LOC38
0.2162586 XM_378453 Hs.61557 Hypothetical gene supported by ||||na||hypothetical gene su
-0.1122079 XM_378456 Hs.525335 Hypothetical gene supported by ||||FLJ45671||hypothetical 
2.09581687 XM_375081 Hs.253092 Hypothetical gene supported by ||||LOC400214||hypothetic
2.55202033 XM_378460 Hs.385477 Hypothetical gene supported by ||||na||hypothetical gene su
3.59216423 XM_370763 Hs.509470 Similar to ribosomal protein L31 ||||na||similar to ribosomal 
0.96443228 XM_373594 Hs.512275 Hypothetical LOC387992 ||||na||hypothetical LOC38
1.80384665 XM_378462 Hs.344000 Hypothetical gene supported by ||||na||hypothetical gene su
2.04107245 XM_375090 Hs.509796 Similar to pleckstrin homology d ||||FLJ44817||similar to ple
0.61771765 XM_373596 Hs.528452 Hypothetical LOC387994 ||||na||hypothetical LOC38
1.58486899 XM_373599 Hs.407822 Hypothetical LOC388001 ||||na||hypothetical LOC38
0.51735288 XM_373600 Hs.116304 Hypothetical LOC388002 ||||na||hypothetical LOC38
0.11589384 XM_378472 Hs.281207 Hypothetical LOC400236 ||||PRO1768||Hypothetical 
0.96443228 XM_378473 Hs.131037 Hypothetical gene supported by ||||LOC400238||hypothetic
1.7308541 XM_373602 Hs.512276 Hypothetical LOC388006 ||||na||hypothetical LOC38
2.35129081 XM_373605 Hs.422913 Hypothetical LOC388010 ||||na||hypothetical LOC38
2.16880942 XM_373606 Hs.307984 Hypothetical gene supported by ||||LOC388011||hypothetic
1.12866553 XM_373607
1.31114691 XM_370776 Hs.298602 Similar to RTl1 ||||na||similar to RTl1||
0.07027349 XM_373611 Hs.132624 Hypothetical LOC388019 ||||na||hypothetical LOC38
1.29289877 XM_375108
0.43523626 XM_372500
0.13414198 XM_372504
1.7308541 XM_372509
1.53012457 XM_372521 Hs.549336 Similar to SMT3 suppressor of m||||na||similar to SMT3 sup
2.81661834 XM_372522 Hs.371407 Similar to Zgc:85944 protein ||||na||similar to Zgc:85944
2.73450172 XM_377343 Hs.131152 Similar to SERTA domain conta ||||LOC401778||similar to S
3.02647194 XM_372527 Hs.455928 Similar to 60S ribosomal protein||||na||similar to 60S riboso
1.46625609 XM_372532 Hs.184929 Serine (or cysteine) proteinase i ||ARGS||ATR||SERPINA2
2.93523124 XM_372535 Hs.170853 Similar to MGC53446 protein ||||na||similar to MGC5344
1.01005263 XM_370845 Hs.531201 Similar to hyperpolarization activ||||na||Similar to hyperpola
0.90968786 XM_375174 Hs.446027 Hypothetical gene supported by ||||na||hypothetical gene su
0.01552907 XM_370848
1.2837747 XM_370849 Hs.510894 Similar to hyperpolarization activ||||na||Similar to hyperpola
1.42063574 XM_378506 Hs.510895 Similar to DKFZP434L187 prote||||na||similar to DKFZP434
2.24180198 XM_370856 Hs.512279 Similar to RIKEN cDNA 672046 ||||similar to RIKEN cDNA 
3.40968285 XM_373627 Hs.151190 Hypothetical LOC388117 ||||na||hypothetical LOC38
1.51187644 XM_378511 Hs.489254 Hypothetical gene supported by ||||na||hypothetical gene su
0.22538267 XM_378512 Hs.195730 Hypothetical gene supported by ||||DKFZp781M2440||hypo
2.75274986 XM_370865
1.65786154 XM_373628 Hs.527821 Hypothetical LOC388123 ||||na||hypothetical LOC38



0.50822882 XM_370868
1.73997817 XM_373630 Hs.532698 Hypothetical protein LOC145842||LOC145842||hypothetica
0.48085661 XM_372574 Hs.458593 Similar to ubiquitin associated p ||||Similar to ubiquitin asso
0.96443228 XM_373631 Hs.297340 Hypothetical gene supported by ||||na||hypothetical gene su
1.36589133 XM_373632 Hs.526460 Hypothetical LOC388131 ||||na||hypothetical LOC38
2.05932059 XM_370872
1.20165808 XM_378523 Hs.534770 Hypothetical LOC400388 ||||na||hypothetical LOC40
2.82574241 XM_373633 Hs.33333 Hypothetical LOC388134 ||||na||hypothetical LOC38
0.78195089 XM_370873 Hs.40794 Similar to RIKEN cDNA 603041 ||||similar to RIKEN cDNA 
1.1651618 XM_370876 Hs.458932 Similar to Golgi autoantigen, gol ||||Similar to Golgi autoant
1.58486899 XM_378529 Hs.458968 Hypothetical gene supported by ||||na||hypothetical gene su
0.01552907 XM_373635 Hs.456026 Hypothetical LOC388139 ||||na||hypothetical LOC38
0.90056379 XM_373636 Hs.134626 Hypothetical LOC388140 ||||na||hypothetical LOC38
0.49910475 XM_373637 Hs.534664 Hypothetical LOC388141 ||||na||hypothetical LOC38
1.50275237 XM_373638 Hs.130140 Hypothetical LOC388142 ||||na||hypothetical LOC38
0.80019903 XM_372584 Hs.531231 Similar to RIKEN cDNA B23021 ||||LOC390616||similar to R
1.58486899 XM_375224 Hs.534771 Similar to cervical cancer suppre||||LOC400410||Similar to 
1.47538016 XM_378535 Hs.161757 Hypothetical LOC400411 ||||na||hypothetical LOC40
1.62136527 XM_373639 Hs.525933 Hypothetical LOC388144 ||||Hypothetical LOC38814
0.84581938 XM_370883 Hs.534665 Similar to FLJ43276 protein ||||na||similar to FLJ43276
1.47538016 XM_372559
0.68158613 XM_372562 Hs.528599 Similar to neuronal nicotinic ace ||||Similar to neuronal nico
0.83669531 XM_374355 Hs.546597 Similar to RIKEN cDNA 301002 ||||similar to RIKEN cDNA 
1.10129332 XM_372563
0.66333799 XM_372565
0.90056379 XM_372566
0.14326604 XM_372569 Hs.528600 Similar to RIKEN cDNA 1110054||||similar to RIKEN cDNA 
0.66333799 XM_372573
-0.1395801 XM_372576 Hs.451224 Transcriptional corepressor COR||||transcriptional corepres
1.18340994 XM_377388 Hs.458782 Similar to antigen ||||na||Similar to antigen||
1.2564025 XM_372583
0.68158613 XM_370895 Hs.454642 Similar to FLJ43276 protein ||||na||similar to FLJ43276
0.65421392 XM_378538 Hs.513957 DNM1DN11.5 duplicon ||||DNM1DN11-5||DNM1D
0.23450674 XM_370898 Hs.378848 Similar to golgi autoantigen, golg||||LOC374676||Similar to g
0.6907102 XM_370899 Hs.454625 Similar to FLJ40113 protein ||||na||similar to FLJ40113
0.66333799 XM_373645 Hs.451281 Hypothetical LOC388169 ||||na||hypothetical LOC38
0.25275488 XM_373646 Hs.513117 Hypothetical LOC388170 ||||na||hypothetical LOC38
1.06479704 XM_373647 Hs.350937 Hypothetical LOC388171 ||||na||hypothetical LOC38
0.73633055 XM_370904 Hs.512284 Similar to RIKEN cDNA 170011 ||||similar to RIKEN cDNA 
0.99180449 XM_370905 Hs.160329 Similar to Golgi autoantigen, gol ||||na||similar to Golgi auto
-0.22169673 XM_375261 Hs.463678 Similar to High-mobility group nu||||na||similar to High-mob
0.14326604 XM_370909 Hs.157379 H2A histone family, member V ||||H2AFV||H2A histone fam
-0.00271906 XM_378545 Hs.514006 Hypothetical gene supported by ||||LOC400456||hypothetic
-0.31293742 XM_373650 Hs.512285 Hypothetical LOC388180 ||||na||hypothetical LOC38
-0.19432452 XM_370910 Hs.456057 Similar to KIAA0974 protein ||||na||similar to KIAA0974
0.01552907 XM_372588 Hs.531232 Similar to hypothetical protein ||||na||Similar to hypothetic
-0.29468928 XM_372589
0.88231566 XM_372591 Hs.181612 Similar to Golgi autoantigen, gol ||||na||similar to Golgi auto
-0.07571162 XM_370843 Hs.525714 Hypothetical protein DKFZp434P||||DKFZp434P162||Hypoth
0.98268042 XM_374354 Hs.534704 Similar to hypothetical protein FG||||na||similar to hypothetic
1.35676726 XM_372556



0.34399557 XM_372553 Hs.553830 Similar to neuronal nonacetlycho||||Similar to neuronal nona
-0.52279101 XM_375147
0.38049185 XM_375148 Hs.356398 Similar to Ribosome biogenesis ||||na||similar to Ribosome
-0.3768059 XM_375150 Hs.448789 Similar to protein kinase CHK2 i ||||similar to protein kinase
0.48085661 XM_370829 Hs.372067 Hypothetical LOC388069 ||||na||hypothetical LOC38
0.18888639 XM_375152 Hs.454631 Similar to hypothetical protein ||||na||Similar to hypothetic
1.35676726 XM_373616
0.51735288 XM_372543 Hs.534702 Similar to immunoglobulin heavy||||na||similar to immunoglo
1.34764319 XM_372544 Hs.404449 Similar to hect domain and RLD||||Similar to hect domain a
1.08304518 XM_370833 Hs.534012 Similar to 40S ribosomal protein||||na||similar to 40S riboso
-0.08483569 XM_370834 Hs.458446 Immunoglobulin heavy variable ||IGHV1OR15-1||immunog
0.72720648 XM_370835 Hs.158949 Similar to Ig heavy chain V-I reg ||||na||similar to Ig heavy c
1.0465489 XM_294765 Hs.459120 Similar to FLJ40113 protein ||||na||similar to FLJ40113
0.5720973 XM_370893 Hs.534666 Family with sequence similarity 4||FAM42B||family with seq
2.6523851 XM_370894 Hs.546565 Similar to FLJ43276 protein ||||na||similar to FLJ43276

-0.31293742 XM_372586 Hs.513087 Similar to golgi autoantigen golg||||FLJ22795||Similar to go
0.69983427 XM_370837 Hs.454647 Golgi autoantigen, golgin family ||||Golgi autoantigen, golgi
1.92245955 XM_375163 Hs.510733 Similar to hypothetical protein F ||||na||similar to hypothetic
0.59946951 XM_375165
0.40786405 XM_370844
0.35311964 XM_370840
0.73633055 XM_370917 Hs.510712 Similar to hypothetical protein ||||na||Similar to hypothetic
1.53012457 XM_375272
0.81844717 XM_373653
1.24727843 XM_378553 Hs.514041 Hypothetical gene supported by ||||na||hypothetical gene su
0.77282682 XM_370934 Hs.188007 Similar to CG15828-PA ||||na||similar to CG15828-
1.77647445 XM_375302
0.28012708 XM_378564 Hs.24611 Hypothetical LOC400500 ||||na||hypothetical LOC40
0.27100301 XM_373666 Hs.190748 Hypothetical LOC388214 ||||na||hypothetical LOC38
0.07027349 XM_352159 Hs.513373 Similar to hypothetical protein LO||||na||similar to hypothetic
0.06114942 XM_378567 Hs.513401 Hypothetical gene supported by ||||DKFZp686A05212||hyp
1.4936283 XM_375305
0.90968786 XM_373669 Hs.432267 Hypothetical LOC388220 ||||na||hypothetical LOC38
0.71808241 XM_375307 Hs.439971 Similar to hypothetical protein ||||FLJ41766||Similar to hy
3.11771263 XM_375308
1.53012457 XM_373670 Hs.98330 Hypothetical LOC388227 ||||na||hypothetical LOC38
0.48085661 XM_378573 Hs.306757 Hypothetical gene supported by ||FLJ21408||||hypothetical 
2.36953895 XM_370949 Hs.534667 Hypothetical LOC388229 ||||na||hypothetical LOC38
0.81844717 XM_373671 Hs.460589 Hypothetical LOC388231 ||||na||hypothetical LOC38
1.41151167 XM_372611 Hs.514210 Similar to Hypothetical protein M||||na||similar to Hypothetic
-0.39505404 XM_372614 Hs.549151 Similar to NAD(P) dependent ste||||EEF2K||Similar to NAD(
-0.21257266 XM_370982 Hs.356721 Similar to Heterogeneous nuclea||||na||similar to Heterogen
0.27100301 XM_373685 Hs.534669 Hypothetical LOC388276 ||||na||hypothetical LOC38
0.31662336 XM_373686 Hs.159356 Hypothetical LOC388277 ||||na||hypothetical LOC38
0.25275488 XM_375357 Hs.451336 Hypothetical protein DKFZp313P||DKFZp313P036||hypothe
1.19253401 XM_373687 Hs.232014 Hypothetical LOC388278 ||||na||hypothetical LOC38
0.08852163 XM_373688 Hs.237396 Hypothetical gene supported by ||||na||hypothetical gene su
-0.18520045 XM_373690 Hs.434720 Hypothetical gene supported by ||||na||hypothetical gene su
0.25275488 XM_373691 Hs.130081 Hypothetical LOC388283 ||||na||hypothetical LOC38
0.19801046 XM_370984
0.72720648 XM_378608 Hs.552632 Hypothetical gene supported by ||||LOC400541||hypothetic



0.22538267 XM_372639 Hs.514365 Similar to liver carboxylesterase ||||na||Similar to liver carbo
1.79472258 XM_372640
0.55384916 XM_372641 Hs.526110 Similar to Spermatogenesis ass ||||na||similar to Spermatog
0.49910475 XM_372643 Hs.553771 Similar to Transducin-like enhan||||na||similar to Transduci
-0.15782824 XM_373684 Hs.514346 Hypothetical LOC388274 ||||na||hypothetical LOC38
0.20713453 XM_372638 Hs.447940 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.13414198 XM_378631 Hs.513818 FLJ27068 protein ||LOC400558||FLJ27068 p
0.10676977 XM_370997 Hs.447544 Similar to Brain-type organic cat ||||Similar to Brain-type org
-0.09395976 XM_372648 Hs.546599 Similar to putative polyA-binding||||Similar to putative polyA
-0.27644114 XM_370930 Hs.434157 Similar to RIKEN cDNA 152040 ||||Similar to RIKEN cDNA
0.04290128 XM_373660 Hs.104977 Hypothetical LOC388206 ||||na||hypothetical LOC38
0.08852163 XM_378562 Hs.365697 Hypothetical gene supported by ||||na||hypothetical gene su
0.50822882 XM_375378 Hs.513784 Hypothetical protein DKFZp434O||DKFZp434O0320||hypot
0.24363081 XM_378620 Hs.448825 Hypothetical protein LOC283904||||LOC283904||Hypothetic
0.38049185 XM_378621 Hs.549351 Hypothetical gene supported by ||||na||hypothetical gene su
-0.01184313 XM_373700 Hs.150856 Hypothetical LOC388305 ||||na||hypothetical LOC38
0.25275488 XM_378623 Hs.87068 Hypothetical gene supported by ||||na||hypothetical gene su
-0.20344859 XM_378625 Hs.461706 FLJ44904 protein ||LOC400553||FLJ44904 p
-0.27644114 XM_378590 Hs.499135 Hypothetical gene supported by ||||FLJ26245||hypothetical 
0.16151418 XM_373682 Hs.460682 Hypothetical gene supported by ||||na||hypothetical gene su
-0.41330218 XM_373692 Hs.528849 Hypothetical LOC388291 ||||na||hypothetical LOC38
0.27100301 XM_373693 Hs.513727 Hypothetical LOC388295 ||||na||hypothetical LOC38
-0.21257266 XM_370991 Hs.447549 Similar to hypothetical protein - f||||na||similar to hypothetic
-0.31293742 XM_370992 Hs.334135 Hypothetical LOC388298 ||||na||hypothetical LOC38
-0.1395801 XM_375373 Hs.549350 Similar to C10orf94 protein ||||na||similar to C10orf94 
0.04290128 XM_373695 Hs.546567 Hypothetical LOC388300 ||||na||hypothetical LOC38
-0.53191508 XM_378617 Hs.170946 Hypothetical gene supported by ||||LOC400548||hypothetic
-0.14870417 XM_377444
-0.50454287 XM_377445 Hs.531541 Similar to Hypothetical protein M||||na||similar to Hypothetic
-0.23994487 XM_377446 Hs.128896 Similar to RIKEN cDNA C33000||||similar to RIKEN cDNA 
-0.55928729 XM_373672 Hs.528463 Hypothetical LOC388235 ||||na||hypothetical LOC38
-0.22169673 XM_370958 Hs.512290 Similar to nuclear pore complex ||||na||Similar to nuclear po
-0.60490764 XM_370939 Hs.444600 LAT1-3TM protein ||||LAT1-3TM||LAT1-3TM p
0.07939756 XM_370965 Hs.443706 Similar to hypothetical protein B ||||na||similar to hypothetic
0.15239011 XM_378582 Hs.534772 Hypothetical LOC400523 ||||na||hypothetical LOC40
0.03377721 XM_370968 Hs.546566 Similar to KIAA1501 protein ||||na||similar to KIAA1501
-0.43155032 XM_375344 Hs.546616 Similar to hypothetical protein ||||na||Similar to hypothetic
0.17976232 XM_370973 Hs.460661 Similar to KIAA1501 protein ||||Similar to KIAA1501 pro
-0.0209672 XM_370975
-0.41330218 XM_372616
-0.38592997 XM_377426
0.08852163 XM_372625
0.06114942 XM_372626 Hs.278513 Similar to protein phosphatase 2||||LOC390705||similar to p
0.16151418 XM_372630
-0.41330218 XM_375282 Hs.528770 Similar to DDX11 protein ||||na||similar to DDX11 pr
-0.09395976 XM_375284 Hs.549348 Similar to interleukin 9 receptor ||||na||Similar to interleukin
0.08852163 XM_370924
0.18888639 XM_373659 Hs.498579 Hypothetical LOC388204 ||||na||hypothetical LOC38
-0.0209672 XM_375292 Hs.288672 Similar to hypothetical protein ||||na||Similar to hypothetic
-0.08483569 XM_377407 Hs.531530 Similar to hypothetical protein 47||||na||similar to hypothetic
0.03377721 XM_372607



0.17063825 XM_372609 Hs.122240 Similar to ATP-binding cassette ||||na||similar to ATP-bindi
0.12501791 XM_372632 Hs.531236 Similar to Ig heavy chain V-III re ||||na||similar to Ig heavy c
-0.4954188 XM_373744 Hs.463981 Hypothetical LOC388414 ||||hypothetical LOC38841
-1.12497958 XM_378698 Hs.225661 Hypothetical gene supported by ||||FLJ36644||hypothetical 
0.06114942 XM_373746 Hs.512309 Hypothetical LOC388416 ||||na||hypothetical LOC38
-0.47717067 XM_378700 Hs.381996 Hypothetical gene supported by ||||FLJ37644||hypothetical 
-0.16695231 XM_378703 Hs.447555 Hypothetical gene supported by ||||FLJ26484||hypothetical 
-0.09395976 XM_373748 Hs.407116 Hypothetical gene supported by ||||na||hypothetical gene su
0.08852163 XM_378705 Hs.348644 Hypothetical gene supported by ||||LOC400620||hypothetic
-0.36768183 XM_371078 Hs.211870 Similar to Galectin-3 binding pro||||na||similar to Galectin-3
0.19801046 XM_378706 Hs.434271 Hypothetical LOC400621 ||||na||hypothetical LOC40
-0.00271906 XM_373749 Hs.441623 Hypothetical LOC388420 ||||na||hypothetical LOC38
-0.48629474 XM_375491 Hs.514516 Hypothetical LOC400622 ||||hypothetical LOC40062
0.07027349 XM_378708 Hs.514518 Hypothetical gene supported by ||||na||hypothetical gene su
-0.0209672 XM_373750 Hs.464214 Hypothetical LOC388421 ||||na||hypothetical LOC38
0.34399557 XM_372679 Hs.534707 Similar to Cleavage and polyade||||na||similar to Cleavage 
-0.13045603 XM_372682 Hs.170913 Similar to L-threonine aldolase ||||na||similar to L-threonin
0.05202535 XM_371086
0.19801046 XM_378643 Hs.434312 Hypothetical gene supported by ||||na||hypothetical gene su
0.02465314 XM_371006
1.21078215 XM_371009 Hs.262480 Hypothetical gene supported by ||||na||hypothetical gene su
-0.19432452 XM_378646 Hs.499716 Hypothetical LOC400571 ||||na||hypothetical LOC40
-0.08483569 XM_371014 Hs.368429 Similar to Williams Beuren synd ||||na||similar to Williams B
-0.31293742 XM_373713 Hs.462174 Hypothetical LOC388334 ||||na||hypothetical LOC38
0.22538267 XM_378648 Hs.96917 Hypothetical LOC400572 ||||na||hypothetical LOC40
-0.01184313 XM_371016
1.08304518 XM_378649 Hs.306721 Hypothetical gene supported by ||||LOC400573||hypothetic
0.18888639 XM_371018 Hs.178269 Similar to CDRT15 protein ||||na||similar to CDRT15 p
0.64508985 XM_375410
-0.06658755 XM_378650 Hs.462281 Hypothetical gene supported by ||||na||hypothetical gene su
-0.43155032 XM_373714 Hs.447558 Hypothetical LOC388338 ||||na||hypothetical LOC38
0.10676977 XM_371019 Hs.448854 Similar to ribosomal protein S18||||na||similar to ribosomal 
0.62684172 XM_373715 Hs.147654 Hypothetical LOC388340 ||||na||hypothetical LOC38
0.10676977 XM_378653 Hs.448855 Hypothetical gene supported by ||||na||hypothetical gene su
0.06114942 XM_371023 Hs.448879 Similar to ribosomal protein L13 ||||na||similar to ribosomal 
0.29837522 XM_371024 Hs.449869 Similar to poly(A) binding protein||||na||similar to poly(A) bin
0.60859358 XM_375418 Hs.170600 GRB2-related adaptor protein-lik||LOC400581||GRB2-relat
0.30749929 XM_373718 Hs.147178 Hypothetical LOC388348 ||||Hypothetical LOC38834
0.77282682 XM_372651
0.37136778 XM_372654
0.76370276 XM_371053 Hs.250182 Hypothetical LOC388381 ||||na||hypothetical LOC38
0.87319159 XM_372668 Hs.551603 ADP-ribosylation factor-like 12 ||||ARL12||ADP-ribosylatio
1.36589133 XM_373734 Hs.464404 Hypothetical LOC388388 ||||na||hypothetical LOC38
1.1651618 XM_378678 Hs.226401 Hypothetical gene supported by ||||na||hypothetical gene su
1.01005263 XM_378682 Hs.408434 Hypothetical LOC400602 ||||na||hypothetical LOC40
0.73633055 XM_378684 Hs.114322 Hypothetical gene supported by ||||LOC400604||hypothetic
0.41698812 XM_378685 Hs.436111 Hypothetical gene supported by ||||na||hypothetical gene su
-0.21257266 XM_378686 Hs.514340 Hypothetical gene supported by ||||na||hypothetical gene su
-0.31293742 XM_371068 Hs.531551 Similar to ribosomal protein L7 ||||na||similar to ribosomal 
0.25275488 XM_378688 Hs.378425 Hypothetical LOC400607 ||||na||hypothetical LOC40
0.34399557 XM_371070



0.82757124 XM_372677
-0.24906893 XM_373740 Hs.368309 Hypothetical gene supported by ||||FLJ27502||hypothetical 
2.3239186 XM_378693 Hs.500485 Hypothetical LOC400614 ||||na||hypothetical LOC40
0.77282682 XM_377475 Hs.463112 Similar to CG32372-PA ||||na||similar to CG32372-
0.25275488 XM_377476 Hs.147362 Hypothetical LOC401884 ||||Hypothetical LOC40188
0.03377721 XM_372676 Hs.463429 Similar to S100 calcium-binding ||||na||similar to S100 calc
-0.00271906 XM_371034 Hs.378940 Similar to Elongation factor Tu, m||||na||similar to Elongation
-0.18520045 XM_373723 Hs.512302 Hypothetical LOC388365 ||||na||hypothetical LOC38
0.48998068 XM_375434 Hs.406166 Hypothetical LOC400590 ||LOC400590||hypothetica
1.53924864 XM_371081 Hs.534013 Similar to hypothetical protein F ||||na||similar to hypothetic
1.75822631 XM_373756 Hs.212051 Hypothetical LOC388429 ||||na||hypothetical LOC38

0.927936 XM_375387
1.35676726 XM_371026 Hs.352975 Similar to hypothetical protein F ||||na||similar to hypothetic
0.23450674 XM_378660 Hs.531280 Hypothetical gene supported by ||||na||hypothetical gene su
0.83669531 XM_371028 Hs.546568 Hypothetical LOC388353 ||||na||hypothetical LOC38
0.19801046 XM_372663 Hs.448896 Similar to Ribosomal protein S6 ||||similar to Ribosomal pro
-0.56841136 XM_375424 Hs.512027 Similar to stearoyl-CoA desatura||||na||similar to stearoyl-C
0.34399557 XM_373721 Hs.514743 Hypothetical gene supported by ||||na||hypothetical gene su
0.72720648 XM_378639 Hs.448882 Hypothetical gene supported by ||||na||hypothetical gene su
0.82757124 XM_373726 Hs.546569 Hypothetical LOC388375 ||||na||hypothetical LOC38
0.59946951 XM_373763 Hs.534925 Hypothetical gene supported by ||||Hypothetical gene supp
0.95530821 XM_371204 Hs.512045 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.77282682 XM_371089
1.72173003 XM_373765 Hs.515183 Hypothetical LOC388439 ||||FLJ12120||hypothetical 
0.68158613 XM_371092
0.0976457 XM_371097 Hs.514631 Hypothetical LOC388444 ||||na||hypothetical LOC38

-0.35855777 XM_378730 Hs.515201 Hypothetical LOC400638 ||||na||hypothetical LOC40
0.01552907 XM_373769 Hs.534670 Hypothetical LOC388453 ||||na||hypothetical LOC38
1.32939505 XM_373770 Hs.170245 Hypothetical LOC388454 ||||na||hypothetical LOC38
1.02830076 XM_373771 Hs.407666 Hypothetical gene supported by ||||LOC388456||hypothetic
1.03742483 XM_371106 Hs.141055 Hypothetical gene supported by ||||Hypothetical gene supp
1.72173003 XM_378735 Hs.553799 Hypothetical gene supported by ||||LOC400642||hypothetic
0.07939756 XM_373772 Hs.346566 Hypothetical LOC388459 ||||na||hypothetical LOC38
1.63048934 XM_371107 Hs.528668 Ribosomal protein L6 ||||RPL6||Ribosomal protei
1.73997817 XM_373773 Hs.242240 Hypothetical LOC388461 ||||na||hypothetical LOC38
0.29837522 XM_371108
1.22903029 XM_378738 Hs.253920 Hypothetical gene supported by ||||FLJ38028||hypothetical 
0.36224371 XM_373775
0.68158613 XM_371111 Hs.512316 Ankyrin repeat domain 30B ||||ANKRD30B||Ankyrin rep
1.42063574 XM_378741 Hs.514732 Hypothetical gene supported by ||||FLJ44255||hypothetical 
2.31479453 XM_370826
0.83669531 XM_372689 Hs.534709 Similar to mitochondrial carrier t ||||na||Similar to mitochond
0.62684172 XM_377488 Hs.534821 Similar to POTE8A ||||na||similar to POTE8A||
1.38413947 XM_378760 Hs.531297 Hypothetical gene supported by ||||LOC400662||hypothetic
0.75457869 XM_378742 Hs.201828 Hypothetical gene supported by ||||FLJ45994||hypothetical 
0.38049185 XM_378743 Hs.515341 Hypothetical gene supported by ||||na||hypothetical gene su
0.85494345 XM_378746 Hs.124607 Hypothetical gene supported by ||||Hypothetical gene supp

0.927936 XM_378747 Hs.448920 Hypothetical gene supported by ||||na||hypothetical gene su
1.31114691 XM_372693 Hs.528606 Similar to 27 kDa Golgi SNARE ||||similar to 27 kDa Golgi 
1.51187644 XM_371115 Hs.546572 Similar to 60S ribosomal protein||||na||similar to 60S riboso
0.78195089 XM_378757 Hs.390287 Hypothetical protein LOC284276||LOC284276||hypothetica



0.29837522 XM_378758 Hs.131718 Hypothetical gene supported by ||||FLJ37638||hypothetical 
0.4534844 XM_372698 Hs.526129 Similar to hypothetical protein ||||na||Similar to hypothetic
0.59946951 XM_371117 Hs.465243 Hypothetical LOC388476 ||||na||hypothetical LOC38
0.62684172 XM_373778 Hs.514893 Hypothetical LOC388477 ||||na||hypothetical LOC38
0.60859358 XM_371118 Hs.514896 Serologically defined colon canc||SDCCAG3L||Serological
0.79107496 XM_375543 Hs.447574 Similar to 40S ribosomal protein||||na||similar to 40S riboso
1.12866553 XM_373779 Hs.369911 Hypothetical LOC388480 ||||na||hypothetical LOC38
1.72173003 XM_378750 Hs.534774 Chromosome 18 open reading f ||||C18orf49||Chromosome
1.43888388 XM_378751 Hs.434235 Hypothetical gene supported by ||||LOC400654||hypothetic
1.00092856 XM_373780 Hs.145111 Hypothetical LOC388481 ||||na||hypothetical LOC38
1.36589133 XM_378753 Hs.397449 Hypothetical gene supported by ||||LOC400655||hypothetic
0.78195089 XM_378755
0.79107496 XM_372695 Hs.534712 PREDICTED: Homo sapiens similar to Chain A, Crystal St
1.14691366 XM_371157 Hs.528005 Similar to CG14939-PA ||||na||similar to CG14939-
0.50822882 XM_373800 Hs.528490 Hypothetical LOC388528 ||||na||hypothetical LOC38
0.81844717 XM_373802 Hs.515335 Hypothetical LOC388530 ||||na||hypothetical LOC38
1.12866553 XM_378793 Hs.438766 Hypothetical gene supported by ||LOC400684||hypothetica
0.89143973 XM_372723 Hs.203961 Similar to RP2 protein, testoster ||||na||similar to RP2 prote
2.73450172 XM_371160
1.15603773 XM_378795 Hs.434443 Hypothetical gene supported by ||||LOC400685||hypothetic
1.1651618 XM_375602 Hs.451632 Hypothetical gene supported by ||||FLJ30698||hypothetical 
2.27829826 XM_375603 Hs.143920 Similar to comment for location ||||na||similar to comment 
2.52464813 XM_375604
1.11041739 XM_378798 Hs.157101 Hypothetical gene supported by ||||na||hypothetical gene su
1.41151167 XM_378799 Hs.534776 Zinc finger protein 568 ||ZNF568||Zinc finger prot
0.68158613 XM_372726
-0.03921534 XM_375608 Hs.448930 Hypothetical protein DKFZp761D||DKFZp761D1918||hypoth
2.21442977 XM_375609
1.4936283 XM_371165 Hs.448932 Sprouty-related, EVH1 domain c||SPRED3||SPROUTY-RE
0.05202535 XM_378805 Hs.515423 Hypothetical LOC400701 ||||na||hypothetical LOC40
1.1651618 XM_371170 Hs.448937 Similar to Zinc finger protein 216||||na||similar to Zinc finger
1.21078215 XM_378807 Hs.515437 Hypothetical gene supported by ||||FLJ30307||hypothetical 
1.24727843 XM_375619 Hs.449896 Similar to polycythemia rubra ve||||na||Similar to polycythem
0.16151418 XM_373808 Hs.534671 Hypothetical LOC388549 ||||na||hypothetical LOC38
0.83669531 XM_371176 Hs.446909 Similar to CEACAM5 protein ||||FLJ41856||similar to CE
-0.41330218 XM_371177 Hs.456381 Similar to carcinoembryonic anti ||||na||Similar to carcinoem
0.29837522 XM_373809 Hs.502161 Hypothetical LOC388553 ||||na||hypothetical LOC38
1.74910224 XM_371182 Hs.515479 Hypothetical BC282485_1 ||LOC388554||hypothetica
1.57574492 XM_378810 Hs.531310 Hypothetical gene supported by ||||FLJ39303||hypothetical 
1.67610968 XM_375631
0.99180449 XM_375632 Hs.433586 Similar to Serine/threonine prote||||na||similar to Serine/thre
2.92610717 XM_375634 Hs.399983 Sialic acid binding Ig-like lectin, ||SIGLECP16||sialic acid b
1.64873748 XM_375639 Hs.467210 Zinc finger protein 83 (HPF1) ||||ZNF83||Zinc finger prote
1.09216925 XM_371192
2.41515929 XM_373811 Hs.253646 Hypothetical LOC388563 ||||na||hypothetical LOC38
1.11954146 XM_371197 Hs.143757 Similar to zinc finger protein 111||||na||Similar to zinc finge
0.83669531 XM_371200 Hs.147471 Similar to R30217_1 ||||FLJ16360||similar to R3
2.34216674 XM_375663 Hs.388810 Similar to hypothetical protein F ||||DKFZp686I1569||simila
0.66333799 XM_375664 Hs.467370 Similar to Hypothetical zinc finge||||na||similar to Hypothetic
0.52647695 XM_373812 Hs.467392 Similar to ribosomal protein S15||||na||similar to ribosomal 
0.76370276 XM_377527 Hs.294094 Similar to 60S ribosomal protein||||na||similar to 60S riboso



2.8896109 XM_377529 Hs.531262 Similar to hypothetical protein F ||||na||similar to hypothetic
1.12866553 XM_372727
0.85494345 XM_372730 Hs.526140 Similar to ETS-domain transcrip ||||na||similar to ETS-doma
1.10129332 XM_372732 Hs.22049 Similar to R28379_1 ||||LOC390940||similar to R
0.31662336 XM_377537 Hs.546631 Similar to OPA3 protein; Optic a||||na||similar to OPA3 prot
0.99180449 XM_377538 Hs.546632 Similar to Mucin 4 (Tracheobron||||na||similar to Mucin 4 (T
0.51735288 XM_372741
2.31479453 XM_372753 Hs.22488 Similar to Zinc finger protein 264||||LOC390980||similar to Z
1.71260596 XM_378766 Hs.147326 Hypothetical LOC400669 ||||na||hypothetical LOC40
1.0191767 XM_373786 Hs.371587 Hypothetical gene supported by ||||na||hypothetical gene su
1.17428587 XM_371125 Hs.528481 Similar to KIAA1683 protein ||||na||similar to KIAA1683
1.94070769 XM_373788 Hs.465612 Hypothetical gene supported by ||||LOC388494||hypothetic
1.15603773 XM_373789 Hs.465681 Hypothetical LOC388496 ||||na||hypothetical LOC38
2.59764068 XM_375560
1.80384665 XM_373790 Hs.10095 Hypothetical protein from EURO||LOC56930||hypothetical 
1.32939505 XM_377500
0.93706007 XM_372702 Hs.255163 Similar to onecut 3 ||||na||Similar to onecut 3||
1.50275237 XM_372704 Hs.552628 Guanine nucleotide binding prot ||||GNA11||Guanine nucleo
0.81844717 XM_372705 Hs.553773 Similar to adenylate kinase (EC ||||similar to adenylate kina
0.6907102 XM_378776 Hs.151170 Hypothetical LOC400675 ||||na||hypothetical LOC40
2.06844466 XM_371134
1.32027098 XM_373793 Hs.528485 Hypothetical LOC388504 ||||na||hypothetical LOC38
1.52100051 XM_371140
2.0866928 XM_371141 Hs.512823 Similar to ribosomal protein L17 ||||na||similar to ribosomal 
1.31114691 XM_371142 Hs.296731 Similar to hypothetical protein F ||||na||similar to hypothetic
1.12866553 XM_375575
2.87136276 XM_371145 Hs.438274 Similar to Cytochrome P450 4F1||||na||similar to Cytochrom
1.05567297 XM_371151 Hs.55304 Similar to 40S ribosomal protein||||Similar to 40S ribosoma
1.53924864 XM_378783 Hs.531627 Hypothetical gene supported by ||||LOC400680||hypothetic
1.05567297 XM_375589
0.68158613 XM_375590 Hs.528748 Similar to zinc finger protein 100||||na||similar to zinc finger
1.54837271 XM_372707
1.05567297 XM_377514
1.32027098 XM_372719 Hs.451676 Similar to Zinc finger protein 492||||na||similar to Zinc finger
1.59399306 XM_373921 Hs.517173 Hypothetical gene supported by ||||na||hypothetical gene su
1.02830076 XM_378993 Hs.526895 Hypothetical gene supported by ||||na||hypothetical gene su
3.01734787 XM_373922 Hs.448392 Hypothetical LOC388807 ||||na||hypothetical LOC38
1.66698561 XM_371405 Hs.531586 Similar to bA476I15.3 (novel pro||||na||similar to bA476I15.
0.77282682 XM_375928 Hs.531354 Similar to KIAA1110 protein ||||na||similar to KIAA1110
2.02282432 XM_373914 Hs.400876 Hypothetical LOC388796 ||||Hypothetical LOC38879
1.15603773 XM_372866 Hs.528618 Similar to LPIN3 ||||na||similar to LPIN3||
2.31479453 XM_378981 Hs.283487 Hypothetical gene supported by ||||na||hypothetical gene su
2.61588882 XM_378982 Hs.449053 Hypothetical gene supported by ||||na||hypothetical gene su
1.07392111 XM_373915 Hs.196552 Hypothetical LOC388798 ||||na||hypothetical LOC38
1.43888388 XM_371402
0.02465314 XM_378988 Hs.534781 Hypothetical LOC400849 ||||na||hypothetical LOC40
-0.40417811 XM_372869 Hs.444210 Chromosome 20 open reading f ||C20orf137||Chromosome
-0.03921534 XM_372870
-0.39505404 XM_378956
-0.23994487 XM_378957 Hs.531294 Hypothetical LOC400832 ||||na||hypothetical LOC40
-0.33118556 XM_373904 Hs.132163 Hypothetical LOC388780 ||||na||hypothetical LOC38



-0.17607638 XM_373906 Hs.123609 Hypothetical protein LOC149837||LOC149837||hypothetica
0.08852163 XM_373907 Hs.516871 Hypothetical LOC388787 ||||na||hypothetical LOC38
-0.42242625 XM_373908 Hs.349092 Hypothetical gene supported by ||||LOC388789||hypothetic
-0.40417811 XM_373909 Hs.293550 Hypothetical LOC388790 ||||na||hypothetical LOC38
-0.1122079 XM_373910
-0.98811855 XM_378970 Hs.449064 Hypothetical gene supported by ||||FLJ33581||hypothetical 
-0.42242625 XM_375912 Hs.516952 Similar to hypothetical protein F ||||na||similar to hypothetic
-0.24906893 XM_371395 Hs.283478 Similar to dJ1093G12.6 (A nove||||na||similar to dJ1093G1
-0.09395976 XM_375914 Hs.516978 Hypothetical protein LOC284804||||LOC284804||Hypothetic
0.19801046 XM_371397 Hs.512357 Similar to hypothetical protein F ||||na||similar to hypothetic
-0.03921534 XM_372864
-0.2308208 XM_377675 Hs.528157 Chromosome 20 open reading f ||C20orf115||Chromosome
-0.33118556 XM_375929
-0.09395976 XM_375931 Hs.534782 Similar to PRED4 ||||na||similar to PRED4||
-0.258193 XM_373925 Hs.334177 Hypothetical LOC388813 ||||na||hypothetical LOC38

-0.60490764 XM_373926 Hs.347604 Hypothetical LOC388814 ||||na||hypothetical LOC38
-0.12133196 XM_373927
-0.31293742 XM_379002 Hs.517252 Hypothetical LOC400861 ||||na||hypothetical LOC40
-0.36768183 XM_371411 Hs.532855 Similar to GNGT1 protein ||||na||similar to GNGT1 pr
-0.57753543 XM_373930 Hs.434228 Hypothetical gene supported by ||||na||hypothetical gene su
-0.16695231 XM_379006 Hs.531756 Hypothetical gene supported by ||||na||hypothetical gene su
0.04290128 XM_371413 Hs.534979 Similar to Protein CGI-27 (C21o ||||na||similar to Protein CG
0.16151418 XM_373931 Hs.549328 Hypothetical LOC388823 ||||na||hypothetical LOC38
-0.28556521 XM_372876 Hs.552629 Similar to ankyrin repeat domain||||na||similar to ankyrin re
0.28925115 XM_372878 Hs.531240 Similar to 60S ribosomal protein||||na||similar to 60S riboso
-0.38592997 XM_379023 Hs.397403 Hypothetical gene supported by ||||na||hypothetical gene su
-0.13045603 XM_371418 Hs.334432 Chromosome 21 open reading f ||||C21orf111||Chromosom
0.19801046 XM_379025 Hs.406003 Hypothetical LOC400877 ||||na||hypothetical LOC40
-0.26731707 XM_371416 Hs.454898 Similar to C21orf258 ||||na||similar to C21orf258
-0.62315577 XM_379030 Hs.435289 Hypothetical gene supported by ||||na||hypothetical gene su
-0.47717067 XM_375955 Hs.531212 Similar to immunoglobulin super||||na||Similar to immunogl
-0.24906893 XM_371423 Hs.474281 Similar to POM121 membrane g||||na||similar to POM121 m
0.2162586 XM_371424 Hs.505317 Similar to breakpoint cluster reg ||||na||Similar to breakpoin
0.08852163 XM_373945 Hs.454905 Hypothetical LOC388849 ||||FLJ32575||Hypothetical
0.28925115 XM_371429 Hs.115429 KIAA1666 protein ||KIAA1666||KIAA1666 pro
0.20713453 XM_371430
-0.81476123 XM_377696 Hs.553809 Similar to carbonic anhydrase X ||||na||similar to carbonic a
-0.28556521 XM_372889
-0.40417811 XM_371431
-0.4680466 XM_379036 Hs.191031 Hypothetical LOC400890 ||||na||hypothetical LOC40
-0.14870417 XM_375963
-0.14870417 XM_371455
-0.42242625 XM_373949
-0.19432452 XM_373950 Hs.512364 Hypothetical LOC388887 ||||na||hypothetical LOC38
-0.10308383 XM_379041 Hs.434698 Hypothetical gene supported by ||||na||hypothetical gene su
-0.17607638 XM_376001 Hs.505497 Similar to low density lipoprotein||||na||Similar to low densit
-0.36768183 XM_373952 Hs.552627 Hypothetical LOC388889 ||||Hypothetical LOC38888
0.08852163 XM_373953 Hs.96704 Hypothetical LOC388890 ||||na||hypothetical LOC38
-0.17607638 XM_379046 Hs.211986 Hypothetical LOC400923 ||||na||hypothetical LOC40
-0.04833941 XM_376003
-0.14870417 XM_373954 Hs.528517 Hypothetical LOC388893 ||||na||hypothetical LOC38



-0.06658755 XM_373957 Hs.474703 Hypothetical LOC388897 ||||na||hypothetical LOC38
0.44436033 XM_373958 Hs.474768 Hypothetical LOC388898 ||||na||hypothetical LOC38
-0.15782824 XM_376010 Hs.474836 TPTE/TPIP pseudogene ||||LOC387593||TPTE/TPIP
-0.40417811 XM_371466 Hs.454921 Hypothetical LOC388900 ||||hypothetical LOC38890
-0.08483569 XM_373962 Hs.474880 Hypothetical LOC388903 ||||na||hypothetical LOC38
0.41698812 XM_371469 Hs.369054 Hypothetical gene supported by ||LOC388906||hypothetica
-0.90600192 XM_371470 Hs.449095 Similar to ribosomal protein L5; ||||na||similar to ribosomal 
-0.61403171 XM_372891 Hs.512523 Hypothetical LOC391303 ||||na||hypothetical LOC39
-0.40417811 XM_372900 Hs.252474 Similar to D-dopachrome tautom||||na||similar to D-dopachr
-0.19432452 XM_377713
0.14326604 XM_373964
-0.1122079 XM_373967 Hs.517718 Hypothetical LOC388914 ||||na||hypothetical LOC38
0.20713453 XM_373968
-0.31293742 XM_379065 Hs.397890 Hypothetical gene supported by ||||na||hypothetical gene su
-0.4954188 XM_373970 Hs.525976 Hypothetical LOC388917 ||||na||hypothetical LOC38
-0.3768059 XM_372908
-0.45892253 XM_379702 Hs.300262 Hypothetical gene supported by ||||FLJ25917||hypothetical 
-0.65052798 XM_379704 Hs.129955 Hypothetical LOC401588 ||LOC401588||hypothetica
-0.12133196 XM_372205 Hs.496078 Similar to hypothetical protein, M||||na||similar to hypothetic
-0.10308383 XM_373344 Hs.434186 Similar to CpG binding protein (P||||Similar to CpG binding p
-0.10308383 XM_372213 Hs.314334 Similar to ubiquitin specific prote||||Similar to ubiquitin spec
-0.48629474 XM_373347 Hs.437539 Similar to RIKEN cDNA 201000 ||||similar to RIKEN cDNA 
-0.15782824 XM_374326 Hs.447896 Hypothetical LOC389858 ||||na||hypothetical LOC38
-0.4954188 XM_372224
-0.75089274 XM_373351
-0.91512599 XM_372214
0.24363081 XM_377000
0.00640501 XM_377002 Hs.553803 Hypothetical protein LOC401590||||Hypothetical protein LO
-0.07571162 XM_373349
0.01552907 XM_377027 Hs.474940 Similar to heat shock 70kD prote||||na||similar to heat shock
-0.42242625 XM_377028 Hs.522046 Similar to MYST histone acetyltr||||na||similar to MYST hist
-0.75089274 XM_379717 Hs.534202 Hypothetical gene supported by ||||na||hypothetical gene su
-0.51366694 XM_373358
-0.52279101 XM_374333 Hs.388888 Chromosome X open reading fr ||CXorf35||chromosome X
-0.67790019 XM_377033 Hs.534815 Similar to germ and embryonic s||LOC401611||similar to ge
-0.75089274 XM_377034
-0.258193 XM_373359

-1.07935924 XM_373362 Hs.522750 Nuclear cap binding protein sub ||NCBP2L||Nuclear cap bi
-0.05746348 XM_372227 Hs.449503 Similar to PAI-1 mRNA-binding ||||LOC389866||PAI-1 mR
-0.48629474 XM_372233 Hs.528583 Similar to selenophosphate synt ||||Similar to selenophosph
-0.80563716 XM_379716 Hs.250816 Hypothetical gene supported by ||||na||hypothetical gene su
-1.32570911 XM_373353
-0.92425006 XM_373354 Hs.512566 Similar to ribosomal protein L31 ||||na||similar to ribosomal 
-0.3768059 XM_372261 Hs.546590 Similar to DKFZP586L0724 prot ||||na||similar to DKFZP58
-0.61403171 XM_372262 Hs.512476 Similar to ATP-dependent DNA ||||similar to ATP-depende
-0.55016322 XM_377062
-0.42242625 XM_379696 Hs.532121 Hypothetical gene supported by ||||na||hypothetical gene su
-0.15782824 XM_376981
0.38961592 XM_374323 Hs.196579 Hypothetical LOC389841 ||||na||hypothetical LOC38
0.10676977 XM_372200 Hs.447816 Similar to Ran-specific GTPase-||||na||similar to Ran-speci
-0.3494337 XM_379699 Hs.552637 Hypothetical LOC401583 ||||Hypothetical LOC40158



0.36224371 XM_373338 Hs.512565 Similar to bA92K2.2 (similar to u||||na||similar to bA92K2.2 
-0.14870417 XM_373340
-0.26731707 XM_373341
0.31662336 XM_377041 Hs.528585 Hypothetical protein LOC286467||LOC286467||hypothetica
-0.19432452 XM_372248 Hs.534690 Similar to FLJ20527 protein ||||na||similar to FLJ20527
-0.57753543 XM_372254 Hs.546589 Similar to Mothers against deca ||||na||similar to Mothers a
0.50822882 XM_374338 Hs.460956 Hypothetical LOC389893 ||||na||hypothetical LOC38
-0.67790019 XM_372255 Hs.127679 Similar to MGC68553 protein ||||na||similar to MGC6855
0.49910475 XM_374339
-0.09395976 XM_373370
0.4534844 XM_373372

-0.62315577 XM_373373 Hs.496832 Similar to Glyceraldehyde 3-pho||||similar to Glyceraldehyd
-0.14870417 XM_372258 Hs.522167 Similar to HS1 binding protein ||||na||similar to HS1 bindin
0.15239011 XM_379694 Hs.444541 Hypothetical gene supported by ||||Hypothetical gene supp
0.03377721 XM_377072
-1.02461482 XM_377073 Hs.446466 CXYorf1 protein ||CXYORF1||CXYorf1 prot
0.4534844 XM_379720 Hs.98581 Hypothetical gene supported by ||||DKFZp686D0853||hypo

-0.34030963 XM_372268 Hs.442169 Similar to Extracellular matrix pr ||||na||similar to Extracellu
-0.39505404 XM_379730 Hs.534816 Hypothetical gene supported by ||||na||hypothetical gene su
-0.21257266 XM_377071
0.58122137 XM_373378 Hs.553792 Similar to paraneoplastic antigen||||na||similar to paraneopl
-0.88775378 XM_378103
0.56297323 XM_379722 Hs.496647 Hypothetical gene supported by ||||na||hypothetical gene su
-0.26731707 XM_373366
0.00640501 XM_373367 Hs.534763 Similar to chromosome 14 open||||na||Similar to chromoso
-0.57753543 XM_373368 Hs.146438 Similar to Histone H3.3 ||||na||similar to Histone H
0.10676977 XM_372272 Hs.522829 Hypothetical gene supported by ||||na||hypothetical gene su
0.2162586 XM_373382
0.78195089 XM_377076 Hs.497009 Hypothetical gene supported by ||||na||hypothetical gene su
0.39873998 XM_372274 Hs.549334 Similar to Serine/threonine-prote||||Similar to Serine/threon
-0.2308208 XM_374341 Hs.497008 Hypothetical LOC389908 ||||Hypothetical LOC38990
-0.258193 XM_374343 Hs.546592 Hypothetical gene supported by ||||na||hypothetical gene su

0.01552907 XM_372202 Hs.380638 Similar to ferritin, heavy polypep||||na||Similar to ferritin, he
-0.32206149 XM_374325 Hs.434317 Hypothetical gene supported by ||||na||hypothetical gene su
0.14326604 XM_376986 Hs.495969 Similar to Syntenin 1 (Syndecan||||na||similar to Syntenin 1
0.01552907 XM_373343
-0.22169673 XM_378124 Hs.546635 Similar to bA203I16.1 (KIAA097 ||||Similar to bA203I16.1 (K
-0.24906893 XM_351948
0.68158613 XM_373395 Hs.497056 Similar to testis specific protein, ||||na||similar to testis spec
-0.56841136 XM_374379
-0.22169673 XM_373397
-0.4954188 XM_373398
-0.48629474 XM_293449
-0.85125751 XM_378155
0.13414198 XM_378156
-0.06658755 XM_379736 Hs.444541 Hypothetical gene supported by ||||Hypothetical gene supp
0.16151418 XM_374317 Hs.389638 Hypothetical gene supported by ||||LOC389831||hypothetic
-0.31293742 XM_376965
-0.1395801 XM_372190
-0.27644114 XM_374318
-0.04833941 XM_379692 Hs.200644 Hypothetical protein FLJ39609 ||FLJ39609||hypothetical p



-0.3768059 XM_379877 Hs.436034 Nuclear envelope pore membra ||||LOC340318||Nuclear en
-0.41330218 XM_379879 Hs.531437 Similar to GrpE protein homolog||||Similar to GrpE protein 
0.28012708 136541 NM_00100131 Hs.98609 Trypsin X3 ||TRY1||trypsin X3||
0.31662336 408187 NM_00100132 Hs.553815 Kazal type serine protease inhib ||SPINK5L2||Kazal type se
0.24363081 221035 NM_00100133 Hs.499833 Chromosome 10 open reading f ||C10orf74||REEP3||RECE
0.0976457 408263 NM_00100134 Hs.437066 MGC27121 gene ||MGC27121||MGC27121 
0.00640501 49861 NM_00100134 Hs.352244 Claudin 20 ||CLDN20||Claudin 20||
0.07027349 414061 NM_001001394Hs.124112 UDP glycosyltransferase 1 famil ||||UGT1A6||UDP glycosylt
0.48998068 163223 NM_00100141 Hs.531759 Zinc finger protein 676 ||ZNF676||LOC163223||Zi
-0.16695231 255022 NM_00100141 Hs.530398 Family with sequence similarity ||FAM26C||family with seq
0.01552907 342897 NM_001001414Hs.451636 Similar to F-box only protein 2 ||LOC342897||similar to F
-0.10308383 353088 NM_00100141 Hs.310336 Zinc finger protein 429 ||ZNF429||Zinc finger prot
-0.31293742 414059 NM_00100141 Hs.454713 TBC1 domain family, member 3 ||TBC1D3B||LOC414059||
-0.42242625 414060 NM_00100141 Hs.454716 TBC1 domain family, member 3 ||TBC1D3C||MGC44903||T
-0.04833941 388272 NM_00100143 Hs.406551 Similar to RIKEN cDNA 4921524||LOC388272||similar to R
-0.80563716 414062 NM_00100143 Hs.512304 Chemokine (C-C motif) ligand 3 ||||MGC12815||Chemokine
-0.52279101 53345 NM_001001524Hs.531624 Transmembrane 6 superfamily m||KIAA1926||TM6SF2||TRA
-1.27096469 134083 NM_00100165 Hs.554719 Olfactory receptor, family 2, sub ||OR2Y1||olfactory recepto
0.18888639 346517 NM_00100166 Hs.554721 Olfactory receptor, family 6, sub ||OR6V1||olfactory recepto
-0.50454287 390649 NM_001001674Hs.554589 Olfactory receptor, family 4, sub ||OR4F15||olfactory recep
-0.83300937 399886 NM_00100167 Hs.450727 FLJ41423 protein ||FLJ41423||FLJ41423 pro
-0.33118556 399957 NM_00100168 Hs.33314 FLJ45300 protein ||FLJ45300||FLJ45300 pro
-0.21257266 400850 NM_00100169 Hs.131639 FLJ44790 protein ||FLJ44790||FLJ44790 pro
-0.23994487 400932 NM_00100169 Hs.505866 FLJ46257 protein ||FLJ46257||FLJ46257 pro
0.53560102 400997 NM_00100169 Hs.546965 FLJ44006 protein ||FLJ44006||FLJ44006 pro
0.2162586 401120 NM_00100170 Hs.518622 FLJ45966 protein ||FLJ45966||FLJ45966 pro
0.26187895 401191 NM_00100170 Hs.531350 FLJ46010 protein ||FLJ46010||FLJ46010 pro
-0.44067439 401209 NM_001001704Hs.34198 FLJ44796 protein ||FLJ44796||FLJ44796 pro
-0.10308383 401565 NM_00100171 Hs.522530 Similar to 4931415M17 protein ||LOC401565||similar to 49
-0.47717067 414301 NM_00100171 Hs.352298 DNA-damage inducible protein 1||||PDGFD||DNA-damage 
-0.50454287 414332 NM_00100171 Hs.98132 Lipocalin 10 ||||LCN6||Lipocalin 10||
-0.36768183 10639 NM_00100173 Hs.553842 Mahlavu hepatocellular carcinom||||HHCM||Mahlavu hepato
1.15603773 414899 NM_00100178 Hs.550849 BRCC2 ||BRCC2||BREAST CANC
-0.19432452 414236 NM_00100179 Hs.77274 Plasminogen activator, urokinas||||PLAU||Plasminogen act
0.42611219 414918 NM_001001794Hs.530380 Similar to RIKEN cDNA 170002 ||MGC33692||similar to RI
-0.36768183 414919 NM_00100179 Hs.105685 Similar to RIKEN cDNA C03000||MGC70857||similar to RI
-0.23994487 415117 NM_00100185 Hs.380219 Similar to RIKEN cDNA A03000 ||MGC21382||similar to RI
-0.61403171 145407 NM_00100187 Hs.535420 Chromosome 14 open reading f ||C14orf37||Chromosome 
-0.12133196 283174 NM_00100187 Hs.504370 Hypothetical protein LOC283174||LOC283174||hypothetica
-0.44067439 425054 NM_00100188 Hs.278906 Variably charged X-C ||||VCX-C||Variably charge
0.05202535 26686 NM_00100191 Hs.547982 Olfactory receptor, family 4, sub ||OR4E2||olfactory recepto
0.39873998 81470 NM_00100191 Hs.553550 Olfactory receptor, family 2, sub ||||OR2G2||Olfactory recep
0.48998068 120796 NM_00100191 Hs.553543 Olfactory receptor, family 56, su ||OR56A1||olfactory recep
0.14326604 81309 NM_00100192 Hs.554528 Olfactory receptor, family 4, sub ||OR4C15||olfactory recep
0.50822882 286223 NM_00100193 Hs.546252 Chromosome 9 open reading fra||||C9orf47||Chromosome 
-0.20344859 390148 NM_00100196 Hs.554526 Olfactory receptor, family 5, sub ||OR5W2||olfactory recept
0.62684172 391190 NM_00100196 Hs.553782 Olfactory receptor, family 2, sub ||||OR2L8||Olfactory recep
0.01552907 127077 NM_001001964Hs.534846 Olfactory receptor, family 2, sub ||||OR2T35||Olfactory rece
0.17976232 284532 NM_00100196 Hs.553781 Olfactory receptor, family 11, su ||||OR11L1||Olfactory rece
-0.23994487 432395 NM_00100202 Hs.534847 Complement component 4B, tel ||||C4A||Complement comp
0.2162586 245911 NM_00100203 Hs.97999 Defensin, beta 108B ||DEFB108B||DEFB108||d



0.0976457 431705 NM_00100203 Hs.447993 Astacin-like metalloendopeptida ||||ASTL||Astacin-like meta
-0.08483569 387082 NM_00100225 Hs.269775 Mitogen-activated protein kinase||||MAP3K7IP2||Mitogen-ac
0.58122137 442862 NM_00100275 Hs.158343 PTPN13-like, Y-linked ||||PRY||PTPN13-like, Y-lin
0.10676977 442867 NM_00100276 Hs.158342 Basic charge, Y-linked, 2 ||||BPY2||Basic charge, Y-
-0.55016322 442868 NM_00100276 Hs.158342 Basic charge, Y-linked, 2 ||||BPY2||Basic charge, Y-
-0.3768059 54921 NM_00100284 Hs.436417 Decreased expression in renal a||DERPC||Decreased exp
0.01552907 55727 NM_018167 Hs.525549 BTB (POZ) domain containing 7||BTBD7||BTB (POZ) dom
0.17976232 353515 NM_00100290 Hs.158346 X Kell blood group precursor-rel ||||XKRY||X Kell blood grou
0.76370276 390157 NM_00100290 Hs.553748 Similar to ribosomal protein L5; ||||Similar to ribosomal pro
-0.3494337 1564 NM_00100291 Hs.333497 Cytochrome P450, family 2, sub||||CYP2D7P1||Cytochrom
-0.16695231 387851 NM_00100292 Hs.10862 Adenylate kinase 3-like 1 ||||AK3||Adenylate kinase 3
0.18888639 444882 NM_00100292 Hs.546932 Insulin growth factor-like family m||IGFL4||Insulin growth fac
0.39873998 338675 NM_00100292 Hs.449692 Olfactory receptor, family 5, sub ||OR5AP2||olfactory recep
-0.04833941 375057 NM_00100366 Hs.116827 Hypothetical protein LOC375057||DKFZp761P211||hypothe
0.37136778 259215 NM_00100369 Hs.408316 Chromosome 6 open reading fra||||LY6G6D||Chromosome 
0.03377721 445328 NM_00100370 Hs.521266 ARHGEF5-like ||||FLJ43692||ARHGEF5-li
0.3348715 120586 NM_00100375 Hs.554524 Olfactory receptor, family 8, sub ||OR8I2||olfactory recepto

-0.32206149 445347 NM_00100379 Hs.534032 T cell receptor gamma variable ||||TARP||T cell receptor ga
-0.03009127 285830 NM_00100380 Hs.309247 Hypothetical protein FLJ35429 ||FLJ35429||hypothetical p
-0.17607638 445372 NM_00100381 Hs.125300 Tripartite motif-containing 6 and ||||TRIM34||Tripartite motif
0.31662336 253175 NM_001003894Hs.537048 Chromodomain protein, Y-linked||CDY1B||chromodomain 
1.00092856 445449 NM_00100393 Hs.551697 Hemoglobin mu chain ||HBM||Hemoglobin mu ch
0.36224371 23784 NM_00100405 Hs.96459 Actin, beta-like 1 ||||POTE14||Actin, beta-like
0.53560102 445582 NM_001004054Hs.503739 Protein expressed in prostate, o ||POTE2||Protein express
0.40786405 79544 NM_00100406 Hs.554584 Olfactory receptor, family 4, sub ||OR4K1||olfactory recepto
0.78195089 81168 NM_001004064Hs.554523 Olfactory receptor, family 8, sub ||OR8J3||olfactory recepto
-0.03921534 408050 NM_00100406 Hs.460141 NODAL modulator 3 ||||NOMO3||NODAL modu
0.40786405 81300 NM_001004124Hs.553621 Olfactory receptor, family 4, sub ||||OR4S2||Olfactory recep
0.69983427 401992 NM_00100413 Hs.554482 Olfactory receptor, family 2, sub ||OR2T2||olfactory recepto
0.50822882 26682 NM_00100419 Hs.554420 Olfactory receptor, family 4, sub ||OR4F4||olfactory recepto
0.0976457 199920 NM_00100430 Hs.437655 Hypothetical protein LOC199920||LOC199920||hypothetica

-0.30381335 284757 NM_00100430 Hs.126778 Hypothetical protein LOC284757||LOC284757||hypothetica
0.29837522 344018 NM_00100431 Hs.407636 Factor in the germline alpha ||FIGLA||Factor in the germ
0.80019903 391104 NM_00100431 Hs.532378 Von Hippel-Lindau tumor suppre||VHLL||von Hippel-Lindau
-0.32206149 440044 NM_00100432 Hs.525920 FLJ16331 protein ||FLJ16331||FLJ16331 pro
0.68158613 440049 NM_00100432 Hs.503066 FLJ42258 protein ||FLJ42258||FLJ42258 pro
0.10676977 440077 NM_00100432 Hs.438536 FLJ16353 protein ||FLJ16353||FLJ16353 pro
-0.03009127 440097 NM_00100432 Hs.302764 Developing brain homeobox 2 ||DBX2||FLJ16139||Develo
-0.72352054 440107 NM_00100433 Hs.403150 FLJ46688 protein ||FLJ46688||FLJ46688 pro
-0.14870417 440184 NM_00100433 Hs.412138 Similar to CG32662-PA ||MGC88374||similar to CG
1.02830076 440200 NM_00100433 Hs.510462 FLJ41170 protein ||FLJ41170||FLJ41170 pro
1.21078215 440400 NM_00100433 Hs.206824 Similar to DNA segment, Chr 11||MGC71993||similar to DN
0.28925115 440435 NM_001004334Hs.462915 GPR158-like 1 ||GPR158L1||GPR158-like
0.87319159 440446 NM_00100433 Hs.514339 FLJ42842 protein ||FLJ42842||FLJ42842 pro
0.59946951 440465 NM_00100433 Hs.448889 FLJ90757 protein ||FLJ90757||FLJ90757 pro
0.55384916 440590 NM_00100433 Hs.105268 ZYG-11A early embryogenesis p||LOC440590||ZYG-11A e
0.94618414 440607 NM_00100434 Hs.534956 Fc-gamma receptor I B2 ||LOC440607||Fc-gamma 
0.76370276 440695 NM_00100434 Hs.127138 FLJ16478 protein ||FLJ16478||FLJ16478 pro
1.01005263 440738 NM_00100434 Hs.534971 Microtubule-associated protein 1||LOC440738||MAP1LC3C
0.16151418 440757 NM_001004344Hs.120399 Hypothetical gene supported by ||MGC44328||hypothetical
1.55749678 440867 NM_00100434 Hs.160063 FLJ16124 protein ||FLJ16124||FLJ16124 pro



1.34764319 441024 NM_00100434 Hs.535007 Methylenetetrahydrofolate dehyd||MTHFD2L||methylenetet
0.40786405 441058 NM_00100434 Hs.130535 Hypothetical gene supported by ||MGC39584||hypothetical
0.48085661 441116 NM_00100434 Hs.533036 FLJ16171 protein ||FLJ16171||FLJ16171 pro
0.35311964 441140 NM_00100434 Hs.274485 FLJ45422 protein ||||FLJ45422||FLJ45422 pr
0.80019903 441272 NM_00100435 Hs.453802 Similar to Williams Beuren synd ||MGC57359||similar to W
1.81297072 441390 NM_00100435 Hs.533221 FLJ16323 protein ||FLJ16323||FLJ16323 pro
1.1651618 441476 NM_00100435 Hs.372640 Hypothetical gene supported by ||LOC441476||hypothetica
0.00640501 441478 NM_001004354Hs.535075 Similar to ankyrin-repeat protein ||MGC61598||similar to an
2.28742232 441522 NM_001004355
2.27829826 441911 NM_00100446 Hs.553833 Olfactory receptor, family 10, su ||OR10J3||olfactory recept
1.58486899 391109 NM_00100447 Hs.451913 Olfactory receptor, family 10, su ||||OR10K1||Olfactory rece
0.34399557 391107 NM_00100447 Hs.553588 Olfactory receptor, family 10, su ||||OR10T2||Olfactory rece
0.40786405 441932 NM_00100469 Hs.388765 Olfactory receptor, family 2, sub ||OR2W5||olfactory recept
1.12866553 390433 NM_001004714Hs.553573 Olfactory receptor, family 4, sub ||||OR4K13||Olfactory rece
1.4936283 402135 NM_00100473 Hs.531371 Olfactory receptor, family 5, sub ||||OR5K1||Olfactory recep
0.81844717 219477 NM_00100520 Hs.553618 Olfactory receptor, family 8, sub ||||OR8U1||Olfactory recep
2.57026847 440699 NM_001005214Hs.120487 FLJ25811 protein ||FLJ25811||FLJ25811 pro
0.94618414 442186 NM_00100521 Hs.553836 Olfactory receptor, family 2, sub ||OR2J3||olfactory recepto
0.84581938 448831 NM_00100521 Hs.535732 FSHD region gene 2 protein ||FRG2||FSHD region gen
1.67610968 390053 NM_00100522 Hs.553729 Olfactory receptor, family 52, su ||OR52A4||olfactory recep
0.96443228 26683 NM_001005224Hs.487233 Olfactory receptor, family 4, sub ||||OR4F16||Olfactory rece
-0.13045603 442184 NM_00100522 Hs.553835 Olfactory receptor, family 2, sub ||OR2B3||olfactory recepto
-0.54103915 26735 NM_001005234Hs.534570 Olfactory receptor, family 1, sub ||||OR1L1||Olfactory recep
0.41698812 254973 NM_00100523 Hs.534570 Olfactory receptor, family 1, sub ||||OR1L1||Olfactory recep
0.6907102 26737 NM_00100523 Hs.534570 Olfactory receptor, family 1, sub ||||OR1L1||Olfactory recep
0.97355635 79324 NM_00100523 Hs.554541 Olfactory receptor, family 51, su ||OR51G1||olfactory recep
1.26552657 81282 NM_00100523 Hs.542302 Olfactory receptor, family 51, su ||OR51G2||olfactory recep
0.04290128 81061 NM_00100523 Hs.554706 Olfactory receptor, family 11, su ||OR11H1||olfactory recep
0.46260847 81099 NM_00100524 Hs.554179 Olfactory receptor, family 4, sub ||OR4F17||olfactory recep
0.75457869 441639 NM_00100524 Hs.553827 Olfactory receptor, family 9, sub ||OR9K2||olfactory recepto
1.03742483 219487 NM_00100524 Hs.553632 Olfactory receptor, family 5, sub ||OR5M11||olfactory recep
-0.08483569 81318 NM_00100527 Hs.554531 Olfactory receptor, family 4, sub ||OR4A5||olfactory recepto
-0.34030963 81327 NM_001005274Hs.554530 Olfactory receptor, family 4, sub ||OR4A16||olfactory recep
1.41151167 81328 NM_00100527 Hs.554529 Olfactory receptor, family 4, sub ||OR4A15||olfactory recep
0.78195089 81392 NM_00100527 Hs.554313 Similar to Olfactory receptor 2AE||||Similar to Olfactory rece
0.82757124 81399 NM_00100527 Hs.487233 Olfactory receptor, family 4, sub ||||OR4F16||Olfactory rece
0.38961592 81442 NM_00100527 Hs.554487 Olfactory receptor, family 6, sub ||OR6N2||olfactory recepto
0.8093231 81448 NM_00100527 Hs.554489 Olfactory receptor, family 6, sub ||OR6K2||olfactory recepto
2.36041488 121364 NM_00100528 Hs.554557 Olfactory receptor, family 10, su ||OR10A7||olfactory recep
1.72173003 219484 NM_00100528 Hs.554522 Olfactory receptor, family 5, sub ||OR5M8||olfactory recept
0.07027349 283189 NM_001005284Hs.554521 Olfactory receptor, family 9, sub ||OR9G4||olfactory recepto
0.0976457 341152 NM_00100528 Hs.554515 Olfactory receptor, family 2, sub ||OR2AT4||olfactory recep
0.81844717 343169 NM_00100528 Hs.283211 Olfactory receptor, family 6, sub ||OR6F1||olfactory recepto
-0.41330218 346528 NM_00100528 Hs.528398 Olfactory receptor, family 2, sub ||OR2A1||olfactory recepto
0.26187895 390067 NM_00100528 Hs.554540 Olfactory receptor, family 52, su ||OR52H1||olfactory recep
0.17063825 390181 NM_00100532 Hs.554520 Olfactory receptor, family 5, sub ||OR5AK2||olfactory recep
0.40786405 390201 NM_001005324Hs.530733 Syntaxin 3A ||||STX3A||Syntaxin 3A||
0.95530821 390261 NM_00100532 Hs.554510 Olfactory receptor, family 6, sub ||OR6M1||olfactory recept
0.23450674 390648 NM_00100532 Hs.553399 Olfactory receptor, family 4, sub ||OR4F6||olfactory recepto
0.59946951 391114 NM_00100532 Hs.554488 Olfactory receptor, family 6, sub ||OR6K3||olfactory recepto
-0.04833941 401666 NM_00100532 Hs.553257 Olfactory receptor, family 51, su ||OR51A4||olfactory recep



-0.16695231 390756 NM_001005334Hs.553772 Olfactory receptor, family 3, sub ||OR3A4||olfactory recepto
0.18888639 26341 NM_00100533 Hs.537383 Olfactory receptor, family 5, sub ||OR5H1||olfactory recepto
0.36224371 26533 NM_00100546 Hs.554581 Olfactory receptor, family 10, su ||OR10G3||olfactory recep
0.07027349 26534 NM_00100546 Hs.554580 Olfactory receptor, family 10, su ||OR10G2||olfactory recep
1.08304518 26595 NM_00100546 Hs.450608 Olfactory receptor, family 8, sub ||OR8B2||olfactory recepto
0.50822882 441608 NM_00100546 Hs.553826 Olfactory receptor, family 5, sub ||OR5B3||olfactory recepto
0.56297323 119765 NM_00100547 Hs.553566 Olfactory receptor, family 4, sub ||OR4B1||olfactory recepto
1.32027098 254879 NM_00100547 Hs.553527 Olfactory receptor, family 2, sub ||||OR2T6||Olfactory recep
1.4936283 NM_001005478

-1.18884807 79295 NM_00100547 Hs.554712 Olfactory receptor, family 5, sub ||OR5H6||olfactory recepto
-1.00636668 442361 NM_00100548 Hs.553841 Similar to seven transmembrane||||Similar to seven transm
-1.25271655 79310 NM_00100548 Hs.554711 Olfactory receptor, family 5, sub ||OR5H2||olfactory recepto
-1.22534435 79317 NM_00100548 Hs.554585 Olfactory receptor, family 4, sub ||OR4K5||olfactory recepto
-1.83665699 79501 NM_001005484Hs.554500 Olfactory receptor, family 4, sub ||OR4F5||olfactory recepto
-1.8914014 81127 NM_00100548 Hs.554583 Olfactory receptor, family 4, sub ||OR4K15||olfactory recep
-1.50819049 441933 NM_00100548 Hs.553834 Olfactory receptor, family 13, su ||OR13G1||olfactory recep
-1.30746097 219965 NM_00100548 Hs.554517 Olfactory receptor, family 5, sub ||OR5B17||olfactory recep
-0.87862971 254783 NM_00100549 Hs.554556 Olfactory receptor, family 6, sub ||OR6C74||olfactory recep
-1.05198703 282770 NM_00100549 Hs.554525 Olfactory receptor, family 10, su ||OR10AG1||olfactory rece
-1.12497958 282775 NM_00100549 Hs.537145 Olfactory receptor, family 5, sub ||OR5J2||olfactory recepto
-1.07935924 283365 NM_00100549 Hs.554555 Olfactory receptor, family 6, sub ||OR6C6||olfactory recepto
-1.49906643 341418 NM_001005494Hs.554552 Olfactory receptor, family 6, sub ||OR6C4||olfactory recepto
-1.64505153 343173 NM_00100549 Hs.554481 Olfactory receptor, family 2, sub ||OR2T3||olfactory recepto
-1.55381084 390144 NM_00100549 Hs.554527 Olfactory receptor, family 5, sub ||OR5D16||olfactory recep
-1.72716816 390323 NM_00100549 Hs.554554 Olfactory receptor, family 6, sub ||OR6C75||olfactory recep
-1.5355627 390327 NM_00100549 Hs.524483 Olfactory receptor, family 6, sub ||||OR6C2||Olfactory recep
-1.11585552 441670 NM_00100550 Hs.553829 Olfactory receptor, family 4, sub ||OR4M1||olfactory recept
-1.11585552 390431 NM_00100550 Hs.551345 Olfactory receptor, family 4, sub ||OR4K2||olfactory recepto
-1.33483318 390439 NM_00100550 Hs.554582 Olfactory receptor, family 11, su ||OR11G2||olfactory recep
-1.28921283 441308 NM_001005504Hs.551622 Olfactory receptor, family 4, sub ||OR4F21||olfactory recep
-1.10673145 403253 NM_00100551 Hs.554532 Olfactory receptor, family 4, sub ||OR4A47||olfactory recep
-1.01549075 403257 NM_00100551 Hs.554533 Olfactory receptor, family 4, sub ||OR4C45||olfactory recep
-1.54468677 403273 NM_001005514Hs.554714 Olfactory receptor, family 5, sub ||OR5H14||olfactory recep
-0.7052724 403274 NM_00100551 Hs.554713 Olfactory receptor, family 5, sub ||OR5H15||olfactory recep
-1.34395725 403277 NM_00100551 Hs.554709 Olfactory receptor, family 5, sub ||OR5K3||olfactory recepto
-0.50454287 403278 NM_00100551 Hs.554710 Olfactory receptor, family 5, sub ||OR5K4||olfactory recepto
-0.76914088 403282 NM_00100551 Hs.554553 Olfactory receptor, family 6, sub ||OR6C65||olfactory recep
-0.65965205 403284 NM_00100551 Hs.524483 Olfactory receptor, family 6, sub ||||OR6C2||Olfactory recep
-0.71439647 54076 NM_00100552 Hs.46707 Chromosome 21 open reading f ||C21orf37||Chromosome 
-0.67790019 390190 NM_00100556 Hs.553753 Olfactory receptor, family 5, sub ||OR5B2||olfactory recepto
-0.54103915 282763 NM_00100556 Hs.382831 Olfactory receptor, family 51, su ||OR51B5||olfactory recep
-0.55016322 389090 NM_00100585 Hs.531343 Olfactory receptor, family 6, sub ||||OR6B2||Olfactory recep
-1.13410365 387264 NM_00100592 Hs.501648 Hypothetical gene supported by ||||KRTAP5-1||Hypothetica
-0.77826495 54067 NM_00100611 Hs.54725 Chromosome 21 open reading f ||C21orf49||Chromosome 
-1.04286296 378951 NM_00100611 Hs.2958 RNA binding motif protein, Y-link||||RBMY1F||RNA binding 
-1.05198703 378950 NM_00100611 Hs.380450 RNA binding motif protein, Y-link||||RBMY1A1||RNA binding
-0.69614833 378949 NM_00100612 Hs.380450 RNA binding motif protein, Y-link||||RBMY1A1||RNA binding
-0.44979846 378948 NM_00100612 Hs.380450 RNA binding motif protein, Y-link||||RBMY1A1||RNA binding
-0.99724262 284612 NM_00100660 Hs.528366 Mitsugumin 29 ||MG29||Mitsugumin 29||
-0.55928729 387646 NM_001006604Hs.447450 Hypothetical LOC387646 ||LOC387646||hypothetica
-0.39505404 474170 NM_00100660 Hs.463264 C114 SLIT-like testicular protein||||LOC474170||C114 SLIT



-0.10308383 474171 NM_00100660 Hs.517850 Hypothetical STGC3 ||STGC3||hypothetical STG
-0.56841136 25854 NM_00100665 Hs.481361 DKFZP564J102 protein ||DKFZP564J102||DKFZP
-0.27644114 4710 NM_004547 Hs.304613 NADH dehydrogenase (ubiquino||NDUFB4||NADH-UBIQU
-1.01549075 9082 NM_004677 Hs.158346 X Kell blood group precursor-rel ||||XKRY||X Kell blood grou
-0.65965205 7813 NM_005665 Hs.387251 Ecotropic viral integration site 5 ||NB4S||EVI5||NEUROBLA
-0.85125751 10328 NM_006067 Hs.173162 Neighbor of COX4 ||NOC4||COX4, NEIGHBO
-0.85125751 8831 NM_006772 Hs.520072 Synaptic Ras GTPase activating####################
-0.26731707 7559 NM_006956 Hs.431471 Zinc finger protein 12 (KOX 3) ||||ZNF12||Zinc finger prote
-1.0611111 9697 NM_012288 Hs.520182 Translocation associated memb||||TRAM2||Translocation a
-0.42242625 442194 NM_013941 Hs.553838 Olfactory receptor, family 10, su ||OR10C1||olfactory recep
-0.67790019 23510 NM_015353 Hs.514468 Potassium channel tetramerisat ||KCTD2||Potassium chan
-0.56841136 55704 NM_018084 Hs.292925 KIAA1212 ||KIAA1212||
-1.0611111 7620 NM_021915 Hs.535557 Zinc finger protein 69 (Cos5) ||ZNF69||zinc finger protei
-0.78738902 64855 NM_022833 Hs.522401 Chromosome 9 open reading fra||C9orf88||Chromosome 9
-0.77826495 140685 NM_025224 Hs.551578 BTB (POZ) domain containing 4||BTBD4||BTB (POZ) dom
-0.71439647 442191 NM_030946 Hs.553837 Olfactory receptor, family 5, sub ||OR5U1||olfactory recepto
-0.96987041 83473 NM_031303 Hs.404137 Katanin p60 subunit A-like 2 ||KATNAL2||katanin p60 s
-0.62315577 84125 NM_032165 Hs.531254 Leucine-rich repeats and IQ mo ||LRRIQ1||leucine-rich rep
-1.07023517 84996 NM_032910 Hs.58149 Chromosome 21 open reading f ||C21orf119||Chromosome
-0.23994487 341416 NM_054105 Hs.524483 Olfactory receptor, family 6, sub ||||OR6C2||Olfactory recep
-0.48629474 81050 NM_054106 Hs.554715 Olfactory receptor, family 5, sub ||OR5AC2||olfactory recep
-0.9424982 170960 NM_133474 Hs.428360 KIAA1982 protein ||KIAA1982||KIAA1982 pro
-0.36768183 147990 NM_153220 Hs.194392 Hypothetical protein MGC35440||||LOC147991||Hypothetic
-0.55928729 407977 NM_172089 Hs.54673 Tumor necrosis factor (ligand) s ||||TNFSF13||Tumor necro
-0.15782824 441669 NM_172194 Hs.553828 Olfactory receptor, family 4, sub ||OR4Q3||olfactory recepto
-0.69614833 150681 NM_173351 Hs.531343 Olfactory receptor, family 6, sub ||||OR6B2||Olfactory recep
-0.89687785 283459 NM_176818 Hs.549299 Hypothetical protein 15E1.2 ||15E1.2||hypothetical prot
-0.47717067 5677 NM_182707 Hs.552642 Pregnancy specific beta-1-glyco ||||PSG8||Pregnancy speci
-0.60490764 284338 NM_199285 Hs.448935 Hypothetical LOC284338 ||MGC70924||hypothetical
-0.18520045 121130 NM_206899 Hs.554551 Olfactory receptor, family 10, su ||OR10P1||olfactory recep
-0.44979846 404550 NM_206967 Hs.461655 MGC17624 protein ||MGC17624||MGC17624 
-0.96987041 388552 NM_212550 Hs.103902 Biogenesis of lysosome-related ||BLOC1S3||Biogenesis of
-0.55928729 388695 NM_212551 Hs.528504 Hypothetical protein SB145 ||SB145||hypothetical prot
-0.56841136 388962 NM_212552 Hs.61472 Similar to RIKEN 1810056O20 ||BOLA3||LOC388962||Sim
-0.78738902 399818 NM_212554 Hs.468488 Similar to CG9643-PA ||LOC399818||similar to C
-0.75089274 399967 NM_212555 Hs.369185 LVLF3112 ||UNQ3112||LVLF3112||
-0.4954188 401036 NM_212556 Hs.531288 Ankyrin repeat and SOCS box-c||ASB18||ankyrin repeat a
-0.16695231 401138 NM_212557 Hs.453069 RSTI689 ||RSTI689||UNQ689||
-0.83300937 XM_379881 Hs.186649 Hypothetical protein LOC54103 ||LOC54103||hypothetical 
-0.96074634 XM_380127 Hs.31474 Hypothetical LOC402560 ||||Hypothetical LOC40256
-0.76001681 XM_374484 Hs.12376 Piccolo (presynaptic cytomatrix ||PCLO||PICCOLO, MOUS
-0.77826495 XM_379885 Hs.449380 Similar to Heterogeneous nuclea||||Similar to Heterogeneou
-1.18884807 XM_380128 Hs.489028 Hypothetical LOC402563 ||||Hypothetical LOC40256
-0.55016322 XM_380129 Hs.210944 Hypothetical LOC402564 ||||Hypothetical LOC40256
-0.44979846 XM_379887 Hs.549360 Similar to hypothetical protein 49||||Similar to hypothetical p
-0.63227984 XM_374490
-1.33483318 XM_374741 Hs.512430 Hypothetical LOC392749 ||||Hypothetical LOC39274
-1.19797214 XM_379892 Hs.249196 Distal-less homeo box 6 ||DLX6||DISTAL-LESS HO
-1.55381084 XM_374227 Hs.271783 Hypothetical LOC389534 ||||Hypothetical LOC38953
-1.33483318 XM_379894 Hs.253050 Similar to importin alpha 1b ||||Similar to importin alpha
-0.75089274 XM_379897 Hs.382827 Similar to Zinc-alpha-2-glycopro ||||Similar to Zinc-alpha-2-g



-1.09760738 XM_379899 Hs.257126 Similar to hypothetical protein M||LOC255374||similar to hy
-1.12497958 XM_374498 Hs.406520 Similar to CG14977-PA ||||LOC389541||Similar to C
-1.2983369 XM_380134 Hs.402143 Hypothetical LOC402574 ||||Hypothetical LOC40257
-1.59943119 XM_374501 Hs.489354 Mucin 3A, intestinal ||||MUC3B||Mucin 3A, intes
-1.00636668 XM_380012 Hs.488761 Similar to opposite strand transc||||Similar to opposite stran
-1.18884807 XM_380013 Hs.272138 Similar to RAB guanine nucleoti ||||Similar to RAB guanine 
-0.78738902 XM_380019
-1.08848331 XM_380020
-1.13410365 XM_380021
-0.90600192 XM_380022
-1.04286296 XM_380025 Hs.520575 Postmeiotic segregation increas||||PMS2L1||Postmeiotic se
-0.93337413 XM_380026
-0.87862971 XM_496820 Hs.550600 Similar to heat shock 70kD prote||||na||similar to heat shock
-0.84213344 401498 NM_212558 Hs.522063 Similar to RIKEN A930001M12 ||LOC401498||similar to R
-0.76001681 402415 NM_212559 Hs.364911 X Kell blood group precursor-rel ||XKRX||X Kell blood grou
-0.67790019 387700 NM_213606 Hs.530338 Similar monocarboxylate transp ||||LOC387700||Similar mo
-0.56841136 388389 NM_213607 Hs.514222 Similar to RIKEN 4933439F11 ||LOC388389||similar to R
-0.78738902 401027 NM_213608 Hs.372069 IIDS6411 ||UNQ6411||IIDS6411||
-1.179724 407738 NM_213609 Hs.7047 Family with sequence similarity ||FAM19A1||family with se

-1.07023517 378465 NM_213655 Hs.356604 Hereditary sensory neuropathy, ||HSN2||HSN2 GENE||her
-1.10673145 390792 NM_213656 Hs.28467 Type I hair keratin KA35 ||KA35||type I hair keratin 
-1.33483318 400916 NM_213720 Hs.66915 Chromosome 22 open reading f ||C22orf16||Chromosome 
-1.179724 407975 NM_213723 Hs.24115 Chromosome 13 open reading f ||C13orf25||Chromosome 
-0.8238853 388324 NM_213726 Hs.551599 Inhibitor of CDK interacting with ||INCA1||inhibitor of CDK i
-1.179724 408029 NM_214461 Hs.145567 MGC50273 protein ||MGC50273||MGC50273 

-1.31658504 400668 NM_214710 Hs.245146 Protease, serine-like 1 ||PRSSL1||Protease, serin
-1.20709621 401137 NM_214711 Hs.507598 Hypothetical LOC401137 ||LOC401137||hypothetica
-1.38045352 401505 NM_00100179 Hs.130774 F-box protein 10 ||||FBXO10||F-box protein 
-2.22930016 440051 NM_00100540 Hs.523865 Keratin associated protein 5-11 ||KRTAP5-11||Keratin ass
-2.85663587 440021 NM_00100432 Hs.400302 Keratin associated protein 5-5 ||||KRTAP5-2||Keratin asso
-2.29203373 326343 NM_175620 Hs.333806 Metallothionein M ||||MTM||Metallothionein M



LocusLink Type
Chromosome 
(from UCSC)

Chromosome 
(from SOURCE)

Map 
(UCSC) Map (SOURCE)

22848 RefSeq 2 2 2p13.3 2p24.3-p14

25 RefSeq 9 9 9q34.12 9q34.1
27 RefSeq 1 1 1q25.2 1q24-q25
10188 RefSeq 3 3 3q29 3q29
90 RefSeq 2 2 2q24.1 2q23-q24
91 RefSeq 12 12 12q13.13 12q13
92 RefSeq 2 2 2q22.3 2q22.2-q23.3
93 RefSeq 3 3 3p22.2 3p22
94 RefSeq 12 12 12q13.13 12q11-q14
8754 RefSeq 8 8 8p11.23 8p11.23
57143 RefSeq 14 14 14q24.3 14q24.3
90956 RefSeq 7 7 7q34 7q32-q34
79934 RefSeq 19 19 19q13.2 19q13.2
203054 RefSeq 8 8 8q24.3 8q24.3
132 RefSeq 10 10 10q22.2 10q22
148 RefSeq 8 8 8p21.2 8p21-p11.2
147 RefSeq 5 5 5q33.3 5q23-q32
154 RefSeq 5 5 5q32 5q31-q32
156 RefSeq 11 11 11q13.2 11q13
157 RefSeq 22 22 22q11.23 22q11
186 RefSeq X X Xq23 Xq22-q23
203 RefSeq 9 9 9q34.11 9q34.1
204 RefSeq 1 1 1p35.1 1p34

3-like 1|| RefSeq 1 1 1p31.3 9pter-p13
50808 RefSeq 9 9 9p24.1 9p24.1-p24.3
26289 RefSeq 1 1 1p31.1 1p31
122481 RefSeq 14 14 14q32.2 14q32.2
8165 RefSeq 17 17 17q23.2 17q21-q23
11215 RefSeq 13 13 13q14.11 13q14.11
11214 RefSeq 15 15 15q25.3 15q24-q25
10566 RefSeq 12 12 12p13.32 12p13.3
8852 RefSeq X X Xp11.22 Xp11.2
9495 RefSeq 14 14 14q23.3 14q21-q24
9472 RefSeq 14 14 14q12 14q12
9465 RefSeq 6 6 6q23.2 6q23
10270 RefSeq 19 19 19p13.12 19p13.1-q12
207 RefSeq 14 14 14q32.33 14q32.32
208 RefSeq 19 19 19q13.2 19q13.1-q13.2
10000 RefSeq 1 1 1q44 1q43-q44
238 RefSeq 2 2 2p23.2 2p23
130399 RefSeq 2 2 2q24.1 2q24.1
55437 RefSeq 2 2 2q33.1 2q33-q34
65061 RefSeq 2 2 2q33.1 2q33.2
269 RefSeq 12 12 12q13.13 12q13
51378 RefSeq 20 20 20p13 20p13
255239 RefSeq 11 11 11q23.2 11q23.2
54101 RefSeq 21 21 21q22.3 21q22.3
10290 RefSeq 2 2 2q35 2q35



26060 RefSeq 3 3 3p14.3 3p21.1-p14.3
369 RefSeq X X Xp11.3 Xp11.4-p11.2
9891 RefSeq 12 12 12q23.3 12q23.3
10926 RefSeq 7 7 7q21.12 7q21.3
83853 RefSeq 5 5 5p15.2 5p15.2

asia mutated (includRefSeq 11 11 11q22.3 11q22-q23
545 RefSeq 3 3 3q23 3q22-q24
9212 RefSeq 17 17 17p13.1 17p13.1
6795 RefSeq 19 19 19q13.43 19q13.43
552 RefSeq 12 12 12q14.2 12q14-q15
553 RefSeq 1 1 1q32.1 1q32
558 RefSeq 19 19 19q13.2 19q13.1
566 RefSeq 19 19 19p13.3 19p13.3
10295 RefSeq 16 16 16p11.2 16p11.2
r region|| RefSeq 22 22 22q11.23 22q11
624 RefSeq 14 14 14q32.2 14q32.1-q32.2
640 RefSeq 8 8 8p23.1 8p23-p22
29760 RefSeq 10 10 10q24.1 10q23.2-q23.33
55589 RefSeq 4 4 4q21.21 4q21.21
657 RefSeq 10 10 10q23.2 10q22.3
658 RefSeq 4 4 4q22.3 4q22-q24
659 RefSeq 2 2 2q33.1 2q33-q34
660 RefSeq X X Xp22.2 Xp22.2
6046 RefSeq 6 6 6p21.32 6p21.3
676 RefSeq 1 1 1p22.1 1p22.1
695 RefSeq X X Xq22.1 Xq21.33-q22
699 RefSeq 2 2 2q13 2q14
701 RefSeq 15 15 15q15.1 15q15
283629 RefSeq 14 14 14q11.2 14q11.2
112858 RefSeq 20 20 20q13.12 20q13.2
57761 RefSeq 20 20 20p13 20p13-p12.2
221264 RefSeq 6 6 6q21 6q21
10842 RefSeq 7 7 7p14.3 7p15
10221 RefSeq 8 8 8q24.13 8q24.13
64768 RefSeq 9 9 9q22.31 9q21.33-q22.31
808 RefSeq 19 19 19q13.32 19q13.2-q13.3
8536 RefSeq 3 3 3p25.3 3p25.3
57118 RefSeq 10 10 10p13 10p13
57172 RefSeq 1 1 1q32.2 1q32-q41
815 RefSeq 5 5 5q32 5q32
816 RefSeq 7 7 7p13 22q12
817 RefSeq 4 4 4q26 4q26
818 RefSeq 10 10 10q22.2 10q22
814 RefSeq 5 5 5q22.1 5q21.3
84254 RefSeq 17 17 17p13.2 17p13.2
10645 RefSeq 12 12 12q24.31 12q24.2
29775 RefSeq 22 22 22q13.1 22q13.1
79092 RefSeq 17 17 17q25.3 17q25
51086 RefSeq 1 1 1p31.1 1p31.1
23729 RefSeq 17 17 17p13.2 17p13
8573 RefSeq X X Xp11.4 Xp11.4



6347 RefSeq 17 17 17q12 17q11.2-q21.1
6351 RefSeq 17 17 17q12 17q12
23552 RefSeq 9 9 9q22.1 9q22.1
916 RefSeq 11 11 11q23.3 11q23
920 RefSeq 12 12 12p13.31 12pter-p12
924 RefSeq 17 17 17q25.3 17q25.2-q25.3
81602 RefSeq 13 13 13q14.2 13q14.2
983 RefSeq 10 10 10q21.2 10q21.1

cycle 2-like 1 (PITS RefSeq 1 1p36
cycle 2-like 2 (PITS RefSeq 1 1p36.3

8621 RefSeq 7 7 7p14.1 7p13
8476 RefSeq 1 1 1q42.13 1q42.11
9578 RefSeq 14 14 14q32.32 14q32.3
8317 RefSeq 1 1 1p22.2 1p22
8558 RefSeq 16 16 16q24.3 16q24
23097 RefSeq 6 6 6q21 6q21
1017 RefSeq 12 12 12q13.2 12q13
1018 RefSeq 17 17 17q25.1 17q22-qter
1019 RefSeq 12 12 12q14.1 12q14
1020 RefSeq 7 7 7q36.1 7q36
8851 RefSeq 17 17 17q11.2 17q11.2
8941 RefSeq 2 2 2q35 2q35
51654 RefSeq 20 20 20q11.21 20pter-q11.23
80279 RefSeq 17 17 17q21.32 17q21.32
1021 RefSeq 7 7 7q21.2 7q21-q22
1022 RefSeq 5 5 5q13.2 5q12.1
1024 RefSeq 13 13 13q12.13 13q12
1025 RefSeq 9 9 9q34.11 9q34.1
8814 RefSeq 14 14 14q21.3 14q21.3
8999 RefSeq 4 4 4q21.1 4q21.1
51265 RefSeq 5 5 5q31.1 5q31
6792 RefSeq X X Xp22.13 Xp22
1026 RefSeq 6 6 6p21.31 6p21.2
1027 RefSeq 12 12 12p13.2 12p13.1-p12
1028 RefSeq 11 11 11p15.4 11p15.5
1030 RefSeq 9 9 9p21.3 9p21
1031 RefSeq 1 1 1p32.3 1p32
1032 RefSeq 19 19 19p13.2 19p13
1033 RefSeq 14 14 14q22.2 14q22
64781 RefSeq 22 22 22q13.31 22q13.31
11069 RefSeq 2 2 2q31.1 2q31-q32
1111 RefSeq 11 11 11q24.2 11q24-q24
11200 RefSeq 22 22 22q12.1 22q11
1119 RefSeq 11 11 11q13.2 11q13.2
toyltransferase 1B RefSeq 22 22 22q13.33 22q13.33
1128 RefSeq 11 11 11q12.3 11q13
1147 RefSeq 10 10 10q24.31 10q24-q25
51550 RefSeq 14 14 14q32.32 14q32.32
11113 RefSeq 12 12 12q24.23 12q24
1152 RefSeq 14 14 14q32.32 14q32
1158 RefSeq 19 19 19q13.32 19q13.2-q13.3



hondrial 1A|| RefSeq 15 15 15q15.3
1160 RefSeq 5 5 5q14.1 5q13.3
1163 RefSeq 1 1 1q22 1q21.2
1164 RefSeq 9 9 9q22.2 9q22
1195 RefSeq 2 2 2q33.1 2q33
1196 RefSeq 1 1 1q22 1q21
1198 RefSeq 15 15 15q24.1 15q24
57396 RefSeq 5 5 5q35.3 5q35
1263 RefSeq 1 1 1p34.1 1p34.1
10256 RefSeq 1 1 1p36.11 1p36.11
10087 RefSeq 5 5 5q13.3 5q13.3
9276 RefSeq 3 3 3q23 3q23
51755 RefSeq 17 17 17q12 17q12
1399 RefSeq 22 22 22q11.21 22q11
1436 RefSeq 5 5 5q32 5q33-q35
1445 RefSeq 15 15 15q24.1 15q23-q25
1452 RefSeq 5 5 5q32 5q32
1453 RefSeq 17 17 17q25.3 17q25
1454 RefSeq 22 22 22q13.1 22q13.1
53944 RefSeq 15 15 15q22.31 15q22.1-q22.31
1455 RefSeq 19 19 19p13.3 19p13.3
1456 RefSeq 5 5 5q23.2 5q23
se 2, alpha 1 polypRefSeq 20 20 20p13 20p13
1459 RefSeq 16 16 16q21 16p13.3-p13.2
1460 RefSeq 6 6 6p21.33 6p21-p12
3627 RefSeq 4 4 4q21.1 4q21
1612 RefSeq 9 9 9q21.33 9q34.1
23604 RefSeq 15 15 15q22.31 15q22.31
1613 RefSeq 19 19 19p13.3 19p13.3
9201 RefSeq 13 13 13q13.3 13q13
1633 RefSeq 4 4 4q13.3 4q13.3-q21.1
780 RefSeq 6 6 6p21.33 6p21.3
4921 RefSeq 1 1 1q23.3 1q12-q23
1606 RefSeq 12 12 12q13.2 12q13.3
1607 RefSeq 7 7 7p21.2 7p21.3
8527 RefSeq 2 2 2q37.1 2q37.1
8526 RefSeq 17 17 17q23.2 17q22
1608 RefSeq 3 3 3q27.2 3q27-q28

nase, iota|| RefSeq 7 7 7q33 7q32.3-q33
1609 RefSeq 4 4 4p16.3 4p16.3
8525 RefSeq 11 11 11p11.2 11p11.2
1716 RefSeq 2 2 2p13.1 2p13

26007 RefSeq 11 11 11q12.2 11q12.2
157285 8 8p23.1
55359 RefSeq 12 12 12p13.2 12p13.2
9 protein|| RefSeq 3 3 3q29 3q29
1740 RefSeq 11 11 11q14.1 11q21
1741 RefSeq X X Xq13.1 Xq13.1
1742 RefSeq 17 17 17p13.1 17p13.1



1760 RefSeq 19 19 19q13.32 19q13.3
) homolog, subfam RefSeq 13 13 13q32.1 13q32
1796 RefSeq 2 2 2p13.1 2p13
1841 RefSeq 2 2 2q37.3 2q37.3
1843 RefSeq 5 5 5q35.1 5q34
11221 RefSeq 1 1 1q41 1q41
1844 RefSeq 2 2 2q11.2 2q11
56940 RefSeq 6 6 6p25.3 6p25.3
1846 RefSeq 8 8 8p12 8p12-p11
1847 RefSeq 10 10 10q25.2 10q25
1848 RefSeq 12 12 12q21.33 12q22-q23

1850 RefSeq 11 11 11p15.5 11p15.5
1859 RefSeq 21 21 21q22.13 21q22.13
9149 RefSeq 19 19 19q13.2 19q12-13.1
8445 RefSeq 12 12 12q15 12q15
8444 RefSeq 1 1 1q32.1 1q32.1
8798 RefSeq 12 12 12p13.32 12p13.32
1907 RefSeq 1 1 1p34.2 1p34

(P) dependent ster RefSeq 16 16 16p12.1 16p12.1
1956 RefSeq 7 7 7p11.2 7p12
9451 RefSeq 2 2 2p11.2 2p12

55500 RefSeq 12 12 12p12.1 12p12.1
10411 RefSeq 12 12 12q13.11 12q13.1
2041 RefSeq 7 7 7q34 7q34
1969 RefSeq 1 1 1p36.13 1p36
2042 RefSeq 3 3 3p11.1 3p11.2
2043 RefSeq 2 2 2q36.1 2q36.1
2044 RefSeq 4 4 4q13.1 4q13.1
2045 RefSeq 6 6 6q16.1 6q16.1
2046 RefSeq 1 1 1p36.12 1p36.12
2047 RefSeq 3 3 3q22.1 3q21-q23
2048 RefSeq 1 1 1p36.12 1p36.1-p35
2049 RefSeq 3 3 3q27.1 3q21-qter
2050 RefSeq 7 7 7q22.1 7q22
2051 RefSeq 7 7 7q34 7q33-q35
2064 RefSeq 17 17 17q12 17q11.2-q12
2065 RefSeq 12 12 12q13.2 12q13
2066 RefSeq 2 2 2q34 2q33.3-q34
225689 RefSeq 8 8 8q24.3
2081 RefSeq 17 17 17q23.3 17q24.2

egration site 1|| RefSeq 3 3 3q26.2 3q24-q28
10922 RefSeq 7 7 7q36.1 7q35
2241 RefSeq 5 5 5q21.3 5q21
2242 RefSeq 15 15 15q26.1 15q26.1
2260 RefSeq 8 8 8p12 8p11.2-p11.1
2263 RefSeq 10 10 10q26.13 10q26
2261 RefSeq 4 4 4p16.3 4p16.3
2264 RefSeq 5 5 5q35.2 5q35.1-qter
2268 RefSeq 1 1 1p36.11 1p36.2-p36.1



55681 RefSeq 12 12 12q23.1 12q23.1
55224 RefSeq 1 1 1q32.1 1q32.1
55312 RefSeq 9 9 9q21.13 9q21.13
64799 RefSeq 15 15 15q23 15q23
65220 RefSeq 1 ? 1p36.33 1p36.33-p36.21

RefSeq 3 3p22.1
79896 RefSeq 10 10 10p12.1 10p12.1
80122 RefSeq 2 2 2q21.3 2q21.3
79705 RefSeq 15 15 15q26.3 15q26.3
84197 RefSeq 8 8 8p11.21 8p11.21
124923 RefSeq 17 17 17q11.2 17q11.2
152110 RefSeq 3 3 3p24.1 3p24.1
158067 RefSeq 9 9 9q34.13 9q34.13
197259 RefSeq 16 16 16q22.3 16q22.3

2321 RefSeq 13 13 13q12.2 13q12
2322 RefSeq 13 13 13q12.2 13q12

sine kinase 4|| RefSeq 5 5 5q35.3 5q34-q35
64122 RefSeq 17 17 17q25.3 17q25.3
2475 RefSeq 1 1 1p36.22 1p36.2
2395 RefSeq 9 9 9q21.11 9q13-q21.1
2444 RefSeq 6 6 6q22.1 6q21-q22.3
197258 RefSeq 16 16 16q22.1 16q22.1
2534 RefSeq 6 6 6q21 6q21
2580 RefSeq 4 4 4p16.3 4p16
2584 RefSeq 17 17 17q25.1 17q24
2585 RefSeq 15 15 15q21.1 15q21.1
2645 RefSeq 7 7 7p13 7p15.3-p15.1
2675 RefSeq 8 8 8p21.3 8p21
2710 RefSeq X X Xp21.2 Xp21.3
2712 RefSeq 4 4 4q21.21 4q13
2764 RefSeq 14 14 14q22.2 14q22.2
9535 RefSeq 19 19 19q13.2 19q13.2
10020 RefSeq 9 9 9p13.2 9p13.2
2868 RefSeq 4 4 4p16.3 4p16.3
2869 RefSeq 10 10 10q26.11 10q24-qter
2870 RefSeq 5 5 5q35.3 5q35
131890 RefSeq 3 3 3q23 3q21-q23
83903 RefSeq 17 17 17p13.2 17p13
2931 RefSeq 19 19 19q13.2 19q13.2
2932 RefSeq 3 3 3q13.33 3q13.3
2965 RefSeq 11 11 11p15.1 11p15.1-p14
2984 RefSeq 12 12 12p13.1 12p12
3000 RefSeq 17 17 17p13.1 17p13.1
2986 RefSeq X X Xq22.3 Xq22
2987 RefSeq 1 1 1q42.13 1q32-q41
26353 RefSeq 12 12 12q24.23 12q24.23
115701 RefSeq 18 18 18q21.31 18q21.31
3055 RefSeq 20 20 20q11.21 20q11-q12
28996 RefSeq 7 7 7q34 7q32-q34
10114 RefSeq 11 11 11p13 11p13



147746 RefSeq 19 19 19q13.2 19q13.2
3098 RefSeq 10 10 10q22.1 10q22
3099 RefSeq 2 2 2p13.1 2p13
3101 RefSeq 5 5 5q35.2 5q35.2
27102 RefSeq 7 7 7p22.1 7p22
55351 RefSeq 4 4 4p16.2 4p16.2

30811 RefSeq 21 21 21q22.11 21q22.1
9270 RefSeq 2 2 2p25.1 2p25.2
84930 RefSeq 10 10 10p12.1 10p12.1
22858 RefSeq 6 6 6p12.1 6p12.3-p11.2

wth factor 1 receptoRefSeq 15 15 15q26.3 15q26.3
9807 RefSeq 3 3 3p21.31 3p21.31
51447 RefSeq 3 3 3p21.31 3p21.31
117283 RefSeq 6 6 6p21.31 6p21.31
8518 RefSeq 9 9 9q31.3 9q31

9641 1 1q32.1
3558 RefSeq 4 4 4q27 4q26-q27
se|| RefSeq 11 11 11p15.4 11p15.5-p15.4
80895 RefSeq 2 2 2q37.3 2q37.3
253430 RefSeq 10 10 10q21.1 10q21.1
3643 RefSeq 19 19 19p13.2 19p13.3-p13.2
3645 RefSeq 1 1 1q23.1 1q21-q23
3654 RefSeq X X Xq28 Xq28
3656 RefSeq 3 3 3p25.3 3p25.3
11213 RefSeq 12 12 12q14.3 12q14.3
3667 RefSeq 2 2 2q36.3 2q36
3702 RefSeq 5 5 5q33.3 5q31-q32

phosphate 5/6 kina RefSeq 14 14 14q32.12 14q31
3706 RefSeq 15 15 15q15.1 15q14-q21
3707 RefSeq 1 1 1q42.12 1q42.13
80271 RefSeq 19 19 19q13.2 19q13.1
3716 RefSeq 1 1 1p31.3 1p32.3-p31.3
3717 RefSeq 9 9 9p24.1 9p24
3718 RefSeq 19 19 19p13.11 19p13.1

RefSeq 12 12 12q24.23 16p13.3
3795 RefSeq 2 2 2p23.3 2p23.3-p23.2

23031 19 19p13.11
23387 RefSeq 11 11 11q23.3 11q23.3

57729 1 1q42.13
85443 3 3p22.3
84451 RefSeq 1 1 1q42.2 1q42
84446 RefSeq 19 19 19q13.42 19q13.4
114783 19 19q13.32
23303 RefSeq 8 8 8p12 8p12

RefSeq 1 1q23.3
3815 RefSeq 4 4 4q12 4q11-q12



22853 RefSeq 7 7 7q21.3 7q21.3
283455 RefSeq 12 12 12q24.22 12q24.22-q24.23
80216 RefSeq 4 4 4q25 4q25
9113 RefSeq 6 6 6q25.1 6q24-q25.1
26524 RefSeq 13 13 13q12.11 13q11-q12
3932 RefSeq 1 1 1p35.1 1p34.3
3937 RefSeq 5 5 5q35.1 5q33.1-qter
10611 RefSeq 4 4 4q22.3 4q22
3984 RefSeq 7 7 7q11.23 7q11.23

ase 2|| RefSeq 22 22 22q12.2 22q12.2
115704 RefSeq 19 19 19p13.2 19p13.2
149420 RefSeq 1 1 1p36.11 1p36.11
221823 RefSeq 7 7 7p21.1 7p21.1
340371 RefSeq 8 8 8q24.3 8q24.3
91807 RefSeq 16 16 16q11.2 16q11.2
4058 RefSeq 15 15 15q15.1 15q15.1-q21.1
92335 RefSeq 17 17 17q23.3 17q23.3
4067 RefSeq 8 8 8q12.1 8q13
4092 RefSeq 18 18 18q21.1 18q21.1
260425 RefSeq 1 1 1p13.2 1p12-p11.2
4117 RefSeq 6 6 6p24.2 6q22
10892 RefSeq 18 18 18q21.31 18q21
5604 RefSeq 15 15 15q22.31 15q22.1-q22.33
8649 RefSeq 4 4 4q23 4q23
5605 RefSeq 19 19 19p13.3 19p13.3
5606 RefSeq 17 17 17p11.2 17q11.2
6416 RefSeq 17 17 17p12 17p11.2
5607 RefSeq 15 15 15q23 15q23
5608 RefSeq 17 17 17q24.3 17q24.3
5609 RefSeq 19 19 19p13.2 19p13.3-p13.2
4214 5 5q11.2
4294 RefSeq 19 19 19q13.2 19q13.2
4296 RefSeq 11 11 11q13.1 11q13.1-q13.3
7786 RefSeq 12 12 12q13.13 12q13
in L4|| RefSeq 3 3 3q27.2 15q22
9020 RefSeq 17 17 17q21.31 17q21
10746 RefSeq 2 2 2q14.3 2q14.3
4215 RefSeq 17 17 17q23.3 17q23.3
4216 RefSeq 6 6 6q26 6q26
4217 RefSeq 6 6 6q23.3 6q22.33
9064 RefSeq 1 1 1p36.11 1p36.11
1326 RefSeq 10 10 10p11.23 10p11.23

11184 RefSeq 19 19 19q13.2 19q13.1-q13.4
5871 RefSeq 11 11 11q13.1 11q13
8491 RefSeq 2 2 2p22.1 2p22.1
9448 RefSeq 2 2 2q11.2 2q11.2-q12
11183 RefSeq 14 14 14q21.3 14q11.2-q21
5594 RefSeq 22 22 22q11.21 22q11.2
5602 RefSeq 4 4 4q21.23 4q22.1-q23
5600 RefSeq 22 22 22q13.33 22q13.33



6300 RefSeq 22 22 22q13.33 22q13.33
5603 RefSeq 6 6 6p21.31 6p21.31
1432 RefSeq 6 6 6p21.31 6p21.3-p21.2
5595 RefSeq 16 16 16p11.2 16p12-p11.2
5597 RefSeq 15 15 15q21.2 15q21
5598 RefSeq 17 17 17p11.2 17p11.2
5599 RefSeq 10 10 10q11.22 10q11.22
9479 RefSeq 11 11 11p11.2 11p12-p11.2
23542 RefSeq 22 22 22q13.33 22q13.33
23162 RefSeq 16 16 16p13.3 16p13.3
5601 RefSeq 5 5 5q35.3 5q35
9261 RefSeq 1 1 1q32.1 1q32
7867 RefSeq 3 3 3p21.31 3p21.3
8550 RefSeq 12 12 12q24.12 12q24.12
2011 RefSeq 11 11 11q13.1 11q12-q13
4140 RefSeq 14 14 14q32.32 14q32.3
57787 RefSeq 19 19 19q13.32 19q13.3
23139 RefSeq 1 1 1p34.1 1p34.1
4145 RefSeq 19 19 19p13.3 19p13.3
51562 RefSeq 14 14 14q13.3 14q13.3
9833 RefSeq 9 9 9p13.2 9p13.2
10461 RefSeq 2 2 2q13 2q14.1
4233 RefSeq 7 7 7q31.2 7q31
93627 RefSeq 4 4 4q24 4q24
202374 RefSeq 5 5 5q32 5q32
122011 RefSeq 13 13 13q13.3 13q13.3
167359 RefSeq 5 5 5p12 5p12

166614 RefSeq 4 4 4q31.23 4q31.23
138429 RefSeq 9 9 9q34.11 9q34.11
83931 RefSeq 1 1 1p34.3 1p34.3
80724 RefSeq 12 12 12q24.12 12q24.12
79012 RefSeq 3 3 3p21.31 3p21.31
57538 RefSeq 15 15 15q25.3 15q25.2
50488 RefSeq 17 17 17p13.2 17p13.2
8569 RefSeq 1 1 1p33 1p33
4342 RefSeq 8 8 8q12.1 8q11
4354 RefSeq X X Xq28 Xq28
4355 RefSeq 17 17 17q21.31 17q12-q21
4356 RefSeq 17 17 17q21.31 17q12-q21
9019 RefSeq 1 1 1q24.2 1q24.2
9902 RefSeq 17 17 17q23.3 17q23.3
4486 RefSeq 3 3 3p21.31 3p21.3
51765 RefSeq X X Xq26.2 Xq26.2
4593 RefSeq 9 9 9q31.3 9q31.3-q32
4597 RefSeq 16 16 16q24.3 16q24.3
4598 RefSeq 12 12 12q24.11 12q24
4638 RefSeq 3 3 3q21.1 3q21
53904 RefSeq 10 10 10p12.1 10p11.1
140469 RefSeq 2 2 2q31.1
55577 RefSeq 2 2 2p13.3 2p13.3



26960 RefSeq 13 13 13q13.2 13q13

mitosis gene a)- reRefSeq 3 3 3q21.3 3q21.3
4751 RefSeq 1 1 1q32.3 1q32.2-q41
6787 RefSeq 3 3 3p21.1 3p21.1
10783 RefSeq 9 9 9q33.3 9q33.3-q34.11
140609 RefSeq 1 1 1q31.3 1q31.3
284086 RefSeq 17 17 17q11.2 17q11.1
91754 RefSeq 14 14 14q24.3 14q24.3
51701 RefSeq 17 17 17q11.2 17q11.2
4830 RefSeq 17 17 17q21.33 17q21.3
4831 RefSeq 17 17 17q21.33 17q21.3
4832 RefSeq 16 16 16p13.3 16q13
4833 RefSeq 16 16 16p13.3 16p13.3
8382 RefSeq 5 5 5q31.2 5q31
10201 RefSeq 3 3 3p21.31 3p21
29922 RefSeq 1 1 1q24.2 1q24
4881 RefSeq 1 1 1q21.3 1q21-q22
4882 RefSeq 9 9 9p13.3 9p21-p12
29959 RefSeq 2 2 2p23.3 2p23

4914 RefSeq 1 1 1q23.1 1q21-q22
4915 RefSeq 9 9 9q21.33 9q22.1

yrosine kinase, receRefSeq 15 15 15q25.3 15q25
89882 RefSeq 9 9 9p24.1 9p24.1
9943 RefSeq 3 3 3p22.3 3p22-p21.3
55197 RefSeq 18 18 18q12.2 18q12.2
57147 RefSeq 1 1 1q24.2 1q24.2
29993 RefSeq 6 6 6p21.31 6p21.3
55824 RefSeq 8 8 8q21.13 8q21.13
5058 RefSeq 11 11 11q13.5 11q13-q14
5062 RefSeq 3 3 3q29 3q29

activated kinase 3| RefSeq X X Xq23 Xq22.3-q23
10298 RefSeq 19 19 19q13.2 19q13.2
56924 RefSeq 15 15 15q15.1 15q14
57144 RefSeq 20 20 20p12.2 20p12
53354 RefSeq 10 10 10q23.31 10q23.31

kinase 3|| RefSeq 5 5 5q34 5q34
55229 RefSeq 1 1 1p36.32 1p36.32
9061 RefSeq 4 4 4q25 4q24
9060 RefSeq 10 10 10q23.31 10q23-q24
23178 RefSeq 2 2 2q37.3 2q37.3
5105 RefSeq 20 20 20q13.32 20q13.31
5106 RefSeq 14 14 14q11.2 14q11.2
5127 RefSeq X X Xp11.3 Xp11.3-p11.23
5128 RefSeq 12 12 12q23.1 12q23.1
5129 RefSeq 1 1 1q32.1 1q31-q32
5156 RefSeq 4 4 4q12 4q11-q13
5159 RefSeq 5 5 5q32 5q31-q32
5163 RefSeq 2 2 2q31.1 2q31.1
5164 RefSeq 17 17 17q21.33 17q21.33



5165 RefSeq X X Xp22.11 Xp22.11
5166 RefSeq 7 7 7q21.3 7q21.3-q22.1
5170 RefSeq 16 16 16p13.3 16p13.3
5207 RefSeq X X Xp11.21 Xp11.21
5208 RefSeq 1 1 1q32.2 1q31
5209 RefSeq 10 10 10p15.1 10p14-p15
5210 RefSeq 3 3 3p21.31 3p22-p21
5211 RefSeq 21 21 21q22.3 21q22.3
5213 RefSeq 12 12 12q13.11 12q13.3
5214 RefSeq 10 10 10p15.2 10p15.3-p15.2
5218 RefSeq 7 7 7q21.13 7q21-q22
5230 RefSeq X X Xq21.1 Xq13
5232 RefSeq 6 6 6p12.3 6p12.3
5255 RefSeq X X Xq13.1 Xq12-q13
5256 RefSeq X X Xp22.13 Xp22.2-p22.1
5260 RefSeq 7 7 7p11.2 7p12-q21
5261 RefSeq 16 16 16p11.2 16p12.1-p11.2
55300 RefSeq 4 4 4p15.2 4p15.2
55361 RefSeq 10 10 10q24.2 10q24
5286 RefSeq 11 11 11p15.1 11p15.5-p14
5287 RefSeq 1 1 1q32.1 1q32
5288 RefSeq 12 12 12p12.3 12p12
5290 RefSeq 3 3 3q26.32 3q26.3
5291 RefSeq 3 3 3q22.3 3q22.3
5294 RefSeq 7 7 7q22.3 7q22.3
5295 RefSeq 5 5 5q13.1 5q13.1
5296 RefSeq 19 19 19p13.11 19q13.2-q13.4
8503 RefSeq 1 1 1p34.1 1p34.1
30849 RefSeq 3 3 3q21.3 3q21.3
5297 RefSeq 22 22 22q11.21 22q11.21
5298 RefSeq 1 1 1q21.2 1q21
5292 RefSeq 6 6 6p21.2 6p21.2
11040 RefSeq X X Xp11.23 Xp11.23
65018 RefSeq 1 1 1p36.12 1p36
8394 RefSeq 1 1 1q21.2 1q22-q24
5305 RefSeq 10 10 10p12.2 10p12.32
8396 RefSeq 17 17 17q12 17q12
79837 RefSeq 12 12 12q13.3 12q13.3
83394 RefSeq 17 17 17p13.2 17p13
282974 RefSeq 10 10 10q26.3 10q26.3
5569 RefSeq 8 8 8q21.12 8q21.11
5570 RefSeq 6 6 6q22.31 6q22.31
5313 RefSeq 1 1 1q22 1q21
5315 RefSeq 15 15 15q23 15q22
9088 RefSeq 16 16 16p13.3 16p13.3
29941 RefSeq 9 9 9q34.11 9q34.11
5347 RefSeq 16 16 16p12.1 16p12.1
5394 RefSeq 1 1 1p36.22 1p36.22
10654 RefSeq 1 1 1q22 1p13-q23
11284 RefSeq 19 19 19q13.33 19q13.3-q13.4
84152 RefSeq 17 17 17q12 17q12



5515 RefSeq 5 5 5q31.1 5q31.1
5516 RefSeq 8 8 8p12 8p12
5531 RefSeq 16 16 16p11.2 16p12-16p11
5562 RefSeq 5 5 5p13.1 5p12
5563 RefSeq 1 1 1p32.2 1p31
5566 RefSeq 19 19 19p13.12 19p13.1
5567 RefSeq 1 1 1p31.1 1p36.1
5568 RefSeq 9 9 9q21.11 9q13
5571 RefSeq 12 12 12q13.12 12q12-q14
e, AMP-activated, RefSeq 2 2 2q35 2q35
5573 RefSeq 17 17 17q24.2 17q23-q24
5576 RefSeq 3 3 3p21.31 3p21.3-p21.2
5577 RefSeq 7 7 7q22.3 7q22
5578 RefSeq 17 17 17q24.2 17q22-q23.2
9463 RefSeq 22 22 22q13.1 22q13.1
5580 RefSeq 3 3 3p21.1 3p21.31
5581 RefSeq 2 2 2p21 2p21
5582 RefSeq 19 19 19q13.42 19q13.4
5583 RefSeq 14 14 14q23.1 14q22-q23
5584 RefSeq 3 3 3q26.2 3q26.3
5585 RefSeq 19 19 19p13.12 19p13.1-p12
5586 RefSeq 1 1 1p22.2 1p22.2
5587 RefSeq 14 14 14q12 14q11
23683 RefSeq 2 2 2p22.2 2p21
5588 RefSeq 10 10 10p15.1 10p15
5589 RefSeq 19 19 19p13.2 19p13.2
5590 RefSeq 1 1 1p36.33 1p36.33-p36.2
25865 RefSeq 19 19 19q13.32 19q13.3
5591 RefSeq 8 8 8q11.21 8q11
5592 RefSeq 10 10 10q11.23 10q11.2
5593 RefSeq 4 4 4q21.21 4q13.1-q21.1
5610 RefSeq 2 2 2p22.2 2p22-p21
8575 RefSeq 2 2 2q31.2 2q31.2
65125 RefSeq 12 12 12p13.33 12p13.3
65268 RefSeq 9 9 9q22.31 9q22.3
65267 RefSeq X X Xp11.22 Xp11.23-p11.21
65266 RefSeq 17 17 17q21.2 17q21-q22
5613 RefSeq X X Xp22.33 Xp22.3
5616 RefSeq Y Y Yp11.2 Yp11.2
8899 RefSeq 6 6 6p25.2 6p25.2
5631 RefSeq X X Xq22.3 Xq21-q27
5634 RefSeq X X Xp22.2 Xp22.3-p22.2
5635 RefSeq 17 17 17q25.1 17q24-q25
5636 RefSeq 17 17 17p11.2 17p11.2-p12
9344 RefSeq 16 16 16p11.2 16p11.2
5681 RefSeq 16 16 16q22.1 16q22.1
85481 RefSeq 8 8 8q21.3 8q21.3
5747 RefSeq 8 8 8q24.3 8q24-qter
2185 RefSeq 8 8 8p21.2 8p21.1
5753 RefSeq 20 20 20q13.33 20q13.3
5754 RefSeq 6 6 6p21.1 6p21.1-p12.2



5756 RefSeq 12 12 12q12 12q12
11344 RefSeq 3 3 3p21.2 3p21.1
84867 RefSeq 11 11 11p15.1 11p15.1
5793 RefSeq 3 3 3p14.2 3p21-p14
5795 RefSeq 11 11 11p11.2 11p11.2
5801 RefSeq 12 12 12q15 12q15
11122 RefSeq 20 20 20q12 20q12-q13
54899 RefSeq 3 3 3p14.3 3p14.3
5832 RefSeq 10 10 10q24.1 10q24.3
5879 RefSeq 7 7 7p22.1 7p22
5894 RefSeq 3 3 3p25.2 3p25
5891 RefSeq 14 14 14q32.32 14q32
5924 RefSeq 5 5 5q14.1 5q13

oxine, vitamin B6) kRefSeq 21 21 21q22.3 21q22.3
5579 RefSeq 16 16 16p12.1 16p11.2
64080 RefSeq 2 2 2p23.2 2p23.3

RefSeq 10 10q11.21
5987 RefSeq 6 6 6p22.1 6p22
6011 RefSeq 13 13 13q34 13q34
83732 RefSeq 6 6 6p24.3 6p24.3
8780 RefSeq 18 18 18q11.2 18q11.2
8737 RefSeq 6 6 6p25.2 6p25.2
8767 RefSeq 8 8 8q21.3 8q21
11035 RefSeq 14 14 14q11.2 14q11.2
6041 RefSeq 1 1 1q25.3 1q25
6093 RefSeq 18 18 18q11.1 18q11.1
9475 RefSeq 2 2 2p25.1 2p24
4919 RefSeq 1 1 1p31.3 1p32-p31
4920 RefSeq 9 9 9q22.31 9q22
6098 RefSeq 6 6 6q22.1 6q22
6102 RefSeq X X Xp11.3 Xp11.4-p11.21
6195 RefSeq 1 1 1p36.11 1p
6196 RefSeq 6 6 6q27 6q27
6197 RefSeq X X Xp22.12 Xp22.2-p22.1
8986 RefSeq 11 11 11q13.1 11q11-q13
9252 RefSeq 14 14 14q32.12 14q31-q32.1
27330 RefSeq X X Xq21.1 Xq21
6198 RefSeq 17 17 17q23.2 17q23.2
6199 RefSeq 11 11 11q13.2 11q13.2
26750 RefSeq 1 1 1q32.3 1q41
83694 RefSeq 14 14 14q24.3 14q24.3
6259 RefSeq 3 3 3q22.1 3q22
22983 RefSeq 19 19 19p13.13 19p13.2
8631 RefSeq 17 17 17q21.32 17q21.32
57410 RefSeq 11 11 11q13.1 11q13
22929 RefSeq 10 10 10p13 10p14
6446 RefSeq 6 6 6q23.2 6q23
10110 RefSeq 20 20 20q13.12 20q13.2
23678 RefSeq 8 8 8q13.1 8q12.3-8q13.1
6464 RefSeq 1 1 1q22 1q21
23235 RefSeq 11 11 11q23.1 11q23.1



9748 RefSeq 10 10 10q25.1 10q25.1
RefSeq 16 16p12.3

81788 RefSeq 1 1 1q32.1 1q32.1
150094 RefSeq 21 21 21q22.3 21q22.3
10769 RefSeq 5 5 5q11.2 5q12.1-q13.2
54861 RefSeq 3 3 3p22.1 3p22.1
8651 RefSeq 16 16 16p13.13 16p13.13
9655 RefSeq 2 2 2p21 2p21
53340 RefSeq 11 11 11q24.2 11q24.2
56990 RefSeq 5 5 5q23.3 5q23.3
8877 RefSeq 17 17 17q25.1 17q25.2
56848 RefSeq 19 19 19q13.33 19q13.2
22928 RefSeq 16 16 16p11.2 16p11.2
8878 RefSeq 5 5 5q35.3 5q35
6714 RefSeq 20 20 20q11.23 20q12-q13
6725 RefSeq 20 20 20q13.33
6732 RefSeq 6 6 6p21.31 6p21.3-p21.2
6733 RefSeq 7 7 7q22.3 7q22-q31.1
10006 RefSeq 10 10 10p12.1 10p11.2
83983 RefSeq 19 19 19p13.11 19p13.11
6793 RefSeq 5 5 5q35.1 5q35.1
6794 RefSeq 19 19 19p13.3 19p13.3
8576 RefSeq 2 2 2q35 2q34-q37
9263 RefSeq 7 7 7p13 7p12-p14
9262 RefSeq 2 2 2q32.3 2q32.3
10733 RefSeq 4 4 4q28.1 4q27-q28
8859 RefSeq 6 6 6p21.32 6p21.3

c serine kinase 2|| RefSeq 22 22 22q11.21 22q11.21
81629 RefSeq 1 1 1p35.1 1p35-p34
83942 RefSeq 5 5 5q22.2 5q22.2

RefSeq X Xq28
8428 RefSeq 13 13 13q32.2 13q31.2-q32.3
10494 RefSeq 2 2 2q37.3 2q37.3
9024 RefSeq 11 11 11p15.5 11p15.5
6788 RefSeq 8 8 8q22.2 8q22.2
56164 RefSeq 7 7 7p15.3 7p15.3
65975 RefSeq 11 11 11p15.4 11p15.3
140901 RefSeq 20 20 20p13 20p13
27148 RefSeq 2 2 2q35 2q35
11329 RefSeq 6 6 6p21.31 6p21
23012 RefSeq 12 12 12p11.23 12p11.23
27347 RefSeq 2 2 2q24.3 2q24.3
6789 RefSeq 20 20 20q13.12 20q11.2-q13.2
6790 RefSeq 20 20 20q13.31 20q13.2-q13.3
6850 RefSeq 9 9 9q22.2 9q22
6872 RefSeq X X Xq13.1 Xq13.1
138474 RefSeq 9 9 9p21.1 9p21.1
9344 RefSeq 16 16 16p11.2 16p11.2
29110 RefSeq 12 12 12q14.2 12q14.1
7006 RefSeq 4 4 4p12 4p12
7010 RefSeq 9 9 9p21.2 9p21



7016 RefSeq 9 9 9p13.3 9p13
10420 RefSeq 1 1 1p34.1 1p32
56155 RefSeq 17 17 17q23.2 17q23.2
7046 RefSeq 9 9 9q22.33 9q22
7048 RefSeq 3 3 3p24.1 3p22
7075 RefSeq 1 1 1p34.2 1p34-p33
9414 RefSeq 9 9 9q21.11 9q13-q21
7083 RefSeq 17 17 17q25.3 17q23.2-q25.3
7084 RefSeq 16 16 16q22.1 16q22-q23.1
9874 RefSeq 2 2 2q31.1 2q31.1
11011 RefSeq 17 17 17q23.3 17q23
7096 RefSeq 4 4 4p14 4p14
7098 RefSeq 4 4 4q35.1 4q35
7099 RefSeq 9 9 9q33.1 9q32-q33
10333 RefSeq 4 4 4p14 4p14
55872 RefSeq 8 8 8p21.1 8p21.2
27010 RefSeq 7 7 7q35 7q34-q35

RefSeq 3 3q21.2
28951 RefSeq 2 2 2p24.3 2p24.3
50852 RefSeq 3 3 3q13.13 3q13
7204 RefSeq 5 5 5p15.2 5p15.1-p14
140803 RefSeq 9 9 9q21.13 9q21.13
54822 RefSeq 15 15 15q21.2 15q21

146057 RefSeq 15 15 15q15.2 15q15.2
7272 RefSeq 6 6 6q14.1 6q13-q21

RefSeq 2 2 2q31.2 2q31
7294 RefSeq 4 4 4p12 4p12
51314 RefSeq 7 7 7p14.1 7p14.1
7297 RefSeq 19 19 19p13.2 19p13.2
7301 RefSeq 15 15 15q15.1 15q15.1-q21.1
83549 RefSeq 9 9 9q34.13 9q34.13
7360 RefSeq 2 2 2p15 2p14-p13
8408 RefSeq 12 12 12q24.33 12q24.3
9706 RefSeq 17 17 17p11.2 17p11.2
51727 RefSeq 1 1 1p33
7371 RefSeq 1 1 1q24.1 1q23
54963 RefSeq 20 20 20q13.33 20q13.33
7443 RefSeq 14 14 14q32.2 14q32
7444 RefSeq 2 2 2p16.1 2p16-p15
51231 RefSeq 19 19 19q13.33 19q13
7465 RefSeq 11 11 11p15.4 11p15.3-p15.1
11197 RefSeq 12 12 12q14.3 12q14.3
9942 RefSeq 3 3 3p22.2 3p22-p21.3
7525 RefSeq 18 18 18p11.32 18p11.31-p11.21
7533 RefSeq 22 22 22q12.3 22q12.3
10971 RefSeq 2 2 2p25.1 2p25.1

f and leucine zippe RefSeq 2 2 2q31.1 2q24.2
7535 RefSeq 2 2 2q11.2 2q12
8797 RefSeq 8 8 8p21.3 8p21
8711 RefSeq 17 17 17p13.1 17p13.1



60385 RefSeq 19 19 19q13.33 19q13.3
117 RefSeq 7 7 7p14.3 7p14
11318 RefSeq 12 12 12q13.3 12q13.3
134 RefSeq 1 1 1q32.1 1q32.1
135 RefSeq 22 22 22q11.23 22q11.23
136 RefSeq 17 17 17p12 17p12-p11.2

3 receptor|| RefSeq 1 1 1p13.2 1p21-p13
148 RefSeq 8 8 8p21.2 8p21-p11.2
147 RefSeq 5 5 5q33.3 5q23-q32
146 RefSeq 20 20 20p13 20p13
150 RefSeq 10 10 10q25.2 10q24-q26
151 RefSeq 2 2 2q11.2 2p13-q13
152 RefSeq 4 4 4p16.3 4p16
153 RefSeq 10 10 10q25.3 10q24-q26
154 RefSeq 5 5 5q32 5q31-q32
155 RefSeq 8 8 8p12 8p12-p11.2
156 RefSeq 11 11 11q13.2 11q13
157 RefSeq 22 22 22q11.23 22q11
185 RefSeq 3 3 3q24 3q21-q25
186 RefSeq X X Xq23 Xq22-q23
187 RefSeq 11 11 11q12.1 11q12
207 RefSeq 14 14 14q32.33 14q32.32
403 RefSeq 10 10 10q24.32 10q23.3
408 RefSeq 11 11 11q13.4 11q13
552 RefSeq 12 12 12q14.2 12q14-q15
553 RefSeq 1 1 1q32.1 1q32
554 RefSeq X X Xq28 Xq28
575 RefSeq 8 8 8q24.3 8q24
576 RefSeq 1 1 1p35.2 1p35
577 RefSeq 6 6 6q12 6q12
623 RefSeq 14 14 14q32.2 14q32.1-q32.2
624 RefSeq 14 14 14q32.2 14q32.1-q32.2
643 RefSeq 11 11 11q23.3 11q23.3
680 RefSeq X X Xq26.3 Xq26-q28
8834 RefSeq 17 17 17p11.2 17p11.2
718 RefSeq 19 19 19p13.3 19p13.3-p13.2
719 RefSeq 12 12 12p13.31 12p13.31
727 RefSeq 9 9 9q33.2 9q33-q34
728 RefSeq 19 19 19q13.32 19q13.3-q13.4
64111 RefSeq 7 7 7p15.3 7p21-p15
796 RefSeq 11 11 11p15.2 11p15.2-p15.1
799 RefSeq 7 7 7q21.3 7q21.3
10203 RefSeq 2 2 2q32.1 2q32.1
phosphorylase kinaRefSeq 14 14 14q32.11 14q24-q31
846 RefSeq 3 3 3q21.1 3q21-q24
1238 RefSeq 3 3 3p22.1 3p21.3
6361 RefSeq 16 16 16q13 16q13
6347 RefSeq 17 17 17q12 17q11.2-q21.1
6368 RefSeq 17 17 17q12 17q12
6370 RefSeq 19 19 19p13.2 19p13.2
6348 RefSeq 17 17 17q12 17q11-q21



1230 RefSeq 3 3 3p21.31 3p21
1231 RefSeq 3 3 3p21.31 3p21
1232 RefSeq 3 3 3p21.31 3p21.3
1233 RefSeq 3 3 3p23 3p24
1234 RefSeq 3 3 3p21.31 3p21
1235 RefSeq 6 6 6q27 6q27
1236 RefSeq 17 17 17q21.2 17q12-q21.2
1237 RefSeq 3 3 3p22.2 3p22
10803 RefSeq 3 3 3p21.31 3p21.3
51554 RefSeq 3 3 3q22.1 3q22
9034 RefSeq 3 3 3p21.31 3p21
916 RefSeq 11 11 11q23.3 11q23

RefSeq 19 19 19p13.12 19p13
9620 RefSeq 22 22 22q13.31 22q13.3
1952 RefSeq 1 1 1p13.3 1p21
1951 RefSeq 3 3 3p21.31 3p24.1-p21.2
8208 RefSeq 21 21 21q22.12 21q22.13
1129 RefSeq 7 7 7q33 7q31-q35
1131 RefSeq 1 1 1q43 1q41-q44
1240 RefSeq 12 12 12q23.3 12q24.1
1268 RefSeq 6 6 6q15 6q14-q15
1269 RefSeq 1 1 1p36.11 1p36.11
1394 RefSeq 17 17 17q21.31 17q12-q22
1395 RefSeq 7 7 7p14.3 7p14.3
1407 RefSeq 12 12 12q23.3 12q23-q24.1
1524 RefSeq 3 3 3p22.2 3p21
6387 RefSeq 10 10 10q11.21 10q11.1
2920 RefSeq 4 4 4q13.3 4q21
2921 RefSeq 4 4 4q13.3 4q21
4283 RefSeq 4 4 4q21.1 4q21
2833 RefSeq X X Xq13.1 Xq13
7852 RefSeq 2 2 2q21.3 2q21
10663 RefSeq 3 3 3p21.31 3p21
10800 RefSeq X X Xq21.1 Xq13.2-21.1
57105 RefSeq 13 13 13q14.2 13q14.12-q21.1
1673 RefSeq 8 8 8p23.1 8p23.1-p22
1812 RefSeq 5 5 5q35.2 5q35.1
1816 RefSeq 4 4 4p16.1 4p16.1
1880 RefSeq 13 13 13q32.3 13q32.3

erting enzyme 2|| RefSeq 3 3 3q27.1
1901 RefSeq 1 1 1p21.2 1p21
1902 RefSeq 9 9 9q31.3 9q31.3
9 open reading fra RefSeq 9 9 9q22.1 9q22.1
9170 RefSeq 19 19 19p13.11 19p12
9294 RefSeq 19 19 19p13.2 19p13.2
8698 RefSeq 19 19 19p13.3 19p13.3
23566 RefSeq 1 1 1p22.3 1p22.3-p31.1
53637 RefSeq 19 19 19p13.2 19p13.2
1909 RefSeq 4 4 4q31.22 4q31.22-q31.23
1910 RefSeq 13 13 13q22.3 13q22
6785 RefSeq 6 6 6q14.1 6q14



64123 1 1p33-p32
2015 RefSeq 19 19 19p13.3 19p13.3
84658 RefSeq 19 19 19p13.12 19p13.1
9283 RefSeq 1 1 1q32.1 1q32.1
2149 RefSeq 5 5 5q13.3 5q13
2150 RefSeq 5 5 5q13.3 5q13
2151 RefSeq 5 5 5q13.3 5q13
9002 RefSeq 19 19 19p13.11 19p12
84636 RefSeq X X Xq21.1 Xq21.1
83954 RefSeq 6 6 6p22.1 6p22.1
55065 RefSeq 17 17 17p13.2 17p13.2
54475 RefSeq 17 17 17q12 17q12
79581 RefSeq 8 8 8q24.3 8q24.3
54974 RefSeq 5 5 5q33.3 5q33.3

RefSeq 11 11q11
151556 RefSeq 2 2 2q31.1 2q31.1
2357 RefSeq 19 19 19q13.41 19q13.4
2358 RefSeq 19 19 19q13.41 19q13.3-q13.4
2359 RefSeq 19 19 19q13.41 19q13.3-q13.4
2492 RefSeq 2 2 2p16.3 2p21-p16
2532 RefSeq 1 1 1q23.2 1q21-q22
8321 RefSeq 7 7 7q21.13 7q21
11211 RefSeq 12 12 12q24.33 12q24.33
2535 RefSeq 17 17 17q21.31 17q21.1
7976 RefSeq 8 8 8p21.1 8p21
8322 RefSeq 11 11 11q14.2 11q14.2
2 open reading fra RefSeq 2 2 2q33.3 2q34
8323 RefSeq 8 8 8q22.3 8q22.3-q23.1
8324 RefSeq 2 2 2q33.1 2q33
8325 RefSeq 10 10 10p11.21 10p11.21
8326 RefSeq 7 7 7q11.23 7q11.23
2550 RefSeq 6 6 6p22.1 6p21.31
8811 RefSeq 17 17 17q25.1 17q25.3
2641 RefSeq 2 2 2q24.2 2q36-q37
2642 RefSeq 17 17q25
2692 RefSeq 7 7 7p14.3 7p14
2693 RefSeq 3 3 3q26.31 3q26.31
2696 RefSeq 19 19 19q13.32 19q13.3
28964 RefSeq 17 17 17q11.2 17p11.2
9815 RefSeq 12 12 12q24.11 12q24.1
2740 RefSeq 6 6 6p21.2 6p21
9340 RefSeq 17 17 17p13.1 17p13.3
10672 RefSeq 17 17 17q24.1 17q24.3
9630 RefSeq 9 9 9q21.2 9q21
2769 RefSeq 19 19 19p13.3 19p13.3
2770 RefSeq 7 7 7q21.11 7q21
2773 RefSeq 1 1 1p13.3 1p13

eotide binding proteRefSeq 16 16 16q12.2 16q13
2776 RefSeq 9 9 9q21.2 9q21
2778 RefSeq 20 20 20q13.32 20q13.2-q13.3
2779 RefSeq 3 3 3p21.31 3p21



2780 RefSeq 1 1 1p13.3 1p13.1
2781 RefSeq 22 22 22q11.22 22q11.22
2782 RefSeq 1 1 1p36.33 1p36.33
2784 RefSeq 12 12 12p13.31 12p13
59345 RefSeq 3 3 3q26.32 3q26.32
2791 RefSeq 7 7 7q21.3 7q31-q32
55970 RefSeq 1 1 1p31.2 1p31.2
2785 RefSeq 11 11 11q12.3 11p11
tide binding proteinRefSeq 1 1 1q42.3 1q42.3
2787 RefSeq 1 1 1p22.3 1p22
2788 RefSeq 19 19 19p13.3 19p13.3
2798 RefSeq 4 4 4q13.2 4q21.2
114814 RefSeq 1 1 1q21.1 1q12
151306 RefSeq 2 2 2q35 2q35
139760 RefSeq X X Xq25 Xq25
11245 RefSeq 15 15 15q14 15q14-q15.1
2825 RefSeq 2 2 2q33.3 2q33.3
2834 RefSeq 10 10 10q26.11 10q26.13
339403 RefSeq 1 1 1q22 1q22
83550 RefSeq X X Xq26.3 Xq25-27.1
83551 RefSeq 6 6 6q23.2 6q23.2
9934 RefSeq 3 3 3q25.1 3q21-q25
266977 RefSeq 6 6 6p12.3 6p12.3
222611 RefSeq 6 6 6p12.3 6p12.3
139378 RefSeq X X Xq26.3 Xq26.3
165082 RefSeq 2 2 2p23.3 2p23.3
221393 RefSeq 6 6 6p12.3 6p12.3
221395 RefSeq 6 6 6p12.3 6p12.3
139760 RefSeq X X Xq25 Xq25
led receptor 12|| RefSeq 13 13 13q12.13 13q12
84435 RefSeq 10 10 10q26.3 10q26
25960 RefSeq 8 8 8p12 8p12
57211 RefSeq 6 6 6q24.1 6q24.1
84873 RefSeq 3 3 3q12.2 3q12.2
29933 RefSeq 14 14 14q32.33 14q32.3
221391 RefSeq 6 6 6p12.3 6p12.3
2837 RefSeq 17 17 17q25.3 17q25.3
353345 RefSeq 7 7 7p14.1 7p14.1
4935 RefSeq X X Xp22.2 Xp22.3
84539 RefSeq 6 6 6q16.3 6q16
115330 RefSeq 7 7 7p22.3 7p22.3
2838 RefSeq 3 3 3q12.1 3q11.2-q13.1
165829 RefSeq 3 3 3q13.33 3q13.33
80045 RefSeq 1 1 1p36.22 1p36.22
26996 RefSeq 3 3 3q26.2 3q26.2-q27
23432 RefSeq 1 1 1q24.2 1q24.2
2840 RefSeq 2 2 2q14.3 2q21
2841 RefSeq 13 13 13q32.3 13q32
2842 RefSeq 12 12 12p13.2 12p12.3

anscription factor 1RefSeq 17 17 17q21.2 17q21.1-q21.3
2843 RefSeq 8 8 8q24.3 8q24.2-q24.3



2844 RefSeq 9 9 9q33.2 9q33
2845 RefSeq 7 7 7q22.3 7q22-q31.1
2846 RefSeq X X Xq21.1 Xq13-q21.1
2847 RefSeq 22 22 22q13.2 22q13.2
2848 RefSeq 1 1 1q32.1 1q32.1
2849 RefSeq 10 10 10q26.13 10q26.2
2850 RefSeq 3 3 3p13 3p21-p14
2827 RefSeq 1 1 1p36.11 1p36.1-p35
2852 RefSeq 7 7 7p22.3 7p22
2853 RefSeq 6 6 6q27 6q27
2854 RefSeq 19 19 19q13.33 19q13.3
2857 RefSeq X X Xp11.4 Xp11.4-p11.3
2859 RefSeq 2 2 2q37.3 2q37.3
2861 RefSeq 7 7 7q31.33 7q31
2862 RefSeq 13 13 13q14.2 13q14-q21
2863 RefSeq 2 2 2q21.2 2q21-q22
2828 RefSeq 19 19 19q13.32 19q13.3
2864 RefSeq 19 19 19q13.12 19q13.1
2865 RefSeq 19 19 19q13.12 19q13.1
2866 RefSeq 19 19 19q13.12 19q13.1
2867 RefSeq 19 19 19q13.12 19q13.1
11251 RefSeq 11 11 11q12.2 11q12-q13.3
11250 RefSeq 2 2 2q12.1 2q11.1-q12
55366 RefSeq 11 11 11p14.1 11p14-p13
8549 RefSeq 12 12 12q21.1 12q22-q23
9248 RefSeq X X Xq28 Xq28
9568 RefSeq 9 9 9q22.33 9q22.1-q22.3
9293 RefSeq 1 1 1q25.1 1q24
84634 RefSeq 19 19 19p13.3 19p13.3
9290 RefSeq 2 2 2q37.1 2q37
9289 RefSeq 16 16 16q13 16q13
9287 RefSeq 6 6 6q23.2 6q24
2830 RefSeq 6 6 6q21 6q21
83873 RefSeq 1 1 1p13.3 1p13.3
118442 RefSeq 3 3 3p21.2 3p21.1
81491 RefSeq 6 6 6q16.1 6q16.1-q16.3
10149 RefSeq X X Xp22.13 Xp22.13
8477 RefSeq 14 14 14q31.3 14q31-q32.1
10316 RefSeq 2 2 2q37.1 2q37.1
8111 RefSeq 14 14 14q32.12 14q31
2831 RefSeq 8 8 8q11.23 8p22-q21.13
10888 RefSeq 11 11 11q21 11q21
10887 RefSeq 2 2 2p13.3 2p13.1
11100 RefSeq 19 19 19q13.2 19q13.2
10886 RefSeq 4 4 4q13.3 4q21
10936 RefSeq 2 2 2p16.2 2p16
27202 RefSeq 19 19 19q13.32 19q13.33
27201 RefSeq 4 4 4p16.1 4p16.1
2832 RefSeq 20 20 20q13.33 20q13.3

27198 RefSeq 12 12 12q24.31 12q24.31



27197 RefSeq X X Xp11.4 Xp11.4
53831 RefSeq 12 12 12q13.13 12q13.13
54329 RefSeq 7 7 7q31.1 7q31
53829 RefSeq 3 3 3q25.1 3q24
53836 RefSeq 3 3 3q25.1 3q24
54112 RefSeq 1 1 1p21.2 1p21.3
56670 RefSeq 3 3 3q25.1 3q24-3q25.1
57121 RefSeq 12 12 12p13.31 12p13.31
222487 RefSeq 16 16 16q13 16q13
51704 RefSeq 16 16 16p12.3 16p12
55890 RefSeq 17 17 17q25.1 17q25
55507 RefSeq 12 12 12p13.1 12p13.3
222545 RefSeq 6 6 6q22.1 6q22.1
2868 RefSeq 4 4 4p16.3 4p16.3
2869 RefSeq 10 10 10q26.11 10q24-qter
2870 RefSeq 5 5 5q35.3 5q35
131890 RefSeq 3 3 3q23 3q21-q23
27239 RefSeq 12 12 12p13.31 12p13
122042 RefSeq 13 13 13q13.1 13q13.1
2911 RefSeq 6 6 6q24.3 6q24
2912 RefSeq 3 3 3p21.2 3p21.2
2913 RefSeq 7 7 7q21.12 7q21.1-q21.2
2914 RefSeq 6 6 6p21.31 6p21.3
2915 RefSeq 11 11 11q14.3 11q14.3
2916 RefSeq 5 5 5q35.3 5q35
2917 RefSeq 3 3 3p26.1 3p26.1-p25.1
2918 RefSeq 7 7 7q31.33 7q31.3-q32.1
2925 RefSeq X X Xp22.2 Xp22.2-p22.13
29909 RefSeq 3 3 3q25.1 3q25.1
8843 RefSeq 12 12 12q24.31 12q24.31
338442 RefSeq 12 12 12q24.31 12q24.31
3269 RefSeq 3 3 3p25.3 3p25
3274 RefSeq 5 5 5q35.2 5q35.2
11255 RefSeq 20 20 20q13.33 20q13.33
59340 RefSeq 18 18 18q11.2 18q11.2
3350 RefSeq 5 5 5q12.3 5q11.2-q13
3351 RefSeq 6 6 6q14.1 6q13
3352 RefSeq 1 1 1p36.12 1p36.3-p34.3
3354 RefSeq 6 6 6q15 6q14-q15
3355 RefSeq 3 3 3p11.1 3p12
3356 RefSeq 13 13 13q14.2 13q14-q21
3358 RefSeq X X Xq23 Xq24
3359 RefSeq 11 11 11q23.2 11q23.1
9177 RefSeq 11 11 11q23.2 11q23.1
3360 RefSeq 5 5 5q32 5q31-q33
3361 RefSeq 7 7 7q36.2 7q36.1
3362 RefSeq 1 1 1p36.13 1p36-p35
3363 RefSeq 10 10 10q23.31 10q21-q24
3576 RefSeq 4 4 4q13.3 4q13-q21
3577 RefSeq 2 2 2q35 2q35
3579 RefSeq 2 2 2q35 2q35



120066 RefSeq 11 11 11p15.4 11p15.4
120065 RefSeq 11 11 11p15.4 11p15.4
144124 RefSeq 11 11 11p15.4 11p15.4
3760 RefSeq 2 2 2q24.1 2q24.1
3762 RefSeq 11 11 11q24.3 11q24
3763 RefSeq 21 21 21q22.13 21q22.1
3765 RefSeq 1 1 1q23.2 1q21-q23
10314 RefSeq 2 2 2q34 2q33-q35
29899 RefSeq 1 1 1p13.3 1p13.3
59350 RefSeq 4 4 4q32.1 4q32.1
3973 RefSeq 2 2 2p16.3 2p21

RefSeq 2 2p13.3
22859 RefSeq 19 19 19p13.12 19p13.2
5168 RefSeq 8 8 8q24.12 8q24.1
23266 RefSeq 1 1 1p31.1 1p31.1
23284 RefSeq 4 4 4q13.1 4q13.1
1241 RefSeq 14 14 14q11.2 14q11.2-q12
ucing DFFA-like ef RefSeq 14 14 14q11.2 14q11.2-q12
4142 RefSeq 6 6 6q25.3 6q25.3-q26
116511 RefSeq 6 6 6p22.1 6p21
84059 RefSeq 5 5 5q14.3 5q13
23344 RefSeq 12 12 12q13.2 12q13.2
4157 RefSeq 16 16 16q24.3 16q24.3
4158 RefSeq 18 18 18p11.21 18p11.2
4159 RefSeq 20 20 20q13.31 20q13.2-q13.3
4160 RefSeq 18 18 18q21.32 18q22
4161 RefSeq 18 18 18p11.21 18p11.2
143503 RefSeq 11 11 11p15.4 11p15.4
256710 RefSeq 12 12 12q21.1 12q21.1
284521 RefSeq 1 1 1q44 1q44
4295 RefSeq 6 6 6p21.31 6p21.3
219928 RefSeq 11 11 11q13.3 11q13.3
259249 RefSeq 11 11 11p15.1 11p15.1
117194 RefSeq 11 11 11p15.1 11p15.1
117195 RefSeq 11 11 11p15.1 11p15.1
117196 RefSeq 11 11 11p15.1 11p15.1
2206 RefSeq 11 11 11q12.1 11q13
4543 RefSeq 4 4 4q35.2 4q35.1
4544 RefSeq 11 11 11q21 11q21-q22
4829 RefSeq 6 6 6q24.1 6q21-qter
56923 RefSeq 5 5 5q33.1 5q33.1
4881 RefSeq 1 1 1q21.3 1q21-q22
4882 RefSeq 9 9 9p13.3 9p21-p12
4883 RefSeq 5 5 5p13.3 5p14-p13
4852 RefSeq 7 7 7p15.3 7p15.1
4886 RefSeq 4 4 4q32.2 4q31.3-q32
4887 RefSeq 4 4 4q32.1 4q31
4889 RefSeq 4 4 4q32.2 4q31-q32
4923 RefSeq 20 20 20q13.33 20q13-20q13
23620 RefSeq 2 2 2p25.1 2p25.1
5956 RefSeq X X Xq28 Xq28



2652 RefSeq X X Xq28 Xq28
611 RefSeq 7 7 7q32.1 7q31.3-q32
23596 RefSeq 1 1 1q43 1q43
94233 RefSeq 10 10 10q23.2 10q22
4985 RefSeq 1 1 1p35.3 1p36.1-p34.3
4986 RefSeq 8 8 8q11.23 8q11.2
4987 RefSeq 20 20 20q13.33 20q13.33
4988 RefSeq 6 6 6q25.2 6q24-q25
26539 RefSeq 19 19 19p13.12 19p13.1
26538 RefSeq 19 19 19p13.12 19p13.1
26476 RefSeq 1 1 1q23.2 1q23.2
26531 RefSeq 6 6 6p22.1 6p21.31-22.2
26529 RefSeq 6 6 6p22.1 6p22.2-p21.31
81797 RefSeq 6 6 6p22.1 6p22.1
8383 RefSeq 17 17 17p13.3 17p13.3
26189 RefSeq 17 17 17p13.3 17p13.3

4991 RefSeq 17 17 17p13.3 17p13-p12
ptor, family 1, subfaRefSeq 17 17 17p13.3 17p13.3
ptor, family 1, subfaRefSeq 17 17 17p13.3 17p13.3
8387 RefSeq 17 17 17p13.2 17p13.3
8388 RefSeq 17 17 17p13.2 17p13.3
4992 RefSeq 16 16 16p13.3 16p13.3
8390 RefSeq 17 17 17p13.3 17p13.3
79541 RefSeq 6 6 6q23.2 6q23
81697 RefSeq 6 6 6p22.1 6p21.3-22.3
4993 RefSeq 16 16 16p13.3 16p13.3
81472 RefSeq 1 1 1q44 1q44
26211 RefSeq 7 7 7q35 7q35
26716 RefSeq 6 6 6p22.1 6p21.3
7932 RefSeq 6 6 6p22.1 6p21.3
26707 RefSeq 6 6 6p22.1 6p21.31-22.2
56656 RefSeq 9 9 9p13.3 9p13.1-13.3

26692 RefSeq 6 6 6p22.1 6p21.31-21.33
4994 RefSeq 17 17 17p13.3 17p13.3
4995 RefSeq 17 17 17p13.3 17p13.3
8392 RefSeq 17 17 17p13.2 17p13.3

79345 RefSeq 11 11 11p15.4 11p15
79339 RefSeq 11 11 11p15.4 11p15
81285 RefSeq 11 11 11p15.4 11p15
23538 RefSeq 11 11 11p15.4 11p15.5

10798 RefSeq 11 11 11q11 11q11
81696 RefSeq 6 6 6p22.1 6p22.1
8590 RefSeq 11 11 11p15.4 11p15
26333 RefSeq 19 19 19p13.12 19p13.12
26659 RefSeq 19 19 19p13.12 19p13.1
64106 RefSeq 10 10 10q22.1 10q21-q22
5021 RefSeq 3 3 3p25.3 3p25



5028 RefSeq 3 3 3q25.2 3q25.2
27334 RefSeq X X Xq21.1 Xq21.1
5032 RefSeq 19 19 19p13.2 19p13.2
64805 RefSeq 3 3 3q25.1 3q24-q25
5029 RefSeq 11 11 11q13.4 11q13.5-q14.1
5030 RefSeq X X Xq13.1 Xq13
10161 RefSeq 13 13 13q14.2 13q14
5031 RefSeq 11 11 11q13.4 11q13.5
286530 RefSeq X Xp22.33
5132 RefSeq 1 1 1q31.1 1q25.2
5082 RefSeq 9 9 9q33.2 9q12-q13
5291 RefSeq 3 3 3q22.3 3q22.3
5294 RefSeq 7 7 7q22.3 7q22.3
9038 RefSeq 6 6 6q23.2 6q23
5540 RefSeq 10 10 10q11.22 10q11.2
5545 RefSeq 12 12 12p13.2 12p13.2
5724 RefSeq 1 1 1p35.3 1p35-p34.3
5729 RefSeq 14 14 14q22.1 14q22.1
5731 RefSeq 19 19 19p13.12 19p13.1
5732 RefSeq 14 14 14q22.1 14q22
5733 RefSeq 1 1 1p31.1 1p31.2
5734 RefSeq 5 5 5p13.1 5p13.1
5737 RefSeq 1 1 1p31.1 1p31.1
5739 RefSeq 19 19 19q13.32 19q13.3
5741 RefSeq 11 11 11p15.2 11p15.3-p15.1
5745 RefSeq 3 3 3p21.31 3p22-p21.1
5746 RefSeq 2 2 2q34 2q33
5777 RefSeq 12 12 12p13.31 12p13
10267 RefSeq 2 2 2q37.3 2q36-q37.1
51655 RefSeq 17 17 17p11.2 17p11.2
5961 RefSeq 6 6 6p21.1 6p21.2-p12.3
5995 RefSeq 10 10 10q23.1 10q23
5996 RefSeq 1 1 1q31.2 1q31
8786 RefSeq 16 16 16p13.3 16p13.3
6002 RefSeq 4 4 4p16.3 4p16.3
10636 RefSeq 5 5 5q35.3 5q35.3
6004 RefSeq 1 1 1q25.3 1q25-q31
10287 RefSeq 20 20 20q13.33 20q13.3

of G-protein signalli RefSeq 19 19 19p13.12 19p13.1
5997 RefSeq 1 1 1q31.2 1q31
8601 RefSeq 8 8 8q11.23 8q12.1
5998 RefSeq 9 9 9q32 9q32
5999 RefSeq 1 1 1q23.3 1q23.3
8490 RefSeq 1 1 1q23.3 1q23.1

protein signalling 6|RefSeq 14 14 14q24.2 14q24.3
6000 RefSeq 1 1 1q43 1q43
8787 RefSeq 17 17 17q24.1 17q23-q24
6010 RefSeq 3 3 3q21.3 3q21-q24
6011 RefSeq 13 13 13q34 13q34
6094 RefSeq 11 11 11q12.3 11q13
10692 RefSeq 4 4 4q25 4q25



51289 RefSeq 5 5 5p13.3 5p15.1-p14
6344 RefSeq 2 2 2q14.2 2q14.1
6608 RefSeq 7 7 7q32.1 7q32.3
6272 RefSeq 1 1 1p13.3 1p21.3-p13.1
54328 RefSeq X X Xp11.22 Xp11
6750 RefSeq 3 3 3q27.3 3q28
6752 RefSeq 17 17 17q25.1 17q24
6753 RefSeq 22 22 22q13.1 22q13.1
6754 RefSeq 20 20 20p11.21 20p11.2
6755 RefSeq 16 16 16p13.3 16p13.3
319100 RefSeq 6 6 6q23.2 6q23.2
6865 RefSeq 10 10 10q22.1 10q11-q21
6870 RefSeq 4 4 4q24 4q25
134864 RefSeq 6 6 6q23.2 6q23.2

134860 RefSeq 6 6 6q23.2 6q23.2
80834 RefSeq 1 1 1p36.13 1p36.13
50834 RefSeq 5 5 5p15.31 5p15
50839 RefSeq 12 12 12p13.2 12p13
50838 RefSeq 12 12 12p13.2 12p13
50833 RefSeq 7 7 7q31.32 7q31.1-q31.3
50831 RefSeq 7 7 7q34 7q31.3-q32
259285 RefSeq 7 7 7q34 7q34
50832 RefSeq 7 7 7q34 7q31.3-q32
259286 RefSeq 7 7 7q34 7q34
259287 RefSeq 7 7 7q34 7q34
259292 RefSeq 12 12 12p13.2 12p13.2
259294 RefSeq 12 12 12p13.2 12p13.2
54429 RefSeq 7 7 7q34 7q31.3-q32
338398 RefSeq 7 7 7q34 7q34
50837 RefSeq 12 12 12p13.2 12p13
)-like 3|| RefSeq 16 16 16p13.3 16p13.3
165140 RefSeq 2 2 2p21 2p21
29953 RefSeq 12 12 12q21.1 12q15-q21
7201 RefSeq 8 8 8q23.1 8q23
7252 RefSeq 1 1 1p13.1 1p13
7253 RefSeq 14 14 14q31.1 14q31
7432 RefSeq 6 6 6q25.2 6q25
7433 RefSeq 3 3 3p22.1 3p22
57191 RefSeq 19 19 19q13.43 19q13.4
317701 RefSeq 19 19 19q13.42 19q13.42

RefSeq 16 16p11.2
317703 RefSeq 19 19 19q13.42 19q13.42
317705 RefSeq 1 1 1q44 1q44
54554 RefSeq 3 3 3q21.1 3q21.1
9213 RefSeq 1 1 1q25.3 1q25.1
26658 RefSeq 19 19 19p13.12 19p13.1
26493 RefSeq 11 11 11q24.2 11q24.2
6751 RefSeq 14 14 14q21.1 14q13
6869 RefSeq 2 2 2p12 2p12
80835 RefSeq 1 1 1p36.31 1p36.23



50840 RefSeq 12 12 12p13.2 12p13
50836 RefSeq 12 12 12p13.2 12p13
50835 RefSeq 12 12 12p13.2 12p13
6915 RefSeq 19 19 19p13.3 19p13.3

stinal peptide recepRefSeq 7 7 7q36.3 7q36.3
2829 RefSeq 3 3 3p21.31 3p21.3-p21.1
55752 RefSeq 4 4 4q21.1 4q21.1
14 RefSeq 2 2 2q35 2q35
5244 RefSeq 7 7 7q21.12 7q21.1
89845 RefSeq 6 6 6p21.1 6p21.1
5825 RefSeq 1 1 1p21.3 1p22-p21
64240 RefSeq 2 2 2p21 2p21
64241 RefSeq 2 2 2p21 2p21
80325 RefSeq 3 3 3q21.3 3q21
98 RefSeq 2 2 2p16.2 2p16.2
119 RefSeq 2 2 2p13.3 2p14-p13
51517 RefSeq 3 3 3p21.31 3p21
176 RefSeq 15 15 15q26.1 15q26.1
199 RefSeq 6 6 6p21.33 6p21.3
9447 RefSeq 1 1 1q23.1 1q22

2-AKAP2 protein|| RefSeq 9 9 9q31.3 9q31-q33
27295 RefSeq 4 4 4q35.1 4q35
117583 RefSeq 2 2 2q33.3 2q33.3
27063 RefSeq 10 10 10q23.31 10q23.31
63926 RefSeq 20 20 20p12.2 20pter-q11.23
11199 RefSeq 4 4 4q32.3 4q33
311 RefSeq 10 10 10q22.3 10q23
312 RefSeq 8 8 8q24.13 8q24.13
322 RefSeq 11 11 11p15.4 11p15
10307 RefSeq 5 5 5q31.3 5q31
324 RefSeq 5 5 5q22.2 5q21-q22
10297 RefSeq 19 19 19p13.3 19p13.3
325 RefSeq 1 1 1q23.2 1q21-q23
22824 RefSeq 4 4 4q28.1 4q28
333 RefSeq 19 19 19q13.12 19q13.1
80832 RefSeq 22 22 22q12.3 22q11.2-q13.2
23047 RefSeq 13 13 13q13.1 13q12.3
23647 RefSeq 11 11 11p15.4 11p15
9828 RefSeq 11 11 11q13.4 11q13.4
7984 RefSeq 7 7 7q35 7q33-q35
58480 RefSeq 1 1 1q42.13 1q42.11-q42.3
55729 RefSeq 12 12 12p13.1 12p13.1
57099 RefSeq 15 15 15q14 15q13.1
60468 RefSeq 6 6 6q15 6q15
572 RefSeq 11 11 11q13.1 11q13.1
9532 RefSeq 6 6 6p12.1 6p12.3-p11.2
9531 RefSeq 10 10 10q26.11 10q25.2-q26.2
9529 RefSeq 14 14 14q32.32 14q32.32
9223 RefSeq 3 3 3p14.1 3p14.1
8938 RefSeq 16 16 16p13.3 16p13.3
10286 RefSeq 1 1 1p13.2 1p21-p13.3



53335 RefSeq 2 2 2p16.1 2p16.1
596 RefSeq 18 18 18q21.33 18q21.33
255877 RefSeq 17 17 17p13.1 17p13.1
605 RefSeq 12 12 12q24.31 12q24.13
9275 RefSeq 7 7 7q11.23 7q11.23
617 RefSeq 2 2 2q35 2q33
55814 RefSeq 5 5 5q13.2 5q12-q13
79444 RefSeq 20 20 20q13.33 20q13.3

RefSeq 10 10q26.3
7862 RefSeq 3 3 3p25.3 3p26-p25
112939 RefSeq 19 19 19p13.13 19p13.13
9478 RefSeq 12 12 12q24.31 12q24.31
805 RefSeq 2 2 2p21 2p21
51806 RefSeq 10 10 10p15.1 10p15.1
821 RefSeq 5 5 5q35.3 5q35
822 RefSeq 2 2 2p11.2 2cen-q24
828 RefSeq 19 19 19p13.3 19p13.3
829 RefSeq 1 1 1p13.2 1p13.2
58484 RefSeq 2 2 2p22.3 2p22-p21
64127 RefSeq 16 16 16q12.1 16p12-q21
84674 RefSeq 5 5 5p13.1 5p13.1
844 RefSeq 1 1 1q23.2 1q21
845 RefSeq 1 1 1p13.1 1p13.3-p11
11335 RefSeq 7 7 7p15.2 7p15.2
23468 RefSeq 12 12 12q13.13 12q13.13
10576 RefSeq 12 12 12q15 12q15
7203 RefSeq 1 1 1q22 1q23
22948 RefSeq 5 5 5p15.2 5p15.2
908 RefSeq 7 7 7p11.2 7p11.2
10574 RefSeq 2 2 2p13.2 2p13.2
977 RefSeq 11 11 11p15.5 11p15.5

RefSeq 19 19 19q13.12 19q13.1
947 RefSeq 1 1 1q32.2 1q32
961 RefSeq 3 3 3q13.12 3q13.1-q13.2
962 RefSeq 1 1 1q23.3 1q21.3-q22
965 RefSeq 1 1 1p13.1 1p13
928 RefSeq 12 12 12p13.31 12p13.3
11140 RefSeq 19 19 19p13.2 19p13.2
10602 RefSeq 2 2 2p22.2 2p21
988 RefSeq 6 6 6p21.1 6p21
990 RefSeq 17 17 17q21.2 17q21.3
999 RefSeq 16 16 16q22.1 16q22.1
1008 RefSeq 5 5 5p14.2 5p14-p13
1009 RefSeq 16 16 16q21 16q22.1

kDa protein 1 (cha RefSeq 5 5 5p14.3 2q33.1
1012 RefSeq 16 16 16q23.3 16q24.2-q24.3
1013 RefSeq 16 16 16q24.3 16q24.3
1014 RefSeq 16 16 16q22.1 16q22.1
1016 RefSeq 5 5 5p14.3 5p15.2-p15.1
28513 RefSeq 18 18 18q22.1 18q22-q23
1000 RefSeq 18 18 18q12.1 18q11.2



28316 RefSeq 18 18 18q21.33 18q22-q23
23|| RefSeq 10 10 10q22.1 10q21-q22

1002 RefSeq 20 20 20q13.33 20q13.3
1003 RefSeq 16 16 16q22.1 16q22.1
1004 RefSeq 5 5 5p13.3 5p15.1-p14
1005 RefSeq 18 18 18q22.1 18q22-q23
1006 RefSeq 16 16 16q21 16q22.1
1007 RefSeq 5 5 5p14.1 5p14
55755 RefSeq 9 9 9q33.2 9q33.2
9085 RefSeq Y Y Yq11.23
9426 RefSeq Y Y Yq11.221
1054 RefSeq 19 19 19q13.11 19q13.11
1058 RefSeq 2 2 2p23.3 2p24-p21
1059 RefSeq 20 20 20p13 20p13
1060 RefSeq 4 4 4q13.2 4q12-q13.3
11190 RefSeq 20 20 20q11.22 20q11.22-q12
1068 RefSeq 18 18 18p11.32 18p11.32
1070 RefSeq 5 5 5q14.3 5q14.3
1072 RefSeq 11 11 11q13.1 11q13
8545 RefSeq 3 3 3p11.1 3p12-p11.1
10669 RefSeq 2 2 2p23.3 2p23.3
10036 RefSeq 19 19 19p13.3 19p13.3
1113 RefSeq 14 14 14q32.12 14q32
1149 RefSeq 18 18 18p11.21 18p11.21

cing DFFA-like effeRefSeq 14 14 14q11.2 14q11.2
1153 RefSeq 19 19 19p13.3 19p13.3
25792 RefSeq 9 9 9q34.11 9q34.1
23332 RefSeq 2 2 2q14.2 2q14.2-q14.3
1047 RefSeq 4 4 4q31.1 4q28.3-q31.1
63967 RefSeq 1 1 1p34.3 1p34.2
64084 RefSeq 3 3 3q23 3q23-q24
9746 RefSeq 12 12 12p13.31 12p13.31
1211 RefSeq 9 9 9p13.3 9p13
1212 RefSeq 5 5 5q35.2 4q2-q3
1272 RefSeq 12 12 12q12 12q11-q12
6900 RefSeq 1 1 1q32.1 1q32.1
23603 RefSeq 12 12 12q24.11 12q24.1
7464 RefSeq 9 9 9q22.33 9q22.3
10391 RefSeq 15 15 15q23 15q23
8738 RefSeq 12 12 12q22 12q21.33-q23.1

nsive element bindiRefSeq 6 6 6p21.32 6p21.3
1462 RefSeq 5 5 5q14.3 5q14.3
otein LOC283267||RefSeq 11 11 11p13 11p13
1490 RefSeq 6 6 6q23.2 6q23.1
56998 RefSeq 1 1 1p36.22 1p36.22

epeat, RNA bindingRefSeq 10 10 10p14 10p13
1535 RefSeq 16 16 16q24.3 16q24
3491 RefSeq 1 1 1p22.3 1p31-p22
7812 RefSeq 1 1 1p13.1 1p22
23500 RefSeq 6 6 6p21.2 6p21.2
1602 RefSeq 13 13 13q21.33 13q22



117154 RefSeq X X Xq21.2 Xq21.3
11083 RefSeq 20 20 20q13.33 20q13.33
1616 RefSeq 6 6 6p21.32 6p21.3

c DNA binding prot RefSeq 11 11 11p11.2 11p12-p11
9191 RefSeq 1 1 1q23.3 1q23.3
148252 RefSeq 19 19 19p13.3 19p13.3
8788 RefSeq 14 14 14q32.2 14q32
8701 RefSeq 7 7 7p15.3 7p21
1767 RefSeq 5 5 5p15.2 5p15.2
lasmic, light polypeRefSeq 20 20 20q11.22 20q11.21
83657 RefSeq 16 16 16q23.2 16q23.3
1783 RefSeq 16 16 16q22.1 16q22.1
4733 RefSeq 22 22 22q12.2 22q12.2
1822 RefSeq 12 12 12p13.31 12p13.31
1823 RefSeq 18 18 18q12.1 18q12.2
1824 RefSeq 18 18 18q12.1 18q12.1
1825 RefSeq 18 18 18q12.1 18q12.1
1828 RefSeq 18 18 18q12.1 18q12.1
1829 RefSeq 18 18 18q12.1 18q12.1
1837 RefSeq 18 18 18q12.1 18q12
2202 RefSeq 2 2 2p16.1 2p16
10278 RefSeq 14 14 14q11.2 14q11.2-q12
1959 RefSeq 10 10 10q21.3 10q21.1
1994 RefSeq 19 19 19p13.2 19p13.2
1993 RefSeq 9 9 9p21.3 9p21
1995 RefSeq 19 19 19p13.2 19p13.2
9844 RefSeq 7 7 7p14.2 7p14.1

ral cortex (with BTBRefSeq 5 5 5q13.3 5q12-q13.3
2022 RefSeq 9 9 9q34.11 9q33-q34.1
2060 RefSeq 1 1 1p32.3 1p32
51327 RefSeq 16 16 16p11.2 16p11.2
26284 RefSeq 17 17 17q11.2 17q11.2
51466 RefSeq 14 14 14q32.2 14q32.2
2157 RefSeq X X Xq28 Xq28

9158 RefSeq 11 11 11q13.1 11q13.1
55156 RefSeq 8 8 8q13.1 8q13.1
79990 RefSeq 17 17 17q21.2 17q21.2

otein 547|| RefSeq 19 19 19q13.43 19q13.43
2317 RefSeq 3 3 3p14.3 3p14.3
2331 RefSeq 1 1 1q32.1 1q32
2332 RefSeq X X Xq27.3 Xq27.3
2354 RefSeq 19 19 19q13.32 19q13.32
11167 RefSeq 3 3 3q13.33 3q13.33
2495 RefSeq 11 11 11q12.2 11q13
8880 RefSeq 1 1 1p31.1 1p31.1
10772 RefSeq 1 1 1p36.11 1p36.11
8087 RefSeq 3 3 3q26.33 3q28
9513 RefSeq 17 17 17p13.1 17p13.1
9846 RefSeq 11 11 11q14.1 11q14.1
2553 RefSeq 15 15 15q21.2 15q21.2



8139 RefSeq 16 16 16q23.2 16q24.1
2738 RefSeq 8 8 8q24.3 8q24.3
84662 RefSeq 16 16 16p13.3 16p13.3
2814 RefSeq 3 3 3q29 3q29
2815 RefSeq 3 3 3q21.3 3q21
160622 RefSeq 12 12 12q13.13 12q13.13
2926 RefSeq 4 4 4q13.3 4q13
2934 RefSeq 9 9 9q33.2 9q33
9260 RefSeq 5 5 5q35.3 5q35.3
84163 RefSeq 7 7 7q11.23 7q11.23
2975 RefSeq 16 16 16p12.1 16p12
3015 RefSeq 4 4 4q23 4q24
3021 RefSeq 17 17 17q25.1 17q25
9982 RefSeq 4 4 4p15.32 4p16-p15
3280 RefSeq 3 3 3q29 3q28-q29
57801 RefSeq 1 1 1p36.33 1p36.33
84667 RefSeq 17 17 17p13.1 17p13.1
25994 RefSeq 3 3 3p22.1 3p22.1
3014 RefSeq 11 11 11q23.3 11q23.2-q23.3
23466 RefSeq 22 22 22q13.1 22q13.1
57332 RefSeq 17 17 17q25.3 17q25.3
975 RefSeq 11 11 11p15.5 11p15.5
1393 RefSeq 5 5 5q13.3 5q11.2-q13.3
28514 RefSeq 6 6 6q27 6q27
1830 RefSeq 18 18 18q12.1 18q12.1-q12.2
11100 RefSeq 19 19 19q13.2 19q13.2
2186 RefSeq 17 17 17q24.2 17q24.3
2189 RefSeq 9 9 9p13.3 9p13
1819 RefSeq 17 17 17p11.2 17p11.2
10620 RefSeq 15 15 15q24.1 15q24
1978 RefSeq 8 8 8p12 8p12
1979 RefSeq 10 10 10q22.1 10q21-q22
2130 RefSeq 22 22 22q12.2 22q12.2
2153 RefSeq 1 1 1q24.2 1q23
25794 RefSeq 17 17 17q25.3 17q25
29999 RefSeq 7 7 7q32.1 7q31.3
2669 RefSeq 8 8 8q22.1 8q13-q21
54810 RefSeq 1 1 1p31.1 1p31.1
3005 RefSeq 22 22 22q13.1 22q13.1
55766 RefSeq 12 12 12p12.3 12p12

spermia 1|| RefSeq Y Y Yq11.223
28988 RefSeq 7 7 7p13 7p13
3006 RefSeq 6 6 6p22.2 6p21.3
8349 RefSeq 1 1 1q21.2 1q21-q23
3097 RefSeq 6 6 6q24.2 6q23-q24
10042 RefSeq 22 22 22q12.3 22q13.1
8091 RefSeq 12 12 12q14.3 12q15
3151 RefSeq 1 1 1p36.11 1p36.1
3161 RefSeq 5 5 5q34 5q33.2-qter
3184 RefSeq 4 4 4q21.22 4q21.1-q21.2
50863 RefSeq 11 11 11q25 11q25



3241 RefSeq 2 2 2p25.1 2p25.1
9410 RefSeq 1 1 1p35.2 1p35.2
89781 RefSeq 22 22 22q12.1 22cen-q12.3
11103 RefSeq 12 12 12q21.1 12q21.1
3304 RefSeq 6 6 6p21.33 6p21.3
3305 RefSeq 6 6 6p21.33 6p21.3
3306 RefSeq 14 14 14q23.3 14q24.1
3308 RefSeq 5 5 5q31.1 5q31.1-q31.2
3309 RefSeq 9 9 9q33.3 9q33-q34.1
3310 RefSeq 1 1 1q23.3 1q23
3313 RefSeq 5 5 5q31.2 5q31.1
27129 RefSeq 1 1 1p36.13 1p36.23-p34.3
10808 RefSeq 13 13 13q12.3 13q12.3
29935 RefSeq X X Xq21.33 Xq21.33
55109 RefSeq 5 5 5q13.3 5q13.3
54739 RefSeq 17 17 17p13.1 17p13.1
10525 RefSeq 11 11 11q23.3 11q23.1-q23.3
3381 RefSeq 4 4 4q22.1 4q21-q25
7087 RefSeq 19 19 19p13.2 19p13.2

3483 RefSeq 16 16 16p13.3 16p13.3
3484 RefSeq 7 7 7p13 7p13-p12
3485 RefSeq 2 2 2q35 2q33-q34
3487 RefSeq 17 17 17q21.2 17q12-q21.1
3488 RefSeq 2 2 2q35 2q33-q36
3489 RefSeq 12 12 12q13.13 12q13
3490 RefSeq 4 4 4q12 4q12
10642 RefSeq 17 17 17q21.32 17q21.32
10644 RefSeq 3 3 3q27.2 3q27.2
3621 RefSeq 13 13 13q34 13q34
3622 RefSeq 4 4 4q35.1 4q35.1
54556 RefSeq 7 7 7q31.31 7q31
51147 RefSeq 12 12 12p13.31 12p13.31
3642 RefSeq 20 20 20p11.23 20p11.2
84684 RefSeq 14 14 14q13.2 14q13.2
10260 RefSeq 15 15 15q22.31 15q22.31
3685 RefSeq 2 2 2q32.1 2q31-q32
26548 RefSeq X X Xq13.1 Xq12-q13.1
10625 RefSeq 1 1 1q25.3 1q25.1-q31.1
23512 RefSeq 17 17 17q11.2 17q11.2
3720 RefSeq 6 6 6p22.3 6p24-p23
10657 RefSeq 1 1 1p35.1 1p32
8570 RefSeq 19 19 19p13.3 19p13.3

57554 RefSeq 1 1 1p31.1 1p31.1
85453 RefSeq 8 8 8q22.1 8q22.1
22920 RefSeq 1 1 1q24.2 1q24.2
90990 RefSeq 8 8 8q24.3 8q24.3
22944 RefSeq 10 10 10p14 10p15-p14



10518 RefSeq 15 15 15q25.1 15q24
117286 RefSeq 19 19 19p13.11 19p13.12
136259 RefSeq 7 7 7q32.2 7q32.2
28999 RefSeq 3 3 3q21.2 3q13-q21
83855 RefSeq 19 19 19p13.3 19p13.3
11133 RefSeq 19 19 19q13.32 19q13.32
3897 RefSeq X X Xq28 Xq28
3899 RefSeq 2 2 2q11.2 2q11.2-q12
3902 RefSeq 12 12 12p13.31 12p13.32
3929 RefSeq 20 20 20q11.23 20q11.23-q12
51176 RefSeq 4 4 4q25 4q23-q25
3957 RefSeq 22 22 22q13.1 22q12-q13
3960 RefSeq 19 19 19q13.2 19q13.2
3964 RefSeq 1 1 1q43 1q42-q43
10186 RefSeq 13 13 13q13.3 13q12
8994 RefSeq 3 3 3p21.31 3p21.3
8825 RefSeq 12 12 12q21.31 12q21
3998 RefSeq 18 18 18q21.32 18q21.3-q22
25802 RefSeq 1 1 1q32.1 1q32
10128 RefSeq 2 2 2p21 2p21
4053 RefSeq 14 14 14q24.3 14q24
4077 RefSeq 17 17 17q21.31 17q21.1
22823 RefSeq 1 1 1p22.1 1p22.1

ctin crosslinking facRefSeq 1 1 1p34.3 1p32-p31
8174 RefSeq 19 19 19p13.3 19p13.3
4087 RefSeq 18 18 18q21.1 18q21.1
9935 RefSeq 20 20 20q12 20q11.2-q13.1
23764 RefSeq 22 22 22q13.1 22q13.1
22919 RefSeq 20 20 20q11.21 20q11.1-11.23
10982 RefSeq 18 18 18q12.1 18q12.1
4150 RefSeq 16 16 16p11.2 16p11.2
53615 RefSeq 19 19 19p13.3 19p13.3
4153 RefSeq 10 10 10q21.1 10q11.2-q21
4162 RefSeq 11 11 11q23.3 11q23.3
4210 RefSeq 16 16 16p13.3 16p13.3
4221 RefSeq 11 11 11q13.1 11q13

e-EGF factor 8 protRefSeq 15 15 15q26.1 15q25
9258 RefSeq 8 8 8p23.1 8p23.1
65997 RefSeq 4 4 4q12 4q12
4276 RefSeq 6 6 6p21.33 6p21.3
4277 RefSeq 6 6 6p21.33 6p21.3
57708 RefSeq 1 1 1p31.2 1p31.2
9063 RefSeq 18 18 18q21.1 18q21.1
25988 RefSeq 11 11 11q23.3 11q23.3
4288 RefSeq 10 10 10q26.2 10q25-qter
84365 RefSeq 2 2 2q14.3 2q14.3
8195 RefSeq 20 20 20p12.2 20p12
c leukemia (transloRefSeq 22 22 22q13.1 22q13
4291 RefSeq 3 3 3q25.32 3q25.1
4292 RefSeq 3 3 3p22.3 3p21.3
27030 RefSeq 14 14 14q24.3 14q24.3



55904 RefSeq 7 7 7q22.3 7q22.1
4301 RefSeq 6 6 6q27 6q27
4302 RefSeq 17 17 17q12 17q21

ctor MLR1|| RefSeq 4 4 4p15.32 4p15.32
166785 RefSeq 4 4 4q31.21 4q31.21
4332 RefSeq 1 1 1q23.1 1q22
84159 10 10q21.2
57496 RefSeq 16 16 16p13.12 16p13.12
10801 RefSeq 17 17 17q25.2 17q25
4436 RefSeq 2 2 2p21 2p22-p21
4438 RefSeq 1 1 1p31.1 1p31
4439 RefSeq 6 6 6p21.33 6p21.3
2956 RefSeq 2 2 2p16.3 2p16
10232 RefSeq 16 16 16p13.3 16p13.3
23787 RefSeq 6 6 6p21.2 6pter-p24.1
93649 RefSeq 17 17 17p12 17p11.2
4619 RefSeq 17 17 17p13.1 17p13.1
4629 RefSeq 16 16 16p13.11 16p13.13-p13.12
8735 RefSeq 17 17 17p13.1 17p13
4620 RefSeq 17 17 17p13.1 17p13.1
4624 RefSeq 14 14 14q11.2 14q12
4627 RefSeq 22 22 22q12.3 22q13.1
10398 RefSeq 20 20 20q11.23 20q11.23
4651 RefSeq 5 5 5p15.1 5p15.1-p14.3
25924 RefSeq 3 3 3p22.2 3p22.2-p22.1
26993 RefSeq 19 19 19p13.12 19p13.12
338322 RefSeq 11 11 11p15.4 11p15.4
126204 RefSeq 19 19 19q13.43 19q13.43
338323 RefSeq 11 11 11p15.4 11p15.4
55655 RefSeq 19 19 19q13.42 19q13.42
4683 RefSeq 8 8 8q21.3 8q21
4684 RefSeq 11 11 11q23.1 11q23.1
4685 RefSeq 21 21 21q21.1 21q21.1
4686 RefSeq 9 9 9q22.33 9q34.1
4692 RefSeq 15 15 15q11.2 15q11.2-q12
4756 RefSeq 15 15 15q24.1 15q22.3-q23
4792 RefSeq 14 14 14q13.2 14q13
4807 RefSeq 1 1 1q23.2 1q22
22795 RefSeq 14 14 14q22.1 14q21-q22
4814 RefSeq 9 9 9q22.31 9q22
8996 RefSeq 16 16 16q22.1 16q21-q23
9221 RefSeq 10 10 10q24.32 10q24.32
4857 RefSeq 14 14 14q12 14q
4858 RefSeq 19 19 19q13.32 19q13.3
4868 RefSeq 19 19 19q13.12 19q13.1
4897 RefSeq 7 7 7q31.1 7q31.1-q31.2
4900 RefSeq 11 11 11q24.2 11q24
4682 RefSeq 16 16 16p13.13 16p13.13
10101 RefSeq 16 16 16p13.3 16p13.3
4924 RefSeq 19 19 19q13.33 19q13.2-q13.4
4925 RefSeq 11 11 11p15.1 11p15.1-p14



10215 RefSeq 21 21 21q22.11 21q22.11
23594 RefSeq 16 16 16q11.2 16q12
5007 RefSeq 11 11 11q12.1 11q12-q13
114876 RefSeq 18 18 18q11.2 18q11.1
10631 RefSeq 13 13 13q13.3 13q13.3
26578 RefSeq 9 9 9q21.13 9q13-q21.2
29763 RefSeq 11 11 11p11.2 11p12-p11.12
5068 RefSeq 2 2 2p12 2p12
56288 RefSeq 10 10 10p11.22 10p11.22-p11.21
55742 RefSeq 11 11 11p15.3 11p15.3
5075 RefSeq 20 20 20p11.22 20p11.2
5079 RefSeq 9 9 9p13.2 9p13
5083 RefSeq 14 14 14q13.3 14q12-q13
55893 RefSeq 8 8 8p21.1 8p21.1
5094 RefSeq 12 12 12q13.13 12q13.12-q13.13
57060 RefSeq 3 3 3p21.2 3p21
5097 RefSeq 5 5 5q31.3 5q32-q33
27328 RefSeq X X Xq21.31 Xq21.3
83259 RefSeq Y Y Yp11.2 Yp11.2
51294 RefSeq 5 5 5q31.3 5q31
65217 RefSeq 10 10 10q21.1 10p11.2-q21
8642 RefSeq 11 11 11p15.4 11p15.4
5099 RefSeq 4 4 4p15.1 4p15
5100 RefSeq 13 13 13q14.3 13q14.3-q21.1

n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
n alpha 6|| RefSeq 5 5 5q31.3 5q31
29930 RefSeq 5 5 5q31.3 5q31
56126 RefSeq 5 5 5q31.3 5q31
56125 RefSeq 5 5 5q31.3 5q31
56124 RefSeq 5 5 5q31.3 5q31
56122 RefSeq 5 5 5q31.3 5q31

rin beta 15|| RefSeq 5 5 5q31.3 5q31
56133 RefSeq 5 5 5q31.3 5q31
56132 RefSeq 5 5 5q31.3 5q31
56131 RefSeq 5 5 5q31.3 5q31
26167 RefSeq 5 5 5q31.3 5q31
56130 RefSeq 5 5 5q31.3 5q31

erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31



erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31

5118 RefSeq 7 7 7q22.1 7q22
5134 RefSeq 6 6 6q27 6q27

9124 RefSeq 10 10 10q23.33 10q22-q26.3
5175 RefSeq 17 17 17q23.3 17q23
54477 RefSeq 12 12 12p12.3 12p12
5203 RefSeq 20 20 20q13.2 20q13.2
5217 RefSeq 3 3 3q25.1 3q25.1-q25.2
1911 RefSeq 12 12 12p13.31 12p13
1912 RefSeq 1 1 1p35.1 1p34.3
5253 RefSeq 9 9 9q22.31 9q22.31

ein 6|| RefSeq X X Xq26.2 Xq26
8301 RefSeq 11 11 11q14.2 11q14
54984 RefSeq 8 8 8p23.1 8p23
10635 RefSeq 12 12 12p13.32 12p13.2-p13.1
5310 RefSeq 16 16 16p13.3 16p13.3
3146 RefSeq 13 ? 13q12.3 13q12
51277 RefSeq 2 2 2p23.3 2p23.3

1A (functional)|| RefSeq 16 16 16q12.2 16q13
4502 RefSeq 16 16 16q12.2 16q13
3329 RefSeq 2 2 2q33.1 2q33.1
85329 RefSeq 11 11 11q12.3 11q13
hromosome mainteRefSeq 21 21 21q22.3 21q22.3
adenoma gene-likeRefSeq 6 6 6q24.2 6q24-q25
59338 RefSeq 10 10 10q26.13 10q26.13
5360 RefSeq 20 20 20q13.12 20q12-q13.1
5378 RefSeq 2 2 2q32.2 2q31-q33
5395 RefSeq 7 7 7p22.1 7p22.2
10957 RefSeq 6 6 6q15 6q15
25913 RefSeq 7 7 7q31.33 7q31.33
5514 RefSeq 6 6 6p21.33 6p21.3
26051 RefSeq 20 20 20q11.23 20q11.23
55607 7 7q21.3
59335 RefSeq 9 9 9q34.12 9q33-q34
63978 RefSeq 8 8 8q13.3 8p21-p12
11107 RefSeq 4 4 4q27 4q25-q26
11105 RefSeq 16 16 16q24.3 16q24.3
56979 RefSeq 5 5 5p14.2 5p14
10113 RefSeq 2 2 2p23.3 2p23.3
5551 RefSeq 10 10 10q22.1 10q22
10394 RefSeq 11 11 11q12.1 11q12
5612 RefSeq 11 11 11q13.5 11q13.5
8559 RefSeq 10 10 10p13 10p13
9128 RefSeq 9 9 9q32 9q31-q33
10594 RefSeq 17 17 17p13.3 17p13.3
57716 RefSeq 19 19 19q13.2 19q13.13-q13.2
5663 RefSeq 14 14 14q24.2 14q24.3
5708 RefSeq 3 3 3q27.1 3q27.1
5829 RefSeq 12 12 12q24.23 12q24.31



10981 RefSeq 6 6 6q24.3 6q24.3
142684 RefSeq X X Xq22.2 Xq22.1
10966 RefSeq 17 17 17q25.3 17q25.3
57799 RefSeq 16 16 16p13.3 16p13.3
53916 RefSeq 19 19 19q13.2 19q13.2
27342 RefSeq 7 7 7q11.21 7q11.21
5884 RefSeq 5 5 5q13.2 5q13
5885 RefSeq 8 8 8q24.11 8q24
5886 RefSeq 19 19 19p13.13 19p13.2
5887 RefSeq 9 9 9q31.2 9q31.2

uced 1|| RefSeq 17 17 17p11.2 17p11.2
5898 RefSeq 7 7 7p14.1 7p15-p13
5899 RefSeq 2 2 2q14.2 2cen-q13

ng protein 2-like 1|| RefSeq 2 2 2q13
8498 RefSeq 19 19 19p13.3 19p13.3
11186 RefSeq 3 3 3p21.31 3p21.3
83593 RefSeq 1 1 1q32.1 1q32.1
5934 RefSeq 16 16 16q12.2 16q12.2
54033 RefSeq 21 21 21q11.2 21q11
64783 RefSeq 1 1 1p13.3 1p13
10181 RefSeq 3 3 3p21.31 3p21.3
10180 RefSeq 3 3 3p21.31 3p21.3

motif, single strandeRefSeq 2 2 2q24.2 2q24.2
5939 RefSeq 12 12 12q13.3 12q13.3
51742 RefSeq 1 1 1q42.3 1q42.1-q43
28954 RefSeq 20 20 20q11.21 20q11.21
9185 RefSeq X X Xp22.2 Xp22.2
5982 RefSeq 7 7 7q11.23 7q11.23
5984 RefSeq 3 3 3q27.3 3q27
5992 RefSeq 12 12 12q23.3 12q24
9886 RefSeq 10 10 10q21.2 10q21.2
23221 RefSeq 8 8 8p21.3 8p21.3
8572 RefSeq 5 5 5q23.3 5q31.1
6016 RefSeq 1 1 1q22 1q22
10921 RefSeq 16 16 16p13.3 16p13.3
10073 RefSeq 15 15 15q24.2 15q23
6121 RefSeq 1 1 1p31.2 1p31
6103 RefSeq X X Xp11.4 Xp11.4
10670 RefSeq 9 9 9p22.1 9p22.1
6247 RefSeq X X Xp22.13 Xp22.2-p22.1
6249 RefSeq 12 12 12q24.31 12q24.3
864 RefSeq 1 1 1p36.11 1p36
6271 RefSeq 1 1 1q21.3 1q21
6282 RefSeq 1 1 1q21.3 1q21

57402 RefSeq 1 1 1q21.3 1q21.3
6273 RefSeq 1 1 1q21.3 1q21
6274 RefSeq 1 1 1q21.3 1q21
6275 RefSeq 1 1 1q21.3 1q21
6279 RefSeq 1 1 1q21.3 1q21



6286 RefSeq 4 4 4p16.1 4p16
6299 RefSeq 16 16 16q12.1 16q12.1
27164 RefSeq 18 18 18q23 18q23
57167 RefSeq 20 20 20q13.2 20q13.13-q13.2
6310 RefSeq 6 6 6p22.3 6p23
6314 RefSeq 3 3 3p14.1 3p21.1-p12
7857 RefSeq 2 2 2q36.1 2q35-q36
4250 RefSeq 11 11 11q12.3 11q13
9997 RefSeq 22 22 22q13.33 22q13.33
6342 RefSeq 1 1 1p32.3 1p32
57758 RefSeq 11 11 11p15.4 11p15.3
6385 RefSeq 20 20 20q13.12 20q12
8436 RefSeq 2 2 2q32.3 2q32-q33
9554 RefSeq 1 1 1q21.1 1q21.2-q21.3
6401 RefSeq 1 1 1q24.2 1q22-q25
8991 RefSeq 1 1 1q21.3 1q21-q22
6403 RefSeq 1 1 1q24.2 1q22-q25
57190 RefSeq 1 1 1p36.11 1p36.13
1731 RefSeq 16 16 16p11.2 16p11.1
55964 RefSeq 22 22 22q13.2 22q13.2
23157 RefSeq X X Xq24 Xq24
10291 RefSeq 22 22 22q12.2 22q12.2
10946 RefSeq 1 1 1p34.3 1p34.3
6421 RefSeq 1 1 1p34.3 1p34.3
9295 RefSeq 1 1 1p31.1 1p31
arginine/serine-ric RefSeq 17 17 17q25.1 17q25.1
6428 RefSeq 6 6 6p21.31 6p21
6432 RefSeq 2 2 2p22.1 2p22.1
6433 RefSeq 12 12 12q24.33 12q24.33
6441 RefSeq 10 10 10q22.3 10q22.2-q23.1
8910 RefSeq 7 7 7q21.3 7q21-q22
23013 RefSeq 1 1 1p36.13 1p36.33-p36.11
6462 RefSeq 17 17 17p13.1 17p13-p12
114132 RefSeq 19 19 19q13.33 19q13.33
89858 RefSeq 19 19 19q13.41 19q13.4
25942 RefSeq 15 15 15q24.2 15q23
8487 RefSeq 14 14 14q21.1 14q13
7884 RefSeq 4 4 4p16.3 4p16.3
9351 RefSeq 16 16 16p13.3 16p13.3
6601 RefSeq 12 12 12q13.2 12q13-q14
10051 RefSeq 3 3 3q25.33 3q26.1

6591 RefSeq 8 8 8q11.21 8q11
6619 RefSeq 9 9 9p22.3 9p22.3

eam reading frame RefSeq 15 15 15q11.2 15q11.2

6651 RefSeq 21 21 21q22.11 21q22.1-q22.2
H3 domain containRefSeq 10 10 10q24.1 10q23.3-q24.1
6672 RefSeq 2 2 2q37.1 2q37.1
3431 RefSeq 2 2 2q37.1 2q37.1
121340 RefSeq 12 12 12q13.13 12q13.13



6678 RefSeq 5 5 5q33.1 5q31.3-q32
8404 RefSeq 4 4 4q22.1 4q22.1
6683 RefSeq 2 2 2p22.3 2p24-p21
8406 RefSeq X X Xp11.4 Xp21.1
6747 RefSeq 3 3 3q25.31 3q25.31
6748 RefSeq X X Xq28 Xq28
6749 RefSeq 11 11 11q12.1 11q12
6759 RefSeq X X Xp11.23 Xp11.23
6782 RefSeq 21 21 21q11.2 21q11.1
6840 RefSeq 10 10 10p11.23 10p11.2
8189 RefSeq 19 19 19q13.32 19q13.3
10492 RefSeq 6 6 6q14.3 6q14-q15
51385 RefSeq 3 3 3p21.31 3p21
51616 RefSeq X X Xq21.1 Xq13.1-q21.1
6886 RefSeq 1 1 1p33 1p32
6887 RefSeq 9 9 9q31.2 9q32
10010 RefSeq 2 2 2q24.2 2q24-q31
6895 RefSeq 12 12 12q13.13 12q12-q13
8887 RefSeq 7 7 7p15.2 7p15
6923 RefSeq 16 16 16p13.3 16p12.3
6941 RefSeq 6 6 6p21.33 6p21.3

factor 7-like 2 (T-ceRefSeq 10 10 10q25.2 10q25.3
10732 RefSeq 20 20 20q13.33 20q13.3-qter
6950 RefSeq 6 6 6q25.3 6q25.3-q26
7013 RefSeq 8 8 8q13.3 8q13
7014 RefSeq 16 16 16q22.1 16q22.1
54386 RefSeq 16 16 16q23.1 16q23.1
7018 RefSeq 3 3 3q22.1 3q22.1
7072 RefSeq 2 2 2p13.3 2p13
8914 RefSeq 12 12 12q13.3 12q12-q13
25976 RefSeq 3 3 3q25.31 3q25.31
7123 RefSeq 3 3 3p21.31 3p22-p21.3
3371 RefSeq 9 9 9q33.1 9q33
7130 RefSeq 2 2 2q23.3 2q23.3
10318 RefSeq 5 5 5q33.1 5q32-q33.1
7134 RefSeq 3 3 3p21.1 3p21.3-p14.3
7135 RefSeq 1 1 1q32.1 1q31.3
7148 RefSeq 6 6 6p21.32 6p21.3
7184 RefSeq 12 12 12q23.3 12q24.2-q24.3
9322 RefSeq 19 19 19p13.3 19p13.3
7216 RefSeq X X Xp11.21 Xp11.22-p11.21
10024 RefSeq 12 12 12q13.12 12q13.12
10083 RefSeq 11 11 11p15.1 11p15.1-p14
7412 RefSeq 1 1 1p21.2 1p32-p31
7429 RefSeq 2 2 2q35 2q35-q36
7430 RefSeq 6 6 6q25.3 6q25.2-q26
7441 RefSeq 22 22 22q11.22 22q11.2
7448 RefSeq 17 17 17q11.2 17q11
7450 RefSeq 12 12 12p13.31 12p13.3
8936 RefSeq 6 6 6q21 6q21-q22
10810 RefSeq 13 13 13q12.13 13q12



7456 RefSeq 2 2 2q31.1 2q31.1
51085 RefSeq 7 7 7q11.23 7q11.23
64393 RefSeq 3 3 3q26.32 3q26.3-q27
8840 RefSeq 8 8 8q24.22 8q24.1-q24.3
8839 RefSeq 20 20 20q13.12 20q12-q13.1
7507 RefSeq 9 9 9q22.33 9q22.3
7515 RefSeq 19 19 19q13.31 19q13.2
10413 RefSeq 11 11 11q22.2 11q13

onooxygenase/tryptRefSeq 17 17 17p13.3 17p13.3
7534 RefSeq 8 8 8q22.3 8q23.1
7455 RefSeq 7 7 7q22.1 7q22
58487 RefSeq 11 11 11q14.1 11q14
7541 RefSeq 18 18 18p11.31 18pter-p11.2
55734 RefSeq 20 20 20q13.2 20q13.2
23414 RefSeq 8 8 8q23.1 8q23
7546 RefSeq 13 13 13q32.3 13q32
7547 RefSeq X X Xq26.3 Xq26.2
7556 RefSeq 12 12 12q24.33 12q24.33
7678 RefSeq 1 1 1q44 1q44
7705 RefSeq 19 19 19q13.12 19q13.1
7709 RefSeq 1 1 1p36.13 1p36.2-p36.1
90338 RefSeq 19 19 19q13.41 19q13.41
7750 RefSeq 13 13 13q12.11 13q11-q12
7752 RefSeq 16 16 16p13.3 16p13.3
7570 RefSeq 10 10 10q11.21 10q11

otein 278|| RefSeq 22 22 22q12.2 22q12.2
RefSeq 7 7p22.1

84671 RefSeq 19 19 19q13.42 19q13.42
171017 RefSeq 12 12 12p13.31
7594 RefSeq 19 19 19p12 19p13.1-p12
51710 RefSeq 19 19 19p13.2 19p13.2
10773 RefSeq 9 9 9q33.2 9q33.2
199692 RefSeq 19 19 19p13.2 19p13.2
7625 RefSeq 22 22 22q11.21 22q11.2
7629 RefSeq 6 6 6p21.31 6p21.3-p21.2
7637 RefSeq 12 12 12q24.33 12q24.33
10009 RefSeq X X Xq24 Xq23
10320 RefSeq 7 7 7p12.2 7p13-p11.1
22807 RefSeq 2 2 2q34 2qter
9183 RefSeq 11 11 11q23.2 11q23.2
7791 RefSeq 7 7 7q34 7q32
307 RefSeq 2 2 2p13.3 2p13
308 RefSeq 4 4 4q27 4q26-q28
317 RefSeq 12 12 12q23.1 12q23
334 RefSeq 11 11 11q24.3 11q23-q25
351 RefSeq 21 21 21q21.3 21q21.2
396 RefSeq 17 17 17q25.3 17q25.3
9181 RefSeq 1 1 1q22 1q21-q22
399 RefSeq 4 4 4p14 4p13
402 RefSeq 11 11 11q13.1 11q13
29108 RefSeq 16 16 16p11.2 16p12-p11.2



repeat-containing RefSeq 17 17 17q25.3 17q25
all nucleolar|| RefSeq 1 1 1p35.3 1p36.1
1102 RefSeq 13 13 13q14.2 13q14.3
8853 RefSeq 2 2 2p25.1 2p25
10395 RefSeq 8 8 8p22 8p22
10160 RefSeq 13 13 13q32.2 13q32.2
2245 RefSeq X X Xp11.22 Xp11.21
23637 RefSeq 9 9 9q33.2 9q33.2-q33.3

or neuron 1, telomeRefSeq 5 5 5q13.2 5q13
10472 RefSeq 1 1 1q44 1q44-qter
2646 RefSeq 2 2 2p23.3 2p23

RefSeq 7 7p15.3
2889 RefSeq 9 9 9q34.13 9q34.3
2979 RefSeq 6 6 6p21.1 6p21.1
3273 RefSeq 3 3 3q27.3 3q27
3316 RefSeq 11 11 11q23.1 11q22-q23
3320 RefSeq 14 14 14q32.32 14q32.33
3326 RefSeq 6 6 6p21.1 6p12
3486 RefSeq 7 7 7p13 7p13-p12
8826 RefSeq 15 15 15q26.1 15q26.1
10788 RefSeq 5 5 5q13.3 5q13.3
6453 RefSeq 21 21 21q22.11 21q22.1-q22.2
3827 RefSeq 3 3 3q27.3 3q27
91662 RefSeq 19 19 19q13.42 19q13.42
ene|| RefSeq 5 5 5q23.3 5q23.3
84687 RefSeq 17 17 17q21.33 17q21.33
5523 RefSeq 3 3 3q22.2 3q22.1
5575 RefSeq 7 7 7p22.3 7pter-p22
5660 RefSeq 10 10 10q22.1 10q21-q22
8437 RefSeq 12 12 12q24.13 12q23-q24
10125 RefSeq 15 15 15q14 15q15
10235 RefSeq 11 11 11q13.1 11q13
115727 RefSeq 19 19 19q13.2 19q13.1
5981 RefSeq 4 4 4p14 4p14-p13
9610 RefSeq 11 11 11q13.2 11q13.2
6285 RefSeq 21 21 21q22.3 21q22.3
6295 RefSeq 2 2 2q37.1 2q37.1
5265 RefSeq 14 14 14q32.13 14q32.1
866 RefSeq 14 14 14q32.13 14q32.1
6906 RefSeq X X Xq22.3 Xq22.2
5269 RefSeq 6 6 6p25.2 6p25
5272 RefSeq 6 6 6p25.2 6p25
462 RefSeq 1 1 1q25.1 1q23-q25.1
3053 RefSeq 22 22 22q11.21 22q11.2
5270 RefSeq 2 2 2q36.1 2q33-q35
5345 RefSeq 17 17 17p13.3 17p13
871 RefSeq 11 11 11q13.5 11q13.5
6418 RefSeq 9 9 9q34.11 9q34
2810 RefSeq 1 1 1p36.11 1p36.11
6447 RefSeq 15 15 15q13.3 15q13-q14
6494 RefSeq 11 11 11q13.1 11q13



56882 RefSeq 1 1 1q21.2 1q21.2
7249 RefSeq 16 16 16p13.3 16p13.3
7410 RefSeq 9 9 9q34.2 9q34.1
8976 RefSeq 7 7 7q31.32 7q31.3
8892 RefSeq 14 14 14q24.3 14q24.3
2909 RefSeq 19 19 19q13.32 19q13.3
9232 RefSeq 5 5 5q33.3 5q35.1
7291 RefSeq 7 7 7p21.1 7p21.2
7409 RefSeq 19 19 19p13.3 19p13.2
9839 RefSeq 2 2 2q22.3 2q22
26574 RefSeq 17 17 17q12 17q11.2-q12
29777 RefSeq 6 6 6p22.1 6p22.1
27125 RefSeq 5 5 5q31.1 5q31

a-like factor|| RefSeq 2 2 2p16.3 2p16.3
257 RefSeq 1 1 1p13.3 1p21-p13
60529 RefSeq 11 11 11p11.2 11p11.2
170302 RefSeq X X Xp21.3 Xp22.1-p21.3
429 RefSeq 12 12 12q23.2 12q22-q23

small, or homeotic)RefSeq 1 1 1q22 1q22
466 RefSeq 12 12 12q13.12 12q13
467 RefSeq 1 1 1q32.3 1q32.3
468 RefSeq 22 22 22q13.1 22q13.1
22809 RefSeq 19 19 19q13.33 19q13.3
22926 RefSeq 1 1 1q23.3 1q22-q23
11016 RefSeq 12 12 12q13.13 12q13
571 RefSeq 21 21 21q21.3 21q22.11
579 RefSeq 4 4 4p15.33 4p16.1
56033 RefSeq 9 9 9q22.32 9q12
9031 RefSeq 7 7 7q11.23 7q11.23
604 RefSeq 3 3 3q27.3 3q27
8553 RefSeq 3 3 3p26.1 3p26
646 RefSeq 15 15 15q25.2 15q25.2
675 RefSeq 13 13 13q13.1 13q12.3
10902 RefSeq 5 5 5q31.2 5q31
2972 RefSeq 14 14 14q32.33 14q
687 RefSeq 9 9 9q21.11 9q13
9774 RefSeq 6 6 6q23.3 6q22-q23

RefSeq 13 13q22.3
694 RefSeq 12 12 12q21.33 12q22
7832 RefSeq 1 1 1q32.1 1q32
811 RefSeq 19 19 19p13.13 19p13.3-p13.2
8092 RefSeq 12 12 12q21.31 12q21.3-q22
862 RefSeq 8 8 8q21.3 8q22
9139 RefSeq 20 20 20q11.22 20q11
863 RefSeq 16 16 16q24.3 16q24
865 RefSeq 16 16 16q22.1 16q22.1
8535 RefSeq 17 17 17q25.3 17q25.3
1044 RefSeq 5 5 5q32 5q31-q33
1045 RefSeq 13 13 13q12.2 13q12.3
1046 RefSeq X X Xq13.2 Xq13.2



1050 RefSeq 19 19 19q13.11 19q13.1
1051 RefSeq 20 20 20q13.13 20q13.1
1112 RefSeq 14 14 14q32.11 14q24.3-q32.11
4435 RefSeq X X Xq13.1 Xq13.1
10370 RefSeq 6 6 6q24.1 6q23.3
1161 RefSeq 5 5 5q12.1 5q12.1
4849 RefSeq 19 19 19q13.42 19q13.4
9337 RefSeq 5 5 5q33.2 5q31-q33
1316 RefSeq 10 10 10p15.1 10p15
1385 RefSeq 2 2 2q33.3 2q34
9586 RefSeq 7 7 7p15.1 7p15
1389 RefSeq 12 12 12p13.2 12p13
8804 RefSeq 1 1 1q24.2 1q24
1390 RefSeq 10 10 10p11.21 10p11.21
1406 RefSeq 19 19 19q13.32 19q13.3
8531 RefSeq 12 12 12p13.2 12p13.1
30818 RefSeq 2 2 2q11.1 2q21.1
10664 RefSeq 16 16 16q22.1 16q21-q22.3
1523 RefSeq 7 7 7q22.1 7q22.1
1628 RefSeq 19 19 19q13.33 19q13.3
1649 RefSeq 12 12 12q13.3 12q13.1-q13.2
7913 RefSeq 6 6 6p22.3 6p23
1746 RefSeq 2 2 2q31.1 2q32
1747 RefSeq 17 17 17q21.33 17q21
1748 RefSeq 17 17 17q21.33 17q21.33
1749 RefSeq 7 7 7q21.3 7q22
1750 7 7q22
1761 RefSeq 9 9 9p24.3 9p24.3
10655 RefSeq 9 9 9p24.3 9p24.3
58524 RefSeq 9 9 9p24.3 9p24.3
9988 RefSeq 7 7 7q21.12 7q21
1810 RefSeq 1 1 1p22.1 1p22.1
1820 RefSeq 19 19 19p13.3 19p13.3
26584

1869 RefSeq 20 20 20q11.22 20q11.2
1877 RefSeq 16 16 16p13.3 16p13.3
8721 RefSeq 9 9 9q34.3 9q34.3
1958 RefSeq 5 5 5q31.2 5q31.1
1960 RefSeq 8 8 8p21.3 8p23-p21
1961 RefSeq 2 2 2p13.2 2p13
26298 RefSeq 11 11 11p13 11p12
1997 RefSeq 13 13 13q14.11 13q13

tase 1, regulatory ( RefSeq 4 4 4q31.1 4q28
1999 RefSeq 1 1 1q32.1 1q32.2
2000 RefSeq X X Xq25 Xq26
2001 RefSeq 11 11 11p13 11p13-p12
2002 RefSeq X X Xp11.23 Xp11.2
2004 RefSeq 12 12 12q23.1 12q23
2005 RefSeq 1 1 1q32.1 1q32



2016 RefSeq 2 2 2p13.2 2p14-p13
2018 RefSeq 10 10 10q26.11 10q26.1
2019 RefSeq 2 2 2q14.2 2q13-q21
2020 RefSeq 7 7 7q36.3 7q36
8320 RefSeq 3 3 3p24.1 3p21.3-p21.2
2077 RefSeq 19 19 19q13.2 19q13
2113 RefSeq 11 11 11q24.3 11q23.3
2114 RefSeq 21 21 21q22.2 21q22.3
2117 RefSeq 1 1 1q23.1 1q21-q23
2118 RefSeq 17 17 17q21.31 17q21
2120 RefSeq 12 12 12p13.2 12p13
51513 RefSeq 6 6 6p21.31 6p21
2128 RefSeq 7 7 7p15.2 7p15-p14
55810 RefSeq 12 12 12p13.31 12p13.31
2307 RefSeq 20 20 20q11.21 20q11.1-q11.2
2353 RefSeq 14 14 14q24.3 14q24.3
8061 RefSeq 11 11 11q13.1 11q13

en 2|| RefSeq 2 2 2p23.2 2p23.3
3169 RefSeq 14 14 14q21.1 14q12-q13
3170 RefSeq 20 20 20p11.21 20p11
3171 RefSeq 19 19 19q13.32 19q13.2-q13.4
27023 RefSeq 15 15 15q22.2 15q21-q26
2296 RefSeq 6 6 6p25.3 6p25
2303 RefSeq 16 16 16q24.1 16q22-16q24
2297 RefSeq 5 5 5q13.2 5q12-q13
2306 RefSeq 1 1 1p33 1p34-p32
27022 RefSeq 1 1 1p31.3 1p32-p31
2298 RefSeq 9 9 9p24.3 9p11-q11
2304 RefSeq 9 9 9q22.33 9q22
2301 RefSeq 1 1 1p33 1p32
2294 RefSeq 16 16 16q24.1 16q24
2295 RefSeq 6 6 6p25.3 6p25.3

x G1B|| RefSeq 14 14 14q12 14q12-q13
8928 RefSeq 8 8 8q24.3 8q24.3
2299 RefSeq 5 5 5q35.1 5q34
2302 RefSeq 17 17 17q25.1 17q22-17q25
2300 RefSeq 16 16 16q24.1 16q24
668 RefSeq 3 3 3q22.3 3q23
2305 RefSeq 12 12 12p13.33 12p13
8456 RefSeq 17 17 17q11.2 17q11-q12
2308 RefSeq 13 13 13q14.11 13q14.1
2309 RefSeq 6 6 6q21 6q21
27086 RefSeq 3 3 3p13 3p14.1
93986 RefSeq 7 7 7q31.1 7q31
50943 RefSeq X X Xp11.23 Xp11.23
2551 RefSeq 21 21 21q21.3 21q21-q22.1
2623 RefSeq X X Xp11.23 Xp11.23
2624 RefSeq 3 3 3q21.3 3q21.3
2625 RefSeq 10 10 10p14 10p15
2626 RefSeq 8 8 8p23.1 8p23.1-p22
140628 RefSeq 20 20 20q13.33 20q13.33



2637 RefSeq 2 2 2q37.2 2q37
8521 RefSeq 6 6 6p12.1 6p21-p12
2672 RefSeq 1 1 1p22.1 1p22
8328 RefSeq 9 9 9q34.13 9q34.13
2735 RefSeq 12 12 12q13.3 12q13.2-q13.3
2736 RefSeq 2 2 2q14.2 2q14
2737 RefSeq 7 7 7p14.1 7p13
10691 RefSeq 1 1 1p35.3 1p35.3
2928 RefSeq 22 22 22q11.21 22q11.21
2957 RefSeq 14 14 14q31.1 14q31.1
2958 RefSeq 15 15 15q22.2 15q22.2

iption factor II, i|| RefSeq 7 7 7q11.23 7q11.23
9569 RefSeq 7 7 7q11.23 7q11.23
2971 RefSeq 13 13 13q12.2 13q12.3-q13.1
9330 RefSeq 2 2 2q33.1 2q33.1
9421 RefSeq 5 5 5q33.2 5q33
29915 RefSeq 12 12 12q23.3 12q23.3
3054 RefSeq X X Xq28 Xq28
8820 RefSeq 3 3 3p14.3 3p21.2-p21.1
23462 RefSeq 8 8 8q21.13 8q21
23493 RefSeq 6 6 6q22.32 6q22.2-q22.33
26508 RefSeq 1 1 1p34.3 1p34.3
3087 RefSeq 10 10 10q23.33 10q23.33
3090 RefSeq 17 17 17p13.3 17p13.3
7290 RefSeq 22 22 22q11.21 22q11.2
59269 RefSeq 1 1 1p34.2 1p34
3104 RefSeq 1 1 1p36.31 1p36.3
3142 RefSeq 1 1 1q41 1q41-q42.1
3110 RefSeq 7 7 7q36.3 7q36
10363 RefSeq 15 15 15q24.3 15q24
10362 RefSeq 19 19 19p13.3 19p13.3
3198 RefSeq 7 7 7p15.2 7p15.3
3206 RefSeq 7 7 7p15.2 7p15-p14
3207 RefSeq 7 7 7p15.2 7p15-p14
3209 RefSeq 7 7 7p15.2 7p15-p14
3199 RefSeq 7 7 7p15.2 7p15-p14
3201 RefSeq 7 7 7p15.2 7p15-p14
3202 RefSeq 7 7 7p15.2 7p15-p14
3204 RefSeq 7 7 7p15.2 7p15-p14
3205 RefSeq 7 7 7p15.2 7p15-p14
3211 RefSeq 17 17 17q21.32 17q21.3
10481 RefSeq 17 17 17q21.32 17q21.2
3212 RefSeq 17 17 17q21.32 17q21-q22
3213 RefSeq 17 17 17q21.32 17q21.3
3215 RefSeq 17 17 17q21.32 17q21.3
3216 RefSeq 17 17 17q21.32 17q21.3
3217 RefSeq 17 17 17q21.32 17q21.3
3226 RefSeq 12 12 12q13.13 12q13.3
3227 RefSeq 12 12 12q13.13 12q13.3
3229 RefSeq 12 12 12q13.13 12q13.3

6|| RefSeq 12 12 12q13.13 12q13.3



3222 RefSeq 12 12 12q13.13 12q13.3
6|| RefSeq 12 12 12q13.13 12q13.3
3225 RefSeq 12 12 12q13.13 12q13.3
3236 RefSeq 2 2 2q31.1 2q31.1
3237 RefSeq 2 2 2q31.1 2q31.1
3238 RefSeq 2 2 2q31.1 2q31-q32
3239 RefSeq 2 2 2q31.1 2q31.1
3233 RefSeq 2 2 2q31.1 2q31.1
3234 RefSeq 2 2 2q31.1 2q31.1
3235 RefSeq 2 2 2q31.1 2q31.1
55806 RefSeq 8 8 8p21.3 8p21.2
3281 RefSeq 16 16 16q23.3 16q23.3
3297 RefSeq 8 8 8q24.3 8q24.3
3298 RefSeq 6 6 6q22.31 6q22.31
3299 RefSeq 16 16 16q22.1 16q21
86614 RefSeq Y Y Yq11.222
11319 RefSeq 10 10 10q22.1 10q22.1
10553 RefSeq 11 11 11p15.1 11p15.1
3394 RefSeq 16 16 16q24.1 16q24.1
3399 RefSeq 1 1 1p36.12 1p36.13-p36.12
3400 RefSeq 6 6 6p22.3 6p22-p21
3428 RefSeq 1 1 1q23.1 1q22

K2|| RefSeq 17 17 17q25.3 17q25
3609 RefSeq 19 19 19p13.2 19p13.2
3651 RefSeq 13 13 13q12.2 13q12.1
3659 RefSeq 5 5 5q23.3 5q31.1
3660 RefSeq 4 4 4q35.1 4q34.1-q35.1
3661 RefSeq 19 19 19q13.33 19q13.3-q13.4
3662 RefSeq 6 6 6p25.3 6p25-p23
3663 RefSeq 7 7 7q32.1 7q32
3664 RefSeq 1 1 1q32.2 1q32.3-q41
3665 RefSeq 11 11 11p15.5 11p15.5
50805 RefSeq 5 5 5p15.33 5p15.3
10379 RefSeq 14 14 14q11.2 14q11.2
64843 RefSeq 15 15 15q24.3 15q23
3725 RefSeq 1 1 1p32.1 1p32-p31
3726 RefSeq 19 19 19p13.13 19p13.2
3727 RefSeq 19 19 19p13.11 19p13.2
10661 RefSeq 19 19 19p13.13 19p13.13-p13.12
11278 RefSeq 13 13 13q22.1 13q22
51621 RefSeq 15 15 15q13.3 15q12
10365 RefSeq 19 19 19p13.11 19p13.13-p13.11
51274 RefSeq 4 4 4p14 4p14
9314 RefSeq 9 9 9q31.2 9q31
688 RefSeq 13 13 13q22.1 13q22.1
8609 RefSeq 2 2 2q33.3 2q32
10660 RefSeq 10 10 10q24.32 10q24
8861 RefSeq 10 10 10q24.32 10q24-q25
9079 RefSeq 4 4 4p15.32 4p16
8022 RefSeq 9 9 9q34.3 9q34.3
89884 RefSeq 1 1 1q25.2 1q25.2



64211 RefSeq 12 12 12q24.13 12q24
26468 RefSeq 9 9 9q33.2 9q33.2
4009 RefSeq 1 1 1q23.3 1q22-q23
4010 RefSeq 9 9 9q33.3 9q34
11178 RefSeq 8 8 8p21.3 8p22
4084 RefSeq 2 2 2p13.3 2p13-p12
4088 RefSeq 15 15 15q22.33 15q22.33
4089 RefSeq 18 18 18q21.1 18q21.1
4097 RefSeq 17 17 17q25.3 17q25.3
7975 RefSeq 7 7 7p22.3 7p22.3
4152 RefSeq 18 18 18q21.1 18q21
8932 RefSeq 18 18 18q21.2 18q21
syndrome 1|| RefSeq 3 3 3q26.2 3q26
4204 RefSeq X X Xq28 Xq28
4205 RefSeq 15 15 15q26.3 15q26
4207 RefSeq 19 19 19p13.11 19p12
4208 RefSeq 5 5 5q14.3 5q14
4209 RefSeq 1 1 1q22 1q12-q23
4212 RefSeq 15 15 15q14 15q14
4222 RefSeq 17 17 17q21.31 17q21
4223 RefSeq 7 7 7p21.1 7p22.1-p21.3
4286 RefSeq 3 3 3p13 3p14.2-p14.1
83881 RefSeq 1 1 1q42.12 1q42.12
4297 RefSeq 11 11 11q23.3 11q23
9757 RefSeq 19 19 19q13.12 19q13.1
8028 RefSeq 10 10 10p12.31 10p12
4303 RefSeq X X Xq13.1 Xq13.1
4335 RefSeq 17 17 17p13.3 17p13.3
10934 RefSeq 4 4 4q34.1 4q33-q34.1
9242 RefSeq 8 8 8q13.3 8q21
4487 RefSeq 4 4 4p16.2 4p16.3-p16.1
4488 RefSeq 5 5 5q35.2 5q34-q35
9219 RefSeq 11 11 11q12.3 11q12-q13.1
7978 RefSeq 7 7 7q21.2 7q21-q22
4520 RefSeq 1 1 1p34.3 1p33
10608 RefSeq 4 4 4p16.3 4p16.3
4601 RefSeq 10 10 10q25.2 10q24-q25
4602 RefSeq 6 6 6q23.3 6q22-q23
4603 8 8q22
4605 RefSeq 20 20 20q13.12 20q13.1
4609 RefSeq 8 8 8q24.21 8q24.12-q24.13
4610 RefSeq 1 1 1p34.2 1p34.2

RefSeq X Xq22.3
4613 RefSeq 2 2 2p24.3 2p24.1
4617 RefSeq 12 12 12q21.31 12q21
4618 RefSeq 12 12 12q21.31 12q21
4654 RefSeq 11 11 11p15.1 11p15.4
4656 RefSeq 1 1 1q32.1 1q31-q41
4661 RefSeq 20 20 20q13.33 20q13.33

4665 RefSeq 12 12 12q13.3 12q13.3-q14.1



obox|| RefSeq 12 12 12p13.31 12p13.31
8031 RefSeq 10 10 10q11.23 10q11.2
9611 RefSeq 17 17 17p12 17p11.2
9612 RefSeq 12 12 12q24.31 12q24
4760 RefSeq 2 2 2q31.3 2q32
10725 RefSeq 16 16 16q22.1 16q22.1
r of activated T-cel RefSeq 18 18 18q23 18q23
4773 RefSeq 20 20 20q13.2 20q13.2-q13.3
4775 RefSeq 16 16 16q22.1 16q22.2
4776 RefSeq 14 14 14q11.2 14q11.2
4778 RefSeq 12 12 12q13.13 12q13
4779 RefSeq 17 17 17q21.32 17q21.3
4780 RefSeq 2 2 2q31.2 2q31
9603 RefSeq 7 7 7p15.2 7p15-p14
4774 RefSeq 1 1 1p31.3 1p31.3-p31.2
4781 RefSeq 9 9 9p23 9p24.1
4782 RefSeq 19 19 19p13.3 19p13.3
4783 RefSeq 9 9 9q22.31 9q22
4784 RefSeq 19 19 19p13.13 19p13.3
4790 RefSeq 4 4 4q24 4q24
4791 RefSeq 10 10 10q24.32 10q24
4796 RefSeq 8 8 8q24.3 8q24.3
4800 RefSeq 6 6 6p21.1 6p21.3
4801 RefSeq 12 12 12q23.3 12q22-q23
4802 RefSeq 1 1 1p34.2 1p32
4821 RefSeq 20 20 20p11.22 20pter-q11.23
159296 RefSeq 10 10 10q24.2 10q24.2
1482 RefSeq 5 5 5q35.1 5q34
26257 RefSeq 14 14 14q13.3 14q13.3
4824 RefSeq 8 8 8p21.2 8p21
4825 RefSeq 4 4 4q21.23 4q21.2-q22
84504 RefSeq 10 10 10q26.3 10q26
9111 RefSeq 2 2 2q23.3 2p24.3-q21.3
4899 RefSeq 7 7 7q32.2 7q32
8204 RefSeq 21 21 21q11.2 21q11.2
4901 RefSeq 14 14 14q11.2 14q11.1-q11.2
4904 RefSeq 1 1 1p34.2 1p34
3175 RefSeq 15 15 15q21.3 15q21.1-q21.2
9480 RefSeq 18 18 18q21.31 18q21.1-q21.2
5013 RefSeq 2 2 2p15 2p13
57459 RefSeq 1 1 1q21.3 1q21.3
5074 RefSeq 12 12 12q21.2 12q21
5077 RefSeq 2 2 2q36.1 2q35-q37
5078 RefSeq 7 7 7q32.1 7q32
5081 RefSeq 1 1 1p36.13 1p36.2-p36.12
57326 RefSeq 1 1 1q22 1q22
10923 RefSeq 5 5 5p13.3 5p13.3
5201 RefSeq 5 5 5q31.2 5q31
5204 RefSeq 12 12 12q13.13 12q12

ein 1|| RefSeq 6 6 6p21.32 6p21.3
401 RefSeq 11 11 11q13.4 11q13.2



8929 RefSeq 4 4 4p13 4p12
10745 RefSeq 1 1 1p13.2 1p13
10401 RefSeq 1 1 1q21.1 1q21
51588 RefSeq 19 19 19p13.3 19p13.3
8544 RefSeq X X Xp22.2 Xp22.2
5307 RefSeq 5 5 5q31.1 5q31
5308 RefSeq 4 4 4q25 4q25-q27
5309 RefSeq 10 10 10q24.32 10q25
5316 RefSeq 21 21 21q22.3 21q22.3
5324 RefSeq 8 8 8q12.1 8q12
5326 RefSeq 20 20 20q11.21 20q11.21
10765 RefSeq 1 1 1q32.1 1q32.1
5449 RefSeq 3 3 3p11.2 3p11
5450 RefSeq 11 11 11q23.1 11q23.1
5451 RefSeq 1 1 1q24.2 1q22-q23
 class 2, transcript RefSeq 19 19 19q13.2 19q13.2
25833 RefSeq 11 11 11q23.3 11q23.3
5453 RefSeq 1 1 1p34.3 1p34.1
5454 RefSeq 6 6 6q16.2 6q16
5455 RefSeq 2 2 2q12.1 2q12.1
5456 RefSeq X X Xq21.1 Xq21.1
5457 RefSeq 13 13 13q31.1 13q21.1-q22
5459 RefSeq 5 5 5q32 5q31
10891 RefSeq 4 4 4p15.2 4p15.1
639 RefSeq 6 6 6q21 6q21-q22.1
63976 RefSeq 1 1 1p36.32 1p36.23-p33
7799 RefSeq 1 1 1p36.21 1p36
11108 RefSeq 12 12 12q23.3 12q23-q24.1
5626 RefSeq 5 5 5q35.3 5q35.3
5396 RefSeq 1 1 1q24.2 1q24
51450 RefSeq 9 9 9q34.11 9q34.1
5813 RefSeq 5 5 5q31.2 5q31
5925 RefSeq 13 13 13q14.2 13q14.2

KRAB repressor|| RefSeq 7 7 7p22.1 7p22.1
5926 RefSeq 14 14 14q23.1 14q23.1
5927 RefSeq 12 12 12p13.33 12p11
5971 RefSeq 19 19 19q13.31 19q13.31-q13.32
473 RefSeq 1 1 1p36.23 1p36.1-p36.2
5978 RefSeq 4 4 4q12 4q12
5989 RefSeq 19 19 19p13.12 19p13.1
5990 RefSeq 19 19 19p13.3 19p13.3-p13.2
5991 RefSeq 9 9 9p24.2 9p24.2
5993 RefSeq 1 1 1q21.3 1q21
8625 RefSeq 19 19 19p13.11 19p12
5994 RefSeq 13 13 13q13.3 13q14
6018 RefSeq 1 1 1p34.2 1p32
6239 RefSeq 6 6 6p24.3 6p25
861 RefSeq 21 21 21q22.12 21q22.3
860 RefSeq 6 6 6p21.1 6p21
10284 RefSeq 13 13 13q12.11 13q12.11
8819 RefSeq 4 4 4q34.1 4q34.1



6322 RefSeq X X Xp22.13 Xp22.2-p22.1
6473 RefSeq X Xpter-p22.32
6474 RefSeq 3 3 3q25.32 3q25-q26.1
6495 RefSeq 14 14 14q23.1 14q23.1
10736 RefSeq 2 2 2p21 2p16-p15
6496 RefSeq 2 2 2p21 2p16-p21
51804 RefSeq 14 14 14q23.1 14q23
4990 RefSeq 14 14 14q23.1 14q22.3-q23
30061 RefSeq 2 2 2q32.2 2q32
6603 RefSeq 17 17 17q23.3 17q23-q24
6604 RefSeq 7 7 7q36.1 7q35-q36

elated, matrix assoRefSeq 17 17 17q21.2 17q21.2
8289 RefSeq 1 1 1p36.11 1p35.3
6618 RefSeq 19 19 19p13.2 19p13.3-p13.2
55509 RefSeq 1 1 1q32.3 1q32.3
22938 RefSeq 14 14 14q24.3 14q24.3
6663 RefSeq 22 22 22q13.1 22q13.1
6665 RefSeq 17 17 17p13.1 17p13
54345 RefSeq 20 20 20q13.33 20q13.33
6657 RefSeq 3 3 3q26.33 3q26.3-q27
6659 RefSeq 6 6 6p22.3 6p22.3
30812 RefSeq 16 16 16p13.3 16p13.3
6662 RefSeq 17 17 17q24.3 17q24.3-q25.1
6667 RefSeq 12 12 12q13.13 12q13.1
11262 RefSeq 2 2 2q37.1 2q37.1
6670 RefSeq 2 2 2q31.1 2q31
6671 RefSeq 7 7 7p15.3 7p15
25803 RefSeq 6 6 6p21.31 6p21.3
4094 RefSeq 16 16 16q23.1 16q22-q23
6688 RefSeq 11 11 11p11.2 11p11.2
6689 RefSeq 19 19 19q13.33 19q13.3-q13.4
is syndrome chromRefSeq 17 17 17p11.2 17p11.2
6722 RefSeq 6 6 6p21.1 6p21.1
6736 RefSeq Y Y Yp11.31 Yp11.3
6756 RefSeq X X Xp11.23 Xp11.23-p11.22
51684 RefSeq 10 10 10q24.32 10q24.32
6827 RefSeq 17 17 17q23.2 17q21-q23
6862 RefSeq 6 6 6q27 6q27
6871 RefSeq 17 17 17q12 17q12-q21
10474 RefSeq 3 3 3p25.3 3p25.3
6881 RefSeq 11 11 11p15.4 11p15.3
6882 RefSeq 6 6 6p21.31 6p21.31
6883 RefSeq 1 1 1p35.3 1p35.3
9014 RefSeq 2 2 2p25.1 2p25
6875 18 18q11.2
6877 RefSeq 10 10 10q24.33 10q24-q25.2
27097 RefSeq 1 1 1q42.13 1q42.13
6878 RefSeq 7 7 7q22.1 7q22.1
10629 RefSeq 11 11 11q12.3 11q12.3
6879 RefSeq 5 5 5q31.3 5q31
54457 RefSeq X X Xq22.1 Xq22.1



6880 RefSeq 5 5 5q13.2 5q11.2-q13.1
23435 RefSeq 1 1 1p36.22 1p36.22
6908 RefSeq 6 6 6q27 6q27
9519 RefSeq 6 6 6q23.2 6q22.1-q22.3
10716 RefSeq 2 2 2q24.2 2q24
9095 RefSeq 1 1 1q24.2 1q23-q24
6909 RefSeq 17 17 17q23.2 17q23
30009 RefSeq 17 17 17q21.32 17q21.32
50945 RefSeq X X Xq21.1 Xq21.1
6926 RefSeq 12 12 12q24.21 12q24.1
9496 RefSeq 17 17 17q23.2 17q21-q22
6910 RefSeq 12 12 12q24.21 12q24.1
6911 RefSeq 16 16 16p11.2 16p11.2
6917 RefSeq 8 8 8q11.23 8q11.2
6919 RefSeq 20 20 20q13.33 20q13.33
6920 RefSeq 1 1 1p36.12 1p36.12
6924 RefSeq 1 1 1p36.11 1p36.1
10915 RefSeq 5 5 5q32 5q31
6927 RefSeq 12 12 12q24.31 12q22-qter
6938 RefSeq 15 15 15q21.3 15q21
6939 RefSeq 20 20 20p13 20p13
6928 RefSeq 17 17 17q12 17cen-q21.3
6942 RefSeq 22 22 22q13.2 22q13.3
6943 RefSeq 6 6 6q23.2 6pter-qter
6929 RefSeq 19 19 19p13.3 19p13.3
6925 RefSeq 18 18 18q21.2 18q21.1
6932 RefSeq 5 5 5q31.1 5q31.1
83439 RefSeq 2 2 2p11.2 2p11.2
6935 RefSeq 10 10 10p11.22 10p11.2
6944 RefSeq 1 1 1q21.2 1q21
6945 RefSeq 17 17 17q21.2 17q21.1
mily member 1 (SVRefSeq 11 11 11p15.2 11p15.4
7005 RefSeq 6 6 6p21.31 6p21.2
7019 RefSeq 10 10 10q21.1 10q21
7020 RefSeq 6 6 6p24.3 6p24
7021 RefSeq 6 6 6p12.3 6p21-p12
83741 RefSeq 6 6 6p12.3 6p12.1
7022 RefSeq 20 20 20q13.31 20q13.2
7023 RefSeq 16 16 16p13.3 16p13

actor CP2|| RefSeq 12 12 12q13.12 12q13
7027 RefSeq 13 13 13q34 13q34
7029 RefSeq 3 3 3q23 3q23
7030 RefSeq X X Xp11.23 Xp11.22
7942 RefSeq 6 6 6p21.1 6p21
22797 RefSeq 7 7 7q31.2 7q31.2
7050 RefSeq 18 18 18p11.31 18p11.3
60436 RefSeq 20 20 20q11.23 20q11.2-q12
90316 RefSeq X X Xq21.31 Xq21.31
90655 RefSeq Y Y Yp11.2 Yp11.2
7073 RefSeq 10 10 10q26.11 10q
7071 RefSeq 8 8 8q22.3 8q22.2



8462 RefSeq 2 2 2p25.1 2p25
7080 RefSeq 14 14 14q13.3 14q13
3195 RefSeq 10 10 10q24.31 10q24
3196 RefSeq 2 2 2p13.1 2p13.1-p12
7110 RefSeq 3 3 3p14.1 3p21-p12
7158 RefSeq 15 15 15q15.3 15q15-q21
7161 RefSeq 1 1 1p36.32 1p36.3
8626 RefSeq 3 3 3q28 3q27-q29

al regulating factor RefSeq 6 6 6p21.1 6p21.1-p12.1
9321 RefSeq 14 14 14q32.12 14q31-q32
7227 RefSeq 8 8 8q23.3 8q24.12
8848 RefSeq 13 13 13q14.11 13q14
7270 RefSeq 9 9 9q34.13 9q34.13
117581 RefSeq 2 2 2q37.3 2q37.3
27033 RefSeq 19 19 19q13.12 19q13.1
7343 RefSeq 17 17 17q21.31 17q21.3
7391 RefSeq 1 1 1q23.3 1q22-q23
7392 RefSeq 19 19 19q13.12 19q13
8433 RefSeq 10 10 10q26.3 10q26
25806 RefSeq 2 2 2p13.3 2p13
27287 RefSeq 10 10 10q26.3 10q26.3
30813 RefSeq 20 20 20p11.21 20p11.23-p11.22
7490 RefSeq 11 11 11p13 11p13
7528 RefSeq 14 14 14q32.2 14q
677 RefSeq 14 14 14q24.1 14q22-q24
7539 RefSeq 9 9 9q32 9q32
51043 RefSeq 1 1 1q22 1q22
23660 RefSeq 7 7 7q22.1 7q22
7543 RefSeq X X Xp22.11 Xp21.3
7544 RefSeq Y Y Yp11.31 Yp11.3
11244 RefSeq 8 8 8q24.13 8q24.13
22882 RefSeq 8 8 8q24.13 8q24.13
7545 RefSeq 3 3 3q24 3q24
7695 RefSeq 19 19 19p13.2 19p13.2-p13.12
7702 RefSeq 11 11 11p15.4 11p15.4
7704 RefSeq 11 11 11q23.2 11q23.1
7707 RefSeq 3 3 3q21.2 3q21
7716 RefSeq 17 17 17q23.2 17q23.2
7727 RefSeq 16 16 16p13.3 16p13.3
10168 RefSeq 3 3 3p21.32 3p21
7572 RefSeq 18 18 18q12.2 18q12
23528 RefSeq 1 1 1q32.1 1q32.1
7581 RefSeq 10 10 10p11.21 10p11.2
7584 RefSeq 3 3 3p21.32 3p22-p21
6940 RefSeq 5 5 5q35.3 5q35.3
57541 RefSeq 7 7 7q36.1 7q36.1
7593 RefSeq 19 19 19q13.43 19q13.2-q13.4

ein 45|| RefSeq 19 19 19q13.31 19q13.2
ein 83 (HPF1)|| RefSeq 19 19 19q13.41 19q13.3
7639 RefSeq 19 19 19p12 19p13.1-p12
n 9 (a cellular retroRefSeq 3 3 3q21.3 3q21



22806 RefSeq 17 17 17q12 17q21
326 RefSeq 21 21 21q22.3 21q22.3
10488 RefSeq 9 9 9p13.3 9pter-p22.1
27336 RefSeq X X Xq26.3 Xq26.1-q27.2
54700 RefSeq 16 16 16p13.11 16p12
9338 RefSeq X X Xq22.2 Xq22.1
55290 RefSeq 8 8 8p12 8p12
10658 RefSeq 11 11 11p11.2 11p11
8562 RefSeq 12 12 12q24.31 12q24.31
1917 RefSeq 20 20 20q13.33 20q13.3
nslation elongationRefSeq 2 2 2q33.3 2q33-q34
9086 RefSeq Y Y Yq11.222 Yq11.222
8890 RefSeq 2 2 2p23.3 2p23.3

nslation initiation facRefSeq 3 3 3q27.1 3q27.1
8669 RefSeq 15 15 15q21.1 15q21.1
8668 RefSeq 1 1 1p35.1 1p34.1
8667 RefSeq 8 8 8q24.11 8q24.11
8666 RefSeq 19 19 19p13.2 19p13.2
8665 RefSeq 11 11 11p15.4 11p15.4
3646 RefSeq 8 8 8q23.1 8q22-q23
8664 RefSeq 22 22 22q12.3 22q13.1
8663 RefSeq 16 16 16p11.2
8662 RefSeq 7 7 7p22.3 7p22.3
1975 RefSeq 12 12 12q13.13 12q13.13
1977 RefSeq 4 4 4q23 4q21-q25
3396 RefSeq 17 17 17q25.1 17q25.1
54516 RefSeq 6 6 6q25.2 6q25-q26
7458 RefSeq 7 7 7q11.23 7q11.23
53947 RefSeq 22 22 22q13.2 22q11.2-q13.2
10157 RefSeq 7 7 7q31.32 7q31.3
18 RefSeq 16 16 16p13.2 16p13.2
11057 RefSeq 15 15 15q26.1 15q26.1
171586 RefSeq 18 18 18q11.2 18q11.2
63874 RefSeq 14 14 14q11.2 14q11.2
51099 RefSeq 3 3 3p21.33 3p21
57406 RefSeq 3 3 3p14.3 3p14.3
79575 RefSeq 19 19 19p13.11 19p13.11
79852 RefSeq 19 19 19p13.12 19p13.12
30 RefSeq 3 3 3p22.3 3p23-p22
33 RefSeq 2 2 2q34 2q34-q35
34 RefSeq 1 1 1p31.1 1p31
35 RefSeq 12 12 12q24.31 12q22-qter
36 RefSeq 10 10 10q26.13 10q25-q26
37 RefSeq 17 17 17p13.1 17p13-p11
38 RefSeq 11 11 11q22.3 11q22.3-q23.1
59272 RefSeq X X Xp22.2 Xp22
51 RefSeq 17 17 17q25.1 17q24-q25
53 RefSeq 11 11 11p11.2 11p11.2-p11.11
51205 RefSeq 1 1 1q21.1 1q21
93650 RefSeq 19 19 19q13.33 19q13.4
49 RefSeq 22 22 22q13.33 22q13-qter



95 RefSeq 3 3 3p21.2 3p21.1
100 RefSeq 20 20 20q13.12 20q12-q13.11
8749 RefSeq 8 8 8p11.22 8p11.22
11086 RefSeq 4 4 4q34.1 4q34
203102 RefSeq 8 8 8p11.23 8p11.23
140766 RefSeq 10 10 10q22.1 10q2
9509 RefSeq 5 5 5q35.3 5qter
113622 RefSeq 13 13 13q34 13q34
54936 RefSeq 1 1 1p34.3 1p34.3
143 RefSeq 13 13 13q12.12 13q11
10039 RefSeq 3 3 3p21.2 3p21.31-p21.1
158 RefSeq 22 22 22q13.1 22q13.1
246181 RefSeq 1 1 1p36.13 1p35-p36.1
175 RefSeq 4 4 4q34.3 4q32-q33
10554 RefSeq 6 6 6p21.32 6p21.3
10555 RefSeq 9 9 9q34.3 9q34.3
8540 RefSeq 2 2 2q31.2 2q31
189 RefSeq 2 2 2q37.3 2q36-q37
191 RefSeq 20 20 20q11.22 20cen-q13.1
10768 RefSeq 1 1 1p13.3 1p13.2
9590 RefSeq 6 6 6q25.1 6q24-q25
57016 RefSeq 7 7 7q33 7q33
8644 RefSeq 10 10 10p15.1 10p15-p14
1109 RefSeq 10 10 10p15.1 10p15-p14
6718 RefSeq 7 7 7q34 7q32-q33
8574 RefSeq 1 1 1p36.13 1p35.1-p36.23
22977 RefSeq 1 1 1p36.13 1p35.1-p36.23
212 RefSeq X X Xp11.21 Xp11.21

ehydrogenase 1 famRefSeq 15 15 15q21.3 15q21.3
220 RefSeq 15 15 15q26.3 15q26.3
219 RefSeq 9 9 9p13.2 9p11.1
217 RefSeq 12 12 12q24.12 12q24.2
218 RefSeq 17 17 17p11.2 17p11.2
221 RefSeq 11 11 11q13.2 11q13
222 RefSeq 11 11 11q13.2 11q13
8659 RefSeq 1 1 1p36.13 1p36
7915 RefSeq 6 6 6p22.2 6p22.2-p22.3
4329 RefSeq 14 14 14q24.3 14q24.3
501 RefSeq 5 5 5q23.2 5q31
226 RefSeq 16 16 16p11.2 16q22-q24
55586 RefSeq 22 22 22q13.33 22q13.3
10195 RefSeq 3 3 3q27.1 3q27.1
23600 RefSeq 5 5 5p13.3 5p13.2-q11.1
84883 RefSeq 10 10 10q22.1 10q22.1
272 RefSeq 11 11 11p15.4 11p15
275 RefSeq 3 3 3p21.31 3p21.2-p21.1
313 RefSeq 7 7 7p14.2 7p14-p12
417 RefSeq 11 11 11p15.4 11p15
419 RefSeq 4 4 4q21.1 4p15.1-p14
427 RefSeq 8 8 8p22 8p22-p21.3
440 RefSeq 7 7 7q21.3 7q21.3



443 RefSeq 17 17 17p13.2 17pter-p13
471 RefSeq 2 2 2q35 2q35
522 RefSeq 21 21 21q21.3 21q21.1
51382 RefSeq 14 14 14q23.3
9296 RefSeq 7 7 7q32.1 7q32
26053 RefSeq 7 7 7q11.22 7q11.22
10331 RefSeq 19 19 19p13.11 19p13.1
2683 RefSeq 9 9 9p21.1 9p13
11285 RefSeq 5 5 5q35.3 5q35.2-q35.3
570 RefSeq 9 9 9q31.1 9q22.3
586 RefSeq 12 12 12p12.1 12pter-q12
587 RefSeq 19 19 19q13.33 19q13
593 RefSeq 19 19 19q13.2 19q13.1-q13.2
594 RefSeq 6 6 6q14.1 6q13-q15
622 RefSeq 3 3 3q29 3q29
629 RefSeq 6 6 6p21.32 6p21.3
635 RefSeq 5 5 5q14.1 5q13.1-q15
644 RefSeq 7 7 7p13 7p14-cen
670 RefSeq 6 6 6p25.2 6p25
9577 RefSeq 2 2 2p23.2 2p23.2
717 RefSeq 6 6 6p21.32 6p21.3
81932 RefSeq 9 9 9q32 9q32
134526 RefSeq 5 5 5q14.1 5q14.1
55450 RefSeq 1 1 1p36.12 1p36.12
11132 RefSeq 2 2 2q37.3 2q37.3
23581 RefSeq 19 19 19p13.12 19p13.1
836 RefSeq 4 4 4q35.1 4q34
839 RefSeq 4 4 4q25 4q25
840 RefSeq 10 10 10q25.3 10q25
875 RefSeq 21 21 21q22.3 21q22.3
952 RefSeq 4 4 4p15.32 4p15
8697 RefSeq 5 5 5q31.2 5q31
1066 RefSeq 16 16 16q12.2 16q13-q22.1
51716 RefSeq 16 16 16q12.2 16q12.2
51011 RefSeq 2 2 2q11.1 2p24.3-p11.2
51005 RefSeq 16 16 16p13.3 16p13.3
1103 RefSeq 10 10 10q11.23 10q11.2
1117 RefSeq 1 1 1p13.3 1p13.3
4166 RefSeq 16 16 16q23.1 16q22
1200 RefSeq 11 11 11p15.4 11p15
8192 RefSeq 19 19 19p13.3 19p13.3
1352 RefSeq 17 17 17p12 17p12-17p11.2
1355 RefSeq 10 10 10q24.2 10q24
1357 RefSeq 7 7 7q32.2 7q32
1358 RefSeq 7 7 7q32.2 7q32
93979 RefSeq 7 7 7q32.2 7q32
57094 RefSeq 8 8 8q13.2 8q13.2
1360 RefSeq 3 3 3q24 3q24
1361 RefSeq 13 13 13q14.13 13q14.11

RefSeq 2 2q33.3
1374 RefSeq 11 11 11q13.2 11q13.1-q13.2



1376 RefSeq 1 1 1p32.3 1p32
1384 RefSeq 9 9 9q34.11 9q34.1
54677 RefSeq 7 7 7q21.12 7q21.1
1428 RefSeq 16 16 16p12.2 16p13.11-p12.3
51380 RefSeq 12 12 12q13.13 12q13.11-q14.3
9514 RefSeq 22 22 22q12.2 22q12.2

ding protein 2|| RefSeq 10 10 10q26.13 10q26.13
1491 RefSeq 1 1 1p31.1 1p31.1
1503 RefSeq 1 1 1p34.2 1p34.1
56474 RefSeq X X Xp22.2 Xp22
1506 RefSeq 16 16 16q22.1 16q22.1
1508 RefSeq 8 8 8p23.1 8p22
1075 RefSeq 11 11 11q14.2 11q14.1-q14.3
1509 RefSeq 11 11 11p15.5 11p15.5
1510 RefSeq 1 1 1q32.1 1q31
8722 RefSeq 11 11 11q13.2 11q13
1511 RefSeq 14 14 14q11.2 14q11.2

RefSeq 9 9 9q21.33 9q21-q22
1520 RefSeq 1 1 1q21.2 1q21
1522 RefSeq 20 20 20q13.32 20q13
11068 RefSeq 3 3 3p21.31 3p21.3
51706 RefSeq 1 1 1q32.1 1p36.13-q41
51700 RefSeq 11 11 11p15.4 11p15.4
1584 RefSeq 8 8 8q24.3 8q21
1589 RefSeq 6 6 6p21.32 6p21.3
1593 RefSeq 2 2 2q35 2q33-qter
1558 RefSeq 10 10 10q23.33 10q23.33
1559 RefSeq 10 10 10q23.33 10q24
9420 RefSeq 8 8 8q12.3 8q21.3
1610 RefSeq 12 12 12q24.11 12q24
51163 RefSeq 3 3 3q22.3 3q22.3
1632 RefSeq 16 16 16p13.3 16p13.3
51181 RefSeq 17 17 17q25.3 17q25.3
1644 RefSeq 7 7 7p12.2 7p11
1666 RefSeq 8 8 8q21.3 8q21.3
26063 RefSeq 16 16 16p13.3 16p13.3
8560 RefSeq 1 1 1q42.12 1q42.12
8694 RefSeq 8 8 8q24.3 8q24.3
inase, eta|| RefSeq 13 13 13q14.11 13q14.11
1718 RefSeq 1 1 1p32.3 1p33-p31.1
1717 RefSeq 11 11 11q13.4 11q13.2-q13.5
1719 RefSeq 5 5 5q14.1 5q11.2-q13.2
1723 RefSeq 16 16 16q22.2 16q22
51171 RefSeq 19 19 19q13.33 19q13.33
51170 RefSeq 4 4 4q22.1 4q22.1
1727 RefSeq 22 22 22q13.2 22q13.31-qter
1743 RefSeq 14 14 14q24.3 14q24.3
29958 RefSeq 5 5 5q14.1 5q14.1
420 RefSeq 12 12 12p12.3 12q13.2-q13.3
64174 RefSeq 16 16 16q22.1 16q22.1
64180 RefSeq 16 16 16q22.1 16q22.1



8813 RefSeq 20 20 20q13.13 20q13.13
1803 RefSeq 2 2 2q24.2 2q24.3
1807 RefSeq 8 8 8q22.3 8q22
63893 RefSeq 17 17 17q25.1 17q25.1
1891 RefSeq 19 19 19q13.2 19q13.1
1892 RefSeq 10 10 10q26.3 10q26.2-q26.3
1944 RefSeq 1 1 1q22 1q21-q22
1945 RefSeq 1 1 1q22 1q21-q22
1949 RefSeq 17 17 17p13.1 17p13.1-p11.2
54583 RefSeq 1 1 1q42.2 1q42.1
1991 RefSeq 19 19 19p13.3 19p13.3
60528 RefSeq 17 17 17p12 17p11.2
22875 6 6p21.1
59084 RefSeq 6 6 6p21.1 6p21.1-p11.2

ene supported by ARefSeq 1 1 1q42.12 1q42.1
9601 RefSeq 7 7 7q36.1 7q35
2098 RefSeq 13 13 13q14.2 13q14.1-q14.2
2110 RefSeq 4 4 4q32.1 4q32-q35
2131 RefSeq 8 8 8q24.11 8q24.11-q24.13
2132 RefSeq 11 11 11p11.2 11p12-p11
2134 RefSeq 1 1 1p36.11 1p36.1
2135 RefSeq 1 1 1p21.2 1p21
2137 RefSeq 8 8 8p21.1 8p21
2160 RefSeq 4 4 4q35.2 4q35
2161 RefSeq 5 5 5q35.3 5q33-qter
etase long-chain faRefSeq 5 5 5q23.3 5q31
2184 RefSeq 15 15 15q25.1 15q23-q25
8789 RefSeq 9 9 9q22.32 9q22.3
2218 RefSeq 9 9 9q31.2 9q31-q33
2232 RefSeq 17 17 17q25.1 17q24-q25
53834 RefSeq 4 4 4p16.3 4p16
riad gene|| RefSeq 3 3 3p14.2 3p14.2
51303 RefSeq 12 12 12q13.12 12q13.12
79147 RefSeq 19 19 19q13.32 19q13.32
55301 RefSeq 10 10 10p13 10p13
65264 RefSeq 17 17 17q21.32 17q21.32
84909 RefSeq 9 9 9q22.32 9q22.32
54928 RefSeq 8 8 8q12.1 8q12.1
64772 RefSeq 17 17 17q25.3 17q25.3
2326 RefSeq 1 1 1q24.3 1q23-q25

g monooxygenase RefSeq 1 1 1q24.3 1q23-q25
2330 RefSeq 1 1 1q21.1 1q21.1
2339 RefSeq 8 8 8p11.21 8p22-q11
2342 RefSeq 14 14 14q23.3 14q23-q24
2346 RefSeq 11 11 11p11.12 11p11.2
64400 RefSeq 16 16 16q12.2 16q12.2
24140 RefSeq X X Xp11.23 Xp11.23
2517 RefSeq 1 1 1p36.11 1p34
5045 RefSeq 15 15 15q26.1 15q26.1
2523 RefSeq 19 19 19q13.33 19q13.3
2524 RefSeq 19 19 19q13.33 19q13.3



2528 RefSeq 19 19 19p13.3 19p13.3
2530 RefSeq 14 14 14q23.3 14q24.3
2531 RefSeq 18 18 18q21.33 18q21.3
486 RefSeq 11 11 11q23.3 11q23
2538 RefSeq 17 17 17q21.31 17q21
2539 RefSeq X X Xq28 Xq28
2571 RefSeq 2 2 2q31.1 2q31
2581 RefSeq 14 14 14q31.3 14q31
2582 RefSeq 1 1 1p36.11 1p36-p35
2583 RefSeq 12 12 12q14.1 12q13.3
2588 RefSeq 16 16 16q24.3 16q24.3
2592 RefSeq 9 9 9p13.3 9p13
2593 RefSeq 19 19 19p13.3 19p13.3
2597 RefSeq 12 ? 12p13.31 12p13
2618 RefSeq 21 21 21q22.11 21q22.1
2628 RefSeq 15 15 15q21.1 15q21.1
2629 RefSeq 1 1 1q22 1q21
2639 RefSeq 19 19 19p13.13 19p13.2
2643 RefSeq 14 14 14q22.2 14q22.1-q22.2
2651 RefSeq 6 6 6p24.2 6p24
2653 RefSeq 16 16 16q23.2 16q23.2
2677 RefSeq 2 2 2p11.2 2p12
8836 RefSeq 8 8 8q12.3 8q12.3
9453 RefSeq 1 1 1q42.3 1q43

yltransferase 1|| RefSeq 22 22 22q11.23 22q11.23

2717 RefSeq X X Xq22.1 Xq22
2720 RefSeq 3 3 3p23 3p21.33
2731 RefSeq 9 9 9p24.1 9p22
51022 RefSeq 1 1 1q31.2 1q31.2-q31.3
51557 RefSeq 6 6 6q12 6pter-q22.33
2766 RefSeq 6 6 6p22.3 6p23
51292 RefSeq 14 14 14q11.2 14q11.2

ein|| RefSeq 9 9 9q31.3 9q31.3
8443 RefSeq 1 1 1q42.2 1q42.11-42.3
10007 RefSeq 5 5 5q31.3 5q21
2799 RefSeq 12 12 12q14.2 12q14
10243 RefSeq 14 14 14q23.3 14q23.3
9380 RefSeq 9 9 9p13.2 9q12
2923 RefSeq 15 15 15q15.3 15q15
10533 RefSeq 3 3 3p25.3 3p25.3
2938 RefSeq 6 6 6p12.2 6p12.1
2944 RefSeq 1 1 1p13.3 1p13.3
2947 RefSeq 1 1 1p13.3 1p13.3
9446 RefSeq 10 10 10q25.1 10q25.1
2977 RefSeq 11 11 11q22.3 11q21-q22
2982 RefSeq 4 4 4q32.1 4q31.3-q33
2983 RefSeq 4 4 4q32.1 4q31.3-q33
2990 RefSeq 7 7 7q11.21 7q21.11
2997 RefSeq 19 19 19q13.33 19q13.3
2998 RefSeq 12 12 12p12.1 12p12.2



3001 RefSeq 5 5 5q11.2 5q11-q12
3002 RefSeq 14 14 14q11.2 14q11.2
50814 RefSeq X X Xq28 Xq28
9555 RefSeq 5 5 5q31.1 5q31.3-q32
3030 RefSeq 2 2 2p23.3 2p23
3033 RefSeq 4 4 4q25 4q22-q26
3029 RefSeq 16 16 16p13.3 16p13.3
3034 RefSeq 12 12 12q23.1 12q22-q24.1
9407 RefSeq 4 4 4q13.2 4q13.2

e A (alpha polypeptRefSeq 15 15 15q24.1 15q23-q24
3074 RefSeq 5 5 5q13.3 5q13
3081 RefSeq 3 3 3q13.33 3q21-q23
3083 RefSeq 4 4 4p16.3 4p16
55662 RefSeq 10 10 10q24.31 10q24
3141 RefSeq 21 21 21q22.13 21q22.1
3145 RefSeq 11 11 11q23.3 11q23.3
3155 RefSeq 1 1 1p36.11 1p36.1-p35
3156 RefSeq 5 5 5q13.3 5q13.3-q14
3157 RefSeq 5 5 5p12 5p14-p13
3158 RefSeq 1 1 1p12 1p13-p12
3162 RefSeq 22 22 22q12.3 22q12
3163 RefSeq 16 16 16p13.3 16p13.3
3176 RefSeq 2 2 2q22.1 2q22.1

NP methyltransfera RefSeq 21 21 21q22.3 21q22.3
3276 RefSeq 19 19 19q13.33 19q13.3
3290 RefSeq 1 1 1q32.2 1q32-q41
3291 RefSeq 16 16 16q22.1 16q22
3292 RefSeq 17 17 17q21.2 17q11-q21
51144 RefSeq 11 11 11p11.2 11p11.2
3294 RefSeq 16 16 16q23.3 16q24.1-q24.2
3293 RefSeq 9 9 9q22.32 9q22
51478 RefSeq 1 1 1q23.3 1q23
29089 RefSeq 1 1 1q32.1 1q32.1
3373 RefSeq 3 3 3p21.31 3p21.3-p21.2
3423 RefSeq X X Xq28 Xq28
3425 RefSeq 4 4 4p16.3 4p16.3
3426 RefSeq 4 4 4q25 4q25
10437 RefSeq 19 19 19p13.11 19p13.1
3615 RefSeq 3 3 3p21.31 3p21.2
8821 RefSeq 4 4 4q31.21 4q31.21
3632 RefSeq 10 10 10q26.3 10q26.3
3633 1 1p34
140838 RefSeq 20 20 20p11.21 20p11.1
1512 RefSeq 15 15 15q25.1 15q24-q25
1515 RefSeq 9 9 9q22.33 9q22.2
1519 RefSeq 4 4 4q32.1 4q31-q32
1521 RefSeq 11 11 11q13.1 11q13.1
50846 RefSeq 12 12 12q13.12 12q12-q13.1
1800 RefSeq 16 16 16q24.3 16q24.3
10072 RefSeq 11 11 11q13.2 11q12-q13.1
3635 RefSeq 2 2 2q36-q37



56623 RefSeq 9 9 9q34.3 9q34.3
3669 RefSeq 15 15 15q26.1 15q26
3704 RefSeq 20 20 20p13 20p
3712 RefSeq 15 15 15q15.1 15q14-q15
23262 RefSeq 5 5 5q21.1 5q21.1
23028 RefSeq 1 1 1p36.12 1p36.12
rotein|| RefSeq 7 7 7q32.1 7q32.3

57552 RefSeq 3 3 3q26.31 3q26.31
3817 RefSeq 19 19 19q13.41 19q13.41
354 RefSeq 19 19 19q13.41 19q13.41
3818 RefSeq 4 4 4q35.2 4q34-q35
8942 RefSeq 2 2 2q22.2 2q22.3
9215 RefSeq 22 22 22q12.3 22q12.3
51451 RefSeq 16 16 16p12.1 16p12.3-16p12.1
64129 RefSeq 1 1 1p35.2 1p35.2
3938 RefSeq 2 2 2q21.3 2q21
79042 RefSeq 19 19 19q13.42 19q13.4
5641 RefSeq 14 14 14q32.12 14q32.1
64077 RefSeq 10 10 10q26.13 10q26.13
3988 RefSeq 10 10 10q23.31 10q23.2-q23.3
89782 RefSeq 3 3 3q29 3q29
134147 RefSeq 5 5 5p15.2 5p15.2

onjugating enzyme RefSeq 7 7 7p13 7p13
63929 RefSeq 22 22 22q13.2 22q13.31-q13.33
9227 RefSeq 4 4 4q32.1 4q32.1
4047 RefSeq 21 21 21q22.3 21q22.3
10434 RefSeq 8 8 8q11.23 8q11.23
11313 RefSeq 1 1 1p36.11 1p36.12-p35.1
23659 RefSeq 16 16 16q22.1 16q22.1
4124 RefSeq 5 5 5q21.3 5q21-q22
4125 RefSeq 19 19 19p13.13 19cen-q13.1
4126 RefSeq 4 4 4q24 4q22-q25
4128 RefSeq X X Xp11.3 Xp11.4-p11.3
58478 RefSeq 4 4 4q21.22 4q21.3
8720 RefSeq 16 16 16q23.3 16
64087 RefSeq 5 5 5q13.2 5q12-q13
4199 RefSeq 6 6 6q14.2 6q12
4232 RefSeq 7 7 7q32.2 7q32
23173 RefSeq 4 4 4q23 4q23
80168 RefSeq 11 11 11q13.5 11q13.5
al protein MGC521RefSeq 2 2 2q11.2
66005 RefSeq 11 11 11p15.5 11p15.5
148789 RefSeq 1 1 1q42.3 1q42.3
79154 RefSeq 17 17 17q12 17q12
10724 RefSeq 10 10 10q24.32 10q24.1-q24.3
4257 RefSeq 12 12 12p12.3 12p12.3-p12.1
23417 RefSeq 16 16 16q23.3 16q24
118856 RefSeq 10 10 10q26.2 10q26.2
64066 RefSeq 11 11 11q22.2 11q24
4337 RefSeq 6 6 6p21.2 6p21.3



4338 RefSeq 5 5 5q11.2 5q11
10884 RefSeq 5 5 5p12 5q11
4482 RefSeq 8 8 8p23.1 8p23.1
4507 RefSeq 9 9 9p21.3 9p21
4524 RefSeq 1 1 1p36.22 1p36.3
4552 RefSeq 5 5 5p15.31 5p15.3-p15.2
4669 RefSeq 17 17 17q21.2 17q21
10 RefSeq 8 8 8p22 8p22
9027 RefSeq 2 2 2p13.1 2p13.1-p12
51167 RefSeq 6 6 6q14.2 6pter-q22.33
96764 RefSeq 8 8 8q12.1 8q11
64579 RefSeq 4 4 4q26 4q25-q26
4720 RefSeq 1 1 1q23.3 1q23
4724 RefSeq 5 5 5q11.2 5q11.1
374291 RefSeq 19 19 19p13.3 19p13.3
4729 RefSeq 18 18 18p11.22 18p11.31-p11.2
4758 RefSeq 6 6 6p21.33 6p21.3
4837 RefSeq 11 11 11q23.2 11q23.1
23530 RefSeq 5 5 5p12 5p13.1-5cen
4860 RefSeq 14 14 14q11.2 14q13.1
1728 RefSeq 16 16 16q22.1 16q22.1
8829 RefSeq 10 10 10p11.22 10p12
51251 RefSeq 7 7 7p14.3 7p14.3
4907 RefSeq 6 6 6q14.3 6q14-q21
4521 RefSeq 7 7 7p22.3 7p22

side diphosphate linRefSeq 12 12 12q22
4942 RefSeq 10 10 10q26.13 10q26
4953 RefSeq 2 2 2p25.1 2p25
4967 RefSeq 7 7 7p13 7p14-p13
5019 RefSeq 5 5 5p13.1 5p13.1
8909 RefSeq 12 12 12q13.11 12q13.1
5033 RefSeq 10 10 10q22.1 10q21.3-q23.1
5034 RefSeq 17 17 17q25.3 17q25
29920 RefSeq 1 1 1q42.12 1q42.12
5036 RefSeq 12 12 12q13.2 12q13
5046 RefSeq 15 15 15q26.3 15q26
5049 RefSeq 11 11 11q23.3 11q23
5050 RefSeq 19 19 19q13.2 19q13.1
5096 RefSeq 3 3 3q22.3 3q21-q22
5122 RefSeq 5 5 5q15 5q15-q21
9131 RefSeq X X Xq25 Xq25-q26
5138 RefSeq 11 11 11q13.4 11q13.4
5139 RefSeq 12 12 12p12.2 12p12
5140 RefSeq 11 11 11p15.2 11p15.1
5141 RefSeq 19 19 19p13.2 19p13.2
5142 RefSeq 1 1 1p31.2 1p31
5143 RefSeq 19 19 19p13.11 19p13.11
5144 RefSeq 5 5 5q11.2 5q12
5147 RefSeq 2 2 2q37.1 2q35-q36
5150 RefSeq 8 8 8q13.1 8q13
27115 RefSeq 6 6 6q23.3 6q23-q24



5157 RefSeq 8 8 8p22 8p22-p21.3
5160 RefSeq X X Xp22.12 Xp22.2-p22.1
5161 RefSeq 4 4 4q22.3 4q22-q23
5162 RefSeq 3 3 3p14.3 3p21.1-p14.2
64714 RefSeq 16 16 16p13.3 16p13.3
10954 RefSeq 3 3 3q21.1 3q21.1

rogenase phosphatRefSeq 16 16 16q22.1 16q22.1
55825 RefSeq 2 2 2q35 2q35
56652 RefSeq 10 10 10q24.31 10q23.3-24.3
5223 RefSeq 10 10 10q24.1 10q25.3
5229 RefSeq 5 5 5q22.3 5q22.3
5257 RefSeq 16 16 16q12.1 16q12-q13
162466 RefSeq 17 17 17q21.32 17q21.32
29085 RefSeq 9 9 9q34.3 9q34.3
5277 RefSeq X X Xp22.2 Xp22.1
5289 RefSeq 18 18 18q12.3 18q12.3
ide-3-kinase, catal RefSeq 1 1 1p36.22 1p36.2
8395 RefSeq 9 9 9q13 9q13
23396 RefSeq 19 19 19p13.3 19p13.3
200576 RefSeq 2 2 2q34 2q34
5321 RefSeq 1 1 1q31.1 1q25
5327 RefSeq 8 8 8p11.21 8p12

tivator, urokinase|| RefSeq 10 10 10q22.2 10q24
C, beta 3 (phosphaRefSeq 11 11 11q13.1 11q13
5332 RefSeq 20 20 20p12.2 20p12
5337 RefSeq 3 3 3q26.31 3q26
5351 RefSeq 1 1 1p36.22 1p36.3-p36.2
5373 RefSeq 16 16 16p13.2 16p13.3-p13.2
5406 RefSeq 10 10 10q25.3 10q26.1
5407 RefSeq 10 10 10q25.3 10q25.3
5409 RefSeq 17 17 17q12 17q21-q22
5433 RefSeq 2 2 2q14.3 2q21
10585 RefSeq 9 9 9q34.13 9q34.1
5444 RefSeq 7 7 7q21.3 7q21.3
5445 RefSeq 7 7 7q21.3 7q21.3
5446 RefSeq 7 7 7q21.3 7q21.3
5447 RefSeq 7 7 7q11.23 7q11.2
27068 RefSeq 4 4 4q24 4q25
8611 RefSeq 5 5 5q11.2 5q11
51645 RefSeq 6 6 6p21.2 6p21.1
5498 RefSeq 1 1 1q23.3 1q22
5538 RefSeq 1 1 1p34.2 1p32
ptidase (angiotens RefSeq 11 11 11q14.1 11q14
5557 RefSeq 12 12 12q13.3 12q13
5625 RefSeq 22 22 22q11.21 22q11.21
58510 RefSeq 19 19 19q13.12 19q13.1
10279 RefSeq 6 6 6p22.1 6p21
5651 RefSeq 21 21 21q21.1 21q21

se (prostate-specifi RefSeq 11 11 11q14.3 11p11.2
5699 RefSeq 16 16 16q22.1 16q22.1
5692 RefSeq 1 1 1q21.3 1q21



5694 RefSeq 17 17 17p13.2 17p13
5698 RefSeq 6 6 6p21.32 6p21.3
9791 RefSeq 8 8 8q22.1 8q22
5740 RefSeq 20 20 20q13.13 20q13.11-q13.13
65263 RefSeq 8 8 8q24.3 8q24.3
5860 RefSeq 4 4 4p15.32 4p15.31
5875 RefSeq 14 14 14q11.2 14q11.2
5876 RefSeq 1 1 1p31.1 1p31
9986 RefSeq 11 11 11q13.2 11q13
5959 RefSeq 12 12 12q13.2 12q13-q14
50700 RefSeq 19 19 19p13.2 19p13.2-p13.3
5972 RefSeq 1 1 1q32.1 1q32
10248 RefSeq 7 7 7q22.1 7q22
6240 RefSeq 11 11 11p15.4 11p15.5
6241 RefSeq 2 2 2p25.1 2p25-p24
50484 RefSeq 8 8 8q22.3 8q23.1
55811 RefSeq 1 1 1q24.2 1q24
6296 RefSeq 16 16 16p12.3 16p13.11
1757 RefSeq 9 9 9q34.2 9q33-q34
6303 RefSeq X X Xp22.11 Xp22.1
6307 RefSeq 4 4 4q32.3 4q32-q34
6391 RefSeq 1 1 1q23.3 1q21
113675 RefSeq 12 12 12q24.13 12q24.13
29843 RefSeq 12 12 12q13.11 12q13.1
80854 RefSeq 4 4 4q31.1 4q28
containing protein RefSeq 12 12 12q24.31 12q24.31
81537 RefSeq 14 14 14q23.2 14q23.2
6448 RefSeq 17 17 17q25.3 17q25.3
23677 RefSeq 2 2 2q37.2 2q37.1-q37.2
6470 RefSeq 17 17 17p11.2 17p11.2
6472 RefSeq 12 12 12q13.3 12q12-q14
6480 RefSeq 3 3 3q27.3 3q27-q28

ctoside alpha-2,3-sRefSeq 8 8 8q24.22 8q24.22
8869 RefSeq 2 2 2p11.2 2p11.2
10419 RefSeq 14 14 14q11.2 14q11.2-q21
11001 RefSeq 15 15 15q21.2 15q21.2
6519 RefSeq 2 2 2p21 2p16.3

RefSeq 5 5 5q13
6609 RefSeq 11 11 11p15.4 11p15.4-p15.1
55512 RefSeq 16 16 16q22.1 16q22.1
8435 RefSeq 12 12 12q13.13 12q13.13
6697 RefSeq 2 2 2p13.2 2p14-p12
10558 RefSeq 9 9 9q22.31 9q22.2
6713 RefSeq 8 8 8q24.13 8q24.1
6715 RefSeq 5 5 5p15.31 5p15
6716 RefSeq 2 2 2p23.1 2p23
6723 RefSeq 1 1 1p36.22 1p36-p22
6768 RefSeq 11 11 11q24.3 11q24-q25
6764 RefSeq 11 11 11p15.4 11p15
55959 RefSeq 20 20 20q13.12 20q12-q13.2
6817 RefSeq 16 16 16p11.2 16p12.1



6834 RefSeq 9 9 9q34.2 9q34.2
8871 RefSeq 6 6 6q25.3 6q25.3
6888 RefSeq 11 11 11p15.5 11p15.5-p15.4
6901 RefSeq X X Xq28 Xq28

e A synthase 1 (pla RefSeq 7 7 7q34 7q34-q35
55775 RefSeq 14 14 14q32.11 14q32.11
51106 RefSeq 6 6 6q25.3 6q25.1-q25.3
64216 RefSeq 1 1 1q44 1q44
7036 RefSeq 7 7 7q22.1 7q22
7037 RefSeq 3 3 3q29 3q29
26027 RefSeq 1 1 1p32.3 1p32.3
7108 RefSeq 11 11 11q13.1 11q13
64699 RefSeq 21 21 21q22.3 21q22.3
7167 RefSeq 12 12 12p13.31 12p13
7172 RefSeq 6 6 6p22.3 6p22.3
8295 RefSeq 7 7 7q22.1 7q21.2-q22.1

domain containing 5RefSeq 6 6 6p24.3 6p24.3
7299 RefSeq 11 11 11q14.3 11q14-q21
7306 RefSeq 9 9 9p23 9p23
53347 RefSeq 21 21 21q22.3 21q22.3
7317 RefSeq X X Xp11.3 Xp11.23
9039 RefSeq 3 3 3p14.1 3p24.3-p13
7319 RefSeq X X Xq24 Xq24-q25
7320 RefSeq 5 5 5q31.1 5q23-q31
11065 RefSeq 20 20 20q13.12 20q13.12
7322 RefSeq 5 5 5q31.2 5q31.2
7323 RefSeq 4 4 4q24 4q24
7324 RefSeq 3 3 3p24.2 3p24.2
10477 RefSeq 2 2 2q31.3 2q32.1
7327 RefSeq 21 21 21q22.3 21q22.3
7328 RefSeq 7 7 7q32.2 7q32
ctivated protein kinRefSeq 6 6 6q25.1 6q25.1-q25.3
56954 RefSeq 3 3 3q12.2 3q12.2
9159 RefSeq 11 11 11q23.3 11q23-q24
6469 RefSeq 7 7 7q36.3 7q36
7329 RefSeq 16 16 16p13.3 16p13.3
51465 RefSeq 6 6 6q15 6q15
118424 RefSeq 1 1 1p36.33 1p36.33
55585 RefSeq 1 1 1q21.3 1q21.3
54926 RefSeq 9 9 9p13.3 9p13.3
7336 RefSeq 8 8 8q11.21 8q11.21
8266 RefSeq X X Xq28 Xq28
55293 RefSeq 11 11 11p15.1 11p15.1
7353 RefSeq 22 22 22q11.21 22q11.21
7357 RefSeq 9 9 9q31.3 9q31
transferase 1 famil RefSeq 2 2 2q37.1 2q37
transferase 1 famil RefSeq 2 2 2q37.1 2q37
transferase 1 famil RefSeq 2 2 2q37.1 2q37
transferase 1 famil RefSeq 2 2 2q37.1 2q37
transferase 1 famil RefSeq 2 2 2q37.1 2q37
7366 RefSeq 4 4 4q13



7363 RefSeq 4 4 4q13.2 4q13
7368 RefSeq 4 4 4q26 4q26
7372 RefSeq 3 3 3q21.2 3q13
7374 RefSeq 12 12 12q24.11 12q23-q24.1
10309 RefSeq 5 5 5q11.2 5p15.2-p13.1
7378 RefSeq 7 7 7p12.3 7p12.3
10975 RefSeq 19 19 19p13.3 19p13.3
7384 RefSeq 3 3 3p21.31 3p21.3
7385 RefSeq 16 16 16p12.1 16p12
7386 RefSeq 19 19 19q12 19q12-q13.1
7388 RefSeq 1 1 1p34.1 1p34.1
7389 RefSeq 1 1 1p34.1 1p34
7390 RefSeq 10 10 10q26.2 10q25.2-q26.3
8876 RefSeq 6 6 6q23.2 6q23-q24
8875 RefSeq 6 6 6q23.2 6q23-q24
83451 RefSeq 7 7 7q11.23 7q11.23
7511 RefSeq 10 10 10q25.1 10q25.3
10269 RefSeq 1 1 1p34.2 1p34
28 RefSeq 9 9 9q34.2 9q34.1-q34.2
26 RefSeq 7 7 7q36.1 7q34-q36
31 RefSeq 17 17 17q12 17q21
32 RefSeq 12 12 12q24.11 12q24.1
55902 RefSeq 20 20 20q11.22 20q11.22
1636 RefSeq 17 17 17q23.3 17q23
43 RefSeq 7 7 7q22.1 7q22
22985 RefSeq 14 14 14q11.2 14q11.2
8751 RefSeq 1 1 1q22 1q21.3
6868 RefSeq 2 2 2p25.1 2p25
8748 RefSeq 14 14 14q24.2 14q24.1
8747 RefSeq 14 14 14q24.2 14q24.1
10863 RefSeq 8 8 8p21.2 8p21.2
11085 RefSeq 1 1 1p12 1p13-p11
81794 RefSeq 19 19 19p13.2 19p13.3-p13.2
170689 RefSeq 11 11 11q24.3 11q25
170691 RefSeq 15 15 15q26.3 15q24
171019 RefSeq 5 5 5q23.3 5q31
80070 RefSeq 12 12 12q12 12q12
9508 RefSeq 4 4 4q13.3 4q13.3
9507 RefSeq 1 1 1q23.3 1q21-q23

RefSeq 5 5q12.3
11173 RefSeq 15 15 15q25.1 15q24.2
56999 RefSeq 3 3 3p14.1 3p14.3-p14.2
124 RefSeq 4 4 4q23 4q21-q23
126 RefSeq 4 4 4q23 4q21-q23
141 RefSeq 3 3 3q13.33 3q13.31-q13.33
se) polymerase famRefSeq 14 14 14q11.2 14q11.2-q12
159 RefSeq 1 1 1q44 1cen-q12

e family gene 3-likeRefSeq 16 16 16q24.3 16q24.3
57379 RefSeq 12 12 12p13.31 12p13
80709 RefSeq 9 9 9q32 9q32
59344 RefSeq 17 17 17p13.1 17p13.1



249 RefSeq 1 1 1p36.12 1p36.1-p34
251 RefSeq 2 2 2q37.1 2q37
64682 RefSeq 2 2 2q13 2q12.1
51433 RefSeq 12 12 12q24.31 12q24.31
ibonuclease, RNasRefSeq 14 14 14q11.2 14q11.1
10930 RefSeq 6 6 6p21.1 6p21
200315 RefSeq 22 22 22q13.1 22q13.1-q13.2
27350 RefSeq 22 22 22q13.1 22q13.1-q13.2

otein B mRNA edit RefSeq 22 22 22q13.1 22q13.1-q13.2
379 RefSeq 17 17 17q21.31 17q12-q21
10139 RefSeq 20 20 20q13.33 20q13.3
383 RefSeq 6 6 6q23.2 6q23
388 RefSeq 2 2 2p24.1 2p24
29984 RefSeq 11 11 11q13.2 11q14.3
54509 RefSeq 12 12 12q24.31 12q24.31
391 RefSeq 11 11 11p15.4 11p15.5-p15.4
9077 RefSeq 1 1 1p31.2 1p31
57381 RefSeq 14 14 14q23.2 14q23.2
ase 2|| RefSeq 17 17 17q21.31 17q21
23433 RefSeq 2 2 2p21 2p21
10124 RefSeq 7 7 7p21.3 7p21-p15.3
410 RefSeq 22 22 22q13.33 22q13.31-qter
411 RefSeq 5 5 5q14.1 5p11-q13
445 RefSeq 9 9 9q34.11 9q34.1
549 RefSeq 9 9 9q22.31 9q22.31
11332 RefSeq 1 1 1p36.31 1p36.31-p36.11
10919 RefSeq 6 6 6p21.33 6p21.31
590 RefSeq 3 3 3q26.1 3q26.1-q26.2
4671 RefSeq 5 5 5q13.2 5q13.1
641 RefSeq 15 15 15q26.1 15q26.1
83990 RefSeq 17 17 17q23.2 17q22-q24
8045 RefSeq 11 11 11p15.5 11p15.5
80267 RefSeq 1 1 1q25.3 1q24-q25
715 RefSeq 12 12 12p13.31 12p13
716 RefSeq 12 12 12p13.31 12p13
55741 RefSeq 20 20 20q11.22 20q11.22

crosis factor recept RefSeq 20 20 20q13.33 20q13.3
771 RefSeq 15 15 15q22.2 15q22
768 RefSeq 9 9 9p13.3 9p13-p12
823 RefSeq 11 11 11q13.1 11q13
824 RefSeq 1 1 1q42.11 1q41-q42
826 RefSeq 19 19 19q13.12 19q13.12
843 RefSeq 2 2 2q33.1 2q33-q34
835 RefSeq 7 7 7q34 7q34-q35
837 RefSeq 11 11 11q22.3 11q22.2-q22.3
838 RefSeq 11 11 11q22.3 11q22.2-q22.3

taining TCP1, subuRefSeq 21 21 21q21.3 21q22.11
9425 RefSeq 6 6 6p25.1 6p25.1
1071 RefSeq 16 16 16q13 16q21
51102 RefSeq 1 1 1p35.3 1pter-p22.3
1106 RefSeq 15 15 15q26.1 15q26



23507 RefSeq 1 1 1p22.2 1p22.2
55697 mRNA 16 16 16q22.1 16q22.1
6902 RefSeq 5 5 5q14.1 5q14.1
6903 RefSeq 6 6 6p21.1 6pter-p12.1
6904 RefSeq 17 17 17q25.3 17q25.3
6905 RefSeq 1 1 1q42.3 1q42.3
6907 RefSeq X X Xp22.31 Xp22.3
6899 RefSeq 22 22 22q11.21 22q11.21
9096 6 6q14-q15
51224 RefSeq 18 18 18q21.1 18q21.1
8115 RefSeq 14 14 14q32.13 14q32.1
9623 RefSeq 14 14 14q32.13 14q32.1
6988 RefSeq 3 3 3p21.31 3p21
10955 RefSeq 20 20 20q13.12 20q13.1-13.3
7004 RefSeq 12 12 12p13.33 12p13.2-p13.3

ryonic factor|| RefSeq 22 22 22q13.2 22q13
7009 RefSeq 12 12 12q13.12 12q12-q13
29844 RefSeq 19 19 19q13.42 19q13
7042 RefSeq 1 1 1q41 1q41
7059 RefSeq 1 1 1q22 1q21
51298 RefSeq 19 19 19p13.3 19pter-p13
9984 RefSeq 18 18 18p11.32 18p11.32
7066 RefSeq 3 3 3q27.1 3q27
7069 RefSeq 11 11 11q14.1 11q13.5
e antigen|| RefSeq 11 11 11q23.3 11q22.3-q23
anti-apoptotic fact RefSeq 17 17 17q11.2 17q11.2
23550 RefSeq 2 2 2q13 2q13
26277 RefSeq 14 14 14q11.2 14q11.2
7082 RefSeq 15 15 15q13.1 15q13
7088 RefSeq 9 9 9q21.32 9q21.32
7089 RefSeq 19 19 19p13.3 19p13.3
7090 RefSeq 15 15 15q23 15q22
7091 RefSeq 9 9 9q21.31 9q21.31
4071 RefSeq 3 3 3q25.1 3q21-q25
7102 RefSeq X X Xp11.4 Xp11.4
7104 RefSeq 3 3 3q25.1 3q25
117531 RefSeq 9 9 9q21.13 9q21.12
10330 RefSeq 12 12 12q13.3 12q15
10329 RefSeq 12 12 12q14.2 12q14.2
9168 RefSeq 2 2 2p11.2 2p11.2
7127 RefSeq 14 14 14q32.32 14q32
7125 RefSeq 20 20 20q13.12 20q12-q13.11
7136 RefSeq 11 11 11p15.5 11p15.5
7137 RefSeq 19 19 19q13.42 19q13.4
7138 RefSeq 19 19 19q13.42 19q13.4
7139 RefSeq 1 1 1q32.1 1q32
7143 RefSeq 1 1 1q25.1 1q24
10766 RefSeq 22 22 22q13.2 22q13.2-q13.31
(DNA) I|| RefSeq 20 20 20q12 20q12-q13.1
7153 RefSeq 17 17 17q21.2 17q21-q22
9214 RefSeq 1 1 1q32.1 1q32.1



11257 RefSeq 7 7 7q21.12 7q21.1
9537 RefSeq 11 11 11p11.2 11p11.2
94241 RefSeq 8 8 8q22.1 8q22
24150 RefSeq 16 16 16p13
7162 RefSeq 6 6 6q14.1 6q14-q15
7163 RefSeq 8 8 8q21.13 8q21
7164 RefSeq 6 6 6q22.31 6q22-q23
7165 RefSeq 20 20 20q13.33 20q13.2-q13.3
7175 RefSeq 1 1 1q31.1 1q25
7178 RefSeq 13 13 13q14.13 13q12-q14
126382 RefSeq 19 19 19p13.11 19p13.11
7185 RefSeq 9 9 9q33.2 9q33-q34
23471 RefSeq 8 8 8q13.3 8q13.3
9862 RefSeq 17 17 17q21.1 17q21.1
9318 RefSeq 15 15 15q21.1 15q21.2

8989 RefSeq 8 8 8q13.3 8q13
29850 RefSeq 11 11 11p15.5 11p15.5
79054 RefSeq 2 2 2q37.1 2q37.1
7442 RefSeq 17 17 17p13.2 17p13.2
130560 RefSeq 2 2 2q37.1 2q37.1
7248 RefSeq 9 9 9q34.13 9q34
7260 RefSeq 2 2 2p25.2 2p25.2
10078 RefSeq 11 11 11p15.5 11p15.5
7263 RefSeq 22 22 22q12.3 22q13.1
7268 RefSeq 1 1 1p32.3 1p31.3
7275 RefSeq 11 11 11p15.4 11p15.5
7846 RefSeq 12 12 12q13.12 12q12-12q14.3
51807 RefSeq 22 22 22q11.21 22q11.1
10383 RefSeq 9 6p25
27175 RefSeq 17 17 17q21.2 17q21
10844 RefSeq 10 10 10q26.3 10q26.3
7287 RefSeq 6 6 6p21.31 6p21.3
7288 RefSeq 19 19 19q13.33 19q13.1
7295 RefSeq 9 9 9q31.3 9q31
eductase 1|| RefSeq 12 12 12q23.3 12q23-q24.1
thetase|| RefSeq 18 18 18p11.32 18p11.32

ciated protein 1|| RefSeq 9 9 9p13.3 9p22-p21
55833 RefSeq 9 9 9p13.3 9p13.3
7314 RefSeq 17 17 17p11.2 17p12-p11.2
7316 RefSeq 12 12 12q24.31 12q24.3
10537 RefSeq 6 6 6p22.1 6p21.3
7318 RefSeq 3 3 3p21.31 3p21
7326 RefSeq 17 17 17p13.2 1q42
9246 RefSeq 11 11 11q12.1 11q12
9040 RefSeq 19 ? 19q13.43 19q13.43
7334 RefSeq 12 12 12q22 12q22
7341 RefSeq 2 2 2q33.1 2q33
5412 RefSeq 13 13 13q12.3 13q12-q13
59286 RefSeq 19 19 19p13.2 19p13.3
29855 RefSeq 16 16 16p13.3 16p13.3



rotein|| RefSeq 16 16 16p12.1 16p12.3
29979 RefSeq 9 9 9q21.32 9q22
50613 RefSeq 11 11 11p15.4 11p15
transferase 1 famil RefSeq 2 2 2q37.1 2q37
9094 RefSeq 17 17 17q11.2 17q11.2
10497 RefSeq 9 9 9p13.3 9p12-p11
7381 RefSeq 8 8 8q22.1 8q22
7401 RefSeq 3 3 3q25.1 3q25
7405 RefSeq 11 11 11q13.5 11q13.5
8673 RefSeq 2 2 2p11.2 2p12-p11.2
7411 RefSeq X X Xq28 Xq28
29802 RefSeq 22 22 22q11.23 22q11.23
6293 RefSeq 6 6 6p21.32 6p21.3
29119 RefSeq 10 10 10q21.3 10q22.2
7447 RefSeq 2 2 2p24.2 2p24.3
23558 RefSeq 17 17 17q25.1 17q25
55695 RefSeq 7 7 7q11.23 7q11.23
27159 RefSeq 1 1 1p13.2 1p13.1-p21.3
30000 RefSeq 19 19 19p13.13 19p13.13

mRNA 6 6q25.2
1118 RefSeq 1 1 1q32.1 1q31-q32
56994 RefSeq 12 12 12q23.2 12q
54108 RefSeq 8 8 8q24.3 8q24.3
10845 RefSeq 15 15 15q22.31 15q22.2-q22.3
26504 RefSeq 2 2 2q11.2 2p12-p11.2
1312 RefSeq 22 22 22q11.21 22q11.21-q11.23
1362 RefSeq 17 17 17q11.2 17p11.1-q11.2
1363 RefSeq 4 4 4q32.3 4q32.3
1368 RefSeq 12 12 12q15 12q14.3
1369 RefSeq 10 10 10q24.2 10q24.2
phate synthetase 1RefSeq 2 2 2q34 2q35
1429 RefSeq 1 1 1p31.1 1p31-p22
9946 RefSeq 21 21 21q22.11 21q21.3
1487 RefSeq 4 4 4p16.3 4p16
1585 RefSeq 8 8 8q24.3 8q21-q22
1586 RefSeq 10 10 10q24.32 10q24.3
1594 RefSeq 12 12 12q14.1 12q13.1-q13.3
1548 RefSeq 19 19 19q13.2 19q13.2

P450, family 2, subfRefSeq 19 19 19q13.2 19q13.2
1562 RefSeq 10 10 10q23.33 10q24
1557 RefSeq 10 10 10q23.33 10q24.1-q24.3
1565 RefSeq 22 22 22q13.2 22q13.1
1615 RefSeq 2 2 2q21.3 2q21.3
ydroxylase (dopamRefSeq 9 9 9q34.2 9q34
branched chain traRefSeq 1 1 1p21.2 1p31
9937 RefSeq 10 10 10q25.3 10q25.1
1638 RefSeq 13 13 13q32.1 13q32
1663 RefSeq 12 12 12p11.21 12p11
8886 RefSeq 2 2 2q14.1 2q14.1
11218 RefSeq 1 1 1p13.2 1p21.1-p13.2

-Ala-Asp) box polypRefSeq 11 11 11q23.3 11q23.3



1676 RefSeq 1 1 1p36.22 1p36.3-p36.2
1677 RefSeq 1 1 1p36.32 1p36.3
8449 RefSeq 6 6 6p21.33 6p21.3
cetate hydrolase d RefSeq 16 16 16p13.3 16p13.3
11144 RefSeq 22 22 22q13.1 22q13.1
1773 RefSeq 16 16 16p13.3 16p13.3
1777 RefSeq 19 19 19p13.13 19p13.2
10059 RefSeq 12 12 12p11.21 12p11.21
1786 RefSeq 19 19 19p13.2 19p13.2
1787 RefSeq 10 10 10p13 10p15.1
1788 RefSeq 2 2 2p23.3 2p23
1789 RefSeq 20 20 20q11.21 20q11.2
1791 RefSeq 10 10 10q24.1 10q23-q24
80174 RefSeq 17 17 17q21.31 17q21.31
1854 RefSeq 15 15 15q21.1 15q15-q21.1
1861 RefSeq 9 9 9q34.11 9q34
9427 RefSeq 2 2 2q37.1 2q36-q37

9538 RefSeq 11 11 11q24.2 11q24
25909 RefSeq 1 1 1q44 1q44
2028 RefSeq 4 4 4q25 4q25
5169 RefSeq 6 6 6q23.2 6q22
953 RefSeq 10 10 10q24.1 10q24
956 RefSeq 3 3 3p22.1 3p21.3
957 RefSeq 14 14 14q24.3 14q24
2053 RefSeq 8 8 8p21.1 8p21-p12
2067 RefSeq 19 19 19q13.32 19q13.2-q13.3
2068 RefSeq 19 19 19q13.32 19q13.3
2073 RefSeq 13 13 13q33.1 13q22
9156 RefSeq 1 1 1q43 1q42-q43
2138 RefSeq 8 8 8q13.3 8q13.3
2140 RefSeq 1 1 1p35.3 1p36
2070 RefSeq 6 6 6q23.2 6q23
2155 RefSeq 13 13 13q34 13q34
2158 RefSeq X X Xq27.1 Xq27.1-q27.2
2181 RefSeq 2 2 2q36.1 2q34-q35
2182 RefSeq X X Xq23 Xq22.3-q23
2194 RefSeq 17 17 17q25.3 17q25
54850 RefSeq 19 19 19p13.2 19p13.2
23014 RefSeq 12 12 12q24.22 12q24.22
26262 RefSeq 5 5 5q35.2 5q35.3
26261 RefSeq 7 7 7q22.1 7q22
23291 RefSeq 5 5 5q35.1 5q35.1
2222 RefSeq 8 8 8p23.1 8p23.1-p22
2235 RefSeq 18 18 18q21.31 18q21.3
2237 RefSeq 11 11 11q12.2 11q12
55033 RefSeq 7 7 7p15.1 7p15.1
2286 RefSeq 11 11 11q13.1 11q13.1-q13.3
2288 RefSeq 12 12 12p13.33 12p13.33
protein 5|| RefSeq 6 6 6p21.31 6p21.3-21.2
protein 6, 36kDa|| RefSeq 7 7 7q11.23 7q11.23



63943 RefSeq 6 6 6p21.32 6p21.3
84866 RefSeq 11 11 11q23.3 11q23.3

de repeat domain 1RefSeq 17 17 17p12 17p12
2547 RefSeq 22 22 22q13.2 22q13.2-q13.31
2617 RefSeq 7 7 7p14.3 7p15
2633 RefSeq 1 1 1p22.2 1p22.2
2634 RefSeq 1 1 1p22.2 1p22.2
80318 RefSeq 9 9 9q21.32 9q21.32
2820 RefSeq 2 2 2q24.1 2q24.1
2937 RefSeq 20 20 20q11.22 20q11.2
26762 RefSeq 5 5 5q33.3 5q33.2
79885 RefSeq 3 3 3p25.1 3p25.1
8841 RefSeq 5 5 5q31.3 5q31
55869 RefSeq X X Xq13.1 Xq13
3265 RefSeq 11 11 11p15.5 11p15.5
3312 RefSeq 11 11 11q24.1 11q24.1
8519 RefSeq 11 11 11p15.5 11p15.5
3508 RefSeq 11 11 11q13.3 11q13.2-q13.4
3612 RefSeq 8 8 8q21.13 8q21.13-q21.3
3613 RefSeq 18 18 18p11.21 18p11.2
3628 RefSeq 2 2 2q32.2 2q32
28512 RefSeq 3 3 3p24.2 3p24.2
28511 RefSeq 17 17 17q21.2 17q21.2

23227 5 5q12.3

en rat sarcoma viraRefSeq 12 12 12p12.1 12p12.1
8844 17 17q11.2
51056 RefSeq 4 4 4p15.32 4p15.32
3931 RefSeq 16 16 16q22.1 16q22.1
79132 RefSeq 17 17 17q21.2 17q21.2
3978 RefSeq 19 19 19q13.32 19q13.2-q13.3
8513 RefSeq 10 10 10q23.31 10q23.31
9388 RefSeq 18 18 18q21.1 18q21.1
4012 RefSeq 5 5 5q15 5q15
4015 RefSeq 5 5 5q23.1 5q23.2
22949 RefSeq 9 9 9q31.3 9q31.3
4057 RefSeq 3 3 3p21.31 3q21-q23
9583 RefSeq 8 8 8p21.3 8p21.3
4143 RefSeq 10 10 10q22.3 10q22
8930 RefSeq 3 3 3q21.3 3q21-q22

ound transcription fRefSeq X X Xp22.11 Xp22.1-p22.2
56922 RefSeq 3 3 3q27.1 3q27
4171 RefSeq 3 3 3q21.3 3q21
4172 RefSeq 6 6 6p12.2 6p12
4173 RefSeq 8 8 8q11.21 8q11.2
4174 RefSeq 22 22 22q12.3 22q13.1
4175 RefSeq 2 2 2q21.3 2q21
4176 RefSeq 7 7 7q22.1 7q21.3-q22.1
4224 RefSeq 6 6 6p12.3 6p12-p11
4285 RefSeq 13 13 13q12.12 13q12



4312 RefSeq 11 11 11q22.2 11q22.3
4319 RefSeq 11 11 11q22.2 11q22.3
4320 RefSeq 22 22 22q11.23 22q11.2
4321 RefSeq 11 11 11q22.2 11q22.3
4322 RefSeq 11 11 11q22.2 11q22.3
4327 RefSeq 12 12 12q13.2 12q14
4313 RefSeq 16 16 16q12.2 16q13-q21
9313 RefSeq 11 11 11q22.2 11q22.3

oproteinase 23B|| RefSeq ? 1p36.3
proteinase-like 1|| RefSeq 16 16 16p13.3 16p13.3
56547 RefSeq 11 11 11p15.4 11p15
79148 RefSeq 17 17 17q12 17q11-q21.1
4314 RefSeq 11 11 11q22.2 11q22.3
4316 RefSeq 11 11 11q22.2 11q21-q22
4317 RefSeq 11 11 11q22.2 11q22.3
4318 RefSeq 20 20 20q13.12 20q11.2-q13.1
64112 RefSeq 14 14 14q32.13 14q32
4350 RefSeq 16 16 16p13.3 16p13.3
4351 RefSeq 15 15 15q24.1 15q22-qter
22808 RefSeq 3 3 3q22.3 3q22.3
4361 RefSeq 11 11 11q21 11q21
4485 RefSeq 3 3 3p21.31 3p21
4600 RefSeq 21 21 21q22.3 21q22.3
10514 RefSeq 17 17 17p13.2 17p13.3
55728 RefSeq 4 4 4p14 4p14
4735 RefSeq 2 2 2q37.3 2q37
57486 RefSeq 5 5 5q12.3 5q12.3

ase puromycin sen RefSeq 17 17 17q21.32 17q21
4893 RefSeq 1 1 1p13.1 1p13.2
4913 RefSeq 16 16 16p13.3 16p13.3
4938 RefSeq 12 12 12q24.13 12q24.1
4939 RefSeq 12 12 12q24.13 12q24.2
4940 RefSeq 12 12 12q24.13 12q24.2
4946 RefSeq 19 19 19p13.3 19p13.3
4968 RefSeq 3 3 3p25.3 3p26.2
8473 RefSeq X X Xq13.1 Xq13
5009 RefSeq X X Xp11.4 Xp21.1
5051 RefSeq 1 1 1p36.11 1p34.3
5053 RefSeq 12 12 12q23.2 12q22-q24.2
80025 RefSeq 20 20 20p13 20p13

sociated plasma proRefSeq 9 9 9q33.1 9q33.2
5091 RefSeq 11 11 11q13.2 11q13.4-q13.5
5095 RefSeq 13 13 13q32.3 13q32
5111 RefSeq 20 20 20p12.3 20pter-p12
5119 RefSeq 16 16 16q24.3 16q24.3
5136 RefSeq 2 2 2q32.1 2q32.1
5153 RefSeq 12 12 12q13.2 12q13
5137 RefSeq 7 7 7p14.3 7p14.3
8654 RefSeq 4 4 4q26 4q25-q27
5152 RefSeq 21 21 21q22.3 21q22.3



5190 RefSeq 6 6 6p21.1 6p21.1
5251 RefSeq X X Xp22.11 Xp22.2-p22.1
26227 RefSeq 1 1 1p12 1p12
5300 RefSeq 19 19 19p13.2 19p13
5319 RefSeq 12 12 12q24.23 12q23-q24.1
5320 RefSeq 1 1 1p36.13 1p35
26279 RefSeq 1 1 1p36.13 1p36.12
30814 RefSeq 1 1 1p36.13 1p36.13
50487 RefSeq 22 22 22q12.2 22q11.2-q13.2
5322 RefSeq 1 1 1p36.13 1p36-p34
7941 RefSeq 6 6 6p12.3 6p21.2-p12
5340 RefSeq 6 6 6q26 6q26
57026 RefSeq 22 22 22q13.1 22cen-q12.3
5422 RefSeq X X Xp22.11 Xp22.1-p21.3
5424 RefSeq 19 19 19q13.33 19q13.3
5426 RefSeq 12 12 12q24.33 12q24.3
5428 RefSeq 15 15 15q26.1 15q25
5429 RefSeq 6 6 6p21.1 6p21.1
27343 RefSeq 10 10 10q24.32 10q23
5430 RefSeq 17 17 17p13.1 17p13.1
5431 RefSeq 4 4 4q12 4q12
5436 RefSeq 11 11 11q12.3 11q13.1
11044 RefSeq 5 5 5p15.31 5p15
10775 RefSeq 19 19 19q12 19q12
5464 RefSeq 10 10 10q22.1 10q11.1-q24
56342 RefSeq 19 19 19p13.2 19p13
5471 RefSeq 4 4 4q12 4q12
8500 RefSeq 11 11 11q13.3 11q13.3
8499 RefSeq 12 12 12q21.31 12q21.31
8541 RefSeq 19 19 19q13.33 19q13.33

5481 RefSeq 4 4 4q32.1 4q31.3
9360 RefSeq 2 2 2q31.1 2q31.1
64840 RefSeq X X Xp11.23 Xp11.23
5501 RefSeq 12 12 12q24.11 12q24.1-q24.2
4659 RefSeq 12 12 12q21.2 12q15-q21

osphatase 1, regulaRefSeq 19 19 19q13.42 19q13.42
23368 RefSeq 14 14 14q32.33 14q32.33
94274 RefSeq 19 19 19q13.2 19q13.1

81706 RefSeq 6 6 6q25.1 6q24.3-q25.3
54866 RefSeq 15 15 15q15.1 15q15.1
23645 RefSeq 19 19 19q13.33 19q13.2
84919 RefSeq 1 1 1q32.1 1q32.1
5502 RefSeq 12 12 12q13.2 12q13.2
5504 RefSeq 3 ? 3q29 3q29
5534 RefSeq 2 2 2p14 2p15

151987 RefSeq 3 3 3p13 3p13
5558 RefSeq 6 6 6p12.1 6p12-p11.1
1543 RefSeq 15 15 15q24.1 15q22-q24



1889 RefSeq 1 1 1p36.12 1p36.1
elated protein 9|| RefSeq 8 8 8p23.1 8p23-p22
4594 RefSeq 6 6 6p12.3 6p21
5108 RefSeq 8 8 8p22 8p22-p21.3

5624 RefSeq 2 2 2q14.3 2q13-q14
8858 RefSeq 13 13 13q34 13q34
5644 RefSeq 7 7 7q34 7q32-qter
5654 RefSeq 10 10 10q26.13 10q26.3
5645 RefSeq 7 7 7q34 7q34
27429 RefSeq 2 2 2p13.1 2p12
5682 RefSeq 11 11 11p15.2 11p15.1
5831 RefSeq 17 17 17q25.3 17q25.3
5873 RefSeq 15 15 15q21.3 15q15-q21.1
5874 RefSeq 18 18 18q21.2 18q21.2
9364 RefSeq 4 4 4p15.33 4p15.33
27314 RefSeq 11 11 11q14.1 11q12-q14
84084 RefSeq 2 2 2q21.1 2q31
11159 RefSeq 2 2 2q14.1 2q13
5880 RefSeq 22 22 22q13.1 22q13.1
5810 RefSeq 5 5 5p13.2 5p13.2
10111 RefSeq 5 5 5q23.3 5q31
5889 RefSeq 17 17 17q23.2 17q22-q23
5890 RefSeq 14 14 14q24.1 14q23-q24.2
5892 RefSeq 17 17 17q12 17q11
encer binding proteRefSeq 8 8 8q22.1 8q21.3-q22
5897 RefSeq 11 11 11p12 11p13
5903 RefSeq 2 2 2q13 2q12.3
5906 RefSeq 1 1 1p13.2 1p13.3
5911 RefSeq 13 13 13q32.1 13q34
5949 RefSeq 10 10 10q11.22 10q11.2
9401 RefSeq 8 8 8q24.3 8q24.3
9400 RefSeq 17 17 17q25.1 17q25.2-q25.3
5976 RefSeq 19 19 19p13.11 19p13.2-p13.11
51455 RefSeq 2 2 2q11.2 2q11.1-q11.2
5980 RefSeq 6 6 6q21 6q21
27289 RefSeq 12 12 12q13.12 12q12-q13
22836 RefSeq 5 5 5q15 5q15
6014 RefSeq 18 18 18q12.3 18q12.3
8635 RefSeq 6 6 6q27 6q27
8731 RefSeq 18 18 18p11.21 18p11.22-p11.23
6051 RefSeq 1 1 1q32.1 1q32
6236 RefSeq 16 16 16q22.1 16q22
6237 RefSeq 19 19 19q13.33 19q13.3-qter
22800 RefSeq 11 11 11p15.2 11p15.2
10633 RefSeq 22 22 22q12.2 22q12.2
8607 RefSeq 3 3 3q21.3 3q21
10856 RefSeq 19 19 19q13.33 19q13.3
6319 RefSeq 10 10 10q24.31 10q23-q24
83852 RefSeq 13 13 13q14.2 13q14
6419 RefSeq 3 3 3p26.1 3p26.1



6456 RefSeq 9 9 9p22.2 9p22
7979 RefSeq 7 7 7q21.3 7q21.3-q22.1
23411 RefSeq 10 10 10q21.3 10q21.3
22933 RefSeq 19 19 19q13.2 19q13
56916 RefSeq 4 4 4q22.3 4q22-q23
50485 RefSeq 2 2 2q35 2q34-q35
6648 RefSeq 6 6 6q25.3 6q25.3
6677 RefSeq 7 7 7q31.33 7q31.3
51062 RefSeq 14 14 14q21.3 14q21.3-q22.1
6687 RefSeq 16 16 16q24.3 16q24.3
23626 RefSeq 20 20 20q13.32 20q13.2-q13.3
6783 RefSeq 4 4 4q13.3 4q13.1
412 RefSeq X X Xp22.31 Xp22.32
6821 RefSeq 12 12 12q13.2 12q13.2
6839 RefSeq X X Xp11.23 Xp11.23
79723 RefSeq 10 10 10p13 10p13
8867 RefSeq 21 21 21q22.11 21q22.2
6894 RefSeq 1 1 1q42.2 1q42.3
6898 RefSeq 16 16 16q22.2 16q22.1
10728 RefSeq 12 12 12q13.3 12q13.3
7011 RefSeq 14 14 14q11.2 14q11.2
7015 RefSeq 5 5 5p15.33 5p15.33
7051 RefSeq 14 14 14q11.2 14q11.2
7052 RefSeq 20 20 20q11.23 20q12
7054 RefSeq 11 11 11p15.5 11p15.5
7086 RefSeq 3 3 3p21.1 3p14.3
8277 RefSeq X X Xq28 Xq28
7092 RefSeq 4 4 4q32.3 4q32-q33
7145 RefSeq 2 2 2q35 2q35-q36
116447 RefSeq 8 8 8q24.3 8q24.3
7155 RefSeq 3 3 3p24.2 3p24
7156 RefSeq 17 17 17p11.2 17p12-17p11.2
8940 RefSeq 22 22 22q11.22 22q11.22
11073 RefSeq 3 3 3q22.1 3q22.1
11277 RefSeq 3 3 3p21.31 3p21.3-p21.2

RefSeq X Xq28
64282 RefSeq 16 16 16q12.1 16q12.1
51095 RefSeq 3 3 3p26.2
23020 RefSeq 2 2 2q11.2 2q11.2
7332 RefSeq 22 22 22q11.21 22q11.21
7453 RefSeq 14 14 14q32.2 14q32.31
7486 RefSeq 8 8 8p12 8p12-p11.2
7512 RefSeq X X Xq25 Xq25
7517 RefSeq 14 14 14q32.33 14q32.3
10730 RefSeq 10 10 10p12.1 10p14
84914 RefSeq 19 19 19q13.43 19q13.43
203068 RefSeq 6 6 6p21.33 6p21.33
7280 RefSeq 6 6 6p25.2 6p25
10382 RefSeq 19 19 19p13.3 19p13.3
11095 RefSeq 11 11 11q24.3 11q25
27032 RefSeq 3 3 3q21.3 3q22.1



3756 RefSeq 1 1 1q32.2 1q32-q41
27133 RefSeq 14 14 14q23.2 14q23.1
6891 RefSeq 6 6 6p21.32 6p21.3
6892 RefSeq 6 6 6p21.32 6p21.3
81792 RefSeq 5 5 5p13.3 5q35
10376 RefSeq 12 12 12q13.12 12q13.12
84617 RefSeq 18 18 18p11.21 18p11.21
4745 RefSeq 11 11 11p15.1 11p15.2-p15.1
5413 RefSeq 22 22 22q11.21 22q11.21
5414 RefSeq 17 17 17q23.2 17q22-q23
5771 RefSeq 18 18 18p11.21 18p11.3-p11.2
5649 RefSeq 7 7 7q22.1 7q22
58988 19 19 A
1 (testis specific)|| RefSeq 2 2 2q35 2q35
7278 RefSeq 13 13 13q12.11 13q11
81027 RefSeq 20 20 20q13.32 20q13.32
10381 RefSeq 16 16 16q24.3 16q24.3
56604 RefSeq 4 4 4q35.2 4q35
51174 RefSeq 17 17 17q23.2 17q23.2
51175 RefSeq 6 6 6q21 6q21
7283 RefSeq 17 17 17q21.2 17q21
9429 RefSeq 4 4 4q22.1 4q22
130 RefSeq 4 4 4q23 4q23
131 RefSeq 4 4 4q23 4q23-q24

RefSeq 3 3q29
uctase family 1, meRefSeq 10 10 10p15.1 10p15-p14
1646 RefSeq 10 10 10p15.1 10p15-p14
242 RefSeq 17 17 17p13.1 17p13.1
247 RefSeq 17 17 17p13.1 17p13.1
316 RefSeq 2 2 2q33.1 2q33

477 RefSeq 1 1 1q23.2 1q21-q23
487 RefSeq 16 16 16p11.2 16p12.1
489 RefSeq 17 17 17p13.2 17p13.3
525 RefSeq 2 2 2p13.3 2p13.1
51606 RefSeq 8 8 8q11.23 8p22-q22.3
538 RefSeq X X Xq21.1 Xq13.2-q13.3
540 RefSeq 13 13 13q14.3 13q14.3
10396 RefSeq 4 4 4p13 4p14-p12
51761 RefSeq 13 13 13q12.13 13q12-13
5205 RefSeq 18 18 18q21.31 18q21-q22
10079 20 20q13.11-q13.2
9973 RefSeq 11 11 11q13.2 11q13
1080 RefSeq 7 7 7q31.2 7q31.2
57130 RefSeq 19 19 19p13.11 19p13.11
1353 RefSeq 17 17 17q22 17q22
1356 RefSeq 3 3 3q24 3q23-q25
8895 RefSeq 8 8 8q21.3 8q21.3
1588 RefSeq 15 15 15q21.2 15q21.1
1545 RefSeq 2 2 2p22.2 2p21
1659 RefSeq 17 17 17q21.31 17q21.31



1738 RefSeq 7 7 7q31.1 7q31-q32
1806 RefSeq 1 1 1p21.3 1p22
10146 RefSeq 5 5 5q33.1 5q33.1
23400 RefSeq 1 1 1p36.13 1p36
3295 RefSeq 5 5 5q23.1 5q21
9914 16 16q24.1
3990 RefSeq 15 15 15q21.3 15q21-q23
4023 RefSeq 8 8 8p21.3 8p22
4687 RefSeq 7 7 7q11.23 7q11.23
4719 RefSeq 2 2 2q33.3 2q33-q34
4843 RefSeq 17 17 17q11.2 17q11.2-q12

al segment protein RefSeq 15 15 15q23 15q23
8050 RefSeq 11 11 11p13 11p13
5730 RefSeq 9 9 9q34.3 9q34.2-q34.3
9543 RefSeq 15 15 15q22.31 15q22.3-q23
8766 RefSeq 15 15 15q22.31 15q21.3-q22.31
9230 RefSeq 19 19 19p13.2 19p13.2
5872 RefSeq 1 1 1q21.3 1q21.2
22931 RefSeq 10 10 10p12.1 10p12.1
5861 RefSeq 2 2 2p14 2p14
9609 RefSeq 22 22 22q11.23 22q11.22
23682 RefSeq 11 11 11q14.2 11q14
5864 RefSeq 19 19 19p13.11 19p13.2
5865 RefSeq 1 1 1p32.3 1p32-p31
5868 RefSeq 3 3 3p24.3 3p24-p22
5878 RefSeq 17 17 17q21.2 17q21.2
5870 RefSeq 11 11 11q13.4 11q13.3
51560 RefSeq 3 3 3q22.1 3q22.1
7879 RefSeq 3 3 3q21.3 3q21.3
8934 RefSeq 1 1 1q32.1 1q32
9367 RefSeq X X Xp22.2 Xp22.2
5901 RefSeq 12 12 12q24.33 12q24.3
6390 RefSeq 1 1 1p36.13 1p36.1-p35

51741 RefSeq 16 16 16q23.1 16q23.3-q24.1
847 RefSeq 11 11 11p13 11p13
8288 RefSeq 17 17 17q23.2 17q23.1
2877 RefSeq 14 14 14q23.3 14q24.1
2954 RefSeq 14 14 14q24.3 14q24.3
5052 RefSeq 1 1 1p34.1 1p34.1
7001 RefSeq 19 19 19p13.13 19p13.2
10935 RefSeq 10 10 10q26.11 10q25-q26
10549 RefSeq X X Xp22.11 Xp22.11
9588 RefSeq 1 1 1q25.1 1q25.1
5742 RefSeq 9 9 9q33.2 9q32-q33.3
5743 RefSeq 1 1 1q31.1 1q25.2-q25.3
eductase 2|| RefSeq 22 22 22q11.21 22q11.21
7837 2 2p25
50506 RefSeq 15 15 15q21.1 15q15.3
4353 RefSeq 17 17 17q23.2 17q23.1
6649 RefSeq 4 4 4p15.2 4p16.3-q21



7173 RefSeq 2 2 2p25.3 2p25
306 RefSeq 4 4 4q21.21 4q13-q22
842 RefSeq 1 1 1p36.21 1p36.3-p36.1
2159 RefSeq 13 13 13q34 13q34
4324 RefSeq 16 16 16q13 16q13-q21
4325 RefSeq 8 8 8q21.3 8q21
4326 RefSeq 12 12 12q24.33 12q24.3
10893 RefSeq 20 20 20q11.22 20q11.2
4650 RefSeq 19 19 19p13.11 19p13.1
5511 RefSeq 1 1 1p35.3 1p35
5520 RefSeq 8 8 8p21.2 8p21.2
28227 RefSeq X Xp22.33
9329 RefSeq 9 9 9q34.13 9q34.13
9044 RefSeq 10 10 10q23.32 10q22-q23
2023 RefSeq 1 1 1p36.23 1p36.3-p36.2
2033 RefSeq 22 22 22q13.2 22q13.2

r cross-complemenRefSeq 10 10 10q11.23 10q11
55284 RefSeq 8 8 8q21.11 8q21.11
2962 RefSeq 19 19 19p13.3 19p13.3
2963 RefSeq 13 13 13q14.12 13q14
3065 RefSeq 1 1 1p35.1 1p34
83933 RefSeq 22 22 22q13.33 22q13.31
3066 RefSeq 6 6 6q21 6q21
10014 RefSeq 17 17 17q21.31 17q21
51564 RefSeq 12 12 12q13.11 12q13.1
9734 RefSeq 7 7 7p21.1 7p21.1
3093 RefSeq 4 4 4p14 4p14
10524 RefSeq 11 11 11q13.1 11q13
3608 RefSeq 1 1 1q21.3 1q21.3
5087 RefSeq 1 1 1q23.3 1q23
5089 RefSeq 6 6 6p21.32 6p21.3
5090 RefSeq 9 9 9q33.3 9q33-q34
80714 RefSeq 19 19 19p13.11 19p12
8850 RefSeq 3 3 3p24.3 3p24
22921 RefSeq 10 10 10p12.2 10p12
85441 RefSeq 20 20 20q13.33 20q13.33
3516 RefSeq 4 4 4p15.2 4p15.2
6595 RefSeq 9 9 9p24.3 9p22.3
6597 RefSeq 19 19 19p13.2 19p13.2
8467 RefSeq 4 4 4q31.21 4q31.1-q31.2
11158 RefSeq 22 22 22q13.33 22q13.33
10847 RefSeq 16 16 16p11.2 16p11.2
6830 RefSeq 17 17 17q11.2 17q11.2

or regulated 1|| RefSeq 4 4 4q31.1 4q31.1
7157 RefSeq 17 17 17p13.1 17p13.1
7251 RefSeq 11 11 11p15.1 11p15
8458 RefSeq 1 1 1p13.1 1p22
ugating enzyme E2RefSeq 20 20 20q13.13 20q13.2
57109 RefSeq 9 9 9q34.2 9q34.2
8891 RefSeq 1 1 1p34.1 1p34.1
1983 RefSeq 14 14 14q32.32 14q32.32



5188 RefSeq 4 4 4q31.3 4q27-q28
394 RefSeq 14 14 14q12 14q12
57448 RefSeq 2 2 2p22.3 2p22-p21
 protein FLJ38564 RefSeq X X Xq21.2 Xq21.2
1122 RefSeq 1 1 1q43 1q42-qter
4258 RefSeq 4 4 4q31.1 4q28.3
5148 RefSeq 17 17 17q25.3 17q25
5149 RefSeq 12 12 12p12.3 12p13
10531 RefSeq 10 10 10p15.2 10p15.2
51400 RefSeq 11 11 11q13.4 11q13.4
5506 RefSeq 7 7 7q31.1 7q31.1
5973 RefSeq X X Xq28 Xq28
5055 RefSeq 18 18 18q21.33 18q21.3
5054 RefSeq 7 7 7q22.1 7q21.3-q22

8398 RefSeq 22 22 22q13.1 22q13.1
10152 RefSeq 2 2 2q33.2 2q33
102 RefSeq 15 15 15q21.3 15q2
4185 RefSeq 17 17 17q21.31 17q21.3
2515 RefSeq 8 8 8p11.22 8p11.2
53616 RefSeq 7 7 7q21.12 7q21
8745 RefSeq 2 2 2q33.3 2q33
27299 RefSeq 8 8 8p21.2 8p21.2
9510 RefSeq 21 21 21q21.3 21q21.2
11093 RefSeq 9 9 9q34.2 9q34
11096 RefSeq 21 21 21q21.3 21q21.3
389 RefSeq 1 1 1p13.2 1p13.1
51752 RefSeq 5 5 5q15 5q15
ent on chromosomRefSeq X Xp22.32
649 RefSeq 8 8 8p21.3 8p21

4)|| RefSeq 15 15 15q15.1 15q15.1-q21.1
841 RefSeq 2 2 2q33.1 2q33-q34
8837 RefSeq 2 2 2q33.1 2q33-q34
8532 RefSeq 4 4 4p16.1 4p16.1
6372 RefSeq 4 4 4q13.3 4q21
1857 RefSeq 3 3 3q27.1 3q27
l growth factor 1 (pRefSeq 22 22 22q13.33 22q13
128178 RefSeq 1 1 1q42.3 1q42.3-q43
2147 RefSeq 11 11 11p11.2 11p11-q12
2166 RefSeq 1 1 1p33 1p35-p34
2280 RefSeq 20 20 20p13 20p13
2287 RefSeq 14 14 14q21.2 14q21.3
2767 RefSeq 19 19 19p13.3 19p13.3
2771 RefSeq 3 3 3p21.31 3p21
2821 RefSeq 19 19 19q13.11 19q13.1
3082 RefSeq 7 7 7q21.11 7q21.1

51135 RefSeq 12 12 12q12 12q12
84695 RefSeq 2 2 2p13.1 2p13
4052 RefSeq 2 2 2p22.3 2p22-p21



9372 RefSeq 1 1 1p32.3 1p32.3
10905 RefSeq 1 1 1p12 1p13
8638 RefSeq 12 12 12q24.31 12q24.2
10135 RefSeq 7 7 7q22.3 7q22.3
5151 RefSeq 15 15 15q25.3 15q25.3
8622 RefSeq 5 5 5q13.3 5q13.3
8993 RefSeq 19 19 19q13.32 19q13.2-q13.3
5333 RefSeq 3 3 3p22.3 3p22-p21.3
5335 RefSeq 20 20 20q12 20q12-q13.1
5336 RefSeq 16 16 16q23.2 16q24.1
136853 RefSeq 7 7 7q11.23 7q11.23
7039 RefSeq 2 2 2p13.3 2p13
834 RefSeq 11 11 11q22.3 11q23
8567 RefSeq 11 11 11p11.2 11p11.2
1387 RefSeq 16 16 16p13.3 16p13.3
8202 RefSeq 20 20 20q13.12 20q12
9412 RefSeq 12 12 12p11.23 12p11.23
344 RefSeq 19 19 19q13.31 19q13.2
4018 RefSeq 6 6 6q25.3 6q26-q27
4948 RefSeq 15 15 15q12 15q11.2-q12
5476 RefSeq 20 20 20q13.12 20q13.1
29 RefSeq 17 17 17p13.3 17p13.3
57679 RefSeq 2 2 2q33.1 2q33.1
51129 RefSeq 19 19 19p13.2 19p13.3
10564 RefSeq 20 20 20q13.13 20q13.13
397 RefSeq 12 12 12p12.3 12p12.3
398 RefSeq 16 16 16p13.3 16p13.3
50650 RefSeq 3 3 3p14.3 3p21-p13
50649 RefSeq 2 2 2q21.1 2q22
9459 RefSeq X X Xq26.3 Xq26
8874 RefSeq 13 13 13q34 13q34
7873 RefSeq 3 3 3p21.31 3p21.1
8412 RefSeq 1 1 1p22.1 1p22.1
(apoptosis facilitatRefSeq 22 22 22q11.21 22q11
10565 RefSeq 8 8 8q13.2 8q13
663 RefSeq 15 15 15q22.2 15q22.2
ponent 4B|| RefSeq 6 6 6p21.32 6p21.3
26256 RefSeq 18 18 18q11.2 18q11.2
Z domain ligand ofRefSeq 1 1 1q23.3 1q23.3
831 RefSeq 5 5 5q15 5q15-q21
1475 RefSeq 3 3 3q21.1 3q21
1476 RefSeq 21 21 21q22.3 21q22.3
8655 RefSeq 12 12 12q24.31 12q24.23
1793 RefSeq 10 10 10q26.2 10q26.13-q26.3
9166 RefSeq 8 8 8q23.2 8q23
26269 RefSeq 4 4 4q34.1 4q34.1
55103 RefSeq 1 1 1q25.2 1q25.2
2622 RefSeq 16 16 16q24.3 16q24.3
2664 RefSeq X X Xq28 Xq28
2665 RefSeq 10 10 10p15.1 10p15
2760 RefSeq 5 5 5q33.1 5q31.3-q33.1



athway suppressor RefSeq 17 17 17p13.1 17p13
23092 RefSeq 5 5 5q31.3 5q31
2981 RefSeq 1 1 1p34.2 1p34-p33
8997 RefSeq 3 3 3q21.1 3q21.1-q21.2

RefSeq X Xp11.3
3476 RefSeq X X Xq13.1 Xq13.1-q13.3
51195 RefSeq 17 17 17q21.1 17q21.1-q21.2
79109 RefSeq 9 9 9q33.3 9q33.3
22924 RefSeq 2 2 2p23.3 2p23.3-p23.1
4168 RefSeq X X Xq27.1 Xq27
4947 RefSeq 15 15 15q22.31 15q22.31
51686 RefSeq 1 1 1q21.3 1q21.3
4983 RefSeq X X Xq12 Xq12
9411 RefSeq 1 1 1p22.1 1p22.1
11142 RefSeq 20 20 20q13.12 20q12-q13.1
11070 RefSeq 3 3 3p21.31 3p21.3
9373 RefSeq 9 9 9p21.2 9p21
6992 RefSeq 6 6 6p21.33 6p21.3
4660 RefSeq 1 1 1q32.1 1q32.1
5510 RefSeq 2 2 2q37.3 2q37.3
5522 RefSeq 4 4 4p16.1 4p16.1
5524 RefSeq 9 9 9q34.11 9q34
9267 RefSeq 17 17 17q25.3 17q25
ology, Sec7 and coRefSeq 19 19 19q13.32 19q13.3
5720 RefSeq 14 14 14q11.2 14q11.2
5863 RefSeq 6 6 6p21.32 6p21.3

GTPase-activating pRefSeq 1 1 1q41 1q41
5900 RefSeq 9 9 9q34.2 9q34.3
5905 RefSeq 22 22 22q13.2 22q13
5909 RefSeq 1 1 1p36.12 1p36.1-p35
5910 RefSeq 4 4 4q23 4q23-q25
5921 RefSeq 5 5 5q14.3 5q13.3
5922 RefSeq 3 3 3q23 3q22-q23
22821 RefSeq 13 13 13q34 13q34
9462 RefSeq 1 1 1q25.2 1q24

al protein LOC1458RefSeq 15 15 15q25.1 15q24
8434 RefSeq 9 9 9p13.3 9p13-p12
23179 RefSeq 1 1 1q25.3 1q25.3
266747 RefSeq 22 22 22q11.23 22q11.23
6050 RefSeq 11 11 11p15.5 11p15.5
51156 RefSeq 14 14 14q32.13 14q32.13
5104 RefSeq 14 14 14q32.13 14q32.1
1992 RefSeq 6 6 6p25.2 6p25
cysteine) proteina RefSeq 18 18 18q21.33 18q21.3-q22
6317 RefSeq 18 18 18q21.33 18q21.3
6318 RefSeq 18 18 18q21.33 18q21.3
5268 RefSeq 18 18 18q21.33 18q21.3
5176 RefSeq 17 17 17p13.3 17p13.1
710 RefSeq 11 11 11q12.1 11q12-q13.1
5274 RefSeq 3 3 3q26.1 3q26.1
5276 RefSeq 3 3 3q26.1 3q26.1-q26.2



10044 RefSeq 9 9 9q34.11 9q34.11
6590 RefSeq 20 20 20q13.12 20q12
s homolog 2 (Dros RefSeq 14 14 14q21.3 14q21
6690 RefSeq 5 5 5q32 5q32
11005 RefSeq 5 5 5q32 5q32
10653 RefSeq 19 19 19q13.2 19q13.1
7035 RefSeq 2 2 2q32.1 2q31-q32.1
7076 RefSeq X X Xp11.3 Xp11.3-p11.23
7077 RefSeq 17 17 17q25.3 17q25
7078 RefSeq 22 22 22q12.3 22q12.1-q13.2
7079 RefSeq 3 3 3p25.2 3p25
7454 RefSeq X X Xp11.23 Xp11.4-p11.21
58189 RefSeq 16 16 16q24.1 16q24.3
58 RefSeq 1 1 1q42.13 1q42.13-q42.2
59 RefSeq 10 10 10q23.31 10q23.3
60 RefSeq 7 7 7p22.1 7p15-p12
70 RefSeq 15 15 15q14 15q11-q14
71 RefSeq 17 17 17q25.3 17q25
72 RefSeq 2 2 2p13.1 2p13.1
51412 RefSeq 7 7 7q22.1 7q22
10120 RefSeq 2 2 2q11.2 2q11.1-q11.2
10513 RefSeq 17 17 17q23.2 17q21-q23
1639 RefSeq 2 2 2p13.1 2p13
140735 RefSeq 17 17 17q23.2 17q23.2
27019 RefSeq 9 9 9p13.3 9p21-p13
1780 RefSeq 7 7 7q21.3 7q21.3-q22.1
1781 RefSeq 2 2 2q31.1 2q31.1
64837 RefSeq 11 11 11q13.2 11q13.2
147700 RefSeq 19 19 19q13.32 19q13
3831 RefSeq 14 14 14q32.33 14q32.3
6993 RefSeq 6 6 6q25.3 6q25.2-q25.3
1778 RefSeq 14 14 14q32.32 14q32.3-qter
4621 RefSeq 17 17 17p13.1 17p13.1
4622 RefSeq 17 17 17p13.1 17p13.1
58498 RefSeq 7 7 7p13 7p21-p11.2
4644 RefSeq 15 15 15q21.2 15q21
4647 RefSeq 11 11 11q13.5 11q13.5
4976 RefSeq 3 3 3q29 3q28-q29
86 RefSeq 3 3 3q26.33 3q26.33
4625 RefSeq 14 14 14q11.2 14q12
4626 RefSeq 17 17 17p13.1 17p13.1
51168 RefSeq 17 17 17p11.2 17p11.2
4646 6 6q13
183 RefSeq 1 1 1q42.2 1q42-q43
27329 RefSeq 1 1 1p31.3 1p31.1-p22.3
392 RefSeq 11 11 11p11.2 11p12-q12
9826 RefSeq 1 1 1q23.1 1q21
23365 RefSeq 11 11 11q23.3 11q23.3
10392 RefSeq 7 7 7p15.1 7p15-p14
1794 RefSeq 5 5 5q35.1 5q35.1
10818 RefSeq 12 12 12q15 12q15



3084 RefSeq 8 8 8p12 8p21-p12

5618 RefSeq 5 5 5p13.2 5p14-p13
9265 RefSeq 7 7 7p22.1 7p22.1

7356 RefSeq 11 11 11q12.3 11q12.3-q13.1
7074 RefSeq 21 21 21q22.11 21q22.1
8740 RefSeq 19 19 19p13.3 19p13.3
10451 RefSeq 1 1 1p13.3 1p13.3
177 RefSeq 6 6 6p21.32 6p21.3

cell death 6|| RefSeq 5 5 5p15.33 5pter-p15.2
23746 RefSeq 17 17 17p13.2 17p13.1
55911 RefSeq 16 16 16p11.2 16p11
10603 RefSeq 7 7 7q22.1 7q22
8312 RefSeq 16 16 16p13.3 16p13.3
8313 RefSeq 17 17 17q24.1 17q23-q24
682 RefSeq 19 19 19p13.3 19p13.3
696 RefSeq 6 6 6p22.1 6p22.1
9332 RefSeq 12 12 12p13.31 12p13.3
930 RefSeq 16 16 16p11.2 16p11.2
131450 RefSeq 3 3 3q13.2 3q13.2
922 RefSeq 1 1 1q23.1 1q21-q23
972 RefSeq 5 5 5q32 5q32
973 RefSeq 19 19 19q13.2 19q13.2
974 RefSeq 17 17 17q23.3 17q23
4763 RefSeq 17 17 17q11.2 17q11.2
1062 RefSeq 4 4 4q24 4q24-q25
26153 14 14q32.33

3832 RefSeq 10 10 10q23.33 10q24.1
113220 RefSeq 9 9 9q32 9q32
63971 RefSeq 6 6 6p22.3 6p23
10749 RefSeq 17 17 17p13.2 17p13.2

ain member 2|| RefSeq 5 5 5q12.1 5q12-q13
55605 RefSeq 12 12 12q12 12q12
3835 RefSeq 16 16 16p11.2 16p11.2
3834 RefSeq 6 6 6q27 6q27
11004 RefSeq 1 1 1p34.1 1p34.1
11127 RefSeq 5 5 5q23.3 5q31
3797 RefSeq 2 2 2p23.3 2p23
24137 RefSeq X X Xq13.1 Xq13.1
3799 RefSeq 10 10 10p11.22 10pter-q22.1
3800 2 2q23.1
64147 RefSeq 3 3 3p21.31 3p21.31
3833 6 6p21.3
3801 RefSeq 16 16 16q13 16q13-q21
56992 RefSeq 3 3 3p21.31 3p21.31
84643 RefSeq 17 17 17q22 17q22
23095 RefSeq 1 1 1p36.22 1p36.2
9585 RefSeq 10 10 10q23.31 10q23.31
547 RefSeq 2 2 2q37.3 2q37.3



9928 1 1pter-q31.3
57576 RefSeq 1 1 1p36.12 1p36.12
10112 RefSeq 5 5 5q31.2 5q31
9493 RefSeq 15 15 15q23 15q23
3798 RefSeq 12 12 12q13.3 12q13.13
81930 RefSeq 11 11 11p14.1 11p14.1
9371 RefSeq 20 20 20q11.21 20q11.21
54 RefSeq 19 19 19p13.2 19p13.3-p13.2
5530 RefSeq 4 4 4q24 4q21-q24
10519 RefSeq 15 15 15q26.1 15q25.3-q26
5535 RefSeq 9 9 9q31.1 9q31.1
5723 RefSeq 7 7 7p11.2 7p15.2-p15.1
52 RefSeq 2 2 2p25.3 2p25
55 RefSeq 3 3 3q22.1 3q21-q23
8556 RefSeq 1 1 1p21.2 1p21

RefSeq 9 9q22.33
993 RefSeq 3 3 3p21.31 3p21
994 RefSeq 20 20 20p13 20p13
995 RefSeq 5 5 5q31.2 5q31
58190 RefSeq 2 2 2q35 2q35
8446 RefSeq 2 2 2p13.1 2p13.1
7957 RefSeq 6 6 6q24.3 6q24
3636 RefSeq 11 11 11q13.4 11q23
114971 11 11p11.2
333926 RefSeq 1 1 1p13.2 1p13.2
4534 RefSeq X X Xq28 Xq28
8613 RefSeq 1 1 1p32.2 1pter-p22.1
8612 RefSeq 19 19 19p13.3 19p13
8493 RefSeq 17 17 17q23.2 17q23.2
5507 RefSeq 10 10 10q23.32 10q23-q24
8781 mRNA 7 7 7p11.2 7q11.2
5728 RefSeq 10 10 10q23.31 10q23.3
11191 mRNA 9 9 9p13.3 9p21
5784 RefSeq 1 1 1q41 1q32.2
10076 RefSeq 1 1 1p35.3 1p35.3-p35.1
93492 RefSeq 13 13 13q12.11 13q12.11
9150 RefSeq 18 18 18q23 18q23
57171 RefSeq 9 9 9q34.11 9q34.1
11266 RefSeq 1 1 1q23.3 1q21-q22
51207 RefSeq 10 10 10q22.2 10q22.2
11072 RefSeq 17 17 17q12 17q12
128853 RefSeq 20 20 20q11.21 20q11.21
80824 RefSeq 12 12 12p13.2 12p13
150290 RefSeq 22 22 22q12.2 22q12.2
142679 RefSeq 2 2 2q32.1 2q32.1
63904 RefSeq X X Xp11.3 Xp11.4-p11.23
1845 RefSeq 17 17 17q21.31 17q21
1852 RefSeq X X Xq28 Xq28
23770 RefSeq 19 19 19p13.11 19p12
79948 RefSeq 19 19 19p13.3 19p13.3
54935 RefSeq 1 1 1q23.2 1q23.2



2819 RefSeq 12 12 12q13.12 12q12-q13

78986 RefSeq 8 8 8p12 8p12

51657 RefSeq 7 7 7q11.23 7q11.23
8776 RefSeq X X Xq28 Xq28
8898 RefSeq 11 11 11q21 11q22
9110 RefSeq 17 17 17q23.2 17q22-q23
9107 RefSeq 13 13 13q12.13 13q12

55613 RefSeq X X Xq11.2 Xq11.2
57546 RefSeq 16 16 16q22.1 16q22.1
23239 RefSeq 18 18 18q21.33 18q21.33
5475 RefSeq X X Xp22.13 Xp22.2-p22.1
5470 RefSeq 4 4 4q21.1 4q21.1
5495 RefSeq 2 2 2p21 2p21
22843 RefSeq 17 17 17q23.2 17q23.2

hatase 1F (PP2C d RefSeq 22 22 22q11.22 22q11.22
5496 RefSeq 2 2 2p23.3 2p23.3
151742 RefSeq 3 3 3q25.33 3q25.33-q26.1
54704 RefSeq 8 8 8q22.1 8q22.1
5499 RefSeq 11 11 11q13.2 11q13
5500 RefSeq 2 2 2p23.2 2p23
84988 RefSeq 8 8 8q24.3 8q24.3

sphatase 1, regulatRefSeq 8 8 8p23.1 8p23.1
5509 RefSeq 20 20 20q13.33 20q13.3
5518 RefSeq 19 19 19q13.41 19q13.41
5519 RefSeq 11 11 11q23.1 11q23.2
5525 RefSeq 1 1 1q32.3 1q32.2-q32.3
5526 RefSeq 11 11 11q13.1 11q12-q13
5527 RefSeq 14 14 14q32.31 14q32
5528 RefSeq 6 6 6p21.1 6p21.1
5529 RefSeq 14 14 14q23.2 14q23.1
5533 RefSeq 8 8 8p21.3 8p21.3
9989 RefSeq 18 18 18p11.22 18p11.22
5536 RefSeq 19 19 19q13.32 19q13.3
5537 RefSeq 9 9 9q33.3 9q33.3
7803 RefSeq 6 6 6q12 6q12
8073 RefSeq 1 1 1p35.2 1p35
11156 RefSeq 8 8 8q24.3 8q24.3
138639 RefSeq 9 9 9q22.32 9q22.32
9200 RefSeq 10 10 10p12.33 10p14-p13
5770 RefSeq 20 20 20q13.13 20q13.1-q13.2
5781 RefSeq 12 12 12q24.13 12q24
5782 RefSeq 7 7 7q11.23 7q11.23
5783 RefSeq 4 4 4q21.3 4q21.3
11099 RefSeq 14 14 14q31.3 14q31.3
26191 RefSeq 1 1 1p13.2 1p13.3-p13.1
25930 RefSeq 3 3 3p21.31 3p21.3
5774 RefSeq 9 9 9q31.3 9q31
5775 RefSeq 2 2 2q14.2 2q14.2



5778 RefSeq 1 1 1q32.1 1q32.1
5780 RefSeq 15 15 15q24.2 15q23

e phosphatase, recRefSeq 20 20 20p13 20p13
5787 RefSeq 12 12 12q15 12q15-q21
5788 RefSeq 1 1 1q31.3 1q31-q32
5789 RefSeq 9 9 9p24.1 9p23-p24.3
5791 RefSeq 10 10 10q26.2 10q26
5792 RefSeq 1 1 1p34.2 1p34
5794 RefSeq 19 19 19q13.42 19q13.4
5796 RefSeq 6 6 6q22.33 6q22.2-23.1
5797 RefSeq 18 18 18p11.23 18p11.2
5798 RefSeq 2 2 2q35 2q35-q36.1
5799 RefSeq 7 7 7q36.3 7q36
5800 RefSeq 12 12 12p12.3 12p13.3-p13.2
5802 RefSeq 19 19 19p13.3 19p13.3
5803 RefSeq 7 7 7q31.32 7q31.3
8732 RefSeq 6 6 6q15 6q16
54434 RefSeq 12 12 12q24.11 12q24.11
85464 RefSeq 17 17 17q11.2 17q11.2
54961 RefSeq 11 11 11q13.2 11q13.2
6815 RefSeq 14 14 14q22.1
160760 RefSeq 12 12 12q24.11 12q24.11
23371 RefSeq 12 12 12q13.13 12q13.13

7179 RefSeq 21 21 21p11.2 21p11
8897 RefSeq 22 22 22q12.2 22q12.2
5494 RefSeq 14 14 14q23.1 14q23.1
5532 RefSeq 10 10 10q22.2 10q21-q22
10454 RefSeq 22 22 22q13.1 22q13.1
5521 RefSeq 5 5 5q32 5q31-5q32
9562 RefSeq 10 10 10q23.31 10q23
1500 RefSeq 11 11 11q12.1 11q11
26469 RefSeq 2 2 2q21.1 2q21.1
1365 RefSeq 7 7 7q11.23 7q11.23
1364 RefSeq 7 7 7q11.23 7q11.23
8218 RefSeq 22 22 22q11.21 22q11.2
10871 RefSeq 17 17 17q25.1 17q25.1
1271 RefSeq 9 9 9p13.3 9p13
1398 RefSeq 17 17 17p13.3 17p13.3
64109 RefSeq X Xp22.3
1438 RefSeq X Xp22.32 and Yp11.
1525 RefSeq 21 21 21q21.1 21q21.1
1630 RefSeq 18 18 18q21.1 18q21.3
10682 RefSeq X X Xp11.23 Xp11.23-p11.22
10913 RefSeq 2 2 2q13 2q11-q13
2152 RefSeq 1 1 1p21.3 1p22-p21
115350 RefSeq 1 1 1q23.1 1q21-q22
115352 RefSeq 1 1 1q23.1 1q21-q22
28982 RefSeq 1 1 1q32.3 1q32.3
27315 RefSeq 11 11 11p15.4 11p15.5
84824 RefSeq 1 1 1q23.3 1q23.3



10468 RefSeq 5 5 5q11.2 5q11.2
2674 RefSeq 10 10 10q25.3 10q26
64096 RefSeq 20 20 20p13 20p13-p12
2690 RefSeq 5 5 5p12 5p13-p12
2697 RefSeq 6 6 6q22.31 6q21-q23.2
9527 RefSeq 17 17 17q11.2 17q11
9570 RefSeq 17 17 17q21.32 17q21
64582 RefSeq 14 14 14q23.1 14q23.1
350383 RefSeq 17 17 17q25.1 17q25.1
10750 RefSeq 17 17 17p11.2 17p11.2
9402 RefSeq 22 22 22q13.1 22q13.2
2887 RefSeq 7 7 7p12.2 7p12-p11.2
2888 RefSeq 2 2 2q24.3 2q22-q24
2886 RefSeq 17 17 17q12 17q12
2890 RefSeq 5 5 5q33.2 5q33
2891 RefSeq 4 4 4q32.1 4q32-q33
2892 RefSeq X X Xq25 Xq25-q26
2893 RefSeq 11 11 11q22.3 11q22
2895 RefSeq 4 4 4q22.3 4q22
2898 RefSeq 6 6 6q16.3 6q16.3-q21
2899 RefSeq 1 1 1p34.3 1p34-p33
2900 RefSeq 11 11 11q23.3 11q22.3
2901 RefSeq 19 19 19q13.2 19q13.2
116443 RefSeq 9 9 9q31.1 9q31.1
81488 RefSeq 15 15 15q21.3 15q22.1
84868 RefSeq 5 5 5q33.3 5q33.3
3077 RefSeq 6 6 6p22.2 6p21.3
3105 RefSeq 6 6 6p21.33 6p21.3
3106 RefSeq 6 6 6p21.33 6p21.3
3107 RefSeq 6 6 6p21.33 6p21.3
3109 RefSeq 6 6 6p21.32 6p21.3
3111 RefSeq 6 6 6p21.32 6p21.3
3112 RefSeq 6 6 6p21.32 6p21.3
3115 RefSeq 6 6 6p21.32 6p21.3
3117 RefSeq 6 6 6p21.32 6p21.3
3119 6 6p21.3
3122 RefSeq 6 6 6p21.32 6p21.3
compatibility comp RefSeq 6 6p21.3
3133 RefSeq 6 6 6p21.33 6p21.3
3135 RefSeq 6 6 6p22.1 6p21.3
353164 RefSeq 12 12 12p13.2 12p13
3590 RefSeq 9 9 9p13.3 9p13
3597 RefSeq X X Xq24 Xq24
8807 RefSeq 2 2 2q11.2 2p24.3-p24.1
11141 RefSeq X X Xp21.3 Xp22.1-p21.3
53832 RefSeq 6 6 6q23.3 6q22.33-q23.1
116379 RefSeq 6 6 6q23.3 6q25.1
149233 RefSeq 1 1 1p31.2 1p31.2
163702 RefSeq 1 1 1p36.11 1p36.11
23547 RefSeq 19 19 19q13.42 19q13.4
342510 RefSeq 17 17 17q25.1 17q25.1



3708 RefSeq 3 3 3p26.1 3p26-p25
3710 RefSeq 6 6 6p21.31 6p21
3757 RefSeq 7 7 7q36.1 7q35-q36
23416 RefSeq 12 12 12q13.12 12q13
23415 RefSeq 17 17 17q21.2 17q21.2
90134 RefSeq 2 2 2q24.2 2q24.2
131096 RefSeq 3 3 3p24.3 3p24.3
11015 RefSeq 22 22 22q13.1 22q13.1

munoglobulin-like reRefSeq 19 19p13.3
compatibility comp RefSeq 6 6 6p21.32 6p21.3
201562 RefSeq 3 3 3q21.1 3q21.1
tein SA|| RefSeq 3 3 3p22.2 3p21.3
27040 RefSeq 16 16 16p11.2 16p11.2

RefSeq 1 1 1p31.2 1p31
y factor (cholinergicRefSeq 22 22 22q12.2 22q12.2
10859 RefSeq 19 19 19q13.42 19q13.4
10288 RefSeq 19 19 19q13.42 19q13.4
11006 RefSeq 19 19 19q13.42 19q13.4
10990 RefSeq 19 19 19q13.42 19q13.4
55716 RefSeq 12 12 12q13.12 12q13.12
4037 RefSeq 19 19 19q13.11 19q13.11
4041 RefSeq 11 11 11q13.2 11q13.4
4059 RefSeq 19 19 19q13.31 19q13.2
283316 RefSeq 12 12 12p13.31 12p13.3
4074 RefSeq 12 12 12p13.31 12p13
84441 RefSeq 11 11 11q21 11q21
8685 RefSeq 2 2 2q14.2 2q12-q13
4163 RefSeq 5 5 5q22.2 5q21-q22
4179 RefSeq 1 1 1q32.2 1q32
4352 RefSeq 1 1 1p34.2 1p34
164091 RefSeq 1 1 1p36.11 1p36.11
931 RefSeq 11 11 11q12.2 11q12
64231 RefSeq 11 11 11q12.1 11q12.1
58475 RefSeq 11 11 11q12.2 11q12
83661 RefSeq 11 11 11q12.2 11q12.2
4481 RefSeq 8 8 8p22 8p22
23625 RefSeq 11 11 11q13.1 11q23
4653 RefSeq 1 1 1q24.3 1q23-q24
9437 RefSeq 19 19 19q13.42 19q13.42
259197 RefSeq 6 6 6p21.33 6p21.3
4804 RefSeq 17 17 17q21.33 17q21-q22
349667 RefSeq 11 11 11q12.1 11q12.1
146760 RefSeq 17 17 17p13.3 17p13.3
146722 RefSeq 17 17 17q25.1 17q25.1
4864 RefSeq 18 18 18q11.2 18q11-q12
23467 RefSeq 22 22 22q13.1 22q13.1
8828 RefSeq 2 2 2q33.3 2q33.3
8439 RefSeq 8 8 8q12.1 8q12-q13
266743 RefSeq 11 11 11q13.2 11q13
126014 RefSeq 19 19 19q13.42 19q13.42
9180 RefSeq 5 5 5p13.1 5p13.1



5133 RefSeq 2 2q37.3
5187 RefSeq 17 17 17p13.1 17p13.1-17p12
8864 RefSeq 2 2 2q37.3 2q37.3
5314 RefSeq 6 6 6p12.2 6p12.2
5329 RefSeq 19 19 19q13.31 19q13
55558 RefSeq X X Xq28 Xq28
5365 RefSeq X X Xq28 Xq28
55629 RefSeq 1 ? 1p36.11 1p36.11
114908 RefSeq 11 11 11q22.2 11q22.1
5544 RefSeq 12 12 12p13.2 12p13.2
10544 RefSeq 20 20 20q11.22 20q11.2
5662 RefSeq 10 10 10q24.32 10q24
26470 RefSeq 16 16 16p11.2 16p11.2
5727 RefSeq 9 9 9q22.32 9q22.3
8643 RefSeq 1 1 1p34.1 1p33-p34
5817 RefSeq 19 19 19q13.31 19q13.2
5819 RefSeq 19 19 19q13.31 19q13.2-q13.4
10266 RefSeq 17 17 17q21.2 17q12-q21.1
10268 RefSeq 7 7 7p13 7p13-p12
51720 RefSeq 5 5 5q35.2 5q35.2
26575 RefSeq 6 6 6q25.2 6q25.3
6091 RefSeq 3 3 3p12.3 3p12
65078 RefSeq 22 22 22q11.21 22q11.21
8935 RefSeq 7 7 7p15.2 7p21-p15
949 RefSeq 12 12 12q24.31 12q24.31
29106 RefSeq 15 15 15q21.2 15q21
27020 RefSeq 15 15 15q24.1 15q22
10371 RefSeq 7 7 7q21.11 7p12.1
6405 RefSeq 3 3 3p21.31 3p21.3
10507 RefSeq 9 9 9q22.2 9q22-q31
10501 RefSeq 19 19 19p13.3 19p13.3
6422 RefSeq 8 8 8p11.21 8p12-p11.1

6424 RefSeq 7 7 7p14.1 7p14.1
6425 RefSeq 10 10 10q24.2 10q24.1
51463 RefSeq 1 1 1q21.1 1p36.13-q31.3
4068 RefSeq X X Xq25 Xq25-q26
6450 RefSeq 21 21 21q22.2 21q22.3
9467 RefSeq 3 3 3p25.1 3p24.3
124583 RefSeq 17 17 17q25.3 17q25.3
6461 RefSeq 9 9 9p13.2 9p12-p11
open reading fram RefSeq 9 9 9q22.1 9q22.1-q22.2
10572 RefSeq 14 14 14q32.33 14q32.33
6503 RefSeq 8 8 8q24.22 8q22.3-qter
114836 RefSeq 1 1 1q23.2 1q23.2-q23.3
51429 RefSeq 6 6 6q25.3 6q25.1-q26
receptor, L(DLR clRefSeq 11 11 11q23.3 11q23.2-q24.2
79368 RefSeq 1 1 1q23.1 1q21
8027 RefSeq 10 10 10p12.33 10p14-p13
3925 RefSeq 1 1 1p36.11 1p36.1-p35
4070 RefSeq 1 1 1p32.1 1p32-p31



5726 RefSeq 7 7 7q34 7q34
10342 RefSeq 3 3 3q12.2 3q12.2
9392 RefSeq 2 2 2q12.1 2q12.1
10226 RefSeq 19 19 19p13.3 19p13.3
114609 RefSeq 11 11 11q24.2 11q24.2
81793 RefSeq 4 4 4p14 4p14
7100 RefSeq 1 1q41-q42
51284 RefSeq X X Xp22.2 Xp22.3
54106 RefSeq 3 3 3p21.2 3p21.3

ecrosis factor recepRefSeq 8 8 8p21.3 8p22-p21
8793 RefSeq 8 8 8p21.3 8p21
8792 RefSeq 18 18 18q21.33 18q22.1
23495 RefSeq 17 17 17p11.2 17p11.2
608 RefSeq 16 16 16p13.13 16p13.1
84957 RefSeq 11 11 11q13.4 11q13.4
27242 RefSeq 6 6 6p12.3 6p21.1-12.2
958 RefSeq 20 20 20q13.12 20q12-q13.2
355 RefSeq 10 10 10q23.31 10q24.1
943 RefSeq 1 1 1p36.22 1p36
3604 RefSeq 1 1 1p36.23 1p36
7159 RefSeq 1 1 1q42.11 1q42.1
8717 RefSeq 16 16 16q22.1 16q22
54210 RefSeq 6 6 6p21.1 6p21.1
54209 RefSeq 6 6 6p21.1 6p21.1
124599 RefSeq 17 17 17q25.1 17q25.1
7223 RefSeq 13 13 13q13.3 13q13.1-q13.2
57113 RefSeq 5 5 5q31.1 5q31.1
54795 RefSeq 19 19 19q13.33 19q13.33
51393 RefSeq 17 17 17p11.2 17p11.2
162514 RefSeq 17 17 17p13.2 17p13.2
7305 RefSeq 19 19 19q13.12 19q13.1
219699 RefSeq 10 10 10q22.1 10q22.1
8633 RefSeq 4 4 4q22.3 4q21-q23
10163 RefSeq 1 1 1p36.11 1p36.11-p34.3
7471 RefSeq 12 12 12q13.12 12q13
80326 RefSeq 2 2 2q35 2q35
7480 RefSeq 12 12 12q13.12 12q13
7481 RefSeq 11 11 11q13.5 11q13.5
51384 RefSeq 7 7 7q31.31 7q31
7472 RefSeq 7 7 7q31.2 7q31
7482 RefSeq 1 1 1p13.2 1p13
7473 RefSeq 17 17 17q21.31 17q21
89780 RefSeq 1 1 1q42.13 1q42
54361 RefSeq 1 1 1p36.12 1p36.23-p35.1
81029 RefSeq 12 12 12p13.33 12p13.3
7475 RefSeq 2 2 2q35 2q35
7477 RefSeq 22 22 22q13.31 22q13
7478 RefSeq 5 5 5q31.2 5q31
7479 RefSeq 10 10 10q24.31 10q24
7483 RefSeq 1 1 1q42.13 1q42
7484 RefSeq 17 17 17q21.31 17q21



9466 RefSeq 19 19 19p13.12 19p13.11
7783 RefSeq 16 16 16p12.2 16p12
133 RefSeq 11 11 11p15.4 11p15.4
181 RefSeq 16 16 16q22.1 16q22
11216 RefSeq 17 17 17p11.2 17p11.1
10142 RefSeq 7 7 7q21.2 7q21-q22
214 RefSeq 3 3 3q13.11 3q13.1
268 RefSeq 19 19 19p13.3 19p13.3
284 RefSeq 8 8 8q23.1 8q22.3-q23
285 RefSeq 8 8 8p23.1 8p23.1
9068 RefSeq 1 1 1q25.2 1q25.2
23452 RefSeq 9 9 9q33.3 9q34
23780 RefSeq 22 22 22q12.3 22q12
374 RefSeq 4 4 4q13.3 4q13-q21
433 RefSeq 17 17 17p13.1 17p
434 RefSeq 20 20 20q11.22 20q11.2-q12
551 RefSeq 20 20 20p13 20p13
9530 RefSeq 8 8 8p12 8p12
8915 RefSeq 1 1 1p22.3 1p22

eurotrophic factor|| RefSeq 11 11 11p14.1 11p13
9210 RefSeq X X Xp11.22 Xp11.2
650 RefSeq 20 20 20p12.3 20p12
651 RefSeq 4 4 4q21.21 4p14-q21
652 RefSeq 14 14 14q22.2 14q22-q23
653 RefSeq 6 6 6p12.1 6p12.1
654 RefSeq 6 6 6p24.3 6p24-p23
655 RefSeq 20 20 20q13.31 20q13
656 RefSeq 1 1 1p34.2 1p35-p32
9256 RefSeq 17 17 17q23.2 17q22-q23
706 RefSeq 22 22 22q13.2 22q13.31
54360 RefSeq 4 4 4p16.2 4p16-p15
22918 RefSeq 20 20 20p11.21 20p11.21
885 RefSeq 3 3 3p22.1 3p22-p21.3
6346 RefSeq 17 17 17q12 17q12
6356 RefSeq 17 17 17q12 17q21.1-q21.2
6357 RefSeq 17 17 17q12 17q11.2
C motif) ligand 14| RefSeq 17 17 17q12 17q11.2
C motif) ligand 14| RefSeq 17 17 17q12 17q11.2
6360 RefSeq 17 17 17q12 17q11.2
6362 RefSeq 17 17 17q12 17q11.2
6363 RefSeq 9 9 9p13.3 9p13
6364 RefSeq 2 2 2q36.3 2q33-q37
6366 RefSeq 9 9 9p13.3 9p13
6367 RefSeq 16 16 16q13 16q13
6369 RefSeq 7 7 7q11.23 7q11.23
10344 RefSeq 7 7 7q11.23 7q11.23
10850 RefSeq 9 9 9p13.3 9p13
56477 RefSeq 5 5 5p12 5p12
6349 RefSeq 17 17 17q21.1
6352 RefSeq 17 17 17q12 17q11.2-q12
6354 RefSeq 17 17 17q12 17q11.2-q12



6355 RefSeq 17 17 17q12 17q11.2
929 RefSeq 5 5 5q31.3 5q22-q32
912 RefSeq 1 1 1q23.1 1q22-q23
914 RefSeq 1 1 1p13.1 1p13
10332 RefSeq 19 19 19p13.2 19p13
940 RefSeq 2 2 2q33.2 2q33
945 RefSeq 19 19 19q13.41 19q13.3
948 RefSeq 7 7 7q21.11 7q11.2
915 RefSeq 11 11 11q23.3 11q23
917 RefSeq 11 11 11q23.3 11q23
919 RefSeq 1 1 1q24.2 1q22-q23
960 RefSeq 11 11 11p13 11p13
921 RefSeq 11 11 11q12.2 11q13
923 RefSeq 11 11 11q12.2 11q13
969 RefSeq 12 12 12p13.31 12p13-p12
971 RefSeq 9 9 9p13.3 9p13.3
925 RefSeq 2 2 2p11.2 2p12
926 RefSeq 2 2 2p11.2 2p12
8099 RefSeq 12 12 12q24.31 12q24.31
1081 RefSeq 6 6 6q15 6q12-q21
1114 RefSeq 20 20 20p12.3 20pter-p12
51192 RefSeq 16 16 16q22.1 16q22.1
112616 RefSeq 3 3 3p23 3p23
23529 RefSeq 11 11 11q13.2 11q13.3
51266 RefSeq 12 12 12p13.31 12p13.31
338339 RefSeq 12 12 12p13.31 12p13.31

ein 91 homolog (m RefSeq 11 11 11q12.1 11q12
1378 RefSeq 1 1 1q32.2 1q32
1380 RefSeq 1 1 1q32.2 1q32
1392 RefSeq 8 8 8q13.1 8q13
1435 RefSeq 1 1 1p13.3 1p21-p13
1437 RefSeq 5 5 5q23.3 5q31.1
1439 RefSeq 22 22 22q12.3 22q13.1
1440 RefSeq 17 17 17q21.1 17q11.2-q12
1441 RefSeq 1 1 1p34.3 1p35-p34.3
1444 RefSeq 17 17 17q23.3 17q24.2
1489 RefSeq 16 16 16p11.2 16p11.2-p11.1
6376 RefSeq 16 16 16q13 16q13
6373 RefSeq 4 4 4q21.1 4q21.2
10563 RefSeq 4 4 4q21.1 4q21
26999 RefSeq 5 5 5q33.3 5q33.3
1605 RefSeq 3 3 3p21.31 3p21
1622 RefSeq 2 2 2q14.2 2q12-q21
9936 RefSeq 2 2 2q24.2 2q24.2

drome critical regio RefSeq 22 22 22q11.21 22q11.21
1729 RefSeq 5 5 5q31.3 5q31

RefSeq 1 1 1p36.22 1p36
9231 RefSeq 10 10 10q22.3 10q23
10683 RefSeq 19 19 19q13.2 19q13
54567 RefSeq 15 15 15q15.1 15q14
1755 RefSeq 10 10 10q26.13 10q25.3-q26.1



9046 RefSeq 8 8 8p21.3 8p21.3
55715 RefSeq 16 16 16q13 16q13
55816 RefSeq 20 20 20q13.2 20q13.2
1839 RefSeq 5 5 5q31.2 5q23
1855 RefSeq 1 1 1p36.33 1p36
1856 RefSeq 17 17 17p13.1 17p13.2
1896 RefSeq X X Xq13.1 Xq12-q13.1
10085 RefSeq 5 5 5q14.3 5q14
1906 RefSeq 6 6 6p24.1 6p24.1
1908 RefSeq 20 20 20q13.32 20q13.2-q13.3
1942 RefSeq 1 1 1q22 1q21-q22
1943 RefSeq 19 19 19p13.3 19p13.3
1946 RefSeq 5 5 5q21.3 5q21
1947 RefSeq X X Xq13.1 Xq12
1948 RefSeq 13 13 13q33.3 13q33
1950 RefSeq 4 4 4q25 4q25
25975 RefSeq X X Xp22.2 Xp22
2056 RefSeq 7 7 7q22.1 7q22
58513 RefSeq 19 19 19p13.11 19p13.11
2069 RefSeq 4 4 4q13.3 4q13.3
11082 RefSeq 5 5 5q11.2 5q11.2
8772 RefSeq 11 11 11q13.3 11q13.3
2204 RefSeq 19 19 19q13.42 19q13.2-q13.4
2205 RefSeq 1 1 1q23.2 1q23
2207 RefSeq 1 1 1q23.3 1q23
2208 RefSeq 19 19 19p13.2 19p13.3
2209 RefSeq 1 1 1q21.2 1q21.2-q21.3
2212 RefSeq 1 1 1q23.3 1q23

of IgG, low affinity RefSeq 1 1 1q23.3 1q23
of IgG, low affinity RefSeq 1 1 1q23.3 1q23
2217 RefSeq 19 19 19q13.33 19q13.3
10116 RefSeq 15 15 15q23 15q22
2246 RefSeq 5 5 5q31.3 5q31
2255 RefSeq 5 5 5p12 5p13-p12
2256 RefSeq 17 17 17p13.1 17p13.1
2258 RefSeq X X Xq26.3 Xq26.3

wth factor 14|| RefSeq 13 13 13q33.1 13q34
8823 RefSeq X X Xq21.1 Xq13
8822 RefSeq 8 8 8p21.3 8p21
8817 RefSeq 5 5 5q35.1 5q34
9965 RefSeq 11 11 11q13.3 11q13.1
26281 RefSeq 8 8 8p22 8p22-p21.3
26291 RefSeq 19 19 19q13.33 19q13.1-qter
8074 RefSeq 12 12 12p13.32 12p13.3
2248 RefSeq 11 11 11q13.3 11q13
2249 RefSeq 11 11 11q13.3 11q13.3
2250 RefSeq 4 4 4q21.21 4q21
2251 RefSeq 12 12 12p13.32 12p13

|| RefSeq 15 15 15q21.2 15q15-q21.1
2253 RefSeq 10 10 10q24.32 10q24
2254 RefSeq 13 13 13q12.11 13q11-q12



2277 RefSeq X X Xp22.2 Xp22.31
2316 RefSeq X X Xq28 Xq28
2323 RefSeq 19 19 19q13.33 19q13.3
2348 RefSeq 11 11 11q13.4 11q13.3-q14.1
2350 RefSeq 11 11 11q13.4 11q13.3-q13.5
2352 RefSeq 11 11 11q13.4 11q13
10817 RefSeq 6 6 6p21.1 6p21.1
2487 RefSeq 2 2 2q32.1 2qter
2488 RefSeq 11 11 11p14.1 11p13
2549 RefSeq 4 4 4q31.21 4q31.21
2520 RefSeq 17 17 17q21.2 17q21
assurance homoloRefSeq 19 19 19p13.11 19p12
2662 RefSeq 10 10 10q11.22 10q11.22
10220 RefSeq 12 12 12q13.2 12q13.2
9518 RefSeq 19 19 19p13.11 19p13.1-13.2
2658 RefSeq 10 10 10q11.22 10q11.22
8200 RefSeq 20 20 20q11.22 20q11.2
2660 RefSeq 2 2 2q32.2 2q32.2
2661 RefSeq 5 5 5q31.1 5q31.1
2668 RefSeq 5 5 5p13.2 5p13.1-p12
2676 RefSeq 5 5 5q31.2 5q31.1-q31.3
2689 RefSeq 17 17 17q23.3 17q24.2
2691 RefSeq 20 20 20q11.23 20q11.2

or|| RefSeq 3 3 3p25.3 3p26-p25
2695 RefSeq 17 17 17q21.32 17q21.3-q22
2734 RefSeq 16 16 16q22.3 16q22-q23
2796 RefSeq 8 8 8p21.2 8p21-p11.2
2797 RefSeq 20 20 20p13 20p13
2811 RefSeq 17 17 17p13.2 17pter-p12
51206 RefSeq 19 19 19q13.42 19q13.4
2885 RefSeq 17 17 17q25.1 17q24-q25
2922 RefSeq 18 18 18q21.32 18q21.1-q21.32
57817 RefSeq 19 19 19q13.12 19q13.1
3068 RefSeq 1 1 1q23.1 1q21-q23
3108 RefSeq 6 6 6p21.32 6p21.3
9324 RefSeq 6 6 6q14.1 6q14.1
3375 RefSeq 12 12 12p12.1 12p12.3-p12.1
3383 RefSeq 19 19 19p13.2 19p13.3-p13.2
3384 RefSeq 17 17 17q23.3 17q23-q25
3385 RefSeq 19 19 19p13.2 19p13.3-p13.2
3446 RefSeq 9 9 9p21.3 9p22
3447 RefSeq 9 9 9p21.3 9p22
3448 RefSeq 9 9 9p21.3 9p22
3449 RefSeq 9 9 9p21.3 9p22
3451 RefSeq 9 9 9p21.3 9p22
3440 RefSeq 9 9 9p21.3 9p22
3452 RefSeq 9 9 9p21.3 9p22
3441 RefSeq 9 9 9p21.3 9p22
3442 RefSeq 9 9 9p21.3 9p22
3443 RefSeq 9 9 9p21.3 9p22
3445 RefSeq 9 9 9p21.3 9p22



3454 RefSeq 21 21 21q22.11 21q22.1
3455 RefSeq 21 21 21q22.11 21q22.1
3456 RefSeq 9 9 9p21.3 9p21
3458 RefSeq 12 12 12q15 12q14
3459 RefSeq 6 6 6q23.3 6q23-q24
3467 RefSeq 9 9 9p21.3 9p22
3479 RefSeq 12 12 12q23.2 12q22-q23
3481 RefSeq 11 11 11p15.5 11p15.5
3550 RefSeq 5 5 5q31.3 2p15-p14
8517 RefSeq X X Xq28 Xq28
3586 RefSeq 1 1 1q32.1 1q31-q32
3587 RefSeq 11 11 11q23.3 11q23
3588 RefSeq 21 21 21q22.11 21q22.1-q22.2
3589 RefSeq 19 19 19q13.42 19q13.3-q13.4
3593 RefSeq 5 5 5q33.3 5q31.1-q33.1
3594 RefSeq 19 19 19p13.11 19p13.1
3595 RefSeq 1 1 1p31.2 1p31.3-p31.2
3598 RefSeq X X Xq23 Xq13.1-q28
3600 RefSeq 4 4 4q31.21 4q31
3601 RefSeq 10 10 10p15.1 10p15-p14
3603 RefSeq 15 15 15q25.1 15q26.3
3605 RefSeq 6 6 6p12.2 6p12
27190 RefSeq 5 5 5q32 5q32-34
27189 RefSeq 16 16 16q24.3 16q24
23765 RefSeq 22 22 22q11.1 22q11.1
55540 RefSeq 3 3 3p21.1 3p21.1
3606 RefSeq 11 11 11q23.1 11q22.2-q22.3
10068 RefSeq 11 11 11q13.4 11q13
8809 RefSeq 2 2 2q11.2 2q12
29949 RefSeq 1 1 1q32.1 1q32.2
3552 RefSeq 2 2 2q13 2q14
3553 RefSeq 2 2 2q13 2q14
26525 RefSeq 2 2 2q13 2q14
27179 RefSeq 2 2 2q13 2q12-q14.1
27178 RefSeq 2 2 2q13 2q12-q14.1
27177 RefSeq 2 2 2q13 2q12-q14.1
56300 RefSeq 2 2 2q13 2q12-q21
3554 RefSeq 2 2 2q11.2 2q12
7850 RefSeq 2 2 2q11.2 2q12-q22
3556 RefSeq 3 3 3q28 3q28
26280 RefSeq X X Xq22.3 Xq22.2-q22.3
9173 RefSeq 2 2 2q11.2 2q12
8808 RefSeq 2 2 2q11.2 2q12
3557 RefSeq 2 2 2q13 2q14.2
ceptor|| RefSeq 16 16 16p12.1 16p11
50616 RefSeq 12 12 12q15 12q15
58985 RefSeq 1 1 1p36.11 1p36.11
11009 RefSeq 1 1 1q32.1 1q32
55801 RefSeq 12 12 12q15 12q15
3559 RefSeq 10 10 10p15.1 10p15-p14
3560 RefSeq 22 22 22q13.1 22q13



3561 RefSeq X X Xq13.1 Xq13.1
3562 RefSeq 5 5 5q23.3 5q31.1
3563 RefSeq X Xp22.3 or Yp11.3
3565 RefSeq 5 5 5q23.3 5q31.1
3566 RefSeq 16 16 16p12.1 16p11.2-12.1
3567 RefSeq 5 5 5q23.3 5q31.1
3568 RefSeq 3 3 3p26.2 3p26-p24

eron, beta 2)|| RefSeq 7 7 7p15.3 7p21
3570 RefSeq 1 1 1q21.3 1q21
3572 RefSeq 5 5 5q11.2 5q11
3574 RefSeq 8 8 8q21.12 8q12-q13
3575 RefSeq 5 5 5p13.2 5p13
3578 RefSeq 5 5 5q31.1 5q31.1
3581 RefSeq X Xq28 and Yq12
3623 RefSeq 2 2 2q35 2q33-q36
3624 RefSeq 7 7 7p14.1 7p15-p13
3625 RefSeq 2 2 2q14.2 2cen-q13
3626 RefSeq 12 12 12q13.3 12q13.1
3630 RefSeq 11 11 11p15.5 11p15.5
3640 RefSeq 19 19 19p13.11 19p13.2-p12
3641 RefSeq 9 9 9p24.1 9p24
10022 RefSeq 1 1 1p31.2 1p31.1-p22.3
11172 RefSeq 9 9 9p24.1 9p24
8660 RefSeq 13 13 13q34 13q34
8471 RefSeq X X Xq22.3 Xq22.3
8515 RefSeq 1 1 1q21.1 1q21
3673 RefSeq 5 5 5q11.2 5q23-q31
3674 RefSeq 17 17 17q21.31 17q21.32
3675 RefSeq 17 17 17q21.33 17q21.33
3676 RefSeq 2 2 2q31.3 2q31-q32
3678 RefSeq 12 12 12q13.13 12q11-q13
3655 RefSeq 2 2 2q31.1 2q31.1
3679 RefSeq 12 12 12q13.2 12q13

3680 RefSeq 3 3 3p22.3 3p21.3
3682 RefSeq 17 17 17p13.2 17p13
3683 RefSeq 16 16 16p11.2 16p11.2
3684 RefSeq 16 16 16p11.2 16p11.2
3687 RefSeq 16 16 16p11.2 16p11.2
3688 RefSeq 10 10 10p11.22 10p11.2
3689 RefSeq 21 21 21q22.3 21q22.3
3690 RefSeq 17 17 17q21.32 17q21.32
23421 RefSeq 1 1 1p31.3 1p31.3
3691 RefSeq 17 17 17q25.1 17q25
3693 RefSeq 3 3 3q21.2 3q21.2

3714 RefSeq 14 14 14q32.33 14q32
4254 RefSeq 12 12 12q21.32 12q22
10748 RefSeq 12 12 12p13.2 12p13-p12
8302 RefSeq 12 12 12p13.2 12p13.2-p12.3
3824 RefSeq 12 12 12p13.2 12p13



51348 RefSeq 12 12 12p13.31 12p12.3-13.2
3930 RefSeq 1 1 1q42.12 1q42.1
3952 RefSeq 7 7 7q32.1 7q31.3
3956 RefSeq 22 22 22q13.1 22q13.1
3959 RefSeq 17 17 17q25.3 17q25
3965 RefSeq 17 17 17q11.2 17q11.2
3972 RefSeq 19 19 19q13.33 19q13.32
29121 RefSeq 12 12 12p13.31 12p13
53353 RefSeq 2 2 2q22.1 2q21.2
4036 RefSeq 2 2 2q31.1 2q24-q31
4040 RefSeq 12 12 12p13.2 12p11-p13
7804 RefSeq 1 1 1p32.3 1p34
4043 RefSeq 4 4 4p16.3 4p16.3
4046 RefSeq 11 11 11p15.5 11p15.5
4049 RefSeq 6 6 6p21.33 6p21.3
4050 RefSeq 6 6 6p21.33 6p21.3
8425 RefSeq 19 19 19q13.2 19q13.1-q13.2
4055 RefSeq 12 12 12p13.31 12p13
4064 RefSeq 5 5 5q12.3 5q12
4091 RefSeq 15 15 15q22.31 15q21-q22
4192 RefSeq 11 11 11p11.2 11p11.2
8190 RefSeq 19 19 19q13.2 19q13.32-q13.33
4360 RefSeq 10 10 10p12.33
4615 RefSeq 3 3 3p22.3 3p22
4690 RefSeq 3 3 3q22.3 3q21
8440 RefSeq 2 2 2q12.2 2q12
4693 RefSeq X X Xp11.3 Xp11.4
4803 RefSeq 1 1 1p13.1 1p13.1
4828 RefSeq 15 15 15q25.2 15q22-qter
10874 RefSeq 4 4 4q12 4q12
7044 RefSeq 1 1 1q42.12 1q42.1
2812 RefSeq 22 22 22q11.21 22q11.21-q11.23
4856 RefSeq 8 8 8q24.12 8q24.1
4878 RefSeq 1 1 1p36.22 1p36.21
4879 RefSeq 1 1 1p36.22 1p36.2
29982 RefSeq 10 10 10q21.3 10q21.3
4908 RefSeq 12 12 12p13.31 12p13
4909 RefSeq 19 19 19q13.33 19q13.3
4922 RefSeq 12 12 12q21.31 12q21
11054 RefSeq 20 20 20q13.33 20q13.3
4973 RefSeq 12 12 12p13.2 12p13.2-p12.3
4978 RefSeq 11 11 11q25 11q25
5008 RefSeq 22 22 22q12.2 22q12.2

RefSeq
5155 RefSeq 22 22 22q13.1 22q12.3-q13.1
5179 RefSeq 8 8 8q12.1 8q23-q24
5196 RefSeq 4 4 4q13.3 4q12-q21
5228 RefSeq 14 14 14q24.3 14q24-q31
10424 RefSeq 4 4 4q28.2 4q26
55023 RefSeq 6 6 6q14.1 6q14
5364 RefSeq 3 3 3p21.31 3p21.31



10154 RefSeq 12 12 12q22 12q23.3
5367 RefSeq 12 12 12q23.2 12q23-q24
5443 RefSeq 2 2 2p23.3 2p23.3
5617 RefSeq 6 6 6p22.3 6p22.2-p21.3
84432 RefSeq 1 1 1p13.3 1p21
5623 RefSeq 19 19 19p13.3 19p13.3
5744 RefSeq 12 12 12p11.22 12p12.1-p11.2

ptor-related 1 (herpRefSeq 11 11 11q23.3 11q23
11331 RefSeq 12 12 12p13.31 12p13
6013 RefSeq 9 9 9p24.1 9p24.1
6019 RefSeq 9 9 9p24.1 9p24.1
6277 RefSeq 1 1 1q21.3 1q21
6280 RefSeq 1 1 1q21.3 1q21
6320 RefSeq 19 19 19q13.33 19q13.3
9255 RefSeq 4 4 4q24 4q24
6404 RefSeq 12 12 12q24.11 12q24
6504 RefSeq 1 1 1q23.3 1q22-q23
8835 RefSeq 12 12 12q22 12q
6693 RefSeq 16 16p11.2
6734 RefSeq 11 11 11q24.2 11q24.3
29967 RefSeq 8 8 8q22.3 8q22.2-q23.1
6863 RefSeq 7 7 7q21.3 7q21-q22
6866 RefSeq 12 12 12q13.3 12q13-q21
6997 RefSeq 3 3 3p21.31 3p21.31
7038 RefSeq 8 8 8q24.22 8q24.2-q24.3

RefSeq 19 19q13.2
7043 RefSeq 14 14 14q24.3 14q24
7045 RefSeq 5 5 5q31.1 5q31
7049 RefSeq 1 1 1p22.1 1p33-p32
7056 RefSeq 20 20 20p11.21 20p12-cen
7097 RefSeq 4 4 4q31.3 4q32
51311 RefSeq X X Xp22.2 Xp22
7124 RefSeq 6 6 6p21.33 6p21.3
4982 RefSeq 8 8 8q24.12 8q24
51330 RefSeq 16 16 16p13.3 16p13.3
8764 RefSeq 1 1 1p36.32 1p36.3-p36.2
8784 RefSeq 1 1 1p36.33 1p36.3
55504 RefSeq 13 13 13q12.12 13q12.11-q12.3
7132 RefSeq 12 12 12p13.31 12p13.2
7133 RefSeq 1 1 1p36.22 1p36.3-p36.2
8718 RefSeq 1 1 1p36.31 1p36.2
7293 RefSeq 1 1 1p36.33 1p36
8743 RefSeq 3 3 3q26.31 3q26
8600 RefSeq 13 13 13q14.11 13q14

osis factor (ligand) RefSeq 17 17 17p13.1 17p13.1
osis factor (ligand) RefSeq 17 17 17p13.1 17p13.1
10673 RefSeq 13 13 13q33.3 13q32-34
9966 RefSeq 9 9 9q32 9q32
8995 RefSeq 1 1 1q25.1 1q23
7292 RefSeq 1 1 1q25.1 1q25
959 RefSeq X X Xq26.3 Xq26



356 RefSeq 1 1 1q24.3 1q23
970 RefSeq 19 19 19p13.3 19p13
944 RefSeq 9 9 9q32 9q33
8744 RefSeq 19 19 19p13.3 19p13.3
10140 RefSeq 17 17 17q21.33 17q21
54472 RefSeq 11 11 11p15.5 11p
9540 RefSeq 2 2 2p23.3 2p23.3

associated protein RefSeq 16 16 16p13.3 16p13.3
7200 RefSeq 3 3 3q21.3 3q13.3-q21
7205 RefSeq 7 7 7q22.1 7q22
221037 RefSeq 10 10 10q21.3 10q21.3
7349 RefSeq 2 2 2p23.3 2p23-p21
7422 RefSeq 6 6 6p21.1 6p12
7423 RefSeq 11 11 11q13.1 11q13
7424 RefSeq 4 4 4q34.3 4q34.1-q34.3
7425 RefSeq 7 7 7q22.1 7q22
8838 RefSeq 6 6 6q21 6q22-q23
7476 RefSeq 3 3 3p25.1 3p25

motif) ligand 2|| RefSeq 1 1 1q24.2 1q23
6846 RefSeq 1 1 1q24.2 1q23-q25
60401 RefSeq X X Xq12 Xq12
7784 RefSeq 7 7 7q11.23 7q11.23
57007 RefSeq 2 2 2q37.3 2q37.3
10060 RefSeq 12 12 12p12.1 12p12.1
66008 RefSeq 2 2 2q33.1 2q33
80833 RefSeq 22 22 22q12.3 22q13.1
10776 RefSeq 15 15 15q21.2 15q21.2
1134 RefSeq 2 2 2q31.1 2q24-q32
57053 RefSeq 11 11 11p15.4 11p15.5
1135 RefSeq 8 8 8p21.2 8p21
1136 RefSeq 15 15 15q25.1 15q24
1137 RefSeq 20 20 20q13.33 20q13.2-q13.3
1138 RefSeq 15 15 15q25.1 15q24
8973 RefSeq 8 8 8p11.21 8p11.21

eceptor, nicotinic, aRefSeq 15 15 15q13.3 15q14
55584 RefSeq 4 4 4p14 4p14
1140 RefSeq 17 17 17p13.1 17p13.1
1141 RefSeq 1 1 1q21.3 1q21.3
1142 RefSeq 8 8 8p11.21 8p11.2
1144 RefSeq 2 2 2q37.1 2q33-q34
1145 RefSeq 17 17 17p13.2 17p13-p12
8029 RefSeq 10 10 10p13 10p12.31
2554 RefSeq 5 5 5q34 5q34-q35
2555 RefSeq 4 4 4p12 4p12
2556 RefSeq X X Xq28 Xq28
2557 RefSeq 4 4 4p12 4p12
2558 RefSeq 15 15 15q12 15q11.2-q12
2559 RefSeq 5 5 5q34 5q34
2560 RefSeq 4 4 4p12 4p12
2561 RefSeq 5 5 5q34 5q34
2562 RefSeq 15 15 15q12 15q11.2-q12



2563 RefSeq 1 1 1p36.33 1p
2564 RefSeq X X Xq28 Xq28
2565 RefSeq 4 4 4p12 4p12
2566 RefSeq 5 5 5q34 5q31.1-q33.1
2567 RefSeq 15 15 15q11-q13
2568 RefSeq 5 5 5q35.1 5q33-q34
55879 RefSeq X X Xq28 Xq28
2569 RefSeq 6 6 6q15 6q14-q21
2570 RefSeq 6 6 6q15 6q14-q21
2741 RefSeq 5 5 5q33.1 5q32
2742 RefSeq X X Xp22.2 Xp22.1-p21.3
8001 RefSeq 4 4 4q34.1 4q33-q34
2902 RefSeq 9 9 9q34.3 9q34.3
2903 RefSeq 16 16 16p13.2 16p13.2
2904 RefSeq 12 12 12p13.1 12p12
2906 RefSeq 19 19 19q13.32 19q13.1-qter
170572 RefSeq 3 3 3q27.1 3q27.1
11018 RefSeq 19 19 19p13.2 19p13.2
11014 RefSeq 7 7 7p22.1 7p22.1
3949 RefSeq 19 19 19p13.2 19p13.3
4035 RefSeq 12 12 12q13.3 12q13-q14
5023 RefSeq 17 17 17p13.2 17p13.3
22953 RefSeq 12 12 12q24.33 12q24.33
5024 RefSeq 11 11 11q12.1 11q12
5025 RefSeq 12 12 12q24.31 12q24.32
5027 RefSeq 12 12 12q24.31 12q24
5191 RefSeq 6 6 6q23.3 6q21-q22.2
5830 RefSeq 12 12 12p13.31 12p13.3
6262 RefSeq 1 1 1q43 1q42.1-q43
6263 RefSeq 15 15 15q13.3 15q14-q15
114815 RefSeq 10 10 10q25.1 10q23-q25
57537 RefSeq 4 4 4p16.1 4p16.1

ed VPS10 domain cRefSeq 10 10 10q25.1 10q23-q25
9326 RefSeq 17 17 17q12 17q12
56302 RefSeq 7 7 7q34 7q35
55503 RefSeq 7 7 7q34 7q33-q34

ty lipoprotein recepRefSeq 9 9 9p24.2 9p24
939 RefSeq 12 12 12p13.31 12p13
2099 RefSeq 6 6 6q25.1 6q25.1
196 RefSeq 7 7 7p21.1 7p15
9049 RefSeq 11 11 11q13.2 11q13.3
367 RefSeq X X Xq12 Xq11.2-q12
405 RefSeq 1 1 1q21.2 1q21
9915 RefSeq 15 15 15q25.1 15q24
406 RefSeq 11 11 11p15.2 11p15
56938 RefSeq 12 12 12p11.23 12p12.2-p11.2
941 RefSeq 3 3 3q13.33 3q13.3-q21
942 RefSeq 3 3 3q13.33 3q21
9575 RefSeq 4 4 4q12 4q12
29883 RefSeq 8 8 8p22 8p22-p21.3
133396 RefSeq 5 5 5q11.2 5q11.2



9282 RefSeq X X Xp11.4 Xp11.4-p11.2
9440 RefSeq 11 11 11q21 11q14
9441 RefSeq 19 19 19p13.11 19p13.11
9443 RefSeq 5 5 5q33.3 5q33.3
2034 RefSeq 2 2 2p21 2p21-p16
2078 RefSeq 21 21 21q22.2 21q22.3
2100 RefSeq 14 14 14q23.2 14q
2101 RefSeq 11 11 11q13.1 11q13
2103 RefSeq 14 14 14q24.3 14q24.3
2104 RefSeq 1 1 1q41 1q41
3091 RefSeq 14 14 14q23.2 14q21-q24
64344 RefSeq 19 19 19q13.32 19q13.32
3159 RefSeq 6 6 6p21.31 6p21
3174 RefSeq 8 8 8q21.11 8q21.11
9859 RefSeq 1 1 1q44 1q44
8648 RefSeq 2 2 2p23.3 2p23
10499 RefSeq 8 8 8q13.3 8q13.3
23054 RefSeq 20 20 20q11.22 20q11
4793 RefSeq 19 19 19q13.2 19q13.1
4851 RefSeq 9 9 9q34.3 9q34.3
4853 RefSeq 1 1 1p12 1p13-p11
4854 RefSeq 19 19 19p13.12 19p13.2-p13.1
4855 RefSeq 6 6 6p21.32 6p21.3
4861 RefSeq 19 19 19q13.32 19q13.2-q13.3
190 RefSeq X X Xp21.2 Xp21.3-p21.2
8431 RefSeq 1 1 1p36.11 1p36.1
9572 RefSeq 17 17 17q21.1 17q11.2
9975 RefSeq 3 3 3p24.2 3p24.2
7376 RefSeq 19 19 19q13.33 19q13.3-19q13.3
10062 RefSeq 11 11 11p11.2 11p11.2
9971 RefSeq 12 12 12q23.1 12q23.1
8856 RefSeq 3 3 3q13.33 3q12-q13.3
9970 RefSeq 1 1 1q23.3 1q23.3
7181 RefSeq 12 12 12q22 12q22
7182 RefSeq 3 3 3p25.1 3p25
7101 RefSeq 6 6 6q21 6q21
10002 RefSeq 15 15 15q23 15q22.32
7025 RefSeq 5 5 5q15 5q14
7026 RefSeq 15 15 15q26.2 15q26
2063 RefSeq 19 19 19p13.11 19p13.1
2908 RefSeq 5 5 5q31.3 5q31
4306 RefSeq 4 4 4q31.23 4q31.1
3164 RefSeq 12 12 12q13.13 12q13
4929 RefSeq 2 2 2q24.1 2q22-q23
8013 RefSeq 9 9 9q31.1 9q22
2516 RefSeq 9 9 9q33.3 9q33
2494 RefSeq 1 1 1q32.1 1q32.1

or subfamily 6, gro RefSeq 9 9 9q33.3 9q33-q34.1
7849 RefSeq 2 2 2q13 2q12-q14

me proliferative acti RefSeq 5 5 5q32 5q32
5241 RefSeq 11 11 11q22.1 11q22-q23



5356 RefSeq 4 4 4q31.3 4q31.2-q32.1
5465 RefSeq 22 22 22q13.31 22q12-q13.1
5469 RefSeq 17 17 17q12 17q12-q21.1
5468 RefSeq 3 3 3p25.2 3p25
5914 RefSeq 17 17 17q21.2 17q21
5915 RefSeq 3 3 3p24.2 3p24
5916 RefSeq 12 12 12q13.13 12q13
5966 RefSeq 2 2 2p16.1 2p13-p12
5970 RefSeq 11 11 11q13.1 11q13
6095 RefSeq 15 15 15q22.2 15q21-q22
6096 RefSeq 9 9 9q21.13 9q22
6097 RefSeq 1 1 1q21.3 1q21
6256 RefSeq 9 9 9q34.2 9q34.3
6257 RefSeq 6 6 6p21.32 6p21.3
6258 RefSeq 1 1 1q23.3 1q22-q23
4902 RefSeq 19 19 19p13.3 19p13.3
5467 RefSeq 6 6 6p21.31 6p21.2-p21.1
8314 RefSeq 3 3 3p21.1 3p21.31-p21.2
8315 RefSeq 12 12 12q24.12 12q24
1540 RefSeq 16 16 16q12.1 16q12-q13
10208 RefSeq 13 13 13q12.3 13q12-q14
tylase 4|| RefSeq 2 2 2q37.3 2q37.2
10013 RefSeq X X Xp11.23 Xp11.23
220594 RefSeq 17 17 17p11.2 17p11.2
55611 RefSeq 11 11 11q13.1 11q13.1
7128 RefSeq 6 6 6q23.3 6q23
7345 RefSeq 4 4 4p14 4p14
7347 RefSeq 13 13 13q22.2 13q22.2
51377 RefSeq 1 1 1q31.2 1q32
7398 RefSeq 1 1 1p31.3 1p32.1-p31.3
9100 RefSeq 16 16 16q24.1 16q24.1
8237 RefSeq X X Xp11.3 Xp11.23
219333 RefSeq 13 13 13q12.13 13q12.13
8975 RefSeq 3 3 3q26.33 3q26.2-q26.3
9097 RefSeq 18 18 18p11.32 18p11.32
9958 RefSeq 12 12 12q14.1 12q14
10600 RefSeq 21 21 21q21.3 21q22.11
11274 RefSeq 22 22 22q11.21 22q11.21

9099 RefSeq 11 11 11q23.3 11q23.3
10868 RefSeq 9 9 9q34.11 9q34.11
27005 RefSeq 1 1 1q23.3 1q22
23326 17 17p11.2

29761 RefSeq 21 21 21q21.1 21q11.2
83844 RefSeq X X Xq26.2 Xq26.2
57646 RefSeq 11 11 11q23.2 11q23
57663 RefSeq 19 19 19q13.43 19q13.43
9960 RefSeq 15 15 15q22.31 15q22.3
84749 RefSeq 12 12 12q24.11 12q24.11
57478 RefSeq 16 16 16p12.1 16p12.1



23032 RefSeq 1 1 1p31.1 1p31.1
57558 11 11q14.1
57602 RefSeq 17 17 17q25.3 17q25.3
57695 RefSeq 2 2 2q35 2q35
84640 RefSeq 4 4 4q31.21
7375 RefSeq 3 3 3p21.31 3p21.3

84101 RefSeq 12 12 12q22 12q22
64854 RefSeq 4 4 4q12 4q12
8078 RefSeq 12 12 12p13.31 12p13
9924 RefSeq 12 12 12q13.3 12q13.2-q13.3
9098 RefSeq 17 17 17p13.2 17q11
7874 RefSeq 16 16 16p13.2 16p13.3
9101 RefSeq 15 15 15q21.2 15q21.2
8239 RefSeq X X Xp11.4 Xp11.4
8287 RefSeq Y Y Yq11.21 Yq11.2
8916 4 4q21
84961 RefSeq 17 17 17q12 17q12
373 RefSeq 5 5 5q12.3 5q12.3
580 RefSeq 2 2 2q35 2q34-q35
1107 17 17p13.1
8454 RefSeq 7 7 7q36.1 7q36.1
8453 RefSeq 10 10 10p11.21 10p11.21
8452 RefSeq 2 2 2q36.2 2q36.3
8451 RefSeq 13 13 13q34 13q34
8450 RefSeq X X Xq24 Xq23
55008 4 4q22.1
84759 RefSeq 2 2 2p13.1 2p13.1
5896 RefSeq 11 11 11p12 11p13
7337 RefSeq 15 15 15q11.2 15q11-q13

7428 RefSeq 3 3 3p25.3 3p26-p25
10393 RefSeq 4 4 4q31.21 4q31
10771 RefSeq 10 10 10p15.3 10p14
10668 RefSeq 14 14 14q22.2 14q22.2

113878 RefSeq 7 7 7q11.23 7q11.23
114907 RefSeq 8 8 8q24.13 8q24.13
4008 RefSeq 13 13 13q22.2 13q22.2
84708 RefSeq 4 4 4q12 4q12
117584 RefSeq 17 17 17q12 17q12
57534 RefSeq 18 18 18q11.2 18q11.2
4281 RefSeq X X Xp22.2 Xp22
4331 RefSeq 14 14 14q23.1 14q23

9 open reading framRefSeq 9 9 9p24.1 9p24.1
64324 RefSeq 5 5 5q35.2 5q35.2-q35.3
5192 RefSeq 1 1 1p36.32 1p36.32
5193 RefSeq 17 17 17q12 17q12
5828 RefSeq 8 8 8q21.11 8q21.1
56852 RefSeq 3 3 3p25.3 3p25-p24
5930 RefSeq 16 16 16p12.1 16p12.2



9618 RefSeq 17 17 17q11.2 17q11-q12
10346 RefSeq 11 11 11p15.4 11p15
7726 RefSeq 6 6 6p21.33 6p21.3
81603 RefSeq 10 10 10q24.32 10q24.3
54904 RefSeq 8 8 8p12 8p11.2
329 RefSeq 11 11 11q22.2 11q22
330 RefSeq 11 11 11q22.2 11q22
331 RefSeq X X Xq25 Xq25
2966 RefSeq 5 5 5q12.2-q13.3
8085 RefSeq 12 12 12q13.12 12q12-q14
5371 RefSeq 15 15 15q24.1 15q22
6015 RefSeq 6 6 6p21.32 6p21.3
6047 RefSeq 4 4 4p16.3 4p16.3
10155 RefSeq 19 19 19q13.43 19q13.4
22954 RefSeq 9 9 9q33.1 9q33.1
997 RefSeq 19 19 19p13.3 19p13.3
4193 RefSeq 12 12 12q15 12q14.3-q15
4194 RefSeq 1 1 1q32.1 1q32
5071 RefSeq 6 6 6q26 6q25.2-q27
7321 RefSeq 10 10 10q21.1 10q11.2-q21
9354 RefSeq 11 11 11q23.3 11q23.3
51529 RefSeq 17 17 17q25.3 17q25.3
29945 RefSeq 4 4 4p15.2 4p15.2
51434 RefSeq 12 12 12q24.11 12q24.11
29882 RefSeq 9 9 9q34.3 9q34.3
25820 RefSeq 15 15 15q24.1 15q24
51283 RefSeq 16 16 16p13.12 16p13.12
51317 RefSeq 11 11 11p11.2 11p11.2
112401 RefSeq 19 19 19q13.42
648 RefSeq 10 10 10p12.2 10p11.23
672 RefSeq 17 17 17q21.31 17q21
8945 RefSeq 10 10 10q24.32 10q24.32
10616 RefSeq 20 20 20p13 20p13
23304 RefSeq 6 6 6p21.1 6p21.1
23624 RefSeq 19 19 19q13.31 19q13.2
51191 RefSeq 4 4 4q22.1 4q22.1-q23
1108 RefSeq 12 12 12p13.31 12p13
55743 RefSeq 12 12 12q24.33 12q24.33
4850 RefSeq 7 7 7q33 7q22-qter
51366 RefSeq 8 8 8q22.3 8q22
26091 RefSeq 10 10 10q21.3 10q21.3

cine-rich repeat proRefSeq 11 11 11q13.2 11q13.2
25827 RefSeq 3 3 3p23 3p23
26224 RefSeq 13 13 13q22.3 13q22
26223 RefSeq 5 5 5q31.1 5q31
26235 RefSeq 6 6 6q16.2 6q16.1-q16.3
26234 RefSeq 4 4 4p15.33 4p15.33
26233 RefSeq 8 8 8q24.3 8q24.3
23194 RefSeq 5 5 5p15.1 5p15.1
26231 RefSeq 16 16 16q22.1 16q22.1
10|| 9 9p13.2



80204 RefSeq 2 2 2p16.3 2p16.3
26232 RefSeq 1 1 1p36.22 1p36.22
26263 RefSeq 15 15 15q24.2 15q23
26260 RefSeq 8 8 8p23.3 8p23.3
26273 RefSeq 11 11 11p13 11p13
26272 RefSeq 5 5 5p13.1 5p12
26271 RefSeq 6 6 6q25.2 6q25-q26
26270 RefSeq 1 1 1p36.22 1p36.23-p36.11
25793 RefSeq 22 22 22q12.3 22q12-q13
26268 RefSeq 6 6 6p12.1 6p12.3-p11.2
26190 RefSeq 9 9 9q33.2 9q34
r region|| mRNA 22 22 22q11.23 22q11
55294 RefSeq 4 4 4q31.3 4q31.3
26259 RefSeq 12 12 12q24.22 12q24.22
65259 RefSeq 16 16 16p13.3 16p13.3
51343 RefSeq 19 19 19p13.3 19p13.3
25831 RefSeq 14 14 14q12 14q12
8925 RefSeq 15 15 15q22.31 15q22
83737 RefSeq 20 20 20q11.22 20q11.22-q11.23
9690 7 7q36.3
23072 RefSeq 7 7 7p13 7p13
220972 RefSeq 10 10 10q11.21 10q11.21
igen family, memb RefSeq 7 7 7q36.1 7q34-q36
4734 RefSeq 15 15 15q21.3 15q
23327 RefSeq 18 18 18q21.31 18q21
4738 RefSeq 14 14 14q11.2 14q11.2
9148 RefSeq 10 10 10q24.33 10q25.1
23113 RefSeq 6 6 6p21.1 6p21.1
5888 RefSeq 15 15 15q15.1 15q15.1
5913 RefSeq 11 11 11p11.2 11p11.2-p11.1
9978 RefSeq 22 22 22q13.2 22q13.2
10206 RefSeq 13 13 13q14.2 13q14
7703 RefSeq 17 17 17q12 17q12
11236 RefSeq 8 8 8q24.13 8q24
9781 RefSeq 2 2 2p25.1 2p25.1
55072 RefSeq 14 14 14q11.2 14q11.2
140545 RefSeq 7 7 7q36.3
152006 RefSeq 9 9 9p13.2
6049 RefSeq 13 13 13q12.13 13q12.2
9616 RefSeq 3 3 3q23 3q22-q24
9025 RefSeq 6 6 6p21.2 6p21.3
6468 RefSeq 10 10 10q24.32 10q24
6477 RefSeq 16 16 16q12.1 16q12
6500 RefSeq 5 5 5q31.1 5q31
6502 RefSeq 5 5 5p13.2 5p13
6596 RefSeq 3 3 3q24 3q25.1-q26.1
57154 RefSeq 7 7 7q22.1 7q21.1-q31.1
64750 RefSeq 17 17 17q24.1 17q22-q23
6737 RefSeq 11 11 11p15.4 11p15.5

gy and U-box contaRefSeq 16 16 16p13.3 16p13.3
6921 RefSeq 8 8 8q21.11 8q21.11



10210 RefSeq 9 9 9p21.1 9p21
54476 RefSeq 7 ? 7p22.1 7p22.1
51592 RefSeq 1 1 1p13.2 1p13.1
4591 RefSeq 17 17 17q23.2 17q23.2
10293 RefSeq 3 3 3p21.31 3p21.31
containing 5|| RefSeq 20 20 20p13 20p13
89910 RefSeq 12 12 12q24.11 12q24.11
10277 RefSeq 1 1 1p36.22 1p36.3
197131 RefSeq 15 15 15q15.2 15q13

containing PHD andRefSeq 19 19 19p13.3 19p13.3
orn syndrome cand RefSeq 4 4 4p16.3 4p16.3

11059 RefSeq 8 8 8q21.3 8q21
11060 RefSeq 16 16 16q22.1 16q22.1
8924 RefSeq 15 15 15q13.1 15q13
4799 RefSeq 9 9 9p13.3 9p13.3
9604 RefSeq 5 5 5q31.3 5q23.3-q31.1
6478 RefSeq 3 3 3q25.1 3q25
267 RefSeq 16 16 16q12.2 16q21
9320 2 2q36.3
867 RefSeq 11 11 11q23.3 11q23.3
7186 RefSeq 9 9 9q34.3 9q34
7187 RefSeq 14 14 14q32.32 14q32.32
7188 RefSeq 1 1 1q32.3 1q32
7189 RefSeq 11 11 11p12 11p12
1840 RefSeq 12 12 12q24.13 12q24.13
8805 RefSeq 7 7 7q34 7q32-q34
89970 RefSeq 16 16 16q13 16q13
1813 RefSeq 11 11 11q23.2 11q23
1814 RefSeq 3 3 3q13.31 3q13.3
1815 RefSeq 11 11 11p15.5 11p15.5
30817 RefSeq 19 19 19p13.12 19p13.1
3357 RefSeq 2 2 2q37.1 2q36.3-q37.1

5020 RefSeq 20 20 20p13 20p13
5029 RefSeq 11 11 11q13.4 11q13.5-q14.1
9052 RefSeq 12 12 12p13.1 12p13-p12.3
6745 RefSeq 6 6 6p24.3 6p24.3
6746 RefSeq 1 1 1q22 1q21-q23
1133 RefSeq 15 15 15q14 15q26
887 RefSeq 11 11 11p15.4 11p15.4
221188 RefSeq 16 16 16q13 16q13

338557 RefSeq 10 10 10q23.33 10q23.33
131601 RefSeq 3 3 3q21.3 3q21.2
886 RefSeq 4 4 4p15.2 4p15.1-p15.2
1132 RefSeq 11 11 11p11.2 11p12-p11.2
2587 RefSeq 18 18 18q23 18q23
8484 RefSeq 22 22 22q13.1 22q13.1
3060 RefSeq 17 17 17q21.2 17q21
3061 RefSeq 1 1 1p35.2 1p33



3062 RefSeq 6 6 6p12.1 6p11-q11
51454 RefSeq 2 2 2q32.1 2q32.3-q33
6492 RefSeq 6 6 6q16.3 6q16.3-q21
6493 RefSeq 21 21 21q22.13 21q22.2
6772 RefSeq 2 2 2q32.2 2q32.2
6773 RefSeq 12 12 12q13.3 12q13.3
6775 RefSeq 2 2 2q32.2 2q32.2-q32.3
6776 RefSeq 17 17 17q21.2 17q11.2
6777 RefSeq 17 17 17q21.2 17q11.2
6778 RefSeq 12 12 12q13.3 12q13
7041 RefSeq 16 16 16p11.2 16p11.2

e receptor, alpha (eRefSeq 17 17 17q21.1 17q11.2
7068 RefSeq 3 3 3p24.2 3p24.3
9968 RefSeq X X Xq13.1 Xq13
9967 RefSeq 1 1 1p34.3 1p34.3
9969 RefSeq 17 17 17q23.2 17q22-q23
10025 RefSeq 19 19 19p13.3 19p13.3
9319 RefSeq 5 5 5p15.33 5p15.33
9325 RefSeq 15 15 15q22.31 15q22.31
51567 RefSeq 6 6 6p22.2 6p22.3-p22.1
7421 RefSeq 12 12 12q13.11 12q12-q14
29079 RefSeq 13 13 13q14.2 13q14.2
393 RefSeq X X Xq28 Xq28
395 RefSeq X X Xp22.2 Xp22.3
9138 RefSeq 19 19 19q13.2 19q13.13
1894 RefSeq 3 3 3q26.31 3q26.1-q26.2
2057 RefSeq 19 19 19p13.2 19p13.3-p13.2

RefSeq 6 6 6p12.1 6p12-p11
1499 RefSeq 3 3 3p22.1 3p21
182 RefSeq 20 20 20p12.2 20p12.1-p11.23
91179 RefSeq 22 22 22q11.21 22q11.21
9353 RefSeq 4 4 4p15.31 4p15.2
9516 RefSeq 16 16 16p13.13 16p13.3-p12
4090 RefSeq 5 5 5q31.1 5q31
10001 RefSeq 14 14 14q24.2 14q24.2
27229 RefSeq 15 15 15q15.3 15q15
10881 RefSeq 9 9 9q31.3 9q31
10880 RefSeq 9 9 9q31.3 9q31
265 RefSeq X X Xp22.2 Xp22.31-p22.1
nal|| RefSeq 4 4 4q25 4q25-q27
of Ranvier (ankyrinRefSeq 10 10 10q21.2 10q21
protein 2/3 comple RefSeq 7 7 7q22.1 7q22.1
10109 RefSeq 2 2 2q35 2q36.1
10094 RefSeq 12 12 12q24.11 12q24.11
633 RefSeq X X Xq28 Xq28
857 RefSeq 7 7 7q31.2 7q31.1
9076 RefSeq 3 3 3q28 3q28-q29

RefSeq 13 13 13q32.1 13q31-q34
5010 RefSeq 3 3 3q26.2 3q26.2-q26.3
9069 RefSeq 7 7 7q21.13 7q21
23562 RefSeq 21 21 21q22.13 21q22.3



9075 RefSeq X X Xq22.3 Xq22.3-23
7122 RefSeq 22 22 22q11.21 22q11.21
1300 RefSeq 6 6 6q22.1 6q21-q22
1302 RefSeq 6 6 6p21.32 6p21.3
1303 RefSeq 6 6 6q13 6q12-q13
1307 RefSeq 1 1 1p35.2 1p35-p34
1308 RefSeq 10 10 10q25.1 10q24.3
1277 RefSeq 17 17 17q21.33 17q21.3-q22.1
1278 RefSeq 7 7 7q21.3 7q22.1
1281 RefSeq 2 2 2q32.2 2q31
1282 RefSeq 13 13 13q34 13q34
1284 RefSeq 13 13 13q34 13q34
1286 RefSeq 2 2 2q36.3 2q35-q37
1287 RefSeq X X Xq22.3 Xq22
1290 RefSeq 2 2 2q32.2 2q14-q32
50509 RefSeq 19 19 19p13.2 19p13.2
1297 RefSeq 6 6 6q13 6q12-q14
1298 RefSeq 1 1 1p34.2 1p33-p32
1299 RefSeq 20 20 20q13.33 20q13.3
1409 RefSeq 21 21 21q22.3 21q22.3
1410 RefSeq 11 11 11q23.1 11q22.3-q23.1
1411 RefSeq 17 17 17q11.2 17q11.2-q12
1412 RefSeq 2 2 2q35 2q34-q36
1417 RefSeq 22 22 22q11.23 22q11.2-q12.1
1419 RefSeq 2 2 2q33.3 2q33-q35
1420 RefSeq 2 2 2q33.3 2q33-q35
8030 RefSeq 10 10 10q21.2 10q21
7818 RefSeq 1 1 1q22 1q21-q22
11258 RefSeq 9 9 9p13.3 9p13
1832 RefSeq 6 6 6p24.3 6p24
1893 RefSeq 1 1 1q21.2 1q21
2006 RefSeq 7 7 7q11.23 7q11.23
10117 RefSeq 4 4 4q13.3 4q13.3
2125 RefSeq 17 17 17q25.1 17q25

1647 RefSeq 1 1 1p31.2 1p31.2-p31.1
10912 RefSeq 9 9 9q22.2 9q22.1-q22.2
2670 RefSeq 17 17 17q21.31 17q21
3339 RefSeq 1 1 1p36.12 1p36.1-p35
51350 RefSeq 12 12 12q13.13 12q13.13
9119 RefSeq 12 12 12q13.13 12q13
319101 RefSeq 12 12 12q13.13 12q13.3
3858 RefSeq 17 17 17q21.2 17q21
3859 RefSeq 17 17 17q21.2 17q12
3860 RefSeq 17 17 17q21.2 17q12-q21.2
3861 RefSeq 17 17 17q21.2 17q12-q21
3866 RefSeq 17 17 17q21.2 17q21.2
3880 RefSeq 17 17 17q21.2 17q21.2
54474 RefSeq 17 17 17q21.2 17q21.2
3849 RefSeq 12 12 12q13.13 12q11-q13
3850 RefSeq 12 12 12q13.13 12q12-q13



3851 RefSeq 12 12 12q13.13 12q12-q13
3852 RefSeq 12 12 12q13.13 12q12-q13

RefSeq 12 12 12q13.13 12q12-q13
3854 RefSeq 12 12 12q13.13 12q12-q13

RefSeq 12 12 12q13.13 12q12-q13
3855 RefSeq 12 12 12q13.13 12q12-q13
3856 RefSeq 12 12 12q13.13 12q13
3886 RefSeq 17 17 17q21.2 17q12-q21
8689 RefSeq 17 17 17q21.2 17q12-q21
3981 RefSeq 13 13 13q33.3 13q33-q34
84823 RefSeq 19 19 19p13.3 19p13.3
4014 RefSeq 1 1 1q21.3 1q21
4130 RefSeq 15 15 15q15.3 15q13-qter
4131 RefSeq 5 5 5q13.2 5q13
9053 RefSeq 6 6 6q23.3 6q23.3
4137 RefSeq 17 17 17q21.31 17q21.1
4148 RefSeq 2 2 2p24.1 2p24-p23
4155 RefSeq 18 18 18q23 18q23
4284 RefSeq 12 12 12q13.3 12q13
4359 RefSeq 1 1 1q23.3 1q22
28998 RefSeq 8 8 8q24.12 8q22.1-q22.3
10573 RefSeq 16 16 16p13.3 16p13.3
64983 RefSeq 7 7 7p14.1 7p14
64963 RefSeq 15 15 15q25.3 15q25
9423 RefSeq 17 17 17p13.1 17p13-p12
4917 RefSeq 16 16 16p13.3 16p13.3
59277 RefSeq 12 12 12q22 12q22-q23
4926 RefSeq 11 11 11q13.4 11q13
5411 RefSeq 14 14 14q21.1 14q21.1
8557 RefSeq 17 17 17q12 17q12
7007 RefSeq 11 11 11q23.3 11q22-q24
7311 RefSeq 19 19 19p13.11 19p13.1-p12
7399 RefSeq 1 1 1q41 1q41
7414 RefSeq 10 10 10q22.2 10q22.1-q23
87 RefSeq 14 14 14q24.1 14q24.1-q24.2
88 RefSeq 1 1 1q43 1q42-q43
89 RefSeq 11 11 11q13.2 11q13-q14
81 RefSeq 19 19 19q13.2 19q13
118 RefSeq 4 4 4p16.3 4p16.3
120 RefSeq 10 10 10q25.1 10q24.2-q24.3
57180 RefSeq 7 7 7q36.1 7q32-q36
421 RefSeq 22 22 22q11.21 22q11.21
79937 RefSeq 9 9 9p13.1 9p13.1
989 RefSeq 7 7 7p14.2 7p14.3-p14.1
26047 RefSeq 7 7 7q35 7q35-q36
1301 RefSeq 1 1 1p21.1 1p21

80781 RefSeq 21 21 21q22.3 21q22.3
1310 RefSeq 6 6 6q13 6q12-q13
1288 RefSeq X X Xq22.3 Xq22
1289 RefSeq 9 9 9q34.3 9q34.2-q34.3



1291 RefSeq 21 21 21q22.3 21q22.3
1292 RefSeq 21 21 21q22.3 21q22.3
1296 RefSeq 1 1 1p34.3 1p34.2
1311 RefSeq 19 19 19p13.11 19p13.1
11151 RefSeq 16 16 16p11.2 16p11.2
23418 RefSeq 1 1 1q31.3 1q31-q32.1
1496 RefSeq 2 2 2p12 2p12-p11.1
1501 RefSeq 5 5 5p15.2 5p15.2
1756 RefSeq X X Xp21.2 Xp21.2
1821 RefSeq X X Xq22.1 Xq22
mbrane protein ba RefSeq 1 1 1p35.3 1p33-p32
2036 RefSeq 20 20 20q11.23 20q11.2-q12
2038 RefSeq 15 15 15q15.2 15q15-q21
2195 RefSeq 4 4 4q35.2 4q34-q35
2196 RefSeq 5 5 5q33.1 5q32-q33
2197 RefSeq 11 11 11q13.1 11q13
2192 RefSeq 22 22 22q13.31 22q13.31
2200 RefSeq 15 15 15q21.1 15q21.1
2201 RefSeq 5 5 5q23.2 5q23-q31
2335 RefSeq 2 2 2q35 2q34
284217 RefSeq 18 18 18p11.31 18p11.31
3909 RefSeq 18 18 18q11.2 18q11.2
3912 RefSeq 7 7 7q31.1 7q22
3913 RefSeq 3 3 3p21.31 3p21
3914 RefSeq 1 1 1q32.2 1q32
3915 RefSeq 1 1 1q25.3 1q31
3918 RefSeq 1 1 1q25.3 1q25-q31
10319 RefSeq 9 9 9q34.13 9q31-q34
3996 RefSeq 17 17 17p11.2 17p11.2
4000 RefSeq 1 1 1q22 1q21.2-q21.3
4060 RefSeq 12 12 12q21.33 12q21.3-q22
4133 RefSeq 2 2 2q34 2q34-q35
4146 RefSeq 1 1 1p35.2 1p35
9782 RefSeq 5 5 5q31.2 5q31.2
4256 RefSeq 12 12 12p12.3 12p13.1-p12.3
65008 RefSeq 4 4 4q21.1 4q21.1
4607 RefSeq 11 11 11p11.2 11p11.2
4635 RefSeq 17 17 17q21.32 17q21-qter
4703 RefSeq 2 2 2q23.3 2q22
4744 RefSeq 22 22 22q12.2 22q12.2
4771 RefSeq 22 22 22q12.2 22q12.2
4809 RefSeq 22 22 22q13.2 22q13.2-q13.31
4811 RefSeq 1 1 1q42.3 1q43
4867 RefSeq 2 2 2q13 2q13
261734 RefSeq 1 1 1p36.31 1p36.22
5317 RefSeq 1 1 1q32.1 1q32
5318 RefSeq 12 12 12p11.21 12p11
11187 RefSeq 11 11 11p15.5 11p15
8502 RefSeq 2 2 2q24.1 2q23-q31
5339 RefSeq 8 8 8q24.3 8q24
5962 RefSeq 11 11 11q22.3 11q23



RefSeq 16 12 16p13.3 16p13.3
6227 RefSeq 20 20 20q13.33 20q13.3
6188 RefSeq 11 11 11q13.4 11q13.3-q13.5
6193 RefSeq 19 19 19q13.43 19q13.4
10174 RefSeq 8 8 8p21.3 8p21.3
6586 RefSeq 5 5 5q34 5q35
6525 RefSeq 22 22 22q12.2 22q12.2
6710 RefSeq 14 14 14q23.3 14q23-q24.2
6779 RefSeq 4 4 4q13.3 4q11-q13
7058 RefSeq 6 6 6q27 6q27
7060 RefSeq 5 5 5q14.1 5q13
7168 RefSeq 15 15 15q22.2 15q22.1
7169 RefSeq 9 9 9p13.3 9p13.2-p13.1
7171 RefSeq 19 19 19p13.12 19p13.1
9499 RefSeq 5 5 5q31.2 5q31
10426 RefSeq 13 13 13q34 13q34
7402 RefSeq 6 6 6q24.2 6q24
7431 RefSeq 10 10 10p12.33 10p13
1285 RefSeq 2 2 2q36.3 2q36-q37
1293 RefSeq 2 2 2q37.3 2q37
1294 RefSeq 3 3 3p21.31 3p21.1
3730 RefSeq X X Xp22.31 Xp22.32
5627 RefSeq 3 3 3q11.2 3q11.2
7057 RefSeq 15 15 15q14 15q15
9112 RefSeq 14 14 14q32.33 14q32.3
2107 RefSeq 5 5 5q31.2 5q31.1
7980 RefSeq 7 7 7q21.3 7q22
10686 RefSeq 3 3 3q28 3q28
5473 RefSeq 4 4 4q13.3 4q12-q13
163732 RefSeq 1 1 1p34.2 1p34.2
4848 RefSeq 12 12 12q15 12q15
8726 RefSeq 11 11 11q14.2 11q14.2-q22.3
80314 RefSeq 10 10 10p11.22 10p11
2959 RefSeq 1 1 1p22.2 1p22-p21
2960 RefSeq 3 3 3q13.33 3q21-q24
2961 RefSeq 8 8 8p12 8p21-p12
4086 RefSeq 4 4 4q31.21 4q31
286 RefSeq 8 8 8p11.21 8p11.1
5245 RefSeq 17 17 17q21.32 17q21
8464 RefSeq 6 6 6p21.1 6p21.1-p21.3
9015 RefSeq 1 1 1q41 1q42
9013 RefSeq 16 16 16q24.1 16q24
56172 RefSeq 5 5 5p15.2 5p15.1
163 RefSeq 17 17 17q12 17q11.2-q12
8546 RefSeq 5 5 5q14.1 5q14.1
341 RefSeq 19 19 19q13.31 19q13.2
346 RefSeq 19 19 19q13.31 19q13.2
55937 RefSeq 6 6 6p21.33 6p21.33
358 RefSeq 7 7 7p14.3 7p14
359 RefSeq 12 12 12q13.12 12q12-q13
360 RefSeq 9 9 9p13.3 9p13



361 RefSeq 18 18 18q11.2 18q11.2-q12.1
362 RefSeq 12 12 12q13.12 12q13
363 RefSeq 12 12 12q13.12 12q13
364 RefSeq 9 9 9p13.3 9p13
50617 RefSeq 7 7 7q34 7q33-q34
781 RefSeq 7 7 7q21.11 7q21-q22
117155 RefSeq 15 15 15q15.3 15q14
23230 RefSeq 9 9 9q21.2 9q21
9635 RefSeq 1 1 1p22.3 1p31-p22
1180 RefSeq 7 7 7q34 7q32-qter
1181 RefSeq 3 3 3q27.1 3q27-q28
1184 RefSeq X X Xp11.22 Xp11.23-p11.22
1186 RefSeq 16 16 16p13.3 16p13
1187 RefSeq 1 1 1p36.13 1p36
25932 RefSeq 1 1 1p36.11 1p36.11
53405 RefSeq 6 6 6p21.1 6p12.1-21.1
25839 RefSeq 16 16 16q22.1 16q22.1
27132 RefSeq 16 16 16q24.3 16q24.3
1497 RefSeq 17 17 17p13.2 17p13
9547 RefSeq 5 5 5q31.1 5q31
2054 RefSeq 12 12 12q24.33 12q24.33

r-flavoprotein, alphaRefSeq 15 15 15q24.2 15q23-q25
2109 RefSeq 19 19 19q13.41 19q13.3
5348 RefSeq 19 19 19q13.12 19q13.1
11345 RefSeq 16 16 16q23.1 16q22.3-q24.1
2701 RefSeq 1 1 1p34.3 1p35.1
10052 RefSeq 17 17 17q21.31 17q21.31
2705 RefSeq X X Xq13.1 Xq13.1
2706 RefSeq 13 13 13q12.11 13q11-q12
2707 RefSeq 1 1 1p34.3 1p34
127534 RefSeq 1 1 1p34.3 1p34.3
2709 RefSeq 1 1 1p34.3 1p35.1
10804 RefSeq 13 13 13q12.11 13q11-q12.1
3043 RefSeq 11 11 11p15.4 11p15.5
3047 RefSeq 11 11 11p15.4 11p15.5
3736 RefSeq 12 12 12p13.32 12p13
3738 RefSeq 1 1 1p13.3 1p13.3
8514 RefSeq 1 1 1p36.31 1p36.3
9196 RefSeq 17 17 17p13.1 17p13.1
3750 RefSeq X X Xp11.23 Xp11.23
3751 RefSeq 7 7 7q31.31 7q31
3752 RefSeq 1 1 1p13.2 1p13.3
3753 RefSeq 21 21 21q22.12 21q22.1-q22.2
10008 RefSeq 11 11 11q13.4 11q13-q14
81033 RefSeq 17 17 17q23.3 17q23.3
3767 RefSeq 11 11 11p15.1 11p15.1
3759 RefSeq 17 17 17q24.3 17q23.1-q24.2
3764 RefSeq 12 12 12p12.1 12p11.23
56659 RefSeq 14 14 14q32.11 14q31-q32
3777 RefSeq 2 2 2p23.3 2p23
51305 RefSeq 8 8 8q24.3 8q24.3



m voltage-gated chaRefSeq 11 11 11p15.5 11p15
3785 RefSeq 20 20 20q13.33 20q13.3
3786 RefSeq 8 8 8q24.22 8q24
9132 RefSeq 1 1 1p34.2 1p34

57582 9 9q34.3
169522 RefSeq 9 9 9p24.2 9p24.2
3840 RefSeq 3 3 3q25.33 3q25.33
23633 RefSeq 1 1 1p35.1 1p35.1-p34.3

RefSeq 19 19 19p13.2 19p13.3-p13.2
55283 RefSeq 1 1 1p22.3 1p22.3
23209 RefSeq 22 22 22q13.33 22q13.33
7991 RefSeq 8 8 8p22 8p22
63908 RefSeq 20 20 20p11.21 20p12.3-p11.21
4688 RefSeq 1 1 1q25.3 1q25
4928 RefSeq 11 11 11p15.4 11p15.5
29107 RefSeq 20 20 20p11.21 20p12-p11.2
5194 RefSeq 2 2 2p16.1 2p14-p16
5284 RefSeq 1 1 1q32.1 1q31-q41
6248 RefSeq 1 1 1p36.13 1p36.1
9522 RefSeq 5 5 5q14.1 5q13.3-q14.1
10067 RefSeq 1 1 1q22 1q21
6323 RefSeq 2 2 2q24.3 2q24.3
6324 RefSeq 19 19 19q13.11 19q13.1
6326 RefSeq 2 2 2q24.3 2q23-q24
6328 RefSeq 2 2 2q24.3 2q24
6329 RefSeq 17 17 17q23.3 17q23-q25.3
6331 RefSeq 3 3 3p22.2 3p21
6337 RefSeq 12 12 12p13.31 12p13
6338 RefSeq 16 16 16p12.1 16p12.2-p12.1
6340 RefSeq 16 16 16p12.1 16p12
6554 RefSeq 14 14 14q24.2 14q24.1
6555 RefSeq 13 13 13q33.1 13q33
6556 RefSeq 2 2 2q35 2q35
4891 RefSeq 12 12 12q13.12 12q13
6557 RefSeq 15 15 15q21.1 15q15-q21.1
6558 RefSeq 5 5 5q23.2 5q23.3
9990 RefSeq 15 15 15q14 15q13-q15
6563 RefSeq 18 18 18q12.3 18q11-q12
8170 RefSeq 18 18 18q12.3 18q12.1-q21.1
r family 16 (monocRefSeq 1 1 1p13.2 1p12
26503 RefSeq 6 6 6q13 6q14-q15
6505 RefSeq 9 9 9p24.2 9p24
116085 RefSeq 11 11 11q13.1 11q13.1
6584 RefSeq 5 5 5q23.3 5q31
1836 RefSeq 5 5 5q32 5q31-q34
5172 RefSeq 7 7 7q22.3 7q31
6513 RefSeq 1 1 1p34.2 1p35-p31.3
6514 RefSeq 3 3 3q26.2 3q26.1-q26.2
6515 RefSeq 12 12 12p13.31 12p13.3
6517 RefSeq 17 17 17p13.1 17p13



6518 RefSeq 1 1 1p36.22 1p36.2
29988 RefSeq 9 9 9q33.3 9q33.3
56606 RefSeq 4 4 4p16.1 4p16-p15.3
7781 RefSeq 2 2 2p23.3 2p23.3
55630 RefSeq 8 8 8q24.3 8q24.3
6521 RefSeq 17 17 17q21.31 17q21-q22
6508 RefSeq 2 2 2q35 2q36
8671 RefSeq 4 4 4q13.3 4q21
6523 RefSeq 22 22 22q12.3 22q13.1
6524 RefSeq 16 16 16p11.2 16p12-p11
6528 RefSeq 19 19 19p13.11 19p13.2-p12
6530 RefSeq 16 16 16q12.2 16q12.2
6532 RefSeq 17 17 17q11.2 17q11.1-q12
6535 RefSeq X X Xq28 Xq28
9056 RefSeq 14 14 14q11.2 14q11.2
11136 RefSeq 19 19 19q13.11 19q13.1
6579 RefSeq 12 12 12p12.1 12p12
6804 RefSeq 7 7 7q11.23 7q11.23
10312 RefSeq 11 11 11q13.2 11q13.4-q13.5
6949 RefSeq 5 5 5q32 5q32-q33.1
1678 RefSeq X X Xq22.1 Xq22.1
10040 RefSeq 17 17 17q22 17q23.2
219931 RefSeq 11 11 11q13.3 11q13.3
7220 RefSeq 3 3 3q23 3q22-q24
7222 RefSeq 4 4 4q27 4q27
7224 RefSeq X X Xq23 Xq23
7225 RefSeq 11 11 11q22.1 11q21-q22
4308 RefSeq 15 15 15q13.3 15q13-q14

RefSeq 21 21q22.3
80036 RefSeq 9 9 9q21.11 9q21.11
59341 RefSeq 12 12 12q24.11 12q24.1
55240 RefSeq 2 2 2q14.2 2q14.2
7439 RefSeq 11 11 11q12.2 11q13
7504 RefSeq X X Xp21.1 Xp21.1
19 RefSeq 9 9 9q31.1 9q31.1
5243 RefSeq 7 7 7q21.12 7q21.1
22 RefSeq X X Xq13.3 Xq12-q13
4363 RefSeq 16 16 16p13.11 16p13.1
1244 RefSeq 10 10 10q24.2 10q24
8714 RefSeq 17 17 17q21.33 17q22
368 RefSeq 16 16 16p13.11 16p13.1
215 RefSeq X X Xq28 Xq28
174 RefSeq 4 4 4q13.3 4q11-q13
310 RefSeq 10 10 10q22.2 10q21.1-q21.2
335 RefSeq 11 11q23-q24
336 RefSeq 1 1 1q23.3 1q21-q23
337 RefSeq 22 11q23
345 RefSeq 11 11 11q23.3 11q23.1-q23.2
347 RefSeq 3 3q26.2-qter
350 RefSeq 17 17 17q24.2 17q23-qter
8542 RefSeq 22 22 22q12.3 22q13.1



636 RefSeq 12 12 12p11.21 12p11.2-p11.1
23299 RefSeq 9 9 9q22.31 9q22.31
773 RefSeq 19 19 19p13.13 19p13.2-p13.1
775 RefSeq 12 12 12p13.33 12p13.3
776 RefSeq 3 3 3p21.1 3p14.3
777 RefSeq 1 1 1q25.3 1q25-q31
778 RefSeq X X Xp11.23 Xp11.23
8912 RefSeq 16 16 16p13.3 16p13.3
8911 RefSeq 22 22 22q13.1 22q13.1
11126 RefSeq 1 1 1q21.1 1q21.1
1015 RefSeq 8 8 8q22.1 8q22.1
1261 RefSeq 2 2 2q11.2 2q11.2
1258 RefSeq 16 16 16q13 16q13
1434 RefSeq 20 20 20q13.13 20q13
1537 RefSeq 8 8 8q24.3 8q24.3
2168 RefSeq 2 2 2p11.2 2p11
2171 RefSeq 8 8 8q21.13 8q21.13
2172 RefSeq 5 5 5q33.3 5q33.3-q34
2173 RefSeq 6 6 6q22.31 6q22-q23
2230 RefSeq 11 11 11q22.3 11q22
11337 RefSeq 17 17 17p13.1 17p13.1
2694 RefSeq 11 11 11q12.1 11q13
d PDZ and coiled-cRefSeq 6 6 6q22.1 6q21
3039 RefSeq 16 16 16p13.3 16p13.3
348980 RefSeq 5 5 5p12 5p12
610 RefSeq 19 19 19p13.3 19p13.3
57657 RefSeq 1 1 1q22 1q22
10021 RefSeq 15 15 15q24.1 15q24-q25

poprotein binding p RefSeq 2 2 2q37.3 2q37
3744 RefSeq 1 1 1p13.3 1p13.1
3737 RefSeq 1 1 1p13.3 1p13
3739 RefSeq 11 11 11p14.1 11p14
3741 RefSeq 12 12 12p13.32 12p13
3742 RefSeq 12 12 12p13.32 12p13
3743 RefSeq 19 19 19q13.33 19q13.3
3745 RefSeq 20 20 20q13.13 20q13.2
9312 RefSeq 8 8 8q13.3 8q13.2
3746 RefSeq 11 11 11p15.1 11p15
3747 RefSeq 12 12 12q21.1 12q14.1
3748 RefSeq 19 19 19q13.33 19q13.3-q13.4
3749 RefSeq 1 1 1p13.3 1p21
3754 RefSeq 2 2 2p25.1 2p25
3755 RefSeq 20 20 20q13.13 20q13
26251 RefSeq 18 18 18q23 18q22-18q23
170850 RefSeq 2 2 2p21 2p21
3758 RefSeq 11 11 11q24.3 11q24
3778 RefSeq 10 10 10q22.3 10q22-q23
3782 RefSeq 1 1 1q22 1q21.3
3787 RefSeq 20 20 20q13.12 20q12
3790 RefSeq 2 2 2p24.2 2p24
27012 RefSeq 8 8 8q23.2 8q22.3-q24.1



80731 2 2q21-q22
23046 1 1pter-q31.3
3836 RefSeq 3 3 3q21.1 3q21
3838 RefSeq 17 ? 17q24.2 17q23.1-q23.3
3839 RefSeq 13 13 13q14.2 13q14.3
3837 RefSeq 17 17 17q21.32 17q21.32
3842 RefSeq 5 5 5q13.2 5q13.2
3934 RefSeq 9 9 9q34.11 9q34
4170 RefSeq 1 1 1q21.2 1q21
4547 RefSeq 4 4 4q23 4q24
10230 RefSeq 17 17 17q21.31 17q21
9972 RefSeq 6 6 6p22.3 6p22.3
63970 RefSeq 11 11 11q24.3 11q24
5174 RefSeq 1 1 1q21.1 1q21
8682 RefSeq 1 1 1q23.2 1q21.1
5311 RefSeq 4 4 4q22.1 4q21-q23
9033 RefSeq 10 10 10q24.31 10q24
27039 RefSeq 5 5 5q31.2 5q31
10343 RefSeq 22 22 22q13.31 22q13.31
5359 RefSeq 3 3 3q24 3q23
scramblase 3|| RefSeq 17 17 17p13.1 17p13.1
64284 RefSeq 2 2 2q37.3 2q37.3
55647 RefSeq 13 13 13q34 13q34
23011 RefSeq 12 12 12q21.1 12q21.1
51715 RefSeq 6 6 6p12.1 6p11
57111 RefSeq 1 1 1q22 1q22
9363 RefSeq X X Xq25 Xq25
83452 RefSeq 4 4 4q31.1 4q28
51209 RefSeq X X Xq22.2 Xq22.1-q22.3
6334 RefSeq 12 12 12q13.13 12q13
6397 RefSeq 17 17 17q25.2 17q25.1-17q25.2
266629 RefSeq 22 22 22q12.2 22q12.2
10802 5 5q31.1
10560 RefSeq 1 1 1q24.2 1q23.3
6576 RefSeq 22 22 22q11.21 22q11.21
10165 RefSeq 7 7 7q21.3 7q21.3

al protein LOC2835RefSeq 13 13 13q14.11 13q14
60386 RefSeq 17 17 17q25.1 17q25.3
788 RefSeq 3 3 3p21.31 3p21.31
9481 RefSeq 6 6 6p12.3 6p11.2-q12
292 RefSeq X X Xq24 Xq24-q26
6546 RefSeq 2 2 2p22.1 2p23-p22
6770 RefSeq 8 8 8p12 8p11.2
6853 RefSeq X X Xp11.3 Xp11.23
6857 RefSeq 12 12 12q21.2 12cen-q21
6890 RefSeq 6 6 6p21.32 6p21.3
6948 RefSeq 22 22 22q12.2 22q12.2
10972 RefSeq 14 14 14q24.3 14q24.3
sis factor, alpha-in RefSeq 17 17 17q11.2 17q22-q23
10043 RefSeq 22 22 22q12.3 22q13.1
7274 RefSeq 8 8 8q12.3 8q13.1-q13.3



7276 RefSeq 18 18 18q12.1 18q12.1
7350 RefSeq 4 4 4q31.21 4q28-q31
7351 RefSeq 11 11 11q13.4 11q13
7352 RefSeq 11 11 11q13.4 11q13
213 RefSeq 4 4 4q13.3 4q11-q13
348 RefSeq 19 19 19q13.31 19q13.2
2936 RefSeq 8 8 8p12 8p21.1
4504 RefSeq 16 16 16q12.2 16q13
114112 3 3p13-q13.33

|A2M|| RefSeq 12 12 12p13.31 12p13.3-p12.3
55738 RefSeq 20 20 20q13.33 20q13.33
26286 RefSeq 22 22 22q13.2 22q13.2-q13.3
10527 RefSeq 11 11 11p15.4 11p15.4
5877 RefSeq 1 1 1q32.1 1q32-q41
8795 RefSeq 8 8 8p21.3 8p22-p21
9605 RefSeq 16 16 16q24.3 16q24
3064 RefSeq 4 4 4p16.3 4p16.3
23541 RefSeq 22 22 22q12.2 22q12.2
1811 RefSeq 7 7 7q31.1 7q31
3933 RefSeq 9 9 9q34.3 9q34
5350 RefSeq 6 6 6q22.31 6q22.1
8086 RefSeq 12 12 12q13.13 12q13
13 RefSeq 3 3 3q25.1 3q21.3-q25.2
89876 RefSeq 3 3 3q13.33 3q12-q13.3
24 RefSeq 1 1 1p22.1 1p22.1-p21
8647 RefSeq 2 2 2q31.1 2q24
10057 RefSeq 3 3 3q27.1 3q27
6833 RefSeq 11 11 11p15.1 11p15.1
3983 RefSeq 10 10 10q25.3 10q25
10449 RefSeq 18 18 18q21.1 18q21.1
39 RefSeq 6 6 6q25.3 6q25.3-q26
8309 RefSeq 3 3 3p14.3 3p14.3
10121 RefSeq 10 10 10q24.32 10q24.32
10097 RefSeq 2 2 2p14 2p14
10096 RefSeq 2 2 2q14.1 2q14.1

57405 RefSeq 2 2 2q24.3 2q24.3
8038 RefSeq 10 10 10q26.2 10q26.3

170690 RefSeq 5 5 5p15.32 5p15
170692 RefSeq 16 16 16q23.1 16q23
92949 RefSeq 9 9 9p22.2 9p22.2-p22.1
125 RefSeq 4 4 4q23 4q21-q23
127 RefSeq 4 4 4q23 4q21-q24
128 RefSeq 4 4 4q23 4q21-q25
142 RefSeq 1 1 1q42.12 1q41-q42

10962 RefSeq 1 1 1q21.2 1q21
178 RefSeq 1 1 1p21.2 1p21
57085 RefSeq 1 1 1p36.22 1p36.22
10598 RefSeq 14 14 14q24.3 14q23.3-31



9863 RefSeq 7 7 7q21.11 7q21
158798 RefSeq X X Xq24 Xq24
54998 RefSeq 1 1 1p36.33 1p36.33
10327 RefSeq 1 1 1p34.1 1p33-p32
231 RefSeq 7 7 7q33 7q35
83592 RefSeq 10 10 10p15.1 10p15.1
210 RefSeq 9 9 9q32 9q33.1
216 RefSeq 9 9 9q21.13 9q21.13
224 RefSeq 17 17 17p11.2 17p11.2
223 RefSeq 1 1 1q24.1 1q23.1
229 RefSeq 9 9 9q31.1 9q21.3-q22.2
230 RefSeq 17 17 17q11.2 17cen-q12
29929 RefSeq 1 1 1p31.3 1p31.3
8846 RefSeq 14 14 14q24.3 14q24
7840 RefSeq 2 2 2p13.1 2p13
240 RefSeq 10 10 10q11.21 10q11.2
248 RefSeq 2 2 2q37.1 2q37.1
250 RefSeq 2 2 2q37.1 2q37
130540 RefSeq 2 2 2q33.1 2q33.1
ic lateral sclerosis RefSeq 2 2 2q33.2 2q33.2
65062 RefSeq 2 2 2q33.1
79800 RefSeq 2 2 2q33.2 2q33.2

al protein LOC2865RefSeq X X Xq23 Xq22.3
81693 RefSeq 14 14 14q32.32 14q32.3
270 RefSeq 1 1 1p13.1 1p13
57559 RefSeq 10 10 10q23.31 10q23.31
56311 RefSeq 7 7 7q31.31 7q31
54443 RefSeq 7 7 7p14.2 7p15-p14
23520 RefSeq 4 4 4q32.3 4q32.3
23519 RefSeq 12 12 12q13.11 12q13.11
290 RefSeq 15 15 15q26.1 15q25-q26
301 RefSeq 9 9 9q21.13 9q12-q21.2
302 RefSeq 15 15 15q22.2 15q21-q22
309 RefSeq 5 5 5q33.1 5q32-q34
244 RefSeq 10 10 10q11.22 10q11.2
8416 RefSeq 1 1 1q21.2 1q21
11276 RefSeq 17 17 17q12 17q12
327 RefSeq 3 3 3p21.31 3p21.31
328 RefSeq 14 14 14q11.2 14q11.2-q12
9140 RefSeq 5 5 5q22.3 5q21-q22
9474 RefSeq 6 6 6q21 6q21
8539 RefSeq 11 11 11p12 11p12-q12
80350 RefSeq 6 6 6q25.3 6q26-q27
338 RefSeq 2 2 2p24.1 2p24-p23
339 RefSeq 12 12 12p13.31 12p13.1

otein B mRNA editi RefSeq 22 22 22q13.1 22q13.1-q13.2

200316 RefSeq 22 22 22q13.1 22q13.1
319 RefSeq 12 12 12q13.3 12q13.3
353 RefSeq 16 16 16q24.3 16q24
54840 RefSeq 9 9 9p21.1 9p13.3



343 RefSeq 16 16 16p12.1 16p12
366 RefSeq 15 15 15q21.3 15q22.1-22.2
375 RefSeq 1 1 1q42.13 1q42
377 RefSeq 12 12 12q13.12 12q13
378 RefSeq 3 3 3p14.3 3p21.2-p21.1
381 RefSeq 7 7 7q32.1 7q31.3
382 RefSeq 14 14 14q21.3 14q21.3
26119 RefSeq 1 1 1p36.11 1p36-p35
387 RefSeq 3 3 3p21.31 3p21.3
390 RefSeq 2 2 2q23.3 2q23.3

RefSeq 22 22q13.31
9639 RefSeq 8 8 8p23.3 8p23
22899 RefSeq 17 17 17p13.1 17p13.1
27237 RefSeq 1 1 1p36.32 1p36.3

171177 RefSeq 15 15 15q15.1 15q13.3
26225 RefSeq 2 2 2q23.3 2q23.3
51329 RefSeq 12 12 12q24.31 12q24.31
10552 RefSeq 7 7 7q22.1 7q22.1
10093 RefSeq 3 3 3p25.3 3p25.3
10092 RefSeq 1 1 1q25.3 1q25.3
415 RefSeq X X Xp22.33 Xp22.3
51676 RefSeq 14 14 14q32.13 14q31-q32
432 RefSeq 17 17 17p13.1 17p13.2
435 RefSeq 7 7 7q11.21 7cen-q11.2
259266 RefSeq 1 1 1q31.3 1q31
79058 RefSeq 17 17 17q25.3 17q25
1386 RefSeq 2 2 2q31.1 2q32
80063 RefSeq 16 16 16p13.13 16p13.13
488 RefSeq 12 12 12q24.11 12q23-q24.1
509 RefSeq 10 10 10p14 10p15.1
10476 RefSeq 17 17 17q25.1 17q25
57198 RefSeq 1 1 1q21.3 1q21.3
546 RefSeq X X Xq21.1 Xq13.1-q21.1
64651 RefSeq 3 3 3p22.2 3p22
567 RefSeq 15 15 15q21.1 15q21-q22.2
573 RefSeq 9 9 9p13.3 9p12
10458 RefSeq 17 17 17q25.3 17q25
578 RefSeq 6 6p21.3
54971 RefSeq 16 16 16q24.2 16q24
55973 RefSeq 7 7 7q22.3 7q22-q31
8538 RefSeq 11 11 11q24.3 11q25
317716 RefSeq 20 20 20q11.21 20q11.21
10409 RefSeq 5 5 5p15.1 5p15.1-p14
581 RefSeq 19 19 19q13.33 19q13.3-q13.4
27113 RefSeq 19 19 19q13.32 19q13.3-q13.4
582 RefSeq 11 11 11q13.2 11q13.1
583 RefSeq 16 16 16q12.2 16q21
585 RefSeq 15 15 15q24.1 15q22.3-q23
55212 RefSeq 4 4 4q27 4q27
9564 RefSeq 16 16 16q23.1 16q22-q23



8537 RefSeq 20 20 20q13.2 20q13.2-q13.3
56647 RefSeq 10 10 10q26.2 10q26.1
597 RefSeq 15 15 15q25.1 15q24.3
598 RefSeq 20 20 20q11.21 20q11.21
10017 RefSeq 15 15 15q21.2 15q21
10018 RefSeq 2 2 2q13 2q13
79370 RefSeq 12 12 12p13.2 12p13-p12
599 RefSeq 14 14 14q11.2 14q11.2-q12
602 RefSeq 19 19 19q13.31 19q13.1-q13.2
607 RefSeq 1 1 1q21.1 1q21
7851 RefSeq 2 2 2q13 2q13
8419 RefSeq 3 3 3q22.1 3q21-q25
tein MGC13008|| RefSeq 17 17 17p11.2 17p11.2
f-containing 58|| RefSeq 1 1 1q44 1q44
637 RefSeq 22 22 22q11.21 22q11.1
iller (apoptosis-ind RefSeq 22 22 22q13.2 22q13.31
274 RefSeq 2 2 2q14.3 2q14

RefSeq 12 12q13.13
10904 RefSeq 20 20 20q11.23 20q11.2-q12
642 RefSeq 17 17 17q11.2 17q11.2
645 RefSeq 19 19 19q13.2 19q13.1-q13.2
8548 RefSeq 1 1 1q24.2 1q24
55839 RefSeq 16 16 16q23.2 16q23.2
662 RefSeq 5 5 5q35.1 5q33-q34

rus E1B 19kDa inteRefSeq 8 8 8p21.2 8p21
666 RefSeq 2 2 2q37.3 2q37.3
669 RefSeq 7 7 7q33 7q31-q34
671 RefSeq 20 20 20q11.23 20q11.23-q12
10380 RefSeq 1 1 1q41 1q41
8019 RefSeq 9 9 9q34.2 9q34
23476 RefSeq 19 19 19p13.12 19p13.1
29117 RefSeq 16 16 16q12.1 16q12
26228 RefSeq 4 4 4q13.2 4q13.2
140707 RefSeq 12 12 12q24.31 12q24.31
26580 RefSeq 11 11 11q12.3 11q12-q13.5
7809 RefSeq 1 1 1p32.3 1p32.1
686 RefSeq 3 3 3p25.1 3p25
689 RefSeq 5 5 5q13.2 5q13.2
10950 RefSeq 21 21 21q21.1 21q21.1-q21.2
54766 RefSeq 11 11 11q23.1 11q23
9184 RefSeq 10 10 10q26.13 10q26
118924 RefSeq 10 10 10q23.33 10q23.33
8872 RefSeq 10 10 10p14 10p13
219771 RefSeq 10 10 10p11.21 10p11.21
745 RefSeq 11 11 11q12.2 11q12-q13.1
221150 RefSeq 13 13 13q12.11 13q12.11
84520 RefSeq 14 14 14q32.13 14q32.13
10712 RefSeq 1 1 1q22 1q21
79577 RefSeq 1 1 1q31.2 1q25
712 RefSeq 1 1 1p36.12 1p36.3-p34.1
713 RefSeq 1 1 1p36.12 1p36.3-p34.1



714 RefSeq 1 1 1p36.12 1p36.11
24141 RefSeq 20 20 20p12.2 20p12
25876 RefSeq 20 20 20p13 20pter-q11.23
55245 RefSeq 20 20 20q11.22 20q11.22
55321 RefSeq 20 20 20p13 20p13
54014 RefSeq 21 21 21q22.2 21q22.2
51374 RefSeq 2 2 2p23.3 2p23.3
10467 RefSeq 7 7 7q22.1 7q22.1
729 RefSeq 5 5 5p13.1 5p13
79747 6 6q24.3
10591 RefSeq 6 6 6p21.1 6p21.1
57107 RefSeq 6 6 6q21 6q21
730 RefSeq 5 5 5p13.1 5p13
64327 RefSeq 7 7 7q36.3 7q36
731 RefSeq 1 1 1p32.2 1p32
732 RefSeq 1 1 1p32.2 1p32
735 RefSeq 5 5 5p13.1 5p14-p12
759 RefSeq 8 8 8q21.2 8q13-q22.1
760 RefSeq 8 8 8q21.2 8q22
56997 RefSeq 1 1 1q42.13 1q42.13
774 RefSeq 9 9 9q34.3 9q34
8913 RefSeq 17 17 17q21.33 17q22
779 RefSeq 1 1 1q32.1 1q32
785 RefSeq 2 2 2q23.3 2q22-q23
793 RefSeq 8 8 8q21.3 8q21.3-q22.1
50632 RefSeq 10 10 10q26.3 10q26.3
820 RefSeq 3 3 3p21.31 3p21.3
23125 RefSeq 17 17 17p13.2 17p13.2
10487 RefSeq 1 1 1p34.2 1p34.2
830 RefSeq 7 7 7q31.2 7q31.2-q31.3
832 RefSeq 1 1 1p36.13 1p36.1
9607 RefSeq 5 5 5q13.2 5q13.2
9994 RefSeq 6 6 6q15 6q15
open reading framRefSeq 3 3 3p14.3
117144 RefSeq 11 11 11q13.1 11q12.1
858 RefSeq 7 7 7q31.2 7q31.1
859 RefSeq 3 3 3p25.3 3p25
10153 RefSeq 2 2 2p22.2 2p22.2
869 RefSeq 16 16 16q12.1 16q12.1
873 RefSeq 21 21 21q22.12 21q22.13
874 RefSeq 21 21 21q22.12 21q22.2
10951 RefSeq 17 17 17q21.32 17q
8900 RefSeq 13 13 13q13.3 13q12.3-q13
890 RefSeq 4 4 4q27 4q25-q31
891 RefSeq 5 5 5q13.2 5q12
9133 RefSeq 15 15 15q22.2 15q22.2
85417 RefSeq X X Xp11.22 Xp11
892 RefSeq 6 6 6q16.3 6q21
595 RefSeq 11 11 11q13.3 11q13
894 RefSeq 12 12 12p13.32 12p13
896 RefSeq 6 6 6p21.1 6p21



23582 RefSeq 15 15 15q15.2 15q14-q15
898 RefSeq 19 19 19q12 19q12

RefSeq 8 8 8q22.1 8q22.1
899 RefSeq 16 16 16p13.3 16p13.3
900 RefSeq 5 5 5q34 5q32-q34
901 RefSeq 4 4 4q21.1 4q21.1
902 RefSeq 5 5 5q14.3 5q13.3-q14
10983 RefSeq 4 4 4q21.1 4q21.1

RefSeq 14 14 14q32.2 14q32
57018 RefSeq 3 3 3q25.31 3q25.31
904 RefSeq 12 12 12q13.11 12pter-qter
905 RefSeq 2 2 2q21.3 2q21.3
10575 RefSeq 2 2 2p15 2p15
10693 RefSeq 17 17 17q12 17q12
8763 RefSeq 6 6 6q21 6q21
909 RefSeq 1 1 1q23.1 1q22-q23
910 RefSeq 1 1 1q23.1 1q22-q23
911 RefSeq 1 1 1q23.1 1q22-q23
934 RefSeq Y Y Yq11.222 6q21
51744 RefSeq 1 1 1q23.3 1q23.3
23607 RefSeq 6 6 6p12.3 6p12
10421 RefSeq 16 16 16p11.2 16p11.2
951 RefSeq 19 19 19q13.33 19p13-q13.4
963 RefSeq 1 1 1p13.3 1p13
966 RefSeq 11 11 11p13 11p13
967 RefSeq 12 12 12q13.2 12q12-q13
968 RefSeq 17 17 17p13.1 17p13
9308 RefSeq 6 6 6p23 6p23
8832 RefSeq 1 1 1q23.3 1q24
4267 RefSeq X Xp22.32
146059 RefSeq 15 15 15q15.2 15q15.2
8881 RefSeq 13 13 13q34 13q34
991 RefSeq 1 1 1p34.2 1p34.1
246184 RefSeq 9 9 9q32 9q32
996 RefSeq 17 17 17q21.32 17q12-17q23.2
998 RefSeq 1 1 1p36.12 1p36.1
11135 RefSeq 22 22 22q13.1 22q13.1
8318 RefSeq 22 22 22q11.21 22q11.21
128869 RefSeq 20 20 20q11.22 20q11.22
83540 RefSeq 1 1 1q23.3 1q23.3
55038 RefSeq 14 14 14q32.33 14q32.33
83879 RefSeq 2 2 2q31.1 2q31
1001 RefSeq 16 16 16q22.1 16q22.1
dent kinase inhibitoRefSeq 9 9 9p21.3 9p21
50937 RefSeq 11 11 11q24.2 11q23-q24
1038 RefSeq X X Xq27.1 Xq27.1-q27.2

1041 RefSeq 6 6 6p21.33 6p21.3
10218 RefSeq 1 1 1p36.22 1p36.3-p36.2
1087 RefSeq 19 19 19q13.2 19q13.2
1053 RefSeq 14 14 14q11.2 14q11.2



51148 RefSeq 9 9 9q34.11 9q34.11
1056 RefSeq 9 9 9q34.13 9q34.3
1063 RefSeq 1 1 1q41 1q32-q41
64946 RefSeq 5 5 5q13.2 5p15.2
55835 RefSeq 13 13 13q12.12 13q12.12
11064 RefSeq 9 9 9q33.2 9q33-q34
8824 RefSeq 16 16 16q22.1 16q22.1
90634 RefSeq 13 13 13q13.1 13q12-q13
1082 RefSeq 19 19 19q13.33 19q13.32

dotropin, beta polypRefSeq 19 19 19q13.33 19q13.32
dotropin, beta polypRefSeq 19 19 19q13.33 19q13.32

1105 RefSeq 5 5 5q21.1 5q15-q21
helicase DNA bindRefSeq 16 16 16q12.2 16q12.2
26511 RefSeq 4 4 4q12 4q11
89832 RefSeq 15 15 15q13.2 15q13.1
1143 RefSeq 15 15 15q25.1 15q24
1146 RefSeq 2 2 2q37.1 2q33-q34
1130 RefSeq 1 1 1q42.3 1q42.1-q42.2
9391 RefSeq 2 2 2q11.2 2q11.2
114548 RefSeq 1 1 1q44 1q44
91543 RefSeq 2 2 2p25.2 2p25.2
84916 RefSeq 16 16 16q22.1 16q22.1
1154 RefSeq 3 3 3p21.31 3p21.3

1188 RefSeq 1 1 1p36.13 1p36
51267 RefSeq 12 12 12p13.2 12p13.2

9022 RefSeq 9 9 9q34.3 9q34.3
25999 RefSeq 19 19 19q13.12 19q13.12
1201 RefSeq 16 16 16p11.2 16p12.1
1203 RefSeq 13 13 13q22.3 13q21.1-q32
54982 RefSeq 15 15 15q23 15q23
2055 RefSeq 8 8 8p23.3 8p23
1209 RefSeq 19 19 19q13.31 19q13.2-q13.3
22883 RefSeq 1 1 1p36.22 1p36.22
1191 RefSeq 8 8 8p21.1 8p21-p12
de gated channel aRefSeq 4 4 4p12 4p12-cen
54714 RefSeq 8 8 8q21.3 8q21-q22
26507 RefSeq 10 10 10q24.2 10q24.2
54805 RefSeq 10 10 10q24.32 10q24.33
26505 RefSeq 2 2 2q11.2 2p12-p11.2
246175 RefSeq 4 4 4q21.1 4q13.3
53942 RefSeq 11 11 11q22.1 11q21-q22.2
27255 RefSeq 3 3 3p26.3 3p26-p25
8506 RefSeq 17 17 17q21.2 17q21
200025 mRNA 1 1 1q21.1 1q21.2
1690 RefSeq 14 14 14q12 14q12-q13
1306 RefSeq 9 9 9q22.33 9q21-q22
1280 RefSeq 12 12 12q13.11 12q13.11-q13.2
1295 RefSeq 3 3 3q12.1 3q12.3
8292 RefSeq 3 3 3p25.1 3p25



8533 RefSeq 17 17 17p11.2 17p11.2
10987 RefSeq 8 8 8q13.2 8q13.2
10063 RefSeq 3 3 3q13.33 3q13.33
57699 RefSeq 6 6 6p21.2 6p21.1
1371 RefSeq 3 3 3q12.1 3q12
9238 RefSeq 7 7 7p13 7p14-p13
ositol glycan, classRefSeq 15 15 15q21.3 15q21.1
167 RefSeq 6 6 6p12.3 6p21.3
9244 RefSeq 19 19 19p13.11 19p12
51379 RefSeq 17 17 17q11.2 17q11.2
10485 RefSeq 1 1 1q22 1q22
9439 RefSeq 6 6 6q23.2 6q22.33-q24.1
9442 RefSeq 9 9 9q34.13 9q34.1-q34.3
56253 RefSeq 11 11 11q24.1 11q22-q23
1413 RefSeq 22 22 22q12.1 22q11.2-q13.1
1414 RefSeq 22 22 22q12.1 22q11.2
1415 RefSeq 22 22 22q11.23 22q11.2-q12.1
1418 RefSeq 2 2 2q33.3 2q33-q35
1421 RefSeq 2 2 2q33.3 2q33-q35
1427 RefSeq 3 3 3q27.3 3q25-qter
55997 RefSeq 2 2 2q21.1 2q21.1
158511 RefSeq X X Xq28 Xq28
1442 RefSeq 17 17 17q23.3 17q24.2
1465 RefSeq 1 1 1q32.1 1q32
8048 RefSeq 11 11 11p15.1 11p15.1
1471 RefSeq 20 20 20p11.21 20p11.21
8530 RefSeq 20 20 20p11.21 20p11.21
1493 RefSeq 2 2 2q33.2 2q33
1495 RefSeq 5 5 5q31.2 5q31
8727 RefSeq 9 9 9q31.3 9q31.2
56259 RefSeq 20 20 20q11.23 20q11.23-q12
23584 RefSeq 11 11 11q24.2 11q24
8065 RefSeq 11 11 11q22.3 11q22-q23
6374 RefSeq 4 4 4q13.3 4q12-q13
1528 RefSeq 18 18 18q22.3 18q23
1536 RefSeq X X Xp21.1 Xp21.1
54205 RefSeq 7 7 7p15.3 7p15.3
7461 RefSeq 7 7 7q11.23 7q11.23
1583 RefSeq 15 15 15q24.1 15q23-q24
1544 RefSeq 15 15 15q24.1 15q22-qter
23002 RefSeq 14 14 14q23.1 14q23.1
1600 RefSeq 1 1 1p32.2 1p32-p31
1601 RefSeq 5 5 5p13.1 5p13
51339 RefSeq 14 14 14q23.1 14q23.1
1603 RefSeq 14 14 14q11.2 14q11-q12
1604 RefSeq 1 1 1q32.2 1q32
1611 RefSeq 5 5 5p15.2 5p15.2
55885 RefSeq 12 12 12p12.3 12p12.3

spermia 1|| RefSeq Y Y Yq11.223 Yq11.223
spermia 1|| RefSeq Y Y Yq11.223

9802 RefSeq 12 12 12q13.13 12q12



56942 RefSeq 16 16 16q23.2 16q23.2
64858 RefSeq 1 1 1p13.2 1p13.2
64421 RefSeq 10 10 10p13 10p13
1634 RefSeq 12 12 12q21.33 12q13.2
10540 RefSeq 12 12 12q13.3 12q13.2-q13.3
51164 RefSeq 5 5 5q33.1 5q31-q32
92181 RefSeq 5 5 5q35.1 5q35.1
84722 RefSeq 1 1 1p13.3 1p13.3
1642 RefSeq 11 11 11q12.2 11q12-q13
26512 RefSeq 13 13 13q14.3 13q14.12-q14.2
26297 RefSeq 11 11 11p15.1 11p14.3
221120 RefSeq 11 11 11p11.2 11p11.2
23587 RefSeq 17 17 17p13.1 17p13.1
1674 RefSeq 2 2 2q35 2q35
1687 RefSeq 7 7 7p15.3 7p15
8214 RefSeq 22 22 22q11.21 22q11.21
1720 mRNA 2 2 2p12 18q12.1
56616 RefSeq 12 12 12q24.31 12q24.31
omolog 2 (DrosophRefSeq X X Xq21.33 Xq22
81624 RefSeq 13 13 13q21.2 13q21.2
84925 RefSeq 3 3 3q21.1 3q21.1
27185 RefSeq 1 1 1q42.2 1q42.1
253190 RefSeq 22 22 22q13.2 22q13
1736 RefSeq X X Xq28 Xq28
25896 RefSeq 1 1 1q32.3 1p36.13-q42.3
26084 RefSeq 3 3 3q25.2 3q25.2
151313 RefSeq 2 2 2q11.2 2q11.2
200081 RefSeq 1 1 1p35.1 1p35.1

RefSeq 5 5q35.2
84064 RefSeq 18 18 18q21.1 18q21.1

S. cerevisiae)|| mRNA 5 5 5p15.33 5p15.33
26022 RefSeq 17 17 17q11.2 17q11.2
4086 RefSeq 4 4 4q31.21 4q31
56243 10 10p12.31
121340 RefSeq 12 12 12q13.13 12q13.13
50632 RefSeq 10 10 10q26.3 10q26.3
50514 RefSeq 9 9 9q33.1 9q32
219285 7 7q21.3
1370 mRNA 3 3 3q29 8p23-p22
7597 RefSeq 14 14 14q23.3 14q23-q24
ponent 4B|| RefSeq 6 6 6p21.32 6p21.3
889 RefSeq 7 7 7q21.2 7q21-q22
1513 RefSeq 1 1 1q21.2 1q21
28983 RefSeq 4 4 4q13.2
55355 RefSeq 2 2 2q37.1 2q37.1
9940 RefSeq 3 3 3p22.3 3p22-p21.3
8847 RefSeq 13 13 13q14.2 13q14.3
9787 RefSeq 14 14 14q22.3 14q22.3
Drosophila) homoloRefSeq 18 18 18p11.31 18p11.3

85406 RefSeq 12 12 12q13.2 12q13.2



10294 RefSeq 16 16 16q12.1 16q11.1-q11.2
55466 RefSeq 15 15 15q25.1 15q25.1
116092 RefSeq 20 20 20q13.12 20q13.12
11259 RefSeq 3 3 3q12.1 3q12.1
10263 RefSeq 11 11 11q13.2 11q13
1795 RefSeq 3 3 3p21.31 3p21.31
10589 RefSeq 11 11 11q13.1 11q13.3
129831 RefSeq 2 2 2q31.2 2q31.2
27340 RefSeq 12 12 12q23.2 12q23
1827 RefSeq 21 21 21q22.12 21q22.1-q22.2
1834 RefSeq 4 4 4q22.1 4q21.3
11034 RefSeq 20 20 20p12.1 20p12.1
1838 RefSeq 2 2 2p23.3 2p24
84062 RefSeq 6 6 6p22.3 6p22.3
8291 RefSeq 2 2 2p13.2 2p13.3-p13.1
27338 RefSeq 19 19 19q13.42 19q13.43
1870 RefSeq 1 1 1p36.12 1p36
1871 RefSeq 6 6 6p22.3 6p22
1874 RefSeq 16 16 16q22.1 16q21-q22
1875 RefSeq 8 8 8q21.2 8q21.2
1876 RefSeq 2 2 2p25.1 2p25.1
55840 RefSeq 3 3 3q13.33 3q13.33
10148 RefSeq 19 19 19p13.3 19p13.3
1842 RefSeq 9 9 9q22.31 9q22.3
1915 RefSeq 6 9 6q13 6q14.1
1938 RefSeq 19 19 19p13.3 19pter-q12
1962 RefSeq 3 3 3q27.2 3q26.3-q28
1967 RefSeq 12 12 12q24.31 12q24.31
8661 RefSeq 10 10 10q26.11 10q26
1996 RefSeq 1 1 1p33 1p34
2010 RefSeq X X Xq28 Xq28
2017 RefSeq 11 11 11q13.3 11q13
2026 RefSeq 12 12 12p13.31 12p13
2027 RefSeq 17 17 17p13.2 17pter-p11
5167 RefSeq 6 6 6q23.2 6q22-q23
260429 RefSeq 16 16 16p13.3 16p13.3
2058 RefSeq 1 1 1q41 1q41-q42
2059 RefSeq 12 12 12p12.3 12q13
2071 RefSeq 2 2 2q14.3 2q21
2072 RefSeq 16 16 16p13.12 16p13.3-p13.11
2079 RefSeq 14 14 14q24.1 14q24.1

30001 RefSeq 14 14 14q22.1 14q22.1
55081 RefSeq 3 3 3q13.12 3q13.12-q13.13

tein LOC221810|| RefSeq 7 7 7p21.2 7p22
2119 RefSeq 3 3 3q27.2 3q28
2121 RefSeq 4 4 4p16.2 4p16
132884 RefSeq 4 4 4p16.2 4p16.2-p16.1
11322 RefSeq 17 17 17q25.3 17q25.3
147138 RefSeq 17 17 17q25.3 17q25.3
2124 RefSeq 17 17 17q11.2 17q11.2



2139 RefSeq 20 20 20q13.12 20q13.1
2145 RefSeq 17 17 17q21.2 17q21.1-q21.3
2146 RefSeq 7 7 7q36.1 7q35-q36
50848 RefSeq 1 1 1q23.3 1q21.2-q21.3
2162 RefSeq 6 6 6p25.1 6p25.3-p24.3
2165 RefSeq 1 1 1q31.3 1q31-q32.1
2169 RefSeq 4 4 4q26 4q28-q31
2170 RefSeq 1 1 1p35.2 1p33-p32
2167 RefSeq 8 8 8q21.13 8q21
associated factor 1RefSeq 1 1 1p32.3 1p33
55179 RefSeq 3 3 3q22.3 3q22.3
2175 RefSeq 16 16 16q24.3 16q24.3
2176 RefSeq 9 9 9q22.32 9q22.3
2177 RefSeq 3 3 3p25.3 3p26
2178 RefSeq 6 6 6p21.31 6p21-p22
2188 RefSeq 11 11 11p14.3 11p15
9855 2 2q37.3
2193 RefSeq 19 19 19p13.13 19p13.2
51341 RefSeq 19 19 19p13.3 19p13.3
10516 RefSeq 14 14 14q32.12 14q32.1
2203 RefSeq 9 9 9q22.32 9q22.3

of IgG, low affinity RefSeq 1 1 1q23.3 1q23
2224 RefSeq 1 1 1q22 1q22
9638 RefSeq 11 11 11q24.2 11q24.2
2243 RefSeq 4 4 4q31.3 4q28
2244 RefSeq 4 4 4q31.3 4q28
2257 RefSeq 3 3 3q28 3q28
2247 RefSeq 4 4 4q27 4q26-q27
11116 RefSeq 6 6 6q27 6q27
2266 RefSeq 4 4 4q31.3 4q28
2271 RefSeq 1 1 1q43 1q42.1
9457 RefSeq 6 6 6q16.1 6q16.1-q16.3
59347 RefSeq 8 8 8p12 8p11.2
2313 RefSeq 11 11 11q24.3 11q24.1-q24.3
55076 RefSeq 3 3 3q12.2 3q12.2
54478 RefSeq 17 17 17p13.2 17p13.2
55200 RefSeq 12 12 12p13.31 12p13.31
55219 RefSeq 1 1 1p36.11 1p36.11
54619 RefSeq 10 10 10q24.1 10pter-q26.12
55765 RefSeq 1 1 1q32.1 1q32.1
55277 RefSeq 1 1 1p32.1 1p32.1

ated protein p30-likeRefSeq 5 5 5q33.2 5q33.2
79792 RefSeq 8 8 8q24.3 8q24.3
79888 RefSeq 5 5 5p15.33 5p15.33
79648 RefSeq 8 8 8p23.1 8p23.1
79968 RefSeq 15 15 15q15.3 15q15.3
79935 RefSeq 19 19 19q13.2 19q13.2
79875 RefSeq 15 15 15q23 15q23
79788 RefSeq 19 19 19q13.42 19q13.42
54848 RefSeq 4 4 4q24 4q24



55631 RefSeq 1 1 1p31.1 1p31.1
79832 RefSeq 11 11 11p13 11p13
84173 RefSeq 2 2 2p11.2 2p11.2
79637 RefSeq 17 17 17q25.1 17q25.1
79651 RefSeq 17 17 17q25.1 17q25.1
80162 RefSeq 11 11 11p15.5 11p15.5
151126 RefSeq 2 2 2q31.2 2q31.2-q31.3
159119 RefSeq Y Y Yq11.222
253832 RefSeq 13 13 13q12.11 13q12.11
166968 RefSeq 5 5 5q11.2 5q11.2
 protein FLJ38564 RefSeq X X Xq21.2 Xq21.2
2318 RefSeq 7 7 7q32.1 7q32-q35
2328 RefSeq 1 1 1q24.3 1q23-q25
2334 RefSeq X X Xq28 Xq28
10023 RefSeq 10 10 10q24.1 10q24.1
6624 RefSeq 7 7 7p22.1 7p22
10272 RefSeq 19 19 19p13.3 19p13
2512 RefSeq 19 19 19q13.33 19q13.3-q13.4
2519 RefSeq 6 6 6q24.2 6q24
2521 RefSeq 16 16 16p11.2 16p11.2
2525 RefSeq 19 19 19p13.3 19p13.3
2537 RefSeq 1 1 1p36.11 1p35
25758 11 11p13
92579 RefSeq 17 17 17q21.31 17q21.31
2548 RefSeq 17 17 17q25.3 17q25.2-q25.3
139716 RefSeq X X Xq28 Xq28
23710 RefSeq 12 12 12p13.2 12p13.2
2572 RefSeq 10 10 10p12.1 10p11.23
4616 RefSeq 19 19 19p13.3 19p13.3
2619 RefSeq 9 9 9q21.33 9q21.3-q22
2620 RefSeq 11 11 11p14.3 11p14.3-p15.2
10634 RefSeq 22 22 22q12.2 22q12.2
8089 RefSeq 12 12 12q15 12q13-q15
8522 RefSeq 17 17 17p13.1 17p13.1
9737 RefSeq X X Xq22.1 Xq22.1
2627 RefSeq 18 18 18q11.2 18q11.1-q11.2
352954 RefSeq 7 7 7q22.1 7q22.1
2632 RefSeq 3 3 3p12.2 3p12.3
2638 RefSeq 4 4 4q13.3 4q12-q13
2729 RefSeq 6 6 6p12.1 6p12
7841 RefSeq 2 2 2p13.1 2p13-p12
54332 RefSeq 8 8 8q21.11 8q21.11
2671 RefSeq 16 16 16p13.3 16p13.3-p13.12
25816 RefSeq 5 5 5q23.1 5q23.1
2688 RefSeq 17 17 17q23.3 17q24.2
92283 RefSeq 19 19 19q13.12 19q13.12
57165 RefSeq 1 1 1q42.13 1q41-q42
2700 RefSeq 13 13 13q12.11 13q11-q12
2702 RefSeq 1 1 1q21.1 1q21.1
2703 RefSeq 1 1 1q21.1 1q21.1
11010 RefSeq 12 12 12q21.1 12q21.1



2739 RefSeq 6 6 6p21.2 6p21.3-p21.1
2745 RefSeq 5 5 5q15 5q14
29998 RefSeq 19 19 19q13.32 19q13.3
29997 RefSeq 19 19 19q13.32 19q13.3
ydrogenase 1|| RefSeq 10 10 10q23.2 10q23.3
2765 RefSeq 8 8 8q24.3 8q24.3
51053 RefSeq 6 6 6p22.2 6p22.2
8833 RefSeq 3 3 3q25.31 3q24
10399 RefSeq 5 5 5q35.3 5q35.3
10578 RefSeq 2 2 2p11.2 2p12-q11
27232 RefSeq 6 6 6p21.1 6p12
9950 RefSeq 14 14 14q32.12 14q32.12-q32.13
2804 RefSeq 3 3 3q13.33 3q13
8733 RefSeq 8 8 8q24.3 8q24.3
2719 RefSeq X X Xq26.2 Xq26.1
57720 RefSeq 9 9 9q34.11 9q34.11
2873 RefSeq 17 17 17q25.3 17q25.3
2876 RefSeq 3 3 3p21.31 3p21.3
2897 RefSeq 21 21 21q21.3 21q22.11
2905 RefSeq 17 17 17q25.1 17q25
56850 RefSeq X X Xp11.23 Xp11
2935 RefSeq 16 16 16p13.13 16p13.1
2950 RefSeq 11 11 11q13.2 11q13
2952 RefSeq 22 22 22q11.23 22q11.23
2953 RefSeq 22 22 22q11.23 22q11.2
2968 6 6p21.3
2976 RefSeq 2 2 2p23.3 2p23.3
9328 RefSeq 9 9 9q34.13 9q34
51512 RefSeq 22 22 22q13.31 22q13.2-q13.3
2978 RefSeq 6 6 6p21.1 6p21.1
9626 RefSeq 3 3 3q13.13 3q13.1
ncludes MN blood RefSeq 4 4 4q31.21 4q28.2-q31.1
2995 RefSeq 2 2 2q14.3 2q14-q21
283120 mRNA 11 11 11p15.5 11p15.5
55506 RefSeq 10 10 10q22.1 10q22
23526 RefSeq 19 19 19p13.3 19p13.3
3032 RefSeq 2 2 2p23.3 2p23
84264 RefSeq 16 16 16p13.3 16p13.3
10238 RefSeq 17 17 17q23.3 17q23.3
9464 RefSeq 4 4 4q34.1 4q33
9001 RefSeq 17 17 17q21.2 17q21.2-q21.3
55664 RefSeq 9 9 9p24.1
8520 RefSeq 2 2 2q31.1 2q31.2-q33.1
84913 RefSeq 2 2 2p11.2 2p11.2
3045 RefSeq 11 11 11p15.4 11p15.5
3046 RefSeq 11 11 11p15.4 11p15.5
3048 RefSeq 11 11 11p15.4 11p15.5
3049 RefSeq 16 16 16p13.3 16p13.3

|| RefSeq 16 16 16p13.3 16p13.3
65991 RefSeq X X Xq28 Xq28
25875 RefSeq 12 12 12q13.12 12q13.12



29115 RefSeq 17 17 17q25.1 17q25.1
10870 RefSeq 19 19 19q13.12 19q13.1
10403 RefSeq 18 18 18p11.32 18p11.32
9709 RefSeq 16 16 16q13 16q12.2-q13
55502 RefSeq 2 2 2q37.3 2q37.3
3075 RefSeq 1 1 1q31.3 1q32
9910 RefSeq 1 1 1q25.1 1q24
10086 RefSeq 8 8 8q24.22 8q24
26275 RefSeq 2 2 2q32.2 2q32.2
29923 RefSeq 7 7 7q32.1 7q32.2
3094 RefSeq 5 5 5q23.3 5q31.2
3092 RefSeq 7 7 7q11.23 7q11.23
8479 RefSeq 16 16 16p11.2 16p11.2
8351 RefSeq 6 6 6p22.2 6p21.3
8366 RefSeq 6 6 6p22.2 6p21.3
8364 RefSeq 6 6 6p22.2 6p21.3
8362 RefSeq 6 6 6p22.1 6p22-p21.3
3096 RefSeq 6 6 6p24.1 6p24-p22.3

51275 RefSeq 12 12 12q24.12 12q24.12
23401 RefSeq 10 10 10q24.1 10q24.1
2180 RefSeq 4 4 4q35.1 4q34-q35
7325 RefSeq 3 3 3p24.3 3p24.2
7553 RefSeq 8 8 8q24.3 8q24

motif, single strandemRNA 2 2 2q24.2 2q24.2
7532 RefSeq 7 7 7q11.23 7q11.23
7529 RefSeq 20 20 20q13.12 20q13.1
55249 RefSeq 1 1 1q22 1q22
3148 RefSeq 4 4 4q34.1 4q31
3149 RefSeq X X Xq28 Xq28
3150 RefSeq 21 21 21q22.2 21q22.3
10473 RefSeq 6 6 6p22.1 6p21.3
3166 RefSeq 4 4p16.1

clear factor 4, alphaRefSeq 20 20 20q13.12 20q12-q13.1
us nuclear ribonuc RefSeq 12 12 12q13.13 12q13.1
3190 RefSeq 9 9 9q21.32 9q21.32-q21.33
3232 RefSeq 2 2 2q31.1 2q31.1
3240 RefSeq 16 16 16q22.2 16q22.1
3242 RefSeq 12 12 12q24.31 12q24-qter
3251 RefSeq X X Xq26.2 Xq26.1
3257 RefSeq 10 10 10q24.2 10q23.1-q23.3
84343 RefSeq 3 3 3q24 3q24
79803 RefSeq 10 10 10q24.32 10q24.32
ppressor|| RefSeq 3 3 3q29 3q29
3267 RefSeq 2 2 2q36.3 2q36.3
3270 RefSeq 19 19 19q13.33 19q13.3
8739 RefSeq 12 12 12q24.22 12q24.22
55802 RefSeq 3 3 3p21.1 3p21.1

3283 RefSeq 1 1 1p12 1p13.1
3284 RefSeq 1 1 1p12 1p13.1



11077 RefSeq 21 21 21q22.3 21q22.3
3303 RefSeq 6 6 6p21.33 6p21.3
3315 RefSeq 7 7 7q11.23 7q11.23
8988 RefSeq 5 5 5q11.2 5q11.2
23640 RefSeq 19 19 19q13.42 19q13.42
25852 RefSeq 3 3 3q22.3 3q22.3
29090 RefSeq 18 18 18q22.3 18q22.3
3336 RefSeq 2 2 2q33.1 2q33.1

3344 RefSeq 2 2 2p16.3 2p22-p16
3347 RefSeq 4 4 4q13.3 4q13
84513 RefSeq 8 8 8p12 8p12
3364 RefSeq 7 7 7p12.3 7p13-p12
135458 RefSeq 6 6 6p25.3 6p25.3
29072 RefSeq 3 3 3p21.31 3p21.31
25766 RefSeq 12 12 12q13.12 12q
11153 RefSeq 12 12 12q23.3 12q24.1

29851 RefSeq 2 2 2q33.2 2q33
3397 RefSeq 20 20 20q11.21 20q11
3398 RefSeq 2 2 2p25.1 2p25
3416 RefSeq 10 10 10q23.33 10q23-q25
3422 RefSeq 10 10 10p15.3 10p15.3
25836 RefSeq 5 5 5p13.2 5p13.2
8870 RefSeq 6 6 6p21.33 6p21.3
3429 RefSeq 14 14 14q32.13 14q32
10561 RefSeq 1 1 1p31.1 1p31.1
3434 RefSeq 10 10 10q23.31 10q25-q26
3433 RefSeq 10 10 10q23.31 10q23-q25
3437 RefSeq 10 10 10q23.31 10q24
24138 RefSeq 10 10 10q23.31 10q23.31
10581 RefSeq 11 11 11p15.5 11p15.5
10410 RefSeq 11 11 11p15.5 11p15.5
3439 RefSeq 9 9 9p21.3 9p22
3460 RefSeq 21 21 21q22.11 21q22.11
3475 RefSeq 7 7 7q31.1 7q22-q31
64108 RefSeq 3 3 3q27.3 3q27.3
51214 RefSeq 11 11 11p15.5 11p15.5
3482 RefSeq 6 6 6q25.3 6q26

n heavy constant mmRNA 14 14 14q32.33 14q32.33
3503 mRNA 14 14 14q32.33 14q32.33
3507 mRNA 14 14 14q32.33 14q32.33
kappa constant|| mRNA 2 2 2p11.2 2p12
3537 mRNA 22 22 22q11.22 22q11.2
3543 RefSeq 22 22 22q11.23 22q11.23
57818 RefSeq 2 2 2q24.3 2q24-q31
3592 RefSeq 3 3 3q25.33 3p12-q13.2
3596 RefSeq 5 5 5q23.3 5q31
se|| 11 11p15.5-p15.4
79166 RefSeq 19 19 19q13.42 19q13.4

munoglobulin-like reRefSeq 19 19 19q13.42 19q13.4



10643 RefSeq 7 7 7p15.3 7p11
3614 RefSeq 7 7 7q32.1 7q31.3-q32
3617 RefSeq 6 6 6q14.1 6q14.2-q15
50939 RefSeq 3 3 3q12.3 3q12.2-q12.3

RefSeq X Xq13.1
3631 RefSeq 2 2 2q11.2 2q11.2
22876 RefSeq 10 10 10q26.11 10q26.11-q26.12

3638 RefSeq 7 7 7q36.3 7q36
51141 RefSeq 2 2 2q14.1 2q14.1
83417 RefSeq 1 1 1q23.1 1q21
83416 RefSeq 1 1 1q23.1 1q21
10265 RefSeq 16 16 16q12.2 16q11.2-q13
3670 RefSeq 5 5 5q11.2 5q11.2
22801 RefSeq 15 15 15q23 15q23

3695 RefSeq 12 12 12q13.13 12q13.13
3696 RefSeq 7 7 7p21.1 7p21.1
9358 RefSeq 13 13 13q33.1 13q33
9445 RefSeq 13 13 13q14.2 13q14.3
160897 RefSeq 13 13 13q32.1 13q32.1
50618 RefSeq 2 2 2p23.3 2pter-p25.1
ntaining 4|| RefSeq 16 16 16q24.2 16q24.3
8690 RefSeq 11 11 11q21 11q21
3728 RefSeq 17 17 17q21.2 17q21
3732 RefSeq 11 11 11p11.2 11p11.2
7881 RefSeq 3 3 3q25.31 3q26.1
23630 RefSeq X X Xq23 Xq22.3
56479 RefSeq 6 6 6q13 6q14
3792 RefSeq 7 7 7q34 7q33
11081 RefSeq 12 12 12q21.33 12q22
9684 RefSeq 8 8 8q24.3 8q24.3

23008 RefSeq 7 7 7q32.2 7q32.2
9896 RefSeq 6 6 6q21 6q21
9719 RefSeq 9 9 9q34.2 9q34.2
23023 RefSeq 3 3 3q21.3 3q21.3
rotein|| 7 7p21.3
23254 1 1p36.21
22887 RefSeq 1 1 1p34.2 1pter-q31.3
57222 RefSeq 5 5 5q35.1 5q35.1
57188 RefSeq 15 15 15q25.2 15q25.2

57707 RefSeq 16 16 16q24.1 16q24.1
57718 RefSeq 14 14 14q32.13 14q32.13

84629 7 7p22.1
munoglobulin-like reRefSeq 19 19 19q13.42 19q13.4

3814 RefSeq 1 1 1q32.1 1q32
11279 RefSeq X X Xp11.21 Xp11.21



79682 RefSeq 4 4 4q35.1 4q35.1
10219 RefSeq 12 12 12p13.31 12p12-p13
3841 RefSeq 6 6 6q22.1 6q22.1
3843 RefSeq 13 13 13q32.2 13q32.2
83999 RefSeq 22 22 22q12.1 22q12.1
79412 RefSeq 16 16 16p13.3 16p13.3
3848 RefSeq 12 12 12q13.13 12q12-q13
3868 RefSeq 17 17 17q21.2 17q12-q21
3872 RefSeq 17 17 17q21.2 17q12-q21
3875 RefSeq 12 12 12q13.13 12q13
3857 RefSeq 17 17 17q21.2 17q21.1-q21.2
3887 RefSeq 12 12 12q13.13 12q13
3892 RefSeq 12 12 12q13.13 12q13

3903 RefSeq 19 19 19q13.42 19q13.4
3904 RefSeq 19 19 19q13.42 19q13.4
3908 RefSeq 6 6 6q22.33 6q22-q23
3910 RefSeq 6 6 6q21 6q21
3920 RefSeq X X Xq24 Xq24

3939 RefSeq 11 11 11p15.1 11p15.4
3945 RefSeq 12 12 12p12.1 12p12.2-p12.1
3948 RefSeq 11 11 11p15.1 11p15.5-p15.3
23641 RefSeq X X Xq27.1 Xq27
79165 RefSeq 19 19 19q13.42 19q13.4
79143 RefSeq 19 19 19q13.42 19q13.4
114823 RefSeq 19 19 19q13.42 19q13.42
23484 RefSeq 8 8 8p12 8p21.2-p21.1

oside-binding, solu RefSeq 14 14 14q22.3 14q21-q22
3963 RefSeq 19 19 19q13.2 19q13.2
9211 RefSeq 10 10 10q23.33 10q24
10184 RefSeq 5 5 5q14.1 5q14.1
3975 RefSeq 17 17 17q12 17q12
3977 RefSeq 5 5 5p13.1 5p13-p12
3980 RefSeq 17 17 17q12 17q11.2-q12
3982 RefSeq 19 19 19q13.41 19q13.4
3987 RefSeq 2 2 2q12.3 2q12.3-q13
3991 RefSeq 19 19 19q13.2 19q13.2
51599 RefSeq 19 19 19q13.12 19q13.12
4001 RefSeq 5 5 5q23.2 5q23.3-q31.1
4004 RefSeq 11 11 11p15.4 11p15

y 2 (rhombotin-like RefSeq 11 11 11p13 11p13
8543 RefSeq 1 1 1p22.3 1p22.3
81607 RefSeq 1 1 1q23.3 1q22-q23.2
124220 RefSeq 16 16 16p13.3 16p13.3
253039 mRNA 9 9 9q33.2 9q33.3

55971 RefSeq 7 7 7q21.3 7q21.3-q22.1
56901 RefSeq 12 12 12q13.3 12q13.3
80298 RefSeq 12 12 12q23.3 12q24.1



90557 RefSeq 2 2 2q21.1 2q21.1
90925 RefSeq 14 14 14q32.33 14q32.33
93380 RefSeq X X Xq26.3 Xq26.3
94431 RefSeq 16 16 16p12.1 16p12.1
4013 RefSeq 11 11 11q24.1 11q23
4026 RefSeq 3 3 3q27.3 3q28
64748 RefSeq 19 19 19p13.2 19p13.2
9404 RefSeq 11 11 11q12.1 11q12.1
987 RefSeq 4 4 4q31.23 4q31.23-q31.3
55367 RefSeq 11 11 11p15.5 11p15.5
26018 RefSeq 3 3 3p14.1 3p14
4033 RefSeq 12 12 12p12.1 12p12.1
26020 RefSeq 14 14 14q11.2 14q11.2
84918 RefSeq 6 6 6q25.1 6q25.1
10234 RefSeq 7 7 7q22.1 7q22.1
4048 RefSeq 12 12 12q23.1 12q22
4054 RefSeq 11 11 11q13.1 11q12
4056 RefSeq 5 5 5q35.3 5q35
51747 RefSeq 17 17 17q21.33 17q21.33
4066 RefSeq 19 19 19p13.13 19p13.2
4069 RefSeq 12 12 12q15 12q15
54585 RefSeq 3 3 3p21.31 3p21.3
8216 RefSeq 22 22 22q11.21 22q11.21
4081 RefSeq 13 13 13q13.3 13q13
10586 RefSeq 4 4 4q31.23 4q31
8379 RefSeq 7 7 7p22.3 7p22
4085 RefSeq 4 4 4q27 4q27
10459 RefSeq 1 1 1p36.22 1p36
4093 RefSeq 13 13 13q13.3 13q12-q14
139081 RefSeq X X Xq27.2 Xq27.2
9500 RefSeq X X Xp11.22 Xp11.23
28986 RefSeq X X Xp11.21 Xp11.22
9794 RefSeq 5 5 5q35.3 5q35
4123 RefSeq 15 15 15q24.2 15q11-q13
4129 RefSeq X X Xp11.3 Xp11.23
4082 RefSeq 6 6 6q21 6q22.2
51151 RefSeq 5 5 5p13.3 5p13.3
4149 RefSeq 14 14 14q23.3 14q23
85509 RefSeq 19 19 19p13.2 19p13.2
54799 RefSeq 17 17 17q21.33 17q21.33
28985 RefSeq X X Xq24 Xq22-q24

266727 RefSeq 6 6 6p21.2 6p21
56890 RefSeq 12 12 12q15 12q15
112950 RefSeq 1 1 1p34.2 1p34.2
4211 RefSeq 2 2 2p14 2p14-p13
4218 RefSeq 19 19 19p13.12 19p13.1
4225 RefSeq 18 18 18q12.1 18q12.2-q12.3
59274 RefSeq 15 15 15q25.1 15q13
23184 15 15q13
4242 RefSeq 22 22 22q13.1 22q12



8972 RefSeq 7 7 7q34 7q34
84302 RefSeq 9 9 9q31.1 9q31.1
91433 15 15q26.1
79791 RefSeq 16 16 16q24.2 16q24.2
93436 RefSeq 19 19 19p13.11 19p13.11
84787 RefSeq 19 19 19q13.42 19q13.42
3507 mRNA 14 14 14q32.33 14q32.33
se|| 11 11p15.5-p15.4
10290 RefSeq 2 2 2q35 2q35
115106 RefSeq 18 18 18q21.1 18q21.1
5915 RefSeq 3 3 3p24.2 3p24
92806 RefSeq 16 16 16q24.3 16q24.3
196051 10 10q26.12
348035 RefSeq 14 14 14q11.2 14q11.2
54537 RefSeq 10 10 10q23.2 10q23.2
196383 RefSeq 12 12 12q24.31 12q24.31
121642 RefSeq 12 12 12q24.11 12q24.11
11343 RefSeq 3 3 3q21.3 3q21.3
4261 RefSeq 16 16 16p13.13 16p13
29919 RefSeq 18 18 18q11.2 18q11.2
9645 RefSeq 11 11 11p15.3 11p15.3
4282 RefSeq 22 22 22q11.23 22q11.23
145282 RefSeq 14 14 14q13.3 14q13.3-q21.1
4287 RefSeq 14 14 14q32.12 14q24.3-q32.2
8079 RefSeq 12 12 12p13.31 12p13
4298 RefSeq 19 19 19p13.3 19p13.3
65108 RefSeq 1 1 1p35.1 1p35.1
326625 RefSeq 12 12 12q24.11 12q24
4311 RefSeq 3 3 3q25.2 3q25.1-q25.2
4323 RefSeq 14 14 14q11.2 14q11-q12
22915 RefSeq 4 4 4q22.1 4q22
4330 RefSeq 22 22 22q12.1 22q11
55034 RefSeq 18 18 18q12.2 18q12
22877 RefSeq 12 12 12q24.31 12q21.31
4345 RefSeq 3 3 3q13.2 3q12-q13
10200 RefSeq 16 16 16q23.3 16q23.3
10198 RefSeq 12 12 12q24.31 12q24.31
54852 RefSeq 15 15 15q23 15q23
4357 RefSeq 22 22 22q12.3 22q13.1
25953 RefSeq 2 2 2q35 2q35
10335 RefSeq 11 11 11p15.4 11p15
4437 RefSeq 5 5 5q14.1 5q11-q12
4478 RefSeq X X Xq12 Xq11.2-q12

27085 RefSeq 8 8 8q24.12 8q24.12
4515 RefSeq X X Xq28 Xq28
4522 RefSeq 14 14 14q23.2 14q24

rofolate-homocysteRefSeq 1 1 1q43 1q43
4580 RefSeq 1 1 1q22 1q21
stinal|| 7 7q22
4595 RefSeq 1 1 1p34.1 1p34.3-p32.1



4599 RefSeq 21 21 21q22.3 21q22.3
 protein|| RefSeq 1 1 1p34.3 1p33-p32.2
4633 RefSeq 12 12 12q24.11 12q23-q24.3
4634 RefSeq 3 3 3p21.31 3p21.3-p21.2
4636 RefSeq 4 4 4p16.3 4p16.3
4637 RefSeq 12 12 12q13.2 12q13.2
4668 RefSeq 22 22 22q13.2 22q13-qter
22861 RefSeq 17 17 17p13.2 17p13
126205 RefSeq 19 19 19q13.43 19q13.43
338321 RefSeq 19 19 19q13.42 19q13.42
79664 RefSeq 15 15 15q22.2 15q22.2
9 RefSeq 8 8 8p22 8p23.1-p21.3

osaminidase 3|| RefSeq 3 3 3p21.31 3p21.3
4681 RefSeq 1 1 1p36.13 1p36.13-p36.11
10787 RefSeq 2 2 2q32.1 2q32
57727 RefSeq 20 20 20q13.12 20q12-q13.12
135112 RefSeq 6 6 6q22.32 6q22.32
9436 RefSeq 6 6 6p21.1 6p21.1
54820 RefSeq 16 16 16p13.11 16p13.11
81565 RefSeq 17 17 17p13.1 17p13.1
10241 RefSeq 17 17 17q21.32 17q21.32
10397 RefSeq 8 8 8q24.22 8q24.3
57447 RefSeq 14 14 14q11.2 14q11.2
65009 RefSeq 16 16 16q21 16q21-q22.1
4725 RefSeq 1 1 1p34.3 1p34.2-p33
4728 RefSeq 11 11 11q13.2 11q13
4747 RefSeq 8 8 8p21.2 8p21
79661 RefSeq 15 15 15q24.2 15q23
10276 RefSeq 10 10 10p15.1 10p15
4794 RefSeq 6 6 6p21.1 6p21.1
4795 RefSeq 6 6 6p21.33 6p21.3
4798 RefSeq 11 11 11q24.3 11q24-q25
27018 RefSeq X X Xq22.2 Xq22.2
64149 RefSeq 17 17 17q11.2 17q11.2
9235 RefSeq 16 16 16p13.3 16p13.3
4818 RefSeq 19 19 19q13.41 19q13.41
4820 RefSeq 3 3 3p22.1 3p23-p21
9241 RefSeq 17 17 17q23.2 17q21-q22
4839 RefSeq 12 12 12p13.31 12p13
4842 RefSeq 12 12 12q24.22 12q24.2-q24.31
4846 RefSeq 7 7 7q36.1 7q36
4862 RefSeq 2 2 2q11.2 2q11.2
10577 RefSeq 14 14 14q24.3 14q24.3
7827 RefSeq 1 1 1q25.2 1q25-q31
4869 RefSeq 5 5 5q35.1 5q35
10641 RefSeq 3 3 3p21.31 3p21.3
4884 RefSeq 17 17 17q25.3 17q25.1-q25.2

drogenase, quinoneRefSeq 6 6 6p25.2 6pter-q12
9542 RefSeq 5 5 5q31.2 5q23-q33
83714 RefSeq 12 12 12p13.33 12p13.33
64710 RefSeq 1 1 1q32.1 1q32.1



10726 RefSeq 1 1 1p36.11 1p35-p34
318 RefSeq 9 9 9p13.3 9p13
8650 RefSeq 14 14 14q24.2 14q24.3
8021 RefSeq 9 9 9q34.13 9q34.1
51203 RefSeq 15 15 15q15.1 15q15.1
60506 RefSeq X X Xp11.4 Xp11.4
23090 RefSeq 16 16 16q12.1 16q12

RefSeq 1 1 1p31.2 1p31
84033 RefSeq 1 1 1q42.13 1q42.13
4950 RefSeq 5 5 5q13.2 5q13.1
4952 RefSeq X X Xq25 Xq25-q26.1
55714 4 4q35.1
8481 RefSeq X X Xp22.2 Xp22.2-p22.3
167826 RefSeq 6 6 6q23.3 6q23.3
80207 RefSeq 19 19 19q13.32 19q13.32
10133 RefSeq 10 10 10p13 10p13
391632 mRNA 4 4 4p16.1 4p16.1

eptor, family 8, subfamily G, member 1|| 11 11q24.1
114884 RefSeq 3 3 3p24.1 3p22.3
146183 RefSeq 16 16 16p12.2 16p12.2
9381 RefSeq 2 2 2p23.3 2p23.1
56914 RefSeq 20 20 20p12.1 20p12.1-p11.23

mor suppressor in oRefSeq 17 17 17p13.3 17p13.3
23533 RefSeq 17 17 17p13.1 17p13.1
5026 RefSeq 17 17 17p13.2 17p13.3
9127 RefSeq 22 22 22q11.21 22q11.21
55578 RefSeq 13 13 13q13.3 13q13.3
10130 RefSeq 2 2 2p25.1 2p25.1
83638 RefSeq 11 11 11q13.1 11q13.1
8106 RefSeq 14 14 14q11.2 14q11.2-q13
5048 RefSeq 17 17 17p13.3 17p13.3
10606 RefSeq 4 4 4q12 4pter-q21
24145 RefSeq 11 11 11q21 11q21
152559 RefSeq 4 4 4q21.21 4q21.21
11315 RefSeq 1 1 1p36.23 1p36.33-p36.12
5076 RefSeq 10 10 10q24.31 10q24
5080 RefSeq 11 11 11p13 11p13
22976 RefSeq 7 7 7q36.2 7q36
5037 RefSeq 12 12 12q24.23 12q24.23
5092 RefSeq 10 10 10q22.1 10q22

protein LOC144997RefSeq 13 13 13q21.1 13q21.1
54510 RefSeq 4 4 4q28.3 4q31
5101 RefSeq 13 13 13q21.32 13q14.3-q21.1
54825 RefSeq 5 5 5q35.2 5q35.2
23424 RefSeq 9 9 9q22.33 9q22.33
11333 RefSeq 7 7 7q22.1 7q22.1
11235 RefSeq 3 3 3q26.1 3q26.1
27250 RefSeq 10 10 10q25.2 10q24
9141 RefSeq 19 19 19q13.11 19q12-q13.1
10015 RefSeq 3 3 3p23 3p23
5145 RefSeq 5 5 5q32 5q31.2-q34



5158 RefSeq 4 4 4p16.3 4p16.3
5146 RefSeq 10 10 10q23.33 10q24
10455 RefSeq 6 6 6p25.2 6p24.3
27043 RefSeq 17 17 17p13.2 17p13.2
5184 RefSeq 19 19 19q13.11 19q12-q13.2
64065 RefSeq 6 6 6q23.3 6q24
23481 RefSeq 22 22 22q12.2 22q12.1
5189 RefSeq 7 7 7q21.2 7q21-q22
8800 RefSeq 15 15 15q26.1 15q26.1
8799 RefSeq 1 1 1q21.1 1q21.1
5195 RefSeq 1 1 1p36.22 1p36.22
9409 RefSeq 11 11 11p11.2 11p11.2

genesis factor 3|| RefSeq 6 6 6q24.2 6q23-q24
5199 RefSeq X X Xp11.23 Xp11.3-p11.23
5202 RefSeq 1 1 1q23.3 1q23.3
5216 RefSeq 17 17 17p13.2 17p13.3
5224 RefSeq 7 7 7p13 7p13-p12

r cross-complemenRefSeq 10 10 10q11.23 10q11
27306 RefSeq 4 4 4q22.3 4q22.3
10857 RefSeq X X Xq24 Xq22-q24
54681 RefSeq 3 3 3p21.31 3p21.31
10077 RefSeq 11 11 11p15.5 11p15.5
7262 RefSeq 11 11 11p15.4 11p15.5
23612 RefSeq 1 1 1q32.1 1q31
57157 RefSeq 7 7 7q11.23 7q11.23-q21
5264 RefSeq 10 10 10p13 10pter-p11.2
8554 RefSeq 15 15 15q23 15q
27124 22 22q11.2-q13.2
118788 RefSeq 10 10 10q24.1 10q24.1

RefSeq 1 1p31.1
54545 RefSeq 5 5 5p13.3 5p13.3
5306 RefSeq 17 17 17p13.3 17p13.3
9271 RefSeq 12 12 12q24.33 12q24.33
55124 RefSeq 8 8 8p21.3 8p21.3
63876 RefSeq 11 11 11q24.2
8399 RefSeq 16 16 16p13.12 16p13.1-p12
8681 RefSeq 15 15 15q15.1 15q11.2-q21.3
8605 RefSeq 19 19 19q13.32 19q13.3
22925 RefSeq 2 2 2q24.2 2q23-q24
5330 RefSeq 15 15 15q15.1 15q15
5341 RefSeq 2 2 2p13.3 2p13.3
26499 RefSeq 14 14 14q23.3 14q23.3
10979 RefSeq 14 14 14q22.1 14q22.1
90480 RefSeq 19 19 19p13.13 19p13.13
5354 RefSeq X X Xq22.2 Xq22
5361 RefSeq 3 3 3q21.2 3q21.3
57671 7 7q32.3
lator 3|| RefSeq 16 16 16p13.11 16p13.11
5366 RefSeq 18 18 18q21.32 18q21.32
5375 RefSeq 8 8 8q21.13 8q21.3-q22.1
5376 RefSeq 17 17 17p12 17p12-p11.2



9240 RefSeq 14 14 14q24.3 14q24.3
5423 RefSeq 8 8 8p11.21 8p11.2
661 RefSeq 8 8 8p21.3 8q21

RefSeq 22 22q11.22
21 homolog, rat) a RefSeq 7 7 7q11.23 7q11.23
 class 4, transcript RefSeq 4 4 4q31.22 4q31.2
5460 RefSeq 6 6 6p21.33 6p21.31

23532 RefSeq 22 22 22q11.22 22q11.22
ein BstNI subfamilyRefSeq 12 12 12p13.2 12p13.2
23082 RefSeq 10 10 10q24.32 10q24.32
9055 RefSeq 15 15 15q26.1 15q26.1
5546 RefSeq 1 1 1q23.1 1q21.1
56981 RefSeq 11 11 11p11.2 11p11
59336 RefSeq 6 6 6q16.3 6q16-q21

56978 RefSeq 4 4 4q21.21 4q21
5552 RefSeq 10 10 10q22.1 10q22.1
10216 RefSeq 1 1 1q31.1 1q25-q31
5564 RefSeq 12 12 12q24.23 12q24.1
5565 RefSeq 1 1 1q21.1 1q21.1
51422 RefSeq 7 7 7q36.1 7q35-q36
23613 RefSeq 20 20 20q13.12 20q13.12
112464 RefSeq 11 11 11p15.4 11p15.4
23627 RefSeq 20 20 20p13 20pter-p12
5621 RefSeq 20 20 20p13 20pter-p12
29028 RefSeq 8 8 8q24.13 8q24.13
8842 RefSeq 4 4 4p15.32 4p15.32
5629 RefSeq 1 1 1q41 1q32.2-q32.3
26121 RefSeq 19 19 19q13.42 19q13.42
27128 RefSeq 22 22 22q13.1 22q12.3-q13.1
5664 RefSeq 1 1 1q42.13 1q31-q42
5683 RefSeq 7 7 7p14.1 7p14.1

ane anchor protein RefSeq 2 2 2q24.2 2q24.2
5710 RefSeq 1 1 1q21.2 1q21.2
5711 RefSeq 9 9 9q33.2 9q33.2
5713 RefSeq 16 16 16q22.3 16q23-q24
5714 RefSeq 19 19 19q13.2 19q13.2
9051 RefSeq 15 15 15q24.3 15q24-q25.1
9050 RefSeq 18 18 18q21.1 18q12
5725 RefSeq 19 19 19p13.3 19p13.3
171558 RefSeq 6 6 6p21.1 6p21.3
23210 RefSeq 17 17 17q25.1 17q25
158131 RefSeq 9 9 9q33.2 9q33.2
393046 7 7q35
23203 9 9q34.3
23370 RefSeq 19 19 19p13.2 19p13.3

ology, Sec7 and coRefSeq 19 19 19q13.32 19q13.3
9536 RefSeq 9 9 9q34.11 9q34.3

pha (gene sequencRefSeq 2 2 2q37.1 2q35-q36



5763 RefSeq 12 12 12p13.31 12p13
5764 RefSeq 7 7 7q33 7q33-q34
140885 RefSeq 20 20 20p13 20p13
128646 RefSeq 20 20 20p13 20p13
sine phosphatase, RefSeq 11 11 11q13.2 11q13.3
5805 RefSeq 11 11 11q23.1 11q22.3-q23.3
754 RefSeq 21 21 21q22.3 21q22.3
10744 RefSeq 4 4 4p14 4p12

RefSeq 8 8q13.1
25945 RefSeq 3 3 3q13.13 3q13
5820 8 8q24
5824 RefSeq 1 1 1q23.2 1q22
5827 RefSeq 12 12 12q24.33 12q24.33
5836 RefSeq 14 14 14q22.1 14q21-q22
5837 RefSeq 11 11 11q13.1 11q12-q13.2
5768 RefSeq 1 1 1q25.2 1q24
10890 RefSeq 2 2 2p23.3 2p23.3
5862 RefSeq 8 8 8q12.1 8q12.1
57403 RefSeq 20 20 20q13.32 20q13.32
11031 RefSeq 18 18 18p11.22 18p11.3
11021 RefSeq 12 12 12q24.23 12q24.31
9545 RefSeq 19 19 19p13.2 19p13.2
5866 RefSeq 11 11 11q12.2 11q12-q13.1
er RAS oncogene RefSeq 1 1 1q42.13 1q42-q43
5869 RefSeq 12 12 12q13.2 12q13

10244 RefSeq 9 9 9q33.3 9q33.3
10567 RefSeq 19 19 19q13.2 19q13.2
11020 RefSeq 22 22 22q12.3 22q13.1
5881 RefSeq 17 17 17q25.3 17q25.3
5893 RefSeq 12 12 12p13.33 12p13-p12.2
8438 RefSeq 1 1 1p34.1 1p32
5883 RefSeq 11 11 11q13.2 11q13.1-q13.2
10742 RefSeq X X Xp22.13 Xp22
10928 RefSeq 18 18 18p11.22 18p11.3
51514 RefSeq 1 1 1q32.3
5902 RefSeq 22 22 22q11.21 22q11.21
26953 RefSeq 9 9 9p24.1 9p24.1
protein 9|| RefSeq 6 6 6p23 6p23
5908 RefSeq 12 12 12q15 12q14
5912 RefSeq 3 3 3q25.2 3q25.2
65059 RefSeq 2 2 2q33.2 2q33
57521 RefSeq 17 17 17q25.3 17q25.3
5918 RefSeq 3 3 3q25.32 3q25.32
5919 RefSeq 7 7 7q36.1 7q36.1
5920 RefSeq 11 11 11q12.3 11q23
10156 RefSeq 7 7 7q22.1 7q22-q31.1
9770 RefSeq 20 20 20p13 20pter-p12.1
30062 RefSeq 18 18 18q21.32 18q21.32
9821 RefSeq 8 8 8q11.23 8p22-q21.13
5928 RefSeq 1 1 1p35.1 1p35.1



5929 RefSeq 1 1 1q32.1 1q32
5931 RefSeq X X Xp22.2 Xp22.2
5932 RefSeq 18 18 18q11.2 18q11.2
10741 RefSeq 20 20 20p11.23 20p11.2
5933 RefSeq 20 20 20q11.23 20q11.2
27303 RefSeq 3 3 3p24.1 3p24-p23

g motif protein, Y-li RefSeq Y Y Yq11.223
5950 RefSeq 10 10 10q23.33 10q23-q24
11317 RefSeq 20 20 20q13.12 20q12-q13.1
80223 RefSeq 8 8 8p12 8p11.22
5957 RefSeq 17 17 17p13.1 17p13.1
9985 RefSeq 14 14 14q11.2 14q11.2-q12
5965 RefSeq 12 12 12p12.1 12p12
56475 RefSeq 2 2 2q23.3 2q23.3
5986 mRNA 17 17 17q25.3 17q25
28984 RefSeq 13 13 13q14.11 13q14.11

6005 RefSeq 6 6 6p12.3 6p21.1-p11
6006 RefSeq 1 1 1p36.11 1p36.11

oup, D antigen|| RefSeq 1 1 1p36.11 1p36.11
6009 RefSeq 7 7 7q36.1 7q36
9743 RefSeq 11 11 11q24.3 11q24-q25
65986 RefSeq 8 8 8q21.13 8q13-q21.1
55781 RefSeq 5 5 5q15 5q15
6017 RefSeq 15 15 15q26.1 15q26
6101 RefSeq 8 8 8q11.23 8q11-q13
54165 RefSeq 3 3 3q26.33 3q26.3
57096 RefSeq 14 14 14q11.2 14q11
10900 RefSeq 17 17 17q21.31 17q21.31
6134 RefSeq X X Xq28 Xq28
6135 RefSeq 1 1 1p36.11 1p36.1-p35
23521 RefSeq 19 19 19q13.33 19q13.3
6161 RefSeq 3 3 3p25.2 3p25-p24
6167 RefSeq 5 5 5p13.1 5p13
6168 RefSeq 2 2 2q35 2q35
6125 RefSeq 1 1 1p22.1 1p22.1
11102 RefSeq 3 3 3p14.3 3p14.3
6217 RefSeq 19 19 19q13.2 19q13.1
6223 RefSeq 19 19 19q13.2 19q13.2
6232 RefSeq 1 1 1q21.3 1q21
6235 RefSeq 14 14 14q21.3 14q
6191 RefSeq X X Xq13.1 Xq13.1
6203 RefSeq 19 19 19q13.42 19q13.4
9125 RefSeq 2 2 2q35 2q35
58528 RefSeq 6 6 6q15 6q15-q16
6251 RefSeq 10 10 10p13 10p13
27156 RefSeq 22 22 22q11.22 22q11.2
23429 RefSeq 3 3 3p13 3p13
6261 RefSeq 19 19 19q13.2 19q13.1
6281 RefSeq 1 1 1q21.3 1q21
6283 RefSeq 1 1 1q21.3 1q21



6276 RefSeq 1 1 1q21.3 1q21
6278 RefSeq 1 1 1q21.3 1q21

A1|| RefSeq 11 11 11p15.1 11p15.1
26278 RefSeq 13 13 13q12.12 13q12
64092 RefSeq 21 21 21q11.2 21q11
9092 RefSeq 11 11 11q13.1 11q13.1
6302 RefSeq 12 12 12q14.1 12q13.3
51119 RefSeq 7 7 7q11.21 7q11.21
6311 RefSeq 12 12 12q24.12 12q24.1
6315 mRNA 13 13 13q21.33 13q21
10066 RefSeq 15 15 15q24.1 15q23-q25
22937 RefSeq 3 3 3p21.31 3p21.31
51435 RefSeq 8 8 8p21.1 8p21
950 RefSeq 4 4 4q21.1 4q21.1
8796 RefSeq 13 13 13q22.3 13q22
10648 RefSeq 11 11 11q12.3 11q13
117156 RefSeq 5 5 5q32 5q32
22955 RefSeq 1 1 1p34.2 1p34
10389 RefSeq X X Xp22.13 Xp22
6336 RefSeq 3 3 3p22.2 3p22-p21
11280 RefSeq 3 3 3p22.2 3p24-p21
6332 RefSeq 2 2 2q24.3 2q21-q23
6335 RefSeq 2 2 2q24.3 2q24
6341 RefSeq 17 17 17p13.1 17p12-p13
6389 RefSeq 5 5 5p15.33 5p15
6392 RefSeq 11 11 11q23.1 11q23
55635 RefSeq 1 1 1p31.2 1p31.2
10640 RefSeq 14 14 14q22.3 14q22.3
25956 RefSeq 10 10 10q24.31 10q24.32
29950 RefSeq 19 19 19q13.2 19q13.1-q13.2
6400 RefSeq 14 14 14q31.1 14q24.3-q31
6402 RefSeq 1 1 1q24.2 1q23-q25
10512 RefSeq 7 7 7q21.11 7q21-q31
rich factor 1A (telomRefSeq 5 5 5q12.2-q13.3
12 RefSeq 14 14 14q32.13 14q32.1
5267 RefSeq 14 14 14q32.13 14q31-q32.1
27244 RefSeq 6 6 6q21 6q21
9869 RefSeq 1 1 1q21.2 1q21
9169 RefSeq 12 12 12q13.11 12q13.11
6435 RefSeq 10 10 10q22.2-q23.1
6439 RefSeq 2 2 2p11.2 2p12-p11.2
6440 RefSeq 8 8 8p21.3 8p21
6442 RefSeq 17 17 17q21.33 17q21
6443 RefSeq 4 4 4q11 4q12
6444 RefSeq 5 5 5q33.3 5q33-q34
6445 RefSeq 13 13 13q12.12 13q12
9047 RefSeq 1 1 1q23.1 1q21
10045 RefSeq 19 19 19p13.3 19p13.3
6452 RefSeq 4 4 4p16.3 4p16.3
6455 RefSeq 19 19 19p13.3 19p13.3
6457 RefSeq 15 15 15q25.2 15q24



30011 RefSeq X X Xp22.12 Xp22.1-p21.3

85358 22 22q13.3
25759 19 19p13.3
6476 RefSeq 3 3 3q26.1 3q25.2-q26.2
6491 RefSeq 1 1 1p33 1q32
6490 RefSeq 12 12 12q13.2 12q13-q14
10326 RefSeq 20 20 20p13 20p13
55423 RefSeq 20 20 20p13 20p13

RefSeq 1 1 1p36.33 1q22-q24
6498 RefSeq 3 3 3q26.2 3q26
6559 RefSeq 16 16 16q13 16q13
5002 RefSeq 11 11 11p15.4 11p15.5
r family 25 (mitoch RefSeq 4 4 4q35.1 4q35
8501 RefSeq 11 11 11q12.1 11p11.2-p11.1
22950 RefSeq 2 2 2p23.3 2p23.3-p23.2
6531 RefSeq 5 5 5p15.33 5p15.3
6585 RefSeq 10 10 10q24.1 10q23.3-q24
6594 RefSeq X X Xq25 Xq25
6598 RefSeq 22 22 22q11.23 22q11.23
6599 RefSeq 3 3 3p21.31 3p23-p21
6602 RefSeq 12 12 12q13.12 12q13-q14
6611 RefSeq X X Xp22.11 Xp22.1
56950 RefSeq 1 1 1q41 1q41
64754 RefSeq 1 1 1q44 1q44

6617 RefSeq 14 14 14q23.2 14q22
6622 RefSeq 4 4 4q22.1 4q21
79753 RefSeq 1 1 1p34.3 1p34.3
8303 RefSeq 16 16 16p13.13 16p13

eam reading frame RefSeq 15 15 15q11.2 15q11.2
27131 RefSeq 20 20 20p11.23 20p11
6646 RefSeq 1 1 1q25.2 1q25
9021 RefSeq 17 17 17q25.3 17q25.3
122809 RefSeq 14 14 14q22.2 14q22.2
6647 RefSeq 21 21 21q22.11 21q22.1
6652 RefSeq 15 15 15q21.1 15q15.3
50964 RefSeq 17 17 17q21.31 17q12-q21
6658 RefSeq X X Xq27.1 Xq26-q27
6668 RefSeq 17 17 17q21.32 17q21.32
6674 RefSeq 8 8 8q22.2 8q22.2
9576 RefSeq 10 10 10p12.2 10p12.2
9043 RefSeq 17 17 17q21.33 17q21.33
23111 RefSeq 13 13 13q13.3 13q13.3
10638 RefSeq 1 1 1q42.13 1q42.11-q42.3
121599 RefSeq 12 12 12q23.2 12q23.3
10927 RefSeq 9 9 9q22.1 9q22.1-q22.3
10252 RefSeq 4 4 4q28.1 4q28.1
10253 RefSeq 13 13 13q31.1 13q31.1

RefSeq
6708 RefSeq 1 1 1q23.1 1q21



6721 RefSeq 22 22 22q13.2 22q13
6731 RefSeq 4 4 4q12 4q11
23524 RefSeq 16 16 16p13.3 16p13.3
6760 RefSeq 18 18 18q11.2 18q11.2
8082 RefSeq 12 12 12p12.1 12p11.2
drome/scleroderm RefSeq 11 11 11q13.1 11q13.1
54879 RefSeq 1 1 1p13.2 1p13.2
6769 RefSeq 3 3 3p22.3 3p22.3
10254 RefSeq 2 2 2q23.3 2q23.3
137735 RefSeq 8 8 8q23.1 8q23.1
6774 RefSeq 17 17 17q21.2 17q21.31
55250 RefSeq 18 18 18q12.2 18q12.2
10963 RefSeq 11 11 11q13.1 11q13
114790 RefSeq 2 2 2q35 2q35
11075 RefSeq 8 8 8q21.13 8q21.13
50861 RefSeq 20 20 20q13.33 20q13.3
2040 RefSeq 9 9 9q33.2 9q34.1
161497 RefSeq 15 15 15q15.3 15q15.3
27284 RefSeq 4 4 4q13.3 4q13.3
6822 RefSeq 19 19 19q13.32 19q13.3
6829 RefSeq 19 19 19q13.2 19q13
6867 RefSeq 8 8 8p11.23 8p11
10579 RefSeq 10 10 10q26.13 10q26
10460 RefSeq 4 4 4p16.3 4p16.3
4072 RefSeq 2 2 2p21 2p21

8148 RefSeq 17 17 17q12 17q11.1-q11.2
6873 RefSeq 8 8 8q24.12 8q24.12
6874 RefSeq 20 20 20q13.33 20q13.33
6876 RefSeq 11 11 11q23.3 11q23.2
8407 RefSeq 1 1 1q23.2 1q21-q25

or neuron 1, telomeRefSeq 5 5 5q13.2 5q13
6767 RefSeq 22 22 22q13.2 22q13.2
9649 9 9q34.13
9948 RefSeq 4 4 4p16.1 4p16.1
rotein LOC132241 RefSeq 3 3 3q21.3 3q21
55717 RefSeq 10 10 10q26.12 10q26
55759 RefSeq 2 2 2q33.2 2q33.2
64743 RefSeq X X Xp11.23 Xp11.23
10885 RefSeq 1 1 1p12 1p13-p12
10785 RefSeq 21 21 21q22.3 21q22.3
11091 RefSeq 9 9 9q34.2 9q34
11180 RefSeq 3 3 3p21.31 3p21.31
23335 RefSeq 18 18 18q21.2 18q21.1-q22
49856 RefSeq 1 1 1p36.32 1p36.3
7466 RefSeq 4 4 4p16.1 4p16
7469 RefSeq 4 4 4p16.3 4p16.3
51352 RefSeq 11 11 11p13 11p13
7474 RefSeq 3 3 3p14.3 3p21-p14
9589 RefSeq 6 6 6q25.3 6q25-q27
7494 RefSeq 22 22 22q12.1 22q12.1



7498 RefSeq 2 2 2p23.1 2p23-p22
7499 RefSeq X X Xp22.33 Xp22.33
7508 RefSeq 3 3 3p25.1 3p25
7514 RefSeq 2 2 2p15 2p16
11260 RefSeq 12 12 12q14.2 12q14.2
7516 RefSeq 7 7 7q36.1 7q36.1
7518 RefSeq 5 5 5q14.2 5q13-q14
7520 RefSeq 2 2 2q35 2q35
10138 RefSeq 12 12 12q12 12q12
1 RefSeq 19 19 19q13.43
15 RefSeq 17 17 17q25.1 17q25
16 RefSeq 16 16 16q22.1 16q22
20 RefSeq 9 9 9q34.3 9q34
21 RefSeq 16 16 16p13.3 16p13.3
23 RefSeq 6 6 6p21.33 6p21.33
40 RefSeq 17 17 17q11.2 17q11.2-q12
41 RefSeq 12 12 12q13.12 12q12
47 RefSeq 17 17 17q21.2 17q12-q21
48 RefSeq 9 9 9p21.1 9p22-q32
50 RefSeq 22 22 22q13.2 22q11.2-q13.31
56 RefSeq 11 11 11q24.2 11p12-q13
101 RefSeq 10 10 10q26.3 10q26.3
103 RefSeq 1 1 1q21.3 1q21.1-q21.2
104 RefSeq 21 21 21q22.3 21q22.3
105 RefSeq 10 10 10p15.3 10p15.3
107 RefSeq 7 7 7p13 7p13-p12
108 RefSeq 5 5 5p15.31 5p15.3
109 RefSeq 2 2 2p23.3 2p24-p22
111 RefSeq 3 3 3q21.1 3q13.2-q21
112 RefSeq 12 12 12q13.12 12q12-q13
113 RefSeq 16 16 16q12.1 16q12-q13
114 RefSeq 8 8 8q24.22 8q24
115 RefSeq 16 16 16p13.3 16p13.3
116 RefSeq 18 18 18p11.32 18p11
123 RefSeq 9 9 9p22.1 9p22.1
160 RefSeq 19 19 19q13.33 19q13.33
161 RefSeq 11 11 11p15.5 11p15.5
162 RefSeq 22 22 22q12.2 22q12
164 RefSeq 16 16 16q22.2 16q23
165 RefSeq 7 7 7p13 7p13
166 RefSeq 19 19 19p13.3 19p13.3
173 RefSeq 4 4 4q13.3 4q11-q13
197 RefSeq 3 3 3q27.3 3q27

211 RefSeq 3 3 3p21.2 3p21.1
225 RefSeq 12 12 12q12 12q11-q12
239 RefSeq 17 17 17p13.1 17p13.1
241 RefSeq 13 13 13q12.3 13q12
246 RefSeq 17 17 17p13.2 17p13.3
258 RefSeq 4 4 4q13.3 4q21
259 RefSeq 9 9 9q32 9q32-q33



262 RefSeq 6 6 6q21 6q21-q22
266 RefSeq Y Y Yp11.2 Yp11.2
271 RefSeq 1 1 1p13.3 1p13.3
273 RefSeq 7 7 7p14.1 7p14-p13
276 RefSeq 1 1 1p21.1 1p21

a 2A; pancreatic|| RefSeq 1 1 1p21.1 1p21
280 RefSeq 1 1 1p21.1 1p21
293 RefSeq X Xp22.32 and Yp

314 RefSeq 17 17 17q21.31 17q21
320 RefSeq 9 9 9q21.11 9q13-q21.1
321 RefSeq 15 15 15q13.1 15q11-q12
323 RefSeq 4 4 4p14 4p14
357 RefSeq X X Xp22.2 Xp22.3
372 RefSeq 11 11 11q23.3 11q23.3
384 RefSeq 14 14 14q24.1 14q24.1-q24.3
400 RefSeq 12 12 12q23.2 12q23.3
416 RefSeq X X Xp22.33 Xp22.3
430 RefSeq 11 11 11p15.5 11p15.5
439 RefSeq 19 19 19p13.13 19q13.3
444 RefSeq 8 8 8q12.3 8q12.1
460 RefSeq 1 1 1q25.2 1q25.2
474 RefSeq 4 4 4q22.3 4q22
475 RefSeq 5 5 5q33.1 5q32

/K+ transporting, alRefSeq 1 1 1p13.1 1p21
478 RefSeq 19 19 19q13.2 19q13.31
479 RefSeq 13 13 13q12.12 13q12.12
480 RefSeq 1 1 1q23.2 1q21-q23
481 RefSeq 1 1 1q24.2 1q24
482 RefSeq 17 17 17p13.1 17p13.1
483 RefSeq 3 3 3q23 3q23
490 RefSeq 12 12 12q21.33 12q21.3
491 RefSeq 3 3 3p25.3 3p25.3
492 RefSeq X X Xq28 Xq28

+ transporting, plasRefSeq 1 1 1q32.1 1q32.1
495 RefSeq 19 19 19q13.12 19q13.1
496 RefSeq 13 13 13q34 13q34
498 RefSeq 18 18 18q21.1 18q12-q21
506 RefSeq 12 12 12q13.3 12q13.13
513 RefSeq 19 19 19p13.3 19p13.3
514 RefSeq 20 20 20q13.32 20q13.32
515 RefSeq 1 1 1p13.2 1p13.2
516 RefSeq 17 17 17q21.32 17q21.32
517 RefSeq 12 12 12q13.13 12q13.13
518 RefSeq 2 2 2q31.1 2q31.1
521 RefSeq 4 4 4p16.3 4p16.3
523 RefSeq 3 3 3q13.2 3q13.2-q13.31
526 RefSeq 8 8 8p21.3 8p22-p21
527 RefSeq 16 16 16p13.3 16p13.3
528 RefSeq 8 8 8q22.3 8q22.3



529 RefSeq 22 22 22q11.21 22pter-q11.2
533 RefSeq 1 1 1p34.1 1p32.3
534 RefSeq 6 6 6p21.33 6p21.3
535 RefSeq 17 17 17q21.2 17q21
537 RefSeq X X Xq28 Xq28
539 RefSeq 21 21 21q22.11 21q22.1-q22.2
550 RefSeq 2 2 2p13.1 2p13
563 RefSeq 7 7 7q22.1 7q22.1
631 RefSeq 20 20 20p12.1 20p11.23-p12.1

634 RefSeq 19 19 19q13.2 19q13.2
678 RefSeq 2 2 2p21 2p22.3-p21
683 RefSeq 4 4 4p15.33 4p15
684 RefSeq 19 19 19p13.11 19p13.2
685 RefSeq 4 4 4q13.3 4q13-q21
705 RefSeq 6 6 6p21.1 6p21.1
708 RefSeq 17 17 17p13.2 17p13.3
722 RefSeq 1 1 1q32.2 1q32
725 RefSeq 1 1 1q32.2 1q32
726 RefSeq 11 11 11q13.5 11q14
733 RefSeq 9 9 9q34.3 9q34.3
734 RefSeq 8 8 8q21.3 8q21
11 open reading fr RefSeq 11 11 11q13.1 11q13
740 RefSeq 11 11 11q13.1 11q13
741 RefSeq 11 11 11q13.1 11q13
744 RefSeq 11 11 11p14.1 11p13
746 RefSeq 11 11 11q12.2 11q12-q13.1
747 RefSeq 11 11 11q12.2 11q12.2
750 RefSeq 16 16 16q24.3 16q24.3
752 RefSeq 17 17 17q21.31 17q21
753 RefSeq 18 18 18p11.21 18p11.2
755 RefSeq 21 21 21q22.3 21q22.3
757 RefSeq 21 21 21q22.11 21q22.11
758 RefSeq 22 ? 22q13.2 22q13.31
761 RefSeq 8 8 8q21.2 8q13-q22
762 RefSeq 17 17 17q23.2 17q23
763 RefSeq 16 16 16q24.2 16q24.3
765 RefSeq 1 1 1p36.23 1p36.2
766 RefSeq 16 16 16q22.1 16q22.1
767 RefSeq 8 8 8q12.1 8q11-q12
770 RefSeq 19 19 19q13.33 19q13.3
782 RefSeq 17 17 17q12 17q21-q22
783 RefSeq 10 10 10p12.33 10p12
784 RefSeq 12 12 12q13.12 12q13
786 RefSeq 17 17 17q24.2 17q24
790 RefSeq 2 2 2p23.3 2p22-p21
794 RefSeq 16 16 16q22.2 16q22.2
795 RefSeq X X Xp22.2 Xp22.2
797 RefSeq 11 11 11p15.2 11p15.2-p15.1
800 RefSeq 7 7 7q33 7q33
810 RefSeq 10 10 10p15.1 10pter-p13



813 RefSeq 7 7 7q32.1 7q32
819 RefSeq 5 5 5q31.1 5q23
827 RefSeq X X Xq23 Xq23
833 RefSeq 11 11 11p15.4 11p15.5
868 RefSeq 3 3 3q13.11 3q13.11
881 RefSeq 9 9 9p13.3 9p13.3
883 RefSeq 9 9 9q34.11 9q34.11
913 RefSeq 1 1 1q23.1 1q22-q23
932 RefSeq 11 11 11q12.1 11q12
946 RefSeq 19 19 19q13.41 19q13.3
954 RefSeq 9 9 9q34.3 9q34
955 RefSeq 20 20 20p11.21 20p11.2-p11.22
978 RefSeq 1 1 1p36.12 1p36.2-p35
1036 RefSeq 5 5 5q22.3 5q22-q23
1040 RefSeq 4 4 4q21.23 4q21.23
1043 RefSeq 1 1 1p36.11 1p36
1048 RefSeq 19 19 19q13.2 19q13.1-q13.2
1052 RefSeq 8 8 8q11.21 8p11.2-p11.1

1069 RefSeq X X Xq28 Xq28
1073 RefSeq 14 14 14q13.1 14q12
1084 RefSeq 19 19 19q13.2 19q13.2
1088 RefSeq 19 19 19q13.2 19q13.2
1089 RefSeq 19 19 19q13.2 19q13.2
1101 RefSeq 17 17 17q21.33 17q21.33
1116 RefSeq 1 1 1q32.1 1q32.1
1123 RefSeq 2 2 2q31.1 2q31-q32.1
1124 RefSeq 7 7 7p15.1 7p15.3
1155 RefSeq 19 19 19q13.12 19q13.11-q13.12
1173 RefSeq 3 3 3q27.1 3q28
1174 RefSeq 7 7 7q22.1 7q22.1
1175 RefSeq 19 19 19q13.32 19q13.2-q13.3
1176 RefSeq 5 5 5q23.1 5q22
1178 RefSeq 19 19 19q13.2 19q13.1
1179 RefSeq 1 1 1p22.3 1p31-p22
1182 RefSeq 4 4 4q33 4q33
1183 RefSeq X X Xp22.2 Xp22.3
1185 RefSeq 1 1 1p36.22 1p36
1192 RefSeq 6 6 6p21.33 6p22.1-p21.2
1193 RefSeq X X Xq28 Xq28
1207 RefSeq 11 11 11q13.5 11q13.5-q14
1208 RefSeq 6 6 6p21.31 6pter-p21.1
1213 RefSeq 17 17 17q23.2 17q11-qter
1215 RefSeq 14 14 14q11.2 14q11.2
1260 RefSeq X X Xq28 Xq27
1262 11 11p15.4
1264 RefSeq 19 19 19p13.2 19p13.2-p13.1
1265 RefSeq 19 19 19p13.3 21q11.1
1266 RefSeq 1 1 1p21.3 1p22-p21
tide 3' phosphodiesRefSeq 17 17 17q21.2 17q21
1305 RefSeq 10 10 10q22.1 10q22



1314 RefSeq 1 1 1q23.2 1q23-q25
1315 RefSeq 11 11 11p15.2 11p15.2
1317 RefSeq 9 9 9q32 9q31-q32
1318 RefSeq 9 9 9q32 9q31-q32
1327 RefSeq 16 16 16q24.1 16q22-qter
1329 RefSeq 2 2 2q11.2 2cen-q13
1337 RefSeq 12 12 12q24.31 12q24.2
1339 RefSeq 16 16 16p11.2 16p
1340 RefSeq 19 19 19q13.12 19q13.1
1345 RefSeq 8 8 8q22.2 8q22-q23
1346 RefSeq 19 19 19q13.12 19q13.1
1347 RefSeq 6 6 6q14.1 6q12

RefSeq 4 4q22.3
1349 RefSeq X X Xq21.1 Xq21.1
1350 RefSeq 5 5 5q14.3 5q14
1351 RefSeq 11 11 11q13.1 11q12-q13
1359 RefSeq 3 3 3q24 3q21-q25
1366 RefSeq 17 17 17p13.1 17p13
toyltransferase 1B RefSeq 22 22 22q13.33 22q13.33
1379 1 1q32.1
1381 RefSeq 15 15 15q25.1 15q24
1382 RefSeq 1 1 1q23.1 1q21.3
1396 RefSeq 14 14 14q32.33 14q32.33
1397 RefSeq 14 14 14q32.33 14q32.3
1400 RefSeq 4 4 4p16.1 4p16.1-p15
1401 RefSeq 1 1 1q23.2 1q21-q23
1404 RefSeq 5 5 5q14.3 5q14.3
1408 RefSeq 11 11 11p11.2 11p11.2
1431 RefSeq 12 12 12q13.3 12q13.2-q13.3
1446 RefSeq 4 4 4q13.3 4q21.1
1447 RefSeq 4 4 4q13.3 4q21.1
1448 RefSeq 4 4 4q13.3 4q21.1
1463 RefSeq 19 19 19p13.11 19p12
1464 RefSeq 15 15 15q24.2 15q23
1466 RefSeq 12 12 12q21.2 12q21.1
1468 RefSeq 17 17 17q25.3 17q25.3
1469 RefSeq 20 20 20p11.21 20p11.21
1470 RefSeq 20 20 20p11.21 20p11.21
1472 RefSeq 20 20 20p11.21 20p11.21
1473 RefSeq 20 20 20p11.21 20p11.21
1474 RefSeq 11 11 11q13.1 11q13
1477 RefSeq 20 20 20q13.31 20q13.31

RefSeq 1 1 1p36.22 1p36
1443 RefSeq 17 17 17q23.3 17q24.2
1478 RefSeq X X Xq22.1 Xq22.1
antigen 1B|| RefSeq X X Xq28 Xq28
1486 RefSeq 1 1 1p22.3 1p22
1504 RefSeq 16 16 16q22.3 16q23-q24.1
1527 RefSeq X X Xq28 Xq28
1534 RefSeq 17 17 17q23.3 17q11-qter
1538 X Xq21.1



1539 RefSeq 9 9 9q31.1 9q31.1
1551 RefSeq 7 7 7q22.1 7q21-q22.1
1553 RefSeq 19 19 19q13.2 19q13.2
1555 RefSeq 19 19 19q13.2 19q13.2
1571 RefSeq 10 10 10q26.3 10q24.3-qter
1572 RefSeq 19 19 19q13.2 19q13.2
1573 RefSeq 1 1 1p32.1 1p31.3-p31.2

P450, family 3, subfRefSeq 7 7 7q22.1 7q21.1
P450, family 3, subfRefSeq 7 7 7q22.1 7q21.1

1579 RefSeq 1 1 1p33 1p33
1580 RefSeq 1 1 1p33 1p34-p12
1581 RefSeq 8 8 8q12.1 8q11-q12
1582 RefSeq 3 3 3p22.1 3p22-p21.3

1591 RefSeq 20 20 20q13.2 20q13
1592 RefSeq 10 10 10q23.33 10q23-q24
1595 RefSeq 7 7 7q21.2 7q21.2-q21.3
1618 RefSeq 3 3 3p24.3 3p24.3
1620 RefSeq 9 9 9q33.1 9q32-q33
1627 RefSeq 5 5 5q35.3 5q35.3
1635 RefSeq 4 4 4q35.1 4q35.1
1641 RefSeq X X Xq23 Xq22.3-q23
1650 RefSeq 1 1 1p36.12 1p36.1
1652 RefSeq 22 22 22q11.23 22q11.23
1653 RefSeq 2 2 2p24.3 2p24
1654 RefSeq X X Xp11.4 Xp11.3-p11.23
1655 RefSeq 17 17 17q24.1 17q21
1657 RefSeq 5 5 5q23.1 5q22
1660 RefSeq 1 1 1q25.3 1q25
1662 RefSeq 11 11 11q22.3 11q22-q23
1665 RefSeq 4 4 4p15.2 4p15.3
1667 RefSeq 8 8 8p23.1 8p23.2-p23.1

a 3, neutrophil-specRefSeq 8 8 8p23.1 8pter-p23.3
1669 RefSeq 8 8 8p23.1 8p23
1670 RefSeq 8 8 8p23.1 8pter-p21
1671 RefSeq 8 8 8p23.1 8pter-p21
1672 RefSeq 8 8 8p23.1 8p23.2-p23.1
1725 RefSeq 19 19 19p13.13 19p13.2-p13.1
1733 RefSeq 1 1 1p32.3 1p33-p32
1734 RefSeq 14 14 14q31.1 14q24.2-q24.3
1735 RefSeq 14 14 14q32.31 14q32
1737 RefSeq 11 11 11q23.1 11q23.1
1745 RefSeq 2 2 2q31.1 2q32
1758 RefSeq 4 4 4q22.1 4q21
1759 RefSeq 9 9 9q34.11 9q34
1763 10 10q21.3-q22.1

mal, heavy polypepRefSeq 6 6 6p21.2 6p21.31-p21.1
1770 RefSeq 17 17 17p12 17p12
1774 RefSeq X X Xq28 Xq28
1775 RefSeq 16 16 16p13.3 16p13.3
1776 RefSeq 3 3 3p14.3 3p21.1-3p14.3



1785 RefSeq 19 19 19p13.2 19p13.2
1797 RefSeq 6 6 6p21.32 6p21.3
1798 RefSeq 11 11 11q23.3 11q23.3

mor suppressor in oRefSeq 17 17 17p13.3 17p13.3
1802 RefSeq 1 1 1p34.1 1p34
1804 RefSeq 7 7 7q36.2
1805 RefSeq 1 1 1q24.2 1q12-q23
erived factor 2-likeRefSeq 8 8 8p21.2 8p22-p21
1809 RefSeq 5 5 5q32 5q32
1826 RefSeq 21 21 21q22.2 21q22.2
1831 RefSeq X X Xq22.3 Xq22.3
1833 RefSeq 12 12 12q21.33 12q21
1879 RefSeq 5 5 5q33.3 5q34
1937 RefSeq 11 11 11q12.3 11q12.3
1939 RefSeq 1 1 1q32.1 1q31-q32

1955 9 9q32-q33.3
1964 RefSeq X X Xp22.12 Xp22.12
1965 RefSeq 14 14 14q23.3 14q23.3
1968 RefSeq X X Xp22.11 Xp22.2-p22.1
1973 RefSeq 17 17 17p13.1 17p13

nslation initiation facRefSeq 3 3 3q27.3 3q28
1981 RefSeq 3 3 3q27.1 3q27-qter

nslation initiation fa RefSeq 11 11 11p15.3 11p15
1984 RefSeq 17 17 17p13.1 17p13-p12
1990 RefSeq 12 12 12q13.13 12q13
2009 RefSeq 14 14 14q32.2 14q32
2012 RefSeq 12 12 12p13.1 12p12.3
2013 RefSeq 16 16 16p13.13 16p13.2
2014 RefSeq 19 19 19q13.32 19q13.3
2021 RefSeq 9 9 9q34.11 9q34.1
2029 RefSeq 1 1 1q21.2 1q21.2
2030 RefSeq 6 6 6p21.1 6p21.1-p21.2
2037 RefSeq 6 6 6q23.1 6q23
2039 RefSeq 8 8 8p21.3 8p21.1
2091 RefSeq 19 19 19q13.2 19q13.1
2123 RefSeq 17 17 17q11.2 17q11.2
2191 RefSeq 2 2 2q24.2 2q23
2199 RefSeq 3 3 3p25.1 3p25.1
2219 RefSeq 9 9 9q34.3 9q34
2239 RefSeq X X Xq26.2 Xq26.1
2262 RefSeq 13 13 13q31.3 13q32
2267 RefSeq 8 8 8p22 8p22-p21.3
2273 RefSeq X X Xq26.3 Xq26
2274 RefSeq 2 2 2q12.1 2q12-q14
2275 RefSeq 1 1 1p34.3 1p34
2281 RefSeq 2 2 2p23.3 2p23.3
2314 RefSeq 17 17 17p11.2 17p11.2
2315 RefSeq 9 9 9p24.1 9p24.1
2319 RefSeq 17 17 17q11.2 17q11-q12



2356 RefSeq 9 9 9q34.11 9cen-q34
2483 RefSeq 4 4 4q35.2 4q35
2491 RefSeq X X Xq22.1 Xq22.1
2526 RefSeq 11 11 11q21 11q21
2527 RefSeq 19 19 19p13.3 19p13.3
2529 RefSeq 9 9 9q34.3 9q34.3
2542 RefSeq 11 11 11q23.3 11q23.3

RefSeq X X Xp11.23 Xp11.23
RefSeq X X Xp11.23 Xp11.23
RefSeq X X Xp11.23 Xp11.4-p11.2
RefSeq X X Xp11.23 Xp11.4-p11.2
RefSeq X X Xp11.23 Xp11.4-p11.2
RefSeq X X Xp11.23 Xp11.23

2589 RefSeq 18 18 18q12.2 18q12.1
2590 RefSeq 1 1 1q42.13 1q41-q42
2591 RefSeq 2 2 2q24.3 2q24-q31

4)|| RefSeq 15 15 15q15.1 15q15.1-q21.1
2615 RefSeq 11 11 11q13.5 11q13.5-q14
2621 RefSeq 13 13 13q34 13q34
2631 RefSeq 7 7 7p11.2 7p12
2635 RefSeq 1 1 1p22.2 1p22.2
2644 RefSeq 15 15 15q15.1 15q15
2647 RefSeq 12 12 12q13.2 12q13-q14
2648 RefSeq 17 17 17q21.2 17q21
2650 RefSeq 9 9 9q21.13 9q13
2673 RefSeq 2 2 2p13.3 2p13
2686 RefSeq 20 20 20q11.22 20q11.22
2687 RefSeq 22 22 22q11.23 22q11.23
2730 RefSeq 1 1 1p22.1 1p22.1
2733 RefSeq 9 9 9q34.11 9q34.11
2743 RefSeq 4 4 4q32.1 4q31.3
2744 RefSeq 2 2 2q32.2 2q32-q34
2747 RefSeq X X Xq24 Xq24-q25
2752 RefSeq 1 1 1q25.3 1q31
2762 RefSeq 6 6 6p25.3 6p25
2768 RefSeq 7 7 7p22.3 7p22-p21
2774 RefSeq 18 18 18p11.21 18p11.22-p11.21
2783 RefSeq 7 7 7q22.1 7q21.3-q22.1
2792 RefSeq 7 7 7q21.3 7q21.3
2793 RefSeq 17 17 17q21.32 17q21
2794 RefSeq 6 6 6p21.33 6p21.3
2800 RefSeq 9 9 9q33.3 9q33.3
2801 RefSeq 9 9 9q34.11 9q34.11
2802 RefSeq 12 12 12q24.33 12q24.33
tigen, golgin subfamRefSeq 3 3 3p22.3 3p22-p21.3
2805 RefSeq 10 10 10q24.2 10q24.1-q25.1
2806 RefSeq 16 16 16q21 16q21
2813 RefSeq 16 16 16p12.3 16p12
2817 RefSeq 2 2 2q37.3 2q35-q37
2822 RefSeq 6 6 6p22.2 6p22.3-p22.2



2823 RefSeq 4 4 4q34.2 4q34
2824 RefSeq X X Xp22.2 Xp22.2
2875 RefSeq 8 8 8q24.3 8q24.3
2878 RefSeq 5 5 5q33.1 5q23
2879 RefSeq 19 19 19p13.3 19p13.3
2880 RefSeq 6 6 6p22.1 6p22.1
2882 RefSeq 1 1 1p32.3 1p32

2896 RefSeq 17 17 17q21.31 17q21.32
2939 RefSeq 6 6 6p12.2 6p12.1
2940 RefSeq 6 6 6p12.2 6p12.1
2941 RefSeq 6 6 6p12.1 6p12.1
2946 RefSeq 1 1 1p13.3 1p13.3
2948 RefSeq 1 1 1p13.3 1p13.3
2949 RefSeq 1 1 1p13.3 1p13.3
2967 RefSeq 12 12 12q24.31 12q24.31
2974 RefSeq 13 13 13q14.3 13q14.2-q14.3
2980 RefSeq 1 1 1p34.2 1p35-p34
2992 RefSeq 3 3 3q24 3q24-q25.1
ncludes MN blood RefSeq 4 4 4q31.21 4q28.2-q31.1
2999 RefSeq 14 14 14q11.2 14q11.2
3003 RefSeq 5 5 5q11.2 5q11-q12
3004 RefSeq 19 19 19p13.3 19p13.3
3007 RefSeq 6 6 6p22.2 6p21.3
3008 RefSeq 6 6 6p22.2 6p21.3
3009 RefSeq 6 6 6p22.1 6p22-p21.3
3010 RefSeq 6 6 6p22.2 6p21.3
3012 RefSeq 6 6 6p22.2 6p22.2-p21.1
3013 RefSeq 6 6 6p22.2 6p21.3
3017 RefSeq 6 6 6p22.2 6p21.3
3018 RefSeq 6 6 6p22.2 6p21.3
3020 RefSeq 1 1 1q42.12 1q41
3024 RefSeq 6 6 6p22.2 6p21.3
3026 RefSeq 10 10 10q25.3 10q25.3
3028 RefSeq X X Xp11.22 Xp11.2
3035 RefSeq 5 5 5q31.3 5q31.3
3036 RefSeq 19 19 19q13.41 19q13.4
3037 RefSeq 8 8 8q24.13 8q24.12
hase 3|| RefSeq 16 16 16q22.1 16q22.1
3052 RefSeq X X Xp22.2 Xp22.3
3059 RefSeq 3 3 3q13.33 3q13
3067 RefSeq 15 15 15q21.2 15q21-q22
3070 RefSeq 10 10 10q23.33 10q24.2
3071 RefSeq 12 12 12q13.2 12q13.1

actor H-related 1|| RefSeq 1 1 1q31.3 1q32
actor H-related 1|| RefSeq 1 1 1q31.3 1q32

3113 RefSeq 6 6 6p21.32 6p21.3

compatibility compRefSeq 6 6 6p21.32 6p21.3
3120 RefSeq 6 6 6p21.32 6p21
compatibility comp RefSeq 6 6p21.3



compatibility comp RefSeq 6 6 6p21.32 6p21.3
3131 RefSeq 17 17 17q22 17q22
3134 RefSeq 6 6 6p22.1 6p21.3
3140 RefSeq 1 1 1q25.3 1q25.3
3177 RefSeq 11 11 11q13.2 11q13
3181 RefSeq 7 7 7p15.2 7p15
3182 RefSeq 5 5 5q35.3 5q35.3
3183 RefSeq 14 14 14q11.2 14q11.2
3185 RefSeq 10 10 10q11.21 10q11.21-q11.22
3187 RefSeq 5 5 5q35.3 5q35.3
3188 RefSeq X X Xq22.1 Xq22
3189 RefSeq 10 10 10q21.3 10q22
3191 RefSeq 19 19 19q13.2 19q13.2
3192 RefSeq 1 1 1q44 1q44
3200 RefSeq 7 7 7p15.2 7p15-p14
3203 RefSeq 7 7 7p15.2 7p15-p14
3208 RefSeq 1 1 1p35.1 1p35-p34.2
3214 RefSeq 17 17 17q21.32 17q21-q22
3218 RefSeq 17 17 17q21.32 17q21.3
3219 RefSeq 17 17 17q21.32 17q21.3
3224 RefSeq 12 12 12q13.13 12q13.3
3228 RefSeq 12 12 12q13.13 12q12-q13
3231 RefSeq 2 2 2q31.1 2q31.1
3248 RefSeq 4 4 4q34.1 4q34-q35
3249 RefSeq 19 19 19q13.11 19q11-q13.2
3250 RefSeq 16 16 16q22.2 16q22.1
1936 RefSeq 8 8 8q24.3 8q24.3
574 RefSeq 21 ? 21p11.1 13

RefSeq 4 4 4q31.21 4q31.1
1675 RefSeq 19 19 19p13.3 19p13.3
3263 RefSeq 11 11 11p15.4 11p15.5-p15.4
3266 RefSeq X X Xp11.23 Xp11.23

ng protein-like|| RefSeq 7 7 7q22.1 7q22.1
3300 RefSeq 2 2 2q35 2q32-q34
3301 RefSeq 9 9 9p21.1 9p13-p12
3321 RefSeq 1 1 1p13.1 1p13
kDa protein 1, alpha|| 11 14q32.33
3337 RefSeq 19 19 19p13.12 19p13.2
3338 RefSeq 11 11 11q13.1 11q13
3340 RefSeq 5 5 5q33.1 5q33.1
3346 RefSeq 4 4 4q13.3 4q13
3376 RefSeq 9 9 9q22.31 9q21
3382 RefSeq 7 7 7p21.3 7p22
3386 RefSeq 19 19 19p13.2 19p13.2-cen
3417 RefSeq 2 2 2q34 2q33.3
3418 RefSeq 15 15 15q26.1 15q26.1
3419 RefSeq 15 15 15q25.1 15q25.1-q25.2
3420 RefSeq 20 20 20p13 20p13
3421 RefSeq X X Xq28 Xq28
3512 RefSeq 4 4 4q13.3 4q21
3547 RefSeq X X Xq26.1 Xq25



3619 RefSeq 11 11 11q12.3 11q12-q13
3620 RefSeq 8 8 8p11.22 8p12-p11
3652 RefSeq 1 1 1p34.1 1p34-p32
3658 RefSeq 15 15 15q25.1 15q25.1
3671 RefSeq 15 15 15q24.1 15q23-q24
|| RefSeq 5 5 5q11.2 5q11.2
3692 RefSeq 20 20 20q11.22 20q12
3697 RefSeq 3 3 3p21.1 3p21.2-p21.1
3698 RefSeq 10 10 10p14 10p15
3699 RefSeq 3 3 3p21.1 3p21.2-p21.1
3700 RefSeq 3 3 3p21.1 3p21-p14
3703 RefSeq 11 11 11q24.2 11q23.3
3709 RefSeq 12 12 12p12.1 12p11
3713 RefSeq 1 1 1q21.3 1q21
3735 RefSeq 16 16 16q23.1 16q23-q24
3766 RefSeq 1 1 1q23.2 1q22-q23
3768 RefSeq 17 17 17p11.2 17p11.1
3769 RefSeq 2 2 2q37.1 2q37
3770 RefSeq 19 19 19q13.32 19q13
3772 RefSeq 21 21 21q22.13 21q22.2
3773 RefSeq 17 17 17q24.3 17q23.1-q24.2
3775 RefSeq 1 1 1q42.2 1q42-q43
3776 RefSeq 1 1 1q41 1q41
3779 RefSeq 5 5 5q35.1 5q34
3780 RefSeq 19 19 19p13.11 19p13.1
3781 RefSeq 5 5 5q22.3 5q22.3
3783 RefSeq 19 19 19q13.31 19q13.2
3805 RefSeq 19 19 19q13.42 19q13.4

munoglobulin-like reRefSeq 19 19p13.3
munoglobulin-like reRefSeq 19 19 19q13.42 19q13.4
munoglobulin-like reRefSeq 19 19 19q13.42 19q13.4

3812 RefSeq 19 19 19q13.42 19q13.4
3816 RefSeq 19 19 19q13.41 19q13.3
3820 RefSeq 12 12 12p13.31 12p13
3821 RefSeq 12 12 12p13.2 12p13
-like receptor subfaRefSeq 12 12 12p13.2 12p13
-like receptor subfaRefSeq 12 12 12p13.2 12p13
3846 RefSeq 11 11 11q13.4 11q13.5
3881 RefSeq 17 17 17q21.2 17q12-q21
3882 RefSeq 17 17 17q21.2 17q12-q21
3883 RefSeq 17 17 17q21.2 17q12-q21
3884 RefSeq 17 17 17q21.2 17q12-21
3885 RefSeq 17 17 17q21.2 17q12-q21
3888 RefSeq 12 12 12q13.13 12q13
3889 RefSeq 12 12 12q13.13 12q13
3890 RefSeq 12 12 12q13.13 12q13
3891 RefSeq 12 12 12q13.13 12q13
3898 RefSeq 1 1 1q32.1 1q25.1-q32.3
3906 RefSeq 12 12 12q13.11 12q13
3911 RefSeq 20 20 20q13.33 20q13.2-q13.3
3916 RefSeq 13 13 13q34 13q34



3927 RefSeq 17 17 17q12 17q11-q21.3
3936 RefSeq 13 13 13q14.13 13q14.3
3950 RefSeq 5 5 5q31.1 5q31.1-q32
3954 RefSeq 4 4 4p16.3 4p16.3
3992 RefSeq 11 11 11q12.2 11q12.2-q13.1
3993 RefSeq 17 17 17q25.1 17q24-q25
3995 RefSeq 11 11 11q12.2 11q12-q13.1
4007 RefSeq X X Xp11.23 Xp11.23-p11.22
4016 RefSeq 15 15 15q24.1 15q24-q25
4017 RefSeq 8 8 8p21.3 8p21.3-p21.2
4034 RefSeq 7 7 7q22.1 7q22

4045 RefSeq 3 3 3q13.31 3q13.2-q21
4051 RefSeq 19 19 19p13.12 19p13.2
4061 RefSeq 8 8 8q24.3 8q24.3
4062 RefSeq 8 8 8q24.3 8q24.3
4063 RefSeq 1 1 1q23.3 1q21.3-q22
4065 RefSeq 2 2 2q24.2 2q24
4076 RefSeq 11 11 11p13 11p13
4099 RefSeq 19 19 19q13.12 19q13.1
4100 RefSeq X X Xq28 Xq28
4101 RefSeq X X Xq28 Xq28
4103 RefSeq X X Xq28 Xq28
4105 RefSeq X X Xq28 Xq28
4108 RefSeq X X Xq28
4109 RefSeq X X Xq28 Xq28
4110 RefSeq X X Xq28 Xq28

antigen family A, 12RefSeq X X Xq28 Xq28
4112 RefSeq X X Xp21.2 Xp21.3
4113 RefSeq X X Xp21.2 Xp21.3
4114 RefSeq X X Xp21.2 Xp21.3
4115 RefSeq X X Xp21.2 Xp21.3
4116 RefSeq 1 1 1p32.3 1p34-p33
4118 RefSeq 2 2 2q11.1 2cen-q13
4121 RefSeq 6 6 6q22.31 6q22
4122 RefSeq 15 15 15q26.1 15q26.1
4134 RefSeq 3 3 3p21.31 3p21
4135 RefSeq 11 11 11q13.5 11q13.3
4141 RefSeq 12 12 12q13.3 12q13.2
4144 RefSeq 2 2 2p11.2 2p11.2
4147 RefSeq 8 8 8q22.1 8q22
4151 RefSeq 22 22 22q12.3 22q13.1
e (Drosophila)|| RefSeq 3 3 3q25.1 3q25
4184 RefSeq 1 1 1q21.3 1q21.3
4188 RefSeq 6 6 6p21.1 6p21
4189 RefSeq 7 7 7q31.1 7q31
4190 RefSeq 2 2 2p15 2p13.3
4191 RefSeq 7 7 7q11.23 7p12.3-q11.2
4200 RefSeq 18 18 18q21.1 6p25-p24
4201 RefSeq 6 6 6p21.1 6p21.3-p21.1
4234 RefSeq 12 12 12q14.1 12q13



4236 RefSeq 15 15 15q15.3 15q15-q21
4237 RefSeq 1 1 1p36.13 1p36.1-p35
4238 RefSeq 5 5 5q33.2 5q32-q33.2
4239 RefSeq 17 17 17p11.2 17p11.2
4241 RefSeq 3 3 3q29 3q28-q29
4245 RefSeq 5 5 5q35.3 5q35
4246 RefSeq 11 11 11q12.3 11q13
4247 RefSeq 14 14 14q21.3 14q21
4248 RefSeq 22 22 22q13.1 22q13.1
4249 RefSeq 2 2 2q21.2 2q21
4253 RefSeq 14 14 14q21.1 14q13.3
4255 RefSeq 10 10 10q26.3 10q26
4259 RefSeq 1 1 1q24.1 1q23
4289 RefSeq 7 7 7q32.3 7q32
4299 RefSeq 4 4 4q21.3 4q21
4300 RefSeq 9 9 9p21.3 9p22
ed oligodendrocyteRefSeq 3 3 3p22.2 3p22.2
4340 RefSeq 6 6 6p22.1 6p22.1
4343 RefSeq 1 1 1p13.2 1p13.2
4358 RefSeq 2 2 2p23.3 2p23-p21
4440 RefSeq 12 12 12q24.23 12q24.1-q24.31
4477 RefSeq 10 10 10q11.23 10q11.2
4493 RefSeq 16 16 16q12.2 16q13

RefSeq
RefSeq
RefSeq
RefSeq

4528 RefSeq 2 2 2p16.1 2p14-p16
RefSeq
RefSeq
RefSeq
RefSeq
RefSeq
RefSeq
RefSeq

4542 RefSeq 19 19 19p13.2 19p13.3-p13.2
4582 RefSeq 1 1 1q22 1q21
4583 RefSeq 11 11 11p15.5 11p15.5
4585 RefSeq 3 3 3q29 3q29
types A and C, tracheobronchial/gastric|| 11 11p15
4587 11 11p15
4588 11 11p15.5-p15.4
4589 RefSeq 4 4 4q13.3 4q13-q21
4604 RefSeq 12 12 12q23.2 12q23.3
4606 RefSeq 19 19 19q13.33 19q13.33
4608 RefSeq 1 1 1q32.1 1q32.1
polypeptide 10, no RefSeq 17 17 17p13.1 17p13
4632 RefSeq 2 2 2q34 2q33-q34
4640 RefSeq 12 12 12q13.3 12q13-q15
4641 RefSeq 17 17 17p13.3 17p13



4643 RefSeq 15 15 15q22.2 15q21-q22
4645 18 18q21
4648 2 2q21.1
4649 RefSeq 15 15 15q23 15q22-q23
4664 RefSeq 2 2 2q32.2 2q32.3-q33
4666 RefSeq 12 12 12q13.3 12q23-q24.1
4670 RefSeq 19 19 19p13.2 19p13.3-p13.2
4673 RefSeq 12 12 12q21.2 12q21.2
4674 RefSeq X X Xq13.2 Xq13
4675 RefSeq X X Xq21.32 Xq21.3-q22
4676 RefSeq 11 11 11p15.4 11p15.5
4677 RefSeq 18 18 18q21.31 18q21.2-q21.3
4678 RefSeq 1 1 1p34.1 1p34.1
4680 RefSeq 19 19 19q13.2 19q13.2
4689 RefSeq 22 22 22q12.3 22q13.1
4691 RefSeq 2 2 2q37.1 2q12-qter
4694 RefSeq X X Xq24 Xq24
4695 RefSeq 5 5 5q31.3 5q31
4696 RefSeq 19 19 19q13.42 19q13.42
4697 RefSeq 7 7 7p21.3 7p21.3
4698 RefSeq 7 7 7q31.32 7q32
4700 RefSeq 22 22 22q13.2 22q13.2-q13.31
4701 RefSeq 19 19 19p13.2 19p13.2
4702 RefSeq 9 9 9q33.2 9q33.2-q34.11
4704 RefSeq 12 12 12p13.32 12p13.3
4705 RefSeq 2 2 2q37.3 2q37.3
4706 RefSeq 16 16 16p12.1 16p12.1
4707 RefSeq 14 14 14q32.12 14q32.12
4708 RefSeq 7 7 7q34 7q34
4709 RefSeq 2 2 2q33.1 2q31.3
4711 RefSeq 3 3 3q26.33 3q26.33
4712 RefSeq 9 9 9p21.1 9p21.1
4713 RefSeq 19 19 19p13.12 19p13.12-p13.11
4714 RefSeq 10 10 10q24.31 10q23.2-q23.33
4715 RefSeq 8 8 8q24.13 8q13.3
4716 RefSeq 16 16 16p13.3 16p13.3
4717 RefSeq 4 4 4q31.1 4q28.2-q31.1
4718 RefSeq 11 11 11q14.1 11q14.1
4722 RefSeq 11 11 11p11.2 11p11.11
4723 RefSeq 11 11 11q13.2 11q13
4726 RefSeq 5 5 5p15.33 5p15.33
4731 RefSeq 21 21 21q22.3 21q22.3

otein L10a|| RefSeq 6 3 6p21.31 6p21.3-p21.2
4739 RefSeq 6 6 6p24.2 6p25-p24
4741 RefSeq 8 8 8p21.2 8p21
4753 RefSeq 12 12 12q12 12q13.11-q13.12
4759 RefSeq 2 2 2q37.1 2q37
4761 RefSeq 17 17 17q12 17p13.1
4762 RefSeq 5 5 5q31.1 5q23-q31
4808 RefSeq 1 1 1p13.1 1p12-p11
4810 RefSeq X X Xp22.2 Xp22.13



4815 RefSeq 12 12 12p13.33 12p13
4817 RefSeq 1 1 1q23.3 1q21-q22
4826 RefSeq 20 20 20q11.23 20q11.2-q12
4836 RefSeq 17 17 17q21.31 17q21.31
4838 RefSeq 10 10 10q22.1 10q22.1
4841 RefSeq X X Xq13.1 Xq13.1
4863 RefSeq 11 11 11q22.3 11q22-q23
4880 RefSeq 2 2 2q37.1 2q24-qter
4885 RefSeq 7 7 7q22.1 7q21.3-q22.1
4490 RefSeq 16 16 16q12.2 16q13
4501 RefSeq 16 16 16q12.2 16q13
4892 RefSeq 10 10 10q25.3 10q24-q26
4898 RefSeq 1 1 1p32.3 1p32.2-p32.1
4905 RefSeq 17 17 17q21.31 17q21
4927 RefSeq 17 17 17p13.2 17p13.2
4931 RefSeq 1 1 1q42.12 1q41-q42.2

4951 RefSeq 7 7 7q21.3 7p13-p11
4956 RefSeq 8 8 8q22.3 8q22.3
4957 RefSeq 9 9 9q34.11 9q34.11
4958 RefSeq 9 9 9q22.31 9q22.31
4969 RefSeq 9 9 9q22.31 9q22
4974 RefSeq 17 17 17q11.2 17q11.2
4975 RefSeq 11 11 11q13.5 11q13.5
4998 RefSeq 1 1 1p32.3 1p32
4999 RefSeq 2 2 2q33.1 2q33
5000 RefSeq 2 2 2q23.1 2q22-q23
5001 RefSeq 7 7 7q22.1 7q22.1
5003 RefSeq 11 11 11p15.4 11p15.5
5004 RefSeq 9 9 9q32 9q31-q32
| RefSeq 9 9 9q32 9q32
5015 RefSeq 14 14 14q22.3 14q21-q22
5016 RefSeq 1 1 1p13.2 1p13
5017 RefSeq 11 11 11q13.1 11q13
5018 RefSeq 14 14 14q11.2 14q11.2
5042 RefSeq 13 13 13q12.13 13q12-q13
5047 RefSeq 9 9 9q34.3 9q34
5064 RefSeq 19 19 19p13.3 19p13.3
5066 RefSeq 5 5 5q21.1 5q14-q21
5067 3 3p26
5073 RefSeq 16 16 16p13.12 16p13
5093 RefSeq 2 2 2p13.3 2p13-p12
5110 RefSeq 6 6 6q25.1 6q24-q25
5116 RefSeq 21 21 21q22.3 21q22.3
5121 RefSeq 21 21 21q22.2 21q22.2
5125 RefSeq 9 9 9q21.13 9q21.3
5126 RefSeq 20 20 20p12.1 20p11.2
5130 RefSeq 3 3 3q29 3q29
5173 RefSeq 20 20 20p13 20pter-p12
ssed 3|| RefSeq 19 19 19q13.43 19q13.4
5197 RefSeq 4 4 4q13.3 4q12-q21



5198 RefSeq 17 17 17p13.1 17p13.1
5212 RefSeq 2 2 2p22.2 2p22-p21
roup I (pepsinogenRefSeq 11 11 11q12.2 11q13
5225 RefSeq 6 6 6p21.1 6p21.3-p21.1
5226 RefSeq 1 1 1p36.22 1p36.3-p36.13
5236 RefSeq 1 1 1p31.3 1p31
5238 RefSeq 6 6 6q14.2 6q14.1-q15
5239 RefSeq 9 9 9q13 9p12-q12
5250 RefSeq 12 12 12q23.1 12q23
5266 RefSeq 20 20 20q13.12 20q12-q13
5271 RefSeq 18 18 18q21.33 18q21.3
5273 RefSeq 18 18 18q21.33 18q21.3
5279 RefSeq 1 1 1q24.3 1q23-q25
5281 RefSeq 2 2 2p21 2p21-p16
5283 RefSeq 14 14 14q24.1 14q11-q24
5303 RefSeq X X Xq13.1 Xq13
5304 RefSeq 7 7 7q34 7q34
5334 RefSeq 2 2 2q33.1 2q33
5338 RefSeq 17 17 17p13.2 17p13.1
5342 RefSeq 2 2 2p11-q11
5346 RefSeq 15 15 15q26.1 15q26
5349 RefSeq 19 19 19q13.11 19q13.11-q13.12
5352 RefSeq 3 3 3q24 3q23-q24
5355 RefSeq X X Xp11.23 Xp11.23
5357 RefSeq 3 3 3q23 3q23
5358 RefSeq X X Xq23 Xq23

5368 RefSeq 8 8 8p21.1 8p21
5369 RefSeq 5 5 5p14.3 5p14.3
5370 RefSeq 5 5 5q13.2 5q13
5372 RefSeq 22 22 22q13.2 22q13.2
egregation increased 2-like 1|| 7 7q22.1
egregation increasRefSeq 7 7 7q11.23 7q11.23
5387 RefSeq 7 7 7q11.23 7q11.23
5393 RefSeq 4 4 4q27 4q27
5408 RefSeq 10 10 10q25.3 10q25.3
5420 RefSeq 7 7 7q32.3 7q32-q33
5425 RefSeq 7 7 7p13 7p13
5427 RefSeq 14 14 14q21.3 14q21-q22
5432 RefSeq 16 16 16q13 16q13-q21
5434 RefSeq 19 19 19p13.3 19p13.3
5435 RefSeq 22 22 22q13.1 22q13.1
5437 RefSeq 3 3 3q27.1 3q28
5438 RefSeq 19 19 19q13.12 19q12
NA) II (DNA directeRefSeq 7 7 7q22.1 7q11.2
5440 RefSeq 8 8 8q22.2 8q22.2
5442 RefSeq 19 19 19p13.3 19p13.3
5478 RefSeq 7 ? 7p13 7p13-p11.2
5479 RefSeq 15 15 15q22.31 15q21-q22
5480 RefSeq 5 5 5q23.2 5q23.2
5493 RefSeq 16 16 16p13.3 16p13.3



5539 RefSeq 17 17 17q21.31 17q21
5549 RefSeq 1 1 1q32.1 1q32
5550 RefSeq 6 6 6q21 6q22
5553 RefSeq 11 11 11q12.1 11q12
5554 RefSeq 12 12 12p13.2 12p13.2
5555 RefSeq 12 12 12p13.2 12p13.2
5826 RefSeq 14 14 14q24.3 14q24.3
6059 RefSeq 4 4 4q31.21 4q31
8310 RefSeq 4 4 4p16.1 4p15.3
8728 RefSeq 5 5 5q33.3 5q32-q33
8756 RefSeq 8 8 8p21.2 8p21.2
9311 RefSeq 7 7 7q36.1 7q35
9370 RefSeq 3 3 3q27.3 3q27
9619 RefSeq 21 21 21q22.3 21q22.3
10058 RefSeq 2 2 2q35 2q36
10061 RefSeq 7 7 7q36.1 7q36
10129 RefSeq 13 13 13q13.1 13q13.1
10257 RefSeq 13 13 13q32.1 13q32
10347 RefSeq 19 19 19p13.3 19p13.3
10349 RefSeq 17 17 17q24.3 17q24
10350 RefSeq 17 17 17q24.2 17q24.2
10351 RefSeq 17 17 17q24.2 17q24
10551 RefSeq 7 7 7p21.1 7p21.3
10939 RefSeq 18 18 18p11.21 18p11
11047 RefSeq 20 20 20q13.33 20q13.33
11194 RefSeq 7 7 7q36.1 7q36
11273 RefSeq 16 16 16p11.2 16p11
22885 RefSeq 5 5 5q32 5q32
23287 RefSeq 9 9 9q21.33 9q21.33
etase long-chain faRefSeq 5 5 5q23.3 5q31
23394 RefSeq 20 20 20q13.13 20q13.13
23456 RefSeq 1 1 1q42.13 1q42
23457 RefSeq 12 12 12q24.31 12q24
23460 RefSeq 17 17 17q24.2 17q24.3
23461 RefSeq 17 17 17q24.3 17q24.3
23536 RefSeq 16 16 16q23.1 16q23.1
23597 RefSeq X X Xp22.11 Xp22.11
25841 RefSeq 11 11 11p13 11p13
26154 RefSeq 2 2 2q35 2q34-q35
26993 RefSeq 19 19 19p13.12 19p13.12
27034 RefSeq 11 11 11q25 11q25
27252 RefSeq 1 1 1q25.1 1q24.1-q24.3

RefSeq 1 1p36.11
28976 RefSeq 3 3 3q21.3 3q21.3
28989 RefSeq 9 9 9q34.11 9q34.11
29781 RefSeq 22 22 22q13.33 22q13.33
29880 RefSeq 13 13 13q13.3 13q13.3
29974 RefSeq 10 10 10q11.23 10q11.23
51094 RefSeq 1 1 1q32.1 1p36.13-q41
51146 RefSeq 3 3 3q22.3 3p14.3
51166 RefSeq 4 4 4q33 4q33



51225 RefSeq 17 17 17q21.32 17q21.3
51293 RefSeq 19 19 19p13.2 19p13.3-p13.2
51390 RefSeq 6 6 6q24.2 6q24.2
51517 RefSeq 3 3 3p21.31 3p21
51703 RefSeq 10 10 10q25.2 10q25.1-q25.2
51802 RefSeq 4 4 4q32.1 4q31.3-q32
54715 RefSeq 16 16 16p13.3 16p13.3
54806 RefSeq 6 6 6q23.3 6q23.3
54812 RefSeq 2 2 2p14 2p14
55057 RefSeq 1 1 1p36.11 1p36.11
55289 RefSeq 2 2 2q13 2q13
55324 RefSeq 3 3 3q27.1 3q27.1
55515 RefSeq 2 2 2q35 2q35
55821 RefSeq 2 2 2p25.3 2q35
55830 RefSeq 3 3 3p21.1 3p21.1
55860 RefSeq 14 14 14q23.1 14q23.1

ed glycosylation 1 hRefSeq 16 16 16p13.3 16p13.3
56894 RefSeq 21 21 21q22.3 21q22.3
56895 RefSeq 6 6 6q26 6q26
56900 RefSeq 1 1 1p13.3 1p13.3
57001 RefSeq 7 7 7q21.3 7q21.3
57082 RefSeq 15 15 15q15.1 15q14
57188 RefSeq 15 15 15q25.2 15q25.2
57409 RefSeq 17 17 17q25.1 17q25.1

3 receptor|| RefSeq 1 1 1p13.2 1p21-p13
57505 RefSeq 6 6 6p21.1 6p21.1
57532 RefSeq 17 17 17q11.2 17q11.2
tein LOC254848|| RefSeq 4 4 4p16.1 4p16
60496 RefSeq 11 11 11q22.3 11q22
63897 RefSeq 17 17 17q23.2 17q23.2
64137 RefSeq 11 11 11q23.3 11q23.3
64431 RefSeq 12 12 12q23.1 12q23.1
64577 RefSeq 6 6 6q23.3 6q23.2
64746 RefSeq 1 1 1q42.12 1q42.12
64850 RefSeq 4 4 4q25 4q25
64902 RefSeq 5 5 5p13.2 5p13
65057 RefSeq 16 16 16q22.1 16q22.1
65985 RefSeq 12 12 12q24.31 12q24.31
79053 RefSeq 11 11 11q14.1 11q14.1
79087 RefSeq 22 22 22q13.33 22q13.33
79602 RefSeq 12 12 12p13.33 12p13.31
79777 RefSeq 17 17 17q21.31 17q21.31
79814 RefSeq 1 1 1p36.13 1p36.13
79913 RefSeq 20 20 20q11.23 20q11.23
80332 RefSeq 20 20 20p13 20p13
83440 RefSeq 15 15 15q24.1 15q24.1
83935 RefSeq 11 11 11q22.1 11q22.1
84224 RefSeq 1 1 1p36.12 1p36.12
84230 RefSeq 1 1 1p22.2 1p22.2
84320 RefSeq 1 1 1q25.2 1q25.2-q25.3
84335 RefSeq 19 19 19q13.33 19q13.33



84448 RefSeq 4 4 4p16.1 4p16-p15
84519 RefSeq 12 12 12p13.31 12p13.31
84532 RefSeq 20 20 20p11.21 20p11.23-p11.21
84696 RefSeq 2 2 2p23.3 2p23.3
84920 RefSeq 12 12 12p11.1 12p11.1
85360 RefSeq 19 19 19p13.12 19p13.12
85365 RefSeq 9 9 9q22.33 9q22.33
90459 RefSeq 8 8 8p23.1 8p23.1
91452 RefSeq 10 10 10p12.1 10p12.1
91703 RefSeq 11 11 11q13.2 11q13.2
93953 RefSeq X X Xq13.1 Xq13.1
93973 RefSeq 3 3 3p21.1
94160 RefSeq 16 16 16q12.1 16q12.1
121536 RefSeq 12 12 12p12.3 12p12.3
122622 RefSeq 14 14 14q32.33 14q32.33
130013 RefSeq 2 2 2q21.3 2q21.3
ic lateral sclerosis RefSeq 2 2 2q33.2 2q33.2
130872 RefSeq 2 2 2p15 2p15

137872 RefSeq 8 8 8q13.1 8q13.1
139741 RefSeq X X Xq25 Xq25
150000 RefSeq 21 21 21q11.2 21q11.2
150864 RefSeq 2 2 2q33.2 2q33.2
154664 RefSeq 7 7 7p12.3 7p12.3
165679 RefSeq 3 3 3q26.1 3q26.1
196883 RefSeq 14 14 14q11.2 14q11.2

RefSeq 1 1p22.1

assette, sub-family RefSeq 7 7 7p21.1 7p21.1

346389 RefSeq 7 7 7p21.1 7p21.1

5619 RefSeq 16 16 16p13.13 16p13.2
5620 RefSeq 16 16 16p13.13 16p13.2
5630 RefSeq 12 12 12q13.12 12q12-q13
5638 RefSeq X X Xp21.1 Xp21.1
5639 RefSeq 19 19 19q13.33 19q13.33
5646 RefSeq 9 9 9p13.3 9p11.2
5648 RefSeq 3 3 3q27.3 3q27-q28
5650 RefSeq 19 19 19q13.41 19q13.41
5652 RefSeq 16 16 16p11.2 16p11.2
5653 RefSeq 19 19 19q13.41 19q13.3
5655 RefSeq 19 19 19q13.41 19q13.3-q13.4
79924 RefSeq 22 22 22q13.33 22q13.33
404744 RefSeq 7 7 7p14.3
5657 RefSeq 19 19 19p13.3 19p13.3
egregation increas RefSeq 7 7 7q11.23 7q11-q22
5441 RefSeq 11 11 11p15.5 11p15
5669 RefSeq 19 19 19q13.2 19q13.2
5670 RefSeq 19 19 19q13.31 19q13.1-q13.2
5671 RefSeq 19 19 19q13.2 19q13.2



ific beta-1-glycoproRefSeq 19 19 19q13.31 19q13.2
5673 RefSeq 19 19 19q13.31 19q13.2
5675 RefSeq 19 19 19q13.2 19q13.2
5676 RefSeq 19 19 19q13.31 19q13.2
5678 RefSeq 19 19 19q13.31 19q13.2
5680 RefSeq 19 19 19q13.31 19q13.2
5684 RefSeq 14 14 14q23.1 14q23
5685 RefSeq 15 15 15q25.1 15q25.1
5686 RefSeq 1 1 1p13.3 1p13
5687 RefSeq 14 14 14q13.2 14q13
5688 RefSeq 20 20 20q13.33 20q13.33
5689 RefSeq 6 6 6q27 6q27
5690 RefSeq 1 1 1p34.3 1p34.2
5691 RefSeq 17 17 17q12 17q12
5693 RefSeq 14 14 14q11.2 14q11.2
5695 RefSeq 9 9 9q33.3 9q34.11-q34.12
5696 RefSeq 6 6 6p21.32 6p21.3
5697 RefSeq 17 17 17q21.31 17q21.1
5700 RefSeq 14 14 14q32.11 14q32.11
5701 RefSeq 7 7 7q22.1 7q22.1-q22.3
5702 RefSeq 11 11 11p11.2 11p12-p13
5704 RefSeq 19 19 19q13.2 19q13.11-q13.13
5705 RefSeq 17 17 17q23.3 17q23-q25
5706 RefSeq 14 14 14q22.1 14q22.1

ne|| RefSeq 2 2 2q37.1 2q37.1
5709 RefSeq 17 17 17q21.1 17q21.1
5715 RefSeq 12 12 12q24.31 12q24.31-q24.32
5716 RefSeq X X Xq22.3 Xq22.3
5717 RefSeq 17 17 17q11.2 17q11.2
5718 RefSeq 17 17 17q24.2 17q24.2
5719 RefSeq 11 11 11p15.5 11p15.5
5721 RefSeq 14 14 14q11.2 14q11.2

5806 RefSeq 3 3 3q25.32 3q25
5814 RefSeq 7 7 7p13 7p13
5816 RefSeq 22 22 22q12.3 22q12-q13.1
5822 RefSeq 21 21 21q22.3 21q22.3
5833 RefSeq 17 17 17q25.3 17q25.3
5834 RefSeq 20 20 20p11.21 20p11.2-p11.1
5858 RefSeq 12 12 12p13.31 12p13-p12.2
5859 RefSeq 3 3 3p21.31 3p21.3-p21.1
5917 RefSeq 5 5 5q34 5q35.1
5935 RefSeq X X Xp11.23 Xp11.2
5936 RefSeq 11 11 11q13.2 11q13
5947 RefSeq 3 3 3q23 3q23
5948 RefSeq 3 3 3q23 3q23
5954 RefSeq 11 11 11p13 11p13
5955 RefSeq 15 15 15q24.3 15q23
5967 RefSeq 2 2 2p12 2p12
slet-derived 1 betaRefSeq 2 2 2p12 2p12
5983 RefSeq 13 13 13q13.2 13q12.3-q13



5985 RefSeq 12 12 12q24.23 12q24.2-q24.3
ein-like 1|| RefSeq 22 22 22q12.2 22q12.2

6001 RefSeq 10 10 10q26.11 10q25
6003 RefSeq 1 1 1q31.2 1q31.2
6035 RefSeq 14 14 14q11.2 14q11.2
6036 RefSeq 14 14 14q11.2 14q24-q31
6037 RefSeq 14 14 14q11.2 14q24-q31
ibonuclease, RNasRefSeq 14 14 14q11.2 14q11.1
6039 RefSeq 14 14 14q11.2 14q11.2
6045 RefSeq 1 1 1q25.3 1q25.3
6048 RefSeq 6 6 6p21.32 6p21.3

6100 RefSeq 7 7 7p14.3 7p14.3
6117 RefSeq 17 17 17p13.3 17p13.3
6118 RefSeq 1 1 1p35.3 1p35
6119 RefSeq 7 7 7p21.3 7p22
6120 RefSeq 2 2 2q34 2q32-q33.3
6122 RefSeq 22 22 22q13.1 22q13
6123 RefSeq 16 16 16p13.3 16p13.3
in L4|| RefSeq 15 3 15q22.31 15q22
in L6|| RefSeq 12 ? 12q24.13 12q24.1
6130 RefSeq 9 9 9q34.2 9q34
6132 RefSeq 8 8 8q24.3 8q24.3
6133 RefSeq 4 15 4p14 4p13
6137 RefSeq 16 16 16q24.3 16q24.3
6138 RefSeq 3 3 3p24.2 3p24.2

ce BC022357|| RefSeq 18 ? 18q21.1 18q21
6141 RefSeq 19 19 19q13.33 19q13
6142 RefSeq 19 19 19p13.11 19p13
6143 RefSeq 17 17 17q12 17q11.2-q12
6146 RefSeq 1 1 1p36.31 1p36.3-p36.2
6147 RefSeq 17 17 17q11.2 17q11
6150 RefSeq 11 11 11p15.5 11p15.5-p15.4
6152 RefSeq 3 3 3q12.3 3q12
ein L26|| RefSeq 17 5 17p13.1 17p13
6155 RefSeq 17 17 17q21.31 17q21.1-q21.2
ein L30|| RefSeq 8 8 8q22.2 8q22

protein MGC10850 RefSeq 11 11 11p15.4 11p15
6158 RefSeq 19 19 19q13.42 19q13.4
6159 RefSeq 3 3 3p21.2 3p21.3-p21.2
6160 RefSeq 2 2 2q11.2 2q11.2
6164 RefSeq 4 4 4q25 4q25
6165 RefSeq 3 3 3q29 3q29-qter
6166 RefSeq 14 14 14q21.3 14q21
ein L38|| RefSeq 17 17 17q25.1 17q23-q25
ein L39|| RefSeq X X Xq24 Xq22-q24
6175 RefSeq 12 12 12q24.23 12q24.2
6181 RefSeq 11 11 11p15.5 11p15.5-p15.4
6182 RefSeq 17 17 17q25.3 17q25
6183 RefSeq 19 19 19q13.2 19q13.1-q13.2

RefSeq 3 3 3q21.3 3q21.3-q25.2



6185 RefSeq 20 20 20q11.23 20q12-q13.1
6192 RefSeq Y Y Yp11.31 Yp11.3
6194 RefSeq 9 9 9p22.1 9p21
6201 RefSeq 2 2 2p25.3 2p25
6202 RefSeq 1 1 1p34.1 1p34.1-p32
6204 RefSeq 6 6 6p21.31 6p21.31
6205 RefSeq 19 19 19q13.33 19q13.3
6207 RefSeq 11 11 11p15.1 11p15
6208 RefSeq 5 5 5q33.1 5q31-q33
6209 RefSeq 19 19 19p13.3 19p13.3
6218 RefSeq 15 15 15q
6222 RefSeq 6 6 6p21.32 6p21.3
6224 RefSeq 8 8 8q12.1 8q12
6228 RefSeq 5 5 5q14.2 5q14.2
6229 RefSeq 10 10 10q22.3 10q22-q23
6233 RefSeq 2 2 2p16.1 2p16
6234 RefSeq 19 19 19p13.2 19p13.2
6238 RefSeq 20 20 20p12.1 20p12
6242 RefSeq 2 2 2p13.1 2p13.1
6252 RefSeq 14 14 14q23.1 14q23.1
6253 RefSeq 19 19 19q13.32 19q13.32
6289 RefSeq 11 11 11p15.1 11p15.1-p14
6291 RefSeq 11 11 11p15.1 11p15.1-p14
6294 RefSeq 19 19 19p13.3 19p13.3-p13.2
6297 RefSeq 14 14 14q11.2 14q11.1-q12
6301 RefSeq 1 1 1p13.3 1p13.3-p13.1
 sequence binding RefSeq 3 3 3p24.3 3p23
6305 RefSeq 22 22 22q13.33 22q13.33
6309 RefSeq 11 11 11q23.3 11q23.3
6327 RefSeq 11 11 11q23.3 11q23
6330 RefSeq 11 11 11q23.3 11q23.3
6339 RefSeq 1 1 1p36.33 1p36.3-p36.2
6345 16 16p13.3
6382 RefSeq 2 2 2p24.1 2p24.1
6383 RefSeq 8 8 8q22.1 8q22-q23
6386 RefSeq 8 8 8q12.1 8q12
6388 RefSeq 17 17 17q11.2 17q11.2
6396 RefSeq 3 3 3p25.3 3p25-p24
6398 RefSeq 17 17 17q25.3 17q25

seal dysplasia, late RefSeq X X Xp22.2 Xp22
6406 RefSeq 20 20 20q13.12 20q12-q13.2
6407 RefSeq 20 20 20q13.12 20q12-q13.1
6414 RefSeq 5 5 5p12 5q31
6415 RefSeq 19 19 19q13.32 19q13.3
6426 RefSeq 17 17 17q23.2 17q21.3-q22
6429 RefSeq 1 1 1p35.3 1p35.3
6430 RefSeq 14 14 14q24.2 14q24
6431 RefSeq 20 20 20q13.11 20q12-q13.1
6434 RefSeq 3 3 3q27.2 3q26.2-q27
6436 RefSeq 10 10 10q22-q23
6449 RefSeq 19 19 19p13.3 19p13



6451 RefSeq X X Xq21.1 Xq13.3
6483 RefSeq 16 16 16q22.1 16q22.1
6484 RefSeq 11 11 11q24.2 11q23-q24
6487 RefSeq 1 1 1p34.1 1p34.1
6489 RefSeq 12 12 12p12.1 12p12.1-p11.2
6499 RefSeq 6 6 6p21.32 6p21
6506 RefSeq 11 11 11p13 11p13-p12

410 protein|| RefSeq 5 5 5p13.2 5p13
6509 RefSeq 2 2 2p14 2p15-p13
6510 RefSeq 19 19 19q13.32 19q13.3
6511 RefSeq 19 19 19p13.12 19p13.12
6512 RefSeq 1 1 1p32.3 1p32.3
6520 RefSeq 11 11 11q12.3 11q13
6522 RefSeq 7 7 7q36.1 7q35-q36
6526 RefSeq 21 21 21q22.11 21q22.12
6527 RefSeq 22 22 22q12.3 22q12.2-q12.3
6529 RefSeq 3 3 3p25.3 3p25-p24
6533 RefSeq 3 3 3p25.1 3p25-p24
6534 RefSeq 5 5 5q32 5q31-q32
6536 RefSeq 1 1 1p34.1 1p33
6538 RefSeq 3 3 3p25.3 3p25.3
6539 RefSeq 12 12 12p13.33 12p13
6540 RefSeq 12 12 12p13.33 12p13.3
6541 RefSeq 13 13 13q12.3 13q12-q14
6542 RefSeq 8 8 8p22 8p22-p21.3

6545 RefSeq 22 22 22q11.21 22q11.21
6547 RefSeq 14 14 14q24.2 14q24.1
6548 RefSeq 1 1 1p36.11 1p36.1-p35
6549 RefSeq 2 2 2q12.1 2q11.2
6550 RefSeq 5 5 5p15.33 5p15.3
6553 RefSeq 16 16 16q22.1 16q22.1
6560 RefSeq 16 16 16q22.1 16q22.1
6561 RefSeq 7 7 7q31.32 7q31-q32
6564 RefSeq 13 13 13q32.2 13q33-q34
6565 RefSeq 3 3 3q13.33 3q13.33
6567 RefSeq X X Xq13.2 Xq13.2
6568 RefSeq 6 6 6p22.2 6p23-p21.3
6569 RefSeq 5 5 5q35.3 5q35
6570 RefSeq 8 8 8p21.3 8p21.3
6571 RefSeq 10 10 10q26.11 10q25
6572 RefSeq 10 10 10q11.23 10q11.2
6573 RefSeq 21 21 21q22.3 21q22.3
6574 RefSeq 2 2 2q13 2q11-q14
6575 RefSeq 8 8 8p11.21 8p12-q21
6578 RefSeq 3 3 3q22.1 3q21
6580 RefSeq 6 6 6q25.3 6q26
6581 RefSeq 6 6 6q25.3 6q26-q27
6582 RefSeq 6 6 6q25.3 6q26
6583 RefSeq 5 5 5q23.3 5q23.3
6588 RefSeq 11 11 11q22.3 11q22-q23



6610 RefSeq 6 6 6q21 6q21
6612 RefSeq 21 21 21q22.3 21q22.3
6614 RefSeq 20 20 20p13 20p13
6616 RefSeq 20 20 20p12.2 20p12-p11.2
6620 RefSeq 5 5 5q35.2 5q35
6621 RefSeq 9 9 9q34.3 9q34.3
6623 RefSeq 10 10 10q23.2 10q23.2-q23.3
6625 RefSeq 19 19 19q13.33 19q13.3
6626 RefSeq 19 19 19q13.2 19q13.1
6627 RefSeq 15 15 15q26.3 15q26.3
6628 RefSeq 20 20 20p13 20p13
6629 RefSeq 20 20 20p12.1 20p12.2-p11.22
6631 RefSeq 6 6 6p21.31 6p21.31
6632 RefSeq 18 18 18q11.2 18q11.2
6633 RefSeq 19 19 19q13.32 19q13.2
6634 RefSeq 22 22 22q11.23 22q11.23
6635 RefSeq 1 ? 1q32.1 1q32
6636 RefSeq 12 12 12q23.1 12q23.1
6637 RefSeq 2 2 2p13.3 2p13.3
5969 RefSeq 2 2 2p12 2p12
6129 RefSeq 8 ? 8q21.11 8q21.11
ein L12|| RefSeq 9 9 9q33.3 9q34
6144 RefSeq 13 13 13q12.2 13q12.2
ein L41|| RefSeq 12 12 12q13.2 12q13
6173 RefSeq X X Xq22.1 Xq22.1
6176 RefSeq 15 15 15q23 15q22
6189 RefSeq 4 4 4q31.3 4q31.2-q31.3
6206 RefSeq 6 6 6q23.2 6q23.2

otein S15a|| RefSeq 16 16 16p12.3 16p

nal|| RefSeq 12 4 12q13.2 4q25-q27
6343 RefSeq 11 11 11p15.5 11p15.5
6613 RefSeq 17 17 17q25.1 17q25.1
6640 RefSeq 20 20 20q11.21 20q11.2
6641 RefSeq 8 8 8q24.12 8q23-q24
6642 RefSeq 15 15 15q22.31 15q22.31
6643 RefSeq 5 5 5q23.2 5q23
6645 RefSeq 16 16 16q22.1 16q22-q23
6650 RefSeq 16 16 16p13.3 16p13.3
6660 RefSeq 12 12 12p12.1 12p12.1
6664 RefSeq 2 2 2p25.2 2p25
6666 RefSeq 20 20 20p13 20p13
6675 RefSeq 1 1 1q23.3 1q23.3
6676 RefSeq 20 20 20q11.22 20q11.21
6687 RefSeq 16 16 16q24.3 16q24.3
6691 RefSeq 4 4 4q12 4q12
6692 RefSeq 15 15 15q15.1 15q15.1
6694 RefSeq 2 2 2q37.1 2q37-qter
6695 RefSeq 5 5 5q31.1 5q31
6696 RefSeq 4 4 4q22.1 4q21-q25
6698 RefSeq 1 1 1q21.3 1q21-q22



6699 RefSeq 1 1 1q21.3 1q21-q22
6700 RefSeq 1 1 1q21.3 1q21-q22
-rich protein 2E|| RefSeq 1 1 1q21.3 1q21-q22
6707 RefSeq 1 1 1q21.3 1q21-q22
6709 RefSeq 9 9 9q34.11 9q33-q34
6711 RefSeq 2 2 2p16.2 2p21
6712 RefSeq 11 11 11q13.2 11q13
6717 RefSeq 7 7 7q21.12 7q21.1
6726 RefSeq 1 1 1q42.12 1q42.12
6727 RefSeq 15 15 15q15.1 15q22
6728 RefSeq 5 5 5q22.2 5q21-q22
6729 RefSeq 14 14 14q13.2 14q13.2
6730 RefSeq 17 17 17q25.1 17q25.1
6738 RefSeq 1 1 1q31.2 1q31
6741 RefSeq 2 2 2q31.1 2q31.1
6742 RefSeq 7 7 7q34 7q34
6744 RefSeq 2 2 2q31.3 2q31.3
6780 RefSeq 20 20 20q13.13 20q13.1
6781 RefSeq 8 8 8p21.2 8p21-p11.2
6786 RefSeq 11 11 11p15.4 11p15.5
6799 RefSeq 16 16 16p11.2 16p12.1
6801 RefSeq 2 2 2p22.2 2p22-p21

RefSeq 11 11 11q12.1 11q12.1
6810 RefSeq 16 16 16p11.2 16p11.2
6811 RefSeq 11 11 11q12.3 11q12.3
6812 RefSeq 9 9 9q34.11 9q34.1
6813 RefSeq 19 19 19p13.2 19p13.3-p13.2
6814 RefSeq 1 1 1p13.3 1p13.3
6818 RefSeq 16 16 16p11.2
6819 RefSeq 2 2 2q12.3 2q11.1-q11.2
6820 RefSeq 19 19 19q13.32 19q13.3
6835 RefSeq 9 9 9q34.2 9q34.2
6836 RefSeq 9 9 9q34.2 9q34.2
6837 RefSeq 9 9 9q34.2 9q34.2
6838 RefSeq 9 9 9q34.2 9q34.2
6843 RefSeq 12 12 12p13.31 12p
6844 RefSeq 17 17 17p13.1 17p13.1
6845 RefSeq X Xq28 and Yq12
6847 RefSeq 1 1 1p13.1 1p13-p12
6854 RefSeq 3 3 3p25.2 3p25
6855 RefSeq X X Xp11.23 Xp11.23-p11.22
6856 RefSeq 7 7 7q22.3 7q22.3
6860 RefSeq 18 18 18q12.3 18q12.3
6861 RefSeq 19 19 19q13.42 19q
6897 RefSeq 5 5 5p13.3 5p13.2

6936 RefSeq 2 2 2p12 2p11.2-p11.1
6947 RefSeq 11 11 11q12.1 11q11-q12
6953 RefSeq 6 6 6q27 6q27
6954 RefSeq 6 6 6p21.31 6p21.3-p21.2
6975 RefSeq 10 10 10q25.2 10q25-q26



6990 RefSeq X X Xp11.4 Xp21
6991 RefSeq 6 6 6q27 6q27
6996 RefSeq 12 12 12q23.3 12q24.1
6999 RefSeq 4 4 4q32.1 4q31-q32
7031 RefSeq 21 21 21q22.3 21q22.3
7032 RefSeq 21 21 21q22.3 21q22.3
7033 RefSeq 21 21 21q22.3 21q22.3
7053 RefSeq 20 20 20p13 20q11.2
7064 RefSeq 19 19 19p13.3 19q13.3
7093 RefSeq 10 10 10q24.1 10q23-q24
7094 RefSeq 9 9 9p13.3 9p13
7095 RefSeq 3 3 3q26.2 3q26.2-q27
7103 RefSeq 12 12 12q15 12q14.1-q21.1
7105 RefSeq X X Xq22.1 Xq22
7106 RefSeq 11 11 11p15.5 11p15.5
7107 RefSeq 1 1 1q42.3 1q42-q43
7109 RefSeq 21 21 21q22.3 21q22.3
7111 RefSeq 9 9 9q22.33 9q22.3
7112 RefSeq 12 12 12q23.1 12q22
7113 RefSeq 21 21 21q22.3 21q22.3
7140 RefSeq 11 11 11p15.5 11p15.5
7141 RefSeq 2 2 2q35 2q35-q36
7142 RefSeq 16 16 16p13.13 16p13.13
7166 RefSeq 11 11 11p15.1 11p15.3-p14
7170 RefSeq 1 1 1q21.3 1q21.2
7174 RefSeq 13 13 13q33.1 13q32-q33

RefSeq 16 16p13.3
/beta 1|| RefSeq 16 16 16p13.3 16p13.3
7180 RefSeq 6 6 6p12.3 6p21-qter
7247 RefSeq 2 2 2q14.3 2q21.1
7257 RefSeq 1 1 1q42.2 1q42.1

protein, Y-linked 1| RefSeq Y Y Yp11.2

7264 RefSeq 8 8 8q24.3 8q24.3
7265 RefSeq 5 5 5q33.3 5q32-q33.2
7266 RefSeq 17 17 17q21.2 17q11.2
7267 RefSeq 21 21 21q22.13 21q22.2
7284 RefSeq 16 16 16p11.2 16p11.2
7286 RefSeq 1 1 1q21.3 1q21
7289 RefSeq 12 12 12p13.33 12p13.3
7307 RefSeq 21 21 21q22.3 21q22.3

RefSeq 5 5q22.2
7325 RefSeq 3 3 3p24.3 3p24.2
7342 RefSeq 3 3 3p23 3p23
7348 RefSeq 3 3 3q13.32 3q13.3-q21
7355 RefSeq X X Xp11.23 Xp11.23-p11.22
7358 RefSeq 4 4 4p14 4p15.1
7364 RefSeq 4 4 4q13.2 4q13
7365 RefSeq 4 4 4q13.2 4q13.2
7367 RefSeq 4 4 4q13.2 4q13
7369 RefSeq 16 16 16p12.3 16p13.11



7379 RefSeq 11 11 11q23.3 11q23
7380 RefSeq 22 22 22q13.31 22q13.31
7403 RefSeq X X Xp11.3 Xp11.2
7404 RefSeq Y Y Yq11.21 Yq11
7407 RefSeq 6 6 6p21.33 6p21.3
7408 RefSeq 19 19 19q13.32 19q13.2-q13.3
7415 RefSeq 9 9 9p13.3 9p13-p12
7416 RefSeq 5 5 5q31.1 5q31
7417 RefSeq 10 10 10q22.2 10q22
7419 RefSeq 8 8 8p11.21 8p11.2
7462 RefSeq 7 7 7q11.23 7q11.23
7485 RefSeq 21 21 21q22.2 21q22.3
7536 RefSeq 11 11 11q13.1 11q13
7538 RefSeq 19 19 19q13.2 19q13.1

ein-like 1|| RefSeq 11 11 11q13.1 11q13
7549 RefSeq 2 2 2q11.1 2q11.2
7551 RefSeq 7 7 7q22.1 7q22.1
7552 RefSeq X X Xq21.1 Xq13-q21.1
7554 RefSeq 19 19 19q13.43 19q13.43

otein 11B|| RefSeq 10 10 10q11.21 10q11.2
7561 RefSeq 19 19 19p13.11 19p13.3-p13.2
7564 RefSeq 8 8 8q24.3 8q24

ein 19 (KOX 12)|| RefSeq 16 16 16q22.2 16q22
7568 RefSeq 19 19 19p13.2 19p13.3-p13.2

ein 19 (KOX 12)|| RefSeq 16 16 16q22.2 16q22
7574 RefSeq 12 12 12q24.33 12q24.33
7576 RefSeq 19 19 19q13.41 19q
7579 RefSeq 1 1 1p35.1 1p34.3
7580 RefSeq 10 10 10q11.21 10q22-q25

7589 RefSeq 7 7 7q22.1 7q22.1
7592 RefSeq X X Xp11.3 Xp11.23
7621 RefSeq 22 22 22q11.23 22q11.2
7626 RefSeq X X Xq26.3 Xq26.3
7627 RefSeq 16 16 16p13.3 16p13.11
7633 RefSeq 9 9 9q33.3 9q34
7634 RefSeq 3 3 3q13.31 3p12-qter
7638 RefSeq 19 19 19q13.31 19q13.2

7644 RefSeq 19 19 19p12 19p13.1-p12
ed zinc finger proteRefSeq 7 7 7q11.21 7q11.2
7673 RefSeq 19 19 19q13.31 19q13.2
7681 RefSeq 15 15 15q11.2 15q11-q13

RefSeq X Xp11.4
7691 RefSeq 19 19 19q13.43 19q13.4
7692 RefSeq 20 20 20p11.23 20p11.23-20p11.22
7693 RefSeq 19 19 19q13.43 19q13.4



otein 135 (clone pHRefSeq 19 19 19q13.43 19q13.4
7696 RefSeq 19 19 19q13.41 19q13.4
7697 RefSeq 7 7 7q11.21 7q11.21-q11.23
7699 RefSeq 12 12 12q24.33 12q24.32-q24.33

otein 141 (clone pHRefSeq 4 4 4p16.3 4p16.3

7706 RefSeq 17 17 17q23.2 17q23.1
7710 RefSeq 19 19 19q13.43 19q13.4
7711 RefSeq 19 19 19q13.31 19q13.2-q13.32
7712 RefSeq X X Xp11.3 Xp11.2
7718 RefSeq 6 6 6p22.1 6p21.3
7728 RefSeq 19 19 19q13.41 19q13.4
7730 RefSeq 19 19 19p13.2 19p13.2
7732 RefSeq 17 17 17p11.2 17p11.2
7733 RefSeq 19 19 19q13.31 19q13.2
7737 RefSeq X X Xq24 Xq25-q26
7738 RefSeq 6 6 6p22.1 6p21.3
7739 RefSeq X X Xq28 Xq28
7741 RefSeq 6 6 6p22.1 6p21.31
7743 RefSeq 9 9 9q31.1 9q22-q31
7745 RefSeq 6 6 6p22.1 6p21.3
7746 RefSeq 6 6 6p22.1 6p21.3
7748 RefSeq 11 11 11p15.4 11p15.5
7753 RefSeq 11 11 11q24.1 11q23.3
7755 RefSeq 16 16 16p13.3 16p13.3
7756 RefSeq 17 17 17q11.2 17q11.2
7757 RefSeq 19 19 19p12 19p12
7760 RefSeq 16 16 16p13.3 16p13.3
7762 RefSeq 11 11 11p15.4 11p15.4
7763 RefSeq 9 9 9q21.13 9q13-q21
7764 RefSeq 20 20 20q13.2 20q13.2
7766 RefSeq 19 19 19q13.31 19q13.2

otein 224|| RefSeq 19 19 19q13.31 19q13.2
7768 RefSeq 19 19 19q13.31 19q13.2
7769 RefSeq 19 19 19q13.31 19q13.2

otein 227|| RefSeq 19 19 19q13.31
7771 RefSeq 19 19 19q13.31 19q13.2

7773 RefSeq 19 19 19q13.31 19q13.31
7775 RefSeq 17 17 17p13.2 17p13-p12
7776 RefSeq 18 18 18q23 18q22-q23
7779 RefSeq 1 1 1q32.3 1q32-q41
7780 RefSeq 1 1 1p36.11
7782 RefSeq 15 15 15q21.1 15q11.2-q21.3
7789 RefSeq X X Xp11.1 Xp11.1
7798 RefSeq 1 1 1p36.12 1p36
7802 RefSeq 1 1 1p34.3 1p35.1
7805 RefSeq 1 1 1p35.2 1p34
7844 RefSeq 2 2 2p11.2 2p11.2
7866 RefSeq 3 3 3p21.31 3p21.3
7869 RefSeq 3 3 3p21.31 3p21.3



7871 RefSeq 3 3 3p14.3 3p21.2-p14.3
7903 RefSeq 5 5 5q21.1 5q21
7905 RefSeq 5 5 5q22.2 5q22-q23

7761 11 11p15.4
6656 RefSeq 13 13 13q34 13q34
6757 RefSeq X X Xp11.22 Xp11.23-p11.22
6758 RefSeq X X Xp11.23 Xp11.23
7114 RefSeq X X Xp22.2 Xq21.3-q22
7916 RefSeq 6 6 6p21.33 6p21.3
7917 RefSeq 6 6 6p21.33 6p21.3
7918 RefSeq 6 6 6p21.33 6p21.3
7919 RefSeq 6 6 6p21.33 6p21.3
7920 RefSeq 6 6 6p21.33 6p21.3
7922 RefSeq 6 6 6p21.32 6p21.3
7923 RefSeq 6 6 6p21.32 6p21.3
7936 RefSeq 6 6 6p21.32 6p21.3
7940 RefSeq 6 6 6p21.33 6p21.3
7965 RefSeq 7 7 7p22.1 7p22

morigenicity 7|| RefSeq 7 7 7q31.2 7q31.1-q31.3
7988 RefSeq 7 7 7q36.1 7q36.1
7993 RefSeq 8 8 8p12 8p12-p11.2
7994 RefSeq 8 8 8p11.21 8p11
8000 RefSeq 8 8 8q24.3 8q24.2
8034 RefSeq 10 10 10q21.3 10q21.3
8036 RefSeq 10 10 10q25.2 10q25
8076 RefSeq 12 12 12p13.31 12p13.1-p12.3
8100 RefSeq 13 13 13q12.11 13q12.1
8110 RefSeq 14 14 14q24.2 14q24.3-q31.1
8120 RefSeq 15 15 15q25.2 15q

e-rich) nuclear pho RefSeq 15 15 15q23 15q22.3-q23
8128 RefSeq 15 15 15q26.1 15q26
8131 RefSeq 16 16 16p13.3 16p13.3
8140 RefSeq 16 16 16q24.2 16q24.3
8161 RefSeq 17 17 17q23.2 17q22-q23
8175 RefSeq 19 19 19p13.3 19p13.3-p13.2
8178 RefSeq 19 19 19p13.11 19p13.1
8187 RefSeq 10 10 10q11.21 10q11.22-q11.23
8193 RefSeq 19 19 19q13.13 19q13.13-q13.2
8209 RefSeq 21 21 21q22.3 21q22.3
8220 RefSeq 22 22 22q11.21 22q11.21
8224 RefSeq 22 22 22q12.3 22q12.3
8225 RefSeq X Xp22.33
8226 RefSeq X X Xp22.31 Xp22.32
ent on chromosomRefSeq X Xp22.32
8233 RefSeq X X Xp22.2 Xp22.1
8241 RefSeq X X Xp11.3 Xp11.23
8242 RefSeq X X Xp11.22 Xp11.22-p11.21
8243 RefSeq X X Xp11.22 Xp11.22-p11.21
8260 RefSeq X X Xq28 Xq28

or VIII-associated ( RefSeq X X Xq28



8269 RefSeq X X Xq28 Xq28
8270 RefSeq X X Xq28 Xq28
8273 RefSeq X X Xq28 Xq28
8284 RefSeq Y Y Yq11.222 Yq11
8290 RefSeq 1 1 1q42.13 1q42
8294 RefSeq 6 6 6p22.1 6p21.33
8334 RefSeq 6 6 6p22.2 6p21.3
8335 RefSeq 6 6 6p22.2 6p21.3
8338 RefSeq 1 1 1q21.2 1q21-q23
8339 RefSeq 6 6 6p22.2 6p21.3
8342 RefSeq 6 6 6p22.1 6p22-p21.3
8347 RefSeq 6 6 6p22.2 6p21.3
8348 RefSeq 6 6 6p22.1 6p22-p21.3
8350 RefSeq 6 6 6p22.2 6p21.3
8352 RefSeq 6 6 6p22.2 6p21.3
8353 RefSeq 6 6 6p22.2 6p21.3
8354 RefSeq 6 6 6p22.1 6p22-p21.3
8356 RefSeq 6 6 6p22.1 6p22-p21.3
8357 RefSeq 6 6 6p22.1 6p22-p21.3
8358 RefSeq 6 6 6p22.2 6p21.3
8359 RefSeq 6 6 6p22.2 6p21.3
8360 RefSeq 6 6 6p22.2 6p21.3

H4f|| RefSeq 6 6 6p22.2 6p21.3
8363 RefSeq 6 6 6p22.1 6p22-p21.3
8365 RefSeq 6 6 6p22.2 6p21.3

H4e|| RefSeq 6 6 6p22.2 6p21.3
8368 RefSeq 6 6 6p22.1 6p22-p21.3
8369 RefSeq 6 6 6p22.2 6p21.3
8370 RefSeq 1 1 1q21.2 1q21

osaminidase 3|| RefSeq 3 3 3p21.31 3p21.3
8402 RefSeq 17 17 17p13.2 17p13.3
8403 RefSeq 3 3 3q22.3 3q22-q23
8405 RefSeq 17 17 17q21.33 17q21.33
8409 RefSeq X X Xp11.23 Xp11.23-p11.22
8411 RefSeq 12 12 12q22 12q22
8417 RefSeq 6 6 6q23.2 6q23.1
8424 RefSeq 11 11 11p14.2 11p14.2
8427 RefSeq 7 7 7q36.1 7q35-q36
8447 RefSeq 17 17p13.3
8448 RefSeq 16 16 16p11.2 16p11.2
8455 RefSeq 20 20 20p13 20p13
8459 RefSeq 22 22 22q12.1 22q12.1
8460 RefSeq 7 7 7q11.21 7q11.21
8463 RefSeq 19 19 19q13.33 19q13.3
8470 RefSeq 4 4 4q35.1 4q35.1
8480 RefSeq 20 20 20q13.32 20q13.32
8482 RefSeq 15 15 15q24.1 15q22.3-q23
8483 RefSeq 15 15 15q22.31 15q22
8492 RefSeq 4 4 4q26 4q28.1

8496 RefSeq 12 12 12p11.23 12p11.23-p11.22



8505 RefSeq 10 10 10q11.23
8509 RefSeq 10 10 10q22.2 10q22
8528 RefSeq 6 6 6q21 6q21
8529 RefSeq 19 19 19p13.12 19pter-p13.11
8534 RefSeq 11 11 11p11.2 11p11.2-p11.1
8547 RefSeq 1 1 1p36.11 1p36.11
8552 RefSeq X X Xp11.3 Xp11.4-p11.3
8563 RefSeq 22 22 22q12.2 22q12.2
8564 RefSeq 1 1 1q43 1q42-q44
8565 RefSeq 1 1 1p35.1 1p35.1
8568 RefSeq 21 21 21q22.3 21q22.3
8577 RefSeq 9 9 9q31.1 9q31
8578 RefSeq 17 17 17p13.3 17p13.3
8581 RefSeq 8 8 8q24.3 8q24-qter

8603 RefSeq 4 4 4p16.3 4p16.3
8604 RefSeq 2 2 2q31.1 2q24
8608 RefSeq 12 12 12q13.3 12q13.3
8614 RefSeq 5 5 5q35.1 5q35.1
8615 RefSeq 4 4 4q21.1 4q21.1
8618 RefSeq 3 3 3p14.2 3p14.2
8620 RefSeq 12 12 12q13.13 12q13.13
8623 RefSeq X Xp22.3
8624 RefSeq 21 21 21q22.2 21q22.3
8629 RefSeq 8 8 8q24.3 8q24.3
8630 RefSeq 12 12 12q13.3 12q13
8634 RefSeq 1 1 1p21.2 1p21.3
8636 RefSeq 9 9 9q34.3 9q34.3

anslation initiation f RefSeq 5 5 5q31.3 5q31.2
8639 RefSeq 17 17 17q21.31 17q21
8645 RefSeq 6 6 6p21.2 6p21
8646 RefSeq 3 3 3q27.1 3q27
8653 RefSeq Y Y Yq11.21 Yq11
8658 RefSeq 8 8 8p23.1 8p23.1
8674 RefSeq 1 1 1q24.3 1q24-q25
8675 RefSeq 20 20 20q13.32 20q13.32
8676 RefSeq 6 6 6q24.2 6q24.2
8677 RefSeq 19 19 19p13.13 19p13.13
8678 RefSeq 17 17 17q21.31 17q21
8683 RefSeq 12 12 12q24.31 12q24.31
8687 RefSeq 17 17 17q21.2 17q12-q21
8688 RefSeq 17 17 17q21.2 17q12-q21
8692 RefSeq 3 3 3p21.31 3p21.3
8693 RefSeq 12 12 12q21.33 12q21.3-q22
8702 RefSeq 3 3 3q13.32 3q13.3
8703 RefSeq 1 1 1q23.3 1q21-q23
8704 RefSeq 1 1 1p34.1 1p34-p33
8705 RefSeq 6 6 6p21.32 6p21.3
8706 RefSeq 3 3 3q26.1 3q25
8707 RefSeq 1 1 1q31.2 1q31
8708 RefSeq 2 2 2q24.3 2q24.3



8710 RefSeq 18 18 18q21.33 18q21.33
8712 RefSeq X X Xp11.23 Xp11.23
8715 RefSeq 18 18 18q12.1 18q12
8723 RefSeq 3 3 3q21.2 3q21.2
8724 RefSeq 6 6 6q21 6q21
8725 RefSeq 19 19 19q12 19q12
8736 RefSeq 18 18 18p11.31 18p11.32-p11.31
8760 RefSeq 20 20 20p12.3 20p13
8761 RefSeq 1 1 1p34.3 1p32-p36

crosis factor recept RefSeq 20 20 20q13.33 20q13.3
8773 RefSeq 15 15 15q15.1 15q15.1
8774 RefSeq 18 18 18p11.22 18p11.22
8775 RefSeq 19 19 19q13.32 19q13.32
8777 RefSeq 9 9 9p23 9p24-p22
8778 RefSeq 19 19 19q13.41 19q13.3
8785 RefSeq 20 20 20q13.12 20q13.1-q13.2
8790 RefSeq 1 1 1p31.1 1p31.1
8801 RefSeq 3 3 3p14.1 3p14.1
8802 RefSeq 2 2 2p11.2 2p11.2
8803 RefSeq 13 13 13q14.2 13q12.2-q13.3
8815 RefSeq 11 11 11q13.1 11q13.1

8818 RefSeq 9 9 9q34.11 9q34.13
8862 RefSeq X X Xq25 Xq25-26.3
8863 RefSeq 1 1 1p36.23 1p36.23
8879 RefSeq 10 10 10q22.1 10q21
8882 RefSeq 11 11 11q23.3 11q23.3
8883 RefSeq 16 16 16q22.1 16q22
8884 RefSeq 2 2 2p23.3 2p23
8894 RefSeq 20 20 20q11.22 20pter-q12
8896 RefSeq 7 7 7q22.1 7q22.1

motif protein 12|| RefSeq 20 20 20q11.22 20q11.22
8905 RefSeq X X Xp22.2 Xp22.2
8906 RefSeq 14 14 14q11.2 14q11.2
8907 RefSeq 19 19 19p13.11 19p13.12
8908 RefSeq X X Xp22.33 Xp22.3
8927 RefSeq 3 3 3p21.31 3p21.31
8933 RefSeq X X Xq26.3 Xq26

8943 RefSeq 19 19 19p13.3 19p13.3
8968 RefSeq 6 6 6p22.2 6p22.2
8970 RefSeq 6 6 6p22.1 6p22.1
8971 RefSeq 3 3 3q21.3 3q21.3
8974 RefSeq 5 5 5q23.3 5q31
8985 RefSeq 7 7 7q22.1 7q22
8987 RefSeq 4 4 4q21.1 4q24-q25
8992 RefSeq 5 5 5q35.1 5q35.1
9016 RefSeq X X Xq25 Xq24
9023 RefSeq 10 10 10q23.31 10q23
9026 RefSeq 12 12 12q24.31 12q24
9028 RefSeq 16 16 16p13.3 16p13.3



9032 RefSeq 17 17 17p13.2 17p13.3
9037 RefSeq 5 5 5p15.31 5p15.2
9045 RefSeq 3 3 3p22.1 3p22-p21.2
9048 RefSeq 1 1 1p34.1 1p33-p32
9054 RefSeq 20 20 20q11.22 20q11.22
9057 16 16q22.1
9058 RefSeq 17 17 17q11.2 17p13.2
9066 RefSeq 11 11 11q12.2 11q12-q13.1
9070 RefSeq 8 8 8p12 8p11.2
9073 RefSeq 21 21 21q22.11 21q22.11
9074 RefSeq 16 16 16p13.3 16p13.3
9080 RefSeq 16 16 16p13.3 16p13.3

nked|| RefSeq Y Y Yq11.223
linked, 2|| RefSeq Y Y Yq11
9084 RefSeq Y Y Yq11.221 Yq11.221
9091 RefSeq 16 16 16p13.3 16p13.3
9093 RefSeq 16 16 16p13.3 16p13.3

of IgG, low affinity RefSeq 1 1 1q23.3 1q23
9104 RefSeq X X Xp11.3 Xp11.3
9114 RefSeq 16 16 16q22.1 16q22
9117 RefSeq 3 3 3p22.1 3p22.1
9118 RefSeq 10 10 10q24.33 10q24.33
9120 RefSeq 17 17 17q24.2 17q24.2
9121 RefSeq 17 17 17q25.1 17q25.1
9122 RefSeq 1 1 1p13.3 1p13.3
9123 RefSeq 17 17 17q25.3 17q25
9126 RefSeq 10 10 10q25.2 10q25
9130 RefSeq X X Xq28 Xq28
9135 RefSeq 17 17 17p13.2 17p13.2
9136 RefSeq 3 3 3p21.2 3p21.2
9142 RefSeq X X Xq27.3 Xq27.3
9143 RefSeq 16 16 16p13.3 16p13
9144 RefSeq 17 17 17q25.3 17q25.3
9145 RefSeq 22 22 22q13.1 22q13.1
9146 RefSeq 17 17 17q25.3 17q25
9147 RefSeq 14 14 14q21.3 14q22
9152 RefSeq 11 11 11p15.1 11p15.2-p15.1
9153 RefSeq 15 15 15q21.1 15q15
9154 RefSeq 15 15 15q25.3 15q25-26
9167 RefSeq 2 2 2p21 2p21
9172 RefSeq 8 8 8p23.3 8p23.3
9179 RefSeq 7 7 7q22.1 7q22.1
9182 RefSeq 12 12 12q21.31 12q21.31
9187 RefSeq 15 15 15q22.31 15q22
9188 RefSeq 10 10 10q22.1 10q21

ED domain containiRefSeq X Xp22.33
9194 RefSeq 12 12 12q14.1 12q13
9197 RefSeq 3 3 3q25.31 3q25.31

otein 262|| RefSeq 1 1 1p34.3 1p32-p34
9203 RefSeq X X Xq13.1 Xq13.1
8969 RefSeq 6 6 6p22.1 6p22.1



9087 RefSeq Y Y Yq11.221 Yq11.221
8857 RefSeq 19 19 19q13.2 19q13.1
8508 RefSeq 22 22 22q12.2 22q12.2
9204 RefSeq 1 1 1p34.3 1p34.2
9205 RefSeq 13 13 13q12.11 13q12
9208 RefSeq 2 2 2q37.3 2q37.3
9209 RefSeq 3 3 3p22.3 3p22.3
9217 RefSeq 20 20 20q13.32 20q13
9218 RefSeq 18 18 18p11.22 18p11.22
9228 RefSeq 8 8 8p23.3 8p23
9245 RefSeq 15 15 15q22.2 15q21.3
9249 RefSeq 1 1 1p36.21 1p36.1
9253 RefSeq 19 19 19q13.2 19q13.13-q13.2
9254 RefSeq 3 3 3p21.31 3p21.3
9274 RefSeq 16 16 16p11.2 16p11
9277 RefSeq 6 6 6p21.32 6p21.3
9278 RefSeq 6 6 6p21.32 6p21.3

mplex interacting prRefSeq 16 16 16p13.11 16p13-p11
9306 RefSeq 18 18 18q22.2 18q22.2
9310 RefSeq 19 19 19q13.31 19q13.2
5 open reading fra RefSeq 5 5 5q22.1 5q22.1
9317 RefSeq 10 10 10p13 10p12
9331 RefSeq 18 18 18q12.1 18q11
9333 RefSeq 15 15 15q15.2 15q15.2
9334 RefSeq 20 20 20q13.13 20q13.1-q13.2
9341 RefSeq 1 1 1p36.23 1p36.23
9342 RefSeq 22 22 22q11.21 22q11.21
9343 RefSeq 17 17 17q21.31 17q21.31
9348 RefSeq 4 4 4q26 4q26
9349 RefSeq 17 17 17q12 17q
9350 RefSeq 9 9 9p22.3 9p23-p22
9352 RefSeq 18 18 18q21.2 18q21.2
9355 RefSeq 9 9 9q33.3 9q33-q34.1
9356 RefSeq 11 11 11q12.3 11q13.1-q13.2
9361 RefSeq 19 19 19p13.3 19p13.2
9362 RefSeq 14 14 14q11.2 14q11.2
9365 RefSeq 13 13 13q13.1 13q12
9368 RefSeq 17 17 17q25.1 17q25.1
9369 RefSeq 14 14 14q24.3 14q31
 thioesterase 2|| RefSeq 6 6 6p21.32 6p21.3
9375 RefSeq 13 13 13q32.3 13q32.3
9376 RefSeq 11 11 11q12.3 11q11
9377 RefSeq 15 15 15q24.1 15q25
9378 RefSeq 2 2 2p16.3 2p16.3
9379 RefSeq 11 11 11q13.1 11q13
9382 RefSeq 17 17 17q25.1 17q25.1
9389 RefSeq 3 3 3p22.2 3p21.3
9390 RefSeq 3 3 3p22.2 3p21.3
9394 RefSeq 2 2 2q14.3 2q21
9397 RefSeq 10 10 10p13 10p13
9398 RefSeq 1 1 1p13.1 1p13



9399 RefSeq 15 15 15q24.1 15q24-q25
9403 RefSeq 1 1 1p22.3 1p31
9406 RefSeq 1 1 1p31.1 1p31
9413 RefSeq 9 9 9q21.11 9q13-q21
9415 RefSeq 11 11 11q12.2 11q12-q13.1
9416 RefSeq 12 12 12q13.12 12q13.12
9419 RefSeq 2 2 2p21 2p21

9424 RefSeq 19 19 19q13.2 19q13.1
9435 RefSeq 3 3 3q23 3q24
9444 RefSeq 6 6 6q26 6q26-27
9450 RefSeq 6 6 6p25.1 6p25.1
9452 RefSeq X X Xq21.1 Xq13.3-Xq21.2
9454 RefSeq 19 19 19p13.11 19p13.11
9455 RefSeq 15 15 15q25.2 15q24.3
9456 RefSeq 5 5 5q14.1 5q14.2
9468 RefSeq X X Xp22.11 Xp22.11
9469 RefSeq 10 10 10q22.1 10q22.1
9470 RefSeq 2 2 2q37.1 2q37.1
9473 RefSeq 1 1 1p35.3 1p35.3
9476 RefSeq 19 19 19q13.33 19q13.33
9477 RefSeq 6 6 6p21.1 6p21.1
9482 RefSeq 17 17 17p13.1 17p12
9486 RefSeq 2 2 2q11.2 2q11.2
9487 RefSeq 17 17 17p11.2 17p12-p11.2
9488 RefSeq 15 15 15q21.3 15q21-q22
9489 RefSeq 17 17 17q25.3 17q25.3
9491 RefSeq 20 20 20p13 20p13
9497 RefSeq 3 3 3p24.1 3p22
9498 RefSeq 12 12 12q13.13 12q13
9501 RefSeq 17 17 17p13.3 17p13.3
9502 RefSeq X X Xp11.22-p11.21
9503 RefSeq X X Xp11.22-p11.21
9506 RefSeq X X Xp11.23 Xp11.23
9512 RefSeq 7 7 7q22.1 7q22-q32
9515 3 3q13.33
9517 RefSeq 14 14 14q24.3 14q24.3-q31
9521 RefSeq 6 6 6p24.3 6p24.3-p25.1
9524 RefSeq 19 19 19p13.12 19p13.12
9525 RefSeq 18 18 18q21.33 18q21.32-q21.33
9526 RefSeq 17 17 17p13.1 17p13.1-p12
9528 RefSeq 1 1 1p32.3 1p36-p31
9533 RefSeq 6 6 6p21.1 6p21.1

otein 539|| RefSeq 19 19 19p12 19p12
9541 RefSeq 2 2 2q31.1 2q31.1
9546 RefSeq 19 19 19p13.3 19p13.3
9550 RefSeq 9 9 9q32 9q32
9551 RefSeq 7 7 7q22.1 7q22.1
9552 RefSeq 17 17 17p13.2 17p13.2
9553 RefSeq 2 2 2p23.2 2p21
9556 RefSeq 14 14 14q32.33 14q32.33



9559 RefSeq 10 10 10q22.1 10q21.1
9563 RefSeq 1 1 1p36.22 1p36
9567 RefSeq 22 22 22q13.1 22q13.1
9573 RefSeq 12 12 12p13.31 12p13.1
9580 RefSeq 1 1 1q32.1 1q32
9581 RefSeq 2 2 2p21 2p22.1
9584 RefSeq 20 20 20q11.22 20q11.22
9587 RefSeq 6 6 6p21.1 6p21.1
9592 RefSeq 19 19 19p13.13 19p13.13
9595 RefSeq 2 2 2q24.1 2q11.2
9598 RefSeq X X Xq28 Xq28
9600 RefSeq 11 11 11q13.2 11q13
9615 RefSeq 9 9 9q21.13 9q21.11-21.33
9617 RefSeq 13 13 13q14.11 13q14.1-q14.3
9622 RefSeq 19 19 19q13.41 19q13.41
9627 RefSeq 5 5 5q23.2 5q23.1-q23.3
9629 RefSeq 1 1 1p22.3 1p31-p22
9631 RefSeq 5 5 5p13.2 5p13.1

ne product|| RefSeq 10 10 10q22.2 10q22.2
9633 RefSeq 11 11 11q13.2 11q13.2-q13.3
9636 RefSeq 1 1 1p36.33 1p36.33
9637 RefSeq 2 2 2p22.2 2p21

9643 RefSeq X X Xq22.2 Xq22
9646 RefSeq 11 11 11p15.3 11p15.3
9648 RefSeq 2 2 2q12.3 2q12.3
9650 RefSeq 8 8 8q13.1 8q13.1
9651 1 1p36.32
9652 RefSeq 5 5 5q15 5q15
9653 RefSeq 1 1 1p22.3 1p31.1-p22.1
9654 RefSeq 2 2 2q35 2p24.3-p24.1
9657 RefSeq 3 3 3q13.33 3q13.33

9663 RefSeq 18 18 18p11.31 18p11.31
9665 RefSeq 16 16 16p13.11 16p13.11
9666 RefSeq 3 3 3q13.13 3q13.13
9667 19 19p13.3
9668 RefSeq 19 19 19q13.41 19q13.41
9669 RefSeq 2 2 2q11.2 2p11.1-q11.1
9670 RefSeq 1 1 1p34.1 1p34.1

9674 RefSeq 1 1 1q25.1 1q24-25
9675 RefSeq 20 20 20q11.23 20q11.23
9677 RefSeq 15 15 15q15.3 15q15.3

9679 RefSeq 10 10 10q26.13 10q26.13

9682 RefSeq 1 1 1p34.2 1p34.2-p34.1



9685 RefSeq 5 5 5q33.3 5q23.1-q33.3
9686 RefSeq 3 3 3p25.3 3p25.3
9687 RefSeq 2 2 2p25.1 2p25.1
9688 RefSeq 16 16 16q13 16q13
9689 RefSeq 2 2 2q33.1 2q33

9694 RefSeq 8 8 8q23.1 8q23.1

n|| RefSeq 1 1 1p35.2 1p35.2
9699 RefSeq 8 8 8q22.3 8q22.3
9700 RefSeq 12 12 12q13.13 12q
9701 RefSeq 22 22 22q13.33 22q13.33
9702 RefSeq 11 11 11q21 11q21

9704 RefSeq 19 19 19q13.32 19q13.3
9705 RefSeq 8 8 8q11.23 8q11.23

9710 RefSeq 19 19 19q13.11 19q13.11
9711 3 3q29

9715 RefSeq 7 7 7q34 7q34
9716 RefSeq 15 15 15q14 15q14
9717 16 16p13.3
9720 17 17p11.2
9721 RefSeq 10 10 10q11.22 10q11.22

9726 RefSeq 16 16 16p11.2 16p11.2
9727 RefSeq 16 16 16p13.3 16p13.3
9728 RefSeq 15 15 15q21.1 15q21.1

9731 1 1p36.32
9732 RefSeq 7 7 7q31.1 7q31.1
9733 RefSeq 12 12 12q23.3 12q24.1
9735 RefSeq 12 12 12q24.31 12q24.31

9738 RefSeq 16 16 16p12.3 16p12.3

9741 RefSeq 2 2 2p24.1 2p24.1
9742 RefSeq 16 16 16p13.3 16p13.3
9744 RefSeq 17 17 17p13.1 17p13.1

9747 RefSeq 7 7 7q34 7q34-q35

9750 RefSeq 6 6 6p22.2 6p22.3-p21.32
9751 RefSeq 20 20 20p13 20p13
9753 RefSeq 6 6 6p22.1 6p22.2-p21.3
9754 RefSeq X X Xq13.1 Xq13.1



9761 RefSeq 12 12 12q24.31 12q24.31
9762 RefSeq 20 20 20p13 20p13

9765 RefSeq 5 5 5q14.1 5p15.2-q14.3
9766 RefSeq 14 14 14q24.1 14q24.1
9767 RefSeq X X Xp11.3 Xp11.3
9768 RefSeq 15 15 15q22.31 15q22.31
9772 RefSeq 17 17 17q25.1 17q25.1
9775 RefSeq 17 17 17q25.3 17q25.3
9776 RefSeq 11 11 11p11.2 11p11.2
9777 RefSeq 20 20 20q11.21 20q11.21

9779 RefSeq 3 3 3p24.3 3p24.3
h sequence similarRefSeq 16 16 16q24.3 16q24.3
9783 RefSeq 1 1 1p34.2 1pter-p22.2
9784 RefSeq 2 2 2p23.3 2p23-p22
9785 RefSeq 16 16 16q22.2 16q21-q22.3
9786 RefSeq 14 14 14q23.1 14q23.1
9788 RefSeq 8 8 8q24.13 8p22
9789 RefSeq 11 ? 11q13.4 11q13.4
9790 RefSeq 10 10 10q11.21 10q11.21
9796 RefSeq 8 8 8p21.3 8p21.3
9797 3 3p25.3
9798 RefSeq 16 16 16q22.2 16q22.2
9801 RefSeq 2 2 2p12 2q11.1-q11.2
9804 RefSeq 1 1 1q42.3 1q42
9805 RefSeq 7 7 7p15.1 7p14.3-p14.1
9806 RefSeq 10 10 10q22.1 10pter-q25.3
9808 7 7p15.2
9810 RefSeq 16 16 16p11.2 16p11.2-p11.1
9811 RefSeq 18 18 18q21.1 18q21.1
9812 RefSeq 5 5 5q31.3 5q31.3

9817 RefSeq 19 19 19p13.2 19p13.2
9818 RefSeq 13 13 13q12.13 13q12.13
9819 RefSeq 3 3 3q25.1 3q25.1
9820 RefSeq 6 6 6p21.1 6p21.1
9823 RefSeq X X Xq22.1 Xq21.33-q22.2
9824 RefSeq 15 15 15q13.3 15q13.2
9825 RefSeq 20 20 20q13.13 20q13.1-q13.2
9827 9 9pter-p22.1
9829 1 1pter-q31.3
9832 RefSeq 5 5 5q32 5q32
9836 RefSeq 15 15 15q15.3 15q15.3

9840 12 12q13.2
9841 6 6q21
9842 RefSeq 17 17 17q21.31 17q21.31



9843 RefSeq X X Xq12 Xq11-q12
9847 RefSeq 12 12 12p12.1 12p12.1
9848 4 4q32.3

9852 RefSeq 3 3 3p22.3 3p22.1

9854 RefSeq 11 11 11q23.3 11q23.3
9857 RefSeq 1 1 1q25.2 1p36.13-q41
9858 RefSeq 9 9 9q34.3 9q34.3

9861 RefSeq 3 3 3p14.1 3p14.1
9865 7 7p15.1
9866 11 11p15.4
9867 RefSeq 5 5 5q21.3 5q21.3
9868 RefSeq 3 3 3q12.2 3q12.2
9870 RefSeq 14 14 14q24.3 14q24.3
9871 RefSeq 4 4 4q26 4q26
9873 RefSeq 11 11 11q13.4 11q13.4

9879 RefSeq 5 5 5q31.1 5q31.1

9881 3 3p22.3

egregation increasRefSeq 7 7 7q11.23 7q11.23
9884 RefSeq 17 17 17q21.31 17q21.31
9885 RefSeq 20 20 20q13.33 20q13.3
9887 RefSeq 1 1 1q25.3 1q25

9890 RefSeq 1 1 1p21.3 1p21.3
9894 RefSeq 16 16 16p13.3 16p13.3

9897 RefSeq 8 8 8q24.13 8p22
9898 RefSeq 1 1 1q21.3 1q21.3
9899 RefSeq 15 15 15q26.1 15q26.1
9900 RefSeq 1 1 1q21.2 1q21.2
9901 RefSeq 3 3 3p25.3 3p25.3

9904 RefSeq 12 12 12q24.13 12q24.13-q24.21

9906 RefSeq 1 1p36.33
9907 7 7p22.2
9908 RefSeq 4 4 4q21.1 4q21.1

9911 RefSeq 1 1 1q32.1 1q32.1
9912 RefSeq 17 17 17p12 17p12

9917 RefSeq 1 1 1q25.2 1p36.13-q41
9918 RefSeq 12 12 12p13.31 12p13.3
9919 9 9q34.3
9921 RefSeq 12 12 12q24.31 12q24.31
9922 RefSeq 3 3 3p25.2 3p25.2



9923 RefSeq 1 1 1p36.12 1pter-q31.3
9925 RefSeq 9 9 9p13.2 9p13.2

9927 RefSeq 1 1 1p36.22 1p36.22
9929 RefSeq 22 22 22q13.1 22q13.1

9933 RefSeq 9 9 9p24.2 9p24.2

motif protein 8A|| RefSeq 1 1 1q21.1 1q12
9941 RefSeq 3 3 3p22.2 3p21.3
9951 RefSeq 16 16 16p12.1 16p11.2

ulfate (glucosamineRefSeq 17 17 17p12 17p12-p11.2
9955 RefSeq 17 17 17p12 17p12-p11.2
9956 RefSeq 16 16 16p12.1 16p12
9957 RefSeq 4 4 4p15.33 4p16
9961 RefSeq 16 16 16p11.2 16p13.1-p11.2
9962 RefSeq 20 20 20p13 20p13
9963 RefSeq 5 5 5q31.2 5q31.2-q31.3
9987 RefSeq 4 4 4q21.22 4q13-q21
9991 RefSeq 9 9 9q32 9q32
9992 RefSeq 21 21 21q22.11 21q22.12
10003 RefSeq 11 11 11q14.3 11q14.3-q21
10004 RefSeq 11 11 11q13.1 11q12
10005 RefSeq 20 20 20q13.12 20q12-q13.1
10019 RefSeq 12 12 12q24.12 12q24
itol glycan, class KRefSeq 1 1 1p31.1 1p31.1
10046 RefSeq X X Xq28 Xq28
10047 RefSeq 20 20 20p11.21 20p11.21
10049 RefSeq 7 7 7q36.3 7q36.3
10050 RefSeq 6 6 6p22.2 6p22-p21.3
10053 RefSeq 19 19 19p13.2 19p13.2
10054 RefSeq 19 19 19q13.11 19q12
10055 RefSeq 19 19 19q13.32 19q13.32
10056 RefSeq 2 2 2q36.1 2q36.1
10069 RefSeq 21 21 21q21.3 21q22.11
10081 RefSeq 15 15 15q22.31 15q22.31
10082 RefSeq 13 13 13q31.3 13q32
10084 RefSeq X X Xp11.23 Xp11.23
10089 RefSeq 11 11 11q13.1 11q13
10090 RefSeq 6 6 6q25.1 6q25.1
10098 RefSeq 4 4 4q23 4q23
10099 RefSeq 15 15 15q24.3 15q24.3
10100 RefSeq 1 1 1p13.1 1p13.1
10102 RefSeq 12 12 12q14.1 12q13-q14
10103 RefSeq 1 1 1p34.1 1p34.1
10105 RefSeq 10 10 10q22.3 10q22-q23
10106 RefSeq 12 12 12q14.1 12q13-q15
10107 RefSeq 6 6 6p21.33 6p21.3
10123 RefSeq 2 2 2q37.1 2q37.1
10126 RefSeq 22 22 22q13.1 22q13.1

otein 263|| RefSeq 16 16 16p13.3 16p13.3



10134 RefSeq X X Xq28 Xq28
10136 RefSeq 1 1 1p36.12 1p36.12

motif protein 12|| RefSeq 20 20 20q11.22 20q11.22
10141 RefSeq 4 4 4p16.2 4p16.2
10143 RefSeq 16 16 16q23.1 16q23

10147 RefSeq 19 19 19p13.11 19p12
10150 RefSeq 13 13 13q32.1 13q32.1
10158 RefSeq 1 1 1p33 1p33
10159 RefSeq X X Xp11.4 Xq21
10162 RefSeq 12 12 12p13.31 12p13
10164 RefSeq 16 16 16q22.2 16q22.2

RefSeq 15 15q15.3
10170 RefSeq 2 2 2q31.1 2q31.1
10171 RefSeq 9 9 9p24.1 9p24.1-p23
10172 RefSeq 19 19 19q13.43 19q13.43
10175 RefSeq 14 14 14q22.2 14q22.2
10178 RefSeq X X Xq25 Xq25
10179 RefSeq 11 11 11q23.2 11q23.1-q23.2
4|| RefSeq 17 17 17q25.3 17q25.3
10190 RefSeq 2 2 2q11.2 2q11.2
10193 RefSeq 12 12 12q13.2 12q13.2-q13.3
10194 RefSeq 18 18 18q22.3 18q22.3
10196 RefSeq 11 11 11p15.1 11p15.1
10197 RefSeq 17 17 17q21.31 17q21
10199 RefSeq 2 2 2p13.3 2p13.3
10202 RefSeq 14 14 14q11.2 14q11.2
10204 RefSeq 16 16 16q22.1 16q22.1
10205 RefSeq 11 11 11q23.3 11q24
10207 RefSeq 1 1 1p31.3 1p31.3
10209 RefSeq 17 17 17q21.2 17q21.2
10211 RefSeq 6 6 6p21.33 6p21.3
10212 RefSeq 19 19 19p13.12 19p13.12
10214 RefSeq X X Xp11.23 Xp11.23
10217 RefSeq 3 3 3p22.3 3p21.3
10223 RefSeq 1 1 1q24.1 1q24.1

otein 443|| RefSeq 19 19 19p13.2 19p13.2
10225 RefSeq 3 3 3q13.13 3q13.13-q13.2
10227 RefSeq 4 4 4p16.3 4p16.3
10228 RefSeq 1 1 1q25.3 1q25.3
10229 RefSeq 16 16 16p12.3 16p13.11-p12.3
10231 RefSeq 6 6 6p21.1 6p21.1-p12.3
10233 RefSeq 12 12 12p13.31 12p13
10236 RefSeq 1 1 1p36.12 1p36.12
10237 RefSeq 17 17 17q21.33 17q21.33
10239 RefSeq 15 15 15q26.1 15q26.1
10240 RefSeq 13 13 13q14.11 13q14.11
10242 RefSeq 3 3 3q26.32 3q26.2-q27.1
10245 RefSeq X X Xp11.23 Xp11.23
10246 RefSeq 6 6 6p22.2 6p21.3
10247 RefSeq 8 8 8q22.2 8q22



10249 RefSeq 11 11 11q12.1 11q12.1
10250 RefSeq 1 1 1p36.11 1p36.11
10255 RefSeq 6 6 6p21.33 6p21.3
10261 RefSeq 16 16 16p12.2 16p12-p13
10262 RefSeq 1 1 1q21.2 1q12-q21
10274 RefSeq 3 3 3q22.3 3q22.3
10281 RefSeq 21 21 21q22.13 21q22.2
10282 RefSeq 7 7 7q21.3 7q21.1-q22
10283 RefSeq 5 5 5q12.3 5q12.3
10285 RefSeq 10 10 10q25.2 10q23
10289 RefSeq 3 3 3p22.1 3p22.1
10296 RefSeq 4 4 4p16.3 4p16.3
10299 RefSeq 5 5 5p15.2 5p15.2
10300 RefSeq 16 16 16q13 16q13
10301 RefSeq 13 13 13q14.2 13q14.3
10302 RefSeq 15 15 15q22.31 15q22.31
10308 RefSeq 16 16 16p11.2 16p11.2
10311 RefSeq 21 21 21q22.13 21q22.2

RefSeq 11 11 11q13.1 11q13
10317 RefSeq 21 21 21q22.2 21q22.3
10321 RefSeq 6 6 6p12.3 6p12.3
10324 RefSeq 2 2 2q31.1 2q31.1
10325 RefSeq X X Xp11.21 Xp11.22
10336 RefSeq 4 4 4p16.3 4p16.3
10345 RefSeq 6 6 6q22.31 6q22-q23
10352 RefSeq 1 1 1p12 1p13.3-p13.1
10360 RefSeq 10 10 10q24.32 10q24.31
10361 RefSeq 8 8 8p21.3 8p21.3
10367 RefSeq 10 10 10q22.1 10q22.1
10368 RefSeq 16 16 16p12.1 16p12-p13.1
10369 RefSeq 22 22 22q12.3 22q13.1
10384 RefSeq 6 6 6p22.1 6p21.3
10385 RefSeq 6 6 6p22.1 6p22.1
10388 RefSeq 20 20 20q13.33 20q13.33
10390 RefSeq 1 1 1p13.3 1p13.3
anolamine N-meth RefSeq 17 17 17p11.2 17p11.2
10402 RefSeq 3 3 3q12.1 3q12.1
10404 RefSeq 8 8 8q22.1 8q22.2
10406 RefSeq 20 20 20q13.12 20q12-q13.2
10412 RefSeq 5 5 5q13.3 5q13.3
51747 RefSeq 17 17 17q21.33 17q21.33
10417 RefSeq 4 4 4p16.3 4p16.3
10418 RefSeq 11 11 11p15.2 11p15.2
10422 RefSeq 9 9 9q34.3 9q34.3
10423 RefSeq 16 16 16p11.2 16p11.2
10425 RefSeq 3 3 3p21.31 3p21.2-p21.3
10427 RefSeq 4 4 4q25 4q25
10428 RefSeq 16 16 16q23.1 16q22.2-q22.3
10430 RefSeq 19 19 19q13.12 19q13.1
10431 RefSeq 10 10 10q11.23 10q11.21-q11.23
10432 RefSeq 11 11 11q13.2 11q13.2



10435 RefSeq 11 11 11q13.1 11q13
10436 RefSeq 12 12 12p13.31 12p13
10438 RefSeq 2 2 2p14 2p13-p12
10440 RefSeq 1 1 1q32.1 1q32.1

rmate immuno-ass RefSeq 13 13 13q13.1 13q12-q13
10444 RefSeq 9 9 9q34.11 9q34.11
10445 RefSeq 12 12 12q13.12 12q13.12
10446 RefSeq 1 1 1q32.1 1q32.1
10447 RefSeq 7 7 7q31.31 7q22.1-q31.1
10450 RefSeq 1 1 1p34.2 1p32
10452 RefSeq 19 19 19q13.31 19q13
10456 RefSeq 1 1 1q21.3 1q21.3
10457 RefSeq 7 7 7p15.3 7p15
10462 RefSeq 17 17 17p13.1 17p13.1
10463 RefSeq 4 4 4p13 4p13-p12
10464 RefSeq 13 13 13q22.1 13q22.1

otein 224|| RefSeq 19 19 19q13.31 19q13.2
6662 RefSeq 17 17 17q24.3 17q24.3-q25.1
10465 RefSeq 1 1 1p34.2 1p34.1

RefSeq 14 14 14q32.33 14q32.33
9658 18 18q23
10439 RefSeq 9 9 9q34.3 9q34.3
10407 RefSeq 8 8 8p23.1 8p23-p22
10466 RefSeq 7 7 7q22.3 7q22-q31
10469 RefSeq 19 19 19p13.2 19p13.3-p13.2
10471 RefSeq 6 6 6p21.32 6p21.3
10475 RefSeq 6 6 6p22.2 6p21.3
10478 RefSeq 22 22 22q13.2 22q13.2
10479 RefSeq X X Xq26.3 Xq26.3
10480 RefSeq 11 11 11p13 11p13
10483 RefSeq 20 20 20p11.23 20p11.23
10484 RefSeq 14 14 14q21.1 14q21.1
10486 RefSeq 6 6 6p22.3 6p22.3
10489 RefSeq 1 1 1p34.1 1p34.1
10490 RefSeq 14 14 14q24.1 14q24.1
10491 RefSeq 3 3 3p23 3p22.3
10493 RefSeq 17 17 17q21.31 17q21
10495 RefSeq X X Xq25 Xq25-q26.2

10500 RefSeq 1 1 1q21.2 1q21.2
10505 RefSeq 2 2 2p13.1 2p13.1
10509 RefSeq 15 15 15q26.1 15q25
D-40 domain proteRefSeq 17 17 17p11.2 17p12
10520 RefSeq 19 19 19q13.43 19q13.4
10521 RefSeq 22 22 22q13.1 22q13.1
10522 RefSeq 11 11 11p15.5 11p15.5
10523 RefSeq 19 19 19p13.11 19p13.1
10526 RefSeq 12 12 12p11.21 12p11.21
10528 RefSeq 20 20 20p13 20p13

RefSeq 10 10 10p12.31 10p12
10535 RefSeq 19 19 19p13.13 19p13.13



10536 RefSeq 12 12 12p13.31 12q13
10539 RefSeq 10 10 10q26.3 6p25.3
10541 RefSeq 9 9 9q22.33 9q22.32
10542 RefSeq 1 1 1p13.3 1p13.3
10548 RefSeq 14 14 14q11.2 14q11.2
10550 RefSeq 3 3 3p14.1 3p14

P/MRP 30kDa subuRefSeq 10 10 10q23.31 10q23.31
10557 RefSeq 10 10 10p13 10p13
10559 RefSeq 6 6 6q15 6q15
10562 RefSeq 13 13 13q14.3 13q14.3
10568 RefSeq 4 4 4p15.2 4p15.3-p15.1
10569 RefSeq 5 5 5q33.3 5q33.3
10570 RefSeq 10 10 10q26.3 10q26

RefSeq 5 ? 5q13
10584 RefSeq 8 8 8q24.12 8q23-q24.1
10588 RefSeq 15 15 15q25.1 15q25.1
10590 RefSeq 6 6 6p22.2 6p22.3-p22.1
10592 RefSeq 9 9 9q31.1 9q31.1
10599 RefSeq 12 12 12p12.2 12p
10605 RefSeq 5 5 5p12 5p12
10609 RefSeq 17 17 17q21.2 17q21.2
10610 RefSeq 17 17 17q25.1 17q25.1
10612 RefSeq 11 11 11p15.4 11p15.5
10613 RefSeq 10 10 10q24.2 10q21-q22
10614 RefSeq 17 17 17q21.31 17q21.31
10615 RefSeq 17 17 17q11.2 17q11.2
10617 RefSeq 2 2 2p13.1 2p13.1
10618 RefSeq 2 2 2p11.2 2p11.2
10621 RefSeq 20 20 20p11.23 20p11.23
10622 RefSeq 5 5 5q14.3 5q14.3
10623 RefSeq 1 1 1q21.1 1q21.1
10626 RefSeq 17 17 17p12 17p11.2
10627 RefSeq 18 18 18p11.31 18p11.31
10628 RefSeq 1 1 1q21.1 1q21.1
10630 RefSeq 1 1 1p36.21 1p36.21
10632 RefSeq 11 11 11q23.3 11q23.3
10637 RefSeq 1 1 1q42.12 1q42.1
encer binding proteRefSeq 8 8 8q22.1 8q21.3-q22
10647 RefSeq 11 11 11q12.3 11q13
10650 RefSeq 18 18 18p11.21 18p11.21
10651 RefSeq 2 2 2q31.1 2q31.1
10652 RefSeq 7 7 7p13 7p15.1
10656 RefSeq 8 8 8q24.23 8q24.2
10665 RefSeq 6 6 6p21.32 6p21.3
10666 RefSeq 18 18 18q22.2 18q22.3
10667 RefSeq 6 6 6p25.1 6p25.1
10671 RefSeq 8 8 8p12 8p12-p11
10675 RefSeq 3 3 3p21.31 3p21.3
10677 RefSeq 12 12 12q14.1 12q14.1
10678 RefSeq 2 2 2p15 2p15
10681 RefSeq 15 15 15q21.2 15q21.2



10690 RefSeq 6 6 6q16.1 6q16
10695 RefSeq 6 6 6p21.1 6pter-p12.1
10699 RefSeq 4 4 4p12 4p13-p12
10713 RefSeq 2 2 2p11.2 2p11.2
10714 RefSeq 11 11 11q13.4 11q14
assurance homoloRefSeq 19 19 19p13.11 19p12
10717 RefSeq 1 1 1p13.2 1p13.2
10720 RefSeq 4 4 4q13.2 4q13.2
10721 RefSeq 3 3 3q13.33 3q13.33
10723 RefSeq 5 5 5p15.33 5p15
10735 RefSeq X X Xq25 Xq25

ein-like 3 antisense RefSeq 22 22 22q12.3 22q12.3
10739 RefSeq 22 22 22q12.3 22q12.3
10747 RefSeq 1 1 1p36.22 1p36.3-p36.2
10752 RefSeq 3 3 3p26.3 3p26.1
10753 RefSeq 1 1 1q42.2 1q42.11-q42.3
10758 RefSeq 6 6 6q21 6q21
10761 RefSeq X X Xq26.3 Xq26
10762 RefSeq 22 22 22q13.31 22q13.31
10763 RefSeq 1 1 1q23.1 1q23.1
10767 RefSeq 6 6 6q23.3 6q23-q24
10777 RefSeq 3 3 3p22.3 3p22.3
10778 RefSeq 18 18 18q12.2 18q12
10780 RefSeq 19 19 19q13.31 19q13.31
10781 RefSeq 19 19 19p13.2 19p13.2
10782 RefSeq 19 19 19q13.43 19qter
10786 RefSeq 6 6 6p22.2 6p21.3
10791 RefSeq 2 2 2p11.2 2p11.2

otein 273|| RefSeq 7 7 7q11.21 7q11.21
10794 RefSeq 19 19 19q13.43 19q13.4
10795 RefSeq 12 12 12q24.33 12q24.33
10797 RefSeq 2 2 2p13.1 2p13.1
10799 RefSeq 6 6 6p25.1 6p25.1
10806 RefSeq 1 1 1q44 1q44
10807 RefSeq 9 9 9q34.3 9q34.3

main containing 10||RefSeq 11 11 11q13.4 11q13
10811 RefSeq 9 9 9q34.3 9q34.3
10813 RefSeq X X Xq25 Xq25
10814 RefSeq 5 5 5q35.2 5q35.2
10815 RefSeq 4 4 4p16.3 4p16.3
10825 RefSeq 11 11 11q13.4 11q13.5
10826 RefSeq 5 5 5q33.2 5q31-q32
10827 RefSeq 5 5 5q33.2 5q31-q33
10838 X Xq28
10840 RefSeq 3 3 3q21.2 3q21.2
10841 RefSeq 21 21 21q22.3 21q22.3
10846 RefSeq 6 6 6q27 6q26
10848 RefSeq 19 19 19q13.32 19q13.32
10849 RefSeq 19 19 19q13.32 19q13.3
10855 RefSeq 4 4 4q21.23 4q21.3



10858 RefSeq 14 14 14q32.2 14q32.1
10861 RefSeq 4 4 4p16.3 4p16.3
10864 RefSeq 6 6 6p21.1 6p21.2-p21.1
10865 RefSeq 2 2 2q11.2 2q11.2
10866 RefSeq 6 6 6p21.33 6p21.3

RefSeq 12 12 12p13.33 12p13.33-p13.32
10873 RefSeq 11 11 11q14.2 11cen-q22.3
10875 RefSeq 7 7 7q11.23 7q11.23
10876 RefSeq 14 14 14q11.2 14q11.2
10877 RefSeq 1 1 1q31.3 1q32

actor H-related 3|| RefSeq 1 1 1q31.3 1q32
land androgen reg RefSeq 4 4 4q13.3 4q13.3
10882 RefSeq 17 17 17q21.31 17q21
10894 RefSeq 11 11 11p15.4 11p15
10896 RefSeq 1 1 1q31.1 1q31.1
10897 RefSeq 11 11 11q13.2 11q13
10898 RefSeq 7 7 7q22.1 7q22.1
10899 RefSeq 1 1 1q21.3 1q21
10903 RefSeq 1 1 1q21.2 1q12-q21
10906 RefSeq 12 12 12q24.13 12q
10907 RefSeq 18 18 18q23 18q23

t esterase|| RefSeq 19 19 19p13.2 19p13.3-p13.2
10910 RefSeq 13 13 13q14.3 13q14.3
10911 RefSeq 1 1 1p36.23 1p36
10914 RefSeq 14 14 14q32.2 14q32.31
10916 RefSeq X X Xp11.21 Xp11.2
10917 RefSeq 5 5 5q35.3 5q35.3
10920 RefSeq 2 2 2q37.3 2q37.3
10924 RefSeq 6 6 6q22.31 6q22.31
10929 RefSeq 11 11 11q21 11q22
10933 RefSeq 15 15 15q25.1 15q24
10938 RefSeq 11 11 11q13.1 11q13
10940 RefSeq 8 8 8q22.2 8q22.1
10941 RefSeq 4 4 4q13.3 4q13
10942 RefSeq 16 16 16p13.3 16p13.3
10943 RefSeq X X Xp22.2 Xp22.3
10944 RefSeq 11 11 11p15.1 11p15.1
10945 RefSeq 19 19 19q13.32 19q13.3
10947 RefSeq 8 8 8p11.21 8p11.2
10948 RefSeq 17 17 17q12 17q11-q12
10949 RefSeq 5 5 5q31.1 5q31
10952 RefSeq 9 9 9q22.33 9q22.32-q31.3
10953 RefSeq 20 20 20q13.12
10956 RefSeq 12 12 12q14.1 12q13
10959 RefSeq 12 12 12q24.31 12q24.31
10960 RefSeq 5 5 5q35.3 5q35.3
10961 RefSeq 12 12 12q24.13 12q24.13
10964 RefSeq 1 1 1p31.1 1p31.1
10965 RefSeq 14 14 14q24.3 14q24.3
10969 RefSeq 1 1 1p34.2 1p35-p33
10970 RefSeq 12 12 12q23.3 12q23.3



otein|| RefSeq 6 6 6q16.3 6q16
10974 RefSeq 10 10 10q23.2 10q23.2
10978 RefSeq 11 11 11q12.1 11q12
10980 RefSeq 7 7 7q22.1 7q22.1

10988 RefSeq 12 12 12q22 12q22
10989 RefSeq 2 2 2p11.2 2p11.2
10991 RefSeq 3 3 3p21.31 3p21.3

10993 RefSeq 12 12 12q24.13 12q24.13
10994 RefSeq 19 19 19p13.12 19p13.1
10998 RefSeq 19 19 19q13.43 19q13.43
10999 RefSeq 9 9 9q34.11 9q34.11
11000 RefSeq 1 1 1q21.3 1q21.3
11007 RefSeq 11 11 11q13.1 11q12.1
11012 RefSeq 19 19 19q13.41 19q13.3-q13.4
11017 RefSeq 2 2 2p13.3 2p13.3
11019 RefSeq 4 4 4p14 4p14
11022 RefSeq 1 1 1q21.3 1q21
11023 RefSeq 10 10 10q26.11 10q26.1

munoglobulin-like reRefSeq 19 19 19q13.42 19q13.4
munoglobulin-like reRefSeq 19 19 19q13.42 19q13.4

11026 RefSeq 19 19 19q13.42 19q13.4
11027 RefSeq 19 19 19q13.42 19q13.4
11030 RefSeq 8 8 8p12 8p12-p11
11033 RefSeq 7 7 7p22.3 7p22.3

a-like factor|| RefSeq 2 2 2p16.3 2p16.3
11041 RefSeq 11 11 11q13.2 11q13.2
11043 RefSeq X X Xq22.3 Xq22
11045 RefSeq 19 19 19q13.12 19q13.13

11051 RefSeq 16 16 16q12.2 16q12.2
11052 RefSeq 12 12 12q15 12q15
11055 RefSeq 7 7 7p12.3 7p14.3
11056 RefSeq 17 17 17q12 17q21.1
11061 RefSeq 13 13 13q14.3 13q14-q21
11062 RefSeq 7 7 7q22.3 7q22-q31
11063 RefSeq 5 5 5q33.3 5q33
11066 RefSeq 12 12 12q24.31 12q24.31
11067 RefSeq 10 10 10q11.21 10q11.21
11074 RefSeq 6 6 6p21.33 6p21.3
11076 RefSeq 5 5 5p15.33 5p15.3
11078 RefSeq 22 22 22q13.1 22q13.1
11079 RefSeq 1 1 1p36.32 1pter-q24
11080 RefSeq 1 1 1p31.1 1p31.1
11092 RefSeq 9 9 9q34.13 9q34
11094 RefSeq 9 9 9q34.2 9q34
11097 RefSeq 7 7 7p15.3 7p15
11098 RefSeq 11 11 11q14.2 11q14.1
11101 RefSeq 10 10 10q26.13 10q26.13
11104 RefSeq 6 6 6q25.1 6q25.1



11112 RefSeq 7 7 7p15.2 7p15.2
11117 RefSeq 2 2 2p23.3 2p23.3-p23.2
11118 RefSeq 6 6 6p22.1 6p22.1
11119 RefSeq 6 6 6p22.1 6p22.1

n 3|| RefSeq 7 7 7q22.1 7q22.1
11013 RefSeq X X Xq22.1 Xq21.33-q22.3
11120 RefSeq 6 6 6p22.1 6p22.1
11123 RefSeq 1 1 1p36.11 1p35.3-p33
11128 RefSeq 10 10 10q22.3 10q22-q23
11129 RefSeq 19 19 19q13.32 19q13.3

or|| RefSeq 10 10 10q21.1 10q21-q22
11131 RefSeq 6 6 6p21.1 6p12
11137 RefSeq 12 12 12q23.3 12q23.3
11138 RefSeq 2 2 2q11.2 2q11.2
11143 RefSeq 17 17 17q21.33 17q21.32
11145 RefSeq 11 11 11q12.3 11q12.3-q13.1
11146 RefSeq 1 1 1p22.1 1p22.1
11147 RefSeq 1 1 1p31.1 1p31.1
11148 RefSeq 3 3 3q13.13 3q13.13
11149 RefSeq 6 6 6q21 6q21
11152 RefSeq X X Xp11.23 Xp11.23
11154 RefSeq 14 14 14q12 14q12
11155 RefSeq 10 10 10q23.2 10q22.3-q23.2
11157 RefSeq 4 4 4q31.22 4q31.22
11160 RefSeq 8 8 8p12 8p11.2
11161 RefSeq 14 14 14q24.3 14q24.3
11162 RefSeq 4 4 4q27 4q26
11164 RefSeq 10 10 10p14 10p14-p13
11165 RefSeq 6 6 6p21.31 6p21.2
11166 RefSeq 13 13 13q32.1 13q31-q32
11168 RefSeq 9 9 9p22.3 9p22.3
11169 RefSeq 14 14 14q22.2 14q22.2
11170 RefSeq 3 3 3p14.2 3p21.1
11171 RefSeq 12 12 12p12.3 12p12.3

rase 1 (galactosideRefSeq 12 12 12q13.3 12q24.3-qter
11177 RefSeq 14 14 14q13.1 14q12-q13
11179 RefSeq 7 7 7q31.1 7q31.1
11181 RefSeq 11 11 11q23.3 11q23.3
11182 RefSeq 9 9 9q34.2 9q34
11185 RefSeq 7 7 7p14.3 7p15.3-p15.2
11188 RefSeq 3 3 3p21.1 3p21.1
11189 RefSeq 1 1 1q21.3 1q21
11193 RefSeq 13 13 13q14.11 13q14.11
11196 RefSeq 10 10 10q26.12 10q25-q26
11198 RefSeq 14 14 14q11.2 14q11.2
11201 RefSeq 18 18 18q21.2 18q21.1
11202 RefSeq 19 19 19q13.41 19q13.3-q13.4
11212 RefSeq 8 8 8p12 8p11.2
11222 RefSeq 3 3 3q21.3 3q21-q23
11226 RefSeq 12 12 12q13.13 12q13
11227 RefSeq 2 2 2q24.1 2q24.1



11228 RefSeq 12 12 12p12.1 12p12.3
11230 RefSeq X X Xp11.23 Xp11.23
11231 RefSeq 6 6 6q21 6q21
11232 RefSeq 17 17 17q24.1 17q
11234 RefSeq 11 11 11p15.1 11p14
11237 RefSeq 20 20 20p13 20p13-p12.1

ape 2|| RefSeq X X Xp22.2 Xp21.1
11240 RefSeq 1 1 1p36.13 1p35.2-p35.1
11243 RefSeq 1 1 1q22 1q12
11247 RefSeq 12 12 12q13.3 12q13.3
11248 RefSeq 17 17 17q21.33 17q21.33

11252 RefSeq 22 22 22q13.2 22q13.2-13.33
RefSeq 9 9q34.3

11254 RefSeq X X Xq23 Xq23-q24
11261 RefSeq 15 15 15q15.1 15q13.3
11264 RefSeq 20 20 20q11.22 20q11.22
11267 RefSeq 17 17 17q21.32 17q21.32

u-Ala-As) box polypRefSeq 16 16 16q22.1 16q22.1
11270 RefSeq 6 6 6p21.33 6p21.33
11272 RefSeq 12 12 12p13.2 12p13
11275 RefSeq 4 4 4q32.3 4q21.2
11281 RefSeq 7 7 7p14.1 7p14-p13
11282 RefSeq 5 5 5q35.3 5q35
11283 RefSeq 19 19 19p13.12 19p13.1
11309 RefSeq 11 11 11q13.4 11q13
11311 RefSeq 1 1 1q21.2 1q21-q22
11314 RefSeq 17 17 17q25.1 17q25.1
11316 RefSeq 19 19 19p13.11 19p13.11
11321 RefSeq 2 2 2p23.3 2p23.3
11325 RefSeq 17 17 17q23.3 17q23.3
11326 RefSeq X X Xq12 Xq12-q13.3
11328 RefSeq 7 7 7p14.3 7p11.1
11330 RefSeq 1 1 1p36.21 1p36.21
11334 RefSeq 3 3 3p21.31 3p21.3

S. cerevisiae)|| RefSeq 5 5 5p15.33 5p15.33
11338 RefSeq 19 19 19q13.42 19q13.42
11339 RefSeq 15 15 15q15.1 15q15.1
11340 RefSeq 13 13 13q13.3 13q13.1
11341 RefSeq 4 4 4q34.1 4q31-q32
11342 RefSeq 3 3 3q25.1 3q25.1
11346 RefSeq 5 5 5q33.1 5q33.1
22794 RefSeq 17 17 17q21.1 17q11-q21.3
22796 RefSeq 1 1 1q42.2 1q42.2
22798 RefSeq 7 7 7q31.1 7q22-q31.2
22802 RefSeq 1 1 1p22.3 1p31-p22
22803 RefSeq 20 20 20p11.22 20p11.2-p11.1
22818 RefSeq 12 12 12q13.13 12q13.2-q13.3
22820 RefSeq 3 3 3q21.3 3q21.3
22822 RefSeq 12 12 12q21.2 12q15
22826 RefSeq 1 1 1p35.3 1p35.3



22827 RefSeq 8 8 8q24.3 8q24.2-qtel
22828 RefSeq 6 6 6q25.2 6q25.1-q25.3
22829 RefSeq Y Y Yq11.221 Yq11.221
22830 14 14q11.2

22837 RefSeq 2 2 2q24.3 2q24.3
22838 RefSeq 5 5 5q35.2 5q35.2
22839 RefSeq 20 20 20q11.23 20q11.23
22841 RefSeq 10 10 10q26.11 10q26.11
22844 RefSeq 9 9 9p13.2 9p13.2
22845 RefSeq 9 9 9q34.11 9q34.11
22846 RefSeq 14 14 14q24.3 14q24.3

22849 RefSeq 10 10 10q23.32 10q23.32
22850 RefSeq 18 18 18q23 18q23

22856 RefSeq 15 15 15q26.3 15q26.3
22862 RefSeq 13 13 13q14.2 13q14.2

RefSeq 12 12q13.3
22865 RefSeq 3 3 3q26.1 3q26.1
22866 RefSeq X X Xp22.12 Xp22.12
22868 RefSeq 2 2 2q33.3 2q33.3

22871 RefSeq 3 3 3q26.31 3q26.31
22872 RefSeq 4 4 4q21.22 4q21.3
protein 1|| RefSeq 13 13 13q32.1 13q32.1
22874 RefSeq 1 1 1q32.1 1q32.1
22879 RefSeq 16 16 16q23.1 16q23.1

22884 RefSeq 10 10 10p15.3 10p15.3

22890 14 14q23.3
22893 RefSeq 15 15 15q15.1 15q15.1
22894 RefSeq 13 13 13q22.1 13q22.1
22895 RefSeq 12 12 12q24.13 12q24.13

22900 RefSeq 19 19 19q13.32 19q13.32
22901 RefSeq 17 17 17q24.2 17q24.2
22902 RefSeq 4 4 4q13.3 4q13.3
22903 RefSeq 20 20 20p12.2 20p12.2
22904 19 19p13.3
22906 RefSeq 3 3 3p22.1 3p25.3-p24.1
22907 RefSeq 3 3 3p21.31 3p21.31
22908 RefSeq 3 3 3p21.31 3p21.3

22911 RefSeq 1 1 1p13.3 1p13.3



22913 RefSeq 20 20 20q11.22 20q11.21-q11.23
-like receptor subfaRefSeq 12 12 12p13.2 12p13.2-p12.3
22916 RefSeq 3 3 3q29 3q29
22927 RefSeq 9 9 9q22.32 9q22.3-q31
22934 RefSeq 2 2 2p11.2 2p11.2
22936 RefSeq 5 5 5q15 5q15
22941 RefSeq 11 11 11q13.3 11q13.3-q13.4
22943 RefSeq 10 10 10q21.1 10q11.2
22947 RefSeq 4 4q35
22974 RefSeq 20 20 20q11.21 20q11.2
22978 RefSeq 10 10 10q24.33 10q24.33
22979 2 2p23.3
22980 RefSeq 16 16 16q24.3 16q24.3
22981 RefSeq 20 20 20p11.21 20p11.22-p11.1
22982 RefSeq 10 10 10p15.3 10p15.3

22987 5 5q13.3
22989 3 3q13.13
22990 RefSeq 14 14 14q24.2 14q24.2

22996 1 1p32.3
22997 11 11q25

22999 RefSeq 6 6 6q13 6q12-q13
23004 5 5q15

23015 RefSeq 15 15 15q14 15q11.2
23016 RefSeq 3 3 3p21.31 3p21.31
23017 RefSeq 12 12 12q13.12 12q13
23019 RefSeq 16 16 16q21 16q21
23022 RefSeq 4 4 4q32.3 4q32.3

23025 19 19p13.11

23029 RefSeq 1 1 1q42.3
23030 RefSeq 19 19 19p13.3 19p13.3
23033 RefSeq 6 6 6q14.1 6q15
23034 RefSeq 14 14 14q22.2 14q22.2

23036 6 6q15
23037 RefSeq 5 5 5p13.3 5p13.3
23038 RefSeq 1 1 1p36.11 1p36.11
23039 RefSeq 8 8 8p21.3 8p21

23042 RefSeq 16 16 16p13.11 16p13.11
4 4p12

23048 RefSeq 9 9 9q34.11 9q34
23051 RefSeq 20 20 20q12 20q12



23052 11 11q21
23053 RefSeq 10 10 10q22.2 10q22.2
23057 RefSeq 1 1 1q25.3 1q25
23059 RefSeq 16 16 16p13.3 16p13.3
23060 15 15q22.31
23061 RefSeq 5 5 5q35.3 5q35.3
23062 RefSeq 16 16 16p12.1 16p12

23064 RefSeq 9 9 9q34.13 9q34.13
23065 RefSeq 1 1 1p36.13 1p36.13

ng protein|| 3 3p25.2
23067 12 12q24.31
23070 RefSeq 6 6 6p21.2 6p21.2

23075 RefSeq 11 11 11p15.4 11p15

23077 RefSeq 13 13 13q22.3 13q22

23081 RefSeq 9 9 9p24.1 9p24-p23
23085 RefSeq 12 12 12p13.33 12p13.3
23086 RefSeq 11 11 11q22.3 11q22.3
23087 RefSeq 8 8 8p21.2 8p21.2
23091 RefSeq 13 13 13q14.13 13q14.13
23094 19 19q13.13

23098 RefSeq 17 17 17q11.2 17q11
23099 RefSeq 9 9 9q33.3 9p24.1-q22.33
23101 RefSeq 3 3 3q27.1 3q27.1
23102 RefSeq 15 15 15q24.3 15q24.3-q25.1

23107 RefSeq 5 5 5q13.2 5q13.2
23108 RefSeq 17 17 17p13.3 17p13.3

23112 22 22q13.1

23093 14 14q24.3
11224 RefSeq 9 9 9q33.3 9q34.1

otein 365|| RefSeq 10 10 10q21.2 10q21.2
22905 RefSeq 17 17 17p11.2 17p11.2
23001 RefSeq 4 4 4q21.23 4q21.23

RefSeq 18 18 18q12.1 18q12.1

23116 RefSeq 14 14 14q21.2 14q21.3
23117 16 16p12.2
23119 RefSeq 22 22 22q11.21 22q11.21
23126 RefSeq 1 1 1q21.3 1q21.3
23127 RefSeq 1 1 1q25.3 1q25
23129 RefSeq 3 3 3q21.3 3q21.3



23132 RefSeq 3 3 3p21.2 3p21.2
23133 RefSeq X X Xp11.22 Xp11.22
23135 17 17p13.1
23136 RefSeq 18 18 18p11.31 18p11.32
23137 RefSeq 9 9 9q21.11 9q21.11

23140 RefSeq 17 17 17p13.2 17p13.2
23142 RefSeq 4 4 4q11 4q11
23143 RefSeq 13 13 13q14.13 13q14.13-q14.2
23144 RefSeq 8 8 8q24.3 8q24.3
23145 7 7q36.1
AA0363|| 7 7p13
23149 RefSeq 19 19 19p13.11 19p13.11
23150 3 3p14.1
23151 22 22q13.31
23152 RefSeq 19 19 19q13.2 19q13.2
23154 RefSeq 1 1 1p34.3 1p34.3
23155 RefSeq 1 1 1p13.3 1p13.3
23160 2 2p23.2
23161 RefSeq 7 7 7p21.1 7p21.1
23163 RefSeq 17 17 17q25.1 17q25.1

atase-Rho interacti RefSeq 17 17 17p11.2 17p11.2

23166 RefSeq 3 3 3p21.1 3p21.1

23168 RefSeq 15 15 15q15.1 15q15.1
23169 RefSeq 1 1 1p31.2 1p32-p31
23170 RefSeq 22 22 22q13.2 22q13.31
23171 RefSeq 3 3 3p24.1 3p24.1
23172 RefSeq 10 10 10q26.13 10q26.13
23174 RefSeq 16 16 16q24.2 16q24.2
23175 RefSeq 2 2 2p25.1 2p25.1
23176 5 5q31
23177 RefSeq 2 2 2p14 2p14

23181 RefSeq 21 21 21q22.3 21q22.3
23186 RefSeq 14 14 14q32.32 14q32.32
23187 RefSeq 11 11 11q23.3 11q23.3
23189 RefSeq 9 9 9p24.3 9p24.3
23190 RefSeq 2 2 2q21.3 2q21.3
23191 RefSeq 15 15 15q11.2 15q11
23192 RefSeq 2 2 2q37.3 2q37.3
23193 RefSeq 11 11 11q12.3 11q12.3
23195 RefSeq 6 6 6q15 6q15
23196 RefSeq 9 9 9q22.31 9q22.31
23197 RefSeq 5 5 5q35.2 5q35.2
23198 RefSeq 2 2 2p16.2 2p16.3
23199 RefSeq 16 16 16q24.1 16q24.1
23201 11 11q13.4
23204 RefSeq 16 16 16p12.3 16p12-p11.2
23205 RefSeq 15 15 15q25.1 15q23-q24



omology domain containing, family M (with RUN1 1p36.13
23208 RefSeq 1 1 1q22 1q21.2
23211 19 19q13.32
23212 RefSeq 8 8 8q13.1 8q13.1
23213 RefSeq 8 8 8q13.2 8q13.2-q13.3
23214 RefSeq 16 16 16p11.2 16p11.2
23215 RefSeq 1 1 1q24.3 1q23.3
23217 19 19p13.3
23218 3 3p21.31
23219 RefSeq 1 1 1q42.12 1q42.12
23220 11 11q12.1
23223 RefSeq 10 10 10q24.1 10q24.1
23224 RefSeq 14 14 14q23.2 14q23.2
23225 RefSeq 3 3 3p25.2 3p25.2-p25.1
23228 RefSeq 3 3 3p24.3 3p24.3
23231 RefSeq 4 4 4p15.2 4p15.2
23232 10 10q23.33
23233 2 2p13.2
23234 RefSeq 10 10 10q22.2 10q22.2
23236 RefSeq 20 20 20p12.3 20p12
23237 RefSeq 8 8 8q24.3 8q24.3
23240 RefSeq 4 4 4q31.3 4q31.3

23243 RefSeq 3 3 3p25.1 3p25.1
23244 RefSeq 4 4 4p14 4p14
23245 RefSeq 9 9 9q33.1 9q33.1
23246 RefSeq 8 8 8q24.3 8q24.3

23248 RefSeq 1 1 1q21.2 1q21.2

23252 1 1p36.13
23253 RefSeq 18 18 18p11.22 18p11.22

RefSeq 18 18 18p11.22 18p11.22
23256 RefSeq 14 14 14q12 14q12
23258 RefSeq 11 11 11p15.4 11p15.4

23263 RefSeq 13 13 13q34 13q34
23264 RefSeq 22 22 22q13.2 22q13.2
23265 RefSeq 17 17 17q25.1 17q25.1
23268 RefSeq 10 10 10q24.2 10q24.2
23269 15 15q14
23270 RefSeq 6 6 6q22.1 6q22.1
23271 RefSeq 1 1 1q32.1 1q32.1
23272 RefSeq 3 3 3p14.3 3p14.3

23275 RefSeq 21 21 21q22.3 21q22.3
23276 RefSeq 3 3 3p21.31 3p21.31
23277 RefSeq 17 17 17p13.3 17p13.3



440073 12 12p13.33

23283 RefSeq 10 10 10q21.1 10q11
23285 1 1p22.1
23286 RefSeq 5 5 5q34 5q34
23288 RefSeq 7 7 7p22.3 7p22.3
57553 22 22q11.21
23293 RefSeq 17 17 17p13.3 17p13.3
23294 RefSeq 6 6 6p21.31 6p21.31
23295 RefSeq 16 16 16p13.3 16p13.3

23301 RefSeq 2 2 2p15 2p15

23307 9 9q32
23308 RefSeq 21 21 21q22.3 21q22.3

23310 RefSeq 11 11 11q25 11q25
23312 RefSeq 15 15 15q21.2 15q21.2

23314 RefSeq 2 2 2q33.1 2q33

23321 RefSeq 4 4 4q31.3 4q31.3

23325 RefSeq 12 12 12q23.3 12q24.11
23328 RefSeq 6 6 6q24.3 6q24.3
23329 12 12q14.3

RefSeq 22 22q12.1
23333 7 7p14.3-p14.2
rotein|| RefSeq 1 1 1p34.2 1p34.2

RefSeq 15 15 15q26.3 15q26.3
23338 RefSeq 5 5 5q31.1 5q31.1
23339 RefSeq 15 15 15q15.1 15q15.1
23345 RefSeq 6 6 6q25.1 6q25
23348 RefSeq 13 13 13q32.3 13q32.3
23349 9 9p13.3
23350 3 3q23

23352 RefSeq 1 1 1p36.13 1p36.13

23354 19 19q13.12

23357 RefSeq 14 14 14q24.3 14q24.3
23360 RefSeq 11 11 11p11.2 11p11.2
23361 16 16p11.2
23362 RefSeq 8 8 8p22 8pter-p23.3
23363 2 2q35



23367 RefSeq 5 5 5q33.2 5q33.2
n sorting 35 (yeast) RefSeq 2 2 2p24.1 2p22-p21
23373 RefSeq 19 19 19p13.11 19p13.11
23376 RefSeq 6 6 6q16.1 6q16.1
23378 RefSeq 11 11 11p15.4 11p15.4
23379 5 5p15.32

23381 RefSeq 1 1 1q22 1q21.2

23385 RefSeq 1 1 1q23.2 1q22-q23
23386 RefSeq 7 7 7p13 7p13-p12
23389 RefSeq 12 12 12q24.21 12q24.21
23390 RefSeq 12 12 12q21.2 12q21.2
23392 9 9q31.3
23395 RefSeq 3 3 3p21.31 3p21.3
23397 RefSeq 2 2 2q11.2 2q11.2
23398 RefSeq 5 5 5q12.3 5q12.3
23399 RefSeq 17 17 17p13.1 17p13
23403 19 19q13.3
23404 RefSeq 9 9 9q34.12 9q34
23405 RefSeq 14 14 14q32.13 14q32.13
23406 RefSeq 16 16 16q24.1 16q24.1
23408 RefSeq 6 6 6p23 6p23
23409 RefSeq 12 12 12q24.23 12q
23410 RefSeq 11 11 11p15.5 11p15.5
23412 RefSeq 10 10 10p12.2 10pter-q22.1
23413 RefSeq 9 9 9q34.11 9q34
23423 RefSeq 15 15 15q25.1 15q24-q25
23426 12 12q14.3
23428 RefSeq 14 14 14q11.2 14q11.2
23430 RefSeq 16 16 16p13.3 16p13.3
23431 RefSeq 15 15 15q21.2 15q21.2
23434 RefSeq 3 3 3q21.3 3q21
23436 RefSeq 1 1 1p36.12 1p36.12
23438 RefSeq 5 5 5q31.3 5q31.3
23439 RefSeq X X Xq24 Xq24
23440 RefSeq 5 5 5q14.1 5q13.3
23443 RefSeq 1 1 1p21.2 1p21
23446 RefSeq 9 9 9q31.1 9q31.2
23450 RefSeq 16 16 16q22.1 16q22.1
23451 RefSeq 2 2 2q33.1 2q33.1
23463 RefSeq 1 1 1p36.31 1p36.21
23464 RefSeq 22 22 22q13.1 22q13.1
23473 RefSeq 3 3 3p25.1 3p24
23474 RefSeq 19 19 19q13.31 19q13.31
23475 RefSeq 16 16 16p11.2 16p11.2
23478 RefSeq 15 15 15q25.3 15q25.3
23479 RefSeq 12 12 12q23.3 12q24.1
23480 RefSeq 7 7 7p11.2 7p11.2



23483 RefSeq 13 13 13q32.1 13q32.1
23492 RefSeq 22 22 22q13.1 22q13.1
23498 RefSeq 2 2 2p21 2p21
23503 RefSeq 14 14 14q24.1 14q24.1

23505 2 2q11.2

23508 14 14q24.2
23509 RefSeq 20 20 20q11.21 20q11
23513 RefSeq 8 8 8q24.3 8q24.3
23514 8 8q11.21
23515 RefSeq 21 21 21q22.12 21q22.13
23516 RefSeq 8 8 8p21.3 8p21.3
23517 RefSeq 5 5 5q11.2 5q11.2
23518 RefSeq 2 2 2q21.3 2q21.3
23522 RefSeq 10 10 10q22.2 10q22.2
23523 RefSeq 22 22 22q11.23 22q11.23
23527 RefSeq 3 3 3q29 3q29
23531 RefSeq 17 17 17q22 17q
23534 RefSeq 7 7 7q32.1 7q32.3
23539 RefSeq 22 22 22q13.1 22q12.3-q13.2
23543 RefSeq 22 22 22q12.3 22q13.1
6 homolog (mouseRefSeq 22 22 22q12.1 22q12.1
23545 RefSeq 12 12 12q24.31 12q24.31
23546 RefSeq 19 19 19q13.32 19q13.3
23216 4 4p14
23242 RefSeq 7 7 7p12.1 7p12.1
23548 RefSeq 5 5 5p13.1 5p15.2-p12
23549 RefSeq 2 2 2q35 2q35
23551 RefSeq 22 22 22q12.3 22q13.1
23553 RefSeq 7 7 7q31.33 7q31.3
23554 RefSeq 7 7 7q31.31 7q31.31
23555 RefSeq 10 10 10q22.1 10q22.1
23556 RefSeq 18 18 18q21.33 18q21.33
23557 RefSeq 1 1 1q21.3 1q21.3
23559 RefSeq 2 2 2p13.1 2p12
23560 RefSeq 10 10 10p15.3 10p15-p14
23563 RefSeq 16 16 16q23.1 16q22.3
23564 RefSeq 6 6 6p21.33 6p21.3
23567 RefSeq 5 5 5q35.2 5q35.2
23568 RefSeq 16 16 16q13 16q13
23569 RefSeq 1 1 1p36.13 1p36.13
23576 RefSeq 1 1 1p22.3 1p22
23578 RefSeq 1 1 1p35.2 1p34
23580 RefSeq 17 17 17q25.1 17q24-q25
23583 RefSeq 12 12 12q13.13 12q13.11-q13.3
|| RefSeq 1 1 1p36.11 1p36.11
23586 RefSeq 9 9 9p21.1 9p12
23588 RefSeq 14 14 14q21.3 14q21.3
23589 RefSeq 16 16 16p13.2 16p13.2
23590 RefSeq 10 10 10p12.1 10p12.1



23592 RefSeq 12 12 12q14.3 12q14
23593 RefSeq 6 6 6q23.3 6q24
23595 RefSeq 6 6 6q15 6q14.3-q16.1
23601 RefSeq 7 7 7q34 7q33
23608 RefSeq 7 7 7q34 7q34
23609 RefSeq 3 3 3p25.2 3p25
23616 RefSeq 22 22 22q13.1 22q13.1
ssed 3|| RefSeq 19 19 19q13.43 19q13.4
23621 RefSeq 11 11 11q23.3 11q23.2-q23.3
23623 RefSeq 1 1 1q22 1q21-q22
23632 RefSeq 1 1 1q21.2 1q21
23635 RefSeq 5 5 5q14.1 5q14.1
23637 RefSeq 9 9 9q33.2 9q33.2-q33.3
23639 RefSeq 8 8 8q24.22 8q24.22
23643 RefSeq 8 8 8q21.11 8q21.11
23644 RefSeq 16 16 16q22.1 16q22.1
23646 RefSeq 19 19 19q13.2 19q13.2
23648 RefSeq 1 1 1p32.3 1p32.3
23649 RefSeq 11 11 11q13.1 11q13.1
23650 RefSeq 11 11 11q23.3 11q22-q23
23654 22 22q13.33
23657 RefSeq 4 4 4q28.3 4q28-q32
23658 RefSeq 7 7 7p14.3 7p14.3
23670 RefSeq 9 9 9q21.13 9q13-q21
23671 RefSeq 2 2 2q32.3 2q32.3
23673 RefSeq 1 1 1p35.3 1p35-p34.1
23676 RefSeq X X Xp22.12 Xp22.1
23704 RefSeq 2 2 2q36.1 2q36.3
23705 RefSeq 11 11 11q23.3 11q23.2
23708 RefSeq X X Xp11.22 Xp11.23-p11.21
23731 RefSeq 9 9 9q31.3 9q31
23732 9 9q31
23741 RefSeq 15 15 15q21.1 15q21.1-q21.2
23742 RefSeq 15 15 15q11.2 15q11-q13
23743 RefSeq 5 5 5q14.1 5q13
23753 RefSeq 22 22 22q11.21 22q11.21
23759 RefSeq 22 22 22q11.21 22q11.21
23760 RefSeq 22 22 22q12.1 22q12.1
23761 RefSeq 22 22 22q12.2 22q12.2
23762 RefSeq 22 22 22q12.2 22q12.2
23767 RefSeq 20 20 20p12.1 20p11
23768 RefSeq 14 14 14q31.3 14q24-q32
23769 RefSeq 11 11 11q13.1 11q12-q13

ontaining 1|| RefSeq 22 22 22q13.33 22q13.33
23788 RefSeq 11 11 11p11.2 11p11.2
24139 RefSeq 19 19 19q13.32 19q13.32
ting protein 11|| RefSeq 22 22 22q12.1 22q12.1
24146 RefSeq 7 7 7q22.1 7q11.22
24147 RefSeq 11 11 11p13 11p13
24148 RefSeq 20 20 20q13.33 20q13.33



24149 RefSeq 6 6 6p21.1 6pter-p12.1
25763 X Xp21.1
25764 RefSeq 15 15 15q15.3 15q15.3
25769 RefSeq 9 9 9p22.1 9p22-p13
25770 RefSeq 22 22 22q12.1 22q12.1
25771 RefSeq 22 22 22q13.31 22q13.3
25774 RefSeq 22 22 22q11.23 22q12
25776 RefSeq 22 22 22q13.1 22q12
25777 RefSeq 22 22 22q13.1 22q13.1
25781 RefSeq 20 20 20q11.23 20q11.23
25789 RefSeq 19 19 19p13.11 19p12
25790 RefSeq 1 1 1q23.2 1q22
25791 RefSeq 2 2 2q37.1 2q37
25796 RefSeq 19 19 19p13.11 19p13.2
25797 RefSeq 2 2 2p22.2 2p22.2
25798 RefSeq 7 7 7q21.3 7q21.3
25799 RefSeq 19 19 19q13.43 19q13.43
25800 RefSeq 18 18 18q12.2 18q12.2
25801 RefSeq 2 2 2q24.2 2q24.2
25804 RefSeq 19 19 19p13.11 19p13.11
25805 RefSeq 10 10 10p12.1 10p12.3-p11.2
25807 RefSeq 22 22 22q12.2 22q12.1-q12.2
25809 RefSeq 22 22 22q13.2 22q13.1
25813 RefSeq 22 22 22q13.31 22q13.31
25814 RefSeq 22 22 22q13.31 22q13.31
25817 RefSeq 22 22 22q13.32
25818 RefSeq 19 19 19q13.41 19q13.3-q13.4
25819 RefSeq 4 4 4q31.1 4q31.1
25821 RefSeq 6 6 6q13 6q13
25822 RefSeq 9 9 9p13.3 9p13.3

RefSeq 16 16 16p13.3
25824 RefSeq 11 11 11q13.1 11q13
25825 RefSeq 21 21 21q22.3 21q22.3
25828 RefSeq 22 22 22q12.3 22q13.1
25829 RefSeq 22 22 22q13.1 22q12
25830 RefSeq 22 22 22q13.2 22q13.2-q13.31
25832 RefSeq 1 ? 1q21.1 1q12-1q21.2
25834 RefSeq 12 12 12q21.31 12q21
25840 RefSeq 12 12 12q13.12 12q13.12
25842 RefSeq 6 6 6q22.31 6q22.31
25843 RefSeq 2 2 2q33.1 2q33.1
25844 RefSeq 6 6 6p21.1 6p21.1
25847 RefSeq 3 3 3q22.1 3q22.1
25849 RefSeq 4 4 4q13.3 4q13.3-q21.3
25850 RefSeq 19 19 19q13.12 19q13.12
25851 RefSeq 7 7 7q21.3 7q21.3
25853 RefSeq 9 9 9p13.3 9p13.3
25855 RefSeq 11 11 11q13.2 11q13-q13.2

RefSeq 15 15q22.33
25859 RefSeq 5 5 5q12.1 5q12.1
25861 RefSeq 9 9 9q32 9q32-q34



25862 RefSeq 6 6 6p21.1 6p21
25864 RefSeq 3 3 3p21.2 3p21.1
25870 RefSeq 7 7 7p11.2 7q11.1
3 open reading fra RefSeq 3 3 3q13.2 3q13.2
25873 RefSeq 19 19 19p13.3 19p13.3
25874 RefSeq 1 1 1q24.2 1q24
25878 RefSeq X X Xp22.33 Xp22.33
25879 RefSeq 8 8 8q22.3 8q22.3
25880 RefSeq 16 16 16p13.2 16p13.13-p12.3

2|| RefSeq 11 11 11q13.4 11q14
RNA) I polypeptideRefSeq 2 2 2p11.2 2p11.2
25886 RefSeq 3 3 3p21.2 3p21.2

25890 RefSeq 3 3 3q12.2 3q12
25891 RefSeq 11 11 11p13 11p13

25895 RefSeq 12 12 12q14.1 12q14.1
25897 RefSeq 8 8 8q22.2 8q22
25898 RefSeq 4 4 4q21.1 4q21.1
25900 RefSeq 12 12 12p13.31 12p13.3
25901 RefSeq 6 6 6q24.1 6q23.1-q24.1
25902 RefSeq 6 6 6q25.1 6q25.1
25903 RefSeq 1 1 1q23.3 1q23.3
25904 RefSeq 3 3 3p23 3p23
25906 RefSeq 11 11 11q13.4 11q13.4
25907 RefSeq 3 3 3p21.31 3p21.3
25911 RefSeq 10 10 10q24.32 10q24.32
25912 RefSeq 1 1 1q21.3 1q21.2
25914 RefSeq 18 18 18q22.2 18q22.2
25915 RefSeq 3 3 3p21.31 3p21.31
25917 RefSeq 3 3 3p25.3 3p25.3
25920 RefSeq 9 9 9q34.3 9q34

25923 RefSeq 11 11 11q13.1 11q13.1
25925 RefSeq 18 18 18q11.2 18q11.2
25926 RefSeq 17 17 17q24.2 17q24.2
25927 RefSeq 2 2 2p14 2p14
25928 RefSeq 7 7 7p21.1 7p21.1
25929 RefSeq 5 5 5q33.2 5q33.2
25934 RefSeq 9 9 9q31.1 9q31.1
25936 RefSeq 1 1 1q32.3 1q41
25937 RefSeq 3 3 3q25.1 3q23-q24
25938 14 14q12
25939 RefSeq 20 20 20q11.23 20pter-q12
25940 RefSeq 2 2 2p22.3 2p22.3
25941 RefSeq 18 18 18q12.2 18q12.2
25943 20 20p13
25946 RefSeq 12 12 12q13.13 12q13.13
25948 RefSeq 7 7 7p14.3 7p14.3
25949 RefSeq 1 1 1p36.11 1p36.11
25950 RefSeq 1 1 1p21.3 1p21.3



25957 RefSeq 6 6 6q16.2 6q16.3
25959 RefSeq 19 19 19p13.2 19p13.2
25961 RefSeq 10 10 10q22.1 10q22.1
25962 RefSeq 8 8 8q22.1 8q22.1
25963 RefSeq 15 15 15q15.1 15q15.1
25966 21 21q22.3
25970 RefSeq 16 16 16p11.2 16p11.2
25972 RefSeq 2 2 2q11.2 2q11.2
25973 RefSeq 1 1 1p32.3 1p32.2

25977 RefSeq 12 12 12p13.31 12p13.31
25978 RefSeq 3 3 3p11.2 3p12.1
25979 RefSeq 17 17 17p11.2 17p12
25980 RefSeq 20 20 20q11.23 20pter-q12
25983 14 14q11.2
25984 RefSeq 17 17 17q21.2 17q21.2
25987 RefSeq 11 11 11q13.5 11q13.5
 and EGF-like domains 1|| 2 2q37.3
25996 RefSeq 11 11 11q23.2 11q23.1-q23.2

26000 RefSeq 16 16 16p11.2 16p11.2
26001 RefSeq 17 17 17p13.2 17p13.2
26002 RefSeq 6 6 6q23.2 6q23.1-23.3
26003 RefSeq 2 2 2q31.1 2q31.1-q31.2
26005 RefSeq 11 11 11q13.4 11q13.4
26009 RefSeq 1 1 1p31.1 1p31.1
26010 RefSeq 2 2 2q33.1 2q33.1
26011 11 11q14.1
26012 RefSeq 9 9 9q34.3 9q34.3
26013 RefSeq 20 20 20q13.11 20q13.12
26015 RefSeq 15 15 15q15.1 15q15.1
26017 RefSeq 19 19 19p13.11 19pter-p13.3
26019 RefSeq 10 10 10p14 10p14-p13
26024 RefSeq 7 7 7q22.1 7q22.1

26031 RefSeq 7 7 7p15.3 7p15
26032 3 3p23
26033 RefSeq 10 10 10q25.3 10q26
26034 RefSeq 6 6 6q25.2 6q25.2

tein|| RefSeq 6 6 6p12.1 6p12.1
ed proliferation-assoRefSeq 14 14 14q24.2 14q24.2

26038 RefSeq 1 1 1p36.31 1p36.31
26039 RefSeq 20 20 20q13.33 20q13.3

protein 1|| RefSeq 18 18 18q12.3 18q21.1
26043 3 3q29
26046 RefSeq 21 21 21q21.3 21q22.11

26049 5 5q13.3
26050 RefSeq 13 13 13q31.2 13q31.1
26052 RefSeq 1 1 1q24.3 1q24.3



26054 RefSeq 6 6 6q14.1 6q13-q14.3
26056 RefSeq 2 2 2p13.2 2p13-p12
26057 RefSeq 4 4 4q13.3 4q13.3
26058 RefSeq 2 2 2q37.1 2q37.1
26061 RefSeq 3 3 3p25.1 3p25.1
26064 RefSeq 5 5 5p13.2 5p13.3-p13.2
26065 RefSeq 19 19 19q13.11 19q13.11

RefSeq X Xq26.3
26073 RefSeq 17 17 17q11.2 17q11.2

23615 RefSeq 17 17 17q11.2 17q11
51065 RefSeq 15 15 15q22.2 15q22.2
26074 RefSeq 20 20 20p11.23 20p11.23
26080 13 13p13

26083 RefSeq 17 17 17q11.2 17q11.2
26085 RefSeq 19 19 19q13.41 19q13.3-q13.4
26086 RefSeq 9 9 9q34.3 9q34.3
26088 RefSeq 22 22 22q13.1 22q13.31
26090 RefSeq 20 20 20p11.21 20p11.21
26092 RefSeq 1 1 1q25.2 1q24.2
26093 RefSeq 19 19 19q13.32 19q13.32
26094 RefSeq 14 14 14q24.2 14q24.3
26095 RefSeq 10 10 10q11.22
26097 RefSeq 1 1 1q21.3 1q21.3
26098 RefSeq 10 10 10q26.13 10q26.13-q26.2
26099 RefSeq 1 1 1p36.13 1p36.13
26100 RefSeq 7 7 7p22.1 7p22.1
26103 RefSeq 10 10 10q23.1 10q23
26106 2 2q37.3
26108 RefSeq 15 15 15q21.3 15q21.1
26112 RefSeq 5 5 5q33.1 5q33.1
26115 17 17q23.3
441452 9 9q22.1
26118 RefSeq 17 17 17q11.1 17q11.1
26122 RefSeq 2 2 2q23.1 2q23.1
26123 RefSeq 10 10 10q24.1 10q24.1
26127 RefSeq 12 12 12p11.23 12p11.23
26128 RefSeq 10 10 10q22.1 10q22.1

26133 RefSeq 20 20 20q11.22 20q11.22
26135 RefSeq 1 1 1p31.2 1p31-p22
26136 RefSeq 7 7 7q31.2 7q31.2
26137 RefSeq 3 3 3q13.31 3q13.2
26140 RefSeq 3 3 3p25.3 3p25.3
26145 RefSeq 19 19 19q13.32 19q13.32
26146 RefSeq 2 2 2q37.3 2q37.3

26148 RefSeq 10 10 10q24.1 10q24.1
26149 RefSeq 9 9 9p13.1 9p13.1
26150 RefSeq 22 22 22q13.31 22q13.31



26151 RefSeq 17 17 17q25.1 17q25.1
26152 RefSeq 20 20 20p11.21 20p11.21
26155 RefSeq 1 1 1p36.33 1p36.33
26156 RefSeq 16 16 16p13.13 16p13.13
26157 RefSeq 7 7 7q36.1 7q36.1
26160 RefSeq 2 2 2p23.3 2p23.3
26164 RefSeq 20 20 20q13.33 20q13.33
26165 RefSeq 9 9 9p13.1

RefSeq 8 8q22.2
26168 RefSeq 17 17 17p13.1 17p13
26172 3 3p22.1
26173 7 7p22.3
26175 14 14q32.13

26205 RefSeq 20 20 20q13.33 20q13.33
26206 RefSeq 9 9 9p13.3 9p13.3
26207 RefSeq 17 17 17q24.2 17q24.2
26212 RefSeq 6 6 6p22.1 6p21.3

26229 RefSeq 11 11 11q12.3 11q12.3
mRNA 6 6q25.2

26236 RefSeq 6 6 6q27 6q27
26238 RefSeq 6 6 6q27 6q27
26240 RefSeq 6 6 6p25.2 6p25-pter

26248 RefSeq 9 9 9q31.3 9q31.3
26249 RefSeq 5 5 5q31.1 5q31
26253 RefSeq 12 12 12p13.31 12p13.31
26254 RefSeq 1 1 1q32.1 1q32.1

g (mouse)|| RefSeq 15 15 15q21.1 15q21.1
26266 RefSeq 7 7 7q33 7q33
26276 RefSeq 15 15 15q26.1 15q26.1
26285 RefSeq 21 21 21q21.3 21q22.11
26287 RefSeq 10 10 10q24.2
26290 RefSeq 12 12 12p13.32 12p13.3
26301 RefSeq 9 9 9q34.2 9q34.13-q34.3
26330 RefSeq 19 19 19q13.12 19q13.1

26354 RefSeq 3 3 3p21.1 3p21.1
26355 RefSeq 3 3 3q21.1 3q21.1
26471 RefSeq 16 16 16p11.2 16p11.2

26502 RefSeq 17 17 17q25.3 17q25.3
26509 RefSeq 10 10 10q23.33 10q24
26515 RefSeq 11 11 11p15.4 11p15.5-p15.3
26517 RefSeq 19 19 19p13.3 19p13.3
26519 RefSeq 11 11 11q12.1 11q12.1-q12.3
26520 RefSeq 14 14 14q23.1 14q21
26521 RefSeq 11 11 11q23.1 11q23.1-q23.2
26523 RefSeq 1 1 1p34.3 1p35-p34



26526 RefSeq 19 19 19p13.2 19p13.2
26528 RefSeq 19 19 19p13.3 19p13.3
26577 RefSeq 3 3 3q23 3q21-q24
26579 RefSeq 11 11 11q13.3 11q13

26585 RefSeq 15 15 15q13.3 15q13-q15
26586 RefSeq 13 13 13q14.3 13q14
26589 RefSeq 15 15 15q25.3 15q24-q25
26608 RefSeq 7 7 7q11.23 7q11.23
26610 RefSeq 11 11 11p13 11p13

26747 RefSeq 13 13 13q14.12 13q14
RefSeq X X Xp11.23 Xp11.4-p11.2
RefSeq X X Xp11.23 Xp11.23

26751 RefSeq 2 2 2p25.3 2p25.3
26872 RefSeq 7 7 7q21.13 7q21
26873 RefSeq 8 8 8q24.3 8q24.3
26958 RefSeq 7 7 7q32.2 7q32
26959 RefSeq 7 7 7q22.3 7q22-q31
26973 RefSeq 11 11 11q14.3 11q14.3
26974 RefSeq 19 19 19q13.31
26984 RefSeq 3 3 3q21.1 3q21.1
26985 RefSeq 10 10 10q22.2 10q22.2
26986 RefSeq 8 8 8q22.3 8q22.2-q23
26994 RefSeq 1 1 1p32.3 1pter-p22.1
26995 RefSeq 9 9 9q34.11 9q34.11
26998 RefSeq 3 3 3q27.3 3q27
27000 7 7q22-q32

ymphoma 6|| RefSeq 14 14 14q32.13 14q32.1
27006 RefSeq 19 19 19p13.3 19p13.3
27031 RefSeq 3 3 3q22.1 3q22.1
27035 RefSeq X X Xq22.1 Xq22
27036 RefSeq 19 19 19q13.41 19q13.3
27037 RefSeq 22 22 22q11.21 22q11.1-22q13
27042 RefSeq 1 1 1q32.2 1q32.2
27044 RefSeq 7 7 7q32.1 7q31.3
27065 RefSeq 4 4 4p16.3 4p16.3
27067 RefSeq 8 8 8q21.11 8q13-q21.1
27069 RefSeq 10 10 10q23.1 10q23.1
27071 RefSeq 4 4 4q23 4q25-q27
27072 RefSeq 7 7 7p14.1 7p14-p13
27074 RefSeq 3 3 3q27.1 3q26.3-q27
27075 RefSeq 7 7 7p21.1 7p21.1
27076 RefSeq 19 19 19q13.31 19q13.31
27077 RefSeq 17 17 17p11.2 17p11.2
27079 RefSeq 15 15 15q15.1 15q13.3
27087 RefSeq 11 11 11q25 11q25
27089 RefSeq 5 5 5q31.1 5q31.1
27090 RefSeq 9 9 9q34.11 9q34
27091 RefSeq 17 17 17q24.2 17q24
27092 RefSeq 17 17 17q24.2 17q24



27094 RefSeq 3 3 3q26.32 3q26.3-q27
27095 RefSeq 1 1 1p34.3 1p34.3
27098 RefSeq 18 18 18p11.32 18p11.32
27099 RefSeq 7 7 7q32.1 7q31
27101 RefSeq 1 1 1q25.1 1q24-q25
27106 RefSeq 19 19 19p13.11 19p13.11
27107 RefSeq 3 3 3q12.3 3q12.3
27109 RefSeq 14 14 14q21.3 14q21.3
27111 RefSeq 20 20 20p13 20p13
27112 RefSeq X X Xq13.1 Xq13.1
27120 RefSeq 19 19 19q13.33 19q13.33
27121 RefSeq 8 8 8p11.21 8p11.2-p11.1

og 3 (Xenopus laevRefSeq 11 11 11p15.3 11p15.2
27123 RefSeq 4 4 4q25 4q25
27127 RefSeq 22 22 22q13.31 22q13.31
27130 RefSeq 9 9 9q31.1 9q31
27134 RefSeq 19 19 19p13.3 19p13.3
27136 RefSeq 3 3 3q13.13 3q13
27145 RefSeq 6 6 6q14.1 6q14.1
27146 4 4p16

27151 RefSeq 19 19 19p13.11 19p13.11
27152 RefSeq 4 4 4q28.1 4q28.1
27153 RefSeq 7 7 7q36.1 7q36.1

27158 RefSeq 9 9 9q34.3 9q34.3
nslation initiation fa RefSeq 8 8 8q24.3 8q24

27163 RefSeq 4 4 4q21.1 4q21.1
iver, mitochondrial RefSeq 12 12 12q13.3 12q13
27166 RefSeq 5 5 5q35.3 5q35.3
27173 RefSeq 1 1 1q21.3 1q21
27180 RefSeq 19 19 19q13.41 19q13.41
27181 RefSeq 19 19 19q13.41 19q13.33-q13.41
27183 RefSeq 16 16 16q22.1 16q22.1
27230 RefSeq 3 3 3q25.1 3q25.1
27231 RefSeq 19 19 19p13.3 19p13.3
27233 RefSeq 2 2 2q12.3 2q11.1-q11.2
27235 RefSeq 4 4 4q21.23 4q21.23
27236 RefSeq 4 4 4q31.3 4q31.3
27238 RefSeq X X Xp11.23 Xp11.23
27240 RefSeq 9 9 9p13.3 9p13-p12
27241 RefSeq 7 7 7p14.3 7p14
27243 RefSeq 19 19 19q13.43 19q
27245 1 1p36.13
27246 RefSeq 1 1 1q21.1 1q21.1
27247 RefSeq 2 2 2p13.3 2p15-p13
27248 RefSeq 2 2 2p16.2 2p16.3
27249 RefSeq 2 2 2q23.2 2q23.3
27254 RefSeq 22 22 22q13.2 22q13.2-q13.31
27257 RefSeq 8 8 8p12 8p11.2
U6 small nuclear RRefSeq 3 3 3p25.1 3p25.1



27283 RefSeq 6 6 6p12.1 6p11.2-p12
27285 RefSeq 1 1 1p34.3 1p35.3-p34.1
27286 RefSeq X X Xq22.1 Xq21.33-q23
27288 RefSeq 11 11 11p15.4 11p15
27290 RefSeq 9 9 9p13.3 9p13.3
27291 RefSeq 10 10 10q24.2 10q24.2
27292 RefSeq 5 5 5q12.1 5q11-q14
27293 RefSeq 1 1 1p35.3 1p35.3
27294 RefSeq 19 19 19q13.33 19q13.3
27295 RefSeq 4 4 4q35.1 4q35
27296 RefSeq 20 20 20q13.12 20q12-q13.12
27297 RefSeq 7 7 7q11.21 7q11.21
27300 RefSeq 19 19 19q13.43 19q13.43
27301 RefSeq X X Xp11.21 Xp11.22
27302 RefSeq 2 2 2p13.3 2p13.3
27304 RefSeq 20 20 20q13.13 20q13.13
27309 RefSeq 4 4 4q31.21
27316 RefSeq X X Xq26.3 Xq26.3
27319 RefSeq 8 8 8q12.3 8q13
27324 16 16q12.1
27327 RefSeq 16 16 16p12.1 16p11.2
27332 RefSeq 2 2 2p13.2 2p13.2-p13.1
27333 RefSeq 3 3 3q26.1 3q26.2
27335 RefSeq 19 19 19q13.2 19q13.2
27339 RefSeq 11 11 11q12.2 11q12.2
27341 RefSeq 22 22 22q13.2 22q13.2-q13.31
27345 RefSeq 12 12 12q15 12q
27346 RefSeq 17 17 17q11.2 17q11.2
27348 RefSeq 9 9 9q34.11 9q34
27349 RefSeq 22 22 22q13.2 22q13.31
27351 22 22q13.2
27352 RefSeq 22 22 22q13.1 22q13.1-q13.2
27430 RefSeq 5 5 5q34 5q34-q35.1
27433 RefSeq 9 9 9q34.11 9q34.11
27434 RefSeq 7 7 7p13 7p13
27436 RefSeq 2 2 2p21 2p22-p21
27439 RefSeq 22 22 22q11.1
27440 RefSeq 22 22 22q11.1

land androgen regulated protein 3 homolog A ( 4 4q13.3
51066 RefSeq 3 3 3p25.3 3p25.3
51067 RefSeq 12 12 12p11.21 12p11.21
51068 RefSeq 3 3 3q26.1 3q26.1
51069 RefSeq 6 6 6p21.1 6p21.3
51070 RefSeq 19 19 19q13.33 19q13.33
51071 RefSeq 12 12 12p12.3 12p12.3
26239 RefSeq 1 1 1q21.3 1q21
27344 RefSeq X X Xp11.23 Xp11.23
28231 RefSeq 20 20 20q13.33 20q13.33
28232 RefSeq 15 15 15q26.1 15q26
28234 RefSeq 12 12 12p12.2 12p12



28952 RefSeq X X Xp11.23 Xp11.23
28955 RefSeq 16 16 16p13.13 16p13.13
28956 RefSeq 1 1 1q22 1q22
28957 RefSeq 8 8 8q21.13 8q21.1-q21.2

RefSeq 17 17q21.31
28959 RefSeq 7 7 7q36.1 7q36.1
28960 RefSeq 11 11 11q24.2 11q24.2
28962 RefSeq 6 6 6q21 6q21
28965 RefSeq 5 5 5q23.3 5q23.3
28966 RefSeq 5 5 5q23.2 5q23.2
28968 RefSeq 19 19 19q13.33 19q13.1-q13.4
28969 RefSeq 7 7 7p21.1 7p21.1
28970 RefSeq 11 11 11q21 11q21
28971 RefSeq 11 11 11q13.5 11q13.5
28972 RefSeq 3 3 3p21.1 3p21.1
28973 RefSeq 6 6 6p21.33 6p21.3
28974 RefSeq 19 19 19p13.13 19p13.13
28977 RefSeq 12 12 12q22 12q22
28978 RefSeq 6 6 6p12.2 6p12.3
28981 RefSeq 12 12 12q24.11 12q24.13
28987 RefSeq 16 16 16q22.1 16q22.3
28990 RefSeq 3 3 3q21.3 3q21.3
28991 RefSeq 8 8 8q24.3 8q24-qter
28992 RefSeq 11 11 11q13.1 11q11
29035 RefSeq 16 16 16p13.2 16p13.2
29057 RefSeq X X Xp11.22 Xp11.22
29058 RefSeq 20 20 20p12.3 20p12.3
29060 RefSeq 7 7 7q22.1 7q22.1
29062 RefSeq 7 7 7q33 7q33
29063 4 4p15.2
29066 RefSeq 16 16 16p13.13 16p13-p12
29068 RefSeq 11 11 11q24.3 11q24.3
29070 RefSeq 16 16 16q21 16q21
29071 RefSeq X X Xq24 Xq24
29074 RefSeq 6 6 6q25.3 6q25.3
29075 RefSeq 20 20 20p11.23 20p11.23
29078 RefSeq 6 6 6q16.1 6q16.1
29080 RefSeq 12 12 12q21.31 12q21.31
29081 RefSeq 2 2 2q31.1 2q31.1
29082 RefSeq 14 14 14q11.2 14q11.2
29083 RefSeq 3 3 3q13.2 3q13.2
29086 RefSeq 19 19 19p13.11 19p13.11
29087 RefSeq 11 11 11q25 11q25
29088 RefSeq 8 8 8q11.23 8q11.2-q13
29091 RefSeq 14 14 14q12 14q12
29093 RefSeq 5 5 5q33.2 5q33.1-q33.3
29094 RefSeq 2 2 2p14 2p14
29095 RefSeq 12 12 12q13.2 12q13.2
29097 RefSeq 1 1 1q42.12 1q42.12

29099 RefSeq 11 11 11p13 11p13



29100 RefSeq 16 16 16q22.1 16q22.1
29101 RefSeq 1 1 1p36.33 1p36.33
29102 RefSeq 5 5 5p13.3 5p13.3
29103 RefSeq 13 13 13q14.11 13q14.1
29104 RefSeq 21 21 21q21.3 21q21.3
29105 RefSeq 16 16 16q21 16q21
29113 RefSeq 6 6 6p21.33 6p21.3
29114 RefSeq 3 3 3q13.2 3q13.2
29116 RefSeq 6 6 6p22.3 6p23-p22.3
29118 RefSeq 11 11 11q24.2 11q24
29122 RefSeq 3 3 3p21.31 3p14-p12
29123 RefSeq 16 16 16q24.3 16q24.3
29124 RefSeq 19 19 19q13.2 19q13.1
29126 RefSeq 9 9 9p24.1 9p24
29127 RefSeq 12 12 12q13.12 12q13.12
29765 RefSeq 1 1 1q21.2 1q12
29766 RefSeq 15 15 15q21.2 15q21.1-q21.2
29767 RefSeq 15 15 15q21.2 15q21.1-q21.2

RefSeq 22 22q11.23
29780 RefSeq 22 22 22q13.31 22q13.2-q13.33
29785 RefSeq 19 19 19q13.2 19q13.1
29789 RefSeq 2 2 2q31.1 2q31.1
29796 RefSeq 22 22 22q12.2 22cen-q12.3
29798 RefSeq 2 2 2q21.2 2q21.2
29799 RefSeq 22 22 22q11.21 22q11.2
29800 RefSeq 16 16 16q22.1 16q22.1
29801 RefSeq 22 22 22q11.21 22q11.21
tiator 1|| RefSeq 7 7 7q36.1 7q36.1
29841 RefSeq 2 2 2p25.1 2p25.1
29842 RefSeq 2 2 2q14.2 2q14
29881 RefSeq 7 7 7p13 7p13
29886 RefSeq 7 7 7p22.3 7p22.3
29887 RefSeq 7 7 7p15.2 7p15.2
29888 RefSeq 19 19 19q13.32 19q13.2
29889 RefSeq 1 1 1p34.3 1p34.3
29890 RefSeq 3 3 3p21.2 3p21.2
29893 RefSeq 17 17 17q21.2 17q12-q21
29894 RefSeq 8 8 8q24.3 8q24.23
29895 RefSeq 16 16 16p11.2 16p11.2
29896 RefSeq 7 7 7p15.3 7p15.3
29901 RefSeq 11 11 11q13.1 11q13.1
29902 RefSeq 12 12 12q24.11 12q24.11
29903 RefSeq 19 19 19q13.42 19q13.42
29906 RefSeq 18 18 18q21.1 18q21.1
29907 RefSeq 11 11 11q13.1 11q12
29911 RefSeq 19 19 19p13.13 19p13.13
29914 RefSeq 1 1 1p36.22 1pter
29916 RefSeq 17 17 17q21.32 17q21.32
29924 RefSeq 19 19 19q13.42 19q13.42
29925 RefSeq 3 3 3p21.31 3p21.31
29926 RefSeq 2 2 2q35 2q35



29927 RefSeq 3 3 3q21.3 3q21.3
29928 RefSeq 17 17 17p13.3 17p13
29931 RefSeq 3 3 3p25.3 3p24-26
29934 RefSeq X X Xq13.1 Xq13.1
29937 RefSeq 1 1 1q32.3 1q32.3
29940 RefSeq 6 6 6q22.1 6q22
29942 RefSeq 8 8 8p12 8p11
29943 RefSeq 1 1 1p36.13 1p36.13
29944 RefSeq X X Xq28 Xq28
29946 RefSeq 19 19 19q13.2 19q13.2
29947 RefSeq 21 21 21q22.3 21q22.3
29948 RefSeq 16 16 16q23.3 16q23.3
29951 RefSeq 12 12 12q12 12q12
29952 RefSeq 9 9 9q34.3 9q34.3
29954 RefSeq 14 14 14q24.3 14q24
29956 RefSeq 1 1 1q21.2 1q21.2
29957 RefSeq 1 1 1p13.3 1p13.3
29960 RefSeq 7 7 7p22.3 7p22
29964 RefSeq 6 6 6p21.1 6p21.31
29965 RefSeq 16 16 16p13.3 16p13.3
29966 RefSeq 14 14 14q12 14q13-q21
29968 RefSeq 9 9 9q21.2 9q21.2
29969 RefSeq 7 7 7q31.1 7q31.1-q31.2
29970 RefSeq 3 3 3q25.32 3q25.32-q25.33
29978 RefSeq X X Xp11.21 Xp11.23-p11.1
29980 RefSeq 21 21 21q22.11 21q22.1
29985 RefSeq 19 19 19p13.3 19p13.3
29986 RefSeq 14 14 14q11.2 14q11.2
29989 RefSeq 9 9 9q34.2 9q34
29991 RefSeq 9 9 9q34.3 9q34
29992 RefSeq 7 7 7q22.1 7q22.1
29994 RefSeq 2 2 2q24.2 2q23-q24
29995 RefSeq 3 3 3p25.3 3p26-p24
30000 RefSeq 19 19 19p13.13 19p13.13
30008 RefSeq 11 11 11q13.1 11q13
30010 RefSeq 7 7 7p21.3 7p22
30012 RefSeq 5 5 5q35.1 5q35.1
ily, member A2|| RefSeq X X Xq27.2 Xq27.1
30062 RefSeq 18 18 18q21.32 18q21.32
30815 RefSeq 9 9 9q34.11 9q34.11

RefSeq 7 7q21.2
30819 RefSeq 10 10 10q24.32 10q24
30820 RefSeq 5 5 5q35.1 5q35.1
30827 RefSeq 18 18 18q21.1 18q12
30832 RefSeq 5 5 5q35.3 5q35
30833 RefSeq 17 17 17q25.1 17q25.1
30834 RefSeq 6 6 6p21.33 6p21.3
30835 RefSeq 19 19 19p13.2 19p13
30836 RefSeq 1 1 1p22.1 1p22.1
30844 RefSeq 15 15 15q15.1 15q11.1
30845 RefSeq 2 2 2p23.1 2p21



30846 RefSeq 19 19 19q13.32 19q13.3
30848 RefSeq X X Xq28 Xq28
30850 RefSeq 17 17 17q25.1 17q25.1
30851 RefSeq 17 17 17p13.2 17p13
30968 RefSeq 9 9 9p13.3 9p13.1
43847 RefSeq 19 19 19q13.41 19q13.3-q13.4
43849 RefSeq 19 19 19q13.41 19q13.3-q13.4
49854 RefSeq 21 21 21q22.3 21q22.3
49855 RefSeq 15 15 15q24.3 15q24
49860 RefSeq 1 1 1q21.3 1q21
50486 RefSeq 1 1 1q32.2 1q32.2-q41
50489 RefSeq 2 2 2p13.3 2p13
50507 RefSeq 11 11 11q14.3 11q14.2-q21
50508 RefSeq 6 6 6q25.3 6q25.1-q26
50511 RefSeq 12 12 12q23.2 12q
50512 RefSeq 3 3 3q21.3 15
50515 RefSeq 12 12 12q23.3 12q
50614 RefSeq 12 12 12q24.33 12q24.33
50619 RefSeq 6 6 6p21.31 6p21.33-p21.1
pellucida-like domRefSeq 10 10 10q26.13 10q26.13
50628 RefSeq 17 17 17p13.3 17p13
50651 1 1p36.1-p36.2
50674 RefSeq 10 10 10q22.1 10q21.3
50717 RefSeq 1 1 1q23.2 1q22-q23
50801 RefSeq 11 11 11q13.1 11q13
50804 RefSeq 15 15 15q21.1 15q21.1

and differentiation eRefSeq 8 8 8q24.21 8q24.1-q24.2
50809 RefSeq 1 1 1p36.12 1p36.12
50810 RefSeq 15 15 15q25.2 15q11.2
50813 RefSeq 12 12 12p13.31 12p13.31
50853 RefSeq 3 3 3p22.3 3p21.3
50854 RefSeq 6 6 6p21.33 6p21.3
50855 RefSeq 16 16 16q22.1 16q22.1
50856 RefSeq 12 12 12p13.31 12p13
50859 RefSeq 4 4 4q32.3 4q32.3
50862 RefSeq 11 11 11p15.4 11p15.4
50865 RefSeq 12 12 12p13.1 12p13.1
50940 RefSeq 2 2 2q31.2 2q31.2
50944 RefSeq 19 19 19q13.33 19q13.3
50999 RefSeq 1 1 1p22.1 1pter-q31.3
51000 RefSeq 6 6 6p24.3 6p24.3
51001 RefSeq 8 8 8q22.1 8q22.1
51002 RefSeq 2 2 2p13.1 2p24.3-p24.1
51003 RefSeq 17 17 17p13.1 17p13.1
51004 RefSeq 14 14 14q24.3 14q24.3
51006 RefSeq 20 20 20q13.12 20q13.12
51008 RefSeq 10 10 10q22.1 10pter-q25.3
51009 RefSeq 17 17 17p13.2
51010 RefSeq 9 9 9p13.2 9p11
51012 RefSeq 20 20 20q13.32 20q13.32
51013 RefSeq 10 10 10q24.1 10q24



51014 RefSeq 5 5 5q22.3 5q22.3
51015 RefSeq 5 5 5q23.3 5q22.1-q33.3
51016 RefSeq 14 14 14q11.2 14q11.2
51018 RefSeq 1 1 1q41 1q41
51019 RefSeq 12 12 12q23.2 12q23.3
51020 RefSeq 6 6 6q22.31 6q13-q24.3
51021 RefSeq 10 10 10q22.2 10q22.1
51023 RefSeq 4 4 4q21.23 4q21.23
51024 RefSeq 7 7 7q22.1 7q22.1
51025 RefSeq 16 16 16p13.3 16p13.3
51026 RefSeq 12 12 12p12.1 12p12.1
51027 RefSeq 1 1 1q21.2 1p36.13-q31.3
51028 RefSeq 13 13 13q14.3 13q14.3
51029 RefSeq 1 1 1q44 1q44
51030 RefSeq 17 17 17p11.2 17p11.2
51031 RefSeq 17 17 17p13.3 17p13.3
51032 RefSeq 1 1 1p36.21 1p36.21
51035 RefSeq 11 11 11q12.3 11q12.3
51042 RefSeq 1 1 1p36.11 1p36.11
51046 RefSeq 18 18 18q21.31 18q21.31
51050 RefSeq 8 8 8q21.11 8q21.11

omology domain coRefSeq 12 12 12q12 12q
51057 RefSeq 2 2 2p15 2p15
51058 RefSeq 1 1 1p34.2 1p34.2
51059 RefSeq 8 8 8q24.23 8q24.23
51060 RefSeq 1 1 1p32.3 1p32.3
51061 RefSeq 16 16 16p13.13 16p13.13
51063 RefSeq 10 10 10q24.33 10pter-q26.12

373156 RefSeq 7 7 7q34
29109 RefSeq 16 16 16q22.1 16q22
51052 RefSeq 2 2 2q37.3 2q37.3
51072 RefSeq 2 2 2p22.3 2p22-p21
51073 RefSeq 19 19 19p13.2
51074 RefSeq 11 11 11p13 11p13
51075 RefSeq 11 11 11q12.1 11cen-q22.3
51076 RefSeq 10 10 10q24.2 10q24.2
51077 RefSeq 14 14 14q24.3 14q24.3
51078 RefSeq 2 2 2q37.3 2q37.3
51079 RefSeq 19 19 19p13.11 19p13.2
51081 RefSeq 17 17 17q25.1 17q25
(RNA) I polypeptidRefSeq 13 13 13q12.2 13q12.2
51083 RefSeq 11 11 11q13.2 11q13.2
51084 RefSeq 13 13 13q12.11 13q12.11
51087 RefSeq 17 17 17p13.1 17p11.2-p13.1

RefSeq 4 4p14
51090 RefSeq 16 16 16q13 16q13
51091 RefSeq 4 4 4p15.2 4p15.2
51092 RefSeq 11 11 11q23.3 11q23.3
51093 RefSeq 1 1 1q23.1 1q23.1
51096 RefSeq 17 17 17q21.33 17q21.33



51097 RefSeq 1 1 1q44 1q44
51098 RefSeq 20 20 20q13.12
51100 RefSeq 1 1 1p22.3 1p22
51101 RefSeq 8 8 8q21.12 8q21.11
51103 RefSeq 15 15 15q15.1 15q11.2-q21.3
51104 RefSeq 9 9 9q21.13 9q21.13
51105 RefSeq 8 8 8q24.22 8q24.22
51107 RefSeq 1 1 1q21.2 1p36.13-q31.3
51108 RefSeq 16 16 16p12.2 16p13-p12

462 protein|| RefSeq 14 14 14q24.1 14q24.1
51110 RefSeq 8 8 8q13.3 8p22-q22.3
51111 RefSeq 11 11 11q13.2 11q13.2
51112 RefSeq 2 2 2p25.2 2p25.2
51114 RefSeq X X Xq25 Xq26.1
51115 RefSeq 8 8 8q21.3 8q21.3
51116 RefSeq 9 9 9q34.3 9q34
51117 RefSeq 9 9 9q34.11 9q34.11
51118 RefSeq 1 1 1p34.3 1p34.3
51121 RefSeq 5 5 5q35.1 5q35.1
51122 RefSeq 3 3 3q25.1 3q25.1
51123 RefSeq 8 8 8q22.3 8q22.3
51124 RefSeq 18 18 18q21.1 18q12
51125 RefSeq 8 8 8p11.21 8p11.21
51126 RefSeq 20 20 20p11.23 20p11.23
51127 RefSeq 1 1 1q42.13 1q42
51128 RefSeq 5 5 5q31.1 5q31.1
51130 RefSeq 2 2 2p16.2 2p16-p14
51131 RefSeq 13 13 13q14.2 13q14.2
51132 RefSeq X X Xq13.2 Xq13-q21
51133 RefSeq 1 1 1q41 1q41
51134 RefSeq 12 12 12q22 12q22
51136 RefSeq 17 17 17q23.2 17q23.2
51138 RefSeq 4 4 4q21.22 4q21.3
51142 RefSeq 7 ? 7p11.2 7p11.2
51143 RefSeq 3 3 3p23 3p23
51149 RefSeq 5 5 5q35.3 5q35.3
51150 RefSeq 1 1 1p36.33 1p36.33
51154 RefSeq 1 1 1p36.13 1p36.13
51155 RefSeq 17 17 17q25.1 17q25.1
51155 RefSeq 17 17 17q25.1 17q25.1
51160 RefSeq 8 8 8q24.3 8q24.3
51161 RefSeq 3 3 3p21.31 3p21.3
51162 RefSeq 9 9 9q34.3 9q34.3
51172 RefSeq 16 16 16p13.3 16p13.3
51177 RefSeq 1 1 1q21.2 1q21.2
51179 RefSeq 1 1 1p12 1p13.3-p13.1
51182 RefSeq 10 10 10p13 10p13
51184 RefSeq 12 12 12q24.11 12q24.11
51185 RefSeq 3 3 3p26.2 3p26.2
51186 RefSeq X X Xq22.2 Xq22.2
51187 RefSeq 15 15 15q21.3 15q21



51188 RefSeq 3 3 3p22.1 3p21
51193 RefSeq 3 3 3q26.32 3q26.32

RefSeq 5 5 5q12.1 5q12.1
51196 RefSeq 10 10 10q23.33 10q23
51199 RefSeq 14 14 14q22.1 14q22.1
51200 RefSeq 7 7 7q32.2 7q32
51201 RefSeq 8 8 8p22 8p21.3-p22
51202 RefSeq 12 12 12p13.2 12p13.2
51204 RefSeq 17 17 17q23.3 17q23.3
51208 RefSeq 3 3 3q22.3 3q22.3

51213 RefSeq X X Xq23 Xq23
51218 RefSeq 14 14 14q32.13 14q32.13
51222 RefSeq 14 14 14q11.2 14q11
51226 RefSeq 17 17 17q21.32 17q21.32
51227 RefSeq 21 21 21q22.13 21q22.2
51228 RefSeq 12 12 12q24.11 12q24.11
51230 RefSeq 20 20 20q11.22 20q11.22-q11.23
51232 RefSeq 2 2 2p22.3 2p21
51233 RefSeq 22 22 22q11.23 22q11.2
51234 RefSeq 15 15 15q14 15q14
51236 RefSeq 8 8 8q24.3
51237 RefSeq 5 5 5q31.2 5q23-5q31
51239 RefSeq 2 2 2q11.2 2q11.2
51241 RefSeq 14 14 14q24.2 14q24.2
51244 RefSeq 3 3 3p25.1 3p25.1
51246 RefSeq 3 3 3p21.31 3p21.31
51247 RefSeq 5 5 5q31.2 5q31.2
51248 RefSeq X X Xq13.1 Xq13.1
51249 RefSeq 1 1 1p34.1 1p34.1
51250 RefSeq 6 6 6q21 6q21
51252 RefSeq 2 2 2q11.2 2q11.2
51253 RefSeq 1 1 1p32.3 1p32.1
51255 RefSeq 2 2 2p11.2 2p11.2
51256 RefSeq 6 6 6p24.1 6p24.1
51257 RefSeq 19 19 19p13.2 19p13.2
51258 RefSeq 12 12 12p13.31 12p13.3-p13.1
51259 RefSeq 11 11 11q12.2 11q13.1
51260 RefSeq X X Xq13.3 Xq13.3
51263 RefSeq 2 2 2q11.2 2q11.2
51264 RefSeq 17 17 17q21.33 17q21.3-q22
51268 RefSeq 17 17 17q11.2 17q11.2
51270 RefSeq X X Xq26.2 Xq26.2
51272 RefSeq 11 11 11p15.5 11p15.5
51276 RefSeq 19 19 19q13.12 19q13.12
51278 RefSeq 1 1 1q25.3 1q25.3
51279 RefSeq 12 12 12p13.31 12p13.31
51280 RefSeq 9 9 9q21.33 9q21.33
51281 RefSeq 2 2 2q37.3 2q37.3
51282 RefSeq 20 20 20q11.23 20q11.1-q11.23
51285 RefSeq 15 15 15q22.31 15q11.2-q22.33



51286 RefSeq 11 11 11p15.5 11p15.5
51287 RefSeq 11 11 11q13.4 11q13.4
51290 RefSeq 12 12 12p11.22 12p11.22
51291 RefSeq 19 19 19p13.11 19p11-p12
51295 RefSeq 19 19 19p13.2 19p13.2
51296 RefSeq 11 11 11q12.2 11q12.2
51297 RefSeq 20 20 20q11.21 20q11.2
51299 RefSeq 6 6 6p25.1 6p25.1
51300 RefSeq 3 3 3q13.33 3q13.33
51301 RefSeq 5 5 5q13.3 5q12
51302 RefSeq 6 6 6p12.3 6p21.1-p11.2
51304 RefSeq 3 3 3p21.31 3p21.31
51306 RefSeq 5 5 5q31.2 5q31
51307 RefSeq 5 5 5q31.2 5q31
51308 RefSeq 5 5 5q31.2 5q31
51309 RefSeq X X Xq22.1 Xq21.33-q22.2
51310 RefSeq 14 14 14q11.2 14q11.2
51312 RefSeq 8 8 8p21.2 8p21.2
51313 RefSeq 4 4 4q32.1 4q32.1
51315 RefSeq 2 2 2p11.2 2p11.2
51316 RefSeq 4 4 4q21.22 4q21.3
51318 RefSeq 2 2 2p11.2 2p11.2
51319 RefSeq 3 3 3q25.32 3q25.32
51320 RefSeq 18 18 18q21.1 18q21.1
51321 RefSeq 17 17 17q24.2 17q24.2
51322 RefSeq 10 10 10p12.1
51324 RefSeq 15 15 15q22.31 15q21-q22
51326 RefSeq 17 17 17q21.31 17q21.31
51327 RefSeq 16 16 16p11.2 16p11.2
51332 RefSeq 15 15 15q15.1 15q21
51333 RefSeq 16 16 16p11.2 16p11.2
51334 RefSeq 5 5 5q23.1 5q23.1
51335 RefSeq 15 15 15q26.1 15q26.1
51338 RefSeq 11 11 11q12.2 11q12
51340 RefSeq 20 20 20p11.23 20p11.2
ed zinc finger proteRefSeq 7 7 7q11.21 7q11.2
51361 RefSeq 1 1 1p32.1 1p32.1
51362 RefSeq 6 6 6q21 6q21

51364 RefSeq 3 3 3p21.31 3p21.3
51365 RefSeq 3 3 3q13.33 3q13.13-q13.2
51367 RefSeq 12 12 12q24.31 12q24.31
51368 RefSeq 3 3 3p21.2 3p21.31
51371 RefSeq 13 13 13q12.3 13q12.3
51372 RefSeq 3 3 3p21.31 3p21.31
51373 RefSeq 7 7 7p11.2 7p11
51375 RefSeq 1 1 1p21.3 1p21.3
51386 RefSeq 22 22 22q13.1 22q
51388 RefSeq 16 16 16q22.1 16q22.1
51389 RefSeq 6 6 6q22.1 6q13-q22.33
51397 RefSeq 5 5 5q23.1 5q23.1



51398 RefSeq 19 19 19p13.13 19p13.13
51399 RefSeq 11 11 11q23.3 11q23.3
51402 RefSeq X X Xq28 Xq28
51406 RefSeq 6 6 6p23 6p23
51409 RefSeq 3 3 3p21.31 3p21.3
51421 RefSeq 3 3 3q22.1 3q21-q22
51426 RefSeq 5 5 5q13.3 5q13
51427 RefSeq 7 7 7q11.21 7q11.2
51428 RefSeq 5 5 5q35.3 5q35.3
51430 RefSeq 1 1 1q24.3 1q24
51438 RefSeq X X Xq27.2 Xq27
51439 RefSeq 6 6 6p22.3 6p22-p23
51440 RefSeq 1 1 1p34.2 1p34.2
51441 RefSeq 1 1 1p35.3 1p35
51442 RefSeq X X Xq26.3 Xq26.3
51444 RefSeq 18 18 18q12.1 18q12.1
51449 RefSeq 2 2 2p13.3 2p13.3
51458 RefSeq 15 15 15q26.1 15q25
51460 RefSeq 3 3 3p21.1 3p21.1
51471 RefSeq 2 2 2p13.1 2p13.1
51473 RefSeq 6 6 6p22.2 6p22.1
51474 RefSeq 12 12 12q13.12 12q13
51475 RefSeq 11 11 11q13.2 11q13.1
51477 RefSeq 19 19 19p13.11 19p13.11
51479 RefSeq 17 17 17p13.2 17p13.3
51480 RefSeq X X Xp22.31 Xp22.32

e, X-linked|| RefSeq X X Xp22.31 Xp22
51490 RefSeq 9 9 9q34.11 9q34.11
51491 RefSeq 5 5 5q35.2 5q35.2
51493 RefSeq 22 22 22q12.3 22q12
51495 RefSeq 15 15 15q22.31 15q22.2
51496 RefSeq 15 15 15q15.3 15q15.3-q21.1
51497 RefSeq 20 20 20q13.32 20q13
51499 RefSeq 12 12 12q24.31 12q24.31
51501 RefSeq 11 11 11q14.2 11q14.2
51503 RefSeq 11 11 11q21 11q21
51504 RefSeq 11 11 11q13.1 11q13.1
51506 RefSeq 1 1 1q23.3 1q23.3
51507 RefSeq 20 20 20q13.31 20q13.31
51510 RefSeq 9 9 9p13.3 9p13.3
51520 RefSeq 5 5 5q32 5q32
51522 RefSeq 6 6 6p24.2 6p24.1
51523 RefSeq 5 5 5q31.2 5q31.2
51524 RefSeq 11 11 11q12.2 11q12.2
51526 RefSeq 20 20 20q13.12 20q13.11
51527 RefSeq 14 14 14q32.2 14q32.2
51528 RefSeq 14 14 14q23.1 14q23.1
51530 RefSeq 7 7 7q32.2 7q32.2
51531 RefSeq 9 9 9q22.33 9q22.33
51533 RefSeq 3 3 3p21.1 3p21.1
51534 RefSeq 6 6 6q24.1 6q24.1



51535 RefSeq 12 12 12q12 12q12
51537 RefSeq 22 22 22q12.2 22q
51538 RefSeq 1 1 1p35.2 1p35.2
51540 RefSeq 2 2 2q37.3 2q37.3
51542 RefSeq 2 2 2p14 2p13-p14
51545 RefSeq 19 19 19q13.42 19q13.42
51547 RefSeq 17 17 17q25.3 17q25
51548 RefSeq 19 19 19p13.3 19p13.3
51552 RefSeq 9 9 9q33.2 9q32-q34.11
51555 RefSeq 3 3 3q26.33 3q26.33
51559 RefSeq 12 12 12q23.3 12q22-q23.1
51561 RefSeq 12 12 12q13.3 12q13.3
51566 RefSeq X X Xq22.1 Xq21.33-q22.2
51569 RefSeq 13 13 13q13.3 13q13.3
94101 RefSeq 2 2 2q32.2
51157 RefSeq 19 19 19q13.42 19q13.42

51571 RefSeq 8 8 8q24.21 8q24.21
51573 RefSeq 16 16 16p12.3 16p12-p11.2
51574 RefSeq 4 4 4q25 4q25
51575 RefSeq 20 20 20p12.1 20p12.1
51582 RefSeq 8 8 8q22.3 8q22.3
51585 RefSeq 11 11 11q14.1 11q13
51586 RefSeq 22 22 22q11.21 22q11.2
51593 RefSeq 7 7 7q22.1 7q21
51594 RefSeq 2 2 2p24.3 2p24
51596 RefSeq 6 6 6p21.32 6pter-p21.31
51601 RefSeq 2 2 2q11.2 2q11.2
51602 RefSeq 2 2 2q33.1 2q33.1
51603 RefSeq 1 1 1q24.3 1q24-q25.3
51604 RefSeq 20 20 20q13.12 20q12-q13.12
51605 RefSeq 20 20 20p12.3 20p12.3
51608 RefSeq 7 7 7p22.3 7p22.3
51611 RefSeq 1 1 1p21.2 1p21.2
51614 RefSeq 20 20 20q11.22 20pter-q12
51617 RefSeq 5 5 5q35.2 5q35.2
51622 RefSeq 7 7p22.1
51626 RefSeq 2 2 2p21 2p25.1-p24.1
51629 RefSeq 17 17 17q21.31 17q12
51631 RefSeq 7 7 7q34 7q34
51633 RefSeq 8 8 8q21.3 8q21.3
51634 RefSeq X X Xq25 Xq25
51635 RefSeq 14 14 14q23.1 14q23.1
51637 RefSeq 14 14 14q22.1 14q22.1
51639 RefSeq 2 2 2p23.3 2pter-p25.1
51642 RefSeq 11 11 11q13.4 11q13.4
51643 RefSeq 12 12 12q14.3 12q14.1-q15
51646 RefSeq 2 2 2p23.1 2p23.1
51647 RefSeq 16 16 16q22.1 16q22.1-q22.3
51649 RefSeq 17 17 17q23.2 17q22-q23
51650 RefSeq 7 7 7q34 7q32-q34



51651 RefSeq 17 17 17q23.2 17q23.2
51652 RefSeq 2 2 2p11.2 2p24.3-p24.1
51659 RefSeq 16 16 16q24.1 16q24.1
51660 RefSeq 6 6 6q27 6q27
51661 RefSeq 2 2 2q31.2 2q31.2
51663 RefSeq 5 5 5p13.3 5p13.3
51665 RefSeq 2 2 2q37.3 2q37
nd SOCS box-contRefSeq 7 7 7q21.3 7q21-q22
51667 RefSeq 7 7 7q36.1 7q36
51668 RefSeq 1 1 1p32.3 1p32.1-p33
51669 RefSeq 8 8 8p12 8p12
51673 RefSeq 16 16 16q22.1 16q22.1
51678 RefSeq 7 7 7p15.3 7p15
51690 RefSeq 19 19 19p13.3 19p13.3
51691 RefSeq 7 7 7q31.31 7q31.1-q31.3
51692 RefSeq 2 2 2p25.1 2p25.1
51693 RefSeq 16 16 16q24.3 16q24.3
51696 RefSeq 6 6 6q24.1 6q23-q24
51699 RefSeq 12 12 12q24.11 12q24
51702 RefSeq 1 1 1p36.13 1p36.13
51705 RefSeq 4 4 4q24 4q24
51714 RefSeq 3 3 3q25.1 3q25.1
51719 RefSeq 2 2 2q37.1 2q37.1
51725 RefSeq 3 3 3q13.33 3q13.33
51726 RefSeq 3 3 3q27.3 3q27.3
51728 RefSeq 16 16 16p13.3 16p13.3
51729 RefSeq 12 12 12p12.3 12p12.3
51733 RefSeq 22 22 22q11.23 22q11.2
51734 RefSeq 16 16 16p13.3 16p13.3
51751 RefSeq 17 17 17q21.31 17q21.31
51754 RefSeq 9 9 9p13.3 9p13.3
51759 RefSeq 9 9 9q34.11 9q34.11
51760 RefSeq 16 16 16p12.3 16p12.3
51762 RefSeq 15 15 15q22.2 15q22.2
51763 RefSeq 17 17 17p13.3 17p13.3
51764 RefSeq 16 16 16p13.3 16p13.3
51768 RefSeq 12 12 12p11.23 12q11-q12

us x associated proRefSeq 11 11 11q13.5 11q13.5
51778 RefSeq 4 4 4q26 4q26-q27
51780 RefSeq 5 5 5q31.2 5q31
51805 RefSeq 6 6 6q16.2 6q16.3
51809 RefSeq 4 4 4q34.1 4q31.1
51816 RefSeq 22 22 22q11.1 22q11.2
53336 RefSeq X X Xq21.31 Xq21.3
53339 RefSeq 15 15 15q25.2 15q24
53342 RefSeq 13 13 13q12.11 13q12.11
53343 RefSeq 4 4 4q22.1 4q22.1
53346 RefSeq 15 15 15q25.2 15q24-q26
53371 RefSeq 4 4 4q21.1 4q21.1
53373 RefSeq 12 12 12q24.13 12q24.13
53407 RefSeq 4 4 4p16.3 4p16.3-p16.2



53630 RefSeq 16 16 16q23.2 16q21-q23
53635 RefSeq 19 19 19q13.33 19q13.33
53820 RefSeq 21 21 21q22.13 21q22.2
53822 RefSeq 19 19 19q13.12 19q13.12
53826 RefSeq 11 11 11q23.3 11q23.3
53827 RefSeq 19 19 19q13.12 19q12-q13.1
53828 RefSeq 10 10 10q11.21 10q11.21
53838 RefSeq 11 11 11q13.2 11q13

f-containing 6 and tRefSeq 11 11 11p15.4 11p15
53841 RefSeq 11 11 11p15.5 11p15.5

53905 RefSeq 15 15 15q21.1 15q15.3
53917 RefSeq 5 5 5q35.3 5q35.3
|| RefSeq 5 5 5q11.2 5q11.2
53919 RefSeq 12 12 12p12.2 12p12.3
53938 RefSeq 2 2 2q33.1 2q33.1
53940 RefSeq X X Xp21.2 Xp21
54039 RefSeq 21 21 21q22.3 21q22.3
54058 RefSeq 21 21 21q22.3 21q22.3

54065 RefSeq 21 21 21q22.11 21q22.12
54069 RefSeq 21 21 21q22.11 21q22.11
54072 RefSeq 21 21 21q21.2 21q21.3

e 21 open reading fRefSeq 21 21 21q22.3 21q22.3
54093 RefSeq 21 21 21q22.12 21q22.13
54097 RefSeq 21 21 21q22.3 21q22.3
54102 RefSeq 21 21 21q22.12 21q22.12

54107 RefSeq 9 9 9q32 9q33
54145 RefSeq 21 21 21q22.3 21q22.3
54148 RefSeq 21 21 21q21.3 21q21.3
54149 RefSeq 21 21 21q21.1 21q21.1
54187 RefSeq 9 9 9q22.33 9p24.1-p23
54206 RefSeq 1 1 1p36.23 1p36.12-36.33
54207 RefSeq 14 14 14q31.3 14q31
54212 RefSeq 8 8 8q11.21 8q11-q12
54221 RefSeq 2 2 2p25

54344 RefSeq 1 1 1q22 1q22
54346 RefSeq 6 6 6q27 6q27
54363 RefSeq 20 20 20p12.3 20p12
54407 RefSeq 12 12 12q13.11 12q
54413 RefSeq X X Xq13.1 Xq13.1
54414 RefSeq 11 11 11q24.2 11q24
54431 RefSeq 2 2 2q32.1 2q32.1
54432 RefSeq 1 1 1p32.3 1p33-p32.1
54433 RefSeq 4 4 4q25 4q25
54436 RefSeq 4 4 4p16.1 4p16.1
54437 RefSeq 3 3 3q21.1 3q21.1
54438 RefSeq 6 6 6p24.1 6pter-p22.1



54439 5 5q32
54440 RefSeq X X Xq25 Xq26
54442 RefSeq 16 16 16p13.3 16p13.3
54453 RefSeq 20 20 20p11.23
54454 2 2p24.1-p23.3

54456 RefSeq 22 22 22q13.33 22q13.33
54458 RefSeq 12 12 12q13.13 12q12
54460 RefSeq 1 1 1q21.2
54461 RefSeq 9 9 9q34.3 9q34.3
54462 RefSeq 10 10 10q23.1 10q23.1
54463 RefSeq 5 5 5p15.1 5p15.1
54464 RefSeq 3 3 3q23 3q23
54465 RefSeq 2 2 2p14 2p13-p15
54466 RefSeq X X Xp11.1 Xp11.1
54467 7 7q21.2
54468 RefSeq 7 7 7p21.3 7p22-p21
54469 RefSeq 15 15 15q25.1 15q25.1
54470 RefSeq X X Xq22.1 Xq21.33-q22.3
54471 RefSeq 22 22 22q13.1 22q13
54472 RefSeq 11 11 11p15.5 11p
54480 RefSeq 7 7 7q36.1 7q36.1
54482 RefSeq 1 1 1p21.2 1pter-q31.3
54487 RefSeq 22 22 22q11.21 22q11.2
54490 RefSeq 4 4 4q13.2 4q13.2
54491 RefSeq 5 5 5p15.2 5p15.2
54494 RefSeq 11 11 11q23.2 11q14.2-q14.3
54495 RefSeq 18 18 18q22.1 18q22
54496 RefSeq 16 16 16q22.1 16q22.1

54498 RefSeq 20 20 20p13 20p13
54499 RefSeq 1 1 1q24.1 1q22-q25
54502 RefSeq 4 4 4p14 4p13-p12
54503 RefSeq 11 11 11p15.1 11p15.1
54504 RefSeq 7 7 7p15.1 7p15-p14
54505 RefSeq 5 5 5q11.2 5q11.2
54507 RefSeq 1 1 1q21.2 1q21.2
54511 RefSeq 6 6 6p12.1 6p12.1
54512 RefSeq 8 8 8q24.3 8q24.3
54513 RefSeq 13 13 13q12.12 13q12.12
54514 RefSeq 5 5 5q11.2 5p15.2-p13.1
54518 RefSeq 10 10 10p12.1 10p12.1
54520 RefSeq 2 2 2q14.1 2q14.1
54521 RefSeq X X Xq24 Xq24

54529 RefSeq 2 2 2q32.2 2p24.3-q21.3
sequence similarityRefSeq 1 1 1q31.3 1q31.3
54531 RefSeq 19 19 19p13.3 19p13.3

54534 RefSeq 9 9 9q31.1 9q31.1
54535 RefSeq 6 6 6p21.33 6p21.3



54536 RefSeq 10 10 10q23.33 10q23.33
54538 RefSeq 11 11 11q24.2 11q24.2
54539 RefSeq X X Xp11.3 Xp11.3
54540 RefSeq 5 5 5q35.3 5q35.3
54541 RefSeq 10 10 10q22.1 10pter-q26.12
54542 RefSeq 9 9 9q33.2 9q34
54543 RefSeq 7 7 7p15.3 7p15.3
54544 RefSeq 1 1 1q21.3 1q21
54546 RefSeq 1 1 1p36.13 1p36.13
54549 RefSeq 17 17 17q25.1 17q25.1
54550 RefSeq 16 16 16q23.3 16q23.3
54551 RefSeq 15 15 15q11.2 15q11-q12
54552 RefSeq X X Xp11.22 Xp11.22
54555 RefSeq 19 19 19p13.11 19p12
54557 RefSeq 5 5 5q12.3 5q12.3
54558 RefSeq 1 1 1p33 1p33
54566 RefSeq 9 9 9q31.3 9q31-q32
transferase 1 famil RefSeq 2 2 2q37.1 2q37
transferase 1 famil RefSeq 2 2 2q37.1 2q37
transferase 1 famil RefSeq 2 2 2q37.1 2q37
54581 RefSeq 15 15 15q25.2 15q25-q26
 protein FLJ21125 RefSeq 22 22 22q11.21 22q11.21
54586 9 9p21
54596 RefSeq 1 1 1p31.3 1p31.3

54606 RefSeq 7 7 7p13 7p13
54617 RefSeq 15 15 15q15.1 15q15.1

 protein FLJ20674 RefSeq 12 12 12q24.23 12q24.23
54622 RefSeq 5 5 5q11.2 5p15.2
54623 RefSeq 19 19 19q13.2 19q13.1
54626 1 1p36.31-p36.11
54627 1 1q42.2
54629 RefSeq 15 15 15q21.3 15q21.3
54662 RefSeq 9 9 9q34.11 9q34.11
54663 RefSeq 11 11 11q12.3 11q12.3
54664 RefSeq 7 7 7p21.3 7p21.3
54665 RefSeq 1 1 1p13.2 1p13.2
54674 RefSeq 7 7 7q31.1 7q31.1
54675 RefSeq 20 20 20p12.3 20p13-p12.3
54676 RefSeq 6 6 6p21.1 6p21-p12
54680 RefSeq 1 1 1p22.3 1p22.3
54682 RefSeq 12 12 12p13.2 12p13.2
54707 RefSeq 1 1 1p36.11 1p36.11
54708 RefSeq 10 10 10q23.32 10q23.32-q23.33
54716 RefSeq 3 3 3p21.31 3p21.3
54718 RefSeq 6 6 6p22.1 6p22.1
84146 RefSeq 1 1 1p22.2 1p22.2

54441 7 7q11.23-q21.1



54517 7 7q22.3
54726 RefSeq 4 4 4q31.21 4q31.21
54732 RefSeq 5 5 5q35.3 5q35.3
54733 RefSeq 11 11 11q22.3 11q22.3
54734 RefSeq 11 11 11q22.3
54737 RefSeq 13 13 13q12.11 13q12.11
54738 RefSeq 2 2 2q35 2q36
54742 RefSeq 8 8 8q24.3 8q24.3
54744 RefSeq 1 1 1p36.23 1p36.23
54749 RefSeq 7 7 7p14.1 7p14.1
54751 RefSeq 1 1 1p36.13 1p36.13
54752 RefSeq 17 17 17q12 17q12
54754 9 9q22.32
54756 RefSeq 3 3 3p14.3 3p14.3
54757 RefSeq 17 17 17q24.2 17q24.2
54758 RefSeq 16 16 16q24.2 16q24.3
54760 RefSeq 19 19 19p13.3 19p13.3

RefSeq 3 3q13.31
54763 RefSeq 3 3 3q21.1 3q21.1
54764 RefSeq 10 10 10q26.13 10q26.13
54765 RefSeq 11 11 11p13 11p13
54768 RefSeq 16 16 16q22.2 16q22.2
54769 RefSeq 9 9 9q22.2 9q22.2
54777 RefSeq 10 10 10q26.3 10q26.3
54778 RefSeq 15 15 15q22.1 15q21
54780 RefSeq 10 10 10q26.13 10q26.13
54784 RefSeq 7 7 7q22.1 7q22.1
54785 RefSeq 17 17 17p13.1 17p13.1
54788 RefSeq 10 10 10q22.1 10q22.1
54790 RefSeq 4 4 4q24 4q24
54793 RefSeq 8 8 8p21.2 8p21.1

RefSeq 9 9 9p22.3 9p22.3-p22.2
54797 RefSeq 1 1 1p35.3 1p35.3
54798 RefSeq 4 4 4q31.3 4q31.3
54800 RefSeq 3 3 3q27.1 3q27.1
54801 RefSeq 9 9 9p22.1 9p22.1
54802 RefSeq 1 1 1p34.2 1p35.3-p34.1
54807 RefSeq 19 19 19q13.43 19q13.43
54808 RefSeq 18 18 18q21.1 18q12-q21.1
54809 RefSeq 7 7 7q21.2 7q21.2
54811 RefSeq 19 19 19p13.2 19p13.2
54813 RefSeq 14 14 14q21.2 14q21.2
54814 RefSeq 19 19 19q13.32 19q13.32
54815 RefSeq 19 19 19p13.11 19p13.11
54819 RefSeq 5 5 5q31.1 5q31.1

54823 RefSeq 1 1 1q25.3 1q25
54826 RefSeq 5 5 5q21.1 5q21.1
54827 RefSeq 11 11 11q23.2 11q23.2
54828 RefSeq 17 17 17q23.2 17q23
54829 RefSeq 9 9 9q22.31 9q22



54830 RefSeq X X Xq22.3 Xq22.3
54831 RefSeq 19 19 19p13.13 19p13.13
54834 RefSeq 1 1 1p12 1p12
54836 RefSeq 9 9 9q32 9q32
54838 RefSeq 10 10 10q24.32 10q24.32
54839 RefSeq 15 15 15q23 15q23
54841 RefSeq 13 13 13q33.1 13q32-q33.1
54842 RefSeq 2 2 2q32.2 2q32.2
54843 RefSeq 11 11 11q14.1 11q14
54845 RefSeq 8 8 8q22.1 8q22.1
brane family, mem RefSeq 3 3 3q13.2 3q13.2
54849 RefSeq 16 16 16q24.3 16q24.3
54851 RefSeq 11 11 11q21 11q21
54853 RefSeq 5 5 5q31.3 5q31.3
54854 RefSeq 19 19 19q13.32 19q13.32-q13.33
54855 RefSeq 1 1 1p12 1p12
54856 RefSeq 1 1 1q22 1q22
54857 RefSeq X X Xq13.1 Xq13.1

-peptidase I|| RefSeq 19 19 19p13.11 19p13.11
54859 RefSeq 3 3 3p21.31 3p21.31
54860 RefSeq 11 11 11q12.2 11q12
54862 RefSeq 19 19 19p13.12 19p13.12
54863 RefSeq 9 9 9q34.3
54865 RefSeq 1 1 1q22 1q22
54867 RefSeq 2 2 2p23.3 2p23.3
54868 RefSeq 17 17 17q25.1 17q25.1
54869 RefSeq 19 19 19q13.42 19q13.42
54870 RefSeq 3 3 3p21.31 3p21.31
54872 RefSeq 4 4 4p16.3 4p16.3
54873 RefSeq 1 1 1p21.2 1p22-p21
54874 RefSeq 1 1 1p22.1 1p22.1
54875 RefSeq 9 9 9p22.2 9p22.2
54876 RefSeq 4 4 4p15.32 4p15.32
54877 RefSeq 18 18 18q21.33 18q21.33
54878 RefSeq 15 15 15q22.31 15q22
54880 RefSeq X X Xp11.4 Xp11.4
54881 RefSeq 9 9 9q31.1 9q31.1

anslation initiation f RefSeq 5 5 5q31.2 5q31.2
54883 RefSeq 17 17 17q12 17q12
54884 RefSeq 2 2 2p11.2 2p11.2
54885 RefSeq X X Xq22.3 Xq22.3
54886 RefSeq 9 9 9q31.1 9q31.1
54887 RefSeq 6 6 6p21.31 6p21
54888 RefSeq 5 5 5p15.31 5p15.31
 protein FLJ20308 RefSeq 17 17 17p11.2 17p11.2
54891 RefSeq 2 2 2q33.3 2q33.3
54892 RefSeq 7 7 7q36.3 7q36.3
54893 RefSeq 15 15 15q13.3 15q13.3
54894 RefSeq 17 17 17q23.2 17q23.2
54896 RefSeq 1 1 1p36.13 1p36.13
54897 RefSeq 1 1 1p36.22 1p36.22



54898 RefSeq 6 6 6p24.2 6p24.1
54900 RefSeq 1 1 1q32.1 1q32.1
54901 RefSeq 6 6 6p22.3 6p22.3
54903 RefSeq 17 17 17q23.2 17q23.2
54905 RefSeq 7 7 7p22.3 7p22.3
54908 RefSeq 5 5 5q35.1 5q35.1
54910 RefSeq 2 2 2q11.2 2q11.2
54914 RefSeq 9 9 9p21.3 9p21
54915 RefSeq 20 20 20q13.33 20q13.33
54916 RefSeq 14 14 14q22.3 14q22.3
54918 RefSeq 3 3 3p23 3p23
54919 RefSeq 7 7 7p22.3 7p22.3
54920 RefSeq 16 16 16q22.1 16q22.1
54922 RefSeq 19 19 19q13.33 19q13.33
54923 RefSeq 20 20 20q13.33 20q13.3
54925 RefSeq 16 16 16p13.3 16p13.3
54927 RefSeq 7 7 7q32.3 7q32.3-q33
54929 RefSeq 19 19 19p13.11 19p13.11
54930 RefSeq 14 14 14q11.2 14q11.2
54931 RefSeq 3 3 3q12.3 3q12.3
54932 RefSeq 9 9 9q34.3 9q34.3
54933 RefSeq 1 1 1p34.3 1p34.3
54934 RefSeq 12 12 12q13.11 12q13.11
54937 RefSeq 13 13 13q13.3 13q13.3
54938 RefSeq 19 19 19q13.2 19q13.2
54939 RefSeq 15 15 15q24.2 15q23
54940 RefSeq 4 4 4p12 4p11
54941 RefSeq 18 18 18q12.1 18q12.1
54942 RefSeq 9 9 9q31.3 9q31.3
54943 RefSeq 21 21 21q22.11 21q22.11
54946 RefSeq 3 3 3q21.2 3q21.2
54947 RefSeq 16 16 16q12.2 16q12.2
54948 RefSeq 11 11 11q12.1
54949 RefSeq 11 11 11q12.2 11q12.2
54951 RefSeq 4 4 4p12 4p12
54952 RefSeq 1 1 1p35.3 1p35.3
54953 RefSeq 1 1 1q31.1 1q25
54954 RefSeq X X Xp11.22 Xp11.22
54955 RefSeq 1 1 1p34.3 1p34.3
54956 RefSeq 15 15 15q22.31 15q22.31
54957 RefSeq 16 16 16q22.2 16q22.2
54958 RefSeq 19 19 19q13.32 19q13.32
54959 RefSeq 4 4 4q13.3 4q13.3
54960 RefSeq X X Xp22.2 Xp22.2
54962 RefSeq 15 15 15q22.31 15q22.31
54964 RefSeq 1 1 1q21.2 1q21.2
54965 RefSeq 3 3 3q29 3q29
54967 RefSeq X X Xq26.3 Xq26.3
54968 RefSeq 8 8 8q21.11 8q21.11
54969 RefSeq 4 4 4q33 4q33
54970 RefSeq 11 11 11q23.1 11q23.1-q23.2



54972 RefSeq 11 11 11q12.2 11q12.2
54973 RefSeq 1 1 1p36.33 1p36.33
54976 RefSeq 20 20 20p13 20p13
54977 RefSeq 3 3 3p22.2 3p22.2
54978 RefSeq 2 2 2p23.3 2p23.3
54979 RefSeq 11 11 11q12.3 11q12.3
54980 RefSeq 2 2 2p13.3 2p13.3
54981 RefSeq 9 9 9q21.13 9q21.13
54985 RefSeq 16 16 16p13.3 16p13.3
54987 RefSeq 1 1 1p32.3 1p32.3
54988 RefSeq 16 16 16p12.3 16p12.3
54989 RefSeq 15 15 15q14 15q14
54991 RefSeq 1 1 1p36.33 1p36.33

nd SCAN domain c RefSeq 15 15 15q25.2 15q25.2
54994 RefSeq 20 20 20q13.33 20q13.33
54995 RefSeq 3 3 3p24.2 3p24.2
54996 RefSeq 1 1 1q41 1q41
54997 RefSeq 12 12 12q24.22 12q24.22
55000 RefSeq 22 22 22q12.2 22q12.2
55001 RefSeq 1 1 1p32.3 1p32.3
55002 RefSeq 13 13 13q34 13q34
55003 RefSeq 6 6 6p24.3 6p24.1
55004 RefSeq 11 11 11q13.4 11q13.4
55005 RefSeq 6 6 6q25.1 6q25.1
55006 RefSeq 2 2 2p23.2 2p23.2
55007 RefSeq 22 22 22q13.31 22q13
55009 RefSeq 19 19 19p13.3 19p13.3
55010 RefSeq 12 12 12q23.2 12q23.3
55011 RefSeq 19 19 19q13.33 19q13.33
55012 RefSeq 14 14 14q13.2 14q13.2
55013 RefSeq 4 4 4q25 4q25
55014 RefSeq 9 9 9q31.1 9q31.1
55015 RefSeq 14 14 14q21.2 14q21.3
55016 RefSeq 4 4 4q32.2 4q32.2
55017 RefSeq 14 14 14q11.2 14q11.2
55018 RefSeq 17 17 17q21.33 17q21.33
55020 RefSeq 22 22 22q13.31 22q13
55022 RefSeq 2 2 2q36.3 2q36.3
55024 RefSeq 4 4 4q24 4q24
55026 RefSeq X X Xq24 Xq24
55027 RefSeq 16 16 16q12.1 16q12.1
55028 RefSeq 17 17 17q25.1 17q25.1
55030 RefSeq 14 14 14q22.3 14q22.3
55031 RefSeq 11 11 11p15.3 11p15.3
55032 RefSeq 3 3 3q13.2 3q13.2
55035 RefSeq 9 9 9q22.31 9q22.31
55036 17 17q25.3
55037 RefSeq 2 2 2p11.2 2p11.2
55039 RefSeq 8 8 8q24.13 8q24.13
55040 RefSeq 17 17 17q21.33 17q21.33
55041 RefSeq 2 2 2q21.1 2q21.1



55048 11 11q12.2
55051 RefSeq 14 14 14q32.11 14q32.12
55052 RefSeq 1 1 1p36.33 1p36.3-p36.2
55054 RefSeq 2 2 2q37.1 2q37.1
55055 RefSeq 15 15 15q22.31 15q22.31
55061 RefSeq 1 1 1q41 1q41-q42.11
55062 RefSeq 17 17 17q24.2 17q24.2
55063 RefSeq 7 7 7q22.1 7q22.1
55064 RefSeq 9 9 9p24.2 9p24.2-p24.1
55068 RefSeq 13 13 13q14.11 13q14.11
55069 RefSeq 7 7 7q11.21 7q11.21
55070 RefSeq 15 15 15q25.3 15q25.3
55071 RefSeq 9 9 9q21.13 9q21.13
55074 RefSeq 8 8 8q23.1 8q23
55075 RefSeq 15 15 15q23 15q22-q24
55079 RefSeq 3 3 3p14.2 3p14.2
55080 RefSeq 12 12 12p13.31 12p13.31
55082 RefSeq 13 13 13q33.3 13q33.3
55083 1 1q44
55084 RefSeq 6 6 6q21 6q21
55086 RefSeq X X Xq22.3 Xq22.3
55088 RefSeq 10 10 10q25.3 10q25.3
55089 RefSeq 12 12 12q13.11 12q13
55090 RefSeq 17 17 17p11.2 17p11.2
55092 RefSeq 1 1 1p36.21 1p36.21
55093 RefSeq 8 8 8q24.13 8q24.13
55094 RefSeq 19 19 19q13.11 19q13.11

55096 RefSeq 3 3 3p13 3p13

55100 RefSeq 5 5 5p13.2 5p13.2
55049 RefSeq 19 19 19p13.11 19p13.11

54913 RefSeq 15 15 15q24.1 15q24.1
55101 RefSeq 19 19 19q13.2 19q13.2
54816 15 15q21.3
54832 RefSeq 15 15 15q22.2 15q22.2
55102 RefSeq 14 14 14q32.2 14q32.2
55104 RefSeq 5 5 5p12 5p12
55105 RefSeq 1 1 1q41 1q41
55106 RefSeq 17 17 17q12 17q12
55107 RefSeq 11 11 11q13.3 11q13.3
55108 RefSeq 1 1 1p35.1 1p35.1
55110 RefSeq 12 12 12p13.2 12p13.2
55111 RefSeq 19 19 19p13.3 19p13.3
55112 RefSeq 7 7 7q36.3 7q36.3
55113 RefSeq 1 1 1p35.3 1p35.3
55114 RefSeq 16 16 16p12.1 16p12.1
55116 RefSeq 1 1 1p35.1 1p35.1
55117 RefSeq 12 12 12q21.31 12q21.3
55118 RefSeq 10 10 10q24.2 10q22



55119 RefSeq 1 1 1p13.3 1p13.3
55120 RefSeq 2 2 2p16.1 2p16.1
protein PRO2266||RefSeq 6 6 6q15 6q15
55125 18 18p11.21
55127 1 1q43
55128 RefSeq 11 11 11p15.4 11p15.4
55129 RefSeq 3 3 3p22.1 3p22.1-p21.33
55130 RefSeq 10 10 10p12.1 10p12.1-p11.23
55131 RefSeq 7 7 7q32.1 7q32.2
55132 RefSeq 4 4 4q28.2 4q28.2
55133 RefSeq 2 2 2p21 2p21
55135 RefSeq 17 17 17p13.1 17p13.1
55137 RefSeq 2 2 2q24.3 2q24.3
55138 RefSeq 12 12 12p13.31 12p13.31
55139 RefSeq 2 2 2q35 2q35
55140 RefSeq 8 8 8p21.1 8p21.1
55142 RefSeq 15 15 15q15.1 15q15.1
55143 RefSeq 1 1 1p34.3 1p34.3
55144 RefSeq 1 1 1p22.2 1p22.2
55145 RefSeq 8 8 8p11.21 8p11.21
55146 RefSeq 7 7 7p22.1 7p22.1
55147 RefSeq 14 14 14q11.2 14q11.2
55148 RefSeq 14 14 14q32.13 14q32.13
55149 RefSeq 10 10 10p11.23 10p11.23
55150 RefSeq 19 19 19q13.33 19q13.33
55151 RefSeq 9 9 9q31.2 9q31.2
55152 RefSeq 3 3 3p21.31 3p21.31
55153 RefSeq 4 4 4q21.1 4q21.1
55154 RefSeq 1 1 1q22 1q22
55157 RefSeq 1 1 1q25.1 1q25.1

RefSeq 16 16q22.3
55160 RefSeq 1 1 1p36.13 1p36.13
55161 RefSeq 4 4 4p13 4p13
55163 RefSeq 17 17 17q21.32 17q21.32
55164 RefSeq 3 3 3p13 3p13
55165 RefSeq 10 10 10q23.33 10q23.33
55166 RefSeq 6 6 6p12.3 6p12.3
55167 RefSeq 3 3 3q22.2 3q22.2
55168 RefSeq 6 6 6p21.1 6p21.3
55170 RefSeq 1 1 1p13.3 1p13.3
55171 RefSeq 3 3 3q27.3 3q27.3
55172 RefSeq 14 14 14q21.3 14q21.3
55173 RefSeq 6 6 6p21.1 6p21.1-p12.1
55174 RefSeq 8 8 8p21.3 8p21.3
55175 RefSeq 17 17 17q21.2 17q21.2
55176 RefSeq 10 10 10p14 10p14
55177 RefSeq 15 15 15q15.1 15q15.1
55178 RefSeq 17 17 17p13.3 17p13.3
55180 RefSeq 15 15 15q26.3 15q26.3
55181 RefSeq 17 17 17q23.2 17q23.2
55182 RefSeq 1 1 1p34.1 1p34.1



55183 RefSeq 2 2 2q23.3 2q23.3
55184 RefSeq 20 20 20p11.23 20p11.23
55186 RefSeq 3 3 3q23 3q23
55187 RefSeq 1 1 1p36.22 1p36.22-p36.21
55188 RefSeq 12 12 12q23.3 12q23.3
55190 RefSeq X X Xp11.22 Xp11.22
55191 RefSeq 11 11 11q13.4 11q13.4
55192 RefSeq 15 15 15q15.1 15q15.1
55193 RefSeq 3 3 3p21.1 3p21
55194 RefSeq 1 1 1p34.3 1p34.3
55195 RefSeq 14 14 14q22.3 14q22.3
55196 RefSeq 12 12 12p11.21 12p11.21
55198 RefSeq 12 12 12q23.3 12q24.1
 protein MGC1627RefSeq 11 11 11q13.4 11q13.4
55201 RefSeq 19 19 19p13.11 19p13.11
55203 RefSeq 4 4 4p15.2 4p15.2
55204 RefSeq 1 1 1q21.2 1q21.2
55205 RefSeq 18 18 18q21.32 18q21.32
y notch homolog 1 RefSeq 12 12 12q24.31 12q24.31
55207 RefSeq 3 3 3p26.1 3p26.1
55208 RefSeq 13 13 13q34 13q34
55209 3 3p25.3
55210 RefSeq 1 1 1p36.33 1p36.33
55211 RefSeq 3 3 3q13.13 3q13.13
55213 RefSeq 13 13 13q14.2 13q14
55214 RefSeq 3 3 3q28 3q28
55215 RefSeq 15 15 15q26.1 15q25-q26
55216 RefSeq 11 11 11q23.1 11q23.1
55217 RefSeq X X Xq28 Xq28
55218 RefSeq 14 14 14q24.1 14q24.1
 protein FLJ10748 RefSeq 1 1 1q32.1 1q32.1
55222 RefSeq 10 10 10q22.1 10q22.1
55223 RefSeq 1 1 1p35.1 1p35.1

55226 RefSeq 11 11 11p13 11p13
55227 RefSeq 6 6 6p12.1 6p12.1
55228 RefSeq 19 19 19q13.32 19q13.32
55230 RefSeq 2 2 2q37.1 2q37.1
55231 RefSeq 11 11 11q13.2 11q13.2
55233 RefSeq 2 2 2p13.1 2p13.1
55234 RefSeq 9 9 9p21.1 9p12
55236 RefSeq 4 4 4q13.2 4q13.2
55237 RefSeq 14 14 14q24.3 14q24.3
55238 RefSeq 16 16 16q21 16q21
55239 RefSeq 16 16 16q12.2 16q12.2
55243 RefSeq 1 1 1q23.1 1q21-q25
55244 RefSeq 17 17 17p11.2 17p11.2
55246 RefSeq 8 8 8p21.1 8p21.1
55247 RefSeq 4 4 4q34.3 4q34.3
55248 RefSeq 1 1 1q32.3 1q32.3
55251 RefSeq 20 20 20q13.33 20q13.33



55252 RefSeq 2 2 2p23.3 2p24.1
55253 RefSeq 7 7 7q11.21 7q11.21
55254 RefSeq 3 3 3q13.33 3q13.33
55255 RefSeq 5 5 5q13.3 5q13.3
55256 RefSeq 2 2 2p25.2 2p25.2
55257 RefSeq 20 20 20q13.33 20q13.33
55258 RefSeq 2 2 2p11.2 2p11.2
55259 RefSeq 12 12 12p12.1 12p12.1
55260 RefSeq 19 19 19q13.32 19q13.32
55262 RefSeq 7 7 7q22.1 7q22.1
55264 RefSeq 21 21 21q22.11 21q22.11
55266 RefSeq 12 12 12q21.1 12q21.1
55268 RefSeq 1 1 1p32.3 1p32.3
55269 RefSeq 13 13 13q12.11 13q12.11
55270 RefSeq 13 13 13q14.2 13q14.2
55272 RefSeq 15 15 15q24.2 15q24
55273 RefSeq 17 17 17q23.1 17q23.1
55274 RefSeq 6 6 6q27 6q27
55275 RefSeq 17 17 17p13.3 17p13.3
55276 RefSeq 4 4 4p14 4p14
55278 RefSeq 6 6 6q21 6q21
55279 RefSeq 3 3 3p11.1 3p11.1
55280 RefSeq 10 10 10q24.31 10q24.31
55281 RefSeq 7 7 7q33 7q33
55282 RefSeq 16 16 16q22.1 16q22.1
55285 RefSeq X X Xq22.3 Xq22.1-24
55286 RefSeq 4 4 4p14 4p14
55287 RefSeq 3 3 3p25.2 3p25.2
55288 RefSeq 17 17 17q11.2 17q11.2
55291 RefSeq 11 11 11q13.2 11q13
55295 RefSeq 19 19 19p13.11 19p13.11
55296 RefSeq 4 4 4p15.2 4p15.2
55297 RefSeq 12 12 12p11.22 12p11.22
55298 RefSeq 11 11 11q13.4 11q13.4
55299 RefSeq 5 5 5p13.2 5p13.2
55303 RefSeq 7 7 7q36.1 7q36.1
55304 RefSeq 20 20 20p12.1 20p12.1

Glu-Ala-As) box polyRefSeq 16 16 16q22.1 16q22.1
55311 RefSeq 19 19 19q13.43 19q13.43
55313 RefSeq 16 16 16p13.12 16p13.12
55314 RefSeq 4 4 4q32.1 4q32.1
55315 RefSeq 10 10 10q22.1 10q22.1
55316 RefSeq 17 17 17q21.33 17q21.33
55317 RefSeq 20 20 20p13 20p13
55319 RefSeq 4 4 4q32.2 4q32.2
55320 RefSeq 14 14 14q21.2 14q21.3
55322 RefSeq 5 5 5p13.3 5p13.3
55323 RefSeq 15 15 15q23 15q23
55325 RefSeq 4 4 4q35.1 4q35.1
55326 RefSeq 8 8 8p23.1 8p23.1
55327 RefSeq 11 11 11p14.1 11p14



55328 RefSeq 10 10 10q23.31 10q23.31
55329 RefSeq 15 15 15q21.3 15q21.3
55330 RefSeq 4 4 4p16.1 4p16.1
55331 RefSeq 11 11 11q13.5 11q13.5
55332 RefSeq 12 12 12q23.2 12q23.3
55333 RefSeq 14 14 14q24.2 14q24.2
55334 RefSeq 14 14 14q24.1 14q24.1

homolog 3B (C. eleRefSeq 9 9 9q31.1 9q31.1
55336 RefSeq 16 16 16q22.1 16q22.1
55337 RefSeq 19 19 19p13.2 19p13.2
55338 RefSeq 5 5 5q14.3 5q14.3
55339 RefSeq 2 2 2q14.3 2q14.3
55340 RefSeq 7 7 7q36.1 7q36.1
55341 RefSeq 3 3 3q29 3q29
55342 RefSeq 9 9 9q33.3 9q33.3
55343 RefSeq 11 11 11p11.2 11p11.2
55344 RefSeq X Xp22.33
55345 RefSeq 4 4 4q25 4q25
55346 RefSeq 11 11 11p13 11p13
55347 RefSeq 3 3 3q13.2 3q13.2
55349 RefSeq 3 3 3p21.1 3p21.1
55350 RefSeq 6 6 6q23.2 6q23-q24
55352 RefSeq 17 17 17q11.2 17q11.2
55353 RefSeq 8 8 8q22.1 8q22.1
55356 RefSeq 1 1 1p13.1 1p13.1
55357 RefSeq 9 9 9q22.33 9q22.33

55363 RefSeq 9 9 9q22.33 9q22.33
55364 RefSeq 18 18 18q11.2 18q11.2-q12.1
55365 RefSeq 7 7 7q36.1 7q36.1
55374 RefSeq 5 5 5q31.3 5q31.3
55379 RefSeq 17 17 17q21.33 17q21.33
55388 RefSeq 10 10 10p13 10p13

55421 RefSeq 17 17 17p13.2 17p13.2
55422 RefSeq 19 19 19q13.42 19q13.3-q13.4
55425 RefSeq 13 13 13q14.12 13q13-q14
55435 RefSeq 4 4 4q25 4q25

RefSeq 14 14q32.11
55454 RefSeq 10 10 10q11.21 10q11.21
55471 RefSeq 2 2 2p22.2 2p22.2
55486 RefSeq 3 3 3q27.1 3q27.1
55501 RefSeq 7 7 7p22.3 7p22
55505 RefSeq 15 15 15q14 15q14-q15
55508 RefSeq 12 12 12q15 12q15
55510 RefSeq 6 6 6q13 6q12-q13
55511 RefSeq X X Xq26.3 Xq26
55520 RefSeq 18 18 18q21.1 18q21
55521 RefSeq 5 5 5q22.3 5q22.3
55526 RefSeq 10 ? 10p14 10p14
55527 RefSeq 19 19 19p13.3 19p13.3



55529 RefSeq 8 8 8q21.3 8q21.3
55530 RefSeq 12 12 12q24.11 12q24.11
55531 RefSeq 11 11 11q22.3 11q22.3
55532 RefSeq 1 1 1q41 1q41
55534 RefSeq 4 4 4q31.1 4q28

ctor RAM2|| RefSeq 7 7 7p15.3 7p15.3
55539 RefSeq 11 11 11p15.4 11p15.4
55544 RefSeq 20 20 20q13.32 20q13.32
55552 19 19p13.2
55553 RefSeq 11 11 11p15.2 11p15.3
55554 RefSeq 19 19 19q13.41 19q13.41
55556 RefSeq 18 18 18p11.32 18p11.32
55565 RefSeq 16 16 16q22.2 16q22.2
55567 RefSeq 16 16 16p12.3 16p12.3
yl-alpha-D-galactosRefSeq 5 5 5q33.2 5q33.2
55571 RefSeq 2 2 2q11.2 2q11.2
55572 RefSeq 11 11 11q24.2 11q24.2
55573 RefSeq 3 3 3q22.1 3q22.1
55576 RefSeq 12 12 12q23.3 12q23.3

RefSeq 2 2p16.1
55267 RefSeq 22 22 22q13.31 22q13.31
57369 RefSeq 15 15 15q14 15q14
55582 RefSeq 9 9 9q21.32 9q21.32

55591 RefSeq 12 12 12q22 12q22
al protein LOC9249RefSeq 12 12 12q23.1 12q23.3
55593 RefSeq X X Xp11.23 Xp11.23
55596 RefSeq 12 12 12q24.31 12q24.31
55599 RefSeq 1 1 1p21.1 1p21
55600 RefSeq 1 1 1q23.3
55601 RefSeq 4 4 4q32.3 4q32.3
55602 RefSeq 4 4 4q35.1 4q35.1
55603 RefSeq 6 6 6q14.1 6q14
55604 RefSeq 6 6 6p22.2 6p22.2
55608 RefSeq 13 13 13q34 13q34
55609 RefSeq X X Xq25 Xq25
55610 RefSeq 7 7 7q21.3 7q21.3
55612 RefSeq 20 20 20p12.3 20p12.3
55616 RefSeq 1 1 1p36.12 1p36.12
55617 RefSeq 20 20 20p12.1 20p12.1

55620 RefSeq 19 19 19p13.3 19p13.3
55621 RefSeq 19 19 19p13.13 19p13.13
55622 RefSeq 2 2 2p22.3 2p22.3
55623 RefSeq 16 16 16p12.3 16p12.3
nnose beta1,2-N-aRefSeq 1 1 1p34.1 1p34.1
55625 RefSeq 16 16 16q24.1 16q24.1

55627 RefSeq 2 2 2q21.1 2q21.1
55628 RefSeq 18 18 18q22.3 18q23
55632 RefSeq 14 14 14q12 14q12



55633 RefSeq 6 6 6p21.2 6p21.2
55634 RefSeq X X Xp11.3 Xp11.3

55638 RefSeq 8 8 8q23.2 8q23.2
55640 RefSeq 14 14 14q24.3 14q24.3
55643 RefSeq 19 19 19p13.3 19p13.3
55644 RefSeq 14 14 14q11.2 14q11.2
55646 RefSeq 4 4 4p16.3 4p16.3
55650 RefSeq 1 1 1p36.11 1p36.11
55651 RefSeq 5 5 5q35.3 5q35.3
55652 RefSeq 12 12 12q13.11 12q13.11
55653 RefSeq 20 20 20q13.13 20q13.13
55654 RefSeq 2 2 2q11.2 2q11.2
55656 RefSeq 8 8 8q22.1 8q22.1
55657 RefSeq 1 1 1q44 1q44
55658 RefSeq 19 19 19p13.3 19p13.3
55659 RefSeq 19 19 19q13.43 19q13.4
55660 2 2q23.3
55661 RefSeq 20 20 20q13.13 20q13.13
 protein FLJ20626 RefSeq 19 19 19q13.43 19q13.43
55665 RefSeq 7 7 7p13 7p13
55666 RefSeq 17 17 17q25.3 17qter
55667 RefSeq 9 9 9p22.1 9p22.1
55668 RefSeq 14 14 14q24.3 14q22.1-q24.3
55669 RefSeq 3 3 3q26.32 3q26.32
55670 RefSeq 22 22 22q11.21 22q11.21
55671 RefSeq 14 14 14q32.12 14q32.12
55676 RefSeq 2 2 2p22.3 2p22.3
55677 RefSeq 2 2 2q14.3 2q14.3

ed receptor 17|| RefSeq 2 2 2q14.3 2q14.3
55680 RefSeq 10 10 10q21.3 10q21.3
55683 RefSeq 2 2 2q11.2 2p12-p11.2
55684 RefSeq 9 9 9q34.3 9q34.3
55686 RefSeq 2 2 2q35 2q35
55687 RefSeq 22 22 22q13.31 22q13
55689 RefSeq 3 3 3q27.1 3q27.1
55690 RefSeq 11 11 11q13.1 11q13.1-q13.2
55691 RefSeq 10 10 10p13 10p13
55692 RefSeq 16 16 16p13.3 16p13.3
55693 RefSeq 11 11 11q21 11q21
55696 RefSeq 5 5 5q33.1 5q33.1
55697 RefSeq 16 16 16q22.1 16q22.1
55698 RefSeq 7 7 7p22.1 7p22
55699 RefSeq 1 1 1q41 1q41
55700 RefSeq 1 1 1p34.3 1p34.3

55702 RefSeq 19 19 19p13.3 19p13.3
55703 RefSeq 12 12 12q23.3 12q23.3
55705 RefSeq 1 1 1q32.1 1q32.1
55706 RefSeq 1 1 1p32.3 1p32.3
55707 RefSeq 1 1 1p36.13 1p36.13



and BTB (POZ) doRefSeq 11 11 11p11.2 11p11.2
55711 RefSeq 12 12 12p11.22 12p11.22
55713 RefSeq 20 20 20q13.12 20q13.12
55718 RefSeq 16 16 16p12.1 16p12.1
rotein LOC143286 RefSeq 10 10 10q24.31 10q24.32
55720 RefSeq 17 17 17p13.3 17p13.3
55721 RefSeq 1 1 1p35.1 1p36.11-p34.2
55722 RefSeq 5 5 5p15.33 5p15.33
55723 RefSeq 19 19 19p13.12 19p13.12
55726 RefSeq 12 12 12p11.23 12p11.23
55731 RefSeq 17 17 17q11.2 17q11.2
55732 RefSeq 1 1 1q24.2 1q24.2
55733 RefSeq 1 1 1q32.2 1q32

0) homolog, subfamRefSeq 1 1 1p36.31 1p36.31
55739 RefSeq 13 13 13q34 13q34
55740 RefSeq 1 1 1q42.12 1q42.12

RefSeq 7 7p13
55745 RefSeq 14 14 14q22.3 14q22.3
55746 RefSeq 1 1 1q42.13 1q42.13
55747 10 10q11.22
55748 RefSeq 18 18 18q22.3 18q22.3
55749 RefSeq 10 10 10q21.3 10q21.3
55751 RefSeq 4 4 4q31.23 4q31.23
55753 RefSeq 10 10 10q11.23 10q11.23
55754 RefSeq 6 6 6q14.1 6q14.1
55756 RefSeq 8 8 8p21.1 8p21.1
55757 RefSeq 13 13 13q32.1 13q32.1
55758 RefSeq 1 1 1q32.3 1q32.3
55760 RefSeq 10 10 10q26.2 10q26.2
55761 RefSeq 11 11 11p12 11p12-p11.2
55762 RefSeq 19 19 19q13.41 19q13.41
55763 RefSeq 4 4 4q12 4q12
55768 RefSeq 3 3 3p24.2 3p24.2
55770 RefSeq 6 6 6p25.3 6p25.3
55771 RefSeq 17 17 17q23.2 17q23.2
55773 RefSeq 3 3 3q12.2 3q12.2
55776 RefSeq 6 6 6p21.2 6p21.2
55777 RefSeq 2 2 2q23.1 2q23.1
55778 RefSeq 14 14 14q32.32 14q32.32
55779 RefSeq 3 3 3q13.2 3q13.2

55783 RefSeq 16 16 16q22.2 16q22.2
55784 RefSeq 15 15 15q26.2 15q26.2
55786 RefSeq 19 19 19q13.42 19q13.42
55787 RefSeq X X Xp22.2 Xp22.2
55788 RefSeq 6 6 6q13 6q13
55789 RefSeq 5 5 5q12.1 5q12.1
55790 RefSeq 8 8 8p21.3 8p21.3
55791 RefSeq 1 1 1p13.3 1p13.3
55793 RefSeq 1 1 1q21.2 1q21.2
55794 RefSeq 16 16 16q22.1 16q22.1



55795 RefSeq 13 13 13q34 13q34
55796 RefSeq X X Xq26.2 Xq26.2
55798 RefSeq 7 7 7q32.1 7q32.2
55799 RefSeq 3 3 3p21.1 3p21.1
55800 RefSeq 11 11 11q24.1 11q24.1
55803 RefSeq 17 17 17q11.2 17q11.2
55805 RefSeq 4 4 4q35.1 4q35.1
55808 RefSeq 17 17 17q25.1 17q25.1
55812 RefSeq 14 14 14q31.3 14q31.3
55813 RefSeq 17 17 17q11.2 17q11.2
55815 RefSeq 16 16 16q22.1 16q22.1
55818 RefSeq 2 2 2p11.2 2p11.2
55819 RefSeq 5 5 5q35.3 5q35.3
55823 RefSeq 11 11 11q23.3 11q23
ge system protein RefSeq 1 1 1q24.2 1q24.2
55829 RefSeq 15 15 15q26.3 15q26.3
55831 RefSeq 3 3 3p25.3 3p25.3
55832 RefSeq 12 12 12q14.3 12q14
55836 RefSeq 6 6q25.3
55837 RefSeq 14 14 14q13.1 14q13.1
55841 RefSeq X X Xp22.2 Xp22.32
55843 RefSeq 2 2 2q22.2 2q22.3
55845 RefSeq 3 3 3p25.3 3p25.3
55846 RefSeq 12 12 12p13.33 12p13.33
55847 RefSeq 10 10 10q21.1 10q21.1
55848 RefSeq 9 9 9p24.1 9p24.1
55849 RefSeq X X Xq23 Xq23
55850 RefSeq 19 19 19p13.11 19p13.11
55851 RefSeq 19 19 19q13.12 19q13.12
55852 RefSeq 17 17 17q23.3 17q23.3
55853 RefSeq 10 10 10p15.3 10p15.3
55854 RefSeq 2 2 2q32.1 2q32.1

equence similarity 4RefSeq X Xq25
55856 RefSeq 6 6 6p22.2 6p22.2
55857 RefSeq 20 20 20p11.23 20pter-q11.23
55858 RefSeq 4 4 4q12 4q12
55859 RefSeq X X Xq22.1 Xq21-q23
55861 RefSeq 20 20 20q13.12 20q13.12
55862 RefSeq 6 6 6q22.33 6q22.33
55863 RefSeq 11 11 11q14.1 11q14.1
55867 RefSeq 11 11 11q13.1 11q13.1
n containing 1|| RefSeq 9 2 9p24.3 9p24.3
55876 RefSeq 17 17 17q21.1 17q21.1
55884 RefSeq 12 12 12q24.23 12q24.23
55888 RefSeq 3 3 3p21.32 3p22.3-p21.1
igen, golgin subfamRefSeq 15 15 15q24.1 15q24.1
55891 RefSeq 1 1 1q22 1q22
55892 RefSeq 3 3 3q26.2 3q26.2
55894 RefSeq 8 8 8p23
55897 RefSeq 15 15 15q26.1 15q26.1
55898 RefSeq 15 15 15q26.1 15q26.1



55900 RefSeq 19 19 19q13.11 19q13.11
55901 RefSeq 13 13 13q14.3 13q14.3
55905 RefSeq 20 20 20q13.13 20q13.13
55906 RefSeq X X Xq11.2 Xq11.2
55907 RefSeq 12 12 12p12.1 12p12.1
55908 RefSeq 19 19 19p13.2 19p13.2
55909 RefSeq 8 8 8p21.3 8p21.3
55914 RefSeq 5 5 5q12.3 5q12.3
55915 RefSeq 7 7 7p11.2 7q31.1-q31.33
55916 RefSeq X X Xq23 Xq23
55917 RefSeq 1 1 1p13.2 1p13.2
55920 RefSeq 1 1 1p36.13 1p36.13
55922 RefSeq X X Xq24 Xq24
55924 RefSeq 1 1 1p13.2 1pter-q31.3
55929 RefSeq 1 1 1p34.1 1p34
55930 RefSeq 15 15 15q21.2 15q21
55954 RefSeq 22 22 22q12.2 22cen-q12.3

5|| RefSeq 19 19 19q13.12 19q13.1
55958 RefSeq 9 9 9p21.3 9p22
55966 RefSeq 1 1 1p36.32 1p36.32
55967 RefSeq 12 12 12q22 12q22
55968 RefSeq 20 20 20p13 20p13
55969 RefSeq 20 20 20q11.23 20q11.23
55974 RefSeq 1 1 1q22 1q22
55975 RefSeq 7 7 7p15.3 7p15.3
55998 RefSeq X X Xq22.1 Xq22
56000 RefSeq X X Xq22.1 Xq22-q23
56001 RefSeq X X Xq22.1
56005 RefSeq 19 19 19p13.3 19p13.3
56006 RefSeq 19 19 19q13.31 19q13.31
56034 RefSeq 4 4 4q32.1 4q32
56062 RefSeq X X Xq21.31 Xq21.3
56063 RefSeq 1 1 1p35.1 1p36.11-p34.2

erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31
erin gamma subfamRefSeq 5 5 5q31.3 5q31



rin beta 13|| RefSeq 5 5 5q31.3 5q31
56127 RefSeq 5 5 5q31.3 5q31
56128 RefSeq 5 5 5q31.3 5q31
56129 RefSeq 5 5 5q31.3 5q31
84078 RefSeq 13 13 13q14.11 13q14.11
55672 1 1p36.13
55737 RefSeq 16 16 16q11.2 16q12
56154 RefSeq 8 8 8p12 8p12
56156 RefSeq X X Xq22.3 Xq22.3
56157 RefSeq X X Xq22.3 Xq22.3
56158 RefSeq 11 11 11q23.1 11q22
56159 RefSeq X X Xq13.1 Xq13.1
56160 RefSeq 15 15 15q13.1 15q13.1
56163 RefSeq 13 13 13q12.12 13q12.12
56165 RefSeq 10 10 10q25.3 10q25.3
56169 RefSeq 8 8 8q24.21 8q24.1-q24.2
56171 RefSeq 2 2 2q32.3 2q32.3
56180 RefSeq X X Xq26.3 Xq26.3
56181 RefSeq 1 1 1p36.11 1p36.11
56203 RefSeq 3 3 3p14.1 3p14.1

56241 RefSeq 22 22 22q11.23 22q11-q12
cal protein BC0141 RefSeq 19 19 19p12 19p13.11
56244 RefSeq 6 6 6p21.32 6p21.3
56245 RefSeq 21 21 21q22.11 21q22.1
56246 RefSeq 21 21 21q22.11 21q22.1
56254 RefSeq 9 9 9q31.1 9q22
56255 RefSeq 20 20 20p12.3 20p12
56256 RefSeq 1 1 1q32.2 1q32.1-q41
56257 RefSeq 7 7 7q22.1 7q22.1
56260 RefSeq 8 8 8q13.1 8q13.1
56261 RefSeq 20 20 20p12.3 20p12.3
56262 RefSeq 9 9 9q34.11 9q34.11
56265 RefSeq 20 20 20p13 20p13-p12.3

notransferase III|| RefSeq 1 1 1p22.2 1p22.2
56269 RefSeq 19 19 19q13.31 19q13.31
56270 RefSeq 17 17 17q25.3 17q25.3
56271 X Xq22.1-q22.3
56287 RefSeq 2 2 2p13.3 2p13.3
56301 RefSeq 19 19 19q13.11 19q13.1
56339 RefSeq 14 14 14q11.2 14q11.1
56341 RefSeq 12 12 12p13.32 12p13.3
g protein 3|| RefSeq 19 19 19q13.32 19q13.33
56478 RefSeq 22 22 22q12.2 22q11.2
56521 RefSeq 10 10 10q21.3 10q22.1
56548 RefSeq X X Xp11.3 Xp11.23
56603 RefSeq 2 2 2p13.2 2p13.2
56605 RefSeq 1 1 1q42.3 1q42.2-q43
rich factor 1A (telomRefSeq 5 5 5q12.2-q13.3
56624 RefSeq 10 10 10q11.23 10q11.21
56648 RefSeq 3 3 3q26.2 3q26.2



56649 RefSeq 11 11 11q23.3 11q23.3
56650 RefSeq 3 3 3q12.1 3p11-q11
56651 RefSeq 18 18 18p11.32
56654 RefSeq 9 9 9q34.3 9q34.3
56655 RefSeq 2 2 2p12 2p12
56660 RefSeq 2 2 2p21 2p22-p21
56666 RefSeq 22 22 22q13.33 22q13.33
56667 RefSeq 3 3 3q21.2
56672 RefSeq 11 11 11p15.4 11p15.3
56673 RefSeq 11 11 11p15.4 11p15.3
56674 RefSeq 11 11 11p15.4 11p15.3
56675 RefSeq 11 11 11p15.4 11p15.3
56676 RefSeq 11 11 11p15.4 11p15.3
56681 RefSeq 10 10 10q22.1 10q22.1
56683 RefSeq 21 21 21q22.11 21q22.1
56704 RefSeq 8 8 8q21.11 8q21
56729 RefSeq 19 19 19p13.2 19p13.2

egulator|| RefSeq 20 20 20q13.33 20q13.33
56751 RefSeq 9 9 9q34.13 9q34

56829 RefSeq 7 7 7q34 7q34
56832 RefSeq 9 9 9p21.2
56833 RefSeq 1 1 1q23.2 1q23.2
56849 RefSeq X X Xq22.1 Xq22.1
56851 RefSeq 15 15 15q14 15q14
56853 RefSeq 18 18 18q12.2 18q12
56884 RefSeq 4 4 4q32.2 4q32.3
56886 RefSeq 2 2 2q14.3 2q14.3
56888 RefSeq 2 2 2p11.2 2p11.2
56889 RefSeq 10 10 10q24.1 10q24.1
56891 RefSeq 19 19 19q13.2 19q13.2
56892 RefSeq 8 8 8p11.21 8p11.2
56893 RefSeq 1 1 1q22 1q21
56896 RefSeq 2 2 2p23.3 2p23.3
56897 RefSeq 6 6 6p25.2 6p25.2
56898 RefSeq 4 4 4q24 4q24
56899 RefSeq 12 12 12q23.1 12q23.1
56902 RefSeq 2 2 2p14 2p14
56903 RefSeq 7 7 7p22.1 7p22.1
56904 RefSeq 9 9 9q34.11 9q34
56905 RefSeq 15 15 15q24.2 15q23
56906 RefSeq 15 15 15q23 15q23

56910 RefSeq 2 2 2q11.2 2q11.2
56911 RefSeq 21 21 21q21.3 21q22.3
56912 RefSeq 11 11 11q23.3 11q23.3
56913 RefSeq 7 7 7p21.3 7p14-p13
56915 RefSeq 19 19 19q13.2 19q13.1

56918 RefSeq 2 2 2q36.3 2q36.3
56919 RefSeq 17 17 17p13.2 17p13.2



56920 RefSeq 3 3 3p21.1 3p21.1
56925 RefSeq 3 3 3q25.32 3q25.32
56926 RefSeq 19 19 19p13.3 19p13.3
56927 19 19p13.3
56928 RefSeq 19 19 19p13.3 19p13.3
56929 RefSeq 5 5 5q22.3 5q22
56931 RefSeq 19 19 19p13.3 19p13.3
56934 RefSeq 17 17 17q21.33 17q21

RefSeq 11 11 11q21 11q13.3-q23.3
56936 RefSeq 14 14 14q24.1 14q24.1
56937 RefSeq 20 20 20q13.32 20q13.31-q13.33
56941 RefSeq 3 3 3q21.3 3q21.3
56943 RefSeq 8 8 8q23.1 8q23.1
56944 RefSeq 1 1 1p13.2 1p13.2
56945 RefSeq 3 3 3q23 3q23

e 11 open reading fRefSeq 11 11 11q13.5 11q13.5
56947 RefSeq 2 2 2q36.3 2q36.3
56948 RefSeq 14 14 14q11.2 14q11.2
56949 RefSeq 19 19 19p13.2 19p13.2
56951 RefSeq 5 5 5q31.1 5q31.1
56952 RefSeq 10 10 10p12.1 10p12.1
56953 RefSeq 17 17 17p11.2 17p11.2
56955 RefSeq 4 4 4q22.1 4q21.1
56956 RefSeq 1 1 1q31.3 1q31-q32
56957 RefSeq 1 1 1q21.2 1q21.2
56959 RefSeq 9 9 9q22.32 9q22.32
56961 RefSeq 19 19 19p13.3 19p13.3
56963 RefSeq 15 15 15q26.1 15q26.1
56964 RefSeq 15 15 15q26.1 15q26.1
56965 RefSeq 15 15 15q23 15q23
56967 RefSeq 14 14 14q32.2 14q32.2

RefSeq 2 2p16.2
56970 17 17q21.31
56971 RefSeq 19 19 19q13.31 19q13.31
56975 RefSeq 7 7 7p22.3 7p22.3

56980 RefSeq 11 11 11q24.3 11q25
56983 RefSeq 3 3 3q13.33 3q13.33
56984 RefSeq 18 18 18p11.21 18p11.21
56985 RefSeq 17 17 17p13.1 17p13.1
56986 RefSeq 15 15 15q21.2 15q21.2
56987 RefSeq 3 3 3q13.12 3q13.1
56988 RefSeq 8 8 8q24.3 8q24.3
56993 RefSeq 22 22 22q13.1 22q12-q13
56995 RefSeq 6 6 6q25.3 6q25-q26
56996 RefSeq 7 7 7q22.1 7q22
57002 RefSeq 7 7 7p14.1 7p14.1
57003 RefSeq 17 17 17q23.3 17q23.3
57010 RefSeq 11 11 11q13.2 11q13.2
57017 RefSeq 16 16 16q13 16q13
57019 RefSeq 16 16 16q13 16q13-q21



57020 RefSeq 16 16 16p12.3 16p12.3
57030 RefSeq 19 19 19q13.33 19q13
57035 RefSeq 1 1 1p36.11 1p36.13-p35.1
57037 RefSeq 7 7 7p21.1 7p21
57038 RefSeq 6 6 6q15 6q16.1
57045 RefSeq 18 18 18p11.22 18p11.3
57047 RefSeq 3 3 3q24 3q24
57050 RefSeq 4 4 4q13.3 4q13.3
57057 RefSeq 7 7 7p14.2 7p15-p14
57062 RefSeq 14 14 14q32.13 14q32
57084 RefSeq 11 11 11p14.3 11p14.3
57088 RefSeq 3 3 3q24 3q24
57089 RefSeq 10 10 10q24.2
57091 RefSeq 20 20 20q13.31 20q13.31
57092 RefSeq 3 3 3q12.3 3q12.3
57093 RefSeq 11 11 11q14.3 11p11.12-q12
57095 RefSeq 1 1 1p36.11 1p36.11
57097 RefSeq 12 12 12p13.32 12p13.3
57101 RefSeq 12 12 12p13.31 12p13.3
57102 RefSeq 12 12 12p13.32 12p13.3
57103 RefSeq 12 12 12p13.32 12p13.3
57104 RefSeq 11 11 11p15.5 11p15.5
57106 RefSeq 19 19 19q13.42 19q13.42
57115 RefSeq 1 1 1q21.3 1q21
57116 RefSeq 1 1 1q44 1q44
57117 RefSeq 4 4 4q24 4q24
57119 RefSeq 20 20 20q13.12 20q12-q13.2
57122 RefSeq 12 12 12q15 12q15
57124 RefSeq 11 11 11q13.2 11q13
57125 RefSeq 17 17 17q12 17q21.1
57126 RefSeq 19 19 19q13.31 19q13.2
57127 RefSeq 1 1 1q22 1q21.3

e 6 open reading fr RefSeq 6 6 6p25.1 6p25.1
57129 RefSeq 3 3 3q26.33 3q26.33
57132 RefSeq 18 18 18p11.21 18p11.21
57134 RefSeq 1 1 1p36.11 1p35

spermia 4|| RefSeq Y Y Yq11.223
57136 RefSeq 20 20 20p11.21 20p11.22-p11.21
57139 19 19p13.2
57140 RefSeq 2 2 2q37.3 2q37.3
57142 RefSeq 2 2 2p16.1 2p16.3
57146 RefSeq 16 16 16p12.3 16p12
57148 RefSeq 20 20 20q11.23 20q11.23
57149 RefSeq 16 16 16p12.3 16p11.2
57150 RefSeq 6 6 6q15 6q15-q16.1
57151 RefSeq 17 17 17q12 17q11.2
57152 RefSeq 8 8 8q24.3 8q24.3
57153 RefSeq 19 19 19p13.2 19p13.1

57158 RefSeq 20 20 20q13.12 20q13.12
57159 RefSeq 2 2 2p23.3 2p23.3



57161 RefSeq 14 14 14q22.3 14q21
57162 RefSeq 2 2 2p14 2p13.3
57168 RefSeq 22 22 22q12.1 22q12.1
57169 RefSeq 20 20 20q13.13 20q13.13
57175 RefSeq 11 11 11q13.2 11q13.2
57176 RefSeq 6 6 6p21.33
57178 RefSeq 10 10 10q22.3 10q22.3
57179 RefSeq 5 5 5q35.2 5q35.2

57184 RefSeq 15 15 15q24.1 15q24.1
57185 RefSeq 1 1 1p36.11 1p36.12-p35.1
57186 20 20p11.22

57194 RefSeq 15 15 15q12 15q11.2
57205 RefSeq 4 4 4p12 4p12
57209 RefSeq 10 10 10p11.21
57210 8 8q24.3
57212 RefSeq 1 1 1p36.32 1p36.32
57213 RefSeq 13 13 13q14.2 13q14
57214 RefSeq 15 15 15q25.1 15q
57215 RefSeq 16 16 16q22.1 16q22.1

57221 RefSeq 6 6 6q23.3 6q23.3
57223 RefSeq 2 2 2p16.1 2p16.1
57226 RefSeq 6 6 6q15 6q14.2-q16.1
57231 RefSeq 6 6 6q14.3 6q14.3
57232 X Xp11.3-p11.1
57234 1 1q21.1
57238 1 1q25.1

RefSeq 3 3p21.31
57282 RefSeq 2 2 2q24.2 2q23-q24

57325 RefSeq 20 20 20p11.23 20p11.23
57333 RefSeq 19 19 19q13.33 19q13.33
57335 RefSeq 17 17 17p12 17p11.2
57336 RefSeq 17 17 17p11.2 17p11.2
57337 RefSeq 3 3 3q12.3 3q12
57343 RefSeq 19 19 19q13.43 19q13.4
57348 RefSeq 19 19 19q13.42 19q13.4
56834 RefSeq 11 11 11q13.1 11cen-q22.3
56658 RefSeq 6 6 6p21.33 6p21.3
57380 RefSeq 6 6 6p22.2 6p22.3-p22.1
57393 RefSeq X X Xp22.2 Xp22
57404 RefSeq 2 2 2q33.2 2q33.2
57407 RefSeq 16 16 16p13.3 16p13.3
57408 RefSeq 3 3 3p14.3 3p14.3
57412 RefSeq 10 10 10q24.32 10q24.32
57414 RefSeq 7 7 7q11.23 7q11.23
57415 RefSeq 3 3 3p14.2 3p14.2



57418 RefSeq 19 19 19p13.3 19p13.3
57419 RefSeq 20 20 20p11.23 20p13
57446 RefSeq 20 20 20q11.23 20q11.21-q11.23
57449 RefSeq 1 1 1p36.31 1p36.31
57451 5 5q34
57452 14 14q24.1
57453 RefSeq 11 11 11q23.3
57455 RefSeq 19 19 19p13.3 19p13.3
57456 RefSeq 3 3 3p21.31 3p21.31
57458 RefSeq 12 12 12q22 12q22
57461 RefSeq 3 3 3q21.3 3q21.3

57465 16 16p13.3
57466 RefSeq 21 21 21q22.11 21q22.1
57467 RefSeq 3 3 3p22.1 3p22.1
57468 RefSeq 20 20 20q13.12 20q13.12
57469 19 19q13.32
57470 RefSeq 1 1 1p36.32 1p36.32

57472 RefSeq 5 5 5q35.3 5q35.3
57473 RefSeq 20 20 20q13.33 20q13.33
57474 RefSeq 19 19 19p13.2 19p13.2

rotein|| 11 11q24.1

57479 19 19q13.33
57480 6 6q25.1
57481 X Xq24
57482 4 4q12

57488 RefSeq 7 7 7q36.3 7q36.3

57492 RefSeq 6 6 6q25.3 6q25.1
57493 3 3q21.2

57495 4 4p14

57501 3 3q21.3
57502 RefSeq X X Xp22.32 Xp22.32-p22.31

57506 RefSeq 20 20 20p13 20p13

57508 RefSeq 17 17 17q23.2 17q23.2
57509 RefSeq 8 8 8p22 8p22
57510 RefSeq 6 6 6p21.1 6p21.1
57511 RefSeq 13 13 13q14.11 13q14.11
57512 RefSeq 10 10 10p12.1 10p12.1
57513 RefSeq 17 17 17q25.1 17q25.1



57515 RefSeq 6 6 6q22.31 6q22.31

57520 2 2q32.3
Rho GTPase activaRefSeq 12 12 12q14.2 12q14.2
57523 14 14q11.2
57524 RefSeq 16 16 16p13.3 16p13.3

57529 RefSeq X X Xq23 Xq23
57530 RefSeq 1 1 1q21.3 1q21
57531 RefSeq 6 6 6q21 6q21
57533 RefSeq 4 4 4p16.1 4p16.1
57535 RefSeq 1 1 1p13.3 1p13.3

57539 RefSeq 2 2 2p24.1 2p24.1
57540 1 1p36.22

rotein|| 4 4p15.33
57547 RefSeq 17 17 17p11.2 17p11.2
57549 RefSeq 1 1 1q23.2 1q22-q23

57555 RefSeq 17 17 17p13.1 17p13.1
57556 RefSeq 5 5 5q23.1 5q23.1
57560 RefSeq 3 3 3q25.33 3q25.33
57561 RefSeq 5 5 5q14.3 5q14.3

57563 RefSeq 4 4 4q22.1 4q22.1

57568 RefSeq 1 1 1q42.2 1q42.2
57569 RefSeq 11 11 11q22.3 11q22.3-q23.1

57571 11 11q13.2
57572 RefSeq 19 19 19p13.2 19p13.2
57573 RefSeq 19 19 19q13.43 19q13.43
57575 RefSeq 4 4 4q28.3 4q28.3
57577 RefSeq 3 3 3q13.31 3q13.31
57578 RefSeq 14 14 14q32.13 14q32.13

57580 RefSeq 20 20 20q13.13 20q13.13
57583 6 6q25.3
57584 RefSeq 10 10 10p12.1 10p12.1

e 16 open reading fRefSeq 16 16 16p13.3 16p13.3
57586 RefSeq 11 11 11p11.2 11p12-p11

57589 9 9p24.1
57590 RefSeq 2 2 2q36.1 2q36.1
57592 RefSeq 1 1 1q21.2 1q21.2
57593 20 20p13



57594 RefSeq 14 14 14q11.2 14q11.2
57595 RefSeq X X Xq28 Xq28
57596 RefSeq 14 14 14q32.2 14q32.2
57597 17 17q25.3
57599 RefSeq 3 3 3p22.2 3p21.33
57604 RefSeq 8 8 8p22 8p22
57605 RefSeq 12 12 12q24.31 12q24.31
57606 4 4p12
57608 10 10p11.23
57610 RefSeq 16 16 16q22.1 16q22.1
57611 RefSeq 15 15 15q24.1 15q24.1

57614 RefSeq 18 18 18q21.33 18q21.33
57615 19 19p12
57616 RefSeq 19 19 19q12 19q12
57617 RefSeq 15 15 15q15.1 15q14-q15
57619 RefSeq 4 4 4q21.1 4q21.1
57620 RefSeq 4 4 4p15.2 4p15.2
57621 RefSeq 6 6 6q25.1 6q25.1
57622 19 19q13.2
57623 RefSeq 8 8 8q24.22 8q24.22
57624 2 2q36.3
57626 RefSeq 13 13 13q21.33 13q21
57628 RefSeq 2 2 2q14.1 2q14.1
57630 RefSeq 4 4 4q32.3 4q32.3-q33
57631 RefSeq X X Xq23 Xq23
57633 RefSeq 3 3 3p26.2 3p26.2
57634 RefSeq 12 12 12q24.33 12q24.33
57636 17 17q12
440193 14 14q32.12
57642 RefSeq 20 20 20q13.33 20q13.33
57643 1 1p34.1

57645 RefSeq 1 1 1q24.1 1q24.1
57647 RefSeq 12 12 12q24.31 12q24.31
57648 1 1p35.1
57649 RefSeq 17 17 17q11.2 17q11.2
57650 RefSeq 3 3 3q13.13 3q13.13

57655 RefSeq 19 19 19q13.11 19q13.11
57658 RefSeq 12 12 12q13.13 12q13.13
57659 RefSeq 17 17 17p13.1 17p13.1
57661 11 11p15.5
57662 19 19p13.3-p13.2
57664 RefSeq 19 19 19q13.33 19q13.33
57665 RefSeq 2 2 2p24.2 2p24.2
57667 4 4q24
57669 RefSeq 2 2 2q14.2 2q14.2
57670 7 7q34



57673 6 6q21

57678 RefSeq 10 10 10q25.2 10q25.2

57683 2 2q33.3
57684 RefSeq 9 9 9q33.2 9q33.2
57685 RefSeq 1 1 1p31.3 1p31.3
57687 RefSeq 16 16 16q23.1 16q23.1
al protein MGC40405|| 5 7q21.2

57690 RefSeq 17 17 17q25.3 17q25.3

57692 RefSeq X X Xq13.3 Xq13.3
57693 RefSeq 19 19 19p13.2
57696 RefSeq 12 12 12q24.31 12q24.31
57697 14 14q21.3
57698 RefSeq 10 10 10q25.3 10q25.3

57701 12 12q13.12

57704 RefSeq 9 9 9p13.3 9p13.3

57710 1 1q25.3
57711 RefSeq 19 19 19q13.12 19q13.13
57713 10 10p14
57714 RefSeq 17 17 17q25.3 17q25.3
57715 RefSeq 10 10 10q24.31 10q24.32
57717 RefSeq 5 5 5q31.3 5q31

57721 RefSeq 4 4 4q26 4q26
57722 RefSeq 15 15 15q22.31 15q22.31
57724 RefSeq 18 18 18q12.3 18q12.3
57728 RefSeq 4 4 4p14 4p14
57730 RefSeq 2 2 2q11.2 2q11.2
57731 RefSeq 19 19 19q13.2 19q13.13

57733 RefSeq 4 4 4p15.31 4p15.31
57763 RefSeq 5 5 5q13.2 5q12-q13
57794 RefSeq 19 19 19p13.11 19p13.11
57795 RefSeq 1 1 1q25.2 1q24.1-q25.3
57798 RefSeq 7 7 7q21.2 7q21-q22
57804 RefSeq 11 11 11q13.2 11q13
57805 RefSeq 8 8 8p21.3 8p22
57819 RefSeq 6 6 6p21.33 6p21.3
57820 RefSeq 14 14 14q11.2 14q11.2
57821 RefSeq 1 1 1q24.2 1q24
57822 RefSeq 1 1 1p36.11 1p36.11
57823 RefSeq 1 1 1q23.3 1q23.1-q24.1
57824 RefSeq 5 5 5q31.3 5q31.3
57826 RefSeq X X Xq26.2 Xq25
57827 RefSeq 6 6 6p21.33 6p21.3



57828 RefSeq 19 19 19q13.2 19q13.1
57829 RefSeq 1 1 1q43 1q43
ciated protein 5-8||RefSeq 11 11 11q13.4 11q13.4
57834 RefSeq 19 19 19p13.12 19p13.1
57835 RefSeq 2 2 2p13.1 2p13
57862 RefSeq 14 14 14q24.3 14q24.3
57863 RefSeq 1 1 1q23.2 1q21.2-q22
57864 RefSeq 9 9 9q32 9q32
stinal|| 7 7q22
58155 RefSeq 1 1 1p21.3 1p22.1-p21.3
58157 RefSeq 14 14 14q24.3 14q24
58158 RefSeq 12 12 12q13.2 12q13.2
58191 RefSeq 17 17 17p13.2 17p13
58472 RefSeq 15 15 15q21.1 15q15
58473 RefSeq 11 11 11q13.4 11q13.5-q14.1
58476 RefSeq 20 20 20q11.22 20q11.22
58477 RefSeq 3 3 3q22.1 3q22.1
58483 RefSeq 9 9 9q33.1 9q31.3
58485 RefSeq 17 17 17p13.1 17p13.1
58486 RefSeq 11 11 11p15.3 11p15.3
58488 RefSeq 17 17 17q23.1 17q21-q24
58489 15 15q25.1
58490 RefSeq 20 20 20q11.23 20q11.21-q12
58491 RefSeq 19 19 19q13.43 19q13.4
58492 RefSeq 19 19 19p13.3 19p13.3

57706 9 9q33.3

58493 RefSeq 9 9 9q32 9q32
58494 RefSeq 21 21 21q21.3 21q21.2
58495 RefSeq 20 20 20p11.23 20pter-q11.23
58496 RefSeq 6 6 6p21.33 6p21.3
58497 RefSeq 1 1 1q21.2 1q21
58499 RefSeq 9 9 9q31.2 9q31.2
58500 RefSeq 8 8 8q24.3 8q24.3
58503 RefSeq 4 4 4q13.3 4q13.3
58504 RefSeq 10 10 10q11.22 10q11.22
58505 RefSeq 4 4 4q25 4q25
58506 RefSeq 19 19 19q13.33 19q13.3-q13.4

58511 RefSeq 1 1 1p31.1 1p22.3
58512 1 1p35.3-p34.1
58515 RefSeq 3 3 3p21.1 3p21.31
58516 RefSeq 12 12 12p11.21 12p11

58525 19 19p13.1
58526 RefSeq X X Xp11.4 Xp11.4
58527 6 6q24.1
58529 RefSeq 10 10 10q22.2 10q22.1
6 open reading fraRefSeq 6 6 6p21.33 6p21.3
58531 RefSeq 16 16 16p13.13 16p13.3



58533 RefSeq 14 14 14q13.1 14q13.1
58538 RefSeq 2 2 2q33.1 2q33.2
58986 RefSeq 16 16 16p13.3 16p13.3
59067 RefSeq 4 4 4q27 4q26-q27
59082 RefSeq 11 11 11q22.3 11q21-q22
59271 RefSeq 21 21 21q22.11 21q22.11
59283 RefSeq 19 19 19q13.42 19q13.4
59284 RefSeq 19 19 19q13.42 19q13.4
59285 RefSeq 19 19 19q13.42 19q13.4
59307 RefSeq 11 11 11p15.5 11p15.5
59342 RefSeq 17 17 17q23.2 17q23.2
59343 RefSeq 3 3 3q27.2 3q27.2
59348 RefSeq 19 19 19q13.41 19q13.41
59349 RefSeq 1 1 1q32.1 1q32.1
59351 RefSeq 6 6 6q23.3 6q23-q24
59353 RefSeq X X Xq22.1 Xq22.1
60313 RefSeq 1 1 1p34.1 1p34.1
60314 RefSeq 12 12 12q13.13 12q13
60343 RefSeq X X Xq28 Xq28
60370 RefSeq 10 10 10q24.2 10q24.2
60412 RefSeq 7 7 7q33 7q31
60437 RefSeq 20 20 20q13.33 20q13.2-q13.33
60467 RefSeq 3 3 3q22.3 3q23
60481 RefSeq 6 6 6p12.1 6p21.1-p12.1
60482 RefSeq 2 2 2q12.3 2q12
60484 RefSeq 1 1 1q23.1 1q23.1
60485 RefSeq 14 14 14q22.1 14q13-q23
60487 RefSeq 6 6 6q22.32 6q11.1-q22.33
60488 RefSeq 12 12 12p11.22 12p11
60490 RefSeq 15 15 15q24.2 15q23
60491 RefSeq 2 2 2q33.1 2q33
60492 RefSeq 11 11 11q14.1 11q14.1
containing 5|| RefSeq 20 20 20p13 20p13
60494 RefSeq 11 11 11q14.2 11q14.2
60495 RefSeq 10 10 10q24.2 10q23-q24
60509 RefSeq 2 2 2p23.3 2p23.3
60526 RefSeq 2 2 2p24.1 2p24.1
60558 RefSeq 4 4 4p13 4p13
60559 RefSeq 4 4 4q34.2 4q34.2
60560 RefSeq 9 9 9q21.33 9q21.33
60561 RefSeq 7 7 7q22.3 7q22.3
60592 RefSeq 4 4 4q31.1 4q31.1
60598 RefSeq 20 20 20q13.12 20q12-20q13
60625 RefSeq 20 20 20q11.23 20q11.22-q12
60626 RefSeq 11 11 11p15.5 11p15.5
60672 RefSeq 1 1 1p36.22 1p36.22
60673 RefSeq 12 12 12q13.13 12q13.13
60675 RefSeq 3 3 3p13 3p21.1
60676 RefSeq 1 1 1q25.2 1q23-q25
60677 RefSeq 15 15 15q23 15q24
60678 RefSeq 3 3 3q21.3 3q21.3



60680 RefSeq 19 19 19p13.3 19p13
60681 RefSeq 17 17 17q21.2 17q21.2
60682 RefSeq 6 6 6q13 6q12-q13
60684 RefSeq 4 4 4q35.1 4q35.1
60685 RefSeq 6 6 6p21.2 6pter-p22.3
60686 RefSeq 14 14 14q11.2 14q11.2
6 open reading fra RefSeq 6 6 6p25.2 6p25.2
63035 RefSeq X X Xq25 Xq25-q26.1
63036 RefSeq 1 1 1p36.21 1p36.21
63826 RefSeq 17 17 17p13.3 17p13
63827 RefSeq 1 1 1q23.1 1q31
63875 RefSeq 11 11 11p15.4 11p15.5-p15.4
63877 RefSeq 10 10 10q26.11 10q26.11
63891 RefSeq 3 3 3p21.31 3p24.3
63892 RefSeq 2 2 2p21 2p21
63894 RefSeq 14 14 14q24.3 14q24.3-q31
63895 RefSeq 18 18 18p11.22 18p11.22
63898 RefSeq 8 8 8p21.3 8p21.2
63899 RefSeq 3 3 3q11.2 3q11.2
63901 RefSeq 11 11 11q12.1 11q12.1
63905 RefSeq 20 20 20q11.23 20q11.23-q12
63906 RefSeq 1 1 1p36.11 1p35.3-p35.1
63910 RefSeq 20 20 20q13.33 20q13.33

domain containing 5RefSeq 6 6 6p24.3 6p24.3
63916 RefSeq 20 20 20q13.12 20q13
63917 RefSeq 7 7 7q36.1 7q34-q36

RefSeq 5 5q33.3
otein|| RefSeq 6 6 6q16.3 6q16
63922 RefSeq 16 16 16p13.3 16p13.3

63924 RefSeq 3 3 3p25.3 3p25.3
63925 RefSeq 20 20 20q13.12 20q11.21-q13.12
63928 RefSeq 16 16 16p12.1 16p12.1
63930 RefSeq 20 20 20q13.33 20q13.33
63931 RefSeq 1 1 1q25.1 1q23-1q25
63932 RefSeq X X Xq24 Xq23
63933 RefSeq 6 6 6p23 6p24.3-p23
63934 RefSeq 19 19 19q13.43 19q13.43
63935 RefSeq 20 20 20q13.12 20q13.12
63939 RefSeq 20 20 20q13.33 20q13.2-q13.33
63940 RefSeq 6 6 6p21.32 6p21.3
63941 RefSeq 20 20 20q11.22 20q11.22
63946 RefSeq 19 19 19q13.2 19q13.2
63947 RefSeq X X Xq13.1 Xq13.1
63948 RefSeq 1 1 1p32.3 1p32.3
63950 1 1p32.3
63951 RefSeq 9 9 9p21.3 9p21.2
63973 RefSeq 4 4 4q25 4q25
63974 RefSeq 7 7 7p14.3 7p14.3
63977 RefSeq 21 21 21q22.3 21q22.3
63979 RefSeq 7 7 7p12.2 7p12.2



63982 RefSeq 11 11 11p14.2 11p14.3

64061 RefSeq X X Xp11.22 Xp11.2
64062 RefSeq 13 13 13q31.1 13q31.1
64063 RefSeq 16 16 16p13.3 16p13.3
64064 RefSeq 1 1 1p34.2 1p34
64067 RefSeq 14 14 14q13.1 14q12-q13

e 19 open reading fRefSeq 19 19 19q13.2 19q13.2
64078 RefSeq 9 9 9q21.33 9q22.2
64081 RefSeq 10 10 10q21.3 10pter-q25.3
oprotein 3 (coat-prRefSeq 5 5 5p13.3 5p13.3
64089 RefSeq 8 8 8q21.13 8q21.13
64090 RefSeq 2 2 2q37.3 2q37.3
64091 RefSeq 3 3 3q13.33 3q13.33
64093 RefSeq 14 14 14q24.2 14q24.2
64094 RefSeq 6 6 6q27 6q27
64097 RefSeq 5 5 5q22.2 5q22.2
64098 RefSeq 22 22 22q13.31 22q13.2-q13
64100 RefSeq 19 19 19q13.32 19q13.32
64101 RefSeq 7 7 7q32.1 7q31.3
64102 RefSeq X X Xq22.1 Xq21.33-q23
64105 RefSeq 5 5 5q12.3 5p15.2-q12.3
64110 RefSeq 3 3 3q27.1 3q13
64112 RefSeq 14 14 14q32.13 14q32
64114 RefSeq 2 2 2q35 2p24.3-p24.1
64116 RefSeq 4 4 4q24 4q22-q24
64118 RefSeq 17 17 17q25.3 17q25.3
64121 RefSeq 1 1 1p34.3 1p34
64130 RefSeq 19 19 19q13.33 19q13.3
64131 RefSeq 16 16 16p12.3 16p12
64132 RefSeq 17 17 17q21.33 17q21.3-17q22
64135 RefSeq 2 2 2q24.2 2p24.3-q24.3
64145 RefSeq 3 3 3p25.1 3p25.1

oligomeric golgi comRefSeq 16 16 16q22.1 16q22.1
64151 RefSeq 4 4 4p15.32 4p15.33
64163 RefSeq 1 1 1q25.2 1q25.2
64167 RefSeq 5 5 5q15 16
64168 RefSeq 8 8 8q21.3 8q21.3

oprotein endopeptidRefSeq 2 2 2q32.2 2q32.2
64173 RefSeq 1 1 1p22.3 1p22.3
64175 RefSeq 1 1 1p34.2 1p34.1
64184 RefSeq 14 14 14q11.2 14q11.2
64207 RefSeq 14 14 14q24.3 14q24.3
64208 RefSeq 6 6 6q21 6q21
64210 RefSeq 10 10 10q24.1 10q24-q25
64215 RefSeq 10 10 10p12.31 10p12.31
64218 RefSeq 1 1 1q22 1q22
64219 RefSeq X X Xq13.1 Xq13.1
64220 RefSeq 15 15 15q24.1 15q24.1
64221 RefSeq 11 11 11q24.2 11q24.2



64222 RefSeq 1 1 1q25.2 1q25.2
64223 RefSeq 16 16 16p13.3 16p13.3
64224 RefSeq 7 7 7p14.2 7p14.2
64225 RefSeq 2 2 2p22.2 2p22.2-p22.1
64232 RefSeq 11 11 11q12.2 11q12
domain 2 (mystiqu RefSeq 8 8 8p21.3 8p21.2
64285 RefSeq 16 16 16p13.3 16p13.3
64288 RefSeq 6 6 6p22.1
64318 RefSeq 10 10 10q23.33 10q23.33
64319 RefSeq 16 16 16p11.2 16p11.2
64320 RefSeq 2 2 2q35 2q35
64321 RefSeq 8 8 8q11.23 8q11.23
64326 RefSeq 1 1 1q25.1 1q25.1-q25.2
64328 RefSeq 13 13 13q12.11 13q11
64332 RefSeq 3 3 3q12.3 3p12-q12
64333 RefSeq 12 12 12q13.3 12q14
64342 RefSeq 2 2 2p24.1 2p24.1
64343 RefSeq 3 3 3p24.1 3p24.1
64359 RefSeq 17 17 17p13.3 17p13.3
64374 RefSeq 5 5 5q31.2 5q31
64375 RefSeq 12 12 12q13.2 12q13
64376 RefSeq 10 10 10q26.13 10q26
64377 RefSeq 19 19 19q13.11 19q13.1
64388 RefSeq 1 1 1q43 1q43
64395 RefSeq 2 2 2p13.3 2p13.3
64396 RefSeq 5 5 5q35.3 5q35.3
64397 RefSeq 15 15 15q15.1 15q15.1
64398 RefSeq 14 14 14q23.3 14q23.3
64399 RefSeq 4 4 4q31.21 4q28-q32
64403 RefSeq 14 14 14q11.2 14q11.2
64405 RefSeq 20 20 20q13.12 20q13.1
64407 RefSeq 1 1 1q31.2 1q31.2
64409 RefSeq 7 7 7q11.22 7q11.23
64410 RefSeq 15 15 15q25.3 15q25.3
64411 RefSeq 5 5 5q31.3 5q31.3
64412 RefSeq 20 20 20p11.21 20p12.3-p11.21
64417 RefSeq 5 5 5p12 5p12
64418 RefSeq 7 7 7q31.1 7q31.32
64419 RefSeq 3 3 3p25.3 3p26
64420 RefSeq 9 9 9q31.3 9q31.3-q33.1
64422 RefSeq 3 3 3q13.2 3q13.2
64423 RefSeq 14 14 14q32.33 14q32.33
64425 RefSeq 9 9 9p13.2 9p13.2
64426 RefSeq 12 12 12q24.23 12q24.23
64427 RefSeq 2 2 2p13.1 2p13.1
64428 RefSeq 16 16 16p13.3 16p13.3
64429 RefSeq 10 10 10q25.2 10q25.2
64430 RefSeq 14 14 14q23.1 14q23.1
64432 RefSeq 3 3 3p25.1 3p25

64446 RefSeq 17 17 17q25.1 17q25



64478 RefSeq 8 8 8p23.2 8p23.2
/beta 1|| RefSeq 16 16 16p13.3 16p13.3
64506 RefSeq 15 15 15q25.2 15q25.2
64518 RefSeq 17 17 17p12 17p12
64581 RefSeq 12 12 12p13.2 12p13.2-p12.3

protein, Y-linked 1| RefSeq Y Y Yp11.2
64598 RefSeq 7 7 7q22.1 7q22
64599 RefSeq 7 7 7q22.1 7q22
64600 RefSeq 1 1 1p36.12 1p35

79173 RefSeq 19 19 19p13.12 19p13.12
79174 RefSeq 22 22 22q13.33 22p13
79175 RefSeq 20 20 20p13 20p13

e phosphatase, recRefSeq 20 20 20p13 20p13
64641 RefSeq 8 8 8p21.2 8p21.2
64645 RefSeq 1 1 1p21.2 1p21.3
ily, member B1|| RefSeq X X Xq27.1 Xq27.1
ily, member A2|| RefSeq X X Xq27.2 Xq27.1
64663 RefSeq X X Xq27.2 Xq27.1
64689 RefSeq 3 3 3p22.2 3p22-p21.33
64693 RefSeq 18 18 18q11.2 18p11.2
ily, member B1|| RefSeq X X Xq27.1 Xq27.1
64708 RefSeq 2 2 2q37.1 2q37.1
64718 RefSeq 16 16 16p13.3 16p13.3
64744 RefSeq 1 1 1p34.2 1p35.3-p34.1
64745 RefSeq 14 14 14q11.2 14q11.2
64747 RefSeq 3 3 3q25.32 3q25.32
64753 RefSeq 7 7 7q32.1 7q33
64755 RefSeq 16 16 16p11.2 16p11.2
64756 RefSeq 1 1 1p33 1p33-p32.3
64757 RefSeq 1 1 1q41 1q41
64759 RefSeq 7 7 7p13 7p13-p12.3

duced 16|| RefSeq 8 8 8p21.3 8p21.3
64761 RefSeq 7 7 7q34 7q34
64762 RefSeq 18 18 18q12.1 18q12.1
64763 RefSeq 19 19 19q13.2 19q13.2
64764 RefSeq 7 7 7q33 7q34
64766 RefSeq 1 1 1p35.1 1p35.1
64769 RefSeq 1 1 1p34.3 1p35.3-p33
64770 RefSeq 3 3 3q21.1 3q21.1
64771 RefSeq 6 6 6p21.31 6p21.31
64773 RefSeq 20 20 20p13 20p13
64776 RefSeq 11 11 11q23.1 11q13-q22
64777 RefSeq 5 5 5q35.3 5q35.3
64778 RefSeq 3 3 3q26.31 3q26.31
64779 RefSeq 16 16 16q24.1 16q24.1
64780 RefSeq 6 6 6q21 6q21
64782 RefSeq 15 15 15q26.1 15q26.1
64784 RefSeq 15 15 15q26.1 15q26.1
64785 RefSeq 16 16 16q21 16q21
64786 RefSeq 12 12 12q21.1 12q21.1



64787 RefSeq 11 11 11p15.5 11p15.5
64788 RefSeq 16 16 16p13.3 16p13.3
64789 RefSeq 1 1 1p34.2 1p34.2
64792 RefSeq 7 7 7q22.1 7q22.1
64793 RefSeq 1 1 1p36.11 1p36.11
64794 RefSeq 9 9 9q34.13 9q34.13
 protein FLJ13910 RefSeq 2 2 2p11.2 2p11.2
64798 RefSeq 8 8 8q24.12 8q24.12
64800 RefSeq 22 22 22q13.2 22q13.1-q13.33
64801 RefSeq 1 1 1q42.2 1q42.2
64802 RefSeq 1 1 1p36.22 1p32-p35
64806 RefSeq 14 14 14q11.2 14q11.2
64816 RefSeq 7 7 7q22.1 7q21.1
64834 RefSeq 1 1 1p34.2 1p34.2
64838 RefSeq 2 2 2p23.3 2p23.3
64839 RefSeq 5 5 5q21.3 5q21.3
64841 RefSeq 14 14 14q22.1 14q22.1
64844 RefSeq 2 2 2q24.2 2q24.2
64847 RefSeq 17 17 17q21.33 17q21.33
64848 RefSeq 5 5 5q22.2 5q22.2
64849 RefSeq 20 20 20q13.12 20q12-q13.1
64852 RefSeq 11 11 11q12.3 11q12.2
64853 RefSeq 1 1 1q41 1q41
64856 RefSeq 1 1 1p36.33 1p36.33
64859 RefSeq 2 2 2q32.3 2q32.3
64860 RefSeq X X Xq22.1 Xq22.1-q22.3
64863 RefSeq 18 18 18p11.32 18p11.32
64864 RefSeq 15 15 15q21.3 15q21.3
64866 RefSeq 3 3 3p21.31 3p21.31
64881 RefSeq 13 13 13q21.2 13q21
64895 RefSeq 2 2 2p16.1 2p16.1
64897 RefSeq 12 12 12q24.31 12q
64901 RefSeq 5 5 5q35.1 5q34
64919 RefSeq 14 14 14q32.2 14q32.2
64921 RefSeq 7 7 7q21.3 7q21.3
64922 RefSeq 9 9 9p21.2 9p21.2
64924 RefSeq 5 5 5q13.2 5q12.1
64925 RefSeq 3 3 3p21.31 3p21.31
64926 19 19p13.12
64927 RefSeq 15 15 15q26.3 15q26.3
64928 RefSeq 6 6 6p21.1 6p21.3

RefSeq 7 7q11.21
64943 RefSeq 3 3 3p21.1 3p21.1
64949 RefSeq 20 20 20p13 20p13
64951 RefSeq 7 7 7p13 7p14
64960 RefSeq 1 1 1p34.3 1p35-p34.1
64965 RefSeq 2 2 2q12.1 2q12.1
64968 RefSeq 21 21 21q22.11 21q21.3-q22.1
64969 RefSeq 2 2 2q11.1 2p11.2-q11.2
64975 RefSeq 9 9 9q34.3 9q34.3
64976 RefSeq 22 22 22q11.21 22q11.21



64978 RefSeq 17 17 17q25.1 17q25.3
64979 RefSeq 5 5 5p15.33 5p15.3
64981 RefSeq 19 19 19p13.11 19p13.1
65003 RefSeq 11 11 11q13.2 11q13.3
65005 RefSeq 1 1 1q21.3
65010 RefSeq 3 3 3p21.31 3p21.3
er family 26, membRefSeq 12 12 12q14.1 12q13
65055 RefSeq 2 2 2p11.2 2p11.2
69|| RefSeq 5 5 5q11.2 5q11.2
65065 RefSeq 2 2 2q33.2 2q33.2
65080 RefSeq 2 2 2q36.1 2q36.1
65082 RefSeq 12 12 12q24.31 12q24.31
65083 RefSeq 9 9 9p13.3 9p13.3
65084 RefSeq 11 11 11q14.2 11q14.2
65094 RefSeq 1 1 1q42.13 1q42.13
65095 RefSeq 19 19 19p13.2 19p13.2
65109 RefSeq X X Xq24 Xq25-q26
65110 RefSeq 13 13 13q34 13q34
65117 RefSeq 12 12 12q24.31 12q24.31

al protein similar to RefSeq 1 1 1p36.21 1p36.21
65122 RefSeq 1 1 1p36.21 1p36.21
65123 RefSeq 1 1 1q21.3 1q21.3
65124 RefSeq 2 2 2q13 2q13
65243 RefSeq 1 1 1p34.2 1p34.2
65244 RefSeq 12 12 12q13.12 12q13.12
65249 19 19p13.13-p13.12
65250 RefSeq 5 5 5p13.2 5p13.2
65251 RefSeq 19 19 19q13.41 19q13.41
65258 RefSeq 18 18 18p11.21 18p11.21
65260 RefSeq 1 1 1p32.3 1p32.3
65265 RefSeq 8 8 8q24.3 8q24.3
65977 RefSeq 2 2 2q31.2 2q31.2
65979 RefSeq 1 1 1p35.3 1p35.3
65980 RefSeq 5 5 5p15.33 5p15.33
65981 RefSeq 12 12 12p11.21 12p11
65982 RefSeq 19 19 19q13.43 19q13.43
65983 RefSeq 5 5 5q23.2 5q23.2
65987 RefSeq 11 11 11q14.1 11q14.1
65988 RefSeq 16 16 16p11.2 16p11.2
65989 RefSeq 6 6 6p21.1 6p21.1
65990 RefSeq 16 16 16p13.3 16p13.3
65992 RefSeq 20 20 20p13 20p13
65993 RefSeq 16 16 16p13.3 16p13.3
l protein MGC2752RefSeq 19 19 19q13.43 19q13.43

6|| RefSeq 7 7 7q36.1 7q31-q35
l protein MGC3040RefSeq 3 3 3q22.1 3q21
66002 RefSeq 19 19 19p13.12 19p13.1
66035 RefSeq 22 22 22q11.23
66037 RefSeq 2 2 2q33.1 2q33
78987 RefSeq 3 3 3p25.3 3p25.3
78988 RefSeq 13 13 13q12.11



78989 RefSeq 2 2 2p25.3 2p25.3
78990 RefSeq 14 14 14q32.13 14q32.13
78991 RefSeq 5 5 5q32 5q32
78992 RefSeq 19 19 19p13.2 19p13.2
78994 RefSeq 16 16 16p11.2 16p11.2
78995 RefSeq 17 17 17q21.31 17q21.31
78996 RefSeq 7 7 7q33 7q33
78997 RefSeq 20 20 20q13.12 20q12
78999 RefSeq 11 11 11q13.2 11q13.2
79000 RefSeq 1 1 1p36.11 1p36.11
79001 RefSeq 16 16 16p11.2 16p11.2
79002 RefSeq 19 19 19p13.13 19p13.13
79003 RefSeq 17 17 17p13.2 17p13.2
79004 RefSeq 10 10 10q24.32 10q24.32
79005 RefSeq 1 1 1q21.2 1q21.2
79006 RefSeq 16 16 16p13.3 16p13.3
79007 RefSeq 16 16 16q24.3 16q24.3
rase family, cytosoRefSeq 16 16 16p11.2
79009 RefSeq 10 10 10q22.1 10q22.1
79014 RefSeq 16 16 16p11.2 16p11.2
79177 RefSeq 19 19 19q13.31 19q13.31

79180 RefSeq 1 1 1p36.21 1p36.21
me 20 open readingRefSeq 20 20 20q13.12 20q13.12

79184 RefSeq X X Xq28 Xq28
79187 RefSeq 19 19 19p13.3 19p13.3
79188 RefSeq 3 3 3p25.1 3p25.1
79190 RefSeq 16 16 16q12.2 16q11.2-q13
79191 RefSeq 16 16 16q12.2 16q12.2
79192 5 5p15.3

domain 58|| RefSeq 16 16 16p13.3 16p13.3
79230 RefSeq 19 19 19p13.2 19p13.2
79258 RefSeq 1 1 1p36.32 1p36
79269 RefSeq 9 9 9p13.2 9p13.2

79363 RefSeq 1 1 1p36.13 1p36.13

79365 RefSeq 12 12 12p12.1 12p11.23-p12.1
79366 RefSeq X X Xq21.1 Xq13.3
79369 RefSeq 12 12 12q24.31 12q24
79411 RefSeq 2 2 2q35 2q35
79413 RefSeq 3 3 3q13.13 3q13.13
79414 RefSeq 19 19 19q13.12 19q13.12
79415 RefSeq 17 17 17q25.3 17q25.3
79441 RefSeq 4 4 4p16.3 4p16.3
79442 RefSeq 3 3 3p21.31 3p21.31
79443 RefSeq 3 3 3p21.31 3p21.31
79446 RefSeq 14 14 14q32.2 14q32.2
79447 RefSeq 16 16 16p11.2 16p11.2
79465 RefSeq 6 6 6q25.1 6q25
79567 RefSeq 16 16 16q22.1 16q22.1



79568 RefSeq 2 2 2q33.1 2q33.1
79570 RefSeq 1 1 1p35.2 1p35.2
79571 RefSeq 7 7 7q32.1 7q32.2
79573 RefSeq 1 1 1q42.2 1q42.2
79574 RefSeq 1 1 1p13.3 1p13.3
79576 RefSeq X X Xq24 Xq24
79582 RefSeq 2 2 2q34 2q34

RefSeq 4 4q12
79585 RefSeq 16 16 16p13.3 16p13.3
79586 RefSeq 2 2 2q35 2q35
79587 RefSeq 13 13 13q34 13q34
79589 RefSeq X X Xq22.3 Xq22.3
79590 RefSeq 1 1 1q23.1 1q21-q22
79591 RefSeq 10 10 10q24.32 10q24.32
79594 RefSeq 1 1 1p36.12 1p36.12
79595 RefSeq 2 2 2q14.3 2q14.3
79596 RefSeq 13 13 13q31.1 13q31.1
79598 RefSeq 3 3 3q12.3 3q12.3
79600 RefSeq 12 12 12q24.11 12q24.11
79603 RefSeq 19 19 19p13.2 19p13.2
79605 RefSeq 1 1 1q42.13 1q42.13
79607 RefSeq 11 11 11q24.2 11q24.2
79608 RefSeq 11 11 11p15.4 11p15.4
79609 RefSeq 14 14 14q21.3 14q21.3
79611 RefSeq 12 12 12q21.31 12q21.31
79612 RefSeq 13 13 13q14.11 13q14.11
79614 RefSeq 5 5 5p13.3 5p13.3
79616 RefSeq 5 5 5q33.3 5q33.3
79618 RefSeq 8 8 8p21.1 8p21.1
79621 RefSeq 13 13 13q14.3 13q14.3
79622 RefSeq 16 16 16p13.3 16p13.3
79623 RefSeq 2 2 2p23.1 2p23.1
79624 RefSeq 6 6 6q25.1 6q25.1
79625 RefSeq 4 4 4q27 4q27
79626 RefSeq 1 1 1q21.2 1q21.2
79627 RefSeq 6 6 6q13 6q13
79628 RefSeq 5 5 5q32 5q32
79629 RefSeq 19 19 19p13.11 19p13.11
79630 RefSeq 1 1 1q21.2 1q21.2
79631 RefSeq 15 15 15q25.2 15q25.2
79632 RefSeq 6 6 6q22.31 6q22.31
79633 RefSeq 4 4 4q28.1 4q28.1
79634 RefSeq 2 2 2q31.1 2q31.1
79635 RefSeq 2 2 2p23.3 2p23.3
79639 RefSeq 1 1 1p34.1 1p34.1
79640 RefSeq 22 22 22q13.2 22q13.2
79641 RefSeq 16 16 16p13.3 16p13.3
79642 RefSeq 4 4 4q26 4q26
79643 RefSeq 17 17 17q25.3 17q25.3
79644 RefSeq 4 4 4q12 4q12
79645 RefSeq 8 8 8q11.21 8q11.21



79647 RefSeq 1 1 1p34.3 1p34.3
79649 X Xq26.3
79650 RefSeq 16 16 16q13 16q13
79652 RefSeq 16 16 16p13.3 16p13.3
79654 1 1p34.1
79656 RefSeq 1 1 1p33 1p33
79657 RefSeq 12 12 12q13.11 12q13.11

79663 RefSeq 3 3 3q21.1 3q21.1
79665 RefSeq 17 17 17q23.2 17q23.2
79666 RefSeq 8 8 8q22.1 8q22.1
 LOC401126|| RefSeq 4 4 4p14 4p14
79668 RefSeq 5 5 5q11.1 5q11.1
79669 RefSeq 3 3 3q13.2 3q13.2

79671 RefSeq 11 11 11q23.3 11q23.3
79673 RefSeq 19 19 19q13.43 19q13.43
79674 RefSeq 3 3 3q25.31 3q24-q25
79675 RefSeq 2 2 2q31.1 2q31
79676 RefSeq 12 12 12q24.31 12q24.31
ral maintenance ofRefSeq 2 2 2p24.2 2p24.2
79679 RefSeq 1 1 1p13.1 1p13.1
 protein FLJ21125 RefSeq 22 22 22q11.21 22q11.21
79683 RefSeq 6 6 6q25.3 6q25.3
79684 RefSeq 11 11 11q24.2 11q24.2
79686 RefSeq 14 14 14q32.13 14q32.13
79689 RefSeq 7 7 7q21.12 7q21.12
79690 RefSeq 7 7 7q22.1 7q22
79691 RefSeq 3 3 3q13.31 3q13.31
79692 RefSeq 6 6 6p22.1 6p22.1
79693 RefSeq 1 1 1p34.3 1p34.3
79694 RefSeq 6 6 6q16.1 6q16.1
79695 RefSeq 9 9 9q22.33 9q22.33
79696 RefSeq 14 14 14q24.3 14q24.3
79697 RefSeq 14 14 14q24.3 14q24.3
79698 RefSeq 8 8 8p11.21 8p11.21

79701 RefSeq 17 17 17q25.3 17q25.3
79703 RefSeq 11 11 11q13.2 11q13.2
79706 RefSeq 7 7 7q22.1 7q22.1
79707 RefSeq 1 1 1p36.31 1p36.31
79709 RefSeq 19 19 19p13.11 19p13.11
79710 RefSeq X X Xq22.3 Xq22.3
79711 RefSeq 14 14 14q11.2 14q11.2
79712 RefSeq 2 2 2q22.3 2q22.3
79713 RefSeq 19 19 19q13.12 19q13.12
79714 RefSeq 3 3 3p21.31 3p21.31
79716 RefSeq 20 20 20q13.32 20q13.32
79717 RefSeq 1 1 1p34.2 1p34.2
79718 RefSeq 3 3 3q26.32 3q26.32
79719 RefSeq 15 15 15q22.33 15q22.33-q23



79720 RefSeq 12 12 12q24.31 12q24.31
79722 RefSeq 5 5 5q11.2 5q11.2
79724 RefSeq 16 16 16p11.2 16p11.2
79725 RefSeq 4 4 4q21.22 4q21.3

79727 RefSeq 1 1 1p36.11 1p36.11
79728 RefSeq 16 16 16p12.1 16p12.1
79729 RefSeq 1 1 1p34.3 1p34.3
79730 RefSeq 4 4 4p14 4p14
79731 RefSeq 11 11 11q14.1 11q14.1
79733 RefSeq 11 11 11p15.1 11p15.1
79734 RefSeq 22 22 22q12.3 22q12.3
79735 RefSeq 19 19 19q13.33 19q13.33
79736 RefSeq 17 17 17q11.2
79738 RefSeq 12 12 12q21.2 12q21.2
79739 RefSeq 1 1 1p31.1 1p31.1
79740 RefSeq 3 3 3q26.1 3q26.1

main containing 7|| RefSeq 10 10 10p11.22 10p11.22
79742 RefSeq X X Xp11.3
79744 RefSeq 19 19 19q13.43 19q13.43
79745 RefSeq 2 2 2p23.2 2p23.2
79746 RefSeq 10 10 10p14 10p14
79748 RefSeq 15 15 15q24.1 15q24.1
79750 RefSeq 3 3 3p24.3 3p24.3
79751 RefSeq 11 11 11p15.5 11p15.5
79752 RefSeq 8 8 8q21.13 8q21.13
79754 RefSeq 10 10 10p15.1 10p15.1
79755 RefSeq 17 17 17q25.3 17q25.3
79758 RefSeq 13 13 13q14.3 13q14.3
79759 RefSeq 16 16 16p11.2 16p11.2
79760 RefSeq 19 19 19q13.32 19q13.32
79762 RefSeq 1 1 1q41 1q41
79763 RefSeq 19 19 19q13.42 19q13.42
474344 RefSeq 7 7 7q36.1
79767 RefSeq 16 16 16q22.1 16q22.1
79768 RefSeq 15 15 15q14 15q14
79770 RefSeq 5 5 5q31.1 5q31.1
79772 RefSeq 5 5 5q15 5q15
79774 RefSeq 13 13 13q34 13q34
79776 RefSeq 8 8 8q21.11 8q21.11
79778 RefSeq 7 7 7p22.3 7p22.3
 protein FLJ23518 RefSeq 11 11 11q21 11q21
79781 RefSeq 2 2 2q37.2 2q37.2-q37.3
79782 RefSeq 3 3 3q26.2 3q26.2
79783 RefSeq 7 7 7p14.1 7p14.1
79784 RefSeq 19 19 19q13.33 19q13.33
79785 RefSeq 12 12 12p12.3 12p12.3
79786 RefSeq 16 16 16q24.1 16q24.1
79789 RefSeq 14 14 14q32.13 14q32.13
79794 RefSeq 12 12 12q24.22 12q24.22
79796 RefSeq 11 11 11q23.1 11q23



79797 RefSeq 11 11 11p11.2 11p11.2
79798 RefSeq 16 16 16p11.2 16p11.2
79799 RefSeq 4 4 4q13.2 4q13.2
79801 RefSeq 16 16 16q11.2 16q11.2
79802 RefSeq 1 1 1q41 1q41
79805 RefSeq 1 1 1q32.3 1q32.3
79807 RefSeq 4 4 4q24 4q24
79809 RefSeq 2 2 2q24.3 2q24.3
79810 RefSeq 5 5 5q13.2 5q13.2
79811 RefSeq 15 15 15q21.3 15q21.3
79812 RefSeq 10 10 10q23.2 10q23.2
79813 RefSeq 9 9 9q34.3 9q34.3
79815 RefSeq 8 8 8q22.2 8q22.2
79816 RefSeq 19 19 19p13.3 19p13.3
79817 RefSeq 9 9 9p21.2 9p21.2
79818 RefSeq 19 19 19q13.43 19q13.43
79819 RefSeq 1 1 1p31.2 1p31.2
79820 RefSeq 14 14 14q32.12 14q32.12
79823 RefSeq 2 2 2p21 2p21
79825 RefSeq 3 3 3q21.3 3q21.3
79827 RefSeq 11 11 11q24.1 11q24.1
79828 RefSeq 2 2 2q31.1 2q31.1
79829 RefSeq 11 11 11q13.1 11q13.1
79830 RefSeq 1 1 1p34.3 1p34.3
79831 RefSeq 16 16 16p12.1 16p12.1
79833 RefSeq 2 2 2p22.1 2p22.1
79834 15 15q24.3
79836 RefSeq X X Xq24 Xq24
79838 RefSeq 16 16 16p12.3 16p12.3
79839 RefSeq 18 18 18q22.1 18q22.1
79840 RefSeq 2 2 2q35 2q35
79841 RefSeq 11 11 11p11.2 11p11.2
79842 RefSeq 11 11 11q12.3 11q12.3
79843 RefSeq 2 2 2q36.2 2q36.3
79844 RefSeq 5 5 5p15.33 5p15.33
79845 RefSeq 8 8 8p12 8p12
79846 RefSeq 7 7 7q21.13 7q21.13
79847 RefSeq 10 10 10q24.32 10q24.32
79848 RefSeq 8 8 8q13.2 8q13.2
79849 RefSeq 11 11 11q23.3 11q23.3
79850 RefSeq 17 17 17p13.3 17p13.3
79853 RefSeq 2 2 2q36.3 2q36.3
79854 RefSeq 1 1 1p36.33 1p36.33
79856 RefSeq 15 15 15q22.31 15q22.31

79861 RefSeq 10 10 10p15.1 10p15.1
79862 RefSeq 1 1 1q44 1q44
79863 RefSeq 18 18 18q23 18q23
79864 RefSeq 11 11 11q24.1 11q24.1
79865 RefSeq 6 6 6p21.1 6p21.1
79866 RefSeq 13 13 13q22.1 13q22.1



79867 RefSeq 12 12 12q24.31 12q24.31
79868 RefSeq X X Xq23 Xq23
79869 RefSeq 11 11 11q12.2 11q12.2
79870 RefSeq 8 8 8q22.3 8q22.3
79658 4 4q31.23
79871 RefSeq 1 1 1p22.1 1p22.1
79872 RefSeq 7 7 7q31.1 7q31.1
79873 RefSeq 8 8 8p21.3 8p21.3
79874 RefSeq 16 16 16p11.2 16p11.2
79876 RefSeq 3 3 3q22.1 3q22.1
79877 RefSeq 17 17 17q21.31 17q21.31
79882 RefSeq 14 14 14q31.3 14q31.3
79883 RefSeq 19 19 19p13.12 19p13.12
79884 RefSeq 4 4 4q32.1 4q32.1
79886 RefSeq 9 9 9p21.2 9p21.2
79887 RefSeq 12 12 12p13.1 12p13.1
79890 RefSeq 14 14 14q32.12 14q32.12
79891 RefSeq 19 19 19q13.43 19q13.43
79892 RefSeq 10 10 10q26.12 10q26.12
79893 RefSeq 17 17 17q12 17q12
79894 RefSeq 1 1 1q44 1q44

79897 RefSeq 6 6 6p21.33 6p21.33
79898 RefSeq 19 19 19q13.41 19q13.41
79899 RefSeq 11 11 11p13 11p13-p12
79901 RefSeq 2 2 2q31.1 2q31.1
79902 RefSeq 17 17 17q25.1 17q25.1
79903 RefSeq 16 16 16p13.3 16p13.3
79905 RefSeq 16 16 16p12.3 16p12.3
79906 RefSeq 1 1 1p36.33 1p36.33-p36.32
79908 RefSeq 5 5 5q35.3 5q35.3
79912 RefSeq 12 12 12p12.1 12p12.1
79915 RefSeq 17 17 17q11.2 17q11.2
79917 RefSeq X X Xp11.23 Xp11.23
79918 RefSeq 16 16 16q21 16q21
79919 RefSeq 2 2 2q37.3 2q37.3
79921 RefSeq X X Xq22.2 Xq22.2
79922 RefSeq 17 17 17q12 17q12
79925 RefSeq 5 5 5p13.2 5p13.2

RefSeq 1 1q42.13
79927 RefSeq 1 1 1p36.11 1p36.11
79929 RefSeq 3 3 3q27.1 3q27.1
79930 RefSeq 5 5 5q35.3 5q35.3
79931 RefSeq 4 4 4q27 4q27
79932 RefSeq 1 1 1p34.3 1p34.2
79933 RefSeq 10 10 10q22.2 10q22.2
79939 RefSeq 19 19 19p13.11 19p13.11
79940 RefSeq 6 6 6q13 6q13
79943 RefSeq 8 8 8q24.3 8q24.3
79944 RefSeq 14 14 14q21.3 14q21.3
79946 RefSeq 10 10 10q24.32 10q24.32



79947 RefSeq 1 1 1p36.11 1p36.11
79949 RefSeq 10 10 10q25.3 10q25.3
79951 RefSeq 11 11 11q23.3 11q23.3
79953 RefSeq 20 20 20p11.21 20p11.21
79954 RefSeq 2 2 2p25.1 2p25.1
79955 RefSeq 10 10 10q24.31 10q24.32

79957 RefSeq 1 1 1q22 1q22
79958 RefSeq 19 19 19p13.3 19p13.3
79959 RefSeq 18 18 18p11.21 18p11.21
79960 RefSeq 4 4 4q28.2 4q26-q27
79961 RefSeq 1 1 1p13.3 1p13.3
79962 RefSeq 12 12 12q13.12 12q13.12
79963 RefSeq 4 4 4p16.3 4p16.3
79964 2 2p11.2
79966 RefSeq 4 4 4q21.22 4q21.3
79969 RefSeq 6 6 6p21.33 6p21.33
79970 RefSeq 7 7 7q36.1 7q36.1
79971 RefSeq 1 1 1p31.2 1p31.2
79973 RefSeq 19 19 19p13.2 19p13.2
79974 RefSeq 7 7 7q31.31 7q31.31
79977 RefSeq 8 8 8q22.3 8q22.3
79979 RefSeq X X Xq22.1 Xq22.1
79980 RefSeq 20 20 20q11.23 20q11.23
79981 RefSeq 6 6 6q27 6q27
79982 RefSeq 4 4 4q23 4q23
79983 RefSeq X X Xq21.1 Xq21.2
79984 RefSeq 16 16 16q22.1 16q22.1
79986 RefSeq 19 19 19q13.41 19q13.41
79989 RefSeq 7 7 7q34 7q34

e/oligosaccharide-bRefSeq 10 10 10q24.33 10q25.1
79992 RefSeq 6 6 6q26 6q26

79998 RefSeq 2 2 2p13.3 2p13.3

80000 RefSeq 18 18 18q11.1 18q11.1-q11.2
80003 RefSeq 1 1 1q42.2 1q42.2
80004 RefSeq 16 16 16q22.1 16q22.1
80005 RefSeq 8 8 8p21.2 8p21.2
80006 RefSeq 5 5 5q12.3 5q12.3
80007 RefSeq 10 10 10q26.13 10q26.13
80008 RefSeq 4 4 4p14 4p14
80010 RefSeq 9 9 9q21.32 9q21.32
80011 RefSeq 16 16 16q13 16q13
80012 RefSeq 3 3 3q26.2 3q26.2
80013 RefSeq 10 10 10p13 10p13
80014 RefSeq 4 4 4q35.1 4q35.1
80017 RefSeq 14 14 14q32.12 14q32.12
80018 RefSeq 12 12 12q24.13 12q24.13
80019 RefSeq 10 10 10q24.1 10q24.1-q24.2
80020 RefSeq 22 22 22q12.3 22q12.3



80021 RefSeq 15 15 15q15.2 15q15.2
80023 RefSeq 20 20 20p13 20p13
80024 RefSeq 12 12 12q24.13 12q24.13
80028 RefSeq 7 7 7p22.1 7p22.1
80031 RefSeq 15 15 15q21.1 15q21.1
80032 RefSeq 19 19 19p13.3 19p13.3
80034 RefSeq 2 2 2q24.3 2q24.3
80039 RefSeq 17 17 17p11.2 17p11.2
80052 RefSeq 16 16 16q22.1 16q22.1

RefSeq 19 19q13.11
80055 RefSeq 2 2 2q33.1 2q33.1
80059 RefSeq 2 2 2p12 2p12

RefSeq 5 5q12.1
80067 RefSeq 2 2 2q31.1 2q31.1

80069 RefSeq 6 6 6q27 6q27
80071 RefSeq 11 11 11q24.2 11q24.2
54507 RefSeq 1 1 1q21.2 1q21.2
80086 RefSeq 2 2 2q35 2q35
80094 RefSeq 8 8 8p21.3 8p21.3
80095 RefSeq 19 19 19q13.43 19q13.4
80097 RefSeq 2 2 2q21.1 2q21.1
80098 RefSeq 1 1 1p34.2 1p34.2
80099 RefSeq 7 7 7p12.3 7p12.3
80108 RefSeq 5 5 5q35.3 5q35.3
80110 RefSeq 19 19 19q13.41 19q13.41
80111 RefSeq 3 3 3q22.1 3q22.1
80112 RefSeq 7 7 7q11.23 7q11.23

RefSeq 10 10q21.1
80115 RefSeq 22 22 22q13.1 22q13.1
80117 RefSeq 3 3 3q25.33 3q25.33
266977 RefSeq 6 6 6p12.3 6p12.3
80119 RefSeq 15 15 15q22.31 15q22.31
80124 RefSeq 8 8 8q13.1 8q13
80125 RefSeq 15 15 15q24.1 15q24.1
80127 RefSeq 14 14 14q24.3 14q24.3
80128 RefSeq 1 1 1q22 1q22
80129 RefSeq 6 6 6q25.1 6q25.1
80131 RefSeq 19 19 19p13.2 19p13.2
80133 RefSeq 1 1 1q24.3 1q24.3
80135 RefSeq 1 1 1p22.3 1p22.3
80139 RefSeq 8 8 8p12 8p12
80142 RefSeq 9 9 9q34.11 9q34.11
80143 RefSeq 1 1 1p13.1 1p13.1
80144 RefSeq 4 4 4q21.21 4q21.21
80145 RefSeq 3 3 3p14.1 3p14.1
80146 RefSeq 2 2 2q12.2 2q12.2
80148 RefSeq 18 18 18q23 18q23
80149 RefSeq 1 1 1p34.3 1p34.3
80150 RefSeq 11 11 11q12.3 11q12.3
80152 RefSeq 16 16 16q22.1 16q22.1



80153 RefSeq 15 15 15q24.1 15q24.1
80157 RefSeq 4 4 4p12 4p12-p11
80161 RefSeq X Xp22.33
80167 RefSeq 4 4 4q28.2 4q28.2
80173 RefSeq 9 9 9p21.2 9p21.2
80176 RefSeq 1 1 1p36.22 1p36.22
80177 RefSeq 6 6 6q25.2 6q25.2
80178 RefSeq 16 16 16p13.3 16p13.3
80179 RefSeq 17 17 17q12 17q12
80183 RefSeq 13 13 13q14.13 13q14.13
80184 RefSeq 12 12 12q21.32 12q21.33
80185 RefSeq 8 8 8p12 8p12
80194 RefSeq 11 11 11q13.2 11q13.2
80195 RefSeq 10 10 10q22.3 10q22.3
80196 RefSeq 12 12 12q24.31 12q24.31
80198 RefSeq 11 11 11q13.1 11q13
80199 RefSeq 19 19 19q13.33 19q13.33
80201 RefSeq 10 10 10q22.1 10q22.1

80208 RefSeq 15 15 15q21.1 15q14
80209 RefSeq 13 13 13q13.3 13q13.3
80210 RefSeq 2 2 2q37.1 2q37.1
80212 RefSeq 12 12 12q24.31 12q24.31
80213 RefSeq 15 15 15q26.3 15q26.3

RefSeq 21 21q22.12
80217 RefSeq 10 10 10q25.1 10q25.1
80218 RefSeq 3 3 3q13.2 3q13.2
80219 RefSeq 2 2 2q33.1 2q33.1
80221 RefSeq 17 17 17q21.33 17q21.33
80222 RefSeq 1 1 1q21.2 1q21.2
80224 RefSeq 14 14 14q12 14q12

RefSeq 5 5q34
80227 RefSeq 11 11 11q13.4 11q13.4
80228 RefSeq 7 7 7q22.1 7q22.1
80230 RefSeq 5 5 5q35.3 5q35.3
80231 RefSeq X X Xp21.2 Xp21.3
main 26|| RefSeq 1 1 1q42.12 1q42.12
80233 RefSeq 17 17 17q25.3 17q25.3
80235 RefSeq 3 3 3q29 3q29
80237 RefSeq 15 15 15q15.3 15q15.3
80243 RefSeq 8 8 8q13.2 8q13.2
80254 RefSeq 3 3 3q22.1 3q22.1
80255 RefSeq 2 2 2q14.1 2q14.1
80256 RefSeq 9 9 9p13.3 9p13.3
80258 RefSeq X X Xp11.3 Xp11.3
80262 RefSeq 16 16 16q22.1 16q22.1
80263 RefSeq 1 1 1p13.1 1p13.1
80264 RefSeq 19 19 19p12 19p12
80270 RefSeq 16 16 16p11.2 16p12-p11.2
80273 RefSeq 4 4 4p16.1 4p16
80274 RefSeq 22 22 22q13.2 22q13



80301 RefSeq 15 15 15q22.31 15q22.1
80303 RefSeq 2 2 2q37.1 2q37.1
80304 RefSeq 2 2 2p23.3 2p23.3
80305 RefSeq 22 22 22q13.33 22q13.33
80306 RefSeq 4 4 4p15.32 4p16
80308 RefSeq 1 1 1q22 1q22

inducible protein 1 RefSeq 11 11 11q22.3 11q22.3

80312 RefSeq 10 10 10q21.3 10q21

80315 RefSeq 5 5 5q35.2 5q21
80317 RefSeq 6 6 6p22.1 6p22.1
80319 RefSeq 4 4 4q24 4q22-q24
80320 RefSeq 17 17 17q21.32 17q21.32
80321 RefSeq 3 3 3q22.3 3q22-q23
80323 RefSeq 18 18 18q21.2 18q21
80324 RefSeq 12 12 12q24.33 12q24.33
80328 RefSeq 6 6 6q25.1 6q25
80329 RefSeq 6 6 6q25.1 6q25
80331 RefSeq 20 20 20q13.33 20q13.33
80333 RefSeq 4 4 4p15.31 4p15.31
80335 RefSeq 3 3 3p21.2 3p21.2
80339 RefSeq 22 22 22q13.31 22q13.31
80341 RefSeq 20 20 20q11.21 20q11.21
80342 RefSeq 1 1 1q32.2 1q32.3-q41
80343 20 20p12.1
80344 RefSeq 14 14 14q11.2 14q11.2
80345 RefSeq 6 6 6p22.1 6p22.1
80346 RefSeq 8 8 8p21.3 8p21.3
80349 RefSeq 15 15 15q25.1 15q25.1
80351 RefSeq 10 10 10q23.32 10q23.3
80352 RefSeq 6 6 6p21.33 6p21.3
80380 RefSeq 9 9 9p24.1 9p24.2
80381 RefSeq 15 15 15q24.1 15q23-q24
9662 RefSeq 4 4 4q12 4q12
80169 RefSeq 17 17 17p13.1 17p13.1
79879 22 22q13.2

olgi autoantigen golRefSeq 15 15 15q25.2
83746 RefSeq 22 22 22q13.2 22q13.31-q13.33

mRNA 9 9q31.3
80700 RefSeq 19 19 19p13.3 19p13
80704 RefSeq 2 2 2q36.3 2q37
80705 RefSeq 2 2 2q11.2 2q11.2
80712 RefSeq X X Xq22.2 Xq22.1
80723 RefSeq 3 3 3q22.3 3q22.3
80725 RefSeq 17 17 17q12 17q12

80736 RefSeq 6 6 6p21.33 6p21.3
80737 RefSeq 6 6 6p21.33 6p21.33



80739 RefSeq 6 6 6p21.33 6p21.33
80740 RefSeq 6 6 6p21.33 6p21.33
80741 RefSeq 6 6 6p21.33 6p21.33
80742 RefSeq 6 6 6p21.33 6p21.33
80745 RefSeq 2 2 2p22.1 2p22.1
80746 RefSeq 3 3 3p25.2 3p25.2
80755 RefSeq 17 17 17q21.31 17q21.31
80757 RefSeq 14 14 14q32.33 14q32.33

ynaptic)|| RefSeq 5 5 5q35.3 5q35.3
e 6 open reading fr RefSeq 6 6 6q13 6q13
80760 RefSeq 10 10 10p14 10p14
80761 RefSeq 7 7 7q11.23 7q11.2
80762 RefSeq 5 5 5q31.3 5q31.3
80763 RefSeq 12 12 12p12.1 12p12.1
80764 RefSeq 22 22 22q11.21 22q11.2
80765 RefSeq 15 15 15q25.1 15q26
80774 RefSeq 17 17 17q23.3 17q23.3
80775 RefSeq 2 2 2q14.2 2q14.2
80776 RefSeq 19 19 19q13.2 19q13.2

ondrial membrane cRefSeq 16 16 16q22.1 16q22.1
80778 RefSeq 8 8 8q24.3 8q24.3
80789 RefSeq 11 11 11q12.3 11q12.3

protein|| RefSeq 16 16 16q23.2 16q23
80816 18 18q11
80817 RefSeq 4 4 4q34.1 4q34
80818 RefSeq 1 1 1p36.12 1p36
80820 RefSeq 7 7 7p14.2 7p14
80821 RefSeq 14 14 14q22.1 14q21
80823 RefSeq X X Xq22.1 Xq23

ein 91 homolog (m RefSeq 11 11 11q12.1 11q12
80830 RefSeq 22 22 22q12.3 22q12.3
80831 RefSeq 22 22 22q12.3 22q12.3
80851 RefSeq 1 1 1q44 1q44
80852 3 3p24-p23
80853 7 7q34
80856 RefSeq 2 2 2q31.1 2q31
6 open reading frame 12|| 6 6p21.33
80863 RefSeq 6 6 6p21.32 6p21.32
 thioesterase 2|| RefSeq 6 6 6p21.32 6p21.3
80896 RefSeq 1 1 1q25.3 1q25
80975 RefSeq 11 11 11q23.2 11q
81025 RefSeq 1 1 1p34.3 1p34
81030 RefSeq 20 20 20q13.32 20q13.32
81031 RefSeq 20 20 20q13.12 20q13.1
late transporter/ca RefSeq 8 8 8q22.3 8q22.3
81035 RefSeq 18 18 18p11.32 18pter-p11.3
81037 RefSeq 5 5 5p15.33 5pter-p15.3
81490 RefSeq 11 11 11p15.5 11p15
81492 RefSeq 19 19 19q13.32 19q13.3
81493 RefSeq 1 1 1p35.1 1p34.3-p33
81501 RefSeq 8 8 8q22.3 8q23



81502 RefSeq 20 20 20q11.21 20q11.21
81532 RefSeq 11 11 11p15.5 11p15.5
81533 RefSeq 16 16 16q12.1 16q12.1
81539 RefSeq 12 12 12q13.11 12q13.11
81542 RefSeq 14 14 14q22.1 14q22.1
81543 RefSeq 21 21 21q22.3 21q22.3
81544 RefSeq 11 11 11q13.4 11q13.4-q13.5
81545 RefSeq 5 5 5q32 5q32
81550 RefSeq 13 13 13q21.2 13q21.2
81551 RefSeq 8 8 8p21.2 8p21.2
81552 RefSeq 7 7 7p11.2 7p11.2
81553 RefSeq 2 2 2p24.3 2p24.3-p24.2
81554 RefSeq 7 7 7q11.23 7q11.23
81555 RefSeq 5 5 5q31.3 5q31.3
81556 RefSeq 15 15 15q22.31 15q22.31
81557 RefSeq X X
81558 RefSeq 17 17 17q21.33 17q21.33
81559 RefSeq 1 1 1q42.13 1q42.13
81562 RefSeq 2 2 2q11.2 2q11.2
1 open reading fra RefSeq 1 1 1q25.3 1q25
81566 RefSeq 12 12 12q13.12 12q13.11-q13.12
81569 RefSeq 1 1 1p36.13 1p36.2-p35
81570 RefSeq 11 11 11q13.4 11q13.4
81571 RefSeq 9 9 9q33.3 9q33.3
81572 RefSeq 20 20 20q11.21 20q11.21
81573 RefSeq 1 1 1p31.1 1p32.3-p31.3
81575 RefSeq 12 12 12p13.2 12p13.2
81576 RefSeq 19 19 19p13.13 19p13.13
81577 RefSeq 16 16 16q22.1 16q22.1
81578 RefSeq 6 6 6p12.1 6p12.3-p11.2
81579 RefSeq 4 4 4q25 4q25
81605 RefSeq 9 9 9q34.11 9q34.11
81606 RefSeq 2 2 2p23.1 2p23.1
81608 RefSeq 4 4 4q12 4q12
81609 RefSeq 1 1 1q21.3 1q21.3
81610 RefSeq 20 20 20q11.23 20q11.22-q12
81611 RefSeq 1 1 1q21.2 1q21.2
81614 RefSeq 15 15 15q11.2 15q11.2
81615 RefSeq 2 2 2q21.3 2q21.3
81616 RefSeq 19 19 19p13.3 19p13.3
81617 RefSeq 13 13 13q14.2 13q14.2
81618 RefSeq 2 2 2q37.1 2q37
14|| RefSeq 10 10 10q22.3 10q22.3
81620 RefSeq 16 16 16q24.3 16q24.3
81621 RefSeq 10 10 10q24.31 10q24.32
81622 RefSeq 11 11 11q13.2 11q13
81623 RefSeq 20 20 20p13 20p13

oside-binding, solu RefSeq 14 14 14q22.3 14q21-q22
81626 RefSeq 1 1 1q25.3 1q25
81627 RefSeq 1 1 1q25.3 1q25.2
81628 RefSeq 7 7 7q22.1 7p21-p15



81631 RefSeq 16 16 16q24.2 16q24.2
81669 RefSeq 1 1p36.33
81671 RefSeq 17 17 17q23.2 17q23.2
81688 RefSeq 6 6 6p22.2 6p22.2
81689 RefSeq 9 9 9q21.33 9q21.33
81691 RefSeq 16 16 16p12.3 16p12.3
81698 RefSeq 15 15 15q24.3 15q23-q24
81704 RefSeq 9 9 9p24.3 9p24.3
81786 RefSeq 5 5 5q35.3 5q35.3
81787 ? 18p11.21
81789 RefSeq 5 5 5q32 5q32
81790 RefSeq 8 8 8p11.21 8p11.21
81796 RefSeq 8 8 8q13.3 8q13.3
81831 RefSeq 16 16 16q12.1 16q11
81832 RefSeq 18 18 18q22.3 18q22-q23
81833 RefSeq 6 6 6q15 6q15
81839 RefSeq 1 1 1p13.1 1p11-p13.1
81844 RefSeq 7 7 7q22.1 7q22.1
81846 RefSeq 11 11 11p15.4 11p15.4
81847 RefSeq 6 6 6q22.33 6q22.1-q22.33
81848 RefSeq 5 5 5q31.3 5q31.3
81849 RefSeq 1 1 1p31.1 1p31.1
ociated protein 1-1 RefSeq 17 17 17q21.2 17q12-q21
81853 RefSeq 6 6 6p24.2 6p25.1-p23
81855 RefSeq 10 10 10q24.31 10q24.32
81856 RefSeq 19 19 19q13.41 19q13.41
81857 RefSeq 19 19 19q13.33 19q13.3
81858 RefSeq 8 8 8q24.3 8q24.3
81873 RefSeq 9 9 9q33.3 9q33.3
81875 RefSeq 1 1 1q23.1 1q23.1
81876 RefSeq 11 11 11q13.2 11q12
81887 RefSeq X X Xq12 Xq12-q13
81888 RefSeq 1 1 1p34.2 1p34.2
81890 RefSeq 19 19 19p13.2 19p13.3
81892 RefSeq 14 14 14q24.3 14q24.3
81894 RefSeq 10 10 10q24.2 10q23-q24
81926 RefSeq 19 19 19p13.3 19p13.3
81928 20 20q13.33
81929 RefSeq 18 18 18p11.21 18p11.21
81931 RefSeq 19 19 19p12 19p12
83401 RefSeq 10 10 10q24.32 10q24.32

RefSeq 12 12p13.32
83442 RefSeq 1 1 1p36.11 1p35-p34.3
83443 RefSeq 6 6 6q24.2 6q24.2
83444 RefSeq 2 2 2p13.1 2p13.1
83445 RefSeq 12 12 12p13.1 12p13.1
83446 RefSeq 13 13 13q14.3 13q14.3
83447 RefSeq 4 4 4q28.1 4q28.1
83448 RefSeq 12 12 12q12 12q12
83449 RefSeq 16 16 16q22.2 16q22.2
83450 RefSeq 17 17 17p11.2 17p11.2



83459 RefSeq 9 9 9q34.3
83460 RefSeq 17 17 17p13.2 17p13.2
83461 RefSeq 12 12 12p13.31 12p13
83463 RefSeq 5 5 5q35.3 5q35.3
83464 RefSeq 15 15 15q22.2 15q22.2
83468 RefSeq 12 12 12q23.3 12q
83475 RefSeq 19 19 19p13.3 19p13.3
83478 RefSeq 4 4 4q21.23 4q21.23
83479 RefSeq 1 1 1q32.1 1q32.1
83480 RefSeq 11 11 11q24.2 11q24.2
83482 RefSeq 8 8 8q24.3 8q24.3
83483 RefSeq 19 19 19p13.11 19p13.2
83538 RefSeq 17 17 17q21.2 17q21.2
83539 RefSeq 18 18 18q11.2 18q11.2
83541 RefSeq 20 20 20p13 20p13
83543 RefSeq 9 9 9q34.13 9q34.13-q34.3
83544 RefSeq 14 14 14q24.3 14q24.3
83546 RefSeq 19 19 19p13.13 19p12
83547 RefSeq 17 17 17p13.3 17p13.3
83548 RefSeq 13 13 13q14.13 13q14.13
83552 RefSeq 11 11 11q23.3 11q23
83590 RefSeq 7 7 7q36.1 7q36.1
83591 RefSeq 12 12 12q21.1 12q21.1
83594 RefSeq 5 5 5q21.2 5q21.2
83595 RefSeq 8 8 8p23.1
83596 RefSeq 19 19 19q13.33 19q13.3
83597 RefSeq 3 3 3p21.31 3p21.3
83604 RefSeq X X Xp21.1 Xp11.4
83605 RefSeq 7 7 7p13 7p13
83606 RefSeq 22 22 22q11.23 22q11.2
83607 RefSeq 2 2 2q14.3 2q21
83608 RefSeq 18 18 18q12.2 18q12.2
83636 RefSeq 19 19 19q12 19q12
83637 7 7p13
83639 RefSeq 19 19 19q13.31 19q13.31
83640 RefSeq 15 15 15q25.2 15q25.2
83641 RefSeq 10 10 10p13 10p13
83642 RefSeq 22 22 22q13.33 22q13.33
83643 RefSeq 10 10 10p13 10p13
83648 RefSeq 8 8 8p23.1 8p23-p22
83650 RefSeq 8 8 8p23.1 8p23-p22

RefSeq 8 8p23.1
RefSeq 8 8p23.1

83659 RefSeq 17 17 17p13.1 17p13.1
83660 RefSeq 15 15 15q22.2 15q15-q21
83666 RefSeq 3 3 3q21.1 3q13-q21
83667 RefSeq 1 1 1p35.3 1p35.3
83690 RefSeq 8 8 8q21.11 8q21.11
83692 RefSeq X X Xq28 Xq28
83693 RefSeq 16 16 16q24.1 16q24.1



83695 RefSeq 12 12 12p13.33 12p13.33
83696 RefSeq 8 8 8q24.3 8q24.3
83697 RefSeq 5 5 5q31.2 5q31
83698 RefSeq 7 7 7q11.22 7q11
83699 RefSeq 6 6 6q14.1 6q13-15
83700 RefSeq 11 11 11q25 11q25
83706 RefSeq 11 11 11q13.1 11q13.1
83707 RefSeq 11 11 11q13.1 11q13.1
83715 RefSeq 1 1 1p36.31 1p36.31-p36.11
83716 RefSeq 16 16 16q24.1 16q24.1
83719 RefSeq 16 16 16p11.2 16p11.2
83723 RefSeq 16 16 16p11.2 16p11.2
83729 RefSeq 12 12 12q13.3 12q13.3
83733 RefSeq 22 22 22q11.21 22q11.2
83734 RefSeq 5 5 5q14.1 5q14.1-q14.2
83740 X Xq28
83742 RefSeq 10 10 10q24.2 10q24.2
83743 RefSeq 19 19 19q13.32 19q13.32

protein|| RefSeq 16 16 16p11.2 16p12
81850 RefSeq 17 17 17q21.2 17q12-q21
83752 RefSeq 16 16 16q12.1 16q12.1
83756 1 1p36.33
83758 RefSeq 12 12 12p13.31 12p13.31
83759 RefSeq 11 11 11q13.2 11q13
83786 RefSeq 11 11 11q13.1 11q13
83787 RefSeq 7 7 7q22.1 7q22.1
83795 RefSeq 6 6 6p21.2 6p21.2-p21.1
83849 RefSeq 10 10 10q11.22 10q11.1
83850 RefSeq 3 3 3q22.3 3q22.3
83851 RefSeq 14 14 14q23.2 14q23.2
83854 RefSeq 19 19 19p13.2 19p13.2
83856 RefSeq 9 9 9q31.1 9q31
83857 RefSeq 12 12 12p11.22 12p11.22
83858 RefSeq 1 1 1p36.33 1p36.33
83860 10 10p15.1
83861 RefSeq 6 6 6q25.3 6q25.3
83862 RefSeq 7 7 7q11.23 7q11.23

RefSeq Y Yq11.223
83871 RefSeq 17 17 17q11.2 17q11.2
83872 RefSeq 1 1 1q25.3 1q25.3-q31.1
83874 RefSeq 22 22 22q12.2 22q12.1-qter
dioxygenase 2|| RefSeq 11 11 11q23.1 11q22.3-q23.1
83876 RefSeq 18 18 18q21.1 18q21
83877 RefSeq 8 8 8p11.23 8p11.23
83878 RefSeq 19 19 19p13.11 19p13
83880 RefSeq 2 13 2p11.1 13p13
83882 RefSeq 17 17 17q25.3 17q25.3
83884 RefSeq 5 5 5q31.3 5q31
83886 RefSeq 16 16 16p13.3 16p13.3
83887 RefSeq 6 6 6q27 6q27



83888 RefSeq 4 4 4p15.32 4p16
83889 19 19q13.13
83890 RefSeq 5 5 5q15 5q15
83891 RefSeq 4 4 4q35.1 4q35.1
83892 RefSeq 12 12 12q24.11 12q24.11
83893 RefSeq 3 3 3q26.31 3q26.31
83894 RefSeq 4 4 4q31.22 4q31.22
83895 RefSeq 17 17 17q21.2 17q12-q21
83896 RefSeq 17 17 17q21.2 17q12-q21
83897 RefSeq 17 17 17q21.2 17q12-q21
83900 RefSeq 17 17 17q21.2 17q12-q21
83902 RefSeq 17 17 17q21.2 17q12-q21
83930 RefSeq 7 7 7p14.1 7p14-p13
83932 RefSeq 1 1 1q42.2 1q42.12-q43
83937 RefSeq 10 10 10q11.21 10q11.21
83938 RefSeq 10 10 10q22.2 10q22.2-q22.3
83939 RefSeq 3 3 3q25.1 3q25.1
83940 RefSeq 8 8 8q24.13 8q24.13
83941 RefSeq 1 1 1p31.3 1p31.3
83943 RefSeq 7 7 7q31.1 7q31
83953 RefSeq 1 1 1q32.1 1q32.1

RefSeq 8 8q22.3
RefSeq 12 12q12
RefSeq X Xq12

83959 RefSeq 20 20 20p13 20p12
83982 RefSeq 14 14 14q32.13 14q32.13
83985 RefSeq 16 16 16p11.2 16p11.2
83986 RefSeq 16 16 16p13.3 16p13.3
83987 RefSeq 19 19 19q13.32 19q13.32
83988 RefSeq 8 8 8q22.3 8q22-q23

thetical protein FLJ RefSeq 5 5 5q15 5q15
83992 RefSeq 7 7 7q31.2
83998 RefSeq 1 1 1p12 1p13.1-p12
84000 RefSeq 11 11 11q23.3 11q23
84002 RefSeq 3 3 3q27.1 3q28
84034 RefSeq 18 18 18p11.32 18p11.3
84056 RefSeq 13 13 13q12.3 13q12.3
84057 RefSeq 4 4 4q31.3 4q31.3
84058 RefSeq 2 2 2p13.1 2p13.1
84060 RefSeq 7 7 7q21.2 7q21.2
84061 RefSeq X X Xq21.1 Xq21.1
84063 RefSeq 19 19 19q13.12 19q13.12
84065 RefSeq 1 1 1p36.11 1p36.11
84066 RefSeq 1 1 1q25.2 1q25.2
84067 RefSeq 11 11 11p15.4 11p15.4
84068 RefSeq 4 4 4q31.22 4q31.22
84069 RefSeq 1 1 1p36.33 1p36.33
84070 RefSeq 12 12 12q13.12 12q13.12
 H+ transporting, mRefSeq 6 6 6q21 6q21
84072 RefSeq 1 1 1q21.2 1q21.2
84073 RefSeq 17 17 17q21.33 17q21.33



84074 RefSeq 17 17 17q25.1 17q25.1
84075 RefSeq 14 14 14q21.2 14q21.2
84076 RefSeq 4 4 4q32.2 4q32.2
84077 RefSeq 3 3 3p25.1 3p25.1
84078 RefSeq 13 13 13q14.11 13q14.11
84079 RefSeq 19 19 19q13.11 19q13.11
84080 RefSeq 16 16 16q22.1 16q22.1
84081 RefSeq 17 17 17q11.2 17q11.2

se-activating proteinRefSeq 2 2 2q21.3 2q21.3
84085 RefSeq 6 6 6q24.3 6q24
84100 RefSeq 3 3 3q11.2 3q11.2
84102 RefSeq 12 12 12q23.3 12q23.3
84103 RefSeq 4 4 4q23 4q23
84105 RefSeq 5 5 5q31.1 5q31.1
84106 RefSeq 19 19 19p13.2 19p13.2
84107 RefSeq 3 3 3q24 3q24
84108 RefSeq 10 10 10q24.33 10q24.33
84109 RefSeq 4 4 4q27 4q27

otein 394|| RefSeq 7 7 7q22.1 7q22.1
84127 RefSeq 16 16 16p13.13 16p13.13
84128 RefSeq 2 2 2q32.2 2q32.2
84129 RefSeq 3 3 3q22.1 3q22.1
84131 9 9q21.2
84133 22 22q12.1
84134 RefSeq 1 1 1q23.3 1q23.3
84135 RefSeq 5 5 5q13.2 5q13.2

uclear RNA export RefSeq 5 5 5q23.2 5q23.2
84138 RefSeq 16 16 16q22.1 16q22.1
84140 2 2p15
84141 RefSeq 2 2 2p12 2p12
84142 RefSeq 4 4 4q21.23 4q21.21-q21.23
84144 1 1p22.3
84146 RefSeq 1 1 1p22.2 1p22.2
84148 RefSeq 16 16 16p11.2 16p11.2
84153 RefSeq 11 11 11q13.1 11q13.1
84154 RefSeq 6 6 6q21 6q21
84162 4 4q27

al cointegrator 1 coRefSeq 22 22 22q12.2 22q12.1
84166 RefSeq 16 16 16q13 16q13
84167 RefSeq 19 19 19p13.11 19p13.11
84168 RefSeq 2 2 2p13.3 2p13.1
84171 RefSeq 10 10 10q24.2 10q24
84172 RefSeq 2 2 2q13 2q13
84174 RefSeq 20 20 20q11.23 20q11.23

84179 RefSeq 4 4 4p16.3 4p16.3
84181 RefSeq 20 20 20q12 20q12
84182 RefSeq 7 7 7p14.3 7p14.3
84186 RefSeq 9 9 9p13.2 9p13.2
84187 RefSeq X X Xq23 Xq22.3
84188 RefSeq 11 11 11p15.2 11p15.2



84189 RefSeq 13 13 13q31.1 13q31.1
84190 RefSeq 12 12 12q21.31 12q21.31
84191 RefSeq 15 15 15q22.31 15q22.31
84193 RefSeq 14 14 14q32.2 14q32.2
84196 RefSeq 1 1 1p36.12 1p36.12
84203 RefSeq 18 18 18p11.22
84206 RefSeq 15 15 15q25.2 15q25.2

ankyrin repeat domRefSeq 9 9 9q12
84215 RefSeq 19 19 19q13.32 19q13.32
84216 RefSeq 12 12 12q12 12q12
84217 RefSeq 1 1 1p34.2 1p34.2

n family, member 3 RefSeq 17 17 17q12
84219 RefSeq 16 16 16p13.3 16p13.3
84221 RefSeq 21 21 21q22.3 21q22.3
hetical protein DKFRefSeq 22 22 22q11.21 22q11.21
84223 RefSeq 3 3 3q29 3q29
84225 RefSeq 17 17 17p13.2 17p13.2
84226 RefSeq 2 2 2p23.3 2p23.3
84227 RefSeq 1 1 1q25.3 1q25.3
84229 RefSeq 16 16 16q13 16q13
84231 RefSeq 16 16 16p13.3 16p13.3
84232 RefSeq 8 8 8q24.3 8q24.3
84233 RefSeq 11 11 11q14.1 11q14.1

RefSeq 8 8q24.3
84236 RefSeq 2 2 2q36.3 2q36.3
84239 RefSeq 3 3 3q29 3q29
84240 RefSeq 5 5 5q14.1 5q14.1

84245 RefSeq 19 19 19p13.13 19p13.13
84246 RefSeq 5 5 5p15.31 5p15.31
84247 RefSeq 22 22 22q13.31 22q13.31
84248 RefSeq 3 3 3q29 3q29
84249 RefSeq 5 5 5q31.2 5q31.2
84250 RefSeq 5 5 5q15 5q15
84251 RefSeq 1 1 1p31.2 1p31.2
84253 RefSeq 9 9 9q33.3 9q33.3
84255 RefSeq 7 7 7q34 7q34
84256 RefSeq 16 16 16p13.3 16p13.3
84258 RefSeq 19 19 19q13.33 19q13.33
84259 RefSeq 11 11 11q22.3 11q22.3
84260 RefSeq 12 12 12q24.11 12q24.11
84261 RefSeq 19 19 19p13.13 19p13.13
84262 RefSeq 7 7 7p22.3 7p22.3
84263 RefSeq 9 9 9q32 9q32

eat domain 34|| RefSeq 1 1 1q21.1 1q21.1
84266 RefSeq 19 19 19p13.3 19p13.3
84267 RefSeq 9 9 9q21.32 9q21.32
84268 RefSeq 17 17 17p13.2 17p13.2
84269 RefSeq 2 2 2q13 2q13
84270 RefSeq 9 9 9q22.31 9q22.31
84271 RefSeq 22 22 22q13.2 22q13.2



84272 RefSeq 2 2 2p22.3 2p22.3
84273 RefSeq 4 4 4q12 4q12
84275 RefSeq 1 1 1p36.22 1p36.22
84276 RefSeq 3 3 3p21.31 3p21.31
84277 RefSeq 7 7 7q11.23 7q11.23
84278 RefSeq 9 9 9q22.33 9q22.32
84279 RefSeq 2 2 2p13.2 2p13.2
84280 RefSeq 11 11 11p15.2 11p15.2
84281 RefSeq 2 2 2q32.2 2q32.2
84282 RefSeq 17 17 17q11.2 17q11.2
84283 RefSeq 1 1 1q22 1q22
84284 RefSeq 1 1 1q42.2 1q42.2
84285 RefSeq 11 11 11q13.1 11q13.1
84286 RefSeq 4 4 4p16.3 4p16.3
84287 RefSeq 10 10 10q24.1 10q24.1
84288 RefSeq 1 1 1q44 1q44
84289 RefSeq 2 2 2q37.3 2q37.3
84290 RefSeq 16 16 16q12.2 16q12.2

erting enzyme 2|| RefSeq 3 3 3q27.1
ivated protein kinasRefSeq 19 19 19p13.13 19p13.13
84293 RefSeq 10 10 10q22.3 10q22.3
84294 RefSeq 8 8 8q24.11 8q24.11
84296 RefSeq 8 8 8p11.21 8p11.21
84298 RefSeq 12 12 12q14.3 12q14.3
84299 RefSeq 17 17 17q12 17q12
84300 RefSeq 6 6 6p21.31 6p21.31
84303 RefSeq 3 3 3q21.2 3q21.2
84304 RefSeq 11 11 11q13.1 11q13.1
84305 RefSeq 12 12 12q13.2 12q13.2
84306 RefSeq 19 19 19q13.11 19q13.11
84307 RefSeq 18 18 18q12.2 18q12.2
84308 RefSeq 1 1 1p36.33 1p36.33
84309 RefSeq 16 16 16p13.3 16p13.3
84310 RefSeq 7 7 7p22.3 7p22.3
84311 RefSeq 17 17 17q12 17q21.2
84312 RefSeq 14 14 14q13.2 14q13.2
84313 RefSeq 17 17 17q21.2 17q21.2
84314 RefSeq 17 17 17p13.1 17p13.1
84315 RefSeq 3 3 3p21.31 3p21.31
84316 RefSeq 17 17 17p13.1 17p13.1
84317 RefSeq 2 2 2q21.1 2q21.1
84318 RefSeq 12 12 12p13.33 12p13.33
84319 RefSeq 3 3 3q12.1 3q12.1
84321 RefSeq 5 5 5q35.2
84324 RefSeq 12 12 12q13.2 12q13.2
84328 RefSeq 1 1 1p36.22 1p36.22
84329 RefSeq 12 12 12q24.11 12q24.11
84330 RefSeq 19 19 19p13.2 19p13.2
84331 RefSeq 16 16 16p13.3 16p13.3
84332 RefSeq 10 10 10q22.3 10q22.3
84333 RefSeq 10 10 10q23.32 10q23.32



84334 RefSeq 14 14 14q32.32 14q32.32-q32.33
84336 RefSeq 17 17 17q21.31 17q21.31
84337 RefSeq 19 19 19p13.2 19p13.2
84340 RefSeq 5 5 5q13.3 5q13

oligomeric golgi comRefSeq 16 16 16q22.1 16q22.1
84326 RefSeq 16 16 16p13.3 16p13.3
84327 RefSeq 5 5 5q13.3 5q13.3
83755 RefSeq 17 17 17q21.2 17q12-q21
83899 RefSeq 17 17 17q21.2 17q12-q21
84274 12 12q24.31

otein 289, ID1 regu RefSeq 11 11 11p11.2 11p11.2-p11.12
84366 RefSeq 17 17 17q21.32 17q21
84376 RefSeq 8 8 8p11.21 8p11.21
84417 RefSeq 2 2 2q12.2 2q12.2
84418 RefSeq 5 5 5q31.2 5q31.2
84419 RefSeq 15 15 15q21.1 15q21.1
84433 RefSeq 7 7 7p22.2 7p22
84436 RefSeq 19 19 19q13.41 19q13

84439 RefSeq 14 14 14q32.2 14q32
84440 RefSeq 17 17 17q11.2
84443 X Xq22
84444 RefSeq 19 19 19p13.3 19p13.3
84445 RefSeq 10 10 10q24.31 10q24
84447 RefSeq 11 11 11q13.1 11q13
84449 RefSeq 19 19 19p13.12 19p13
84450 RefSeq 2 2 2p23.3 2p23

sequence similarity RefSeq 10 10 10q21.1 10q11

84462 12 12q24.3
84464 RefSeq 16 16 16p13.3 16p13.3
84465 RefSeq 15 15 15q22.31 15q22.31
84466 RefSeq 5 5 5q23.2 5q33
84467 RefSeq 19 19 19p13.2 19p13
84498 RefSeq 6 6 6q27 6q27

84502 RefSeq 14 14 14q11.2 14q11
84503 19 19q13.1
84514 RefSeq 17 17 17q21.2 17q21.2
84515 RefSeq 20 20 20p12.3 20p12.3
84516 RefSeq 16 16 16p12.1 16p12.1
84517 RefSeq 3 3 3q26.2 3q26.2
84518 RefSeq 19 19 19q13.2 19q13.2
84522 RefSeq 3 3 3p25.3 3p25.2
84524 RefSeq 2 2 2q13 2q13
84525 RefSeq 4 4 4q12 4q11-q12
84527 RefSeq 19 19 19p13.2 19p13.2
84528 RefSeq X X Xq24 Xq24



84529 RefSeq 15 15 15q14 15q14

84536 RefSeq 21 21 21q22.3 21q22.3
84537 RefSeq 21 21 21q22.3 21q22.3

84541 RefSeq 3 3 3p14.1 3p14
84542 RefSeq 2 2 2p15 2q14
84545 RefSeq 10 10 10q24.31 10q24.31
84547 RefSeq 6 6 6p22.1 6p22.1
84548 RefSeq X X Xq28 Xq28
84549 RefSeq 8 8 8p12 8p12
84552 RefSeq 18 18 18q23 18q23
84553 RefSeq 6 6 6q16.2 6q16.3
84557 RefSeq 20 20 20q11.22 20cen-q13
84560 RefSeq 16 16 16q12.2 16q13
84561 RefSeq 3 3 3q21.2
84569 RefSeq 10 10 10p11.23 10p11.23
84570 RefSeq 4 4 4q25 4q25
84572 RefSeq 16 16 16p13.3 16p13.3

84614 RefSeq 1 1 1q25.1 1q25.1
84618 RefSeq 1 1 1p34.3 1p34.3-p33
84619 RefSeq 20 20 20q13.33 20q13.3
84620 RefSeq 2 2 2q12.2 2q11.2-q12.1
84622 17 17p13
84623 RefSeq 11 11 11q24.2 11q24
84624 6 6q25

84627 16 16q24
84628 RefSeq 9 9 9q34.13 9q34
84631 RefSeq X X Xq27.3 Xq27.3
84632 RefSeq 10 10 10q25.3 10q25.3
84639 RefSeq 2 2 2q13 2q13
84641 RefSeq 9 9 9q22.32 9q22.32
84645 RefSeq 22 22 22q13.1 22q13.1
84647 RefSeq 10 10 10q22.1 10q22.1
84649 RefSeq 11 11 11q13.5 11q13.5
84650 RefSeq 13 13 13q14.2 13q12-q13
84651 RefSeq 5 5 5q32 5q32
84654 RefSeq 5 5 5q14.1 5q14.1
84656 RefSeq 16 16 16p13.3 16p13.3
84659 RefSeq 14 14 14q11.2 14q11.2
84660 RefSeq 12 ? 12q24.31 12q24.31
84661 RefSeq 2 2 2p22.3 2p22.3
84663 RefSeq Y Y Yq11.222 Yq11.222

RefSeq Y
84665 RefSeq 10 10 10q21.3 10q21.3
84666 RefSeq 3 3 3q13.13 3q13.1
84668 RefSeq 7 7 7p15.3 7p15.3
84669 RefSeq 17 17 17q23.2 17q23.2
84675 RefSeq 8 8 8q13.1 8q13.1



84676 RefSeq 1 1 1p36.11 1p34-p33
84677 RefSeq 21 21 21q22.13 21q22.2
84678 RefSeq 12 12 12q24.31 12q24.31
84679 RefSeq X X Xp11.3 Xp11.3-p11.23
84680 RefSeq 11 11 11p11.2 11p11
84681 RefSeq 9 9 9p13.3 9p13.3
84688 RefSeq 9 9 9p13.3 9p13.3
84690 RefSeq 17 17 17p13.2 17p13.3
84691 RefSeq 7 7 7q32.1 7q32.2-q32.3
84692 RefSeq 3 3 3q13.12 3q13.12
84693 RefSeq 2 2 2p13.3 2p13.3
84694 RefSeq 6 6 6q15 6q15-q16
84698 RefSeq 12 12 12q21.1 12q21.1
84699 RefSeq 19 19 19p13.3 19p13.3
84700 RefSeq 22 22 22q12.1 22q11.2-q12.1
84701 RefSeq 20 20 20q11.21 20q11.21
84705 RefSeq 19 19 19p13.11 19p13.11
84706 RefSeq 16 16 16q11.2 16q12.1
84707 RefSeq X X Xq22.1 Xq22
84709 RefSeq 4 4 4q31.1 4q31.1
84717 RefSeq 19 19 19p13.3 19p13.3

84720 RefSeq 9 9 9p13.3 9p13.3
84725 RefSeq 7 7 7p15.1 7p21-p11.2
84727 RefSeq 12 12 12p13.31 12p13.31
5465 RefSeq 22 22 22q13.31 22q12-q13.1
84733 RefSeq 17 17 17q25.3 17q25.3
84735 RefSeq 18 18 18q22.3 18q22.3

84750 RefSeq 8 8 8p12 8p12
84752 RefSeq 16 16 16q22.1 16q22.1
84765 RefSeq 19 19 19q13.41 19q13.41

gene supported by ARefSeq 12 12 12p13.32 Xq26
84767 RefSeq 11 11 11q11 11q11
84769 RefSeq 19 19 19p13.11 19p13.11
50626 RefSeq 8 8 8q24.3 8q24.3
84775 RefSeq 19 19 19q13.12 19q13.1
84790 RefSeq 12 12 12q13.12 12q12-q14
84791 RefSeq 1 1 1q32.3 1q32.3
84792 RefSeq 7 7 7p22.1 7p22.1
84795 RefSeq 10 10 10q24.2 10q24.2
84796 RefSeq 11 11 11q23.3 11q23.3
4097 RefSeq 17 17 17q25.3 17q25.3
84798 RefSeq 19 19 19q13.33 19q13.33
84803 RefSeq 4 4 4q21.23 4q21.23
84804 RefSeq 2 2 2q12.1 2q12.1
84807 RefSeq 19 19 19q13.12 19q13.12
84808 1 1p36.33
84811 RefSeq 11 11 11q23.3 11q23.3
84812 RefSeq 2 2 2q35 2q35
84814 RefSeq 9 9 9q34.13 9q34.13



84816 RefSeq 6 6 6q21 6q21
84817 RefSeq 17 17 17p13.1 17p13.1
84818 RefSeq 3 3 3p25.3 3p25.3
84821 RefSeq 12 12 12q15 12q15
84826 RefSeq 2 2 2q14.3 2q14.3
84830 RefSeq 6 6 6p24.1 6p24.1
84833 RefSeq 10 10 10q24.33 10q24.33
84836 RefSeq 3 3 3p21.2 3p21.2
84838 RefSeq 1 1 1q44 1q44
84839 RefSeq 19 19 19p13.3 19p13.3

84842 RefSeq 1 1 1p34.1 1p34.1

84844 RefSeq 22 22 22q13.2 22q13.2
RefSeq 7 7p12.3
RefSeq X Xq26.3

84851 RefSeq 5 5 5q35.3 5q35.3
84856 RefSeq 10 10 10q11.21 10q11.21
84858 RefSeq 10 10 10q22.2 10q22.2
84859 RefSeq 3 3 3q29 3q29
84861 RefSeq 22 22 22q11.21 22q11.21
84864 RefSeq 3 3 3q11.2 3q11.2
84865 RefSeq 2 2 2p13.1 2p13.1
84869 RefSeq 4 4 4q32.3 4q32.3
84870 RefSeq 6 6 6q22.33 6q22.33
84871 RefSeq 1 1 1p33 1p33
84872 RefSeq 12 12 12q13.2 12q13.2
84874 RefSeq 2 2 2q11.1 2q11.1

84876 RefSeq 12 12 12q24.31 12q24.31
84878 RefSeq 19 19 19q13.43 19q13.43
84879 RefSeq 1 1 1p34.2 1p34.2
84881 RefSeq 11 11 11q24.2 11q24.2
84885 RefSeq 9 9 9q34.11 9q34.11
84886 RefSeq 1 1 1q42.2 1q42.13-q43
84888 RefSeq 15 15 15q21.2 15q21.2
84889 RefSeq X X Xq13.1 Xq13.1
84890 RefSeq 10 10 10q21.3 10q21.3
84891 RefSeq 16 16 16p13.3 16p13.3
84892 RefSeq 3 3 3p22.1 3p22.1
84893 RefSeq 10 10 10p15.1 10p15.1

repeat neuronal 6ARefSeq 15 15 15q24.3 15q24.3
84895 RefSeq 9 9 9q34.11 9q34.11
84896 RefSeq 10 10 10q23.31 10q23.31
84897 RefSeq 11 11 11q24.2 11q24.2
84898 RefSeq 10 10 10p12.31 10p12.31
84899 RefSeq 13 13 13q32.3 13q32.3
84900 RefSeq 12 12 12q24.22 12q24.22
84901 RefSeq 16 16 16p11.2 16p11.2
84902 RefSeq 19 19 19q13.11 19q13.11
80760 RefSeq 10 10 10p14 10p14



84905 RefSeq 20 20 20q11.22 20q11.22
84908 RefSeq 2 2 2p13.3 2p13.3
84910 RefSeq 2 2 2q13 2q13
84911 RefSeq 19 19 19q13.12 19q13.12
84912 RefSeq 7 7 7q33 7q33
84915 RefSeq 12 12 12q24.11 12q24.11
84922 RefSeq 19 19 19q13.42 19q13.42
84923 RefSeq 17 17 17q25.1 17q25.1
84924 RefSeq 19 19 19q13.12 19q13.12
84926 RefSeq 12 12 12q13.13 12q13.13
84928 RefSeq 7 7 7q32.2 7q32.2
84929 RefSeq 9 9 9q34.12 9q34.2
84931 RefSeq 2 2 2q14.2 2q14.2
84932 RefSeq 14 14 14q11.2 14q11.2
84933 RefSeq 8 8 8q24.13 8q24.13
84934 RefSeq 12 12 12q24.13 12q24.13
84935 RefSeq 13 13 13q12.3 13q12.3
84936 RefSeq 15 15 15q15.1 15q15.1
84937 RefSeq 16 16 16q22.3 16q22.3
84938 RefSeq 1 1 1p31.3 1p31.3
84939 RefSeq 19 19 19p13.3 19p13.3
84940 RefSeq 17 17 17q11.2 17q11.2
84941 RefSeq 19 19 19p13.11 19p13.11
84942 RefSeq 15 15 15q25.2 15q25.2
84944 RefSeq 1 1 1q24.1 1q24.1
84945 RefSeq 13 13 13q33.3 13q33.3
84946 RefSeq 6 6 6q24.2 6q24.2
84947 RefSeq 6 6 6q25.3 6q25.3
84948 RefSeq 8 8 8q24.3 8q24.3
84950 RefSeq 1 1 1p32.3 1p33-p32.1
84951 RefSeq 17 17 17q21.2 17q21.2
84952 RefSeq 15 15 15q21.3 15q21.3
84953 RefSeq 11 11 11p15.3 11p15.3
84954 RefSeq 19 19 19p13.3 19p13.3
84955 RefSeq 8 8 8q23.1 8q23
84958 RefSeq 1 1 1p36.11 1p36.11
84959 RefSeq 11 11 11q24.1 11q24.1

RefSeq 2 2q12.3
84734 RefSeq 1 1 1p35.1 1p35.1
84800 RefSeq 14 14 14q32.33 14q32.33
84689 RefSeq 11 11 11q12.2 11q12.2
ociated protein 4-4 RefSeq 17 17 17q21.2 17q12-q21

84648 RefSeq 1 1 1q21.3 1q21
e 16 open reading fRefSeq 16 16 16p13.3 16p13.3
90864 RefSeq 16 16 16p13.3 16p13.3
84960 RefSeq 9 9 9q34.3 9q34.3
84962 RefSeq 14 14 14q11.2 14q11.2
84964 RefSeq 19 19 19q13.12 19q13.12
84966 RefSeq 1 1 1p36.13 1p36.13
84967 RefSeq 1 1 1p34.3 1p34.3



84968 RefSeq X X Xq28 Xq28
84969 RefSeq 20 20 20q13.12 20q13.12
84970 RefSeq 1 1 1p34.3 1p34.3
84971 RefSeq 19 19 19p13.2 19p13.2

ng motif protein 14 RefSeq 11 11 11q13.2 11q13.2
84975 RefSeq 12 12 12q13.13 12q13.13
84976 RefSeq 1 1 1q41 1q41
84978 RefSeq 15 15 15q15.3 15q15.3
84984 RefSeq 3 3 3q29 3q29
84985 RefSeq 8 8 8q24.13 8q24.13
84986 RefSeq 10 10 10q24.1 10q24.1
84987 RefSeq 12 12 12q13.12 12q13.12
84991 RefSeq 10 10 10p15.1 10p15.1
84992 RefSeq 4 4 4q22.1 4q22.1
84993 RefSeq 15 15 15q24.1 15q24.1
85004 RefSeq 12 12 12p12.3 12p12.3

oxine, vitamin B6) kRefSeq 21 21 21q22.3 21q22.3
85007 RefSeq 5 5 5q35.3 5q35.3
85012 RefSeq X X Xq22.2 Xq22.2
85013 RefSeq 4 4 4p16.3 4p16.3
85014 RefSeq 9 9 9q34.3 9q34.3
85015 6 6q16.3
85016 RefSeq 11 11 11q22.2 11q22.2
85019 RefSeq 18 18 18q11.2 18q11.2
85021 RefSeq 6 6 6q24.1
85025 RefSeq 7 7 7q11.23 7q11.23
85026 RefSeq 9 9 9q34.3 9q34.3
85028 1 1p35.3
H2ai|| RefSeq 6 6 6p22.1 6p22-p21.3
85236 RefSeq 6 6 6p22.1 6p21.33
85285 RefSeq 17 17 17q21.2 17q12-q21

85293 RefSeq 17 17 17q21.2 17q12-q21
85300 RefSeq 19 19 19p13.3 19p13.3
85301 RefSeq 9 9 9q32 9q32
85302 17 17q25.1
85313 RefSeq 6 6 6q25.1 6q24-q25
85315 RefSeq 6 6 6p12.2 6p12.1
tigen|| RefSeq 21 21 21p11.1 13
tigen|| RefSeq 21 21 21p11.1 13
85352 22
85359 RefSeq 22 22 22q11.21
85362 RefSeq 20 20 20q13.33 20q13.33
containing 5|| RefSeq 11 11 11p15.4 11p15
85364 RefSeq 20 20 20p13 20p13-p12.2
85369 RefSeq 1 1 1p13.3 1p13.3
440804 22 22q11.21
85377 RefSeq 22 22 22q13.1 22q13.1-q13.2
85378 RefSeq 22 22 22q13.33 22q13.31-q13.33
85379 22
85395 RefSeq 21 21 21q22.3 21q22.3



85397 RefSeq 1 1 1q25.3 1q25
85403 RefSeq 3 3 3p25.1 3p25.1

omolog 1 (Drosoph RefSeq 16 16 16q12.1 16q12
85409 RefSeq 5 5 5p15.33 5p15.3
85411 RefSeq 6 6 6p23 6p23
85413 RefSeq 6 6 6q21 6q22.1

ncer associated proRefSeq 1 1 1q32.1 1q32.1
85415 RefSeq 19 19 19q13.11 19q13.11
85416 RefSeq 13 13 13q32.3 13q32.3
85437 RefSeq 12 12 12q12 12q12
85438 RefSeq 4 4 4q13.3 4q13.3
85439 RefSeq 14 14 14q31.1 14q31.1
85440 RefSeq 1 1 1p31.3 1p31.3
85442 RefSeq 10 10 10q26.3 10q26.3

85445 RefSeq 16 16 16q23.1

85449 20 20q11.23
85450 RefSeq 10 10 10q25.1 10q25.1
85451 17 17q25.1
85452 1 1p36.33
85455 RefSeq 15 15 15q15.1 15q15.1
85456 RefSeq 11 11 11q12.1 11q12.1
85457 RefSeq 14 14 14q24.3 14q24.3

85459 11 11q21

85463 11 11q22.3

85476 RefSeq 3 3 3q25.32 3q25.1-q26.2
85477 RefSeq 7 7 7p21.3 7p21.3
85478 RefSeq 12 12 12q13.12 12q13.12
85479 RefSeq 8 8 8q13.1 8q13.1
85480 RefSeq 5 5 5q22.1 5q22.1

20 open reading fraRefSeq 20 20 20p13 20p13
85569 RefSeq 19 19 19q13.43 19q13.43
85865 RefSeq 7 7 7q21.13 7q21.13
87178 RefSeq 2 2 2p16.1 2p15
87769 13 13q32.3
88455 RefSeq 12 12 12q24.11 12q24.11

rmate immuno-ass RefSeq 13 13 13q13.1 13q12-q13
88745 RefSeq 6 6 6p21.1 6p21.1
89122 RefSeq 7 7 7q22.1 7q22-q31.1

89765 RefSeq 21 21 21q22.3 21q22.3
89777 RefSeq 18 18 18q21.33
89778 RefSeq 18 18 18q21.33
89790 RefSeq 19 19 19q13.41 19q13.3
89792 RefSeq 11 11 11q13.1 11q13



89795 RefSeq 12 12 12q21.2
89796 RefSeq 1 1 1q32.1
89797 RefSeq 11 11 11p15.1 11p15.1

89822 RefSeq 6 6 6p21.2 6p21.1
89846 RefSeq 9 9 9q22.31
89848 RefSeq 5 5 5q31.3 5q31.3

89857 RefSeq 3 3 3q27.1
89866 RefSeq 1 1 1q25.2 1q25.2
89869 RefSeq 12 12 12p12.3 12p12.3
89870 RefSeq 6 6 6p21.33
89872 RefSeq 1 1 1q21.3 1q21.3
89874 RefSeq 14 14 14q13.3 14q11.2
89885 RefSeq X X Xq28 Xq28
89886 RefSeq 1 1 1q23.2 1q23.2

89890 RefSeq 13 13 13q14.11 13q14.11
89891 RefSeq 9 9 9q34.11 9q34.11
89894 RefSeq 12 12 12q24.13 12q24.13
89927 RefSeq 16 16 16p13.11 16p13.11

89941 RefSeq 16 16 16p13.3 16p13.3
89944 RefSeq 11 11 11q25 11q25
89953 RefSeq 6 6 6p21.1 6p21.1
89958 RefSeq 9 9 9q34.3 9q34.3
89978 RefSeq 15 15 15q14 15q14

90019 RefSeq 11 11 11p15.5 11p15.5
90025 RefSeq 6 6 6q14.1 6q14.1
90050 RefSeq 14 14 14q32.13 14q32.13
90060 RefSeq X X Xp11.23 Xp11.23
90070 RefSeq 12 12 12q13.2 12q13
90075 RefSeq 19 19 19q13.11 19q13.11
90102 RefSeq 3 3 3q13.2 3q13.2
90113 3 3q27.1

90121 RefSeq X X Xp11.22 Xp11.22
90133 3 3q25.33
90135 RefSeq 14 14 14q32.33 14q32
90139 RefSeq 11 11 11p11.2 11p11.2
90141 RefSeq 14 14 14q32.11 14q32.11
90161 RefSeq X X Xq26.2 Xq26.2
90167 RefSeq X X Xq26.2 Xq26.2
90187 RefSeq 20 20 20q12 20q11.2-q12
90198 RefSeq 19 19 19q13.2 19q13.2
90199 RefSeq 20 20 20q13.12 20q13.12
90203 RefSeq 20 20 20q13.12 20q13.12
90204 RefSeq 20 20 20q13.12 20q13.12



90226 RefSeq 3 3 3p21.31 3p21.3
90231 RefSeq 1 1 1p36.22 1p36.22
90233 RefSeq 19 19 19q13.43 19q13.43

90268 RefSeq 5 5 5p15.2 5p15.2

90273 RefSeq 19 19 19q13.2 19q13.2
90288 RefSeq 3 3 3q21.3 3q21.3
90293 RefSeq X X Xq24 Xq23-q24
90313 RefSeq 17 17 17q11.2 17q11.2

90324 RefSeq 19 19 19q13.2 19q13.2
90326 RefSeq 1 1 1p36.31 1p36.31
90332 RefSeq 19 19 19q13.32 19q13.32

90342 2 2q11.2
90353 RefSeq 19 19 19q13.41 19q13.41
90355 RefSeq 5 5 5q21.1 5q21.1
90362 RefSeq 8 8 8q12.1 8q12.1
90378 RefSeq 19 19 19p13.12 19p13.12
90379 19 19p13.12
90381 RefSeq 15 15 15q26.1 15q26.1
90390 RefSeq 8 8 8q24.11 8q24.11
90407 RefSeq 3 3 3q27.2 3q27.2
90410 RefSeq 17 17 17q11.2 17q11.2
90411 RefSeq 2 2 2p21 2p21
90416 RefSeq 15 15 15q15.1 15q15.1

90423 RefSeq 2 2 2p21 2p21
90427 RefSeq 15 15 15q15.1 15q14
90441 RefSeq 5 5 5p15.1 5p15.1
90462 RefSeq 12 12 12q24.33 12q24.33
90488 RefSeq 12 12 12q23.3 12q23.3

90506 RefSeq 17 17 17q21.32 17q21.32
90507 RefSeq 17 17 17q21.32 17q21.32

90522 RefSeq 19 19 19q13.2 19q13.2
90523 RefSeq 6 6 6p12.1 6p12.1

90527 RefSeq 15 15 15q21.1 15q21.1
90529 RefSeq 1 1 1p36.11 1p36.11
90550 RefSeq 10 10 10q22.1 10q22.1

90580 RefSeq 19 19 19p13.2 19p13.2
90589 RefSeq 19 19 19p13.2 19p13.2

90594 RefSeq 19 19 19p13.2 19p13.2
90624 RefSeq 5 5 5q23.3 5q23.3
90627 RefSeq 13 13 13q13.1 13q12-q13



90637 RefSeq 7 7 7p22.3 7p22.3
90649 19 19p12
90665 RefSeq Y Y Yp11.2 Yp11.2
90668 RefSeq 14 14 14q11.2 14q11.2
90678 RefSeq 9 9 9q33.3 9q33.3-q34.11
90693 RefSeq 7 7 7p15.3 7p15.3
90701 RefSeq 18 18 18q21.32 18q21.32
90736 RefSeq X X Xp11.21 Xp11.22
90737 RefSeq X X Xp11.21 Xp11.22
90768 RefSeq 4 4 4q34.3 4q34.3
90780 RefSeq 1 1 1q22 1q22
90799 RefSeq 17 17 17q24.1 17q24.2
90806 RefSeq 1 1 1q32.3 1q32.3
90809 RefSeq 14 14 14q11.2 14q11.2
90826 RefSeq 4 4 4q31.23 4q31.23
90827 7 7p11.2

90843 RefSeq X X Xq22.1 Xq22.1
90850 RefSeq 16 16 16p13.3 16p13.3
90853 RefSeq 1 1 1p35.2 1p35.2
igen family, memb RefSeq 21 7 21p11.1 7q34-q36

otein 273|| RefSeq 7 7 7q11.21 7q11.21
85002 RefSeq 8 8 8p23.1
85027 RefSeq 5 5 5q33.1 5q33.1

e 16 open reading fRefSeq 16 16 16p13.3 16p13.3
85294 RefSeq 17 ? 17q21.2 17q12-q21
85282 RefSeq 17 17 17q21.2 17q12-q21
85291 RefSeq 17 17 17q21.2 17q12-q21
85289 RefSeq 17 17 17q21.2 17q12-q21
85287 RefSeq 17 17q12-q21
85280 RefSeq 17 17 17q21.2 17q12-q21
94121 RefSeq X X Xq22.1
94122 RefSeq X X Xp11.4 Xp21.1
94134 RefSeq 10 10 10p11.22
94137 RefSeq 8 8 8p23.1 8p23
94234 RefSeq 6 6 6p25.3 6p25
94235 RefSeq 19 19 19q13.32 19q13.2-q13.3
94239 RefSeq 7 7 7p13 7p13
94240 RefSeq 13 13 13q14.11 13q13.3
95681 RefSeq 7 7 7q32.2 7q32
96597 17 17p11.2
96610 RefSeq 22 22 22q11.22 22q11.22
96626 RefSeq 2 2 2q14-q21
103910 RefSeq 18 18 18p11.31 18p11.31
112398 RefSeq 19 19 19q13.2 19q13.2
112399 RefSeq 14 14 14q13.1 14q13.1
112476 RefSeq 16 16 16p11.2 16p11.2
112479 RefSeq 16 16 16p12.3 16p12.3
112483 RefSeq 17 17 17p13.1 17p13.1
112487 RefSeq 14 14 14q12 14q12
112495 RefSeq 6 6 6q21 6q21



112574 RefSeq 5 5 5q11.2 5q11.2
112609 RefSeq 6 6 6q14.3 6q14.3
112611 RefSeq 6 6 6q14.2 6q14.2
112714 RefSeq 2 2 2q21.1 2q21.1
112724 RefSeq 19 19 19q13.42 19q13.42
112744 RefSeq 6 6 6p12.2 6p12
112752 RefSeq 14 14 14q24.3 14q24.3
112755 RefSeq 16 16 16p11.2 16p12-p11
112770 RefSeq 1 1 1q22 1q22
112802 RefSeq 12 12 12q13.13 12q13.13
112812 RefSeq 19 19 19p13.2 19p13.2

e 10 open reading fRefSeq 10 10 10q24.2 10q24.2
112840 RefSeq 14 14 14q23.2 14q23.2
112849 RefSeq 14 14 14q23.1 14q23.1
112869 RefSeq 16 16 16p11.2 16p11.2
112885 RefSeq 22 22 22q13.31 22q13.31
112936 RefSeq 11 11 11q25 11q25
112937 RefSeq 11 11 11q25 11q25
112942 RefSeq 2 2 2p16.1 2p16.1
112970 RefSeq 1 1 1p32.3 1p32.3
113000 RefSeq 16 16 16p13.3 16p13.3
113026 RefSeq 17 17 17q21.31 17q21.31
113115 RefSeq 6 6 6q23.3 6q23.3
113130 RefSeq 11 11 11q13.1 11q12.1
113146 14 14q32.33
113174 RefSeq 11 11 11p15.1 11p15.1
113177 RefSeq 19 19 19p13.3 19p13.3
protein BC011824 RefSeq 19 19 19p13.3 19p13.3
protein BC011824 RefSeq 19 19 19p13.3 19p13.3
113189 RefSeq 15 15 15q15.1 15q15.1
113201 RefSeq 15 15 15q15.3 15q15.3
113230 19 19p13.12
113235 RefSeq 17 17 17q11.2 17q11.2
113246 RefSeq 12 12 12p13.31 12p13.31
113251 RefSeq 12 12 12q13.12 12q13.12

113277 RefSeq 17 17 17q21.31 17q21.31
113278 RefSeq 20 20 20p13 20p13

RefSeq 19 19q13.43
113402 RefSeq 6 6 6q27 6q27
113419 RefSeq 2 2 2p13.3 2p13.3
113444 RefSeq 1 1 1p34.3 1p34.3
113451 RefSeq 1 1 1p35.1
113452 RefSeq 1 1 1p35.1 1p35-p34

113510 RefSeq 4 4 4q21.23 4q21.23
113540 RefSeq 16 16 16q22.1 16q22.1
113612 RefSeq 4 4 4q25 4q25
113655 RefSeq 8 8 8q24.3 8q24.3
113691 RefSeq 22 22 22q11.21 22q11.21
113730 RefSeq 22 22 22q13.33 22q13.33



113746 RefSeq 11 11 11p15.5 11p15.5
113763 RefSeq 7 7 7q36.1 7q36.1
113791 RefSeq 22 22 22q12.2 22q12.2
113802 RefSeq 1 1 1p13.3 1p13.3
113828 RefSeq 22 22 22q13.1 22q13.1
113829 RefSeq 5 5 5q31.3 5q31.3
113835 RefSeq 19 19 19p12 19q13
114026 RefSeq 19 19 19q13.43
114034 RefSeq 1 1 1p34.1
114035 RefSeq 21 21 21q11.2 21q11.2

RefSeq 21 21q22.11
114038 RefSeq 21 21 21q22.3 21q22.3
114041 RefSeq 21 21 21q22.2 21

e 21 open reading fRefSeq 21 21 21q22.3 21q22.3
114049 RefSeq 7 7 7q11.23
114088 RefSeq 14 14 14q22.1 14q22.1
114131 RefSeq 10 10 10p15.1 10p15.1
114134 RefSeq 12 12 12q12 12q12
114294 RefSeq 15 15 15q22.2 15q22.1

2-AKAP2 protein|| RefSeq 9 9 9q31.3 9q31-q33
114327 RefSeq 6 6 6p12.2 6p12.3
114569 RefSeq 8 8 8q24.12
114571 RefSeq 11 11 11q12.3 11q13.1
114625 RefSeq 1 1 1p34.2 1p34.2

ch repeat containinRefSeq 17 17 17q11.2
114757 RefSeq 17 17 17q25.1 17q25.3
114769 RefSeq 11 11 11q22.3
114770 RefSeq 19 19 19p13.12 19p13.12
114771 RefSeq 1 1 1q21.3 1q21
114780 RefSeq 16 16 16q23.2 16q23.2
114781 RefSeq 6 6 6p21.2 6p21
114782 19 19p13.3
114784 RefSeq 1 1 1p35.1 1p35.1-p34.3
114785 RefSeq 12 12 12q13.3

114787 RefSeq 5 5 5q35.2 5q35.2
114788 RefSeq 8 8 8q23.3 8q23.3

114791 RefSeq 15 15 15q11.2 15q11.2
114792 RefSeq 6 6 6q16.1 6q16.1
114793 RefSeq 2 2 2q23.3 2q23.3

114798 RefSeq 13 13 13q31.1 13q31.1
114799 RefSeq 18 18 18q11.2 18q11.2
114800 2 2p16.1
114801 RefSeq 6 6 6q23.1 6q23.1
114803 1 1p32.1



114819 1 1p36.13
114821 RefSeq 6 6 6p22.1 6p22.1
114822 RefSeq 8 8 8q24.3 8q24.3
114824 RefSeq X X Xq28 Xq28
114825 5 5q33.3
114826 RefSeq 17 17 17p13.3 17p13.3
114827 1 1p36.21
114879 RefSeq 11 11 11p15.4 11p15.4
114880 RefSeq 2 2 2q31.2 2q31-q32.1
114881 RefSeq 17 17 17q21.32 17q21
114882 RefSeq 12 12 12q21.2 12q14
114883 RefSeq 1 1 1p32.3 1p32.3
114885 RefSeq 3 3 3q21.2 3q21
114897 RefSeq 17 17 17q25.3 17q25.3
114898 RefSeq 5 5 5q33.3 5q33.3
114899 RefSeq 5 5 5p13.3
114900 RefSeq 11 11 11p11.2 11q11
114902 RefSeq 11 11 11q23.3 11q23.3
114904 RefSeq 22 22 22q13.1 22q13.1
114905 RefSeq 4 4 4p15.33 4p16-p15
114915 RefSeq 5 5 5q22.2 5q21-q22
114926 RefSeq 8 8 8p11.21 8p11.21
114928 RefSeq X X Xq22.1 Xq22.1
114932 RefSeq 4 4 4p16.1 4p16.1
114960 RefSeq 7 7 7q32.2 7q32
114984 RefSeq 16 16 16p13.3 16p13.3
114987 RefSeq 9 9 9q32 9q32
114990 RefSeq 16 16 16p13.3 16p13.3
114991 9 9q32
115004 RefSeq 6 6 6q13 6q13
115019 RefSeq 1 1 1q32.1 1q31-q32
115024 RefSeq 17 17 17q21.2 17q21.2
115098 RefSeq 19 19 19p13.11 19p13.11
115110 1 1p36.32
115111 RefSeq 8 8 8q21.3 8q23

-associated ring fin RefSeq 5 5 5q23.2 5q23.2
115196 RefSeq 19 19 19p13.3 19p13.3
115201 RefSeq X X Xq22.3 Xq22.1-q22.3
115207 RefSeq 13 13 13q22.3 13q22.3
115209 RefSeq 1 1 1p32.2 1p32.2-p32.1
115265 RefSeq 4 4 4q24 4q24
115273 RefSeq 1 1 1p35.3 1p35.3
115286 RefSeq 3 3 3p14.1 3p14.1
115290 RefSeq 19 19 19q13.2 19q13.2
115294 RefSeq 8 8 8q11.23 8q11.23
115353 RefSeq 1 1 1p32.3 1p33-p32.1
115361 RefSeq 1 1 1p22.2 1p22.2
115362 RefSeq 1 1 1p22.2 1p22.2
115399 RefSeq 11 11 11p15.5 11p15.5
115416 RefSeq 7 7 7p15.3 7p15.3
115509 RefSeq 16 16 16p11.2 16p11.2



115557 RefSeq 12 12 12q13.3 12q13.3
115560 RefSeq 3 3 3p21.31 3p21.31
115572 RefSeq 1 1 1p36.11 1p36.11
115584 RefSeq 16 16 16p12.1 16pter-p11
115650 RefSeq 22 22 22q13.2 22q13.1-q13.31

115677 RefSeq 2 2 2q24.3 2q24.3
115703 RefSeq 19 19 19q13.12 19q13.12
115708 RefSeq 14 14 14q32.32 14q32.32
115749 12 12q14.2
115752 RefSeq 15 15 15q22.31 15q22.31
115761 RefSeq 13 13 13q14.2 13q14.2
115795 RefSeq 3 3 3p25.3 3p25.3
115811 RefSeq 12 12 12q24.13 12q24.13
115817 RefSeq 14 14 14q11.2 14q11.2
115825 RefSeq 13 13 13q14.3 13q14.3
115827 RefSeq 5 5 5q11.2 5q13
115861 RefSeq 19 19 19p13.11 19p13.11
115908 RefSeq 8 8 8q22.3 8q22.3
115939 RefSeq 16 16 16p13.3 16p13.3
115948 RefSeq 19 19 19p13.2 19p13.2
115950 RefSeq 19 19 19p13.2 19p13.2
115992 RefSeq 16 16 16q24.3 16q24.3
116028 RefSeq 16 16 16p13.13 16p13.13
116039 RefSeq 8 8 8q22.2 8q22.2
116064 3 3q13.33
116068 5 5q14.3
116071 RefSeq 11 11 11q13.1 11q13.1
116093 RefSeq 2 2 2q32.2 2q33
116113 RefSeq 6 6 6p21.1 6p21.1
116115 RefSeq 19 19 19q13.2 19q13.2
116123 RefSeq 1 1 1q24.1 1q24.1
116135 RefSeq 3 3 3p24.2 3p24
116138 RefSeq 6 6 6p21.1 6p21.1
116143 RefSeq 2 2 2p14 2p14
116150 RefSeq 6 6 6q22.1 6q22.1
116151 RefSeq 20 20 20q13.31 20q13.31
116154 RefSeq 20 20 20q13.33 20q13.33
116159 RefSeq 21 21 21q21.3 21q21.2
116173 RefSeq 14 14 14q11.2 14q11.2
116179 RefSeq 15 15 15q15.2 15q15.2

mbrane 4 L six fam RefSeq 3 3 3q29 3q29
116224 RefSeq 9 9 9q21.11 9q21.11
116225 RefSeq 9 9 9q34.3 9q34.3

equence similarity 3RefSeq 1 1 1q44 1q44
116236 RefSeq 17 17 17q11.2 17q11.2
l protein L23a|| RefSeq 17 17 17q11.2 17q11.2
116254 RefSeq 6 6 6q25.1 6q25.1
116255 RefSeq 2 2 2q36.1 2q36.1
116285 RefSeq 16 16 16p12.3 16p12.3



tein|| RefSeq 8 8 8q13.2 8q13
116337 RefSeq 11 11 11q24.2 11q24.2

116362 RefSeq 1 1 1p36.22 1p36.22
116369 RefSeq 6 6 6p21.31 6p21

domain containing RefSeq 2 2 2q21.2 2q21.2
116412 19 19q13.43
116441 RefSeq 3 3 3q25.1 3q25.1
116442 RefSeq X X Xq28 Xq28

116448 RefSeq 21 21 21q22.11 21q22.11
RefSeq 12 12q24.32

l protein MGC4677RefSeq 2 2 2p11.2 2p11.2
113091 RefSeq 19 19 19q13.33 19q13.33
133688 RefSeq 5 5 5p13.2 5p13.2
133690 RefSeq 5 5 5p13.2 5p13.2
90864 RefSeq 16 16 16p13.3 16p13.3
90865 RefSeq 9 9 9p24.1 9p24.1

90874 1 1p12
90933 RefSeq 5 5 5q35.3 5q35.3
90952 RefSeq 11 11 11q24.2 11q24.2
90957 RefSeq 2 2 2p22.1 2p22.1
90987 8 8q24.3
90993 RefSeq 11 11 11p11.2 11p11.2
91010 RefSeq 12 12 12q13.12 12q13.12
91012 RefSeq 12 12 12q13.12 12q13.12
91039 RefSeq 19 19 19p13.3 19p13.3
91050 RefSeq 4 4 4p15.2 4p15.2
91056 RefSeq 11 11 11q13.1 11q13.1
91057 RefSeq 11 11 11p14.1 11p14.1
91074 RefSeq 10 10 10p11.21 10p11.21
91107 RefSeq 17 17 17q25.1

91133 RefSeq 18 18 18p11.31 18p11.31
91137 RefSeq 5 5 5q22.1 5q22.1
91147 RefSeq 8 8 8q22.1 8q22.1
91151 RefSeq 16 16 16p13.3 16p13.3
91156 RefSeq 1 1 1q32.1 1q32.1
91181 RefSeq 1 1 1q21.3 1q21.3

RefSeq 22 22q11.22
91227 RefSeq 22 22 22q11.22 22q11.22
91252 RefSeq 11 11 11p11.2 11p11.2
91272 RefSeq 5 5 5q35.2 5q35.2
91283 RefSeq 9 9 9q31.1 9q31.1
91289 RefSeq 22 22 22q13.33 22q13.33
91300 RefSeq 19 19 19p13.3 19p13.3
91304 RefSeq 19 19 19p13.3 19p13.3
91319 RefSeq 22 22 22q11.23 22q11.23
91351 4 4q32.3



91355 RefSeq 22 22 22q11.23 22q11.23
91368 RefSeq 5 5 5q31.1 5q31.1
91369 RefSeq 17 17 17q21.33 17q21.33
91373 RefSeq 9 9 9q34.3 9q34.3
91392 RefSeq 3 3 3p21.31 3p21.31
91404 RefSeq 2 2 2q31.2 2q31.2

91409 RefSeq 2 2 2q21.1 2q21.1
91419 RefSeq 12 12 12q14.1 12q14.1
91431 RefSeq 4 4 4q25 4q25
91442 RefSeq 19 19 19q13.11 19q13.11
91445 RefSeq 22 22 22q12.2 22q12.2
91461 2 2p21

91522 RefSeq 5 5 5q35.3 5q35.3
91523 RefSeq 12 12 12q13.11 12q13.11
91526 RefSeq 2 2 2q33.1 2q33.1
91531 RefSeq 2 2 2q33.1 2q33.1
91544 RefSeq 1 1 1p36.11 1p36.11
91574 RefSeq 12 12 12q24.31 12q24.31
91582 RefSeq 22 22 22q13.1 22q13.1
91584 RefSeq 7 7 7q32.3 7q32.3
91603 RefSeq 17 17 17q12 17q12
91607 RefSeq 17 17 17q12 17q12
91608 RefSeq 17 17 17q12 17q12
91612 RefSeq 14 14 14q23.3 14q23.3
91614 RefSeq 11 11 11p13 11p13
91624 RefSeq 1 1 1p31.1 1p31.1
91646 19 19q13.11
91647 RefSeq 17 17 17p11.2 17p11.2

RefSeq 3 3 3q13.2 3q13.2
91663 RefSeq 19 19 19q13.42 19q13.42
91664 19 19q13.42
91683 RefSeq 11 11 11q13.2 11q13.2

91689 RefSeq 22 22 22q13.2 22q13.2
91694 RefSeq 8 8 8p23.1 8p23.1

RefSeq 22 22q13.2
91734 RefSeq 10 10 10p15.3 10p15.3
91746 RefSeq 4 4 4q13.2 4q13.2
91748 RefSeq 14 14 14q24.3 14q24.3
91749 RefSeq 6 6 6q21 6q22
91750 14 14q24.3
2 open reading fra RefSeq 2 2 2q32.1 2q32.1
91768 RefSeq 18 18 18q11.2 18q11.2
91775 RefSeq 3 3 3q12.3 3q12.3
91782 RefSeq 8 8 8p21.3 8p21.3
91801 RefSeq 11 11 11q22.3 11q22.3
91828 14 14q32.32
91833 RefSeq 14 14 14q32.32 14q32.32
91851 RefSeq X X Xq23 Xq23



91862 RefSeq 16 16 16q22.2 16q22.2
91869 RefSeq 3 3 3p21.1 3p21.1
91875 RefSeq 14 14 14q11.2 14q11.2
91894 RefSeq 11 11 11q23.1 11q23.1
91937 RefSeq 5 5 5q33.3 5q33.3
91942 RefSeq 5 5 5q12.1 5q12.1
91947 RefSeq 15 15 15q26.3 15q26.3
91948 15 15q26.2
91949 RefSeq 16 16 16p12.1 16p12.1
X open reading fraRefSeq X X Xq28 Xq28
91975 RefSeq 5 5 5q33.1 5q33.1
91977 RefSeq 5 5 5q33.1 5q33.1
91978 RefSeq 19 19 19p13.3 19p13.3
92002 RefSeq X X Xq28 Xq28
92014 RefSeq 9 9 9p13.2 9p13.3-p12

92070 RefSeq 4 4 4p16.3 4p16.3
92086 RefSeq 20 20 20p11.21 20p11.1
92092 RefSeq 7 7 7q34 7q34
92104 RefSeq 2 2 2q31.2 2q31.2
92106 RefSeq 3 3 3p25.1 3p25-p24
92126 RefSeq 18 18 18q22.1 18q22.1
92129 X Xq22.3
92140 RefSeq 8 8 8q22.1 8q22.1
92154 RefSeq 16 16 16q22.1 16q22.1
92162 RefSeq 17 17 17p13.1 17p13.1

tein|| RefSeq 10 10 10q26.3 10q26.3
92211 RefSeq 10 10 10q23.1 10q22.1-q22.3

92241 RefSeq 1 1 1q24.2 1q22-q24

92259 RefSeq 5 5 5q13.2 5q13.2

92285 RefSeq 19 19 19q13.12 19q13.12
92291 RefSeq 2 2 2p23.1
92292 RefSeq 11 11 11q12.1 11q12.1
92293 12 12q24.32
92305 RefSeq 4 4 4p16.3 4p16.3
92312 1 1q22
92342 RefSeq 1 1 1q24.2 1q24.2
92344 RefSeq 1 1 1q24.2 1q24.2
92345 RefSeq 4 4 4q32.2 4q32.2
92346 RefSeq 1 1 1q24.3 1q24.3
92359 RefSeq 19 19 19p13.3 19p13.3
92369 RefSeq 3 3 3q23 3q23
92370 RefSeq 3 3 3q23 3q23
92379 RefSeq 5 5 5q35.3 5p15.33
92399 RefSeq 9 9 9q33.2 9q33.2
92400 RefSeq 9 9 9q33.2 9q33.2
92421 RefSeq 8 8 8q21.13 8q21.13



92454 RefSeq 7 7 7q36.3 7q36.3
al protein LOC92482|| 10 10q25.2
92483 RefSeq 15 15 15q22.2 15q22.2
92521 RefSeq 17 17 17p11.2 17p11.2
92558 RefSeq 12 12 12q24.23 12q24.23
92565 RefSeq 10 10 10q26.2 10q26.2
92591 RefSeq 17 17 17q21.31 17q21.31
92595 RefSeq 16 16 16p11.2 16p11.2
92597 RefSeq 4 4 4q13.3 4q13.3
92610 RefSeq 4 4 4q25 4q25

92667 RefSeq 20 20 20p11.23 20p11.23
92675 RefSeq 20 20 20p11.23 20p11.23
92689 RefSeq 4 4 4p14 4p14
92691 RefSeq 2 2 2q35 2q35
92703 RefSeq 1 1 1q32.1 1q32.1
92714 RefSeq 9 9 9q34.3 9q34.3
92715 RefSeq 9 9 9q34.3 9q34.3
92736 RefSeq 17 17 17q25.1 17q25.1
92737 RefSeq 2 2 2q36.3 2q36.3
92745 RefSeq X X Xp11.23 Xp11.23
92747 RefSeq 20 20 20q11.21 20q11.21
92749 RefSeq 2 2 2p23.3 2p23.3
92797 RefSeq 12 12 12q14.3 12q14.3
92799 RefSeq 19 19 19q13.2 19q13.2
92806 RefSeq 16 16 16q24.3 16q24.3
92815 RefSeq 1 1 1q42.13 1q42.13
92822 RefSeq 16 16 16q24.3 16q24.3
92840 RefSeq 19 19 19p13.3 19p13.3
92856 RefSeq 2 2 2q21.1 2q21.1
92906 RefSeq 2 2 2p22.1 2p22.1
92912 RefSeq 15 15 15q24.2 15q23
92922 RefSeq 16 16 16q13 16q13
92935 RefSeq 2 2 2q33.1 2q33.1
92960 RefSeq 19 19 19p13.2 19p13.2
92979 RefSeq 12 12 12q14.1 12q14.1
92999 RefSeq 3 3 3p22.1 3p22.1
93010 RefSeq 2 2 2q37.1 2q37.1
93034 RefSeq 2 2 2p24.2 2p24.2
93035 RefSeq 8 8 8q23.1 8q23.1-q23.2
93058 RefSeq 12 12 12q13.3 12q13.3
93081 RefSeq 13 13 13q33.1 13q33.1
93099 RefSeq 19 19 19q13.12 19q13.12
93100 RefSeq 8 8 8q24.3 8q24.3
93107 RefSeq 16 16 16q24.1 16q24.1
93109 RefSeq 3 3 3q29 3q29
93129 RefSeq 16 16 16p11.2 16p11.2
93145 RefSeq 19 19 19p13.2 19p13.2
93183 RefSeq 1 1 1q23.2 1q23.2
93185 RefSeq 1 1 1q23.2 1q23.1
93190 RefSeq 1 1 1p36.21 1p36.21



93210 RefSeq 17 17 17q12 17q12
93233 RefSeq 19 19 19q13.32 19q13.32

93343 RefSeq 19 19 19p13.11 19p13.11
93349 RefSeq 2 2 2q37.1 2q37.1
93377 RefSeq 10 10 10q24.1 10q23-q24
93408 RefSeq 7 7 7q22.1 7q22.1
93426 RefSeq 10 10 10q26.3 10q26.3
93429 19 19q13.32
93432 7 7q34
93463 2 2q37.3
93474 RefSeq 1 1 1q44 1q44
93487 RefSeq 14 14 14q22.2 14q22.2-q22.3
93517 RefSeq 16 16 16q23.2 16q23.2-q23.3
93550 RefSeq 10 10 10q11.21 10q11.21
93556 3 3q26.2
93587 RefSeq 4 4 4q23 4q23
93589 RefSeq 12 12 12p13.33 12p13.33
93594 RefSeq 8 8 8q24.13 8q24.13
93611 RefSeq 1 1 1p36.22 1p36.22
93621 RefSeq 4 4 4p16.1 4p16.1
93624 4 4p16.1
93643 RefSeq 6 6 6p21.1 6p21.1
93661 RefSeq 12 12 12p12.3 12p12.3
93663 RefSeq 6 6 6q22.33 6q22.33
93664 RefSeq 7 7 7q31.32
93974 RefSeq 1 1 1p35.3
94005 RefSeq 17 17 17q11.2 17p13.2
94009 RefSeq 22 22 22q13.2 22q13.2-q13.31
94015 RefSeq 17 17 17q25.1 17q24
94030 19 19q13.33
94031 RefSeq 4 4 4p16.1 4p16.1
94032 RefSeq 3 3 3q27.1 3q27.1
94033 RefSeq 5 5 5q23.1 5q21.3
94039 RefSeq 19 19 19p13.11 19p13.11
94056 RefSeq X X Xp22.2 Xp22.2
94059 RefSeq 19 19 19q13.42 19q13.4
94081 RefSeq 5 5 5q35.2
94086 RefSeq 17 17 17q21.2 17q21.2
94097 RefSeq 2 2 2p13.2
94103 RefSeq 17 17 17q21.1 17q12-q21.1
94104 RefSeq 21 21 21q22.11 21q21.3
e antigen|| RefSeq 11 11 11q23.3 11q22.3-q23
94107 RefSeq 9 9 9q34.3 9q34.3

92235 1 1q22-q24
92105 RefSeq 11 11 11q13.5 11q13.5
92304 RefSeq 5 5 5q35.3 5q35-qter
133619 RefSeq 5 5 5q23.2 5q23.2
133686 RefSeq 5 5 5p13.2 5p13.2



93134 RefSeq 19 19 19p13.2 19p13.2
116449 RefSeq 4 4 4p16.1 4p16.1
116461 RefSeq 1 1 1q25.3 1q25
116496 RefSeq 1 1 1q25.3 1q25
116512 RefSeq 11 11 11q13.3 11q13.3
116519 RefSeq 11 11 11q23.3 11q23
116534 11 11p15.4
116540 RefSeq 2 2 2p13.1 2p13.1
116541 RefSeq 19 19 19p13.3 19p13.3
116835 RefSeq 20 20 20p13 20p13
116840 RefSeq 17 17 17p13.1 17p13.1
116841 RefSeq 1 1 1q42.13 1q42.13
116842 RefSeq 5 5 5q31.1 5q31.1
116843 RefSeq 6 6 6q23.2 6q22.3-q23.3
116844 RefSeq 19 19 19p13.3 19p13.3
116931 RefSeq 3 3 3q25.1 3q25.1
116966 RefSeq 4 4 4q34.2 4q34
116969 RefSeq 11 11 11p15.4 11p15.4
116983 RefSeq 1 1 1p36.33
116984 RefSeq 4 4 4p14 4p14
116985 RefSeq 11 11 11q13.4 11q13.4
116986 RefSeq 12 12 12q14.1 12q14.1
repeat containing RefSeq 2 2 2q37.2 2p24.3-p24.1
116988 RefSeq 7 7 7q36.1 7q36.1
117065 10 10q21.1
117143 RefSeq 1 1 1q24.1 1q24.1
117145 RefSeq 1 1 1q21.3 1q21
117153 RefSeq 14 14 14q21.1 14q13.2
117157 RefSeq 1 1 1q23.3 1q21
117159 RefSeq 12 12 12q13.2 12q13
117166 RefSeq 16 16 16p13.3 16p13.3
117177 RefSeq 12 12 12q15 12q14.3
117178 RefSeq 1 1 1p22.3 1p22.3
117245 RefSeq 11 11 11q12.3 11q13.2
117246 RefSeq 17 17 17q23.3 17q23
117247 RefSeq 6 6 6q21 6q21-q22
117248 RefSeq 3 3 3p25.1 3p25.1
117285 RefSeq 20 20 20q11.21 20q11.1-q11.22
117532 RefSeq 20 20 20p13 20p13
117579 RefSeq 19 19 19p13.12 19p13.2
117608 RefSeq 5 5 5q35.3 5q35.3
containing 6|| RefSeq 11 11 11p15.4 11p15.4
118421 RefSeq 21 21 21q21.3 21q21.3
118426 RefSeq 12 12 12p13.2 12p12

118429 RefSeq 4 4 4q21.21 4q21.21
118430 RefSeq 12 12 12q13.2 12q
118461 RefSeq 10 10 10q11.23 10q11.23
118471 RefSeq 10 10 10q26.3 10q26.3
118472 RefSeq 10 10 10q26.3 10q26.3
118487 RefSeq 10 10 10q22.2 10q22.2



118490 RefSeq 10 10 10q22.2 10q22.2
118491 RefSeq 10 10 10q22.2 10q22.2

118663 RefSeq 10 10 10q26.13 10q26.13
118672 RefSeq 10 10 10q26.13 10q26.13
118738 RefSeq 10 10 10q11.22 10q11.22
118812 RefSeq 10 10 10q24.2 10q24.2
118813 RefSeq 10 10 10q24.2 10q24.2
118881 RefSeq 10 10 10q22.2 10q22.2
118932 RefSeq 10 10 10q23.31 10q23.31
118980 RefSeq 10 10 10q24.32 10q24.32
118987 RefSeq 10 10 10q26.11 10q26.11
119016 RefSeq 10 10 10q11.21 10q11.21
119032 RefSeq 10 10 10q24.32 10q24.32
119180 RefSeq 10 10 10p11.23 10p11.23
119385 10 10q23.2
119391 RefSeq 10 10 10q25.1 10q25.1
119392 RefSeq 10 10 10q25.1 10q25.1
119395 RefSeq 10 10 10q24.33 10q24.33
119467 RefSeq 10 10 10q26.2 10q26.2
119504 RefSeq 10 10 10q22.1 10q22.1

119559 RefSeq 10 10 10q26.11 10q26.11
119587 RefSeq 10 10 10q26.13 10q26.13
119710 RefSeq 11 11 11p12 11p12
120071 RefSeq 11 11 11p11.2 11p11.2
120103 RefSeq 11 11 11q21 11q21
120114 11 11q21
120196 RefSeq 11 11 11p13 11p13
120224 RefSeq 11 11 11q24.3 11q24.3
120227 RefSeq 11 11 11p15.2 11p15.2
120376 11 11q23.1
120379 RefSeq 11 11 11q23.1 11q23.1
120400 RefSeq 11 11 11q23.2 11q23.2
120406 RefSeq 11 11 11q23.2 11q23.2
120425 RefSeq 11 11 11q23.3 11q23.3
120526 RefSeq 11 11 11p13 11p13
120534 RefSeq 11 11 11p14.1 11p14.1
120863 RefSeq 12 12 12q23.1 12q23.1
120892 12 12q12
120935 RefSeq 12 12 12q23.1 12q23.1
120939 RefSeq 12 12 12p13.2 12p13.2
121006 12 12q13.12
121053 RefSeq 12 12 12q23.3 12q23.3
121214 RefSeq 12 12 12q13.3 12q13.3
121227 RefSeq 12 12 12q14.1 12q14.1
121256 RefSeq 12 12 12q24.32 12q24.32-q24.33
121260 RefSeq 12 12 12q24.32 12q24.32
121268 RefSeq 12 12 12q13.12 12q13.12
121273 RefSeq 12 12 12q13.11 12q13.11
121274 RefSeq 12 12 12q13.11 12q13.11



121278 RefSeq 12 12 12q21.1 12q21.1
121355 RefSeq 12 12 12q13.2 12q13.2
121391 RefSeq 12 12 12q13.13 12q13.13
121441 RefSeq 12 12 12q23.1 12q23.1
121504 RefSeq 12 12 12p12.3 12p12.3
121506 RefSeq 12 12 12p12.3 12p12.3
121512 RefSeq 12 12 12p11.21 12p11.21

121551 RefSeq 12 12 12q23.3 12q23.3
brane protein 16D||RefSeq 12 12 12q23.1 12q23.1
121643 RefSeq 12 12 12q24.11 12q24.11
121665 RefSeq 12 12 12q24.31 12q24.31
121793 RefSeq 13 13 13q34 13q34
121951 13 13q33.1
121952 13 13q33.1
122046 RefSeq 13 13 13q12.3 13q12.3
122060 RefSeq 13 13 13q22.3 13q22.3
122183 RefSeq 13 13 13q21.1 13q21.1
122258 RefSeq 13 13 13q34 13q34
122416 RefSeq 14 14 14q32.32 14q32.32
122509 RefSeq 14 14 14q32.13 14q32.13
122525 14 14q21.2
122553 RefSeq 14 14 14q21.1 14q21.1
122616 RefSeq 14 14 14q32.33 14q32.33
122618 RefSeq 14 14 14q32.33 14q32.33
122651 RefSeq 14 14 14q11.2 14q11.2
122664 RefSeq 14 14 14q11.2 14q11.2
122665 RefSeq 14 14 14q11.2 14q11.2
122704 RefSeq 14 14 14q11.2 14q11.2
122769 RefSeq 14 14 14q21.3 14q21.3
122773 RefSeq 14 14 14q21.3 14q21.3
122786 RefSeq 14 14 14q22.1 14q22.1

122876 RefSeq 14 14 14q23.2 14q23.2
122945 RefSeq 14 14 14q24.3 14q24.3
122953 RefSeq 14 14 14q24.3 14q24.3
122961 RefSeq 14 14 14q24.3 14q24.3
122970 RefSeq 14 14 14q24.3 14q24.3
123016 RefSeq 14 14 14q32.11 14q31.3
123041 RefSeq 14 14 14q32.12 14q32.12
123096 RefSeq 14 14 14q32.2 14q32.2

123169 RefSeq 15 15 15q21.2 15q21.2
123207 RefSeq 15 15 15q25.2 15q25.2
123228 RefSeq 15 15 15q23 15q23
123263 RefSeq 15 15 15q22.31 15q22.31
123264 RefSeq 15 15 15q22.31 15q22.31
123283 RefSeq 15 15 15q26.3 15q26.3

epeat containing 2 RefSeq 15 15 15q26.3 15q26.3
123591 RefSeq 15 15 15q24.2 15q23-q24.1



123606 RefSeq 15 15 15q11.2 15q11.2
123624 RefSeq 15 15 15q25.3 15q25.3
123720 15 15q25.2

123745 RefSeq 15 15 15q15.1 15q15.1
123775 RefSeq 16 16 16q23.2 16q23.2
123803 RefSeq 16 16 16p13.11 16p13.11
123811 RefSeq 16 16 16p13.11 16p13.11
123872 RefSeq 16 16 16q24.1 16q24.1

123879 RefSeq 16 16 16p12.3 16p12.3
123887 RefSeq 16 16p13.3
123904 RefSeq 16 16 16q22.1 16q22.1
123920 RefSeq 16 16 16q22.1 16q22.1
123970 RefSeq 16 16 16q12.1 16q12.1
124044 RefSeq 16 16 16q24.3 16q24.3
124045 RefSeq 16 16 16q24.3 16q24.3
124056 RefSeq 16 16 16p13.3 16p13.3
124093 RefSeq 16 16 16p13.3 16p13.3
124152 RefSeq 16 16 16p12.3 16p12.3
124216 RefSeq 16 16 16p13.3 16p13.3
124221 RefSeq 16 16 16p13.3 16p13.3
124222 RefSeq 16 16 16p13.3 16p13.3
124245 RefSeq 16 16 16q24.2 16q24.2-q24.3

n protein, Y-like 2|| RefSeq 16 16 16q23.2 16q23.2
124401 RefSeq 16 16 16p13.3 16p13.3
124402 RefSeq 16 16 16p13.3 16p13.3
124404 RefSeq 16 16 16p13.3 16p13.3

124446 16 16p11.2
124460 RefSeq 16 16 16q12.1 16q12.1
124491 RefSeq 16 16 16q23.1 16q23.1
124535 17 17q23.2
124540 RefSeq 17 17 17q23.2 17q23.2
124565 RefSeq 17 17 17q25.3 17q25.3
124590 RefSeq 17 17 17q25.1 17q25.1
124602 RefSeq 17 17 17q25.1 17q25.1
124626 RefSeq 17 17 17q21.1 17q21.1
124637 RefSeq 17 17 17p13.1 17p13.1
124739 17 17p13.1
124751 RefSeq 17 17 17p13.1 17p13.1
124773 RefSeq 17 17 17q23.2 17q23.2
124790 RefSeq 17 17 17q21.31 17q21.31
124801 RefSeq 17 17 17q21.31 17q21.31
124808 RefSeq 17 17 17q21.31 17q21.31
124817 RefSeq 17 17 17q21.31 17q21.31
124842 RefSeq 17 17 17q12 17q12
124857 RefSeq 17 17 17q21.33 17q21.33
124872 RefSeq 17 17 17q21.32 17q21.32
124912 RefSeq 17 17 17q11.2 17q11.2
124925 RefSeq 17 17 17q11.2 17q11.2



124930 RefSeq 17 17 17q11.2 17q11.2
124935 RefSeq 17 17 17p13.3 17p13.3
124936 RefSeq 17 17 17p13.2 17p13.2

124961 RefSeq 17 17 17p13.2 17p13.2
124975 RefSeq 17 17 17p13.2 17p13.2
124976 17 17p13.2
124989 RefSeq 17 17 17q21.32 17q21.32
124995 RefSeq 17 17 17q21.32 17q21.32
124997 RefSeq 17 17 17p13.3 17p13.3
125058 RefSeq 17 17 17q25.3 17q25.3
125111 RefSeq 17 17 17q21.2 17q21.2
125113 RefSeq 17 17 17q21.2 17q21.2
125144 RefSeq 17 17 17p11.2 17p11.2
125170 RefSeq 17 17 17p11.2 17p11.2
125206 RefSeq 17 17 17p11.2 17p11.2
125228 RefSeq 18 18 18p11.21 18p11.21
125336 RefSeq 18 18 18q21.1 18q21.1
125476 RefSeq 18 18 18q12.2 18q12.2
125488 RefSeq 18 18 18q11.2 18q11.2
125875 RefSeq 19 19 19q13.41 19q13.41
125893 19 19q13.41
125919 RefSeq 19 19 19q13.43 19q13.43
125931 RefSeq 19 19 19q13.31 19q13.31
125950 RefSeq 19 19 19p13.2 19p13.2
125965 RefSeq 19 19 19q13.42 19q13.42
118460 RefSeq 16 16 16q22.1 16q22.1
118425 RefSeq 4 4 4q21.21 4q21.1
121457 RefSeq 12 12 12q23.1 12q23.1
116832 RefSeq 3 3 3q27.3 3q27
133746 RefSeq 5 5 5q14.1 5q14.1
133923 RefSeq 5 5 5q23.1 5q23.1-q23.2
124783 RefSeq 17 17 17q21.31 17q21.31
125115 RefSeq 17 17 17q21.2 17q21.2
125972 RefSeq 19 19 19p13.11 19p13.11
125981 RefSeq 19 19 19p13.3 19p13.3
125988 RefSeq 19 19 19p13.3 19p13.3
125997 RefSeq 19 19 19p13.2 19p13.2
126003 19 19p13.2
126006 19 19p13.2
126068 RefSeq 19 19 19p13.2 19p13.2
126069 RefSeq 19 19 19p13.2 19p13.2
126070 RefSeq 19 19 19p13.2 19p13.2
126074 RefSeq 19 19 19p13.2 19p13.2
126119 RefSeq 19 19 19q13.33 19q13.33
126123 RefSeq 19 19 19q13.33 19q13.33
126129 RefSeq 19 19 19q13.33 19q13.33
126133 RefSeq 19 19 19q13.33 19q13.33
126147 RefSeq 19 19 19q13.33 19q13.33
374900 19 19q13.12
126206 RefSeq 19 19 19q13.43 19q13.43



126231 RefSeq 19 19 19q13.12 19q13.12
126248 RefSeq 19 19q13.11
126259 RefSeq 19 19 19p13.3 19p13.3
126272 RefSeq 19 19 19q13.2 19q13.2
126282 RefSeq 19 19 19p13.3 19p13.3
126295 RefSeq 19 19 19p13.3 19p13.3
126299 RefSeq 19 19 19q13.31 19q13.31
126306 RefSeq 19 19 19p13.3 19p13.3

s One Binder kinas RefSeq 19 19 19p13.3 19p13.3
126321 RefSeq 19 19 19p13.3 19p13.3
126326 RefSeq 19 19 19p13.3 19p13.3
126328 RefSeq 19 19 19p13.3 19p13.3
126353 RefSeq 19 19 19p13.3 19p13.3
126364 RefSeq 19 19 19p13.11 19p13.11
126375 RefSeq 19 19 19q13.11 19q13.11
126393 RefSeq 19 19 19q13.12 19q13.12

RefSeq 19 19p13.12
RefSeq 19 19p13.12

126432 RefSeq 19 19 19q13.2 19q13.2
126433 RefSeq 19 19 19q13.2 19q13.2

126526 RefSeq 19 19 19q13.2 19q13.2
cal protein LOC126536|| 19 19p13.12
126549 RefSeq 19 19 19p13.11 19p13.11
126567 19 19p13.3
126626 RefSeq 1 1 1q21.2 1q21.2
126638 1 1q21.3
126661 1 1p34.1
126668 RefSeq 1 1 1q21.3 1q21.3

126695 RefSeq 1 1 1p36.11 1p36.11
126731 RefSeq 1 1 1q42.13 1q42.13
126755 1 1p36.21
126789 RefSeq 1 1 1p36.33 1p36.33
126792 RefSeq 1 1 1p36.33 1p36.33
126820 RefSeq 1 1 1p22.3 1p22.3
126823 RefSeq 1 1 1q23.3 1q23.3
126859 RefSeq 1 1 1q25.2 1q25.2
126868 RefSeq 1 1 1p13.1 1p13.1

H3c|| RefSeq 1 1 1q21.2 1q21.3
126969 RefSeq 1 1 1p21.3 1p21.3
127002 RefSeq 1 1 1p13.3 1p13.3
127018 RefSeq 1 1 1q41 1q41
127124 RefSeq 1 1 1q31.3 1q31.3
127247 RefSeq 1 1 1p31.1 1p31.1
127253 RefSeq 1 1 1p31.1 1p31.1

127255 RefSeq 1 1 1p31.1 1p31.1
127262 RefSeq 1 1 1p36.32 1p36.32



127281 RefSeq 1 1 1p36.32 1p36.32
127294 RefSeq 1 1 1p36.11 1p36.11
127343 RefSeq 1 1 1p33 1p33
127396 RefSeq 1 1 1p34.2 1p34.2
127428 RefSeq 1 1 1p32.3 1p32.3
127435 RefSeq 1 1 1p32.3 1p32.3

127495 RefSeq 1 1 1p21.2 1p21.3
127540 RefSeq 1 1 1p35.1 1p35.1
127544 RefSeq 1 1 1p35.1 1p35.1
127557 RefSeq 1 1 1p35.1 1p35.1
127579 RefSeq 1 1 1q22 1q22

RefSeq 1 1q44
127670 RefSeq 1 1 1q25.3 1q25.3
127687 RefSeq 1 1 1p34.3 1p34.3
127700 RefSeq 1 1 1p34.3 1p34.3
127703 RefSeq 1 1 1p34.3 1p34.3
127707 RefSeq 1 1 1p36.13 1p36.13

RefSeq 1 1p36.12
127733 RefSeq 1 1 1p36.12 1p36.12
127795 RefSeq 1 1 1p31.3 1p31.3
127829 RefSeq 1 1 1q32.1 1q32.1
127833 RefSeq 1 1 1q32.1 1q32.1
127845 RefSeq 1 1 1q32.1 1q32.1
127943 RefSeq 1 1 1q23.3 1q23.3
128025 RefSeq 1 1 1q43 1q43
128061 RefSeq 1 1 1q42.2 1q42.2
128077 RefSeq 1 1 1q21.1 1q21.1
128102 1 1p12
128153 RefSeq 1 1 1q41 1q41

RefSeq 1 1p34.1
128218 RefSeq 1 1 1p34.2 1p34.2
128229 RefSeq 1 1 1q22 1q22
128239 RefSeq 1 1 1q22 1q22
128240 RefSeq 1 1 1q22 1q22
128272 RefSeq 1 1 1p36.13 1p36.13
128308 RefSeq 1 1 1q42.13 1q42.13
128338 RefSeq 1 1 1p13.3 1p13.3
128344 RefSeq 1 1 1p13.2 1p13.2
128346 RefSeq 1 1 1p13.2 1p13.2
128387 1 1q32.3
128414 RefSeq 20 20 20q13.33 20q13.33
128434 RefSeq 20 20 20q11.23 20q11.23
128486 20 20q13.12
128488 RefSeq 20 20 20q13.12 20q12-q13.1
128497 RefSeq 20 20 20q13.12 20q13.12
128553 RefSeq 20 20 20q13.2 20q13.2
128602 RefSeq 20 20 20q13.32 20q13.32
128611 20 20q13.32
128637 RefSeq 20 20 20p13 20p13
128653 RefSeq 20 20 20p13 20p13



128817 RefSeq 20 20 20p11.21 20p11.21
128821 RefSeq 20 20 20p11.21 20p11.21
128826 RefSeq 20 20 20q13.33 20q13.33
128854 RefSeq 20 20 20q11.21 20q11.21
128859 RefSeq 20 20 20q11.21 20q11.21
128861 RefSeq 20 20 20q11.21 20q11.21
128864 RefSeq 20 20 20q11.22 20q11.22
128866 RefSeq 20 20 20q11.22 20q11.22

RefSeq 20 20q11.22
me 20 open readingRefSeq 20 20 20q11.22 20q11.22

128989 RefSeq 22 22 22q11.21 22q11.21
129025 RefSeq 22 22 22q11.22 22q11.22
129049 22 22q11.23
129080 RefSeq 22 22 22q12.2 22q12.2
129138 RefSeq 22 22 22q13.1 22q13.1
129285 RefSeq 2 2 2p16.3 2p16.3
129293 2 2p11.2
129303 RefSeq 2 2 2p11.2 2p11.2
129401 RefSeq 2 2 2q32.1 2q32.1
129450 RefSeq 2 2 2q33.1 2q33.1
129530 RefSeq 2 2 2q11.2 2q11.2
129531 RefSeq 2 2 2q11.2 2q11.2
129563 RefSeq 2 2 2q37.1 2q37.1

129642 RefSeq 2 2 2p25.1 2p25.1
129684 RefSeq 2 2 2q14.3 2q14.3
129685 RefSeq 6 6 6p21.1 6p21.1
129787 RefSeq 2 2 2p25.3 2p25.3
129790 RefSeq 7 7 7q36.3
129804 RefSeq 2 2 2q13 2q13
129807 RefSeq 2 2 2q37.3 2q37.3

129868 RefSeq 2 2 2q11.1 2q11.1
129880 RefSeq 2 2 2q31.1 2q31.1
130029 RefSeq 2 2 2q33.2 2q33.2
130120 RefSeq 2 2 2p12 2p12
130132 RefSeq 2 2 2q33.1 2q33.1
130162 RefSeq 2 2 2p16.1 2p16.1
130271 RefSeq 2 2 2p21 2p21
130340 RefSeq 2 2 2q36.1 2q36.1
130367 RefSeq 2 2 2q36.1 2q36.1
130497 RefSeq 2 2 2p24.1 2p24.1
130507 RefSeq 2 2 2q31.1 2q31.1
130535 RefSeq 2 2 2q33.1 2q33.1
130557 RefSeq 2 2 2p23.3 2p23.3
130574 RefSeq 2 2 2q23.2 2q23.3
130576 RefSeq 2 2 2q23.2 2q23.3
130589 RefSeq 2 2 2p22.1 2p22.1
130617 RefSeq 2 2 2q35 2q35
130619 RefSeq 2 2 2q35 2q35



130733 RefSeq 2 2 2p22.1 2p22.1

130813 RefSeq 2 2 2p25.1 2p25.1
130814 RefSeq 2 2 2p25.1 2p25.1
130827 RefSeq 2 2 2q12.1 2q12.1
130888 RefSeq 2 2 2q36.3 2q36.3
130916 RefSeq 2 2 2q37.3 2q37.3
130940 RefSeq 2 2 2q24.1 2q24.1
130951 RefSeq 2 2 2p13.1 2p13.1
131034 RefSeq 3 3 3q22.1 3q22.1
131118 RefSeq 3 3 3q26.33 3q26.33
131177 RefSeq 3 3 3p14.2 3p14.2
131368 RefSeq 3 3 3q12.3 3q12.3
131375 RefSeq 3 3 3p22.1 3p22.1
131377 RefSeq 3 3 3p22.1 3p22.1
131408 RefSeq 3 3 3q27.1 3q27.1
131474 RefSeq 3 3 3p25.1 3p25.1
131540 RefSeq 3 3 3q29 3q29
131544 3 3q11.2
131566 RefSeq 3 3 3q12.1 3q12.1
131578 RefSeq 3 3 3q29 3q29
131583 RefSeq 3 3 3q29 3q29
131616 RefSeq 3 3 3p21.31 3p21.31
131669 RefSeq 3 3 3q21.2 3q21.2
131831 RefSeq 3 3 3q25.1 3q25.1
131870 RefSeq 3 3 3q21.3 3q21.3
131873 3 3q21.3
131920 RefSeq 3 3 3q28 3q28
131965 RefSeq 3 3 3p25.1 3p25.1
132001 RefSeq 3 3 3p25.2 3p25.2
132014 RefSeq 3 3 3p25.3 3p25.3
132112 RefSeq 3 3 3q27.3 3q27.3
132141 RefSeq 3 3 3p21.2 3p21.2
132158 RefSeq 3 3 3p21.2 3p21.2-p21.1
132160 RefSeq 3 3 3p21.2 3p21.2

RefSeq 3 3p14.1
132204 RefSeq 3 3 3p14.2 3p14.2

elated developmentRefSeq 3 3 3p21.31 3p21.31
132241 3 3q21.3
132243 RefSeq 3 3 3q21.3 3q21.3
132299 RefSeq 4 4 4p12 4p12
132320 RefSeq 4 4 4q28.2 4q28.2
132321 RefSeq 4 4 4q28.2 4q28.2
132332 RefSeq 4 4 4q27 4q27
132612 RefSeq 4 4 4q27 4q27
132625 RefSeq 4 4 4q35.2 4q35.2
132660 RefSeq 4 4 4q21.22 4q21.3
132671 RefSeq 4 4 4q11 4q11
132720 RefSeq 4 4 4q25 4q25
132724 RefSeq 4 4 4q13.2 4q13.2
132851 RefSeq 4 4 4q34.2 4q34.2



132864 RefSeq 4 4 4p15.33 4p15.33
132949 RefSeq 4 4 4q12 4q12
132954 RefSeq 4 4 4q12 4q12
132989 RefSeq 4 4 4q21.3 4q21.3
133015 RefSeq 4 4 4p15.31 4p15.31
133022 RefSeq 4 4 4q26 4q26
133060 RefSeq 4 4 4p16.3 4p16.3
133121 RefSeq 4 4 4q35.1 4q35.1
133308 RefSeq 4 4 4q24 4q24
133482 RefSeq 5 5 5q21.1 5q21.1
133558 RefSeq 5 5 5p13.1 5p13.1
133584 RefSeq 5 5 5p13.2 5p13.2-p13.1
RIKEN cDNA 0610RefSeq 5 5 5p15.33 5p15.33
132789 RefSeq 4 4 4p13 4p13
133383 RefSeq 5 5 5q11.2 5q11.2
133491 5 5q35.2
133418 RefSeq 5 5 5q11.1 5q11.1
134121 5 5p15.31
134145 RefSeq 5 5 5p15.2 5p15.2
134187 RefSeq 5 5 5q15 5q15
134218 RefSeq 5 5 5p13.2 5p13.2

134266 RefSeq 5 5 5q32 5q32
134285 RefSeq 5 5 5q13.2 5q13.2
134288 RefSeq 5 5 5q13.2 5q13.2
134353 RefSeq 5 5 5q33.3 5q33.3
134359 RefSeq 5 5 5q13.3 5q13.3
134391 RefSeq 5 5 5q32 5q32
134429 RefSeq 5 5 5q22.1 5q22.1
134430 RefSeq 5 5 5q22.1 5q22.1
134466 5 5q33.1
134492 RefSeq 5 5 5q34 5q34
134510 RefSeq 5 5 5q33.3 5q33.3
134548 RefSeq 5 5 5q23.3 5q23.3
134549 RefSeq 5 5 5q23.3 5q23.3
134553 RefSeq 5 5 5q31.1 5q31.1
134637 RefSeq 6 6 6q24.2 6q24.2

134957 RefSeq 6 6 6q24.3 6q24.3
135114 RefSeq 6 6 6q22.32 6q22.32
ulated|| RefSeq 6 6 6q26 6q26
135152 RefSeq 6 6 6q13 6q13
135154 RefSeq 6 6 6q13 6q13
135228 RefSeq 6 6 6q13 6q13
135250 RefSeq 6 6 6q25.1 6q25.1
135295 RefSeq 6 6 6q15 6q15
135398 RefSeq 6 6 6p12.3 6p12.3

135644 RefSeq 6 6 6p21.33 6p21.33



135656 RefSeq 6 6 6p21.33 6p21.33
135886 RefSeq 7 7 7q11.23 7q11.23
135892 RefSeq 7 7 7q11.23 7q11.23
135927 RefSeq 7 7 7q34 7q34
135932 RefSeq 7 7 7q34 7q34
136051 RefSeq 7 7 7q36.1 7q36.1
136227 RefSeq 7 7 7q22.1 7q22.1
136263 RefSeq 7 7 7q32.2 7q32.2
136288 7 7p12.3
136306 RefSeq 7 7 7q34 7q34
136319 RefSeq 7 7 7q33 7q33
136332 RefSeq 7 7 7q33 7q33
136371 RefSeq 7 7 7q36.1 7q36.1
136647 RefSeq 7 7 7p14.1 7p14.1
136895 RefSeq 7 7 7p15.3 7p15.3
136991 RefSeq 7 7 7q31.2 7q31.2
137075 RefSeq 8 8 8p23.1 8p23.1
al LOC401477|| RefSeq 8 8 8q24.21 8q24.21
137202 8 8q24.22
137209 RefSeq 8 8 8q24.13 8q24.13
137362 RefSeq 8 8 8p12 8p12
137392 RefSeq 8 8 8q22.1 8q22.1
137492 RefSeq 8 8 8p22 8p22
137682 RefSeq 8 8 8q22.1 8q22.1
137695 RefSeq 8 8 8q12.1 8q12.1
137797 RefSeq 8 8 8q24.3 8q24.3
137835 RefSeq 8 8 8q24.22 8q24.22
137868 RefSeq 8 8 8p22 8p22
137886 8 8q12.1
137902 RefSeq 8 8 8q11.21 8q11.21-q11.22
137964 RefSeq 8 8 8p11.21 8p11.21
137970 RefSeq 8 8 8p12 8p12
137994 RefSeq 8 8 8p12 8p12
138009 RefSeq 8 8 8q21.3 8q21.3
138046 RefSeq 8 8 8q21.2 8q21.2
138050 8 8p11.1
138065 RefSeq 9 9 9q32 9q32
138151 RefSeq 9 9 9q34.3 9q34.3
138199 RefSeq 9 9 9q21.13 9q21.13
138240 9 9q21.13
138241 RefSeq 9 9 9q21.13 9q21.13
138311 RefSeq 9 9 9q34.3 9q34.3

138716 RefSeq 9 9 9p13.3 9p13.3
138724 RefSeq 9 9 9p13.3 9p13.3
138883 RefSeq 9 9 9q33.2 9q33.2

RefSeq X Xq27.3
139105 RefSeq X X Xp22.13 Xp22.13
139135 RefSeq X X Xq28 Xq28



139170 RefSeq X X Xq25 Xq25
139212 RefSeq X X Xq22.3 Xq22.3
139221 RefSeq X X Xq22.3 Xq22.3

139285 RefSeq X X Xq11.2 Xq11.2
139322 RefSeq X X Xq21.1 Xq21.1
139324 RefSeq X X Xq21.1 Xq21.1
139341 RefSeq X X Xp11.3 Xp11.3

RefSeq X Xp22.11
RefSeq X Xp21.3

139422 RefSeq X X Xp21.3 Xp21.3
139562 RefSeq X X Xq13.1 Xq13.1
139596 RefSeq X X Xq13.3 Xq13.3
139599 RefSeq X X Xq13.3 Xq13.3
139628 RefSeq X X Xp11.21 Xp11.22
139728 RefSeq X X Xq28 Xq28
139804 RefSeq X X Xq23 Xq23
139818 RefSeq X X Xq24 Xq24

RefSeq Y Yq11.223
140258 RefSeq 21 21 21q22.11 21q22.1
140290 RefSeq 21 21 21q22.11 21q22.11
140432 RefSeq 13 13 13q32.2 13q32.2

140456 RefSeq X X Xp22.2 Xp22.31
140458 RefSeq 4 4 4q34.2 4q34.2
140459 RefSeq 9 9 9q34.11
nd SOCS box-contRefSeq 15 15 15q26.3
140461 RefSeq 12 12 12q13.11 12q13.11
140462 RefSeq X X Xp22.2
140465 RefSeq 12 12 12q13.2 12q13.13
140467 RefSeq 19 19 19p13.2
140576 RefSeq 1 1 1q21.3 1q21
140578 RefSeq 21 21 21q21.1 21q11.2
140596 RefSeq 8 8 8p23
140597 RefSeq X X Xq22.1 Xq22.1-q22.3
140606 RefSeq 22 22 22q12.2 22q12.2
140612 RefSeq 19 19 19q13.43
140625 RefSeq 1 1 1p36.32 1p36.3
140679 RefSeq 20 20 20q11.23 20q11.23
140680 RefSeq 20 20 20p13 20p13
140683 RefSeq 20 20 20q11.21 20q11.21
140686 RefSeq 20 20 20q13.12 20q13.12
140688 RefSeq 20 20 20q11.21 20q11.1-q11.23
140689 RefSeq 20 20 20q13.31 20q13.13-q13.33
140690 RefSeq 20 20 20q13.32 20q13.31
140691 RefSeq 15 15 15q21.1 15q14
140699 RefSeq 20 20 20q11.23 20q11.22
140700 RefSeq 20 20 20q13.33 20q13.33
140701 RefSeq 20 20 20q13.33 20q13.33
140706 RefSeq 20 20 20q11.21 20q11.2



140730 RefSeq 20 20 20q13.12 20q13.12
140731 RefSeq 20 20 20q13.32 20q13.32
140732 RefSeq 20 20 20q11.21 20q11.21
140733 RefSeq 20 20 20p12.1 20p12.1
140738 RefSeq 2 2 2q14.2 2q14.2
140739 RefSeq 2 2 2q37.3 2q37.3
140767 RefSeq 6 6 6p22.2 6p22.2

RefSeq 17 17p11.2
140775 RefSeq 17 17 17p11.2 17p11.2
140801 RefSeq 14 14 14q21.2 14q13-q21
140807 RefSeq 12 12 12q13.13 12q13.13
140809 RefSeq 20 20 20p13 20p13
140823 RefSeq 20 20 20q11.22 20q11.22
140825 RefSeq 20 20 20q13.12 20q13.12

RefSeq 20 20q11.22
140831 RefSeq 20 20 20q13.12 20q13.12
140832 RefSeq 20 20 20q13.12 20q13.12
140836 RefSeq 20 20 20p12.1 20p12.1
140850 RefSeq 20 20 20p13 20p13
140856 RefSeq 20 20 20p11.23 20p11.23
140862 20 20p12.1
140870 RefSeq 20 20 20q13.12 20q13.12
140873 RefSeq 20 20 20q11.22 20q11.22
140876 RefSeq 20 20 20q13.13 20q13.13
140880 RefSeq 20 20 20p11.21 20p11.21
140881 RefSeq 20 20 20p13 20p13
140883 RefSeq 22 22 22q11.22 22q11.2
140886 RefSeq X X Xq21.31 Xq21.3
140890 RefSeq 5 5 5q12.3 5q12.3
140893 RefSeq 20 20 20q13.33 20q13.33
140894 RefSeq 20 20 20q11.23 20q11.23
140902 RefSeq 20 20 20q13.12 20q13.12
140947 RefSeq 5 5 5q31.1 5q31.1
142678 RefSeq 1 1p36.33
142680 RefSeq 9 9 9q34.3 9q34
142683 RefSeq 1 1 1q23.3 1q22-q23
142685 RefSeq 7 7 7q31.32 7q31.31
142686 RefSeq 3 3 3p14.3 3p21.1
142689 RefSeq X X Xq11.2 Xq11.2
142827 RefSeq 10 10 10q23.33 10q23.33
142891 RefSeq 10 10 10q22.2 10q22.2

RefSeq 10 10q23.31
142940 RefSeq 10 10 10q25.3 10q25.3
143098 RefSeq 10 10 10p12.1 10p12.1

RefSeq 10 10q11.23
143162 RefSeq 10 10 10q11.22 10q11.22
143187 RefSeq 10 10 10q25.2 10q25.2
143188 10 10q25.2
143241 RefSeq 10 10 10q22.3 10q22.3
143279 RefSeq 10 10 10q23.32 10q23.32
143282 RefSeq 10 10 10q23.32 10q23.32



143379 RefSeq 10 10 10q25.3 10q25.3
143384 RefSeq 10 10 10q26.11 10q26.11
143425 RefSeq 11 11 11p15.4 11p15.4
143458 RefSeq 11 11 11p13 11p13
143471 RefSeq 18 18 18q11.2 18q11.2
143501 RefSeq 11 11 11p15.4 11p15.5
143570 11 11q13.4
143630 RefSeq 11 11 11p15.4 11p15.4
143662 RefSeq 11 11 11p14.2 11p14.3
143684 RefSeq 11 11 11q21 11q21
143686 RefSeq 11 11 11q21 11q21
143689 RefSeq 11 11 11q21 11q21
143872 11 11q22.1
143879 RefSeq 11 11 11q22.3 11q22.3
143884 RefSeq 11 11 11q22.3 11q22.3
143888 RefSeq 11 11 11q22.3 11q22.3
143903 RefSeq 11 11 11q23.1 11q23.1
144097 RefSeq 11 11 11q13.1 11q13.1
144100 RefSeq 11 11 11p15.1 11p15.1

RefSeq 11 11p15.1
144108 RefSeq 11 11 11p15.1 11p15.1
144110 RefSeq 11 11 11p15.1 11p15.1
144132 RefSeq 11 11 11p15.4 11p15.4
144165 RefSeq 12 12 12q12 12q12
144193 RefSeq 12 12 12q23.1 12q23.1
r family 2 (facilitateRefSeq 12 12 12p13.31 12p13.31
144233 RefSeq 12 12 12q13.12 12q13.12
144321 RefSeq 12 12 12q21.1 12q21.1
144347 RefSeq 12 12 12q24.31 12q24.31
144348 RefSeq 12 12 12q24.31 12q24.31
144360 RefSeq 12 12 12p12.1 12p12.1
144363 RefSeq 12 12 12p12.1 12p12.1
144402 RefSeq 12 12 12q12 12q12
144406 RefSeq 12 12 12q24.31 12q24.31
144423 RefSeq 12 12 12q24.32 12q24.32
144453 RefSeq 12 12 12q15 12q14.2-q15
144455 RefSeq 12 12 12q21.2 12q21.2
144501 RefSeq 12 12 12q13.13 12q13.13
144568 RefSeq 12 12 12p13.31 12p13.31
144577 RefSeq 12 12 12q14.2 12q14.2
144608 RefSeq 12 12 12p12.3 12p12.3

144678 12 12q24.32
144699 RefSeq 12 12 12p13.33 12p13.33
144715 RefSeq 12 12 12q24.11 12q24.11
144717 RefSeq 12 12 12q24.12 12q24.12
144742 12 12q24.23
84530 RefSeq 12 12 12q24.23 12q24.23
144766 13 13q21.31



molog 2 (DrosophilaRefSeq 1 1 1q21.1 1q21.2
144776 13 13q31.3
144809 RefSeq 13 13 13q14.11 13q14.11
144811 RefSeq 13 13 13q14.11 13q14.11
144920 13 13q33.2

RefSeq 13 13q14.2
145173 RefSeq 13 13 13q12.3 13q12.3
145200 14 14q32.31
145216 14 14q32.33
145226 RefSeq 14 14 14q24.1 14q24.1
145258 RefSeq 14 14 14q32.13 14q32.1
145264 RefSeq 14 14 14q32.13 14q32.13
145270 RefSeq 14 14 14q32.13 14q32.13
145376 RefSeq 14 14 14q23.3 14q23.3
145447 RefSeq 14 14 14q22.1 14q22.1
145482 RefSeq 14 14 14q24.3 14q24.3
145483 RefSeq 14 14 14q24.3 14q24.3
145497 RefSeq 14 14 14q24.3 14q24.3
145501 RefSeq 14 14 14q24.3 14q24.3
l protein MGC5987RefSeq 14 14 14q11.2 14q11.2

145581 RefSeq 14 14 14q21.1 14q21.1
145645 RefSeq 15 15 15q21.1 15q21.1
145741 RefSeq 15 15 15q22.2 15q22.2
145748 RefSeq 15 15 15q26.3 15q26.3
145757 15 15q26.3
145773 RefSeq 15 15 15q22.2 15q22.2
145781 RefSeq 15 15 15q21.3 15q21.3

440279 15 15q21.3
145814 15 15q26.3
145820 15 15q26.2
145837 15 15q23
145845 15 15q14
145858 RefSeq 15 15 15q26.1 15q26.1
145864 RefSeq 15 15 15q26.1 15q26.1
145873 15 15q26.1
145942 RefSeq 15 15 15q14 15q14
145946 RefSeq 15 15 15q26.2 15q26.2
145957 RefSeq 15 15 15q24.2 15q23
145978 RefSeq 15 15 15q25.3 15q25.3
146050 RefSeq 15 15 15q15.3 15q15.3
146174 RefSeq 16 16 16p12.1 16p12.1

cal protein LOC146177|| 16 16p12.1

146206 16 16q22.1
146212 16 16q22.1
146223 RefSeq 16 16 16q22.1 16q22.1
146225 RefSeq 16 16 16q22.1 16q22.1
146227 16 16q22.1



146279 RefSeq 16 16 16p13.13 16p13.13
146310 16 16p13.3
146325 RefSeq 16 16 16p13.3 16p13.3
146330 RefSeq 16 16 16p13.3 16p13.3
146336 RefSeq 16 16 16p13.3 16p13.3

146395 RefSeq 16 16 16p11.2 16p11.2
146433 RefSeq 16 16 16q22.1 16q22.1
146434 RefSeq 16 16 16p13.3 16p13.3
146443 16 16p13.3
146456 RefSeq 16 16 16q22.1 16q22.1
146481 16 16p11.1

146540 RefSeq 16 16 16p11.2 16p11.2
146542 RefSeq 16 16 16p11.2 16p11.2
146547 RefSeq 16 16 16p11.2 16p11.2
146556 RefSeq 16 16 16p13.3 16p13.3
146562 RefSeq 16 16 16p13.3 16p13.3
146664 RefSeq 17 17 17q25.2 17q25.2

b1-like 2 (chicken)| RefSeq 17 17 17p11.2 17p11.2
146705 RefSeq 17 17 17q25.3 17q25.3
 protein LOC14671RefSeq 17 17 17q25.3 17q25.3
146713 17 17q25.3
146723 RefSeq 17 17 17q25.1 17q25.1

rotein|| 17 17p13.1
146779 RefSeq 17 17 17q23.3 17q23.3
146795 17 17q24.3
146802 RefSeq 17 17 17p11.2 17p11.2
146845 RefSeq 17 17 17p13.1 17p13.1
146849 RefSeq 17 17 17p13.1 17p13.1

146852 RefSeq 17 17 17p13.1 17p13.1
146853 RefSeq 17 17 17q12 17q12
146857 RefSeq 17 17 17q12 17q12
146861 RefSeq 17 17 17q12 17q12
146862 RefSeq 17 17 17q12 17q12
al protein MGC40489|| 17 17q24
146894 RefSeq 17 17 17q21.31 17q21.31
146909 17 17q21.31
146923 RefSeq 17 17 17q21.31 17q21.31
146956 RefSeq 17 17 17q21.33 17q21.33
147004 17 17q12
147007 RefSeq 17 17 17q11.2 17q11.2
147011 RefSeq 17 17 17q11.2 17q11.2
147015 RefSeq 17 17 17q11.2 17q11.2

147081 RefSeq 17 17 17q21.31 17q21.31

147111 RefSeq 17 17 17q25.3 17q25.3
othetical protein DKRefSeq 17 17 17q11.2 17q11.2



147179 RefSeq 17 17 17q21.2 17q21.2
RefSeq 17 17 17q21.2 17q21.2

147184 RefSeq 17 17 17q21.2 17q21.2
147199 RefSeq 11 11 11p15.5 11p15.5
147323 RefSeq 18 18 18q21.2 18q21.2
147339 RefSeq 18 18 18q21.1 18q21.1
147341 RefSeq 18 18 18q21.1 18q21.1
147372 RefSeq 18 18 18q21.32 18q21.32
147381 RefSeq 18 18 18q22.3 18q22.3

147409 RefSeq 18 18 18q12.1 18q12.1
147429 RefSeq 18 18 18q11.2 18q11.2
147463 RefSeq 18 18 18q11.2 18q11.2
147495 RefSeq 18 18 18p11.22 18p11.22
147645 19 19q13.41
147646 19 19q13.41
147650 RefSeq 19 19 19q13.41 19q13.41
147657 RefSeq 19 19 19q13.41 19q13.41
147660 RefSeq 19 19 19q13.41 19q13.41
147664 RefSeq 19 19 19q13.41 19q13.41
147670 19 19q13.43
147685 RefSeq 19 19 19q13.43 19q13.43

147687 RefSeq 19 19 19q13.43 19q13.43
147694 RefSeq 19 19 19q13.43 19q13.43
147699 RefSeq 19 19 19q13.32 19q13.32
147719 RefSeq 19 19 19q13.2 19q13.2

RefSeq 19 19p13.2
147741 RefSeq 19 19 19p13.2 19p13.2
147744 RefSeq 19 19 19q13.42 19q13.42
147798 RefSeq 19 19 19q13.42 19q13.42
147807 RefSeq 19 19 19q13.42 19q13.42
147808 RefSeq 19 19 19q13.42 19q13.42
147837 RefSeq 19 19 19p13.2 19p13.2
147841 RefSeq 19 19 19p13.2 19p13.2
 gene DKFZp434ARefSeq 19 19q13.33
147906 RefSeq 19 19 19q13.32 19q13.32
147912 RefSeq 19 19 19q13.32 19q13.32
147923 RefSeq 19 19 19q13.12 19q13.12
147929 RefSeq 19 19 19q13.12 19q13.12
147945 RefSeq 19 19 19q13.43 19q13.43
147947 RefSeq 19 19 19q13.43 19q13.43
147948 RefSeq 19 19 19q13.43 19q13.43
147949 RefSeq 19 19 19q13.43 19q13.43
147965 RefSeq 19 19 19q13.2 19q13.2
147968 RefSeq 19 19 19q13.2 19q13.2

cal protein MGC354RefSeq 19 19 19q13.11 19q13.11
148014 RefSeq 19 19 19q13.2 19q13.2
148022 RefSeq 19 19 19p13.3 19p13.3
148046 RefSeq 19 19 19p13.3 19p13.3
148066 RefSeq 19 19 19p13.3 19p13.3



148109 RefSeq 19 19 19q13.12 19q13.12
148113 RefSeq 19 19 19p13.11 19p13.11
148137 RefSeq 19 19 19q13.12 19q13.12
148145 19 19q12
148156 RefSeq 19 19 19p13.2 19p13.2

148213 RefSeq 19 19 19p12 19p12
148229 RefSeq 19 19 19p13.3 19p13.3
148231 RefSeq 19 19 19p13.12 19p13.12
148254 RefSeq 19 19 19p13.3 19p13.3
148266 RefSeq 19 19 19q13.12 19q13.12
148268 RefSeq 19 19 19q13.12 19q13.12
148281 RefSeq 1 1 1p13.2 1p13.2
148304 RefSeq 1 1 1q32.2 1q32.2
148327 RefSeq 1 1 1q21.3 1q21.3

RefSeq 1 1p36.22
148362 RefSeq 1 1 1q41 1q41
148398 RefSeq 1 1 1p36.33 1p36.33

148423 RefSeq 1 1 1p22.3 1p22.3
148479 RefSeq 1 1 1p36.31 1p36.31
148523 RefSeq 1 1 1q21.2 1q21.2
148534 RefSeq 1 1 1p21.3 1p21.3
148545 RefSeq 1 1 1p13.3 1p13.3
148581 RefSeq 1 1 1p31.3 1p31.3
148641 RefSeq 1 1 1q42.2 1q42.2
148645 RefSeq 1 1 1p36.31 1p36.31
148646 RefSeq 1 1 1p36.31 1p36.31
148738 RefSeq 1 1 1q21.1 1q21.1
148741 RefSeq 1 1 1q21.1 1q21.1
148753 RefSeq 1 1 1q25.2 1q25.2
148756 1 1q25.3
148808 RefSeq 1 1 1q32.1 1q32.1
148811 RefSeq 1 1 1q32.1 1q32.1
148823 RefSeq 1 1 1q44 1q44
148867 RefSeq 1 1 1p21.2 1p21.2
148870 RefSeq 1 1 1p36.32 1p36.32
148898 RefSeq 1 1 1p36.12 1p36.12
148930 RefSeq 1 1 1p33 1p33
148932 RefSeq 1 1 1p33 1p33
148979 RefSeq 1 1 1p32.3 1p32.3

149041 1 1q25.1
149076 RefSeq 1 1 1p35.1 1p35.1
149086 1 1p35.2
149095 RefSeq 1 1 1q22 1q22
149111 RefSeq 1 1 1q42.12 1q42.12
149134 RefSeq 1 1 1q44 1q44
149175 RefSeq 1 1 1p34.3 1p34.3
149345 RefSeq 1 1 1q32.1 1q32.1



149351 1 1p22.2
149371 RefSeq 1 1 1q42.2 1q42.2
149421 RefSeq 1 1 1p36.11 1p36.11
149428 RefSeq 1 1 1q21.2 1q21.2
149461 RefSeq 1 1 1p34.2 1p34.2
149465 RefSeq 1 1 1p34.2 1p34.2
149466 RefSeq 1 1 1p34.2 1p34.2
149469 RefSeq 1 1 1p34.2 1p34.2
149473 RefSeq 1 1 1p34.1 1p34.1
149478 1 1p34.1
149483 RefSeq 1 1 1p34.1 1p34.1
149499 RefSeq 1 1 1q23.1 1q23.1
149563 RefSeq 1 1 1p36.13 1p36.13
149603 1 1q42.13
149628 RefSeq 1 1 1q23.1 1q23.1
149647 RefSeq 1 1 1q32.3 1q32.3
149685 RefSeq 20 20 20q11.23 20q11.23

149699 RefSeq 20 20 20q13.12 20q13.12
149708 RefSeq 20 20 20q13.12 20q13.12
149830 RefSeq 20 20 20p13 20p13

RefSeq 20 20p12.3
149840 RefSeq 20 20 20p12.3 20p12.3
149951 RefSeq 20 20 20q11.21 20q11.21
149954 RefSeq 20 20 20q11.21 20q11.21
149986 RefSeq 20 20 20q13.33 20q13.33
149992 RefSeq 21 21 21q11.2 21q11.2
150082 RefSeq 21 21 21q22.2 21q22.2
150084 21 21q22.2
148170 RefSeq 19 19 19q13.42 19q13.42

RefSeq 1 1q32.2
9683 RefSeq 16 16 16q12.1 16q12.1

RefSeq 20 20q13.33
405754 RefSeq 6 6 6p24.2 6p24.1
145389 RefSeq 14 14 14q23.1 14q23.1
150135 RefSeq 21 21 21q22.3 21q22.3
150142 RefSeq 21 21 21q22.3 21q22.3
150147 RefSeq 21 21 21q22.3 21q22.3
150159 RefSeq 4 4 4q24 4q24
150160 RefSeq 22 22 22q11.1 22q11.1
150165 RefSeq 22 22 22q11.1 22q11.1
150209 RefSeq 22 22 22q11.21 22q11.21
150223 22 22q11.21

s) (LOC150236), mRefSeq 22 22 22q11.22
150244 RefSeq 22 22 22q11.23 22q11.23
150248 RefSeq 22 22 22q11.23 22q11.23

erone HSC20|| RefSeq 22 22 22q12.1 22q12.1
150275 RefSeq 22 22 22q12.1 22q12.1
150280 RefSeq 22 22 22q12.2 22q12.2
150291 RefSeq 22 22 22q12.2 22q12.2



150350 RefSeq 22 22 22q13.1 22q13.1
150353 RefSeq 22 22 22q13.2 22q13.2
150356 22 22q13.2

150372 RefSeq 22 22 22q13.2 22q13.2
150379 RefSeq 22 22 22q13.31 22q13.31
RIKEN cDNA 2210RefSeq 22 22 22q13.31 22q13.31
150465 RefSeq 2 2 2q13 2q13
150468 RefSeq 2 2 2q13 2q13
n containing 1|| RefSeq 2 2 2q14.1 9p24.3
150483 RefSeq 2 2 2q11.1 2q11.1
150538 RefSeq 2 2 2q33.1 2q33.1
150568 2 2q12.1
150572 RefSeq 2 2 2p11.2 2p11.2
150577 2 2q11.2
150590 RefSeq 2 2 2q11.2 2q11.2
150596 RefSeq 2 2 2q23.3 2q23.3

RefSeq 2 2p25.2
150677 RefSeq 2 2 2q37.3 2q37.3
150684 RefSeq 2 2 2p15 2p15
150696 RefSeq 2 2 2q11.1 2q11.1
150709 2 2q32.2
150726 2 2p13.2
150737 RefSeq 2 2 2q31.2 2q31.2

150771 RefSeq 2 2 2q11.2 2q11.2

150946 2 2p23.3
150962 RefSeq 2 2 2p16.1 2p16.1

RefSeq 2 2q13
151011 RefSeq 2 2 2q13 2q13
151050 RefSeq 2 2 2q34 2q34

151112 RefSeq 2 2 2q32.1 2q32.1
151121 2 2q21.1
151171 2 2q37.3
151174 2 2q37.3

151188 RefSeq 2 2 2q23.3 2q23.3
151194 RefSeq 2 2 2q33.3 2q33.3
151195 RefSeq 2 2 2q33.3 2q33.3
e, orphan 2|| RefSeq 2 2 2q31.1 2q31.1
151242 2 2q31.3-q32.1
151246 RefSeq 2 2 2q33.1 2q33.1
151254 RefSeq 2 2 2q33.1 2q33.1
151258 RefSeq 2 2 2q24.3 2q24.3
151278 RefSeq 2 2 2q36.1 2q36.1
151295 RefSeq 2 2 2q35 2q35
151300 2 2q35
151325 RefSeq 2 2 2p22.3 2p22.3



151354 RefSeq 2 2 2p24.3 2p24.3
151393 RefSeq 2 2 2p22.2 2p22.2
151449 RefSeq 2 2 2p24.1 2p24.1
151473 RefSeq 2 2 2q36.3 2q36.3

RefSeq 2 2q37.1

151516 RefSeq 2 2 2p13.3 2p13.3
151525 RefSeq 2 2 2q24.2 2q24.2
151531 RefSeq 2 2 2q24.1 2q24.1

RefSeq 2 2p13.1
151613 RefSeq 3 3 3q26.33 3q26.33
151636 RefSeq 3 3 3q21.1 3q21.1
151647 RefSeq 3 3 3p14.1 3p14.1
151648 RefSeq 3 3 3p24.3 3p24.3
151649 RefSeq 3 3 3p24.3 3p24.3
151651 RefSeq 3 3 3p24.3 3p24.3
151658 3 3q13.12
151790 RefSeq 3 3 3q26.1 3q26.1
151827 RefSeq 3 3 3q26.2 3q26.2
151835 RefSeq 3 3 3p25.3 3p25.3
151871 RefSeq 3 3 3q13.13 3q13.13

151887 RefSeq 3 3 3q13.2 3q13.2
151888 RefSeq 3 3 3q13.2 3q13.2
151903 RefSeq 3 3 3p21.31 3p21.31
151963 RefSeq 3 3 3q28 3q28-q29
152002 RefSeq 3 3 3q29 3q29
152007 RefSeq 9 9 9p13.3 9p13-p12
152024 3 3p24.2
152028 RefSeq 3 3 3q22.3 3q22.3
152065 RefSeq 3 3 3q21.2 3q21.2

152098 3 3p24.1
152100 RefSeq 3 3 3p24.1 3p24.1
152137 RefSeq 3 3 3q28
152185 RefSeq 3 3 3q13.2 3q13.2
152195 RefSeq 3 3 3q21.3 3q21.3
omain containing 1RefSeq 3 3 3p22.1 3p22.1
152225 3 3q12.3

152330 RefSeq 3 3 3p26.3 3p26-p25
152404 RefSeq 3 3 3q13.32 3q13.32
152405 RefSeq 3 3 3q13.32 3q13.32
152485 RefSeq 4 4 4q31.21 4q31.21-q31.22

152518 RefSeq 4 4 4p12 4p12
152519 RefSeq 4 4 4p12 4p12
152579 RefSeq 4 4 4q12 4q12
152641 RefSeq 4 4 4q35.1 4q35.1
152687 RefSeq 4 4 4p16.3 4p16.3



152742 4 4p15.33
152756 RefSeq 4 4 4q32.3 4q32.3

RefSeq 4 4q35.1
152815 RefSeq 4 4 4q21.1 4q21.1
152816 RefSeq 4 4 4q21.1 4q21.1
152831 RefSeq 4 4 4p14 4p14
152926 RefSeq 4 4 4q22.1 4q22.1
152940 RefSeq 4 4 4q32.1 4q32.1
152992 RefSeq 4 4 4p16.1 4p16.1
153020 RefSeq 4 4 4q21.22 4q21.3
153090 RefSeq 9 9 9q33.2
153129 RefSeq 5 5 5q11.2 5q11.2
153201 RefSeq 5 5 5q33.1 5q33.1
153218 5 5q32
153222 RefSeq 5 5 5q35.1 5q35.1
153241 RefSeq 5 5 5q23.2 5q23.2
153328 RefSeq 5 5 5q31.1 5q31.1
153339 RefSeq 5 5 5q14.2 5q14.2
153364 RefSeq 5 5 5q14.3 5q14.3
153396 RefSeq 5 5 5q14.3 5q14.3
153443 RefSeq 5 5 5q23.1 5q23.1
153478 RefSeq 5 5 5p15.33 5p15.33

153527 RefSeq 5 5 5q31.3 5q31.3
cal LOC389295|| RefSeq 5 5 5q13.2
153562 RefSeq 5 5 5q13.2 5q13.2
153571 RefSeq 5 5 5p15.33 5p15.33
153572 RefSeq 5 5 5p15.33 5p15.33
153579 RefSeq 5 5 5q35.3 5q35.3
153642 RefSeq 5 5 5q15 5q15
153643 RefSeq 5 5 5q15 5q15
153657 RefSeq 5 5 5p13.2
153684 RefSeq 5 5 5p12 5p12
153733 RefSeq 5 5 5q22.3 5q22.3

RefSeq 5 5q33.3
153745 RefSeq 5 5 5q33.3 5q33.3
153768 RefSeq 5 5 5q32 5q32
153769 RefSeq 5 5 5q32 5q32
153830 RefSeq 5 5 5q33.3 5q33.3
153910 6 6q24.1-q24.2
154007 RefSeq 6 6 6p24.3 6p24.3
154043 RefSeq 6 6 6q25.2 6q25.2
154064 RefSeq 6 6 6q25.1 6q25.1
154075 RefSeq 6 6 6q23.1 6q23.1

RefSeq 6 6q23.2
154091 RefSeq 6 6 6q23.2 6q23.2
154092 6 6q23.2

154150 RefSeq 6 6 6p22.3 6p22.3
154197 RefSeq 6 6 6q25.3 6q25.3
154214 RefSeq 6 6 6q22.31 6q22.31



154215 RefSeq 6 6 6q22.31 6q21
hypothetical protein LOC154222|| 6 6p25.3
154313 RefSeq 6 6 6q15 6q15
154386 RefSeq 6 6 6p25.2 6p25.2

154661 RefSeq 7 7 7q21.12 7q21.12
154743 RefSeq 7 7 7q31.1 7q31.1
154791 RefSeq 7 7 7q34 7q34
154796 RefSeq X X Xq23 Xq23
154807 RefSeq 7 7 7q11.21 7q11.21
154810 RefSeq 11 11 11q21 11q14.3

154865 RefSeq 7 7 7q31.32 7q31.32
154881 RefSeq 7 7 7q11.21 7q11.21
155006 7 7q34

155038 RefSeq 7 7 7q36.1 7q36.1
155051 RefSeq 7 7 7q36.1 7q36.1
155054 RefSeq 7 7 7q36.1 7q36.1
155061 RefSeq 7 7 7q36.1 7q36.1

otein 1|| 7 7

155368 RefSeq 7 7 7q11.23 7q11.23
155382 7 7q11.23

Beuren Syndrome RefSeq 7 7 7q11.23 7q11.23

155465 RefSeq 7 7 7p21.1 7p21.1

157310 RefSeq 8 8 8p21.3 8p21.3
157313 RefSeq 8 8 8p21.2 8p21.2
157376 RefSeq 8 8 8q24.13 8q24.13
157378 RefSeq 8 8 8q24.13 8q24.13
157506 RefSeq 8 8 8q21.11 8q21.11

cal protein LOC157RefSeq 8 8 8q22.3 8q22.3

157574 RefSeq 8 8 8p21.1 8p21.1
157638 RefSeq 8 8 8q24.21 8q24.21
157657 RefSeq 8 8 8q22.1 8q22.1
157680 RefSeq 8 8 8q22.2 8q22.2
157693 8 8p23.3
157695 RefSeq 8 8 8p23.3 8p23.3
157697 RefSeq 8 8 8p23.3 8p23.3
157724 RefSeq 8 8 8q21.3 8q21.3
157753 RefSeq 8 8 8q23.1 8q23.1
157769 RefSeq 8 8 8q24.13 8q24.13
157777 RefSeq 8 8 8q13.1 8q13.1



157807 RefSeq 8 8 8q12.2 8q12.2-q12.3
157848 RefSeq 8 8 8p11.21 8p11.21

RefSeq 8 8 8q13.3 8q13.3
157922 RefSeq 9 9 9q34.3 9q34.3

157983 RefSeq 9 9 9p24.3 9p24.3
158035 9 9p21
158038 RefSeq 9 9 9p21.2 9p21.2-p21.1
158046 RefSeq 9 9 9q22.1 9q22.1
158055 RefSeq 9 9 9q34.3 9q34.3
158062 RefSeq 9 9 9q34.3 9q34.3
158131 RefSeq 9 9 9q33.2 9q33.2
158135 RefSeq 9 9 9q33.2 9q33.2
158158 RefSeq 9 9 9q21.32 9q21.32
158160 RefSeq 10 10 10p11.21 10p11.21
158219 RefSeq 9 9 9p22.3 9p22.3

158228 9 9p13.1
158234 RefSeq 9 9 9p13.2 9p13.2

de repeat domain 1RefSeq 9 9 9q34.11 9q34.11
158293 RefSeq 9 9 9q22.31 9q22.31
158297 RefSeq 9 9 9p22.1 9p22.1
158314 9 9q22.31
158326 RefSeq 9 9 9p22.3 9p22.3

158376 9 9p13.3
158381 9 9p13.3

158401 RefSeq 9 9 9q31.3 9q31.3

158427 RefSeq 9 9 9q22.33 9q22.33
158471 RefSeq 9 9 9q21.2 9q21.2
158506 RefSeq X X Xp22.11 Xp22.11
158521 RefSeq X X Xq27.3 Xq27.3-q28
158572 X Xp11.23
158584 RefSeq X X Xp11.1 Xp11.1

RefSeq X Xp21.3
158724 RefSeq X X Xp21.1 Xp21.1
158747 RefSeq X X Xp22.2 Xp22.2
158763 RefSeq X X Xq26.1 Xq26.1
158787 RefSeq X X Xp11.22 Xp11.22
158800 RefSeq X X Xq24 Xq24
158801 RefSeq X X Xq24 Xq24
158809 RefSeq X X Xp21.3 Xp21.3

T45-5|| RefSeq X X Xq26.3
158866 RefSeq X X Xq13.3 Xq13.3
158880 RefSeq X X Xp11.21 Xp11.22
158947 RefSeq X X Xq22.1 Xq22.1



159013 RefSeq X X Xp11.4 Xp11.4
hypothetical proteinRefSeq X X Xq26.3 Xq26.3
159091 RefSeq X X Xq26.3 Xq26.3
motif protein, Y-lin RefSeq Y Y Yq11.223
159195 RefSeq 10 10 10q22.2 10q22.2
159371 RefSeq 10 10 10q23.33 10q23.33

RefSeq 10 10q11.23

159963 RefSeq 11 11 11p14.2 11p14.3
159989 RefSeq 11 11 11q21 11q21
160065 RefSeq 11 11 11q24.2 11q24.2
160140 RefSeq 11 11 11q22.3 11q22.3
160287 RefSeq 11 11 11p15.1 11p15.1

RefSeq 11 11p15.4
160335 RefSeq 12 12 12q21.31 12q21.31
160364 RefSeq 12 12 12p13.31 12p13.31
160365 RefSeq 12 12 12p13.31 12p13.31
160418 RefSeq 12 12 12q21.32 12q21.33
160419 RefSeq 12 12 12q21.32 12q21.33
160428 12 12q23.3
160492 RefSeq 12 12 12p12.1 12p12.1
160518 RefSeq 12 12 12p11.21 12p11.21
160728 RefSeq 12 12 12q23.1 12q23.3
160762 RefSeq 12 12 12q24.11 12q24.11
160777 RefSeq 12 12 12q24.23 12q24.23

RefSeq 13 13q14.11
161003 RefSeq 13 13 13q13.3 13q13.3

RefSeq 14 14q23.3
 protein FLJ33387 RefSeq 14 14 14q23.3 14q23.3-q24.1

e 14 open reading fRefSeq 14 14 14q32.13 14q32.13
161198 RefSeq 14 14 14q21.1 14q21.1
161247 RefSeq 14 14 14q11.2 14q11.2
 protein FLJ38964 RefSeq 14 14 14q11.2 14q11.2

161357 RefSeq 14 14 14q21.3 14q21.3
161380 14 14q24.3

161424 RefSeq 14 14 14q11.2 14q11.2
161436 RefSeq 14 14 14q32.11 14q31.3

RefSeq 15 15q25.1
161514 RefSeq 15 15 15q24.1 15q24.1
161582 RefSeq 15 15 15q21.3 15q21.3
161725 RefSeq 15 15 15q13.3 15q13.3
161742 RefSeq 15 15 15q14 15q14
161753 RefSeq 15 15 15q24.2 15q23
161779 RefSeq 15 15 15q14 15q14
161829 RefSeq 15 15 15q15.1 15q15.1
161835 RefSeq 15 15 15q14 15q14
161882 RefSeq 16 16 16q24.2 16q24.2
161931 RefSeq 16 16 16q24.1 16q24.1



162073 16 16p12.3
162083 RefSeq 16 16 16p12.1 16p12.1
162239 RefSeq 16 16 16q22.3 16q22.3
162282 RefSeq 17 17 17q23.2 17q23.2
162333 RefSeq 17 17 17q23.3 17q23.3
162387 RefSeq 17 17 17p13.1 17p13.1

162417 RefSeq 17 17 17q21.31 17q21.31
162427 RefSeq 17 17 17q21.2 17q21.2
162461 RefSeq 17 17 17q21.33 17q21.33
162494 RefSeq 17 17 17q11.2 17q11.2
162515 RefSeq 17 17 17p13.1 17p13.1
162517 RefSeq 17 17 17p13.1 17p13.1
162540 RefSeq 17 17 17q21.31 17q21.31
162605 RefSeq 17 17 17q21.2 17q21.2
162655 RefSeq 18 18 18p11.21 18p11.21
162681 RefSeq 18 18 18q21.2 18q21.2
162699 RefSeq 18 18 18q21.1 18q21.1
162963 RefSeq 19 19 19q13.41 19q13.41
162966 RefSeq 19 19 19q13.41 19q13.41

otein 497|| RefSeq 19 19 19q13.43 19q13.43
162972 RefSeq 19 19 19q13.43 19q13.43
162979 RefSeq 19 19 19q13.32 19q13.32
162989 RefSeq 19 19 19q13.2 19q13.2
162993 19 19p13.2

163033 RefSeq 19 19 19q13.42 19q13.42
163049 RefSeq 19 19 19p13.2 19p13.2-p13.13
163050 RefSeq 19 19 19p13.2 19p13.2
 protein FLJ38281 RefSeq 19 19 19p13.2 19p13.2
163059 RefSeq 19 19 19p13.2 19p13.2
163071 RefSeq 19 19 19q13.32 19q13.32
163081 RefSeq 19 19 19q13.12 19q13.12
163087 RefSeq 19 19 19q13.12 19q13.12
163115 RefSeq 19 19 19q13.12 19q13.12
163126 RefSeq 19 19 19q13.2 19q13.2
163154 RefSeq 19 19 19p13.3 19p13.3
163175 RefSeq 19 19 19q13.12 19q13.12
163183 RefSeq 19 19 19q13.12 19q13.12
163227 RefSeq 19 19 19p12 19p12
163233 19 19p12
163255 RefSeq 19 19 19q13.12 19q13.12
163259 RefSeq 1 1 1p13.2 1p13.2-p13.1
163351 RefSeq 1 1 1p22.2 1p22.2

RefSeq 1 1p13.3
sequence similarityRefSeq 1 1 1q31.3 1q31.3
163589 RefSeq 1 1 1q25.2 1q25.2
163590 RefSeq 1 1 1q25.2 1q25.2
163688 RefSeq 1 1 1p36.33 1p36.33



163747 RefSeq 1 1 1p32.3 1p32.3
RefSeq 1 1q21.3

163782 RefSeq 1 1 1p31.3 1p31.3
163786 RefSeq 1 1 1p21.2 1p21.3
163859 RefSeq 1 1 1q42.12 1q42.12
163882 RefSeq 1 1 1q44 1q44
163933 RefSeq 1 1 1p36.12 1p36.12
164022 RefSeq 1 1 1q21.1
164045 1 1p22.2
164127 RefSeq 1 1 1q42.11 1q42.11
164237 RefSeq 20 20 20q13.12 20q13.12
164284 RefSeq 20 20 20q13.32 20q13.32
164312 RefSeq 20 20 20p12.3 20p12.3

164592 RefSeq 22 22 22q11.21 22q11.21
164633 RefSeq 22 22 22q12.2 22q12.2

RefSeq 22 22q13.1
164668 RefSeq 22 22 22q13.1 22q13.1
164684 RefSeq 22 22 22q13.2 22q13.2
164781 RefSeq 2 2 2q36.3 2q36.3
164832 RefSeq 2 2 2q11.2 2q11.2
165055 RefSeq 2 2 2q13 2q13
165057 2 2q33.1
165100 RefSeq 2 2 2q37.1 2q37.1
165186 RefSeq 2 2 2p23.2 2p23.2
165215 RefSeq 2 2 2q32.1 2q32.1
165257 RefSeq 2 2 2q14.2 2q14.2
165324 RefSeq 2 2 2p23.3 2p23.3

RefSeq 2 2p13.3
165545 RefSeq 2 2 2p13.1 2p13.1
165631 RefSeq 3 3 3q21.1 3q21.1
165721 RefSeq 3 3 3q21.3 3q21.3
165904 RefSeq 3 3 3p22.2 3p22.2
165918 RefSeq 3 3 3q29 3q29
166012 RefSeq 3 3 3q21.2 3q21.2
2 (Drosophila)|| RefSeq 3 3 3p14.1 3p14.1
166348 RefSeq 3 3 3q21.3 3q21.3
166378 RefSeq 4 4 4q27 4q27-q28.1
166379 RefSeq 4 4 4q27 4q27

166655 RefSeq 4 4 4q32.3 4q32.3
166793 RefSeq 4 4 4p16.3 4p16.3
166815 RefSeq 4 4 4q22.1 4q22.1
166824 RefSeq 4 4 4q13.3 4q13.3
166863 RefSeq 4 4 4q32.1 4q32.1
166929 RefSeq 4 4 4q25 4q25
166979 RefSeq 5 5 5q11.2 5q11.2

167127 RefSeq 5 5 5p13.2 5p13.2
167153 RefSeq 5 5 5q14.1 5q14.1
167227 RefSeq 5 5 5q22.2 5q22.2



167410 RefSeq 5 5 5q15 5q15
167465 RefSeq 5 5 5q13.2 5q13.2
167555 RefSeq 5 5 5q14.1 5q14.1
167681 RefSeq 6 6 6q14.2 6q14.2
167691 RefSeq 6 6 6q14.1 6q14.1

168090 RefSeq 6 6 6q27 6q27
168374 RefSeq 7 7 7q11.21 7q11.21
168391 RefSeq 7 7 7q36.1 7q36.1
168400 RefSeq X X Xp22.11 Xp22.11
168417 RefSeq 7 7 7q11.21 7q11.21
168433 RefSeq 7 7 7q31.32 7q31.32
168451 RefSeq 7 7 7q31.1 7q31.1
168455 RefSeq 7 7 7q22.3 7q22.3
168507 RefSeq 7 7 7p12.3 7p12.3
168537 RefSeq 7 7 7q36.1 7q36.1

168620 RefSeq 7 7 7q21.3 7q21.3
168667 RefSeq 7 7 7p14.3 7p14.3
168850 RefSeq 7 7 7q32.1 7q32.2

RefSeq 8 8q21.3
169026 RefSeq 8 8 8q24.11 8q24.11
169044 RefSeq 8 8 8q24.23 8q24.23
169166 RefSeq 8 8 8q22.3 8q22.3

169270 RefSeq 8 8 8p23.3 8p23.3
169355 RefSeq 8 8 8p11.21 8p11.21
169611 RefSeq 9 9 9q33.3 9q33.3
169693 9 9q13
169714 RefSeq 9 9 9q34.3 9q34.3
169792 RefSeq 9 9 9p24.2 9p24.2
169834 9 9q32
169841 RefSeq 9 9 9q22.32 9q22.32
169966 RefSeq X X Xq21.1 Xq21.1

170062 RefSeq X X Xp21.1 Xp21.1
170063 RefSeq X X Xp21.1 Xp21.1
2187 RefSeq X X Xp22.2 Xp22.2
170082 X Xp22.2
170261 RefSeq X X Xq24 Xq24
170370 10 10q11.23

rase 11 (alpha (1,3 RefSeq 10 10 10q22.2 10q22.2
170392 RefSeq 10 10 10q22.1 10q22.1

RefSeq 10 10q26.3
170394 RefSeq 10 10 10q26.3 10q26.3
170425 10 10q23.1
170463 RefSeq 19 19 19p13.11 19p13.1
170482 RefSeq 12 12 12p13.31 12p13.2-p12.3
170506 RefSeq 3 3 3q25.2



170575 RefSeq 7 7 7q36.1 7q36.1

170589 RefSeq 11 11 11q13.1 11q13.1
170591 RefSeq 5 5 5q13.3 5q13.3
170622 RefSeq 13 13 13q22.2
170626 RefSeq X X Xp11.22 Xp11.22-p11.21
170627 RefSeq X X Xp11.22 Xp11.22
170679 RefSeq 6 6 6p21.33 6p21.3
170680 RefSeq 6 6 6p21.33 6p21.3
170685 RefSeq X X Xp11.22 Xp11.23
170712 RefSeq 4 4 4p12 4p12
170825 RefSeq 4 4 4q12 4q11-q12
84464 16 16p13.3

170958 19 19q13.42
170959 RefSeq 19 19 19p12 19p12
170961 19 19p13.3
171023 RefSeq 20 20 20q11.21 20q11.1

171169 RefSeq 19 19 19q13.33 19q13.33
171389 RefSeq 11 11 11p15.5 11p15
171392 RefSeq 19 19 19p12 19p12
171425 RefSeq 13 13 13q32.3
171482 RefSeq X X Xp22.31 Xp22.32
171483 RefSeq X X Xp22.31 Xp22.32
171484 RefSeq X X Xp22.2 Xp22.32
171546 RefSeq 14 14 14q13.1 14q13.1
171568 RefSeq 22 22 22q13.2 22q13.2
191585 RefSeq 21 21 21q22.3 21q22.3
192111 RefSeq 12 12 12q24.33 12q24.33
192134 RefSeq 11 11 11q13.5 11q13.4
192286 RefSeq 5 5 5q35.2 5q35.2
192666 RefSeq 17 17 17q21.2 17q11.2
192669 RefSeq 1 1 1p34.3 1p34.3
192670 RefSeq 1 1 1p34.3 1p34.3
192683 RefSeq 15 15 15q24.1 15q23
195814 RefSeq 8 8 8q12.1 8q12.1

g frame 21 (C9orf21), mRNA 9
195828 RefSeq 9 9 9q22.32 9q22

196074 RefSeq 11 11 11p14.1 11p14.1
196264 RefSeq 11 11 11q23.3 11q23.3
196294 RefSeq 11 11 11p13 11p13
196296 RefSeq 11 11 11p14.1 11p14.1-p13

196374 RefSeq 12 12 12q13.13 12q13.13

196394 RefSeq 12 12 12p11.21 12p11.21
196403 RefSeq 12 12 12q13.3 12q13.3
196410 RefSeq 12 12 12q13.2 12q13.2
196415 12 12p12.1



196441 RefSeq 12 12 12q21.1 12q21.1
196446 RefSeq 12 12 12q15 12q15
196463 RefSeq 12 12 12q24.13 12q24.13
196472 RefSeq 12 12 12q23.1 12q23.1
196477 RefSeq 12 12 12q21.33 12q21.33
196483 RefSeq 16 16 16p13.3 16p13.3
196500 RefSeq 12 12 12p13.31 12p13.31
196513 RefSeq 12 12 12p13.33 12p13.33

196527 12 12q12

196549 RefSeq 13 13 13q13.1 13q13.1
196740 RefSeq 10 10 10q11.23 10q11.23
196743 RefSeq 10 10 10q26.3 10q26.3
pellucida-like domRefSeq 10 10 10q26.13 10q26.13

196951 RefSeq 15 15 15q21.1 15q21.1-q21.2
thetical protein DKFRefSeq 15 15 15q26.3 15q26.3

197003 15 15q22.2
197021 RefSeq 15 15 15q22.31 15q22.31
197187 16 16q24.3
197196 RefSeq 16 16 16q24.1 16q24.1
197257 RefSeq 16 16 16q22.3 16q22.3
197320 RefSeq 16 16 16q24.3 16q24.3
197322 RefSeq 16 16 16q24.3 16q24.3
197335 RefSeq 16 16 16p13.3 16p13.3
197336 RefSeq 16 16 16p13.3 16p13.3
197350 16 16p13.3
197358 RefSeq 16 16 16p13.3 16p13.3
197370 RefSeq 16 16 16p12.1 16p12.1
197407 RefSeq 16 16 16p11.2 16p11.2
199221 RefSeq 3 3 3q22.3 3q22.3
199223 RefSeq 3 3 3p22.2 3p22.2
199675 RefSeq 19 19 19p13.2 19p13.2
199699 RefSeq 19 19 19p13.13 19p13.13
199704 RefSeq 19 19 19q13.12 19q13.12
199713 RefSeq 19 19 19q13.42 19q13.42
284418 19 19q13.42
199720 RefSeq 19 19 19q13.2 19q13.2
199731 RefSeq 19 19 19q13.31 19q13.31
199745 RefSeq 19 19 19q13.12 19q13.12
199746 RefSeq 19 19 19q13.12 19q13.12
199777 RefSeq 19 19 19p12 19p12
199786 RefSeq 19 19 19p13.11 19p13.11
199800 19 19q13.33
199834 RefSeq 1 1 1q21.3 1q21.3
199857 RefSeq 1 1 1p21.3 1p21.3
199870 RefSeq 1 1 1p35.3 1p35.3
199899 1 1p31.3



199964 RefSeq 1 1 1p32.3 1p32.3
P450, family 4, subfRefSeq 1 1 1p33 1p33

199990 RefSeq 1 1 1p36.33 1p36.33
200008 RefSeq 1 1 1p32.3 1p32.3

200030 RefSeq 1 1 1q21.1 1q21.1
RefSeq 1 1q25.2

200095 1 1q42.12
200132 RefSeq 1 1 1p31.2 1p31.2
200150 RefSeq 1 1 1q43 1q43
200162 RefSeq 1 1 1p12 1p12
200172 RefSeq 1 1 1p34.2 1p34.2
200185 RefSeq 1 1 1q22 1q22
200186 RefSeq 1 1 1q21.3 1q21.3
200197 RefSeq 1 1 1p36.21 1p36.21

200261 RefSeq 20 20 20p11.21 20p11.21
RefSeq 22 22q13.1

200350 RefSeq 2 2 2q14.1 2q14.1
200383 RefSeq 2 2 2p11.2 2p11.2
200403 RefSeq 2 2 2q11.2 2q11.2
200407 RefSeq 2 2 2q11.2 2q11.2
200420 RefSeq 2 2 2p13.1 2p13.1
200424 2 2p13.1
200504 RefSeq 2 2 2p13.3 2p13.3
200523 RefSeq 2 2 2p11.2 2p11.2
200539 RefSeq 2 2 2q11.2 2q11.2
2 open reading fra RefSeq 2 2 2p13.3 2p13.3
200634 RefSeq 2 2 2p23.3 2p23.3
200728 RefSeq 2 2 2p15 2p15
200734 RefSeq 2 2 2p14 2p14
200765 RefSeq 2 2 2q37.1 2q37.1
200844 RefSeq 3 3 3p14.2 3p14.2
200845 RefSeq 3 3 3p14.3 3p14.3
200879 RefSeq 3 3 3q27.2 3q27
200894 RefSeq 3 3 3q11.2 3q11.2
200895 RefSeq 3 3 3q11.2 3q11.2
200909 RefSeq 3 3 3q27.1 3q27.1
200931 RefSeq 3 3 3q29 3q29
200933 3 3q29
200942 RefSeq 3 3 3p21.31 3p21.31
200958 RefSeq 3 3 3q29 3q29
201134 RefSeq 17 17 17q24.1 17q24.2
201158 RefSeq 17 17 17p12 17p12
201161 RefSeq 17 17 17p11.2 17p11.2
201164 RefSeq 17 17 17p11.2 17p11.2
201175 17 17q21.31



201176 RefSeq 17 17 17q21.31 17q21.31
201191 RefSeq 17 17 17q21.33 17q21.33
201229 17 17q11.2
201232 RefSeq 17 17 17p13.1 17p13.1
201243 RefSeq 17 17 17p13.1 17p13.1
201252 RefSeq 17 17 17q25.3 17q25.3
201254 RefSeq 17 17 17q25.3 17q25.3
201255 RefSeq 17 17 17q25.3 17q25.3
201266 RefSeq 17 17 17q24.3 17q24.3-q25.1
201283 RefSeq 17 17 17q24.1 17q24.2
201292 RefSeq 17 17 17q25.1 17q25.1
201294 RefSeq 17 17 17q25.1 17q25.1
201299 RefSeq 17 17 17q12 17q11.2
201305 RefSeq 17 17 17p13.2 17p13.2
201456 RefSeq 18 18 18q22.3 18q22.3
201514 RefSeq 19 19 19q13.43 19q13.43
201516 RefSeq 19 19 19q13.43 19q13.43
201595 RefSeq 3 3 3p24.1 3p24.1
201625 RefSeq 3 3 3p14.3 3p14.3
201626 RefSeq 3 3 3p14.3 3p14.3
201627 RefSeq 3 3 3p14.3 3p14.3
201633 RefSeq 3 3 3q13.31 3q13.31

201780 RefSeq 4 4 4p12 4p12
201798 RefSeq 4 4 4q31.3 4q31.3
201799 RefSeq 4 4 4q31.3 4q31.3

RefSeq 4 4p14
201895 RefSeq 4 4 4p14 4p14
201931 RefSeq 4 4 4q32.3 4q32.3
201965 RefSeq 4 4 4q35.1 4q35.1
 protein FLJ33167 RefSeq 4 4 4q35.1 4q35.1
202018 RefSeq 4 4 4p15.32 4p15.32
202020 RefSeq 4 4 4p15.32 4p15.32

202051 5 5q31.2
202052 RefSeq 5 5 5q31.2 5q31.2
202151 RefSeq 5 5 5p13.2 5p13.2

202243 RefSeq 5 5 5q13.2 5q13.2
202299 RefSeq 5 5 5q15 5q15
202309 RefSeq 5 5 5q11.2 5q11.2
202333 RefSeq 5 5 5q14.1 5q14.1
202459 RefSeq 6 ? 6q25.3 6q25.3
202500 RefSeq 6 6 6p21.1 6p21.1
202559 RefSeq 6 6 6q11.1 6q11.1
202865 RefSeq 7 7 7q36.1 7q36.1
202915 RefSeq 7 7 7p22.3 7p22.3
203062 RefSeq 8 8 8q24.3 8q24.3
203069 8 8p21.3
203074 RefSeq 8 8 8p23.1 8p23.1
203100 RefSeq 8 8 8p11.23 8p11.23



203111 RefSeq 8 8 8q22.2 8q22.2
203190 RefSeq 8 8 8p21.3 8p21.3
203197 RefSeq 9 9 9q32 9q32
203228 RefSeq 9 9 9p21.2 9p21.2
203238 RefSeq 9 9 9p22.3 9p22.3
203245 RefSeq 9 9 9q34.11 9q34.11
203259 RefSeq 9 9 9p13.3 9p13.3
203260 RefSeq 9 9 9p13.3 9p13.3
203286 RefSeq 9 9 9q22.33 9q22.33
203328 RefSeq 9 9 9q22.31 9q22.31
203427 RefSeq X X Xq24 Xq24
203429 RefSeq X X Xq13.1
203430 RefSeq X X Xq21.1 Xq21.1
203447 RefSeq X X Xq22.3 Xq22.3
203522 RefSeq X X Xq26.3 Xq26.3
203523 RefSeq X X Xq26.3 Xq26.3
203547 X Xq28
203562 RefSeq X X Xq22.2 Xq22.2
203569 RefSeq X X Xp11.21 Xp11.22

285220 3 3q11.2
203859 RefSeq 11 11 11p14.3 11p14.3
204219 RefSeq 15 15 15q26.3 15q26.3
204474 RefSeq 16 16 16p12.3 16p12.3
204801 RefSeq 19 19 19q13.42 19q13.42-q13.43
204962 RefSeq 1 1 1p31.1 1p31.1
205147 RefSeq 2 2 2q21.1 2q21.1
205251 RefSeq 2 2 2q13 2q13
205327 RefSeq 2 2 2q33.1 2q33.1
205428 RefSeq 3 3 3q24 3q24
205564 RefSeq 3 3 3q29 3q29

205860 RefSeq 4 4 4q35.2 4q35.2
206338 RefSeq 5 5 5q23.1 5q23.1
206358 RefSeq 5 5 5q33.1 5q33.1

y, member A2|| RefSeq X X Xq27.2 Xq27.1
206938 RefSeq 9 9 9p22.1 9p22.1

ED domain containing 1|| X Xp22.33
219287 RefSeq 13 13 13q12.13 13q12.13
219293 RefSeq 1 1 1p36.33 1p36.33
219402 RefSeq 13 13 13q12.2 13q12.2
(RNA) I polypeptidRefSeq 13 13 13q12.2 13q12.2
219409 RefSeq 13 13 13q12.2 13q12.2
219539 RefSeq 11 11 11q12.1 11q12.1
219541 RefSeq 11 11 11q12.1 11q12.1
219557 RefSeq 7 7 7q21.13 7q21.13
219578 RefSeq 7 7 7q21.13 7q21.13
219621 RefSeq 10 10 10q21.2 10q21.2
219623 RefSeq 10 10 10q21.2 10q21.2



219654 RefSeq 10 10 10q22.3 10q22.3
219670 RefSeq 10 10 10p12.1 10p12.1
219681 RefSeq 10 10 10p12.2 10p12.31

RefSeq 10 10q22.1
219738 RefSeq 10 10 10q22.1 10q22.1
219743 RefSeq 10 10 10q22.1 10q22.1
219749 RefSeq 10 10 10p11.21 10p11.21
219770 RefSeq 10 10 10p11.21 10p11.21
219790 RefSeq 10 10 10q21.2 10q21.2
219793 RefSeq 10 10 10q22.1 10q22.1
219833 RefSeq 11 11 11q24.3 11q24.3
219844 RefSeq 11 11 11q24.2 11q24.2
219854 11 11q24.2

219899 RefSeq 11 11 11q23.3 11q23.3
219902 RefSeq 11 11 11q23.3 11q23.3
219927 RefSeq 11 11 11q13.3 11q13.3
219938 RefSeq 11 11 11q25 11q25
219970 RefSeq 11 11 11q12.1 11q12.1
219972 11 11q12.1
219988 RefSeq 11 11 11q12.1 11q12.1
219990 RefSeq 11 11 11q12.1 11q12.1
219995 RefSeq 11 11 11q12.2 11q12.2
220001 RefSeq 11 11 11q12.2 11q12.2
220002 RefSeq 11 11 11q12.2 11q12.2
220004 RefSeq 11 11 11q12.2 11q12.2
220032 RefSeq 11 11 11q13.5 11q13.5
220042 RefSeq 11 11 11q14.1 11q14.1
220047 RefSeq 11 11 11q14.1 11q14.1-q14.2
220064 RefSeq 11 11 11q13.3 11q13.3
220070 RefSeq 11 11 11q13.4 11q13.4
220074 RefSeq 11 11 11q13.4 11q13.4
220082 RefSeq 13 13 13q14.13 13q14.13
220107 RefSeq 13 13 13q14.3 13q14.3
220108 RefSeq 13 13 13q14.3 13q14.3
220134 RefSeq 18 18 18q21.1 18q21.1
220136 RefSeq 18 18 18q21.1 18q21.1
220164 RefSeq 18 18 18q22.2 18q22.2
220202 RefSeq 10 10 10q21.3 10q21.3
220213 10 10p12.31
220296 RefSeq 11 11 11q24.2 11q24.2
220323 RefSeq 11 11 11q23.3 11q23.3
220359 RefSeq 11 11 11q13.1 11q13.1
220382 RefSeq 11 11 11q14.1 11q14.1
220388 RefSeq 11 11 11q14.1 11q14.1
220441 RefSeq 18 18 18q21.33 18q21.33

e responsive proteinRefSeq 9 9 9q13
220906 10 10p12.1
220929 RefSeq 10 10 10p11.23 10p11.23
220963 RefSeq 10 10 10q21.2 10q21.2



220965 RefSeq 10 10 10q21.1 10q21.1
RefSeq 10 10q11.21

220988 RefSeq 2 2 2q31.2 2q31.2
220992 RefSeq 10 10 10q11.21 10q11.21
221002 RefSeq 10 10 10q11.21 10q11.21

main containing 7|| RefSeq 10 10 10p11.22 10p11.22
221044 RefSeq 10 10 10p13 10p13
221060 RefSeq 10 10 10p13 10p13
221061 10 10p13
221074 RefSeq 10 10 10p12.33 10p12.33
221078 RefSeq 10 10 10p12.31 10p12.31
221079 RefSeq 10 10 10p12.31 10p12.31
221091 RefSeq 11 11 11q12.3 11q12.3
221143 RefSeq 13 13 13q12.11 13q12.11
221154 RefSeq 13 13 13q12.11 13q12.11
221178 RefSeq 13 13 13q12.12 13q12.12
221184 RefSeq 16 16 16q13 16q13
221191 16 16q21
221223 RefSeq 16 16 16q12.2 16q12.2
221241 RefSeq 18 18 18q22.1 18q22.1
221261 6 6q21
221262 6 6q21
221294 RefSeq 6 6 6q22.1 6q22.1
221301 RefSeq 6 6 6q22.1 6q22.1
221302 RefSeq 6 6 6q22.1 6q22.1
221322 RefSeq 6 6 6q22.31 6q22.31
221336 RefSeq 6 6 6p12.1 6p12.1
221357 RefSeq 6 6 6p12.2 6p12.3

221409 RefSeq 6 6 6p21.1 6p21.1
221416 RefSeq 6 6 6p21.1 6p21.1
221421 RefSeq 6 6 6p21.1 6p21.1

221443 RefSeq 6 6 6p21.1 6p21.1
221458 RefSeq 6 6 6p21.2 6p21.2
221468 RefSeq 6 6 6p21.2 6p21.2
221472 RefSeq 6 6 6p21.2 6p21.2
221476 RefSeq 6 6 6p21.2 6p21.2
221477 RefSeq 6 6 6p21.2 6p21.2
221481 RefSeq 6 6 6p21.31 6p21.31
221491 RefSeq 6 6 6p21.31 6p21.31
221496 RefSeq 6 6 6p21.31 6p21.31
221504 RefSeq 6 6 6p21.32 6p21.32
221527 RefSeq 6 6 6p21.33 6p21.33
221545 RefSeq 6 6 6p21.33 6p21.33
221613 RefSeq 6 6 6p22.2 6p22.2

221662 RefSeq 6 6 6p22.3 6p22.3
221687 RefSeq 6 6 6p23 6p23



221711 RefSeq 6 6 6p24.2 6p24.1
221718 RefSeq 6 6 6p24.3 6p24.3
221749 RefSeq 6 6 6p25.2 6p25.2
221756 6 6p25.2
221785 RefSeq 7 7 7q22.1 7q22.1

RefSeq 7 7q22.1
221806 7 7p21.3

221833 RefSeq 7 7 7p21.1 7p21.2
221895 RefSeq 7 7 7p15.2 7p15.2-p15.1
221908 RefSeq 7 7 7q22.1 7q22.1
221914 RefSeq 7 7 7q22.1 7q22.1
221927 RefSeq 7 7 7p22.3 7p22.3
221935 RefSeq 7 7 7p22.2 7p22.2
221938 RefSeq 7 7 7p22.1 7p22.1
221955 RefSeq 7 7 7p22.1 7p22.1
221960 RefSeq 7 7 7p22.1 7p22.1
al protein LOC2858RefSeq 7 7 7p11.2 7p11.2
222068 RefSeq 7 7 7p13 7p13

RefSeq 7 7p15.1
222166 RefSeq 7 7 7p15.1 7p15.1
222171 RefSeq 7 7 7p15.1 7p15.1
222183 RefSeq 7 7 7q11.23 7q11.23
222194 RefSeq 7 7 7q11.23 7q11.23
222223 RefSeq 7 7 7q21.12 7q21.12
222229 RefSeq 7 7 7q22.1 7q22.1
222234 RefSeq 7 7 7q22.1 7q22.1
222235 RefSeq 7 7 7q22.1 7q22.1
222236 RefSeq 7 7 7q22.1 7q22.1
1|| RefSeq 7 7 7q22.3 7q22.1
222256 RefSeq 7 7 7q22.3 7q22.3
222389 RefSeq 10 10 10p13 10p13
222484 RefSeq 13 13 13q12.2 13q12.2

RefSeq 6 6q21
222537 RefSeq 6 6 6q21 6q22.31
222546 RefSeq 6 6 6q22.1 6q22.1
222553 6 6q22.1-q22.31

222643 RefSeq 6 6 6p21.1 6p21.1
222658 RefSeq 6 6 6p21.31 6p21.31
222659 RefSeq 6 6 6p21.31 6p21.31
222662 RefSeq 6 6 6p21.31 6p21.31
222663 RefSeq 6 6 6p21.31 6p21.3
222696 6 6p22.1

222826 RefSeq 6 6 6p25.2 6p25.2
222865 RefSeq 7 7 7q22.1 7q22.1
222894 RefSeq 7 7 7p21.1 7p21.1
222950 RefSeq 7 7 7q22.1 7q22.1



222962 RefSeq 7 7 7p22.1 7p22.1
222967 RefSeq 7 7 7p22.1
223075 RefSeq 7 7 7p14.3 7p14.3
223082 RefSeq 7 7 7p15.1 7p15.1
223117 RefSeq 7 7 7q21.11 7q21.11
245711 RefSeq 2 2 2p23.2 2p23.2
245802 RefSeq 11 11 11q12.2 11q12.2
245806 RefSeq 6 6 6q22.1 6q22.1
245812 RefSeq 7 7 7q22.1 7q22.1
245908 RefSeq 8 8
245909 RefSeq 8 8 8p23-p22
245932 RefSeq 20 20 20q11.21 20q11.1
245936 RefSeq 20 20 20q11.21 20q11.1
245938 RefSeq 20 20 20p13 20p13
245972 RefSeq 8 8 8q21.3
+ transporting, lysoRefSeq 2 2 2p25.1
antigen 1B|| RefSeq X X Xq28 Xq28

246176 RefSeq 17 17 17q12 17q12
246213 RefSeq 12 12 12q23.1 12q23.1
246243 RefSeq 2 2 2p25.3 2p25
246269 RefSeq 6 6 6q21 6q22.1
246329 RefSeq 12 12 12q13.3 12q13.3
246330 RefSeq 11 11 11q13.2 11q13.2
246704 RefSeq 21 21 21q22.3 21q22.3
246705 RefSeq 21 21 21q21.3 21q21.3
ha protein|| RefSeq 7 7 7q22.1 7q11.22

al segment protein RefSeq 15 15 15q23 15q23
246778 RefSeq 16 16 16p11.2
252839 RefSeq 1 1 1q32.1
252884 RefSeq 18 18 18q12.2 18q12
252969 RefSeq 8 8 8p23.1 8p23.1
252983 RefSeq 17 17 17q22 17q22
252995 RefSeq 1 1 1p35.1 1p35.1
253012 RefSeq 7 7 7q21.3 7q21.3

253018 RefSeq 6 6 6p21.33 6p21.33
253143 RefSeq 22 22 22q12.2 22q12.2
253150 RefSeq 1 1 1p34.3 1p34.3
253260 5 5p13.1
253461 3 3q23

253558 RefSeq 2 2 2p23.1 2p23.1
253559 RefSeq 3 3 3p12.1 3p12.1

253635 RefSeq 2 2 2p22.2 2p22.2

eat domain 18A|| RefSeq 9 9 9p13.2 9p13.2
253714 RefSeq 6 6 6q16.1 6q16.1



253769 RefSeq 6 6 6q27 6q27
253782 RefSeq 2 2 2q24.3 2q24.3
253827 RefSeq 12 12 12q14.3 12q14.3
253868 RefSeq 20 20 20q13.33 20q13.33
253935 RefSeq 11 11 11q22.2 11q22.2
253943 RefSeq 8 8 8q12.3 8q12.3

253962 17 17q21.33
253970 14 14q13.3
253980 RefSeq 16 16 16p11.2 16p11.2
253982 RefSeq 16 16 16p11.2 16p11.2
254013 RefSeq 12 12 12p11.21 12p11.21

254042 RefSeq 2 2 2q31.1 2q31.1
254048 7 7q34
al protein MGC351RefSeq 12 12 12q24.31 12q24.31
254065 RefSeq X X Xq21.1 Xq21.1

89766 RefSeq 21 21 21q22.3 21q22.3

rotein|| RefSeq 1 1 1q21.1 1q21.1

RefSeq 8 8p23.1
254099 1 1p36.33
254102 11 11q13.1
254122 RefSeq 11 11 11q13.1 11q13.1
254158 RefSeq X X Xp22.11 Xp22.11
254170 RefSeq 14 14 14q21.1 14q21.1
254173 RefSeq 1 1 1p36.33 1p36.33
254187 RefSeq 11 11 11q13.1 11q13.1
254228 RefSeq 6 6 6q22.1 6q22.1
254240 RefSeq 22 22 22q12.3 22q12.3
254263 RefSeq 11 11 11q13.2 11q13.2
254268 RefSeq 1 1 1p13.3 1p13.3
254272 17 17p11.2

254312 10 10p14
254394 RefSeq 6 6 6q22.31 6q22.31

e 10 open reading fRefSeq 10 10 10p14 10p14
254428 RefSeq 1 1 1q32.1 1q32.1
254528 RefSeq 16 16 16p13.3 16p13.3
254531 RefSeq 15 15 15q14 15q14
254552 RefSeq 11 11 11q13.2 11q13.2
254773 RefSeq 2 2 2q11.2 2q11.2
254778 RefSeq 8 8 8q13.1 8q13.1
254808 3 3q29
254827 RefSeq 3 3 3q26.31 3q26.31
254863 RefSeq 17 17 17p13.1 17p13.1
254887 RefSeq 3 3 3q13.31 3q13.31
254950 RefSeq 21 21 21q22.11 21q22.1



254956 RefSeq 9 9 9q33.2 9q33.2
254958 RefSeq 8 8 8q21.2
255025 3 3q11.2
255027 RefSeq 16 16 16p13.11 16p13.11
255043 RefSeq 19 19 19q13.42 19q13.42

RefSeq 12 12q21.33
255057 RefSeq 19 19 19p13.3 19p13.3
255061 RefSeq 17 17 17q21.33 17q21.33
255082 RefSeq 10 10 10q26.11 10q26.11
255101 RefSeq 2 2 2q35 2q35
255104 RefSeq 1 1 1p36.13 1p36.13
255119 RefSeq 4 4 4q21.21 4q21.21
255177 15 15q22.2
255180 RefSeq 15 15 15q22.2 15q22.2

255193 RefSeq 19 19 19p13.3 19p13.3

255252 RefSeq 15 15 15q15.1 15q15.1
RefSeq X Xq24

255330 3 3q21.2
255352 RefSeq 10 10 10q26.3 10q26.3
255394 RefSeq 12 12 12q23.3 12q23.3
255403 RefSeq 4 4 4p16.3 4p16.3
255426 RefSeq 5 5 5q35.3 5q35.3
255488 RefSeq 6 6 6p22.3 6p22.3
255520 RefSeq 4 4 4q31.21 4q31.21
255626 RefSeq 6 6 6p22.2 6p22.2
255631 RefSeq 1 1 1p22.3 1p22.3

RefSeq 11 11q12.2
255743 RefSeq 4 4 4q24 4q24

mbrane 4 L six fam RefSeq 3 3 3q29 3q29
255762 RefSeq 16 16 16p12.1 16p12.1
255798 3 3q29
255812 3 3q29
255919 RefSeq 16 16 16q12.1 16q12.1
255928 RefSeq 1 1 1q32.2 1q32.2
255967 RefSeq 13 13 13q12.2 13q12.2
256006 5 5q13.3
256021 12 12q21.33
256051 RefSeq 19 19 19q13.43 19q13.43
256076 RefSeq 3 3 3q21.3 3q21.3
256130 RefSeq 7 7 7p21.1 7p21.1
256158 9 9q34.11

RefSeq 7 7p15.3
256280 9 9p24.2
256281 RefSeq 14 14 14q32.33 14q32.33
256297 RefSeq 10 10 10p12.2 10p12.31
hetical protein DKFRefSeq 17 17 17p11.2 17p11.1
256309 RefSeq 4 4 4q35.1 4q35.1
256329 RefSeq 11 11 11p15.5 11p15.5



256355 7 7p15.3
256356 RefSeq 3 3 3q23 3q23
256364 RefSeq 11 11 11q12.3 11q12.3
256369 RefSeq 14 14 14q32.13 14q32.13
256380 RefSeq 6 6 6q21 6q21
256435 RefSeq 1 1 1p31.1 1p31.1
256471 RefSeq 4 4 4q28.1 4q28.1-q28.2
256472 RefSeq 11 11 11q13.2 11q13.2
256536 RefSeq 10 10 10q26.3 10q26.3
256586 RefSeq 15 15 15q21.2 15q21.2
256643 RefSeq X X Xp22.12 Xp22.12

256691 RefSeq 9 9 9q21.11 9q21.11
256714 RefSeq X X Xp22.12 Xp22.12
256764 RefSeq 15 15 15q21.3 15q21.3
256815 RefSeq 10 10 10p12.2 10p12.31
256949 RefSeq 19 19 19p13.2 19p13.2
256957 RefSeq 17 17 17q12 17q12
256979 RefSeq 7 7 7p12.3 7p12.3
256987 RefSeq 5 5 5q14.1 5q14.1
257000 RefSeq 19 19 19p13.3 19p13.3
257019 RefSeq 9 9 9q21.32 9q21.32
257044 RefSeq 1 1 1q44 1q44
257054 RefSeq 2 2p25.3
257062 RefSeq 19 19 19p13.3 19p13.3
257068 RefSeq 3 3 3q13.2 3q13.2
257101 RefSeq 1 1 1p36.11 1p36.11
257103 RefSeq 21 21 21q22.3 21q22.3
257106 RefSeq 1 1 1q23.3 1q23.3
257144 RefSeq 3 3 3q13.2 3q13.2
257160 RefSeq 11 11 11q23.3 11q23.3
257169 RefSeq 9 9 9q32 9q32
257194 RefSeq 1 1 1p31.1 1p31.1
257202 RefSeq 6 6 6p22.1 6p22.1
257203 RefSeq 21 21 21q22.13 21q22.13
257218 RefSeq 6 6 6q24.3 6q24.3
257236 RefSeq 4 4 4p16.1 4p16.1
257240 RefSeq X X Xp22.12 Xp22.12
257313 RefSeq 3 3 3q28 3q28
257358 5 5q35.1
257364 RefSeq 15 15 15q24.2 15q23

257397 RefSeq X X Xp21.2 Xp21.3
al protein MGC404RefSeq 7 7 7q21.2 7q21.2
257629 RefSeq 16 16 16p12.2 16p12.2
259173 RefSeq 3 3 3p21.31 3p21.31
259217 10
259230 RefSeq 10 10 10q11.23 10q11.2
259232 RefSeq 13 13 13q33.1 13q32.3
259234 RefSeq 21 21 21q22.13 21q22.13
259236 RefSeq 3 3 3p21.31 3p21



259239 RefSeq 20 20 20q13.12 20q13.12
259240 RefSeq 20 20 20q13.12 20q12-q13.1
259282 RefSeq 4 4 4p15.33 4p16.1
259289 RefSeq 12 12 12p13.2 12p13.33
259290 RefSeq 12 12 12p13.2 12p13.2
259291 RefSeq 12
259295 RefSeq 12 12 12p13.2 12p13.2
259296 RefSeq 12 12 12p13.2 12p13.2
kDa|| RefSeq 19 19 19q13.33 19q13.33
260293 RefSeq 1 1 1p33 1p33
260294 RefSeq 7 7 7q11.23 7q11.23
260434 RefSeq 16 16 16p11.2 16p11.2
260436 RefSeq 4 4 4q13.3 4q13
261726 RefSeq 1 1 1q24.2 1q23.2
261729 RefSeq 7 7 7q21.13 7q21
266553 RefSeq 6 6 6p24.3 6p24.3
266675 RefSeq 1 1 1p34.1 1p33-p32.3

ate 6-O-sulfotransfeRefSeq 13 13 13q32.1 13q32.1
ntigen family A, 2|| RefSeq X X Xq28 Xq28
266812 RefSeq 4 4 4q22.1 4q22.1
267002 RefSeq 1 1 1q44 1q44
267012 RefSeq 13 13 13q33.2 13q33.2

RefSeq 22 22q13.2
280636 RefSeq 11 11 11q12.1 11q12.1
280657 RefSeq X X Xp11.23 Xp11.2

RefSeq X Xp11.22
280660 RefSeq X X Xp11.23 Xp11.23
280664 RefSeq 20 20 20q13.12 20q13.12
282616 RefSeq 19 19 19q13.2 19q13.13
282617 RefSeq 19 19 19q13.2 19q13.13
282618 RefSeq 19 19 19q13.2 19q13.13
282679 RefSeq 11 11 11q13.5 11q13.5

yl-alpha-D-galactosRefSeq 12 12 12q21.33 12q21.33

282966 RefSeq 10 10 10q11.23 10q11.23
282969 RefSeq 10 10 10q26.3 10q26.3
282973 RefSeq 10 10 10q26.3 10q26.3

283025 10 10q21.2
RefSeq 10 10q11.21

283050 10 10q22.3
283078 RefSeq 10 10 10p12.1 10p12.1

RefSeq 11 11p15.4
RefSeq 11 11q13.1

283129 11 11q13.1
283130 RefSeq 11 11 11q13.1 11q13.1

RefSeq 11 11q13.2
283143 11 11q23.3
283149 RefSeq 11 11 11q23.3 11q23.3
283150 RefSeq 11 11 11q23.3 11q23.3



283152 11 11q23.3
RefSeq 11 11q24.2
RefSeq 11 11q24.3

283176 RefSeq 11 11 11q25 11q25
283197 RefSeq 11 11 11q12.2 11q12.2
283208 RefSeq 11 11 11q13.4 11q13.4
283209 RefSeq 11 11 11q13.4 11q13.4
283212 RefSeq 11 11 11q13.4 11q13.4
283214 11 11q13.5

69 protein|| 11 11q14.1
 protein FLJ37266 RefSeq 11 11 11q14.1 11q14.1
283229 RefSeq 11 11 11p15.5 11p15.5
283232 RefSeq 11 11 11p15.5 11p15.5
283234 RefSeq 11 11 11q13.1 11q12.3
283237 RefSeq 11 11 11q12.3 11q12.3

RefSeq 11 11q12.3
RefSeq 11 11q13.1

283248 RefSeq 11 11 11q13.1 11q13.1
283254 RefSeq 11 11 11p11.2 11p11.2
283284 RefSeq 11 11 11p15.1 11p15.1

RefSeq 11 11p15.4
283297 RefSeq 11 11 11p15.4 11p15.4
283298 RefSeq 11 11 11p15.4 11p15.4

RefSeq 11 11p15.4
RefSeq 12 12q21.31

283331 12 12q13.12
283332 12 12q13.12
283349 RefSeq 12 12 12q14.2 12q14.2
283358 RefSeq 12 12 12p13.33 12p13.33
283373 12 12q13.3
283375 RefSeq 12 12 12q13.3 12q13.3
283377 RefSeq 12 12 12q13.3 12q13.3
283383 RefSeq 12 12 12q24.33 12q24.33
283385 RefSeq 12 12 12q24.31 12q24.31
283392 12 12q21.1
283400 12 12q13.13
283403 12 12q13.13
283416 RefSeq 12 12 12q14.1 12q14.1
283417 RefSeq 12 12 12q14.2 12q14.2
283420 RefSeq 12 12 12p13.31 12p13.31-p13.2
283422 RefSeq 12 12 12p13.1 12p13.1
283431 RefSeq 12 12 12q23.1 12q23.1
283432 12 12q23.3

RefSeq 12 12p13.33
RefSeq 12 12q24.11

283450 RefSeq 12 12 12q24.13 12q24.13
283461 RefSeq 12 12 12q12 12q12
283464 12 12q12
64693 RefSeq 18 18 18q11.2 18p11.2



254910 RefSeq 1 1 1q21.3 1q21.3
280659 RefSeq X X Xp11.22 Xp11.23
256933 RefSeq 17 17 17q25.3 17q25.3
388730 RefSeq 1 1 1q32.1 1q32.1
388759 RefSeq 1 1 1q44 1q44
255738 RefSeq 1 1 1p32.3 1p32.3
57609 RefSeq 12 12 12q13.12 12q13.12
283471 RefSeq 12 12 12q13.12 12q13.12
283480 13 13q33.1
283483 13 13q33.3
283487 RefSeq 13 13 13q34 13q34
283489 RefSeq 13 13 13q34 13q34

283514 RefSeq 13 13 13q14.13 13q14.13
283518 RefSeq 13 13 13q14.2 13q14.2
283537 RefSeq 13 13 13q12.3 13q12.3
283547 14 14q21.1

283554 14 14q22.1
283571 14 14q24.3
283578 RefSeq 14 14 14q24.3 14q24.3
283579 RefSeq 14 14 14q24.3 14q24.3
283585 14 14q31.3

283598 RefSeq 14 14 14q32.2 14q32.2

283635 RefSeq 14 14 14q13.2 14q13.2

283643 RefSeq 14 14 14q32.33 14q32.33
283651 RefSeq 15 15 15q21.1 15q21.1
283652 RefSeq 15 15 15q21.1 15q21.1
283659 15 15q21.3
283663 15 15q21.3
283673 RefSeq 15 15 15q23 15q23
283677 15 15q24.1
283682 15 15q26.1-q26.2
283685 RefSeq 15 15 15q11.2 15q11.2

cal protein LOC283RefSeq 15 15 15q25.1 15q25.1

RefSeq 15 15q14
283748 RefSeq 15 15 15q15.1 15q15.1
283761 15 15q26.1

283777 RefSeq 15 15 15q26.3 15q26.3
 protein FLJ35785 RefSeq 15 15 15q11.2 15q11.2
283807 RefSeq 15 15 15q22.31 15q22.31
283820 RefSeq 16 16 16p12.3 16p12.3

RefSeq 16 16q22.1



283848 RefSeq 16 16q22.1
283849 RefSeq 16 16 16q22.1 16q22.1
283854 16 16q12.1

RefSeq 16 16q24.3
283867 16 16q21-q22.1
283870 RefSeq 16 16 16p13.3 16p13.3
l protein MGC4692|| 16 16
283876 16 16p13.3

283897 RefSeq 16 16 16p11.2 16p11.2
283899 RefSeq 16 16 16p11.2 16p11.2

283914 16 16p11.1
283922 16 16q22.3
283932 RefSeq 16 16 16p11.2 16p11.2
283933 16 16p11.2

RefSeq 16 16q22.1
al protein MGC347RefSeq 16 16 16q22.1 16q22.1
283982 RefSeq 17 17 17q25.1 17q25.1
283985 RefSeq 17 17 17q25.1 17q25.1
283987 RefSeq 17 17 17q25.1 17q25.1
283989 RefSeq 17 17 17q25.1 17q25.1
283991 RefSeq 17 17 17q25.1 17q25.1

283999 17 17q25.3
284001 RefSeq 17 17 17q25.3 17q25.3
284004 RefSeq 17 17 17q25.3 17q25.3

cal protein LOC284009|| 17 17p13.3
284013 RefSeq 17 17 17p13.2 17p13.2
284018 RefSeq 17 17 17q24.2 17q24.2
284021 17 17q23.3
284029 RefSeq 17 17 17p13.1 17p13.1

RefSeq 17 17p12
RefSeq 17 17p12

284040 RefSeq 17 17 17p12 17p12
284047 RefSeq 17 17 17p11.2 17p11.2
284058 RefSeq 17 17 17q21.31 17q21.31
284069 17 17q21.31
284071 17 17q21.31
284076 RefSeq 17 17 17q21.32 17q21.32

RefSeq 17 17q23.2
284085 RefSeq 17 17 17q11.2 17q11.2
284098 RefSeq 17 17 17q12 17q12

RefSeq 17 17q12
284100 17 17q12
284106 17 17q12
284111 RefSeq 17 17 17p13.1 17p13.1
284114 RefSeq 17 17 17p13.1 17p13.1



284123 RefSeq 17 17 17p11.2 17p11.2
284129 RefSeq 17 17 17q25.3 17q25.3
284161 RefSeq 17 17 17q23.2 17q23.2

RefSeq 17 17q25.3
284185 RefSeq 17 17 17q25.3 17q25.3
284186 RefSeq 17 17 17q25.3 17q25.3

RefSeq 18 18p11.22

284240 18 18q23
284241 RefSeq 18 18 18q23 18q23
284252 RefSeq 18 18 18q11.2 18q11.2

RefSeq 18 18q21.2
RefSeq 18 18q21.31

284266 RefSeq 18 18 18q12.3 18q12.3
284273 RefSeq 18 18 18q22.3 18q22.3
284274 18 18q22.3
284296 RefSeq 19 19 19q13.42 19q13.42

284309 RefSeq 19 19 19q13.43 19q13.43
284312 RefSeq 19 19 19q13.43 19q13.43

284325 RefSeq 19 19 19q13.2 19q13.2
284339 RefSeq 19 19 19q13.2 19q13.2
284340 RefSeq 19 19 19q13.2 19q13.2
284345 RefSeq 19 19 19q13.31 19q13.31
284346 RefSeq 19 19 19q13.31 19q13.31
284348 RefSeq 19 19 19q13.31 19q13.31
284349 19 19q13.31
284352 19 19q13.32
284353 RefSeq 19 19 19q13.32 19q13.32
284355 RefSeq 19 19 19q13.32 19q13.32
284358 RefSeq 19 19 19q13.33 19q13.33
284359 RefSeq 19 19 19q13.33 19q13.33

cal protein LOC284RefSeq 19 19 19q13.33 19q13.33

284366 RefSeq 19 19 19q13.41 19q13.41
284367 19 19q13.3
284369 RefSeq 19 19 19q13.41 19q13.41
284370 RefSeq 19 19 19q13.41 19q13.41

cal protein LOC284371|| 19 19q13.41
solute carrier family 7, member 3; amino acid tr19 19q13.42
284382 RefSeq 19 19 19p13.2 19p13.2

284391 19 19p13.2
284395 19 19q12
284402 19 19q13.11
284406 RefSeq 19 19 19q13.12 19q13.12



284415 RefSeq 19 19 19q13.42 19q13.42
284424 RefSeq 19 19 19p13.3 19p13.3
284427 RefSeq 19 19 19p13.3 19p13.3

RefSeq 19 19p13.11
otein 493|| RefSeq 19 19 19p12 19p12

284451 RefSeq 19 19 19p13.3 19p13.3
284459 RefSeq 19 19 19q13.12 19q13.12
284467 RefSeq 1 1 1p13.2 1p13.2
284475 1 1p13.1
284485 1 1q21.3
284486 RefSeq 1 1 1q21.3 1q21.3

RefSeq 1 1p22.3
284525 RefSeq 1 1 1q25.1 1q25.1
284551 1 1p35.2
284565 RefSeq 1 1 1q21.1 1q21.1
284573 RefSeq 1 1 1q32.1 1q32.1

284591 1 1p36.33

284610 1 1p13.3
284613 RefSeq 1 1 1p13.3 1p13.3
284618 RefSeq 1 1 1q22 1q22

284654 RefSeq 1 1 1p34.3 1p34.3
RefSeq 1 1p34.3

284661 1 1p36.32
284680 RefSeq 1 1 1q23.3 1q23.3
284688 1 1q24.2
284695 RefSeq 1 1 1p22.2 1p22.2
284697 RefSeq 1 1 1p22.1 1p22.1
284716 RefSeq 1 1 1p34.2 1p34.2
284723 RefSeq 1 1 1p36.13 1p36.13

284739 RefSeq 20 20 20q13.33 20q13.33
284747 RefSeq 20 20 20q13.12 20q13.12
284749 20 20q13.13
284751 20 20q13.13

RefSeq 20 20q13.33
osine phosphatase, non-receptor type substrate20 20p13

RefSeq 20 20p13
284798 20 20p11.21
284800 RefSeq 20 20 20p11.1 20p11.1
284825 21 21q21.3
284827 RefSeq 21 21 21q22.11 21q22.1

284836 RefSeq 21 21 21q22.3 21q22.3
284837 RefSeq 21 21 21q22.3 21q22.3



284898 22 22q12.1
284904 RefSeq 22 22 22q12.2 22q12.2

RefSeq 2 2p11.2
284948 RefSeq 2 2 2p11.2 2p11.2
284967 2 2q14.1
284992 RefSeq 2 2 2q33.1 2q33.1
284996 RefSeq 2 2 2q11.2 2q11.2

othetical protein DKRefSeq 2 2 2q31.2 2q31.2
RefSeq 2 2q31.2

285033 2 2q11.2

285045 2 2p22.3
RefSeq 2 2p21

285093 RefSeq 2 2p25.3
RefSeq 2 2q37.3

285126 RefSeq 2 2 2p23.3 2p23.3
RefSeq 2 2q32.1

285150 RefSeq 2 2 2p25.1 2p25.1
RefSeq 2 2p22.2

285172 RefSeq 2 2 2q33.1 2q33.1
285175 RefSeq 2 2 2q34 2q34

rotein|| RefSeq 2 2 2q35 2q35
285189 2 2q12.2

2 2q37.3
285194 3 3q13.31
285195 RefSeq 3 3 3q24 3q24

284131 RefSeq 17 17 17q25.3 17q25.3
285193 2 2q37.3
284942 RefSeq 22 22 22q13.33 22q13.33
284110 RefSeq 17 17 17q21.1 17q21.1
284119 RefSeq 17 17 17q21.2 17q21.2
284788 20 20p11.21
284805 RefSeq 20 20 20q11.21 20q11.21
284801 20 20p11.1

FRG1 protein (FSHRefSeq 20 20 20q11.1 20q11.1
285203 RefSeq 3 3 3p14.1 3p14.1
285205 3 3q13.12
285231 RefSeq 3 3 3p21.31 3p21.31
285237 RefSeq 3 3 3p11.1 3p11.1
285242 RefSeq 3 3 3q27.1 3q27.1
285267 RefSeq 3 3 3p22.1 3p22.1
285268 RefSeq 3 3 3p22.1 3p22.1
285282 RefSeq 3 3 3q13.33 3q13.33



285313 RefSeq 3 3 3q25.1 3q25.1
285315 RefSeq 3 3 3q25.31 3q25.31

RefSeq 3 3p24.1

285343 RefSeq 3 3 3p21.33 3p21.33-p21.32
285346 3 3p21.32
285349 RefSeq 3 3 3p21.32 3p21.32
285359 3 3q12.3
285362 RefSeq 3 3 3p26.1 3p26.1
285367 RefSeq 3 3 3p25.3 3p25.3
285368 RefSeq 3 3 3p25.3 3p25.3

285381 RefSeq 3 3 3p25.1 3p25.1
285386 RefSeq 3 3 3q28 3q28

RefSeq 3 3p21.1
285401 3 3p14.2
285422 4 4q31.21
285429 4 4p13
285440 RefSeq 4 4 4q35.1 4q35.1-q35.2
285441 4 4q35.2

RefSeq 4 4q25
285464 RefSeq 4 4 4p16.3 4p16.3
285484 4 4p16.1
285489 RefSeq 4 4 4p16.3 4p16.3

RefSeq 4 4p16.3
285498 RefSeq 4 4 4p16.3 4p16.3

285513 RefSeq 4 4 4q22.1 4q22.1
285521 RefSeq 4 4 4q13.3 4q13.3
285525 RefSeq 4 4 4p13 4p13
285533 RefSeq 4 4 4q31.3 4q31.3

285547 4 4p15.33
285548 4 4p15.33
285550 4 4p15.33
285555 RefSeq 4 4 4q22.3 4q22.3-q23
285556 4 4q23
285596 RefSeq 5 5 5q35.3
285598 RefSeq 5 5q35.2
285600 RefSeq 5 5 5q15 5q15
285601 RefSeq 5 5 5q15 5q15
4012 RefSeq 5 5 5q15 5q15
285605 RefSeq 5 5 5q23.1 5q23.1
285613 RefSeq 5 5 5q31.3 5q31.3
285622 5 5q14.3
285626 5 5q33.3

285636 RefSeq 5 5 5p13.1 5p13.1
285638 5 5q21.3



285641 RefSeq 5 5 5q33.1 5q33.1
285659 RefSeq 5 5 5q35.3 5q35.3

RefSeq 5 5q12.1
285671 RefSeq 5 5 5q12.3 5q12.3
285672 RefSeq 5 5 5q12.3 5q12.3
285676 RefSeq 5 5 5q35.3 5q35.3
285679 5 5q35.3

RefSeq 5 5p15.1
amily, member B|| RefSeq 5 5 5q21.1 5q21.1

285733 6 6q23.1
285735 6 6q23.2

RefSeq 6 6q23.2
285740 6 6q24.2
285753 RefSeq 6 6 6q21 6q21

RefSeq 6 6q21
285755 RefSeq 6 6 6q21 6q21
285758 6 6q21

RefSeq 6 6q21
285761 RefSeq 6 6 6q22.1 6q22.1

285768 6 6p25.3
285780 RefSeq 6 6 6p25.1 6p25.1
285782 RefSeq 6 6 6p24.3 6p24.3
285800 RefSeq 6 6 6q27 6q27

285848 RefSeq 6 6 6p21.31 6p21.31
285852 RefSeq 6 6 6p21.1 6p21.1
rotein LOC220906 RefSeq 6 6 6p21.1 6p21.1
285877 RefSeq 7 7p12.1
285888 7 7q36.3
285889 7 7q36.3
285905 RefSeq 7 7 7q11.21 7q11.21
285908 RefSeq 7 7 7q11.21 7q11.21

285941 7 7p15.2
285955 RefSeq 7 7 7p13 7p13

RefSeq 7 7q34
 protein FLJ40722 RefSeq 7 7 7q34 7q34

285971 RefSeq 7 7 7q36.1 7q36.1
285972 7 7q36.1
285987 7 7q21.3
285989 RefSeq 7 7 7q22.1 7q22.1
286006 RefSeq 7 7 7q31.1 7q31.1

RefSeq 7 7q32.1
RefSeq 7 7q32.3

286032 RefSeq 8 8 8p22 8p22
286046 RefSeq 8 8 8p23.1 8p23.1



RefSeq 8 8q24.13
286053 RefSeq 8 8 8q24.13 8q24.13
286075 RefSeq 8 8 8q24.3 8q24.3
286077 RefSeq 8 8 8q24.3 8q24.3

286097 RefSeq 8 8 8p22 8p22

286122 RefSeq 8 8 8q24.3 8q24.3
286128 RefSeq 8 8 8q24.3 8q24.3
286133 RefSeq 8 8 8p21.1 8p21.1
286135 8 8p12
286144 8 8q22.1

cal protein LOC286RefSeq 8 8 8q22.1 8q22.1
286149 8 8q22.1

RefSeq 8 8p23.3
286177 8 8q12.1
286183 RefSeq 8 8 8q12.3 8q12.3
286186 8 8q13.1

RefSeq 9 9q33.3
286205 RefSeq 9 9 9q33.3 9q33.3

286234 RefSeq 9 9 9q22.1 9q22.1
cal protein LOC286235|| 9 9q22.2
286238 9 9q22.1
286256 RefSeq 9 9 9q34.3 9q34.3
286257 RefSeq 9 9 9q34.3 9q34.3
286262 RefSeq 9 9 9q34.3 9q34.3
286301 RefSeq 9 9 9q12
286333 9 9q32
286336 RefSeq 9 9 9q34.13 9q34
286343 RefSeq 9 9 9p23 9p23

RefSeq 9 9q22.33
ox D4 like 3|| RefSeq 9 9 9q13 9q13
286410 RefSeq X X Xq27.1 Xq27.1

286436 X Xq22.2

286451 RefSeq X X Xq13.1 Xq13.1
RefSeq X Xp21.1

RefSeq X Xp22.2
RefSeq X Xq13.1

286499 RefSeq X X Xq21.32 Xq21.33
RefSeq X Xp21.3

286526 X Xq22.1
286554 RefSeq Y Y Yq11.222 Yq11.222
286676 RefSeq 3 3 3q13.33 3q13.33

a-like factor|| RefSeq 2 2 2p16.3 2p16.3
286753 RefSeq 17 17 17p13.3 17p13.3
286826 RefSeq 1 1 1q42.12 1q42.12
286827 RefSeq 3 3 3q25.33 3q25.33



286828 4 4q13.3
286887 RefSeq 12 12 12q13.13 12q13.13
287015 RefSeq 3 3 3q23 3q23
317671 RefSeq 5 5 5q15 5q15
317719 RefSeq 17 17 17q21.2 17q21.2
ase/reductase (SDRefSeq 14 14 14q11.2 14q11.2
317754 RefSeq 21 21 21q11.2 21q11.2
317761 RefSeq 14 14 14q23.1 14q23.1
317772 RefSeq 1 1 1q21.2 1q21
317781 RefSeq 12 12 12q24.33 12q24.33
319089 14 14q21.1
326340 RefSeq 4 4 4p12 4p11
326342 19 19p13.3
326624 RefSeq 17 17 17q25.1 17q25.1
327657 RefSeq 14 14 14q32.13 14q32.13
333929 16 16q24.3
337867 RefSeq 13 13 13q32.3 13q32.3

337879 RefSeq 21 21 21q22.11 21q22.1
337880 RefSeq 21 21 21q22.11 21q22.1
337882 RefSeq 21 21 21q22.11 21q22.1
337959 RefSeq 21 21 21q22.11 21q22.1
337960 RefSeq 21 21 21q22.11 21q22.1
337963 RefSeq 21 21 21q22.11 21q22.1
337967 RefSeq 21 21 21q22.11 21q22.1
337968 RefSeq 21 21 21q22.11 21q22.1
337969 RefSeq 21 21 21q22.11 21q22.1
337970 RefSeq 21 21 21q22.11 21q22.1
337971 RefSeq 21 21 21q22.11 21q22.1
337972 RefSeq 21 21 21q22.11 21q22.1
337973 RefSeq 21 21 21q22.11 21q22.1
337974 RefSeq 21 21 21q22.11 21q22.1
337975 RefSeq 21 21 21q22.11 21q22.1
337976 RefSeq 21 21 21q22.11 21q22.1

RefSeq 21 21q22.11
337978 RefSeq 21 21 21q22.11 21q22.1
337979 RefSeq 21 21 21q22.11 21q22.1
338094 RefSeq 1 1 1p32.3
338324 RefSeq 1 1 1q21.3 1q21.3
338328 RefSeq 8 8 8q24.3 8q24.3
338376 RefSeq 9 9 9p21.3 9p21.3
338382 1 1q32

338567 RefSeq 10 10 10q26.11 10q26.11
338588 10 10p15.1

338657 RefSeq 11 11 11q23.3 11q23.3
338667 11 11q24.2
338692 RefSeq 11 11 11q13.2 11q13.2



338699 RefSeq 11 11 11q14.1 11q14.1
338707 RefSeq 11 11 11p15.5 11p15.5

338773 RefSeq 12 12 12q23.3 12q23.3
338785 RefSeq 12 12 12q13.13 12q13.13

cal protein LOC338797|| 12 12q24.33
RefSeq 12 12q24.31

338809 12 12q22
338811 RefSeq 12 12 12q14.1 12q14.1

338862 13 13q21.33
338872 RefSeq 13 13 13q12.12 13q12.12
338917 RefSeq 14 14 14q24.3 14q24.3
339005 15 15q11.2

protein DKFZp686JRefSeq 15 15 15q11.2 15q11.2
339047 16 16p12.3
339059 RefSeq 16 16 16q24.3 16q24.3

285973 7 7q36.1
286527 RefSeq X X Xq22.2 Xq22.2
286087 mRNA 8 8 8p23.3 8p23.2
388818 RefSeq 21 21 21q22.11 21q22.11

389012 RefSeq 2 2 2q11.2 2q11.2

339145 RefSeq 16 16 16q24.1 16q24.1
339168 RefSeq 17 17 17p13.1 17p13.1
339175 RefSeq 17 17 17q23.3 17q23.3
339201 RefSeq 17 17 17q21.31 17q21.31
339210 17 17q23.2
339221 RefSeq 17 17 17q25.3 17q25.3

cal protein LOC339229|| 17 17q25.3
339231 17 17q25.3
339263 17 17p11.2

cal protein LOC339290|| 18 18p11.31
339302 RefSeq 18 18 18q21.32 18q21.32
339316 19 19q12
339318 19 19q13.11

339327 RefSeq 19 19 19q13.2 19q13.2

339345 19 19q13.32
339366 RefSeq 19 19 19p13.3 19p13.3
339390 RefSeq 19 19 19p13.2 19p13.2
339416 RefSeq 1 1 1q25.1 1q25.1
339442 1 1p34.3



339448 RefSeq 1 1 1p36.32 1p36.32
339451 RefSeq 1 1 1p36.33 1p36.33
339456 RefSeq 1 1 1p36.33 1p36.33
339468 1 1p31.1

339479 RefSeq 1 1 1q31.1 1q31.1
339487 RefSeq 1 1 1p35.1 1p35.1
339488 RefSeq 1 1 1p34.3 1p34.3
339500 RefSeq 1 1 1q42.13 1q42.13
339501 RefSeq 1 1 1q42.13 1q42.13
339512 RefSeq 1 1 1q23.3 1q23.3
339524 RefSeq 1 1 1p22.3 1p22.3
339529 1 1q44
339531 1 1q44
339535 1 1q43
339539 1 1p34.2
339559 RefSeq 1 1 1p34.2 1p34.2
339568 20 20q12
339593 20 20p12.2
339629 21 21q22.11
339665 RefSeq 22 22 22q12.2 22q12.2
339669 RefSeq 22 22 22q12.3 22q12.3

339685 22 22q13.31
440895 2 2q13
339745 RefSeq 2 2 2q22.1 2q22.1
339766 2 2q37.1
339768 RefSeq 2 2 2q37.3 2q37.3
339779 RefSeq 2 2 2p23.3 2p23.3
339788 2 2p25.1
339789 RefSeq 2 2 2p25.1 2p25.1

339807 2 2p14
339809 2 2q33.1
339822 2 2p25.3
339829 3 3q26.33
339834 RefSeq 3 3 3p21.31 3p21.31
339855 RefSeq 3 3 3q22.1 3q22.1
339862 3 3p24.3
339883 RefSeq 3 3 3p22.3 3p22.3
339894 3 3q25.31
339896 RefSeq 3 3 3p24.1 3p24.1
339903 3 3p22.1
339906 RefSeq 3 3 3p21.31 3p21.31
339965 RefSeq 4 4 4q21.1 4q21.1
339967 RefSeq 4 4 4q13.2 4q13.2
339976 RefSeq 4 4 4q35.2 4q35.2
 protein FLJ37478 RefSeq 4 4 4p16.3 4p16.3
339988 4 4p16.1

340061 RefSeq 5 5 5q31.2 5q31.2



340069 RefSeq 5 5 5q23.1 5q23.1
340074 5 5q31.1
340094 5 5p15.32
340107 5 5p14.1
340109 5 5p14.1
340113 5 5p13.3

340205 RefSeq 6 6 6p21.1 6p21.1
340252 RefSeq 7 7 7q11.21 7q11.21
340277 RefSeq 7 7 7p15.3 7p15.3

RefSeq 7 7q35
nvelope pore membrane LOC340318|| 7 7q11.23

340348 RefSeq 7 7 7q32.1 7q32.3

340385 RefSeq 8 8 8q24.3 8q24.3

340419 RefSeq 8 8 8q23.1 8q23.1
340481 RefSeq 9 9 9p22.3 9p22.3
340508 9 9q22.33
340515 9 9q22.2
340526 X Xq13.1

340547 RefSeq X X Xq22.3 Xq22.3
RefSeq X Xq21.1

340581 X Xq26.3
340596 RefSeq X X Xq23 Xq23
340602 RefSeq X X Xp11.22 Xp11.22
340665 RefSeq 10 10 10q23.33 10q23.33
340706 RefSeq 10 10 10q25.3 10q25.3
340719 RefSeq 10 10 10q26.11 10q26.11
340990 11 11p15.1
341019 RefSeq 11 11 11p13 11p13
341032 RefSeq 11 11 11q23.1 11q23.1
341116 RefSeq 11 11 11q12.2 11q12.2
341208 11 11q21
341277 RefSeq 11 11 11p15.4 11p15.4
341350 RefSeq 12 12 12p11.22 12p11.22
341405 RefSeq 12 12 12q13.13 12q13.13
341567 RefSeq 12 12 12q13.11 12q13.11

341676 13 13q14.3
341880 14 14q22.2
341883 RefSeq 14 14 14q23.1 14q23.1
341947 RefSeq 14 14 14q32.13 14q32.13
342035 RefSeq 15 15 15q21.2 15q21.2

RefSeq 15 15q25.1



342184 15 15q13.3
342372 RefSeq 16 16 16q22.2 16q22.2
342527 RefSeq 17 17 17p13.2 17p13.2
342538 RefSeq 17 17 17q23.2 17q23.2
342574 RefSeq 17 17 17q21.2 17q21.2
342666 RefSeq 17 17 17q12 17q12
342667 RefSeq 17 17 17q12 17q12
342892 19 19q13.12

342908 19 19q13.31
342926 RefSeq 19 19 19q13.42 19q13.42
342945 RefSeq 19 19 19q13.43 19q13.43
342977 19 19p13.12
343035 RefSeq 1 1 1q32.3 1q32.3

343099 RefSeq 1 1 1p22.1 1p22.1
343450 RefSeq 1 1 1q31.3 1q31.3
343472 RefSeq 1 1 1p22.2 1p22.2
343641 RefSeq 20 20 20p13 20p13
343990 RefSeq 2 2 2q11.2 2q11.2

344558 2 2q13

344658 RefSeq 3 3 3q26.2 3q26.2
344752 RefSeq 3 3 3q25.1 3q25.1
344758 3 3q25.2
344805 3 3q13.2
344838 RefSeq 3 3 3q23 3q23
344901 RefSeq 3 3 3q28 3q28
345062 RefSeq 4 4 4q31.3 4q31.3
345193 RefSeq 4 4 4q25 4q25
345274 RefSeq 4 4 4q21.3 4q21.3
345275 RefSeq 4 4 4q22.1 4q22.1
345499 5 5q15
345611 5 5q33.1
11174 RefSeq 5 5 5q12.3 5q12
345757 RefSeq 5 5 5q21.1 5q21.1
346007 RefSeq 6 6 6q12 6q12
346288 RefSeq 7 7 7p11.2 7p11.2
346547 RefSeq 7 7 7q36.2 7q36.2
346562 7 7q21.11
346606 RefSeq 7 7 7q22.1 7q22.1

346673 RefSeq 7 7 7q33 7q33
346689 RefSeq 7 7 7q34 7q34

347088 RefSeq 9 9 9q33.3 9q33.3
347127 9 9q21.32
347148 RefSeq 9 9 9q34.12 9q34.2



347240 RefSeq 9 9 9p13.3 9p13.3
347344 RefSeq X X Xp11.23 Xp11.23
347365 RefSeq X X Xp11.21 Xp11.22
347404 RefSeq X X Xp21.1 Xp21.1
347516 RefSeq X X Xq13.1 Xq13.1
347517 X Xq13.1
347688 RefSeq 10 10 10p15.3 10p15.3
347730 RefSeq 2 2 2p12 2p12
347731 RefSeq 10 10 10q21.3 10q21.3
347732 RefSeq 5 5 5q31.1 5q31.1
347733 RefSeq 6 6 6p25.2 6p25
347734 RefSeq 6 6 6p21.1 6p12.1-p11.2
347735 RefSeq 1 1 1p35.2 1p35.1
347736 RefSeq 3 3 3q22.3 3q22.3
347741 RefSeq 17 17 17q25.1 17q25.1
347853 RefSeq 11 11 11q13.2 11q13.2
347862 RefSeq 11 11 11p15.5 11p15.5
347902 RefSeq 12 12 12q13.11 12q13.11
 protein FLJ33915 RefSeq 12 12 12q24.33 12q24.33
348013 RefSeq 13 13 13q34 13q34
348094 RefSeq 15 15 15q22.31 15q22.31
348110 RefSeq 15 15 15q26.1 15q26.1

c/medium-chain fat RefSeq 16 16 16p12.3 16p12.3
440481 18 18p11.21
348174 RefSeq 16 16 16q22.1

348235 RefSeq 17 17 17q23.2 17q23.2
348262 RefSeq 17 17p13.3
348303 RefSeq 19 19 19q13.2 19q13.2
348327 RefSeq 19 19 19q13.43 19q13.43
348477 1 1p36.33
348487 RefSeq 1 1 1p36.13 1p36.13
348645 RefSeq 22 22 22q13.33 22q13.33
 protein FLJ40869 RefSeq 2 2 2p24.2 2p24.2
348738 RefSeq 2 2 2p25.1 2p25.1
n, G-beta repeat-c RefSeq 3 3 3q29 3q29
348801 3 3q12.2
348807 RefSeq 3 3 3q21.2 3q21.2
348840 RefSeq 3 3 3q29 3q29
348932 RefSeq 5 5 5p15.33 5p15.33
348938 5 5q33.3
348995 RefSeq 6 6 6q25.1 6q25.1
al protein MGC22265|| 5 5p14.3
349075 RefSeq 7 7 7p11.2 7p11.2
349114 RefSeq 7 7 7p14.1 7p14.1
349136 RefSeq 7 7 7q36.1 7q36.1
349149 RefSeq 7 7 7q22.1 7q22.1
349152 RefSeq 7 7 7q22.1 7q22.1

349236 RefSeq 9 9 9q22.2 9q22.2
349334 RefSeq 9 9 9q13 9q13



elated protein|| RefSeq 2 2q14.1
349565 RefSeq 3 3 3q23 3q23

352909 RefSeq 19 19 19q13.42 19q13.4
340895 10 10p12.31

348378 RefSeq 1 1 1p32.3 1p32.3
348093 15 15q22.31

340017 4 4q32.1
353116 RefSeq 12 12 12q24.31 12q24.31

RefSeq 22 22q11.21
353139 RefSeq 1 1 1q21.3 1q21.3
353140 RefSeq 1 1 1q21.3 1q21.3
353142 RefSeq 1 1 1q21.3 1q21.3
353143 RefSeq 1 1 1q21.3 1q21.3
353144 RefSeq 1 1 1q21.3 1q21.3
353149 RefSeq 17 17 17p12 17p11.2
353174 RefSeq 17 17 17q25.1 17q25.3
353189 RefSeq 5 5 5q21.1 5q21.2
353274 RefSeq 3 3 3p21.32 3p21.32
353281 RefSeq 5 5 5q12.1 5q12.1

RefSeq 17 17 17q21.2 17q21.2
RefSeq 4 4q21.22

353299 RefSeq 1 1 1q25.3
353322 RefSeq 4 4 4q35.1 4q35.1
353323 RefSeq 21 21 21q22.3 21q22.3
353324 RefSeq 3 3 3p14.3 3p14.3
353333 RefSeq 21 21 21q22.3 21q22.3
353355 RefSeq 19 19 19q13.31 19q13.31
353376 RefSeq 5 5 5q22.3 5q23.1
353497 RefSeq 4 4 4p16.3 4p16.3
353500 RefSeq 1 1 1p34.3 1p34.3
353514 RefSeq 19 19 19q13.42 19q13.4
359710 RefSeq 20 20 20q11.21 20q11.21
359845 RefSeq 17 17 17p13.3 17p13
359948 RefSeq 1 1 1q42.3 1q42.3
360023 RefSeq 1 1 1q31.3 1q31.3

360132 RefSeq 7 7 7p11.2 7p11.1
360200 RefSeq 19 19 19p13.3 19p13.3
360203 RefSeq 9 9 9q34.3 9q34.3
360226 RefSeq 16 16 16p13.3 16p13.3
373509 RefSeq 15 15 15q21.2 15q21.1
373856 22 22q11.21
373861 RefSeq 17 17 17q21.33 17q21.33
373863 RefSeq 5 5 5q31.3 5q31.3
374286 RefSeq 17 17 17p12 17p12
374308 10 10p12.1
374354 RefSeq 10 10 10q25.3 10q25.3
yl-alpha-D-galactosRefSeq 11 11 11p15.3 11p15.3



374387 11 11p11.2
374393 RefSeq 11 11 11q12.1 11q12.1
374395 RefSeq 11 11 11q12.3 11q12.3
374403 RefSeq 11 11 11q13.2 11q13.2
374407 RefSeq 11 11 11q13.4 11q13.4

Cytochrome c, somRefSeq 11 11 11q13.4 11q13.3
374454 RefSeq 12 12 12q13.13 12q13.13

374467 RefSeq 12 12 12q23.1 12q23.1
374470 RefSeq 12 12 12q23.2 12q23.3
374569 14 14q32.33
374618 RefSeq 15 15 15q21.3 15q21.3
374649 RefSeq 15 15 15q25.2 15q25.2

cal protein LOC161RefSeq 15 15 15q25.2
374654 RefSeq 15 15 15q26.1 15q26.1
374655 RefSeq 15 15 15q26.1 15q26.1
374659 RefSeq 15 15 15q26.1 15q26.1
golgi autoantigen, RefSeq 15 15q25.2
374739 RefSeq 16 16 16q13 16q13
374768 RefSeq 17 17 17p13.1 17p13.1
374786 RefSeq 17 17 17q11.2 17q11.2
374864 RefSeq 18 18 18q12.1 18q12.1
374868 RefSeq 18 18 18q23 18q23
374872 RefSeq 19 19 19p13.3 19p13.3
374875 RefSeq 19 19 19p13.3 19p13.3
374877 RefSeq 19 19 19p13.2 19p13.2
374879 19 19p13.2
374887 RefSeq 19 19 19p13.11 19p13.11
374890 19 19p12
374897 RefSeq 19 19 19q13.12 19q13.12
374899 19 19q13.12
374900 RefSeq 19 19 19q13.12 19q13.12
374907 RefSeq 19 19 19q13.2 19q13.2
374918 RefSeq 19 19 19q13.32 19q13.32
374920 RefSeq 19 19 19q13.32 19q13.32
374928 RefSeq 19 19 19q13.43 19q13.43

RefSeq 1 1p36.32
374946 RefSeq 1 1 1p36.22 1p36.22
374955 RefSeq 1 1 1p36.13 1p36.13
374969 RefSeq 1 1 1p34.2 1p34.2
374973 1 1p33
374977 RefSeq 1 1 1p32.3 1p32.3
374986 RefSeq 1 1 1p31.1 1p31.1
374987 RefSeq 1 1 1p31.1 1p31.1
374992 RefSeq 1 1 1p22.2 1p22.2
375033 1 1q23.1
375035 RefSeq 1 1 1q24.2 1q24.2
375061 RefSeq 1 1 1q42.2 1q42.2
375096 RefSeq 20 20 20q11.23 20q11.23
149998 RefSeq 21 21 21q11.2 21p11.2



RefSeq 22 22q11.21
cal protein LOC220RefSeq 22 22 22q11.21
375189 RefSeq 2 2 2p23.3 2p23.3
375190 RefSeq 2 2 2p23.3 2p23.3

elated protein|| RefSeq 2 2q14.1
375287 RefSeq 2 2 2q23.3 2q23.3
375295 2 2q31.1
375298 RefSeq 2 2 2q31.3 2q31.3
375307 RefSeq 2 2 2q35 2q35

RefSeq 2 2 2q37.3 2q37.3
375323 RefSeq 3 3 3p25.3 3p25.3
375337 3 3p21.33
375341 RefSeq 3 3 3p21.31 3p21.31
375346 RefSeq 3 3 3p21.1 3p21.1
375347 RefSeq 3 3 3p14.3 3p14.3
375387 RefSeq 3 3 3q29 3q29
375444 RefSeq 5 5 5p12 5p12
375449 RefSeq 5 5 5q12.3 5q12.3
375484 RefSeq 5 5 5q35.2 5q35.2

e 6 open reading fr RefSeq 6 6 6p11.2 6
375519 RefSeq 6 6 6q15 6q15
375567 RefSeq 7 7 7p12.3 7p12.3

375607 RefSeq 7 7 7q22.1 7q22.1
375611 RefSeq 7 7 7q22.1 7q22.1
375612 RefSeq 7 7 7q22.2 7q22.2-q22.3
375616 RefSeq 7 7 7q32.1 7q32.3
375686 RefSeq 8 8 8q24.3 8q24.3

 7-like|| 9 9q12
375743 9 9q21.11

375757 9 9q34.11
375759 RefSeq 9 9 9q34.11 9q34.11
375775 RefSeq 9 9 9q34.3 9q34.3
375791 RefSeq 9 9 9q34.3

RefSeq 10 10q26.13
376132 RefSeq 12 12 12q15 12q15
376267 RefSeq 14 14 14q23.3 14q23.3
376497 RefSeq 19 19 19p13.11 19p13.11
376940 RefSeq 2 2 2q13 2q13
377007 RefSeq 2 2 2q37.3 2q37.3
377047 RefSeq 3 3 3p21.31 3p21.31
377630 RefSeq 8 8p23.1
377677 RefSeq 8 8 8q21.2 8q21.2
377711 8 8q24.3
377841 RefSeq 9 9 9q34.3 9q34.3
tif-containing 50C| RefSeq 7 7 7q11.23 7q11.23
378464 RefSeq 2 2 2p22.1 2p22.1



378805 7 7q32.3

378832 RefSeq 21 21 21q22.3 21q22.3
378884 RefSeq 6 6 6p22.3 6p22.3
378925 RefSeq 7 7 7q31.32 7q31.33
379034 8 8q22.3

386617 RefSeq 4 4 4p13 4p13
386618 RefSeq 13 13 13q14.12 13q14.12
386681 RefSeq 21 21 21q22.3 21q22.3
386683 RefSeq 21 21 21q22.3 21q22.3
386724 RefSeq 3 3 3p21.31 3p21
386757 RefSeq 16 16 16p11.2 16p11.2
386759 19 19q13.43
387032 RefSeq 6 6 6p22.1 6p21.33-p21.31

ox D4 like 3|| RefSeq 9 9 9q13 9q13
387119 RefSeq 6 6 6q22.31 6q22
387129 RefSeq 7 7 7p14.3 7p14.3
387254 RefSeq 16 16 16p12.2 16p12

RefSeq 7
group 12|| RefSeq 9 9 9q22.33 6p21.3
387332 RefSeq 14 14 14q22.3 14q22.3
387338 RefSeq 1 1 1p33 1p34
387496 RefSeq 13 13 13q12.2

ugating enzyme E2RefSeq 20 20 20q13.13 20q13.2
ugating enzyme E2RefSeq 20 20 20q13.13 20q13.2
387597 RefSeq 1 1 1q24.1 1q24.1
387601 RefSeq 11 11 11q12.3 11q12.3

rotein|| RefSeq 10 10 10p12.31 10p12.31
387694 RefSeq 10 10 10q22.3 10q22.3
387695 RefSeq 10 10 10q23.1 10q23.1
387758 RefSeq 11 11 11p14.2 11p14.2
387772 RefSeq 11 11 11q12.1 11q12.1
387836 RefSeq 12 12 12p13.31 12p13.31
387837 RefSeq 12 12 12p13.31 12p13.31
387882 RefSeq 12 12 12q23.3 12q23.3
containing protein RefSeq 12 12 12q24.31 12q24.31
387990 RefSeq 14 14 14q23.1 14q23.1
388007 RefSeq 14 14 14q32.13 14q32.13
388021 RefSeq 14 14 14q32.33 14q32.33
388115 RefSeq 15 15 15q15.1 15q15.1
388121 RefSeq 15 15 15q21.2 15q21.2
388165 RefSeq 15 15 15q25.2 15q25.2
388182 RefSeq 15 15 15q26.3 15q26.3
388218 RefSeq 16 16 16p12.3 16p12.3
ber RAS oncogene family|| 16 16q11.2
388289 RefSeq 16 16 16q22.3 16q22.3
388325 RefSeq 17 17 17p13.2 17p13.2
388336 RefSeq 17 17 17p12 17p12



388341 RefSeq 17 17 17p11.2 17p11.2
388364 RefSeq 17 17 17q11.2 17q11.2

C-C motif) ligand 4- RefSeq 17 17 17q12
388387 RefSeq 17 17 17q21.31 17q21.31
388428 RefSeq 17 17 17q25.3 17q25.3
388512 RefSeq 19 19 19p13.12 19p13.12

or protein|| RefSeq 19 19 19q13.11 19q13.11
RefSeq 19 19 19q13.12 19q13.12

388536 RefSeq 19 19 19q13.12 19q13.12
388555 RefSeq 19 19 19q13.32 19q13.32
388560 RefSeq 19 19 19q13.41 19q13.41
388569 RefSeq 19 19 19q13.43 19q13.43
388591 RefSeq 1 1 1p36.31 1p36.31
388611 RefSeq 1 1 1p36.11 1p36.11

388646 RefSeq 1 1 1p22.2 1p22.2
RefSeq 1 1p13.2

ated protein|| RefSeq 15 15 15q26.3 15q26.3
353219 RefSeq 6 6 6p22.2 6p22.1
353332 RefSeq 21 21 21q22.3 21q22.3
386684 RefSeq 21 21 21q22.3 21q22.3
386685 RefSeq 21 21 21q22.3 21q22.3
386679 RefSeq 21 21 21q22.3 21q22.3
386672 RefSeq 21 21 21q22.3 21q22.3
386680 RefSeq 21 21 21q22.3 21q22.3
386676 RefSeq 21 21 21q22.3 21q22.3
353133 RefSeq 1 1 1q21.3 1q21.3
353135 RefSeq 1 1 1q21.3 1q21.3
387870 12 12q21.31
387927 13 13q14.3

388228 16 16p11.2
353132 RefSeq 1 1 1q21.3 1q21.3
375704 RefSeq 9 9 9p13.3 9p13.3
389114 RefSeq 3 3 3p22.1 3p22.1
389119 RefSeq 3 3 3p21.31 3p21.31
389123 RefSeq 3 3 3p21.2 3p21.2

389136 RefSeq 3 3 3p12.1 3p12.1
389197 RefSeq 4 4 4p16.1 4p16.1
389199 RefSeq 4 4 4p16.1 4p16.1
389203 4 4p15.2
389206 RefSeq 4 4 4p13 4p13
389208 RefSeq 4 4 4q13.2 4q13.2
389320 RefSeq 5 5 5q23.2 5q23.2
389336 RefSeq 5 5 5q32 5q32

RefSeq 6 6 6p21.33 6p21.33
389383 RefSeq 6 6 6p21.31 6p21.31
389400 RefSeq 6 6 6p12.1 6p12.1
389434 RefSeq 6 6 6q25.1 6q25.1
389458 RefSeq 7 7 7p22.1 7p22.1



389558 RefSeq 7 7 7q33 7q33
389610 RefSeq 8 8 8p23.1 8p23.1
389649 RefSeq 8 8 8p12 8p12-p11.23
389658 RefSeq 8 8 8q11.23 8q11.23
RIKEN cDNA 3000RefSeq 8 8 8q22.1 8q22.1
389690 RefSeq 8 8 8q24.3 8q24.3
389692 RefSeq 8 8 8q24.3 8q24.3

RefSeq 9 9q21.32
389799 RefSeq 9 9 9q34.13 9q34.13
389812 RefSeq 9 9 9q34.3 9q34.3
389835 RefSeq 1

389852 RefSeq X X Xp11.23
389874 RefSeq X X Xq13.2 Xq13.2

390212 RefSeq 11 11 11q13.2 11q13.2
390511 RefSeq 14 14 14q32.33 14q32.33
390664 RefSeq 16 16 16p13.3 16p13.3

RefSeq 4 4p16.1
392490 RefSeq X X Xq13.1 Xq13.1

399512 RefSeq 17 17 17p13.1 17p13.1
399563 RefSeq 1 1 1p36.21
399664 RefSeq 19 19 19p13.3 19p13.3
399665 RefSeq 9 9 9q34.11
399670 RefSeq 7 7 7q21.11
399671 RefSeq 14 14 14q24.3

ced anti-apoptotic f RefSeq 17 17 17q11.2 17q11.2
399693 9
399694 RefSeq 15 15 15q21.1 15q21.1-q21.2
399717 RefSeq 10 10 10p14 10p14

RefSeq 10 10q26.13
399823 RefSeq 10 10 10q26.2 10q26.2

RefSeq 11 11p15.5
399879 RefSeq 11 11 11p13 11p13
399947 RefSeq 11 11 11q22.3 11q22.3
399948 RefSeq 11 11 11q23.1 11q23.1
399949 RefSeq 11 11 11q23.1 11q23.1

RefSeq 11 11q24.3
399980 RefSeq 11 11 11q25 11q25

RefSeq 12 12p13.31
400002 RefSeq 12 12 12p13.31 12p13.31
400073 RefSeq 12 12 12q24.11 12q24.11
400077 RefSeq 12 12 12q24.22 12q24.22
196385 RefSeq 12 12 12q24.31 12q24.31
196385 RefSeq 12 12 12q24.31 12q24.31
400110 RefSeq 13 13 13q12.12 13q12.12
400120 RefSeq 13 13 13q13.3 13q13.3
400165 RefSeq 13 13 13q34 13q34

RefSeq 14 14q13.3



400223 RefSeq 14 14 14q24.1 14q24.1
400242 RefSeq 14 14 14q32.13 14q32.13
400359 RefSeq 15 15 15q14 15q14
400360 RefSeq 15 15 15q14 15q14
400451 RefSeq 15 15 15q26.1 15q26.1
400454 RefSeq 15 15 15q26.1 15q26.1
400511 RefSeq 16 16 16p12.1 16p12.1
400535 RefSeq 16 16 16q12.1 16q12.1

RefSeq 16 16q22.1
400556 RefSeq 16 16 16q24.3 16q24.3

RefSeq 16 16q24.3
400579 RefSeq 17 17 17p11.2
400591 RefSeq 17 17 17q12 17q12

RefSeq 17 17q21.2
400627 RefSeq 17 17 17q25.3 17q25.3
400658 RefSeq 18 18 18q23 18q23
400661 RefSeq 18 18 18q23 18q23
400666 RefSeq 19 19 19p13.3 19p13.3
400679 RefSeq 19 19 19p13.11 19p13.11
400696 RefSeq 19 19 19q13.2 19q13.2

RefSeq 1 1p36.33
RefSeq 1 1p32.3
RefSeq 1 1q23.1

400798 RefSeq 1 1 1q25.2 1q25.2
400823 RefSeq 1 1 1q41 1q41
400830 RefSeq 20 20 20p13 20p13
400841 RefSeq 20 20 20q11.1 20q11.1
400860 RefSeq 21 21 21q21.2 21q21.2
400863 RefSeq 21 21 21q22.11 21q22.11
400870 RefSeq 21 21 21q22.3 21q22.3
400892 RefSeq 22 22 22q11.21 22q11.21
400926 RefSeq 22 22 22q12.3 22q12.3

RefSeq 22 22q13.31
rotein|| RefSeq 22 22 22q13.31 22q13.31
400934 RefSeq 22 22 22q13.33 22q13.33
400940 RefSeq 2 2 2p25.2 2p25.2
400943 RefSeq 2 2 2p25.1 2p25.1
401013 RefSeq 2 2 2q21.2 2q21.2
401024 RefSeq 2 2 2q32.1 2q32.1
401040 RefSeq 2 2 2q37.3 2q37.3
401044 RefSeq 2 2 2q37.3 2q37.3
401045 RefSeq 2 2 2q37.3 2q37.3
401080 RefSeq 3 3 3q12.1 3q12.1

RefSeq 3 3q26.31
401105 RefSeq 3 3 3q27.3 3q27.3
401114 RefSeq 4 4 4p16.3 4p16.3
401123 RefSeq 4 4 4p15.2 4p15.2
401145 RefSeq 4 4 4q22.1 4q22.1

RefSeq 4 4q31.21
RefSeq 5 5p15.33
RefSeq 5 5q13.2



401232 RefSeq 6 6 6p25.2 6p25.2
RefSeq 6 6p21.33

401253 RefSeq 6 6 6p21.31 6p21.31
401258 RefSeq 6 6 6p21.31 6p21.31-p21.2
401262 RefSeq 6 6 6p21.1 6p21.1
401263 RefSeq 6 6 6p12.3 6p12.3
401278 RefSeq 6 6 6q24.3 6q24.3
401281 RefSeq 6 6 6q25.3 6q25.3
401288 RefSeq 6 6 6q27 6q27
401388 RefSeq 7 7 7q21.3 7q21.3
401459 RefSeq 8 8 8q11.21 8q11.21
401472 RefSeq 8 8 8q22.3 8q22.3
401474 RefSeq 8 8 8q24.12 8q24.12
401508 RefSeq 9 9 9p13.1 9p13.1

RefSeq 9 9q21.33
401554 RefSeq 9 9 9q34.11 9q34.11
401562 RefSeq 9 9 9q34.3 9q34.3
401563 RefSeq 9 9 9q34.3 9q34.3

RefSeq X Xq22.1
ng enzyme 3|| 4 4p16.1
403312 RefSeq 11 11 11q24.2
403313 RefSeq 9 9 9p24.1
403314 RefSeq 1 1 1q25.3

RefSeq 9 9q12
403340 RefSeq 17
404037 RefSeq 19 19 19p13.11 19p13.1
404093 RefSeq 17 17 17q23.2 17q23.2
404201 RefSeq 4 4 4q21.23
404203 RefSeq 5 5 5q32 5q32
404217 RefSeq 19 19 19p13.2 19p13.2
404220 RefSeq 6 6 6p25.2 6p25.2
404281 RefSeq X X Xp22.11 Xp22.2-p22.1
404552 RefSeq 11 11 11q12.3
404636 RefSeq 10 10 10q26.11 10q25
404672 RefSeq 6 6 6q25.3 6q25.3

anslation initiation f RefSeq 5 5 5q31.2 5q31.2
e 1|| RefSeq 14 14 14q11.1 14q11.1
ibronectin type 3 a RefSeq 9 9 9q31.2 9q31
405753 RefSeq 15 15 15q21.1 15q15.1
389084 RefSeq 2 2 2q37.1 2q37.1
407 RefSeq X X Xq13.1 Xcen-q21
409 RefSeq 17 17 17p13.2 17p13
414 RefSeq X X Xp22.33 Xp22.3
2180 RefSeq 4 4 4q35.1 4q34-q35

3761 RefSeq 22 22 22q13.1 22q13.1
proteinase-like 1|| RefSeq 16 16 16p13.3 16p13.3
4430 RefSeq 2 2 2q32.3 2q12-q34
6832 RefSeq 10 10 10q22.1 10q22.1
7047 RefSeq 3 3 3p21.31 3p22-p21.33
8331 RefSeq 6 6 6p22.1 6p22-p21.3



8332 RefSeq 6 6 6p22.1 6p22-p21.3
8336 RefSeq 6 6 6p22.1 6p22-p21.3
8672 RefSeq 1 1 1p36.12 1p36.12
8729 RefSeq 10 10 10q24.32 10q24
9129 RefSeq 1 1 1q21.2 1q21.1
9830 RefSeq 9 9 9q22.33 9q22.33
9945 RefSeq 5 5 5q35.3 5q34-q35
9947 RefSeq X X Xq27.2 Xq26
9976 RefSeq 12 12 12p13.31 12p13-p12
9980 RefSeq 21 21 21q22.12 21q22.2
10280 RefSeq 9 9 9p13.3 9p13.3
23469 RefSeq 6 6 6q12 6q12
kDa|| RefSeq 19 19 19q13.33 19q13.33
26664 RefSeq 19 19 19p13.12 19p13.1
27013 RefSeq 2 2 2q35 2q35
29015 RefSeq 11 11 11q12.1 11q11
53981 RefSeq 14 14 14q32.12 14q31.1
54020 RefSeq 21 21 21q22.3 21q22.3
55972 RefSeq 7 7 7q21.12 7q21.12
57228 RefSeq 12 12 12q13.13 12q13.13
85320 RefSeq 16 16 16q12.1 16q12.1

254225 11 11q13.4
254359 RefSeq 11 11 11q13.2 11q13.2
283576 RefSeq 14 14 14q24.3 14q24.3
283694 15 15q11.2

389084 RefSeq 2 2 2q37.1 2q37.1
389765 9 9q21.33
414328 RefSeq 9 9 9q21.32 9q21-q22
415116 RefSeq 22 22 22q13.33 22q13
440683 1 1q21.1

f-containing 67|| 1 1q42.2

493829 16 16p11.2
128977 RefSeq 22 22 22q11.21 22q11.21
164153 RefSeq 1 1 1p13.3 1p13.3
339942 3 3q21.3
388407 RefSeq 17 17 17q23.2 17q23.2
51337 RefSeq 8 8 8q24.3 8q24.3
8330 RefSeq 6 6 6p22.1 6p22-p21.3
, H2bg|| RefSeq 6 6 6p22.2 6p21.3
8345 RefSeq 6 6 6p22.2 6p21.3
8346 RefSeq 6 6 6p22.2 6p21.3
8340 RefSeq 6 6 6p22.1 6p22-p21.3
8341 RefSeq 6 6 6p22.1 6p22-p21.3
8355 RefSeq 6 6 6p22.2 6p21.3
8337 RefSeq 1 1 1q21.2 1q21.2
84981 RefSeq 17 17 17p13.3 17p13.3
389741 RefSeq 9 9 9p12 9q21.11
399669 RefSeq 19 19 19q13.41 19q13.41



399668 RefSeq X X Xq26.3 Xq26.3
MGC71805|| RefSeq 19 19 19p13.2 19p13.2
29990 RefSeq 7 7 7q22.1 7q22.1

RefSeq 17 17q11.2
93622 RefSeq 4 4 4p16.1 4p16.1
93082 RefSeq 2 2 2q11.2 2q11.2
91661 RefSeq 19 19 19q13.42 19q13.42
440138 13 13q14.2
388394 RefSeq 17 17 17q21.32 17q21.32

RefSeq 1 1p35.1
155036 7 7q36.1
128439 RefSeq 20 20 20q11.23 20q11.23

127003 1 1p13.3

137829 1 1p13.3

149643 1 1q32.3

163301 1 1p36.22

285307 3 3p23
285643 5 5q33.2
391013 1 1p36.12
122335 13 13q33.3
121792 13 13q34
256483 1 1p31.1
343221 1 1p31.1
126987 1 1p21.1

221140 13 13q12.11
283530 13 13q12.12
220416 13 13q14.13
199882 1 1q21.2
144762 13 13q21.31

5757 13 2q35-q36

283523 13 13q11

338870 13 13q12.11

341651 13 13q14.11
expressed antigen 6 isoform 1|| 13 13q14.2

341720 13 13q22.3



199897 1 1p31.3

149224 1 1p31.2
e 19 open reading frame 27|| ? 19p13.3
200019 1 1q21.1

127099 1 1q24.3

126772 1 1p36.31
127602 1 1q42.12

145414 14 14q22.3
338918 14 14q24.3
283583 14 14q31.3

256394 14 14q32.13
256453 14 14q32.13
283604 14 14q32.32

122706 14 14q11.2
122585 14 14q13.1

341912 14 14q24.3

23252 1 1p36.13
127309 1 1p36.12
343381 1 1p36.12

149281 1 1q24.2
148713 1 1q32.1

284672 1 1p22.2
343474 1 1p22.2
148766 1 1p13.1
343505 1 1p12



343484 1 1q44

339553 1 1p36.21
protein DJ845O24.2|| 1 1p36.21

339453 1 1p36.33
343531 1 1p36.13

145846 15 15q14
146053 15 15q15.2
255320 15 15q15.2

197135 15 15q21.1
116166 15 15q21.1
145660 15 15q21.1
145788 15 15q21.3
145780 15 15q21.3

S3a; 40S ribosomal protein S3a; v-fos transform15
145853 15 15q23
123397 15 15q23
338949 15 15q24.1
igen, golgin subfamily A member 6 (Golgin link 15 15q24.1

cal protein LOC283728|| 15 15q25.2

339025 15 15q26.2
284623 1 1q23.1

343052 1 1q21.3
164118 1 1q22

283780 15 15q26.3
339022 15 15q11.2

cal protein LOC283683|| 15 15q11.2

151451 2 2p24.1

339693 2 2q13
284964 9 9p24.3
151154 2 2q14.2



200373 2 2q14.2
253662 2 2p25.3
283816 16 16p13.13

tein L7 (LOC146110), mRNA 16

151320 2 2q11.2

otein S27a|| 16 2p16
339065 16 16q22.1

cal protein LOC146517|| 16 16q22.2
197317 16 16q24.3
146439 16 16p13.3
342346 16 16p13.3
283953 16 16p13.2
197387 16 16p11.1
130106 2 2p23.3
ein, large, P0|| 2 12q24.2

285053 2 2p16.3

151443 2 2p16.1
130839 2 2p16.1
339804 2 2p15
146167 16 16q23.3
123855 16 16q24.1
200731 2 2p14
344165 2 2p11.2
344382 2 2p22.2
344405 2 2p16.1
339799 2 2p16.1
344423 2 2p16.1

344167 2 2p11.2
200475 2 2p25.2
200491 2 2p25.3
200493 2 2p25.3

344065 2 2q11.1
129870 2 2q11.1

339746 2 2p11.1
339562 2 2p11.1

vel protein similar to heparan sulfate (glucosam16 16p13.3
150519 2 2q21.1



339760 2 2q14.3
344227 2 2q21.1

284988 2 2q21.1
284120 17 17q25.3
339162 17 17q25.3
124685 17 17q24.3

339771 2 2q37.3
151507 2 2q37.1
255275 17 17q25.3
130063 2 2p25.1
151261 2 2p24.3

201140 17 17p13.1
339237 17 17p11.2
147166 17 17p11.2
284134 17 17q21.2

339782 2 2q23.3

285141 2 2q31.1
151273 2 2q32.1
200624 2 2q33.1
151256 2 2q33.1
200726 2 2q33.3
151363 2 2q35

344178 2 2q31.1
344191 2 2q31.1

cal protein LOC200772|| 2 2q37.3
284067 17 17q21.31

285095 2 2p25.3
339209 17 17q22
342600 17 17q23.2

253013 17 17q23.3
152122 3 3p14.1
339875 3 3p13
285296 3 3p12.3
ne 2 protein|| 3 4q35

339281 17 17q11.2
342659 17 17q11.2
256223 17 17p11.2



201475 18 18p11.22
284232 18 18p11.21

(LOC284269), mRNA 18

molog 2 (Drosophila)|| 18 15q15.1
342850 18 18p11.21
201484 18 18q11.2
284260 18 18q12.3
201501 18 18q21.1
147468 18 18q11.2

3 1q21.2
131405 3 3p23

339902 3 3p14.2
132203 3 3p14.2

344797 3 3p14.3

284293 18 18q21.33
339306 18 18q22.2

344595 3 3q13.12
151760 3 3q13.13
151579 3 3q13.31

3 1q21
201651 3 3q25.1
342865 19 19q12
152118 3 3q25.2
256283 3 3q25.2
147941 19 19q13.11
147942 19 19q13.11
126374 19 19q13.11
253820 3 3q26.2
344657 3 3q26.2
200916 3 3q26.2

147975 19 19q13.13
285382 3 3q27.2
339926 3 3q27.2

200959 3 3q11.2-q12.1



148003 19 19q13.2

342900 19 19q13.2
131909 3 3q12.3

147710 19 19q13.31
344741 3 3q24
344760 3 3q25.31

131055 3 3q26.1
342918 19 19q13.33
339351 19 19q13.41
152138 3 3q28
162962 19 19q13.41

284417 19 19q13.42
342931 19 19q13.42
342933 19 19q13.43

133185 4 4p15.1
126435 19 19p13.3
284422 19 19p13.3

90024 4 4q24
285412 4 4q25

C201989), mRNA 4
345079 4 4q21.1
132556 4 4q23

256085 4 4q25
344988 4 4q27
339951 4 4q28.1
255809 19 19p13.2
otein 20 (Zinc finger protein KOX13) (DKFZp5719 19p13.2
284387 19 19p13.2
342972 19 19p13.2
284393 19 19p13.13
342979 19 19p13.12
126037 19 19p13.12
339377 19 19p13.12
284441 19 19p12
148198 19 19p12

342969 19 19p13.2



342994 19 19p12
126502 19 19p12
152586 4 4q31.1
166752 4 4q31.21
345051 4 4q31.22

152905 4 4q31.21

339970 4 4q13.2

285435 4 4q35.1

translational release factor 1-like|| 4 6q25-q26
254938 4 4q12
255130 4 4q12
339977 4 4q11
285453 4 4q12
132969 4 4p16.3

132870 4 4p16.2

149704 20 20q13.12
me 20 open reading frame 119|| 20

149709 20 20q13.12
200230 20 20q13.13
339583 20 20q13.31

343578 20 20q11.23

339997 4 4p14
285479 4 4p16.1

rotein S1, serine-rich domain|| 4 16p13.3

149913 20 20p11.21
149934 20 20p11.1
343637 20 20p13
219414 20 20p12.3
153297 5 5p15.32
134111 5 5p15.31
285694 5 5p15.2
345711 5 5p15.2

343705 20 20q11.22
285721 5 5q33.3
133874 5 5q35.1



253314 5 5q35.2
134541 5 5q34
345630 5 5q34
345456 5 5q35.3
153770 5 5q32
255187 5 5q32

345537 5 5q31.3
150051 21 21q22.11
200292 21 21q22.3

153778 5 5q21.3
153441 5 5q23.2
285703 5 5q21.1

345576 5 5q21.3

153134 5 5q11.2
345643 5 5q11.2
133993 5 5q12.3
345645 5 5q11.2
345651 5 5q11.2

253254 5 5p13.1

initiation factor TFIID subunit 11 (Transcription 5 5p15.1
ore-binding protein 6; cervical cancer oncogene 5

285711 5 5q13.3

150207 22 22q11.21
150221 22 22q11.21
284890 22 22q11.23
284901 22 22q12.1

22
150371 22 22q13.2
343854 22 22q11.23
285658 5 5q35.3
345462 5 5q35.3
f mouse Sds3|| 5 12q24.23
340089 5 5q13.2
284931 22 22q13.32
164714 22 22q13.33
203413 X Xq23

ene supported by NM_006990; AB026542|| X 1p36.11-p34.3

347376 X Xp11.22
347549 X Xp11.22



256096 6 6q22.31
345930 6 6q24.1
340148 6 6q24.1

285741 6 6q24.2
340152 6 6q25.1
345829 6 6q25.1

347424 X Xq22.1

158830 X Xq13.1
158825 X Xq13.1

286495 X Xq13.3

347359 X Xq13.2

158813 X Xq27.3
340168 6 6q13

139046 X Xq28
153959 6 6q14.1
340171 6 6q14.1
202546 6 6q27
154323 6 6q27
346085 6 6q27

340591 X Xp22.2
158730 X Xp21.1
92552 X Xp22.2

170067 X Xp22.11
347541 X Xp21.3
347442 X Xp21.3

139431 X Xp21.1

347475 X Xq26.2
139542 X Xq26.3
347512 X Xq28

203510 X Xq23
158957 X Xq28
139735 X Xq28



158796 X Xq24
286423 X Xq25
347454 X Xq24

347411 X Xp11.4
346157 6 6p22.1

222701 6 6p22.1
346171 6 6p22.1

ase subunit VIa polypeptide 1 precursor; cytoch6
221344 6 6p12.1

unit 12B isoform b; myosin phosphatase regulaY
otein|| 7 7p11.2

28|| 7 7p12.2
KIAA1074)|| 7 7
285872 7 7q36.3
otein 58 (Zfp-58) (Zinc finger protein Mfg-1)|| 7 7q11.21
n zero-like 1 isoform a; protein zero related|| 7 7
orted by AL137266|| 7 7q11.23
|| 7 7q11.21
dent protein kinase type I-beta regulatory chain 7 7
285929 7 7p21.3
orted by AK025200|| 7 7
340286 7 7p14.1

A A930017N06 gene|| 7 7p22.3
ceptor, ionotropic, delta 2 (Grid2) interacting pro7 7p22.1
orted by AB033109; AY101765; NM_015692|| 7 7p21.3

17|| 7 7
protein 4931409K22|| 7 7q36.1

motif-containing 50B|| 7 7q11.23
255374 7 7q22.1

74|| 7 7
7 7q22

86|| 7 7
89|| 7 7

otein L18; 60S ribosomal protein L18|| 7 7



A 6332401O19 gene|| 7 7q31.33
otein L15|| 7 7
VI collagen isoform 2C2 precursor; collagen VI, 7 7p21.3
obox|| 7 7p22.3

motif-containing 50B|| 7 7q11.23
us nuclear ribonucleoprotein A1 (Helix-destabili7 7
137814 8 8p21.2
286129 8 8p21.2

286080 8 8q24.3

340393 8 8q24.3
203076 8 8p23.1
92755 8 8p12

286151 8 8q22.2
346887 8 8q23.1
340359 8 8q24.13
157708 8 8q11.23
157813 8 8q12.2

346950 8 8q12.1
286157 8 8q21.11

ein 5|| 8 6p21.3

158104 9 9q22.1

203235 9 9q34.3

158345 9 9p24.1
138729 9 9p13.3

340501 9 9p13.2
340511 9 9q31.1

340477 9 9q33.1
347265 9 9q22.33
347273 9 9q31.1

143243 10 10q22.3

340654 10 10q23.31
119358 10 10q23.31

29|| 10 10q11.21



143158 10 10q11.21

118670 10 10q26.13
340784 10 10q26.13
143034 10 10p15.3

283065 10 10q22.2
221017 10 10q22.1
338611 10 10q22.1
143244 10 10q22.3

known function|| 10 10p12.33
338616 10 10p12.1
340947 10 10p11.21

340900 10 10p12.31

143941 11 11q23.3
283157 11 11q24.1

us nuclear ribonucleoprotein A1|| 12 12q13.1
196266 11 11q23.3
283155 11 11q23.3

219797 11 11q25
341098 11 11q25
219537 11 11q12.1
255649 11 11q12.1
256676 11 11q13.1
254439 11 11q13.2

341112 11 11q12.1
olog B1 (C. elegans)|| 11 11q13
283202 8 8p23.1

338731 11 11p15.5
120146 11 11q14.3

120105 11 11q14.3
338749 11 11p15.4
283116 11 11p11.12
283247 11 11p11.12



91561 11 11p15.1

219638 11 11p11.2

144448 12 12q21.31

283398 12 12q22
253724 12 12q23.3
338756 12 12q21.2

283389 12 12q13.11
255411 12 12q13.12

256176 12 12q14.1
341412 12 12q13.13
144581 12 12q14.2
341315 12 12q14.2
341333 12 12q15
144404 12 12q24.31
341392 12 12p13.31
341371 12 12p11.23
341346 12 12p11.23
144383 12 12p11.21
144631 12 12p11.1
90193 12 12p12.3
341370 12 12p11.23

338825 12 12q24.32
283440 12 12p13.33
341511 12 12p13.33

32|| 1 1q32.2
388734 1 1q32.2



388735 1 1q32.3
388738 1 1q41

391162 1 1q41
391165 1 1q41
400733 1 1p36.23

388593 1 1p36.22

390992 1 1p36.31
388752 1 1q42.13
388641 1 1p31.1
388642 1 1p31.1
388643 1 1p31.1
149047 1 1p31.1

400763 1 1p21.3
400764 1 1p21.3
388652 1 1p21.3

391062 1 1p21.2
388655 1 1p21.1

1 1p36.13
400741 1 1p36.13
400742 1 1p36.13
389772 9 9q22.31
390975 19 19q13.42

390999 1 1p36.21
400743 1 1p36.13

391088 1 1q21.1

388699 1 1q21.3
388622 1 1p34.2
388623 1 1p34.2
388624 1 1p34.2
400751 1 1p34.1
400752 1 1p34.1
388628 1 1p33
388630 1 1p33



35|| 1 1p32.3
400756 1 1p31.3
388638 1 1p31.3

388639 1 1p31.1
391030 1 1p34.2
391035 1 1p34.1

391045 1 1p31.3
391047 1 1p31.2
400778 1 1q21.1

sterase 4D interacting protein (myomegalin)|| 1 1q12
391092 1 1q21.1
388687 1 1q21.1
388688 1 1q21.1

orted by AK123662|| 1 1q21.1
388731 1 1q32.1
388579 1 1p36.33
401945 1 1p36.11
388587 1 1p36.32
390988 1 1p36.32
388586 1 1p36.32

388716 1 1q25.1
400796 1 1q25.2
400799 1 1q25.3

391144 1 1q25.3
388616 1 1p35.2
400748 1 1p35.2
400749 1 1p35.1
391025 1 1p35.3
388589 1 1p36.32
401937 1 1p36.32
388743 1 1q42.11

388746 1 1q42.12

388751 1 1q42.13
391169 1 1q42.12
401983 1 1q42.13

cal gene supported by AK124869|| 1 1p36.12
388604 1 1p36.12
388605 1 1p36.12

400793 1 1q23.3
388713 1 1q24.2



388720 1 1q31.2
388722 1 1q31.3
400800 1 1q31.3-q32.1
388727 1 1q32.1
Interferon-induced guanylate-binding protein 1 1 1p22.2
Interferon-induced guanylate-binding protein 1 1 1p22.2
400761 1 1p22.2

401954 1 1p22.2

388755 1 1q43

400813 1 1q44
al protein similar to preferentially expressed ant 1 1p36.21

protein DJ845O24.2|| 1 1p36.21

440608 1 1
400723 11 11p15.5

scription factor II-I (GTFII-I) (TFII-I) (Bruton tyro 16 16q24.3
400726 11 11p15.5
388577 17 1p36.33
388581 1 1p36.33

400729 1 1p36.33
400730 1 1p36.33

388684 1 1q21.1
400818 1 1p36.33
391205 1 1p36.32

stis-specific protein NYD-TSP1|| 1 1q42.12
388617 1 1p34.3
400781 1 1q21.1
400782 1 1q21.1

400790 1 1q23.1
400792 1 1q23.3
388709 1 1q23.3

388763 1 1p36.33
440746 1 1p36.33

1 1q21.1



400945 2 2p24.2
388927 2 2p24.1
400946 2 2p24.1
388928 2 2p24.1
391353 2 2p24.3
400999 2 2q13
389023 2 2q14.1
389024 2 2q14.1
389025 2 2q14.2
389028 2 2q14.3

71 protein|| 2

388922 2 2p25.3
400988 2 2q11.2
400992 2 2q12.1
389019 2 2q13
402094 2 2q12.1
402095 2 2q12.2
389089 2 2q37.3
388929 2 2p24.1
orted by BX647146|| 2 2p23.3

388934 2 2p23.3
400948 2 2p23.3
388937 2 2p23.2
388938 2 2p23.2
388939 2 2p23.2

388942 2 2p21
400950 2 2p21
388943 2 2p21
400952 2 2p21
388946 2 2p21
388947 2 2p21
orted by BC062774|| 2 2p21
388949 2 2p16.3
400953 2 2p16.3
400954 2 2p16.3
388952 2 2p16.1
400955 2 2p16.1
400957 2 2p16.1
388955 2 2p15
400958 2 2p14

400960 2 2p13.3
400961 2 2p13.3
388959 2 2p13.2
388960 2 2p13.1



388963 2 2p13.1

400964 2 2p11.2

omoting complex subunit 1; anaphase-promotin2 2p11.2
400969 2 2p11.2
391358 2 2p23.3
391359 2 2p23.3
391360 2 2p23.3

391373 2 2p16.3
402072 2 2p16.3
402066 2 2p25.3
391347 2 2p25.3
388923 2 2p25.2
400937 2 2p25.3

389002 2 2q11.1
400985 2 2q11.2
400987 2 2q11.2
442030 2 2q11.2
402098 2 2q13
391403 2 2p11.1
389000 2 2p11.1
391405 2 2p11.1
orted by AK093281|| 2 2q21.1
389039 2 2q21.1
389043 2 2q21.1
389048 2 2q21.1
389049 2 2q21.2
389050 2 2q21.2
401014 2 2q22.3

389029 2 2q14.3
2 2q14.3

389033 2 2q21.1
protein A230046P18; cDNA sequence BC055752 2q21.1

389085 2 2q37.1
401037 2 2q37.3

87|| 2 2q37.3
401038 2 2q37.3
400942 2 2p25.1
388924 2 2p25.1

44|| 2 2p24.3
391352 2 2p25.1
389055 2 2q24.1



A 5830415L20|| 2 2q24.1

389059 2 2q31.1
401019 2 2q31.1
401020 2 2q31.1
401021 2 2q31.1
401025 2 2q32.1
401026 2 2q32.2
389067 2 2q32.3
389069 2 2q33.1

70|| 2 2q33.1
389071 2 2q33.3
389072 2 2q33.3
389073 2 2q33.3

401032 2 2q36.1
389077 2 2q36.3

cal protein LOC257407|| 2 2q37.1
389081 2 2q37.1

391462 2 2q31.1
391475 2 2q33.3
402117 2 2q34-q35
391481 2 2q35

391491 2 2q37.1
391498 2 2q37.3
402100 2 2q13

389129 3 3p13
401078 3 3p11.1

391555 3 3p12.2
401048 3 3p26.1
401050 3 3p25.3
401051 3 3p25.3

389095 3 3p25.3
401053 3 3p25.3
401054 3 3p25.1
401056 3 3p24.3
401057 3 3p24.3
389099 3 3p24.3
401058 3 3p24.3
401059 3 3p24.2
389100 3 3p24.1
389101 3 3p23
389102 3 3p23
389105 3 3p22.3
389107 3 3p22.3



389108 3 3p22.3
389112 3 3p22.1
401061 3 3p22.1
401062 3 3p21.31
401065 3 3p21.31
389117 3 3p21.31

389120 3 3p21.31
401067 3 3p21.2
389124 3 3p21.2
401068 3 3p21.1
389127 3 3p14.2
401070 3 3p14.1

391509 3 3p25.3

391542 3 3p14.1
389188 3 3q29
389189 3 3q29
389192 3 3q29
402157 3 3q29
401106 3 3q29
389137 3 3q11.2
401079 3 3q12.1
389139 3 3q12.1
401081 3 3q13.13
401082 3 3q13.13
389142 3 3q13.32
389143 3 3q13.33
401085 3 3q21.2
389147 3 3q21.3
401087 3 3q21.3
389149 3 3q21.3
389150 3 3q22.3
401089 3 3q22.3

389153 3 3q23
389158 3 3q24
389159 3 3q24
389160 3 3q25.1
389161 3 3q25.1
389162 3 3q25.1
389163 3 3q25.1
389166 3 3q25.1
389167 3 3q25.1
389168 3 3q25.31
401095 3 3q25.31

401097 3 3q25.33



401098 3 3q25.33
389172 3 3q25.33
389173 3 3q26.1
389174 3 3q26.2
389177 3 3q26.31
401101 3 3q26.32
389178 3 3q26.33
401103 3 3q26.33
389182 3 3q27.1
389183 3 3q27.3
389184 3 3q27.3
389185 3 3q27.3

402152 3 3q26.33
401124 4 4p14

 LOC401126|| 4 4p14
401128 4 4p14

389212 4 4q22.1
401147 4 4q24

protein LOC284701|| 4 4q26
401151 4 4q26
441038 4 4q26

391692 4 4q27

389224 4 4q31.1

389230 4 4q31.21
389232 4 4q31.3
389233 4 4q31.3
389236 4 4q32.1
389237 4 4q32.1
389239 4 4q32.3
389240 4 4q32.3
391705 4 4q31.3

401134 4 4q13.1

401136 4 4q13.2
391656 4 4q13.1
391661 4 4q13.2
91351 4 4q32.3



389242 4 4q34.1
389243 4 4q34.1
389246 4 4q35.1
389247 4 4q35.1
389248 4 4q35.2
389250 4 4q35.2
401164 4 4q35.2

389252 4 4q35.2
391722 4 4q35.1
391723 4 4q35.1
401132 4 4q12
401112 4 4p16.3
402160 4 4p16.3
401119 4 4p16.1
389207 4 4p13
389202 4 4p15.32
389204 4 4p15.2
389257 5 5p15.33
401169 5 5p15.33
389264 5 5p15.33
389267 5 5p15.33
285577 5 5p15.33
389268 5 5p15.33
389269 5 5p15.33
255167 5 5p15.31
389271 5 5p15.2
389273 5 5p15.2
401175 5 5p15.2
401176 5 5p15.1
389275 5 5p15.1
401177 5 5p15.1
391733 5 5p15.33

389341 5 5q33.3
401216 5 5q34
389342 5 5q34
389345 5 5q35.2
401220 5 5q35.2

otein|| 5 5q35.2

391847 5 5q35.1
391849 5 5q35.1

23004 5 5q15
389310 5 5q15
389311 5 5q15
389335 5 5q31.3



orted by BX640700|| 5 5q32
389338 5 5q33.1
389339 5 5q33.2
401215 5 5q33.2
391840 5 5q33.1
401204 5 5q21.1
389318 5 5q23.1
389319 5 5q23.2
389321 5 5q23.2
401207 5 5q23.2

protein|| 5 5q23.2
389325 5 5q23.3
389329 5 5q31.1
389330 5 5q31.1
389331 5 5q31.1
389332 5 5q31.1
401210 5 5q31.2
389333 5 5q31.2
391817 5 5q21.3
389290 5 5q11.2
401188 5 5q11.2
389293 5 5q12.1
401190 5 5q12.3

389276 5 5p14.3

401180 5 5p13.2
401182 5 5p13.1

389288 5 5p12

initiation factor TFIID subunit 11 (Transcription 5 5p15.1
initiation factor TFIID subunit 11 (Transcription 5 5p15.1
initiation factor TFIID subunit 11 (Transcription 5 5p15.1
initiation factor TFIID subunit 11 (Transcription 5 5p15.1
initiation factor TFIID subunit 11 (Transcription 5 5p15.1
initiation factor TFIID subunit 11 (Transcription 5 5p15.1

ng enzyme 3|| 4 4p16.1
ng enzyme 3|| 4 4p16.1
ng enzyme 3|| 4 4p16.1
ng enzyme 3|| 4 4p16.1
ng enzyme 3|| 4 4p16.1

initiation factor TFIID subunit 11 (Transcription 5 5p15.1



initiation factor TFIID subunit 11 (Transcription 5 5p15.1

initiation factor TFIID subunit 11 (Transcription 5 5p15.1

389300 5 5q13.2
389301 5 5q13.2
64283 5 5q13.2

ral cortex (with BTB-like domain)|| 5 5q12-q13.3
389305 5 5q14.1
389308 5 5q14.3
391797 5 5q13.3
391807 5 5q14.3

401224 5 5q35.3
401225 5 5q35.3
389352 5 5q35.3
389353 5 5q35.3
391859 5 5q35.3
389416 6 6q16.3
401270 6 6q16.3
389419 6 6q16.3

389422 6 6q21
389425 6 6q21
389427 6 6q22.33

389432 6 6q24.3
389435 6 6q25.2
389437 6 6q25.3
389358 6 6p25.3
401230 6 6p25.3

389362 6 6p25.2
389364 6 6p25.1

389403 6 6q12
389405 6 6q12
389409 6 6q13
389413 6 6q14.1
401268 6 6q14.2
389415 6 6q15
401286 6 6q27
401287 6 6q27



389438 6 6q25.3
389440 6 6q25.3
389441 6 6q25.3
389442 6 6q25.3
389443 6 6q25.3
389447 6 6q26
401282 6 6q26

orted by AK095441|| 6 6q27
401234 6 6p24.1
347744 6 6p24.1
389369 6 6p24.1
401236 6 6p22.3
401237 6 6p22.3
389370 6 6p22.3

389372 6 6p22.1
401242 6 6p22.1

401254 6 6p21.31
401255 6 6p21.31
401256 6 6p21.31

389385 6 6p21.31
389386 6 6p21.31
389389 6 6p21.1
389390 6 6p21.1

92|| 6 6p21.1
389394 6 6p12.3

389396 6 6p12.3
associated membrane protein 2|| 6 6p21.1-p12
389398 6 6p12.1

401293 6 6p25.3
389452 6 6p25.3
orted by AK125637|| 6 6q25.3
389490 7 7p12.2

06|| 7 7

389602 7 7q36.3
protein CBG17606|| 7 7
cal LOC401353|| 7 7q11.21

7 7q11.21

receptor V1RC15|| 7 7
02|| 7 7

A 2610034N24|| 7 7



32|| 7 7
37|| 7 7
nd transcription unit to Stag3; Gats protein|| 7 7q11.23
nucleoside transporter 4; hENT4|| 7 7q11.21
receptor V1RC3|| 7 7
g protein/cell adhesion molecule precursor (OB7 7q11.21

t domain containing 1, isoform 1|| 7 7
392164 7 7p22.3
401296 7 7p22.3

57|| 7 7p22.2
401303 7 7p22.1
orted by AK027125|| 7 7p22.1
401308 7 7p21.3
389469 7 7p21.1
orted by AK127500|| 7 7p21.1
401312 7 7p15.3
389473 7 7p15.3
9808 7 7p15.2

n (LOC401316), mRNA 7
401317 7 7p15.1

cal LOC401320|| 7 7p14.3
cal LOC401321|| 7 7p14.3
otein|| 7 7
orted by AL832092|| 7 7

85|| 7 7
| 7 7
 protein FLJ35390|| 7 7p13
401335 7 7p12.3

l stem cell protein DSC92; neurite outgrowth as7 7
S100C protein) (MLN 70)|| 7 7
assette, sub-family B (MDR/TAP), member 5|| 7 7p21.1

402253 7 7p14.3
e A synthase 1 (platelet, cytochrome P450, fam 7 7q34-q35

389599 7 7q36.1

26|| 7 7
phosphate kinase, mitochondrial precursor (ND7 7
transport regulator 3)-homolog; Mtr3 (mRNA tra7 7

brain homeobox 1|| 7 7q36.1
7 7

homolog 1, mitochondrial precursor (Mt-GrpE# 7 7
389517 7 7q11.23
orted by AK024602|| 7 7



60|| 7 7
27445 7 7q11.23-q21.3

63|| 7 7
64|| 7 7
protein 4932412H11|| 7 7
49|| 7 7
389538 7 7q21.3

a 1b|| 7 7
glycoprotein precursor (Zn-alpha-2-glycoprotein7 7q22.1

78|| 7 7
82|| 7 7
401397 7 7q31.1
389549 7 7q31.32
401398 7 7q31.33
401399 7 7q32.2

92|| 7 7
98|| 7 7
nd transcription unit to Stag3; Gats protein|| 7 7q11.23
nucleotide exchange factor (GEF) 1|| 7 7
392943 7 7q11.23

392084 7 7q22.1
nate synthase (Citrulline--aspartate ligase)|| 7 7

7 7
A A930017N06 gene|| 7 7p22.3
57|| 7 7p22.2
401303 7 7p22.1
285929 7 7p21.3
orted by AB033109; AY101765; NM_015692|| 7 7p21.3
401308 7 7p21.3
221806 7 7p21.3

orted by AK127500|| 7 7p21.1
401312 7 7p15.3

n (LOC401316), mRNA 7
401317 7 7p15.1

cal LOC401320|| 7 7p14.3
cal LOC401321|| 7 7p14.3
otein|| 7 7
orted by AL832092|| 7 7
gene supported by AF447883|| 7 7
340286 7 7p14.1

85|| 7 7
84820 7 7p13
| 7 7
al protein MGC13098|| 7 7p13
 protein FLJ35390|| 7 7p13



AA0363|| 7 7p13
401335 7 7p12.3

28|| 7 7p12.2
KIAA1074)|| 7 7
06|| 7 7
otein|| 7 7p11.2
402509 7 7

l stem cell protein DSC92; neurite outgrowth as7 7
S100C protein) (MLN 70)|| 7 7
ceptor, ionotropic, delta 2 (Grid2) interacting pro7 7p22.1
assette, sub-family B (MDR/TAP), member 5|| 7 7p21.1

cal LOC401353|| 7 7q11.21
cal LOC401353|| 7 7q11.21

21|| 7 7
402522 7 7q11.21
receptor V1RC15|| 7 7
otein 58 (Zfp-58) (Zinc finger protein Mfg-1)|| 7 7q11.21
|| 7 7q11.21
n zero-like 1 isoform a; protein zero related|| 7 7
02|| 7 7

A 2610034N24|| 7 7
32|| 7 7
37|| 7 7
38|| 7 7q11.21
ren syndrome critical region protein 19|| 7 7q11.21

receptor V1RC3|| 7 7
402665 19 19q13.41

t domain containing 1, isoform 1|| 7 7
orted by AK024602|| 7 7
10071 7 7q22

78|| 7 7

27000 7 7q22-q32
82|| 7 7
86|| 7 7
401397 7 7q31.1
389549 7 7q31.32

cardiac)|| 7 7q31.33
89|| 7 7
401398 7 7q31.33
401399 7 7q32.2

92|| 7 7
90|| 7 7q32.2
392791 7 7q32.3
378805 7 7q32.3



392793 7 7
98|| 7 7
80853 7 7q34

RIKEN cDNA 1700016G05|| 7 7q34
17|| 7 7
y, member 4|| 7 7q35

protein 4931409K22|| 7 7q36.1

26|| 7 7
otein 1|| 7 7

nate synthase (Citrulline--aspartate ligase)|| 7 7
otein L18; 60S ribosomal protein L18|| 7 7
A 6332401O19 gene|| 7 7q31.33

7 7
392993 7 7q33

otein L15|| 7 7

al protein L17 (L23) (Amino acid starvation-indu7 7q34
phosphate kinase, mitochondrial precursor (ND7 7
phosphate kinase, mitochondrial precursor (ND7 7

transport regulator 3)-homolog; Mtr3 (mRNA tra7 7

7 7

389602 7 7q36.3

protein CBG17606|| 7 7
389641 8 8p21.3
389642 8 8p21.2
389643 8 8p21.1
392208 8 8p12
389652 8 8q11.1
389654 8 8q11.21
392217 8 8q11.21

389695 8 8q24.3

392275 8 8q24.3
402353 8 8q24.3
377711 8 8q24.3
401440 8 8p23.3
401441 8 8p23.3



401442 8 8p23.3

401445 8 8p23.2
otein|| 8 8p23.1

392177 8 8p23.2
392179 8 8p23.2
401478 8 8q24.23
389689 8 8q24.3
401480 8 8q24.3

otein|| 8 8p23.1
8 8p23.1

401456 8 8p22
389636 8 8p22
389637 8 8p22
389638 8 8p22

protein FLJ10408|| 8 8p23.1

49|| 8 8p23.1
389624 8 8p23.1
389630 8 8p23.1
401466 8 8q21.2

cal LOC389295|| 5 5q13.2

389676 8 8q22.1
401471 8 8q22.3
389683 8 8q24.13
389685 8 8q24.21
401476 8 8q24.21
389687 8 8q24.21
al LOC401477|| 8 8q24.21
392262 8 8q23.2
389656 8 8q11.21
389657 8 8q11.23
389659 8 8q11.23
389660 8 8q12.1
401460 8 8q12.1

401463 8 8q12.3
389665 8 8q12.3
401464 8 8q13.1
389666 8 8q13.2

389669 8 8q21.11
389671 8 8q21.13
389672 8 8q21.13
389674 8 8q21.13

392221 8 8q11.23



389667 8 8q13.2

392238 8 8q21.13
389650 8 8p11.21

402382 9 9q34.3
401530 9 9q13

389761 9 9q21.32
389764 9 9q21.33
389765 9 9q21.33

389767 9 9q22.1
389768 9 9q22.1
401537 9 9q22.1
392347 9 9q21.11

392360 9 9q21.33-q22.1
389813 9 9q34.3
389814 9 9q34.3
389815 9 9q34.3

256158 9 9q34.11
389801 9 9q34.13

401509 9 9p12
389727 9 9p12
389730 9 9p12
401511 9 9p12
402367 9 9p11.2

286297 9 9p11.2

389748 9 9q12
 C1-tetrahydrofolate synthase|| 9 9q13

401525 9 9q12
omutase 5|| 9 9q12
401528 9 9q12
 C1-tetrahydrofolate synthase|| 9 9q13

401513 9 9p12
389822 9 9q34.3

ssociated protein-like 3|| 9 9p13.1
389734 9 9p13.1
389752 9 9q12
401539 9 9q22.2



389771 9 9q22.2
389827 9 9q34.2
84771 9 9p24.3
401490 9 9p24.3
389702 9 9p24.3

401491 9 9p24.2
401492 9 9p23
389705 9 9p22.3

401495 9 9p21.3
389707 9 9p21.3
401497 9 9p21.1
389710 9 9p21.1
401499 9 9p21.1
401500 9 9p21.1
401504 9 9p13.2
401506 9 9p13.2
392288 9 9p22.1
3468 9 9p22

392314 9 9p13.2
286354 9 9q22.32
401544 9 9q22.32
389777 9 9q22.33
389778 9 9q22.33
401545 9 9q31.1
389782 9 9q31.2

401548 9 9q32
401549 9 9q32
389786 9 9q32
401550 9 9q33.2
401551 9 9q33.3
286208 9 9q34.11

401553 9 9q34.11

392382 9 9q31.2
402377 9 9q33.2

389803 9 9q34.2
cal protein LOC255326|| 10 10q11.22
399763 10 10q11.22
399832 10 10q26.3
399789 10 10q22.3
387697 10 10q23.31
387701 10 10q23.31



387702 10 10q23.32
387705 10 10q23.33
387706 10 10q24.1
387709 10 10q24.1
orted by AK123344|| 10 10q24.32
387710 10 10q25.1
387712 10 10q25.3
387715 10 10q26.13

nuclear DNA-binding protein; small unique nuc 10 10q23.1

390006 10 10q25.3
390007 10 10q26.11
399747 10 10q11.21
387662 10 10q11.21
399753 10 10q11.22

389953 9 9q13

387718 10 10q26.13
399821 10 10q26.13

399815 10 10q26.13
387716 10 10q26.13
387717 10 10q26.13
390009 10 10q26.13

399707 10 10p15.3
399708 10 10p15.3
387630 10 10p15.3
387631 10 10p15.2
387632 10 10p15.1
389932 10 10p15.1
54906 10 10p15.1
399715 10 10p15.1
399716 10 10p15.1

399768 10 10q11.23
387683 10 10q21.1

387686 10 10q22.1
399786 10 10q22.3
387690 10 10q22.3
399788 10 10q22.3



387642 10 10p12.31
387643 10 10p12.1
387647 10 10p11.23
387648 10 10p11.23
387649 10 10p11.22
399737 10 10p11.21
387654 10 10p11.21

389950 10 10p11.21

387721 10 10q26.3
23|| 10 10q26.3
399951 11 11q23.1
387810 11 11q23.1
399959 11 11q24.1
399961 11 11q24.1

387816 11 11q24.2
399968 11 11q24.2
399972 11 11q24.2
387820 11 11q24.2
387821 11 11q24.3
387823 11 11q24.3
387824 11 11q24.3
399978 11 11q24.3

390256 11 11q23.3
390259 11 11q24.1

387771 11 11q12.1

387775 11 11q12.3
387777 11 11q13.1

387781 11 11q13.1
399909 11 11q13.1
387783 11 11q13.2
387784 11 11q13.2
387745 11 11p15.4

390217 11 11p15.4
otein L5; 60S ribosomal protein L5|| 11 11q11

390205 11 11q12.2
390213 11 11q13.2
399920 11 11q13.3

tiple ankyrin repeat domains protein 2 (Shank2)11 11q13.4



399924 11 11q13.4
387789 11 11q13.4

387791 11 11q13.5
399933 11 11q14.1

cal LOC401701|| 11

401704 11 11q14.1

387733 11 11p15.5
399919 11 11q13.3
399937 11 11q14.3
399940 11 11q14.3
387804 11 11q21
387805 11 11q21

390233 11 11q14.3

390243 11 11q21
otein|| 11 11q21
orted by AK124823|| 11 11p15.5
387746 11 11p15.4
387750 11 11p15.4
399866 11 11p15.3
399867 11 11p15.3
387754 11 11p15.2
387755 11 11p15.2
387756 11 11p15.2
399875 11 11p15.1
399876 11 11p15.1
387761 11 11p12
387762 11 11p11.2

cal LOC387763|| 11 11p11.2
387764 11 11p11.2
387765 11 11p11.2
399888 11 11p11.2

390084 11 11p15.4

401679 11 11p11.2

400055 12 12q21.31



387872 12 12q21.33

387876 12 12q23.1

400070 12 12q23.3

390349 12 12q21.31
390352 12 12q23.1

400027 12 12q12
387854 12 12q13.11
400030 12 12q13.11

387859 12 12q13.13

400041 12 12q13.13
400043 12 12q13.13
400046 12 12q14.3
400047 12 12q14.3
400050 12 12q14.3
400053 12 12q15

12

390338 12 12q14.2

390345 12 12q21.2
387898 12 12q24.33
400092 12 12q24.33

p-Glu-Ala-Asp/His) box polypeptide 11; yeast CH12 12p13.31
387833 12 12p13.31
400004 12 12p13.2
400010 12 12p12.3
387845 12 12p12.3
387846 12 12p12.1
387849 12 12p11.22
400019 12 12p11.21
401713 12 12p12.3
isomerase A, isoform 1|| 12 12p11.21
400084 12 12q24.31
387894 12 12q24.31
387895 12 12q24.32
400087 12 12q24.32
387897 12 12q24.33
390367 12 12q24.33
399983 12 12p13.33
387825 12 12p13.33-p13.32
399986 12 12p13.32
387826 12 12p13.32

390284 12 12p13.31



387883 12 12q24.11
387884 12 12q24.11
387885 12 12q24.13
387886 12 12q24.21
387887 12 12q24.21
387888 12 12q24.22
387890 12 12q24.23
387940 13 13q31.2
387941 13 13q32.1
387942 13 13q32.1
387943 13 13q32.1-q32.2

protein|| 13 13q34
390423 13 13q32.3
390427 13 13q34

387901 13 13q12.11
387903 13 13q12.11
387904 13 13q12.11

05|| 13 13q12.11
387907 13 13q12.11

387910 13 13q12.12

387915 13 13q12.2
387917 13 13q12.3

400123 13 13q14.11
387922 13 13q14.11
400125 13 13q14.11

400128 13 13q14.11
400134 13 13q14.3
387930 13 13q14.3
387931 13 13q21.1

387933 13 13q21.32
387934 13 13q22.1
400144 13 13q22.1

387937 13 13q22.2
387939 13 13q31.1
390377 13 13q12.11
387912 13 13q12.12

401732 13 13q12.3
390414 13 13q22.3
400161 13 13q34
400163 13 13q34
400164 13 13q34



387950 13 13q34
390426 13 13q34
401740 13 13q34
387974 14 14q11.2
400197 14 14q11.2
387977 14 14q12
387978 14 14q12
25938 14 14q12
400201 14 14q12
387981 14 14q12
387983 14 14q13.2
400208 14 14q21.1
400212 14 14q22.1
400214 14 14q22.3
400216 14 14q22.3
387991 14 14q23.1
387992 14 14q23.1
400221 14 14q23.1
400224 14 14q24.1
387994 14 14q24.1
388001 14 14q31.1
388002 14 14q31.1
LOC400236|| 14 14q32.11
400238 14 14q32.12
388006 14 14q32.13
388010 14 14q32.2
388011 14 14q32.2

388015 14 14q32.31
388019 14 14q32.32

390466 14 14q13.2
390468 14 14q13.2-q13.3
401778 14 14q23.2
390488 14 14q23.3
390502 14 14q32.13
390508 14 14q32.33
388097 15 15q13.2
400340 15 15q13.2

388107 15 15q13.3
440265 15 15q13.3
388116 15 15q15.1
388117 15 15q15.1
400368 15 15q21.1
400369 15 15q21.1

388123 15 15q21.3



145842 15 15q22.2
ociated protein|| 15 15q22.31
388129 15 15q23
388131 15 15q23

400388 15 15q23
388134 15 15q24.1
388135 15 15q24.1
igen, golgin subfamily A member 6 (Golgin link 15 15q23
400400 15 15q24.1
388139 15 15q24.3
388140 15 15q24.3
388141 15 15q24.3
388142 15 15q25.1
390616 15 15q25.1
400410 15 15q25.1
400411 15 15q25.1

44|| 15 15q25.1
388148 15 15q25.2

390564 15 15q13.3
390565 15 15q14

390577 15 15q15.1

390598 15 15q23
401819 15 15q23

388163 15 15q25.2
400433 15 15q25.2
golgi autoantigen, golgin subfamily a, 2; SY11 p15 15q25.2
440305 15 15q25.3
388169 15 15q25.3
388170 15 15q25.3
388171 15 15q26.1
388173 15 15q26.1
388174 15 15q26.1
400452 X Xq28
mily, member V|| 15 7p13
400456 15 15q26.2
388180 15 15q26.2
388181 15 15q26.2
390633 15 15q25.3

390638 15 15q26.1
hetical protein DKFZp434P162|| 15 15q13.1
390550 15 15q12



acetlycholine binding subunit|| 15 15q11.2

400299 15 15q11.2
400301 15 15q11.2
388069 15 15q11.2
400304 15 15q11.2

390530 21 21p11.2
and RLD 2|| 15 15q11.2
388076 15 15q11.2
388077 15 15q11.2
388078 15 15q11.2
388154 15 15q25.2
388159 15 15q25.2
388160 15 15q25.2

olgi autoantigen golgin subfamily a2-like|| 15 15q25.2
in family member|| 15 15q11.2
400320 15 15q11.2

388189 15 15p13

400475 15 15p13
388210 16 16p13.13

400500 16 16p13.13
388214 16 16p13.12
440341 16 16p13.11
400505 16 16p12.3

388220 16 16p12.2
400508 16 16p12.2

388227 16 16p12.1
400512 16 16p12.1
388229 16 16p11.2
388231 16 16p11.2
390680 16 16p12.3

(P) dependent steroid dehydrogenase-like|| 16 16p12.1
388275 16 16q12.1
388276 16 16q12.1
388277 16 16q12.1
400537 16 16q12.2
388278 16 16q12.2
388279 16 16q12.2
388282 16 16q13
388283 16 16q21

400541 16 16q22.1



390732 16 16q12.2

390736 16 16q22.1
390738 16 16q22.2
388274 16 16q12.1
390729 16 16q12.1
400558 16 16q24.3

ganic cation transporter (Solute carrier family 2216 16q24.3
A-binding protein PABPN2/ePABP2|| 16 16q24.3

A 1520401A03 gene|| 16 16p13.3
388206 16 16p13.3
400496 16 16p13.2
55542 16 16q24.1

cal protein LOC283904|| 16 16q24.1
400551 16 16q24.2
388305 16 16q24.2
400552 16 16q24.2
400553 16 16q24.2
400533 16 16p11.1
388270 16 16p11.1
388291 16 16q22.3
388295 16 16q22.3
388297 16 16q23.1
388298 16 16q23.1
400547 16 16q23.1
388300 16 16q23.1
400548 16 16q24.1

401860 16 16q23.1
401861 16 16q23.1
388235 16 16p11.2
388237 16 16p11.2
protein|| 16 16p12
388242 16 16p11.2
400523 16 16p11.2
388248 16 16p11.2
400526 16 16p11.2

otein|| 16 16p11.2

390705 16 16p11.2

400479 16 16p13.3
400481 16 16p13.3

388204 16 16p13.3
400492 16 16p13.3
401827 16 16p13.3



390669 16 16p13.3
390714 16 16p11.2
388414 17 17q24.3
400617 17 17q24.3
388416 17 17q24.3
400618 17 17q24.3
400619 17 17q24.3
388418 17 17q25.1
400620 17 17q25.1
388419 17 17q25.1
400621 17 17q25.1
388420 17 17q25.2
400622 17 17q25.3
400623 17 17q25.3
388421 17 17q25.3
390812 17 17q25.1
390816 17 17q25.3

400568 17 17p13.2

388327 17 17p13.1
400571 17 17p13.1
388333 17 17p13.1
388334 17 17p13.1
400572 17 17p13.1

400573 17 17p13.1
388337 17 17p12

400575 17 17p12
388338 17 17p12
388339 17 17p12
388340 17 17p12
400577 17 17p12
388344 17 17p11.2
388345 17 17p11.2
400581 17 17p11.2

48|| 17 17p11.2

388381 17 17q12
n factor-like 12|| 17 17q12
388388 17 17p13.3
400600 17 17q21.31
400602 17 17q21.32
400604 17 17q21.33
400605 17 17q21.33
400606 17 17q21.33
388401 17 17q21.33
400607 17 17q23.2



388406 17 17q23.2
400614 17 17q24.2
401883 17 17q21.31

84|| 17 17q21.31
390801 17 17q21.33
388361 17 17q11.1
388365 17 17q11.2
400590 17 17q11.2
440464 17 17q25.3
388429 17 17q25.3

388351 17 17p11.2
400584 17 17p11.2
388353 17 17p11.2
390777 17 17p11.2
400586 17 17p11.2
388358 17 17p11.2
400567 17 17p13.3
388375 17 17q12
orted by BC058012|| 17 17p11.2
388574 17 17p13.3

388439 17 17p13.3

388444 17 17p13.3
400638 17 17p13.3
388453 17 17p13.3
388454 18 18p11.32
388456 18 18p11.32
orted by BC040718|| 18 18p11.31
400642 18 18p11.31
388459 18 18p11.31
in L6|| ? 12q24.1
388461 18 18p11.31

400643 18 18p11.31

peat domain 30B|| 18 18p11.21
400644 18 18p11.21

390828 18 18p11.31
401891 18 18p11.21
400662 18 18q23
400645 18 18q11.2-q12.1
400647 18 18q12.2
orted by AK126075|| 18 18q12.3
400651 18 18q21.1
390846 18 18q12.1
388474 18 18q12.2-q12.3
284276 18 18q23



400660 18 18q23
390865 18 18q23
388476 18 18q21.31
388477 18 18q21.32
388478 18 18q21.32
400652 18 18q21.32
388480 18 18q21.33
400653 18 18q21.33
400654 18 18q22.1
388481 18 18q22.3
400655 18 18q22.3

tructure Of The R463a Mutant Of Human Gluta 18
388526 19 19q12
388528 19 19q12
388530 19 19q13.11
400684 19 19q13.11
390916 19 19q13.11

400685 19 19q13.11
400687 19 19q13.12
400688 19 19q13.12

400690 19 19q13.12
374900 19 19q13.12

400692 19 19q13.12

399473 19 19q13
400701 19 19q13.2
388545 19 19q13.2
400704 19 19q13.2
400705 19 19q13.31
388549 19 19q13.31
388550 19 19q13.31
388551 19 19q13.31
388553 19 19q13.32
388554 19 19q13.32
400706 19 19q13.32

400708 19 19q13.32
400709 19 19q13.33

ein 83 (HPF1)|| 19 19q13.3

388563 19 19q13.42
388565 19 19q13.42
388567 19 19q13.43
400720 19 19q13.43
400721 19 19q13.43
388568 19 19q13.43
401911 19 19q13.11



401915 19 19q13.12-q13.13

390937 19 19q13.2
390940 19 19q13.31
401922 19 19q13.32
401923 19 19q13.32

390980 19 19q13.43
400669 19 19p13.3
388489 19 19p13.3
388491 19 19p13.3
388494 19 19p13.3
388496 19 19p13.3

56930 19 19p13.3

390874 19 19p13.3
otide binding protein (G protein), alpha 11 (Gq c19 19p13.3
390877 19 19p13.3
400675 19 19p13.2

388504 19 19p13.2

388508 19 19p13.2
388509 19 19p13.2

388514 19 19p13.12
al protein S16|| 19 19p12
400680 19 19p12

400682 19 19p12

390906 19 19p12
388806 20 20q13.33
400852 20 20q13.33
388807 20 20q13.33
388809 4 4q26
400855 20 20q13.33

96|| 20 20q11.23
391248 20 20q12
400846 20 20q13.12
400847 20 20q13.13
388798 20 20q13.13

400849 20 20q13.33
391253 20 20q13.12

400832 20 20p13
388780 20 20p13



149837 20 20p12.3
388787 20 20p12.3
388789 20 20p11.23
388790 20 20p11.23

400839 20 20p11.21
400840 20 20p11.21-p11.1
388794 20 20q11.21

cal protein LOC284804|| 20 20q11.21
388795 20 20q11.21

402016 20 20q11.21

400858 21 21q11.2
388813 21 21q11.2
388814 21 21q21.1

400861 21 21q22.11
388819 21 21q22.11
388820 21 21q22.12
400865 21 21q22.12
388822 21 21q22.12
388823 21 21q22.13
391269 21 21q11.2
391282 21 21q22.2
400876 21 21q22.3
388830 21 21q22.3
400877 21 21q22.3
388828 21 21q22.3
400880 22 22q11.1
400888 22 22q11.21
388846 22 22q11.21
388847 22 22q11.23
 LOC388849|| 22 22q11.21
85376 22

402036 22 22q11.21

400890 22 22q11.21

388887 22 22q11.23
400920 22 22q11.23
400921 22 22q11.23

89|| 22 22q12.1
388890 22 22q12.1
400923 22 22q12.2

388893 22 22q12.2



388897 22 22q12.3
388898 22 22q12.3
P pseudogene|| 22 22q13
388900 22 22q13.1
388903 22 22q13.1
388906 22 22q13.2
388907 22 22q13.2
391303 22 22q11.21
391322 22 22q11.23

388914 22 22q13.31-q13.32

400933 22 22q13.33
388917 22 22q13.33

401585 X Xp11.3
401588 X Xp11.3
389850 X Xp11.3
protein (Protein containing PHD finger and CXXX Xp11.23
cific protease 27, X chromosome|| X Xp11.23
392465 X Xp11.23
389858 X Xp11.22

C401590|| X Xp11.22

401605 X Xq21.32-q21.33
401606 X Xq21.33
401607 X Xq22.1

389878 X Xq22.1
401611 X Xq22.2

392517 X Xq22.3
389866 X Xq13.1
389873 X Xq13.2
401599 X Xq13.3-q21.1

392487 X Xq13.1
389900 X Xq28
389901 X Xq28

401579 X Xp22.31

389841 X Xp22.11
389842 X Xp21.3
401583 X Xp21.1



392425 X Xp22.31

286467 X Xq26.2
389888 X Xq26.3
389892 X Xq26.3
389893 X Xq27.1
389895 X Xq27.1

392549 X Xq26.3
389899 X Xq28
orted by AK125149|| X Xp22.33

349410 X Xq28 and Yq12
401613 X Xq23
389904 X Xq28
401621 X Xq28

392559 X Xq28

401616 X Xq24

392531 X Xq24
392533 X Xq25
389905 X Xp22.33

401625 X Xp22.33
ine-protein kinase PRKX (Protein kinase PKX1X Xp22.33

08|| X Xp22.33
389910 X Xp22.33
389844 X Xp21.1
389846 X Xp11.4
401584 X Xp11.4

KIAA0970 protein)|| X Xq21.1

392582 Y Yp11.2

orted by AK125149|| X Xp22.33
389831 7

284598 1 1p36.33



nvelope pore membrane LOC340318|| 7 7q11.23
homolog 1, mitochondrial precursor (Mt-GrpE# 7 7
136541 RefSeq 7 7 7q34 7q34
408187 RefSeq 5 5 5q32
221035 RefSeq 10 10 10q21.3 10q21.3
408263 RefSeq 5 5 5q33.3 5q33.3
49861 RefSeq 6 6 6q25.3 6q25
transferase 1 famil RefSeq 2 2 2q37.1 2q37
163223 RefSeq 19 19 19p12 19p12
255022 RefSeq 10 10 10q24.33 10q24.33
342897 RefSeq 19 19 19q13.2 19q13.2
353088 RefSeq 19 19 19p12 19p13.1
414059 RefSeq 17 ? 17q12 17q21.1
414060 RefSeq 17 ? 17q12 17q21.1
388272 RefSeq 16 16 16q11.2 16q11.2

e (C-C motif) ligandRefSeq 17 17 17q21.1
53345 RefSeq 19 19 19p13.11 19p13.3-p12
134083 5 5q35.3
346517 RefSeq 7 7 7q34 7q35
390649 15 15q26.3
399886 RefSeq 11 11 11p11.2 11p11.2
399957 RefSeq 11 11 11q23.3 11q23.3
400850 RefSeq 20 20 20q13.33 20q13.33
400932 RefSeq 22 22 22q13.31 22q13.32
400997 RefSeq 2 2 2q13 2q13
401120 RefSeq 4 4 4p16.1 4p16.1
401191 RefSeq 5 5 5q12.3 5q13.1
401209 RefSeq 5 5 5q23.3 5q31.1
401565 RefSeq 9 9 9q34.3 9q34.3
inducible protein 1 RefSeq 11 11 11q22.3 11q22.3

RefSeq 9 9 9q34.3 9q34.3
ocellular carcinomaRefSeq 8 8 8q24.3 8q24.3
414899 RefSeq 11 11 11q24.1 11q24.1

tivator, urokinase|| RefSeq 10 10 10q22.2 10q24
414918
414919 RefSeq 8 8 8q24.3 8q24
415117 RefSeq 3 3 3q11.2 3q11
145407 RefSeq 14 14 14q23.1 14q22.3
283174 RefSeq 11 11 11q25 11q25

ed X-C|| RefSeq X X Xp22.31 Xp22
26686 RefSeq 14 14 14q11.2 14

ptor, family 2, subfaRefSeq 1 1 1q44 1
120796 RefSeq 11 11 11p15.4 11p15.4
81309 11 11q11
9 open reading fra RefSeq 9 9 9q22.1 9q22.1
390148 RefSeq 11 11 11q11 11q12.1

ptor, family 2, subfaRefSeq 1 1 1q44 1q44
eptor, family 2, subfRefSeq 1 1 1q44 1q44
eptor, family 11, subRefSeq 1 1 1q44 1q44
ponent 4B, telome RefSeq 6 6 6p21.32 6p21.3
245911 RefSeq 11 11 11q13.4 8p23-p22



alloendopeptidase RefSeq 2 2 2q11.2 2q11.1
ctivated protein kinRefSeq 6 6 6q25.1 6q25.1-q25.3
nked|| Y Yq11.223
linked, 2|| Y Yq11
linked, 2|| Y Yq11
54921 16 16q22.1
55727 14 14q32.13

up precursor-related, Y-linked|| Y Yq11.221
otein L5; 60S ribosomal protein L5|| 11 11q11
e P450, family 2, subfamily D, polypeptide 7 ps22 22q13
3-like 1|| 1 9pter-p13
444882 19
338675 11 11q11
375057 1 1q42.13
6 open reading frame 21|| 6 6p21.3
ke|| 7
120586 11 11q12.1
amma variable 9|| 7 7p15-p14
285830 6 6p21.32

f-containing 6 and tripartite motif-containing 34| 11 11p15
253175 Y Yq11.223
445449 16 16p13.3
e 1|| 14 14q11.1
445582 2 2
79544 14 14q11.2
81168 11 11q12.1
lator 3|| 16 16p13

ptor, family 4, subfamily S, member 2|| 11 11q11
401992 1 1q44
26682 15 15q26.3
199920 1 1p32.2
284757 20 20q13.33
344018 2 2p13.3
391104 1 1q22
440044 11 11q13.1
440049 11 11q13.3
440077 12 12p13.31
440097 12 12q12
440107 12 12q22
440184 14 14q23.3
440200 14 14q32.31
440400 17 17p13.1
440435 17 17q21.1
440446 17 17q21.33
440465 17 17q25.3
440590 1 1p32.3
440607 1 1
440695 1 1q23.1
440738 1 1q43
440757 20 20p11.23
440867 2 2p14



441024 4 4q13.3
441058 4 4p16.3
441116 5 5q35.2

rotein|| 6 6p21.33
441272 7 7q22.1
441390 9 9p21.2
441476 9 9q34.3
441478 9 9q34.3

441911 1 1q23.2
eptor, family 10, subfamily K, member 1|| 1 1q23.1
eptor, family 10, subfamily T, member 2|| 1 1q23.1

441932 1 1q44
eptor, family 4, subfamily K, member 13|| 14 14q11.2
ptor, family 5, subfamily K, member 2|| 3 3q12.1
ptor, family 8, subfamily U, member 1|| 11 11q11
440699 1 1q23.3
442186 6 6p22.1
448831 4 4q35
390053 11 11p15.4

eptor, family 4, subfamily F, member 16|| 1 1p36.33
442184 6 6p22.1

ptor, family 1, subfamily L, member 1|| 9 9q33.2
ptor, family 1, subfamily L, member 1|| 9 9q33.2
ptor, family 1, subfamily L, member 1|| 9 9q33.2

79324 11 11p15.4
81282 11 11p15.4
81061 22 22q11.2
81099 19 19p13.3
441639 12 12q13.2
219487 11 11q11
81318 11 11p11.12
81327 11 11q11
81328 11 11q11

eptor 2AE1|| 7 7
eptor, family 4, subfamily F, member 16|| 1 1p36.33

81442 1 1q23.1
81448 1 1q23.1
121364 12 12q13.13
219484 11 11q12.1
283189 11 11q12.1
341152 11 11q13.3
343169 1 1q44
346528 7 7q35
390067 11 11p15.4
390181 11 11q12.1

11 11q12.1
390261 11 11q24.1
390648 15 15q26.3
391114 1 1q23.1
401666 11 11p15.4



390756 17 17p13.3
26341 3 3q12.2
26533 14 14q11.2
26534 14 14q11.2
26595 11 11q24.1
441608 11 11q12.1
119765 11 11p11.2

ptor, family 2, subfamily T, member 6|| 1 1q44

79295 3 3q12.1
membrane helix receptor|| 7 7

79310 3 3q12.1
79317 14 14q11.2
79501 1 1p36.33
81127 14 14q11.2
441933 1 1q44
219965 11 11q12.1
254783 12 12q13.13
282770 11 11q12.2
282775 11 11q12.3
283365 12 12q13.13
341418 12 12q13.13
343173 1 1q44
390144 11 11q12.1
390323 12 12q13.13

ptor, family 6, subfamily C, member 2|| 12 12q13.13
441670 14 14q11.2
390431 14 14q11.2
390439 14 14q11.2
441308 8 8p23.3
403253 11 11p11.2
403257 11 11p11.12
403273 3 3q12.1
403274 3 3q12.1
403277 3 3q12.1
403278 3 3q12.1
403282 12 12q13.2

ptor, family 6, subfamily C, member 2|| 12 12q13.13
54076 21 21q21.1
390190 11 11q12.1
282763 11 11p15.4

ptor, family 6, subfamily B, member 2|| 2 2q37.3
al gene supported by AY129010|| 11 11p15.5

54067 21 21q22.11
motif protein, Y-linked, family 1, member F|| Y Yq11.223
g motif protein, Y-linked, family 1, member A1|| Y Yq11.223
g motif protein, Y-linked, family 1, member A1|| Y Yq11.223
g motif protein, Y-linked, family 1, member A1|| Y Yq11.223
284612 1 1p13.3
387646 10 10p12.1

T-like testicular protein|| 17 17



474171 3
25854 4 4q35.1
4710 RefSeq 3 3 3q13.33 3q13.33

up precursor-relateRefSeq Y Y Yq11.221
7813 1 1p22
10328 RefSeq 16 16 16q24.1 16q24
8831 6 6p21.3

ein 12 (KOX 3)|| 7 7p22-p21
associated membrane protein 2|| 6 6p21.1-p12
442194 6 6p22.1
23510 17 17q25.1
55704 2 2p16.3
7620 19 22q11.2
64855 9 9q34.11
140685 RefSeq 20 20 20q13.33 20q13.33
442191 6 6p22.1
83473 RefSeq 18 18 18q21.1 18q21.1
84125 RefSeq 12 12 12q21.31 12q21
84996 RefSeq 21 21 21q22.11 21q22.11

ptor, family 6, subfaRefSeq 12 12 12q13.2 12q13.13
81050 3 3q12.1
170960 4 4p16.3

cal protein MGC354RefSeq 19 19 19q13.11 19q13.11
osis factor (ligand) RefSeq 17 17 17p13.1 17p13.1
441669 14 14q11.2

ptor, family 6, subfaRefSeq 2 2 2q37.3 2q37.3
283459 12 12q24.31
ific beta-1-glycoprotein 8|| 19 19q13.2
284338 19 19q13.31
121130 12 12q13.13
404550 RefSeq 16 16 16q24.1 16q24.1
388552 RefSeq 19 19 19q13.32 19q13.32
388695 RefSeq 1 1 1q21.2 1q21.2
388962 RefSeq 2 2 2p13.1 2p13.1
399818 RefSeq 10 10 10q26.13 10q26.13
399967 RefSeq 11 11 11q24.2 11q24.2
401036 RefSeq 2 2 2q37.2 2q37.2
401138 RefSeq 4 4 4q13.3 4q13.3
54103 7 7q11.23

60|| 7 7
27445 7 7q11.23-q21.3

us nuclear ribonucleoprotein A1 (Helix-destabili7 7
63|| 7 7
64|| 7 7
protein 4932412H11|| 7 7

49|| 7 7
1750 7 7q22

34|| 7 7q21.3
a 1b|| 7 7
glycoprotein precursor (Zn-alpha-2-glycoprotein7 7q22.1



255374 7 7q22.1
CG14977-PA|| 7 7q22.1

74|| 7 7
stinal|| 7 7q22
nd transcription unit to Stag3; Gats protein|| 7 7q11.23
nucleotide exchange factor (GEF) 1|| 7 7

egregation increased 2-like 1|| 7 7q22.1

441165 6 6q15
401498 RefSeq 9 9 9p21.1 9p21.1
402415 RefSeq X X Xq22.1 Xq22.1

onocarboxylate tranRefSeq 10 10 10q23.31 10q23.31
388389 RefSeq 17 17 17q21.31 17q21.31
401027 RefSeq 2 2 2q33.1 2q33.1
407738 RefSeq 3 3 3p14.1 3p14.1
378465 RefSeq 12 12 12p13.33 12p13.3
390792 RefSeq 17 17 17q21.2 17q21.2
400916 RefSeq 22 22 22q11.23 22q11.23
407975 RefSeq 13 13 13q31.3 13q31.3
388324 RefSeq 17 17 17p13.2 17p13.2
408029 RefSeq 2 2 2q21.2 2q21
400668 RefSeq 19 19 19p13.3 19p13.3
401137 RefSeq 4 4 4q13.3 4q13.3
10|| RefSeq 9 9 9p13.2 9p13.2
440051 11 11q13.4
ociated protein 5-5|| 11 11p15.5

M|| 16



Strand Start End
GO: Molecular 
Function

GO: Biological 
Process

GO: Cellular 
Component

- 69621109 69782500 ATP binding protein amino acid phosphorylation

+ 130619260 130792614 ATP binding DNA damage responnucleus
- 175808413 175843842 ATP binding intracellular signalingcytoplasm
- 197078545 197124265 ATP binding cytoskeleton organiz cytoplasm
- 158418468 158520298 ATP binding protein amino acid p integral to plasma me
+ 50631752 50677126 ATP binding protein amino acid p integral to plasma me
+ 148436303 148519242 ATP binding protein amino acid p integral to plasma me
+ 38470813 38499868 ATP binding protein amino acid p integral to plasma me
+ 50587468 50601120 ATP binding circulation integral to plasma me
+ 38973661 39081679 SH3 domain binding protein kinase casca integral to plasma me
+ 77336226 77470047 ATP binding protein amino acid phosphorylation
+ 139826136 139848092
- 45889273 45914440 kinase activity
+ 145568538 145589259 hydrolase activity, hycarbohydrate metabolism
+ 75606449 76139066 adenosine kinase ac purine ribonucleoside salvage
- 26683138 26778839 adrenoceptor activityG-protein coupled re integral to plasma me
+ 159276317 159332129 adrenoceptor activityG-protein coupled re integral to plasma me
+ 148186368 148188379 beta2-adrenergic recG-protein coupled re endosome
+ 66790668 66810945 ATP binding protein amino acid p cytoplasm
+ 24285499 24444470 ATP binding protein amino acid phosphorylation
+ 115113884 115117702 angiotensin type II reG-protein coupled re integral to plasma me
- 127708222 127719495 ATP binding ATP metabolism cytosol
- 33147675 33171564 ATP binding nucleobase, nucleos mitochondrion
+ 65325927 65404719 ATP binding amino acid biosynthemitochondrion
- 4701157 4731227 ATP binding amino acid biosynthemitochondrion
+ 77460307 77737673 ATP binding ADP biosynthesis cytoplasm
+ 95928200 96024866 ATP binding
+ 52517619 52553608 RNA binding integral to membrane
+ 41744288 41795402 protein kinase A bindprotein kinase cascade
+ 83724874 84093590 Rho guanyl-nucleotidintracellular signalingmembrane fraction
- 4594937 4624604 protein kinase A bindacrosome reaction
- 49658446 49668700 kinase activity cell motility cAMP-dependent pro
+ 64003577 64006172 calmodulin binding protein targeting plasma membrane
+ 31868273 32372018 protein kinase A bindprotein targeting nuclear membrane
+ 131613196 131646366 protein kinase A bindintracellular signalingapical plasma memb
- 15325335 15351603 DNA binding mitosis membrane
- 104306752 104330608 ATP binding G-protein coupled re nucleus
- 45431555 45483034 ATP binding protein amino acid phosphorylation
- 239992524 240332594 ATP binding protein amino acid phosphorylation
- 29327292 30056083 ATP binding N-linked glycosylatio integral to plasma me
- 158214411 158310902 ATP binding protein amino acid p integral to membrane
+ 202141897 202170956 ATP binding protein amino acid p cellular component u
+ 202496703 202583769 ATP binding protein amino acid phosphorylation
+ 52103907 52111579 ATP binding Mullerian duct regresintegral to membrane
- 801298 844960 transmembrane recebiological process unknown
+ 112763722 112776350 ATP binding protein amino acid phosphorylation
- 42032597 42060318 ATP binding protein amino acid p cellular component u
+ 220133900 220157088 ATP binding muscle developmentnucleus



+ 57236893 57282536 protein binding cell cycle colocalizes_with NuR
+ 47176760 47187553 ATP binding intracellular signalingcellular component u
- 104959591 105036278 ATP binding protein amino acid phosphorylation
+ 87150194 87183507 DNA binding DNA repair nucleus
+ 10495014 10518137
+ 107663114 107666575 DNA binding DNA repair intracellular
- 143650777 143780349 DNA binding DNA repair chromosome
- 8048781 8054604 ATP binding cell cycle
+ 62433981 62438727 ATP binding cell cycle centrosome
- 61826482 61832857 protein kinase C bindG-protein coupled re endosome
+ 202767010 202774698 protein kinase C bindG-protein coupled re endosome
+ 46416662 46459510 ATP binding protein amino acid p integral to plasma me
+ 778830 783017 chymotrypsin activitycellular extravasationazurophil granule
+ 31027221 31031420 ATP binding protein amino acid p alpha-ketoglutarate d
+ 21847252 21982698 GTPase activator ac intracellular signalingcellular component u
+ 95740949 95780536 bradykinin receptor aG-protein coupled re integral to plasma me
+ 11388929 11459516 ATP binding intracellular signaling cascade
- 97941446 98021316 SH3/SH2 adaptor acB cell differentiation cytoplasm
+ 80054710 80157772 ATP binding protein amino acid p nucleus
+ 88506375 88674924 ATP binding protein amino acid p integral to membrane
+ 96036305 96433254 ATP binding BMP signaling pathwintegral to plasma me
+ 203067104 203257979 ATP binding protein amino acid p integral to plasma me
+ 15285097 15334308 ATP binding intracellular signaling cascade
+ 33044414 33057059 protein serine/threonspermatogenesis nucleus
+ 92129766 92192004 DNA binding cell cycle nucleus
- 100410586 100447327 ATP binding calcium-mediated sigcytoplasm
- 111111642 111151853 ATP binding cell cycle kinetochore
+ 38240579 38300613 ATP binding cell cycle anaphase-promoting
+ 23744801 23747292 ATP binding protein amino acid phosphorylation
- 44746411 44751683 ATP binding protein amino acid p nucleus
+ 309307 326201 ATP binding activation of MAPK nucleus
- 110059591 110119113 ATP binding
+ 31500086 31521308 protein phosphatase behavior soluble fraction
+ 126511744 126519824 ATP binding cell proliferation cytoplasm
- 92456397 92512102 kinase activity
+ 51796408 51805879 calcium ion binding
- 9774031 9786661 ATP binding cell differentiation nucleus
+ 12431737 12908141 ATP binding protein amino acid p nucleus
+ 206145439 206175678 ATP binding protein amino acid p Golgi apparatus
- 149579247 149649529 ATP binding protein amino acid phosphorylation
- 44032136 44138464 ATP binding protein amino acid phosphorylation
- 114733168 115040332 ATP binding protein amino acid p cellular component u
- 75242264 75304344 ATP binding insulin secretion cellular component u
+ 110587980 110848645 ATP binding protein amino acid p nucleus
- 3715201 3743086 ATP binding protein amino acid p nucleus
- 120138216 120198831 ATP binding MAPKKK cascade intracellular
- 36210902 36239710 protein binding activation of NF-kappcytoplasm
+ 75766875 75797446 protein binding activation of NF-kappintracellular
+ 74413105 74722129 ATP binding protein amino acid phosphorylation
- 3458304 3486365 kinase activity carbohydrate metabolism
- 41135596 41538522 ATP binding cell adhesion actin cytoskeleton



+ 29606410 29608331 chemokine activity G-protein signaling, cextracellular space
+ 31455332 31457127 chemokine activity cell adhesion extracellular space
- 87810914 87819171 ATP binding protein amino acid phosphorylation
+ 117680823 117692096 SH3 domain binding G-protein coupled re T cell receptor comp
+ 6769004 6800235 MHC class II protein T cell differentiation T cell receptor comp
- 77866034 77868741 receptor activity T cell activation integral to membrane
+ 48720103 48765619 hydrolase activity
+ 62208241 62223930 ATP binding cytokinesis nucleus

ATP binding apoptosis cytoplasm
ATP binding apoptosis nucleus

+ 39763348 39908385 ATP binding development
- 223486787 223812561 ATP binding intracellular signalingmembrane
- 102468469 102593552 ATP binding establishment and/orcytoskeleton
+ 91678464 91703334 ATP binding DNA replication initiacytoplasm
+ 88280578 88290262 ATP binding negative regulation of cell proliferation
- 111037873 111243105 ATP binding protein amino acid phosphorylation
+ 54646825 54652834 ATP binding G2/M transition of m cytoplasm
+ 71509013 71513251 ATP binding cell proliferation
- 56428271 56432431 ATP binding G1/S transition of mitotic cell cycle
- 150188546 150192644 ATP binding cell cycle
+ 27838217 27842383 cyclin-dependent probrain development cyclin-dependent pro
+ 219649902 219652381 cyclin-dependent proregulation of cyclin d cyclin-dependent pro
- 31410305 31452998 catalytic activity brain development cellular component u
+ 43403427 43414146 neuronal Cdc2-like k brain development cellular component u
- 91878887 92107863 ATP binding G1 phase of mitotic cell cycle
+ 68566470 68609004 ATP binding DNA repair nucleus
+ 25726755 25876569 ATP binding cytokinesis
+ 127627890 127631917 ATP binding RNA elongation fromnucleus
- 49866469 49932367 ATP binding protein amino acid phosphorylation
- 76861525 76912750 ATP binding protein amino acid phosphorylation
- 133671590 133730113
+ 18203413 18431402 ATP binding protein amino acid phosphorylation
+ 36754464 36763086 cyclin-dependent procell cycle arrest nucleus
+ 12761575 12766569 cyclin-dependent procell cycle arrest cytoplasm
- 2861440 2863537 cyclin-dependent proG1 phase of mitotic cnucleus
- 21992902 21999312 cyclin-dependent procell cycle cytoplasm
+ 51146387 51152326 cyclin-dependent procell cycle cytoplasm
- 10538138 10540631 cyclin-dependent procell cycle cytoplasm
+ 53933475 53956682 hydrolase activity cell cycle
- 45400826 45454671 calcium- and calmodceramide metabolismintegral to membrane
+ 173426113 173743122 3',5'-cAMP binding G-protein coupled re cAMP-dependent pro
+ 125001546 125030847 ATP binding DNA damage checkpcondensed nuclear c
- 27408284 27465251 ATP binding DNA damage checkpnucleus
- 67576903 67645434 choline kinase activit lipid metabolism
- 49307530 49311538 acyltransferase activ fatty acid beta-oxidatintegral to membrane
- 62432727 62445588 muscarinic acetylchoacetylcholine receptointegral to plasma me
- 101938114 101979366 ATP binding I-kappaB phosphorylcytoplasm
- 101884373 101899006 kinase activity
- 118586317 118777812 ATP binding intracellular signalingintracellular
- 103055748 103058923 creatine kinase activity cytoplasm
- 50501511 50517974 creatine kinase activity cytoplasm



+ 41673545 41678874
+ 80564937 80597972 creatine kinase activ generation of precursmitochondrion
+ 151760286 151764795 cyclin-dependent procell cycle
+ 89155666 89161171 cyclin-dependent procell cycle
- 201543310 201554866 ATP binding cell proliferation nucleus
- 152045732 152056354 ATP binding protein amino acid p nucleus
+ 72687765 72709511 ATP binding protein amino acid p nucleus
- 177962271 177986660 ATP binding protein amino acid p nucleus
+ 44935128 44940759 ATP binding protein amino acid phosphorylation
+ 26188144 26200515 protein binding transmembrane receintercellular junction
- 74710820 74843196 protein serine/threonimmune response cellular component u
- 140559132 140591159 protein transporter a intra-Golgi transport COPI vesicle coat
+ 34871817 34942044 ATP binding autophosphorylation nucleus
+ 19596267 19632443 SH3/SH2 adaptor acJNK cascade
- 149413050 149473128 ATP binding antimicrobial humoraintegral to plasma me
+ 72861767 72882557 ATP binding intracellular signalingcytoplasm
- 148855741 148910850 ATP binding Wnt receptor signaling pathway
- 77795530 77824862 ATP binding DNA repair
- 37011197 37038589 ATP binding DNA repair
- 62250880 62379879 ATP binding Wnt receptor signaling pathway
+ 1920718 1932334 ATP binding Wnt receptor signaling pathway
+ 122909226 122979039 ATP binding Wnt receptor signaling pathway
- 411337 472482 ATP binding protein amino acid phosphorylation
- 56749314 56789283 ATP binding Wnt receptor signaling pathway
+ 31741635 31745822 kinase activity Wnt receptor signalinprotein kinase CK2 c
- 77299451 77301829 cAMP-dependent procell motility extracellular region
+ 87342349 87553097 ATP binding apoptosis actin cytoskeleton
- 61986288 62125574 ATP binding apoptosis cytoplasm
- 3909451 3920826 ATP binding apoptosis nucleus
- 35243477 35603443 ATP binding cell differentiation integral to plasma me
+ 72224426 72261648 ATP binding nucleobase, nucleos nucleus
+ 30959839 30975910 ATP binding cell adhesion integral to plasma me
+ 159333917 159481869 ATP binding cell adhesion integral to plasma me
+ 54611212 54634072 calcium ion binding intracellular signalingcellular component u
- 13960484 14654128 calcium ion binding intracellular signaling cascade
+ 234078799 234162743 diacylglycerol bindingcell growth cytoplasm
+ 52266551 52295922 ATP binding intracellular signalingintegral to membrane
- 187349713 187562705 calcium ion binding intracellular signaling cascade
- 136531639 136988864 diacylglycerol kinase intracellular signalingcytoplasm
- 942505 957174 diacylglycerol bindingintracellular signaling cascade
+ 46325594 46358680 ATP binding intracellular signalingnucleus
+ 74065607 74097743 ATP binding guanosine metabolismitochondrion

+ 60858725 60870967 glycerone kinase act glycerol metabolism
ATP binding protein amino acid phosphorylation

- 10662804 10717906 ATP binding protein amino acid p integral to membrane
- 198259732 198513757 cytoskeletal protein binding cytoplasm
- 82848326 84312086 guanylate kinase activity membrane
+ 69447839 69505554 guanylate kinase act negative regulation ocellular component u
- 7033935 7063745 guanylate kinase act learning



- 50964815 50977576 ATP binding muscle contraction
+ 95127483 95241285 binding defense response cytoplasm
+ 74693514 74696317 insulin receptor bindicell surface receptor linked signal transdu
- 242335146 242346217 ATP binding DNA metabolism
- 172127706 172130809 MAP kinase phosphacell cycle
- 218263160 218303856 MAP kinase phosphaJNK cascade cytoplasm
- 96230790 96233053 MAP kinase phosphainactivation of MAPKnucleus
+ 237100 296353 kinase activity apoptosis
- 29249538 29264104 MAP kinase phosphaMAPKKK cascade nucleus
+ 112247665 112261285 MAP kinase phosphaprotein amino acid d nucleus
- 88244306 88248764 MAP kinase phosphainactivation of MAPKcytoplasm

- 1533958 1549726 MAP kinase phosphainactivation of MAPKcytoplasm
+ 37714471 37809347 ATP binding neurogenesis nucleus
- 45007830 45016681 ATP binding positive regulation ofnucleus
+ 66329020 66340410 ATP binding protein amino acid p cytoplasm
+ 203197295 203210932 ATP binding protein amino acid phosphorylation
+ 4569504 4593301 ATP binding protein amino acid p cellular component u
- 41613539 41619390 growth factor activity cell-cell signaling extracellular region
+ 22125256 22205452 ATP binding protein amino acid p cytoplasm
+ 54860933 55049239 ATP binding cell cycle cytoskeleton
- 88695522 88766356 ATP binding protein amino acid p endoplasmic reticulu

+ 22669275 22729910 ethanolamine kinasephosphatidylethanolacytoplasm
- 46417293 46438822 3',5'-cAMP binding cell proliferation cAMP-dependent pro
- 142605041 142622822 ATP binding protein amino acid p integral to plasma me
- 16196138 16227870 ATP binding development integral to plasma me
+ 89239363 89613972 ATP binding protein amino acid p integral to plasma me
- 222108253 222262515 ATP binding protein amino acid p integral to plasma me
- 66018411 66364275 ATP binding protein amino acid p integral to membrane
- 94007859 94185993 ATP binding protein amino acid p integral to membrane
+ 22635322 22675393 ATP binding protein amino acid p integral to membrane
+ 135996957 136461353 ATP binding neurogenesis integral to plasma me
+ 22782763 22987098 ATP binding neurogenesis integral to membrane
+ 185762288 185782897 ATP binding protein amino acid p integral to plasma me
- 100044837 100069678 ATP binding cell proliferation integral to plasma me
+ 142069659 142085684 ATP binding protein amino acid p integral to membrane
+ 35109921 35138436 ATP binding cell proliferation extracellular region
+ 54760153 54782854 ATP binding protein amino acid p integral to plasma me
- 212072320 213228793 ATP binding cell proliferation integral to plasma me
+ 144870497 144876614 ATP binding autophosphorylation extracellular region
- 59474491 59561208 ATP binding apoptosis endoplasmic reticulu
- 170285251 170346795 DNA binding development nucleus
- 150211355 150215599 ATP binding apoptosis
+ 108111421 108551272 ATP binding intracellular signalingnucleus
+ 89228712 89240010 ATP binding cell proliferation
- 38389448 38445293 ATP binding MAPKKK cascade integral to plasma me
- 123227845 123347907 ATP binding cell growth integral to membrane
+ 1762853 1777829 ATP binding JAK-STAT cascade integral to plasma me
+ 176446526 176457730 ATP binding fibroblast growth factintegral to plasma me
- 27622952 27634715 ATP binding intracellular signaling cascade



+ 99179216 99235418 ATP binding protein amino acid phosphorylation
- 200831847 200852679 choline kinase activitbiological process uncellular component u
- 76229999 76238987 magnesium ion bindiriboflavin biosynthes cytoplasm
+ 65334247 65581193 kinase activity
- 1714834 1743670 NAD+ kinase activityATP metabolism cytosol
- 41805952 41978574
+ 25345592 25354458 ATP binding amino acid biosynthesis
- 135570963 135572954 ATP binding protein amino acid phosphorylation
+ 99380194 99427834 ATP binding protein amino acid phosphorylation
+ 43067817 43097480 ATP binding protein amino acid phosphorylation
- 23959108 23965338 ATP binding protein amino acid phosphorylation
- 27178760 27307988 ATP binding protein amino acid phosphorylation
- 132630518 132783752 ATP binding nucleobase, nucleoside, nucleotide and nu
- 73263261 73292290 ATP binding protein amino acid phosphorylation

- 27773789 27967232 ATP binding angiogenesis extracellular space
- 27475752 27572703 ATP binding positive regulation of integral to plasma me
- 179967359 180009172 ATP binding protein amino acid p integral to plasma me
+ 78286796 78302362 fructosamine-3-kinasfructoselysine metabcellular component u
- 11100857 11256830 binding DNA recombination phosphoinositide 3-k
+ 68879897 68918506 electron carrier activ electron transport mitochondrion
- 116369386 116488614 ATP binding intracellular signalingnucleus
+ 69045998 69071677 ATP binding metabolism cytoplasm
- 112089177 112301320 ATP binding calcium ion transportcellular component u
- 832895 915805 ATP binding protein amino acid p endoplasmic reticulu
- 71265612 71272875 ATP binding carbohydrate phosphcytoplasm
+ 47249713 47409294 ATP binding carbohydrate phosphcytoplasm
- 43957109 44002278 ATP binding glycolysis
- 21593811 21652737 glial cell line-derived transmembrane receextrinsic to membran
+ 30431196 30508381 ATP binding carbohydrate metabocytoplasm
- 80684686 80686551 ATP binding carbohydrate metabocytoplasm
- 54010958 54025494 actin binding intracellular
- 44510841 44518011 actin binding protein amino acid p intracellular
- 36204440 36248401 ATP binding N-acetylneuraminatecytoplasm
+ 3002704 3079479 ATP binding protein amino acid phosphorylation
+ 120957192 121205125 ATP binding G-protein signaling, ccytoplasm
+ 176786390 176802456 ATP binding protein amino acid phosphorylation
+ 142979740 143020021 ATP binding protein amino acid phosphorylation
+ 3573949 3576739 ATP binding protein amino acid p nucleus
- 47426177 47438576 ATP binding protein amino acid phosphorylation
- 121028237 121295203 ATP binding Wnt receptor signaling pathway
+ 18300718 18345152 [RNA-polymerase]-s DNA repair nucleus
- 14656842 14740696 ATP binding cGMP biosynthesis brush border
+ 7846716 7864382 ATP binding cGMP biosynthesis integral to plasma me
- 108422279 108531432 ATP binding cGMP biosynthesis integral to plasma me
+ 224634751 224643379 ATP binding GTP biosynthesis
+ 118079314 118095270 kinase activity protein folding cellular component u
- 54299463 54398381 ATP binding protein amino acid phosphorylation
+ 30103717 30153316 ATP binding intracellular signaling cascade
- 138714635 138773729 ATP binding apoptosis cytoplasm
+ 33264532 33331690 ATP binding apoptosis nucleus



- 45577018 45587934 ATP binding protein amino acid p nucleus
+ 70748628 70831641 ATP binding glycolysis membrane
+ 74971436 75032134 ATP binding glycolysis membrane
- 176240476 176258921 ATP binding glycolysis membrane
- 5836705 5872017 ATP binding autophosphorylation
+ 5171598 5620797

+ 32167498 32298248 ATP binding development
- 9496414 9514233 protein C-terminus b cell-matrix adhesion membrane
+ 27484297 27515854 ATP binding protein amino acid phosphorylation
- 52974056 53034527 ATP binding development
+ 97010287 97319034 ATP binding anti-apoptosis integral to membrane
- 49739350 49760593 inositol-hexakisphosphate kinase activity nucleus
- 48700442 48707861 inositol-hexakisphosphate kinase activity nucleus
- 33797424 33822660 inositol-hexakisphos DNA repair cytoplasm
- 108709355 108775951 kinase activity immune response

ATP binding immune response cytoplasm
- 123730232 123735485 cytokine activity T cell differentiation extracellular space
+ 6581587 6588673 ATP binding cell-matrix adhesion
- 238861043 238894324 hydrolase activity integrin-mediated sigprotein serine/threon
- 59625623 59697700 inositol-polyphosphate multikinase activitynucleus
- 7067637 7245011 ATP binding carbohydrate metabointegral to plasma me
- 153623737 153641739 ATP binding protein amino acid p integral to plasma me
- 152796808 152806189 ATP binding activation of NF-kappinterleukin-1 receptor
+ 10181629 10255723 ATP binding I-kappaB kinase/NF-kappaB cascade
+ 64869283 64928652 ATP binding cytokine and chemokine mediated signalin
- 227425442 227489980 insulin receptor bindisignal transduction cytoplasm
+ 156540484 156614687 ATP binding cellular defense response
- 92475959 92651980 catalytic activity signal transduction mitochondrion
+ 39573413 39583037 calmodulin binding signal transduction
- 223126126 223231930 calmodulin binding signal transduction
+ 45914847 45938603 inositol-trisphosphate 3-kinase activity
- 65012228 65064007 ATP binding intracellular signalingcytoskeleton
+ 4975244 5117995 ATP binding JAK-STAT cascade cytoskeleton
- 17797960 17819800 ATP binding intracellular signalingcytoskeleton
- 117050326 117273271 RNA binding protein biosynthesis cytosolic small riboso
+ 27221770 27235252 ketohexokinase activcarbohydrate metabolism

ATP binding protein amino acid phosphorylation
- 116219329 116474203 ATP binding protein amino acid phosphorylation

ATP binding protein amino acid phosphorylation
ATP binding protein amino acid phosphorylation

+ 229770248 229826486 ATP binding protein amino acid phosphorylation
+ 60487345 60515713 ATP binding protein amino acid phosphorylation

ATP binding protein amino acid phosphorylation
- 28980714 29176560 ATP binding T cell activation cytoplasm
+ 159199290 159224018
+ 55365088 55447783 ATP binding protein amino acid d integral to membrane



+ 97380847 97480252 ATP binding autophosphorylation integral to membrane
- 116370185 116756061 ATP binding intracellular signalingmembrane
+ 113656455 113720433 ATP binding protein amino acid phosphorylation
- 150023743 150131506 ATP binding G2/M transition of m spindle pole
- 20446578 20533654 ATP binding G1/S transition of mi nucleus
+ 32386024 32420854 ATP binding Ras protein signal tramembrane fraction
- 169607666 169657400 protein binding immune response
+ 95730286 95943810 actin binding heart development cytosol
+ 72942806 72981505 ATP binding Rho protein signal tracytoplasm
+ 29932803 30000618 ATP binding protein amino acid p cytoplasm
+ 7801242 7835861
+ 26122467 26136177 ATP binding protein amino acid phosphorylation
- 17839637 17840726 kinase activity nucleoside metaboliscellular component u
- 144987904 144996188 ATP binding protein amino acid phosphorylation
- 45298948 45339722 ATP binding protein amino acid phosphorylation
- 39583131 39593369 ATP binding protein amino acid p integral to plasma me
- 59133933 59173062 ATP binding protein amino acid phosphorylation
+ 56954925 57085685 ATP binding intracellular signaling cascade
- 44700221 44731079 protein binding regulation of transcri intracellular
+ 113645412 113937008 guanylate kinase act apoptosis membrane
- 10870941 10939096 ATP binding cell differentiation
+ 54489597 54568350 caspase activity activation of NF-kappintracellular
+ 64466678 64570935 ATP binding cell motility
- 101159542 101172881
- 4041321 4075126 ATP binding protein amino acid p extracellular region
+ 21135373 21158870 ATP binding positive regulation of protein kinase activit
+ 11864859 11987775 ATP binding JNK cascade
+ 65622074 65886506 ATP binding cell cycle
+ 64922433 65051067 ATP binding DNA damage induced protein phosphoryla
+ 7874764 7885362 ATP binding protein amino acid phosphorylation

ATP binding protein amino acid p ubiquitin ligase comp
+ 45389490 45413314 ATP binding activation of JNK
- 65121804 65138296 ATP binding G1 phase of mitotic ccentrosome
- 52160546 52179538 ATP binding JNK cascade cytoplasm
+ 186563671 186683329 RNA binding protein biosynthesis cytosolic large riboso
- 40696277 40724123 ATP binding protein amino acid phosphorylation
- 127780007 127817035 ATP binding activation of JNK
+ 59053532 59127401 ATP binding MAPKKK cascade
+ 161383232 161508792 ATP binding JNK cascade
- 136919880 137155349 ATP binding MAPKKK cascade
- 27365811 27377479
+ 30762871 30790767 ATP binding protein amino acid p cytosol

- 43770120 43800404 ATP binding activation of JNK
- 64313185 64327289 ATP binding JNK cascade Golgi membrane
- 39388073 39575870 ATP binding JNK cascade
+ 101773005 101969669 ATP binding protein amino acid p cellular component u
- 49954992 50069126 ATP binding activation of JNK cytoplasm
- 20441432 20546524 ATP binding cell cycle
- 87294810 87731462 ATP binding JNK cascade
- 49004599 49011236 ATP binding antimicrobial humoracellular component u



- 48993787 49002546 ATP binding DNA damage inducecytoplasm
+ 36206239 36215820 ATP binding cell cycle
+ 36103550 36186513 ATP binding antimicrobial humoracytoplasm
- 30032927 30042039 ATP binding protein amino acid p cellular component u
+ 50098738 50145753 ATP binding cell cycle
+ 19222399 19227444 ATP binding cell cycle
+ 49279692 49313189 ATP binding JNK cascade
+ 45863777 45884591 MAP-kinase scaffold regulation of JNK cascytoplasm
+ 49329274 49340120 MAP-kinase scaffoldpositive regulation ofcytoplasm
+ 1696221 1760318 MAP-kinase scaffoldproteolysis and pepti cytoplasm
- 179595389 179640216 ATP binding JNK cascade
+ 203246683 203296021 ATP binding MAPKKK cascade nucleus
+ 50629604 50661723 ATP binding protein amino acid p nucleus
+ 110742998 110793947 ATP binding protein amino acid phosphorylation
+ 63412650 63433628 ATP binding cell differentiation membrane
+ 102921523 103039917 ATP binding protein amino acid phosphorylation
+ 50446681 50500381 ATP binding microtubule bundle f centrosome
+ 45981304 46213816 ATP binding protein amino acid p cytoskeleton
- 3728967 3752810 ATP binding cell proliferation soluble fraction
- 35837521 35859596 protein kinase inhibit inactivation of MAPKnucleus
+ 36562904 36667678 ATP binding protein amino acid phosphorylation
+ 112372415 112503168 ATP binding cell surface receptor integral to plasma me
+ 115906409 116032390 ATP binding cell proliferation integral to plasma me
- 107324843 107594989 ATP binding protein amino acid phosphorylation
+ 146594861 146708581 ATP binding protein amino acid phosphorylation
- 36575396 36577801 ATP binding Wnt receptor signaling pathway
+ 43228083 43316708 ATP binding protein amino acid phosphorylation

+ 151357745 151536188 ATP binding intracellular signaling cascade
- 127763361 127769324 1-phosphatidylinositol-4-phosphate 5-kinase activity
- 36474317 36520578 ATP binding protein amino acid phosphorylation
+ 110586621 110657621 acyl-CoA dehydroge electron transport
- 49870425 49882328 ATP binding protein amino acid phosphorylation
+ 83160914 83214566 ATP binding heart development nucleus
+ 4683350 4742134 ATP binding JNK cascade
- 46735110 46781906 ATP binding protein amino acid phosphorylation
- 57188054 57189095 ATP binding protein amino acid phosphorylation
- 153570671 153597467 guanylate kinase act signal transduction integral to plasma me
- 39308256 39340415 guanylate kinase act protein complex asseintegral to plasma me
- 39233692 39265136 guanylate kinase act signal transduction integral to plasma me
+ 164422865 164491716 protein binding cell-cell signaling integral to plasma me
+ 58058852 58123754 kinase activity endocytosis integral to membrane
- 49899441 49916074 ATP binding cell motility integral to plasma me
+ 130882861 130935506 ATP binding protein amino acid phosphorylation
+ 110510693 110642833 ATP binding development integral to plasma me
- 87245848 87256996 ATP binding cholesterol biosynthesis
+ 108474336 108497787 ATP binding cholesterol biosynthecytoplasm
- 124813834 124903051 ATP binding protein amino acid phosphorylation
+ 26263201 26541461 ATP binding perception of sound cytoskeleton
+ 170860161 171336490 ATP binding protein amino acid p cytoskeleton
+ 71207101 71217426 ATP binding N-acetylglucosamine metabolism



+ 34414455 35144872 protein kinase A bindpost-Golgi transport Golgi trans face

+ 132228424 132552001 ATP binding protein amino acid phosphorylation
- 208224516 208237362 ATP binding cytokinesis centrosome
- 52719841 52779979 ATP binding cell cycle nucleus
+ 124099802 124194271 ATP binding positive regulation ofnucleus
+ 194933338 195020426 ATP binding protein amino acid phosphorylation
+ 24079958 24093911 ATP binding protein amino acid phosphorylation
- 74620727 74663389 ATP binding cell cycle
+ 23393311 23547529 ATP binding negative regulation onucleus
+ 46585918 46594449 ATP binding CTP biosynthesis nucleus
+ 46598810 46604103 ATP binding CTP biosynthesis nucleus
- 1760322 1761711 ATP binding CTP biosynthesis
+ 387192 390754 ATP binding CTP biosynthesis mitochondrion
- 137478760 137503031 ATP binding CTP biosynthesis cellular component u
- 48310594 48317852 ATP binding CTP biosynthesis cellular component u
- 165833428 166068844 ATP binding CTP biosynthesis
+ 150464185 150479536 ATP binding cGMP biosynthesis integral to plasma me
+ 35782405 35799709 ATP binding cGMP biosynthesis integral to membrane
+ 27563157 27576773 ATP binding protein amino acid p nucleus

+ 153643799 153664507 ATP binding cell differentiation cytoplasm
+ 84514246 84866963 ATP binding cell differentiation integral to plasma me
- 86221052 86600659 ATP binding cell differentiation integral to plasma me
+ 6318374 6320914 kinase activity
+ 38182029 38271979 ATP binding protein amino acid phosphorylation
- 31823791 31901371 kinase activity
- 166553888 166594695 ATP binding protein amino acid p Golgi apparatus
+ 34541882 34610976 protein binding endocytosis cytoplasm
- 82048962 82104809 SH2 domain binding antimicrobial humoraintegral to plasma me
- 76710708 76862581 ATP binding JNK cascade
+ 197955224 198047662 ATP binding negative regulation of protein kinase activ
+ 110145744 110270305 ATP binding protein amino acid phosphorylation
+ 44308301 44361882 ATP binding cell motility Golgi apparatus
+ 38319367 38356979 ATP binding protein amino acid phosphorylation
- 9466036 9767522 ATP binding protein amino acid phosphorylation
- 91332728 91393627 ATP binding coenzyme A biosynthesis
- 167915207 167939166 ATP binding coenzyme A biosynthesis
- 2472136 2490197 ATP binding coenzyme A biosynthesis
- 108892426 108999023 ATP binding nucleobase, nucleos intracellular
+ 89409607 89496142 ATP binding nucleobase, nucleos intracellular
- 241765504 241808868 ATP binding protein amino acid phosphorylation
+ 55569542 55574922 GTP binding gluconeogenesis cytosol
+ 23633388 23643173 GTP binding gluconeogenesis mitochondrion
+ 46834368 46845646 ATP binding protein amino acid phosphorylation
- 95174507 95296691 ATP binding protein amino acid phosphorylation
+ 202205383 202233572 ATP binding protein amino acid p cellular component u
+ 54936129 55005339 ATP binding cell proliferation integral to plasma me
- 149473595 149515503 ATP binding protein amino acid p integral to membrane
+ 173246285 173289369 ATP binding glucose metabolism mitochondrion
+ 45527694 45543421 ATP binding glucose metabolism mitochondrion



+ 24243210 24312199 ATP binding glucose metabolism mitochondrion
- 94857461 94870454 ATP binding glucose metabolism mitochondrion
+ 2527981 2588352 3-phosphoinositide-dactin cytoskeleton or cytoplasm
- 54842610 54903532 ATP binding fructose 2,6-bisphosphate metabolism
+ 203615037 203634707 6-phosphofructo-2-k fructose 2,6-bisphosphate metabolism
+ 6284900 6317500 6-phosphofructo-2-k fructose 2,6-bisphos cellular component u
- 48530122 48569231 6-phosphofructo-2-k fructose 2,6-bisphos cellular component u
+ 44544357 44571684 6-phosphofructokina fructose 6-phosphate6-phosphofructokinas
+ 46802814 46826154 6-phosphofructokina glucose metabolism 6-phosphofructokinas
+ 3099751 3168995 6-phosphofructokina glycolysis 6-phosphofructokinas
+ 89983362 90484555 ATP binding protein amino acid p cytoplasm
+ 77165913 77188467 ATP binding glycolysis
- 49861324 49862966 ATP binding glycolysis cytosol
- 71583501 71716903 calmodulin binding carbohydrate metabolism
- 18670535 18761833 calmodulin binding carbohydrate metabophosphorylase kinas
- 55922185 55934836 ATP binding carbohydrate metabophosphorylase kinas
+ 30667237 30676183 ATP binding carbohydrate metabophosphorylase kinas
+ 24911943 24956979 kinase activity
+ 99390432 99426177 1-phosphatidylinositophosphatidylinositol bintegral to plasma me
- 17067860 17147864 inositol or phosphatidintracellular signalingphosphoinositide 3-k
- 201123420 201191131 inositol or phosphatidintracellular signalingmicrosome
+ 18305740 18692615 phosphatidylinositol 3intracellular signalingmembrane
+ 180399306 180435057 inositol or phosphatidsignal transduction phosphoinositide 3-k
- 139856928 139960883 inositol or phosphatidG-protein coupled re phosphoinositide 3-k
+ 106099874 106141543 inositol or phosphatidG-protein coupled re phosphoinositide 3-k
+ 67622250 67633403 kinase activity intracellular signalingphosphoinositide 3-k
+ 18125015 18142343 contributes_to phospinsulin receptor signaphosphoinositide 3-k
- 46217832 46310334 kinase activity insulin receptor signaphosphoinositide 3-k
- 131880475 131948348 ATP binding meiosis cellular component u
- 19386544 19413509 1-phosphatidylinositophosphatidylinositol bGolgi vesicle
- 148077485 148111797 1-phosphatidylinositophosphatidylinositol bGolgi apparatus
+ 37245963 37251180 ATP binding development cytoplasm
- 48526708 48532532 ATP binding cell proliferation
+ 20705253 20723309 ATP binding protein amino acid p mitochondrion
+ 147984144 148035078 1-phosphatidylinositoglycerophospholipid cellular component u
- 22865828 23043490 1-phosphatidylinositoglycerophospholipid cellular component u
- 34177323 34209684 1-phosphatidylinositocell surface receptor cytoplasm
+ 56271323 56283296 1-phosphatidylinositol-4-phosphate 5-kinase activity
- 6299348 6400601 calcium ion binding phosphoinositide meintegral to membrane
- 133870985 133971467 ATP binding protein amino acid phosphorylation
+ 79590890 79678040 cAMP-dependent pronegative regulation of protein kinase activ
+ 122973075 123089216 cAMP-dependent pronegative regulation of protein kinase activ
- 152072702 152084298 magnesium ion bindiglycolysis
- 70278423 70310738 magnesium ion bindiglycolysis cytosol
- 2962794 2970475 ATP binding cell cycle Golgi apparatus
+ 128544355 128562752 ATP binding protein amino acid p Golgi apparatus
+ 23597701 23609191 ATP binding cell proliferation nucleus
- 11060942 11094204 3'-5' exonuclease ac mRNA catabolism, nnucleolus
- 151710280 151722540 phosphomevalonate cholesterol biosynthecytoplasm
- 55056273 55062630 ATP binding DNA damage responnucleus
+ 35036704 35046403 protein kinase inhibit signal transduction cytoplasm



- 133560319 133589661 hydrolase activity RNA splicing cytosol
- 30762707 30789486 contributes_to protei protein amino acid d protein phosphatase 
+ 29994884 30004196 NF-kappaB-inducing microtubule cytoskel centrosome
- 40795238 40834046 ATP binding activation of MAPK intracellular
+ 56823040 56886142 ATP binding cholesterol biosynthesis
- 14063508 14089559 ATP binding protein amino acid p cAMP-dependent pro
+ 84255765 84416200 ATP binding protein amino acid p nucleus
- 68857004 68858562 ATP binding male gonad development
- 47682322 47698859 cAMP-dependent profatty acid biosynthesis
- 219512610 219522017 AMP-activated prote fatty acid biosynthesis
+ 64020137 64040503 3',5'-cAMP binding intracellular signalingcAMP-dependent pro
- 48763096 48860274 3',5'-cAMP binding intracellular signalingcAMP-dependent pro
+ 106279128 106396206 3',5'-cAMP binding intracellular signalingcAMP-dependent pro
+ 61729387 62237324 ATP binding cell surface receptor membrane fraction
+ 36777902 36796207 ATPase activity DNA methylation durGolgi apparatus
+ 53170262 53201771 ATP binding intracellular signalingcytoplasm
+ 45790693 46326779 ATP binding induction of apoptosimembrane fraction
+ 59077278 59102713 ATP binding intracellular signaling cascade
+ 60858267 61087449 ATP binding intracellular signaling cascade
+ 171422926 171506466 ATP binding cytoskeleton organiz cytosol
+ 14405165 14443678 ATP binding activation of JNK intracellular
+ 88862276 89011443 ATP binding protein amino acid p intracellular
- 29115439 29466652 ATP binding cell proliferation Golgi apparatus
- 37389298 37455873 ATP binding intracellular signaling cascade
- 6509110 6662244 ATP binding intracellular signalingintracellular
+ 11407268 11422783 calcium ion binding protein kinase casca endoplasmic reticulu
+ 2014231 2148988 ATP binding anti-apoptosis cytoplasm
- 51869412 51911506 ATP binding intracellular signalingintracellular
- 48848221 49035296 DNA binding DNA recombination nucleus
+ 52504298 53725280 3',5'-cGMP binding actin cytoskeleton or cAMP-dependent pro
- 82367015 82483394 3',5'-cGMP binding protein amino acid phosphorylation
- 37245349 37295719 ATP binding apoptosis intracellular
- 179121656 179141371 double-stranded RNAimmune response intracellular
+ 732992 888219 ATP binding ion transport cytoplasm
+ 93026766 93162409 ATP binding protein amino acid phosphorylation
- 54107777 54243127 ATP binding protein amino acid phosphorylation
+ 38186221 38202312 ATP binding ion transport tight junction
- 3515771 3625010 ATP binding protein amino acid phosphorylation
+ 7185374 7292950 ATP binding protein amino acid phosphorylation
+ 3966594 4010216 ATP binding RNA splicing nucleus
+ 106677903 106700400 kinase activity nucleoside metabolism
+ 12569187 12601996 kinase activity nucleoside metabolism
- 71818609 71861526 enzyme inhibitor acti nucleoside metabolism
+ 18702216 18775305 enzyme inhibitor acti nucleoside metabolism
+ 29892722 29911082 ATP binding actin cytoskeleton or cytoplasmic membra
+ 66484715 66521081 ATP binding protein amino acid p Golgi apparatus
- 87129806 87150967 ATP binding protein amino acid phosphorylation
- 141737682 142080514 ATP binding integrin-mediated sigcytoskeleton
+ 27224915 27372820 ATP binding apoptosis cytoplasm
- 61630221 61639151 ATP binding intracellular signalingnucleus
+ 43152006 43237435 ATP binding cell adhesion integral to membrane



- 42473794 42486445
- 52237666 52248223 ATP binding intracellular
- 18706052 18769874 hydrolase activity protein amino acid d integral to membrane
+ 61522284 62254737 carbonate dehydrataone-carbon compounintegral to plasma me
+ 47958688 48146246 hydrolase activity cell-cell signaling integral to plasma me
- 69318128 69600851 hydrolase activity embryonic developmintegral to membrane
- 40134806 41251971 hydrolase activity protein amino acid d integral to plasma me
+ 58293656 58385918 ATP binding intracellular signaling cascade
- 97355691 97406372 N-acetyl-gamma-glutamino acid biosyntheinner membrane
+ 6187365 6216837 GTP binding protein transport
- 12600107 12680414 ATP binding apoptosis mitochondrial outer m
- 101764930 101841284 ATP binding protein amino acid p cytoplasm
+ 80292313 80557709 guanyl-nucleotide ex small GTPase mediated signal transductio
+ 43963405 44006608 ATP binding
+ 23754822 24134824 ATP binding intracellular signalingcytoplasm
- 27915916 28024874 kinase activity D-ribose metabolism
+ 42892517 42945799
- 28978758 28999744 DNA binding cell proliferation integral to plasma me
+ 113369597 113373973 ATP binding changes in polarizati cytoplasm
+ 7335060 7363267 ATP binding
+ 19287253 19317031 ATP binding chromosome segregation
+ 3022056 3059173 ATP binding apoptosis
+ 90839172 90872432 ATP binding inflammatory respon intracellular
- 23875071 23879013 ATP binding protein amino acid phosphorylation
- 179274428 179287765 ATP binding mRNA processing cellular component u
- 16787532 16944869 ATP binding Rho protein signal tracytoskeleton
- 11272375 11435309 ATP binding cytokinesis actin cytoskeleton
+ 63951734 64356728 ATP binding development cytoplasm
- 91564438 91791999 ATP binding development integral to plasma me
- 117716222 117853711 ATP binding protein amino acid p integral to membrane
+ 46452628 46498043 unfolded protein bindbeta-tubulin folding membrane
+ 26540406 26585656 ATP binding protein amino acid phosphorylation
- 166795129 167011136 ATP binding protein amino acid p nucleus
- 19933136 20044407 ATP binding central nervous system development
+ 63883218 63896262 ATP binding protein amino acid p nucleus
- 90406924 90596746 ATP binding DNA damage inducenucleus
- 83125128 83254098 ATP binding central nervous system development
+ 55325306 55379669 ATP binding protein amino acid phosphorylation
+ 66952562 66959448 ATP binding protein amino acid phosphorylation
+ 209612991 209835202 ATP binding protein amino acid phosphorylation
- 74442099 74458630 ATP binding protein amino acid phosphorylation
- 135358675 135452288 ATP binding protein amino acid p integral to plasma me
+ 12810347 12846765 ATP binding cytoskeleton organiz cytoskeleton
- 43565803 43862551 SH3/SH2 adaptor ac immune response
+ 65049158 65062750 ATP binding mitotic chromosome cellular component u
- 13400088 13430286 ATP binding protein modification
- 134532081 134537695 ATP binding apoptosis nucleus
+ 41628150 41647686 ATP binding protein amino acid p cellular component u
+ 67850015 67936809 ATP binding intracellular signaling cascade
- 151747847 151759913 phospholipid binding activation of MAPK plasma membrane
+ 110978379 111102840 ATP binding protein amino acid p cytoplasm



+ 105717459 105777332 ATP binding nucleotide-excision repair
- 18726582 18795057
- 202002848 202022540 ATP binding protein amino acid phosphorylation
- 43658826 43671436 ATP binding cell cycle cytoplasm
- 57785569 57791844 ATP binding positive regulation of I-kappaB kinase/NF-
+ 43303099 43367634 ATP binding protein amino acid phosphorylation
- 11255774 11257540 insulin-like growth fa JAK-STAT cascade cytoplasm
+ 46837749 46901578 kinase inhibitor activ JAK-STAT cascade cytoplasm
+ 124048949 124069895 cAMP-dependent profertilization (sensu Mmembrane
+ 130723085 130754683 kinase activity signal transduction plasma membrane
+ 71892296 71895536 D-erythro-sphingosinintracellular signalingcytosol
+ 53814359 53825473 ATP binding anti-apoptosis cytosol
- 30362453 30364725 ATP binding selenocysteine biosycellular component u
+ 179180502 179197681 SH2 domain binding endosome transport cytosol
+ 35406501 35467233 ATP binding protein amino acid phosphorylation
- 61642606 61649301 ATP binding intracellular signaling cascade
- 35908788 35996934 ATP binding RNA splicing nucleus
- 104350774 104503428 ATP binding protein amino acid phosphorylation
- 27076750 27189870 cytoskeletal protein bnegative regulation ocytosol
- 19484227 19487357 ATP binding protein amino acid phosphorylation
- 171403229 171547865 ATP binding protein amino acid phosphorylation
+ 1157641 1179428 ATP binding protein amino acid phosphorylation
+ 219936009 219939131 ATP binding protein amino acid phosphorylation
+ 43395965 43438962 ATP binding apoptosis nucleus
- 196827364 196861781 ATP binding apoptosis nucleus
+ 129159705 129177532 ATP binding protein amino acid phosphorylation
+ 32047624 32057202 ATP binding protein amino acid p nucleus
+ 17493343 17494690 ATP binding cell differentiation
+ 32497292 32498998 ATP binding cell differentiation intracellular
- 112796573 112798565
+ 152567364 152572031
- 97902414 97972253 ATP binding protein amino acid phosphorylation
- 242154422 242168024 ATP binding protein amino acid phosphorylation
+ 1367704 1439902 ATP binding protein amino acid phosphorylation
- 99536042 99907085 ATP binding apoptosis cytoplasm
+ 23523132 23645371 ATP binding protein amino acid phosphorylation
- 8369993 8572079 ATP binding protein amino acid phosphorylation
+ 2031518 2077196 ATP binding protein amino acid phosphorylation
+ 219362313 219392941 ATP binding mitotic chromosome cellular component u
- 36569647 36623225 ATP binding protein amino acid p nucleus
+ 27288374 27369794 ATP binding protein amino acid p actin cytoskeleton
- 168636037 168929612 ATP binding protein amino acid p cytoplasm
+ 43028533 43142005 ATP binding apoptosis integral to membrane
- 54377851 54400758 ATP binding cell cycle nucleus
+ 90643624 90738036 ATP binding cell proliferation
+ 70369134 70467321 ATP binding G1 phase of mitotic cnucleus
- 32619451 32625667 DNA binding G1 phase of mitotic cnucleus
+ 29892722 29911082 ATP binding actin cytoskeleton or cytoplasmic membra
+ 63132203 63182158 ATP binding positive regulation of I-kappaB kinase/NF-
- 47978728 48112742 ATP binding protein amino acid phosphorylation
+ 27099440 27220164 ATP binding cell-cell signaling integral to plasma me



+ 35595366 35600029 ATP binding protein amino acid phosphorylation
- 45478648 45625926 ATP binding actin cytoskeleton or nucleus
- 53989037 54124415 ATP binding protein amino acid phosphorylation
+ 98946966 98991862 ATP binding protein amino acid p integral to plasma me
+ 30623041 30708147 ATP binding positive regulation of integral to membrane
+ 43435756 43457871 ATP binding mesoderm developmintegral to plasma me
+ 69018642 69099672 guanylate kinase activity integral to plasma me
- 73681775 73694726 ATP binding DNA metabolism cytoplasm
- 65102150 65141816 ATP binding DNA metabolism mitochondrion
- 171674076 171842467 ATP binding cell cycle nucleus
+ 57910135 58044757 ATP binding cell cycle nucleus
- 38620443 38628978 transmembrane receactivation of NF-kappintegral to membrane
+ 187365457 187381399 double-stranded RNAactivation of NF-kappintegral to plasma me
+ 117546137 117557607 lipopolysaccharide b T-helper 1 type immuintegral to membrane
- 38650973 38653726 lipoprotein binding T-helper 1 type immuintegral to plasma me
- 27723058 27751268 ATP binding mitosis cellular component u
- 143586690 143970781 ATP binding thiamin diphosphate biosynthesis
+ 125786241 125922352
+ 12807805 12833454 ATP binding protein amino acid phosphorylation
+ 110024320 110056542 transmembrane rececellular defense respintegral to plasma me
+ 14196828 14562457 ATP binding protein amino acid phosphorylation
- 74566964 74732564 ATP binding calcium ion transportintegral to membrane
- 48639782 48766260 ATP binding calcium ion transportintegral to membrane

- 40825024 41000204 ATP binding protein amino acid phosphorylation
+ 80771077 80808956 ATP binding mitotic spindle checkspindle
- 179216226 179497655 ATP binding carbohydrate metaboZ disc
- 47909688 47977201 ATP binding intracellular signalingcytoplasm
+ 37661438 37713238 ATP binding CTP biosynthesis
- 10322208 10352211 ATP binding intracellular signalingcytoskeleton
+ 39638523 39658818 ATP binding cell adhesion integral to plasma me
- 131428744 131436209 ATP binding biosynthesis
+ 63980664 64030346 UTP-glucose-1-phosUDP-glucose metabolism
+ 131045508 131073926 ATP binding protein amino acid phosphorylation
- 19618057 19711822 ATP binding protein amino acid phosphorylation
+ 47511607 47556530 ATP binding nucleobase, nucleos cytoplasm
+ 162528547 162608995 ATP binding biosynthesis cellular component u
- 62041634 62058212 ATP binding biosynthesis
+ 96333467 96417693 ATP binding protein amino acid phosphorylation
+ 58185476 58298654 ATP binding protein amino acid p integral to membrane
- 55171539 55220448 ATP binding protein amino acid phosphorylation
+ 9550915 9567874 ATP binding cytokinesis nucleus
- 63730675 63801356 protein-tyrosine kinasWnt receptor signaling pathway
+ 38363243 38431471 kinase activity carbohydrate metabolism
- 711742 746837 ATP binding intracellular signaling cascade
+ 30665082 30678143 actin binding cytoskeleton organiz cytoplasm
- 9674703 9721704 protein domain spec exocytosis
+ 173766076 173917378 ATP binding DNA damage checkpcellular component u
+ 97788548 97814841 ATP binding immune response immunological synap
- 23104915 23138584 TRAIL binding activation of NF-kappintegral to membrane
+ 7225133 7233780 ATP binding autophosphorylation cytoplasm



- 54934822 54958327
+ 30865381 30919551 G-protein coupled re G-protein coupled re integral to plasma me
+ 55674621 55676735 G-protein coupled re G-protein coupled re integral to membrane
+ 199791438 199868189 A1 adenosine receptG-protein coupled re integral to plasma me
+ 23153645 23162878 A2A adenosine rece G-protein coupled re integral to membrane
+ 15788955 15819935 A2B adenosine rece G-protein coupled re integral to plasma me
- 111754096 111758785 A3 adenosine receptG-protein coupled re integral to plasma me
- 26683138 26778839 adrenoceptor activityG-protein coupled re integral to plasma me
+ 159276317 159332129 adrenoceptor activityG-protein coupled re integral to plasma me
- 4149815 4177659 adrenoceptor activityDNA metabolism integral to plasma me
+ 112826910 112830560 adrenoceptor activityG-protein coupled re integral to plasma me
- 96200496 96203762 adrenoceptor activityG-protein coupled re integral to plasma me
+ 3804398 3807217 adrenoceptor activityG-protein coupled re endosome
+ 115793804 115795518 beta1-adrenergic recG-protein coupled re integral to plasma me
+ 148186368 148188379 beta2-adrenergic recG-protein coupled re endosome
- 37939672 37943341 beta3-adrenergic recG-protein signaling, cintegral to plasma me
+ 66790668 66810945 ATP binding protein amino acid p cytoplasm
+ 24285499 24444470 ATP binding protein amino acid phosphorylation
+ 149898362 149943486 C-X-C chemokine re G-protein coupled re integral to membrane
+ 115113884 115117702 angiotensin type II reG-protein coupled re integral to plasma me
- 56757629 56761364 receptor activity G-protein coupled re integral to membrane
- 104306752 104330608 ATP binding G-protein coupled re nucleus
- 104423479 104464180 GTP binding G-protein coupled receptor protein signalin
- 74654810 74740299 enzyme inhibitor acti sensory perception cytoplasm
- 61826482 61832857 protein kinase C bindG-protein coupled re endosome
+ 202767010 202774698 protein kinase C bindG-protein coupled re endosome
+ 152691216 152693487 receptor activity G-protein coupled re Golgi apparatus
+ 143542378 143623369 G-protein coupled re axonogenesis integral to plasma me
- 31861811 31898729 G-protein coupled re neuropeptide signalinintegral to membrane
+ 69404157 70156120 G-protein coupled re neuropeptide signalincell surface
+ 95792311 95800851 bradykinin receptor aG-protein coupled re endoplasmic reticulu
+ 95740949 95780536 bradykinin receptor aG-protein coupled re integral to plasma me
+ 118259776 118272180 C-X-C chemokine re B cell activation integral to plasma me
+ 135295644 135300118 bombesin receptor aG-protein coupled re integral to membrane
- 21041854 21097361 G-protein coupled re signal transduction integral to plasma me
- 6628877 6671660 endopeptidase inhibiG-protein coupled re extracellular region
- 8102185 8110222 C3a anaphylatoxin reG-protein coupled re integral to plasma me
- 120794168 120892108 chemokine activity G-protein coupled re extracellular space
+ 52504970 52517163 C5a anaphylatoxin reG-protein coupled re integral to plasma me
- 25037432 25041345 G-protein coupled re neuropeptide signalinmembrane
- 14946625 14950427 hormone activity G-protein signaling, cendoplasmic reticulu
- 92698449 92848401 G-protein coupled re G-protein coupled re integral to plasma me
- 188035337 188138484 G-protein coupled re G-protein signaling, cintegral to plasma me
+ 89933129 89944148
+ 123385219 123488032 metabotropic glutam calcium ion homeost integral to plasma me
+ 42825979 42883778 C-C chemokine receG-protein coupled re integral to plasma me
+ 55996179 56007475 chemokine activity G-protein coupled re extracellular region
+ 29606410 29608331 chemokine activity G-protein signaling, cextracellular space
- 31364209 31369118 chemokine activity G-protein coupled re extracellular region
+ 8023933 8033547 chemokine activity G-protein coupled re extracellular region
- 31439717 31441600 chemokine activity G-protein coupled re extracellular region



- 46218731 46224819 C-C chemokine receG-protein signaling, cintegral to plasma me
+ 46370643 46377423 C-C chemokine receG-protein coupled re integral to plasma me
+ 46258691 46283166 C-C chemokine receG-protein coupled re integral to plasma me
+ 32968069 32971407 C-C chemokine receG-protein coupled re integral to plasma me
+ 46386636 46392695 C-C chemokine receG-protein coupled re integral to membrane
+ 167506667 167523040 C-C chemokine receG-protein coupled re integral to plasma me
- 35963549 35975250 C-C chemokine receG-protein coupled re integral to plasma me
+ 39346218 39351077 C-C chemokine receG-protein coupled re integral to plasma me
+ 45903054 45919670 C-C chemokine receG-protein coupled re integral to membrane
+ 133798791 133804080 C-C chemokine receG-protein coupled re integral to plasma me
+ 46423753 46426017 C-C chemokine receG-protein coupled re integral to membrane
+ 117680823 117692096 SH3 domain binding G-protein coupled re T cell receptor comp
+ 14353265 14380533 G-protein coupled re cell adhesion integral to plasma me
- 45077249 45253586 G-protein coupled re cell adhesion integral to plasma me
+ 109504682 109530414 G-protein coupled re cell adhesion integral to membrane
- 48648900 48675352 G-protein coupled re cell adhesion integral to membrane
+ 36679558 36710994 chromatin binding DNA repair chromatin assembly 
+ 136156867 136158268 muscarinic acetylchoG-protein signaling, cintegral to plasma me
+ 236396792 236398565 muscarinic acetylchoG-protein coupled re integral to plasma me
- 107187813 107235553 C5a anaphylatoxin reG-protein coupled re integral to membrane
- 88906301 88911775 cannabinoid recepto G-protein signaling, cintegral to plasma me
- 23945765 23985123 cannabinoid recepto G-protein signaling, cintegral to plasma me
+ 41217448 41268973 G-protein coupled re G-protein coupled re integral to plasma me
- 30465439 30495136 G-protein coupled re G-protein coupled re integral to plasma me
- 105887608 105989792 DNA binding DNA repair mitochondrion
- 39279990 39296526 C-X-C chemokine re G-protein coupled re integral to plasma me
- 44185612 44200551 chemokine activity G-protein coupled re extracellular region
- 75327790 75329927 chemokine activity G-protein coupled re extracellular space
- 75267348 75269440 chemokine activity G-protein coupled re extracellular space
- 77279801 77285820 chemokine activity G-protein coupled re extracellular space
- 70618787 70621388 C-C chemokine receG-protein coupled re cytoplasm
- 136705638 136709450 C-C chemokine receG-protein coupled re integral to membrane
+ 45959976 45964849 C-C chemokine receG-protein coupled re integral to plasma me
- 77334275 77389232 leukotriene receptor G-protein coupled re integral to plasma me
+ 48178951 48181499 leukotriene receptor G-protein coupled re integral to membrane
+ 7789608 7791647 G-protein coupled re extracellular region
- 174800642 174803769 dopamine receptor aG-protein signaling, ccell
+ 9459871 9461901 dopamine receptor aG-protein coupled re integral to plasma me
- 98744796 98746418 purinergic nucleotideG-protein coupled re integral to plasma me
+ 185450218 185493520 S-adenosylmethioninbrain development cytoplasmic vesicle m
+ 101414596 101419094 lysosphingolipid and G-protein coupled re integral to plasma me
- 110715610 110879920 lysosphingolipid and G-protein coupled re integral to plasma me
+ 88835915 88849478
- 19595476 19600017 lipid binding G-protein coupled re integral to plasma me
- 10195519 10202929 lipid binding G-protein coupled re integral to membrane
+ 3129769 3131329 lipid binding G-protein coupled re integral to plasma me
- 84991521 85043863 lipid binding G-protein signaling, cintegral to plasma me
- 10484622 10489112 lysosphingolipid and G-protein coupled re integral to membrane
+ 148759734 148823710 endothelin-A receptoG-protein coupled re integral to plasma me
- 77367616 77447665 endothelin receptor aG-protein signaling, cintegral to plasma me
- 80681248 80713941 G-protein coupled phfatty acid biosynthes endoplasmic reticulu



G-protein coupled re neuropeptide signalinintegral to membrane
+ 6838581 6891463 G-protein coupled re cell adhesion integral to plasma me
- 14591051 14646810 G-protein coupled re neuropeptide signalinintegral to membrane
+ 198823685 198830290 G-protein coupled re G-protein coupled re integral to membrane
+ 76047546 76067054 receptor activity G-protein coupled re Golgi apparatus
+ 76150609 76166895 receptor activity G-protein coupled re Golgi apparatus
- 75947063 75954996 phosphoinositide phoG-protein coupled re integral to plasma me
+ 16860825 16870516 receptor activity G-protein signaling, cintegral to plasma me
+ 78232613 78233871 purinergic nucleotideG-protein coupled re integral to membrane
+ 27400556 27401721 pheromone receptor G-protein coupled re integral to membrane
- 4876706 4879445 receptor activity
- 30482482 30493420 signal transducer actG-protein coupled re heterotrimeric G-prot
+ 145553032 145555754 receptor activity
+ 157091023 157100488
- 55502754 55510457
- 175124852 175177315 DNA binding intracellular signalingintegral to membrane
- 56940838 56946962 N-formyl peptide rec G-protein coupled re endosome
+ 56957829 56965582 N-formyl peptide rec G-protein coupled re integral to membrane
+ 56990222 57021146 N-formyl peptide rec G-protein coupled re integral to membrane
- 49101302 49293281 follicle stimulating hoG-protein coupled re integral to membrane
+ 155987582 155989361 chemokine receptor G-protein coupled re integral to plasma me
+ 90538433 90542783 G-protein coupled re G-protein coupled re integral to membrane
+ 129171911 129175164 G-protein coupled re G-protein coupled re integral to plasma me
+ 39990450 39992433 G-protein coupled re G-protein coupled re integral to plasma me
+ 28407691 28477878 G-protein coupled re G-protein coupled re integral to plasma me
- 86334369 86344081 G-protein coupled re G-protein coupled re integral to membrane
- 208456793 208459624
+ 104380275 104414268 G-protein coupled re G-protein coupled re integral to membrane
+ 202724815 202728666 G-protein coupled re G-protein coupled re integral to membrane
- 35967182 35970368 G-protein coupled re G-protein coupled re integral to membrane
+ 72292963 72295149 G-protein coupled re G-protein coupled re integral to membrane
- 29677984 29708839 GABA-B receptor ac gamma-aminobutyricintegral to membrane
+ 71582486 71585168 galanin receptor activG-protein coupled re integral to membrane
- 162824894 162834264 hormone activity G-protein coupled re extracellular region

G-protein coupled re G-protein coupled re integral to membrane
+ 30776875 30792381 G-protein coupled re G-protein coupled re integral to membrane
- 173648035 173648905 growth hormone-releG-protein coupled re integral to membrane
+ 50863341 50877557 G-protein coupled re G-protein coupled re integral to membrane
- 24924619 24940735 GTPase activator ac regulation of G-protein coupled receptor p
- 108830328 108896820 GTPase activator ac regulation of G-protein coupled receptor p
+ 39124594 39163497 G-protein coupled re G-protein coupled re integral to membrane
+ 9670105 9733747 G-protein coupled re G-protein coupled re integral to membrane
- 60437295 60483216 GTP binding G-protein coupled re membrane
- 77268102 77492777 GTP binding G-protein coupled re heterotrimeric G-prot
+ 3087229 3114741 GTP binding G-protein coupled re heterotrimeric G-prot
+ 79408790 79493376 GTP binding G-protein coupled receptor protein signalin
+ 109803342 109849017 GTP binding G-protein coupled receptor protein signalin
+ 54783648 54948651 GTP binding G-protein coupled receptor protein signalin
- 77564746 77875746 GTP binding G-protein coupled re cytoplasm
+ 56900129 56919640 GTP binding G-protein coupled re extracellular region
+ 50204046 50208953 GTP binding G-protein coupled receptor protein signalin



- 109857755 109867747 G-protein coupled phG-protein coupled re heterotrimeric G-prot
+ 21737222 21791775 GTP binding G-protein coupled re endoplasmic reticulu
- 1748891 1854657 signal transducer actG-protein coupled re heterotrimeric G-prot
+ 6819635 6826818 GTPase activity G-protein coupled re heterotrimeric G-prot
- 180599703 180652073 signal transducer actG-protein coupled re heterotrimeric G-prot
+ 93195749 93200475 signal transducer actG-protein coupled re heterotrimeric G-prot
- 67882044 68011157 signal transducer actG-protein coupled re heterotrimeric G-prot
+ 62231708 62233246 signal transducer actG-protein coupled re heterotrimeric G-prot
- 232040173 232140095 signal transducer actregulation of G-proteheterotrimeric G-prot
- 84676112 84684264 signal transducer actG-protein coupled re heterotrimeric G-prot
- 2462217 2653663 signal transducer actregulation of G-proteheterotrimeric G-prot
- 68434963 68450570 gonadotropin-releasi G-protein coupled re integral to membrane
- 142998278 143005120 gonadotropin-releasi G-protein coupled re integral to membrane
+ 218951257 218954087 receptor activity G-protein coupled re integral to membrane
- 129243948 129244956 receptor activity G-protein coupled re integral to membrane
- 37880222 38000385 receptor activity G-protein coupled re integral to plasma me
- 206865546 206903651 G-protein coupled re G-protein coupled re integral to membrane
- 120343633 120344746 neuropeptide Y rece G-protein coupled re integral to plasma me
+ 152724573 152725698 angiotensin type II reG-protein coupled re integral to membrane
- 135837826 135839353 receptor activity G-protein coupled re integral to membrane
+ 132915524 132916553 receptor activity G-protein coupled re integral to membrane
- 152412604 152478852 UDP-activated nucle G-protein coupled re integral to membrane
- 47075917 47094194 G-protein coupled re neuropeptide signalinintegral to membrane
+ 47732181 47758379 G-protein coupled re neuropeptide signalinintegral to membrane
+ 135130575 135244733 G-protein coupled re neuropeptide signalinintegral to membrane
- 26444464 26453568 G-protein coupled re neuropeptide signalinintegral to membrane
+ 47761558 47794135 G-protein coupled re neuropeptide signalinintegral to membrane
- 46928297 46990825 G-protein coupled re neuropeptide signalinintegral to membrane
- 129243948 129244956 receptor activity G-protein coupled re integral to membrane
- 26230959 26231964 G-protein coupled re G-protein coupled re integral to plasma me
+ 134773313 134831894 G-protein coupled re G-protein coupled re integral to membrane
+ 37773931 37820650 G-protein coupled re neuropeptide signalinintegral to membrane
+ 142664861 142806785 G-protein coupled re neuropeptide signalinintegral to membrane
+ 101811134 101896955 G-protein coupled re neuropeptide signalinintegral to membrane
- 104586782 104602799 receptor activity G-protein coupled re integral to membrane
+ 47857756 47900394 receptor activity G-protein coupled re integral to membrane
+ 77925489 77926659 receptor activity G-protein coupled re integral to membrane
+ 37553235 37554153 purinergic nucleotideG-protein coupled re integral to membrane
- 9503189 9543653 G-protein coupled re G-protein coupled re cytoplasm
- 100475364 100548844 receptor activity G-protein coupled re integral to membrane
+ 870381 872138 receptor activity G-protein coupled re integral to membrane
+ 99733567 99734650 purinergic nucleotideG-protein coupled re integral to plasma me
- 121368568 121445635 GABA-B receptor ac G-protein coupled re integral to membrane
- 9121226 9123622 G-protein coupled re G-protein coupled re integral to membrane
+ 171239404 171285883 receptor activity G-protein coupled re integral to membrane
- 164791341 164805805 receptor activity G-protein coupled re integral to membrane
+ 128119976 128126442 chemokine receptor G-protein coupled re integral to plasma me
- 98704972 98708629 purinergic nucleotideG-protein coupled re integral to membrane
- 12705262 12706671 receptor activity G-protein coupled re integral to plasma me
- 38084961 38087371 C-C chemokine receG-protein coupled re integral to plasma me
- 142436128 142437205 receptor activity G-protein coupled re integral to plasma me



+ 122876399 122877449 receptor activity G-protein coupled re integral to plasma me
+ 106708456 106709758 receptor activity G-protein coupled re integral to plasma me
+ 77816445 77818733 purinergic nucleotideG-protein coupled re integral to plasma me
+ 39399736 39403318 melanin-concentratinG-protein signaling, aintegral to membrane
+ 197573822 197574908 angiotensin type II reG-protein coupled re integral to plasma me
+ 125415860 125444113 receptor activity G-protein coupled re integral to membrane
+ 71885890 71887018 receptor activity G-protein coupled re integral to membrane
+ 27403293 27406457 G-protein coupled re G-protein coupled re integral to plasma me
+ 899752 906692 purinergic nucleotideG-protein coupled re integral to membrane
- 167540770 167541730 receptor activity G-protein coupled re integral to plasma me
+ 55965669 55966740 N-formyl peptide rec G-protein coupled re integral to plasma me
+ 41304512 41312780 purinergic nucleotideG-protein coupled re integral to plasma me
+ 241288784 241290659 receptor activity G-protein coupled re integral to plasma me
- 123980066 123999632 G-protein coupled re G-protein coupled re integral to plasma me
+ 48692474 48694514 growth hormone-releG-protein coupled re integral to plasma me
+ 133008347 133236911 receptor activity G-protein coupled re integral to plasma me
- 50784864 50787557 G-protein coupled re G-protein coupled re integral to plasma me
+ 40534294 40535197 receptor activity G-protein coupled re integral to plasma me
+ 40541341 40543227 purinergic nucleotideG-protein coupled re integral to plasma me
+ 40554101 40555142 purinergic nucleotideG-protein coupled re integral to plasma me
+ 40632456 40633449 purinergic nucleotideG-protein coupled re integral to plasma me
- 60374982 60380020 N-formyl peptide rec G-protein coupled re integral to plasma me
+ 105316717 105318442 receptor activity G-protein coupled re integral to membrane
- 27344085 27450869 protein-hormone rec G-protein coupled re integral to membrane
+ 70120079 70264889 protein-hormone rec G-protein coupled re integral to plasma me
+ 150015692 150020505 melatonin receptor a G-protein coupled re integral to membrane
- 98129920 98551034 GABA-B receptor ac G-protein coupled re integral to plasma me
+ 171148906 171149992 receptor activity G-protein coupled re integral to plasma me
+ 868502 872001 receptor activity G-protein coupled re integral to membrane
- 231597538 231615446
+ 56211458 56256445 G-protein coupled re cell adhesion integral to membrane
- 132979981 132980902 receptor activity G-protein coupled re integral to membrane
+ 110406989 110408615 G-protein coupled re G-protein coupled re integral to plasma me
+ 109794550 109800497 G-protein coupled re G-protein coupled re integral to membrane
+ 51964436 51966559 G-protein coupled re G-protein coupled re integral to membrane
- 97352644 97391921 receptor activity G-protein coupled re integral to membrane
- 18767088 18900243 G-protein coupled re neuropeptide signalinintegral to plasma me
+ 87541248 87548167 receptor activity G-protein coupled re integral to plasma me
- 232213375 232220707 neuromedin U recep G-protein signaling, cintegral to membrane
- 90769964 90790022 receptor activity G-protein coupled re integral to plasma me
+ 54015020 54016007 opioid receptor activiG-protein coupled re integral to membrane
- 93750130 93774066 neuropeptide Y rece G-protein coupled re integral to membrane
+ 68784604 68794359 neuropeptide Y rece G-protein coupled re integral to membrane
+ 46462075 46505438 DNA binding RNA processing heterogeneous nucle
+ 73262555 73378813 neuropeptide receptoG-protein coupled re integral to plasma me
- 53991700 53998719 receptor activity G-protein coupled re integral to plasma me
+ 52532210 52537112 C5a anaphylatoxin reG-protein coupled re integral to membrane
+ 8700361 8707589 receptor activity G-protein coupled re integral to membrane
- 62207626 62208628 opioid receptor activiG-protein coupled re integral to membrane

- 121735610 121740009 receptor activity G-protein coupled re integral to membrane



+ 41339661 41343703 receptor activity G-protein coupled re integral to membrane
- 53042496 53044525 G-protein coupled re G-protein coupled re integral to membrane
- 112314418 112321730 receptor activity G-protein coupled re integral to membrane
- 152526793 152529651
- 152494594 152517334 G-protein coupled re G-protein coupled re integral to membrane
+ 100715713 100719591 G-protein coupled re G-protein coupled re integral to membrane
+ 153074134 153082348 G-protein coupled re G-protein coupled re integral to membrane
- 6598261 6615548 purinergic nucleotideG-protein coupled re integral to membrane
+ 56259671 56280789 G-protein coupled re neuropeptide signalinintegral to membrane
- 19777795 19803652 metabotropic glutam G-protein coupled re integral to membrane
+ 69941430 69955161 metabotropic glutam G-protein coupled re integral to plasma me
- 12984975 12994585 metabotropic glutam G-protein coupled re integral to membrane
- 117219940 117256891 metabotropic glutam G-protein coupled re integral to membrane
+ 3002704 3079479 ATP binding protein amino acid phosphorylation
+ 120957192 121205125 ATP binding G-protein signaling, ccytoplasm
+ 176786390 176802456 ATP binding protein amino acid phosphorylation
+ 142979740 143020021 ATP binding protein amino acid phosphorylation
+ 6801223 6806844 oxidoreductase activ G-protein coupled re integral to membrane
+ 31211678 31275009 receptor activity G-protein coupled re integral to membrane
+ 146392111 146800427 metabotropic glutam G-protein coupled re integral to membrane
+ 51718037 51727168 metabotropic glutam G-protein coupled re integral to membrane
+ 85917880 86138843 metabotropic glutam G-protein coupled re integral to plasma me
- 34097606 34209421 metabotropic glutam G-protein coupled re integral to membrane
- 87880625 88420838 metabotropic glutam G-protein coupled re integral to plasma me
- 178337937 178354730 metabotropic glutam detection of visible ligintegral to membrane
+ 6877926 7758217 metabotropic glutam G-protein coupled re integral to membrane
- 125672607 126477261 metabotropic glutam G-protein coupled re integral to plasma me
+ 15901335 15930598 bombesin receptor aG-protein coupled re integral to plasma me
- 152398317 152403677 purinergic nucleotideG-protein coupled re integral to membrane
- 121724182 121726224 purinergic nucleotideG-protein coupled re integral to plasma me
- 121710720 121712784 purinergic nucleotideG-protein coupled re integral to membrane
+ 11269399 11279415 histamine receptor a G-protein signaling, cintegral to plasma me
+ 175042317 175044162 histamine receptor a G-protein signaling, cintegral to plasma me
- 60223421 60228707 histamine receptor a G-protein coupled re integral to membrane
+ 20294590 20313918 histamine receptor a G-protein coupled re integral to membrane
- 63292033 63293302 receptor activity G-protein coupled re integral to plasma me
- 78228666 78229839 receptor activity G-protein signaling, cintegral to plasma me
- 23263694 23266528 receptor activity G-protein signaling, cintegral to plasma me
+ 87704128 87783115 receptor activity G-protein signaling, cintegral to plasma me
+ 88122589 88123690 receptor activity G-protein signaling, cintegral to plasma me
- 46305513 46368174 receptor activity serotonin receptor si integral to plasma me
+ 113641530 113967604 receptor activity feeding behavior integral to plasma me
+ 113351119 113366242 extracellular ligand-gdigestion integral to plasma me
+ 113280798 113322492 extracellular ligand-gion transport integral to plasma me
- 147841291 148013909 adrenoceptor activityG-protein signaling, cintegral to plasma me
+ 154300257 154313845 receptor activity G-protein coupled re integral to plasma me
+ 19737085 19751361 histamine receptor a G-protein signaling, cintegral to plasma me
- 92490557 92607651 melanocortin receptoG-protein coupled re integral to membrane
+ 74971309 74974466 chemokine activity G-protein coupled re extracellular space
- 218853075 218857222 interleukin-8 recepto G-protein coupled re integral to membrane
+ 218816251 218827481 interleukin-8 recepto G-protein signaling, ccytoplasm



- 7803159 7804095 olfactory receptor ac G-protein coupled re integral to membrane
- 7774096 7775065 olfactory receptor ac G-protein coupled re integral to membrane
+ 6823489 6824443 olfactory receptor ac G-protein coupled re integral to membrane
+ 155380600 155538522 G-protein activated inion transport integral to membrane
+ 128266522 128293174 G-protein activated inion transport integral to membrane
- 37918656 38210566 G-protein activated inion transport integral to membrane
+ 156864432 156872285 G-protein activated inion transport integral to membrane
- 211121481 211166937 G-protein coupled re G-protein coupled re integral to plasma me
+ 109131868 109185060 GTPase activator ac G-protein coupled receptor protein signalin
+ 159800733 159930812 receptor activity G-protein coupled re integral to membrane
- 48825619 48894468 lutropin-choriogonad G-protein signaling, cendosome
+ 71162859 71168713
- 14121764 14177981 G-protein coupled re neuropeptide signalinintegral to membrane
- 120638506 120720251 endonuclease activit G-protein coupled re integral to plasma me
+ 81978102 82169901 G-protein coupled re neuropeptide signalinintegral to membrane
+ 61896140 62766933 G-protein coupled re neuropeptide signalinintegral to membrane
+ 23852356 23855990 leukotriene receptor G-protein signaling, cintegral to plasma me
+ 23848000 23850798 leukotriene receptor G-protein coupled re integral to plasma me
+ 160298384 160299519 angiotensin type II reG-protein coupled re integral to plasma me
- 29562521 29563658 receptor activity G-protein coupled re integral to membrane
+ 89890372 90495788 G-protein coupled re cell communication integral to membrane
+ 54808320 54824719
+ 88512526 88514885 melanocyte stimulati G-protein signaling, cintegral to plasma me
- 13874623 13875517 adrenocorticotropin rG-protein signaling, cintegral to plasma me
+ 54257195 54258278 melanocyte stimulati G-protein signaling, cintegral to plasma me
- 56189563 56190562 melanocortin receptoG-protein coupled re integral to membrane
+ 13815764 13816742 melanocyte stimulati G-protein signaling, cintegral to plasma me
+ 4621731 4631383 olfactory receptor ac G-protein coupled re integral to membrane
+ 74014729 74050434 extracellular region
+ 244426533 244590264 olfactory receptor ac G-protein coupled re integral to membrane
- 33870426 33879771 hormone activity G-protein coupled re extracellular region
- 68528442 68537311 receptor activity G-protein coupled re integral to membrane
- 18911938 18912907 receptor activity G-protein coupled re integral to membrane
- 19032580 19038804 neuropeptide bindingG-protein coupled re integral to membrane
+ 18099077 18116601 receptor activity G-protein coupled re integral to membrane
+ 18151379 18152348 receptor activity G-protein coupled re integral to membrane
+ 59612712 59622593 IgE binding G-protein coupled re integral to plasma me
- 187829090 187851744 melatonin receptor a G-protein signaling, cintegral to plasma me
+ 92342436 92355596 melatonin receptor a G-protein signaling, cintegral to plasma me
- 142438437 142451629 bombesin receptor aG-protein signaling, cintegral to plasma me
- 151751302 151765017 GTP binding arachidonic acid sec integral to membrane
+ 150464185 150479536 ATP binding cGMP biosynthesis integral to plasma me
+ 35782405 35799709 ATP binding cGMP biosynthesis integral to membrane
+ 32747421 32823009 peptide receptor acti skeletal developmen integral to membrane
+ 24097048 24104717 G-protein coupled re G-protein signaling, ccell
- 164602721 164611353 neuropeptide Y rece G-protein signaling, aintegral to plasma me
+ 156487385 156495832 calcium channel reguG-protein coupled re integral to plasma me
+ 164622695 164630689 neuropeptide Y rece G-protein coupled re integral to plasma me
+ 60810633 60864567 catalytic activity G-protein coupled re Golgi apparatus
- 11748902 11761023 neurotensin receptorG-protein coupled re integral to plasma me
+ 152930604 152945248 photoreceptor activityG-protein coupled re integral to plasma me



+ 152969013 152982378 photoreceptor activityG-protein coupled re integral to plasma me
- 128006497 128009802 blue light photorecepG-protein coupled re integral to plasma me
- 238082955 238129652 G-protein coupled phG-protein coupled re integral to membrane
+ 88404377 88416192 G-protein coupled phG-protein coupled re integral to membrane
+ 28959269 29010821 delta-opioid receptor G-protein signaling, cintegral to plasma me
- 54304325 54326525 kappa-opioid receptoG-protein coupled re integral to plasma me
+ 62181931 62202440 X-opioid receptor actG-protein coupled re integral to membrane
+ 154452589 154532707 mu-opioid receptor aG-protein coupled re Golgi apparatus
- 15778890 15779847 olfactory receptor ac G-protein coupled re integral to membrane
+ 15699853 15700801 olfactory receptor ac G-protein coupled re integral to membrane
+ 156222621 156223584 olfactory receptor ac G-protein coupled re integral to plasma me
- 29501259 29503488 olfactory receptor ac G-protein coupled re integral to membrane
+ 29472455 29473379 olfactory receptor ac G-protein coupled re integral to membrane
- 29449178 29451047 olfactory receptor ac G-protein coupled re integral to membrane
+ 3065664 3066594 olfactory receptor ac G-protein coupled re integral to membrane
+ 3047562 3048492 olfactory receptor ac G-protein coupled re integral to membrane

- 2942101 2943040 olfactory receptor ac G-protein coupled re integral to plasma me
- 2912712 2913651 olfactory receptor ac G-protein coupled re integral to membrane
- 2912712 2913651 olfactory receptor ac G-protein coupled re integral to membrane
- 3247509 3248454 olfactory receptor ac G-protein coupled re integral to membrane
- 3282913 3283885 olfactory receptor ac G-protein coupled re integral to plasma me
+ 3194247 3195186 olfactory receptor ac G-protein coupled re integral to membrane
- 2976653 2977595 olfactory receptor ac G-protein coupled re integral to plasma me
- 132063301 132064234 olfactory receptor ac G-protein coupled re integral to membrane
- 27987002 27988076 olfactory receptor ac G-protein coupled re integral to membrane
+ 3345941 3346880 olfactory receptor ac G-protein coupled re integral to membrane
- 244019475 244023182 olfactory receptor ac G-protein coupled re integral to membrane
+ 143094711 143095665 olfactory receptor ac G-protein coupled re integral to plasma me
+ 29534208 29540076 olfactory receptor ac G-protein coupled re integral to membrane
+ 29663700 29664639 olfactory receptor ac G-protein coupled re integral to membrane
+ 29249391 29250330 olfactory receptor ac G-protein coupled re integral to membrane
- 35947135 35948065 olfactory receptor ac G-protein coupled re integral to membrane

- 29119968 29120931 olfactory receptor ac G-protein coupled re integral to membrane
- 3141678 3142626 olfactory receptor ac G-protein coupled re integral to plasma me
- 3128013 3236337 olfactory receptor ac G-protein coupled re integral to plasma me
+ 3270611 3271577 olfactory receptor ac G-protein coupled re integral to plasma me

- 5301164 5302103 olfactory receptor ac G-protein coupled re integral to membrane
- 5278819 5279752 olfactory receptor ac G-protein coupled re integral to membrane
- 4657976 4675645 olfactory receptor ac G-protein coupled re integral to membrane
- 5129236 5130175 olfactory receptor ac G-protein coupled re integral to plasma me

- 55459507 55460452 olfactory receptor ac G-protein coupled re integral to plasma me
- 29430985 29432033 olfactory receptor ac G-protein coupled re integral to membrane
- 6772331 6773715 olfactory receptor ac G-protein coupled re integral to plasma me
- 14852237 14853167 olfactory receptor ac G-protein coupled re integral to membrane
- 14798138 14800276 olfactory receptor ac G-protein coupled re integral to membrane
- 71684718 71696154 neuropeptide receptoG-protein coupled re integral to membrane
- 8767093 8786300 oxytocin receptor actG-protein signaling, cendosome



+ 154035433 154038539 purinergic nucleotideG-protein signaling, cintegral to plasma me
+ 78006973 78023582 purinergic nucleotideG-protein coupled re integral to membrane
+ 10083397 10087062 purinergic nucleotideG-protein signaling, cintegral to plasma me
- 152538073 152585242 purinergic nucleotideG-protein coupled re integral to membrane
+ 72606991 72625041 purinergic nucleotideG-protein signaling, cintegral to plasma me
- 69261247 69262675 receptor activity positive regulation of integral to plasma me
- 47883275 47887947 purinergic nucleotideG-protein coupled re integral to membrane
+ 72660894 72687312 purinergic nucleotideG-protein signaling, cintegral to plasma me

purinergic nucleotideG-protein coupled re integral to membrane
- 183144373 183161896 electron transporter aG-protein coupled re cytoplasm
- 122659343 122670464 electron transporter aelectron transport cellular component u
- 139856928 139960883 inositol or phosphatidG-protein coupled re phosphoinositide 3-k
+ 106099874 106141543 inositol or phosphatidG-protein coupled re phosphoinositide 3-k
- 132951504 132952518 receptor activity G-protein coupled re integral to plasma me
+ 46505669 46508326 neuropeptide Y rece G-protein coupled re integral to plasma me
- 11351283 11354633 rhodopsin-like receptG-protein coupled re extracellular region
- 28160005 28187333 phospholipid binding G-protein coupled re integral to plasma me
+ 51804180 51813191 prostaglandin D receG-protein coupled re integral to membrane
- 14444278 14447174 prostaglandin E receG-protein coupled re integral to plasma me
+ 51850862 51865070 prostaglandin E receG-protein coupled re integral to plasma me
- 71030056 71225512 ligand-dependent nu G-protein coupled re integral to membrane
+ 40715788 40729592 prostaglandin E receG-protein coupled re integral to membrane
+ 78668748 78716495 prostaglandin F rece G-protein coupled re integral to membrane
- 51815565 51820194 receptor activity G-protein signaling, cintegral to plasma me
- 13470177 13474143 hormone activity G-protein coupled re extracellular region
+ 46894239 46920291 G-protein coupled re G-protein coupled re cytoplasm
+ 209097061 209184736 G-protein coupled re G-protein coupled re integral to plasma me
+ 6930762 6940740 hydrolase activity G-protein coupled re cytoskeleton
+ 238550286 238602746 protein transporter a intracellular protein t integral to plasma me
- 17338479 17340432 GTP binding G-protein coupled receptor protein signalin
- 42772317 42798287 protein binding cell adhesion integral to membrane
+ 85994814 86009695 receptor activity G-protein coupled re integral to membrane
+ 189276581 189280809 GTPase activator ac B cell activation plasma membrane
- 258310 265915 GTPase activator ac G-protein coupled re heterotrimeric G-prot
+ 3352842 3470867 GTPase activator ac protein transport condensed nuclear c
+ 176717479 176732203 GTPase activator ac regulation of G-protein coupled receptor p
- 179299415 179305200 GTPase activator ac regulation of G-protein coupled receptor p
- 62174980 62181309 GTPase activator ac G-protein coupled re Golgi apparatus
- 14449571 14467944 protein binding G-protein coupled re cytosol
+ 189509827 189513060 GTPase activator ac cell cycle
+ 54956117 55034414 GTPase activator ac regulation of G-protemembrane
+ 113435776 113439572 GTPase activator ac inactivation of MAPKcytosol
+ 159770808 159778036 GTPase activator ac inactivation of MAPK
- 159843754 159904530 GTPase activator ac regulation of G-protein coupled receptor p
+ 71469585 72100407 GTPase activator ac G-protein coupled re heterotrimeric G-prot
- 237264911 237846519 regulator of G-proteinintracellular signalingheterotrimeric G-prot
+ 60615283 60654266 GTPase activator ac intracellular signalingheterotrimeric G-prot
+ 130730179 130736885 receptor activity G-protein coupled re integral to plasma me
+ 113369597 113373973 ATP binding changes in polarizati cytoplasm
+ 62137198 62139162 protein binding cell adhesion integral to plasma me
+ 111106749 111123267 receptor activity G-protein coupled re integral to plasma me



+ 33972247 33974099 N-formyl peptide rec G-protein coupled re integral to plasma me
- 119913650 119998136 G-protein coupled re G-protein coupled re integral to plasma me
+ 128422663 128447334 G-protein coupled re G-protein coupled re integral to membrane
- 109568464 109652615 neurotensin receptorendocytosis endosome
+ 52961526 52990263 receptor activity G-protein coupled re integral to membrane
- 188869406 188870808 hormone activity extracellular region
+ 68672754 68679655 PDZ domain binding G-protein signaling, cintegral to plasma me
- 35926744 35932853 receptor activity G-protein signaling, cintegral to plasma me
+ 22964120 22965287 melanin-concentratinG-protein signaling, cintegral to plasma me
+ 1068869 1069964 receptor activity G-protein signaling, cintegral to plasma me
+ 132933153 132934191 receptor activity G-protein coupled re integral to membrane
- 70834587 70846085 receptor activity excretion integral to plasma me
- 104868228 104998577 receptor activity signal transduction integral to plasma me
- 133007815 133008835 receptor activity G-protein coupled re integral to membrane

+ 132901119 132902168 receptor activity G-protein coupled re integral to membrane
- 18911398 18931461 metabotropic glutam G-protein coupled re integral to membrane
- 9682244 9683144 G-protein coupled re G-protein coupled re integral to membrane
- 10869211 10870135 G-protein coupled re G-protein coupled re integral to membrane
- 10952252 10953164 G-protein coupled re G-protein coupled re integral to membrane
- 122228763 122229639 G-protein coupled re G-protein coupled re integral to membrane
+ 140917142 140918093 G-protein coupled re G-protein coupled re integral to membrane
+ 142397348 142398362 G-protein coupled re G-protein coupled re integral to membrane
+ 140931472 140932372 G-protein coupled re G-protein coupled re integral to membrane
+ 142436008 142436980 G-protein coupled re G-protein coupled re integral to membrane
+ 142691802 142692724 G-protein coupled re G-protein coupled re integral to membrane
- 11105261 11106160 G-protein coupled re G-protein coupled re integral to membrane
- 11065537 11066437 G-protein coupled re G-protein coupled re integral to membrane
+ 140943345 140944245 G-protein coupled re G-protein coupled re integral to membrane
+ 142657382 142658339 G-protein coupled re G-protein coupled re integral to membrane
- 10845479 10846436 receptor activity G-protein coupled re integral to membrane
+ 1962064 1968752 receptor signaling pr G-protein signaling, coupled to cGMP nuc
- 42901289 42903052 5(S)-hydroxyperoxy-6G-protein coupled re integral to membrane
+ 70952729 71345688 aminopeptidase activcell-cell signaling integral to plasma me
+ 110168901 110200989 receptor activity G-protein coupled re integral to plasma me
+ 115284456 115288983 hormone activity G-protein coupled re extracellular region
+ 80491678 80680525 receptor activity G-protein signaling, cintegral to plasma me
+ 153164046 153173012 hormone activity G-protein coupled re extracellular region
+ 42519120 42554064 G-protein coupled re G-protein signaling, cintegral to plasma me
- 62658353 62659666 nucleic acid binding G-protein coupled re integral to membrane
+ 58453440 58454628 pheromone receptor G-protein coupled re integral to membrane
- 31726406 31727675
- 58461824 58462730 pheromone receptor G-protein coupled re integral to membrane
+ 243745414 243746488 pheromone receptor G-protein coupled re integral to membrane
- 123613389 123617572 signal transducer actG-protein coupled re heterotrimeric G-prot
+ 177332829 177587136 G-protein coupled re G-protein coupled re integral to membrane
+ 14913300 14914260 olfactory receptor ac G-protein coupled re integral to membrane
- 123815255 123816191 olfactory receptor ac G-protein coupled re integral to membrane
+ 37746954 37752019 receptor activity G-protein signaling, cintegral to plasma me
- 75187884 75337928 receptor activity G-protein coupled re integral to membrane
+ 6549699 6574082 metabotropic glutam G-protein coupled re integral to membrane



- 10982119 10983073 G-protein coupled re G-protein coupled re integral to membrane
- 10849916 10850846 receptor activity G-protein coupled re integral to membrane
- 10853002 10853941 receptor activity G-protein coupled re integral to membrane
- 3546517 3557658 receptor activity G-protein coupled re integral to membrane
- 158320342 158437125 G-protein coupled re G-protein coupled re integral to plasma me
- 46037441 46038443 chemokine receptor G-protein signaling, cintegral to plasma me
+ 78228073 78316946 GTP binding cell cycle
- 218954357 218960365 heparin binding cell motility
- 86676016 86754402 ATP binding lipid metabolism integral to membrane
+ 43507466 43526141 ATP binding transport inner membrane
+ 94596031 94696105 ATP binding peroxisomal long-chaintegral to membrane
- 43951261 43977609 ATP binding cholesterol absorptiointegral to membrane
+ 43977753 44017255 ATP binding transport integral to membrane
+ 128874478 128882460 protein binding
+ 54254060 54443931 acylphosphatase act phosphate metabolism
- 70800919 70906984 actin binding actin cytoskeleton
- 48686283 48698338 cytoskeletal protein bNLS-bearing substraintermediate filament
+ 87147993 87218832 hyaluronic acid bindi cell adhesion
+ 31691011 31692777 calcium ion binding cell cycle arrest nucleus
- 155845347 155859720 immune response
+ 109622143 110014344
- 186798059 186831794 protein binding cytoskeleton
+ 205236021 206306043 protein binding cell cycle membrane
- 92661836 92671012 DNA binding defense response nucleus
+ 9963696 9985405 calcium ion binding
+ 169388436 169483623 calcium ion binding negative regulation of coagulation
- 81904859 81955308 calcium ion binding immune response cytoplasm
- 124762215 124818823 calcium ion binding cell differentiation plasma membrane
- 6372930 6396876 beta-amyloid bindingactin filament-based growth cone
- 139918037 139924373 protein binding intracellular signalingcytoplasm
+ 112118466 112209533 beta-catenin binding Wnt receptor signaling pathway
+ 1402287 1424237 beta-catenin binding Wnt receptor signaling pathway
+ 156370688 156371733 calcium ion binding acute-phase responsextracellular space
+ 129061057 129112127 ATP binding protein folding cytoplasm
+ 41051309 41062530 heparin binding apoptosis basement membrane
- 34909675 34925379 lipid binding lipid transport extracellular region
+ 32058623 32250157 ATP binding cell proliferation nucleus
- 6453503 6459171 GTP binding cell motility
+ 72697316 72757783
+ 143500551 143515372 GTP binding
+ 225177603 225189144 GTP binding small GTPase mediated signal transductio
+ 14409877 14542964 protein binding DNA methylation integral to membrane
- 31945719 32118584 protein binding apoptosis intracellular
- 90692968 91063182 DNA binding regulation of transcri nucleus
- 63793877 63808657 protein binding apoptotic program cytoplasm
+ 57145292 57157692 unfolded protein bindapoptosis
+ 121400871 121427317 Hsp70/Hsc70 proteinanti-apoptosis cellular component u
- 103093191 103098383 unfolded protein bindapoptosis
- 65321089 65999265 ATP binding cell adhesion plasma membrane
+ 1324663 1339443 protein C-terminus b neurotransmitter secretion
- 114822222 114836307 RNA splicing factor aRNA splicing spliceosome complex



- 60589952 60692284 nucleic acid binding hemopoiesis cytoplasm
- 58941558 59136910 protein binding anti-apoptosis endoplasmic reticulu
+ 6867092 6873685 nucleic acid binding nucleus
+ 120921748 120962668 actin binding
- 72395336 72416675 actin binding biological process uncellular component u
+ 219349962 219353670 ATP binding energy derivation by integral to membrane
+ 70787268 70877060 DNA binding regulation of transcri nucleus
+ 61337720 61342299 enzyme binding DNA fragmentation dnucleus
- 133631193 133645425
+ 9748804 9764682 DNA binding regulation of transcri nucleus
+ 13090108 13112958 protein binding
+ 119551090 119567845 calcium ion binding
- 47298955 47315301
- 5530660 5531510 calcium ion binding epidermis development
+ 179058601 179090532 calcium ion binding protein folding endoplasmic reticulu
- 85533548 85549132 actin binding barbed-end actin fila F-actin capping prote
+ 5865218 5866886 calcium ion binding intracellular signaling cascade
+ 112874508 112926276 actin binding actin cytoskeleton or F-actin capping prote
- 32361170 32402452 ATP binding regulation of apoptosintracellular
+ 49288550 49324488 ATP binding regulation of apoptosintracellular
+ 40877053 40891211 protein binding regulation of apoptosintracellular
+ 156973468 156984752 calcium ion binding muscle developmentmitochondrial matrix
- 115954684 116023312 calcium ion binding heart development smooth endoplasmic
+ 26014338 26026214 chromatin binding chromatin assembly chromatin
- 52921677 52960151 chromatin binding chromatin assembly chromatin
+ 68265511 68281617 ATP binding protein folding cytosol
- 153091832 153121121 ATP binding protein folding cytoskeleton
+ 10303370 10318119 ATP binding protein folding
+ 55893695 55905891 ATP binding protein folding cytoplasm
+ 73373105 73391787 ATP binding protein folding cytoplasm
+ 822985 828834 protein binding cell adhesion integral to membrane
+ 40511951 40530102 protein binding antimicrobial humoraintegral to membrane
- 204448278 204472910 protein binding cell adhesion integral to membrane
- 109244836 109292592 protein binding cell-matrix adhesion integral to plasma me
- 157461610 157494658 protein binding defense response integral to plasma me
- 116769198 116825645 protein binding antimicrobial humoraintegral to plasma me
+ 6179815 6217688 protein binding cell adhesion integral to plasma me
- 10362808 10375271 unfolded protein bindprotein folding
- 37782393 37810977 cytoskeletal regulato signal transduction
+ 44463279 44522757 DNA binding regulation of transcri nucleus
+ 35697671 35712539 ATP binding DNA replication cytoplasm
+ 67328695 67426945 calcium ion binding cell adhesion integral to membrane
- 24522966 24680668 calcium ion binding homophilic cell adhe integral to membrane
- 63538185 63713420 calcium ion binding homophilic cell adhe integral to membrane
- 21786910 22889488 ATP binding mitochondrial matrix mitochondrial matrix
+ 81218078 82387698 calcium ion binding cell adhesion membrane
+ 87765663 87789400 calcium ion binding cell adhesion integral to membrane
- 65499525 65510267 calcium ion binding cell adhesion integral to membrane
- 19508913 20017046 calcium ion binding cell adhesion integral to membrane
- 62322300 62422196 calcium ion binding homophilic cell adhe integral to membrane
- 23784933 24011189 calcium ion binding cell adhesion integral to membrane



+ 57308754 57373345 calcium ion binding homophilic cell adhe integral to membrane
+ 72826696 73245659 calcium ion binding calcium-dependent cintegral to membrane
+ 59260953 59945694 calcium ion binding cell adhesion integral to membrane
+ 64958063 64996189 calcium ion binding cell adhesion integral to membrane
+ 31229552 31360994 calcium ion binding cell adhesion integral to membrane
+ 61569136 61699154 calcium ion binding homophilic cell adhe integral to membrane
- 60244735 60627537 calcium ion binding cell adhesion integral to membrane
- 26916465 27074431 calcium ion binding homophilic cell adhe integral to membrane
- 120230706 120421971 neuronal Cdc2-like k brain development cytoskeleton

chromatin binding chromatin assembly chromatin
chromatin binding chromatin assembly chromatin

+ 38556448 38565431 DNA binding regulation of transcri nucleus
+ 26920571 26929105 DNA binding chromosome organizchromosome
- 3712498 3715130 chromatin binding centromere and kinechromosome, perice
- 68166961 68239995 DNA binding kinetochore
+ 33506563 33563216 protein kinase bindinmitotic cell cycle centrosome
+ 570368 571524 calcium ion binding cell cycle centrosome
- 89725286 89741359 calcium ion binding centrosome cycle centriole
- 65378862 65382380 actin binding Rho protein signal tracytoskeleton
- 88183963 88190781
- 27235119 27253622 calcium ion binding cell cycle
+ 4353773 4394277 chromatin binding DNA repair chromatin assembly 
+ 92459244 92471389 calcium ion binding regulation of blood p extracellular space
+ 12244369 12267592 protein binding DNA damage responintracellular
- 23844237 23850435 protein binding DNA damage responintracellular
+ 1220346 1224169 RNA binding response to cold nucleus
- 128007897 128046216 nucleic acid binding nuclear mRNA splici nucleus
- 121811584 122123282 binding mitotic chromosome microtubule associat
- 141667213 141706387 calcium ion binding fertilization (sensu Mendoplasmic reticulu
- 35870910 35904644 protein binding biological process uncellular component u
+ 141136904 141769328 calcium ion binding cell adhesion integral to membrane
+ 7174236 7201985 calcium ion binding cell adhesion integral to membrane
+ 36180971 36202055 calcium ion binding intracellular protein t clathrin vesicle coat
- 175752061 175776146 calcium ion binding intracellular protein t clathrin vesicle coat
+ 39372624 39750361 protein binding cell adhesion membrane
+ 201743996 201778793 protein binding cell adhesion integral to plasma me
- 107541354 107627761 actin binding phagocytosis actin cytoskeleton
- 97966032 98014729 actin binding glutamine biosynthesis
+ 66658645 66807193 actin binding actin cytoskeleton or actin cytoskeleton
+ 92573621 92746974 protein binding induction of apoptosi intracellular
- 32191024 32203995 transcription factor a regulation of transcri endoplasmic reticulu
+ 82803338 82912737 calcium ion binding cell recognition extracellular matrix (s
- 33062727 33139578 RNA binding mRNA cleavage nucleus
- 132311017 132314147 heparin binding DNA metabolism extracellular matrix (s
- 9842599 9904548 beta-catenin binding Wnt receptor signalinnucleus
+ 11100075 11416358 RNA binding RNA processing
- 87237198 87244950 electron transporter aelectron transport membrane
+ 85758480 85761410 heparin binding cell adhesion extracellular region
- 114971994 115012620 DNA binding male gonad development
+ 39868770 39980619 Rho GTPase bindingactin cytoskeleton organization and biogen
- 70910098 71339331 DNA binding development nucleus



+ 85209769 85893735 DNA binding development nucleus
- 61006799 61039898 DNA binding apoptosis nucleus
- 33394366 33398676 receptor signaling pr activation of JNK nucleus
+ 47193088 47217339 DNA binding DNA repair nucleus
- 157904194 157915454 DNA binding induction of apoptosicytoplasm
- 2665564 2672369 GTP binding small GTPase mediated signal transductio
+ 100263005 100271210 calcium ion binding development extracellular space
+ 21356072 21714179 ATP binding microtubule-based maxonemal dynein com
- 13745038 13997589 ATP binding microtubule-based mdynein complex
+ 32567864 32592422 microtubule motor acmicrotubule-based mcytoplasm
+ 79132354 79142040 microtubule motor acmicrotubule-based mcytoplasmic dynein c
- 65312299 65343026 ATP binding cytoplasmic dynein c
+ 30120162 30154992 GTP binding development
+ 6907743 6921744 protein binding central nervous systecytoplasm
- 26963213 26996817 calcium ion binding cell adhesion cytoskeleton
- 26900004 26936375 calcium ion binding cell adhesion cytoskeleton
- 26825028 26876687 calcium ion binding cell adhesion cytoskeleton
+ 27152049 27190453 calcium ion binding calcium-dependent ccytoskeleton
+ 27332202 27380855 calcium ion binding cell adhesion cytoskeleton
+ 30544245 30725363 calcium ion binding neuromuscular syna synapse
- 56004748 56061829 calcium ion binding visual perception extracellular matrix (s
- 22895451 22904682 protein binding cell adhesion cytoplasm
- 64241762 64246133 colocalizes_with protbrain development nucleus
- 7929457 7976529 mRNA 3'-UTR bindinRNA catabolism
- 23681983 23816301 RNA binding regulation of transcription, DNA-dependen
- 11423142 11452803 RNA binding cell differentiation
- 36667206 37261696 SH3 domain binding Rac protein signal tracytoplasm
- 73958990 73972273 actin binding development cytoskeleton
- 127656849 127696538 protein binding cell adhesion integral to plasma me
- 51532919 51697016 calcium ion binding cell proliferation coated pit
+ 31446721 31447624 hemoglobin binding hemoglobin metabol hemoglobin complex
+ 24206168 24212198 GTP binding biological process uncellular component u
+ 99601536 99680325 SH3 domain binding actin filament organizcytoplasm
- 153627772 153814702 copper ion binding acute-phase responsextracellular region

- 65407786 65412586 fibroblast growth factfibroblast growth factmembrane fraction
- 66677628 66708986 metal ion binding metal ion transport
- 38073460 38082495 cytoskeleton
+ 62566702 62582735 nucleic acid binding regulation of transcri nucleus
+ 57969200 58133015 actin binding actin cytoskeleton or actin cytoskeleton
- 200041413 200049060 protein binding transforming growth extracellular matrix (s
+ 146699054 146738157 mRNA binding mRNA processing nucleoplasm
+ 50663092 50670276 DNA binding behavior nucleus
- 121595816 121652515 calcium ion binding extracellular space
- 61488613 61491564 binding cell proliferation ferritin complex
- 78126110 78156735 single-stranded DNAphosphate transport cytoplasm
- 24038244 24052127 RNA splicing factor aassembly of spliceoscytoplasm
+ 182113163 182177036 RNA binding apoptosis cytoplasm
- 7435271 7458796 RNA binding cytoplasm
- 77603989 77730574
- 48365370 48434642 colocalizes_with protregulation of transcri nucleus



+ 79906075 79971441 protein binding biological process uncytoskeleton
+ 144420981 144430474 DNA binding biological process unnucleus
+ 4322225 4327803 nucleic acid binding nucleus
- 195595355 195601531 protein binding blood coagulation integral to plasma me
+ 130262307 130263949 protein binding blood coagulation integral to plasma me
+ 50687014 50695938 protein binding
- 72050284 72070632 mRNA binding mRNA polyadenylylacytoplasm
+ 121141646 121174674 actin binding actin filament polymeactin cytoskeleton
- 176843000 176857208 protein binding receptor mediated endocytosis
- 73655134 73712492 nucleic acid binding nucleus
- 27379569 27468775 DNA binding rRNA transcription nucleus
- 101226420 101228611
- 71284111 71287455
- 15613462 15616240 heparin binding cell-cell signaling extracellular space
+ 195336635 195339098 DNA binding neurogenesis nucleus
- 974411 975537 DNA binding cell differentiation nucleus
- 7965613 7968127 DNA binding mesoderm developmnucleus
- 42800798 42820997
- 118469796 118471387 DNA binding chromosome organizchromosome
- 37584749 37592758 chromatin binding chromatin assembly chromatin
- 75382770 75385485 chromatin binding chromatin assembly chromatin
+ 2355315 2375202 protein binding activation of MAPK integral to plasma me
+ 76284435 76301054 protein binding learning and/or memsoluble fraction
- 170508932 170517112 Notch binding Notch signaling path extracellular region
+ 27281755 27310474 calcium ion binding cell adhesion cytoskeleton
+ 46462075 46505438 DNA binding RNA processing heterogeneous nucle
+ 63252241 63410954 DNA binding neurogenesis cytoplasm
- 35063834 35070013 binding DNA repair nucleus
+ 17932007 17952017 GTP binding signal transduction
+ 72620636 72677523 DNA binding biological process unnucleus
+ 38007184 38037033 eukaryotic initiation f negative regulation of protein biosynthesis
+ 71833927 71853675 eukaryotic initiation f negative regulation of protein biosynthesis
+ 27988836 28021059 RNA binding regulation of transcri nucleus
- 166215066 166287379 copper ion binding blood coagulation extracellular region
+ 77110016 77114631 actin filament bindingactin filament bundleactin cytoskeleton
+ 126827639 126835794 actin filament binding cytoskeleton
- 95330662 95343733 GTP binding cell surface receptor membrane
+ 78223609 78315132 protein binding
+ 36525673 36527943 DNA binding chromosome organizchromosome
+ 14818561 14822201 DNA binding chromosome organiznucleosome
+
+ 43857555 43874553 actin binding Rac protein signal tracell cortex
- 26163946 26164678 DNA binding chromosome organizchromosome
- 146669082 146671305 DNA binding chromosome organizchromosome
- 143114298 143137675 DNA binding regulation of transcri nucleus
+ 33978049 34016353 DNA binding endosome to lysosomchromatin
+ 64504457 64646266 AT DNA binding development chromatin
+ 26483055 26486603 DNA binding establishment and/orchromatin
+ 162820240 162851523 hyaluronic acid bindi cell motility
- 83631672 83652298 DNA binding RNA catabolism chromosome, telome
+ 131285921 131711925 protein binding cell adhesion integral to plasma me



+ 10393637 10518340 calcium ion binding
- 31401613 31438704 RNA splicing factor aRNA splicing small nucleolar ribon
- 25171999 25204374 protein homodimeriz hemostasis lysosome
- 74177685 74191659 nucleic acid binding nucleus
+ 31903502 31906010 ATP binding mRNA catabolism cytoplasm
- 31885374 31890786 ATP binding response to unfolded protein
+ 64072375 64079705 ATP binding male meiosis
+ 132415560 132468608 ATP binding protein folding cytoplasm
- 125076687 125083163 ATP binding endoplasmic reticulu
+ 158307090 158309740 ATP binding protein folding
- 137918923 137939014 ATP binding protein folding mitochondrion
- 16085830 16090257 protein C-terminus b protein folding
- 30608764 30634117 ATP binding protein folding cytoplasm
+ 95945051 95946593 nucleic acid binding DNA replication DNA replication facto
+ 76361987 76396791 nucleic acid binding angiogenesis intracellular
+ 6599879 6619686 zinc ion binding
- 118420109 118433122 ATP binding protein folding endoplasmic reticulu
+ 89077880 89090253 protein binding cell adhesion extracellular region
+ 10261654 10268453 protein binding cell-cell adhesion integral to plasma me

- 1780421 1783710 insulin-like growth fa cell adhesion extracellular space
+ 45701326 45706499 insulin-like growth fa regulation of cell growextracellular region
+ 217323638 217354662 insulin-like growth fa regulation of cell growextracellular space
+ 35853248 35867457 insulin-like growth fa DNA metabolism extracellular region
- 217362334 217385777 insulin-like growth fa regulation of cell growextracellular region
+ 51777702 51782395 insulin-like growth fa negative regulation oextracellular space
- 57738173 57817467 insulin-like growth fa negative regulation oextracellular region
+ 44429801 44482146 nucleic acid binding
- 186844268 187025514 RNA binding morphogenesis cytoplasm
+ 110165359 110171421 DNA binding cell cycle nucleus
+ 184801411 184807398 chromatin binding chromatin modificatioCCAAT-binding facto
+ 120184767 120209661 DNA binding chromatin modificationucleus
- 6629706 6642565 DNA binding apoptosis nucleus
+ 20296764 20299590 DNA binding regulation of transcri nucleus
+ 35072998 35076011 nucleic acid binding nucleus
- 63740595 63871640 DNA binding regulation of transcri nucleus
+ 187280305 187371133 protein binding cell-matrix adhesion integrin complex
+ 70304648 70308225 protein binding muscle development
- 181997186 182018043 protein binding RNA splicing spliceosome complex
+ 27288184 27352162 nucleic acid binding chromatin modificationucleus
+ 15354505 15630232 DNA binding central nervous systenucleus
+ 32148583 32178565 DNA binding G2/M transition of m membrane
- 6364358 6375805 RNA splicing factor aRNA splicing nucleus

+ 69937878 70299947 protein binding
- 98354890 98359352 nucleosome assembnucleus
- 166622127 166775537 binding microtubule-based p endoplasmic reticulu
+ 145662545 145670306 ATP binding microtubule-based mmicrotubule associat
- 7837372 7869950 DNA binding nucleus



- 76184045 76210933 calcium ion binding
- 16133178 16145286 calcium ion binding
- 129874732 129876115 DNA binding regulation of transcri nucleus
- 127544176 127558935 DNA binding regulation of transcri nucleus
- 1803398 1814496 DNA binding regulation of transcri nucleus
- 52670219 52679263 actin binding actin filament organizactin cytoskeleton
- 152648233 152662158 protein binding cell adhesion integral to membrane
- 99626333 100179486 DNA binding development nucleus
+ 6751930 6757880 antigen binding integral to plasma me
+ 36408298 36439067 lipid binding acute-phase responsextracellular space
- 109326304 109447182 transcription factor a Wnt receptor signalinnucleus
- 36290765 36300438 sugar binding soluble fraction
- 43984154 43995422 sugar binding cell adhesion cytosol
+ 233012779 233039037 sugar binding extracellular space
- 38815029 39075201
+ 45611354 45696569 protein binding development
- 79693638 79834162 protein binding exocytosis membrane
- 55148087 55177461 mannose binding ER to Golgi transpor Golgi membrane
- 198597238 198647255 tropomyosin binding cytoskeleton
- 44026537 44134795 RNA binding biological process unmitochondrion
- 74034639 74148787 calcium ion binding extracellular transpo extracellular matrix (s
+ 38576771 38600582 catalytic activity
+ 93256863 93315144 DNA binding regulation of transcri nucleus
+ 39216210 39621882 actin binding cell cycle arrest cytoplasm
+ 447489 456342 protein binding cell adhesion integral to membrane
- 43621615 43710924 protein binding regulation of transcri nucleus
- 38747928 38751290 DNA binding regulation of transcri nucleus
+ 36922497 36937012 DNA binding parturition nucleus
+ 30871434 30901865 microtubule binding cell proliferation
+ 30875388 30975813 microtubule binding cell cycle
+ 29725324 29729206 DNA binding regulation of transcri nucleus
- 1527677 1543652 DNA binding regulation of transcri nucleus
- 54195146 54201466 mannose binding complement activatiocytoplasm
- 118684187 118693050 protein binding cell adhesion integral to plasma me
- 3232028 3246628 actin binding inflammatory respon cytoskeleton
- 64327571 64334764 protein binding negative regulation onucleus
- 87242919 87257614 protein binding cell adhesion lipid particle
- 8680941 8787978 GTP binding small GTPase mediated signal transductio
+ 53569422 53573929 GTP binding small GTPase mediated signal transductio
+ 31479349 31491069 MHC class I recepto antigen presentation MHC class I protein c
+ 31573944 31586879 MHC class I recepto antigen presentation MHC class I protein c
+ 67102662 67165734 DNA binding regulation of transcri nucleus
- 42646393 42751306 DNA binding development nucleus
+ 118497497 118510974 nucleic acid binding regulation of transcri nucleus
- 129784912 129814458 ATP binding cell proliferation nucleolus
- 122200783 122210698 RNA binding protein complex assecondensed nuclear c
- 10333832 10360570 ATP binding gonad development
- 39130792 39357148 DNA binding regulation of transcri nucleus
+ 159771685 159805883 protein binding cell differentiation centrosome
+ 37009982 37067341 ATP binding cell cycle nucleus
- 74553052 74587886 ATP binding meiotic recombinationucleus



+ 104248772 104348482 DNA binding regulation of transcri nucleus
+ 168046368 168171498 motor activity cell adhesion intercellular junction
+ 34115411 34135377 DNA binding regulation of transcri nucleus
- 17521112 17699645 DNA binding nucleus
+ 146917831 146934342 ATP binding mitochondrion
+ 155614240 155632343 DNA binding cellular defense respnucleus

DNA binding regulation of transcri nucleus
+ 14072696 14268130 DNA binding cell differentiation nucleus
+ 72827743 73008269
+ 47541913 47622011 ATP binding cell cycle nucleus
+ 75974650 76090944 ATP binding meiosis nucleus
+ 31815755 31840601 ATP binding DNA metabolism
+ 47921936 47945743 ATP binding mismatch repair nucleus
+ 751101 758866 protein binding cell adhesion membrane
- 37043895 37061927 PDZ domain binding caspase activation integral to membrane
+ 12510230 12607686 DNA binding regulation of transcri nucleus
- 10336352 10360684 ATP binding muscle developmentmuscle myosin
- 15704494 15858369 ATP binding muscle developmentmuscle myosin
- 10144907 10217047 ATP binding muscle developmentmuscle myosin
- 10365193 10393700 ATP binding muscle developmentmuscle myosin
- 22921037 22947324 ATP binding muscle developmentmuscle myosin
- 35001822 35069781 ATP binding cellular morphogene myosin
+ 34603310 34611640 calcium ion binding muscle developmentmuscle myosin
- 16718412 16989139 ATP binding signal transduction cytoskeleton
+ 39826306 40276813 Rab GTPase bindingintracellular protein transport
- 15351858 15390833 DEAD/H-box RNA hebiological process unchromosome
- 7937766 7941624 ATP binding
- 61099124 61135489 ATP binding
+ 7016372 7049333 ATP binding
+ 60169582 60204315 ATP binding apoptosis
- 91014888 91066072 damaged DNA bindincell cycle checkpoint nucleus
+ 112337367 112651421 protein binding cell adhesion integral to membrane
+ 21292503 21833085 protein binding cell adhesion integral to membrane
+ 97475462 97513466 RNA cap binding RNA splicing nucleoplasm
- 21481646 21483543 DNA binding negative regulation onucleus
+ 71131927 71382835 ATP binding cell adhesion integral to plasma me
- 34940467 34943695 transcription factor b apoptosis cytoplasm
+ 157149946 157155673 DNA binding cell differentiation
- 51541270 51605696 calcium ion binding cell-matrix adhesion basement membrane
- 92963334 92976125 protein binding cell adhesion integral to membrane
+ 65765370 65767125 RNA binding RNA splicing cytosol
+ 103902106 103912347 ATP binding cell cycle cytoplasm
- 25984929 26136533 RNA binding RNA splicing nucleus
- 51134630 51168497 RNA binding nucleus
- 41008696 41034579 protein binding cell adhesion integral to plasma me
- 107382057 107690734 ankyrin binding axonal fasciculation external side of plasm
+ 124114951 124122309 calmodulin binding neurogenesis
+ 10745217 10770709 ATP binding septin ring assembly
+ 1772959 1779187 ATP binding
+ 54095852 54118337 DNA binding Golgi apparatus
+ 17254887 17309646 DNA binding cytosol



+ 33320162 33323371 DNA binding development nucleus
+ 45281058 45289806 DNA binding DNA replication nuclear origin of repli
- 59098446 59140193 oxysterol binding lipid transport Golgi apparatus
- 19996010 20106194 phospholipid binding cholesterol metabolisintracellular
- 37034778 37070874 heparin binding cell adhesion extracellular matrix (s
+ 74933012 74991315 protein binding ossification intracellular
- 47155660 47164534 cytoskeletal protein bendocytosis cytoplasm
- 79295787 79298534 sugar binding acute-phase responscytoplasm
- 34440102 35143929 protein binding asymmetric cell divismembrane
+ 12355678 12508919 actin binding cell adhesion cytoskeleton
+ 21635074 21643441 DNA binding development nucleus
- 36828530 37024476 DNA binding cell differentiation nucleus
+ 36200655 36215621 DNA binding development nucleus
- 28259022 28299896 nucleic acid binding regulation of transcri nucleus
+ 52132414 52159666 DNA binding mRNA metabolism cytoplasm
- 51966514 51970692 DNA binding DNA damage responnucleus
- 141222401 141238128 DNA binding cell adhesion integral to plasma me
+ 90895803 90941142 calcium ion binding cell adhesion integral to plasma me
+ 4911627 5016846 calcium ion binding cell adhesion membrane
- 141304714 141318811 calcium ion binding cell adhesion cytoskeleton
- 55250865 56231057 calcium ion binding cell adhesion integral to membrane
- 6599133 6633431 calcium ion binding calcium-dependent cintegral to membrane
+ 30398305 30409107 calcium ion binding cell adhesion integral to plasma me
- 52316111 52320775 calcium ion binding cell adhesion integral to plasma me
+ 140146059 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140215817 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140228014 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140235114 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140242037 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140154627 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140160966 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140166855 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140181544 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140187833 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140201090 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140207540 140213928 calcium ion binding cell adhesion integral to plasma me
+ 140286485 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140326295 140372113 calcium ion binding cell adhesion integral to plasma me
+ 140411162 140413696 calcium ion binding cell adhesion integral to membrane
+ 140552309 140555390 calcium ion binding calcium-dependent cintegral to membrane
+ 140559531 140562802 calcium ion binding calcium-dependent cintegral to plasma me
+ 140568663 140571866 calcium ion binding cell adhesion integral to plasma me
+ 140583261 140586042 calcium ion binding calcium-dependent cintegral to membrane
+ 140605330 140607983 calcium ion binding cell adhesion integral to plasma me
+ 140454420 140457146 calcium ion binding calcium-dependent cintegral to plasma me
+ 140460417 140463590 calcium ion binding calcium-dependent cintegral to plasma me
+ 140481764 140485385 calcium ion binding calcium-dependent cintegral to plasma me
+ 140494983 140497887 calcium ion binding calcium-dependent cintegral to membrane
+ 140510022 140513052 calcium ion binding calcium-dependent cintegral to plasma me
+ 140790341 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140751666 140755154 calcium ion binding calcium-dependent cintegral to membrane



+ 140747635 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140835752 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 99844640 99850445 collagen binding development
- 170804081 170811380 DNA binding apoptosis cytoplasm

- 96987321 97040771 protein binding response to oxidativecytoskeleton
- 59754144 59817723 protein binding cell motility integral to membrane
+ 19173994 19420598 phosphatidylinositol bbiological process uncellular component u
+ 52258046 52269899 chaperone binding chaperonin-mediatedcytosol
- 151165391 151171354 actin binding actin cytoskeleton or actin cytoskeleton
+ 8958532 8984156 DNA binding development nucleus
- 33458319 33484592 protein binding nucleus
+ 93418584 93521420 DNA binding regulation of transcri nucleus
+ 133232922 133274837 DNA binding regulation of transcri nucleus
- 85347525 85457619 clathrin binding protein complex asseGolgi apparatus
- 10659884 10734796 nucleic acid binding cell cycle chromosome, telome
+ 4518316 4539475 RNA binding DNA repair nucleus
- 2078711 2125900 sugar binding calcium-independentintegral to membrane
- 29931996 29938013 DNA bending activityDNA recombination chromatin
- 25078155 25106475 GTP binding protein folding
+ 55230081 55231498 cadmium ion bindingbiological process uncytoplasm
+ 55200011 55200892 copper ion binding copper ion homeostasis
- 198176815 198190146 ATP binding mitochondrial matrix mitochondrial matrix
+ 63030131 63040815 sugar binding apoptosis nucleus
- 46479475 46529664 DNA binding DNA replication nucleus
- 144303131 144371246 DNA binding cell cycle arrest nucleus
+ 124141832 124181856 phospholipid binding biological process unmembrane
- 43960803 43974193 lipid binding lipid metabolism extracellular region
+ 190474773 190567850 ATP binding cell cycle inner membrane
- 5786113 5821915 ATP binding cell cycle nucleus
+ 89847215 89851598 protein binding regulation of transcri nucleus
- 124057263 124131201 DNA binding DNA replication nuclear chromosome
- 30676161 30692999 DNA binding defense response nucleus
+ 36867761 36985081 protein phosphatase signal transduction plasma membrane

actin binding cell differentiation cytoskeleton
+ 130569534 130587938 DNA binding regulation of transcri nucleus
- 71126578 71146116 DNA binding regulation of transcri nucleus
- 121973534 122201618 DNA binding regulation of transcri nucleus
- 88650476 88656234 DNA binding regulation of transcri nucleus
+ 23558478 23564463 DNA binding regulation of transcri nucleus
- 27265277 27269193 DNA binding protein transport endoplasmic reticulu
- 72027110 72032520 calcium ion binding cellular defense respcytosol
- 56900818 56905199 sugar binding basophil activation lysosome
- 75738651 75769528 DNA binding negative regulation of cell proliferation
+ 13669020 13712728 RNA splicing spliceosome complex
+ 113117527 113134608 RNA splicing factor aRNA splicing spliceosome complex
- 1500673 1534850 RNA splicing factor aRNA splicing snRNP U5
- 45591514 45611111 protein binding mechanosensory be membrane
+ 72672931 72756862 protein binding Notch receptor proceGolgi apparatus
+ 185499723 185509542 protein binding regulation of cell cyc proteasome regulato
- 119110976 119166229 DNA binding cell motility cytoskeleton



+ 146906520 146917779 GTP binding small GTPase mediamitochondrion
- 102560826 102580562 GTP binding intracellular protein transport
- 78208237 78249802 GTP binding protein transport
+ 580179 619272 GTP binding protein transport
+ 45976791 45994682 GTP binding intracellular protein t intracellular
+ 65649869 65720596 DNA binding endocytosis
+ 68702287 68746384 ATP binding DNA repair DNA replication facto
- 117927354 117956182 protein binding apoptosis nuclear chromosome
+ 12917653 12925455 single-stranded DNAnucleotide-excision r nucleus
+ 107125114 107172854 single-stranded DNAnucleotide-excision r nucleus
+ 17525511 17655488 DNA binding regulation of transcription, DNA-dependen
+ 39436401 39520955 GTP binding chemotaxis
+ 120726643 120768515 GTP binding intracellular protein transport

Ran GTPase bindingbiological process unnuclear pore
- 5867153 5929113 Ran GTPase bindingprotein transport nuclear pore
- 50342220 50353371 diacylglycerol bindingRas protein signal tramicrotubule cytoskele
+ 203069273 203151001 diacylglycerol bindingcell cycle nucleus
+ 52025900 52083060 DNA binding cell cycle nucleus
+ 14510349 14522552 RNA binding
+ 110593986 110601346 RNA binding regulation of transcri nucleus
+ 50101371 50131394 DNA binding RNA processing nucleus
+ 49952595 50089685 DNA binding RNA processing nucleus
- 160956021 161175812 RNA binding DNA replication nucleus
+ 55202058 55269453 RNA binding RNA processing nucleus
- 231656252 231817541 DNA binding chromatin assembly chromatin
+ 29526765 29536368 GTP binding small GTPase mediated signal transductio
+ 16724470 16925392 calcium ion binding epidermal growth factor receptor signaling
- 73090484 73113389 ATP binding DNA replication DNA replication facto
- 187990385 188006992 ATP binding DNA replication DNA replication facto
+ 105497416 105629753 DNA binding regulation of transcri nucleus
- 62299205 62373995 GTP binding small GTPase mediated signal transductio
+ 22913406 22933653 GTP binding small GTPase mediated signal transductio
+ 131621285 131637046 protein binding
- 152682962 152694199 GTP binding signal transduction plasma membrane
- 2243124 2257798 RNA binding RNA splicing nucleus
- 73677479 73705132 RNA cap binding nuclear pore
- 68606465 68627663 protein binding sensory perception membrane
- 37884818 37942896 protein binding intracellular protein t Golgi apparatus
+ 19039401 19040981 cytoplasm
- 18417693 18449860 protein binding cell adhesion extracellular space
- 121280860 121431996 microtubule binding endosome
- 24971363 25001674 ATP binding cell proliferation nucleus
+ 150413945 150417586 calcium ion binding cell communication
- 148818054 148822584 calcium ion binding negative regulation ocytoplasm

- 150399806 150401863 calcium ion binding
- 150346659 150351379 calcium ion binding biological process uncellular component u
- 150332881 150334807 calcium ion binding
- 150329170 150331355 calcium ion binding
- 150175581 150176622 calcium ion binding inflammatory respon extracellular space



+ 6813637 6816969 calcium ion binding
- 49727829 49742653 transcription factor a morphogenesis nucleus
+ 74841262 74859182 DNA binding regulation of transcri nucleus
- 49833991 49852421 DNA binding regulation of transcri nucleus
- 16407322 16869666 RNA binding cytoplasm
+ 63825275 63960884 nucleic acid binding nuclear organization nucleus
- 224287231 224292584 calcium ion binding protein secretion
+ 61794205 61797204 steroid binding biological process uncellular component u
- 49252142 49254116 copper ion binding electron transport mitochondrion
+ 53105068 53229303 lipid binding lipid transport mitochondrion
- 8998510 9069731 calcium ion binding
- 43387343 43410478 cytoskeletal protein bbiological process unintegral to plasma me
- 192525246 192537296 phospholipid binding caveola
+ 142585471 142606033 ER to Golgi transpor Golgi apparatus
- 166423439 166434837 protein binding cell adhesion integral to membrane
- 148149853 148158237 selenium binding
- 166289747 166331065 protein binding cell adhesion integral to plasma me
+ 25810812 25828859 calcium ion binding biological process unendoplasmic reticulu
- 30296957 30301672
+ 40697495 40718723 GTP binding cell cycle cellular component u
- 118532792 118609215 GTP binding cell cycle cellular component u
- 29054722 29077457 RNA binding RNA processing spliceosome complex
- 38091739 38124738 RNA splicing factor aRNA splicing spliceosome complex
- 35318295 35327828 DNA binding RNA splicing nucleus
+ 70383385 70429705 RNA binding RNA splicing nucleus
- 72241793 72245007 RNA binding RNA splicing nucleus
+ 36670143 36679187 RNA binding nuclear mRNA splici nucleus
- 38882393 38890102 RNA binding RNA splicing nucleus
+ 130861864 130950512 RNA binding mRNA splice site selnucleus
- 81687486 81698836 bacterial binding alveolus developmencytoplasm
- 93859192 93930129 calcium ion binding cell-matrix adhesion cytoskeleton
+ 15919664 16012256 DNA binding regulation of transcri nucleus
+ 7474215 7477395 androgen binding hormone transport extracellular region
- 55144065 55156241 protein binding cell adhesion integral to membrane
- 56686424 56695459 protein binding cell adhesion integral to membrane
- 73450329 73530979 protein binding negative regulation onucleus
+ 38653177 38675793 RNA splicing factor aRNA splicing cytoplasm
- 1661757 1681261 mRNA binding histone mRNA 3'-endnucleus
+ 2016911 2028481 protein binding intracellular signalingnucleus
- 54843390 54869544 chromatin binding chromatin assembly SWI/SNF complex
+ 161601084 161635441 ATP binding DNA replication and chromosome

- 49992795 49996541 DNA binding development nucleus
+ 15412866 15452457 DNA binding regulation of transcri nucleus
+ 22751227 22774822 RNA binding mRNA processing nucleus

+ 33837219 33871655 DNA binding anti-apoptosis intracellular
- 97064805 97187302 actin binding focal adhesion formacell-substrate adhere
+ 231106485 231206745 DNA binding regulation of transcri chromatin
- 230859156 230910193 hematopoietin/interferegulation of transcri nucleus
- 52006628 52015804 DNA binding regulation of transcri nucleus



- 151021203 151046710 calcium ion binding ossification basement membrane
- 88751668 88807685 calcium ion binding extracellular matrix (s
+ 32200330 32294356 ATP binding nucleus
- 37764808 37836348 protein binding cell adhesion membrane
- 157741246 157755637 signal sequence bindcotranslational prote endoplasmic reticulu
+ 152580940 152584800 calcium ion binding intracellular protein t endoplasmic reticulu
- 56850035 56859927 DNA binding regulation of transcri chromatin

47999221 48009039 nucleic acid binding regulation of transcri intracellular
- 14665309 14677380 ATP binding endoplasmic reticulu
- 29786282 30064736 actin filament bindingcytoskeletal anchorinactin cytoskeleton
- 51010561 51058207 protein binding cell adhesion cytoplasm
- 86380657 86409746 RNA binding RNA splicing endoplasmic reticulu
+ 48257648 48287484 DNA binding regulation of transcri nucleus
- 77191390 77201342 DNA binding regulation of transcri nucleus
- 47393983 47407463 DNA binding cell differentiation
+ 105504332 105504659 DNA binding regulation of transcription, DNA-dependen
+ 161818972 161918189 protein binding signal transduction
+ 52181003 52186482 double-stranded RNAnegative regulation ointracellular
+ 27553047 27642119 nucleic acid binding anti-apoptosis nucleus
- 2761416 2767298 protein binding RNA elongation fromnucleus
+ 31235225 31238517 transcription factor a cell proliferation nucleus
+ 114700200 114916058 RNA polymerase II trestablishment and/ornucleus
- 60942912 60963560 protein binding regulation of cell diffenucleus
- 160170159 160180932 ATP binding protein folding cytosol
+ 74083662 74122281 protein binding cell cycle chromosome, telome
- 67947035 67977374 telomeric DNA bindincell cycle chromosome, telome
+ 74239143 74248830 telomeric DNA bindinregulation of transcri chromosome, telome
+ 134947932 134980333 ferric iron binding iron ion homeostasisextracellular region
- 70350466 70387398 RNA binding apoptosis
- 55097174 55129434 protein binding circadian rhythm nucleus
+ 157875080 157907236 NAD+ ADP-ribosyltraprotein amino acid A nucleus
+ 45042773 45052566 sugar binding skeletal developmen extracellular region
- 114862366 114959993 protein binding cell adhesion extracellular matrix (s
+ 152039612 152062067 hyaluronic acid bindi cell adhesion extracellular region
- 150389709 150440842 protein binding defense response nucleus
- 52460157 52463098 calcium ion binding muscle development
- 198110641 198122503 actin binding muscle developmenttroponin complex
- 32116910 32185131 protein binding cell-matrix adhesion extracellular matrix (s
+ 102826655 102844170 ATP binding protein folding endoplasmic reticulu
+ 6690706 6702528 protein binding actin cytoskeleton or cytoplasm
+ 54830269 54840885 protein binding cell adhesion integral to plasma me
+ 48003328 48011781 protein binding cell adhesion cytoplasm
- 17472035 17522525 protein binding intracellular signalingcellular component u
+ 100897317 100916620 protein binding cell-cell adhesion integral to membrane
+ 219113984 219139746 actin binding actin filament bundleF-actin capping prote
- 159157186 159209668 binding cellular morphogene cytoplasm
+ 20923753 20924480 antigen binding immune response extracellular region
- 23718424 23721844 heparin binding cell adhesion extracellular space
- 5928307 6104097 growth factor activity cell adhesion extracellular matrix (s
- 110527714 110606609 actin binding actin filament polymeactin cytoskeleton
+ 26029886 26161063 actin binding actin filament polymeactin cytoskeleton



- 175249808 175324811 actin binding actin polymerization actin cytoskeleton
- 72452174 72483521 DNA binding morphogenesis nucleus
- 180224228 180272286 nucleic acid binding nucleus
+ 134272493 134310751 insulin-like growth fa Wnt receptor signalinextracellular region
+ 42777298 42789865 insulin-like growth fa cell adhesion extracellular region
- 97516746 97539194 damaged DNA bindinnucleotide-excision r nucleus
- 48739303 48771555 damaged DNA bindinsingle strand break r nucleus
+ 101486540 101609356 protein binding
- 1194594 1250267 protein domain specific binding
- 102000089 102034745 protein domain specific binding
+ 99975899 100040069 protein binding binding of sperm to zapical plasma memb
- 85049760 85053794 DNA binding negative regulation onucleus
- 5279378 5283313 DNA binding negative regulation onucleus
- 50201224 50241931 DNA binding regulation of transcri nucleus
+ 106400322 106885941 DNA binding regulation of transcri nucleus
+ 99432319 99437019 DNA binding brain development nucleus
+ 136373865 136379777 DNA binding determination of left/ nucleus
+ 132317563 132346397 DNA binding regulation of transcri nucleus
- 243645243 243661359 DNA binding regulation of transcri nucleus
+ 41411487 41421506 DNA binding regulation of transcri nucleus
- 16013671 16047820 colocalizes_with protnegative regulation onucleus
- 58260991 58298488 DNA binding hemopoiesis intracellular
+ 19430809 19558939 protein binding regulation of transcri nucleus
- 3212344 3225410 nucleic acid binding regulation of transcri nucleus
+ 44816384 44820779 DNA binding odontogenesis nucleus
- 30046343 30066803 DNA binding regulation of transcri nucleus
- 6503333 6519806
- 58334459 58354096 DNA binding regulation of transcri nucleus
- 6646077 6668751 DNA binding neurogenesis nucleus
- 21781994 21826610 DNA binding regulation of transcri nucleus
- 12220217 12266649 DNA binding regulation of transcri intracellular
- 122749888 122755163 DNA binding regulation of transcri nucleus
+ 11569326 11590974 DNA binding regulation of transcri nucleus
+ 19073031 19086524 DNA binding development nucleus
+ 35335487 35371738 DNA binding regulation of transcri nucleus
+ 132224327 132246538 DNA binding regulation of transcri nucleus
+ 119166488 119174133 nucleic acid binding intracellular signalingnucleus
+ 50218438 50244768 DNA binding mesoderm developmnucleus
- 213696849 213840564 DNA binding regulation of transcri nucleus
- 113109119 113149635 centromeric DNA bincell cycle Golgi apparatus
+ 142595232 142605039 protein binding cell adhesion integral to plasma me
+ 69880931 69965242 calcium ion binding
- 122946752 122975781 calcium ion binding blood coagulation
+ 97541545 97631678 ATP binding caspase activation v cytosol
+ 129445010 129519910 DNA binding G-protein coupled re integral to membrane
- 26174732 26465003 heparin binding apoptosis Golgi apparatus
- 77418886 77422527 GTPase activator ac Rho protein signal tracytoplasm
- 152729718 152761024 Rac GTPase bindingactin filament organizmicrotubule
+ 40021167 40068419 GTP binding T cell differentiation cytoplasm
+ 64538244 64546231 GTP binding small GTPase mediated signal transductio
- 31120309 31121752 caspase activator ac caspase activation cytoplasm



+ 73721943 73732372 caspase inhibitor act G2/M transition of m intracellular
+ 28653183 28686118 Ran guanyl-nucleotidDNA packaging condensed nuclear c
- 47961101 48005317 Ran guanyl-nucleotide exchange factor activity
+ 9297491 9496404 GTPase activator ac regulation of GTPaseGolgi apparatus
- 12985242 13035180 Rho GTPase activatocytoskeleton organiz cytoplasm
+ 97593434 97900022 Rho guanyl-nucleotide exchange factor accytoplasm
- 54354909 54405620 guanyl-nucleotide ex actin cytoskeleton or Golgi apparatus
+ 122782870 122946250 GTPase activator ac cell cycle centrosome
+ 70256523 70284593
+ 240542622 240546817 nucleic acid binding chromosome organiznuclear chromosome
+ 27631356 27658199 enzyme inhibitor activity
- 21931164 22006593
- 131481710 131642479 guanyl-nucleotide ex small GTPase mediated signal transductio
- 42260530 42270536 calcium ion binding cell-cell signaling
+ 187866499 187878724 cysteine protease inhibitor activity extracellular region
+ 111288708 111290027 enzyme activator actprotein folding cytosol
- 101617144 101623135 ATP binding protein folding cellular component u
+ 44322826 44329592 ATP binding positive regulation ofcytoplasm
- 45725189 45734057 insulin-like growth fa negative regulation oextracellular region
+ 88732504 88846474 GTPase inhibitor act signal transduction actin filament
+ 75734904 76039711 GTPase inhibitor act signal transduction actin cytoskeleton
+ 33936653 34183479 calcium ion binding synaptic vesicle endocellular component u
+ 187917821 187944443 cysteine protease inhblood coagulation extracellular region
- 58988808 59003771 ATP binding caspase activation cytoplasm
- 130789499 131160575
- 45567694 45582873 protein binding RNA splicing cytoplasm
+ 137167264 137349431 calcium ion binding protein amino acid d protein phosphatase 
- 490869 526125 3',5'-cAMP binding protein amino acid p cAMP-dependent pro
- 73246063 73281015 enzyme activator actglycosphingolipid meextracellular space
- 112000037 112036741 Ras GTPase activatointracellular signaling cascade
- 36567597 36644224 Ras guanyl-nucleotidRas protein signal tramembrane fraction
- 64250958 64269504 Ras guanyl-nucleotidRas protein signal tracytosol
- 43591537 43608785 GTP-dependent prot cell growth membrane fraction
- 39111641 39190561 ATP binding DNA-dependent DNADNA replication facto
- 65856128 65860576 GTPase activator ac endocytosis cytoskeleton
- 46842958 46849424 S100 alpha binding astrocyte activation cytoplasm
+ 233998492 234037701 calcium ion binding cell surface receptor cytoplasm
- 93914450 93924904 protein binding acute-phase responsextracellular region
- 93840338 93859426 serine-type endopep transport
- 105083341 105087530 binding extracellular space
- 2893391 2917089 protein binding cytosol
- 2832504 2848506 protein binding cytosol
- 170604683 170618054 heparin binding blood coagulation extracellular region
+ 19452940 19466562 heparin binding blood coagulation extracellular region
- 224665383 224729498 heparin binding cell differentiation extracellular region
+ 1595035 1605309 protein binding acute-phase responsGolgi apparatus
+ 74950817 74961492 collagen binding protein folding endoplasmic reticulu
+ 128531414 128538221 histone binding DNA replication endoplasmic reticulu
+ 26873774 26875089 protein domain spec cell proliferation cytoplasm
+ 30721251 30776590 GTP binding intracellular protein t secretory granule
+ 65162170 65174965 Rap GTPase activatocell proliferation membrane



- 147836532 147845123 GTPase inhibitor act signal transduction plasma membrane
+ 2038599 2078713 GTPase activator ac endocytosis cytosol
- 133656570 133886959 diacylglycerol bindingG-protein coupled re integral to membrane
- 122915949 122983067 actin binding actin polymerization actin cytoskeleton
+ 74539400 74546045 GTP binding protein biosynthesis eukaryotic translation
+ 52113772 52199404 DNA binding negative regulation onucleus
+ 159781442 159788323 cysteine protease inhDNA metabolism cytoplasm
- 18928330 18930265 DNA binding cell differentiation nucleus
+ 6723721 6808371 diacylglycerol bindingintracellular signalingnucleus
- 144979316 145111648 SMAD binding negative regulation onucleus
+ 32380370 32488283 transcription factor a anti-apoptosis nucleus
+ 26705158 26708257 general RNA polymetranscription from RNnucleus
- 132244243 132327181 transcription factor a transcription from RNA polymerase II prom
+ 48756598 48818397
- 110314657 110325276 transcription factor a development nucleus
- 44242733 44288292 transcription factor a development nucleus
- 24781948 24793511 transcription factor a development nucleus
+ 101854058 101856046 transcription factor a cell differentiation nucleus
- 152119816 152345226 DNA binding DNA packaging nucleus
+ 49444127 49500327 protein binding regulation of transcri nucleus
+ 209170507 209182494 DNA binding regulation of transcri nucleus
+ 38241068 38243191 DNA binding regulation of transcri nucleus
+ 55124271 55129003 DNA binding regulation of cell cyc nucleus
+ 158467767 158660509 DNA binding protein folding endoplasmic reticulu
- 52196027 52306405 DNA binding regulation of transcri nucleus
+ 29593090 29640340 DNA binding regulation of transcri nucleus
- 13218722 13222307 RNA polymerase II trregulation of transcri nucleus
- 93793463 93797157 transcription factor a development nuclear chromosome
- 72299383 72381266 DNA binding protein ubiquitinationnucleus
- 188921866 188946177 protein binding inflammatory respon mediator complex
+ 4996207 5001861 transcription factor a regulation of transcri nucleus
- 81715658 81744472 transcription factor a epidermis developmenucleus
+ 31787616 31871805 nucleic acid binding DNA repair extracellular space
- 137520472 137542257 ligand-regulated trancell surface receptor nucleus
- 104746669 104838374 RNA polymerase III tpositive regulation ofnucleus
- 70229378 70259094 transcription factor a regulation of transcri nucleus
- 136621418 136652682 DNA binding induction of apoptosinucleus
+ 76400200 76400836
- 91039370 91042088 kinase binding cell migration cytoplasm
+ 200006320 200010384 transcription factor a DNA repair
+ 12910422 12916303 DNA binding calcium ion homeostcytosol
+ 84176352 84198027 transcription corepre brain development nucleus
- 93040327 93144367 transcription factor a generation of precursnucleus
+ 31613846 31701498 transcription cofactorcell proliferation nucleus
- 87468767 87570902 transcription factor a cell proliferation nucleus
+ 65620550 65692457 RNA polymerase II trtranscription from RNnucleus
- 75422332 75427824 chromatin binding anti-apoptosis chromatin
+ 149526551 149544256 transcription factor a development nucleus
- 27434278 27441317 transcription factor a development nucleus
+ 72450110 72457442 transcription factor a development nucleus



- 38482775 38485160 DNA binding generation of precursnucleus
+ 48240782 48242619 transcription factor a acute-phase responsnucleus
- 88697460 89155209 transcription factor a DNA damage checkpnucleus
- 71304522 71309811 transcription factor a regulation of transcri nucleus
- 139735091 139737433 protein binding regulation of transcri nucleus
- 60205415 60276628 RNA polymerase II trDNA repair nucleus
+ 59333260 59351239 protein binding regulation of transcri nucleus
+ 154218390 154236544 transcription factor a negative regulation onucleus
- 3811232 3817455 DNA binding B cell differentiation nucleus
+ 208220191 208289074 DNA binding regulation of transcri nucleus
+ 28248473 28632857 DNA binding positive regulation ofnucleus
+ 12656097 12689308 transcription factor a regulation of transcri nucleus
- 164241914 164254662 RNA polymerase II trcell proliferation
+ 35455806 35508780 cAMP response elemregulation of transcri nucleus
+ 53016975 53038392 transcription factor a organogenesis nucleus
- 10742955 10767171 DNA binding negative regulation ocytoplasm
+ 95384969 95473698 DNA binding regulation of transcri nucleus
+ 66153963 66230580 RNA polymerase II trnegative regulation onucleus
+ 101052726 101520684 RNA polymerase II trdevelopment nucleus
- 53825758 53832400 DNA binding regulation of transcri nucleus
- 56196639 56200567 transcription corepre cell cycle arrest nucleus
- 18332391 18372750 DNA binding SRP-dependent cotr nucleus
- 172789673 172792773 transcription factor a brain development nucleus
- 45422369 45427587 transcription factor a development nucleus
+ 45405128 45406948 transcription factor a development nucleus
- 96294358 96298794 transcription factor a development nucleus

transcription factor a development nucleus
+ 831689 959088 transcription factor a male gonad develop nucleus
+ 1041613 1047550 transcription factor a male gonad develop nucleus
+ 966963 981732 transcription factor a regulation of transcri nucleus
+ 86426574 86470295 transcription factor a regulation of transcri nucleus
+ 93523498 93540167 DNA binding negative regulation onucleus
+ 880328 923801 DNA binding regulation of transcri intracellular

transcription factor a regulation of transcri nucleus

- 31727149 31737854 protein binding G1 phase of mitotic cnucleus
+ 2213589 2225743 transcription coactivacell proliferation nucleus
- 137032407 137036575 DNA binding cell differentiation nucleus
+ 137829079 137832903 transcription factor a regulation of transcri nucleus
- 22601118 22606760 transcription factor a circadian rhythm nucleus
- 73429720 73432265 transcription factor a positive regulation ofnucleus
+ 34599243 34639657 protein binding epithelial cell differennucleus
- 40404164 40454418 transcription factor a regulation of transcri nucleus
- 140336475 140363252 protein binding regulation of transcri nucleus
+ 198708729 198716790 transcription coactivaepidermis developmenucleus
- 128924439 128970001 transcription coactivaregulation of transcri PML body
- 34456917 34491906 DNA binding cell proliferation nucleus
- 47251173 47266274 transcription factor a regulation of transcri nucleus
+ 95090674 95164074 RNA polymerase II trregulation of transcri nucleus
- 202316893 202333657 protein binding regulation of transcri nucleus



+ 73056258 73073131 transcription factor a development nucleus
+ 119291945 119299043 transcription factor a development nucleus
- 119315995 119321989 transcription factor a morphogenesis nucleus
+ 154748890 154756978 transcription factor a development nucleus
- 27732890 27738789 transcription factor a morphogenesis nucleus
- 47443561 47451113 ligand-regulated trancell proliferation nucleus
- 127833871 127897371 RNA polymerase II trimmune response nucleus
+ 39099718 39118746 transcription factor a regulation of transcri nucleus
- 153916050 153921250 transcription factor a regulation of transcri nucleus
- 38960740 38978773 transcription factor a regulation of transcri nucleus
+ 11694054 11939590 transcription factor a regulation of transcri nucleus
- 36441948 36463445 specific RNA polymeorganogenesis nucleus
+ 27055660 27059432 transcription factor a development nucleus
+ 8076625 8099384 transcription factor a regulation of transcri nucleus
- 29895763 29897081 transcription factor a development nucleus
+ 74815283 74818666 DNA binding DNA methylation nucleus
- 65416267 65424573 transcription factor a cellular defense respnucleus
+ 28527429 28549165 transcription factor a cell death nucleus
- 37128941 37134240 transcription factor a regulation of transcri nucleus
- 22509822 22513101 transcription factor a regulation of transcri nucleus
+ 51059357 51068894 specific RNA polymeregulation of transcri nucleus
+ 58084426 58085434 transcription factor a regulation of transcri nucleus
+ 1555679 1557341 transcription factor a morphogenesis nucleus
+ 85158442 85159948 transcription factor a mesoderm developmnucleus
- 72777870 72780356 transcription factor a regulation of transcri nucleus
+ 47613708 47617947 transcription factor a regulation of transcri nucleus
+ 63500750 63502187 transcription factor a development nucleus
- 106055 108204 transcription factor a development nucleus
+ 97695091 97698551 RNA polymerase II trectoderm developmenucleus
+ 47593763 47595743 transcription factor a development nucleus
+ 85101658 85105548 protein binding regulation of transcri nucleus
+ 1335067 1340831 RNA polymerase II trregulation of transcri nucleus
+ 28306037 28308621 transcription factor a brain development nucleus
- 145670316 145672526 transcription coactivaregulation of transcri nucleus
+ 169465494 169469305 DNA bending activitydevelopment nucleus
- 71644011 71648161 transcription factor a regulation of transcri nucleus
+ 85169830 85170868 DNA bending activitydevelopment nucleus
- 140145765 140148499 transcription factor a regulation of transcri nucleus
- 2837110 2856564 RNA polymerase II trregulation of transcri nucleus
+ 23875085 23889302 specific RNA polymedefense response nucleus
- 40027816 40138734 transcription factor a anti-apoptosis nucleus
+ 108988761 109108647 transcription factor a apoptosis cytoplasm
- 71088615 71675398 nucleic acid binding regulation of transcri nucleus
+ 113649226 113924106 nucleic acid binding regulation of transcri nucleus
- 48863780 48877659 transcription factor a immune response nucleus
+ 26029569 26066210 RNA polymerase II trregulation of transcri nucleus
+ 48401209 48408964 transcription factor a development nucleus
- 129680969 129694726 transcription factor a phagocytosis nucleus
+ 8137472 8156859 transcription factor a defense response nucleus
+ 11599161 11654918 DNA binding development nucleus
- 60471948 60484421 transcription factor a positive regulation ofnucleus



- 236856306 236858652 transcription factor a antimicrobial humoranucleus
- 53099720 53121586 DNA binding morphogenesis nucleus
- 92652341 92664451 DNA binding G1/S-specific transc nucleus
+ 132883651 132896636 nucleic acid binding G1-specific transcripnucleus
+ 56140200 56152312 DNA binding development nucleus
+ 121266088 121465186 transcription coactivaorganogenesis nucleus
- 41776919 42036135 catalytic activity morphogenesis cytoplasm
+ 28815859 28862001 transcription coactivator activity nucleus
- 17511057 17512350 transcription factor a morphogenesis nucleus
- 80716146 80757047 general RNA polymeregulation of transcri nucleus
- 57718357 57736985 RNA polymerase II trregulation of transcri nucleus
+ 73516680 73619671 general RNA polymeregulation of transcri nucleus
+ 73313087 73461561 RNA polymerase II trdevelopment nucleus
+ 26896680 26907823 DNA binding rRNA transcription nucleus
- 197454606 197489931 DNA binding transcription nucleus
- 153834725 153838017 transcription factor a development nucleus
+ 102960793 102999710 RNA polymerase II trregulation of transcri nucleus
- 152733854 152751024 colocalizes_with protreactivation of latent nucleus
- 57207264 57209320 transcription factor a brain development nucleus
- 80838800 80842559 DNA binding neurogenesis nucleus
+ 126112565 126124110 transcription factor a neurogenesis
- 39758917 39774411 transcription factor a neurogenesis
+ 94439691 94445383 transcription factor a antimicrobial humoranucleus
+ 1906714 1908879 protein binding cell cycle nucleus
- 17692777 17793773 transcription corepre morphogenesis nucleus
- 41644777 42053254
+ 6574376 6583605 protein binding regulation of transcri nucleus
+ 217441153 217446790 transcription factor a development nucleus
- 156297022 156302701 RNA polymerase II trhumoral immune resnucleus
+ 75500297 75564998 transcription factor a establishment and/ornucleus
+ 3525521 3530079 DNA binding cell cycle chromatin
- 26905855 26908834 RNA polymerase II trdevelopment nucleus
- 26983450 26987163 transcription factor a development nucleus
- 26994368 26998070 transcription factor a morphogenesis nucleus
- 27009738 27012936 transcription factor a development nucleus
- 26913213 26915634 transcription factor a development nucleus
- 26941249 26943639 transcription factor a morphogenesis nucleus
- 26954235 26956527 transcription factor a development nucleus
- 26967529 26969536 transcription factor a development nucleus
- 26975297 26978389 transcription factor a development nucleus
- 43961812 43963271 protein domain spec pattern specification nucleus
- 44158866 44161084 transcription factor a development nucleus
- 43975019 43977391 transcription factor a circulation nucleus
- 43982245 44006809 transcription factor a development nucleus
- 44023618 44026117 transcription factor a morphogenesis nucleus
- 44028112 44037333 transcription factor a determination of antenucleus
- 44039592 44043378 transcription factor a development nucleus
+ 52665220 52670327 RNA polymerase II trmorphogenesis nucleus
+ 52653195 52656468 RNA polymerase II trdevelopment nucleus
+ 52618842 52626594 RNA polymerase II trmorphogenesis nucleus
+ 52696939 52735630 transcription corepre development nucleus



+ 52713098 52715412 transcription factor a development nucleus
+ 52708460 52710865 transcription corepre development nucleus
+ 52680143 52683385 transcription factor a development nucleus
+ 176807006 176809933 RNA polymerase II trdevelopment nucleus
+ 176797590 176799823 transcription factor a development nucleus
+ 176790036 176790995 transcription factor a development nuclear chromosome
+ 176783038 176785307 transcription factor a development nucleus
+ 176841619 176843454 transcription factor a development nucleus
+ 176819983 176822235 transcription factor a determination of antenucleus
+ 176812594 176815031 RNA polymerase II trdevelopment nucleus
- 22028526 22045326 transcription factor a regulation of transcri nucleus
+ 82399128 82402773 transcription corepre negative regulation onucleus
+ 145486090 145509187 transcription factor a protein folding nucleus
+ 122762493 122795810 transcription coactivaprotein folding nucleus
+ 65756216 65761347 transcription corepre protein folding nucleus

- 74564288 74597823 transcription coactivaregulation of glycolysis
+ 20341923 20361904 RNA polymerase II tranti-apoptosis nucleus
+ 84490291 84512600 RNA polymerase II trimmune response nucleus
- 23629761 23631591 transcription corepre development nucleus
+ 19945595 19948893 transcription corepre regulation of transcri nucleus
+ 155792779 155838011 DNA binding cell proliferation nucleus
+ 78070882 78153743 RNA polymerase II trregulation of transcri nucleus
+ 10625987 10657443 DNA binding M phase nucleus
+ 27392176 27397394 specific RNA polymedevelopment nucleus
- 131846683 131854326 transcription factor a cell cycle nucleus
- 185684063 185770852 RNA polymerase II trcell proliferation nucleus
- 54854641 54860926 RNA polymerase II trregulation of transcri nucleus
+ 336759 356193 RNA polymerase II trT cell activation nucleus
+ 128171944 128184037 RNA polymerase III tregulation of transcri nucleus
- 206349656 206367874 transcription factor a regulation of transcri nucleus
- 602558 605921 specific RNA polymeinflammatory respon cytoplasm
- 1930548 1935880 transcription factor a heart development nucleus
+ 23700363 23705612 transcription factor a cell surface receptor cytoplasm
+ 74416201 74421871 transcription factor a development nucleus
- 58958483 58961806 RNA polymerase II trregulation of transcri nuclear chromosome
+ 12763309 12765124 RNA polymerase II trregulation of transcri chromatin
- 18251569 18253468 RNA polymerase II trregulation of transcri chromatin
- 12856238 12859017 transcription coactivaorganogenesis nucleus
- 73158149 73606043 transcription corepre regulation of transcri nucleus
+ 29406374 29457393 DNA binding regulation of transcri nucleus
+ 16296650 16299337 transcription factor a regulation of transcri nucleus
+ 38488388 38522964 transcription factor a development nucleus
- 107326689 107331310 nucleic acid binding mesodermal cell fatenucleus
+ 72531155 72549676 DNA binding regulation of transcri nucleus
- 207771034 207856120 transcription coactivaregulation of transcri nucleus
- 102976723 102978707 transcription factor a morphogenesis nucleus
- 103857316 103864692 LIM domain binding development nucleus
- 16179434 16576596 transcription cofactordevelopment nucleus
- 136314040 136320949 RNA polymerase II trorganogenesis nucleus
+ 176931098 176975845 transcription factor a regulation of transcri nucleus



- 112363413 112372597 transcription factor a central nervous systenucleus
- 122044413 122070538 transcription factor a brain development nucleus
- 161904582 162056675 transcription factor a development nucleus
+ 126456351 126538284 protein binding development nucleus
- 20147956 20157083 transcription factor a cell cycle cytoplasm
+ 70053967 70077256 transcription corepre cell proliferation nucleus
+ 65145330 65270903 transcription factor a regulation of transcri intracellular
+ 46810610 46860144 transcription cofactorSMAD protein heterocytoplasm
- 77469438 77478879 transcription factor a regulation of transcri chromatin
+ 1343608 1353607 transcription factor a regulation of transcri chromatin
- 46049214 46061844 methyl-CpG binding negative regulation onucleus
- 49934572 50005156 methyl-CpG binding negative regulation onucleus
- 170349587 170864176 transcription factor activity
- 152808110 152883976 DNA binding negative regulation onucleus
+ 97956184 98071524 transcription coactivamuscle developmentnucleus
- 19117377 19163933 transcription coactivamuscle developmentnucleus
- 88051921 88214780 RNA polymerase II trmuscle developmentnucleus
- 153246591 153283602 transcription coactivamuscle developmentnucleus
- 34970524 35179996 specific RNA polymenegative regulation onucleus
- 39073285 39094457 transcription factor a development nucleus
- 15424078 15499446 transcription factor a circulation nucleus
+ 70068442 70100176 DNA binding development nucleus
+ 222718117 222720248 transcription factor a regulation of transcri nucleus
+ 117812437 117898097 DNA binding regulation of transcri nucleus
+ 40900760 40921619 transcription factor a chromatin-mediated nucleus
+ 21863272 22071446 DNA binding regulation of transcri nucleus
+ 70099230 70106405 transcription factor a cell cycle arrest nucleus
- 2234104 2250968 transcription coactivadevelopment nucleus
- 174911816 174912524 transcription factor a aging nucleus
- 72916348 72919162 transcription corepre regulation of transcri nucleus
+ 4979477 4983530 transcription factor a development nucleus
+ 174084207 174090507 protein binding development nucleus
- 62117250 62125879 transcription factor a chromatin assembly histone deacetylase c
- 91146855 91154667 double-stranded DNARNA transcription termitochondrion
- 37948943 37994324 transcription coactivaregulation of transcri nucleus
- 2216390 2230970 DNA binding negative regulation onucleus
+ 111975768 112037111 DNA binding cytoplasmic sequest nucleus
+ 135544145 135582002 DNA binding regulation of transcri nuclear matrix

DNA binding regulation of transcri nucleus
+ 41729122 41778536 transcription factor a anti-apoptosis chromatin
+ 128817685 128822853 protein binding cell cycle arrest nucleus
- 40034494 40036668 transcription factor a regulation of transcri nucleus
+ 106321826 106324787
+ 16032643 16037721 protein binding regulation of transcri chromatin
+ 79613268 79615915 DNA binding cell differentiation nucleus
+ 79603913 79605719 transcription factor a cell differentiation nucleus
+ 17697734 17700254 DNA binding cell differentiation nucleus
- 199784003 199786798 transcription factor a cell differentiation nucleus
+ 62266270 62344048 transcription factor a regulation of transcri nucleus

+ 55769156 55775525 transcription corepre cell proliferation nucleus



+ 7833261 7839922 transcription factor a regulation of transcri nucleus
+ 51242372 51260738 electron transporter aelectron transport nucleus
- 15875983 16059570 DNA binding regulation of transcri nucleus
- 123333841 123504678 DNA binding regulation of transcri nucleus
- 182366700 182370760 DNA binding cell differentiation nucleus
+ 68156497 68296054 RNA polymerase II trexcretion nucleus
+ 75256759 75390310 FK506 binding regulation of transcri cytoplasm
- 49448630 49592665 transcription factor a regulation of transcri cytoplasm
+ 66676875 66818338 transcription coactivainflammatory respon nucleus
+ 23907093 23918648 transcription coactivainflammatory respon nucleus
- 52972164 52975811 transcription coactivacirculation nucleus
+ 43480744 43493840 DNA binding heme biosynthesis nucleus
- 177920542 177954924 transcription factor a regulation of transcri nucleus
+ 25965099 25999147 transcription coactivaregulation of transcri nucleus
+ 61260315 61634057 heme binding DNA replication nucleus
- 14077372 14303719 transcription factor a DNA replication nucleus
+ 3317572 3414603 transcription factor a DNA replication nucleus
- 91250883 91265517 transcription corepre immune response nucleus
+ 12996775 13066564 RNA polymerase II trDNA replication nucleus
+ 103779672 103895661 protein binding anti-apoptosis cytoplasm
+ 104145452 104152257 protein binding regulation of transcri cytoplasm
- 145624998 145640589 binding cytoplasmic sequest cytoplasm
+ 41148687 41174714 transcription factor a regulation of transcri CCAAT-binding facto
- 103013324 103034507 transcription factor a regulation of transcri CCAAT-binding facto
+ 40826457 40906366 RNA polymerase II trprotein folding CCAAT-binding facto
- 21439653 21442664 transcription factor a brain development nucleus
+ 101282699 101286268 transcription factor a regulation of transcri nucleus
- 172591743 172594868 protein binding development nucleus
- 36118967 36121537 RNA polymerase II trdevelopment nucleus
- 23592172 23596395 transcription factor a development nucleus
- 85771614 85776566 transcription factor a development nucleus
- 134448409 134449442 transcription factor a regulation of transcri nucleus
- 151952492 151971882 transcription cofactorJAK-STAT cascade cytoplasm
+ 128845547 128989805 transcription factor a generation of precursnucleus
- 15255432 15262670 transcription coactivaregulation of transcri nucleus
- 23619184 23623658 DNA binding regulation of rhodopsnucleus
+ 42817216 42837113 DNA binding regulation of transcri nucleus
- 50836644 50869501 transcription factor a regulation of transcri nucleus
+ 53253914 53295062 RNA polymerase II trorganogenesis nucleus
+ 63189615 63195961 transcription factor a development nucleus
- 150592177 150613897 transcription factor a regulation of transcri nucleus
- 78488401 78587211 transcription corepre apoptosis cytoplasm
- 222983853 222989205 transcription factor a apoptosis nucleus
- 126844296 126849731 transcription factor a cell differentiation nucleus
+ 18702805 18807937 transcription factor a anti-apoptosis nucleus
- 151729633 151741640 transcription corepre cell differentiation cytosol
+ 32621433 32637819 single-stranded DNAregulation of transcri nucleus
- 139604835 139662847 transcription factor a cell cycle
+ 51975583 51979499 transcription corepre protein folding cytoplasm
+ 33486933 33492191 transcription factor a regulation of transcri nucleus
- 71627769 71632852 transcription factor a neurotransmitter metnucleus



- 41587027 41591915 transcription cofactordevelopment nucleus
- 113951878 114013398 transcription factor a regulation of transcri nucleus
+ 143065075 143075590 DNA binding regulation of transcri nucleus
+ 3958748 3989066 DNA binding development nucleus
- 15162582 15271113 transcription cofactortranscription from RNnucleus
- 134391367 134397887 transcription factor a morphogenesis nucleus
- 111896185 111901858 transcription factor a determination of left/ nucleus
- 103979935 103991221 transcription factor a development nucleus
+ 43267711 43326757 specific RNA polymeregulation of transcri nucleus
- 57236036 57286392 nucleic acid binding nucleus
- 30243967 30259192 transcription factor a regulation of transcri nucleus
- 199428188 199510255 DNA binding regulation of transcri nucleus
- 87391472 87408427 transcription factor a negative regulation onucleus
- 110728191 110755627 transcription coactivahumoral immune resnucleus
+ 163921800 164116982 colocalizes_with protregulation of transcri nucleus
- 47286962 47340851 DNA binding humoral immune resnucleus
+ 119616255 119695863 transcription factor a epidermis developmenucleus
- 38179370 38181518 transcription factor a nerve ensheathment nucleus
+ 99389318 99391256 transcription factor a regulation of transcri nucleus
+ 104930486 104931989 transcription factor a central nervous systenucleus
+ 82569445 82570920 transcription factor a organogenesis nucleus
- 78071232 78075696 transcription factor a axonogenesis nucleus
+ 145698868 145700200 transcription factor a eye morphogenesis nucleus
- 23469913 23567969 DNA binding RNA splicing DNA-directed RNA p
+ 106640887 106664502 nucleic acid binding negative regulation onucleus
+ 3008900 3378340 nucleic acid binding regulation of transcri nucleus
+ 13776655 13896881 DNA binding regulation of transcri nucleus
- 106629110 106657381 DNA binding cell proliferation nucleus
- 177351841 177355849 RNA polymerase II trcentral nervous systenucleus
+ 167363980 167438638 transcription coactivadevelopment nucleus
+ 129507473 129564503 transcription factor a development nuclear chromosome
+ 139473891 139475030 RNA polymerase II trDNA replication initianucleus
+ 47775911 47954023 protein binding cell cycle checkpoint chromatin
+ 4858793 4880038 DNA binding regulation of transcri nucleus
+ 57835115 57909391 chromatin binding chromatin assembly chromatin
- 263762 368673 protein binding regulation of transcri nucleus
+ 50196551 50233292 protein binding regulation of transcri nucleus
- 8346722 8811790 protein binding regulation of transcri nucleus
+ 57614969 57639268 nucleic acid binding regulation of transcri nucleus
- 13933351 13977954 DNA binding immune response nucleus
- 5944174 6061554 DNA binding regulation of transcri nucleus
- 3237036 3515983 RNA polymerase II trnegative regulation onucleus
- 148126189 148132773 transcription coactivaregulation of transcri nucleus
+ 19164007 19173678 transcription coactivahumoral immune resnucleus
+ 36291338 36301740 transcription coactivatranscription from RNnucleus
+ 40296153 40375684 catalytic activity nucleus
+ 7084476 7196194 DNA binding Ras protein signal tracytoplasm
- 35081968 35343465 ATP binding development nucleus
+ 45498291 45623020 ATP binding ossification nucleus
+ 20612684 20620974 transcription corepre regulation of transcri histone deacetylase c
+ 174666823 174673412 transcription corepressor activity histone deacetylase c



+ 17515248 17532761 transcription factor a morphogenesis nucleus
transcription factor a development nucleus

- 159297570 159303528 transcription factor a development nucleus
- 60182505 60185933 transcription factor a development nucleus
- 45143994 45148173 transcription factor a morphogenesis nucleus
+ 45080511 45084092 transcription factor a brain development nucleus
- 60249877 60260482 transcription factor a morphogenesis nucleus
+ 60045774 60048278 transcription factor a development nucleus
- 190250823 190271119 iron ion transporter airon ion homeostasiscytoplasm
- 59263175 59274083 transcription coactivachromatin remodelin nucleoplasm
- 150373706 150411873 nuclear hormone recchromatin remodelin SWI/SNF complex
- 36037505 36057629 N-acetyltransferase achromatin modificationuclear chromosome
+ 26706666 26792737 DNA binding androgen receptor siSWI/SNF complex
+ 7891228 7894134 transcription factor a regulation of transcri nucleus
- 209248154 209261722 transcription corepre regulation of transcri nucleus
- 77253696 77297250 transcription coactivanuclear mRNA splici spliceosome complex
- 36692819 36705039 DNA binding morphogenesis nucleus
- 7432221 7434212 RNA polymerase II trestablishment and/orchromatin
- 62149524 62151423 DNA binding regulation of transcri nucleus
+ 182912423 182914923 transcription factor a establishment and/ornucleus
+ 21701950 21706826 transcription factor a regulation of transcri nucleus
+ 971808 976979 DNA binding central nervous systenucleus
+ 67628755 67634156 DNA binding cartilage condensationucleus
+ 52060245 52096491 DNA binding regulation of transcri nucleus
+ 230915951 231003435 transcription factor a defense response nuclear membrane
- 174598765 174655570 DNA binding regulation of transcri nucleus
+ 21240928 21324574 DNA binding regulation of transcri nucleus
- 34613557 34632069 protein binding development nucleus
- 78185735 78192112 DNA binding regulation of transcri chromatin
- 47332987 47356674 transcription factor a negative regulation onucleus
+ 55614026 55624058 RNA polymerase II trregulation of transcri cytoplasm
- 17656116 17681019 RNA polymerase II trcholesterol metabolisGolgi apparatus
+ 43247014 43257221 RNA polymerase II trregulation of transcri nucleus
- 2698256 2699153 DNA binding male sex determinat nucleus
+ 47871050 47883133 nucleic acid binding regulation of transcri nucleus
+ 104253753 104383199 signal transducer actcell cycle cytoplasm
- 53777537 53784562 positive transcription positive regulation ofnucleus
- 166541496 166552542 transcription factor a determination of antenucleus
+ 32841424 32912485 DNA binding regulation of cell cyc nucleus
- 9796653 9809420 transcription factor a regulation of cell cyc nucleus
- 6588648 6590021 RNA polymerase II trregulation of transcri nucleus
- 34953532 34963797 general RNA polymeregulation of transcri nucleus
- 28750228 28790201 DNA binding regulation of transcri nucleus
+ 9934170 10025141 transcription factor a transcription, DNA-d nucleus

transcription factor a regulation of transcri nucleus
+ 105117713 105138810 transcription factor a regulation of transcri nucleus
- 226035602 226068460 transcription factor a regulation of transcri nucleus
- 99349352 99361630 general RNA polymeregulation of transcri nucleus
+ 62295450 62311390 transcription factor a chromatin remodelin histone deacetylase c
- 140678241 140680535 general RNA polymeregulation of transcri nucleus
- 100329392 100348938 transcription factor a regulation of transcri nucleus



- 68696326 68701122 ATP binding regulation of transcri nucleus
+ 11006944 11019814 RNA binding mitosis nucleus
+ 170781102 170799578 DNA binding regulation of transcri nucleus
+ 134315993 134350322 DNA binding regulation of transcri nucleus
+ 162098126 162107080 transcription factor a brain development nucleus
+ 164981935 165015320 RNA polymerase II trmorphogenesis nucleus
+ 56832038 56841607 transcription factor a development nucleus
+ 43165608 43178484 transcription factor a development nucleus
+ 79083886 79093413 transcription factor a development nucleus
- 113570778 113584689 RNA polymerase II trmorphogenesis nucleus
+ 56888588 56916446 transcription factor a development nucleus
- 113254455 113308967 RNA polymerase II trdevelopment nucleus
- 30004582 30010709 transcription factor a development nucleus
- 55041669 55097561 general RNA polymeRNA elongation nucleus
+ 62164453 62174144 transcription factor a RNA elongation nucleus
- 23452860 23496567 transcription factor a RNA elongation nucleus
+ 23815267 23831689 protein binding defense response integral to membrane
+ 145807086 145871263 RNA polymerase II trregulation of transcri nucleus
+ 119879268 119903032 RNA polymerase II trpositive regulation ofnucleus
+ 54998124 55368004 DNA binding development nucleus
- 532636 538910 RNA polymerase II trmesoderm developmnucleus
- 33120547 33179182 transcription factor a positive regulation ofnucleus
- 40880516 40935943 DNA binding regulation of transcri nucleus
+ 134251969 134255084 DNA binding mesoderm developmnucleus
- 1560294 1601277 transcription factor a regulation of transcri nucleus
- 51045966 51406441 DNA binding regulation of transcri nucleus
+ 133478300 133511818 DNA binding Wnt receptor signalinnucleus
+ 85272391 85449162 transcription factor a establishment and/ornucleus
+ 31648147 31856740 nucleic acid binding cell proliferation nucleus
- 147962006 147975713 RNA polymerase II trnegative regulation onucleus
+ 37972603 37978746 transcription factor a regulation of transcri cytoplasm
+ 12652712 12917969 transcription factor a regulation of transcri nucleus
- 35549353 35572763 RNA polymerase II trpregnancy nucleus
+ 59815181 59825903 DNA binding DNA-dependent DNAmitochondrion
- 10506384 10523252 RNA polymerase II trectoderm developmenucleus
+ 50894541 50919634 transcription coactivaneurogenesis nucleus
+ 50789215 50848705 transcription factor a regulation of transcri nucleus
+ 54637764 54647743 transcription factor a cell-cell signaling nucleus
- 4247188 4262999 RNA polymerase II trdevelopment nucleus
- 49774887 49852931 transcription factor a regulation of transcri cellular component u
+ 113287056 113343503 transcription coactivacell proliferation nucleus
- 143153041 143230148 transcription cofactorDNA metabolism nucleus
- 48642489 48657239 ATP binding regulation of transcri nucleus
- 41759694 41810776 transcription factor a regulation of transcri nucleus
- 115173976 115264746 transcription coactivator activity nucleus
+ 3440171 3448404 transcription corepre development nucleus
+ 34635436 34655764 transcription factor a regulation of transcri nucleus
+ 88983084 88984025 transcription factor a regulation of transcri nucleus
+ 3490486 3491441 transcription factor a regulation of transcri nucleus
- 121324903 121346012 DNA binding apoptosis lysosome
- 103730196 103737128 transcription factor a cell proliferation nucleus



+ 10134279 10145561 transcription factor a negative regulation onucleus
- 36055352 36058654 transcription factor a regulation of transcri nucleus
+ 102880251 102887526 transcription factor a development nucleus
+ 74652372 74655549 transcription factor a development nucleus
- 69155017 69183927 DNA binding regulation of transcription, DNA-dependen
- 41486698 41590028 protein binding positive regulation ofcytoplasm
+ 3592285 3673013 protein binding DNA damage responnucleus
+ 190831917 191097764 protein self binding apoptosis nucleus
- 42303842 42527761 DNA bending activitycholesterol catabolis nucleus
- 91505613 91576139 protein binding transcription from RNGolgi apparatus
- 116489899 116750429 transcription factor a NLS-bearing substranucleus
- 43905660 43908979 transcription factor a regulation of transcri nucleus
- 132280492 132311775 DNA binding regulation of transcri nucleus
+ 239568232 239568491 DNA binding cell differentiation cytoplasm
+ 40895669 40899780 nucleic acid binding negative regulation onucleus
- 39639487 39651190 DNA binding regulation of transcri nucleolus
- 157822114 157828830 DNA binding regulation of transcri nucleus
+ 40451735 40462558 RNA polymerase II trregulation of transcri nucleus
+ 134932658 134933942 RNA polymerase II trregulation of transcription from RNA polym
+ 71039374 71072228 transcription factor a development nucleus
+ 134940288 134944314 transcription factor a regulation of transcri nucleus
- 25004099 25010767 transcription factor a development nucleus
- 32365896 32413653 nucleic acid binding cell cycle nucleus
+ 99774854 99814557 protein binding antimicrobial humoranucleus
- 68324127 68329538 transcription factor activity nucleus
- 112883728 112898551 transcription factor a regulation of transcri nucleus
+ 151799996 151802525 DNA binding cell differentiation nucleus
+ 98747254 98776095 nucleic acid binding regulation of transcri nucleus
+ 23929464 23989474 DNA binding regulation of transcri nucleus
+ 2846906 2893252 DNA binding regulation of transcri nucleus
- 124329883 124355728 protein binding negative regulation onucleus
+ 123863169 124055929 protein binding negative regulation onucleus
+ 148609878 148615046 transcription factor a behavior nucleus
+ 12134918 12161063 DNA binding negative regulation onucleus
+ 9439088 9506188 DNA binding regulation of transcri nucleus
+ 113435658 113626568 general RNA polymemesoderm developmnucleus
- 126433610 126576785 DNA binding cellular defense respDNA-directed RNA p
- 53406118 53420512 DNA binding cellular defense respnucleus
+ 3391420 3399363 protein binding negative regulation onucleus
+ 44645646 44661754 nucleic acid binding regulation of transcri nucleus
- 31169956 31178403 transcription factor a negative regulation onucleus
- 197107078 197110823 DNA binding negative regulation oDNA-directed RNA p
+ 38345802 38388300 nucleic acid binding regulation of transcri nucleus
+ 44665258 44677279 transcription factor a regulation of transcri nucleus
- 178071127 178090309 DNA binding perception of sound nucleus
+ 148261155 148317767 DNA binding regulation of transcri nucleus
- 63765096 63776754 transcription factor a regulation of transcri nucleus
- 49108620 49121398 DNA binding development nucleus
- 57807442 57833450 nucleic acid binding regulation of transcri nucleus
+ 20897933 20925341 nucleic acid binding regulation of transcri intracellular
- 130371129 130385397 DNA binding regulation of transcription, DNA-dependen



- 35174723 35273967 nucleic acid binding nucleus
+ 44530190 44542530 transcription factor a humoral immune rescytoplasm
+ 35722316 35727004 DNA binding chemotaxis endoplasmic reticulu
+ 135305190 135320009 RNA polymerase II trregulation of transcri nucleus
- 15061379 15095613 RNA polymerase I tratranscription from RNA polymerase I prom
+ 102690046 102692013 RNA polymerase II trnegative regulation onucleus
- 37820562 37826569 cell cycle
- 47446521 47531264 BRE binding RNA interference nucleus
+ 121762276 121780487 translation initiation f translational initiationcellular component u
- 61589809 61600949 GTP binding protein biosynthesis cytoplasm
+ 206849974 206853157 translation elongationprotein biosynthesis eukaryotic translation
+ 21075735 21093164 RNA binding protein biosynthesis
- 27498880 27504851 GTP binding regulation of protein eukaryotic translation
+ 185335825 185345792 nucleic acid binding amino acid metaboliscellular component u
+ 42616624 42642291 translation initiation f protein biosynthesis eukaryotic translation
+ 32357118 32366296 translation initiation f protein biosynthesis eukaryotic translation
- 117726266 117837222 translation initiation f protein biosynthesis eukaryotic translation
- 10086690 10091585 RNA binding protein biosynthesis
+ 7965469 7974287 translation initiation f protein biosynthesis eukaryotic translation
- 109283148 109330128 translation initiation f protein biosynthesis
- 35231397 35249983 translation initiation f protein biosynthesis eukaryotic translation

translation initiation f protein biosynthesis eukaryotic translation
+ 2167741 2193616 RNA binding protein biosynthesis eukaryotic translation
+ 51686518 51722259 RNA binding protein biosynthesis eukaryotic translation
- 100158196 100207459 RNA cap binding regulation of translat eukaryotic translation
+ 70520374 70528950 translation release fatranslational terminatcellular component u
- 153401783 153415962 translation release faprotein biosynthesis mitochondrion
+ 73033356 73056080 RNA binding protein biosynthesis eukaryotic translation
- 41412625 41441358 galactosyltransferasegalactosylceramide mGolgi stack
- 121310137 121367827 lysine-ketoglutarate relectron transport mitochondrion
+ 8703679 8785932 (S)-3-amino-2-methygamma-aminobutyricmitochondrial matrix
+ 87432627 87541199 catalytic activity biological process unintegral to membrane
- 17484855 17538724 hydrolase activity
+ 22136985 22151104 aminopeptidase activaromatic compound metabolism
+ 43707378 43735295 aminopeptidase activaromatic compound metabolism
+ 58198348 58255499 hydrolase activity aromatic compound metabolism
- 17263940 17275234 hydrolase activity aromatic compound metabolism
- 15198730 15204231 hydrolase activity aromatic compound metabolism
- 38139210 38153619 acetyl-CoA C-acyltra fatty acid metabolismperoxisome
- 210878223 210915653 acyl-CoA dehydroge electron transport mitochondrion
+ 75902302 75941204 acyl-CoA dehydroge electron transport mitochondrial matrix
+ 119626385 119640530 butyryl-CoA dehydro electron transport mitochondrion
+ 124758523 124807795 acyl-CoA dehydroge electron transport mitochondrion
+ 7063956 7069306 long-chain-acyl-CoA electron transport mitochondrion
+ 107497467 107523485 acetyl-CoA C-acetyltransferase activity mitochondrion
- 15338812 15378794 peptidyl-dipeptidase proteolysis and peptimembrane
- 71453259 71487020 acyl-CoA dehydroge electron transport peroxisome
- 47217428 47226939 acid phosphatase activity integral to membrane
- 144343983 144367430 acid phosphatase activity
+ 55985483 55990293 acid phosphatase activity
+ 49466790 49473870 acrosin activity acrosome reaction



+ 51992602 51998258 aminoacylase activityamino acid metaboliscytosol
- 42681577 42713790 adenosine deaminasantimicrobial humoral response (sensu Ve
+ 39561298 39706644 metalloendopeptidascell differentiation integral to membrane
+ 176226863 176273986 metalloendopeptidasproteolysis and pepti integral to plasma me
+ 39084324 39261592 calcium ion binding proteolysis and pepti integral to membrane
+ 72102564 72190664 metalloendopeptidascollagen catabolism extracellular matrix
- 178473473 178704935 collagenase activity collagen catabolism extracellular matrix (s
- 113124584 113155840 hydrolase activity
+ 36223578 36228625 hydrolase activity
- 23893069 23984948 DNA binding DNA repair nucleus
+ 51951524 51957916 NAD+ ADP-ribosyltraDNA repair nucleus
+ 39067062 39087251 adenylosuccinate lyapurine ribonucleotide biosynthesis
- 19337783 19345741 oxidoreductase activity Golgi apparatus
- 178727072 178738740 N4-(beta-N-acetylgluprotein deglycosylatiolysosome
- 32243967 32251877 1-acylglycerol-3-phosmetabolism endoplasmic reticulu
- 136843432 136857712 1-acylglycerol-3-phosmetabolism integral to membrane
+ 178083009 178228512 alkylglycerone-phospelectron transport peroxisome
+ 241528151 241538527 alanine-glyoxylate trametabolism mitochondrion
- 32331736 32354784 adenosylhomocystei one-carbon compouncytoplasm
+ 110239349 110277038 adenosylhomocystei one-carbon compound metabolism
+ 151653622 151770022 protein binding G-protein coupled re cytoplasm
+ 133669653 133683413 aldehyde reductase aaldehyde metabolismcellular component u
+ 5126567 5139878 aldo-keto reductase cell proliferation
+ 5228797 5250912 3-alpha-hydroxysteroandrogen metabolismcytoplasm
+ 137218450 137260305 3-oxo-5-beta-steroid bile acid catabolism Golgi apparatus
- 19375768 19383946 aldehyde reductase aaldehyde metabolismGolgi apparatus
- 19354362 19360586 aldo-keto reductase aldehyde metabolismcytosol
- 54918512 54940432 5-aminolevulinate sy biosynthesis mitochondrion
- 56032918 56145198 aldehyde dehydroge metabolism
+ 99237583 99274352 aldehyde dehydroge alcohol metabolism
+ 38382701 38388655 aldehyde dehydroge carbohydrate metabomitochondrion
+ 110667065 110710502 aldehyde dehydroge alcohol metabolism mitochondrion
- 19581891 19592200 aldehyde dehydroge aldehyde metabolismcytosol
+ 67534392 67553317 aldehyde dehydroge alcohol metabolism
- 67186212 67198641 aldehyde dehydroge alcohol metabolism
- 18943231 18974378 1-pyrroline-5-carboxymetabolism mitochondrial matrix
+ 24603175 24645414 aldehyde dehydroge dopamine metabolismmitochondrion
- 73596625 73620949 malonate-semialdeh metabolism mitochondrion
- 125908347 125958756 aldehyde dehydroge aldehyde metabolismcellular component u
+ 29971991 29989235 fructose-bisphospha fructose metabolism
+ 49215356 49218894 aldo-keto reductase cellular osmoregulaticytoplasm
- 185442914 185449436 mannosyltransferaseprotein amino acid g endoplasmic reticulu
- 34023658 34043963 alpha-methylacyl-Co metabolism mitochondrion
- 71542035 71562696 disulfide oxidoreduct apoptotic mitochondrcytosol
+ 10428799 10485247 AMP deaminase actiAMP catabolism
- 49429215 49435016 aminomethyltransfer glycine catabolism glycine cleavage com
- 36325848 36537265 acyloxyacyl hydrolas inflammatory respon integral to membrane
+ 3622936 3642222 NAD(P)+-protein-argprotein amino acid A integral to plasma me
+ 77353041 77391117 NAD(P)+-protein-argprotein amino acid A integral to plasma me
- 17958220 17986757 ceramidase activity carboxylic acid meta lysosome
- 97126093 97146434 asparagine synthaseamino acid biosynthesoluble fraction



+ 3326045 3349449 aminoacylase activityaspartate catabolism
+ 216002341 216039983 IMP cyclohydrolase anucleobase, nucleoside, nucleotide and nu
- 26018682 26029855 hydrogen-transportinATP synthesis coupl membrane fraction
- 66874342 66896344 hydrogen-transportinATP synthesis coupl hydrogen-transportin
+ 128096848 128099853 hydrogen-transportinATP synthesis coupl membrane fraction
+ 68508969 69702505 molecular function unbiological process uncellular component u
+ 17766948 17784890 galactosyltransferaseprotein amino acid g Golgi apparatus
- 33100641 33157231 N-acetyllactosamine carbohydrate metaboGolgi apparatus
+ 176959777 176969936 galactosyltransferasecarbohydrate metaboGolgi apparatus
- 101202623 101226842 acyltransferase activ bile acid metabolism cytosol
- 24855561 24993499 branched-chain-aminG1/S transition of mi cytosol
- 53990133 54006076 branched-chain-aminbranched chain fami mitochondrion
+ 46595543 46622749 3-methyl-2-oxobutanmetabolism alpha-ketoglutarate d
+ 80873082 81112706 3-methyl-2-oxobutanoate dehydrogenase alpha-ketoglutarate d
- 198726756 198771165 3-hydroxybutyrate demetabolism mitochondrial matrix
+ 32021760 32027839 alternative-complem complement activatioextracellular region
+ 78443438 78463863 betaine-homocysteinprotein amino acid methylation
+ 43571511 43620179 biliverdin reductase aelectron transport
+ 3064040 3098279 hydrolase activity amino acid and derivmitochondrion
+ 28025207 28473416 signal transduction
+ 32003472 32021427 chymotrypsin activitycomplement activatiocomplement compon
- 113215251 113217895 hydrolase activity metabolism
- 80661838 80725712 acetyl-CoA hydrolasefatty acid metabolism
- 20555242 20557578 kinase activity
+ 241246141 241258510 calpain activity proteolysis and pepti cytoplasm
+ 15024014 15027900 caspase activity apoptosis
- 185923999 185945750 caspase activity apoptosis
- 110967388 110982233 caspase activity apoptosis
+ 115429417 115480652 caspase activity apoptotic program cytoplasm
- 43346369 43369493 cystathionine beta-syamino acid biosynthecytoplasm
+ 15456199 15526975 NAD+ nucleosidase generation of precursintegral to membrane
- 137551235 137576918 binding G1 phase of mitotic canaphase-promoting
- 54394266 54424494 hydrolase activity metabolism endoplasmic reticulu
+ 54352011 54366325 hydrolase activity morphogenesis endoplasmic reticulu
+ 95490321 95500753 hydrolase activity metabolism
+ 2510427 2519732 N-acetylglucosamineN-acetylglucosamine metabolism
+ 50492061 50543156 acyltransferase activ neurotransmitter bioscytoplasm
+ 111482373 111498103 hydrolase activity metabolism extracellular space
- 74064525 74086427 N-acetylglucosamineN-acetylglucosamineGolgi apparatus
- 6590575 6597236 peptidase activity lipid metabolism lysosome
+ 6312566 6319912 endopeptidase Clp aproteolysis and peptimitochondrion
+ 13913443 14052717 protoheme IX farnes heme biosynthesis integral to membrane
- 101461595 101481890 cytochrome-c oxidasprotein complex asseintegral to membrane
+ 129614305 129621899 carboxypeptidase A proteolysis and peptidolysis
+ 129500674 129523586 carboxypeptidase A proteolysis and peptidolysis
+ 129578637 129602523 carboxypeptidase A proteolysis and peptidolysis
- 68496961 68821134 carboxypeptidase A proteolysis and peptidolysis
+ 150028288 150060545 carboxypeptidase A proteolysis and peptidolysis
- 45525322 45577169 carboxypeptidase A proteolysis and pepti extracellular space
+ 207629829 207659666
- 68281656 68365881 acyltransferase activ fatty acid beta-oxidatintegral to membrane



+ 53374121 53391888 acyltransferase activ fatty acid beta-oxidatmitochondrial inner m
- 128936628 128952637 acyltransferase activ acyl-CoA metabolismendoplasmic reticulu
+ 86619661 86673760 acyltransferase activ fatty acid metabolismperoxisome
- 21177339 21197103 ornithine cyclodeami visual perception
- 51837714 51860647 carboxy-lyase activityamino acid metabolism
- 29275177 29285430 galactosylceramide sN-linked glycosylatio Golgi apparatus
- 126667390 126839014 oxidoreductase activ L-serine biosynthesisnucleus
+ 70588975 70617273 cystathionine gammaamino acid biosynthesis
+ 41114535 41147321 CTP synthase activit glutamine metabolism
- 16365780 16490716 CTP synthase activit glutamine metabolism
- 66520974 66523266 chymotrypsin activitydigestion extracellular space
- 11739235 11763044 cathepsin B activity proteolysis and pepti intracellular
- 87666407 87710586 cysteine-type endopeimmune response lysosome
- 1730560 1741798 cathepsin D activity proteolysis and pepti extracellular region
+ 202860525 202875171 cathepsin E activity antigen processing, eendosome
- 66087515 66092623 cysteine-type endopeproteolysis and pepti lysosome
- 24112563 24115306 cathepsin G activity immune response insoluble fraction
+ 87570533 87575862 cathepsin L activity proteolysis and pepti extracellular region
- 147515623 147551378 cathepsin S activity immune response extracellular region
- 57003634 57015680 cysteine-type endopeproteolysis and pepti lysosome
+ 50363300 50366498 ubiquitin conjugating cyclin catabolism integral to membrane
- 199662660 199668061 oxidoreductase activ cholesterol biosyntheendoplasmic reticulu
- 7642908 7651397 cytochrome-b5 reduccholesterol biosyntheendoplasmic reticulu
- 143952217 143958238 monooxygenase actiC21-steroid hormonemembrane
+ 32114060 32117396 monooxygenase actiC21-steroid hormoneendoplasmic reticulu
+ 219472209 219505520 steroid hydroxylase aelectron transport membrane
- 96786518 96819172 monooxygenase actielectron transport endoplasmic reticulu
+ 96688429 96739137 (S)-limonene 7-monoelectron transport endoplasmic reticulu
- 65671245 65873902 monooxygenase actibile acid biosynthesisendoplasmic reticulu
+ 107776332 107797162 D-amino-acid oxidas electron transport peroxisome
- 139362912 139376444 hydrolase activity, acmRNA processing
- 2229898 2241576 dodecenoyl-CoA deltfatty acid metabolismmitochondrion
- 77587045 77588862 L-xylulose reductasecarbohydrate metabomembrane
- 50300344 50402960 aromatic-L-amino-acamino acid metabolism
+ 91082755 91133403 2,4-dienoyl-CoA redumetabolism mitochondrion
+ 391858 402487 oxidoreductase activ metabolism
+ 220677662 220687875 electron transporter afatty acid biosynthes endoplasmic reticulu
- 145510762 145521350 acyltransferase activ fat body developmenendoplasmic reticulu
+ 41520888 41701888 diacylglycerol bindingintracellular signaling cascade
- 55027328 55064912 oxidoreductase activ cholesterol biosyntheGolgi apparatus
- 70823110 70837047 7-dehydrocholestero cholesterol biosyntheendoplasmic reticulu
- 79957803 79986572 dihydrofolate reductaglycine biosynthesis cellular component u
+ 70600163 70616456 dihydroorotate dehydde novo' pyrimidine bmembrane
- 54008085 54031576 alcohol dehydrogenametabolism
- 88614941 88669517 oxidoreductase activ metabolism
- 41339318 41369877 cytochrome-b5 reduccholesterol biosyntheendoplasmic reticulu
+ 74418371 74440196 acyltransferase activ generation of precursmitochondrion
- 78329185 78401205 aminomethyltransfer electron transport cytoplasm
- 14873513 14887413 NAD(P)+-protein-argarginine metabolism membrane
- 66578800 66590857 dipeptidyl-peptidase proteolysis and peptidolysis
- 66567067 66571867 dipeptidyl-peptidase proteolysis and peptidolysis



- 48984811 49008467 dolichyl-phosphate b protein amino acid g endoplasmic reticulu
- 162674263 162756559 aminopeptidase activimmune response integral to membrane
- 105460828 105548453 dihydropyrimidinase nucleobase, nucleoside, nucleotide and nu
- 71897490 71960883 ubiquitin conjugating ubiquitin cycle
- 43997909 44014278 catalytic activity fatty acid beta-oxidatmitochondrion
- 135064870 135075789 enoyl-CoA hydratasefatty acid beta-oxidatmitochondrion
+ 151864420 151873085 transmembrane-eph cell-cell signaling integral to plasma me
+ 151849285 151855100 transmembrane-eph cell-cell signaling integral to plasma me
+ 7549244 7555416 transmembrane-eph cell differentiation integral to plasma me
- 227808165 227867525 oxidoreductase activ protein metabolism cytosol
+ 803290 807242 chymotrypsin activityproteolysis and peptidolysis
- 12836434 12862049 catalytic activity tRNA processing nucleus

hydrolase activity nucleotide metabolism
- 46235720 46246676 hydrolase activity nucleotide metabolis integral to membrane
+ 222319710 222339996 epoxide hydrolase acaromatic compound endoplasmic reticulu
- 148137803 148163390 electron transporter aelectron transport endoplasmic reticulu
- 46243392 46269368 hydrolase activity biological process uncytoplasmic membra
+ 159951100 159987423 electron acceptor actaromatic compound integral to membrane
- 118880786 119193239 N-acetylglucosaminycell cycle Golgi apparatus
+ 44073674 44223555 N-acetylglucosaminycell cycle Golgi apparatus
+ 26032412 26047074 glucuronosyl-N-acetyskeletal developmen endoplasmic reticulu
- 101049964 101072389 glucuronyl-galactosyl-proteoglycan 4-alph endoplasmic reticulu
+ 28615071 28667121 glucuronyl-galactosyl-proteoglycan 4-alph endoplasmic reticulu
+ 187562426 187585083 chymotrypsin activityblood coagulation extracellular region
- 176761746 176769183 chymotrypsin activityblood coagulation extracellular region
- 131317510 131357845 catalytic activity acyl-CoA metabolismintegral to membrane
+ 78232395 78265737 fumarylacetoacetaseL-phenylalanine catabolism
- 94400559 94435630 fructose-2,6-bisphos carbohydrate metabolism
+ 105399978 105482953 transferase activity muscle developmentGolgi apparatus
- 70370220 70380692 ferredoxin-NADP+ recholesterol metabolismitochondrion
+ 996081 1010515 fibroblast growth factregulation of cell growintegral to membrane
- 59710077 61212164 bis(5'-adenosyl)-triphcell cycle cytoplasm
- 47602009 47605542 isomerase activity protein folding
+ 51941154 51953581 transferase activity Golgi apparatus
+ 15125967 15155857 hydrolase activity, acbiosynthesis
+ 44340861 44361415 ubiquitin conjugating ubiquitin cycle
+ 94568548 94928995 aminopeptidase activproteolysis and peptidolysis
- 58037821 58068957 inositol or phosphatidylinositol phosphatase activity
+ 74582613 74596274 hydrolase activity, accarbohydrate metabointracellular
+ 167949320 167986769 dimethylaniline monoelectron transport endoplasmic reticulu
+ 168015143 168042880 dimethylaniline monoelectron transport endoplasmic reticulu
- 143882653 143921738 dimethylaniline monoelectron transport endoplasmic reticulu
+ 43030640 43060080 protein farnesyltrans protein amino acid facytoplasm
+ 64523259 64599122 prenyltransferase ac protein amino acid facytoplasm
- 49124763 49186798 carboxypeptidase acproteolysis and pepti integral to plasma me
- 52083103 52094652 ubiquitin conjugating apoptosis membrane
+ 48090802 48101006 methyltransferase acrRNA processing
- 23916879 23940079 alpha-L-fucosidase acarbohydrate metabocytoplasm
+ 89212888 89227691 furin activity cell-cell signaling Golgi apparatus
- 53943079 53947659 fucosyltransferase acL-fucose catabolism Golgi apparatus
+ 53875071 53899057 fucosyltransferase acL-fucose catabolism Golgi apparatus



- 5767403 5790703 3-galactosyl-N-acety L-fucose catabolism Golgi apparatus
+ 64949287 65279714 glycoprotein 6-alpha-L-fucose catabolism Golgi apparatus
- 59148812 59185438 3-dehydrosphinganinmetabolism endoplasmic reticulu
- 117195999 117200644 ion channel activity ion transport integral to membrane
+ 38306340 38318912 glucose-6-phosphataglucose metabolism endoplasmic reticulu
- 153323309 153339173 glucose-6-phosphatecarbohydrate metabocellular component u
+ 171498578 171543156 glutamate decarboxyamino acid metabolisintracellular
- 87469112 87529596 galactosylceramidas carbohydrate metabolysosome
- 23867395 23871232 UDP-glucose 4-epimcarbohydrate metabolism
- 56305944 56313251 (N-acetylneuraminyl)carbohydrate metaboGolgi apparatus
- 87407643 87450841 N-acetylgalactosami glycosaminoglycan mlysosome
+ 34636634 34640571 UDP-glucose-hexosecarbohydrate metabolism
- 1348088 1352552 guanidinoacetate N-mcreatine biosynthesis
+ 6513944 6517797 NAD binding glucose metabolism cytoplasm
- 33798143 33836286 catalytic activity de novo' IMP biosyntcytoplasm
- 43440613 43457998 glycine amidinotrans creatine biosynthesiscytosol
- 152017315 152024098 glucosylceramidase carbohydrate metabolysosome
+ 12863083 12871782 glutaryl-CoA dehydroelectron transport mitochondrion
- 54378484 54439279 GTP cyclohydrolase L-phenylalanine catabolism
+ 10663934 10737586 N-acetyllactosaminidO-linked glycosylatio Golgi apparatus
- 79673429 79687481 aminomethyltransfer glycine catabolism glycine cleavage com
- 85687861 85700237 gamma-glutamyl car blood coagulation integral to membrane
- 64090194 64113940 exopeptidase activityglutamine metabolismlysosome
+ 231817925 231832451 dimethylallyltranstranisoprenoid biosynthe soluble fraction
+ 23330488 23349524 acyltransferase activ amino acid metabolisintegral to membrane

- 100458941 100469096 alpha-galactosidase carbohydrate metabolysosome
- 33013234 33113632 beta-galactosidase acarbohydrate metabobeta-galactosidase c
- 6522468 6635650 electron transporter aglycine catabolism glycine dehydrogena
- 189797257 189806901 arsenate reductase (DNA protection mitochondrion
- 64047520 64087841
+ 16346789 16403757 GMP reductase activnucleotide metabolism
+ 23771969 23778285 GMP reductase activnucleotide metabolism
+ 111473220 111512063 GTPase activity G-protein coupled re heterotrimeric G-prot
+ 227683716 227720270 acyltransferase activ fatty acid metabolismmembrane
- 141360423 141372776 glucosamine-6-phos N-acetylglucosamine metabolism
- 63393490 63439479 N-acetylglucosamineglycosaminoglycan clysosome
+ 66044988 66718268 catalytic activity Mo-molybdopterin cocytoskeleton
+ 37412706 37426986 electron transporter aL-serine biosynthesiscellular component u
+ 41825940 41851036 cysteine-type endopeelectron transport endoplasmic reticulu
+ 11289101 11571556 catalytic activity autophagy cytoplasm
- 52764347 52776616 glutathione transfera metabolism cytoplasm
+ 109942483 109948409 glutathione transfera metabolism cytoplasm
- 109988595 109995082 glutathione transfera establishment of blood-nerve barrier
+ 106004667 106017199 glutathione transfera metabolism cytoplasm
- 106063119 106394381 guanylate cyclase accGMP biosynthesis cytoplasm
+ 156945482 157009379 guanylate cyclase accGMP biosynthesis guanylate cyclase co
+ 157037819 157085661 guanylate cyclase accGMP biosynthesis cytoplasm
- 64869824 64891346 beta-glucuronidase acarbohydrate metabolysosome
- 54163194 54188361 glycogen (starch) synglycogen biosynthesis
- 21580391 21648821 glycogen (starch) syngeneration of precursor metabolites and e



+ 54434229 54441818 chymotrypsin activityapoptosis immunological synap
- 24170003 24173272 chymotrypsin activityapoptosis cytoplasm
+ 151670078 151708475 3-beta-hydroxy-delta cholesterol biosynthesis
- 134697969 134763476 DNA binding chromosome organizchromosome
- 26325159 26379140 3-hydroxyacyl-CoA dfatty acid metabolismmitochondrion
+ 109268605 109313927 3-hydroxyacyl-CoA dfatty acid metabolismmitochondrion
- 1799105 1817163 hydrolase activity
- 94869609 94892539 ammonia ligase activbiosynthesis cytosol
- 68516638 68578478 chymotrypsin activityproteolysis and pepti extracellular region
- 70422832 70455393 beta-N-acetylhexosacarbohydrate metabolysosome
+ 74016766 74052869 beta-N-acetylhexosacarbohydrate metabolysosome
- 121829708 121883815 homogentisate 1,2-d L-phenylalanine catabolism
+ 3480694 3488182 chymotrypsin activitycell motility extracellular region
+ 102285685 102299745 oxidoreductase activ regulation of transcri nucleus
- 37045058 37284373 biotin-[acetyl-CoA-caprotein modification
+ 118460802 118469467 hydroxymethylbilane heme biosynthesis
- 23873682 23897218 hydroxymethylglutaryamino acid metabolismitochondrial matrix
+ 74668854 74693681 hydroxymethylglutarycholesterol biosyntheendoplasmic reticulu
- 43326997 43349267 hydroxymethylglutaryacetyl-CoA metaboliscytoplasm
- 120003047 120023559 hydroxymethylglutaryacetyl-CoA metabolismitochondrion
+ 34101640 34114748 heme oxygenase (deheme oxidation endoplasmic reticulu
+ 4466446 4500348 electron transporter aheme oxidation endoplasmic reticulu
+ 138555539 138605968 S-adenosylmethioninrespiratory gaseous exchange
+ 46879954 46909290 S-adenosylmethioninprotein amino acid mnucleus
+ 54872354 54883516 N-methyltransferase cell surface receptor cytoplasm
+ 206266585 206296690 11-beta-hydroxysteroglucocorticoid metabendoplasmic reticulu
+ 66022536 66028953 oxidoreductase activ cell-cell signaling endoplasmic reticulu
+ 37957509 37960757 estradiol 17-beta-dehestrogen biosynthesi cytoplasm
+ 43658880 43834744 oxidoreductase activ metabolism
+ 80626363 80689638 estradiol 17-beta-dehestrogen biosynthesiendoplasmic reticulu
- 96077143 96143989 estradiol 17-beta-dehmale genitalia morphmicrosome
+ 159492237 159514265 3-keto-steroid reductmetabolism integral to membrane
- 199032441 199042741 ligase activity ubiquitin cycle
- 50312324 50316008 hyalurononglucosamcarbohydrate metaboextracellular space
- 148269516 148292725 hydrolase activity glycosaminoglycan mlysosome
+ 970614 988146 L-iduronidase activitycarbohydrate metabolysosome
- 111019455 111080745 chymotrypsin activitycomplement activatioextracellular region
+ 18145578 18149927 oxidoreductase activ immune response extracellular region
- 49036766 49041826 IMP dehydrogenase GMP biosynthesis
- 143307498 143710137 cytokine activity signal transduction
+ 134201297 134446973 hydrolase activity cell communication membrane

hydrolase activity biological process unintegral to membrane
- 25543001 25552614 hydrolase activity metabolism
- 77001162 77024475 cathepsin H activity proteolysis and pepti lysosome
- 96874491 96881094 cathepsin L activity proteolysis and pepti lysosome
- 157202876 157232653 cysteine-type endopeproteolysis and peptidolysis
+ 65403859 65407786 cysteine-type endopeimmune response
- 47769474 47774869 peptidase activity cell-cell signaling
+ 88214500 88232338 dipeptidyl-peptidase proteolysis and pepti endoplasmic reticulu
+ 66004470 66033700 aminopeptidase activproteolysis and pepti cytoplasm
+ inositol or phosphatidintracellular signaling cascade



- 136598907 136610093 hydrolase activity lipid metabolism Golgi apparatus
+ 86983042 86999883 3'-5'-exoribonucleaseDNA catabolism, exoPML body
+ 3138055 3152504 hydrolase activity nucleotide metabolism
+ 38484977 38498355 isovaleryl-CoA dehydelectron transport mitochondrial matrix
+ 102493155 102566806 acid phosphatase activity
+ 23091327 23155488 oxidoreductase activ chromatin modificationucleus
+ 128458814 128664002 adenosylhomocystei one-carbon compound metabolism

- 173831136 173911710 catalytic activity
+ 56068500 56075634 chymotrypsin activityproteolysis and peptidolysis
+ 56049982 56055832 chymotrypsin activitynegative regulation oextracellular region
+ 187523820 187554773 chymotrypsin activityblood coagulation extracellular region
+ 143468950 143633606 kynureninase activityNAD biosynthesis cytoplasm
- 31993624 32640962 acetylglucosaminyltraN-acetylglucosamineGolgi apparatus
+ 25030595 25097050 C-terminal protein caprotein modification
+ 31711252 31722378 cysteine-type endopeendosome transport extracellular region
- 136379146 136428482 glucosidase activity carbohydrate metabointegral to plasma me
+ 59386005 59389333 endonuclease activit mRNA processing tRNA-intron endonuc
- 92239909 92284689 legumain activity proteolysis and pepti lysosome
+ 126140401 126292699 hydrolase activity metabolism
- 90963311 91001512 carboxylic ester hydr N-linked glycosylatio lysosome
+ 199175380 199253878 hydrolase activity cell adhesion membrane
- 10332388 10360959 hydrolase activity
+ 43739286 43766403 ligase activity ubiquitin cycle
+ 39577593 39648378 metalloexopeptidaseproteolysis and peptidolysis
+ 156022767 156031875 acyltransferase activ sensory perception endoplasmic reticulu
- 46433466 46473119 isomerase activity metabolism
- 55121490 55177130 hydrolase activity fatty acid metabolismmembrane fraction
+ 23862951 23867333 hydrolase activity fatty acid metabolism
+ 66836776 66852460 acyltransferase activ fatty acid catabolism lysosome
+ 109053507 109230757 alpha-mannosidase carbohydrate metaboGolgi apparatus
- 12618330 12638828 alpha-mannosidase carbohydrate metabolysosome
- 103909850 104039341 beta-mannosidase a carbohydrate metabolysosome
+ 43271662 43362321 amine oxidase activitbehavior integral to membrane
+ 83708941 83739418 catalytic activity metabolism
- 82644871 82708018 peptidase activity cholesterol metabolisGolgi apparatus
+ 70918909 70988981 ligase activity leucine catabolism mitochondrion
- 83977975 84197499 electron transporter acarbohydrate metabocytosol
+ 129725888 129740080 catalytic activity mesoderm development
+ 100313774 100341137 methionyl aminopeptproteolysis and peptidolysis
+ 75106581 75119979 acyltransferase activity
- 98700174 98801448
- 858395 900823 hydrolase activity metabolism
- 231939287 231993822 galactosyltransferaseprotein amino acid g membrane
+ 32022452 32031344 oxidoreductase activ metabolism
- 103534198 103568165 hyalurononglucosamglycoprotein catabolism
+ 16391845 16408609 glutathione transferase activity endoplasmic reticulu
+ 82490272 82507277 lyase activity acetyl-CoA metabolismitochondrion
- 127445018 127454380 metalloendopeptidaspeptidoglycan metabextracellular matrix (s
- 102067624 102081655 metalloendopeptidasproteolysis and pepti extracellular matrix (s
- 39981278 40003433 catalytic activity Mo-molybdopterin comolybdopterin syntha



- 52429653 52441082 catalytic activity Mo-molybdopterin comolybdopterin syntha
+ 44844783 44851167 structural constituentapoptosis mitochondrion
+ 9949235 10323803 oxidoreductase activ methionine metabolism
+ 21792634 21855967 S-methyl-5-thioadenonucleobase, nucleoside, nucleotide and nu
- 11780944 11800248 methylenetetrahydro amino acid metabolism
+ 7922274 7954233 FMN binding amino acid metabolismitochondrion
+ 37941476 37949992 alpha-N-acetylglucoscarbohydrate metabolysosome
+ 18293034 18302962 acetyltransferase actmetabolism
- 73779613 73781182 N-acetyltransferase aresponse to drug
+ 84626123 84726674 cytochrome-b5 reducelectron transport cytoplasm
+ 56848254 56900557 S-adenosylmethionine-dependent methyltransferase activity
- 116106534 116392636 sulfotransferase activity integral to membrane
+ 157982177 157997255 NADH dehydrogenaselectron transport membrane fraction
+ 52892241 53014924 NADH dehydrogenaselectron transport membrane fraction
+ 1334905 1346582 NADH dehydrogenasmitochondrial electromitochondrion
+ 9092724 9124336 NADH dehydrogenasmitochondrial electromembrane fraction
- 31934931 31938662 exo-alpha-sialidase acarbohydrate metabolysosome
+ 113672381 113688448 methyltransferase activity
+ 43638581 43741346 NAD(P)+ transhydrogelectron transport integral to membrane
+ 20007404 20015039 purine-nucleoside phDNA modification
- 68300809 68317893 NAD(P)H dehydrogeelectron transport cytoplasm
- 33506432 33663476 receptor activity angiogenesis integral to membrane
- 32826996 32853758 5'-nucleotidase activ nucleotide catabolismcellular component u
+ 86216527 86262215 5'-nucleotidase activ DNA metabolism membrane
+ 2055097 2064021 8-oxo-7,8-dihydroguaDNA repair
+ 92274169 92302519 diphosphoinositol-pocalcium-mediated sigintracellular
- 126075861 126097450 ornithine-oxo-acid traamino acid metabolismitochondrial matrix
- 10531105 10539051 lyase activity polyamine biosynthe cellular component u
+ 44419466 44521833 oxidoreductase activ generation of precursmitochondrion
- 41765924 41906360 3-oxoacid CoA-trans metabolism mitochondrion
- 46389794 46405617 serine-type endopep proteolysis and pepti extracellular space
- 74436987 74526614 binding endoplasmic reticulu
- 77394325 77411680 electron transporter aelectron transport endoplasmic reticulu
- 222414315 222418700 oxidoreductase activ amino acid biosynthesis
+ 54784691 54793353 hydrolase activity cell cycle arrest nucleus
- 99661656 99847710 peptidase activity cell-cell signaling
+ 116520249 116544024 1-alkyl-2-acetylglyce lipid catabolism
- 47493024 47498563 1-alkyl-2-acetylglyce lipid catabolism cytoplasm
+ 137451845 137531703 ligase activity fatty acid catabolism mitochondrion
- 95751874 95794708 peptidase activity cell-cell signaling
- 128988871 129025343 FAD binding DNA damage responmitochondrion
- 71964833 72063060 3',5'-cyclic-nucleotidesignal transduction membrane
+ 20413485 20725646 cGMP-inhibited cycli lipid metabolism membrane
+ 14621906 14848926 3',5'-cyclic-nucleotidesignal transduction membrane
+ 10424636 10441306 3',5'-cyclic-nucleotidecyclic nucleotide metinsoluble fraction
+ 65970884 66551208 cAMP-specific phospsignal transduction insoluble fraction
- 18181514 18205015 3',5'-cyclic-nucleotidesignal transduction cellular component u
- 58302467 58918032 3',5'-cyclic-nucleotidecyclic nucleotide metinsoluble fraction
- 232422651 232471479 3',5'-cyclic-nucleotidesensory perception
- 66793866 66863883 3',5'-cyclic-nucleotidesignal transduction cell fraction
+ 136214542 136555642 cAMP-specific phospsignal transduction



+ 17478985 17544903 platelet activating factor receptor activity
+ 19121707 19137622 oxidoreductase activ acetyl-CoA metabolismitochondrion
+ 97118420 97119802 oxidoreductase activ glycolysis mitochondrion
- 58388397 58394594 oxidoreductase activ glucose metabolism mitochondrion
+ 273208 277210 electron transporter aelectron transport endoplasmic reticulu
+ 124268654 124363565 electron transporter aelectron transport endoplasmic reticulu
+ 68705029 68752685 aminomethyltransfer electron transport mitochondrion
- 216728617 216772029 oxidoreductase activ fatty acid biosynthes peroxisome
+ 102737301 102744148 helicase activity
+ 99176016 99183187 bisphosphoglycerateglycolysis cytosol
- 114575475 114626449 CAAX-protein geranyprotein amino acid g CAAX-protein gerany
+ 46052738 46291755 calmodulin binding carbohydrate metabolism
- 44655730 44663127 phosphoric monoest metabolism
+ 137019382 137021327 hydrolase activity dephosphorylation cytosol
- 15097236 15113302 phosphatidylinositol Nbiosynthesis endoplasmic reticulu
+ 37789196 37915442 inositol or phosphatidylinositol kinase activphosphoinositide 3-k
+ 9646068 9723240 inositol or phosphatidprotein amino acid p nucleus
+ 68550169 68853645 1-phosphatidylinositophosphorylation cellular component u
- 3581181 3651445 1-phosphatidylinositol-4-phosphate 5-kinase activity
+ 208956496 209045593 1-phosphatidylinositocalcium-mediated siglipid raft
+ 183529761 183689770 hydrolase activity icosanoid metabolismcytosol
- 42151911 42184351 chymotrypsin activityblood coagulation extracellular region
+ 75340940 75347258 chymotrypsin activityblood coagulation extracellular space
+ 63775697 63791604 calcium ion binding intracellular signalingmembrane
+ 9024931 9409460 calcium ion binding intracellular signaling cascade
- 172801346 172938574 hydrolase activity Ras protein signal traGolgi apparatus
+ 11929011 11969860 electron transporter aepidermis developmeendoplasmic reticulu
+ 8799192 8850684 isomerase activity GDP-mannose biosycytoplasm
+ 118295448 118317356 hydrolase activity lipid catabolism
+ 118340479 118358676 catalytic activity lipid catabolism extracellular region
+ 35078032 35080254 methyltransferase accatecholamine biosynthesis
- 128320464 128331934 DNA-directed RNA ptranscription DNA-directed RNA p
+ 131407865 131428746 dolichyl-phosphate-mO-linked glycosylatio endoplasmic reticulu
- 94571638 94598495 aryldialkylphosphatasresponse to external extracellular region
- 94678825 94708946 aryldialkylphosphatase activity extracellular region
- 94633925 94670313 arylesterase activity response to external extracellular region
+ 75227957 75260823 FMN binding electron transport endoplasmic reticulu
- 106648323 106752829 hydrolase activity metabolism cytoplasm
- 54756441 54866630 hydrolase activity androgen receptor si integral to plasma me
- 36930585 36950747 isomerase activity protein folding
+ 157949266 157954085 electron transporter aelectron transport mitochondrion
- 40207492 40232010 hydrolase activity neurogenesis lysosome
- 82213057 82289205 catalytic activity proteolysis and pepti lysosome
- 55411632 55432413 DNA primase activityDNA replication alpha DNA polymera
- 17274848 17298620 oxidoreductase activ glutamate biosynthesmitochondrion
- 40982731 40996041 oxidoreductase activ glutamate biosynthesis
+ 27323486 27332228 serine-type endopep protein catabolism cellular component u
- 18563560 18697844 chymotrypsin activityproteolysis and pepti brush border
+ 89032112 89071533 carboxypeptidase acproteolysis and pepti integral to plasma me
- 66525907 66528254 threonine endopeptidhumoral immune resproteasome core com
+ 148185113 148187485 threonine endopeptidubiquitin-dependent proteasome core com



+ 4646414 4648746 threonine endopeptidubiquitin-dependent cytosol
+ 32929933 32935336 threonine endopeptidimmune response proteasome core com
+ 97343342 97415950 transferase activity phosphatidylserine b integral to membrane
- 47553820 47618114 isomerase activity electron transport endoplasmic reticulu
- 144757531 144762887 oxidoreductase activ amino acid biosynthesis
- 17164291 17189982 6,7-dihydropteridine L-phenylalanine catabolism
- 23804585 23810643 Rab-protein geranylgprotein amino acid prenylation
+ 75963906 75972785 prenyltransferase ac protein modification
+ 66367458 66370593 hydrolase activity proteolysis and pepti endoplasmic reticulu
+ 54400488 54404756 oxidoreductase activ metabolism membrane
+ 9984924 9993954 estradiol 17-beta-dehestrogen biosynthesi cytoplasm
- 200855604 200867122 pepsin A activity proteolysis and peptidolysis
+ 99948419 99949768 hydrolase activity tRNA processing nucleolar ribonucleas
+ 4072586 4116681 ATP binding DNA replication ribonucleoside-dipho
+ 10213332 10221220 oxidoreductase activ DNA replication cytoplasm
- 103285907 103320522 oxidoreductase activ DNA replication
- 164510540 164614998 adenylate cyclase accAMP biosynthesis cytoplasm
+ 20682812 20715979 catalytic activity metabolism cellular component u
- 133558235 133634596 aminomethyltransfer electron transport mitochondrial matrix
+ 23560960 23563982 acyltransferase activity
+ 166606462 166621472 C-4 methylsterol oxidfatty acid metabolismendoplasmic reticulu
+ 158097242 158146049 electron transporter aelectron transport integral to membrane
+ 112322935 112338800 catalytic activity amino acid metabolism
- 46723023 46785908 cysteine-type peptidaproteolysis and pepti nucleus
- 140789445 140835163 histone-lysine N-met chromatin modificationucleus
+ 122393583 122418778 histone-lysine N-met chromatin modificationucleus
- 63220688 63264509 hydrolase activity integral to membrane
- 75797684 75808719 N-sulfoglucosamine glycosaminoglycan mlysosome
+ 235642685 235746356 signal transducer actcell cycle nucleus
- 18171912 18207581 glycine hydroxymeth L-serine catabolism cytosol
+ 55909818 55914981 glycine hydroxymeth L-serine metabolism mitochondrion
+ 188222366 188279041 beta-galactoside alphgrowth Golgi apparatus
- 134540326 134653344 beta-galactoside alphprotein amino acid g Golgi apparatus
- 85977928 86027795 lactosylceramide alp carbohydrate metaboGolgi membrane
- 22459578 22468501 methyltransferase accell proliferation cytoplasm
+ 48261713 48315862 catalytic activity lipid metabolism endoplasmic reticulu
+ 44414249 44459588 L-cystine transporter L-cystine transport integral to plasma me
- hydrolase activity, hycarbohydrate metabocellular component u
+ 6368317 6372783 hydrolase activity, accarbohydrate metabolysosome
- 66949732 67039905 hydrolase activity sphingomyelin catab membrane fraction
+ 51783581 51804589 acyltransferase activ cholesterol metabolisendoplasmic reticulu
+ 73026200 73030941 electron transporter ametabolism
- 91872981 91957245 acyltransferase activ biosynthesis endoplasmic reticulu
+ 126080612 126103706 oxidoreductase activ electron transport integral to membrane
+ 6686562 6722673 3-oxo-5-alpha-steroidcell-cell signaling endoplasmic reticulu
- 31661306 31717691 3-oxo-5-alpha-steroidandrogen metabolismendoplasmic reticulu
- 11048942 11054347 S-adenosylmethioninspermidine biosynthesis
+ 129534932 129585466 chymotrypsin activityproteolysis and pepti integral to plasma me
- 8671475 8889074
- 45719558 45848215 arylsulfatase activity amino acid metabolisGolgi apparatus
- 28524418 28528858 aryl sulfotransferase amine metabolism



- 133248219 133252915 cytochrome-c oxidasaerobic respiration inner membrane
+ 158373327 158489977 RNA binding
+ 737431 755023 transaldolase activitycarbohydrate metabocytoplasm
+ 153160723 153170908 acyltransferase activ heart development integral to membrane
+ 138982135 139173186 isomerase activity blood coagulation integral to membrane
+ 89492047 89579436 hydrolase activity DNA repair nucleus
- 155670910 155727731 methyltransferase acrRNA modification
- 243029908 243055604 rRNA (adenine-N6,NrRNA modification
- 99862690 99883810 peptidase activity iron ion transport integral to plasma me
- 197264659 197297251 peptidase activity endocytosis endosome
+ 54725921 54812438 acyl-CoA thioesterasfatty acid metabolismcytoplasm
+ 64635949 64640274 delta14-sterol reduct cholesterol biosyntheendoplasmic reticulu
- 42665068 42689269 chymotrypsin activityperception of sound endoplasmic reticulu
+ 6846964 6850253 isomerase activity fatty acid biosynthesis
- 18059377 18263263 methyltransferase acmetabolism cytoplasm
+ 98120763 98255490 phosphotransferase chromatin modificatioPCAF complex
- 7826752 8009596 electron transporter aelectron transport endoplasmic reticulu
+ 88550267 88668474 monooxygenase actieye pigment biosynthGolgi vesicle
+ 12683448 12700258 monooxygenase actimelanin biosynthesisintegral to membrane
+ 42697087 42740843 catalytic activity metabolism nucleus
+ 46809548 46830780 ATP binding DNA replication
- 69186571 69212214 ATP binding apoptosis
+ 118490380 118500259 ligase activity postreplication repairnucleus
+ 133734768 133755698 ligase activity DNA repair nucleus
+ 43874661 43879001 ligase activity cell cycle
+ 138920934 138988200 ligase activity ubiquitin cycle
- 104074372 104106398 ligase activity ubiquitin cycle
+ 23822442 23907810 ligase activity ubiquitin cycle
+ 181670847 181753656 ligase activity ubiquitin cycle
- 45013383 45046166 ligase activity ubiquitin cycle
- 129066945 129186740 ligase activity ubiquitin cycle
+ 149680755 149774440 kinase activity positive regulation of I-kappaB kinase/NF-
+ 101536257 101556881 hydrolase activity, acnitrogen compound mcellular component u
- 116580999 116608021 peptidase activity peptide hormone prointegral to Golgi mem
- 155095033 155104443 peptidase activity cell-cell signaling
+ 1299638 1315391 ligase activity ubiquitin cycle
- 90093063 90119338 ligase activity ubiquitin cycle endoplasmic reticulu
- 1229216 1249157 ligase activity ubiquitin cycle endoplasmic reticulu
- 151334123 151344193 ubiquitin conjugating ubiquitin cycle
+ 33807564 33907984 ligase activity ubiquitin cycle
+ 49083547 49137005 ubiquitin conjugating cell proliferation
- 153275761 153278636 small protein conjugaprotein modification
- 18509820 18566828 L-lactate dehydrogenglycolysis
- 17812701 17841239 ubiquitin-dependent protein catabolism
+ 111738760 111774986 ceramide glucosyltraepidermis developmeendoplasmic reticulu
+ 234419772 234463945 glucuronosyltransferametabolism endoplasmic reticulu
+ 234409437 234463945 glucuronosyltransferametabolism endoplasmic reticulu
+ 234383554 234463945 glucuronosyltransferametabolism endoplasmic reticulu
+ 234308290 234463945 glucuronosyltransferametabolism endoplasmic reticulu
+ 234362543 234463949 glucuronosyltransferametabolism endoplasmic reticulu
- glucuronosyltransferametabolism endoplasmic reticulu



- 70526643 70542376 glucuronosyltransferaestrogen catabolism endoplasmic reticulu
+ 115901126 115955356 2-hydroxyacylsphing central nervous systeendoplasmic reticulu
+ 125931902 125946318 lyase activity de novo' pyrimidine base biosynthesis
+ 107998726 108011518 hydrolase activity, acbase-excision repair mitochondrion
- 54562739 54564476 hydrolase activity, acbase-excision repair nucleus
+ 47901985 47921569 transferase activity, tnucleoside metaboliscytoplasm
- 1548171 1556431 electron transporter aelectron transport inner membrane
- 48611435 48622102 oxidoreductase activ aerobic respiration inner membrane
+ 21872192 21902167 metalloendopeptidasaerobic respiration mitochondrial electro
- 34390006 34395954 oxidoreductase activ electron transport inner membrane
+ 46481427 46494465 oxidoreductase activ aerobic respiration inner membrane
+ 45147012 45150434 lyase activity heme biosynthesis
- 127467141 127501757 lyase activity heme biosynthesis
- 133044422 133076881 hydrolase activity, accell motility membrane
- 133106702 133120726 hydrolase activity, accell motility membrane
- 72595077 72597833 catalytic activity aromatic compound metabolism
- 111614513 111673192 X-Pro aminopeptidasproteolysis and peptidolysis
+ 40392871 40428944 metalloendopeptidasproteolysis and peptiGolgi apparatus
- 133160606 133180159 fucosylgalactoside 3-biosynthesis Golgi apparatus
+ 149987239 149996025 amine oxidase activitmetabolism peroxisome
- 32516039 32841015 ATP binding fatty acid biosynthesis
+ 108039930 108166887 ATP binding fatty acid biosynthesis
+ 32928035 32979423 AMP binding lipid biosynthesis cytoplasm
+ 58908165 58928711 carboxypeptidase acproteolysis and pepti integral to membrane
- 100132268 100138147 acetylcholine bindingDNA replication basal lamina
- 22597615 22634663 ATPase activity apoptosis nucleus
+ 151836834 151848325 SH3 domain binding cell-matrix adhesion integral to membrane
- 9580010 9646496 metalloendopeptidascell-cell signaling integral to plasma me
- 70058827 70061405 metalloendopeptidasfertilization (sensu Mintegral to membrane
+ 69993969 69996375 metalloendopeptidasfertilization (sensu Mintegral to membrane
+ 24207560 24268547 metalloendopeptidasproteolysis and pepti integral to membrane
- 120148198 120151155 metalloendopeptidasproteolysis and pepti integral to membrane
- 8551610 8581559 metalloendopeptidasproteolysis and pepti extracellular matrix
+ 129824078 129848926 metalloendopeptidasproteolysis and pepti extracellular matrix (s
- 98331992 98699650 metalloendopeptidasproteolysis and pepti extracellular matrix (s
+ 128824001 129100971 metalloendopeptidasproteolysis and pepti extracellular matrix (s
- 42034278 42231991 metalloendopeptidasproteolysis and pepti extracellular matrix (s
- 73511721 73799551 heparin binding collagen catabolism extracellular matrix (s
- 157972611 157981917 metalloendopeptidasintegrin-mediated sigextracellular matrix (s
- 64545980 64805277
- 76838604 76890828 metalloendopeptidasintegrin-mediated sigextracellular matrix
- 64575590 64648405 metalloendopeptidasdevelopment extracellular matrix (s
- 100554701 100569320 alcohol dehydrogenaalcohol metabolism cytoplasm
- 100614828 100631081 alcohol dehydrogenaalcohol metabolism cytoplasm
+ 120781212 120791481 ADP-ribosylarginine protein modification
+ 19881638 19895902 DNA binding DNA repair nucleus
- 240897836 240941454 GTP binding AMP biosynthesis
+ 88566501 88590532 ATP binding proteolysis and pepti integral to membrane
- 8646028 8656706 cytidine deaminase aB cell differentiation cellular component u
- 114177998 114236239
- 7939942 7962532 iron ion binding electron transport



+ 21581174 21650208 alkaline phosphatasemetabolism integral to membrane
+ 233097057 233100922 alkaline phosphatasemetabolism membrane
- 112242872 112357972 cytokinesis
- 120208880 120252922 binding G2/M transition of m anaphase-promoting
+ 20222608 20232183 endonuclease activit mRNA cleavage cellular component u
+ 41128990 41140233 RNA binding mRNA processing
+ 37678122 37683688 hydrolase activity biological process uncellular component u
+ 37734764 37739323 RNA binding biological process uncellular component u
+ 37797635 37808247 RNA binding RNA metabolism nucleus
+ 38831884 38834029 GTP binding protein secretion nucleus
- 61801252 61809809 GTP binding intracellular protein t Golgi apparatus
+ 131936057 131947161 arginase activity arginine catabolism cytoplasm
+ 20568462 20570828 GTP binding angiogenesis endosome membran
+ 66580896 66596059 GTP binding Rho protein signal transduction
- 120678379 120694314 GTP binding actin filament organizcytoskeleton
- 3804787 3818760 GTP binding Rho protein signal transduction
- 68223667 68228334 GTP binding imprinting
+ 62740897 62828312 GTP binding actin cytoskeleton or cellular component u
+ 38430890 38434223 GTP binding signal transduction
+ 46681525 46721071 GTP binding small GTPase mediaplasma membrane
+ 12500200 12503799 GTP binding small GTPase medianucleus
- 49353599 49356720 arylsulfatase activity lipid metabolism lysosome
- 78108794 78318113 N-acetylgalactosami glycosaminoglycan mlysosome
+ 130355211 130406214 ATP binding amino acid biosynthecytoplasm
- 91055663 91203730 RNA binding branched chain fami mitochondrion
- 6258598 6388087 acyl-CoA binding lipid metabolism cytoplasm
- 31955517 31973443 histone-lysine N-met chromatin modificationucleus
- 166973394 167037952 beta-amyloid bindingcocaine metabolism extracellular region
- 70300065 70356279 nucleoside-triphosphanti-apoptosis intracellular
+ 89061605 89159601 ATP binding DNA recombination nucleus
- 57114766 57295537 ATP binding nucleobase, nucleos nucleus
+ 551449 554018 DNA binding regulation of transcri nucleus
- 181391294 181455361 calcium ion binding N-linked glycosylatio membrane
- 7057771 7058863 calcium ion binding complement activatioextracellular region
+ 7038281 7048594 calcium ion binding complement activatioextracellular region
- 33166830 33198804 calcium ion binding N-linked glycosylatio membrane
+ 61760090 61798041 receptor activity anti-apoptosis soluble fraction
- 61402783 61461128 carbonate dehydrataone-carbon compounintegral to membrane
+ 35663914 35671152 carbonate dehydrataone-carbon compounintegral to membrane
+ 64705918 64736052 calcium ion binding positive regulation of intracellular
+ 220206935 220270453 calcium ion binding proteolysis and pepti intracellular
+ 41322756 41333095 calcium ion binding positive regulation of cell proliferation
+ 201873360 201910373 caspase activity induction of apoptosis
+ 142503526 142521621 caspase activity anti-apoptosis intracellular
- 104318804 104344503 caspase activity apoptosis cytoplasm
- 104370179 104384909 caspase activity proteolysis and pepti intracellular
- 29350517 29367881 ATP binding protein folding cytosol
+ 4651391 4900776 catalytic activity chromatin assembly chromatin
+ 55553262 55575257 catalytic activity cholesterol metabolism
- 29340949 29378060
+ 91244422 91366396 ATP binding chromatin assembly chromatin



+ 89736292 89771236
- 69365363 69374518 receptor activity signal transduction cellular component u
- 77022828 77107886 chaperone binding beta-tubulin folding cytoskeleton
- 42820237 42821812 chaperone binding beta-tubulin folding cytoskeleton
+ 78303226 78494349 binding beta-tubulin folding microtubule
+ 231856811 231938321 chaperone binding beta-tubulin folding cytoskeleton
+ 9242774 9497513 perception of sound nucleus
+ 18118779 18145664 RNA polymerase II trheart development nucleus

transcription factor a development nucleus
- 42812940 42815986 transcriptional elongadefense response integral to membrane
- 95246057 95250201 development endoplasmic reticulu
+ 95222515 95228719
+ 49424642 49428912
- 42561314 42584140 integral to membrane
+ 2938756 3020102 RNA polymerase II trmuscle developmentnucleus
+ 40102462 40119828 RNA polymerase II trregulation of transcri nucleus
+ 48432511 48444760 apoptosis endoplasmic reticulu
- 59302141 59310848
+ 214908262 215003365 growth factor activity cell growth
- 151978453 151990763 calcium ion binding cell motility extracellular matrix (s
- 313058 327009 chaperone-mediated protein complex ass
- 204521 258023 DNA binding mRNA-nucleus exponucleus
- 185572474 185578634 cytokine activity cell proliferation extracellular region
+ 77452554 77457044 lipid metabolism nucleus
- 118794097 118799064 integral to plasma me
- 24424664 24426753 ATP binding I-kappaB kinase/NF-myosin
+ 113656200 113676721
- 23778692 23781640 DNA binding telomerase-dependechromosome, telome
- 27779650 27901998 protein binding intercellular junction membrane
- 81428152 81533150 development nucleus
- 2948636 2980022 fri11led signaling patnucleus
- 68129472 68176212 fri11led signaling patnucleus
+ 79416431 79571210 molecular function unfri11led signaling patnucleus
- 150569508 150578133 molecular function unbiological process unintegral to membrane
+ 38176955 38304388 N-linked glycosylatio integral to plasma me
+ 150675131 150703766 N-linked glycosylatio integral to plasma me
+ 72366270 72680821 perception of sound integral to membrane
- 54990483 54996387 integral to plasma me
+ 62459903 62489154 integral to plasma me
+ 85044455 85045451 actin binding cytoskeleton organiz cytoplasm
+ 102662416 102673529 angiogenesis extracellular space
- 43885263 43889360 calcium ion binding muscle developmenttroponin complex
+ 1817478 1819483 actin binding muscle development
- 60354949 60360858 actin binding muscle developmenttroponin complex
- 60336008 60352386 tropomyosin binding muscle development
- 198059798 198078462 muscle developmenttroponin complex
- 172023591 172107588 extracellular matrix saxon guidance extracellular matrix (s
- 40153998 40167290 female gamete genenucleus
+ 39090875 39186541 DNA topoisomerase DNA topological change
- 35798320 35827695 ATP binding DNA topological cha nucleus
- 203466125 203483738 molecular function unanti-apoptosis



- 86599191 86619482 signal transducer actresponse to DNA da nucleus
- 44537174 44929010 negative regulation of cell proliferation
- 96007376 96030767 apoptosis nucleus

+ 83130257 83133333 cell adhesion extracellular matrix (s
- 81110303 81246324 morphogenesis
+ 125516616 125626337 molecular function unbiological process uncellular component u
+ 61967033 61993332 cell proliferation
- 183014615 183076114 protein-nucleus impocytoplasm
- 44809303 44813297 molecular function unknown cytoplasm
- 19173223 19175215 receptor activity
- 120745785 120767985 apoptosis cytoplasm
- 71648226 71683158 receptor activity cotranslational prote endoplasmic reticulu
- 35428875 35463652 ATP binding androgen receptor simediator complex
- 47206833 47235073 protein binding signal transduction cytoplasm

- 73096039 73150373 cation channel activitcation transport integral to plasma me
- 2382335 2400851 cation channel activitcation transport integral to membrane
+ 234608042 234710165 cation channel activitcation transport integral to membrane
- 3415490 3447085
+ 231686345 231715275
- 132796290 132849562 Rho protein signal transduction
- 4731025 4919881
+ 2380098 2381681
- 35731406 35739991 thiosulfate sulfurtran cyanate catabolism mitochondrial matrix
+ 54893576 54920001 binding
+ 8016755 8084228 cytoplasm
- 47864851 47869128 GTP binding microtubule-based mmicrotubule
+ 16968112 16989052 GTP binding microtubule-based mcytoskeleton

GTP binding microtubule-based mcytoplasm
+ 38064836 38072549 GTP binding microtubule cytoskel centrosome
- 134982076 135011224 microtubule cytoskel cytoplasmic microtub
- 35573631 35588623 sensory perception
- 54076033 54093750 visual perception
- 110085862 110098327 electron transporter acell motility
+ 103183193 103246528 FAD binding cell redox homeostascytoplasm
+ 647650 663492 methyltransferase acdTMP biosynthesis
+ 34169010 34242520
- 33911690 34038947
+ 16225091 16226779
- 123921073 123924077 protein modification
- 29631386 29635681 antimicrobial humoral response (sensu Ve
- 49817642 49826395 ATP binding ubiquitin cycle
- 4120876 4216722 ligase activity ubiquitin cycle
- 57075704 57091756 ligase activity ubiquitin cycle
- 63758891 63762147 ligase activity ubiquitin cycle
- 92304555 92338494 ligase activity ubiquitin cycle
- 202896414 202928816 protein modification
- 29236543 29322160 protein modification
+ 9799613 9801791 molecular function unubiquitin cycle cytoplasm
+ 4842216 4872364 transcription factor a regulation of transcri nucleus



+ 23475892 23489769 ATP binding glutamyl-tRNA aminoaminoacyl-tRNA synt
- 83504432 83552507 protein modification nucleus
- 5485107 5487729 ubiquitin cycle
+ 234450918 234463945 glucuronosyltransferametabolism endoplasmic reticulu
- 23897851 23903770 phototransduction cytosol
+ 35152058 35395331 diacylglycerol bindingexcretion Golgi apparatus
- 97311910 97316987 oxidoreductase activ aerobic respiration inner membrane
- 152126647 152144721 perception of sound integral to membrane
+ 75203922 75531342 DNA repair cytoplasm
+ 85716374 85720811 protein complex asseearly endosome
+ 154008253 154031800 unfolded protein bindprotein folding prefoldin complex
- 22419487 22421146 endoplasmic reticulu
- 33326026 33347674
- 67349937 69125933 cadherin binding cell adhesion actin cytoskeleton
+ 17643597 17759331 calcium ion binding
- 71353375 71363009 protein binding biological process uncellular component u
- 72161877 72167474 methyltransferase activity
+ 111545525 111575227 chitin binding carbohydrate metabocytoplasm
- 12671014 12694078 nuclear localization sprotein transport cytoplasm
+ 155561451 155673864
- 199917451 199930433 chitin binding carbohydrate metaboextracellular space
+ 100593937 100625313 diacylglycerol bindingCDP-choline pathwa integral to membrane
+ 141590585 141596434 DNA binding chromatin remodelin chromatin accessibili
- 63229836 63264616 ATP binding protein folding mitochondrion
+ 96848753 96899482
+ 18303862 18331084 O-methyltransferase catecholamine meta integral to membrane
+ 25730109 25819825 carboxypeptidase A proteolysis and pepti integral to membrane
+ 166657698 166777081 carboxypeptidase A metabolism plasma membrane
- 67531224 67643316 carboxypeptidase A aromatic compound plasma membrane
- 101792061 101831584 carboxypeptidase A proteolysis and pepti extracellular space
+ 211246843 211369335 ATP binding arginine biosynthesismitochondrion
- 74883204 74910748 NADPH:quinone red visual perception
- 33883519 33935936 NADPH:quinone reductase activity
- 1195117 1232621 oxidoreductase activ L-serine biosynthesisGolgi apparatus
- 143988976 143996261 corticosterone 18-moC21-steroid hormonemembrane
- 104580283 104587168 monooxygenase actiC21-steroid hormoneendoplasmic reticulu
- 56442385 56447151 calcidiol 1-monooxygcalcium ion homeostmembrane
- 46041283 46048180 coumarin 7-hydroxylaelectron transport endoplasmic reticulu
- 46073183 46080497 monooxygenase actielectron transport endoplasmic reticulu
+ 96433367 96485514 monooxygenase actielectron transport endoplasmic reticulu
+ 96512452 96602661 (S)-limonene 7-monoelectron transport endoplasmic reticulu
- 40847000 40851379 monooxygenase actielectron transport endoplasmic reticulu
- 136497985 136576954 ATP binding aspartyl-tRNA aminocytoplasm
+ 133531038 133554020 copper ion binding catecholamine biosy chromaffin granule
- 100371756 100427411 acyltransferase activ metabolism alpha-ketoglutarate d
- 115584473 115603597
- 93889839 93929924 copper ion binding epidermis developmeintegral to membrane
+ 31118098 31148992 ATP binding ATP synthesis coupl nucleolus
+ 118288484 118306183 ATP binding
+ 112010295 112022240 ATP binding assembly of spliceoscytoplasm
- 118125622 118167082 ATP binding nucleus



- 10454870 10466879 caspase-activated deDNA fragmentation dcytosol
+ 3797193 3825147 caspase-activated deDNA fragmentation dcytosol
- 30728885 30748736 ATP binding RNA splicing nucleus
+ 1817225 1818909
- 37239453 37290689 ATP binding DNA repair condensed nuclear c
+ 3643985 3648097 actin binding DNA catabolism extracellular region
- 12847024 12853282 DNA binding DNA metabolism lysosome
+ 32723490 32787809 GTP binding cell communication Golgi cis-face
- 10105022 10166811 DNA (cytosine-5-)-m DNA methylation nucleus
- 17228742 17283687 DNA (cytosine-5-)-m DNA methylation nucleus
- 25367496 25476425 DNA (cytosine-5-)-m DNA methylation cytoplasm
+ 30813851 30860822 DNA (cytosine-5-)-m DNA methylation nucleus
+ 98054201 98088309 DNA binding DNA modification nucleus
+ 40141501 40165771 kinase activity
+ 46411721 46422855 dUTP diphosphataseDNA replication mitochondrion
- 129654776 129665960 ATP binding chaperone cofactor dendoplasmic reticulu
- 233170041 233178036 metallopeptidase actneuropeptide signalinintegral to plasma me

+ 124944621 124959785 induction of apoptosis
- 243329887 243420764 DNA binding regulation of transcri nucleus
+ 111754928 111841027 glutamyl aminopeptidcell proliferation integral to plasma me
+ 132000167 132109896 endonuclease activit nucleotide metabolis integral to plasma me
+ 97505905 97616454 apyrase activity antimicrobial humoraintegral to plasma me
+ 40403696 40445113 apyrase activity integral to membrane
- 73502935 73552386 hydrolase activity endoplasmic reticulu
+ 27404577 27458353 epoxide hydrolase acaromatic compound cytosol
- 50604711 50619017 damaged DNA bindinDNA repair nucleus
- 50546685 50565669 5' to 3' DNA helicaseinduction of apoptosinucleus
+ 102296420 102326346 DNA binding DNA repair nucleus
+ 238337575 238379088 5'-3' exonuclease ac DNA recombination
- 72272221 72437021 hydrolase activity development nucleus
- 27984960 28099273 hydrolase activity development nucleus
+ 133604205 133892353 catalytic activity development nucleus
+ 112808105 112822346 calcium ion binding blood coagulation extracellular region
+ 138338414 138371137 calcium ion binding blood coagulation extracellular region
+ 223551236 223633623 catalytic activity fatty acid metabolismintegral to membrane
- 108690710 108782764 ligase activity fatty acid metabolismintegral to membrane
- 77629503 77649395 3-oxoacyl-[acyl-carriebiosynthesis
- 9781944 9790731 ubiquitin cycle
- 116044310 116090994 ubiquitin-protein ligasubiquitin cycle ubiquitin ligase comp
+ 176007174 176018660 ubiquitin-protein ligasprotein ubiquitinationintegral to membrane
+ 99828661 99843389 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 171221160 171366482 ubiquitin-protein ligasWnt receptor signalinubiquitin ligase comp
+ 11697663 11734215 farnesyl-diphosphatecholesterol biosyntheendoplasmic reticulu
- 53367801 53404872 ferrochelatase activitgeneration of precursmitochondrion
+ 61316725 61321284 damaged DNA bindinDNA replication nucleus
- 29826123 29839506 calcium ion binding protein folding endoplasmic reticulu
+ 63764988 63768262 FK506 binding protein folding endoplasmic reticulu
+ 2774413 2783383 FK506 binding protein folding cytoplasm
- 35649345 35764692 FK506 binding protein folding nucleus
+ 71884933 72217283 FK506 binding protein folding



- 32204462 32206045 binding response to radiationcellular component u
+ 117907133 117911759 integral to membrane
+ 15843506 15872821 binding
+ 40341853 40384542 ATP binding DNA ligation membrane fraction
+ 30407420 30446884 ATP binding glycyl-tRNA aminoaccytoplasm
- 89230025 89242912 GTP binding immune response
- 89285330 89303820 GTP binding immune response
- 83583891 83662211 kinase activity signal transduction Golgi apparatus
+ 157118427 157265249 calcium ion binding electron transport glycerol-3-phosphate
- 32979897 33007262 ATP binding amino acid metabolism
- 156389014 156418548 protein binding cell adhesion
+ 13496823 13521834 histone deacetylase chromatin modificatiohistone deacetylase c
- 140980626 140996596 histone deacetylase anti-apoptosis cytoplasm
- 71332387 71575674 histone deacetylase chromatin assembly cytoplasm
- 522242 525550 GTP binding cell motility cytoplasm
- 122433410 122438054 ATP binding protein folding nucleus
+ 303852 305272 receptor signaling pr cell surface receptor integral to membrane
+ 68427947 68464635 ATP binding DNA recombination nucleus
- 82732750 82761115 hydrolase activity carbohydrate metabolism
+ 11971454 12020876 hydrolase activity phosphate metabolism
+ 191033940 191061813 hydrolase activity phosphate metabolism
- 23908575 23933424 GTP binding I-kappaB kinase/NF-cellular component u
+ 37422563 37431180 GTP binding I-kappaB kinase/NF-cellular component u

ATP binding protein amino acid phosphorylation

- 25249446 25295121 GTP binding regulation of cell cycle
ATP binding Ras protein signal traintracellular

+ 17255195 17285859 leucyl aminopeptidasprotein metabolism cytoplasm
- 66531287 66535516 acyltransferase activ cholesterol metabolisextracellular region
- 37506951 37518277 ATP binding
- 53310514 53365372 ATP binding DNA recombination nucleus
+ 90414195 90428542 carboxylic ester hydr lipid catabolism cellular component u
+ 45342424 45373062 catalytic activity lipid catabolism
+ 96297554 96390496 aminopeptidase activcell-cell signaling integral to plasma me
- 121429917 121441853 copper ion binding protein modification extracellular matrix (s
- 111404807 111441266 alcohol dehydrogenaleukotriene metaboliscytoplasm
- 46452507 46481657 ferric iron binding defense response to extracellular space
- 23346095 23371081 apyrase activity UDP catabolism Golgi apparatus
- 82021556 82039230 ATP binding amino acid metabolism
- 130632490 130641550 endodeoxyribonucleabase-excision repair nucleus
+ 21617410 21660530 metalloendopeptidascholesterol metabolisintegral to membrane
- 184215709 184300062 ATP binding biotin metabolism mitochondrial matrix
+ 128799950 128823974 ATP binding DNA replication chromatin
- 52236770 52257541 ATP binding DNA replication alpha DNA polymera
+ 49036046 49052621 ATP binding DNA replication nucleus
+ 34120681 34145048 ATP binding DNA replication nucleus
- 136430929 136467743 ATP binding DNA replication nucleus
- 99335054 99344078 ATP binding DNA replication chromatin
+ 46869085 46915473 astacin activity digestion extracellular space
- 23202328 23361533 magnesium ion bindimitochondrial proteinmitochondrion



- 102165860 102174104 calcium ion binding collagen catabolism extracellular matrix (s
- 102146443 102156554 stromelysin 2 activitycollagen catabolism extracellular matrix (s
+ 22439589 22451056 calcium ion binding collagen catabolism extracellular matrix (s
- 102238685 102250889 calcium ion binding cell motility extracellular matrix (s
- 102318933 102331672 calcium ion binding collagen catabolism extracellular matrix (s
- 54515481 54523000 metalloendopeptidasangiogenesis extracellular matrix (s
+ 54070603 54097652 calcium ion binding collagen catabolism extracellular matrix (s
- 101952775 102001273 metalloendopeptidasproteolysis and pepti extracellular matrix (s

metalloendopeptidasproteolysis and pepti extracellular matrix (s
+ 3036682 3050723 metalloendopeptidasinflammatory respon extracellular matrix (s
+ 4965999 4970233 metalloendopeptidascollagen catabolism extracellular matrix (s
- 31116988 31146750 metalloendopeptidasproteolysis and pepti extracellular matrix (s
- 102211742 102219550 calcium ion binding collagen catabolism extracellular matrix (s
- 101896448 101906688 calcium ion binding collagen catabolism extracellular matrix (s
- 102088539 102100868 calcium ion binding collagen catabolism extracellular matrix (s
+ 44070953 44078606 collagenase activity collagen catabolism extracellular matrix (s
- 92718303 92720995 apoptosis
+ 69146 75841 alkylbase DNA N-glyDNA dealkylation nucleoplasm
+ 72969462 72977618 isomerase activity carbohydrate metabolism
+ 139574404 139607073 GTP binding Ras protein signal traplasma membrane
- 93790371 93866555 3'-5' exonuclease ac double-strand break nucleoplasm
- 49696391 49701099 calcium ion binding blood coagulation cellular component u
+ 41655819 41702739 GTP binding immune response cytoplasm
- 4388949 4405393 DNA binding nucleocytoplasmic tr NLS-dependent prote
+ 39897719 39979583 ATP binding mismatch repair
+ 241975325 242013429 GTP binding cell cycle contractile ring
+ 65053840 65155143 hydrolase activity proteolysis and peptimitochondrion
+ 42963602 43055634 aminopeptidase activproteolysis and pepti cytosol
- 114961626 114971557 GTP binding regulation of cell cycle
- 2029816 2037868 DNA N-glycosylase abase-excision repair nucleus
+ 111807471 111818471 ATP binding immune response cytoplasm
+ 111879114 111910781 ATP binding immune response membrane
+ 111838968 111873772 ATP binding immune response microsome
+ 2220519 2224487 ornithine decarboxylapolyamine biosynthesis
+ 9765704 9774087 DNA binding base-excision repair mitochondrion
+ 70535953 70578761 acetylglucosaminyltraO-linked glycosylatio cytosol
+ 37967574 38036826 amino acid binding de novo' pyrimidine bmitochondrial matrix
- 25971456 26008790 1-alkyl-2-acetylglyce lipid catabolism 2-acetyl-1-alkylglycer
- 101734570 101813848 amino acid binding L-phenylalanine catabolism
+ 3817485 3852501 ATP binding coenzyme A biosynthesis
+ 115995624 116244153 metallopeptidase actcell differentiation extracellular space
- 66372572 66478456 ATP binding gluconeogenesis mitochondrion
+ 99539402 99980687 ATP binding fatty acid metabolismmitochondrion
- 5043598 5055268 DNA binding DNA repair delta-DNA polymeras
- 88238345 88251754 metallopeptidase actcell cycle condensed nuclear c
- 182832847 183212810 calmodulin binding signal transduction cellular component u
+ 53229670 53259290 calmodulin binding apoptosis
- 31602486 31884231 3',5'-cyclic-nucleotidesignal transduction
- 120777035 120907578 3',5'-cGMP binding cyclic nucleotide metcellular component u
+ 42946930 43068685 3',5'-cyclic-nucleotidesignal transduction



- 43039724 43054866 ATP binding peroxisome organizacytoplasm
+ 21810215 22025985 aminopeptidase activcell-cell signaling integral to plasma me
+ 119966551 119998878 electron transporter aL-serine biosynthesis
+ 9807012 9821356 isomerase activity cell cycle nucleus
- 119222634 119228312 calcium ion binding actin filament organization
- 20047239 20052215 calcium ion binding lipid catabolism extracellular region
- 20183741 20191314 calcium ion binding inflammatory respon extracellular region
- 19992105 19995416 calcium ion binding inflammatory respon extracellular region
- 29855348 29861147 calcium ion binding lipid catabolism extracellular space
+ 20142143 20162959 calcium ion binding lipid catabolism extracellular region
- 46780236 46811055 1-alkyl-2-acetylglyce inflammatory respon 2-acetyl-1-alkylglycer
+ 161093693 161144749 calcium ion binding blood coagulation
+ 36379237 36387439 GTPase activator ac metabolism cytoplasm
+ 24471720 24774757 3'-5' exonuclease ac DNA replication nucleus
+ 55579407 55613082 3'-5' exonuclease ac DNA repair nucleus
- 131811625 131874295 3'-5' exonuclease ac DNA repair nucleus
- 87660552 87679030 DNA binding DNA-dependent DNAgamma DNA polyme
+ 43651922 43691357 damaged DNA bindinDNA replication nucleoplasm
- 103328628 103337963 DNA binding DNA repair nucleus
+ 7328421 7358653 DNA binding regulation of transcri DNA-directed RNA p
+ 57686036 57738262 DNA binding transcription DNA-directed RNA p
+ 62285590 62290757 DNA-directed RNA ptranscription nucleus
+ 6790619 6810156 DNA binding DNA repair nucleus
+ 34789040 34798546 RNA binding rRNA processing nucleus
- 71632591 71663177 hydrolase activity metabolism cytoplasm
+ 10077964 10082975 RNA splicing
- 57100458 57142773 amidophosphoribosyglutamine metabolism
+ 69794470 69908148 signal transducer actcell-matrix adhesion cytoplasm
- 80155823 80655577 cell-matrix adhesion cytoplasm
+ 54314474 54346090

- 159987884 160002157 FK506 binding protein folding
+ 170266356 170319760 cyclosporin A bindingRNA splicing nucleoplasm
+ 48123624 48135456
- 109620463 109643387 hydrolase activity carbohydrate metabolism
- 78670653 78831179 signal transducer actregulation of muscle actin cytoskeleton
- 60294094 60320739
- 103269841 103383555 apoptosis nucleus
- 43433718 43439012 protein phosphatase inhibitor activity

+ 150556346 150663605 protein phosphatase inhibitor activity membrane
- 38894942 38908199 protein phosphatase inhibitor activity
+ 54067489 54071126 apoptosis
- 201104177 201112576
- 53259299 53268707 type 1 serine/threoni carbohydrate metabolism
- 196722521 196751370 type 1 serine/threoni carbohydrate metabolism
- 68317639 68391302 calcium ion binding calcineurin complex

+ 73128808 73197701 protein modification centrosome
+ 57290380 57621334 DNA binding DNA replication alpha DNA polymera
- 72798942 72804930 oxygen binding electron transport endoplasmic reticulu



- 21291657 21362213 endothelin-convertingcell-cell signaling integral to membrane
+ 11179409 11223062 inositol or phosphatidphospholipid dephosphorylation
- 49506956 49538811 cobalt ion binding metabolism mitochondrion
+ 17824778 17929764 DNA binding electron transport cytoplasm

+ 127892245 127903048 calcium ion binding anti-inflammatory resextracellular region
+ 112860968 112874695 calcium ion binding blood coagulation extracellular space
+ 141943618 141947210 calcium ion binding digestion extracellular region
+ 124211110 124264413 insulin-like growth fa proteolysis and pepti extracellular space
+ 141985492 141989078 calcium ion binding digestion
+ 74668186 74672098 trypsin activity apoptosis endoplasmic reticulu
- 14482998 14498524 RNA binding ubiquitin-dependent polysome
- 77483559 77488259 oxidoreductase activ amino acid biosynthesis
- 53283093 53349877 GTP binding small GTPase mediated signal transductio
+ 50646837 50708205 GTP binding small GTPase mediated signal transductio
- 13046439 13162043 GTP binding small GTPase mediated signal transductio
- 82370126 82460532 GTP binding protein transport Golgi stack
+ 130453466 130456541 GTP binding protein transport intracellular
+ 114101113 114117196 GTP binding small GTPase mediated signal transductio
- 35945811 35964805 GTP binding signal transduction
- 34944052 34951537 3'-5' exonuclease ac DNA repair nucleus
+ 131920528 132007492 3'-5' exonuclease ac cell cycle Mre11 complex
+ 54124961 54127694 ATP binding DNA recombination nucleus
+ 67356261 68034350 ATP binding DNA repair nucleus
- 30451514 30471001 ATP binding DNA recombination nucleus
- 95453364 95556486 ATP binding DNA repair nucleus
- 36570070 36576362 DNA binding DNA recombination nucleus
+ 108794454 108859768 Ran GTPase bindingprotein folding nuclear pore
+ 111796881 111967777 GTP binding cell cycle membrane
+ 96884476 96918245 GTP binding signal transduction membrane
- 48001486 48011005 fatty acid binding lipid metabolism extracellular matrix (s
- 145707621 145713976 ATP binding DNA repair nucleus
- 71134529 71174864 ATP binding DNA repair cytoplasm
+ 18803787 18840038 ATP binding RNA processing cytoplasm
- 99475931 99564998 damaged DNA bindinDNA repair nucleus
- 111726970 111911611 3'-5' exonuclease ac DNA repair nucleus
- 47537195 47545920 GTP binding actin filament organizadherens junction
+ 95092798 95156560 GTPase activity biological process unknown
- 38577190 38949655 GTP binding signal transduction plasma membrane
- 167313416 167340488 RNA binding RNA catabolism extracellular region
+ 13716703 13754554 RNA binding mRNA capping nucleus
+ 198683422 198706931 aminopeptidase B acprotein processing Golgi apparatus
- 65513088 65516920 GTP binding small GTPase mediated signal transductio
- 54830363 54835212 GTP binding Ras protein signal transduction
- 14256871 14337289 GTP binding intracellular protein transport
- 28033476 28036208 GTP binding small GTPase mediated signal transductio
- 129282500 129325340 ATP binding DNA recombination TIP60 histone acetylt
+ 54188967 54210994 ATP binding DNA recombination TIP60 histone acetylt
+ 102096870 102114581 iron ion binding fatty acid biosynthes endoplasmic reticulu
+ 48916510 48964298 DNA binding chromatin modificationucleus
+ 4320070 4333948 histone-lysine N-met DNA transposition nucleus



+ 17569193 17787120 acyltransferase activ central nervous systecytoplasm
- 95962730 95983854 peptidase activity embryonic limb morpproteasome complex
+ 69314432 69348147 DNA binding apoptosis chromatin silencing c
- 44061041 44082201 DNA binding cell cycle chromatin silencing c
+ 95486375 95569619 ATP binding chromatin modificationuclear matrix
+ 217104083 217173278
- 160073582 160084614 manganese ion bind age-dependent respomitochondrion
+ 123159279 123205410 hyalurononglucosambinding of sperm to zplasma membrane
+ 50096592 50169532 DNA binding immune response nucleus
+ 88102305 88151674 ATP binding cell adhesion extracellular matrix (s
+ 55338237 55352455 ATP binding DNA topological cha nucleus
- 70887690 70906630 estrone sulfotransfersteroid metabolism
+ 6997232 7132587 calcium ion binding epidermis developmeGolgi apparatus
+ 54681548 54685109 molybdenum ion bindelectron transport mitochondrion
+ 48311380 48323651 S-adenosylmethioninDNA replication and chromatin
+ 14960904 14986308 chromatin binding chromatin assembly chromatin
- 32922943 33022148 RNA binding phosphate metabolism
- 230833793 230921584 RNA binding RNA processing nucleus
- 70158254 70168496 1-aminocyclopropaneL-phenylalanine catacellular component u
- 55343648 55368156 prostaglandin-E synt prostaglandin biosyn chromosome, telome
- 19905765 19951420 ATP binding DNA replication and chromosome, telome
- 1306286 1348159 DNA binding RNA-dependent DNAchromosome, telome
- 23788161 23802212 acyltransferase activ peptide cross-linking membrane
- 36190279 36227114 GTP binding G-protein coupled re cytosol
- 2141735 2149611 iron ion binding aromatic amino acid family metabolism
- 53234705 53264998 calcium ion binding
+ 153054416 153079546 calcium ion binding glucose catabolism
+ 167152014 167382598 astacin activity proteolysis and peptidolysis
- 218493009 218634267 actin binding intracellular signalingcytoskeleton
- 144462904 144488425 DNA topoisomerase DNA topological cha mitochondrion
- 25614478 25680792 ATP binding DNA topological cha nucleus
- 18118268 18159046 DNA topoisomerase DNA modification nucleus
- 20635957 20661701 DNA topoisomerase DNA modification nucleus
- 134802184 134863388 DNA binding DNA repair nucleus
+ 48463221 48482058 3'-5'-exodeoxyribonuDNA recombination nuclear membrane
- 152231024 152231735
+ 48807487 48820923 DNA binding DNA metabolism nucleus
+ 3143652 3167528 ATP binding protein-mitochondria mitochondrion
- 96361948 96393135 ATP binding RNA splicing spliceosome complex
+ 20246510 20302877 enzyme binding ubiquitin cycle ubiquitin ligase comp
- 99869877 99911680 ATP binding negative regulation ocytoplasm
+ 31010319 31150818 3'-5' exonuclease ac DNA metabolism nucleus
+ 128598460 128629060 X-Pro aminopeptidasproteolysis and peptimembrane
- 103233707 103251549 ATP binding DNA recombination nucleus
- 27439390 27483327 ATP binding protein catabolism membrane
+ 63053080 63071765 DNA binding regulation of transcri nucleus
+ 30796135 30801172 GTP binding microtubule-based mcytoplasm
- 3098902 3102759 GTP binding microtubule-based mcytoplasm
- 6445329 6453330 GTP binding microtubule-based mcytoplasm
- 129780424 129804098 heparin binding negative regulation oextracellular matrix
+ 132096131 132204690 ATP binding calcium ion homeost integral to membrane



- 207244949 207695852 calmodulin binding cation transport integral to membrane
- 62243699 62581708 calmodulin binding cation transport integral to membrane
- 32903125 32914499 ATP binding antigen presentation TAP complex
- 33379394 33389967 MHC class I protein antigen processing, eGolgi membrane
- 33563042 33928054 metalloendopeptidasproteolysis and pepti extracellular matrix (s
- 47807834 47811417 GTP binding microtubule-based mmicrotubule
+ 12298256 12316567 GTP binding microtubule-based mcytoplasm
+ 20647711 21553576 calcium ion binding cell adhesion
+ 18076578 18085396 GTP binding cell cycle
- 53952614 53961662 GTP binding cell cycle mitochondrion
- 12783247 12874334 hydrolase activity protein amino acid dephosphorylation
- 102706187 103223913 peptidase activity cell adhesion extracellular matrix (s

ATP binding protein amino acid phosphorylation
- 219940505 219944143 GTP binding microtubule-based mmicrotubule
- 18645919 18653936 GTP binding microtubule-based mmicrotubule
+ 57027703 57035104 GTP binding microtubule-based mmicrotubule
+ 88517310 88530006 GTP binding G-protein coupled re cytoplasm
- 191278674 191281467 GTP binding microtubule-based mcytoskeleton
- 55292464 55323145 GTP binding cell differentiation centriole
- 112498674 112515349 GTP binding centrosome cycle microtubule
+ 38015219 38020775 GTP binding meiotic spindle organcentrosome
- 89370018 89436901 ATP binding response to drug integral to membrane
- 100483056 100497579 alcohol dehydrogenaethanol oxidation
- 100690664 100713668 alcohol dehydrogenaethanol oxidation
- 195604699 195654067
+ 4995617 5010157 aldo-keto reductase xenobiotic metabolis cytoplasm
- 5021965 5050207 3-alpha-hydroxysterocanalicular bile acid transport
- 7916709 7931746 arachidonate 12-lipo electron transport
+ 7883126 7893174 arachidonate 15-lipo electron transport intracellular
+ 201276043 201361720 aldehyde oxidase ac electron transport

+ 156898620 156926445 ATP binding ATP hydrolysis coup membrane
+ 28797309 28823331 ATP binding calcium ion transportintegral to membrane
- 3773917 3814485 ATP binding calcium ion transportendoplasmic reticulu
+ 71074674 71104207 ATP binding ATP synthesis coupl cytoplasm
- 54790668 54918403 ATP binding ATP hydrolysis coup hydrogen-transportin
+ 76972353 77112037 ATP binding copper ion transport Golgi apparatus
- 51404809 51483631 ATP binding copper ion transport Golgi apparatus
- 42255562 42499818 ATP binding aminophospholipid trintegral to membrane
+ 24941114 25492996 ATP binding cation transport integral to membrane
- 53466717 53550037 ATP binding bile acid transport integral to plasma me

ATP binding cation transport integral to membrane
+ 66117265 66130065 copper ion binding intracellular copper iocytoplasm
+ 116713967 116902666 ATP binding ion transport apical plasma memb
- 19617008 19633925 ATP binding cation transport integral to membrane
- 50384265 50401053 copper ion binding cytochrome c oxidas integral to membrane
- 150374073 150422277 copper ion binding copper ion homeostaextracellular space
+ 87595787 87642842 calcium-dependent plipid metabolism cytosol
- 49288961 49418086 aromatase activity electron transport membrane
- 38206396 38214943 electron transporter aelectron transport endoplasmic reticulu
+ 38916859 38957206 ATP binding RNA splicing spliceosome complex



+ 107125561 107154360 FAD binding electron transport mitochondrion
- 97255322 98098600 dihydroorotate dehydde novo' pyrimidine bcytoplasm
+ 151131668 151165106 ATP binding Ras protein signal tracytoplasm
- 17057758 17083573 ATP binding cation transport integral to membrane
+ 118816123 118905923 3-hydroxyacyl-CoA dfatty acid metabolismperoxisome

ATP binding calcium ion transportintegral to membrane
+ 56511466 56648364 heparin binding N-linked glycosylation
+ 19841057 19869049 heparin binding circulation extracellular region
- 74017096 74032410 GTP binding cellular defense respcytosol
- 206813308 206849693 NADH dehydrogenaselectron transport membrane fraction
- 23107919 23151682 FMN binding defense response to cytosol
+ 67009917 67136127 FAD binding cell proliferation membrane
+ 34894740 34974092 acyltransferase activ metabolism mitochondrion
+ 137147792 137152030 isomerase activity fatty acid biosynthes Golgi apparatus
- 63407989 63457379 integral to membrane
+ 63948849 63968846 GTP binding plasma membrane to endosome transport
+ 8361295 8374479 GTP binding intracellular protein transport
- 150767202 150771879 GTP binding cell adhesion tight junction
+ 27833254 27869103 GTP binding endocytosis cellular component u
- 65225639 65268940 GTP binding protein transport Golgi apparatus
+ 21812066 21831085 GTP binding intracellular protein t Golgi apparatus
- 87486078 87548247 GTP binding protein transport cellular component u
- 18168610 18175839 GTP binding exocytosis synaptic vesicle
- 52096857 52168369 GTP binding protein transport
+ 19963762 20001647 GTP binding endocytosis early endosome
- 37530523 37560548 GTP binding protein transport
- 73064332 73149849 GTP binding protein transport Golgi apparatus
- 135030027 135097346 GTP binding intracellular protein t Golgi apparatus
+ 129927676 130016339 GTP binding endocytosis late endosome
- 202469334 202475781 GTP binding intracellular protein transport
+ 13466997 13487419 GTP binding protein transport Golgi apparatus
+ 129881447 129886243 GTP binding DNA metabolism colocalizes_with chro
- 17090558 17125952 electron transporter aelectron transport membrane

+ 76691051 77804064 electron transporter ametabolism cellular component u
+ 34417068 34450183 catalase activity electron transport peroxisome
+ 53625206 53636783 electron transporter aresponse to oxidative stress
- 64475624 64479284 electron transporter aresponse to oxidativecytoplasm
+ 76857458 76867692 catalytic activity L-phenylalanine catacytoplasm
- 45645800 45656702 oxidoreductase activ cell proliferation
- 12768634 12773694 electron transporter aresponse to oxidativecytoplasm
- 120917204 120928335 alkyl hydroperoxide reductase activity mitochondrion
+ 23445301 23464171 oxidoreductase activ I-kappaB phosphorylation
+ 170178142 170189603 hydrolase activity lipid catabolism cytosol
+ 122212782 122237535 oxidoreductase activ fatty acid biosynthes cytoplasm
- 183372625 183381213 oxidoreductase activ cell motility cytoplasm
- 18237599 18304069 FAD binding electron transport mitochondrion

interleukin-1 recepto immune response
- 43172144 43193651 NAD(P)H oxidase acelectron transport apical plasma memb
- 53702215 53713295 calcium ion binding anti-apoptosis lysosome
+ 24472323 24478733 antioxidant activity superoxide metabolisextracellular matrix (s



+ 1396241 1525502 calcium ion binding response to oxidativeintegral to plasma me
+ 79832767 79888761 calcium ion binding cytoplasm
- 15564102 15596096 caspase activity apoptotic program intracellular
+ 112825145 112851842 calcium ion binding blood coagulation extracellular region
+ 56616782 56638303 enzyme activator actprotein modification extracellular matrix (s
- 89122151 89408664 enzyme activator act collagen catabolism extracellular matrix (s
+ 130979170 131002546 enzyme activator actproteolysis and pepti extracellular matrix (s
+ 33278107 33326511 enzyme activator actproteolysis and pepti extracellular matrix (s
+ 17073527 17185103 ATP binding actin filament-based myosin
+ 27841434 27862325 RNA binding RNA catabolism nucleus
+ 26204950 26284562 hydrolase activity protein amino acid d protein phosphatase 

calcium ion binding DNA replication initianucleus
+ 132575281 132594369 DNA binding transcription nucleus
+ 93673715 93780058 ATP binding negative regulation onucleus
- 8855328 8873046 DNA binding glycolysis nucleus
+ 39813106 39900578 histone acetyltransfeapoptosis nucleus
- 50336714 50417078
- 74865393 74953664 transcription factor a regulation of transcri nucleus
- 6330580 6344184 ATP binding positive regulation ofnucleus
+ 44592671 44756237 ATP binding RNA elongation fromnucleus
+ 32426800 32468317 histone deacetylase anti-apoptosis cytoplasm
- 48986071 48992271 histone deacetylase chromatin modificatiocytoplasm
- 114368619 114398967
- 39511189 39556512 histone deacetylase B cell differentiation cytoplasm
- 46462775 46479190 histone deacetylase B cell differentiation cytoplasm
+ 18308608 18767116 histone deacetylase B cell differentiation cytoplasm
+ 39522436 39604148 ligase activity regulation of transcri nucleus
+ 65236064 65243650 acyltransferase activ chromatin modificatioTIP60 histone acetylt
- 150447586 150456552 ATP binding immune response nucleus
+ 161260594 161547967 protein binding C21-steroid hormonenucleus
- 32260495 32265941 transcription factor a anterior compartmennucleus
+ 125589170 125808921 protein binding anterior compartmennucleus
- 19533523 19590439 protein binding embryonic developmnucleus
+ 20056527 20170898 N-acetyltransferase acell cycle nucleus
+ 23424480 23450093 oxidoreductase activ protein repair mitochondrion
- 61659882 61669551 ATP binding regulation of transcri nucleus
+ 25997600 26109547 DNA binding DNA recombination nucleus
+ 2005341 2183621 ATP binding cell cycle nucleoplasm
+ 10932605 11033953 ATP binding regulation of transcri nucleoplasm
+ 144792220 144832171 ATP binding chromatin remodelin ACF complex
- 49496080 49512172 GTP binding small GTPase mediated signal transductio
+ 30626079 30658555 ATP binding chromatin modificationucleus
+ 24013428 24053375 RNA binding chromatin assembly nucleus
+ 140580259 140669543 contributes_to acetylN-terminal protein amcytoplasm
- 7512463 7531642 ATP binding DNA damage responmitochondrion
- 18458435 18505065 DNA binding protein transport membrane
+ 117314990 117357531 ATP binding transcription termina nucleus
- 48131069 48179589 transcriptional activa cell differentiation nucleus
- 133300741 133312718 exonuclease activity regulation of transcri nucleus
- 44985606 45121349 nucleotidyltransferasbiosynthesis cytoplasm
+ 102870245 102881112 GTP binding protein biosynthesis cytosol



- 152949605 153039751 glutamyl-tRNA(Gln) aprotein biosynthesis mitochondrion
+ 31616247 31694095 GTPase activity Rho protein signal tracytoplasm
+ 32493964 32754622 cysteine protease inhanti-apoptosis intracellular
- 84925656 85108711
- 238122970 238125273 GTPase activator ac intracellular protein t Rab-protein geranylg
+ 140944526 140983009 enzyme activator actantimicrobial humoraendoplasmic reticulu
- 77227654 77233971 cGMP-specific phospsensory perception
+ 15017244 15026066 cGMP-specific phospsensory perception
- 3169919 3205003 enzyme activator actelectron transport inner membrane
+ 73560015 73643395 hydrolase activity aromatic compound metabolism
- 113108336 113153015 hydrolase activity carbohydrate metabointegral to membrane
- 152721569 152731079 N-acylglucosamine 2mannose metabolism
+ 59705921 59722100 plasminogen activatoanti-apoptosis
+ 100363886 100375741 plasminogen activatoblood coagulation extracellular region

- 36832002 36902263 hydrolase activity lipid catabolism cytoplasm
+ 204018667 204117837 DNA binding actin polymerization cytoplasm
- 56676368 56829469 SH2 domain binding Notch receptor proceGolgi vesicle
+ 40192093 40213504 integrin binding integrin-mediated sigintegral to membrane
- 39720413 39814932 integrin binding cell adhesion integral to plasma me
+ 87208352 87456079 integrin binding central nervous systeintegral to plasma me
+ 207133873 207308183 integrin binding cell adhesion integral to plasma me
+ 24297915 24319471 integrin binding integrin-mediated sigintegral to membrane
- 27130478 27139386 heparin binding integrin-mediated sigextracellular matrix (s
+ 133316673 133354061 calcium ion binding cell-matrix adhesion cell surface
- 27215656 27260703 integrin binding proteolysis and pepti extracellular matrix (s
- 112955796 112961762 GTP binding positive regulation of I-kappaB kinase/NF-
- 96122276 96169398 interleukin-6 recepto antigen processing, ecytosol

nucleotide binding B cell activation membrane
+ 22078834 22114926 astacin activity cartilage condensatioextracellular region
+ 40438989 40491807 calcium ion binding muscle developmentintracellular
+ 201923718 201977937 caspase activity apoptotic program cytoskeleton
+ 201806395 201854507 caspase activity anti-apoptosis
+ 8712592 8739547 carboxypeptidase A development integral to membrane
+ 75067447 75069511 RNA-directed DNA pRNA-dependent DNAextracellular region
+ 185355985 185374016 kinase activity development intracellular
- 49254324 49258599 growth factor activity DNA replication extracellular space
+ 232884756 232974049 death receptor bindinI-kappaB kinase/NF-cytoplasm
+ 46697330 46717631 calcium ion binding STAT protein nuclea extracellular space
+ 46572011 46591536 amidase activity fatty acid metabolisminsoluble fraction
- 1297622 1321745 isomerase activity positive regulation of I-kappaB kinase/NF-
- 44654858 44674272 FK506 binding protein folding nucleus
+ 3045529 3072452 GTP binding G-protein coupled re cytoplasm
+ 50248650 50271790 GTP binding G-protein coupled receptor protein signalin
+ 39547908 39583076 cytokine activity carbohydrate metabolism
- 80976095 81044003 chymotrypsin activitymitosis cellular component u

+ 42439046 42468164 ATP binding protein amino acid phosphorylation
- 74671600 74692717 copper ion binding biological process unextracellular region
+ 33271327 33536224 calcium ion binding biological process unextracellular matrix (s



+ 52320066 52524378 protein binding SMAD protein heterocytoplasm
+ 117622126 117780362 calcium ion binding N-glycan processing Golgi apparatus
- 119920814 119939500 ATP binding immune response cytoplasm
- 105484606 105519308 cytokine activity cell-cell signaling
+ 83326208 83483374 3',5'-cyclic-nucleotidecyclic nucleotide metcellular component u
+ 76542461 76758982 3',5'-cyclic-nucleotidecyclic nucleotide metcellular component u
- 51214280 51218163 N-acetylmuramoyl-L-defense response to extracellular region
- 38024010 38046119 calcium ion binding intracellular signaling cascade
+ 39199574 39237771 calcium ion binding intracellular signalingcellular component u
+ 80370430 80549399 calcium ion binding cell surface receptor linked signal transdu
- 75663296 75683663 copper ion binding membrane
- 70586073 70692585 epidermal growth faccell proliferation extracellular space
- 104401448 104411067 caspase activator ac positive regulation of intracellular
+ 47247774 47308158 death receptor bindincell surface receptor cytoplasm
- 3716569 3870712 histone acetyltransfehomeostasis cytoplasm
+ 45564063 45719019 acyltransferase activ regulation of transcri nucleus
+ 27066749 27073949 DNA-directed RNA pregulation of transcri DNA-directed RNA p
+ 50141082 50144657 enzyme activator act circulation chylomicron
- 160922925 161055702 chymotrypsin activitycirculation extracellular region
- 25673627 26018061 L-tyrosine transporteeye pigment biosynthcytoplasm
+ 43953612 43960863 carboxypeptidase C intracellular protein t endoplasmic reticulu
- 853509 959074 GTPase activator ac small GTPase mediated signal transductio
- 202390782 202471244 Rab guanyl-nucleotidendosome organizat cytosol
+ 8335010 8345257 enzyme inhibitor acti cellular response to sextracellular region
+ 46971833 47083645 binding exocytosis
- 14986231 15005870 GTPase activator ac Rho protein signal tracytoplasmic membra
+ 270627 273701 GTPase activator ac Rho protein signal tracytoplasmic membra
- 56736485 56810993 Rho guanyl-nucleotidRho protein signal transduction
+ 131507955 131638568 Rho guanyl-nucleotidintracellular signalingcellular component u
- 135473232 135589023 GTPase activator ac JNK cascade intracellular
+ 110604085 110756079 guanyl-nucleotide ex signal transduction
+ 51397517 51401815 molecular function unbiological process uncellular component u
- 93739371 93859223 guanyl-nucleotide ex regulation of cell cycle
+ 16496038 16586541 caspase activator ac caspase activation integral to membrane
- 68272465 68418217 guanyl-nucleotide ex exocytosis
- 57742355 57768778 GTPase activator ac anti-apoptosis
+ 32090549 32111173 endopeptidase inhibi complement activatioextracellular space
+ 19972952 19995562 cAMP-dependent prosignal transduction
+ 158771238 159069886 PDZ domain binding neurotransmitter seccytoplasm
+ 96104173 96134871 calpain inhibitor activity
+ 123526772 123543201 cysteine protease inhibitor activity intracellular
- 44018259 44020687 cysteine protease inhibitor activity nucleus
+ 119396652 119399010 microtubule motor acmicrotubule-based p dynein complex
+ 128658954 129140769 GTP binding apoptosis cytoplasm
+ 110621485 110646565 apoptotic protease a apoptosis Golgi apparatus
- 175532538 175580132 ARF guanyl-nucleotidubiquitin-dependent ubiquitin ligase comp
+ 175426035 175580580 guanyl-nucleotide ex small GTPase mediated signal transductio
+ 88616508 88638880 molecular function unnegative regulation ocytoskeleton
+ 153234158 153235516 GTPase activator ac protein transport
- 5847191 5895379 GTPase activator ac protein transport
+ 150612836 150629000 sphingolipid activatorglycolipid catabolism lysosome



- 7156703 7167748
+ 142130475 142586243 Rho GTPase activatoactin cytoskeleton or cellular component u
+ 42288184 42290588 calcium sensitive guaexcretion
+ 125296274 125721376 ATP binding intracellular signalingactin cytoskeleton
- 42392871 42393740
+ 69136338 69169192 protein phosphatase B cell activation cytoplasm
+ 35588138 35605426 guanyl-nucleotide ex G-protein coupled re membrane fraction
- 125280305 125549036 Ras GTPase bindingbiological process uncellular component u
+ 27105175 27161737 microtubule binding cell cycle cellular component u
- 138389449 138450372 guanyl-nucleotide ex intracellular signalingcytoskeleton
- 62766828 62782507 ornithine decarboxylapolyamine metabolism
+ 148552203 148556878 ornithine decarboxylaspermatogenesis
- 67045735 67436668 Rho GTPase activatoaxon guidance
- 94349914 94415210 Rho GTPase activatoRho protein signal transduction
+ 42593849 42681091 cAMP-dependent pronegative regulation of protein kinase activ
- 50367183 50371943 guanyl-nucleotide ex signal transduction integral to membrane
- 26894517 26925207 phospholipase A2 acphospholipid metabolism
+ 30142967 30146085 protein phosphatase inhibitor activity soluble fraction
+ 199049492 199289354 enzyme activator act regulation of muscle contraction
+ 241809891 241842429 enzyme regulator ac biological process uncytoplasm
- 6440377 6592082 hydrolase activity signal transduction protein phosphatase 
+ 128952797 128990777 phosphatase activatoprotein amino acid d soluble fraction
- 74181726 74289971 ARF guanyl-nucleotidvesicle-mediated transport
+ 53664423 53674457 ARF guanyl-nucleotidactin cytoskeleton or membrane fraction
+ 23675217 23678015 proteasome activato immune response proteasome activator
- 33367415 33374716 Ras guanyl-nucleotidRas protein signal tracellular component u
- 216712121 216834147 GTPase activator activity
- 133002661 133026115 guanyl-nucleotide ex small GTPase mediacellular component u
- 39966115 40006716 GTPase activator ac signal transduction cytoplasm
- 21668020 21741105 GTPase activator ac signal transduction cytosol
+ 99539797 99720993 GTPase activator ac biological process uncellular component u
+ 86599906 86723488 Ras GTPase activatointracellular signaling cascade
+ 142688623 142813895 Ras GTPase activatointracellular signaling cascade
- 113765296 113916197 GTPase activator ac intracellular signalingplasma membrane
+ 175042262 175175212 GTPase activator ac signal transduction
- 77041340 77169895 Ras guanyl-nucleotidlong-term memory plasma membrane
+ 36026915 36114448 metalloendopeptidascell cycle membrane
+ 180336876 180629322 Ral guanyl-nucleotid small GTPase mediacellular component u
+ 22357601 22365917 guanyl-nucleotide ex small GTPase mediated signal transductio
- 484511 496821 ribonuclease inhibito RNA catabolism
- 93819404 93829114 serine-type endopeptidase inhibitor activity
+ 94117563 94129204 serine-type endopeptidase inhibitor activit extracellular region
- 2778734 2787080 serine-type endopeptidase inhibitor activit cytoplasm
+ 59405579 59417412 serine-type endopep regulation of proteolycellular component u
- 59473410 59480094 serine-type endopeptidase inhibitor activity
- 59455481 59462470 serine-type endopep immune response cytoplasm
+ 59295198 59323297 serine-type endopep cell motility
+ 1612008 1627624 serine-type endopep cell proliferation extracellular region
+ 57121733 57138895 serine-type endopep blood coagulation extracellular region
+ 168936250 169026058 serine-type endopep central nervous system development
- 168642555 168674515 serine-type endopep cell motility



- 127580578 127613105 SH3/SH2 adaptor acJNK cascade
- 43314292 43316620 serine-type endopeptidase inhibitor activity
- 49654811 49767751 DNA binding small GTPase mediacellular component u
- 147184338 147191453 serine-type endopeptidase inhibitor activity
+ 147423758 147497037 serine-type endopep anti-inflammatory resextracellular region
+ 43447078 43474948 serine-type endopep cell motility extracellular region
- 188156790 188244556 serine-type endopep blood coagulation extracellular region
+ 47198084 47202441 enzyme inhibitor acti development extracellular matrix (s
- 74363233 74433067 enzyme inhibitor activity extracellular matrix (s
+ 31521361 31583581 enzyme inhibitor acti induction of apoptosiextracellular matrix (s
- 12169569 12175647 enzyme inhibitor acti biological process unextracellular matrix (s
+ 48298458 48306065 small GTPase regulaactin polymerization actin cytoskeleton
+ 82885901 82920950 serine-type endopep negative regulation oextracellular space
- 225873729 225876578 motor activity muscle developmentactin filament
- 90684810 90702491 motor activity muscle developmentactin filament
- 5340026 5343462 motor activity TIP60 histone acetylt
- 32869723 32875153 motor activity muscle developmentactin filament
- 77091593 77094422 motor activity actin filament
+ 74031789 74058434 catalytic activity muscle developmentactin filament
- 99885378 99898701 motor activity establishment and/oractin filament
- 97730948 97738902 motor activity actin filament
- 55875301 55958362 binding intracellular protein t cytoplasm
- 74499936 74519619 motor activity mitosis cytoplasm
+ 53515797 53521812 microtubule motor acintracellular transpor dynein complex
+ 34448810 34510981 motor activity cilium
+ 95046552 95372375 motor activity cytoplasmic dynein c
+ 172369488 172430426 microtubule motor acmicrotubule-based mcytoplasm
+ 65781823 65791906 binding kinesin complex
+ 50540497 50546618 binding kinesin complex
+ 103165316 103222314 binding kinesin complex
- 159027914 159036149 microtubule motor activity cytoplasmic dynein c
+ 101500736 101586887 ATP binding microtubule-based mcytoplasmic dynein c
- 10472575 10500192 ATP binding actin filament-based myosin
- 10287331 10313601 ATP binding actin filament-based muscle myosin
- 43951704 43953914 ATPase activity, cou actin filament-based myosin
- 50392601 50608539 ATP binding actin filament-based growth cone
+ 76516957 76603931 ATP binding actin filament-based cytoskeleton
+ 194793813 194898017 GTP binding axon transport of mitdendrite
+ 180763409 180788896 chromatin binding chromatin remodelin TIP60 histone acetylt
- 22951788 22974690 ATP binding muscle developmentmuscle myosin
- 10234366 10265747 ATP binding muscle developmentmuscle myosin
+ 17952744 18023840 ATP binding perception of sound cytoskeleton

ATP binding actin filament-based unconventional myos
- 227145019 227156602 hormone activity cell surface receptor extracellular region
+ 62775207 62783201 enzyme inhibitor acti cell-matrix adhesion extracellular region
- 46655209 46678696 GTP binding Rho protein signal tracellular component u
- 153717705 153828235 GTPase activator ac G-protein coupled re intracellular
+ 119713155 119865855 GTPase activator activity
- 30237389 30291505 ATP binding positive regulation of intracellular
+ 168996870 169442959 GTP binding actin cytoskeleton or cytoskeleton
+ 68150452 68255011 insulin receptor bindiG-protein coupled re integral to plasma me



+ 32525694 32741615 growth factor activity cell differentiation extracellular region

- 35099984 35266334 ornithine decarboxylaT cell activation cell surface
- 5974652 6085482 ARF guanyl-nucleotidvesicle-mediated tranmembrane fraction

+ 61943098 61947242 cytokine activity embryo implantation
- 31238437 31853161 Rho guanyl-nucleotidintracellular signaling cascade
- 6615565 6621599 caspase inhibitor act T cell homeostasis integral to membrane
- 107825831 108219580 GTPase activator ac intracellular signaling cascade
- 32256723 32260001 transmembrane rececell surface receptor integral to plasma me
+ 357290 488225 calcium ion binding apoptosis
- 6268594 6279173 binding protein folding nucleus
+ 28413493 28417773 DNA binding lipid metabolism integral to plasma me
+ 101521886 101555612 JAK pathway signal tantimicrobial humoracytoplasm
- 277440 342465 signal transducer actapoptosis cytoplasm
- 60956105 60985289 signal transducer actdevelopment intracellular
+ 523536 534492 mannose binding cell surface receptor integral to membrane
+ 26584518 26618629 receptor activity integral to plasma me
- 7515020 7547639 scavenger receptor aantimicrobial humoraextracellular region
+ 28850778 28858164 receptor signaling pr cell surface receptor integral to plasma me
- 114124221 114176627 receptor activity integral to membrane
- 154613776 154624624 scavenger receptor aapoptosis extracellular space
- 149761396 149772511 MHC class II protein T cell selection integral to membrane
+ 47073178 47077278 transmembrane rececell surface receptor integral to membrane
- 59359831 59363446 transmembrane rececell surface receptor integral to plasma me
+ 26446242 26725590 Ras GTPase activatoRas protein signal tracytoplasm
- 104384807 104477170 ATP binding DNA replication and kinetochore

ATP binding microtubule-based mmicrotubule associat

+ 94342970 94405130 ATP binding cell cycle kinesin complex
- 113933473 113940891 ATP binding microtubule-based mmicrotubule associat
- 17871906 18095692 ATP binding microtubule-based mmicrotubule associat
+ 4841999 4868720 ATP binding microtubule-based mGolgi apparatus
+ 61678712 61717967 ATP binding microtubule-based mcytoskeleton
- 37973297 38123185 ATP binding microtubule-based mmicrotubule associat
+ 29709558 29724207 ATP binding DNA repair kinetochore
+ 168237108 168264325 ATP binding microtubule-based mkinesin complex
+ 44874643 44902506 ATP binding cell proliferation chromosome, perice
- 132059220 132101163 ATP binding microtubule-based mmicrotubule associat
- 26061118 26117054 ATP binding microtubule-based mkinesin complex
+ 69292982 69423696 ATP binding anterograde axon cacytoplasm
- 32340076 32385221 ATP binding microtubule-based mkinesin complex

ATP binding microtubule-based mkinesin complex
- 47244890 47299042 ATP binding microtubule-based mmicrotubule associat

ATP binding microtubule-based mmicrotubule associat
- 56349631 56393909 ATP binding microtubule-based mkinesin complex
+ 44778288 44869747 ATP binding cell proliferation centrosome
+ 49255260 49257572 ATP binding microtubule-based mmicrotubule associat
+ 10205096 10375920 ATP binding anterograde axon cacytoplasmic vesicle m
+ 91451346 91524682 ATP binding cell cycle arrest centrosome
- 241373174 241479614 ATP binding anterograde axon camicrotubule associat



ATP binding microtubule-based mmicrotubule associat
- 20735814 20789816 ATP binding microtubule-based mmicrotubule associat
+ 137543247 137551259 ATP binding microtubule-based mGolgi apparatus
+ 67493741 67527817 ATP binding cell cycle kinesin complex
+ 56230113 56264821 ATP binding electron transport kinesin complex
- 27998741 28086223 ATP binding microtubule-based mmicrotubule associat
+ 30329127 30386470 ATP binding anterograde axon camicrotubule associat
- 11546476 11549496 acid phosphatase activity integral to membrane
- 102301764 102625531 calcium ion binding protein amino acid d calcineurin complex
- 88574481 88578164 calcium ion binding cell adhesion membrane
- 101433453 101436838 calcium ion binding
- 55852953 55893477 hydrolase activity L-serine biosynthesis
+ 254895 268280 acid phosphatase acprotein amino acid d cytoplasm
+ 133518956 133560298 acid phosphatase acregulation of cell cyc extracellular region
+ 100530067 100697853 hydrolase activity cell proliferation nucleus
- 96344422 96461667
- 48173671 48204805 hydrolase activity cell proliferation intracellular
+ 3724400 3734759 hydrolase activity M phase of mitotic ceintracellular
- 137648857 137695415 hydrolase activity cell cycle nucleus
+ 219089982 219096168 hydrolase activity biological process unnucleus
- 73900985 73918877 RNA binding RNA processing nucleus
- 145988132 146098684 hydrolase activity carbohydrate metaboendoplasmic reticulu
+ 71613472 71627796 inositol or phosphatidintracellular signaling cascade

protein tyrosine/serinprotein amino acid dephosphorylation
- 112964663 112969955 catalytic activity
+ 149407636 149512182 hydrolase activity muscle developmentcellular component u
- 56672455 56757278 hydrolase activity germ cell migration integral to membrane
- 232045 242435 hydrolase activity integral to membrane
+ 56032335 56096818 catalytic activity negative regulation onucleus
- 93378180 93382838 hydrolase activity
+ 55615080 55615505 phosphoserine phos cell proliferation
+ 89613174 89716382 hydrolase activity cell cycle
- 33663501 33666902 hydrolase activity cell cycle
- 210919405 211113037 binding protein amino acid d cytoskeleton
+ 29383643 29473927 hydrolase activity cell adhesion integral to plasma me
- 18895020 19008903 cation channel activitcation transport integral to membrane
+ 75540852 75615495 DNA-directed RNA pprotein amino acid d nucleus
+ 128922959 128932270 dolichyldiphosphatasN-linked glycosylatio endoplasmic reticulu
+ 158451238 158458609 hydrolase activity protein amino acid d nucleus
- 76524204 76538860 hydrolase activity cell cycle nucleus
+ 32924119 32947707 hydrolase activity protein amino acid dephosphorylation
- 29912530 29922140 hydrolase activity protein amino acid dephosphorylation
- 12520097 12606584 MAP kinase phosphaMAPK nucleus expo cytoplasm
- 29382588 29388426 hydrolase activity protein amino acid d nucleus
+ 183768992 183790226 hydrolase activity protein amino acid dephosphorylation
+ 44459503 44460386 hydrolase activity protein amino acid d nucleus
- 39199015 39211872 hydrolase activity protein amino acid dephosphorylation
+ 152428834 152437623 MAP kinase phosphaJNK cascade cytoplasm
- 18503573 18513679 binding intracellular signaling cascade
- 763517 772952 hydrolase activity integral to membrane
+ 156563831 156565407 hydrolase activity protein amino acid d nucleus



+ 48784067 48791360 NAD binding carbohydrate metabocytoplasm

- 33568397 33576981 hydrolase activity protein amino acid dephosphorylation

- 75270306 75321972 hydrolase activity intracellular signaling cascade
+ 149532414 149604136 hydrolase activity phospholipid dephoscellular component u
- 95205693 95296919 hydrolase activity phospholipid dephoscytoplasm
- 53921896 53950211 inositol or phosphatidphospholipid dephosphorylation
- 24719371 24759704 hydrolase activity phospholipid dephoscellular component u

- 63270982 63398332 hydrolase activity phospholipid dephosphorylation
+ 65471936 65479356 [pyruvate dehydroge protein amino acid d mitochondrion
+ 58533713 58798646 lyase activity cAMP biosynthesis
+ 18468701 18605692 calcium ion binding protein amino acid dephosphorylation
- 77138206 77180860 calcium ion binding protein amino acid dephosphorylation
+ 44307666 44370261 hydrolase activity protein amino acid d protein serine/threon
+ 54188230 54417314 hydrolase activity protein amino acid d protein serine/threon
- 20598346 20631771 hydrolase activity apoptosis protein serine/threon
- 27515712 27544100 hydrolase activity cell cycle arrest nucleus
+ 162042702 162271518 catalytic activity protein amino acid d protein serine/threon
+ 94998337 95007470 [pyruvate dehydroge protein amino acid d mitochondrion
- 66922227 66925952 hydrolase activity carbohydrate metabolism
+ 28886276 28937456 hydrolase activity carbohydrate metabolism
+ 145692916 145698311 membrane
- 9032915 9045616
- 57945282 57948747 hydrolase activity carbohydrate metabolism
+ 57385045 57421482 antigen binding RNA splicing cytosol
- 111113814 111142379 antigen binding RNA splicing cytosol
+ 208847273 208923599 hydrolase activity signal transduction cytoplasm
+ 64448755 64458523 hydrolase activity signal transduction cytoplasm
+ 101345924 101463828 hydrolase activity signal transduction nucleus
+ 43060307 43088056 hydrolase activity neurogenesis nucleus
- 62911107 63079832 hydrolase activity signal transduction cytoplasm
+ 22354540 22454580 calmodulin binding calcineurin complex
- 9536841 9604567 binding signal transduction soluble fraction
+ 51542133 51585943 binding mitosis cytoplasm
- 124990962 125031619 hydrolase activity G1/S transition of mitotic cell cycle
+ 64340378 64351244 protein tyrosine phosprotein amino acid dephosphorylation
- 32041114 32073048 prenylated protein ty protein amino acid dephosphorylation
+ 142501188 142510802 phosphoprotein phosprotein amino acid dephosphorylation
+ 93926300 93951691 hydrolase activity protein amino acid dephosphorylation
- 17672275 17699379 protein tyrosine phosdevelopment
+ 48560297 48634491 hydrolase activity protein amino acid d cytoplasm
+ 111319255 111410436 hydrolase activity intracellular signaling cascade
+ 76811485 76914037 hydrolase activity protein amino acid d cytoplasm
+ 87873063 88093481 hydrolase activity protein amino acid d cytoplasm
- 88003869 88090876 binding protein amino acid d cytoskeleton
- 114087610 114126359 hydrolase activity development
+ 47397538 47429935 hydrolase activity protein amino acid dephosphorylation
- 109220072 109305289 cytoskeletal protein bprotein amino acid d cytoplasm
+ 120233436 120451267 cytoskeletal protein bprotein amino acid d cytoplasm



- 198847799 198861408 hydrolase activity protein amino acid d cytoplasm
- 73546514 73658680 hydrolase activity protein amino acid d intracellular
+ 2792829 2967314 hydrolase activity protein amino acid d integral to plasma me
- 69201230 69289891 hydrolase activity phosphate metabolisintegral to plasma me
+ 195339881 195457987 hydrolase activity cell surface receptor integral to plasma me
- 8307267 9008737 hydrolase activity phosphate metabolisintegral to plasma me
+ 129595314 129774155 hydrolase activity protein amino acid d cytoplasm
+ 43665639 43758427 hydrolase activity cell adhesion integral to membrane
- 60384427 60412654 hydrolase activity protein amino acid d integral to plasma me
- 128331624 128883416 hydrolase activity protein amino acid d integral to plasma me
+ 7557816 8396852 hydrolase activity protein amino acid d integral to plasma me
- 219979851 219999648 receptor activity protein amino acid d integral to plasma me
- 156831230 157879894 hydrolase activity protein amino acid d integral to plasma me
+ 15366753 15641602 hydrolase activity protein amino acid d integral to membrane
- 5157380 5237399 hydrolase activity cell adhesion integral to plasma me
+ 121107357 121296039 carbonate dehydratacentral nervous systeintegral to plasma me
- 89376717 89730023 hydrolase activity mRNA capping nucleus
- 107683435 107753817 protein tyrosine/serinprotein amino acid dephosphorylation
- 24977090 25281144 protein tyrosine/serinprotein amino acid dephosphorylation
+ 66827576 66836646 protein tyrosine/serinprotein amino acid dephosphorylation
+ 52266681 52309230 hydrolase activity protein amino acid dephosphorylation
- 109434956 109483784 catalytic activity
+ 51728999 51744430 actin binding intracellular signalingcytoskeleton

- 9928074 10012791 cation channel activitcation transport integral to membrane
+ 28603752 28748423 hydrolase activity phospholipid dephoscytoplasm
+ 59785817 59829823 hydrolase activity positive regulation ofprotein serine/threon
- 74866617 74925760 calcium ion binding protein amino acid d calcineurin complex
+ 38120258 38152385 catalytic activity activation of MAPKKK
- 145949259 146238352 hydrolase activity signal transduction protein phosphatase 
+ 89254632 89303124 acid phosphatase acbone mineralization endoplasmic reticulu
+ 57285844 57343226 protein binding cell-cell adhesion cytoplasm
+ 130829847 130848373 hydrolase activity protein amino acid dephosphorylation
- 72627978 72629227 protein self binding calcium-independentintegral to plasma me
+ 72689843 72691665 protein self binding calcium-independentintegral to plasma me
- 17541542 17653762 binding morphogenesis clathrin coat of coate
- 70048841 70053877 transmembrane rececellular defense respintegral to plasma me
- 34541430 34579722 ciliary neurotrophic faneurogenesis extrinsic to membran
- 1272198 1306294 SH3/SH2 adaptor acactin cytoskeleton or cytoplasm

hematopoietin/interferon-class (D200-domintegral to membrane
3 hematopoietin/interferon-class (D200-domintegral to plasma me
+ 17807200 17861135 receptor activity integral to plasma me
+ 48121155 49311286 transmembrane receapoptosis integral to plasma me
+ 48136510 48143356 cholestenol delta-iso cholesterol biosyntheendoplasmic reticulu
- 108969448 109064346 protein binding apoptosis integral to membrane
- 94706893 94719336 hematopoietin/interfeblood coagulation integral to membrane
- 154577727 154602964 receptor activity
- 154461099 154483720 receptor activity
+ 209419991 209457150 receptor activity development integral to plasma me
+ 3786359 3804159 receptor activity integral to membrane
+ 158408419 158415799 receptor activity



+ 52812351 52817659 activin inhibitor activi development extracellular region
- 117813264 118022966 glial cell line-derived cell surface receptor extrinsic to membran
- 3587938 3592046 receptor activity membrane
+ 42459782 42757736 growth hormone receendocytosis integral to plasma me
+ 121798486 121812571 connexon channel accell-cell signaling connexon complex
+ 25828568 25873737 v-SNARE activity ER to Golgi transpor Golgi apparatus
+ 42355510 42371274 receptor activity ER to Golgi transpor Golgi apparatus
- 59000212 59001697 platelet activating facG-protein coupled re integral to membrane
+ 69875239 69880334 receptor activity G-protein coupled re integral to membrane
- 18865809 18890997 SH3/SH2 adaptor acRas protein signal tracytoplasm
+ 38621585 38691884 SH3/SH2 adaptor acRas protein signal tracytoplasm
- 50431974 50574259 SH3/SH2 adaptor accell-cell signaling cytoplasm
- 165174839 165303865 SH3/SH2 adaptor ac intracellular signaling cascade
+ 35147743 35157063 SH3/SH2 adaptor acepidermal growth factor receptor signaling
+ 152850498 153171354 alpha-amino-3-hydroion transport integral to membrane
+ 158499639 158642707 alpha-amino-3-hydroion transport integral to membrane
+ 122043692 122348328 alpha-amino-3-hydroglutamate signaling pintegral to membrane
+ 104986934 105355676 glutamate-gated ion glutamate signaling pintegral to membrane
+ 93582985 95050827 glutamate-gated ion glutamate signaling pintegral to plasma me
+ 101953674 102623474 glutamate-gated ion glutamate signaling pintegral to membrane
- 36935706 37168937 glutamate-gated ion glutamate signaling pintegral to membrane
+ 120036237 120362179 glutamate-gated ion glutamate signaling pintegral to plasma me
- 47194312 47261797 glutamate-gated ion ion transport integral to membrane
- 101411189 101580417 DNA binding ion transport integral to membrane
+ 55786206 55797044 receptor activity
- 156445420 156468716 receptor activity
+ 26195426 26205035 MHC class I recepto antigen presentation MHC class I protein c
+ 30018309 30021041 MHC class I recepto antigen presentation MHC class I protein c
- 31429845 31432924 MHC class I recepto antigen presentation MHC class I protein c
- 31344507 31347830 MHC class I recepto antigen presentation MHC class I protein c
- 33010392 33016795 MHC class II receptoantigen presentation integral to membrane
- 33081330 33085315 MHC class II receptoantigen presentation integral to membrane
- 32888526 32892760 MHC class II receptoantigen presentation integral to membrane
+ 33151737 33162954 MHC class II receptoantigen presentation integral to membrane
+ 32713213 32719015 MHC class II receptoantigen presentation integral to membrane

MHC class II receptoantigen presentation integral to membrane
+ 32515641 32520799 MHC class II receptoantigen presentation integral to membrane

MHC class II receptoantigen presentation integral to membrane
+ 30565287 30568337 MHC class I recepto antigen presentation MHC class I protein c
+ 29903496 29906859 MHC class I recepto antigen presentation MHC class I protein c
- 11229865 11230810 receptor activity G-protein coupled re integral to membrane
+ 34643931 34651883 hematopoietin/interferon-class (D200-domintegral to plasma me
+ 117643440 117710378 hematopoietin/interfecell surface receptor integral to membrane
+ 102493771 102527543 transmembrane rececell surface receptor integral to membrane
+ 28365215 29734493 transmembrane recelearning and/or memintegral to membrane
- 137362800 137407991 hematopoietin/interfeblood coagulation integral to membrane
- 137506649 137536478 hematopoietin/interferon-class (D200-dommembrane
+ 67344189 67437669 receptor activity
- 24225952 24259057 hematopoietin/interferon-class (D200-domintegral to membrane
- 59536504 59542233 receptor activity immune response integral to membrane
- 70120306 70131396 receptor activity



+ 4510135 4864079 calcium channel activcalcium ion transportendoplasmic reticulu
+ 33697321 33772317 calcium channel activcalcium ion transportbrush border
- 150079696 150112662 delayed rectifier potacation transport integral to membrane
+ 48219206 48238344 two-component senscation transport integral to membrane
- 37562438 37586822 two-component senscation transport integral to membrane
- 163053423 163520747 signal transducer actcation transport integral to membrane
+ 19165020 19552139 two-component senscation transport integral to membrane
+ 37188582 37203945 receptor activity protein transport endoplasmic reticulu

receptor activity
- 32654526 32665559 MHC class II receptoantigen presentation integral to membrane
- 124693093 124786722
+ 39423208 39428929 laminin receptor activcell adhesion cytosolic small riboso
+ 28904161 28909595 SH3/SH2 adaptor acRas protein signal traimmunological synap
+ 65598430 65815197 hematopoietin/interfecell surface receptor integral to plasma me
- 28960996 28967302 cytokine activity cell surface receptor extracellular space
+ 59820440 59840814 protein phosphatase immune response integral to membrane
- 59470131 59476762 receptor activity antimicrobial humoraintegral to plasma me
+ 59866263 59873621 antigen binding immune response integral to membrane
- 59446217 59452937 transmembrane rececell surface receptor integral to membrane
- 47777191 47790731 receptor activity
+ 38377329 38390383 receptor activity receptor mediated encoated pit
+ 67836710 67973317 catalytic activity Wnt receptor signalinintegral to membrane
+ 50004216 50016511 transmembrane rececell adhesion integral to plasma me
- 7398825 7488015 receptor activity membrane
- 8984230 8993519 transmembrane receendosome to lysosomintegral to plasma me
- 95351087 95715992 receptor activity
+ 119415974 119468460 pattern recognition recell surface receptor cytoplasm
- 112389427 112658201 calcium ion binding cell cycle
+ 204313796 204357253 receptor activity complement activatiointegral to plasma me
+ 43472567 43489228 hematopoietin/interfecell proliferation integral to plasma me
- 25873332 25874701 G-protein coupled re G-protein coupled re integral to membrane
+ 59979864 59993129 receptor activity B cell activation integral to plasma me
- 59696548 59707250 receptor activity signal transduction integral to membrane
+ 59902533 59920000 receptor activity signal transduction integral to membrane
+ 60223622 60239858 receptor activity signal transduction integral to membrane
- 16041198 16094595 lipid transporter activphosphate transport cytoplasm
+ 65096395 65098237 receptor activity
- 168336215 168353430 latrotoxin receptor acmorphogenesis cilium
+ 60109319 60119197 receptor activity cellular defense respintegral to plasma me
- 31664651 31668741 receptor activity cellular defense respintegral to plasma me
+ 44927665 44947360 protein binding apoptosis integral to plasma me
+ 56984914 57000960 receptor activity
- 1786539 1787852 receptor activity
- 70202047 70220703 receptor activity
- 19365461 19420426 hedgehog receptor acholesterol transport integral to membrane
- 37538956 37564517 calcium ion binding integral to membrane
+ 206372729 206488362 electron transporter aangiogenesis integral to membrane
- 59658616 59734940 receptor signaling pr ceramide metabolismcytoplasm
+ 65945050 65950753 signal transducer actregulation of transcri nucleus
- 59289746 59295960 receptor activity
+ 38881892 38970159 oncostatin-M receptocell proliferation oncostatin-M recepto



signal transducer actapoptosis integral to membrane
- 7984514 7996427 nucleic acid binding entrainment of circadnucleus
- 238952463 238979092 signal transducer actcircadian rhythm nucleus
- 51588103 52060382 receptor activity integral to membrane
- 48844571 48866539 U-plasminogen activ blood coagulation extrinsic to membran
+ 153250324 153264969 receptor activity development integral to membrane
+ 152550557 152565642 receptor activity development integral to membrane
+ 24031635 24035237 regulation of transcri nucleus
- 101772276 101828780 integral to membrane
- 11310124 11313908 rhodopsin-like receptG-protein coupled re integral to membrane
+ 33223434 33228826 receptor activity blood coagulation integral to plasma me
- 104152365 104169459
- 29790331 29817912 receptor activity integral to membrane
- 95285954 95350386 hedgehog receptor acell cycle integral to plasma me
- 44957179 44977709 hedgehog receptor aepidermis developmeintegral to plasma me
+ 49839065 49858689 receptor activity cytoplasm
+ 50041473 50074034 coreceptor activity integral to membrane
+ 38166737 38168580 protein transporter a cell surface receptor coated pit
+ 44970638 44997087 protein transporter a cell surface receptor integral to plasma me
- 176264611 176366049 regulation of transcri nucleus
- 153423968 153544498 signal transducer actsignal transduction membrane
- 78729079 79721751 axon guidance recepcell adhesion cell surface
- 18603493 18630370 receptor activity axonogenesis membrane
- 26479928 26677581 SH3/SH2 adaptor acprotein complex assembly
- 123787055 123873214 receptor activity apoptosis integral to membrane
+ 49760841 49800514
- 71639415 71712747 mannose binding membrane
- 83235140 83468560 cell differentiation extracellular region
+ 50167851 50201511 development extracellular space
- 89221705 89324165 receptor activity anti-apoptosis integral to membrane
- 4493599 4509503 receptor activity cell differentiation integral to membrane
- 41238635 41286137 transmembrane receWnt receptor signalinmembrane

- 37718782 37729617 transmembrane receWnt receptor signalinmembrane
- 99516507 99521760 transmembrane receWnt receptor signalinmembrane
+ 144625362 144690385 receptor activity positive regulation of I-kappaB kinase/NF-
+ 123205728 123232540 SH3/SH2 adaptor accell-cell signaling cytoplasm
+ 39745649 39809302 SH3/SH2 adaptor acprotein complex assembly
- 15271367 15348892 SH3/SH2 adaptor acsignal transduction mitochondrion
- 74499393 74517433 signal transducer actpositive regulation of I-kappaB kinase/NF-
- 37909613 38059208 SH3/SH2 adaptor ac intracellular signaling cascade
- 88857624 89023236 signal transducer actcentral nervous systecellular component u
+ 104290546 104297035 CD27 receptor bindinapoptosis cytoplasm
- 134118155 134141628 SH3/SH2 adaptor ac intracellular signaling cascade
- 157267892 157306115 receptor activity integral to membrane
+ 158214702 158336518 SH3/SH2 adaptor ac intracellular signaling cascade
+ 120828129 121005610 lipid transporter activcholesterol metabolisintegral to plasma me
- 154528598 154559982 SH3/SH2 adaptor accell-cell signaling integral to membrane
+ 17726129 17797913 SH3/SH2 adaptor ac intracellular protein transport
- 25910750 25917135 signal transducer actintracellular signalingcytosol
- 58752663 58755466 receptor activity cell proliferation cytosol



- 141125671 141126673 G-protein coupled re G-protein coupled re integral to membrane
+ 101910985 101950497 ATP binding positive regulation ofcytoplasm
- 105342059 105404647 receptor activity transforming growth factor beta receptor s
- 4789353 4818669 vesicle-mediated tranGolgi apparatus
+ 125658211 125672683 transmembrane receinflammatory respon membrane
- 38597261 38600531 transmembrane receinflammatory respon integral to membrane

transmembrane receinflammatory respon integral to membrane
+ 12644862 12666567 transmembrane receinflammatory respon integral to membrane
- 52230137 52235219 transmembrane recedefense response to extracellular region
+ 23016378 23030893 transmembrane receapoptosis integral to plasma me
- 23049050 23077485 transmembrane receanti-apoptosis integral to membrane
+ 58143527 58204482 receptor activity cell-cell signaling integral to membrane
- 16783123 16816127 receptor activity cell surface receptor integral to membrane
+ 11966464 11969426 receptor activity antimicrobial humoraintegral to membrane
+ 72765360 72786166 receptor activity integral to membrane
- 47307227 47385639 protein binding apoptosis integral to membrane
+ 44180312 44191337 transmembrane receB cell proliferation integral to plasma me
+ 90740267 90765521 protein binding anti-apoptosis cytosol
+ 12057699 12138528 transmembrane recenegative regulation ointegral to membrane
- 7914172 7935153 receptor activity immune response integral to plasma me
- 220274525 220340354 SH3/SH2 adaptor acapoptosis cytoplasm
- 65745604 65751306 protein binding apoptosis
- 41351689 41362435 receptor activity humoral immune resintegral to membrane
- 41234230 41238892 receptor activity humoral immune resintegral to membrane
- 70028908 70039200 receptor activity
- 37108794 37341935 calcium channel activcalcium ion transportintegral to membrane
- 135577021 135720972 calcium channel activcalcium ion transportintegral to membrane
+ 54352863 54406903 cation channel activitcation transport membrane
+ 16259612 16281040 calcium channel activcalcium ion transportintegral to plasma me
- 3363235 3408039 calcium channel activcalcium ion transportintegral to membrane
- 41087143 41091026 receptor signaling pr cellular defense respintegral to plasma me
+ 72642354 72729714 protein binding apoptosis integral to membrane
- 96446866 96827340 netrin receptor activitapoptosis integral to membrane
- 27416267 27500811
+ 47658502 47662746 signal transducer actcentral nervous systeextracellular region
+ 219570759 219584156 signal transducer actdevelopment extracellular region
- 47645390 47651810 signal transducer actdevelopment extracellular region
- 75575017 75595222 signal transducer actcell-cell signaling extracellular region
+ 120559371 120575108 extracellular matrix scell-cell signaling extracellular region
- 116511232 116557294 extracellular matrix sdevelopment extracellular region
+ 112722081 112775947 signal transducer actfri11led-2 signaling pextracellular space
- 42196858 42251081 extracellular matrix scell-cell signaling extracellular matrix (s
+ 224501486 224555696 extracellular matrix scell-cell signaling extracellular matrix (s
- 22191504 22214916 extracellular matrix scell-cell signaling extracellular region
+ 1596482 1626638 signal transducer actdevelopment extracellular region
+ 219550050 219564456 extracellular matrix scell-cell signaling extracellular region
- 44638195 44666564 extracellular matrix scell-cell signaling extracellular region
+ 137447577 137455953 signal transducer actdevelopment extracellular region
+ 102212787 102233491 signal transducer actcell-cell signaling extracellular region
- 224415431 224442334 extracellular matrix scell-cell signaling extracellular region
+ 42283966 42309436 extracellular matrix scell-cell signaling extracellular region



+ 14003261 14025026 receptor activity integral to membrane
- 21116273 21130369 coreceptor activity binding of sperm to zextracellular matrix (s
+ 10283217 10285499 hormone activity cAMP biosynthesis extracellular space
- 66073974 66075217 neuropeptide hormonfeeding behavior extracellular region
- 19749343 19821721 kinase activity protein localization mitochondrion
+ 91214842 91384640 protein binding signal transduction centrosome
+ 106568879 106776709 protein binding antimicrobial humoraintegral to plasma me
+ 2200121 2203071 growth factor activity Mullerian duct regresextracellular space
- 108330885 108579430 receptor binding angiogenesis
- 6347600 6408172 receptor binding angiogenesis extracellular space
- 175550327 175571872 receptor binding
- 126929181 126964598 receptor binding development extracellular space
- 34946754 34960189 high-density lipoproteacute-phase responsextracellular region
+ 75675887 75685760 cytokine activity cell proliferation extracellular space
- 6945364 6958803 asialoglycoprotein re cell surface receptor integral to membrane
+ 32311831 32320809 receptor binding cell-cell signaling extracellular space
- 3011185 3014058 neurohypophyseal hocell-cell signaling extracellular region
+ 38153262 38187694 receptor signaling pr anti-apoptosis
- 85443952 85455604 protein binding cell cycle intracellular
- 27633019 27678552 growth factor activity neurogenesis
+ 50486819 50492643 cytokine activity female gamete geneextracellular region
+ 6697206 6707769 cytokine activity cell differentiation extracellular region
+ 82309297 82331904 cytokine activity cell differentiation
- 53486206 53493362 cytokine activity cell differentiation
- 55728198 55848334 cytokine activity cell differentiation cellular component u
+ 7672008 7826726 cytokine activity cell differentiation
- 55178961 55274708 cytokine activity cell differentiation
- 39892995 39923389 cytokine activity cell differentiation extracellular region
- 53733594 53760477 benzodiazepine recebiological process unmitochondrion
+ 41872050 41883746 benzodiazepine receprotein-mitochondria integral to membrane
- 5134387 5139269 receptor binding signal transduction extracellular space
- 23007994 23014977 calcium ion binding antimicrobial humoraintegral to plasma me
- 42274319 42281253 hormone activity signal transduction extracellular region
- 29711511 29714365 chemokine activity calcium ion homeostextracellular space
+ 29636799 29639312 chemokine activity calcium ion homeostextracellular space
+ 29707583 29709741 chemokine activity calcium ion homeostextracellular space
- 31334804 31353125 chemokine activity antimicrobial humoraextracellular space
- 31334804 31353125 chemokine activity antimicrobial humoraextracellular space
- 31327647 31332636 chemokine activity antimicrobial humoraextracellular region
+ 31415755 31422953 chemokine activity antimicrobial humoraextracellular region
- 34679566 34681274 chemokine activity calcium ion homeostextracellular region
+ 228504074 228507755 chemokine activity antimicrobial humoraextracellular space
- 34699001 34700147 chemokine activity cell-cell signaling extracellular region
+ 55950218 55957602 chemokine activity antimicrobial humoraextracellular space
- 75085764 75087684 chemokine activity cell-cell signaling extracellular region
- 75043492 75046225 chemokine activity cell-cell signaling extracellular space
- 34651892 34652689 chemokine activity cell-cell signaling extracellular region
- 43412504 43448229 chemokine activity chemotaxis extracellular region
- chemokine activity chemotaxis extracellular region
- 31222609 31231490 chemokine activity calcium ion homeostextracellular region
+ 29621352 29623368 chemokine activity antimicrobial humoraextracellular space



+ 29670178 29672533 chemokine activity calcium ion transportextracellular region
- 139991504 139992956 peptidoglycan receptapoptosis extrinsic to membran
+ 154962809 154967758 beta-2-microglobulin T cell selection integral to plasma me
+ 117009143 117023892 protein binding T cell activation integral to plasma me
+ 7734080 7740490 ICAM-3 receptor actiantigen presentation integral to plasma me
+ 204396703 204428062 coreceptor activity cell surface receptor integral to plasma me
+ 56420174 56435084 protein binding cell adhesion integral to plasma me
+ 79912607 79948383 protein binding blood coagulation integral to plasma me
- 117714998 117718669 protein binding T cell activation T cell receptor comp
+ 117720310 117729261 T cell receptor bindinT cell activation T cell receptor comp
- 164131542 164219484 protein binding cell surface receptor T cell receptor comp
+ 35116992 35210524 collagen binding cell adhesion integral to membrane
+ 60626542 60651897 protein binding cell proliferation integral to plasma me
+ 60495913 60543369 protein binding cell adhesion integral to plasma me
- 9796350 9804764 sugar binding cell surface receptor integral to plasma me
- 35599975 35608408 protein binding antimicrobial humoraintegral to plasma me
- 86923391 86929725 MHC class I protein T cell activation T cell receptor comp
- 86980368 87000696 MHC class I protein T cell activation T cell receptor comp
- 122270420 122281567 DNA binding DNA-dependent DNAcytoplasm
- 87851940 87861543 hormone activity cell-cell signaling extracellular region
+ 5840167 5854003 hormone activity extracellular space
+ 65143972 65157471 chemokine activity cell proliferation extracellular region
+ 32408166 32471337 cytokine activity chemotaxis integral to membrane
- 66888216 66897631 cytokine activity JAK-STAT cascade extracellular region
- 10036941 10043023 sugar binding cell surface receptor integral to plasma me
+ 8557402 8566225 sugar binding immune response integral to membrane
+ 58146720 58149778 DNA binding regulation of transcri nucleus
+ 204057896 204202381 complement componcomplement activatiointegral to plasma me
+ 204016064 204051631 complement recepto complement activatiointegral to membrane
- 67251172 67253252 neuropeptide hormonimmune response extracellular region
+ 110165498 110184397 macrophage colony scell differentiation integral to membrane
+ 131437383 131439758 cytokine activity cell surface receptor extracellular space
+ 35642721 35659318 interleukin-3 recepto antimicrobial humoragranulocyte macroph
+ 35425213 35427592 cytokine activity cell surface receptor extracellular region
- 36600736 36617602 hematopoietin/interfecell adhesion integral to plasma me
- 59340696 59342350 hormone activity biological process unextracellular region
+ 30815428 30822381 cytokine activity cell proliferation extracellular region
+ 55963911 55976455 chemokine activity cell adhesion cell surface
- 77312020 77314412 chemokine activity cell-cell signaling extracellular region
+ 78790084 78890165 chemokine activity cell-cell signaling extracellular region
+ 156628929 156752793
+ 49482594 49548048 calcium ion binding muscle contraction actin cytoskeleton
+ 119841390 119846346 acyl-CoA binding transport
- 160450870 160480260 receptor activity integral to membrane
- 17398354 17484458 protein binding cell adhesion integral to membrane
- 140874772 140978691 Rho GTPase bindingactin cytoskeleton organization and biogen
+ 10444236 10446476 DNA binding G-protein signaling, achromosome
- 79220556 79298959 protein binding cell-cell adhesion cytoplasm
+ 44681426 44690948 DNA binding Notch signaling path integral to membrane
+ 39008838 39018529 Notch binding Notch signaling path integral to membrane
+ 124310170 124393242 calcium-dependent pepithelial cell differencytoplasm



- 21822330 21827151 insulin receptor bindicell surface receptor linked signal transdu
- 56063374 56077828 insulin receptor binding
+ 52525663 52701114 insulin receptor binding
- 139692612 139706358 epidermal growth facmuscle developmentextracellular space
- 1310581 1324415 protein binding development cytoplasm
- 7069384 7078587 protein binding development cytoplasm
+ 68618931 69042332 protein binding activation of NF-kappcytoplasm
- 83273881 83716367 calcium ion binding cell adhesion
+ 12398644 12404761 hormone activity cell-cell signaling extracellular space
+ 57308893 57334441 receptor binding cell-cell signaling extracellular region
+ 151913421 151920457 ephrin receptor bindi cell-cell signaling integral to plasma me
+ 1237167 1250944 ephrin receptor bindi cell-cell signaling membrane
- 106744249 107034495 ephrin receptor bindi cell differentiation anchored to plasma 
+ 67831851 67845023 ephrin receptor bindi cell adhesion integral to plasma me
- 105940097 105985338 ephrin receptor bindi cell differentiation integral to plasma me
+ 111191653 111291023 calcium ion binding DNA replication extracellular region
+ 13347397 13411350 calcium ion binding cell cycle extracellular space
+ 99963073 99965972 erythropoietin recept cell-cell signaling extracellular space
- 16333407 16443762 calcium ion binding endocytosis coated pit
+ 75595894 75619512 epidermal growth facangiogenesis extracellular space
- 54309452 54317164 growth factor activity regulation of cell growextracellular region
+ 69726916 69731134 death receptor bindinantimicrobial humoracytoplasm
+ 60077360 60093651 IgA binding immune response integral to plasma me
+ 156072576 156091086 IgE binding immune response integral to plasma me
+ 157998159 158002111 IgE binding cell surface receptor integral to plasma me
- 7659662 7672997 IgE binding integral to plasma me
+ 146567360 146577146 IgG binding immune response integral to plasma me
+ 158288315 158302322 IgG binding immune response integral to membrane
+ 158364621 158379489 IgG binding immune response integral to membrane
- 158324670 158332598 IgG binding immune response membrane
+ 54708303 54721400 IgG binding antigen presentation MHC class I protein c
+ 66357194 66370693 death receptor bindininduction of apoptosicellular component u
- 141953306 142045812 growth factor activity angiogenesis extracellular space
- 44340853 44424541 fibroblast growth factcell-cell signaling cell surface
+ 7283412 7288973 growth factor activity cell-cell signaling extracellular space
- 137439254 137519347 growth factor activity cell-cell signaling extracellular space
- 101173035 101366996 growth factor activity cell-cell signaling extracellular space
+ 76515791 76518158 growth factor activity cell-cell signaling extracellular space
+ 21956373 21961706 growth factor activity cell-cell signaling extracellular space
+ 170779271 170816781 growth factor activity cell-cell signaling extracellular space
- 69222187 69228287 growth factor activity neurogenesis
- 16894704 16904045 growth factor activity cell-cell signaling extracellular region
+ 53951305 53953289 growth factor activity cell-cell signaling extracellular region
- 4347653 4359155 growth factor activity cell differentiation extracellular space
- 69333916 69343129 growth factor activity cell proliferation extracellular space
- 69296977 69299352 growth factor activity cell proliferation extracellular region
+ 81545010 81569338 growth factor activity cell proliferation extracellular space
- 4413568 4425041 growth factor activity angiogenesis extracellular region
+ 47502750 47566815 growth factor activity cell proliferation extracellular region
- 103519876 103525817 growth factor activity cell proliferation extracellular space
+ 21143874 21174184 growth factor activity cell differentiation extracellular space



- 15123375 15162234 growth factor activity angiogenesis extracellular space
- 153097811 153123776 actin binding actin cytoskeleton or actin cytoskeleton
+ 54669297 54681299 cytokine activity positive regulation of integral to membrane
+ 71578606 71585014 folic acid binding folic acid transport integral to plasma me
+ 71605490 71610635 folic acid binding folic acid transport membrane
+ 71524418 71528582 folic acid binding folic acid transport extrinsic to membran
- 41845891 41855608 insulin receptor bindi fibroblast growth factor receptor signaling 
- 183524242 183557004 Wnt-protein binding Wnt receptor signalinextracellular region
+ 30210025 30211923 follicle-stimulating hofemale gamete geneextracellular region
+ 144615654 144748883 SH3/SH2 adaptor accell proliferation
+ 37122105 37125749 hormone activity signal transduction extracellular region
- 18840353 18867953 molecular function unlipid biosynthesis endoplasmic reticulu
- 48045794 48059172 cytokine activity skeletal development
+ 54423333 54430332 cytokine activity growth cellular component u
+ 18357984 18360986 cytokine activity cell-cell signaling extracellular region
- 48033097 48036859 cytokine activity growth extracellular region
- 33484562 33489441 cytokine activity cell-cell signaling
- 190745932 190752961 cytokine activity growth
- 132225179 132228124 cytokine activity female gamete geneextracellular region
- 37851509 37875539 growth factor activity anti-apoptosis cellular component u
- 137615969 137638152 receptor activity peripheral nervous s extrinsic to membran
- 59311307 59312955 cytokine activity extracellular region
- 35312902 35318706 hormone activity G-protein signaling, cextracellular region
- 10302433 10307409 growth hormone receG-protein coupled re extracellular region
- 44390916 44400954 hormone activity signal transduction extracellular region
- 73044216 73198511 fibroblast growth factor binding Golgi membrane
- 25332692 25337836 luteinizing hormone- cell-cell signaling extracellular region
+ 2972267 2974391 hormone activity development extracellular region
+ 4776371 4779066 protein binding cell adhesion integral to plasma me
- 60216888 60241444 collagen binding platelet activation integral to membrane
- 70825752 70913384 SH3/SH2 adaptor acRas protein signal tracytosol
+ 55038379 55048980 growth factor activity neuropeptide signalinsoluble fraction
+ 40465282 40467883 hormone activity defense response to extracellular region
- 153524974 153534609 growth factor activity cell proliferation cytoplasm
- 33024373 33028831 MHC class II receptoantigen presentation integral to membrane
- 79967682 80001174 DNA binding biological process unchromatin
+ 21417084 21423683 hormone activity apoptosis extracellular region
+ 10242778 10258291 protein binding cell-cell adhesion integral to plasma me
- 59433687 59437839 integrin binding cell-cell adhesion integral to plasma me
- 10305453 10311300 integrin binding cell-cell adhesion integral to plasma me
- 21196179 21197142 interferon-alpha/betadefense response extracellular region
- 21357422 21358075 interferon-alpha/betadefense response extracellular region
- 21191233 21229990 hematopoietin/interfedefense response extracellular region
- 21206371 21207310 interferon-alpha/betadefense response extracellular region
- 21217241 21218221 interferon-alpha/betacell-cell signaling extracellular region
- 21374253 21375396 interferon-alpha/betacell surface receptor extracellular region
- 21155635 21156619 hematopoietin/interfedefense response extracellular region
- 21176692 21177670 hematopoietin/interfecell-cell signaling extracellular region
- 21294685 21295255 hematopoietin/interfedefense response extracellular region
- 21340316 21340886 hematopoietin/interfedefense response extracellular region
+ 21399132 21400174 hematopoietin/interfedefense response extracellular region



+ 33619083 33653996 hematopoietin/interfeJAK-STAT cascade integral to plasma me
+ 33524100 33556931 hematopoietin/interfeJAK-STAT cascade extracellular region
- 21067111 21067868 interferon-alpha/betaB cell proliferation extracellular region
- 66834815 66839770 cytokine activity cell motility extracellular region
- 137560314 137582200 cytokine binding response to pathoge integral to plasma me
- 21130630 21132144 interferon-alpha/betacell cycle arrest extracellular region
- 101292143 101376791 growth factor activity DNA replication extracellular region
- 2110531 2116578 growth factor activity cell proliferation extracellular region
+ 140007567 140022098 cytokine activity cell-cell signaling extracellular space
+ 153339765 153356964 signal transducer actI-kappaB kinase/NF-nucleus
- 203329342 203334234 cytokine activity B cell differentiation extracellular region
+ 117362318 117377404 hematopoietin/interferon-class (D200-domintegral to membrane
+ 33560541 33591390 hematopoietin/interfeblood coagulation integral to membrane
- 60567568 60573626 cytokine activity B cell differentiation extracellular region
- 158674368 158690059 cytokine activity T-helper cell differen extracellular space
- 18031370 18058697 interleukin receptor aantimicrobial humoraintegral to plasma me
+ 67485067 67574604 interleukin receptor acell surface receptor integral to plasma me
- 114061519 114075187 interleukin receptor activity extracellular space
+ 142915358 143012216 hematopoietin/interfecell-cell signaling Golgi apparatus
- 6034339 6059543 interleukin receptor acell proliferation integral to membrane
+ 79374521 79392156 cytokine activity chemotaxis extracellular space
+ 52159143 52163395 cytokine activity apoptosis extracellular space
- 148734024 148739031 cytokine activity cell-cell signaling extracellular region
+ 87232501 87234382 cytokine activity cell surface receptor extracellular space
+ 15940411 15965941 interleukin-17 recept cell surface receptor integral to plasma me
+ 53855611 53874866 interleukin receptor adefense response integral to plasma me
- 111519185 111540050 interleukin-1 recepto T-helper 2 type immuextracellular region
+ 71387756 71392447 interleukin-18 bindingT-helper 1 type immuextracellular region
+ 102437614 102473736 interleukin-1 recepto immune response integral to membrane
+ 203390616 203404720 actin binding apoptosis extracellular region
- 113247723 113259202 NOT protein binding anti-apoptosis cytoplasm
- 113303567 113310587 interleukin-1 recepto antimicrobial humoraextracellular space
+ 113532915 113538549 interleukin-1 recepto inflammatory respon extracellular region
+ 113479679 113481852 interleukin-1 recepto inflammatory respon extracellular region
+ 113386778 113392687 interleukin-1 recepto immune response extracellular region
- 113495898 113526671 interleukin-1 recepto immune response extracellular region
+ 113451836 113459458 interleukin-1 recepto cell-cell signaling extracellular region
+ 102228919 102254852 interleukin-1, Type I, cell surface receptor integral to plasma me
+ 102066823 102103400 interleukin-1, Type II immune response integral to membrane
+ 191714592 191852003 interleukin-1 recepto inflammatory respon integral to plasma me
+ 103617140 104817967 interleukin-1, Type II central nervous systeintegral to membrane
+ 102412234 102419698 NOT protein binding immune response integral to membrane
+ 102261950 102314329 interleukin-1, Type I, cellular defense respintegral to plasma me
+ 113591700 113607823 interleukin-1 recepto inflammatory respon extracellular space
+ 27346079 27369616 hematopoietin/interfenatural killer cell activintegral to membrane
- 66928291 66933548 interleukin-22 recept acute-phase responsextracellular region
- 24191566 24214917 interferon receptor a biological process unmembrane
+ 203459183 203465879 cytokine activity apoptosis extracellular region
- 66881395 66905838 cytokine activity antimicrobial humoraextracellular space
- 6093511 6144278 interleukin-2 recepto apoptosis integral to membrane
- 35846381 35870462 hematopoietin/interfeimmune response integral to plasma me



- 70110279 70114424 hematopoietin/interfecell proliferation integral to plasma me
+ 131424245 131426795 cytokine activity cell-cell signaling extracellular region

hematopoietin/interfedevelopment integral to membrane
+ 132037271 132046267 interleukin-4 recepto B cell differentiation extracellular space
+ 27232818 27283596 hematopoietin/interfeimmune response integral to plasma me
- 131905034 131907113 cytokine activity inflammatory respon extracellular region
- 3086420 3127031 hematopoietin/interfecell proliferation extracellular space
+ 22540059 22544856 cytokine activity B cell differentiation extracellular space
+ 151190741 151253261 enzyme binding cell proliferation extracellular region
- 55272451 55326520 interleukin-6 recepto cell surface receptor integral to plasma me
- 79807560 79880313 interleukin-7 recepto cell-cell signaling extracellular region
+ 35892747 35912678 antigen binding antimicrobial humoraintegral to membrane
- 135255833 135259415 interleukin-9 recepto cell-cell signaling extracellular region

hematopoietin/interfecell proliferation extracellular space
+ 220262458 220265932 activin inhibitor activi cell cycle arrest extracellular region
- 41502035 41513299 activin inhibitor activi cell cycle arrest extracellular region
+ 120819228 120825204 cytokine activity cell differentiation extracellular region
+ 56114809 56130876 growth factor activity extracellular region
- 2137584 2139000 hormone activity carbohydrate metaboextracellular region
- 17788321 17793320 hormone activity cell-cell signaling extracellular region
+ 5221418 5223967 hormone activity cell proliferation extracellular space
- 66975444 66978960 hormone activity physiological processextracellular region
- 5153864 5175618 hormone activity physiological processextracellular region
- 109204186 109236915 insulin receptor bindiglucose metabolism
- 107781856 107785784 SH3/SH2 adaptor acsignal transduction plasma membrane
+ 143014033 143032911 collagen binding cell-matrix adhesion integral to membrane
+ 52321013 52423947 collagen binding blood coagulation integral to membrane
- 39805075 39822399 protein binding cell-matrix adhesion integrin complex
+ 45488729 45522843 protein binding cell-matrix adhesion integral to membrane
+ 182146716 182226420 protein binding cell-matrix adhesion integral to membrane
- 53075313 53099272 protein binding cell-matrix adhesion integral to membrane
+ 173117876 173196509 protein binding cell-matrix adhesion integral to membrane
- 54364622 54387894 protein binding cell-matrix adhesion integrin complex

+ 37468816 37835941 protein binding cell-matrix adhesion integral to membrane
- 3564671 3651286 magnesium ion bindicell-matrix adhesion integral to membrane
+ 30391571 30442006 magnesium ion bindicell motility integral to membrane
+ 31178811 31251691 magnesium ion bindicell-matrix adhesion integral to membrane
+ 31274009 31301819 magnesium ion bindicell-matrix adhesion integral to membrane
- 33229325 33287204 protein binding cell-matrix adhesion integral to membrane
- 45130313 45165232 protein binding antimicrobial humoraintegral to membrane
+ 42686206 42745076 protein binding blood coagulation integrin complex
- 63618482 63700856 protein C-terminus b apoptosis cytoplasm
+ 71229110 71265493 protein binding cell-matrix adhesion integral to membrane
- 125964485 126088834 protein binding cell-matrix adhesion integral to membrane

- 104679120 104706206 Notch binding Notch signaling path integral to plasma me
- 87393064 87476713 growth factor activity cell adhesion integral to membrane
- 10633038 10643431 sugar binding antimicrobial humoraplasma membrane
- 10451249 10453623 protein binding antimicrobial humoraintegral to membrane
+ 10351683 10359227 receptor activity antimicrobial humoraintegral to membrane



+ 9871343 9888868 MHC class I recepto antimicrobial humoraintegral to plasma me
- 221895939 221922519 DNA binding integral to membrane
+ 127475281 127491632 hormone activity cell-cell signaling extracellular space
+ 36396142 36400307 signal transducer actapoptosis
- 74478931 74487656 protein binding cell adhesion extracellular matrix (s
+ 22982362 23000706 galactose binding positive regulation of I-kappaB kinase/NF-
- 54211048 54212159 hormone activity cell-cell signaling extracellular region
+ 9713591 9738991 sugar binding antimicrobial humoraintegral to plasma me
- 140822727 142723002 calcium ion binding protein transport integral to membrane
- 169810367 170044520 calcium ion binding lipid metabolism coated pit
- 12164957 12311013 protein binding Wnt receptor signalinintegral to membrane
- 53423232 53505842 apolipoprotein E rececytokine and chemokintegral to membrane
- 3551263 3571113 asialoglycoprotein re cell proliferation endoplasmic reticulu
+ 1830882 1870068 actin binding cell motility actin cytoskeleton
+ 31648071 31650077 tumor necrosis facto cell-cell signaling membrane
- 31656313 31658181 tumor necrosis facto cell-cell signaling integral to membrane
+ 45790911 45827562 calcium ion binding cell growth extracellular matrix (s
+ 6363617 6370993 protein binding apoptosis integral to membrane
- 66513871 66528368 protein binding inflammatory respon integral to membrane
+ 64781723 64861380 protein binding regulation of transcri intracellular
+ 46359859 46361950 cytokine activity adrenal gland develoextracellular space
+ 45973217 45975236 growth factor activity cell proliferation extracellular space
+ calcium ion binding pinocytosis integral to plasma me
+ 38155156 38159514 death receptor bindincell surface receptor membrane
+ 138063770 138150665 cytoskeletal adaptor T cell activation cytoplasm
+ 105930019 105968255 cytoskeletal adaptor T cell activation cytoplasm
- 43564279 43589004 growth factor activity cell proliferation extracellular space
- 115540580 115592899 growth factor activity cell-cell signaling
- 82999365 83002806 hormone activity cell-cell signaling soluble fraction
- 56302325 56343393 receptor binding digestion
- 222431037 222435655 cytokine activity cell growth
+ 18085619 18086848 protein binding cell adhesion integral to plasma me
+ 120497881 120505776 growth factor activity regulation of cell growextracellular region
- 11840041 11842101 hormone activity physiological processextracellular region
- 11851789 11853254 diuretic hormone act cell surface receptor extracellular space
+ 64563058 64584789 receptor activity
+ 5473526 5474725 growth factor activity anti-apoptosis
- 54256210 54258937 growth factor activity
+ 84770542 84779231 neuropeptide hormonsignal transduction extracellular region
+ 60906621 60915796 opioid receptor activi regulation of cell growmembrane
- 10202168 10216004 receptor activity circulation integral to plasma me
- 131793290 132318247 opioid receptor activicell adhesion integral to plasma me
- 28983374 28987394 cytokine activity cell proliferation extracellular space

- 37944218 37965490 growth factor activity cell proliferation extracellular region
- 57516069 57521143 neuropeptide hormoncell-cell signaling soluble fraction
- 75211830 75212712 chemokine activity cytokine and chemokextracellular region
- 74478292 74492044 growth factor activity angiogenesis membrane
- 129548903 129566553 receptor activity integral to membrane
- 79707001 79844708 DNA binding cell cycle nucleus
- 48420266 48441746 semaphorin receptorcell migration integral to plasma me



+ 93044966 93201693 receptor activity cell adhesion integral to membrane
- 101092705 101094069 melanin-concentratincell differentiation extracellular region
- 25295438 25303103 hormone activity cell-cell signaling extracellular region
- 22395458 22405709 hormone activity cell proliferation extracellular space
+ 110705828 110712021 growth factor activity cell proliferation
- 6326304 6326860 growth factor activity central nervous system development
- 28006520 28016183 hormone activity cAMP metabolism cytoplasm
- 119040666 119104645 coreceptor activity cell-cell adhesion adherens junction
- 6944777 6950152 estrogen receptor binDNA metabolism cellular component u
- 5324968 5329873 hormone activity physiological processextracellular space
- 5289867 5294580 hormone activity physiological processextracellular region
- 150320148 150321576 calcium ion binding axonogenesis nuclear membrane
+ 150143402 150146572 calcium ion binding cell-cell signaling extracellular space
+ 55918416 55920791 growth factor activity positive regulation ofextracellular region
+ 107595278 107627176 cytokine activity cell-cell signaling extracellular space
- 107518538 107530035 bacterial binding cell adhesion integral to plasma me
- 157392961 157429942 antigen binding antimicrobial humoracell surface
+ 92466065 92472446 JAK pathway signal tJAK-STAT cascade cytoplasm

binding cellular defense respintegral to plasma me
- 125638042 125643960 GTP binding SRP-dependent cotr endoplasmic reticulu
- 105570642 105670344 low-density lipoprote endocytosis coated pit
+ 97006025 97014433 neuropeptide hormoncell-cell signaling extracellular space
- 55690052 55696554 receptor binding neuropeptide signalinextracellular space
+ 46594216 46598954 growth factor activity activation of MAPK cell surface
+ 133948386 134216323 hormone activity signal transduction extracellular region
- 46528067 46551628
- 75494194 75517242 growth factor activity cell growth
+ 135392596 135427406 integrin binding cell adhesion extracellular matrix (s
- 91860003 92083580 glycosaminoglycan bdevelopment integral to membrane
- 22974270 22978301 calcium ion binding blood coagulation integral to plasma me
+ 154966670 154984135 Gram-positive bacterinduction of apoptosicell surface
+ 12684414 12700079 Toll binding I-kappaB kinase/NF- integral to membrane
+ 31651328 31654091 tumor necrosis facto anti-apoptosis integral to membrane
- 120004977 120033492 cytokine activity apoptosis extracellular region
+ 3010360 3012382 protein binding angiogenesis integral to membrane
- 2521454 2528915 receptor activity apoptosis integral to plasma me
- 1178811 1182012 receptor activity anti-apoptosis integral to membrane
+ 23051638 23141412 receptor activity JNK cascade integral to membrane
- 6308184 6321522 enzyme binding apoptosis extracellular region
+ 12161325 12203542 receptor activity apoptosis integral to membrane
- 6455481 6460521 protein binding apoptosis cytosol
- 1186629 1189435 receptor activity immune response integral to plasma me
- 173706166 173723971 tumor necrosis facto apoptosis integral to plasma me
+ 42046297 42080148 receptor activity cell differentiation extracellular region
+ 7393098 7401930 tumor necrosis facto immune response integral to membrane
+ 7402339 7405641 tumor necrosis facto immune response integral to membrane
+ 107719977 107757366 tumor necrosis facto cell proliferation integral to plasma me
- 114631165 114647962 tumor necrosis facto immune response integral to membrane
- 169742107 169751713 tumor necrosis facto anti-apoptosis integral to membrane
- 169884527 169908128 tumor necrosis facto cell-cell signaling integral to plasma me
+ 135455888 135468068 CD40 receptor bindinB cell proliferation integral to plasma me



+ 169359841 169367667 tumor necrosis facto apoptosis extracellular region
- 6536850 6542163 tumor necrosis facto apoptosis integral to plasma me
- 114744677 114772324 tumor necrosis facto cell proliferation integral to plasma me
+ 6482036 6486933 tumor necrosis facto apoptosis integral to plasma me
- 46294587 46296412 SH3/SH2 adaptor acnegative regulation of cell proliferation
- 1252176 1287415 Toll binding cell-cell signaling cytoplasm
- 24211955 24219379 oxidoreductase activ induction of apoptosicellular component u
- 3648039 3707514 ATP binding protein folding mitochondrion
+ 131176260 131179478 neuropeptide hormoncell-cell signaling extracellular region
+ 100109695 100115726 protein binding biological process uncellular component u
- 64597126 64698953 receptor activity regulation of transcri intracellular
- 27441915 27442781 neuropeptide hormonG-protein coupled re extracellular region
+ 43845923 43860314 extracellular matrix bangiogenesis extracellular matrix (s
+ 63758841 63762834 growth factor activity cell proliferation extracellular region
- 177979839 178089044 growth factor activity angiogenesis membrane
- 100399231 100402287 growth factor activity biological process uncellular component u
+ 112481970 112497584 growth factor activity cell-cell signaling extracellular region
- 13835082 13896619 receptor binding cell-cell signaling extracellular region
+ 165277513 165282973 chemokine activity antimicrobial humoraextracellular region
- 165241660 165244880 chemokine activity cell-cell signaling extracellular region
- 65598503 65618894 protein binding activation of NF-kappintegral to membrane
+ 75671518 75716038 coreceptor activity binding of sperm to zextracellular matrix (s
+ 237260442 237272991 G-protein coupled re G-protein coupled re integral to membrane
- 21849374 21980875 ATP binding potassium ion transpintegral to membrane
- 202067436 202141760 intracellular transpor neurotransmitter trancytoplasm
- 34860876 34881477 lipid binding inflammatory respon extracellular region
- 50626734 50648497 potassium channel repositive regulation of gluconeogenesis
- 175438113 175454677 acetylcholine receptoion transport integral to membrane
- 3643393 3649190 extracellular ligand-gion transport integral to membrane
- 27374181 27392675 acetylcholine receptoion transport integral to membrane
- 76674706 76700377 acetylcholine receptoion transport integral to membrane
- 61446464 61463192 acetylcholine receptoion transport integral to membrane
+ 76644960 76673513 acetylcholine receptoion transport integral to membrane
- 42726936 42742776 acetylcholine receptoion transport integral to membrane
+ 30110017 30248525 acetylcholine receptoactivation of MAPK integral to membrane
+ 40178396 40197901 extracellular ligand-gion transport integral to membrane
+ 7289129 7301656 acetylcholine receptocation transport integral to plasma me
+ 151353329 151362156 acetylcholine receptoion transport integral to membrane
+ 42671718 42711366 channel or pore classion transport integral to membrane
+ 233216426 233225710 acetylcholine receptoion transport integral to membrane
- 4741839 4747148 acetylcholine receptoion transport nicotinic acetylcholine
- 16906543 17211796 calcium ion binding cobalamin transport membrane
+ 161206982 161258990 GABA-A receptor ac chloride transport integral to plasma me
- 46092633 46232873 GABA-A receptor ac chloride transport integral to plasma me
- 151007096 151290398 GABA-A receptor ac chloride transport integral to plasma me
- 46761846 46836508 GABA-A receptor ac chloride transport integral to membrane
+ 24663150 24679797 GABA-A receptor ac chloride transport integral to plasma me
+ 161045547 161061697 GABA-A receptor ac chloride transport integral to plasma me
+ 46874506 47269373 GABA-A receptor ac ion transport integral to plasma me
- 160653448 160907708 GABA-A receptor ac gamma-aminobutyricintegral to plasma me
- 24342555 24569344 GABA-A receptor ac ion transport integral to plasma me



+ 1983004 1994352 GABA-A receptor ac ion transport integral to plasma me
- 150792163 150813719 GABA-A receptor ac gamma-aminobutyricintegral to membrane
- 45883171 45966946 GABA-A receptor ac chloride transport integral to membrane
+ 161427294 161515106 GABA-A receptor ac chloride transport integral to membrane
+ GABA-A receptor ac chloride transport integral to membrane
+ 170143342 170173626 GABA-A receptor ac ion transport integral to membrane
+ 151477204 151492393 GABA-A receptor ac ion transport integral to plasma me
- 89944690 89983779 GABA-A receptor ac gamma-aminobutyricintegral to plasma me
- 90023957 90081673 GABA-A receptor ac ion transport integral to plasma me
- 151182360 151284596 GABA-A receptor ac cell surface receptor integral to plasma me
+ 14307306 14509586 GABA-A receptor ac cell surface receptor integral to plasma me
- 175938939 176125108 GABA-A receptor ac chloride transport glycine-gated chlorid
+ 137308678 137339044 N-methyl-D-aspartatecalcium ion homeostN-methyl-D-aspartate
- 9762922 10184112 N-methyl-D-aspartateglutamate signaling pintegral to plasma me
- 13605410 14024319 N-methyl-D-aspartateglutamate signaling pintegral to plasma me
+ 53589943 53639205 N-methyl-D-aspartateion transport integral to plasma me
+ 185253536 185261161 extracellular ligand-gion transport integral to membrane
- 10804114 10807983 protein carrier activitycell-cell signaling integral to membrane
- 6275509 6296940 KDEL sequence bindintracellular protein t Golgi apparatus
+ 11061131 11105490 calcium ion binding O-linked glycosylatio coated pit
+ 55808548 55893390 calcium ion binding cell proliferation coated pit
- 3746633 3766709 ATP binding apoptosis integral to plasma me
+ 131805752 131809322 ATP binding ion transport integral to membrane
+ 56862524 56894125 ATP binding ion transport integral to membrane
+ 120110383 120134627 ATP binding ion transport integral to membrane
+ 120033397 120086591 ATP binding ion transport integral to plasma me
+ 137185415 137276752 peroxisome targetingprotein transport peroxisome
+ 7234223 7255342 binding protein transport peroxisomal membra
+ 233531742 234322694 calcium ion binding calcium ion homeost integral to plasma me
+ 31390468 31945594 calcium ion binding calcium ion homeost integral to plasma me
- 108323410 108914282 neuropeptide receptointracellular protein t integral to membrane
+ 7312543 7862634 neuropeptide receptointracellular protein t integral to membrane
+ 106390848 107014983 neuropeptide receptointracellular protein t integral to membrane
+ 31916618 31925775 thyroid hormone receregulation of transcri intracellular
- 142122103 142147742 calcium channel activcalcium ion transportintegral to plasma me
- 142085796 142100314 DNA binding calcium ion transportintegral to plasma me
+ 2611802 2644478 calcium ion binding cholesterol metaboliscoated pit
+ 6424326 6431144 DNA binding B cell proliferation extracellular region
+ 152220799 152516520 DNA binding cell growth chromatin remodeling
+ 17111485 17158632 ligand-dependent nu apoptosis nucleus
+ 67007096 67015150 binding protein folding cytoplasm
+ 66546894 66727140 androgen binding cell proliferation nucleus
- 147595258 147662259 aryl hydrocarbon rec protein-nucleus imponucleus
+ 78483888 78677327 aryl hydrocarbon rec central nervous systenucleus
+ 13255925 13365386 signal transducer actcircadian rhythm nucleus
+ 27377254 27464733 signal transducer actentrainment of circadnucleus
- 120725831 120761139 coreceptor activity T cell activation integral to membrane
+ 123279439 123322672 coreceptor activity T cell activation integral to membrane
- 56139587 56253925 signal transducer actcircadian rhythm nucleus
- 17131110 17148758 protein binding carbohydrate metaboCCR4-NOT complex
+ 55185069 55248705 cytokine binding JAK-STAT cascade integral to membrane



- 40263811 40351037 RNA polymerase II trandrogen receptor simediator complex
+ 93157095 93186102 RNA polymerase II trandrogen receptor simediator complex
- 16547837 16599754 receptor activity defense response nucleus
- 156498016 156502453 receptor activity positive regulation ofnucleus
+ 46436213 46525486 RNA polymerase II trangiogenesis nucleus
- 38675670 38955488 signal transducer actcell proliferation nucleus
- 63769607 63830831 estrogen receptor accell-cell signaling nucleus
+ 63829619 63840786 steroid binding regulation of transcri nucleus
+ 75907478 76036961 catalytic activity regulation of transcri nucleus
- 213064982 213285202 AF-2 domain bindingdevelopment nucleus
+ 61231991 61284729 RNA polymerase II trelectron transport nucleus
+ 51493498 51538530 signal transducer actregulation of transcri nucleus
+ 34312627 34321986 AT DNA binding DNA unwinding chromatin
+ 76614757 76641623 steroid binding regulation of transcri nucleus
- 239613771 239714664 nucleus
+ 24719054 24903036 acyltransferase activ regulation of transcri nucleus
- 71186820 71478574 signal transducer actregulation of transcri nucleus
- 32766238 32877094 chromatin binding DNA recombination nucleus
+ 44082454 44091373 receptor activity signal transduction nucleus
- 136664733 136716075 calcium ion binding Notch signaling path integral to membrane
- 120166219 120324318 calcium ion binding Notch signaling path cell surface
- 15131444 15172792 calcium ion binding Notch signaling path integral to membrane
- 32270598 32299822 calcium ion binding Notch signaling path cell surface
+ 52215982 52240856 signal transducer actcentral nervous systenucleus
- 30082242 30087149 steroid hormone receregulation of transcri nucleus
- 26922120 26924602 steroid hormone rececholesterol metabolisnucleus
- 35502566 35510499 steroid hormone receregulation of transcri nucleus
+ 23961809 23996240 ligand-dependent nu regulation of transcri nucleus
+ 55571549 55578051 steroid hormone receregulation of transcri nucleus
+ 47237308 47246972 steroid hormone receregulation of transcri nucleus
+ 99370146 99460111 steroid hormone recebile acid metabolism nucleus
+ 120982020 121020021 steroid hormone receregulation of transcri nucleus
- 158012527 158021028 androgen receptor a regulation of transcri nucleus
- 93918138 93969676 steroid hormone receregulation of transcri nucleus
+ 14964239 15059854 steroid hormone receneurogenesis nucleus
+ 108593954 108616704 steroid binding development nucleus
+ 69889947 69897649 steroid binding phototransduction nucleus
+ 92946397 92955578 ligand-regulated tranregulation of transcri nucleus
+ 94674949 94683045 ligand-regulated tran lipid metabolism nucleus
- 17203693 17217151 steroid hormone receregulation of transcri nucleus
- 142639324 142763087 glucocorticoid recept inflammatory respon cytoplasm
- 149357524 149721128 steroid binding excretion nucleus
+ 50731457 50739552 ligand-dependent nu regulation of transcri nucleus
- 157006458 157014708 ligand-dependent nu antimicrobial humoranucleus
+ 99663691 99708728 binding regulation of transcri nucleus
- 124323069 124349253 steroid hormone rececell-cell signaling nucleus
+ 196728426 196878205 RNA polymerase II trmorphogenesis nucleus
- 124361959 124613130 steroid hormone rececell proliferation nucleus
- 113691170 113752728 ATP binding CTP biosynthesis nucleus
+ 149090056 149207460 AF-2 domain bindingcell glucose homeos mediator complex
- 100414312 100506465 steroid binding cell-cell signaling nucleus



- 155815438 155827692 signal transducer actnuclear mRNA splici spliceosome complex
+ 44867017 44958329 ligand-dependent nu fatty acid metabolismnucleus
- 34816379 34861030 DNA binding androgen receptor simediator complex
+ 12304423 12450847 protein binding generation of precursnucleus
+ 35740895 35767420 retinoic acid receptorregulation of transcri nucleus
+ 25444757 25614424 retinoic acid receptorregulation of transcri nucleus
- 51890620 51912247 protein binding development nucleus
+ 61020450 61061621 signal transducer actpositive regulation ofnucleus
- 65178392 65186951 protein binding anti-apoptosis nucleus
- 58576754 58707024 steroid hormone receregulation of transcri nucleus
+ 74341852 74531348 protein binding regulation of transcri nucleus
- 148591621 148617421 steroid hormone receregulation of transcri nucleus
+ 134519421 134558376 retinoid-X receptor a regulation of transcri nucleus
- 33269343 33276410 retinoid-X receptor a regulation of transcri nucleus
- 162102013 162145976 retinoid-X receptor a regulation of transcri nucleus
+ 5774817 5779335 growth factor activity MAPKKK cascade
+ 35418363 35503931 steroid hormone recegeneration of precursnucleus
- 52410066 52419049 peptidase activity negative regulation onucleus
- 110544615 110586459 ligase activity negative regulation ocytoplasm
+ 49333485 49390029 cysteine-type endopecell cycle cytoskeleton
+ 30089919 30131686 cysteine-type endopeubiquitin-dependent protein catabolism
- 239706635 240058897 histone deacetylase B cell differentiation cytoplasm
+ 48416735 48439629 actin binding cell cycle cytoplasm
- 18355301 18364845 cysteine-type endopeubiquitin cycle
+ 63510460 63522463 cysteine-type peptidaimmune response
+ 138230273 138246141 DNA binding anti-apoptosis nucleus
+ 41099856 41111373 cysteine-type endopeprotein deubiquitinat cytoplasm
+ 75021927 75078067 cysteine-type peptidaubiquitin cycle cytoplasm
- 189716556 189760178 cysteine-type peptidaubiquitin cycle cytosol
+ 62614699 62629430 cysteine-type endopeubiquitin cycle
+ 83291084 83370670 cysteine-type endopeubiquitin cycle
+ 46848567 46863981 cysteine-type endopeubiquitin cycle nucleus
- 26540437 26644029 cysteine-type endopeubiquitin cycle cellular component u
+ 180853642 180984683 cysteine-type endopeubiquitin cycle
+ 148552 202601 cysteine-type endopeubiquitin cycle
+ 60940453 61086165 cysteine-type endopeubiquitin cycle
+ 29318808 29348676 cysteine-type endopecell cycle cytoplasm
+ 17007311 17034714 cysteine-type endopeubiquitin cycle nucleus

- 118732162 118757575 cysteine-type endopeubiquitin cycle
+ 129677302 129723661 cysteine-type endopeprotein deubiquitinat cellular component u
+ 157942346 157948580 cysteine-type endopeubiquitin cycle cellular component u

cysteine-type endopeubiquitin cycle

+ 16024366 16174248 cysteine-type endopeproteolysis and peptidolysis
- 131885026 131887820 cysteine-type endopeubiquitin cycle
- 113173807 113251466 cysteine-type endopeubiquitin cycle
+ 62331822 62335106 cysteine-type endopeubiquitin cycle cellular component u
+ 61583904 61670712 cysteine-type endopeubiquitin cycle
+ 107953110 107986902 cysteine-type endopeubiquitin cycle
- 22986867 23068092 cysteine-type endopeubiquitin cycle



- 77873696 77937558 cysteine-type endopeprotein deubiquitinat VCB complex
cysteine-type endopeubiquitin cycle

- 74295143 74348457 cysteine-type endopeubiquitin-dependent protein catabolism
- 219140478 219258554 cysteine-type endopeubiquitin cycle
+ 144463702 144500244 cysteine-type endopeubiquitin cycle
- 49289997 49352519 cysteine-type endopeubiquitin cycle lysosome

- 94414016 94447695 cysteine-type endopeubiquitin cycle
- 53302137 53366368 cysteine-type endopeubiquitin cycle
+ 6831583 6846054 cysteine-type endopeubiquitin cycle lysosome
- 54996987 55014017 cysteine-type endopeubiquitin cycle nucleus
+ 4972410 5019048 cysteine-type endopeubiquitin cycle lysosome
- 8894850 8964842 cysteine-type endopeubiquitin cycle nucleus
+ 48503870 48579263 cysteine-type endopecell proliferation
+ 40739076 40848440 cysteine-type endopefemale gamete generation
+ 13251290 13410221 calcium ion binding spermatogenesis

ubiquitin-protein ligasubiquitin cycle intracellular
- 34670366 34811402 ubiquitin cycle
- 64921264 64955943 GTP binding protein ubiquitinationubiquitin ligase comp
- 215418782 215499872 ubiquitin-protein ligasprotein ubiquitinationnucleus

ATP binding chromatin assembly chromatin
+ 147833580 147935849 protein binding G1/S transition of mitotic cell cycle
- 35338813 35419300 G1/S transition of mitotic cell cycle
- 225160373 225275619 G1/S transition of mi nucleus
+ 112911150 112967400 protein binding G1/S transition of mitotic cell cycle
- 119442379 119491531 molecular function uncell cycle cellular component u

catalytic activity ubiquitin cycle intracellular
- 74643825 74646441 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 36546138 36557871 DNA binding DNA recombination nucleus
- 23133488 23204888 ligase activity brain development intracellular

+ 10158318 10168744 transcription factor b anti-apoptosis cytosol
- 146273924 146376946 protein binding G2/M transition of m anaphase-promoting
+ 170642 289578 DNA binding cell cycle nucleus
+ 54046400 54075082 ubiquitin-protein ligascell cycle ubiquitin ligase comp

+ 75735668 75779956 ubiquitin-protein ligasprotein ubiquitinationnucleus
- 124584539 124622627 ubiquitin cycle
+ 75092570 75332002 protein binding protein ubiquitinationcytoplasm
- 54166395 54265295 ligase activity protein ubiquitinationubiquitin ligase comp
- 30362479 30440407 DNA binding protein ubiquitinationubiquitin ligase comp
+ 17575542 17698625 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 10225901 10398195 ligase activity microtubule cytoskel microtubule associat
+ 60271222 60505151 ubiquitin-protein ligasDNA repair nucleus
+ 6403150 6497051 DNA binding protein modification ubiquitin ligase comp
+ 176493531 176655367 DNA binding protein ubiquitinationnucleus
- 2368404 2376172 ubiquitin-protein ligasperoxisome matrix p membrane
- 30925927 30929687 protein binding protein ubiquitinationintegral to membrane
- 78057712 78074994 ubiquitin-protein ligasperoxisome organizaintegral to membrane
- 8896560 8980146 damaged DNA bindinDNA repair nucleus
+ 24458408 24491682 nucleic acid binding protein ubiquitinationubiquitin ligase comp



+ 24095172 24101223 DNA binding apoptosis nucleus
+ 5667663 5688668 transcription corepre immune response nucleus
- 30260211 30280522 DNA binding protein ubiquitinationubiquitin ligase comp
+ 104394355 104408064 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 38293091 38358947 DNA binding cell differentiation nucleus
+ 101723175 101754610 protein binding anti-apoptosis ubiquitin ligase comp
+ 101693403 101713674 protein binding anti-apoptosis ubiquitin ligase comp
+ 122719582 122773357 caspase inhibitor act anti-apoptosis cytosol

transcription factor a DNA repair nucleus
- 47701829 47735374 transcription factor a protein ubiquitinationnucleus
+ 72074066 72122731 nucleic acid binding protein ubiquitinationnucleus
+ 33285314 33288468 transcriptional represchromatin modificationucleus
+ 2438037 2484812 transcription coactivaprotein ubiquitinationnucleus
+ 63747647 63753894 transcription corepre protein ubiquitinationnucleus
+ 116529162 116542582 ligase activity protein ubiquitinationnucleus
+ 482732 493086 ligase activity DNA replication initianucleus
+ 67488246 67520481 ligase activity negative regulation onucleolus
+ 201217222 201409318 protein binding G0 to G1 transition nucleus
- 161740081 163119211 ligase activity central nervous system development
+ 59764744 59800515 ligase activity ubiquitin cycle
+ 117735511 117775134 ubiquitin conjugating protein ubiquitinationubiquitin ligase comp
+ 77442894 77451655 contributes_to ubiqu cell cycle anaphase-promoting
+ 25055116 25096388 ubiquitin-protein ligasG2/M transition of m anaphase-promoting
- 109274668 109304152 binding cytokinesis anaphase-promoting
- 137345072 137358894 ubiquitin-protein ligasG1 phase of mitotic cell cycle
+ 70553720 70662877 enzyme binding protein ubiquitinationubiquitin ligase comp
+ 14634296 14670193 structural molecule aanti-apoptosis integral to plasma me
- 45910692 46099561 DNA binding protein ubiquitinationubiquitin ligase comp
- 58484667 58486687 ubiquitin-protein ligasanti-apoptosis ubiquitin ligase comp
+ 22650145 22660190 ubiquitin-protein ligaschromatin modificationucleus
- 38449843 38530934 DNA binding DNA damage responextracellular space
+ 103103814 103307058 ligase activity Wnt receptor signalinendoplasmic reticulu
+ 336755 359610 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 42640035 42766889 ligase activity protein ubiquitinationubiquitin ligase comp
+ 49972987 49995731
+ 89735484 89784492 ligase activity regulation of cyclin d intracellular
- 6549514 6586737 ATP binding chromatin assembly chromatin
- 132027287 132074534 ligase activity cell cycle nucleus
- 134503807 134652080 RNA binding protein ubiquitinationnucleus
- 103334744 103493671 ligase activity cell proliferation nucleus
- 69352252 69505019 ubiquitin-protein ligasubiquitin cycle intracellular
+ 66644073 66781717 DNA binding regulation of transcription, DNA-dependen
+ 33293937 33403121 protein binding proteolysis and pepti cytoplasm
- 76477396 76499258 ubiquitin-protein ligasprotein ubiquitinationnucleus
+ 135300161 135305266 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 99428321 99502570 ubiquitin cycle nucleus
- 15282422 15333282 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 145549899 145552940 ubiquitin conjugating proteolysis and peptidolysis
+ 15553304 15992900 ubiquitin-protein ligasubiquitin cycle ubiquitin ligase comp
- 65798543 65818411 ubiquitin cycle

ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp



- 47957375 48044465 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 11642715 11649005 protein binding protein catabolism
+ 73983254 74010368 ubiquitin cycle
+ 346807 409873 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 33719065 33752647 ubiquitin conjugating protein ubiquitinationubiquitin ligase comp
+ 41961112 41977427 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 153383773 153396288 ubiquitin conjugating proteolysis and peptidolysis
+ 11658446 11668673 protein binding protein catabolism
+ 31195263 31219369 ubiquitin-protein ligasubiquitin cycle ubiquitin ligase comp
+ 53043729 53070660 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 120606004 120635083
+ 21929507 21931100 GTPase activator ac intracellular signalingcellular component u
- 153601099 153631583 ubiquitin cycle nucleus
+ 115811480 115931673 ubiquitin cycle
- 1355013 1369647 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 3473953 3489325 enzyme activator act cytokinesis anaphase-promoting
- 30639074 30746274 ligase activity ubiquitin cycle intracellular
- 61687870 61913141 ARF guanyl-nucleotidubiquitin cycle Golgi apparatus
+ 32414744 32562858 ligase activity inflammatory respon nucleus

protein binding protein polyubiquitinaintracellular
+ 43124617 43376178 ligase activity ubiquitin cycle intracellular
- 45272822 45410360
- 151271316 151373637 ATP binding ATP synthesis coupl nucleus
- 53906422 54073127 ligase activity ubiquitin cycle intracellular
+ 53862777 54216369 ligase activity excretion intracellular
- 23755911 23771412 ubiquitin conjugating morphogenesis nucleus
+ 105244037 105342292 ubiquitin-protein ligasneurogenesis ubiquitin ligase comp
+ 43260026 43300302 ubiquitin-protein ligascell cycle ubiquitin ligase comp
+ 38774660 38811646 ATP binding DNA repair nucleus
- 47415890 47427306 binding protein ubiquitinationcytoskeleton
+ 39671884 39693168 ubiquitin-protein ligasprotein ubiquitinationnucleus
+ 49469143 49490604 protein binding cell cycle membrane
- 34143675 34158084 transcription factor a protein ubiquitinationnucleus
+ 125556188 125570040 receptor activity protein ubiquitinationintegral to plasma me
+ 7008120 7134905 ubiquitin-protein ligasprotein ubiquitinationnucleus
+ 23686545 23699706
+ 155932876 155969294 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 36326392 36390296 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 25684905 25694508 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 142939748 142947940 copper ion binding anti-apoptosis cytoplasm
+ 37429768 37470491 ligase activity protein ubiquitinationnucleus
- 103360413 103445006 molecular function unWnt receptor signalinubiquitin ligase comp
- 46951946 46954901 ligase activity apoptosis cytoplasm
- 133520467 133540583 ubiquitin cycle
+ 36187945 36218033 G1/S transition of mitotic cell cycle
- 150230611 150287015 ATP binding chromatin modificationucleus
- 98269714 98386374 ligase activity cell differentiation intracellular
- 59971944 60088648 ligase activity negative regulation onucleus
- 4362702 4371492 DNA binding protein ubiquitinationribonucleoprotein com
+ 670470 672747 binding protein folding cytoplasm
- 75021187 75046900 protein binding regulation of transcri nucleus



- 32530542 32542601 isomerase activity protein ubiquitinationubiquitin ligase comp
- 5432918 5594533
- 114652284 114765823 DNA binding negative regulation onucleus
- 54430348 54538649 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 49841031 49868996 ubiquitin-protein ligascell proliferation ubiquitin ligase comp
- 3036219 3088540 ubiquitin-protein ligasprotein ubiquitinationnucleus
+ 108378158 108437226 ubiquitin-protein ligasubiquitin cycle intracellular
+ 10027308 10175560
- 41024818 41185512 ligase activity ubiquitin cycle
+ 4861813 4913162 RNA polymerase II trcell proliferation ubiquitin ligase comp
+ 1861739 1911533 DNA binding morphogenesis nucleus
+ 87424109 87549292 ligase activity T cell differentiation ubiquitin ligase comp
+ 68353774 68533144 ligase activity ubiquitin cycle intracellular
- 26029782 26240845 guanyl-nucleotide ex intracellular protein t intracellular
+ 33280509 33361154 ligase activity inflammatory respon nucleus
+ 141328805 141348936 electron transporter aandrogen receptor sicytoplasm
- 151941611 151963642 ligase activity apoptosis cytoplasm
- 54952864 55016804 ligase activity ER-associated prote integral to endoplasm

binding protein ubiquitinationcytosol
+ 118582198 118675922 calcium ion binding cell surface receptor nucleus
+ 137056801 137096903 receptor activity apoptosis ubiquitin ligase comp
+ 102313568 102442381 protein binding apoptosis ubiquitin ligase comp
+ 207888434 207936679 signal transducer actapoptosis ubiquitin ligase comp
- 36467298 36488398 protein binding positive regulation ofubiquitin ligase comp
+ 111958381 111998553 Notch binding cell surface receptor cytoplasm
+ 137602333 137727585 DNA binding protein ubiquitinationintracellular
+ 55777741 55830446 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 112785527 112851103 dopamine receptor adopamine receptor, aintegral to plasma me
- 115330246 115380446 dopamine receptor aG-protein coupled re integral to membrane
+ 627304 630703 dopamine receptor aG-protein coupled re integral to membrane
- 14704204 14750353 G-protein coupled re G-protein coupled re integral to membrane
- 231798459 231815329 receptor activity G-protein signaling, cintegral to plasma me

+ 3000265 3001162 hormone activity parturition extracellular region
+ 72606991 72625041 purinergic nucleotideG-protein signaling, cintegral to plasma me
+ 12935619 12957855 metabotropic glutam G-protein coupled re integral to plasma me
- 7232802 7258434 calcium ion binding cotranslational prote endoplasmic reticulu
- 152791912 152803800 signal sequence bindcotranslational prote endoplasmic reticulu
+ 32097719 32144579 muscarinic acetylchoacetylcholine receptointegral to plasma me
+ 6237541 6249932 gastrin receptor activcell proliferation integral to plasma me
+ 56134101 56168599 G-protein coupled re neuropeptide signalinintegral to membrane

+ 95316467 95337356 receptor activity G-protein coupled re integral to membrane
- 128774612 128781978 G-protein coupled re aging integral to membrane
- 26159286 26168311 gastrin receptor activdigestion integral to plasma me
- 46363243 46364683 muscarinic acetylchoacetylcholine receptointegral to plasma me
+ 73090720 73111081 galanin receptor activdigestion integral to membrane
+ 36543888 36546002 galanin receptor activfeeding behavior integral to membrane
- 37589603 37590996 feeding behavior synaptic vesicle
+ 31753733 31761807 orexin receptor activ feeding behavior integral to plasma me



+ 55147029 55255376 neuropeptide receptofeeding behavior integral to plasma me
+ 188983087 189286156 signal transducer actapoptosis
- 100943470 101018272 signal transducer actcell differentiation nucleus
+ 36993860 37044088 signal transducer actcell differentiation nucleus
- 191659381 191704442 calcium ion binding I-kappaB kinase/NF-cytoplasm
- 55021650 55040176 calcium ion binding JAK-STAT cascade nucleus
- 191719811 191841431 calcium ion binding JAK-STAT cascade nucleus
+ 37693090 37717484 calcium ion binding JAK-STAT cascade nucleus
- 37604721 37681950 calcium ion binding JAK-STAT cascade nucleus
- 55775461 55791428 calcium ion binding intracellular signalingnucleus
+ 31392026 31396781 androgen receptor b positive regulation of intracellular
+ 35472685 35503644 steroid hormone receregulation of transcri nucleus
- 24139235 24511317 steroid hormone receperception of sound nucleus
+ 70121593 70145168 ATP binding DNA topological cha mediator complex
+ 36359138 36439250 ATP binding androgen receptor simediator complex
- 57377823 57497425 RNA polymerase II trandrogen receptor simediator complex
- 818961 844218 RNA polymerase II trandrogen receptor simediator complex
+ 946003 971158 ATP binding transcription from RNnucleus
+ 62467072 62534553 ligand-dependent nu regulation of transcri cytoplasm
- 24758184 24775094 receptor activity cell surface receptor linked signal transdu
- 46521588 46585036 steroid hormone receregulation of transcri nucleus
- 47548092 47567241 RNA polymerase II trandrogen receptor simediator complex
- 152693677 152712545 Rho GTPase activatoRho protein signal tracytoplasm
- 10915323 11443478 Rho GTPase activatoRho protein signal traactin filament
+ 47079106 47103443 GTPase activator ac Rho protein signal tracytoplasm
+ 173954999 174021965 guanyl-nucleotide ex intracellular signalingintracellular
- 11349474 11356019 erythropoietin recept signal transduction integral to plasma me
- 56587353 56615647 actin binding actin cytoskeleton or basal plasma membr
+ 41216015 41256938 protein binding Wnt receptor signalincytoskeleton
- 10566333 10602590 Notch binding Notch signaling path extracellular region
- 19103428 19116700 protein binding cell adhesion integral to membrane
+ 19931503 20297057 calcium ion binding G-protein coupled re extracellular space
- 11549957 11587730 RNA polymerase II trpositive regulation ofnucleus
+ 135496434 135546321 receptor signaling pr BMP signaling pathwintegral to membrane
- 70120709 70137137 RNA polymerase II trregulation of transcri mediator complex
+ 41450604 41485530 structural constituentmicrotubule nucleatiocentrosome
+ 108704157 108705590 protein binding cytoskeleton
- 108696425 108697765 protein binding actin cytoskeleton
+ 11071189 11078538 extracellular matrix sbone mineralization extracellular matrix (s
+ 114328473 114660871 oxidoreductase activ metabolism actin cytoskeleton
- 61458164 61570752 protein binding cytoskeletal anchorinGolgi apparatus
+ 98616979 98637053 structural constituentcell motility Arp2/3 protein compl
+ 218907625 218944576 structural constituentcell motility Arp2/3 protein compl
- 109335426 109350878 structural constituentcell motility Arp2/3 protein compl
+ 152281257 152295851 extracellular matrix sbiological process unextracellular matrix (s
+ 115758789 115795181 structural molecule abiological process uncaveolar membrane
- 191506195 191522917 protein self binding calcium-independentintegral to plasma me
+ 95002960 95029907 protein self binding calcium-independentintegral to membrane
+ 171619366 171634585 protein self binding calcium-independentintegral to membrane
+ 89677446 89689917 protein self binding calcium-independentintegral to membrane
- 36754790 36760595 protein self binding calcium-independentintegral to membrane



+ 105969778 105980236 protein self binding calcium-independentintegral to membrane
- 17885103 17887414 protein self binding calcium-independentintegral to membrane
- 116546813 116553989 structural molecule aphosphate transport collagen
- 33238446 33268223 extracellular matrix scell adhesion collagen
- 75850762 75972290 extracellular matrix scell adhesion collagen type XII
- 31786940 31838742 structural molecule acell adhesion collagen type XVI
- 105781035 105835628 structural molecule acell-matrix adhesion cytoplasm
- 45616455 45633992 extracellular matrix sepidermis developmecollagen
+ 93668523 93705195 extracellular matrix scell adhesion collagen
+ 189664604 189702978 extracellular matrix scirculation collagen
- 109599311 109757459 extracellular matrix sphosphate transport collagen
+ 109757631 109963372 extracellular matrix scell adhesion basement membrane
- 227695432 227854780 extracellular matrix slong-term strengthencollagen
+ 107489298 107746920 extracellular matrix sphosphate transport collagen
- 189722746 189869994 extracellular matrix sphosphate transport collagen
- 9931236 9982147 extracellular matrix scell adhesion collagen
- 70982947 71069494 extracellular matrix sorganogenesis collagen type IX
- 40435255 40452032 structural molecule aphosphate transport collagen type IX
+ 60918831 60942955 structural molecule aphosphate transport collagen type IX
+ 43462209 43465982 structural constituentprotein folding
- 111284559 111287683 structural constituentmuscle contraction cytoplasm
+ 24598000 24605626 structural constituentvisual perception
- 219680416 219683626 structural constituentbiological process uncellular component u
+ 23920378 23927878 structural constituentvisual perception
- 208832802 208836386 structural constituentbiological process uncellular component u
- 208818368 208820133 structural constituentbiological process uncellular component u
- 61218527 61336314 structural constituentbiological process uncellular component u
+ 152471946 152521390 structural constituentapoptosis mitochondrial ribosom
- 34603547 34610496 structural molecule acytokinesis dynactin complex
+ 7486868 7531803 structural constituentepidermis developmecell-cell adherens jun
+ 147293655 147299109 carrier activity positive regulation ofextracellular matrix (s
+ 72887168 72927681 GTP binding DNA repair cytoplasm
+ 71859495 71877571 structural constituentbone mineralization extracellular matrix (s
- 71514521 71534972 structural molecule aepidermis developmecytoskeleton

+ 67862903 67866040 DNA repair nucleus
+ 89449481 89451021 DNA repair
- 40338518 40348394 structural constituent of cytoskeleton intermediate filament
- 21894545 22009053 structural molecule acell adhesion basement membrane
- 51448206 51457372 structural molecule acytoskeleton organiz intermediate filament
- 51104120 51114373 structural molecule activity intermediate filament
- 51287621 51298610 structural molecule activity intermediate filament
- 36227895 36232373 structural constituentepidermis developmeintermediate filament
- 36271080 36276988 structural molecule avisual perception intermediate filament
- 36910759 36915391 structural constituentepidermis developmeintermediate filament
- 36992058 36996673 structural constituentepidermis developmeintermediate filament
- 36923523 36928666 structural constituentepidermis developmeintermediate filament
- 36933395 36938160 structural constituent of cytoskeleton intermediate filament
- 36285720 36295005 structural constituentbiological process unintermediate filament
- 51324609 51332226 structural constituentepidermis developmeintermediate filament
- 51469750 51476093 structural molecule acytoskeleton organiz intermediate filament



- 51486600 51494602 structural molecule acytoskeleton organiz intermediate filament
- 51194627 51200510 structural constituentepidermis developmeintermediate filament
- 51167243 51173287 structural constituentectoderm developmeintermediate filament
- 51126719 51132130 structural constituentectoderm developmeintermediate filament
- 51167243 51173240 structural constituentectoderm developmeintermediate filament
+ 50913220 50928976 structural molecule acytoskeleton organiz intermediate filament
- 51577241 51585089 structural molecule acytoskeleton organiz intermediate filament
- 36886466 36891194 structural molecule amorphogenesis intermediate filament
- 36896153 36899642 structural constituentbiological process unintermediate filament
- 107657791 107665131 ATP binding DNA recombination nucleus
- 2379164 2407958 structural molecule abiological process unintermediate filament
+ 150046475 150047671 structural constituent of cytoskeleton insoluble fraction
+ 41597132 41611109 structural molecule activity microtubule associat
+ 71438890 71538609 structural molecule activity microtubule associat
- 136705565 136913485 structural molecule aestablishment and/ormicrotubule associat
+ 41327623 41458611 structural constituentapoptosis axon
- 20113441 20134083 collagen binding extracellular matrix oextracellular matrix (s
- 72820710 72857962 structural constituentcentral nervous system development
- 55131148 55134709 structural constituentcell-cell signaling gap junction
- 158087599 158092817 structural molecule ahomophilic cell adhe integral to membrane
- 121477264 121526828 structural constituentprotein biosynthesis mitochondrial large ri
- 357396 360541 structural constituent of ribosome mitochondrion
+ 42745178 42750691 structural constituent of ribosome mitochondrion
+ 86811687 86822499 structural constituentprotein biosynthesis mitochondrion
+ 8865583 9084078 structural molecule aapoptosis extracellular matrix (s
+ 2461500 2464147 structural molecule aaxon guidance extracellular matrix (s
- 94554050 94687004 structural molecule activity extracellular matrix (s
- 71391566 71469209 structural molecule amitotic anaphase nucleus
+ 38714150 38721178 structural molecule acell adhesion intercellular junction
+ 35075124 35076333 structural constituentprotein complex assecytoplasm
+ 120478584 120566725 extracellular matrix scell-matrix adhesion extracellular matrix (s
+ 18543667 18547050 structural constituentprotein biosynthesis nucleus
- 212735682 212985133 structural molecule acell adhesion basal lamina
+ 75427886 75549775 actin binding cell adhesion actin cytoskeleton
- 68410792 68515709 actin binding actin cytoskeleton
+ 233175848 233253281 actin binding actin filament
+ 66070966 66087373 actin binding actin filament
+ 43830166 43913010 actin binding actin filament bundleactin cytoskeleton
+ 2882589 2968792 actin binding cytoskeleton organiz actin cytoskeleton
+ 111757707 111885313 calmodulin binding cytoskeleton
+ 151894586 151990104 actin filament bindingactin filament polymecytoskeleton
- 18331972 18378863 protein binding cell adhesion cytoskeleton
- 39062765 39278300 protein binding cell adhesion integral to membrane
+ 35614068 35718155 GTP binding cell cycle actin cytoskeleton
+ 145251476 147555734 protein binding cell adhesion integral to membrane
- 103055015 103286073 extracellular matrix scartilage condensatiocollagen

+ 45699851 45758061 extracellular matrix scell adhesion collagen
+ 70633168 70978881 extracellular matrix scell adhesion collagen
- 107204990 107488856 extracellular matrix scell adhesion basement membrane
+ 134759596 134960684 extracellular matrix scell adhesion collagen



+ 46226095 46249390 extracellular matrix scell adhesion collagen
+ 46342469 46377189 extracellular matrix scell-cell adhesion collagen
- 36229938 36234943 extracellular matrix scell-cell adhesion basement membrane
- 18754583 18763114 calcium ion binding cell adhesion extracellular matrix (s
+ 30102448 30107898 actin binding cell motility actin cytoskeleton
+ 193969064 194179241 calcium ion binding cell adhesion
+ 79790330 80787472 cadherin binding cell adhesion actin cytoskeleton
- 11024951 11957110 protein binding cell adhesion cytoplasm
- 30897001 33117383 actin binding muscle contraction cytoskeleton
+ 100281129 100322062 calcium ion binding central nervous systecytoskeleton
+ 29034243 29267574 actin binding circulation cytoplasm
+ 34206075 34284135 actin binding cortical actin cytoskecytoplasm
- 41276719 41300773 ATP binding cellular morphogene cytoskeleton
- 187884097 188020136 calcium ion binding cell adhesion integral to plasma me
- 150863846 150928698 calcium ion binding cell adhesion integral to membrane
- 64644678 64646234 structural constituentprotein biosynthesis ribosome
+ 44219255 44279778 calcium ion binding chitin metabolism extracellular matrix (s
- 46489478 46724391 calcium ion binding development extracellular matrix (s
- 127621627 127901195 calcium ion binding morphogenesis extracellular matrix (s
- 216050686 216126297 collagen binding acute-phase responsextracellular matrix (s
- 6931887 7107813 protein binding development basement membrane
+ 19707003 19789025 protein binding epidermis developmebasement membrane
- 107158213 107237755 protein binding cell adhesion basement membrane
- 49133551 49145603 protein binding cell adhesion basal lamina
- 206176639 206214152 protein binding cell adhesion basement membrane
+ 179724209 179846384 protein binding cell adhesion basement membrane
+ 179887055 179945696 heparin binding cell adhesion basement membrane
+ 130914057 130997000 protein binding cell adhesion basement membrane
+ 18069715 18087963 protein binding cortical actin cytoskecortical actin cytoske
+ 152897570 152922944 protein binding muscle developmentintermediate filament
- 89999795 90007762 collagen binding collagen fibril organizextracellular matrix (s
+ 210269908 210421484 calmodulin binding negative regulation ocytoskeleton
- 30855088 30865980 collagen binding cartilage condensatioextracellular matrix (s
+ 138657253 138694023 RNA binding nuclear inner membr
- 14926093 14930095 calcium ion binding cartilage condensatioextracellular matrix (s
+ 79141079 79231116 RNA binding protein biosynthesis intracellular
- 47309526 47330798 actin binding cell adhesion actin cytoskeleton
+ 42641712 42656044 calcium ion binding muscle developmentmuscle myosin
- 152167362 152416454 actin binding regulation of actin filaactin cytoskeleton
+ 28200772 28211829 DNA binding neurogenesis axon
+ 28324118 28419137 binding cell cycle cytoplasm
- 40394442 40402956 RNA binding nuclear mRNA splici nucleolus
- 232466151 232554503 calcium ion binding cell-matrix adhesion basement membrane
- 110237280 110319969 protein domain spec actin cytoskeleton or membrane
- 5857135 5986797 protein binding actin cytoskeleton or membrane
+ 197984236 198031073 intermediate filamen cell adhesion cytoskeleton
- 32835054 32940957 protein binding cell-cell adhesion cytoskeleton
+ 384225 394909 protein binding cell adhesion cytoskeleton
+ 159139116 159362848 protein binding cell adhesion cytoskeleton
- 145061308 145121531 actin binding cytoskeletal anchorincytoskeleton
- 109605381 109655644 actin binding cytoskeletal anchorinactin cytoskeleton



- 1952062 1954630 RNA binding protein biosynthesis cytosolic small riboso
+ 60395554 60396970 structural constituentcell differentiation intracellular
+ 74788221 74794380 RNA binding protein biosynthesis cytosolic small riboso
+ 63590466 63597982 RNA binding protein biosynthesis cytosolic small riboso
+ 22465406 22488957 protein binding cell adhesion actin cytoskeleton
- 168025856 168660554 calcium ion binding cell adhesion extracellular space
+ 29801858 29825163 actin binding muscle developmentactin cytoskeleton
- 64302870 64416308 actin binding cytoskeleton
+ 71042445 71048921 extracellular matrix cnegative regulation oextracellular region
- 169433507 169471769 calcium ion binding cell adhesion extracellular matrix (s
+ 79366746 79414861 calcium ion binding cell adhesion extracellular matrix (s
+ 61121940 61145344 actin binding muscle developmentcytoskeleton
- 35672922 35680053 actin binding muscle developmentcytoskeleton
+ 16048324 16074408 actin binding muscle developmentcytoskeleton
+ 137231472 137251440 actin binding muscle contraction actin cytoskeleton
- 112187328 112290482 gamma-tubulin bindi microtubule nucleatiocentriole
+ 144654657 145209657 actin binding muscle contraction cytoskeleton
+ 17311308 17319594 protein binding biological process uncytoplasm
+ 227854785 228005012 extracellular matrix scaspase activation collagen
- 238014660 238104820 protein binding cell adhesion collagen type VI
- 48576509 48607689 protein binding cell adhesion basement membrane
- 8306650 8509963 extracellular matrix saxon guidance extracellular matrix (s
- 95074646 95175395 calcium ion binding blood coagulation extracellular region
+ 37660571 37676959 calcium ion binding blood coagulation extracellular region
+ 104957410 105008100 transcription factor a regulation of transcri nucleus
- 137869686 137906802 protein binding protein biosynthesis cytoplasm
- 93160395 93164716 extracellular matrix sblood coagulation extracellular matrix (s
+ 191588542 191611035 magnesium ion bindiexcretion integral to membrane
- 75217792 75218935 chemokine activity cell proliferation extracellular region
- 40995821 40997111 transcription regulatoregulation of transcri nucleus
+ 68958178 69033960 RNA polymerase II trregulation of global t nucleus
+ 85633462 85667426 transcriptional represnegative regulation onucleus
- 32597864 32676119 transcriptional activa chromatin modificationucleus
- 89030637 89069241 general RNA polymeregulation of transcri nucleus
+ 121952058 121984605 general RNA polymeregulation of transcri nucleus
- 30555574 30635274 general RNA polymeregulation of transcri nucleus
+ 146760548 146836836 receptor signaling pr BMP signaling pathwintegral to membrane
- 41629900 41774297 cytoskeletal adaptor cytoskeleton organiz actin cytoskeleton
- 44836418 44847241 transcriptional activa DNA metabolism integral to plasma me
- 44905427 45453553 RNA polymerase II trregulation of cell cyc nucleus
- 219120060 219151650 RNA polymerase I tratranscription from RNmembrane
- 82768961 82778163 RNA polymerase I tratranscription from RNA polymerase I prom
- 14762018 14924876 inorganic diphosphatlocomotory behavior integral to membrane
+ 30938405 31077541 intracellular protein t clathrin coat of trans-
- 77333906 77626284 binding endocytosis Golgi apparatus
+ 50109797 50114437 lipid transporter activlipid metabolism extracellular region
+ 50137334 50140591 lipid transporter activlipid metabolism
+ 31731649 31733965 lipid transporter activgeneration of precursintegral to plasma me
+ 30724707 30738371 water transporter actexcretion integral to plasma me
+ 48630795 48638929 transporter activity excretion integral to plasma me
- 33431161 33437590 transporter activity excretion integral to plasma me



- 22686007 22699699 water channel activit excretion integral to plasma me
+ 48641545 48645227 transporter activity excretion integral to plasma me
+ 48652891 48657189 transporter activity excretion integral to membrane
- 33374947 33392517 glycerol channel activexcretion integral to plasma me
- 137848294 137940181 hydrogen ion transpoion transport hydrogen-translocatin
- 81224068 81717456 calcium channel activcalcium ion transportintegral to membrane
- 41710065 41728331 cation channel activitcation transport membrane
+ 77021914 77229553 intracellular transpor Golgi to endosome trintracellular
+ 86601845 86633961 voltage-gated chloridchloride transport integral to plasma me
+ 142530055 142565934 voltage-gated chloridchloride transport integral to plasma me
- 185547095 185561969 voltage-gated chloridchloride transport integral to plasma me
+ 49537191 49560557 voltage-gated chloridchloride transport integral to plasma me
- 1435345 1465013 voltage-gated chloridchloride transport integral to plasma me
+ 16094415 16105850 voltage-gated chloridchloride transport integral to plasma me
+ 24817153 24916064 voltage-gated chloridchloride transport membrane
- 45977485 46091545 chloride transporter achloride transport Golgi apparatus
- 69071977 69114935 protein transport Golgi apparatus
+ 88169676 88191155 transporter activity lipid metabolism
+ 3486764 3511581 L-cystine transporter L-cystine transport integral to membrane
- 134934273 134942868 chemokine activity cell-cell signaling extracellular region
- 129799028 129848691 protein transporter a ectoderm developmeintegral to membrane
- 74295690 74390784 electron carrier activ electron transport mitochondrial matrix
- 56540236 56561418 electron carrier activ electron transport mitochondrial matrix
+ 40322231 40325794 chloride channel acti chloride transport integral to plasma me
+ 74157749 74169279 GABA receptor bindi protein targeting Golgi apparatus
+ 34927714 34930439 connexon channel accell communication connexon complex
- 40237520 40238711 connexon channel accell communication connexon complex
+ 70226096 70228065 connexon channel accell-cell signaling connexon complex
- 19659608 19665037 connexon channel accell-cell signaling connexon complex
+ 34918323 34921942 connexon channel accell communication connexon complex
+ 34895870 34897020 connexon channel accell communication connexon complex
+ 34889813 34893205 connexon channel accell communication connexon complex
- 19694101 19703067 connexon channel accell communication connexon complex
- 5203271 5204877 heme binding oxygen transport hemoglobin complex
- 5226077 5227663 oxygen binding oxygen transport hemoglobin complex
+ 4890805 4892293 delayed rectifier potacation transport integral to membrane
- 110926351 110929697 delayed rectifier potacation transport integral to membrane
+ 6020645 6094789 ion channel activity ion transport cytoplasm
- 7766751 7773478 oxidoreductase activ ion transport cytoplasm
- 48574886 48584499 voltage-gated potasscation transport integral to membrane
+ 119507672 119984338 protein binding cation transport dendritic spine
- 112030495 112243819 A-type (transient outwcation transport integral to membrane
- 34743412 34743820 delayed rectifier potaion transport integral to membrane
- 73843805 73850798 voltage-gated potassion transport integral to membrane
+ 58954426 58977351 signal transducer actcation transport integral to membrane
- 17364788 17366737 ATP-activated inwardion transport integral to plasma me
+ 65677270 65687776 inward rectifier potasion transport integral to membrane
- 21809155 21819014 ATP-activated inwardion transport integral to membrane
+ 89597860 89721948 potassium channel aion transport integral to membrane
+ 26827269 26864354 potassium channel aion transport integral to plasma me
- 140693985 140784481 potassium channel aion transport integral to membrane



+ 2422796 2826915
- 61502010 61574437 voltage-gated potasscation transport integral to membrane
- 133210437 133562186 voltage-gated potasscation transport integral to membrane
+ 40918776 40973453 voltage-gated potasscation transport membrane

calcium ion binding ion transport integral to membrane
+ 2707525 2719757 voltage-gated potasscation transport integral to membrane
- 161700663 161766078 binding NLS-bearing substranucleus
+ 32242749 32307867 protein transporter a NLS-bearing substrate-nucleus import
+ 7493511 7504864 cation channel activitcalcium ion transportintegral to plasma me
- 85195786 85226190 cation channel activitcation transport integral to membrane
- 48800276 48826371 ion channel activity ion transport integral to membrane
+ 15442100 15666364 electron transporter aelectron transport integral to membrane
- 23303165 23350081 binding intracellular protein t Golgi apparatus
- 180256354 180291668 binding cellular defense respcytosol
- 3652816 3775353 protein binding DNA replication nuclear pore
+ 23279372 23283408 protein transporter a protein transport cytoplasm
+ 61156520 61188042 peroxisome matrix p integral to membrane
- 203490266 203508202 protein transporter a protein secretion integral to plasma me
+ 15731669 15733523 ion channel inhibitor transport
+ 77692109 77810634 post-Golgi transport integral to membrane
- 152038843 152045268 post-Golgi transport integral to membrane
- 166673232 166755638 cation channel activitcation transport integral to membrane
+ 40213373 40223192 ion channel activity ion transport integral to membrane
+ 165976098 166072046 cation channel activitcation transport membrane
- 165769546 165886060 cation channel activitcation transport integral to membrane
- 59369645 59404010 cation channel activitcation transport membrane
- 38564557 38666167 cation channel activitcation transport integral to membrane
- 6326275 6354976 amiloride-sensitive s excretion integral to plasma me
+ 23221140 23300117 amiloride-sensitive s excretion integral to plasma me
+ 23101540 23135701 amiloride-sensitive s excretion integral to plasma me
- 69312304 69333707 bile acid:sodium symion transport integral to plasma me
- 102494350 102517197 bile acid:sodium symion transport integral to plasma me
+ 219072421 219086002 transporter activity iron ion transport integral to plasma me
- 49666043 49706409 iron ion transporter airon ion transport integral to plasma me
+ 46287189 46382417 amino acid-polyaminamino acid transport integral to membrane
+ 127447381 127553278 amino acid-polyaminamino acid transport integral to plasma me
- 32312957 32398222 amino acid-polyaminamino acid transport integral to plasma me
+ 41558156 41585297 urea transporter activtransport integral to plasma me
+ 41448763 41517056 urea transporter activtransport integral to membrane
- 113166895 113210847 mevalonate transpor mevalonate transpor integral to membrane
- 74359823 74420411 hydrogen:sugar sym anion transport integral to plasma me
+ 4480439 4577258 L-glutamate transporL-glutamate transporintegral to plasma me
+ 64114857 64126396 transporter activity transport integral to membrane
+ 131733342 131759202 ATP binding carnitine transport integral to membrane
+ 149320638 149347155 sulfate porter activitysulfate transport integral to plasma me
+ 106895030 106952201 chloride transporter aperception of sound integral to membrane
- 43060611 43093594 glucose transporter acarbohydrate transpointegral to membrane
- 172196838 172227470 glucose transporter acarbohydrate metabointegral to plasma me
- 7963093 7980138 glucose transporter acarbohydrate metabointegral to membrane
+ 7125834 7131125 glucose transporter acarbohydrate metabointegral to plasma me



- 9031272 9063936 fructose transporter acarbohydrate metabointegral to membrane
+ 127239018 127249715 glucose transporter acarbohydrate metabointegral to membrane
- 9504117 9699383 sugar porter activity carbohydrate transpointegral to membrane
- 27389091 27397598 cation transporter ac cation transport endosome
- 145608606 145612704 metal ion transportermetal ion transport integral to membrane
- 39682565 39700993 anion transporter actanion transport integral to plasma me
+ 220318208 220332189 antiporter activity anion transport integral to membrane
+ 72569851 72802834 inorganic anion exchanion transport integral to membrane
+ 30763812 30831199 glucose:sodium sym ion transport integral to plasma me
+ 31401939 31409590 low-affinity glucose:scarbohydrate metabointegral to membrane
+ 17843781 17865897 iodide transporter ac ion transport integral to membrane
+ 54248058 54293992 neurotransmitter:sodneurotransmitter tranintegral to plasma me
- 25549031 25586831 serotonin transporterneurotransmitter uptaintegral to plasma me
+ 152474238 152482887 creatine:sodium symion transport integral to plasma me
- 22312273 22354852 amino acid-polyaminamino acid metabolisintegral to membrane
- 38013260 38052488 L-cystine transporter amino acid metabolisintegral to plasma me
- 21319112 21368856 organic anion transp ion transport integral to membrane
- 72558190 72578613 protein transporter a exocytosis integral to membrane
+ 67563058 67574941 hydrogen ion transpocellular defense respintegral to plasma me
+ 149717427 149760048 transporter activity skeletal developmen nucleolus
- 100406794 100409832 mitochondrial inner minner membrane
+ 50333202 50394309 protein transporter a intra-Golgi transport Golgi stack
+ 68572940 68612568 cation channel activitcation transport membrane
+ 143925963 144009427 store-operated calciucalcium ion transportintegral to plasma me
- 123158037 123212216 store-operated calciucalcium ion transportintegral to plasma me
- 110823686 111132149 store-operated calciucalcium ion transportintegral to plasma me
- 100827582 100959869 calcium channel activcalcium ion transportintegral to membrane
- 29080844 29181216 calcium channel activcation transport integral to plasma me
+ 44597998 44687118
- 70380422 70713500 calcium channel activcalcium ion transportintegral to membrane
- 108683613 108733932
+ 119697636 119739455 transporter activity Golgi to plasma memearly endosome
+ 61474423 61488495 ion channel activity ion transport basolateral plasma m
+ 37301324 37347594 amino acid transport amino acid transport integral to membrane
- 104622837 104769991 ATP binding cholesterol metabolisintegral to plasma me
- 86777598 86987215 ATP binding response to drug integral to membrane
- 74056127 74159153 ATP binding transport integral to membrane
+ 15950934 16143774 ATP binding protein amino acid p integral to membrane
+ 101532562 101601571 ATP binding transport integral to plasma me
+ 46067226 46124061 ATP binding transport integral to plasma me
- 16151490 16224815 ATP binding response to drug inner membrane
+ 152511182 152531028 ATP binding peroxisomal membraintegral to membrane
+ 74666967 74686527 carrier activity immune response extracellular space
- 74805209 74843814 calcium ion binding negative regulation of coagulation

high-density lipoprotecholesterol metabolisextracellular region
- 158005155 158006491 lipid binding glucose metabolism extracellular region

lipid binding circulation extracellular region
+ 116205833 116208997 lipid binding lipid catabolism extracellular region

high-density lipoprotelipid metabolism extracellular space
- 61638613 61655992 heparin binding defense response extracellular region
+ 34973623 34988077 lipid binding cholesterol metabolisextracellular region



+ 32151451 32422078 structural constituentRNA processing Golgi apparatus
- 92555097 92606638 Golgi apparatus
- 13179114 13478317 DNA binding calcium ion transportintegral to membrane
+ 2032724 2672285 calcium ion binding calcium ion transportintegral to membrane
+ 53504115 53821001 calcium ion binding calcium ion transportintegral to membrane
+ 178184372 178499738 calcium ion binding calcium ion transportintegral to membrane
- 48817894 48846204 calcium ion binding calcium ion transportintegral to membrane
+ 1143241 1211583 calcium ion binding calcium ion transportintegral to membrane
+ 38291257 38407228 calcium ion binding calcium ion transportmembrane
- 143184976 143204606 receptor activity cell proliferation integral to plasma me
- 95208567 95289986 calcium ion binding cell adhesion integral to plasma me
+ 98444917 98473581 3',5'-cGMP binding ion transport integral to plasma me
- 56475003 56562497 3',5'-cAMP binding ion transport intracellular cyclic nu
+ 47096244 47146891 importin-alpha expor apoptosis cytoplasm
+ 145221986 145224415 electron transporter, electron transport integral to membrane
- 88261771 88266840 lipid binding cell-cell signaling cytoplasm
+ 82355339 82359563 fatty acid binding epidermis developmecytoplasm
+ 159589014 159598300 fatty acid binding lipid metabolism cytoplasm
+ 123142344 123146915 intracellular transpor fatty acid metabolism
+ 109805803 109840814 electron carrier activ electron transport mitochondrion
- 7084462 7086477 GABA receptor bindi protein targeting Golgi apparatus
- 59353323 59369550 binding cobalt ion transport extracellular space
- 117991109 118030220 cystic fibrosis transmER to Golgi transpor Golgi apparatus
+ 166678 167520 heme binding oxygen transport hemoglobin complex
- 45297729 45731977 3',5'-cAMP binding cation transport integral to membrane
+ 540892 568157 3',5'-cAMP binding cation transport integral to membrane
+ 152060446 152072711 3',5'-cAMP binding cation transport integral to membrane
- 71400987 71448230 3',5'-cAMP binding cation transport integral to plasma me
- 241888133 241975225 RNA binding cholesterol metabolisnucleus
- 110771880 110773839 intracellular cyclic nucation transport membrane
- 110857818 110860387 cation channel activitcation transport integral to membrane
- 29988340 29995064 protein binding cation transport integral to membrane
+ 5023345 5026210 delayed rectifier potacation transport integral to membrane
+ 4788602 4792839 protein binding cation transport integral to membrane
- 54262486 54268010 protein binding cation transport integral to membrane
- 47421911 47532588 delayed rectifier potacation transport membrane
+ 73612179 74013136 delayed rectifier potacation transport integral to membrane
+ 17714112 17750753 protein binding cation transport integral to membrane
- 73720162 73889778 protein binding cation transport integral to membrane
- 55510576 55524446 protein binding cation transport integral to membrane
+ 110466018 110488112 protein binding cation transport integral to membrane
+ 11002660 11004948 protein binding cation transport membrane
- 49053600 49060282 protein binding cation transport membrane
+ 75724655 75760804 delayed rectifier potacation transport integral to membrane
- 42580807 42632888 protein binding cation transport endoplasmic reticulu
- 128213124 128217573 ATP binding excretion integral to membrane
- 78314640 79067583 calcium ion binding cation transport integral to membrane
- 151492989 151655827 calcium-activated po ion transport integral to membrane
- 43154363 43163167 delayed rectifier potacation transport integral to membrane
+ 17981572 18035852 delayed rectifier potacation transport membrane
- 111048410 111056135 ion channel inhibitor cation transport membrane



ATP binding microtubule-based mmicrotubule associat
- 123627216 123716335 nuclear localization sNLS-bearing substracytoplasm
+ 63462309 63473420 nuclear localization sDNA metabolism cytoplasm
- 49171462 49265058 binding NLS-bearing substranuclear pore
+ 43082273 43116003 binding NLS-bearing substracytoplasm
+ 72148253 72240529 binding protein transport cytoplasm
+ 127991271 127995288 binding transport cytoplasm
- 147360106 147365209 protein binding anti-apoptosis cytoplasm
+ 100853158 100901804 lipid binding lipid metabolism endoplasmic reticulu
+ 38531152 38550649 GTP binding protein transport Golgi apparatus
- 17723247 17814797 DNA binding transport integral to membrane
- 128310481 128318032 molecular function unapoptosis mitochondrion
+ 143216769 143253117 protein binding cell proliferation
+ 156988199 156998233 protein binding anti-apoptosis microtubule associat
+ 89285998 89356107 calcium ion binding cation transport actin cytoskeleton
- 102037892 102080233 calcium activated catcation transport integral to membrane
+ 137253056 137304055 calcium ion binding cation transport integral to membrane
- 44972078 44979738 calcium ion binding acrosome reaction integral to membrane
- 147715665 147745194 calcium ion binding phospholipid scrambintegral to membrane
- 7233778 7238567 calcium ion binding phospholipid scrambintegral to membrane
- 238264964 238281736 GTP binding protein transport
- 109973414 110012072 GTP binding protein transport
+ 70434924 70467417 GTP binding protein transport
- 57161542 57195037 GTP binding protein transport
+ 152844054 152853321 DNA binding intracellular protein transport
+ 129031307 129044378 GTP binding small GTPase mediated signal transductio
+ 140732565 140754672 GTP binding protein transport Golgi apparatus
- 102886095 102893303 GTP binding Golgi to endosome trGolgi apparatus
+ 50271286 50488365 ATP binding cation transport integral to membrane
+ 72648616 72724774 binding transport Golgi apparatus
- 29179772 29192571 lipid binding intracellular protein t intracellular

protein binding ER to Golgi transpor COPII vesicle coat
- 166164825 166186899 folic acid binding perception of sound integral to membrane
- 17537648 17540839 binding mitochondrial citrate integral to membrane
- 95394183 95596056 binding transport integral to plasma me
+ 40261727 40284579 L-ornithine transporteamino acid metabolisintegral to membrane
- 70780668 70797109 binding deoxynucleotide tranintegral to membrane
- 48869368 48911333 binding transport integral to membrane
+ 46728638 46752935 binding generation of precursintegral to membrane
+ 118384290 118387161 adenine transporter amitochondrial transp integral to plasma me
- 40253795 40569095 antiporter activity calcium ion transportintegral to plasma me
- 38120326 38127619 cholesterol binding C21-steroid hormonemitochondrion
- 47188516 47235511 actin binding neurotransmitter secsynapse
+ 78113750 78347311 calcium ion binding calcium ion sensing integral to membrane
- 32920964 32929729 ATP binding immune response endoplasmic reticulu
+ 29327714 29347601 binding cobalamin transport extracellular space
- 74667925 74713045 ER to Golgi transpor Golgi apparatus
+ 23686912 23698160 protein binding potassium ion transpmembrane
+ 34020414 34068527 protein binding endocytosis Golgi stack
- 64136020 64161152 transporter activity lipid metabolism cytosol



+ 27425837 27432781 carrier activity thyroid hormone genextracellular region
- 141838654 141847612 binding generation of precursintegral to membrane
- 73363363 73371537 binding mitochondrial transp integral to membrane
- 73388984 73397778 binding generation of precursintegral to membrane
+ 74635040 74652167 antioxidant activity body fluid osmoregu extracellular space
+ 50100878 50104489 antioxidant activity cholesterol homeostacytoplasm
- 30655976 30704985 FAD binding electron transport mitochondrion
+ 55180767 55182500 antioxidant activity cell proliferation synaptic vesicle

FAD binding cell redox homeostascytoplasm
- 9111576 9159754 enzyme binding intracellular protein t extracellular region
+ 61374609 61391587 GTPase activator ac protein transport Golgi apparatus
- 41517029 41577798 ARF GTPase activat intracellular protein t cytosol
+ 9362779 9423651 Ran GTPase bindingprotein transport cytoplasm
- 199579744 199589920 guanyl-nucleotide ex membrane fusion
- 22933595 22982637 TRAIL binding activation of NF-kappintegral to plasma me
- 88301042 88313278 transcription factor a ATP synthesis coupled proton transport
+ 3113411 3282656 microtubule binding apoptosis cytoplasm
+ 29117486 29144382 phospholipid binding intracellular protein t cytoplasm
- 106999864 107037583 antiporter activity anion transport integral to membrane
+ 135639230 135644323 cysteine protease inhantimicrobial humoral response (sensu Ve
+ 118976164 118988279 ATPase inhibitor acticalcium ion transportintegral to membrane
- 51987507 52001641 molecular function unregulation of nucleoccolocalizes_with nuc
+ 153014563 153028972 deacetylase activity metabolism endoplasmic reticulu
+ 120904562 120968377
- 94170416 94298700 ATP binding phototransduction, v integral to plasma me
- 169604955 169713340 ATP binding transport integral to plasma me
- 185120427 185218377 ATP binding transport inner membrane
- 17371008 17455025 ATP binding carbohydrate metabointegral to membrane
- 116180861 116408047 actin binding cytoskeleton organiz actin cytoskeleton
- 45563872 45593900 3-oxoacyl-[acyl-carriefatty acid metabolismmitochondrion
+ 160153495 160170496 acetyl-CoA C-acetylt lipid metabolism cytoplasm
- 58465903 58495965 acyl-CoA dehydroge bile acid metabolism peroxisome
- 104228976 104252452 motor activity actin filament
+ 65366628 65408946 protein binding cytoskeleton
+ 114363766 114432397 protein binding cell motility Arp2/3 protein compl

- 169552908 169572451
- 127693830 128067014 metalloendopeptidascell adhesion integral to membrane

+ 5193580 5356920 metalloendopeptidasproteolysis and pepti extracellular matrix (s
- 75884339 76026512 metalloendopeptidasproteolysis and pepti extracellular matrix
+ 18464166 18674950 extracellular matrix (s
- 100584706 100599736 alcohol dehydrogenaethanol oxidation
- 100401812 100423028 alcohol dehydrogenaalcohol metabolism
- 100349540 100367191 alcohol dehydrogenaethanol oxidation
- 222855240 222902526 DNA binding DNA repair nucleus

+ 147845756 147854044 molecular function unknown cellular component u
+ 100028065 100101597 4-alpha-glucanotranscarbohydrate metaboisoamylase complex
+ 11730477 11745088 receptor activity
+ 76994154 77005567 ATPase stimulator a protein folding cytoplasm



- 77291048 78727541 protein binding
+ 118811681 118836559
- 1349032 1350503 protein binding negative regulation onucleus
+ 45685590 45704813 alcohol dehydrogenaaldehyde metabolism
- 133584361 133601143 aldehyde reductase acarbohydrate metaboextracellular space
+ 4858425 4880249 oxidoreductase activity Golgi apparatus
- 113228152 113243121 lyase activity heme biosynthesis
- 72745141 72797523 aldehyde dehydroge aldehyde metabolismcytosol
+ 19492682 19521495 aldehyde dehydroge central nervous systeendoplasmic reticulu
- 162363110 162399758 4-trimethylammoniobaldehyde metabolism
- 101263213 101277660 fructose-bisphospha fructose metabolism cytoplasm
- 23924265 23927989 fructose-bisphospha fructose metabolism
+ 63545318 63614897 oligosaccharyl transf N-linked glycosylatio endoplasmic reticulu
- 77209146 77244097 DNA dealkylation
+ 73524540 73748701
+ 45189691 45261567 arachidonate 5-lipoxyelectron transport
+ 233146369 233150245 alkaline phosphatasemetabolism integral to membrane
+ 233068964 233073097 alkaline phosphatasemetabolism integral to membrane
- 201978499 202041682
- 203468127 203561592
- 202313928 202333173
+ 203602963 203674418 kinase activity
- 109247762 109367612 molecular function unbiological process uncellular component u
+ 102458756 102467282 development integral to membrane
- 114927763 114950218 AMP deaminase actinucleotide metabolism
+ 90651412 90673218
+ 117458909 117476688 male gonad development
+ 36202671 36266638 actin binding regulation of exit from mitosis
- 165475763 165476468
+ 47152714 47153110
- 88129130 88150938 aminopeptidase activangiogenesis integral to plasma me
+ 72996334 73014861 calcium ion binding cell motility
- 58426827 58477471 calcium ion binding skeletal developmen plasma membrane
- 150460862 150517585 calcium ion binding
+ 47217012 47233044 calcium ion binding blood coagulation
+ 147767626 147781180 acetylcholine receptoactin filament organizcell surface
- 32952045 33043559 calcium ion binding endocytosis AP-1 adaptor comple
+ 49686438 49695937 acylaminoacyl-peptidproteolysis and peptidolysis
+ 19993129 19995765 3'-5' exonuclease ac base-excision repair endoplasmic reticulu
- 115193713 115205398 protein binding apoptosis cytoplasm
- 106739044 106880359 apoptosis cytoplasm
+ 43290108 43322655 molecular function unanti-apoptosis cellular component u
- 160858630 160902567 molecular function unbiological process unintegral to membrane
- 21135952 21178597 heparin binding cholesterol metabolisendoplasmic reticulu
- 7693263 7709765 RNA binding lipid metabolism
+ 37702904 37713283 hydrolase activity, acting on carbon-nitrogen (but not peptide) b

+ 37761172 37774414 hydrolase activity
- 55040619 55042836 cholesterol binding cholesterol metabolisextracellular space
- 87403379 87405879 adenine phosphoriboadenine salvage
- 32962608 32991626 damaged DNA bindinDNA repair nucleus



+ 25135785 25147753 transporter activity transport integral to plasma me
+ 56217770 56265401 amine transporter acamine transport integral to plasma me
+ 224577163 224593645 GTP binding intracellular protein t Golgi apparatus
- 47616258 47637577 GTP binding intracellular protein t Golgi apparatus
- 57532129 57558118 GTP binding protein transport Golgi apparatus
+ 126822467 126825703 GTP binding intracellular protein t Golgi apparatus
+ 49429588 49431484 GTP binding intracellular protein t Golgi apparatus
+ 25573281 25579521 receptor activity
- 49371584 49424403 GTP binding Rho protein signal tracytoskeleton
- 151150216 151169672 GTP binding protein transport Golgi apparatus
+ 43431005 43579199
+ 1808165 1894206 GTPase activator activity
+ 8154314 8166553 GTPase activator activity
+ 3403278 3420832

- 38952193 38953731 GTP binding small GTPase mediated signal transductio
- 152484611 152510503 GTP binding intracellular protein transport
+ 121989759 121992340 RNA splicing nucleus
+ 98568160 98608538
+ 9809733 9823784 actin filament polymecytoskeleton
- 180326990 180336642 structural constituentactin cytoskeleton or Arp2/3 protein compl
- 2846212 2875672 arylsulfatase activity metabolism
- 93470265 93493520 intracellular signaling cascade
- 7017473 7023386 asialoglycoprotein re receptor mediated enintegral to plasma me
+ 64984963 65002090 argininosuccinate lyaamino acid biosynthecytoplasm
- 193785110 193847224 calmodulin binding cell cycle nucleus
+ 77528714 77568569 molecular function unbiological process uncellular component u
- 175764514 175858404 DNA binding regulation of transcri nucleus
+ 10430225 10484995 integral to membrane
+ 109182151 109251615 ATP binding calcium ion transportendoplasmic reticulu
+ 7870098 7889766 hydrogen-transportinATP synthesis coupl membrane
- 70546552 70554650 hydrogen-transportinATP synthesis coupl mitochondrion
+ 151113348 151134667 ATP binding cation transport integral to membrane
- 76567335 76847847 ATP binding DNA methylation nuclear heterochrom
- 39158350 39170105 apoptosis nucleus
+ 42790976 42797649 MHC class I recepto antigen presentation extracellular region
- 33245025 33254737 receptor signaling pr anti-apoptosis cytoplasm
+ 76623556 76704619 cytoskeletal adaptor axonogenesis cytoplasm

protein heterodimerizapoptotic mitochondrintegral to membrane
+ 86542538 86668422 nucleus
+ 106814665 106853050 apoptosis endoplasmic reticulu
+ 128751044 128827025 RNA polymerase II trregulation of transcri nucleus
+ 31245071 31261929
+ 17270749 17329941 cytoskeleton
+ 54149928 54156331 molecular function unapoptosis integral to membrane
- 52415923 52426291 protein binding apoptosis mitochondrion
+ 66034694 66057660 sensory perception
- 55075798 55111696 molecular function uncell-matrix adhesion integrin complex
+ 70765587 70817869 binding sensory perception
- 123106487 123149247 sensory perception
- 73820429 73843004 protein binding cell adhesion cytoplasm



- 51993923 52120490
+ 127502104 127532080 regulation of cyclin d nucleus
- 78040289 78050698 anti-apoptosis intracellular
- 29715923 29774317 protein binding anti-apoptosis integral to membrane
- 50189113 50192264 protein binding anti-apoptosis integral to membrane
+ 111597540 111640814 apoptosis membrane
+ 12115668 12143892 protein binding regulation of apoptoscytosol
+ 22845875 22850798 anti-apoptosis cytoplasm
+ 49943870 49955140 cytoplasmic sequest nucleus
+ 144237997 144322828 Wnt receptor signalinnucleus
- 110198822 110231023 molecular function unbiological process unintegral to membrane
+ 134601487 134676754 structural constituentsensory perception cytoskeleton
- 17065210 17081221
+ 244346541 244366917 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 16591459 16631812 death receptor bindinapoptotic mitochondrcytoplasm
+ 41831254 41850215 apoptotic program integral to membrane
- 127521838 127581094 protein binding cell differentiation actin cytoskeleton
- 49961089 50004164
- 35579233 35589678 integral to membrane
- 25599348 25643200 aminopeptidase activproteolysis and pepti cytoplasm
- 45645540 45663517 biliverdin reductase anucleotide-sugar metabolism
+ 166068851 166097436 RNA polymerase II trcell proliferation Golgi apparatus
+ 79597657 79613979
+ 172504145 172523932 anti-apoptosis integral to membrane
+ 26296439 26326561 apoptosis integral to membrane
+ 242218181 242233541 protein dimerization ainduction of apoptosicellular component u
+ 133788809 133821820 bisphosphoglyceratecarbohydrate metabolism
+ 36365998 36399319 Gram-negative bactedefense response to integral to plasma me
- 216619220 216651579 3'(2'),5'-bisphosphateneurogenesis
- 133927516 133962646 molecular function unbiological process unnucleus
- 15220331 15252262 nucleus
- 48910441 48960330 DNA binding cell cycle cytoplasm
+ 68253211 68301377 humoral immune response
+ 124003073 124035229
- 62214322 62231395 molecular function unbiological process unendoplasmic reticulu
+ 55176637 55186485 integral to membrane
+ 15618326 15662328 biotin carboxylase acbiotin metabolism
+ 72830032 72837080 RNA polymerase II trregulation of transcri nucleus
- 17887842 17907033 negative regulation of cell proliferation
- 110843467 110888274 cell cycle arrest cellular component u
+ 124903920 124914869 cell proliferation kinetochore
- 95418318 95452319
+ 12277970 12332593 cell cycle arrest
+ 35665960 35899159 cytokinesis
+ 61279436 61312565
- 20625734 20648710
- 92738989 92743193
- 152030068 152038347 molecular function unbiological process unintegral to membrane
+ 189822817 189952713
+ 22709405 22711405 cell-cell signaling complement compon
+ 22731192 22733433 complement activatiocomplement compon



+ 22715431 22719908 complement activatiocytoplasm
+ 9443270 9459171 integral to membrane
- 3706151 3710061 molecular function unbiological process uncellular component u
- 33353794 33463247
- 1109214 1113117 integral to membrane
- 39479273 39607426 DNA binding cell cycle cellular component u
+ 27346549 27351704
+ 100454419 100460904
- 41178092 41249369 complement activatioextracellular space

calpain activity oxygen transport intracellular
- 43301346 43305189
- 107580455 107887448 transferase activity
+ 40945355 41018796 catalytic activity complement activatiointegral to membrane
- 155975109 156185317
+ 57032499 57095915 complement activatioextracellular space
- 57106905 57143670 complement activatioextracellular space
- 39320764 39400412 complement activatiointegral to plasma me
- 86427708 86477594 carbonate dehydrataone-carbon compouncytoplasm
+ 86563497 86580973 carbonate dehydrataone-carbon compouncytoplasm
+ 223434723 223481979 unfolded protein bindprotein folding mitochondrion
+ 138048077 138292468 ATP binding calcium ion transportintegral to membrane
+ 45993447 46059430 calcium ion binding calcium ion transportintegral to membrane
- 197740298 197813351 calcium ion binding calcium ion transportintegral to membrane
- 152520948 152781101 voltage-gated calciumcalcium ion transportmembrane fraction
- 91140013 91164283 calcium ion binding
- 135027813 135039292 dopamine receptor bdopamine receptor s integral to plasma me
+ 48239865 48241979 defense response to extracellular region
- 4812016 4831655
+ 40175520 40207413 adenylate cyclase acmembrane
+ 116096513 116153263 actin binding actin cytoskeleton or F-actin capping prote
- 19411069 19491551 actin binding actin cytoskeleton or F-actin capping prote
+ 71050749 71052628 cell-cell signaling extracellular space
+ 90596378 90640875 death receptor bindininduction of apoptosis by extracellular sign
- 55517375 56477431 molecular function unknown cellular component u
- 65540799 65550560 cation channel activitcation transport membrane
+ 115733394 115742545 caveolar membrane
+ 8750495 8763450 muscle developmentcaveolar membrane
- 37340427 37370391 DNA binding regulation of transcri nucleus
- 47870201 47873184 neurogenesis membrane
+ 36364190 36367332 15-hydroxyprostagla metabolism cytosol
+ 36364264 36440724 carbonyl reductase ( metabolism cytosol
- 43502421 43533360 chromatin binding chromatin assembly chromatin
+ 35904632 35915008 cytokinesis cytosol
- 123096129 123102485 cytokinesis nucleus
+ 68498668 68509824 G2/M transition of m nucleus
+ 57184611 57204535 cytokinesis nucleus
+ 49860575 49927945 cytokinesis nucleus
- 100097585 100123213 cytokinesis nucleus
+ 69165053 69178422 G1/S transition of mi nucleus
+ 4253198 4284777 cytokinesis nucleus
- 42010649 42017530 cytokinesis nucleus



+ 41264831 41274685
+ 34994740 35007058 protein binding G1/S transition of mi nucleus
- 95961630 95976658 cell cycle checkpoint nucleus
+ 2419440 2448856 cytokinesis nucleus
+ 162797154 162804598 cytokinesis nucleus
+ 78435705 78445125 cell cycle checkpoint
- 86725838 86744592 DNA repair nucleus
- 78326353 78354304 regulation of cell cycle
+ 99017491 99047604 rhodopsin-like receptG-protein coupled re integral to membrane
- 158348286 158361184 cell cycle
- 47373018 47397048 cytokinesis nucleus
+ 135510124 135548316 cytokinesis nucleus
- 62006913 62027442 ATP binding protein folding cytoplasm
- 30279054 30312569 ATP binding chaperone-mediated protein complex ass
- 109794415 109810340 cell adhesion endosome
+ 155036999 155041108 MHC class I recepto antigen presentation MHC class I protein c
- 155110851 155114331 antimicrobial humoraendosome
+ 155072876 155076477 antimicrobial humoraintegral to plasma me
- 19540683 19542776 humoral immune resplasma membrane
- 157613046 157645718 protein binding cellular defense respintegral to membrane
+ 47553898 47702606 structural constituentprotein complex asseactin cytoskeleton
- 30271669 30274128 antimicrobial humoracytoplasm
+ 54530546 54535613 N-linked glycosylatio integral to membrane
+ 111127814 111234716 antimicrobial humoraintegral to plasma me
- 33681133 33714600 blood coagulation membrane fraction
- 54405519 54409076 integral to membrane
+ 7423707 7426150 integral to membrane
+ 14225743 14245086 defense response integral to plasma me
- 157328867 157362336 defense response integral to plasma me

protein binding cell adhesion cytoplasm
- 40803053 40816709
+ 114018475 114056252 binding cell cycle centrosome
+ 43493720 43497964 cytokinesis spindle
- 113108846 113117423 cytokinesis
- 42552624 42621664 binding cell proliferation anaphase-promoting
+ 22124487 22164741 GTP binding actin filament organizcytoplasm
+ 36281000 36289908 development extracellular space
+ 17841969 17882688 DNA replication nucleus
- 32612007 32728550 GPI anchor biosynth endoplasmic reticulu
+ 160023382 160057205 molecular function unchromosome segregchromosome, perice
- 104547321 104558538
+ 174045054 174059226 cytokinesis
+ 67236276 67290442 calcium ion binding cell adhesion integral to membrane
- 21957751 21965038 cyclin-dependent procell cycle nucleus
- 125335783 125438397 protein binding cell adhesion membrane
- 139590944 139592243

- 31191339 31196189 transferase activity cell adhesion intercellular junction
+ 11183663 11190303 response to oxidativecytoplasm
- 46869074 46883936 integral to membrane
- 22656354 22658314 DNA binding defense response nucleus



+ 128262670 128279177 cell motility integral to membrane
+ 132966918 132976801 hydrolase activity cholesterol absorption
+ 211165028 211226307 DNA replication and kinetochore
+ 68521130 68541939 molecular function uncentromere and kinekinetochore
- 24355171 24395018 molecular function unmicrotubule nucleatiocytoskeleton
+ 120930127 121019442 RNA polymerase II transcription factor actnucleus
+ 65525847 65536500 hydrolase activity catabolism endoplasmic reticulu
- 31873813 31888840
- 54217938 54219405
+ 54238913 54240380
- 54242706 54244173
- 98219348 98290140 ATP binding chromatin assembly chromatin
+ 51747338 51918283 ATP binding chromatin assembly chromatin
- 54716885 54771716 molecular function unbiological process unmembrane
- 28440734 28473156 extracellular ligand-gion transport integral to membrane
- 76703690 76720642 acetylcholine receptoion transport integral to membrane
+ 233229962 233235931 channel or pore classion transport integral to plasma me
- 232150383 232356261 cellular defense respendosome
+ 96353757 96361786 positive regulation ofnucleus
+ 243907391 243938445 apoptosis cellular component u
+ 6968505 6988515 catalytic activity
+ 67724047 67760424 nucleus
- 50618929 50624207 molecular function unintracellular signalingcellular component u

+ 16115657 16128782 voltage-gated chloridchloride transport integral to plasma me
- 10114348 10142872

- 137164896 137166861 voltage-gated chloridchloride transport membrane
- 41197402 41215615 cytoskeleton
- 28396101 28410717 unfolded protein bindprotein folding integral to membrane
+ 76462795 76474652 integral to membrane
- 66286385 66309079 endoplasmic reticulu
+ 1699347 1719857 neurogenesis ER-Golgi intermediat
+ 50150477 50188438 development integral to membrane
- 9723351 9818816 calcium ion binding cell adhesion integral to membrane
- 27510367 27528244 apoptosis extracellular region
- 47778958 47824359 3',5'-cGMP binding ion transport integral to plasma me
- 87655278 87825017 3',5'-cGMP binding ion transport integral to plasma me
+ 101080022 101144075 fatty acid biosynthesis
+ 104668103 104828228 fatty acid biosynthesis
+ 96903864 96921504 DNA-directed RNA ptranscription nucleus
- 79004337 79097701 RNA binding regulation of transcri nucleus
+ 98397080 99732683 protein binding cell adhesion membrane
+ 1109628 1420278 protein binding cell adhesion membrane
+ 38088157 38105358 SH3/SH2 adaptor accell adhesion integral to plasma me
- 142188354 142189662
+ 30413515 30429573 perception of sound
+ 98785744 98912613 extracellular matrix scell adhesion collagen type XV
- 46653017 46684528 extracellular matrix scell adhesion collagen
+ 100840143 100997848 protein binding cell adhesion collagen type VIII
- 15466644 15538262 acetylcholine catabo basal lamina



- 17090865 17125316 signalosome comple
- 68117869 68137116 metallopeptidase actprotein biosynthesis eukaryotic translation
- 120871061 120878933 copper chaperone accopper ion transport mitochondrial interme
- 36816532 36915198
- 99780981 99795131 coproporphyrinogen heme biosynthesis mitochondrion
- 44912939 44924557 ATP binding G1 phase of mitotic cell cycle
- 53438335 53487534
- 49909941 49942177 fusion of sperm to egextracellular space
- 18565046 18578660 cytokine binding antimicrobial humoraextracellular space
- 26133827 26175817 receptor activity
- 153187127 153212257
- 131949565 131991056 receptor activity regulation of transcription from RNA polym
- 131765052 131984807 transcription coactivaregulation of transcription from RNA polym
+ 122214464 122248555
+ 25342481 25351186 structural constituentvisual perception
- 25319915 25338545 structural constituentvisual perception
+ 23941938 23952378 structural constituentsensory perception
- 208850969 208853894 structural constituentvisual perception
- 208811837 208814719 structural constituentsensory perception
- 187738933 187744869 structural constituent of eye lens

130995065 131001813 molecular function undetermination of left/ cellular component u
+ 151573795 151580085
- 59326004 59327719 hormone activity extracellular region
- 198184316 198207907 zinc ion binding nucleus
- 19160153 19180177 zinc ion binding cell differentiation nucleus
- 23562293 23566574 cysteine protease inhibitor activity
+ 24877865 24888562 cysteine protease inhimmune response
+ 204558016 204564189 immune response integral to plasma me
+ 138145509 138298419 cadherin binding cell adhesion actin cytoskeleton
- 108784405 108855319 cadherin binding apoptosis actin cytoskeleton
+ 35755847 35933933 binding apoptosis nucleus
- 124122580 124127319 antigen binding integral to plasma me
+ 107384854 107482773 calcium channel activG1/S transition of mitotic cell cycle
- 75226394 75229451 chemokine activity cell-cell signaling extracellular region
- 70071511 70110090 cytochrome-c oxidaselectron transport endoplasmic reticulu
+ 37395536 37428931 electron transporter aantimicrobial humoraintegral to membrane
- 24931516 24938195 electron transporter, DNA fragmentation dcytosol
+ 73148455 73264915 cytoskeleton
- 72417156 72447020 cholesterol monooxyC21-steroid hormonemembrane
+ 72828236 72835994 electron transporter aelectron transport endoplasmic reticulu
+ 58725151 58906224 Rho GTPase bindingactin cytoskeleton organization and biogen
- 57175599 58428232 cell differentiation
- 39408502 39460703 cell proliferation
+ 58174611 58184789 nucleus
- 22103646 22127969 apoptosis integral to membrane
+ 203883259 203922241 complement activatiointegral to plasma me
- 10732405 10814339 apoptosis
- 16592573 16652291 zinc ion binding regulation of transcription, DNA-dependen
+ 23703819 23774271

+ 49918892 49923833



- 79567201 79597997
+ 114160079 114168734 hydrolase activity
- 14989883 15036100
- 90041503 90079274 organogenesis extracellular matrix (s
- 56210360 56227245 motor activity cell proliferation centrosome
- 150068502 150118769 centrosome
- 171571006 171643248 protein modification
- 109534229 109537811
- 60823499 60857125 damaged DNA bindinnucleotide-excision r nucleus
- 50837364 50925135 helicase activity
- 17766174 17991213 Ran guanyl-nucleotidsignal transduction cytoplasm
+ 43858972 43898389 oxidoreductase activity nucleus
+ 7096274 7103983
+ 220108609 220116964 structural constituentcytoskeleton organiz intermediate filament
- 24511214 24570603 perception of sound
+ 17268345 17274146 molecular function uncell adhesion extracellular matrix (s
+ 82995584 82996551 dihydrofolate reductaglycine biosynthesis
- 121217089 121235479 apoptosis mitochondrion
+ 95745855 96666137 Rho GTPase bindingactin cytoskeleton or membrane
- 59246300 59485300 Rho GTPase bindingactin cytoskeleton organization and biogen
+ 123996596 124081451
+ 228069295 228483607 DNA binding DNA methylation cellular component u
+ 41274422 41294886 hydrolase activity aromatic compound metabolism
+ 153554853 153569664 RNA binding cell proliferation chromosome, telome
- 208503092 208597279 binding
+ 155321891 155457039
- 97171197 97182456 catalytic activity metabolism
+ 32314437 32332978 high molecular weighcell proliferation extracellular region
+ 175241062 175243629
- 42887778 42930869 hydrolase activity metabolism
- 523625 524999 exocytosis
+ 28279293 28292777
+ 146760548 146836836 receptor signaling pr BMP signaling pathwintegral to membrane

catalytic activity
- 52006628 52015804 DNA binding regulation of transcri nucleus
- 135027813 135039292 dopamine receptor bdopamine receptor s integral to plasma me
+ 114983650 115244477 negative regulation of cell proliferation

- 195542203 195545065 enzyme regulator ac protein stabilization extracellular region
- 64023309 64040307 protein binding regulation of transcri nucleus
+ 32057812 32078435 endopeptidase inhibi complement activatioextracellular space
- 91472933 91519863 binding small GTPase mediacytoskeleton
- 147581759 147593885 cathepsin K activity proteolysis and pepti lysosome
+ chymotrypsin activityproteolysis and pepti integral to plasma me
- 234528028 234545146
+ 38055699 38139233 negative regulation ointegral to membrane
- 49515573 49554115 cell cycle
- 54684600 54728149 molecular function uncell-cell signaling cellular component u
- 3488836 3870135 protein binding cell-cell signaling membrane

- 54501010 54509603 heat shock protein b protein folding



- 45547795 45565036 heat shock protein b G1 phase of mitotic cmembrane
+ 76343550 76361591 heat shock protein b protein folding
+ 43853982 43873471 nucleus
- 101049550 101052609 molecular function unbiological process unmyosin
- 67030544 67032678
+ 50687675 51396369 GTP binding
+ 65443303 65445607 transcription corepre negative regulation onucleus
+ 178802657 178819887 RNA binding cell differentiation cytoplasm
+ 100176384 100282859 binding negative regulation onucleus
- 34810655 34909252 transcription factor a calcium-mediated signucleus
+ 88886859 88895204 calcium ion binding cell adhesion extracellular matrix (s
+ 17498784 17536644 actin binding intracellular
- 25511764 25808154 calcium ion binding cytoskeleton
- 15631019 15771250 protein binding organelle organizatioaxon
+ 71592414 71825547 muscle contraction integral to membrane
- 60604462 60610828 ligase activity ubiquitin cycle
- 23578227 23603019 RNA polymerase II trregulation of cell cyc nucleus
+ 20510376 20601921 protein binding regulation of cell cyc nucleus
+ 65783568 65790322 colocalizes_with protregulation of cell cyc nucleus
+ 86276876 86314002 protein binding regulation of cell cyc nucleus
- 11536014 11556895 transcription corepre negative regulation onucleus
+ 123036723 123088062
+ 4180539 4188522 cytokine activity cellular defense respextracellular space
- 92337153 92377807 integrin binding cell-matrix adhesion extracellular matrix (s
- 74283961 74287475 GTP binding protein biosynthesis cytoplasm
- 3927054 3936446 GTP binding protein biosynthesis
- 186391115 186454518 3-hydroxyacyl-CoA dfatty acid metabolismperoxisome
- 122630458 122642993 GTP binding protein biosynthesis eukaryotic translation
- 120784546 120830291 translation initiation f protein biosynthesis eukaryotic translation
+ 50286657 50379074 RNA binding mRNA processing
+ 153128633 153130728 muscle contraction integral to membrane
+ 69922291 69960328 protein binding cell cortex
+ 6893874 6903120 lyase activity glycolysis phosphopyruvate hyd
+ 4795158 4801147 lyase activity glycolysis phosphopyruvate hyd
+ 132170852 132254043 endonuclease activit generation of precursintegral to membrane
- 2773954 2776607 chymotrypsin activityproteolysis and peptidolysis
- 216530337 216596723 ATP binding glutamyl-tRNA aminocytoplasm
- 15664364 15833589 SH3/SH2 adaptor accell proliferation
- 127731095 127767982 3' to 5' DNA helicaseDNA topological cha nucleus
+ 13921523 13949705 DNA binding nucleotide-excision r nucleus
- 68916598 68934774 molecular function unnucleobase, nucleoside, nucleotide and nu

- 52178356 52232169 oxidoreductase activ chaperone cofactor dendoplasmic reticulu
- 109362349 109423938 receptor activity
- 13708329 13803555 transcription factor a regulation of transcri nucleus
- 187246811 187309579 transcription factor a regulation of transcri nucleus
+ 5830995 5948853 muscle developmentintegral to membrane
- 5682218 5829347 integral to membrane
- 73620593 73640083 integral to membrane
+ 73638463 73649033 integral to membrane
- 26654918 26665217 integral to plasma me



+ 44956915 45250897 catalytic activity development nucleus
- 38105819 38150574 chromatin binding morphogenesis nucleus
- 147942122 148019062 DNA binding establishment and/ornucleus
- 157779057 157804006 cell motility integral to membrane
- 6089316 6265901 acyltransferase activ blood coagulation extracellular region
- 193739977 193768021 blood coagulation extracellular region
- 120596008 120600921 fatty acid binding digestion
- 31507593 31514985 fatty acid binding negative regulation ocytoplasm
- 82553480 82558004 fatty acid binding transport cytoplasm
- 50618955 51137957 protein binding apoptosis nucleus
+ 139810616 139834909 apoptosis
- 88331459 88410555 DNA repair cytoplasm
- 94940891 95159539 DNA repair cytoplasm
+ 10043127 10116344 molecular function unbiological process uncellular component u
+ 35528115 35542859 molecular function unDNA repair nucleus
- 22600654 22603963 molecular function unDNA repair nucleus

cytoskeletal protein binding cytoplasm
- 12894292 12905522 ATP binding phenylalanyl-tRNA a cytoplasm
- 3996216 4017816 DNA binding regulation of transcri nucleus
- 91405508 91483788 calcium ion binding blood coagulation extracellular matrix (s
- 94444977 94481358 fructose-2,6-bisphos carbohydrate metabolism
- 158324607 158332873 IgG binding immune response membrane
+ 152092649 152103529 geranyltranstransferacholesterol biosynthesis
- 124820859 124871333 axon guidance
- 155861884 155869470 blood coagulation extracellular region
+ 155841767 155849841 blood coagulation extracellular region
- 193342427 193928074 growth factor activity nucleus
+ 124105467 124176995 growth factor activity Ras protein signal tracytoplasm
+ 167383226 167424476 positive regulation of cell proliferation
- 155882893 155891408 angiogenesis fibrinogen complex
- 237986946 238009095 fumarate hydratase acell cycle mitochondrion
+ 97117155 97171233 catalytic activity
+ 36865156 36865986 molecular function unapoptosis cytoplasm
+ 128069198 128187520 transcription factor a hemostasis nucleus
+ 101694152 101778975 integral to membrane
+ 6288518 6295108
+ 6289862 6307932
+ 25502796 25520741
+ 97793143 97810612 regulation of cell cyc nucleus
+ 197592325 197616520
+ 59474760 59940419 kinase activity carbohydrate metabolism

+ 153805775 153816064
+ 144712102 144716372
- 1514543 1577076 acyltransferase activ metabolism myosin
+ 6276479 6489214 intracellular
+ 41906499 41946502
- 45419961 45424404 cytokinesis
+ 69807941 69858019 metalloendopeptidase activity extracellular matrix
- 58357490 58388415 nucleic acid binding regulation of transcri nucleus
+ 106831380 106910440 GTPase activator activity



- 70322517 70383296
+ 32904093 32971438
+ 85493593 85530527 apoptosis cytoskeleton
+ 70617676 70637955
- 71978573 72009084
+ 280681 285675
- 180132225 180436275 nucleic acid binding nucleus

transcription factor a regulation of transcri nucleus
- 20848509 20931423 metal ion binding
- 56252230 56283709 DNA binding nucleus
- 84922331 84924566
+ 128064593 128093276 actin binding actin cytoskeleton
+ 167791723 167818609 dimethylaniline monoelectron transport endoplasmic reticulu
+ 147287684 147787753 brain development
+ 99069011 99071662 Wnt receptor signaling pathway
+ 5405694 5419526 actin filament bindingactin cytoskeleton or actin cytoskeleton
+ 627416 634389 extracellular space
+ 54160388 54161947 binding iron ion homeostasisferritin complex
- 143857938 143874556 alpha-L-fucosidase acarbohydrate metabolism
+ 31098959 31110424 DNA binding biological process unnucleus
- 5793901 5802482 3-galactosyl-N-acety carbohydrate metaboGolgi apparatus
- 27676722 27682850 immune response integral to membrane

+ 39503643 39509238 hydrolase activity
+ 75689876 75708273 alpha-glucosidase accarbohydrate metabolysosome
- 153467233 153543036
+ 10256715 10266989 GABA receptor bindi protein targeting plasma membrane
+ 26545599 26633493 glutamate decarboxyamino acid metabolism
+ 2427256 2429255 activation of MAPKKK
- 86788831 86791658 molecular function uncell cycle anchored to plasma 
+ 22652930 22791122 apoptosis actin filament
+ 28027550 28033328 cell cycle arrest
+ 68039798 68070842 transcription factor a chromatin modificationucleus
- 9754650 9803491 transcription factor a cell cycle arrest
+ 101712586 101719523 receptor activity transport
+ 18003413 18036225 transcription factor a muscle developmentnucleus
- 99451211 99455633
- 81621547 81893435 1,4-alpha-glucan bracarbohydrate metabolism
- 72972446 73014923 actin binding vitamin transport extracellular space
- 53470097 53517790 glutamate-cysteine li circulation
- 74599850 74604161 hydrolase activity, acN-linked glycosylatio endoplasmic reticulu
+ 75425251 75439157
+ 1974310 1977748 molecular function uncell proliferation cellular component u
+ 118719628 118758192 anti-apoptosis
- 59348294 59349930 hormone activity signal transduction extracellular region
- 41820122 41849579 DNA binding regulation of transcri nucleus
+ 224644287 224654260 connexon channel accell communication connexon complex
- 19614119 19615427 connexon channel accell-cell signaling connexon complex
- 144453708 144470258 connexon channel accell communication connexon complex
+ 144599751 144606200 channel or pore classcell communication connexon complex
+ 74160800 74179158 extracellular region



- 38751697 38778895 lactoylglutathione lyacarbohydrate metabolism
- 95175430 95184137 electron transporter acell redox homeostasis
+ 52874030 52898291
+ 52940619 52952126 molecular function unbiological process unnucleus
- 88800224 88844603 ATP binding amino acid metabolismitochondrion
+ 143913218 143925264 DNA damage responextrinsic to membran
+ 24883142 24894257 negative regulation of DNA replication
+ 157071239 157138191 ATP binding GMP biosynthesis
- 180596537 180603502 protein binding protein kinase C activation
+ 85833071 85837527 cellular defense respextracellular space
+ 43036481 43039595 folic acid binding protein modification
+ 92330402 92376057 ATP binding cell surface receptor Golgi membrane
- 122865639 122951292 DNA binding Golgi organization anGolgi membrane
+ 145209526 145213102 GPI-anchor transam protein modification GPI-anchor transami
- 132395297 132845186 morphogenesis extracellular matrix (s
+ 129895753 129950150 receptor activity integral to membrane
+ 77603051 77608635 GTPase inhibitor act JNK cascade signalosome comple
- 49369614 49370795 glutathione peroxidasresponse to oxidative stress
- 29847736 30234101 glutamate-gated ion central nervous systeintegral to plasma me
- 70349762 70367602 N-methyl-D-aspartateglutamate signaling pintegral to plasma me
- 48586381 48614923 GTP binding SRP-dependent cotr signal recognition pa
- 11874039 11917309 GTP binding G1/S transition of mi intracellular
+ 67107861 67110699 glutathione transfera central nervous system development
- 22700694 22708785 glutathione transfera response to stress

22624162 22627937 glutathione transferase activity
transcription factor a DNA repair nucleus

- 27460373 27491271 RNA polymerase III ttranscription nucleus
+ 132935666 132963440 DNA binding transcription nucleus
+ 45013826 45047225 molecular function unDNA damage responcytoplasmic microtub
+ 42231151 42255770 calcium ion binding sensory perception
- 110109339 110155310 calcium ion binding signal transduction
- 145388061 145419449 molecular function unbiological process unintegral to membrane
+ 127129913 127170475 N-linked glycosylatio integral to plasma me
- 1972983 1975648
+ 71482622 71542021 DNA binding chromosome organizchromosome
+ 1018173 1037627 intracellular signaling cascade
+ 26379471 26424983 3-hydroxyacyl-CoA dfatty acid beta-oxidatmitochondrial membr
+ 717266 719716 hydrolase activity
+ 58981698 59020532
- 174820849 174825309 DNA binding angiogenesis nucleus
- 37132417 37144422 molecular function undevelopment actin cytoskeleton
+ 4669668 4696501 cytokinesis
+ 172604481 172674045 acyltransferase activ DNA packaging nucleus
+ 85892679 85926843
- 5210639 5212289 heme binding oxygen transport hemoglobin complex
- 5246155 5247949 heme binding oxygen transport hemoglobin complex
- 5230996 5232587 heme binding oxygen transport hemoglobin complex
+ 170334 171178 heme binding oxygen transport hemoglobin complex
+ 142853 144504 heme binding oxygen transport hemoglobin complex
+ 153818825 153847085
+ 49728398 49740468



+ 71174993 71215733
+ 41085221 41087013 integral to membrane
+ 2561604 2606626 mitotic sister chromachromosome, perice
+ 55523562 55535294 molecular function unprotein modification endoplasmic reticulu
- 238928909 238930670 transcription cofactorcell differentiation nucleus
+ 193352831 193448257 complement activatioextracellular space
+ 170860311 171684885 GTPase activator activity
- 133145213 133162533
- 190894866 191010065 3-hydroxyisobutyryl-Cmetabolism
+ 127689898 127692421 molecular function unresponse to stress integral to membrane
- 130522882 130528935 hydrolase activity signal transduction cytoskeleton
- 74808059 75012930 actin binding cytoplasm
- 29911817 29914888 chromatin assembly nucleus
- 26304990 26307443 DNA binding chromosome organizchromosome
- 26135102 26135459
+ 26212154 26212544
- 27906930 27907284
+ 12120556 12273214 DNA binding regulation of transcri nucleus

- 110740292 110743426
- 99082243 99084448 molecular function unWnt receptor signalincellular component u
- 186051898 186122364 ligase activity digestion integral to membrane
+ 23219811 23607074 ligase activity ubiquitin cycle
+ 146023817 146039409 DNA binding development nucleus
- 160954465 160955661 RNA binding DNA replication nucleus
- 75600767 75632967 actin binding cytoskeleton organiz cytoplasm
+ 42947757 42970574 protein domain specific binding
- 152442320 152471566
- 174627517 174630322 DNA bending activityDNA repair chromatin
+ 149822336 149827902 DNA bending activitydevelopment chromatin
- 39636111 39642917 DNA binding chromatin
+ 26646550 26655141 DNA binding chromatin

transcription factor a regulation of transcri nucleus
+ 42463337 42493444 RNA polymerase II trblood coagulation nucleus
+ 52960754 52965297 RNA binding mRNA processing cytoplasm
- 83812645 83825073 DNA binding nucleus
+ 176854311 176863333 transcription factor a morphogenesis nucleus
+ 70646026 70652455 chymotrypsin activitydefense response extracellular region
- 120740154 120759489 4-hydroxyphenylpyruL-phenylalanine catabolism
+ 133319776 133360216 hypoxanthine phosphbehavior cytoplasm
- 100165945 100196694
+ 150330068 150374003
+ 103815136 103817782
+ 194441619 194471345
+ 228162546 228247805 DNA binding mRNA-nucleus exponuclear pore
- 54346269 54350476 calcium ion binding electron transport smooth endoplasmic
- 115761747 115781952 induction of apoptosis
- 53296427 53356653 hydrolase activity mRNA catabolism, nnucleus

+ 119761892 119769716 3-beta-hydroxy-delta C21-steroid hormoneendoplasmic reticulu
+ 119669814 119677693 3-beta-hydroxy-delta C21-steroid hormoneendoplasmic reticulu



- 43773500 43903802 spermatogenesis
+ 31891315 31893698 ATP binding protein folding
+ 75576573 75578263 protein folding cytoplasm
+ 53787201 53787964 protein folding
- 60465410 60483540 binding protein folding
+ 139388845 139448426 protein binding cell adhesion cytoskeleton
+ 69966824 69977067
+ 198190625 198193677 ATP binding protein folding mitochondrion

+ 48453520 48518085 transcription factor a regulation of transcri nucleus
+ 71074935 71083007 defense response to extracellular region
- 38241416 38245872 hydrolase activity integral to membrane
- 47777022 47792486 DNA damage checkpoint
- 600939 601944
- 47032925 47140084 iron ion binding metabolism nucleus
+ 48303669 48324716
+ 107411517 107415847 protein binding regulation of cell cycle

+ 204627008 204651802 immune response integral to membrane
+ 29656752 29657974 development nucleus
+ 8772710 8775179 development nucleus
- 94204018 94323813 insulysin activity cell-cell signaling extracellular space
- 1075965 1085061 isomerase activity carotenoid biosyntheperoxisome
+ 36912741 37100056 cell cycle nucleus
- 30818955 30820303 molecular function unanti-apoptosis integral to membrane
+ 93646834 93652785 molecular function unimmune response integral to membrane
+ 78827536 78841778 response to virus cytoplasm
+ 91142385 91153590 binding immune response cytoplasm
+ 91051782 91058658 binding immune response cellular component u
+ 91077732 91090288 binding immune response cellular component u
+ 91164418 91170733 binding immune response cellular component u
+ 297914 299392 immune response integral to membrane
- 309668 311050 immune response integral to membrane
+ 21430439 21431315 hematopoietin/interfedefense response extracellular region
+ 33697071 33731696 hematopoietin/interfecell surface receptor integral to plasma me
+ 111684484 111709734 binding myoblast cell fate determination
+ 188568877 188572069 integral to membrane
+ 2118322 2126470
+ 160360541 160497992 insulin-like growth fa receptor mediated enintegral to plasma me
- 105301885 105310425 antigen binding immune response membrane fraction
- 105161733 105949135 antigen binding immune response membrane fraction
- 105389081 105862571 antigen binding immune response membrane
- 88996135 89407494 antigen binding immune response extracellular region
+ 21379442 21562837
- 22239865 22247049 immune response membrane
+ 169583348 169590096 hydrolase activity integral to membrane
+ 161189330 161196507
+ 132021763 132024700 chemokine activity antimicrobial humoraextracellular region

ATP binding cell-matrix adhesion
+ 59911412 59916699
- 59434642 59495985 transmembrane rececell surface receptor integral to plasma me



- 23123068 23283235 RNA binding RNA processing cytoplasm
- 127626282 127644257 IMP dehydrogenase GMP biosynthesis
- 76687781 76839055 extracellular matrix svisual perception extracellular matrix (s
- 102428262 102522094 extracellular matrix svisual perception extracellular matrix (s
- 70494549 70495320
+ 98519930 98656802 signal transduction
+ 121475598 121578648

+ 154527190 154539592 cell proliferation integral to membrane
+ 118562279 118583826
- 154356611 154380943 receptor activity
- 154296239 154335383 receptor activity
+ 53522611 53525894 transcription factor a regulation of transcri nucleus
+ 50715025 50726310 transcription factor a development nucleus
- 66381097 66511531 collagen binding cell-matrix adhesion integral to membrane

- 51871374 51887267 protein binding cell-matrix adhesion integral to membrane
+ 20143985 20223659 protein binding cell-matrix adhesion integral to membrane
+ 100902966 101166794 cell-matrix adhesion integrin complex
+ 47705306 47734226 neurogenesis integral to plasma me
+ 94052157 94079945 receptor activity
- 24337385 24495028 SH3/SH2 adaptor acendocytosis
+ 86193999 86289263 molecular function unbiological process unendoplasmic reticulu
+ 95763461 95766375 nucleic acid binding central nervous systenucleus
- 37164389 37196475 cytoskeletal protein bcell adhesion cytoplasm
+ 44543783 44597891 integral to membrane
+ 157343452 157739095 oxidoreductase activ ion transport cytoplasm
- 108673073 108674538 perception of sound integral to membrane
+ 73388555 73962301 inward rectifier potascation transport integral to membrane
- 142155039 142176340 endopeptidase activi N-linked glycosylatio cytoskeleton
- 89946738 89954599 molecular function uneye morphogenesis extracellular matrix (s
+ 145714198 145721365

+ 129304317 129367544
+ 110119160 110253327
+ 133429528 133470194 metalloendopeptidase activity extracellular matrix
- 130850239 130889780 integral to membrane

- 42311303 42469996 transcription factor a regulation of transcri nucleus
+ 172264848 172277940 transport Golgi apparatus
+ 82113841 82499595 metallopeptidase act integrin-mediated signaling pathway

- 83068611 83095794
+ 93710401 93763933

+ 59927795 59939815 HLA-B specific inhibi immune response integral to plasma me
- 200891126 200897271 cytoskeleton organization and biogenesis
+ 56142352 56194675 DNA binding regulation of transcri nucleus



- 185990384 186030435
+ 9033487 9054605 receptor activity cell surface receptor integral to membrane
+ 117109059 117169722 binding NLS-bearing substrate-nucleus import
+ 97404373 97474550 GTPase inhibitor act NLS-bearing substracytoplasm
+ 27793659 27888875 molecular function unWnt receptor signalinintegral to membrane
+ 2954217 2958381 Wnt receptor signalinintegral to membrane
- 51354718 51360446 protein binding complement activatiocytoskeleton
- 37019558 37022545 structural constituentcell proliferation intermediate filament
- 37029220 37034335 structural constituentepidermis developmeintermediate filament
+ 51629109 51632951 structural constituentmorphogenesis intermediate filament
- 36975618 36981836 structural constituentepidermis developmeintermediate filament
- 50965965 50971566 structural molecule activity intermediate filament
+ 50981915 50989212 structural molecule acytoskeleton organiz intermediate filament

- 59557945 59568280 receptor activity
+ 59705824 59713707 receptor activity
+ 129246034 129879401 protein binding muscle developmentbasement membrane
- 112536769 112682495 extracellular matrix sregulation of cell adhbasal lamina
- 119346562 119385043 integral to plasma me

+ 18372686 18385969 L-lactate dehydrogenanaerobic glycolysis cytosol
- 21679544 21702042 L-lactate dehydrogenanaerobic glycolysis cytoplasm
+ 18390428 18429366 L-lactate dehydrogenanaerobic glycolysis cytoplasm
- 139995452 139996830 negative regulation onucleus
- 59351192 59355258 molecular function unbiological process uncellular component u
- 59368920 59385478 receptor activity biological process uncellular component u
+ 59652211 59665008 receptor activity
+ 30072486 30085122 integral to membrane

+ 54665757 54681881 IgE binding extracellular region
+ 43971693 43974232 sugar binding apoptosis extracellular space
+ 95507667 95547906 cell proliferation
- 77816809 77841867
+ 32368611 32374607 RNA polymerase II trneurogenesis nucleus
- 38515661 38631253 leukemia inhibitory facell surface receptor integral to plasma me
+ 30331696 30354269 ATP binding DNA repair nucleus
- 56574975 56583009 structural constituentintercellular junction cell junction
+ 108663284 108759405 zinc ion binding cell aging
- 47597505 47623418 hydrolase activity cholesterol metabolism
+ 40431398 40450705 receptor activity
+ 126140731 126200608 structural molecule activity lamin filament
- 8202432 8241982 transcription factor a cell proliferation nucleus
- 33836700 33870412 zinc ion binding development nucleus
+ 87506171 87523283 electron transporter aelectron transport
- 157854568 157872415 receptor activity
+ 2820233 2822280
+ 120684943 120685455

- 97567206 97675031 growth factor activity
- 55914954 55920742
- 105873535 105883394



+ 132119223 132124969
- 106329757 106330837
- 134769750 134781654 integral to membrane
- 21715451 21726559
+ 123491320 123522826
+ 189413422 190078534 zinc ion binding biological process uncellular component u
+ 11327106 11337372 hydrolase activity integral to membrane
- 58050921 58099910 zinc ion binding cell adhesion cytoplasm
- 151543417 152294254 molecular function unbiological process uncellular component u
- 789178 794675 death receptor bindinsignal transduction
- 66511911 66634041 integral to membrane
+ 25096507 25152535 hemocyte developmeendoplasmic reticulu
+ 22410879 22417105 receptor activity endocytosis coated pit
- 150232047 150277594 receptor activity integral to membrane
+ 102147402 102179347
- 94897078 94931833 epoxide hydrolase acinflammatory response
- 65062851 65082006 calcium ion binding
+ 179153591 179156119 enzyme activator act leukotriene biosyntheintegral to membrane
+ 46151985 46185004 RNA splicing nucleus
- 13070847 13074681 DNA binding regulation of transcri nucleus
+ 68028430 68034280 hydrolase activity, accarbohydrate metaboextracellular region
- 45840449 45858611
+ 19661209 19677879 protein binding morphogenesis
- 34946343 34948788 morphogenesis
+ 151860907 151863448 neurogenesis nucleus
- 1628673 2043593 molecular function uncell cycle centrosome
- 121338194 121345566 cell cycle kinetochore
- 11668802 11675459 cell cycle
- 36320320 36351966 regulation of transcri intracellular
+ 140651621 140711138
+ 51469789 51478484
+ 55361558 55363019 apoptosis
+ 179092456 179136887
- 73435185 73447994 alpha-mannosidase carbohydrate metabolism
- 43382111 43497935 amine oxidase activitelectron transport integral to membrane
+ 114285248 114289673 actin filament bindingcell motility actin cytoskeleton
- 33980486 34020506 melanin biosynthesisintegral to membrane
- 64611597 64638980 DNA binding regulation of transcri nucleus
+ 8814331 8814995 regulation of transcri nucleus
- 46623960 46649738 chromatin modificationucleus
+ 119519716 119528120 RNA binding positive regulation of cell proliferation

- 37708261 37773744 membrane
- 66974612 67012379 nucleus
- 43518681 43524576 receptor activity regulation of transcri nucleus
+ 66574182 66711541 RNA polymerase II trregulation of transcri nucleus
+ 16083489 16105443 GTP binding intracellular protein transport
+ 28023985 28054362 astacin activity digestion extracellular space
+ 79081027 79083400

molecular function unmesoderm developmcellular component u
- 36189602 36206885 transferase activity, tpattern specification Golgi apparatus



+ 141148862 141259730 alpha-glucosidase accarbohydrate metabointegral to membrane
- 101317163 101329030

- 85920444 85974864 ubiquitin cycle
+ 19005470 19029978 binding
+ 60543075 60551300
- 105389081 105862571 antigen binding immune response membrane

ATP binding cell-matrix adhesion
+ 220133900 220157088 ATP binding muscle developmentnucleus
+ 41938322 41962296 cell cycle
+ 25444757 25614424 retinoic acid receptorregulation of transcri nucleus
- 88563702 88566443 nucleus

+ 21390448 21394135
+ 88844932 88941200
- 122424815 122446144
- 107988715 107993965 oxidoreductase activity nucleus
- 128893656 129024423 acylglycerol lipase acaromatic compound metabolism
+ 10878539 10933676 ATP binding defense response to nucleus
+ 19337470 19365740
+ 12088713 12241908 oxidoreductase activ electron transport cytoskeleton
+ 22561118 22561963 cytokine activity cell proliferation extracellular region
+ 36736906 37090214
- 91599682 91642707 neurogenesis cytoplasm
- 6727423 6732530 defense response nucleus
- 6163965 6230959 DNA binding regulation of transcri nucleus
- 32468533 32470916 calmodulin binding
- 108455998 108474022 cob(I)yrinic acid a,c-diamide adenosyltran mitochondrion
+ 156280160 156384194 metallopeptidase actcell-cell signaling integral to plasma me
+ 22375632 22386642 metalloendopeptidasproteolysis and pepti extracellular matrix (s
+ 91173229 91232956 calcium ion binding blood coagulation
- 26468819 26522040 molecular function uncell cycle cellular component u
+ 32021479 32102682
+ 121136680 121151239
+ 113534693 113564346 integral to plasma me
- 80739271 80761313 M phase of mitotic cenucleus
- 122165827 122231321 M phase of mitotic ceGolgi apparatus
+ 67378347 67486098
+ 35740290 35750363 3-mercaptopyruvate cyanate catabolism mitochondrial matrix
+ 218960720 219037020 hydrolase activity
- 10553882 10630499 endoplasmic reticulu
+ 79986294 80208389 ATP binding mismatch repair
+ 64670636 64744813 binding cell motility cytoplasm

+ 121526846 121605056
- 153853605 153863243 cell proliferation mitochondrion
+ 63924845 63996474 ATP binding amino acid biosynthemitochondrion
+ 233284758 233390001 cobalt ion binding central nervous systeintracellular
+ 151991562 151996686 protein transport integral to membrane

extracellular matrix sbiological process uncellular component u
- 45464007 45475153 DNA binding base-excision repair nucleus



+ 41720023 41753008 GTP binding immune response cytoplasm
- 38997729 39008100 transcription coactivaregulation of transcri mitochondrion
- 109811347 109821085 calcium ion binding muscle developmentcytoskeleton
- 46874370 46879935 calcium ion binding muscle contraction muscle myosin
+ 661710 665817 calcium ion binding muscle developmentmuscle myosin
+ 54838412 54841627 calcium ion binding myogenesis myosin
- 40778884 40791273 alpha-N-acetylgalact carbohydrate metabolysosome
- 5358162 5428550 ATP binding caspase activation intracellular
+ 61151009 61191807
- 60911609 60941580
- 58502561 58558594
+ 18111894 18125099 acetyltransferase actmetabolism
- 50308837 50311716 hyalurononglucosamcarbohydrate metabolism
+ 19716120 19730251 cell cycle
- 183615110 183728735 apoptosis integral to membrane
- 44123042 44151959 ATP binding protein biosynthesis nucleus
+ 126143999 126293949 receptor activity cell wall catabolism
+ 41411504 41426593 transmembrane rececellular defense respintegral to plasma me
+ 15651604 15726490
+ 8279903 8312196
+ 44263370 44297227 viral life cycle nucleus
- 134318595 134378680 catalytic activity cell differentiation nucleus
- 20554762 20563775 molecular function uncell differentiation cytosol
+ 57055117 57105023 cell differentiation cytoplasm
+ 39161098 39169379 NADH dehydrogenasmitochondrial electromembrane fraction
+ 67554684 67560690 NADH dehydrogenaselectron transport membrane fraction
- 24866239 24869946 protein binding axon
+ 73426462 73434639 DNA binding DNA repair nucleus
+ 5478582 5490401 guanyl-nucleotide ex regulation of cell grownucleus
- 44334404 44341503 cytoplasmic sequest cytoplasm
+ 31623350 31634584 cytoplasmic sequestering of transcription f
- 129239574 129268114 specific RNA polymeinflammatory respon nucleus
+ 102438253 102439144 receptor activity apoptosis cellular component u
- 27682501 27693302 molecular function unspermatogenesis cellular component u
+ 3055313 3059549 cytokine activity cell adhesion extracellular space
- 56566685 56567772 integral to plasma me
+ 42617109 42665031 cyclosporin A bindingprotein folding plasma membrane
+ 52026273 52027542 cell differentiation extracellular space
- 6536289 6547345 methyltransferase acpositive regulation ofnucleolus
- 116113698 116262302 FMN binding cell-cell signaling membrane fraction
+ 150125794 150149323 FMN binding amino acid metaboliscytoplasm
+ 100895130 101071805 signal transducer actcentral nervous systenucleus
- 74016396 74029837
- 176251332 176276725 protein binding excretion integral to plasma me
+ 170747461 170770492 NF-kappaB binding activation of NF-kappcentrosome
- 50359922 50363232 cell cycle
- 76055537 76064993 calcium ion binding central nervous system development
+ 2945229 2964993 NAD(P)H dehydrogeelectron transport
- 139207443 139403063 growth factor activity anti-apoptosis integral to membrane
- 2804775 2814450 aspartic-type endopeptidase activity
- 202418071 202450824 nucleus



+ 26932365 26957029
+ 34319503 34333696 bis(5'-nucleosyl)-tetrainduction of apoptosis
- 72811676 72994981 development integral to plasma me
+ 131030534 131138644 porin activity transport integral to membrane
+ 39412379 39460535 nucleus
+ 41062940 41091217 molecular function unsensory perception extracellular matrix (s
- 48082022 48418419 nucleic acid binding nucleus
+ 65598339 65610270 hematopoietin/interfecell surface receptor integral to plasma me
+ 224702595 224855686
+ 68823874 68885887 structural molecule aprotein complex asseintegral to membrane
+ 128399786 128452063 hydrolase activity lipid metabolism Golgi membrane

+ 13512536 13547127 molecular function unbiological process uncellular component u
- 137855028 137857224 DNA binding regulation of transcri nucleus
- 50747641 50779917 sensory perception mitochondrion
+ 13182174 13219289 Golgi apparatus
+ 9432939 9433647 olfactory receptor ac G-protein coupled re integral to membrane

olfactory receptor ac G-protein coupled re integral to membrane
- 31677321 31998242 lipid transport
+ 21597335 21679370 perception of sound extracellular matrix (s
- 26591722 26612561 molecular function unmembrane fusion cytosol
+ 16677002 16680809 perception of sound
+ 1892091 1893474 protein biosynthesis
- 8724137 8756559 kinase activity
- 3523272 3546332 ATP binding ion transport membrane
+ 19694002 19707673 ATP binding ion transport integral to plasma me
- 36481630 36531787
- 10874116 10903558 electron transporter aelectron transport endoplasmic reticulu
- 65440859 65443107
+ 22859236 22865207 RNA binding mRNA processing nucleus
+ 2443685 2535638 dynein binding cell cycle astral microtubule
+ 57142868 57168453 ligase activity de novo' IMP biosyntphosphoribosylamino
+ 93501741 93554783 gap junction
- 80196273 80217736 receptor activity integral to membrane
+ 7956058 7979602 unfolded protein bindRas protein signal tracytoplasm
+ 102495321 102579687 ATP binding CTP biosynthesis nucleus
- 31768057 31789341 transcription factor a cell differentiation nucleus
- 154173048 154232306 DNA binding DNA repair nucleus
+ 117036589 117046110 ATP binding
- 72313272 72318547 4-alpha-hydroxytetra tetrahydrobiopterin biosynthesis
+ 57103944 57198155 calcium ion binding cell adhesion membrane
- 138798439 138811234 calcium ion binding brain development integral to plasma me
- 65774967 66702464 calcium ion binding cell adhesion integral to membrane
+ 175924942 175955375 calcium ion binding cell adhesion integral to membrane
+ 97253862 97337958 nucleic acid binding
- 98638260 98650943 cell proliferation
- 168884398 168935296
+ 112621585 112649753 apoptosis
+ 37763943 37770167 apoptosis
+ 33814560 33886198 signal transducer actapoptosis cytosol
- 149220419 149304549 cGMP-specific phospsensory perception



+ 609394 654542 cGMP-specific phospphototransduction, v membrane
+ 95362334 95415418 cGMP-specific phospsensory perception membrane
- 4060926 4080830 acyl-CoA binding fatty acid metabolismperoxisome
- 4521482 4554155 nucleus
- 38569698 38704522 X-Pro dipeptidase acamino acid metabolism
- 138453618 138470280 integral to membrane
- 29297166 29312448 cell proliferation nucleolus
- 91760990 91802460 ATP binding peroxisome organizamembrane
- 88027292 88034962 peroxisome division integral to membrane
+ 143005426 143012775 peroxisome division integral to membrane
+ 10469284 10625079 protein targeting integral to peroxisom
- 45888300 45896182 peroxisome organizaintegral to membrane
+ 143813809 143852834 peroxisome organizaintegral to peroxisom
- 47239878 47245958 complement activatioextracellular space
- 157883419 157900908 unfolded protein bindprotein folding prefoldin complex
- 4789693 4792570 actin monomer bindi actin cytoskeleton or actin cytoskeleton
- 43875566 43878403 bisphosphoglycerateglycolysis
- 50393252 50402332
- 95577633 95612968 isomerase activity cell-cell signaling cytoplasm
+ 118152144 118160310 receptor activity endoplasmic reticulu
+ 49002344 49019571 calcium ion binding protein metabolism endoplasmic reticulu
+ 2280513 2296006 molecular function uncell-cell signaling integral to membrane
- 2906085 2907226 apoptosis
- 198166279 198169956 morphogenesis
+ 77114147 77231190
- 13359805 13382107 electron transporter alipid metabolism peroxisome
+ 66133625 66267456 ATP-dependent RNAJAK-STAT cascade nucleus

hydrolase activity
- 98343060 98470269 kinase activity
+ 70097025 70098021
- 32262868 32348832 inositol or phosphatidphospholipid dephosphorylation
- 1368034 1412835 lipid binding lipid metabolism intracellular
+ 129347515 129381747
+ 22188800 22269529
+ 124726419 124808264 transcription factor a regulation of transcri nucleus
- 14673907 14696027 calcium ion binding lipid catabolism extracellular region
+ 39907605 39927630 calcium ion binding arachidonic acid metcytosol
- 53242916 53305826 calcium-independentarachidonic acid metcytosol
- 160622766 160744628 receptor activity endocytosis extracellular space
- 38367401 38387330 calcium ion binding intracellular signaling cascade
+ 68504074 68536233 calcium ion binding intracellular signaling cascade
- 66923452 66948581 actin cytoskeleton or cytoskeleton
- 52393742 52487460 protein binding actin cytoskeleton or cytoskeleton
- 12925971 12929050 nucleus
+ 102837898 102853690 structural molecule activity integral to membrane
+ 128190199 128238926 receptor activity development integral to membrane

GTPase activator ac development membrane
+ 14835209 14897511
+ 55718216 55722517
- 82515120 82522274 lipid binding transport cytoplasm
- 15073821 15109369 mechanosensory be integral to plasma me



- 73248241 73250711 central nervous systecytoplasm
+ 42315186 42348470 DNA binding DNA repair nucleus
+ 22158592 22164624 DNA binding regulation of cell cyc nucleus
- 21309823 21311110
- 75883957 75901214
+ 147917692 147921228 transcription factor a eye morphogenesis nucleus
- 31240092 31246432 transcription factor a morphogenesis nucleus

- 21214677 21226250
- 11396023 11399791 rhodopsin-like receptG-protein coupled re extracellular region
+ 103882776 103900078 nucleic acid binding
- 89310272 89338808 cytokinesis nucleus
+ 153550346 153583681 molecular function unbiological process uncellular component u
+ 45072139 45203479
+ 100161370 100170175 DNA binding regulation of transcri nucleus

+ 81462617 81482659 nucleic acid binding nucleus
+ 70517833 70534571
+ 182997646 183015343 heparin binding cell adhesion extracellular space
+ 118568480 118582148 hydrolase activity, hycarbohydrate metabolism
- 143851502 143868945 fatty acid biosynthesis
- 150691674 151011443 molecular function uncholesterol biosynthecellular component u
- 45271787 45418881 DNA binding cell cycle
- 6296753 6298316 kinase activity
+ 4650555 4657105 membrane
+ 4615068 4630233 metabolism membrane
- 124401921 124477868 ATP binding
- 15646125 15753835 sensory perception integral to membrane
+ 210550254 210598155
+ 59310648 59326952
+ 36002923 36035880 ARF guanyl-nucleotide exchange factor activity
+ 223365694 223390532 protein binding Notch receptor proceGolgi apparatus
- 42729700 42745045 threonine endopeptidubiquitin-dependent proteasome core com
+ 161990446 162093433 ubiquitin-dependent proteasome complex
+ 148040269 148053009 proteasome complex
- 120657887 120684760 catalytic activity proteasome complex
+ 72888181 72897685 proteasome regulato
+ 43557060 43566303 proteolysis and pepti proteasome regulato
+ 75074608 75116726 cell adhesion
- 41817500 41906221
+ 748410 763327 RNA binding RNA splicing heterogeneous nucle
+ 42991704 43001551 receptor activity
- 72224004 72234152 receptor activity
+ 122456570 122457515 olfactory receptor ac G-protein coupled re integral to membrane

olfactory receptor ac G-protein coupled re integral to membrane
mitochondrial procesproteolysis and peptimitochondrial inner m

+ 7351865 7443370

+ 53664423 53674457 ARF guanyl-nucleotidactin cytoskeleton or membrane fraction
- 129580165 129594898 isomerase activity antimicrobial humoraintegral to membrane
+ 232398740 232403754 development nucleus



+ 6745801 6750379 DNA replication nucleus
- 136369349 136485801 cytokine activity cell proliferation extracellular space
+ 1823424 1868535
- 1462898 1486343
- 66959556 66961729 defense response integral to plasma me
+ 111602308 111609903 6-pyruvoyltetrahydro L-phenylalanine catabolism
- 45093940 45118169 molecular function undevelopment cytoplasm
+ 37784621 37785197 molecular function unDNA metabolism cytoplasm
- 67842185 67842794
+ 112273554 112335752 receptor activity

- 157059674 157068004 peroxisome organizaintegral to membrane
+ 131874541 131891926 integral to membrane
- 50441688 50480984 glycogen phosphoryl carbohydrate metabolism
- 64270605 64284763 glycogen phosphoryl carbohydrate metabolism
+ 176855624 176898824 electron transporter aelectron transport cellular component u
+ 26168624 26271929 GTP binding intracellular protein transport
+ 61592112 61696183 GTP binding intracellular protein t Golgi apparatus
+ 56318176 56375968 GTP binding endocytosis early endosome
+ 9698302 9852547 GTP binding small GTPase mediated signal transductio
- 118995625 119017319 DNA binding intracellular protein transport
- 11296093 11311321 GTP binding exocytosis
- 61421349 61441573
+ 225713613 225747252 GTP binding intracellular protein transport
+ 54654128 54674753 GTP binding intracellular protein t endosome

+ 125042610 125075991 receptor mediated enendosome
- 47152677 47155311 Golgi apparatus
- 35478754 35496614 GTP binding protein transport
+ 77582820 77585368 GTP binding protein transport
- 891503 929109 DNA binding DNA recombination nucleus
+ 46425436 46456165 ATP binding DNA recombination nucleus
+ 66915998 66922458 DNA damage checkpnucleus
- 17577827 17580164 molecular function unembryonic developmcellular component u
+ 9465529 9528105 GTPase activator ac chemotaxis membrane
+ 208597525 208666581
+ 18479577 18489258 GDP-dissociation inhsignal transduction
- 6001025 6005618 binding protein transport nucleus
- 13729709 13819775 protein binding microtubule nucleationucleus
+ 67290990 67340567 GTP binding intracellular protein t membrane
+ 154362726 154368959 GTP binding protein transport
- 204134862 204225564 cell-matrix adhesion cytoskeleton
+ 76133662 76554762
- 159905143 159932977 negative regulation ointegral to membrane
- 149473066 149476354 molecular function unretinoid metabolism cellular component u
+ 63060855 63070505 negative regulation of cell proliferation
- 101813883 101851111 GTPase activator ac intracellular signaling cascade
- 4708669 4752291 protein binding signal transduction
- 55086732 55091605 RNA polymerase II trdevelopment nucleus
- 53697571 53789545 kinase activity
+ 32785916 32815345 DNA repair nucleus



- 201787998 201822765 nucleus
- 16622433 16648114 cell proliferation nucleus
+ 18767292 18860445
- 18415189 18425887 nucleus
- 35059591 35157824 negative regulation onucleus
+ 29298028 30007759 RNA binding

RNA binding RNA processing nucleus
- 95341590 95350987 retinol binding sensory perception extracellular space
+ 43368904 43379876 transcription factor a regulation of transcri nucleus
- 37837342 37876161
- 9741752 9749409 calcium ion binding sensory perception
+ 23711073 23719302 chromosome organiznuclear chromosome
- 21513964 21545796 ATP binding DNA repair nucleus
- 154159360 154160830 cell cycle arrest cytoplasm
- 77599067 77601952 transferase activity, t cell differentiation Golgi apparatus
+ 40929711 40943007 regulation of cyclin d cytoplasm

- 49680850 49712511 ammonium transportammonium transportintegral to plasma me
- 25434114 25492679 transporter activity transport integral to membrane
+ 25344320 25402252 integral to plasma me
- 150601443 150654657 GTP binding signal transduction membrane
- 128343051 128399222 GTPase activator activity
+ 81561002 81595322 DNA binding regulation of transcri nucleus
- 96524396 96544700 ATP binding
- 87554102 87565926 binding sensory perception intracellular
+ 55691179 55705947 molecular function unintracellular signaling cascade
- 184143261 184181028 molecular function unbiological process uncellular component u
+ 20825975 20889215 sensory perception
+ 39741489 39750763 small GTPase regulasmall GTPase mediated signal transductio
+ 153147564 153151527 structural constituentprotein biosynthesis cytosolic large riboso
+ 23763599 23768221 rRNA binding protein biosynthesis ribosome
+ 54682676 54687374 structural constituentprotein biosynthesis large ribosomal subu
- 12852529 12858037 structural constituentprotein biosynthesis ribosome
- 40868313 40871072 structural constituentprotein biosynthesis ribosome
+ 217189068 217191692 structural constituentprotein biosynthesis ribosome
+ 93009630 93019501 5S rRNA binding protein biosynthesis cytosolic large riboso
+ 58267041 58279262 RNA binding tRNA processing nucleus
- 44615691 44618478 structural constituentprotein biosynthesis ribosome
+ 47055827 47067322 RNA binding hemocyte developmecytosolic small riboso
+ 150776310 150777696 RNA binding cell proliferation cytosolic small riboso
- 49120052 49122844 structural constituentprotein biosynthesis ribosome
- 71275474 71280162 RNA binding protein biosynthesis ribosome
+ 59396830 59403323 RNA binding protein biosynthesis cytosolic small riboso
+ 219259182 219284504 sex differentiation
- 90134312 90178484 transport cytoplasm
- 16672622 16899459 signal transduction
- 21726147 21808795 binding biological process uncellular component u
- 72508773 72578464
+ 43616179 43770012 calcium channel activB cell differentiation integral to membrane
- 148768466 148779369 calcium ion binding
- 150159256 150161148 calcium ion binding defense response to cytosol



- 150322695 150327314 calcium ion binding
- 150243293 150246210 calcium ion binding epidermis development
+ 18244346 18248088 lipid transporter activacute-phase responsextracellular region
- 22800966 22840626 heat shock protein b protein folding cellular component u
- 14779419 14840535
+ 65485775 65504183 cytosol
+ 56425050 56428292 positive regulation of integral to plasma me
- 65896839 65904738 molecular function unknown
- 110352974 110500200 molecular function unknown cytoplasm
+ 69579345 69611685
- 72924249 72952723 post-Golgi transport integral to membrane
- 47430206 47459524 unfolded protein bindcholesterol metabolisGolgi apparatus
+ 27547495 27586456 receptor activity UV protection cytoplasm
- 77437072 77492214 receptor activity cell adhesion integral to plasma me
+ 77007859 77116644 zinc ion binding epidermis developmecytoplasm
+ 61714285 61717585 extracellular space
+ 147238466 147241946
- 41161969 41376881 transcriptional represdevelopment nucleus
- 18017090 18132435 transcription factor a morphogenesis nucleus
- 38713840 38810505 cation channel activitcation transport membrane
- 38862263 38967056 cation channel activitcation transport membrane
- 167087395 167168985 cation channel activitcation transport membrane
- 166880315 166993821 cation channel activitcation transport membrane
- 10524379 10541562 unfolded protein bindcytochrome c oxidas mitochondrion
+ 271446 309792 FAD binding electron transport mitochondrion
+ 111462831 111471727 electron transporter aelectron transport integral to membrane
- 68652959 68674728 GTPase activator ac intracellular signaling cascade
- 56739867 56805376 exocytosis cytoplasm
- 102236392 102269585
- 45620256 45623738 positive regulation of cell proliferation
- 81007645 81069886 catalytic activity integral to membrane
- 166391465 166412385 protein binding cell adhesion integral to plasma me
- 80016505 80193318 development
+ molecular function unneurogenesis cellular component u
+ 94150520 94160142 DNA binding acute-phase responsextracellular region
+ 94097535 94105994 oxidoreductase activ metabolism
- 109414339 109521970 cell cycle arrest nucleus
+ 147711960 147750284 DNA binding chromatin modificationucleus
- 44601458 44610015 RNA splicing DNA-directed RNA p
+ sugar binding phosphate transport cytoplasm
- 85797641 85806967 lipid metabolism extracellular space
+ 22075112 22077928 regulation of liquid suextracellular space
+ 45598389 45608288 calcium ion binding muscle contraction cytoskeleton
- 52730793 52745374 cytoskeleton organiz cytoskeleton
+ 155686344 156125623 cytoskeleton organiz cytoskeleton
+ 22653090 22797304 cytoskeleton organiz cytoskeleton
- 153589108 153599675 SH3/SH2 adaptor acangiogenesis cytoplasm
- 6703174 6718480 SH3/SH2 adaptor acJNK cascade
+ 2857545 2877920 SH3/SH2 adaptor ac intracellular signaling cascade
- 4311367 4351471 protein binding cytoplasm
+ 81907286 82078495 protein binding central nervous systecytoplasm



- 19313176 19665376 molecular function uncell-cell signaling membrane

protein binding intracellular signalingcellular component u
- 166179388 166278984 hydrolase activity, hycarbohydrate metaboGolgi apparatus
- 47427868 47491839 cell proliferation
- 54634156 54646093 melanin biosynthesisextracellular space
- 1491567 1548630 cell surface receptor integral to plasma me
- 1557797 1586402 cell-cell signaling integral to membrane
+ 2192295 2271618 molecular function uncell differentiation nucleus
+ 171558217 171593238 protein binding cell differentiation nucleus
+ 55456642 55504850 amino acid-polyaminamino acid transport integral to plasma me
+ 2880099 2903051 organic cation transpexcretion integral to membrane
+ 186439570 186443575 adenine transporter ageneration of precursintegral to plasma me
- 57008583 57039735 neutral amino acid tr neutral amino acid tr integral to plasma me
+ 27797988 27829482 double-stranded RNA binding nucleus
- 1445908 1498543 dopamine:sodium syneurotransmitter trancytoplasm
- 98750600 98935653 calcium ion binding axon guidance extracellular space
- 128306012 128382976 ATP binding chromatin remodelin nucleus
+ 22453763 22501255 DNA integration nuclear chromosome
- 47602390 47798410 chromatin binding chromatin assembly SWI/SNF complex
+ 48765278 48780690 transcription coactivachromatin remodelin chromatin remodeling
+ 21718498 21772611 spermidine synthasemethionine metabolism
+ 210842970 210898868
- 242238685 242906752 histone-lysine N-met chromatin modificationucleus

+ 61298919 61332898 regulation of transcri nucleus
- 91003882 91115311 anti-apoptosis cytoplasm
- 37671235 37688996 nucleus
+ 11669817 11680508 response to abiotic s integral to membrane
+ 22751227 22774822 RNA binding mRNA processing nucleus
- 17870243 17897154 intracellular signaling cascade
+ 175994673 176056109 acyltransferase activ cholesterol metabolisendoplasmic reticulu
- 73864458 73867753 protein kinase inhibit JAK-STAT cascade
+ 54563593 54585957 intracellular signaling cascade
+ 31953805 31963112 antioxidant activity neurogenesis cytoplasm
+ 43102643 43154330 L-iditol 2-dehydrogensorbitol metabolism
- 39186624 39191682 molecular function unnegative regulation ocellular component u
- 139310671 139312745 DNA binding central nervous systenucleus
+ 43328637 43361320 DNA binding immune response nucleus
+ 101239831 101323306 GTP binding fertilization (sensu Metazoa)
+ 22674404 22746544 binding spermatid developm axoneme
- 46397987 46553094 spermatogenesis integral to membrane
- 35773776 35818453
+ 225747015 225747983 DNA replication
+ 100373124 100383242 transcription factor a regulation of transcri nucleus
+ 88232968 88320261 gametogenesis ribonucleoprotein com
+ 124678287 124682512 development cytoplasm
- 79808114 79813087 cell-cell signaling membrane

- 155393568 155469561 actin filament bindingactin filament organizcytoskeleton



+ 40553605 40626873 DNA binding cholesterol metabolisGolgi apparatus
+ 57174717 57210775 binding protein amino acid p ribonucleoprotein com
+ 2742654 2761412
- 21850575 21924540 nucleus
+ 26239788 26277134 cell adhesion cytoskeleton
+ 65094518 65095814 cell cycle
- 112778184 112874082 binding
+ 36397100 36564500 diacylglycerol bindingintracellular signalingsoluble fraction
- 152800614 152858014 intracellular protein transport
- 107842320 107851649
- 37718868 37794039 calcium ion binding JAK-STAT cascade cytoplasm
+ 31963884 32008605 nucleus
+ 63710247 63728591 binding response to stress Golgi apparatus
+ 220288100 220306678
+ 80685934 80739779 intracellular signalingmembrane
- 61741504 61755224 intracellular signaling cascade
- 121180906 121212099 cytoskeleton
- 41679052 41698290 perception of sound
- 70773445 70807190 sulfotransferase activlipid metabolism cytosol
- 53065681 53081405 alcohol sulfotransferabile acid catabolism
+ 44628163 44659146 enzyme binding RNA elongation fromnucleus
+ 38763937 38829702 cell cycle nucleus
+ 123913094 124004045 nucleus
+ 1690496 1714126
+ 47508117 47525808 integral to membrane

+ 31160600 31198350 RNA polymerase II transcription factor actnucleus
- 120812195 120914255 RNA polymerase II trtranscription initiationtranscription factor T
- 59983249 60074261 general RNA polymeregulation of transcri nucleus
+ 116575249 116580717 actin binding muscle development
- 156700975 156708357
+ 69381105 69409175
- 39545102 39577187 binding protein folding cytoplasm

guanyl-nucleotide ex small GTPase mediacellular component u
- 9752232 9794753 actin binding perception of sound cytoskeleton
+ 130641665 130721888
+ 122600684 122659026 integral to membrane
- 203570835 203601900 nucleus
+ 48212154 48219828 nucleus
+ 118184432 118215091 nucleus
- 43142404 43172747 molecular function untRNA processing cellular component u
+ 134030763 134053359 signal transducer actG-protein coupled re heterotrimeric G-prot
+ 49019829 49028386 molecular function unbiological process uncellular component u
+ 52490744 52848019
- 3570496 3589794
+ 6389648 6423064 protein prenyltransfe generation of precursintegral to membrane
- 1951683 1977980 development nucleus
+ 32416050 32418194 molecular function uncell proliferation cellular component u
- 55474783 55496371 receptor binding cell-cell signaling extracellular space
+ 160118562 160147760 nucleus
- 27515102 27521114 transcription factor a immune response nucleus



- 31470146 31549264 electron transporter aelectron transport
+ 2663475 2727327 molecular function unbiological process unintegral to membrane
- 14161650 14195087 damaged DNA bindinnucleotide-excision r nucleus
- 61616720 61676379 binding protein transport cytoplasm
+ 63084499 63128728 binding transport nucleus
- 151781236 151810898 ATP binding DNA recombination nucleus
+ 82409072 82685333 DNA recombination nucleus
+ 216799637 216896509 ATP binding DNA recombination DNA-dependent prot
- 40840420 40918264 protein binding negative regulation onucleus
- 63548355 63556669 molecular function unbiological process unextracellular region
+ 71975245 71977793 acyltransferase activ circadian rhythm
- 68843797 68880913 ATP binding alanyl-tRNA aminoaccytoplasm
- 137177522 137198577 ATP binding lipid metabolism ATP-binding cassette
- 2265883 2330595 ATP binding response to drug integral to membrane
+ 30647148 30667067 ATP binding inflammatory response
- 28364220 29507938 amiloride-sensitive s central nervous systeintegral to membrane
+ 48737753 48763660 amiloride-sensitive s ion transport integral to plasma me
- 37276706 37328798 ATP binding ATP catabolism citrate lyase complex
+ 32374649 32440830 RNA binding metabolism cytoplasm
+ 40189628 40249492 aconitate hydratase acitrate metabolism mitochondrion
- 125047439 125056152 development
- 134964788 134979211 metalloendopeptidasproteolysis and pepti integral to plasma me
- 151367612 151393742 DNA binding RNA editing cytoplasm
+ 45318942 45467806 adenosine deaminascentral nervous systeintracellular
- 1218072 1769670 RNA binding RNA processing nucleus
+ 45387360 45535952 calcium- and calmodcAMP biosynthesis integral to membrane
+ 7449344 7883194 adenylate cyclase accAMP biosynthesis integral to membrane
- 24953691 25053654 adenylate cyclase accAMP biosynthesis integral to plasma me
- 124486088 124650082 adenylate cyclase accAMP biosynthesis integral to membrane
- 47446247 47464179 adenylate cyclase accAMP biosynthesis integral to membrane
+ 48879322 48909544 adenylate cyclase accAMP biosynthesis integral to plasma me
- 131861728 132123854 calcium- and calmodcAMP biosynthesis integral to membrane
- 3954905 4105460 adenylate cyclase accAMP biosynthesis integral to plasma me
+ 895386 901050 neuropeptide hormonadenylate cyclase acextracellular region
- 19105759 19117573 endoplasmic reticulu
+ 54961991 55002181 binding Golgi to endosome trAP-2 adaptor comple
+ 915880 1000919 lipid binding endocytosis AP-2 adaptor comple
- 28048222 28109123 binding endocytosis Golgi apparatus
- 70320415 70400477 binding endocytosis Golgi apparatus
+ 43917365 43927398 carboxypeptidase A cell adhesion cytoplasm
- 3003907 3013371 Wnt receptor signalinnucleus
+ 74712496 74734753 carrier activity transport extracellular space
+ 187813588 187821807 cysteine protease inhacute-phase responsextracellular space

+ 52207183 52223383 5-aminolevulinate sy biosynthesis mitochondrion
- 38232813 38300237 ATP binding fatty acid metabolismATP-binding cassette
+ 6840127 6854776 arachidonate 12-lipo anti-apoptosis cytosol
+ 30207668 30236556 binding inflammatory respon integral to membrane
- 4480964 4491709 arachidonate 15-lipo electron transport plasma membrane
+ 71638760 71653762 structural constituentbone mineralization extracellular matrix (s
- 113901963 113920269 IgA binding anti-inflammatory resextracellular region



+ 111302680 111323599 adenosylmethionine spermidine biosynthecellular component u
- 6777319 6785429 extracellular matrix sbone mineralization extracellular matrix (s
+ 109875242 109886798 AMP deaminase actipurine nucleotide mecellular component u
- 38196545 38444260 protein binding endocytosis actin cytoskeleton

103910397 103919194 alpha-amylase activi carbohydrate metabolism
+ 103872019 103880419 alpha-amylase activi carbohydrate metaboextracellular space
+ 103809594 103834168 alpha-amylase activi carbohydrate metabolism

ATP:ADP antiporter mitochondrial transp integral to membrane

+ 38250134 38256244 amine oxidase activitcatecholamine metabolism
- 69274755 69516776 protein binding axon cargo transportsynaptic vesicle
+ 27001144 27197807 protein binding neurogenesis
- 40657166 41057416 beta-amyloid bindingactin filament-based growth cone
+ 9564231 9727217 amiloride-sensitive sodium channel activity
+ 117948320 117978854 intra-Golgi transport COPI vesicle coat
+ 67156408 67188173 arginase activity arginine catabolism mitochondrion
- 100289381 100304040 GTP binding small GTPase mediated signal transductio
+ 2978213 3024108 arylsulfatase activity metabolism
- 2246304 2248758 transcription factor a cell differentiation nucleus
+ 12709305 12720137 ATP binding anion transport cytoplasm
- 62578373 62789556 binding muscle contraction endoplasmic reticulu
- 173561860 173865681 protein binding cell adhesion integral to membrane
+ 95107255 95108320 transcription factor a central nervous systenucleus
- 151102576 151118533 copper ion binding copper ion homeostasis
+ 116627877 116659436 ATP binding ATP hydrolysis coup membrane
- 47162575 47190222 ATP binding ATP hydrolysis coup membrane
+ 24152694 24183917 ATP binding metabolism hydrogen:potassium-
+ 156934435 156969836 ATP binding ATP hydrolysis coup membrane
+ 165807604 165833618 sodium:potassium-expotassium ion transpintegral to membrane
+ 7494978 7501814 sodium:potassium-expotassium ion transpintegral to membrane
+ 143078167 143128080 sodium:potassium-expotassium ion transpintegral to membrane
- 88484295 88552312 ATP binding calcium ion transportintegral to plasma me
- 10342744 10466546 ATP binding calcium ion transportintegral to membrane
+ 152322426 152369234 ATP binding calcium ion transportintegral to membrane
+ 200327584 200444864 ATP binding calcium ion transportintegral to plasma me
- 40732938 40746401 ATP binding metabolism integral to plasma me
- 113351184 113360514 hydrogen:potassium-ion transport integral to membrane
- 41918107 41932285 ATP binding ATP synthesis coupl membrane fraction
- 55318227 55326119 ATP binding ATP synthesis coupl mitochondrion
+ 1192748 1195823 hydrogen-transportinATP synthesis coupl membrane fraction
- 57037127 57040795 hydrogen-transportinATP synthesis coupl mitochondrion
+ 111704111 111715990 hydrogen-transportinATP synthesis coupl membrane fraction
+ 44325161 44328232 hydrogen-transportinATP synthesis coupl membrane
- 52345103 52356131 hydrogen-transportinATP synthesis coupl membrane
- 175868379 175871869 hydrogen-transportinATP synthesis coupl membrane
- 656225 658098 hydrogen-transportinATP synthesis coupl mitochondrion
+ 114948597 115013591 ATP binding ATP synthesis coupl integral to plasma me
+ 20098983 20123485 ATP binding ATP synthesis coupl cytoplasm
+ 2503953 2510219 hydrogen-transportinATP synthesis coupl membrane
+ 104102486 104150969 ATP binding ATP synthesis coupl plasma membrane



- 16449478 16486089 hydrogen-transportinATP synthesis coupl plasma membrane
+ 44109703 44113059 hydrogen-transportinATP synthesis coupl membrane
- 31620217 31622606 hydrogen ion transpoATP biosynthesis
+ 37864387 37928122 hydrogen ion transpoion transport integral to membrane
+ 153177867 153183641 ATP binding ATP synthesis coupl proton-transporting tw
- 34197627 34210028 hydrogen-transportinATP synthesis coupl membrane fraction
- 74665430 74668542 molecular function unknown
- 99209002 99218338 MHC class I recepto antigen presentation MHC class I protein c
- 17422550 17459974 3'-5'-exoribonucleaseRNA processing cytoskeleton

- 47703298 47724438 molecular function unimmune response integral to plasma me
- 43362356 43365396 transcription factor a cell proliferation nucleus
+ 15380909 15410064 NAD+ nucleosidase development extrinsic to membran
- 17374755 17377384 signal transducer actcell proliferation integral to plasma me
- 76028626 76077008 epidermal growth faccell proliferation integral to membrane
+ 41997206 42008760 protein binding cell adhesion cytoplasm
- 5276822 5283195 immune response mitochondrial matrix
+ 203666001 203706701 complement activatioextracellular space
+ 203650992 203661733 blood coagulation extracellular region
+ 76455658 76514844 calpain activity proteolysis and pepti intracellular
+ 137115549 137117256 binding complement activatiomembrane attack co
+ 90983268 91009271 molecular function ungerm cell developmecellular component u
+ 64620258 64635756 molecular function unbiological process unintegral to membrane
+ 64646303 64651417 structural constituentprotein biosynthesis mitochondrion
- 64640451 64641746
- 30388349 30558616 hydrolase activity neurogenesis
- 61313180 61316661
+ 61204485 61271048 triacylglycerol lipase lipid metabolism
- 88622816 88623810 molecular function unbiological process uncellular component u
+ 40655074 40680464 Rho GTPase bindingactin cytoskeleton or nucleus
+ 13610866 13642753 molecular function unbiological process unintegral to membrane
- 44573254 44583574 molecular function unbiological process uncellular component u
- 33726662 33774120 molecular function unbiological process unintegral to membrane
+ 42145408 42195340 hydrolase activity regulation of transcri nucleus
+ 86537709 86548526 carbonate dehydrataone-carbon compouncytoplasm
+ 55582130 55591686 carbonate dehydrataone-carbon compounmembrane
- 86479125 86527613 carbonate dehydrataone-carbon compounmitochondrial matrix
+ 8940207 8969412 carbonate dehydrataone-carbon compound metabolism
+ 65435891 65445541 carbonate dehydrataone-carbon compound metabolism
- 61264082 61356508 carbonate dehydrataone-carbon compound metabolism
- 53833083 53841065 carbonate dehydrataone-carbon compound metabolism
- 34583234 34607427 voltage-gated calciumcalcium ion transportmembrane fraction
+ 18589703 18870044 voltage-gated calciumcalcium ion transportmembrane fraction
+ 47498778 47508991 voltage-gated calciumcalcium ion transportmembrane fraction
+ 62471167 62483371 dihydropyridine-senscalcium ion transportintegral to membrane
+ 27351908 27378305 ATP binding de novo' pyrimidine bcytoplasm
+ 69950126 69981836 calcium ion binding
+ 16427937 16432448 calcium ion binding
+ 15051721 15056753 neuropeptide hormoncalcium ion homeostextracellular region
+ 133921425 134112725 actin binding muscle contraction cytoskeleton
+ 5556923 5558225 calcium ion binding



+ 127973386 128005478 calcium ion binding biological process unGolgi apparatus
+ 134102104 134115740 defense response integral to membrane
- 110294475 110319896 calpain activity proteolysis and pepti intracellular
- 2978735 3035243 ATP binding cysteinyl-tRNA aminocytoplasm
- 106859806 107070518 calcium ion binding NLS-bearing substranucleus
+ 36159390 36161320 protein binding cell differentiation cytoskeleton
- 128674776 128723886 1-aminocyclopropaneamino acid derivativecytosol
+ 155136851 155139458 immune response integral to plasma me
+ 59580706 59595177 receptor activity signal transduction integral to membrane
- 56712885 56726876 protein binding cell adhesion integral to plasma me
- 137218389 137224342 ATPase activity, uncoupled integral to membrane
+ 25124371 25155360 hydrolase activity Golgi apparatus
+ 20660836 20690702 cytidine deaminase acytidine metabolism
- 115168330 115180241 cysteine dioxygenaseL-cysteine metabolism
+ 85861235 85927518 diacylglycerol cholinelipid metabolism endoplasmic reticulu
+ 26328626 26331152 integral to plasma me
+ 46904376 46925684 integral to plasma me
- 48812028 48813323 DNA binding regulation of transcri nucleus

- 151666440 151669869 calcium ion binding cell cycle centrosome
- 34249400 34252785 actin binding cytoskeleton
+ 46992395 47007429 integral to membrane
- 47776234 47790890 immune response extracellular space
- 46817183 46825268 integral to plasma me
- 45896859 45901322 extracellular matrix sregulation of cell growextracellular matrix (s
- 199879586 199887534 extracellular matrix smetabolism extracellular matrix (s
- 175489740 175695461 GTPase activator ac intracellular signaling cascade
+ 29007565 29326169 GTPase activator ac intracellular signaling cascade
+ 41297727 41308689 unfolded protein bindprotein folding microtubule cytoskele
+ 185375357 185384580 lipid binding intracellular protein t clathrin vesicle coat
+ 100391201 100397390 protein binding intracellular protein t AP-1 adaptor comple
- 52033263 52045931 protein transporter a clathrin cage assembAP-2 adaptor comple
+ 115205548 115277672 transporter activity insulin receptor signaGolgi apparatus
- 44913735 44920508 hydrolase activity antimicrobial humoral response (sensu Ve
+ 86646071 86677963 voltage-gated chloridchloride transport integral to plasma me
+ 170916528 171016887 PDZ domain binding chloride transport Golgi apparatus
+ 9934772 10013256 voltage-gated chloridchloride transport integral to plasma me
+ 11800559 11837451 voltage-gated chloridchloride transport integral to plasma me
- 31806338 31812320 voltage-gated chloridchloride transport membrane
- 154070159 154127661 voltage-gated chloridchloride transport membrane
- 77004846 77026495 auxiliary transport pr chloride transport nucleus
- 35870737 35873080 enzyme activator actdigestion extracellular region
+ 55052037 55127254 binding intracellular protein t clathrin coat of coate
- 24044551 24047311 chymase activity proteolysis and peptidolysis
+ 150573785 150584604 3',5'-cAMP binding ion transport intracellular cyclic nu

ion channel activity ion transport membrane
+ 11510578 11522138 actin filament bindingregulation of smooth muscle contraction
+ 977297 990063 actin binding cytoskeleton organiz cytoskeleton
- 95074529 95104722 actin binding smooth muscle contrcellular component u
+ 37372284 37383280 2',3'-cyclic-nucleotidecyclic nucleotide catamembrane
+ 71231649 71388909 extracellular matrix scell adhesion collagen type XIII



- 157072134 157126528 hormone activity intra-Golgi transport COPI vesicle coat
- 14435628 14477974 protein binding intra-Golgi transport COPI vesicle coat
+ 113063421 113106325 copper ion transportecopper ion transport integral to plasma me
+ 112992850 113005958 copper ion transportecopper ion transport integral to plasma me
+ 84390696 84398109 cytochrome-c oxidaselectron transport inner membrane
+ 97721038 97723174 cytochrome-c oxidaselectron transport inner membrane
+ 119338623 119341249 cytochrome-c oxidaselectron transport inner membrane
- 31346555 31347222 cytochrome-c oxidaselectron transport inner membrane
+ 40830994 40841523 cytochrome-c oxidaselectron transport mitochondrion
- 100959547 100975071 cytochrome-c oxidaselectron transport inner membrane
- 41333663 41335611 cytochrome-c oxidaselectron transport inner membrane
- 76004222 76010245 cytochrome-c oxidaselectron transport inner membrane
+ 98181129 98181450
+ 76961105 76967026 cytochrome-c oxidaselectron transport inner membrane
+ 85949539 85952337 cytochrome-c oxidaselectron transport inner membrane
+ 63498654 63500590 cytochrome-c oxidaselectron transport inner membrane
+ 150065781 150097560 carboxypeptidase A proteolysis and pepti secretory granule
- 7104183 7106513 protein self binding calcium-independentintegral to membrane
- 49297433 49307022 acyltransferase activ fatty acid beta-oxidatintegral to membrane

receptor activity
+ 76419749 76427622 lipid binding development cytoplasm
- 153482482 153488448 lipid binding epidermis development
+ 105024593 105026167 zinc ion binding antimicrobial humoracytoplasm
+ 105012175 105017545 zinc ion binding
- 5940582 6008280 dihydropyrimidinase neurogenesis
- 156495524 156497437 binding acute-phase responsextracellular region
- 82972500 83052454 hyaluronic acid bindi cell adhesion extracellular matrix (s
+ 45825604 45861372 DNA photolyase activDNA repair
- 54951749 54980442 citrate (Si)-synthase tricarboxylic acid cyc cytoplasm
+ 70977558 70993048 transporter activity digestion extracellular region
- 71001734 71007486 calcium ion binding calcium ion transportextracellular region
+ 71289078 71297903 molecular function unphysiological processextracellular region
+ 19188761 19224040 calcium ion binding cell adhesion
- 73754018 73792151 structural molecule acell adhesion integral to plasma me
- 75754963 75775267 zinc ion binding cell differentiation nucleus
+ 77289775 77298446 binding dicarboxylic acid traninner membrane
- 23676190 23679574 cysteine protease inhibitor activity
- 23752403 23755312 cysteine protease inhibitor activity
- 23614276 23617662 cysteine protease inhibitor activity
- 23804792 23808317 cysteine protease inhibitor activity
+ 65536037 65537551 cysteine protease inhmorphogenesis
+ 54401025 54412514 RNA binding RNA processing nucleus
+ 10444236 10446476 DNA binding G-protein signaling, achromosome
- 59303103 59304821 growth hormone rececell-cell signaling extracellular region
+ 99881528 99902066 RNA binding mRNA cleavage nucleus

153377123 153378778 molecular function unbiological process unintegral to membrane
- 84732242 84752119 hydrolase activity, accarbohydrate metabolysosome

73795547 73798556 chymotrypsin activitydigestion extracellular region
- 153019778 153044285 molecular function unbiological process unintegral to membrane
- 58864160 58877395 cytochrome-b5 reducelectron transport integral to plasma me

structural molecule acell differentiation cytoskeleton



+ 102837217 102860325 structural constituentcell differentiation cytoskeleton
- 98947310 98977472 oxidoreductase activ electron transport endoplasmic reticulu
+ 46286207 46293939 oxidoreductase activ electron transport endoplasmic reticulu
+ 46189043 46216141 unspecific monooxygelectron transport endoplasmic reticulu
+ 135229747 135241501 oxygen binding electron transport endoplasmic reticulu
+ 46312192 46326121 oxidoreductase activ electron transport endoplasmic reticulu
- 60071001 60104444 arachidonic acid epoelectron transport endoplasmic reticulu
- 98999254 99026459 monooxygenase actielectron transport endoplasmic reticulu
- 98890467 98922257 monooxygenase actielectron transport endoplasmic reticulu
- 47106865 47119437 alkane 1-monooxygeelectron transport endoplasmic reticulu
+ 46976761 46997105 monooxygenase actielectron transport endoplasmic reticulu
- 59565291 59575275 cholesterol 7-alpha-mbile acid biosynthesisendoplasmic reticulu
- 42888687 42892637 monooxygenase actielectron transport endoplasmic reticulu

- 52203394 52223931 electron transporter aelectron transport mitochondrion
+ 94823656 94827631 electron transporter aelectron transport endoplasmic reticulu
- 91386116 91408661 monooxygenase acticholesterol biosyntheintegral to membrane
- 16603306 16622010 RNA binding cell differentiation cytoplasm
- 119008461 119211255 protein binding cell cycle cellular component u
- 176816219 176833271 actin binding actin filament organizactin cytoskeleton
- 184186406 184211870 dCMP deaminase acnucleotide biosynthesis
- 110343151 110460519 microtubule binding cell differentiation cytoskeleton
- 20723576 20733250 dolichyl-diphosphool N-linked glycosylatio endoplasmic reticulu
- 22638114 22646573 dopachrome isomeramelanin biosynthesis from tyrosine
+ 15682367 15721823 ATP binding development cellular component u
+ 40948904 40965695 ATP binding cytoplasm
- 59926199 59932869 ATP binding cell growth nucleus
+ 118435083 118612721 protein binding
+ 179540197 179588539 ATP binding cytoplasm
+ 108041025 108316856 ATP binding
- 24205369 24262446 ATP binding nuclear mRNA splici nucleus
- 6822580 6825012 defense response to extracellular region
- 6860804 6863226 defense response to extracellular region
- 6780754 6783196 calcium channel regudefense response to extracellular region
- 6900238 6901669 antimicrobial humoraextracellular region
- 6769630 6771008 antimicrobial humoraextracellular region
- 6715524 6722860 defense response to extracellular region
- 12647533 12653677 transferase activity hypusine biosynthesis from peptidyl-lysine
+ 54071881 54088778 selenium binding thyroid hormone gen integral to membrane
- 79733628 79748276 selenium binding selenocysteine incor integral to membrane
+ 101097440 101099540 thyroxine 5'-deiodinabiological process uncellular component u
+ 111401387 111439798 acyltransferase activ acetyl-CoA biosynthemitochondrion
+ 172775747 172779904 transcription factor a development nucleus
+ 88928637 88942686 calcium ion binding cell adhesion extracellular matrix (s
+ 128045240 128097073 GTP binding endocytosis coated pit

ATP binding
+ 38798875 39106279 ATP binding ciliary or flagellar moaxonemal dynein com
+ 11442472 11813788 ATP binding cell motility axonemal dynein com
- 153150947 153159222 DNA binding DNA catabolism membrane
+ 2226468 2228712 DNA binding DNA catabolism
- 58153391 58171729 DNA binding DNA catabolism nucleus



+ 10689773 10803579 GTP binding G2/M transition of m cytoplasm
- 32045566 32048011
- 118472422 118477995 UDP-N-acetylglucosalipid metabolism endoplasmic reticulu
+ 1880155 1893466 protein biosynthesis
+ 44104751 44108138
+ catalytic activity proteolysis and pepti integral to membrane
- 165396364 165430086 protein binding cell adhesion extracellular matrix (s
+ 26491411 26571607 dihydropyrimidinase neurogenesis
- 146750565 146813453 dihydropyrimidinase neurogenesis
- 40306212 41140909 protein binding cell adhesion integral to plasma me
- 106762604 106766436 transcription factor a regulation of transcription, DNA-dependen
- 89859933 89901275 glycosaminoglycan bpregnancy extracellular matrix (s
- 158058006 158459347 DNA binding development nucleus
- 62083648 62097927 translation elongationprotein biosynthesis eukaryotic translation
- 203153371 203174212 RNA binding intracellular protein t cytoplasm

calcium ion binding biological process unintegral to membrane
- 19902294 19919616 RNA binding protein biosynthesis eukaryotic translation
+ 66896837 66921909 RNA binding regulation of translat eukaryotic translation
+ 23832721 23855743 GTP binding protein biosynthesis cytosolic small riboso
+ 7416867 7422674 ATP binding protein biosynthesis
+ 187984086 187990385 ATP binding protein biosynthesis eukaryotic translation
+ 185520802 185535847 RNA binding regulation of translat eukaryotic translation
- 10775177 10787047 RNA binding cell cycle arrest eukaryotic translation
+ 7151692 7156496 DNA binding protein biosynthesis
- 50008493 50026730 calcium ion binding proteolysis and peptidolysis
+ 99329511 99477615 acid phosphatase acvisual perception microtubule associat
+ 13240923 13260974 cell death integral to membrane
- 10533475 10582040 cell death integral to membrane
+ 53520453 53525622 cell death integral to membrane
+ 128660360 128664508 DNA binding DNA metabolism mitochondrion
- 147407672 147415171 ion channel inhibitor response to nutrients
+ 44295370 44309856 nucleoside transport nucleobase, nucleos integral to plasma me
- 131202182 131426015 actin binding cortical actin cytoskecytoplasm
+ 21972679 21995982 actin binding actin filament bundleactin cytoskeleton
- 45016937 45028813 RNA binding rRNA processing nucleus
- 26668801 26672835 transmembrane receptor activity integral to membrane
- 162852708 162925552 dipeptidyl-peptidase cell-cell signaling integral to plasma me
+ 13565683 13654922 calcium ion binding extracellular matrix (s
- 135027380 135035754 antigen binding cell adhesion cytoplasm
- 132160583 132274725 cell proliferation extracellular matrix (s
+ 90848887 92317486 extracellular matrix (s
- 17766181 17797327 fibrinogen complex
+ 134955199 135019028 zinc ion binding cell differentiation nucleus
- 105435802 105474199 zinc ion binding nucleus
- 38131535 38134199 zinc ion binding muscle development
+ 24184278 24198199 isomerase activity muscle contraction cytoplasm
- 18088879 18102780 actin binding development cytoskeleton
+ 5880908 5899822 integral to plasma me
- 24230483 24248696 protein binding cell adhesion flotillin complex



+ 127644750 127655888 ATP binding biosynthesis cytosol
+ 191237122 191259507
+ 100160942 100224121 female gamete generation
+ 93916774 93919627 alpha(1,3)-fucosyltra L-fucose catabolism Golgi apparatus
- 5816836 5821551 3-galactosyl-N-acety L-fucose catabolism Golgi apparatus
- 137200462 137202402 alpha(1,3)-fucosyltra L-fucose catabolism Golgi apparatus
- 118400273 118406631 sugar porter activity transport integral to membrane
+ 49057377 49073953 molecular function unbiological process uncellular component u
+ 49057342 49064668 molecular function unbiological process uncellular component u
+ 49028689 49036016
+ 49028697 49036020
+ 49028690 49036016
+ 49028692 49036019 molecular function unbiological process uncellular component u
+ 31488593 31545792 manganese ion bind O-linked glycosylatio Golgi apparatus
+ 226509762 226724681 manganese ion bind O-linked glycosylatio Golgi apparatus
- 166428830 166452717 manganese ion bind carbohydrate metaboGolgi apparatus
+ 40353785 40432359 calcium ion binding muscle developmentintracellular
- 76046222 76058543 integral to plasma me
+ 113546912 113590396 calcium ion binding cell adhesion extracellular region
+ 55806504 55842080 integral to plasma me
- 89184388 89200565 GTP binding immune response
+ 38843576 38847203 neurotransmitter metabolism
+ 54396087 54399751 molecular function unbiological process uncellular component u
- 37518656 37526872 N-acetyltransferase achromatin remodelin nucleus
+ 76303699 76351884 acetylglucosaminyltraO-linked glycosylatio Golgi apparatus
- 69464057 69525976 glutamine-fructose-6carbohydrate biosyntcytoplasm
- 32896183 32924318 acyltransferase activ glutathione biosyntheintegral to membrane
- 22940192 22965582 acyltransferase activ amino acid metabolisintegral to membrane
- 94066033 94086987 glutamate-cysteine li cysteine metabolism
+ 128346563 128381708 mRNA-nucleus exponuclear pore
+ 158354942 158450454 GABA-A receptor ac cell surface receptor integral to plasma me
+ 191571102 191655771 glutaminase activity glutamine catabolismmitochondrion
+ 119906996 119909329 electron transporter aamino acid metabolismitochondrion
- 179083688 179092561 glutamate-ammonia glutamine biosynthesis
- 1569040 2190845 GDP-mannose 4,6-dde novo' GDP-L-fucocytoplasm
- 2540980 2657200 GTP binding G-protein coupled re membrane
+ 11742185 11871825 GTP binding G-protein coupled receptor protein signalin
+ 99916025 99921442 signal transducer actG-protein coupled re heterotrimeric G-prot
+ 93180470 93185039 signal transducer actG-protein coupled re heterotrimeric G-prot
- 44638595 44641742 GTPase activity G-protein coupled re extracellular region
- 30621672 30632987 GTP binding signal transduction
- 124720182 124782911
- 128097662 128117822 Golgi apparatus
- 131955844 132015638 transporter activity intra-Golgi transport Golgi membrane
+ 37259741 37383245 vesicle-mediated tranGolgi trans face
- 101146617 101180336 aspartate transaminaamino acid metaboliscytosol
- 57298537 57325641 aspartate transaminaamino acid metabolismitochondrion
- 20229594 20246310 membrane
+ 241095104 241127483 extracellular matrix (s
- 24536383 24597829 glycosylphosphatidyl cell-matrix adhesion extracellular region



- 176929237 177298797 integral to plasma me
- 13551753 13594971 molecular function uncell differentiation integral to membrane
+ 145700232 145703357 1-aminocyclopropanebiosynthesis cytoplasm
+ 150380111 150388741 electron transporter aresponse to lipid hyd extracellular region
+ 1054965 1057778 electron transporter adevelopment mitochondrion
+ 28601767 28609923 electron transporter alipid metabolism extracellular region
+ 52780064 52786743 glutathione peroxidasresponse to oxidative stress

+ 39778173 39785996 cytokine activity cell proliferation extracellular region
- 52723139 52736283 glutathione transfera metabolism cellular component u
- 52869403 52882455 glutathione transfera metabolism
- 52950709 52968099 glutathione transfera metabolism
+ 109922732 109929949 glutathione transfera metabolism
+ 109910744 109916363 glutathione transfera metabolism
+ 109966906 109972930 glutathione transfera metabolism
+ 122643260 122670214 damaged DNA bindinnucleotide-excision r nucleus
- 50466769 50538143 guanylate cyclase accGMP biosynthesis
- 42297454 42299488 guanylate cyclase acsignal transduction extracellular region
+ 150192072 150228117 glycogenin glucosyltrcarbohydrate biosynthesis
- 145274883 145298101 molecular function unbiological process unintegral to membrane
- 24145532 24148704 chymotrypsin activityapoptosis cytoplasm
+ 54355867 54365716 chymotrypsin activityproteolysis and pepti cytoplasm
+ 495026 500919 chymotrypsin activitycytolysis
- 26342418 26343195 DNA binding chromosome organizchromosome
+ 26264537 26265322 DNA binding chromosome organizchromosome
- 27942548 27943338 DNA binding chromosome organizchromosome
- 26215618 26216343 DNA binding cell differentiation chromosome
+ 26325126 26325690 DNA binding chromosome organizchromosome
- 26306990 26307450
+ 26266327 26266850 DNA binding chromosome organizchromosome
- 26151433 26151864 DNA binding chromosome organizchromosome
+ 222557155 222566437
- 26125238 26125995 DNA binding nucleosome assembchromosome
+ 115302774 115339348 chymotrypsin activitycell adhesion extracellular space
- 53341230 53344341 3-hydroxyacyl-CoA dlipid metabolism mitochondrion
- 140033674 140051155 ATP binding histidyl-tRNA aminoacytoplasm
- 56908176 56919033 hyaluronan synthasecell adhesion extracellular matrix (s
- 122694720 122722811 hyaluronan synthase activity integral to plasma me
+ 67698943 67709072 hyaluronan synthasecarbohydrate metabointegral to plasma me
+ 10889137 10899655 holocytochrome-c syelectron transport mitochondrial inner m
- 122832936 122862405 transcription factor a intracellular signalingDNA-directed RNA p
- 48321442 48345214 histidine decarboxylaamino acid metabolism
+ 96295563 96351845 ATP binding
+ 53177779 53223160 integral to plasma me
+ 193520554 193532974 complement activatioextracellular space
+ 193644590 193660013 complement activatioextracellular space
- 33140771 33149356 MHC class II receptoantigen presentation integral to plasma me

+ 32817198 32822149 MHC class II receptoantigen presentation integral to membrane
- 32831853 32839245 MHC class II receptoantigen presentation integral to membrane

MHC class II receptoantigen presentation integral to membrane



- 32593133 32605984 MHC class II receptoantigen presentation integral to membrane
+ 50697374 50755886 double-stranded DNAdevelopment nucleus
+ 29799219 29802262 MHC class I recepto antigen presentation MHC class I protein c
+ 177734795 177756290 MHC class I recepto antigen presentation MHC class I protein c
- 65886568 65895867 nucleoside transport cell proliferation integral to plasma me
- 26004706 26013606 RNA binding RNA processing heterogeneous nucle
+ 177564146 177570787 RNA helicase activitymRNA editing nucleus
- 20748554 20807422 RNA binding RNA splicing heterogeneous nucle
- 43201070 43224620 RNA binding RNA processing heterogeneous nucle
- 178973785 178983276 RNA binding RNA processing heterogeneous nucle
+ 100469427 100475263 RNA binding heterogeneous nucle
+ 69761884 69772952 RNA binding RNA splicing heterogeneous nucle
- 44018868 44032381 RNA binding mRNA processing heterogeneous nucle
- 241343003 241353868 ATP binding RNA processing heterogeneous nucle
- 26919048 26932454 transcription factor a development nucleus
- 26958355 26960608 transcription factor a development nucleus
+ 33021190 33029339 actin binding
- 44007874 44010742 transcription factor a development nucleus
- 44044706 44047300 transcription factor a development nucleus
- 44053516 44058716 transcription factor a development nucleus
+ 52689156 52692810 transcription factor a development nucleus
+ 52634980 52636617 transcription factor a development nucleus
+ 176878813 176881142 transcription factor a development nucleus
- 175786110 175818341 15-hydroxyprostagla fatty acid metabolismcellular component u
+ 40223249 40249315 chymotrypsin activityproteolysis and pepti integral to plasma me
+ 70654625 70668645 chymotrypsin activityproteolysis and pepti extracellular region
- 144733040 144750726 guanyl-nucleotide ex positive regulation ofeukaryotic translation
- 10079666 10120808
- 145154070 145184321 integral to plasma me
+ 810664 814608 chymotrypsin activitycomplement activation, alternative pathwa
- 6409016 6418769 binding heme transport extracellular space
+ 48443531 48444797 GTP binding small GTPase mediated signal transductio
+ 99781532 99807920 molecular function unregulation of GTPasecellular component u
+ 219969602 219977127 heat shock protein b protein folding
+ 33015208 33029062 heat shock protein b protein folding
- 116831883 116921095

ATP binding protein folding cellular component u
- 14486581 14490201 heat shock protein b protein folding nucleus
+ 63755663 63757090 heat shock protein b protein folding integral to membrane
+ 149880622 149917966 [heparan sulfate]-glu heparan sulfate proteGolgi apparatus
+ 71096918 71105318 defense response to extracellular region
- 92052179 92135522 ATP binding isoleucyl-tRNA aminocytoplasm
- 7926643 8075394 molecular function unneurotransmitter tranGolgi membrane
+ 10258679 10260198 integrin binding cell-cell adhesion integral to membrane
- 208926459 208945312 isocitrate dehydrogencarbohydrate metabocytosol
- 88428217 88446712 isocitrate dehydrogencarbohydrate metabomitochondrion
+ 76228773 76249938 isocitrate dehydrogencarbohydrate metabomitochondrion
- 2587042 2592843 electron transporter acarbohydrate metabomitochondrion
- 152572067 152580814 ATP binding carbohydrate metabomitochondrion
- 71886718 71897299 antigen binding immune response extracellular region
- 130133018 130148790 cell adhesion integral to plasma me



+ 61652209 61676800 protein binding cell cycle centric heterochroma
+ 39890484 39905102 electron transporter aimmune response
- 45833501 45834957 actin binding actin cytoskeleton
+ 76517680 76578522 RNA binding metabolism cytoplasm
+ 72253139 72256265 protein binding cell adhesion
+ 52119892 52285241 protein biosynthesis nucleus
- 33330138 33336008 translation initiation f integrin-mediated signucleus
+ 52786647 52801117 calcium ion binding hyaluronan metabolisextracellular region
+ 7785342 7831488 serine-type endopep hyaluronan metabolisextracellular region
+ 52803850 52817854 serine-type endopep hyaluronan metabolisextracellular region
- 52822045 52839734 serine-type endopep acute-phase responsextracellular region
+ 124967966 124996162 oligosaccharyl transf protein amino acid g integral to membrane
- 26381611 26877398 calcium channel activcalcium ion transportendoplasmic reticulu
+ 149694111 149697434 structural molecule akeratinocyte differentcornified envelope
- 74219130 74239078 ATP binding aspartyl-tRNA aminocytoplasm
- 156821107 156853111 ATP binding ion transport integral to plasma me
+ 21259201 21260985 inward rectifier potasion transport integral to membrane
- 233456678 233466780 inward rectifier potasion transport integral to membrane
+ 53650577 53661179 inward rectifier potasion transport integral to membrane
+ 38550533 38595614 inward rectifier potasion transport integral to plasma me
+ 65583020 65643339 inward rectifier potasion transport integral to membrane
+ 230056484 230114719 inward rectifier potasion transport integral to membrane
+ 211645030 211797553 ion channel activity ion transport integral to membrane
- 169737744 169749216 calcium-activated po ion transport integral to membrane
+ 17923110 17970930 calmodulin binding ion transport integral to membrane
+ 113725914 113860096 calcium-activated po ion transport integral to membrane
- 48962524 48977249 calcium-activated po defense response integral to membrane
+ 60006877 60017783 receptor activity cellular defense respintegral to plasma me

receptor activity
+ 60035985 60051836 receptor activity integral to plasma me
+ 59989604 60034044 HLA-B specific inhibi immune response integral to plasma me
+ 60053740 60070482 receptor activity cellular defense respintegral to plasma me
- 56014215 56018855 chymotrypsin activityproteolysis and peptidolysis
- 9639136 9651757 sugar binding antimicrobial humoraplasma membrane
- 10489900 10497196 sugar binding antimicrobial humoraintegral to plasma me
- 10474474 10479897 sugar binding cellular defense respintegral to membrane
- 10456179 10464461 sugar binding cellular defense respintegral to membrane
+ 70937113 70938137 epidermis developmecytoskeleton
- 36803501 36807370 structural constituentepidermis developmeintermediate filament
- 36869587 36877164 structural molecule aepidermis developmeintermediate filament
- 36755896 36760582 structural molecule activity intermediate filament
- 36773272 36779573 structural molecule activity intermediate filament
- 36787446 36792162 structural molecule aepidermis developmeintermediate filament
- 51074001 51086443 structural constituentbiological process unintermediate filament
- 50994351 51001438 structural molecule aepidermis developmeintermediate filament
- 51057298 51065684 structural constituentbiological process unintermediate filament
- 51040058 51047576 structural molecule aepidermis developmeintermediate filament
- 198081623 198100326 structural molecule activity basement membrane
- 47247734 47250096 calcium ion binding cell wall catabolism extracellular space
- 60317515 60375763 protein binding cell adhesion basal lamina
+ 112999602 113025741 integral to plasma me



+ 34279893 34331541 SH3/SH2 adaptor accortical cytoskeleton cortical actin cytoske
- 45598059 45654395 actin binding biological process uncytosol
- 135310498 135318622 chemotaxis cytoplasm
- 1781990 1825205 calcium ion binding development integral to plasma me
- 61323674 61340886 oxidoreductase activ cell-cell signaling integral to membrane
+ 71033401 71082884
- 61397574 61415582 oxidoreductase activ fatty acid biosynthes membrane
- 48788276 48799147 zinc ion binding biological process uncellular component u
+ 72005872 72031529 copper ion binding protein modification extracellular region
- 23210640 23317575 copper ion binding aging extracellular space
- 99814505 99828437 neurogenesis

- 117011833 117647068 protein binding cell adhesion membrane
+ 15612706 15634634 leukotriene-B4 20-m electron transport endoplasmic reticulu
+ 144171299 144175199 cell surface receptor integral to plasma me
- 144310706 144313116 cellular defense respintegral to plasma me
+ 157579020 157611116 protein binding cell adhesion integral to plasma me
- 160485382 160586754 receptor activity endocytosis integral to plasma me
+ 34029751 34078677 integral to plasma me
+ 40474877 40496547 protein binding cell adhesion integral to membrane
- 151965722 151970284 plasma membrane

151553686 151557663
+ 150755277 150764208 molecular function unbiological process uncellular component u
+ 151537812 151541382 molecular function unbiological process uncellular component u

molecular function unbiological process uncellular component u
- 150973477 150977593
- 148473353 148478457
- 151569862 151573740 molecular function unbiological process uncellular component u
+ 30021504 30029812
+ 29993336 29997861
+ 30008209 30015264
+ 30019825 30021963
- 53404586 53416228 RNA binding female gamete genenucleus
+ 95113352 95141609 apoptotic protease a apical protein localizaapical plasma memb
- 119540965 119712625 calcium ion binding N-linked glycosylatio Golgi apparatus
+ 89247159 89265421 alpha-mannosidase carbohydrate metaboGolgi membrane
- 47867189 48105715 structural molecule anegative regulation omicrotubule associat
- 74975611 75057127
+ 56168117 56196700 ATP binding methionyl-tRNA amincytoplasm
+ 85677945 85684059 ATP binding one-carbon compound metabolism
+ 98969380 99117616 calcium ion binding biological process unextracellular matrix (s
- 34327310 34337884 electron transporter amuscle development
+ 153468526 153666266 double-stranded RNAembryonic developmcytoplasm
+ 149663870 149670594 molecular function unpenetration of zona pmitochondrion
+ 41714230 41729959 receptor activity cell differentiation cytoplasm
+ 107804306 107809245 chaperone regulator protein folding cytoplasm
+ 63727772 63745979 L-lactate dehydrogenglycolysis cytosol
+ 75322043 75340579 L-lactate dehydrogenglycolysis mitochondrial matrix
+ 46659599 46727631 electron transporter amalate metabolism mitochondrion
- 43087943 43089560 cell differentiation
- 56448522 56452522 S-adenosylmethionintRNA modification cellular component u



- 41884072 41904176 extracellular matrix structural constituent extracellular matrix (s
- 17046306 17052445 extracellular matrix structural constituent extracellular matrix (s
+ 153398751 153414785 extracellular matrix structural constituent extracellular matrix (s
- 19227348 19231086 protein binding cell adhesion extracellular matrix (s
- 198218465 198244952 ferric iron binding iron ion homeostasisextracellular region
- 180150153 180162654 alpha-1,3-mannosylgN-linked glycosylatio Golgi membrane
+ 61732715 61737984 androgen binding biological process uncellular component u
+ 49157246 49159924 alpha-1,6-mannosylgN-linked glycosylatio Golgi stack
+ 38177824 38209939 beta-1,4-mannosylgl N-linked glycosylatio Golgi apparatus
+ 134842899 135040200 alpha-1,6-mannosyl- N-linked glycosylatio Golgi membrane
+ 38806100 38890333 3'-5'-exoribonucleaseRNA processing
+ 131155455 131455358 DNA binding DNA ligation nucleus
+ 162332107 162356511 glutathione transfera antimicrobial humoraendoplasmic reticulu
+ 130469892 130638645 cell motility cytoplasm
+ 88285318 88419369 transcription factor activity nucleus
- 20334967 20612450 regulation of transcri nucleus
+ 39518557 39540989 neurogenesis soluble fraction
+ 29732803 29748088 central nervous systeintegral to plasma me
+ 112929508 112955399 ATP binding development cellular component u
- 27444012 27457082 molecular function unoxygen and reactive integral to membrane
- 119241852 119269678 RNA binding neurogenesis nucleus
+ 51219558 51232596 molecular function unbiological process unextracellular space
+ 55217218 55218525 cadmium ion bindingbiological process uncytoplasm

- 55375407 55407981 GTP binding protein biosynthesis mitochondrion

- 8491995 8548307 ATP binding biological process unmyosin
- 151971671 151975732 actin binding cytoskeleton
+ 1064874 1094416 extracellular matrix sbiological process unextracellular region
- 196963223 197027458 ErbB-2 class receptocell-matrix adhesion extracellular matrix (s

extracellular matrix scell adhesion cellular component u
extracellular matrix scell adhesion extracellular region

+ 71518695 71529473
+ 100491214 100582126 actin binding cell adhesion membrane
+ 55628005 55661389 actin binding cell adhesion striated muscle thick 
- 199868595 199876568 protein binding cell adhesion cytoskeleton
- 8318254 8474761 ATP binding cellular morphogene myosin
- 210980382 211005403 calcium ion binding muscle developmentmuscle myosin
- 55708568 55730160 ATP binding actin filament-based brush border
- 1314874 1342745 ATP binding detection of sound myosin



- 57215901 57452363 ATP binding actin filament-based myosin
ATP binding myosin

cytoskeleton
- 69905416 70197245 ATP binding intracellular signalingmyosin
+ 191349389 191382997 nucleic acid binding negative regulation onucleus
- 55392486 55405318 nascent polypeptide nascent polypeptide-
+ 8415650 8459994 RNA binding integral to plasma me
- 74726224 74764717 DNA replication chromatin assembly 
- 72215175 72217705 nucleosome assembchromatin assembly 
- 92732076 92734753 nucleosome assembchromatin assembly 
- 2922242 2970183 unfolded protein bindnucleosome assembchromatin assembly 
- 53418893 53440011 ATP binding asparaginyl-tRNA amcytoplasm
+ 45718809 45753660 binding DNA packaging nucleus
+ 46951340 46967953 cell-cell signaling integral to plasma me
+ 35581544 35598558 electron transporter adefense response cytosol
- 232145123 232154680 DNA binding nucleolus
+ 118787615 118792500 NADH dehydrogenasgeneration of precursmembrane fraction
- 140005142 140007424 NADH dehydrogenasgeneration of precursmembrane fraction
+ 59297971 59302078 NADH dehydrogenase (ubiquinone) activi integral to membrane
- 10746054 10753053 NADH dehydrogenase (ubiquinone) activi mitochondrion
- 122775033 122791909 NADH dehydrogenaselectron transport mitochondrial inner m
- 40806030 40811249 NADH dehydrogenaselectron transport membrane fraction
- 8282244 8292266 NADH dehydrogenasATP synthesis coupl membrane fraction
- 121985893 122001652 NADH dehydrogenase (ubiquinone) activi mitochondrion
+ 4628543 4666658 NADH dehydrogenasnucleotide-sugar me mitochondrial matrix
- 240620147 240684788 ATP binding generation of precursmembrane fraction
- 23499837 23515140 NADH dehydrogenasfatty acid biosynthes membrane fraction
- 91652222 91657906 NADH dehydrogenase (ubiquinone) activi mitochondrion
+ 139849664 139859628 NADH dehydrogenasgeneration of precursmembrane fraction
+ 201762039 201775970 NADH dehydrogenasmitochondrial electromitochondrion
+ 180805276 180824989 NADH dehydrogenasmitochondrial electromitochondrion
- 32543522 32563182 NADH dehydrogenasmitochondrial electromitochondrion
- 14537890 14543886 NADH dehydrogenaselectron transport membrane fraction
- 102273486 102279611 NADH dehydrogenaselectron transport membrane fraction
+ 125620535 125631399 NADH dehydrogenaselectron transport mitochondrial inner m
+ 1949519 1951977 NADH dehydrogenase (ubiquinone) activi membrane fraction
- 140568696 140574562 NADH dehydrogenasmitochondrial electromitochondrion
- 77457044 77468579 NADH dehydrogenasmitochondrial electromembrane fraction
+ 47557207 47562689 NADH dehydrogenaselectron transport membrane fraction
+ 67130982 67136581 FMN binding electron transport membrane fraction
+ 1854508 1882609 NADH dehydrogenasmitochondrial electromitochondrion
+ 43186446 43202841 NADH dehydrogenasmitochondrial electromitochondrion
+ 35544174 35546536 structural constituentprotein biosynthesis ribosome
- 11291519 11340884 protein binding actin filament bundlecytoplasm
+ 24827211 24832511 structural constituent of cytoskeleton axon
- 43188331 43556405 calcium ion binding cell adhesion extracellular region
+ 233722886 233725272 exo-alpha-sialidase acarbohydrate metabocytoplasm
- 35014574 35017699 transcription factor a cell differentiation nucleus
- 134897872 134899538 transcription factor a cell differentiation nucleus
- 116091039 116095789 DNA binding cell differentiation
+ 17153199 17513768 nucleus



- 543723 643016 protein binding cell adhesion integral to plasma me
+ 157900963 157903930 hydrolase activity, acnitrogen compound metabolism
+ 35583020 35585502 auxiliary transport pr brain development
+ 40494205 40541906 acyltransferase activ N-terminal protein lipcellular component u
- 71862076 71871429 cytokine activity development
+ 70286487 70304037 DNA binding RNA splicing nucleus
- 107533329 107598507 nucleus
- 232615639 232616464 hormone activity regulation of blood p extracellular region
+ 97891259 97903831 calcium ion binding synaptic transmissio cellular component u
+ 55243311 55244616 cadmium ion bindingbiological process uncytoplasm
+ 55273895 55275608 electron transporter aelectron transport
- 115338573 115413795 actin binding ion transport cytoskeleton
- 51966904 52056443 nardilysin activity neuromuscular junct cellular component u
+ 42023397 42189993 ATP binding proteolysis and peptidolysis
- 5230143 5263720 transporter activity protein transport nuclear pore
- 220721771 220824607 ATP binding nucleus

- 97258662 97264067 calcium ion binding biological process uncellular component u
+ 103633035 103642422 structural molecule acell differentiation outer dense fiber
+ 128297985 128342792 structural molecule activity
- 92256092 92266115 protein binding cell adhesion extracellular matrix (s
- 92225815 92246397 growth factor activity biological process uncellular component u
- 26645718 26648664 protein binding cell adhesion integral to plasma me
+ 76491533 76492025 perception of smell cytoplasm
- 52550521 52582152 ATP binding DNA replication nucleus
- 201600400 201653916 DNA replication origi DNA replication nucleus
- 148525463 148612051 ATP binding DNA replication nucleus
- 103360740 103442414 ATP binding DNA replication nuclear origin of repli
- 2865903 2881546 molecular function unbiological process uncellular component u
+ 114164889 114168311 transporter activity acute-phase responsextracellular space
+ 114171622 114175090 transporter activity acute-phase responsextracellular space
- 56337179 56346937 transcription factor a development nucleus
- 111668989 111682441 hydrolase activity fertilization (sensu Mextracellular space
+ 65311104 65321259 transcription factor a regulation of transcri nucleus
+ 22305570 22310607 aerobic respiration inner membrane
+ 24568275 24570705 RNA binding mRNA metabolism cytoplasm
+ 135679548 135684567 transporter activity development
+ 660001 699328 cell motility cytoplasmic membra
+ 102229425 102393315 copper ion binding peptide amidation integral to plasma me

protein binding cell adhesion membrane
- 14437059 14631540 RNA binding RNA modification cytoplasm
+ 70226351 70227983 RNA binding mRNA metabolism cytoplasm
+ 150163078 150224670 protein-L-isoaspartatprotein amino acid mendoplasmic reticulu
+ 46568482 46690106 calmodulin binding
+ 40161216 40223190 central nervous system development
+ 75735174 76037889 peptidase activity cell-cell signaling extracellular space
+ 17155630 17413223 peptidase activity cell-cell signaling Golgi apparatus
- 197453567 197502894 choline-phosphate cybiosynthesis membrane
- 1907402 1922702 opioid peptide activityneuropeptide signalinplasma membrane
- 62015614 62043876 nucleic acid binding regulation of transcri nucleus
+ 75084047 75085233 chemokine activity immune response extracellular region



+ 8093361 8114528 ATP binding de novo' IMP biosyntcytoplasm
+ 36835564 36953580
+ 60765244 60775489
- 41812429 41823099 pepsin A activity digestion extracellular space
+ 10393350 10414467 NADP binding pentose-phosphate shunt, oxidative branc
+ 63770967 63837935 isomerase activity carbohydrate metabocytoplasm
- 83935346 83959654 isomerase activity carbohydrate metabocellular component u
+ 68201368 68374205 intramolecular transf carbohydrate metabocell-cell adherens jun
+ 97489870 97498245 binding generation of precursintegral to plasma me
+ 43236911 43238598 protein binding copulation extracellular matrix (s
+ 59788242 59807587 protein binding cytosol
+ 59733724 59753456 protein binding
- 169142254 169144887 phosphatidylinositol NGPI anchor biosynth endoplasmic reticulu
- 46720066 46755855 ethanolaminephosphGPI anchor biosynth endoplasmic reticulu
- 67125783 67136731 phosphatidylinositol NGPI anchor biosynth endoplasmic reticulu
+ 71184546 71200961 isomerase activity protein folding mitochondrial matrix
+ 142346010 142353671 actin binding biological process unextracellular region
+ 198656805 198838554 calcium ion binding intracellular signaling cascade
+ 4657391 4673694 hydrolase activity cytoskeleton organiz plasma membrane

plasmin activity
- 88008606 88023588 lipid binding lipid metabolism lipid particle
+ 40298638 40307067 chloride channel acti chloride transport integral to plasma me
- 147269929 147361474 oxidoreductase activ protein metabolism endoplasmic reticulu
+ 48784643 48787808 ion transporter activition transport endoplasmic reticulu
+ 143825041 143915199 actin filament binding actin cytoskeleton
+ 114618488 114707970 actin binding actin cytoskeleton

+ 28230567 28256786 neuropeptide hormonneuropeptide signalinextracellular region
+ 22178217 22188222 melanin-concentratinbehavior extracellular region
+ 70707367 70717576 melanin-concentratinsynaptic transmissio cellular component u
- 40297411 40310313 isomerase activity mannose biosynthescytoplasm

ATP binding biological process unnucleus
- 74559244 74597832 transport integral to membrane
- 74786364 74801790 ATP binding mismatch repair inner membrane
+ 123080352 123095671 3'-5'-exoribonucleaseimmune response exosome (RNase co
+ 118370807 118394642 hydrolase activity lipid catabolism extracellular region
- 130642276 130698623 integral to plasma me
- 43927526 43936370 DNA-directed DNA pDNA replication nucleus
- 49180027 49224685 DNA binding DNA repair nucleus
+ 56054079 56063416 DNA binding transcription DNA-directed RNA p
- 1039165 1046336 DNA binding transcription DNA-directed RNA p
+ 36674217 36688306 DNA binding regulation of transcri RNA polymerase com
+ 185563895 185569065 DNA-directed RNA ptranscription nucleus
- 41296451 41298046 DNA-directed RNA pRNA elongation DNA-directed RNA p
- 101707623 101713077 DNA binding transcription DNA-directed RNA p
+ 101232056 101235017 DNA binding regulation of transcri DNA-directed RNA p
- 568224 584530 DNA binding DNA replication, syn mitochondrion
+ 44609491 44615343 cyclosporin A bindingprotein folding cytoplasm
- 62235067 62242407 isomerase activity protein folding endoplasmic reticulu
- 122386976 122400324 cyclosporin A bindingprotein folding cytoplasm
- 4872508 4927137 structural constituent of cytoskeleton cytoskeleton



- 39373698 39374548 hormone activity digestion extracellular region
+ 200176539 200192134 extracellular matrix sskeletal developmen extracellular matrix (s
- 105832198 105957662 prolyl oligopeptidase proteolysis and pepti cytoplasm
- 56911410 56914706 heparin binding defense response to cytoplasm
- 10924826 10928121 rhodopsin-like receptG-protein coupled re integral to membrane
+ 10973106 10976184 rhodopsin-like receptG-protein coupled re extracellular space
- 73821880 73839420 ATP binding transport ATP-binding cassette
+ 146377090 146407936 ATP binding electron transport mitochondrion
- 8486518 8560499 acyl-CoA dehydroge bile acid metabolism peroxisome
- 156840812 156935327 metalloendopeptidasproteolysis and pepti integral to membrane
+ 24354483 24422163 metalloendopeptidasproteolysis and pepti integral to membrane
+ 150183609 150187488 amiloride-sensitive s ion transport integral to membrane
+ 188043164 188058952 hormone activity generation of precurscytoplasm
+ 42512335 42590421 ATP binding cholesterol homeostaintegral to plasma me
- 219899998 219909177 ATP binding iron ion homeostasisATP-binding cassette
- 150342570 150361965 ATP binding transport ATP-binding cassette
+ 31503436 31768771 ATP binding
- 94470089 94751684 15-hydroxyprostagla ion transport integral to membrane
+ 992244 1016571 ATP binding transport ATP-binding cassette
- 64655743 64752551 ATP binding transport
- 64482576 64568731 ATP binding transport
- 64375024 64463128 ATP binding
- 16604675 16617848
- 12319107 12367194 ATP binding protein catabolism integral to membrane
+ 60311421 60317311 protein binding cell adhesion integral to plasma me
+ 150163184 150180300 ATP binding transport ATP-binding cassette
+ 28741914 28756057 molecular function unbiological process unmembrane
+ 148501325 148620192 actin binding cytoskeleton organiz cytoplasm
- 85391008 85586443 carboxypeptidase A proteolysis and peptidolysis
- 131317510 131357845 catalytic activity acyl-CoA metabolismintegral to membrane
- 48940289 48980934 transcription factor a regulation of transcri nucleus
- 225959064 226001177 ATP binding transport ATP-binding cassette
- 121938418 121975912 ATP binding oligopeptide transpo ATP-binding cassette
- 64586441 64649610 ATP binding transport
- 64754386 64823369 ATP binding transport
- 74190498 74214655 RNA binding tRNA processing
- 23479277 23521018 hydrolase activity lipid metabolism mitochondrion
- 34129110 34335378 DNA binding chromosome organiznucleosome
- 215621772 215722316 ATP binding transport integral to membrane
- 15351858 15390833 DEAD/H-box RNA hebiological process unchromosome
+ 133628616 133640954 acyl-CoA dehydroge branched chain fami mitochondrion
+ 170415736 170487495 actin binding cytoskeleton organiz actin cytoskeleton
- 23777306 23778744
+ 130081151 130114654 acyl-CoA dehydroge electron transport mitochondrion
+ 129468044 129477769 S-adenosylmethionine-dependent methyltransferase activity
+ 49236815 49248324
- 36421966 36471477 dolichyl-phosphate b protein amino acid g Golgi apparatus
- 52236330 52315441 catalytic activity mRNA editing apolipoprotein B mRN
- 199641610 199659068 hormone binding fatty acid oxidation integral to membrane
- 139325764 139333905 acetylglucosaminyltraO-linked glycosylatio Golgi stack
- 171356102 171385913 2-aminoadipate transbiosynthesis



+ 44642587 44655586 protein binding cell motility cytoplasm
- 8273020 8279239 molecular function unregulation of cell growcellular component u
+ 143423715 143703134 integral to membrane
- 48686283 48698338 cytoskeletal protein bNLS-bearing substraintermediate filament
+ 114125945 114178127 catalytic activity fatty acid metabolismintegral to membrane
- 157108485 157145030 ion channel activity ion transport integral to membrane
+ 6009132 7700847 RNA binding Golgi apparatus
- 135646817 135860576
+ 64663115 64731787 clathrin binding protein transport AP-1 adaptor comple
- 26332513 26364763
+ 111272844 111568152 oxidoreductase activ electron transport
+ 185386587 185394495
+ 220204556 220228997 ion channel activity ion transport integral to plasma me
+ 3199178 3243627
- 52703544 52714584 transferase activity, t carbohydrate biosynthesis
+ 57736608 57771261 protein binding cytoskeleton
+ 5061820 5075588 mannosyltransferasebiosynthesis endoplasmic reticulu
+ 44109543 44228980 1-acylglycerol-3-phosmetabolism integral to membrane
- 161527517 161665448 1-acylglycerol-3-phosmetabolism integral to membrane
+ 109345444 109351595
+ 96391670 96455724
+ 38673738 38705076
+ 82113841 82499595 metallopeptidase act integrin-mediated signaling pathway
- 70773907 70778898 RNA binding
- 111738013 111758152 A3 adenosine receptG-protein coupled re integral to plasma me
- 44375159 44389041 ATP binding alanyl-tRNA aminoacylation
- 24612771 24645203
- 7878512 7992094
+ 105453501 105474629 magnesium ion bindifatty acid biosynthesis
- 55475333 55511064 mitotic chromosome condensation
+ 118524959 118538582 ATP binding transport integral to membrane
+ 99097041 99120669 protein binding cytoskeleton
- 135280221 135312937 oxidoreductase activ metabolism intracellular
- 222639116 222681158 acyl-CoA binding intracellular protein t Golgi apparatus
- 110020807 110041813 alanine-glyoxylate traamino acid metabolismitochondrion
- 35033962 35083756 (R)-3-amino-2-methylpropionate-pyruvate mitochondrion
- 66248933 66252214
+ 124074886 124152745 CoA-ligase activity fatty acid metabolism
- 77489640 77528330 transferase activity, tN-linked glycosylatio endoplasmic reticulu
- 48617726 48632919 transferase activity, transferring glycosyl gendoplasmic reticulu
+ 1670507 1768105 hormone binding fatty acid oxidation integral to membrane
+ 40568579 40577324 acyl-CoA binding
- 15644457 15656911 agmatinase activity arginine catabolism mitochondrion
+ 36810510 36834247 protein binding
- 3596620 3610738 calcium ion binding integrin-mediated sigintegral to membrane
- 70830762 70863114
+ 100368020 100369875
+ 21511936 21556698
+ 89810782 89892602
- 176989022 177203136 acyl-CoA binding
- 55064108 55072342



- 8085111 8278609 actin binding cytoskeleton organiz cytoplasm
- 6617502 6626841 molecular function unbiological process uncellular component u
- 24934873 24987616 acetate-CoA ligase ametabolism mitochondrion
+ 27258307 27265329 catalytic activity
+ 34066482 34072501 ion channel activity
+ 15079213 15086789 GTPase activator activity
- 99059208 99063753 transferase activity, tbiosynthesis integral to membrane
+ 8897859 8925898 3'-5' exonuclease activity intracellular
- 27525752 27569718 acyl-CoA binding
- 67166602 67174706 aspartoacylase activ metabolism
+ 70581281 70616454 nucleus
- 53876194 53891227 protein binding cytoskeleton
- 46674384 46738182 ATP binding transport inner membrane
+ 19483899 19564845 nucleic acid binding nucleus
+ 104261578 104284690 GTP binding purine nucleotide biosynthesis
+ 135429919 135493332 aminocarboxymuconmetabolism cytosol
- 203467301 203561871
+ 61316471 61325709

+ 67507287 67543596
- 126910479 126911912 protein binding
+ 14567990 14593878 ATP binding transport integral to membrane
+ 203325209 203456681
+ 48015103 48464352 ATP binding transport
- 162545290 162573370
- 23857410 23873704 adenylate cyclase accAMP biosynthesis integral to membrane
+ 92207578 92241114

+ 20460284 20568487 ATP binding transport inner membrane

- 19953490 20030253

- 11282199 11282685 DNA binding DNA packaging chromosome
- 11276997 11277809 DNA binding DNA packaging chromosome
+ 47975250 47978732 structural molecule activity intermediate filament
+ 36964818 37072736 calcium ion binding extracellular region
+ 54778279 54786003 calcium ion binding extracellular region
+ 33785558 33789228 calcium ion binding digestion extracellular region
- 188418643 188492172 calcium ion binding complement activatioextracellular region
- 56171540 56178962 chymotrypsin activityepidermis development
- 31050256 31054652 chymotrypsin activityproteolysis and pepti extracellular space
- 56153699 56164741 chymotrypsin activityamyloid precursor pr cytoplasm
- 56209337 56215094 chymotrypsin activitycell cycle extracellular region
+ 49210351 49215008 hormone activity
- 34163273 34684434
+ 791964 799051 chymotrypsin activitycollagen catabolism cellular component u
+ 73751551 73766504 ATP binding mismatch repair nucleus
- 829721 832529 DNA-directed RNA ptranscription nucleus
- 48063197 48075711 pregnancy extracellular space
- 48260201 48278644 molecular function uncell migration integral to membrane
- 47917638 47936463 molecular function undefense response extracellular region



- 48388695 48401630 defense response extracellular space
- 48363735 48382492 pregnancy extracellular space
- 48099607 48113829 pregnancy extracellular space
- 48120123 48133113 pregnancy extracellular space
- 48449277 48465520 molecular function undefense response extracellular region
- 48203648 48222471 pregnancy extracellular space
+ 57781345 57808479 threonine endopeptidubiquitin-dependent proteasome core com
+ 76619823 76628591 threonine endopeptidubiquitin-dependent proteasome core com
- 109656514 109681079 threonine endopeptidubiquitin-dependent proteasome core com
+ 34831324 34856429 RNA binding ubiquitin-dependent cytosol
- 60145185 60151869 threonine endopeptidubiquitin-dependent proteasome core com
- 170761840 170780019 threonine endopeptidubiquitin-dependent proteasome core com
- 35737832 35776236 threonine endopeptidubiquitin-dependent proteasome core com
+ 34162527 34174003 threonine endopeptidubiquitin-dependent proteasome core com
- 22564899 22573949 threonine endopeptidubiquitin-dependent cytosol
- 124195298 124257275 threonine endopeptidubiquitin-dependent proteasome core com
- 32916472 32920458 threonine endopeptidimmune response proteasome core com
- 39385641 39386823 hormone activity G-protein coupled re extracellular region
+ 89792646 89808719 ATP binding protein catabolism cytosol
+ 102582039 102602606 ATP binding protein catabolism proteasome complex
- 47396895 47404565 ATP binding protein catabolism proteasome complex
+ 45168912 45179191 ATP binding protein catabolism proteasome complex
+ 59258541 59263118 ATP binding protein catabolism cytosol
+ 52243667 52264465 ATP binding protein catabolism cytosol
+ 231747113 231862978 binding regulation of cell cyc proteasome regulato
+ 35390585 35407738 binding cytosol
+ 120789365 120818490 protein binding ubiquitin-dependent cytosol
- 107133581 107140993 cytosol
+ 27795614 27832154 binding proteasome complex
- 62764494 62793183 cytosol
+ 226976 242981 cytosol
- 23682413 23685695 proteasome activato immune response proteasome activator

+ 158637308 158644078 inflammatory respon extracellular region
- 44689133 44698200
- 35521398 35540023 calcium ion binding muscle development
+ 44351635 44375490 signal transducer actsignal transduction
- 77455383 77462586 ethanolamine-phosp biosynthesis cellular component u
+ 25176705 25226648 phosphorylase activitcarbohydrate metabolism
- 9192703 9252233 serine-type endopep pregnancy extracellular region
- 49108369 49117175 ATP binding glutaminyl-tRNA ami cytoplasm
+ 167846040 167878885 ATP binding arginyl-tRNA aminoacytoplasm
+ 48189165 48192925 RNA binding RNA processing
+ 66162777 66170514 RNA binding RNA processing
- 140718977 140741188 lipid binding transport
- 140654424 140678050 lipid binding epidermis development
+ 32069266 32083653 calcium ion binding endoplasmic reticulu
+ 75011170 75029300 calcium ion binding endoplasmic reticulu
+ 79259238 79262200 sugar binding positive regulation of cell proliferation
- 79223805 79226774 sugar binding cell proliferation
+ 33290233 33309642 DNA binding DNA replication DNA replication facto



+ 116917229 116932758 ATP binding DNA repair DNA replication facto
+ 28159125 28162998 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 121249496 121286015 signal transducer actsignal transduction
+ 189336938 189361047 signal transducer actsignal transduction
- 20339355 20340876 RNA binding extracellular region
+ 20493469 20494434 endonuclease activit RNA catabolism extracellular region
+ 20429401 20430347 endonuclease activit RNA catabolism extracellular region
+ 20222211 20238597 endonuclease activit mRNA cleavage cellular component u
+ 20319049 20320464 endonuclease activit RNA catabolism extracellular region
+ 181746208 181803397 DNA binding protein ubiquitinationnucleus
+ 32254149 32256547 protein binding protein ubiquitinationubiquitin ligase comp

- 32907651 32922242 sensory perception nucleus
+ 1680094 1748119 single-stranded DNADNA recombination DNA replication facto
- 27902191 27925378 nucleic acid binding DNA-dependent DNADNA replication facto
- 7449816 7531479 nucleic acid binding DNA repair DNA replication facto
+ 210692857 210711456 isomerase activity carbohydrate metabolism
- 38033389 38040128 RNA binding protein biosynthesis cytosolic large riboso
- 1934581 1944680 RNA binding protein biosynthesis ribosome
- 64578707 64584238 RNA binding protein biosynthesis cytosolic large riboso
- 111305714 111310141 DNA binding protein biosynthesis cytosolic large riboso
+ 133244622 133247834 structural constituentprotein biosynthesis ribosome
- 145985958 145988572 rRNA binding protein biosynthesis ribosome
- 39278312 39283103 RNA binding protein biosynthesis ribosome
+ 88154590 88157349 RNA binding protein biosynthesis cytosolic ribosome (s
+ 23933642 23937334 structural constituentprotein biosynthesis intracellular
- 45268855 45272849 RNA binding positive regulation of large ribosomal subu
- 53810400 53814245 RNA binding protein biosynthesis cytosolic large riboso
+ 17831730 17835124 RNA binding protein biosynthesis cytosolic large riboso
+ 34610095 34614506 RNA binding protein biosynthesis cytosolic large riboso
- 6179346 6193945 RNA binding protein biosynthesis cytosolic large riboso
+ 24071017 24075500 rRNA binding protein biosynthesis ribosome
+ 1925113 1934408 RNA binding protein biosynthesis mitochondrial large ri
- 102882625 102888249 structural constituentprotein biosynthesis ribosome
- 8221564 8227234 structural constituentprotein biosynthesis intracellular
+ 38403971 38408495 structural constituentprotein biosynthesis intracellular
- 99123118 99126949 structural constituentprotein biosynthesis ribosome
+ 8660914 8663969 RNA binding protein biosynthesis cytosolic large riboso
+ 60589111 60595261 RNA binding protein biosynthesis cytosolic large riboso
- 52002684 52004998 RNA binding embryo implantation cytosolic large riboso
+ 101077268 101081398 structural constituentprotein biosynthesis ribosome
+ 109899326 109909170 RNA binding protein biosynthesis cytosolic large riboso
+ 199165361 199171029 structural constituentprotein biosynthesis cytosolic large riboso
- 49155158 49157099 structural constituentprotein biosynthesis ribosome
+ 69711411 69717612 structural constituentprotein biosynthesis ribosome
- 118702350 118707488 structural constituentprotein biosynthesis ribosome
- 119097222 119101734 RNA binding protein biosynthesis cytosolic large riboso
+ 799964 802876 RNA binding protein biosynthesis cytosolic large riboso
+ 77280811 77284953 RNA binding protein biosynthesis intracellular
+ 44113433 44115497 nucleic acid binding protein biosynthesis mitochondrial ribosom
- 129821510 129852378 RNA binding protein amino acid g endoplasmic reticulu



+ 35240887 35303437 dolichyl-diphosphool N-linked glycosylatio integral to membrane
+ 2753014 2778353 RNA binding protein biosynthesis cytosolic small riboso
- 19366253 19370235 structural constituentprotein biosynthesis intracellular
+ 3116236 3121877 structural constituentprotein biosynthesis ribosome
+ 44910338 44913505 structural constituent of ribosome ribonucleoprotein com
- 34493210 34501830 RNA binding protein biosynthesis cytosolic small riboso
+ 54691445 54694756 rRNA binding protein biosynthesis ribosome
- 17052514 17055796 structural constituentprotein biosynthesis ribosome
- 149803996 149809512 structural constituentprotein biosynthesis ribosome
+ 1389378 1391492 structural constituentprotein biosynthesis small ribosomal subu
- RNA binding protein biosynthesis cytosolic small riboso
+ 33347829 33352259 rRNA binding protein biosynthesis ribosome
- 57148168 57149623 structural constituentprotein biosynthesis small ribosomal subu
- 81607203 81610080 structural constituentprotein biosynthesis small ribosomal subu
+ 79463628 79470466 structural constituentprotein biosynthesis ribosome
+ 55371474 55374396 structural constituentprotein biosynthesis intracellular
+ 8292383 8293278 structural constituentprotein biosynthesis ribosome
- 17542744 17610721 extracellular matrix sprotein biosynthesis endoplasmic reticulu
- 74564665 74578602 protein binding signal transduction intracellular
- 59132446 59407310 signal transducer actneuron differentiationendoplasmic reticulu
- 50680389 50692151 signal transducer actsignal transduction endoplasmic reticulu
- 18223364 18226744 G-protein-coupled reacute-phase responsextracellular region
- 18209478 18214910 lipid transporter activacute-phase responsextracellular region
+ 5574163 5619488 RNA binding establishment and/ornucleus
- 21059073 21075177 transcription factor a regulation of transcri nucleus
+ 109468581 109492827 ATP binding protein biosynthesis cytoplasm
- 18364438 18440344 double-stranded DNAestablishment and/ornucleus
- 49175379 49203598 inositol or phosphatidphospholipid dephos integral to membrane
+ 120668707 120684556 C-5 sterol desaturas lipid metabolism endoplasmic reticulu
- 117541395 117552453 voltage-gated sodiumion transport integral to membrane
- 117509301 117528745 voltage-gated sodiumion transport integral to membrane
+ 1257498 1267332 amiloride-sensitive s ion transport integral to membrane

- 20322186 20346501 cytoskeletal protein binding integral to plasma me
+ 97575071 97693173 cytoskeletal protein bbiological process unintegral to plasma me
+ 59628288 59657971 cytoskeletal adaptor actin cytoskeleton or adherens junction
- 23999733 24013060 dolichyl-phosphate-mprotein amino acid g extracellular space
- 10317616 10337855 molecular function unintracellular protein transport
- 77872188 77884930 cytokine activity immune response Golgi apparatus
- 13490019 13512384 intracellular transpor ER to Golgi transpor Golgi apparatus
+ 43269087 43271822 structural molecule ainsemination extracellular space
+ 43283423 43286513 structural molecule asexual reproduction extracellular space
- 42835746 42847717 selenium binding response to oxidativeextracellular region
+ 52973653 52979751 oxidoreductase activity cytoplasm
- 53435853 53439587 RNA binding mRNA splice site selnucleus
- 29294980 29328977 RNA splicing factor aRNA splicing nucleus
+ 69303562 69308474 RNA binding mRNA splice site selnucleus
+ 41519931 41525655 RNA binding mRNA splice site selnucleus
- 187117238 187138458 RNA binding nuclear mRNA splici nucleus
- sugar binding phosphate transport cytoplasm
- 2705711 2734354 unfolded protein bindprotein folding cellular component u



+ 80263766 80360189 SH3/SH2 adaptor activity
- 68972809 69030492 beta-galactoside alphamino sugar metaboGolgi apparatus
+ 125731305 125789741 beta-galactoside alphprotein amino acid g Golgi apparatus
+ 43842310 44065923 N-acetyllactosaminidprotein amino acid g Golgi apparatus
- 22245201 22378915 alpha-N-acetylneuramcarbohydrate metaboGolgi apparatus
+ 32034559 32045512 ATP binding regulation of translation
- 35229328 35397372 L-glutamate transporL-glutamate transporintegral to membrane
+ 36642447 36724197 L-glutamate transporL-glutamate transporintegral to membrane
+ 65128244 65162648 neutral amino acid tr dicarboxylic acid tranintegral to plasma me
- 51969981 51983653 neutral amino acid tr dicarboxylic acid tranintegral to plasma me
- 14921990 14944730 L-aspartate transportL-aspartate transportintegral to plasma me
- 53264876 53320270 L-glutamate transpordicarboxylic acid tranintegral to membrane
+ 62380149 62412840 alpha-amylase activi amino acid transport integral to membrane
+ 150194386 150211257 anion transporter actanion transport integral to membrane
+ 34389367 34391524 myo-inositol:sodium ion transport integral to plasma me
- 30939018 30975873 sugar porter activity ion transport integral to membrane
+ 11009455 11055934 gamma-aminobutyricneurotransmitter tranintegral to plasma me
+ 14460134 14503602 symporter activity amino acid metabolisintegral to plasma me
+ 149549712 149570827 amino acid transport L-proline transport integral to plasma me
- 44132286 44152090 amino acid transport amino acid transport integral to plasma me
+ 10832916 10955146 gamma-aminobutyricneurotransmitter tranintegral to plasma me
- 169512 192759 amino acid transport amino acid transport integral to plasma me
- 200051 242263 amino acid transport amino acid transport integral to plasma me
- 28984110 29067622 amino acid permeas amino acid metabolisintegral to plasma me
+ 17440682 17466945 amino acid permeas amino acid metabolisintegral to membrane

- 19707561 19711396 basic amino acid tranamino acid metabolisintegral to membrane
- 69580686 69725540 antiporter activity calcium ion transportintegral to membrane
- 27109448 27165543 antiporter activity ion transport integral to membrane
+ 102694683 102786325 antiporter activity ion transport integral to membrane
- 526424 577447 antiporter activity ion transport integral to membrane
+ 65840353 65863594 antiporter activity ion transport integral to membrane
- 66535730 66560026 amino acid-polyaminamino acid transport integral to plasma me
- 122347539 122433976 symporter activity ion transport integral to membrane
- 98134056 98202909 oligopeptide transpo digestion integral to membrane
+ 123095976 123143147 oligopeptide transpo oligopeptide transpo integral to membrane
+ 73424105 73536772 monocarboxylic acid monocarboxylic acid integral to plasma me
- 25891295 25938776 phosphate transporteion transport integral to plasma me
+ 176744060 176758454 sodium-dependent p fluid secretion integral to plasma me
- 20046651 20084997 drug transporter activdrug transport integral to membrane
+ 118991172 119027085 monoamine transpormonoamine transporintegral to plasma me
+ 50488352 50490771 acetylcholine transpoacetylcholine transpointegral to plasma me
- 45759056 45786755 folic acid binding folic acid transport integral to plasma me
+ 113119757 113137629 receptor activity phosphate metabolisintegral to plasma me
- 42393149 42516225 receptor activity phosphate transport integral to plasma me
- 135134239 135231426 lipid transporter activlipid transport integral to plasma me
+ 160513273 160550159 ATP binding ion transport integral to membrane
+ 160739835 160846425 ion transporter activition transport integral to plasma me
- 160608201 160650370 ion transporter activitfluid secretion integral to membrane
+ 131658043 131707796 ATP binding fluid secretion chromosome
- 107083318 107087992 enzyme regulator ac transport integral to membrane



+ 109868658 109871814 hydrolase activity sphingomyelin metabintegral to plasma me
- 45049959 45062472 ubiquitin cycle kinetochore
- 3617206 3635775 protein binding cell-cell adhesion integral to membrane
+ 10147476 10236065 neurotransmitter secsynaptosome
- 175979816 175990163 phospholipase inhibitor activity cytoplasm
- 136545865 136569086 transcription factor a regulation of transcri nucleus
+ 88708392 88712995 cytoplasm
+ 54280544 54303672 RNA binding RNA splicing nucleus
+ 45948618 45963132 RNA binding nuclear mRNA splici snRNP U1
- 99639241 99652955 RNA binding RNA splicing snRNP U2
- 2390280 2399499 RNA binding RNA splicing nucleus
+ 16658628 16670037 RNA binding RNA splicing nucleus
+ 34833289 34849549 RNA binding RNA splicing snRNP U1
+ 17446257 17464206 nuclear mRNA splici nucleus
- 50882557 50887282 nuclear mRNA splici nucleus
+ 23276171 23293063 nuclear mRNA splici nucleus
+ 200562399 200570884 RNA binding spliceosome assembsmall nuclear ribonuc
+ 94755206 94762385 RNA binding nuclear mRNA splici nucleus
- 70420160 70432520 RNA binding RNA splicing small nuclear ribonuc
- 79274283 79277183
- 74365429 74368422 RNA binding protein biosynthesis cytosolic large riboso
- 127289508 127293238 RNA binding protein biosynthesis cytosolic large riboso
+ 26723705 26728700 RNA binding protein biosynthesis cytosolic large riboso
+ 54796640 54797882 structural constituentprotein biosynthesis ribosome
+ 100452088 100457068 structural constituentprotein biosynthesis ribosome
+ 67532212 67534938 RNA binding protein biosynthesis cytosolic large riboso
+ 152378367 152383407 structural constituentprotein biosynthesis intracellular
+ 133177402 133180395 RNA binding protein biosynthesis cytosolic small riboso
- 18701789 18709157 structural constituentprotein biosynthesis ribosome

+ 54722192 54724272 oxidoreductase activ metabolism actin cytoskeleton
- 616312 617173 hormone activity pancreatic juice secr extracellular region
- 70675002 70690660 protein modification
- 31459423 31495359 actin binding muscle contraction cytoskeleton
- 121619225 121893910 actin binding muscle contraction cytoskeleton
+ 62175253 62217255 protein transporter a endocytosis Golgi apparatus
+ 122138648 122193699 protein transporter a endocytosis
+ 67778550 67892381 actin binding cytoskeleton
+ 517856 544635 calpain activity proteolysis and pepti intracellular
- 23576498 23993904 transcription factor a regulation of transcri nucleus
+ 5783396 5792114 DNA binding neurogenesis nucleus
+ 254238 258865 DNA binding regulation of transcri nucleus
+ 159262980 159301284 UDP-N-acetylglucosaUDP-N-acetylglucosamine biosynthesis
+ 33667222 33672379 structural molecule aspermatogenesis cytoskeleton
+ 88102305 88151674 ATP binding cell adhesion extracellular matrix (s
- 57516961 57528821 serine-type endopeptidase inhibitor activity
+ 38923533 38937145 serine-type endopeptidase inhibitor activit extracellular region
+ 234741430 234760657 endopeptidase inhibibone remodeling extracellular space
- 136338887 136862894 calcium ion binding cell adhesion extracellular matrix (s
+ 89253980 89261741 cytokine activity T-helper 1 type immuextracellular matrix (s
+ 149769629 149771362 structural molecule aepidermis development



+ 149816753 149818449 structural molecule aepidermis developmecytoplasm
- 149841669 149843061 binding keratinocyte differentcornified envelope
- 149825273 149826667
+ 149787297 149789405 structural molecule activity
+ 128394439 128475426 actin binding cytoskeleton
+ 54665157 54807513 actin binding cytoskeleton
- 66209298 66245446 actin binding vesicle-mediated tranCOPII-coated vesicle
- 87479082 87494044 calcium channel reguheart development cytoplasm
+ 222272273 222284896 RNA binding negative regulation osignal recognition pa
- 38115534 38118681 7S RNA binding cotranslational prote cytoplasm
+ 112224891 112231502 7S RNA binding cotranslational prote ribonucleoprotein com
+ 34521981 34568517 GTP binding SRP-dependent cotr signal recognition pa
- 71546785 71580202 RNA binding endoplasmic reticulu
+ 189760820 189786771 RNA binding transcription from RNribonucleoprotein com
+ 170480895 170494082 mRNA binding RNA processing cytoplasm
+ 140891359 140903441 single-stranded DNADNA replication mitochondrion
+ 182582187 182620967 plasma membrane
- 47163467 47238311 double-stranded RNA binding intracellular
- 23755378 23768265 hormone activity calcium ion homeostextracellular region
+ 3833508 4071015 protein binding cell cycle integral to plasma me
- 28510766 28515892 aryl sulfotransferase amine biosynthesis
- 36987813 37105266 calmodulin binding biological process uncellular component u
+ 59279464 59326752 protein transporter a intracellular protein t integral to membrane
+ 30952403 30958985 protein transporter a intracellular protein t integral to membrane
- 62330945 62356116 protein transporter a intracellular protein t Golgi apparatus
+ 127454121 127534549 protein transport
+ 7608020 7618697 syntaxin-2 binding intracellular protein t cellular component u
+ 109001349 109064190 molecular function unprotein transport cellular component u
+ aryl sulfotransferase catecholamine meta cytoplasm
+ 108363612 108384888 sulfotransferase activamine metabolism cytoplasm
+ 53770804 53794495 alcohol sulfotransferalipid metabolism cytoplasm
+ 133252981 133257586 molecular function unbiological process uncellular component u
- 133257894 133272524 molecular function unbiological process unendoplasmic reticulu
- 133237309 133244526 molecular function unbiological process uncytoplasm
- 133227106 133232598 DNA binding ribosome assembly granular component
- 6441666 6450104 vesicle-mediated tranintegral to membrane
- 8003188 8007017 vesicle-mediated tranintegral to membrane

transcription factor a protein transport Golgi apparatus
+ 115109496 115250030 DNA binding cell cycle nucleus
+ 12020864 12202226 neurotransmitter secsynapse
- 48800635 48813016 calcium ion binding synaptic vesicle matuintegral to synaptic ve
- 105324904 105347008 transporter activity synaptic transmissio integral to plasma me
- 39101856 39111342 calcium ion binding regulation of calciumintegral to membrane
- 60376280 60382727 calcium ion binding synaptic transmissio integral to membrane
+ 33476654 33503953 ATP binding protein biosynthesis cytoplasm

- 75800948 75849977 RNA polymerase II trregulation of transcri nucleus
- 59376859 59390594 binding cobalamin transport
- 167741073 167768354 cytosol
- 35193826 35217104 development
+ 114033482 114053060 extracellular matrix (s



- 37454305 37463048 molecular function unbiological process uncellular component u
- 169957846 169969270
+ 102862106 102885011 damaged DNA bindinDNA repair nucleoplasm
+ 157182451 157199155 oxidoreductase activ neurotransmitter metabolism
- 42655459 42659713 growth factor activity carbohydrate metabolism
- 42639537 42644176 defense response
- 42605232 42608775 defense response extracellular region
+ 2224674 2269725 acyltransferase activ peptide cross-linking
+ 2736505 2764598 metalloendopeptidasproteolysis and peptidolysis
- 98114355 98263658 astacin activity proteolysis and peptidolysis
- 35687333 35722128 actin binding cell motility cytoskeleton
+ 171166699 171194832 protein transporter a cotranslational prote endoplasmic reticulu
- 69805143 69838046 signal transducer actprotein amino acid g integral to plasma me
- 99689939 99697939 signal transducer actcell motility integral to membrane
+ 832823 857109 protein complex asseintegral to plasma me
+ 232631914 232698247 integral to plasma me
+ 44256633 44350858 ATP binding sodium ion transport Golgi apparatus
+ 97365991 97443085 actin binding cytoskeleton organiz cytoskeleton
+ 97411909 97430789 DNA binding chromosome
- 41758350 41801948 chymotrypsin activityproteolysis and pepti integral to plasma me
+ 1900668 1916510 tropomyosin binding muscle developmenttroponin complex
- 217549689 217550288 DNA binding cell differentiation chromosome
- 11269214 11270661 DNA binding DNA packaging chromosome
- 17999113 18018885 amino acid binding metabolism
- 150953019 150977650 actin binding muscle developmentcytoskeleton
+ 102047373 102129522 D-alanyl-D-alanine e proteolysis and pepti cytoplasm

1218337 1219954
+ 1230678 1232555 chymotrypsin activityproteolysis and pepti extracellular region
- 49768030 49789215 extracellular region
+ 122229350 122241659 DNA binding DNA recombination nucleus
+ 227971133 228009002 DNA binding nucleus
+ molecular function uncell differentiation nucleus

- 144765932 144770039 GDP-4-dehydro-D-rhde novo' GDP-L-fucocytoplasm
+ 159368757 159425128 unfolded protein bindprotein folding
- 37382015 37422956 heat shock protein b protein folding
+ 37377116 37497276 binding protein ubiquitinationubiquitin ligase comp
- 28761613 28765144 GTP binding protein biosynthesis mitochondrion
+ 148325853 148369131 structural constituentbone mineralization extracellular region
+ 2870293 2920560 phosphatidylinositol-4G-protein coupled re nucleus
- 43386135 43400703 RNA binding RNA splicing Cajal body
+ 112255124 112256690
+ 23219811 23607074 ligase activity ubiquitin cycle
- 33404834 33456874 specific transcription negative regulation onucleus
+ 120375114 120406690 structural molecule aphysiological processintegral to membrane
- 48516706 48525165 UDP-galactose transUDP-galactose transGolgi membrane
- 39322945 39351539 UDP-glucose 6-dehyUDP-glucose metabolism
+ 70142984 70159464 glucuronosyltransferalipid metabolism endoplasmic reticulu
+ 69862488 69877380 glucuronosyltransferalipid metabolism endoplasmic reticulu
- 69231670 69263011 glucuronosyltransferametabolism endoplasmic reticulu
- 20251874 20269665 calcium ion binding cellular defense respextracellular space



+ 118332235 118334478 development endoplasmic reticulu
+ 44001404 44012291 endoplasmic reticulu
+ 44489034 44728097 binding nucleus
- 13798393 14030681 binding biological process unnucleus
- 31853276 31871489 ATP binding protein biosynthesis intracellular
+ 50702639 50722078 actin binding cell motility actin cytoskeleton
- 35046560 35062564 ATP binding ER-associated prote Golgi apparatus
- 133335505 133368332 apoptogenic cytochroanion transport integral to membrane
+ 76640568 76661210 voltage-gated anion anion transport integral to membrane
+ 42368546 42382570 voltage-gated anion adenine transport integral to plasma me
+ 73068925 73088808 NOT protein binding B cell activation lipid raft
+ 39674139 39691486 nucleus
- 64288653 64302817 RNA binding regulation of transcri nucleus
+ 44589326 44591885 DNA binding mRNA catabolism cytoplasm
+ 64608282 64612441 zinc ion binding biological process unintegral to membrane
+ 95253063 95270595 DNA binding regulation of transcri nucleus
- 99306120 99319693 nucleic acid binding cell differentiation nucleus
+ 84305235 84333072 DNA binding regulation of transcri nucleus
+ 63482129 63499066 DNA binding regulation of transcri nucleus
- 42404560 42453998 nucleic acid binding regulation of transcri intracellular
- 19682281 19704921 DNA binding regulation of transcri nucleus
- 146126547 146147078 DNA binding regulation of transcri nucleus

- 70065562 70080742 transcription factor a regulation of transcri nucleus
- 12103802 12112116 DNA binding regulation of transcri nucleus

- 70039000 70053618 DNA binding regulation of transcri nucleus
+ 132173405 132199503 nucleic acid binding regulation of transcri nucleus
- 57992473 57994974 DNA binding regulation of transcri intracellular
+ 33607351 33631086 transcription factor a regulation of transcri nucleus
- 43459316 43464310 DNA binding regulation of transcri nucleus

+ 99292067 99307312 transcription factor a regulation of transcri nucleus
- 47062657 47098238 transcription factor a regulation of transcri nucleus
- 22408326 22417833 transcription factor a regulation of transcri nucleus
- 134145239 134203477 DNA binding regulation of transcri nucleus
+ 3295486 3308575 nucleic acid binding biological process unnucleus
+ 127266214 127287204 DNA binding regulation of transcri nucleus
- 115436167 115439115 transcription factor a regulation of transcri nucleus
+ 49147236 49163701 DNA binding regulation of transcri nucleus

- 23333882 23370089 transcription factor a regulation of transcri nucleus
- 63881312 63886547 nucleic acid binding regulation of transcri nucleus
+ 49221355 49229100 DNA binding regulation of transcri nucleus
+ 21361913 21364685 nucleic acid binding protein ubiquitinationribonucleoprotein com
+ 40449649 40453318
- 63635993 63643401 transcription factor a regulation of transcri nucleus
+ 18217156 18245638 transcription factor a regulation of transcri nucleus
+ 62817454 62825105 nucleic acid binding regulation of transcri nucleus



+ 63262423 63272585 DNA binding regulation of transcri nucleus
+ 57791720 57795214 transcription factor a regulation of transcri nucleus
+ 63698955 63737855 transcription factor a regulation of transcri nucleus
+ 132267386 132294606 nucleic acid binding regulation of transcri nucleus
+ 321623 359045 DNA binding morphogenesis nucleus

- 52323634 52346408 transcription factor a protein ubiquitinationubiquitin ligase comp
- 62900546 62912374 transcription factor a regulation of transcri nucleus
+ 49180194 49194317 DNA binding regulation of transcri nucleus
+ 46986235 47029648 transcription factor a negative regulation onucleus
+ 28154550 28165317 transcription factor a regulation of transcri nucleus
+ 56766342 56784802 transcription factor a regulation of transcri nucleus
+ 9334695 9353864 DNA binding negative regulation onucleus
+ 19255229 19261179 GTP binding immune response ubiquitin ligase comp
- 49671700 49696395 DNA binding regulation of transcri nucleus
- 118786319 118787672 nucleic acid binding development ubiquitin ligase comp
- 27526505 27548858
+ 151757232 151812583 zinc ion binding
+ 28342911 28353957 nucleic acid binding regulation of transcri nucleus
+ 101240717 101252497 transcription factor a negative regulation onucleus
+ 28217694 28231773 protein binding regulation of transcri nucleus
+ 28301051 28309239 protein binding regulation of transcri nucleus
- 3336515 3356891 DNA binding regulation of transcri nucleus
- 123099844 123106816 specific RNA polymelipid metabolism nucleus
+ 3102606 3110517 DNA binding regulation of transcri nucleus
+ 27701297 27721581 transcription factor a regulation of transcri nucleus
- 21945324 21963552 DNA binding regulation of transcri nucleus
+ 3125139 3132805 transcription factor a regulation of transcri nucleus
+ 6904229 6935644 nucleic acid binding regulation of transcri nucleus
- 72198927 72209446 DNA binding biological process uncellular component u
- 51617018 51633043 transcription factor a regulation of transcri nucleus
+ 49248003 49263982 DNA binding regulation of transcri nucleus
+ 49290336 49304317 DNA binding regulation of transcri nucleus
+ 49309380 49328824 DNA binding regulation of transcri nucleus
+ 49361096 49371420 DNA binding regulation of transcri intracellular
+ 49408530 49433261 DNA binding regulation of transcri nucleus
- 49522545 49552666 DNA binding regulation of transcri nucleus

+ 49198952 49207636 DNA binding regulation of transcri nucleus
- 4949756 4967121 transcription factor a regulation of transcri nucleus
+ 72665103 72811668 transcription factor a regulation of transcri nucleus
- 208137124 208140349 cation transporter ac cation transport integral to membrane
- 26049573 26056746 cation transporter ac cation transport integral to membrane
- 43564569 43602294 cation transporter ac cation transport endosome
- 57817220 57819884 DNA binding biological process unnucleus
- 23161576 23240626
+ 37691612 37701550 microtubule motor accell motility axonemal dynein com
- 30874408 30899760 integral to plasma me
- 86742174 86762636 ubiquitin-protein ligascentral nervous systeintegral to membrane
- 50300123 50304923 binding cell differentiation cellular component u
+ 50281441 50289575 receptor activity axon guidance endoplasmic reticulu



+ 57825352 57888326 unfolded protein bindmuscle contraction integral to plasma me
- 100170802 100266869 sialyltransferase acti N-glycan processing Golgi apparatus
- 112239979 112285811 molecular function unbiological process unintegral to membrane

DNA binding regulation of transcri nucleus
+ 111769913 111774021 DNA binding establishment and/ornucleus

52608966 52619270 nucleic acid binding G-protein coupled re integral to membrane
- 47801909 47812453 nucleic acid binding regulation of transcri intracellular
+ 12752883 12755002
+ 31696575 31713516
- 31714796 31728426 protein modification
- 31737841 31741142 nucleic acid binding intracellular
- 31605974 31617904 ATP binding mRNA-nucleus expospliceosome complex
- 31762714 31779067 catalytic activity integral to membrane
+ 33276674 33280191 metal ion transportermetal ion transport integral to membrane
+ 33280396 33282585 alcohol dehydrogenaestrogen biosynthesi cellular component u
- 32027843 32034747 RNA binding regulation of transcri nucleus
+ 31661949 31664664 molecular function uncellular morphogene Golgi apparatus
+ 5822122 5836706 damaged DNA bindinprotein biosynthesis
+ 116187346 116464022
+ 148374421 148390334 DNA binding regulation of transcri nucleus
+ 30721240 30744064 fertilization (sensu Metazoa)
- 41907425 42028635 DNA binding DNA packaging nucleosome
+ 143758914 143761107 plasma membrane
- 69912103 69957590 binding transport integral to membrane
+ 112713902 112763412 molecular function unRas protein signal tracytoplasm
- 8689806 8706700 extracellular matrix structural constituent extracellular matrix (s
+ 20039207 20163501 binding excretion intracellular
- 72145494 72430562 zinc ion binding regulation of transcri nucleus
- 81125088 81175689 binding endocytosis COPI-coated vesicle
- 66859259 66900277 intracellular signalingendoplasmic reticulu
+ 90738274 90808619 sialyltransferase acti N-glycan processing Golgi apparatus
- 74272 128859 molecular function unbiological process uncellular component u
- 86421130 86460601 amino acid permeas amino acid metabolisintegral to membrane
- 52370561 52393401 nucleus
+ 2187862 2199677 nucleic acid binding RNA splicing small nuclear ribonuc
- 18414474 18493918 positive transcription RNA elongation fromnucleus
- 43371800 43383913 DNA binding regulation of transcri nucleolus
- 43394196 43406628 DNA binding induction of apoptosinucleus
+ 44377923 44390020 molecular function unknown cell wall
- 17496005 17506716 molecular function unneurogenesis nucleus
- 31233093 31727237 ATP binding neurotransmitter secsynapse

GTP binding
- 6826696 6925883 catalytic activity metabolism cellular component u

nucleotide binding B cell activation membrane
+ 15568251 15601037 RNA binding RNA splicing nucleus
+ 46760884 46802464 RNA binding biological process unnucleus
- 53104473 53137625 DNA binding regulation of transcri nucleus
- 53284090 53332639 ATP binding DNA damage responchromosome
- 152716223 152721315 N-acetyltransferase aDNA packaging cytoplasm

binding biological process uncellular component u



+ 152759087 152769487 molecular function unbiological process uncellular component u
- 153269818 153271300 molecular function unbiological process uncellular component u
- 153279351 153282699 bile acid:sodium symorganic anion transp integral to membrane
- 20255430 20294949 DNA binding regulation of transcri nucleus
- 224919280 224919761 DNA binding chromosome organizchromosome
+ 27215066 27215436
+ 26232351 26232897 DNA binding chromosome organizchromosome
- 26141298 26141775 DNA binding chromosome organizchromosome
+ 146671597 146672034 DNA binding chromosome organizchromosome
- 26324406 26324851
+ 27890800 27891246 DNA binding chromosome organizchromosome
- 26231673 26232111
+ 27969181 27969648 DNA binding chromosome organizchromosome
+ 26128696 26129165
+ 26153617 26154076
+ 26333361 26333823
- 27947601 27948078
- 27966071 27966549
+ 27885820 27886293
- 26139795 26140267
+ 26129885 26130257
- 26296916 26297283 DNA binding chromosome organizchromosome
+ 26348632 26349000
+ 27899881 27900237
- 26393332 26393706
+ 26312851 26313228
- 27948904 27949268
- 26354817 26355184 DNA binding chromosome organiznucleosome

146617293 146617689
- 50305265 50311903 hyalurononglucosamcarbohydrate metabolism
- 4781348 4784063 binding transport integral to plasma me
+ 138966276 138967094 transcription factor a neurogenesis chromatin
- 45032378 45110408 protein binding mRNA processing nucleus
- 47267449 47274814 protein binding protein folding prefoldin complex
- 91671597 91825435 GTP-dependent prot early endosome to lacytosol
- 132822847 132875859 protein transporter a intracellular protein t endosome
+ 27019573 27105930 gamma-butyrobetaincarnitine biosynthesis
+ 148330201 148360975 DNA binding regulation of transcri nucleus

calcium ion binding transport membrane
- 29924335 29929902 binding exocytosis membrane
+ 3399675 3544704 receptor activity development extracellular space
- 25246292 25310623 protein-tyrosine sulfopeptidyl-tyrosine sulf Golgi apparatus
+ 65114463 65269579 protein-tyrosine sulfoinflammatory respon Golgi apparatus
- 54535668 54557526 transcription factor a regulation of transcri nucleus
- 186883307 187108524 cytoskeletal adaptor biological process unZ disc
+ 55359723 55386918 RNA binding mRNA-nucleus expocytoplasm
- 72489375 72513329 receptor activity cell differentiation extracellular space
- 63275644 63290841 phosphoprotein phosnucleobase, nucleos extracellular region
- 119560019 119631525 chymotrypsin activityproteolysis and peptimembrane

+ 27568311 27739763 protein binding cell adhesion plasma membrane



hydrolase activity cytoplasm
- 75231674 75241348 sulfotransferase activity Golgi apparatus
- 110820076 110843446 D-amino-acid oxidas aspartate catabolismperoxisome
- 15849833 15869884 leukotriene-B4 20-m electron transport endoplasmic reticulu
- 45627002 45643748 keratan sulfotransfergalactose metabolismGolgi apparatus
- 27379744 27385457 sugar binding phosphate transport cytoplasm
+ 46820573 46821506 molecular function unbiological process uncellular component u
- 28228872 28274230
+ 238021747 238084984 electron transporter aelectron transport
- 32909932 32952726 ATP binding apoptosis cytoplasm
+ 44033858 44049585 metal ion binding rRNA processing nucleolar preribosom
+ 100315271 100419469 integral to membrane
- 1483902 1495791 low-density lipoprote cell adhesion integral to membrane
- 143863299 143865010 protein binding cell adhesion membrane

+ 2664364 2771485
- 172466387 172576240 binding transport integral to plasma me
- 55631485 55638370 electron transporter alipid metabolism microsome
- 172660711 172687936 hormone activity cell surface receptor extracellular region
+ 77007007 77092543 binding intracellular protein t Golgi membrane
- 62359061 62836094 exocytosis cytosol
- 52186740 52187689 neuropeptide hormonneuropeptide signalinsoluble fraction

acetylserotonin O-memelatonin biosynthescellular component u
- 39469257 39477310 integral to plasma me
- 143740949 143744929 DNA binding biological process unnucleus
+ 55443374 55467841 electron transporter aandrogen biosynthescellular component u
+ 100443783 100469348 RNA binding assembly of spliceosnucleoplasm
+ 137358969 137360652 nucleus
+ 139907434 139909347 nucleic acid binding
+ 38256726 38263664 amine oxidase activitamine metabolism integral to membrane
- 39264726 39305204 potassium channel aexcretion integral to plasma me
+ 185580562 185590320 molecular function undevelopment cellular component u
+ 13454907 13470521 ATP binding
+ 9450854 9671801 NAD+ ADP-ribosyltraprotein amino acid A Golgi apparatus
- 168404717 168442871 protein complex asseGolgi membrane
+ 56659733 56687986 protein transporter a intra-Golgi transport Golgi apparatus
+ 144513361 144551194 SNAP receptor activ intracellular protein t Golgi apparatus
- 13116223 13121987 protein transporter a intracellular protein t Golgi membrane
- 38215677 38229807 anti-apoptosis
- 119362191 119370278 RNA binding mRNA splice site selnucleus
- 36846146 36851122 structural molecule activity intermediate filament
- 36830334 36834636 structural molecule activity cytoskeleton
- 50330243 50335146 hyalurononglucosamcarbohydrate metabolysosome
- 88415659 88421003 manganese ion bind carbohydrate metaboGolgi apparatus
- 120413278 120442442 N-acetyllactosamine carbohydrate metaboGolgi apparatus
- 157954173 157960387 N-acetyllactosamine carbohydrate metaboGolgi apparatus
+ 44115873 44125932 N-acetyllactosamine carbohydrate metaboGolgi apparatus
+ 33352950 33354579 UDP-galactose beta-protein amino acid g Golgi apparatus
- 162284372 162305814 UDP-galactose beta-protein amino acid g Golgi apparatus
- 189879832 189887381 UDP-galactose beta-protein amino acid g Golgi apparatus
+ 168500688 168552873 UDP-galactose beta-lipid glycosylation Golgi apparatus



+ 59593623 59623590 serine-type endopeptidase inhibitor activity
- 49155305 49163578 cellular defense response
- 29686409 30057513 RNA binding nucleolus
- 126648184 126721748 endocytosis
- 108639410 108689156 endocytosis
+ 35125264 35198451 protein binding protein folding DNA-directed RNA p
- 3056805 3210106 structural constituentmuscle developmentmyofibril
+ 5055481 5119987 phosphatidate cytidy phospholipid biosynt integral to membrane
- 39695580 39711509 RNA binding RNA catabolism cytoplasm
+ 61798464 61800477 receptor activity anti-apoptosis soluble fraction
+ 40575126 40612548
+ 10516030 10540371 intracellular transpor intra-Golgi transport Golgi apparatus
- 52682702 52710309 binding intra-Golgi transport Golgi apparatus
- 13096575 13240357 protein binding
- 56806997 56825530 protein binding cell adhesion integral to membrane
- 43355500 43367645 calcium ion binding extracellular matrix oextracellular matrix (s
+ 74375946 74384845 fucose-1-phosphate fucose metabolism cytoplasm
- 67507835 67787698 ligase activity metabolism mitochondrion
- 84562333 84598043 GTP binding metabolism mitochondrion
- 47414792 47473463 ligase activity metabolism mitochondrion
+ 65526125 65528192 DNA binding response to virus chromosome

- 127776935 127779689 transferase activity, tmacromolecule biosyendoplasmic reticulu
- 128504860 128514449 hormone activity immune response
+ 7779028 7839503 signal transducer actregulation of transcri nucleus
+ 72245721 72309871 carboxy-lyase activityamino acid metabolisendoplasmic reticulu
- 116154486 116163936 protein binding cell proliferation cytoplasm
- 65394282 65422370 ligase activity apoptosis cytoplasm
- 27334109 27346722 biotin binding ion transport integral to plasma me
- 32140897 32163715 DNA binding protein biosynthesis eukaryotic translation
+ 98651262 98661889 transcription factor a regulation of transcri nucleus
- 33677381 33705245 calcium-dependent plipid metabolism
- 15603585 15632757 protein transporter a intracellular protein t AP-1 adaptor comple
- 23098616 23107119 protein binding endocytosis AP-1 adaptor comple
+ 16169730 16207149 endocytosis Golgi apparatus
+ 2740223 2794094 glycogenin glucosyltrcarbohydrate biosyntsoluble fraction
+ 49566925 49683980 metal ion binding synaptic transmissio cytoskeleton
+ 133891916 133893093 molecular function unbiological process unmembrane

- 2051987 2102554 binding eye pigment biosynthGolgi apparatus
- 26358348 26358814
- 27208073 27208554 DNA binding chromosome organizchromosome
- 130516312 130517815 DNA binding chromosome organizchromosome
- 131556201 131590458 binding endoplasmic reticulu
- 100442700 100454303 oxidoreductase activ protein metabolism endoplasmic reticulu
+ 77584987 77589461 catalytic activity carbohydrate metabointegral to plasma me
+ 172343394 172394499 hydrogen-transportinATP synthesis coupl membrane fraction
+ 129199581 129232870 binding aerobic respiration integral to plasma me
- 90955673 90957051 catalytic activity lipid metabolism membrane fraction
+ 121844918 121872387 actin binding biological process unclathrin-coated vesic
+ 666075 668268 calcium ion binding signal transduction integral to plasma me



+ 4621935 4633253 N-linked glycosylatio integral to membrane
- 9091858 9599158 receptor activity cell adhesion integral to membrane
+ 40473818 40478862 RNA binding protein biosynthesis cytosolic large riboso
+ 44070123 44071977 growth factor activity neuroblast proliferation
- 33720024 33750688 cysteine desulfurase metabolism cytosol

amino acid-polyaminamino acid metabolisintegral to plasma me
+ 23824790 23848514 low affinity sodium:d ion transport integral to plasma me
- 61039361 61104874 calcium ion binding transport integral to membrane
+ 38082222 38116215 DNA binding hemopoiesis nucleus
- 30508200 30510189 protein self binding calcium-independentintegral to membrane
- 3004714 3008163 protein self binding calcium-independentintegral to membrane
+ 3002206 3004507 protein self binding calcium-independentintegral to membrane

fertilization (sensu Metazoa)
14535782 14536523

+ 560004 574109 phosphatidylinositol NGPI anchor biosynth integral to membrane
+ 4415882 4446774 heat shock protein b protein folding mitochondrial matrix
+ 158364632 158379372 IgG binding immune response integral to membrane
+ 46694225 46708966 calcium ion binding
- 66029425 66072589 hydrogen-transportinATP synthesis coupl hydrogen-translocatin
- 42564476 42598432 ER to Golgi transpor endoplasmic reticulu
+ 105026909 105040091 structural constituentcell differentiation neurofilament
- 63775932 63799000 monocarboxylic acid monocarboxylic acid integral to membrane
+ 70595649 70613841 monocarboxylate po monocarboxylic acid integral to plasma me
- 110617546 110645678 monocarboxylic acid monocarboxylic acid integral to membrane
+ 77780235 77790640 monocarboxylate po monocarboxylic acid integral to plasma me
+ 112317473 112354380 ATP binding DNA mediated transfbasement membrane
+ 153236211 153242700 nucleus
+ 5126308 5229855
- 51942485 51950962 RNA binding rRNA processing small nuclear ribonuc
+ 144614473 144616914 molecular function unbiological process uncellular component u
+ 1979968 1984276 integral to plasma me
+ 73676263 73680398 integral to plasma me
+ 38070453 38106080 integral to plasma me
+ 77261424 77279550 kinase activity endosome transport endosome
- 49320282 49389289 nucleus
+ 20577526 20633039 glycine:sodium sympneurotransmitter tranintegral to plasma me
+ 43331725 43355425 nucleoside binding nucleobase, nucleos integral to plasma me
+ 83228916 83290031 nucleoside binding nucleobase, nucleos integral to plasma me
- 42489297 42500007 cytochrome-c oxidaselectron transport mitochondrion
+ 1980654 2080786 structural constituentmuscle developmentstriated muscle thick 
+ 99343830 99349453 transporter activity endocytosis Golgi trans cisterna
- 84700798 84732551 protein binding endosome transport cytosol
+ 63701322 63735260 antiporter activity calcium ion transportintegral to plasma me
+ 70385927 70413460 ATP binding nucleolus

oxidoreductase activ metabolism
+ 58369392 58461674 monocarboxylate po organic anion transp integral to membrane
- 157028072 157054869 acetyl-CoA transport transport endoplasmic reticulu
+ 35403660 35556637 DNA binding development nucleus
- 70242494 70257444 DNA binding development nucleus
+ 27208799 27211049



+ 14253577 14256031 actin binding cytoskeleton organiz cytoplasm
- 45045810 45132373 binding of sperm to zmembrane
- 28275353 28301880 mitochondrion
- 35118484 35166343 DNA binding development nucleus
- 19309604 19335664 zinc ion binding nucleus
+ 238382928 238455906 RNA polymerase II trnegative regulation ocytoplasm
- 37070180 37191059 LRR domain binding biological process uncellular component u
+ 56397650 56455367 structural molecule aprotein complex asseintegral to membrane
+ 9903983 9949571 signal transducer actexocytosis integral to membrane
+ 1436975 1644047 protein binding cell-cell signaling membrane
+ 57696079 57699494 N-acetyllactosaminidO-linked glycosylatio membrane
- 12562205 12611734 alcohol dehydrogenafatty acid metabolismintegral to membrane
- 45864436 45888374 neurogenesis
- 50375236 50516032 calcium channel activcalcium ion transportintegral to membrane
- 30806618 30812900
- 33354863 33364969 molecular function unbiological process uncellular component u
- 33390173 33393472 DNA binding regulation of transcri nucleus
+ 14938800 14953400 neuropeptide signalinintegral to membrane
+ 66107242 66145328 JAK-STAT cascade cytoplasm
- 49482439 49501010 DNA binding regulation of transcri nucleus
- 111092891 111120854
+ 16518972 16595742 hydrolase activity, accatabolism
- 27457130 27518626 galactosyltransferasecarbohydrate metaboGolgi apparatus
- 41312647 41346347 acyltransferase activ epidermis development
- 47682888 47763745 galactosyltransferasecarbohydrate metaboGolgi apparatus
+ 7765594 7775757 membrane fusion integral to membrane
+ 19537845 19568663
- 40283804 40332289 GTP binding RNA splicing spliceosome complex
+ 119313102 119534619 sulfotransferase activprotein amino acid d integral to membrane
- 34259864 34263515 structural constituentprotein biosynthesis ribosome
- 14710087 14712670 cytokine activity biological process uncellular component u
- 52421050 52456874 electron transporter aapoptosis cytoplasm
+ 123853442 123874996 transcription factor a regulation of transcri nucleus
- 62500644 62509045 ATP binding alpha-ketoglutarate t integral to membrane
- 5642844 5671176 ATP binding ATP-dependent prot mitochondrion
+ 23610595 23617135 calcium ion binding lipid metabolism
+ 32488570 32538279 beta-glucosidase actcarbohydrate metaboextracellular space
+ 70256378 70277089 protein binding Wnt receptor signalinactin cytoskeleton
+ 77939845 79400511 protein binding axon guidance integral to membrane
+ 32229599 32239430 hydrolase activity protein modification lysosome
+ 98951728 99013277 transporter activity transport endosome
- 62516872 62539887 ion transporter activition transport integral to membrane
- 72999671 73017425 cytochrome-c oxidaselectron transport inner membrane
- 50059138 51167254 protein binding axon guidance integral to membrane
- 64130223 64247236 protein binding cell adhesion integral to membrane
+ 68700777 68716238 protein transporter a Golgi organization anGolgi transport comp
+ 38322430 38335069 organic cation transptransport integral to plasma me
+ 38282334 38294810 organic cation transptransport integral to plasma me
- 128741261 128792482 sulfotransferase activheparan sulfate proteintegral to plasma me
- 15189908 15250663 acyltransferase activ N-terminal protein myristoylation
+ 117256475 117291081 antimicrobial humoraintegral to membrane



- 72062613 72071688 sterol carrier activity biological process unintegral to membrane
- 87040150 87092128 protein binding posttranslational protendoplasmic reticulu
- 71240995 71258766 RNA binding RNA splicing nucleus
+ 69173794 69236922 molecular function unbiological process uncellular component u
+ 61352288 61391401 oxidoreductase activ fatty acid biosynthes integral to plasma me
- 47509806 47532224 ATP binding RNA splicing nucleus
+ 46755958 46763834

+ 43502323 43511487 inward rectifier potasion transport integral to membrane
+ 144322006 144324496 N-acetylglucosamineN-acetylglucosamineGolgi trans face
+ 163806085 163965303 nucleic acid binding
+ 6533960 6600213 signal transducer actapoptosis plasma membrane
- 78422027 78428949 integral to membrane
- 18901011 18912983 protein binding metabotropic glutam cellular component u
- 81314788 81412477 metabotropic glutamate receptor signaling
- 78705542 78845456 protein binding metabotropic glutam integral to plasma me
- 24339615 24424883 choline-phosphate cybiosynthesis endoplasmic reticulu
+ 73394125 73443318 chondroitin 6-sulfotracarbohydrate metaboGolgi apparatus
+ 233240925 233259424 RNA cap binding regulation of translat cytoplasm
+ 27890394 27897326 cell adhesion
- 55553546 55560743 pepsin A activity proteolysis and peptidolysis
- 41981070 41996804 DNA-directed RNA pregulation of transcri Srb-mediator comple
- 9094513 9420000 transport endoplasmic reticulu
- 100466839 100492609 sulfotransferase activcarbohydrate metaboGolgi apparatus
+ 16061260 16170296 N-acetylglucosaminyGPI anchor biosynth endoplasmic reticulu
+ 53398487 53435137 catalytic activity GPI anchor biosynth endoplasmic reticulu
+ 73886360 73932232 catalytic activity metabolism
+ 1047244 1095971 proteasome inhibitor ubiquitin-dependent cytosol
- 27389217 27473249 inorganic anion exchanion transport integral to membrane
+ 50105023 50177915 inorganic anion exchanion transport integral to membrane
- 62293 202576 Rab GTPase bindingexocytosis cytoplasm

+ 49296939 49301604 molecular function unbiological process uncellular component u
+ 102531849 102546957 mitochondrial procesproteolysis and peptimitochondrion

vesicle-mediated tranintegral to membrane
- 77043024 77152863 acyltransferase activ biosynthesis endoplasmic reticulu
- 8024637 8047780 protein biosynthesis
+ 14501496 14537792 integral to membrane
- 59207406 59240673 ATP binding membrane fusion membrane
+ 7427889 7432228 integral to membrane
- 54209371 54231132 integral to membrane
+ 43592768 43605092 DNA binding transcription DNA-directed RNA p
+ 24061815 24103022 nucleic acid binding regulation of transcri intracellular
- 175038386 175085950 transcription corepressor activity
- 3701770 3712673 protein binding intracellular signalingmembrane
+ 114429579 114440206 hydrogen ion transpoATP biosynthesis
- 98700469 98708441 hydrogen ion transpoATP biosynthesis mitochondrion
- 4803245 4811832 nucleic acid binding nucleus
+ 27906236 27914250 structural constituentprotein biosynthesis intracellular
- 103448379 103457619 molecular function unbiological process uncellular component u



+ 70553961 70602620 protein binding intracellular protein t cytosol
+ 9229128 9259399 6-phosphogluconolaccarbohydrate metaboendoplasmic reticulu
+ 37426468 37452744 GTP binding electron transport
- 7733647 7739627 cytokine activity extracellular region
+ 200773902 200828526 transcription factor a morphogenesis nucleus
- 44459616 44500595 prolyl oligopeptidase proteolysis and peptidolysis
- 33754944 33793607 RNA binding mRNA processing nucleoplasm
+ 43711587 43716653 regulation of exit fromnucleus
+ 13122281 13126716
- 158096639 158126112 protein binding

151547344 151548315 response to drug
- 67015815 67028416 metal ion binding brain development intracellular
+ 71993846 72096693 guanine deaminase neurogenesis intracellular
- 40688515 40735713 translation release faprotein biosynthesis mitochondrion
- 56101419 56105806 chymotrypsin activityproteolysis and pepti extracellular region
+ 121675831 121827648 protein binding cell soma
+ 86811979 86833080 transporter activity transport extracellular space
- 37327697 37406644 nucleocytoplasmic tr nucleocytoplasmic tr nuclear pore
+ 75174137 75201923 actin binding ER to Golgi transpor COPII vesicle coat
- 68231485 68275578 metal ion binding anti-apoptosis
+ 988945 989986 protein binding cell-cell signaling cytoplasm
- 36691056 36736886 molecular function unaxon guidance cellular component u

- 102736577 102747741 molecular function unchromatin modificationucleus
+ 10729386 10757870 binding
+ 108524153 108584372 Golgi apparatus
+ 66719527 66785340

calcium ion binding intracellular signaling cascade
- 94825879 94916438
+ 87092382 87287685 transferase activity
+ 219401147 219444913 ligase activity protein modification
- 122971533 123036616

- 2906992 3001945 nucleus
- 15595745 15644510 nucleic acid binding
+ 109791273 109896382 RNA binding protein ubiquitinationubiquitin ligase comp

DNA binding regulation of transcri nucleus
- 57228489 57243885 DNA binding regulation of transcri nucleus
+ 99412394 99474760 GTP binding protein biosynthesis
+ 44081735 44102517 binding protein transport cytoplasm

- 171857779 171893586
- 36044837 36095247 binding
- 41612966 41664383 acid phosphatase activity

- 126297852 126422920 molecular function unbiological process uncellular component u

+ 43784930 43840231 DNA binding regulation of transcription, DNA-dependen



- 157145874 157218746 lipid binding endocytosis
- 11572543 11737037 regulation of transcri nucleus
+ 11624839 11733510 molecular function unbiological process uncellular component u
+ 55321607 55436177 transport nuclear pore
+ 201502152 201514065 translation initiation f regulation of translational initiation

+ 109525028 109568312 binding nucleus

- 31073445 31207635 RNA binding mRNA metabolism
+ 104900675 105333929 Rab GTPase bindingintracellular protein transport
+ 51948817 51973694 cysteine-type peptidaapoptosis centrosome
+ 49071903 49172963
+ 95163289 95204358 fibroblast growth factfibroblast growth factcentrosome

+ 52544385 52577795 ATP binding electron transport
- 53185951 53484856 transcription factor a regulation of transcri nucleus

+ 39482420 39538310

- 142567331 142575729
- 32935844 33049361

transporter activity transport intracellular

+ 46413551 46420573

+ 30993268 31002332 nucleic acid binding nucleus
+ 415668 512481 Rab GTPase binding
- 47068129 47125950

hydrolase activity
- 110962280 111440144 GTP binding membrane
- 107418823 107457404 nucleic acid binding RNA processing intracellular
+ 121536688 121635826 DNA binding cell cycle kinetochore microtub

+ 19442708 19472227 molecular function unbiological process uncellular component u

- 20154040 20173073 transport integral to membrane
- 1500431 1597301 binding
+ 7180596 7195518 GTPase activator ac intracellular signaling cascade

- 142987696 143036820

- 24947575 24985562
+ 1194959 1237969 syntaxin-1 binding neurotransmitter sec integral to membrane
- 28454974 28475487 transcription factor a regulation of transcri nucleus
+ 67650531 67728698 GTPase activator activity



+ 119587668 119602387 integral to membrane
- 3091272 3097207 cytoplasm

+ 79739638 79810476 phosphatidylinositol bendosome transport early endosome
+ 69148065 69251612 molecular function unbiological process unintegral to membrane
+ 46528121 46676894 DNA binding regulation of transcription, DNA-dependen
- 62444265 62460682
+ 70964370 71007761 ATP binding membrane
- 75723612 75735533 ATP binding rRNA processing nucleus
+ 46595702 46652643
+ 30184475 30218720 transporter activity transport integral to membrane

- 17174902 17757403 GTPase activator activity
- 87309255 87330160
- 40755444 40800417 exocytosis synapse
+ 27505039 27511645 protein C-terminus b endosome transport early endosome
+ 70685115 70704311 ATP binding nuclear mRNA splici nucleus
+ 57963906 58084594
- 125632211 125809840 actin monomer bindi actin cytoskeleton or actin cytoskeleton
+ 74337980 74366427 signal peptidase acti signal peptide procesendoplasmic reticulu
+ 42598264 42646855 ATP binding ribosome biogenesisnucleus
- 22133180 22145549

hydrolase activity
+ 70486946 70520407 molecular function unknown
+ 75785566 75794512 structural constituentprotein biosynthesis cytosolic large riboso
- 231598700 231618172 protein translocase aprotein-mitochondria integral to membrane
- 29732967 29802617 dipeptidase activity exocytosis cellular component u
- 73488798 73518773 calcium ion binding extracellular matrix oextracellular matrix (s

+ 30681130 30694037 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 44319424 44643582 RNA binding
+ 141283592 141299900 binding

- 10457795 10474481 protein binding regulation of transcription, DNA-dependen
+ 24773793 24813056 serine-type endopep transport nucleus
+ 151609485 151660311 transcription factor a regulation of transcription, DNA-dependen
- 43113333 43129632 protein binding cell cycle anaphase-promoting
- 100716415 100720977 binding
+ 30694982 30719160
- 47953337 47965475 molecular function uncell differentiation cytoplasm

heat shock protein b cell cycle
- 146950898 147142445
- 41407267 41410183 methyltransferase activity

DNA binding regulation of transcri nucleus
- 40869049 40923893 intracellular signaling cascade



+ 65167129 65270252 copper ion binding copper ion transport integral to membrane
- 22492786 22588719 transporter activity transport membrane

integral to membrane

- 37004232 37009799

+ 118483302 118493036 molecular function unbiological process unintegral to membrane
+ 176655780 176814172 cytoskeleton
+ 135597592 135606684 carboxy-lyase activity

- 63971270 63984160 ATPase activity ATP-dependent prot proteasome complex

DNA binding regulation of transcri intracellular
- 108698317 108773469 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 101564998 101602932 binding integral to membrane
- 74189634 74249560 ubiquitin-protein ligasubiquitin cycle integral to membrane
- 120001581 120114857 protein binding ER to Golgi transpor COPII vesicle coat
- 72225438 72530739

+ 134122359 134194708 ATP binding

+ 71794586 71863488 transport integral to membrane
+ 41728273 41770914
+ 60246974 60304664 lipid transport
+ 180173290 180254982 binding

+ 99441920 99487157 hydrolase activity integral to membrane
+ 1483422 1500454

- 126105690 126165402
+ 151010630 151056401
+ 89444548 89639514 transporter activity neurotransmitter tranintegral to membrane
- 146688307 146702503 transporter activity neurotransmitter tranintegral to membrane
- 8997277 9265737 GTPase activator activity

- 112722582 112866836 RNA binding

catalytic activity

- 76925145 76955497 RNA binding Ras protein signal tracytoplasm

+ 201947404 201972909 integral to membrane
+ 12633580 12835684 GTPase activator activity cytoplasm

+ 175726730 175777354
+ 6473557 6511070 binding cell cycle condensin core heter

+ 119434874 119478077 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 12917078 13003536



+ 22523655 22600286 DNA binding regulation of transcri nucleus
- 37428110 37455396 DNA binding regulation of transcri nucleus

+ 11974634 12007833 GTP binding mitochondrial fusion integral to membrane
- 37406126 37420769

- 2794163 2828505 RNA binding mRNA metabolism nucleus

+ 142996681 143000488 mRNA binding mRNA catabolism, ncytoplasm
+ 38512836 38541183 endonuclease activit biological process uncellular component u
+ 25610847 26056510 heparin-glucosamineheparan sulfate proteGolgi apparatus
+ 14145230 14190217 heparin-glucosamineheparan sulfate proteGolgi apparatus
- 13339730 13445969 sulfotransferase activity Golgi apparatus
+ 22733360 22835158 sulfotransferase activity Golgi apparatus
- 11076711 11078008 heparin-glucosamine 3-O-sulfotransferaseGolgi lumen
+ 29739287 29766843 response to drug cytoplasm
- 4781001 4930145 nucleobase transpor ion transport integral to plasma me
- 138730787 138746900 nucleobase transpor L-ascorbic acid metaintegral to plasma me
- 83701542 83708602 double-stranded DNARNA processing heterogeneous nucle
- 112064495 112175460 RNA binding mRNA processing nucleus
+ 34658192 34665310 voltage-gated potassion transport integral to membrane
+ 89507529 89565418 carboxypeptidase acproteolysis and pepti integral to membrane
- 64569282 64582585 carboxypeptidase acproteolysis and pepti integral to membrane
- 43903767 43919442 acyl-CoA thioesterasacyl-CoA metabolismperoxisome
+ 110306471 110352146 intracellular signaling cascade
- 77269409 77397132 legumain activity proteolysis and pepti endoplasmic reticulu
+ 149284287 149353007 molecular function unbiological process uncellular component u
+ 23419765 23424655 cysteine protease inhibitor activity
+ 156629185 156678493 heat shock protein b protein folding cellular component u
+ 25862944 25888419 sodium:phosphate syphosphate metabolisintegral to plasma me
- 10544346 10558991 endocytosis Golgi apparatus
+ 39611152 39652635 ATP binding ubiquitin cycle
+ 52325983 52405372 ATP-dependent prot protein ubiquitinationnucleus
- 223260760 223346310 ATP binding phenylalanyl-tRNA a cytoplasm
- 29299952 29313554 molecular function unbiological process uncellular component u
- 63196770 63213227 apoptosis nucleus
+ 92677095 93853948 extracellular matrix (s
+ 48511783 48516667 DNA binding regulation of transcri nucleus
- 65116902 65120043 potassium channel aion transport integral to plasma me
+ 149110156 149439818 sulfotransferase activprotein amino acid suintegral to membrane
- 99750580 99936905 integral to membrane
- 75125386 75150568 cell motility integral to membrane
- 115302676 115344127 cell adhesion integral to membrane
+ 56462825 56476784 transcriptional elongaprotein biosynthesis mitochondrion
+ 46358231 46363650 cell adhesion integral to membrane
+ 80777225 80785093 isomerase activity protein folding membrane fraction
- 56499978 56526789 hydrolase activity biological process unnucleus
- 30229242 30236690 ubiquitin-protein ligashemopoiesis ubiquitin ligase comp
- 235183687 235187693 GTP binding intracellular protein t nucleus
- 37499012 37514654 ATPase activity, cou microtubule-based maxonemal dynein com
+ 3273487 3281458 transcription factor a regulation of transcri nucleus



- 152486798 152510734 receptor binding apoptosis endoplasmic reticulu
+ 22073458 22084329 chymotrypsin activitycholesterol metabolism
- 33700294 33716252 calcium-dependent plipid metabolism
+ 5644954 5647597 neurogenesis
+ 76613945 76622239 extracellular matrix sskeletal developmen extracellular matrix (s

- 18962702 19005368 RNA binding nuclear mRNA splici nucleus
+ 96672574 96844374 nucleic acid binding
- 47361280 47367791 extracellular region
+ 40196446 40222125
- 6955607 6996103
+ 70117561 70129917 N-acetylglucosamineN-acetylglucosamineGolgi trans face
+ 41856589 41873531
+ 169746805 169778184 3-alpha(17-beta)-hyd9-cis-retinoic acid biointegral to endoplasm
+ 4782936 4851061 RNA-3'-phosphate cybiological process unnucleolus
- 63144014 63150889 transcription factor a development nucleus
- 53963400 53977851 immune response integral to membrane
- 123239869 123823201 heparin binding immune response extracellular region
+ 113776593 113784843 RNA binding meiosis
- 77439015 77442750 RNA binding mRNA-nucleus expospliceosome complex
- 99394006 99411378 electron transporter aelectron transport cellular component u
- 54884552 54901971 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 71125160 71130665 transcription factor a regulation of transcri nucleus
+ 20365678 20487349 S-adenosylmethioninprotein amino acid mcytoplasm
+ 38238948 38249301 proteasome activator activity proteasome activator
+ 71269098 71288885 RNA splicing factor aRNA splicing small nucleolar ribon
+ 23175421 23184686 alcohol dehydrogenacarbohydrate metabonucleus
+ 66438319 66462719 protein transporter a protein transport nucleus
- 117629344 117640219 protein binding cell adhesion cytoskeleton
+ 61920169 62291943 protein binding intracellular signalingcellular component u
+ 37098678 37101419 translation initiation f protein biosynthesis cytoplasm
- 30803491 30818432 caveola
- 14380632 14391171 ATP binding mRNA-nucleus exponucleus
- 47962116 47972396 nucleic acid binding regulation of transcri intracellular
+ 37878128 38000963 molecular function unbiological process unnucleus
- 163753739 163791526 receptor activity integral to plasma me
- 12401520 12412819 DNA binding induction of apoptosinucleus
+ 112743545 112853906 cell adhesion integral to plasma me
- 2969299 2972774 tetracycline transporttransport integral to membrane
- 177676760 177723637 protein binding intracellular protein t Golgi apparatus
+ 18986427 18998851 gluconeogenesis mitochondrion
- 46296433 46401364 nucleotide binding calcium-mediated sigcellular component u
+ 6884212 6893666 molecular function unbiological process uncellular component u
- 23381581 23416090 RNA binding mRNA processing heterogeneous nucle
- 45133688 45140281 UDP-galactose transtransport microsome
- 88177792 88238206 intracellular protein t Golgi apparatus
- 40201432 40243293 structural constituent of ribosome mitochondrion
+ 179759319 180044919 calcium-activated po calcium ion sensing membrane
- 48506979 48511674 protein translocase aprotein-mitochondria integral to membrane
- 26020964 26038818 sodium:phosphate syion transport integral to membrane
- 99183747 99198594 endonuclease activit regulation of translat cytoplasm



- 58234138 58256023 acyltransferase activ acyl-CoA metabolismmitochondrion
+ 24714899 24745067
+ 30050870 30054154 molecular function unbiological process uncellular component u
- 21560107 21571464 transmembrane rececell surface receptor integral to plasma me
- 146708283 146712775 RNA splicing factor aRNA splicing spliceosome complex
- 137539634 137953907 cell cycle nucleus
- 38348183 38415324 molecular function unbiological process uncellular component u
- 93267213 93278341 ER to Golgi transpor Golgi membrane
+ 64100549 64350159 isomerase activity protein folding
- 112042788 112054687 RNA splicing factor aRNA splicing cytoplasm
+ 40326176 40328917 translation initiation f regulation of translational initiation
+ 1273542 1323721 apoptosis integral to plasma me
+ 10406827 10488491 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 56328617 56348657 microtubule-severingcell cycle katanin
+ 49554307 49577432 cell cycle
- 64573827 64577123 transcription factor a regulation of transcri nucleus
+ 31792660 31836127 DNA binding development nucleus
- 37517595 37561703 molecular function unintracellular protein t cellular component u
+ 63205497 63283934 molecular function unknown endoplasmic reticulu
+ 39951123 39956685 UDP-galactose beta-protein amino acid g Golgi apparatus
- 49803054 49820015 molecular function uncell-cell adhesion extracellular matrix (s
+ 170191718 170208279 protein binding striated muscle contrcytoskeleton
+ 55627199 55668227 GTP binding signal transduction cytoplasm
+ 689572 754258 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 123580714 123999641 receptor binding muscle contraction integral to membrane
- 119285882 119395329 ATP binding protein biosynthesis mitochondrion
- 103531072 103533148 nucleic acid binding protein folding nucleus
+ 21938299 21950353 histone binding chromatin remodelin cytoplasmic chromat
- 73797103 74055843 calcium ion binding defense response intracellular
+ 24174376 24281238 structural molecule acalcium ion transportintegral to membrane
- 35284603 35423403 structural molecule acalcium ion transportintegral to membrane
+ 26548741 26561621 integral to membrane
+ 26491332 26503077
- 57872013 57940604 DNA binding cell cycle nucleus
+ 111394923 111439766 ethanolaminephosphlipid metabolism integral to membrane
- 17349601 17426470 N-methyltransferase cell proliferation endoplasmic reticulu
+ 99934261 99995924 sialyltransferase acti amino sugar metaboGolgi apparatus
+ 97726674 98224898 glutamate carboxypepeptide metabolism cytoplasm
+ 43531807 43543585 serine-type endopep proteolysis and pepti extracellular space
+ 74098858 74108490 nucleus
+ 46182859 46184999 RNA splicing nucleus
- 1150552 1156427 protein binding axon guidance extracellular matrix (s
+ 13940813 14245926 protein binding cell adhesion extracellular matrix (s
- 136050760 136079131 nucleus
- 29777179 29782012 CDP-diacylglycerol-inphospholipid biosynt integral to membrane
+ 48935201 48997973 nucleic acid binding development nucleus
+ 110712474 110819215 protein binding ER to Golgi transpor COPII vesicle coat
- 73885108 74024888 molecular function unbiological process uncellular component u
+ 40728384 40730268 integral to membrane
- 51262093 51293342 protein translocase aprotein-mitochondria integral to plasma me
+ 66140688 66151387 RNA binding DNA recombination mediator complex



+ 64838906 64846475 Rho GTPase activatoactin cytoskeleton or plasma membrane
+ 6950253 6955397 translation elongationrRNA processing nucleus
- 68180987 68201781 DNA binding nucleus
+ 198656304 198671444 protein translocase aprotein-mitochondria integral to membrane
- 31989030 32010919 molecular function unbiological process uncellular component u
- 128571619 128613752
- 48238352 48248178 protein modification cytoplasm
- 201317961 201386138 catalytic activity cell adhesion integral to membrane
- 120582857 120630292 cytokine activity biological process unextracellular region
+ 39873622 39888471 RNA binding protein folding nucleus
+ 50086333 50098775 voltage-gated ion-se anion transport integral to membrane
+ 151058113 151061422 interleukin-1 binding actin cytoskeleton
+ 23059625 23087965 negative regulation ointegral to membrane
- 6918838 6924228 sugar binding endocytosis integral to membrane
+ 41833476 41930466 DNA binding cation transport cytoskeleton
+ 72255608 72488058
+ 49290336 49304317 DNA binding regulation of transcri nucleus
+ 67628755 67634156 DNA binding cartilage condensationucleus
+ 42793140 42811521 cyclosporin A bindingnuclear mRNA splici spliceosome complex
+ 105461656 105469554

DNA binding regulation of transcri nucleus
+ 135193115 135238968 latrotoxin receptor acdevelopment endoplasmic reticulu
- 7295495 7308602 molecular function undefense response extracellular region
- 106436941 106798436 molecular function unintra-Golgi transport Golgi transport comp
- 7897603 7914538 ATP binding protein-mitochondria inner membrane
+ 33365355 33366689 unfolded protein bindprotein folding prefoldin complex
+ 26071049 26093329 signal transducer actpositive regulation ofubiquitin ligase comp
- 39490136 39539892 binding mitochondrial transp integral to plasma me
+ 134793146 134854812 antiporter activity ion transport endoplasmic reticulu
+ 32561966 32580588
+ 18436525 18489765 protein binding ER to Golgi transpor COPII vesicle coat
- 38570873 38642188 protein binding ER to Golgi transpor COPII vesicle coat
+ 17501714 17666000 adenylate cyclase acmembrane
- 46456092 46481295 ubiquitin cycle
- 67187618 67211301 cell proliferation integral to membrane
+ 33130570 33160003 binding extracellular matrix (s
- 38420147 38427921 DNA binding cell growth integral to membrane
- 129482893 129762743 nucleic acid binding electron transport cytosol

- 147917234 147932177 receptor activity cell differentiation integral to membrane
+ 74793047 74820840 receptor activity axon guidance integral to plasma me
+ 88529155 88573894 receptor activity cell differentiation integral to membrane
+ 18588063 18623386 ligase activity ubiquitin cycle
+ 62836395 62845947 nucleic acid binding regulation of transcri nucleus
- 37203942 37226816 ATP binding RNA processing nucleus
- 634224 685740 transcription factor a germ cell developmenucleus
- 16489705 16514248 RNA binding RNA processing intracellular
- 30675000 30740012 Ran GTPase bindingprotein transport cytoplasm
+ 2581253 2587038 RNA binding rRNA processing nucleolus
- 21110095 21226537 actin binding ion transport actin cytoskeleton
+ 12778427 12785462 RNA binding DNA replication



+ 6807464 6819271 binding protein metabolism
+ 131824671 131872774 electron transporter acell redox homeostasis
+ 97825197 97857776
- 110655917 110662588 response to virus
- 23728193 23734082 transporter activity transport integral to membrane
+ 69216799 69237907 protein binding L-glutamate transporendoplasmic reticulu
+ 92621254 92651926 hydrolase activity tRNA processing nucleolar ribonucleas
+ 15179389 15186259 hydrolase activity tRNA processing nucleolar ribonucleas
+ 88239413 88278766 CMP-sialic acid transCMP-sialic acid transGolgi membrane
+ 52500972 52524187
+ 25333741 25354773 sodium-dependent p phosphate metabolisintegral to plasma me
- 159762734 159778672 nucleic acid binding mRNA processing nucleus
+ 133850393 133869256 hydrolase activity neurogenesis

hydrolase activity, hycarbohydrate metabolism
+ 120148626 120188381 mannose binding defense response cytosol
- 77924374 77976395 5-formyltetrahydrofol formate metabolism cytosol
+ 25760438 25809985 calcium ion binding biological process uncytoplasm
+ 103936161 103981492 ATP binding DNA replication and chromosome
+ 21175402 21283995 sodium-independent ion transport integral to plasma me
- 43562126 43592947 RNA binding mRNA stabilization cytoplasm
- 37211731 37221977 binding synaptonemal complnucleolus
- 72073076 72093524 sialyltransferase acti protein amino acid g Golgi apparatus
- 6426419 6451781 DNA binding neurogenesis cytoplasm
- 101899841 101935393
+ 40581651 40585246 cyclin-dependent pronegative regulation ocytoplasm
- 23928714 23950424 cell cycle
+ 73967781 74001665 JAK-STAT cascade nucleus
- 85456804 85467032 Golgi trans face
+ 18396032 18413284 DNA binding regulation of transcri DNA-directed RNA p
+ 89806481 89843881 DNA-directed RNA pregulation of transcri DNA-directed RNA p
- 143081648 143099928 DNA binding regulation of transcri DNA-directed RNA p
- 15472005 15526918 transcription factor activity cytoplasm
+ 3237527 3246233 calcium ion binding muscle developmentmuscle myosin
+ 142927625 142931567 molecular function unbiological process uncellular component u
+ 13655557 13689758 integral to membrane
+ 117777526 117785769 hydrogen-transportinATP synthesis coupl mitochondrion
- 222380717 222383571 cytokine activity cell growth
- 95513350 95518308 ATP binding DNA repair nucleus
+ 61766301 61768853 extracellular space
+ 12397927 12422234
+ 176959663 177028169 mitochondrial transp mitochondrial outer m
+ 44013817 44027132 vesicle docking durinGolgi apparatus
+ 136538897 136729028 RNA binding spermatogenesis nucleus
- 32368469 32447634
- 65681174 65775140 protein binding antimicrobial humoraintegral to plasma me
+ 5313794 5716808 ATP binding phenylalanyl-tRNA a mitochondrion
+ 30133354 30160601 catalytic activity lipid biosynthesis cytoskeleton
- 47578732 47595193 growth factor activity intracellular transpor Golgi apparatus
- 56477709 56496119 actin binding actin cytoskeleton or actin cytoskeleton
+ 62334912 62363515 UDP-galactose beta-protein amino acid g Golgi apparatus
- 50201694 50259454 GTPase activity G-protein coupled re heterotrimeric G-prot



+ 96570589 96760477 alpha(1,3)-fucosyltra L-fucose catabolism Golgi apparatus
+ 43004902 43014978
- 47436945 47680987 chymotrypsin activity lipid metabolism integral to plasma me
+ 85754966 85788058 cysteine-type endopeRNA splicing nucleus
+ 73981276 74031413 DNA binding DNA synthesis durin delta DNA polymeras
- 18840353 18867953 molecular function unlipid biosynthesis endoplasmic reticulu
- 114149719 114159734 binding endocytosis Golgi trans face
- 70246809 70261209 glucuronosyltransferaestrogen metabolismendoplasmic reticulu
- 122632970 122748178 ATP binding DNA repair nucleoplasm
- 1103499 1165109 amino acid-polyaminamino acid transport integral to plasma me
+ 122821123 122961881 molecular function uncell cycle nucleus
+ 31078407 31081702 protein binding protein ubiquitinationubiquitin ligase comp
- 30910979 30914020 protein binding protein ubiquitinationubiquitin ligase comp
- 11020846 11041551 calcium ion binding antimicrobial humoraextracellular region
+ 213649 426098 protein binding cell adhesion integral to membrane
+ 227189864 227244243 calcium ion binding digestion intracellular
- 111986835 112033755 signal transducer actintracellular signalingcellular component u
- 133425392 133518029 molecular function unbiological process uncellular component u
+ 43880262 43901242 porin activity protein transport integral to membrane
- 153451630 153460262 structural molecule acentral nervous systeintermediate filament
- 135323215 135417715 GTP binding protein biosynthesis
+ 35696119 35810991 nucleic acid binding biological process uncellular component u
+ 31124297 31142072 DNA binding regulation of transcri nucleus
+ 49337617 49354114 DNA binding regulation of transcri nucleus
- 9384271 9407234 DNA binding regulation of transcri nucleus
+ 63386207 63416739 transcription corepre regulation of transcri nucleolus
- 25953308 25990493 sodium:phosphate syion transport integral to membrane
+ 85723188 85732169 cell differentiation integral to membrane
+ 63807815 63835487 DNA binding regulation of transcri nucleus
+ 62483744 62496618 DNA binding regulation of transcri nucleus
+ 132368494 132389811 transcription factor a regulation of transcri nucleus
+ 74337366 74354067 electron transporter afolic acid and derivat mitochondrion
- 4940310 4947421 hydrolase activity tRNA processing nucleolar ribonucleas
+ 239745516 239989128
- 136572213 136580758
- 72143531 72181939
+ 137593683 137604694 binding
+ 128765693 128789262 ribonucleoprotein com
+ 175156215 175239837 syntaxin binding neurotransmitter transport
- 768575 809775 syntaxin binding exocytosis
+ 74376826 74396389 exo-alpha-sialidase acarbohydrate metabointegral to plasma me
- 154178246 154181279 catalytic activity metabolism
- 153351458 153398619

DNA binding regulation of transcri nucleus
- 127305105 127382183 cofactor binding 10-formyltetrahydrofocytoplasm
- 46380604 46399909 folic acid binding folic acid and derivat cytoplasm
- 165714945 166045996 3',5'-cGMP binding signal transduction
- 50574735 50588265 transcription corepre apoptosis nucleus
+ 50601306 50605864 protein binding immune response RNA polymerase I tra
- 84570793 84613484 beta-glucuronidase ainflammatory response



+ 99220507 99263390 steroid hydroxylase acholesterol catabolis endoplasmic reticulu
- 971274 977013 sulfate porter activitysulfate transport integral to membrane
+ 43373979 43381252 ATP binding ion transport integral to membrane
+ 96624337 96640244 DNA binding intracellular
+ 31538937 31541460 defense response cellular component u
+ 3056837 3263110 integral to plasma me
- 85829885 86061004 electron transporter amalate metabolism mitochondrion
- 76470142 76473795 fibrinogen complex
+ 20283938 20286379 nucleic acid binding sperm displacement extracellular space
+ 193588868 193619419 lipid transporter activity
+ 193475658 193494529 extracellular space
+ 71429617 71436719 molecular function unbiological process unextracellular space
- 40392586 40401170 molecular function unlocomotory behavior cytoplasm
- 10535989 10546855 hyaluronic acid bindi cell motility integral to plasma me
+ 183101360 183102244 visual perception
- 65808627 65813148 molecular function unbiological process uncellular component u
+ 98681346 98699645 RNA binding mRNA processing nucleus
- 150759819 150763524 integral to membrane
- 146713616 146721316 inositol or phosphatidphospholipid dephosphorylation
+ 111026100 111054132 nucleic acid binding nucleus
- 75833855 75849520 RNA splicing factor acell cycle spliceosome complex
+ 7505074 7532647
+ 52125001 52160434 binding centromere and kinekinetochore
- 7841940 7847361 hormone activity muscle contraction extracellular region
+ 96038472 96103199 RNA binding mRNA polyadenylylacytoplasm
+ 54717817 54725466
+ 180348506 180366332
+ 237776083 237789487 racemase and epimemetabolism signalosome comple
+ 123152122 123172561 hydrolase activity, accarbohydrate metaboextracellular region
+ 94439756 94441931 nucleic acid binding
+ 76952226 76977127 chromatin modificationucleus
- 64376783 64402767 ATP binding biological process uncellular component u
+ 99199243 99239814 hydrolase activity tRNA 5'-leader remo nucleolar ribonucleas
- 70635732 70694177 glucuronosyltransferadetection of chemicaendoplasmic reticulu
+ 2807164 2811717 chymotrypsin activityproteolysis and pepti cytoplasm
+ 11535934 11545753 chromatin binding chromatin assembly chromatin
+ 16716769 16734149 molecular function unbiological process uncellular component u
- 53577638 53586622 KDEL sequence bindintracellular protein t endoplasmic reticulu
+ 42129760 42147858 intracellular protein t Golgi apparatus
+ 35046937 35073248 cholesterol binding C21-steroid hormonecytoplasm
- 137116204 137117929 RNA binding mRNA processing heterogeneous nucle
+ 99064124 99072455 protein targeting endoplasmic reticulu
- 43004185 43022528 binding protein folding integral to membrane
+ 56374186 56401606 soluble fraction
+ 122594040 122607561 protein carrier activityintracellular protein t Golgi apparatus
- 176691356 176711254 sugar binding protein transport Golgi apparatus
+ 110913981 110923343 protein disulfide isomintracellular protein t endoplasmic reticulu
+ 78798169 78820090
+ 73105531 73112110 acyl-CoA thioesterasacyl-CoA metabolismperoxisome
- 43298948 43307024 ribosome biogenesismembrane fraction
- 105134258 105144180 integral to membrane



- 101063330 101422632 ATP binding regulation of transcription, DNA-dependen
+ 88718167 88720646 molecular function unbiological process uncellular component u
+ 57181205 57185912 ATP binding mRNA processing nucleus
+ 99331233 99334471 signalosome comple

+ 94370389 94410587 methionyl aminopeptprotein modification
- 86282720 86334255 molecular function unbiological process unintegral to membrane
+ 50217708 50233406 L-alanine transporterL-alanine transport integral to plasma me

- 112292969 112304412 L-serine ammonia-ly L-serine metabolism
- 15086786 15097577 acetolactate synthas branched chain fami cellular component u
- 63701517 63715157 ligase activity lipid metabolism endoplasmic reticulu
+ 128182393 128203055 catalytic activity fatty acid transport
+ 150560840 150565705 ligase activity fatty acid metabolism
+ 65414450 65415681 molecular function unbiological process uncellular component u
- 56217300 56223102 chymotrypsin activityproteolysis and peptidolysis
+ 70032740 70043999 nucleic acid binding biological process uncellular component u
+ 39283230 39301835 catalytic activity lipoate biosynthesis mitochondrion
- 148557115 148576071 RNA binding
- 118878021 118887802 transcription factor a regulation of transcri nucleus
+ 59796924 59804352 antigen binding cell surface receptor integral to membrane
- 59412548 59438461 transmembrane rececell surface receptor integral to plasma me
- 59491668 59496050 antigen binding immune response plasma membrane
+ 59777070 59790833 antigen binding immune response integral to membrane
+ 30361584 30547815 RNA binding RNA processing
- 710780 767508 GTPase activator ac cell surface receptor cytoplasm
+ 48719413 48737684
- 65869419 65871671 N-acetyllactosaminidpoly-N-acetyllactosamGolgi apparatus
+ 106875604 106976566 ubiquitin-protein ligasprotein ubiquitinationmicrotubule associat
+ 40849554 40861207 integral to membrane

- 55024044 55042615 RNA binding mRNA processing nucleus
+ 67919666 67951290 RNA binding mRNA processing nucleus
- 49754299 49910087 binding of sperm to zextracellular region
- 33046525 33077600 ATP binding nucleus
- 52175404 52211837 cell differentiation basement membrane
+ 106798382 106812917
- 156985264 157012006 DNA binding regulation of transcri nucleus
+ 122467530 122475816 nucleic acid binding
- 44791716 44794263
- 30178654 30188833 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 713890 746421
+ 36466747 36495016 GTP-Rho binding actin modification actin cytoskeleton
+ 2355490 2367350 molecular function unretrograde transport, Golgi apparatus
+ 78182656 78195014 heat shock protein b protein folding
+ 132783843 132794972
+ 133354684 133365439 molecular function unbiological process unintegral to membrane
+ 22994725 23013864 nuclear export signa protein-nucleus expointegral to membrane
+ 86189210 86199919 chymotrypsin activityproteolysis and peptidolysis
- 123492615 123677536 acyltransferase activ protein arginylation cytoplasm
- 149957864 150001421 ATP binding cell cycle cytoskeleton



- 27338302 27475842 3-hydroxyisobutyratepentose-phosphate smitochondrion
+ 27213584 27220914 extracellular matrix scell adhesion cytoplasm
+ 26473373 26484422 receptor activity biological process unintegral to membrane
+ 26510464 26523414 lipid metabolism integral to membrane
+ 99419997 99456654 cell cycle nucleus
- 101574755 101577818 actin binding cytoskeleton organiz cytoplasm
+ 26566167 26577844
+ 24574692 24607734 RNA binding calcium-mediated signaling
- 79405911 79459265 DNA binding transcription DNA-directed RNA p
+ 50234137 50266054 nuclear mRNA splici nucleus
- 57787212 57791019 nucleus
+ 44234525 44260117 calcium ion binding proteolysis and pepti intracellular
+ 106582056 106608724 transcription nucleus
- 101082208 101134521 GTPase activator ac circulation membrane
+ 45221069 45261455 H3/H4 histone acetylDNA replication nucleus
- 63098824 63138469 molecular function uncell cycle integral to membrane
- 92424067 92476565 hepatocyte growth famuscle cell differenti intracellular
+ 70532532 70545724
+ 109504021 109579815 molecular function unbiological process uncellular component u
- 105655188 105691237 muscle developmentintegral to membrane
- 48688548 48714308
+ 30564643 30624758 transporter activity endocytosis clathrin vesicle coat
+ 88418407 88484731 protein binding cytoskeleton
+ 147454497 147468667 RNA binding nuclear mRNA splici nucleus
+ 37713268 37731979 molecular function unbiological process unintegral to membrane
- 75185883 75196912 molecular function unsterol biosynthesis endoplasmic reticulu
- 124171404 124201364 growth factor activity biological process uncellular component u
- 12249579 12278149 ADP reductase activ D-ribose catabolism intracellular
- 34363975 34468419 diphosphoinositol-pocalcium-mediated sigintracellular
- 94159881 94162390 RNA polymerase II trestablishment and/ornucleus
- 15460643 15500250
- 54477359 54563272 DNA binding regulation of transcri cytoplasm
- 58524886 58538531 molecular function unregulation of cell grownucleus
+ 15926612 15947675
- 55275646 55316417 DNA binding chromatin remodelin nucleolus organizer c
- 34291689 34414604 DNA binding protein ubiquitinationnucleus
+ 111440593 111577035 nucleic acid binding regulation of transcri nucleus
- 118034170 118055592 alpha,alpha-trehalas carbohydrate metaboanchored to plasma 
- 133365773 133373772 glucose transporter acarbohydrate transpointegral to membrane
+ 30564990 30570458 amine N-methyltransferase activity
+ 52464671 52502125 intracellular signaling cascade
- 148487953 148502363 mRNA binding neurogenesis nucleus
+ 40533696 40556137 nucleic acid binding nucleus
+ 121642212 121691235 metal ion binding Golgi organization anER-Golgi intermediat
- 20889477 20922265 aminopeptidase activnucleosome disassembly
+ 50049922 50075090 DNA binding DNA repair nucleoplasm
- 56191075 56196770 chymotrypsin activityneurogenesis
+ 37738832 37756443 molecular function unbiological process uncytoplasm
- 132663743 132704527 RNA binding protein biosynthesis mitochondrial large ri
- 50033431 50059832 manganese ion bind O-linked glycosylatio Golgi apparatus
+ 157939847 157993421 manganese ion bind glycosaminoglycan bGolgi apparatus



+ 26003230 26124091 signal transduction
- 48685066 48687911 protein binding L-glutamate transporintegral to membrane
- 108298214 108386086 heat shock protein b protein folding endoplasmic reticulu
- 59904364 59923604 ATP binding DNA repair mitochondrial chromo
- 18256792 18300297
- 3861729 3944036 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 15516081 15562315 carbonate dehydrataone-carbon compounmitochondrion
- 17140558 17191236 calcium ion binding protein modification
+ 152995888 153022899
+ 55896844 55906493 molecular function unneuropeptide signalinextracellular region
+ 45008477 45012717 molecular function unneuropeptide signalinextracellular region

- 41590274 41735649 transporter activity actin cytoskeleton or cytoplasm
+ 137257298 137279470
+ 115379671 115404505 amino acid transport amino acid metabolisintegral to plasma me
+ 39310728 39361373 calcium ion binding potassium ion transport
- 31758175 31771764 integral to membrane
- 44362459 44377153 RNA polymerase II trregulation of transcription from RNA polym
+ 68890598 68925230 ATP binding mRNA-nucleus expocytoplasm
- 30763805 30766748
- 10889748 10893319 physiological processextracellular space
+ 166486395 166601903 actin binding intracellular protein t actin cytoskeleton
+ 38819647 39277630 transcription factor a central nervous systenucleus
- 179157215 179166231 alpha-1,3-mannosylgN-glycan processing membrane
+ 15587424 15601445 fatty acid (omega-1)-electron transport endoplasmic reticulu
+ 74539810 74594945 transporter activity ion transport integral to membrane
+ 146852935 146930577 inflammatory respon Golgi vesicle
+ 69974361 69992526 protein binding cell adhesion integral to membrane
- 18871322 18891199 binding intra-Golgi transport COPI vesicle coat
+ 27763553 27785364 ATP binding small GTPase mediated signal transductio
+ 59205298 59250408 ATP binding
- 65024600 65042906 integral to membrane
+ 32770291 32819782 calcium ion binding protein folding endoplasmic reticulu
+ 15510266 15518459 chymotrypsin activityproteolysis and peptidolysis
- 50337344 50340672
+ 496374 520407 exocytosis
+ 60858242 60877482 RNA binding mRNA processing nucleus
- 39388759 39412111 protein binding cell communication cellular component u
+ 36472916 36481533 3'-5'-exoribonucleaseRNA processing exosome (RNase co
- 174684029 174695347 neurogenesis extracellular space
+ 151013201 151162621 peptidase activity protein ubiquitinationnucleus
+ 150000432 150017145 actin binding cytoskeleton
+ 35550101 35581950 molecular function unmRNA processing nucleus
+ 227084992 227136462 protein transporter a Golgi organization anGolgi membrane
- 107257946 107364751 structural molecule activity extracellular matrix (s
+ 86724781 86758451 voltage-gated chloridchloride transport integral to plasma me
+ 21231951 21318463 5'-3' exoribonucleaseDNA recombination nucleus
+ 53005177 53031900 intra-Golgi transport COPI vesicle coat
+ 130451150 130479312 binding intra-Golgi transport COPI vesicle coat
- 74710115 74711948 nucleus
- 28211211 28243678 heat shock protein b protein folding



- 144970535 144983525 nucleic acid binding ribonucleoprotein com
+ 155146624 155247304 RNA binding
+ 15074584 15393658 catalytic activity cell adhesion integral to membrane

DNA binding regulation of transcri nucleus

- 165366845 165407024
- 175886305 175897027 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 34428857 34590450 cell-cell signaling membrane
- 119754418 119796104
+ 37641051 37736901 protein binding cytoskeleton
- 128787362 128789566 integral to membrane
+ 76298284 76319109 cell cycle

- 93798378 94040824 nucleic acid binding
+ 75967902 75998276 transcription factor a regulation of transcri nucleus

- 99533455 99609649 N-acetylgalactosaminyl-proteoglycan 3-beGolgi apparatus
+ 48448939 48681729

- 55933814 55977083
- 166387211 166397171 integral to membrane
+ 21152636 21430436 protein binding regulation of signal trcytoplasm
+ 207456871 207482734 ATP binding apoptosis

+ 174598945 175483818 carboxylic ester hydr calcium-dependent cintegral to plasma me
- 84096993 84169579 molecular function unER to Golgi transpor COPII vesicle coat
- 95028457 95094945 nucleic acid binding cell differentiation nucleus
- 200919638 201060701
+ 75782336 75791042 molecular function untransport

+ 1092797 1168106

DNA binding regulation of transcri nucleus
+ 38520702 38547720 DNA binding
- 72227541 72254007 GDP-dissociation sti rRNA processing exosome (RNase co
+ 111692461 111797964 Rab GTPase bindingintracellular protein t membrane

- 53403324 53444734 protein binding regulation of apoptosnucleus
+ 63815190 63928595 sulfuric ester hydrolametabolism
+ 71952732 72024309
+ 11846564 11855243 protein binding

+ 42176668 42229111 protein binding O-linked glycosylatio nucleus
+ 47819654 47866686 ATP binding intracellular
+ 45705946 45761904

- 109224877 109296777 nucleus



+ 32045392 32131726 RNA binding heterogeneous nucle
- 10416219 10451632
- 198150588 198157710 RNA cap binding mRNA processing nucleus
+ 96292041 96332342
+ 88830465 88889707 isomerase activity pentose-phosphate sintracellular
- 95248856 95323531 RNA polymerase II trRNA elongation fromnucleus
- 69991608 70185520 GKAP/Homer scaffo intracellular signalingcellular component u
+ 53744083 53747149 growth factor activity Wnt receptor signalinextracellular region

transcription factor a regulation of transcri nucleus
+ 29790564 29853264 ATP binding cell proliferation nucleus
- 104837903 104943006 5'-nucleotidase activity cytosol

+ 88467519 88505287 binding
- 25381332 25455234 calcium ion binding
- 311431 725606 catalytic activity metabolism nucleus

transporter activity transport integral to membrane
ATP binding myosin

+ 70443874 70646623 integral to membrane

binding biological process uncellular component u

+ 72653447 73167137 Rab GTPase bindingcalcium ion-dependepresynaptic membra

- 32458563 32466873 Golgi apparatus
+ 44992767 45027966 3'-5'-exoribonucleaseRNA catabolism exosome (RNase co
- 48546946 48583987 molecular function unanti-apoptosis integral to membrane
- 57111356 57221251
+ 169792946 170224296 ATP binding protein amino acid phosphorylation

calcium ion binding exocytosis synaptosome

- RNA binding nucleus
+ 4920131 5104606 DNA binding regulation of transcription, DNA-dependen
+ 83834103 83934846
+ 54291300 54325595

DNA binding regulation of transcri nucleus
+ 31675273 32146795 protein binding cell adhesion endoplasmic reticulu
+ 27245300 27318877 binding
+ 21833127 21918930 binding protein transport cytoplasm

+ 14976486 15039687 carboxy-lyase activityamino acid metabolism

- 129729019 129884981 RNA binding protein biosynthesis intracellular
- 39240502 39362153 protein binding negative regulation onucleus



endonuclease activity
+ 75222494 75231556
- 179949035 180119394 nicotinamide-nucleotNAD biosynthesis
+ 3499894 3527670

nucleic acid binding nucleus
- 179221677 179267462 calcium ion binding
- 23383145 23429316 ADP-ribosylation fac intra-Golgi transport Golgi stack

- 132168836 132259926 ATP binding cell death nucleus
- 19289890 19323352

protein binding mitotic chromosome intracellular

+ 37508990 37557260 nucleic acid binding intracellular

+ 9642228 9729945 calcium ion binding

- 76516793 77051099 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

+ 6748082 7165647 DNA binding regulation of transcri cellular component u
+ 970664 1472958 protein transport
- 107884885 107969570 Rab GTPase bindingintracellular protein transport
- 27198320 27224751 ubiquitin-protein ligasapoptosis nucleus
- 45434314 45524895 nucleic acid binding

GTPase activator activity

+ 23723252 23752192 transmembrane receinflammatory respon membrane
+ 126646914 126677050 DNA binding regulation of transcri nucleus
- 184378532 184628557
- 76074382 76156912 nucleic acid binding regulation of transcri intracellular

- 71551110 71651809 structural constituent of ribosome mitochondrion
+ 2627099 2887783

nucleotide binding

tubulin-tyrosine ligas protein modification
- 124699716 124703794 mRNA binding protein biosynthesis cytosolic large riboso
+ 63803956 63910053 catalytic activity nucleus
+ 19081302 19180620 lipid binding endocytosis
- 85947873 86244723 binding
- 27663901 27777067 binding ER to Golgi transpor Golgi cis-face

+ 44501160 44613383 binding mitotic chromosome condensation

+ 20096246 20130302 DNA binding negative regulation onucleus
- 148188272 148245005 nucleic acid binding development nucleus
- 180636627 180738520 transferase activity lipopolysaccharide biosynthesis
- 130756715 130808359 receptor activity development integral to membrane



+ 51636756 51672650 ATP binding
- 53846135 53953332 DNA binding regulation of transcription, DNA-dependen

binding
- 5382387 5533986 actin binding cortical actin cytoskecytoplasm
+ 70103458 70196886 ATP binding chromosome organizchromosome

- 3854488 3993063 calcium ion binding
+ 52550227 52623929
+ 46025303 46215731
- 144590974 144694746 nucleic acid binding

nucleic acid binding cell adhesion nucleus

+ 17723335 17760363
binding cytoplasm
ribulose-bisphosphatcarbon utilization by ribulose bisphosphat

+ 47480656 47491789 DNA binding regulation of transcri nucleus
+ 35692510 35701466
- 109186649 109218121

nucleus
- 17605697 17753359 signal transducer actintracellular signaling cascade
- 70744289 70769272 ADP-ribosylation fac intra-Golgi transport Golgi stack
+ 16886831 17029596

+ 52504439 52533540

+ 39496643 39562470
- 67181871 67231749 UDP-N-acetylgalactoUDP-N-acetylgalactoendoplasmic reticulu
- 41887125 41907573 ligase activity protein modification
+ 32123147 32185205 NAD binding carbohydrate metabocytoplasm
+ 126480381 126515226
- 85997363 86082966 nucleic acid binding
+ 11837337 11918129 molecular function unfat cell differentiationnucleus

GTP binding cell cycle
+ 65195249 65222622

+ 46703317 46813028 catalytic activity development nucleus
+ 102128985 102262596 DNA binding regulation of transcri nucleus
+ 117982422 118033951 nucleus
+ 666889 736103 GTP binding cell cycle
+ 136333076 136376357
+ 20444176 20555043
+ 242297016 242333259 cysteine-type peptidaautophagic vacuole fcytosol
- 62148876 62170680 hydrolase activity carbohydrate metaboGolgi apparatus
- 90409951 90586163 ATP binding protein complex assenucleus
+ 93293727 93407946
+ 175807983 175869680
- 54003221 54109501
+ 84204424 84267311

- 18710491 18720358 structural constituentprotein biosynthesis integral to membrane
- 76250243 76313954 catalytic activity fatty acid metabolism



+ 152642372 152667908 calcium ion binding transport integral to membrane
nucleic acid binding

+ 67503816 67505520 ribosome biogenesisnucleus
+ 70541426 70735701 arylsulfatase activity apoptosis Golgi apparatus
- 28016800 28130202 binding protein transport cytoplasm
+ 168186323 168294307

nucleic acid binding nucleus

+ 220608547 220653981 ubiquitin cycle
ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

- 99106448 99151055 binding mitotic chromosome condensation
+ 63389453 63762903 actin binding cytoskeleton
- 13332736 13436809 development nucleus
+ 16949585 17107089 calcium ion binding intracellular signaling cascade
- 25425318 25540713 binding

GTPase activator activity
protein transport exocyst

- 74672589 74677031 heat shock protein b protein folding
+ 8061295 8813547 calcium ion binding intracellular signalingcytoplasm
- 143689411 143692835
+ 154745156 154915465

- 15700252 15813337
- 39647049 39802053 binding mitotic chromosome condensation
- 116267060 117256871 integral to membrane
- 145456863 145485928 rRNA processing nucleus

+ 147149659 147259105

+ 9126800 9273757 nucleus
+ 8707368 8822074
+ 30161271 30274769 catalytic activity protein transport Golgi apparatus
- 9116952 9243447 nucleic acid binding

+ 112704068 112792495 electron transporter aelectron transport
+ 40022066 40080651 nucleic acid binding nucleus
- 71588692 71611371 exocytosis exocyst
- 101626897 101721871 guanyl-nucleotide ex intracellular signalingGolgi apparatus

transcription factor a regulation of transcri nucleus
- 116677825 116681954 nucleosome assembnucleus
+ 197440342 197561486
- 56629618 56673399

- 45508271 45532235 peptide-O-fucosyltra carbohydrate metabolism
+ 47299439 47355316 protein binding
- 2539431 2562064 oxidoreductase activ metabolism



- 53125251 53129361 nucleic acid binding

+ 167651669 167829340
+ 2371872 2423779

monooxygenase actiaromatic compound cytoskeleton
- 1909887 2153769 DNA binding telomerase-dependechromosome, telome
+ 34965018 35167166
+ 4614853 4680972 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

+ 62844783 63185270

isomerase activity protein folding
- 44471151 44485249 receptor binding B cell activation integral to membrane

- 133527550 133599058 binding
- 49528180 49702241

- 199959729 200150707 DNA binding regulation of transcri nucleus

+ 154483222 154618073 myosin binding protein ubiquitinationcytoplasm

+ 104003958 104065371
+ 148705421 148914877 cell cycle

- 26701809 26821815

+ 43564554 43585917 copper, zinc superoxsuperoxide metabolism
+ 97462808 97493311 protein binding intermediate filament
+ 133889696 133946817 DNA binding regulation of transcription, DNA-dependen
- 40238205 40287794 small GTPase regulaprotein transport
- 152535028 152731593 actin binding Golgi organization anGolgi apparatus
- 98243744 98536661 GTP binding biological process uncellular component u

RNA binding RNA processing

- 19146631 19282048 ubiquitin-protein ligasubiquitin cycle

- 76323338 76348983
- 47694645 47745443 histamine receptor a G-protein coupled re actin cytoskeleton

nucleic acid binding nucleus
- 18432348 18710666

kinase activity



+ 154072654 154174652
- 20370080 20448772 RNA binding mRNA metabolism
+ 18655503 18749757
+ 97076437 97109873
- 6577727 6581387

- 153032089 153065689

+ 157126134 157141811 protein binding Notch receptor proceGolgi apparatus
- 44196429 44303486
- 114859102 115177863 receptor activity
+ 75659835 75749942 metal ion binding lipoprotein transport Golgi apparatus

molecular function unER-associated prote ER-Golgi transport ve
+ 45405078 45565332 ATP binding leucyl-tRNA aminoacmitochondrion
+ 96423364 96461456 cytokinesis nucleus
+ 64894890 64919124 protein folding
- 7087882 7095983

ubiquitin cycle
+ 130598730 130609808 3'-5'-exoribonucleaserRNA processing cytoplasm
- 94622318 94677808 ATP binding RNA interference, ta intracellular
- 83156706 83209170 actin binding biological process uncytoskeleton
+ 13682853 13720499 DNA binding chromatin silencing chromatin silencing c
+ 119202882 119213764 DNA binding chromatin silencing chromatin silencing c
- 206138 226416 DNA binding chromatin silencing chromatin silencing c
+ 22645343 22649236 two-component senstwo-component signal transduction system
+ 130014410 130078457 calcium ion binding Golgi apparatus
+ 77390548 77402237 protein carrier activityintracellular protein t integral to membrane

protein binding intracellular signalingmembrane
- 22664345 22722689 amino acid permeas amino acid metabolisintegral to membrane
+ 1246273 1248495
+ 48988237 49082859 binding endocytosis Golgi stack
- 129773541 129777627
+ 22048820 22061143 chymotrypsin activitycholesterol metabolisextracellular region
+ 140051201 140059073 ATP binding histidyl-tRNA aminoacytoplasm
+ 119277848 119298104 hydrogen ion transpoion transport integral to plasma me
- 76960293 76970278 transcription factor a development nucleus
+ 100147560 100201027 UDP-N-acetylglucosaUDP-N-acetylglucosaGolgi membrane
+ 105086704 105227338 choline transporter a choline transport integral to membrane
+ 69115246 69163921 RNA splicing factor aRNA splicing small nuclear ribonuc
- 198082205 198125229 RNA splicing factor anuclear mRNA splici spliceosome complex
- 6215519 6230298 C-terminal protein caC-terminal protein amendoplasmic reticulu
+ 36528454 36537403 acyltransferase activ amino acid metabolismitochondrion
+ 15222736 15269426 calpain activity proteolysis and pepti nucleus
- 48702711 48723236 hydrolase activity
+ 29597941 29616813 nicotinate-nucleotideNAD biosynthesis
- 83013780 83060678 serine-type peptidaseproteolysis and pepti endoplasmic reticulu
+ 107458848 107465609 iron ion binding iron-sulfur cluster as mitochondrion
- 54594157 54601141 protein translocase aprotein targeting endoplasmic reticulu



- 94024276 94046484 dTDP-glucose 4,6-denucleotide-sugar metabolism
- 37851280 37873038 chromatin binding chromatin assembly chromatin
- 42905880 42931366 3-hydroxyanthranilatemetabolism
- 67282991 67353055 nucleic acid binding nucleus

binding
+ 30259356 30290127 manganese ion bind Notch signaling path endoplasmic reticulu
- 144945083 144969532 protein binding membrane

+ 36614375 36670813 ATP binding
+ 22280736 22336141 metal ion transportermetal ion transport integral to membrane
+ 54639372 54756562 ATP binding
+ 136122814 136316570 endopeptidase inhibitor activity
+ 76268463 76460810 DNA binding histone acetylation nucleosome
+ 22732318 22899150 binding cell surface receptor nucleus
- 196476775 196645049 GTPase activator ac regulation of GTPase activity
- 50824973 50854136 receptor activity cytolysis integral to plasma me
- 128188898 128289149 binding protein transport nucleus
- 36798644 36803649 lactate transporter aclactate transport integral to plasma me
- 34464148 34560928 RNA binding RNA metabolism nucleus
+ 24890189 25100815 integral to membrane
+ 122721744 122769321 hydrogen ion transpoimmune response integral to membrane
+ 53559468 53571446 integral to membrane

GTPase activator activity nucleus
- 50858118 51158705
- 40750335 40791767 binding
- 220064421 220078134 aminopeptidase I actpeptide metabolism vacuole
+ 34261851 34274543 GTP binding small GTPase mediamembrane
+ 123079173 123111480 hyalurononglucosamcarbohydrate metabolism
- 120021325 120092128 integral to membrane
+ 70881235 70937429 integral to plasma me
- 57862439 58005206 hydrolase activity nucleotide metabolism
+ 150444272 150447378 SNARE binding exocytosis synapse
+ 74597231 74599665 protein binding biological process uncellular component u
+ 1024396 1053629 GTP binding ribosome biogenesisnucleus
- 74119930 74136827 N-acetylglucosamineN-acetylglucosamineGolgi apparatus
- 31802796 31806018 dimethylargininase aarginine catabolism
+ 176382302 176426349 double-stranded RNARNA processing nucleolus
+ 55836538 55845046 small GTPase regulasignal transduction
+ 17379997 17435801 calcium ion binding protein modification
- 85496189 85642844 dimethylargininase aarginine catabolism
- 31764563 31779570
- 68791358 68819738 cellular morphogene cytoskeleton
- 52861518 52869024 single-stranded DNADNA repair nucleus
+ 25410126 25434166 integral to membrane
- 32445704 32516322 ATP binding
+ 49304536 49319606
- 8856271 8860694 DNA binding intracellular signaling cascade
+ 27026593 27075730 transferase activity isoprenoid biosynthesis



+ 63849637 63928374 nucleotide binding integral to membrane
+ 138767028 138776275
+ 88356561 88433885 DNA binding DNA replication nuclear origin of repli
- 141080340 141099967 binding cellular defense respintegral to plasma me
- 139606043 139632486 nucleic acid binding protein ubiquitinationubiquitin ligase comp
+ 12573593 12600208 nucleic acid binding protein ubiquitinationubiquitin ligase comp
+ 36361877 36376545 GTPase activator activity cytoplasm
- 61977740 62043887 nucleic acid binding regulation of transcri nucleus
- 116661624 116692182 aspartic-type signal pbeta-amyloid metaboGolgi apparatus
+ 152107440 152113976 SH3/SH2 adaptor activity nucleus
+ 147043290 147050549 carbonate dehydrataone-carbon compounintegral to membrane
- 80751427 81082828 single-stranded DNAregulation of transcri nucleus
+ 122782870 122946250 GTPase activator ac cell cycle centrosome
- 133653630 133756995
+ 75066143 75103859 coreceptor activity antibacterial humora plasma membrane
+ 66464499 66475906 molecular function unbiological process uncytoplasm
+ 45557388 45576229 catalytic activity metabolism
- 54404615 54583917 single-stranded DNAregulation of transcri nucleus
+ 64786007 64821663 molecular function unDNA replication nucleus
- 119487204 119514073 transcription factor a transcription from RNintracellular

receptor activity development integral to membrane
- 139449092 139520828 amino acid permeas amino acid transport integral to membrane
- 32299658 32303217 RNA binding nuclear mRNA splici nucleus
- 71527836 71612962 integral to membrane
- 192640254 192885150 molecular function unknown integral to membrane
+ 27783924 27834956 protein transporter a intracellular protein t Golgi apparatus
- 21483747 21535887 striated muscle contraction
+ 223742431 223744133 voltage-gated potassion transport integral to membrane
- 114550226 114880325
+ 51319562 51322065 GTP binding G1/S transition of mi intracellular
- 108856977 108961780 molecular function unbiological process unintegral to membrane

dopamine beta-monocatecholamine meta cellular component u
+ 46957581 46959672 protein binding biological process uncellular component u
+ 22472107 22475578 molecular function unspermatogenesis cellular component u
+ 78401338 78421029 homocysteine S-methyltransferase activity
+ 20321159 20323142 hydrolase activity membrane
+ 20344829 20375266 isomerase activity protein folding nucleus
- 26572213 26639772 lipid binding lipid metabolism intracellular
- 30339034 30351364 lyase activity phospholipid biosynthesis
+ 29415346 29626911 lipid transport
- 14252642 14266260 protein binding, bridgcell adhesion extracellular matrix (s
+ 85157274 85164016 protein binding, bridgcell adhesion extracellular matrix (s
+ 63627937 63643221
- 48487798 48539313 DNA binding cell cycle nucleus
- 47595443 47620640 binding transport integral to membrane
- 50804499 50834509 perception of sound microtubule associat
- 25211744 25233004 nucleic acid binding cell differentiation intracellular
- 100468808 100474551 protein self binding calcium-independentintegral to membrane
+ 35596630 35598988 extracellular space
+ 62082900 62134895 RNA splicing factor aRNA splicing spliceosome complex



- 43411785 43445159 nucleic acid binding nucleus

+ 41879912 41882059 protein binding
- 19505977 19776926 antiporter activity calcium ion transportintegral to membrane
- 27779213 27782461
+ 45479067 45890241 GTPase activator activity
- 22665148 22671812
+ 37377179 37394353 beta-catenin binding negative regulation oGolgi trans face
- 37455234 37476447 microtubule binding mitotic spindle organintegral to membrane
- 34848822 34856882
+ 18584711 18592822 integral to membrane
- 156655230 156683012 soluble fraction
- 233568918 233703443
+ 17483431 17493095 6-phosphogluconolaccarbohydrate metabolism
+ 37483519 37512115 acyltransferase activ protein modification
+ 97555637 97565490 integral to membrane
+ 63670274 63676577 DNA binding regulation of transcri nucleus
- 31943196 31963203 metal ion transportermetal ion transport integral to membrane
+ 163026156 163043136 calcium ion binding membrane fusion cytoplasm
- 18278717 18294958 RNA binding RNA splicing small nucleolar ribon
+ 29006458 29011702 integral to membrane
- 27980397 27988468
- 41760149 41809919 ligase activity protein modification cellular component u
+ 42676201 42717312 molecular function unbiological process unintegral to membrane
+ 44388282 44560387 binding biological process uncellular component u
+
- 56138372 56148088 chymotrypsin activityepidermis developmeextracellular space
+ 140294547 140324696 transcription factor a rhythmic process nucleus
+ 74228251 74267539 disulfide oxidoreduct electron transport
+ 34979784 34988428 heat shock protein b protein folding
- 1211654 1405893
+ 63842144 63845858 electron transporter ainflammatory respon mitochondrion
+ 41461597 41570394 aspartic-type signal pmembrane protein ecintegral to membrane
- 35187592 35202187 electron transporter aelectron transport mitochondrion
- 36939804 36993496 integral to membrane
- 42545289 42583257 sulfotransferase activlipid metabolism cytosol
- 145118553 145140760
- 84874991 85735113 alpha-1,3-mannosylgcarbohydrate metabomembrane
+ 49605037 49612555 S-adenosylmethionine-dependent methyltransferase activity
+ 119263627 119272029 chromatin binding loss of chromatin silenucleus
+ 198206276 198242848 transport Golgi apparatus
- 43587542 43592680
- 135679247 135687527
+ 76215551 76329669
+ 42033106 42062313 DNA binding negative regulation onucleus
- 97490699 97526119 integral to membrane
- 34076385 34116736
- 65861386 65869132 molecular function uncell cycle cellular component u
+ 65272547 65274561
+ 59819515 59822848 molecular function unbiological process uncellular component u
- 114243913 114347259 protein binding perception of sound



- 41873361 41971077 cysteine-type endopeubiquitin cycle
+ 51984123 51990250 hydrolase activity aromatic compound metabolism
+ 55906166 55922566 molecular function unknown endoplasmic reticulu
- 114206457 114221203
+ 5641366 5642676 structural constituentprotein biosynthesis cytosolic large riboso
- 164618968 164636891 molecular function unknown
- 3219970 3255235 ATP binding protein amino acid phosphorylation
+ 104496117 104524376
- 8796820 8798991
- 74085122 74119834 cell differentiation
- 86166037 86244626 DNA binding transcription DNA-directed RNA p
- 52084309 52163460

- 101950870 102195004 integral to membrane
- 35409953 35503740 calcium ion binding proteolysis and peptidolysis

+ 56452649 56462590
- 101338463 101384663 transcription factor b microtubule cytoskel centrosome
- 76764212 76796701 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 6518966 6535490
+ 139136349 139156147 receptor activity
+ 151278804 151515135 ATP binding folic acid and derivative biosynthesis
- 158684639 158725302 latrotoxin receptor activity membrane
+ 32701701 32790358 binding
- 71498282 71501474
- 45240961 45242758
+ 103338078 103359399
- 150992255 151006166 oxidoreductase activity
- 65822020 66023942 binding
+ 49034077 49035928 nucleus
+ 9379735 9402412 molecular function unknown
+ 137425783 137443828 negative regulation onucleus

- 63153012 63195659 GTP binding immune response
- 20895888 21186114 nucleic acid binding nucleus
+ 63144522 63170728
- 68431793 68458494
- 16274347 16278714 Wnt receptor signaling pathway
- 154247962 154297886 protein binding protein complex assecytoplasm
+ 104589523 104601958
- 209299355 209353519 DNA binding DNA methylation
- 150720730 150858480 transcription coactivaregulation of transcri nucleus

- 34954058 35013590 3',5'-cyclic-nucleotideimmune response intracellular
- 33720379 33736013 phosphopantetheine binding
- 32630031 32662938

nucleic acid binding nucleus
- 53049186 53064748 DNA binding regulation of transcri nucleus
- 32681024 32704609 protein binding
- 25294477 25304308 DNA binding biological process unnucleus
+ 95411794 95424794



- 99954923 99969288
- 11135947 11169210
+ 74540293 74561222 hydrolase activity
- 95569775 95634864
- 40290025 40352923 integral to membrane

+ 28782814 28793027 intracellular signaling cascade
+ 98683559 98693493
- 54934593 54942208 ATP binding glycyl-tRNA aminoacylation

+ 8126150 8141634 endocytosis membrane
+ 87359286 87387338 molecular function unknown
+ 20970849 21035428 oxidoreductase activ metabolism
+ 34287860 34308267

- 36332477 36347362 structural molecule activity intermediate filament
+ 76172019 76186845

calcium ion binding cell-matrix adhesion
+ 113815386 113826208 3'-5' exonuclease ac nucleotide metabolis mitochondrion

- 30275923 30288402
+ 4784374 4789260 peptidase activity protein ubiquitinationintegral to membrane
- 132658900 132737897 copper ion binding catecholamine metabolism
+ 171611217 171649146 protein binding Golgi apparatus
- 73423126 73492291
- 77742210 77860364
+ 200996301 201168758

- 137618513 137629591
+ 41576487 41603949 transcription factor a chromatin modificationucleus
- 39596668 39623756
+ 16157234 16163855
- 12002027 12124814 RNA binding mRNA catabolism, nonsense-mediated de
- 98661395 98681070 catalytic activity

- 24609400 24793000 nucleic acid binding lipid transport
hyaluronic acid bindi cell adhesion

+ 116843113 117698484 receptor activity development integral to membrane
- 154567858 154770013 oxygen transporter aoxygen transport cytoplasm

+ 57062786 57142958 DNA binding phosphoenolpyruvatenucleus
+ 71065794 71275871 GTPase activator ac biological process uncellular component u
- 6096118 6174449 ATP binding chromatin assembly chromatin
+ 60152216 60190961
+ 40535466 40898771 DNA binding nucleus

- 29222336 29287095 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

+ 87122870 87129869 integral to membrane
+ 168542294 169113513 GTP binding endocytosis intracellular



+ 76368960 76482901 cysteine-type peptidaproteolysis and peptidolysis
- 73212165 73251800 gamma-tubulin bindi biological process unmitochondrial outer m
- 74305536 74489537 ATP binding mismatch repair
+ 233387545 233548823
- 15577245 15618071 lyase activity lipid metabolism peroxisome
+ 34692274 34868473
+ 39355310 39412048
- 133910490 133911675
- 23697786 23708693 nucleus

+ 23577966 23579216
- 61233107 61236729 structural constituentprotein biosynthesis ribosome
+ 19981195 20289349

+ 25908255 25914633
- 56251274 56260179 chymotrypsin activityproteolysis and pepti extracellular region
+ 136504741 136528509 GTPase activator ac signal transduction
+ 36329002 36354070 protein transporter a intra-Golgi transport Golgi stack
- 25223379 25319454 catalytic activity
+ 176583076 176620868
+ 52451631 52467048
+ 72462837 72496109
- hydrolase activity protein amino acid dephosphorylation
+ 150419597 150431052
+ 127398073 127442702
+ 16439025 16468170
+ 5003075 5044601
- 85981457 85991197 molecular function unbiological process unendoplasmic reticulu

- 53625512 53668342 transcription factor a Wnt receptor signalinnucleus
- 150540806 150583847

binding

+ 22645232 22664772 molecular function unintracellular signalingcellular component u
+ 149236299 149378867
- 97413162 97443701
+ 26982582 27010129
+ 70418585 70446740 binding

- 33053868 33144279 ATP binding antigen presentation cytosol
- 67589974 67608085 RNA binding nucleus
+ 115444531 115492786 zinc ion binding
- 115540227 115960477 DNA binding regulation of transcri nucleus
+ 9836446 9852087 ligase activity actin filament polymecytoskeleton
- 51078705 51081216
+ 239011081 239089796 receptor activity

+ 98731030 98735574
- 40500695 40503974 DNA binding regulation of transcri nucleus
+ 44130146 44148830



- 70278282 70284065 N-acetyltransferase activity
- 25602851 25625469 DNA binding regulation of transcri nucleus
- 919738 934774 molecular function unknown nucleus
- 11838711 11852896 structural constituentprotein biosynthesis nucleus
+ 149820441 149828373 GTP binding integral to membrane
- 27578891 27624222 binding
+ 60201647 60211168 GTP binding

- 101042485 101187347
+ 7406245 7416009 cysteine-type peptidaproteolysis and pepti nucleus

- 61689398 61721673 RNA polymerase II trtranscription from RNnucleus
- 35797781 35802259
+ 62804385 63120107 phosphatidylinositol tsignal transduction cytoplasm
+ 28032997 28033939 olfactory receptor ac G-protein coupled re integral to membrane

- 62139344 62146024 galactosylgalactosylxglycosaminoglycan bGolgi membrane
+ 155561451 155673864
- 168212061 168216313 molecular function unbiological process uncellular component u
- 168003776 168016095 molecular function unbiological process uncellular component u
+ 3794630 3796550 nucleus

- 111169317 111170268 olfactory receptor ac G-protein coupled re integral to membrane
- 136981087 137099362 actin binding cytoskeleton
- 8577167 8584811 sugar binding antimicrobial humoraintegral to membrane
+ 200194927 200209649 extracellular matrix structural constituent extracellular matrix (s
+ 43666708 43689200 syntaxin-13 binding synaptic vesicle dockmembrane
- 134823243 134870188 sodium:sulfate symp ion transport integral to plasma me
- 89342908 89366817 protein transport membrane
- 30460131 30460806 protein self binding calcium-independentintegral to membrane
+ 99322245 99333629 structural constituentmuscle developmentnucleus
+ 4700012 4752153 3'-5'-exoribonucleaseRNA processing Golgi apparatus
- 133057895 133068855
+ 40716203 40728058 NAD binding glucose metabolism

+ 52694975 52703548 GTP binding nucleus
+ 123585712 123611651
- 28456162 28457831 molecular function uncell growth nucleus

+ 78009860 78039430 electron transporter aelectron transport nuclear lamina
- 95056176 95232029 circulation integral to membrane
+ 6459265 6461127 cell-matrix adhesion inner membrane
- 2376621 2378875 zinc ion binding mitochondrial inner minner membrane
- 57052511 57054790 mitochondrial inner minner membrane
- 57945123 57963985 zinc ion binding mitochondrial inner mmitochondrial inner m
- 111461081 111462669 zinc ion binding mitochondrial inner minner membrane
+ 36017902 36058992 translation initiation f protein biosynthesis eukaryotic translation



+ 11267823 11298672 integral to membrane
+ 1358583 1386683 RNA binding cell differentiation nucleus
- 144019409 144090632
+ 68818197 68821329

+ 30797593 30814158 cytokine activity development extracellular space
+ 51927596 51948758
- 86803713 86811623 structural constituent of ribosome mitochondrion
- 72428652 72437623 molecular function unbiological process uncellular component u
+ 31487900 31761895

- 44411383 44461571 RNA binding RNA processing nucleus
+ 49028717 49036020
+ 49057353 49064668 molecular function unbiological process uncellular component u
- 208154 246341
+ 89428339 89438791 channel or pore class transporter activity early endosome
- 145178164 145186923 5-oxoprolinase (ATP-hydrolyzing) activity
- 129740032 129810823 binding intra-Golgi transport COPI vesicle coat
+ 106403410 106436924 DNA binding regulation of transcri nucleus
- 89574264 89595854 molecular function unbiological process uncellular component u
- 49581647 49597605 DNA binding regulation of transcri nucleus
+ 124403498 124474043 transporter activity ER to Golgi transpor Golgi apparatus
- 75551522 75580793 intracellular protein t Golgi apparatus
- 101784645 101803470 RNA binding mRNA polyadenylylacytoplasm
+ 51413991 51451231 DNA binding protein ubiquitinationubiquitin ligase comp
- 128150949 128164251 RNA binding RNA processing chromosome, telome
+ 187840850 187853496 cysteine protease inhbiological process unextracellular region

DNA binding protein folding nucleus
+ 95199345 95209542 molecular function unbiological process uncellular component u
+ 590925 594604 growth factor activity cell differentiation extracellular space
- 133882151 133923974 binding kinesin complex
- 99904458 99935479 oxidoreductase activ FADH2 metabolism integral to membrane
+ 56337385 56348595 protein binding cell adhesion integral to plasma me
- 18474380 18479322 RNA binding
+ 206389746 206413489
+ 126886184 127326609 nuclease activity regulation of transcri nucleus
+ 4506823 4538856 dopamine receptor bdopamine receptor s Golgi apparatus
- 74624397 74821611 double-stranded RNA binding intracellular
+ 85889237 85903291 molecular function unbiological process unintegral to membrane
+ 101095167 101148489 phosphatidylinositol 3intracellular signalingphosphoinositide 3-k
- 38536783 38722040 intracellular transpor protein ubiquitinationintegral to membrane
- 184322705 184363325 cell proliferation lysosomal membrane
+ 16566626 16597399 integral to plasma me
- 48656778 48661648
- 19187080 19206619
+ 38648828 38653953 RNA binding RNA processing
- 133753611 133787022 galactosylgalactosylxcarbohydrate metaboGolgi apparatus
+ 132230255 132231276 oxidoreductase activ electron transport inner membrane
- 127749719 127758855 (alpha-N-acetylneuraglycolipid metabolismGolgi apparatus
+ 62303912 62311561 ion transporter activitcalcium ion transportintegral to plasma me
+ 62391474 62459980 structural molecule acalcium ion transportintegral to plasma me



- 180443257 180452105 calcium-activated po calcium ion sensing membrane
- 36271267 36284160 transport Golgi apparatus
+ 586997 640291 cell death
+ 127231512 127233395
+ 171700856 171712503 ubiquitin cycle nucleus
+ 17979976 17985909
- 102850980 102878607 DNA binding regulation of transcri nucleus
+ 49848851 49859362 hydrogen ion transpoion transport mitochondrion
- 1238622 1242283 protein C-terminus b intracellular signalingcytoplasm
+ 68508098 68535370 integral to membrane
+ 54558853 54570183 signal transducer actmorphogenesis extracellular space
- 42350743 42353830 molecular function unWnt receptor signalinextracellular region
- 11941228 11987493 ubiquinol-cytochromeWnt receptor signalinextracellular region
- 108200564 108315058 Wnt receptor signalinextracellular region
- 44060894 44130037 ATP binding cell cycle chromosome
+ 99941065 100142981
+ 3679373 3701682 protein binding membrane
- 110159780 110319658 ATP binding spermatogenesis nucleus
- 76074521 76260216

- 16864757 16998469 endopeptidase inhibitor activity
+ 128911724 128995535 protein binding
- 148566108 148590021 DNA binding regulation of transcri nucleus

+ 137376019 137387297 FMN binding electron transport endoplasmic reticulu
- 141610446 141714827 translation initiation f protein biosynthesis cellular component u
- 77195814 77219325 hydrolase activity biological process uncellular component u
- 55151003 55168448 glutaminase activity amino acid metabolismitochondrion
+ 176663440 176666555 development
- 150744661 150753261 di-, tri-valent inorgan di-, tri-valent inorgan integral to membrane
+ 56319976 56325378 protein binding cell adhesion integral to plasma me
- 56646074 56653501 protein binding cell adhesion integral to membrane
+ 67902787 67916446 ATP binding protein transport membrane
- 151742995 151746935 plasma membrane oendoplasmic reticulu
+ 3884100 3893412 ATP binding pyridine nucleotide biosynthesis
+ 108452938 108462788 sulfotransferase activbiological process uncellular component u
- 84542158 84563143 prenyltransferase ac biosynthesis integral to membrane
+ 154058727 154189053 molecular function unbiological process unGolgi membrane
- 48726594 48736328 nucleic acid binding biological process unintracellular
- 35639296 35640947 SH3/SH2 adaptor acregulation of T cell a integral to plasma me
+ 32942413 33418920 molecular function unbiological process uncellular component u
- 63754745 63758298 molecular function unknown

+ 143100079 143177770
- 69534917 69576199
+ 53925867 53957584
- 150251659 150269785
+ 40281566 40297164 DNA binding histone mRNA 3'-endcytoplasm
- 38140013 38153183 RNA splicing factor aRNA splicing nucleus
+ 14195340 14214840 RNA binding nuclear mRNA splici nucleus



+ 54281161 54362870 cysteine-type endopeMalpighian tubule mobasement membrane
+ 36218768 36222968 structural molecule amicrotubule cytoskel microtubule
+ 99705369 99732435 integral to membrane
+ 7066858 7068465 nucleic acid binding ribonucleoprotein com
+ 33230195 33238564 serine-type endopeptidase inhibitor activity
+ 99884417 99994643
- 61720108 61735434 rRNA (adenine-N6,NrRNA modification nucleus
+ 27945717 27969611 hydrolase activity, accarbohydrate metabolism
+ 54128750 54140030 NAD(P) transhydrogecarbohydrate metabolism
- 186798059 186831794 protein binding cytoskeleton
- 43435935 43440371 molecular function unintracellular signaling cascade
+ 65024038 65062034 calcitonin receptor acacrosome reaction cellular component u
+ 63432642 63467270 nucleic acid binding regulation of transcri intracellular
+ 54909800 54917232 endonuclease activit DNA repair
- 69004263 69010300 cytokine activity cardioblast differentiaextracellular region
+ 49008769 49011227 ligase activity Mo-molybdopterin cofactor biosynthesis
+ 142499701 142513453 metal ion binding biological process unchromosome, perice
- 135681141 135687114 RNA binding biological process unheterogeneous nucle
+ 65655367 65658739

DNA binding regulation of transcri chromatin
+ 24649072 24742629 RNA binding
+ 71470548 71573837 RNA binding RNA splicing cytoplasm
- 169209932 169296371 Golgi cis-face
+ 43801576 43819433 translation initiation f protein biosynthesis nucleus
- 60414779 60430632 DNA binding DNA repair nucleus
- 41233065 41240290 nucleic acid binding
+ 69046328 69111245 calcium-activated po calcium ion sensing membrane
+ 23670607 23679377 molecular function unregulation of cell growcellular component u
+ 129644985 129653114 ATP binding chaperone cofactor dendoplasmic reticulu
- 41853387 41863894 [acyl-carrier protein] fatty acid biosynthes mitochondrion

+ 39091139 39130607
+ 162865162 162878904 dTDP-4-dehydrorhamS-adenosylmethioninintracellular
- 127573357 127577111 ATP binding biosynthesis endoplasmic reticulu
- 43885085 43895322 DNA binding DNA repair intracellular
+ 42308166 42471337 molecular function unmicrotubule-based p cytoplasm
- 15971743 15976697
- 15992954 16020731 hydrolase activity metabolism

extracellular region
- 8636320 8668737
- 32788347 32800080 ATP binding protein biosynthesis mitochondrion
+ 162421800 162452497
- 43129744 43135220 nucleic acid binding protein biosynthesis intracellular
- 54750781 54775615
+ 15955549 16081478 deoxyribose-phosphadeoxyribonucleotide cytoplasm
+ 149471674 149472945 molecular function unepidermis developmecellular component u
- 48445755 48450209 endopeptidase inhibitor activity extracellular space
+ 60744241 60774092 transporter activity ion transport integral to membrane
+ 90197949 90507783 transporter activity ion transport integral to membrane
+ 20859894 20960921 organic anion transp ion transport integral to membrane



+ 48848381 48863351
- 10930250 10943758
+ 152837677 152841372 Golgi apparatus
- 80993650 81105061 RNA binding biological process unmitochondrial small r
- 38203178 38204239
- 149926037 149936011 organogenesis
+ 125678856 125720853 hydrolase activity mRNA catabolism, nnucleus
- 108470714 108502618 integral to membrane
+ 128329108 128397223 ligase activity lipid metabolism
+ 122209169 122372796 intracellular signaling cascade
- 54484708 54506455 neurotransmitter:sodneurotransmitter tranintegral to plasma me
+ 16458998 16519387 translation initiation f regulation of translational initiation
+ 93114440 93135894
+ 77209855 77261045
+ 52715165 52717222 signal peptidase acti proteolysis and pepti endoplasmic reticulu
+ 30693584 30702146 structural constituentprotein biosynthesis mitochondrial small r
+ 13746284 13750273
+ 92363737 92398899 structural constituentprotein biosynthesis mitochondrial small r
+ 52643863 52659342 molecular function unknown integral to membrane
+ 109024901 109119319 cell differentiation
- 68333275 68346330
- 132215418 132228344
- 146034168 146049203 nucleus
- 63522606 63690094
+ 9093037 9121055

52810882 52820604 integral to membrane
- 5028500 5041625
- 101713898 101714815
- 134327239 134353526

metal ion binding
- 11751943 11783909 nucleic acid binding nucleus
- 129613919 129689531 nucleic acid binding nucleus
+ 56841363 56875233
- 119541667 119545732 transferase activity, transferring glycosyl groups
+ 160181908 160189871 structural constituentprotein biosynthesis mitochondrion
- 18717307 18722933
- 97445611 97452476
- 81249087 81254640
- 170492097 170506922 DNA binding DNA methylation cytoplasm
- 23748626 23753025 molecular function unknown
+ 114192521 114202481 GTP binding
+ 17239241 17251144
- 133623382 133628470
+ 55210333 55223011 structural constituentprotein biosynthesis intracellular
- 24351143 24588935 vesicle-mediated tranintegral to membrane
+ 154300838 154326721 structural constituentprotein biosynthesis ribosome
+ 64593312 64597443 sugar binding
+ 54499048 54501224 integral to membrane
+ 220851329 220870426 intracellular signalingintegral to membrane

- 36252085 36267555



+ 65818514 65820682
- 1562320 1595529
- 31436925 31567925 double-stranded RNARNA processing nucleus
+ 42495338 42579582
- 29170345 29179564 DNA binding DNA methylation
- 56704997 56720797 development
- 31186980 31188311 molecular function unbiological process uncellular component u
+ 113200912 113215420 central nervous system development
+ 16237295 16256455 binding cell motility cytoplasm
+ 125279612 125298213
- 46728609 46734368 chymotrypsin activityproteolysis and peptidolysis
- 87861535 88084470 nucleus
+ 44785008 44789953 hydrolase activity lipid catabolism
+ 5440558 5458475 cell proliferation
- 48669211 48705488 GTPase activator ac electron transport
- 147955536 147961499 actin binding muscle contraction F-actin capping prote
+ 49909180 49989136 actin binding F-actin capping prote
+ 49831101 49889634 actin binding neurogenesis F-actin capping prote
+ 22972349 22986042
+ 42745111 42890002 actin binding cell adhesion cytoskeleton
+ 46391009 46405047 unspecific monooxygelectron transport endoplasmic reticulu
- 174762683 174937051 GTP binding
+ 28487911 28490486 oxidoreductase activ electron transport inner membrane
+ 132313795 132358709
- 20376381 20414625 nucleus
- 65985828 66007878 DNA binding biological process unintegral to membrane
+ 18493917 18508527 metal ion binding integral to membrane
+ 149505508 149508774 DNA binding DNA replication nuclear origin of repli
+ 10042419 10093001
- 121694763 121759005 transcription corepre pregnancy
- 44325376 44354154 hedgehog receptor acholesterol transport integral to membrane
- 2067881 2127340 intracellular signaling cascade
+ 26104754 26187187 intracellular signaling cascade
- 51914609 51941527 calmodulin binding signal transduction cytoplasm
- 37701510 37730589 GTP binding ribosome biogenesisnucleus
+ 51404332 51410372 RNA binding regulation of transcri nucleus
- 37977878 37983375 protein binding biological process uncellular component u
- 145589257 145605517 RNA binding mRNA cleavage mRNA cleavage and
+ 30293623 30296811 calcium ion binding muscle myosin
- 23317642 23344839 RNA binding nuclear mRNA splici nucleus
+ 64565017 64568875
+ 109368984 109390908
+ 60851212 60856336
- 42513078 42590988 sialyltransferase acti carbohydrate metaboGolgi apparatus
+ 64551485 64564618 protein transporter a intracellular protein t cytosol
- 12734816 12747337 microtubule binding endocytosis cytoplasm
+ 11267544 11280606 prenyltransferase activity integral to membrane
+ 43539945 43555104 intracellular signaling cascade
+ 60878403 60898944 lipid binding endocytosis
- 49733935 49736388 nucleotidyltransferasbiosynthesis
+ 220189117 220197215 nucleotidyltransferasbiosynthesis



+ 129253909 129273223 protein translocase aprotein secretion endoplasmic reticulu
+ 847127 852138 protein transporter a protein transport integral to membrane
+ 8588890 8590562
- 70063808 70071252 intracellular signaling cascade
+ 208994674 209008115
+ 116798881 116866133 endoplasmic reticulu
- 31007899 31009859
+ 17276935 17316654 calcium ion binding protein modification
+ 151895955 151898201 nucleic acid binding
- 45638590 45640345
- 44490650 44506527 enzyme binding DNA methylation nucleus
+ 82540172 82557437 growth factor activity cell differentiation cellular component u
+ 40117840 40254658 protein binding protein ubiquitinationubiquitin ligase comp
- 137280936 137285002 aminopeptidase activproteolysis and pepti lysosome
- 76811053 76856970 dolichyl-phosphate-mO-linked glycosylatio endoplasmic reticulu
- 147750735 147760392 transcription factor a regulation of transcri integral to membrane
- 108389488 108454940 binding mitochondrial transp membrane
- 2047168 2055074 methyltransferase acrRNA processing nucleus
+ 41857024 41865610 zinc ion binding
- 4500741 4504857 molecular function unbiological process unintegral to membrane
- 30432760 30565340 calmodulin binding cell cycle cytosol
+ 78141612 78174561 phosphoserine trans L-serine biosynthesis
+ 114156159 114253207 molecular function unresponse to virus nucleolus
+ 160474245 161097841 molecular function unbiological process uncytoplasm
+ 56473092 56476398 protein modification nucleus
- 33872081 33882884 molecular function unbiological process uncellular component u
- 2683524 2691074 metal ion transportermetal ion transport membrane
+ 20537309 20539870 metal ion transportermetal ion transport integral to plasma me
- 133110232 133114182 odorant binding chemosensory behavcellular component u
+ 135663929 135667747 electron transporter aelectron transport cellular component u
+ 99615718 99642373 protein binding transmembrane receintegral to plasma me
- 160000998 160128996 DNA binding regulation of transcri nucleus
+ 8518510 8584805 zinc ion binding biological process uncellular component u
- 12671014 12694078 nuclear localization sprotein transport cytoplasm
- 65390494 65396793 calcium ion binding blood coagulation basement membrane
+ 8246824 8565830
+ 170668892 170671742 transcription factor a development nucleus

140397325 140398356
- 55086732 55091605 RNA polymerase II trdevelopment nucleus
- 127727154 127741425 sialyltransferase acti carbohydrate metaboGolgi apparatus
- 91742345 91745389
- 103575721 103593667 A-type (transient outwcalcium ion sensing cytoplasm
+ 169863625 170096212 calcium ion binding calcium ion sensing
- 46062716 46068186 transcriptional activa regulation of transcri nucleus
+ 178420212 178440295
- 70637918 70639472 hydrolase activity nucleotide metabolis nucleus
+ 30137014 30140664 transcription factor a RNA elongation
- 7710881 7718406 exogenous peptide aantigen presentation integral to membrane
- 94047358 94056742 receptor activity
- 39978932 40052034 ATP binding nucleus
+ 31368853 31402911 ATP binding nucleus



+ 52908501 52938202 ATP binding nucleus
- 153443955 153445546 molecular function unbiological process unintegral to membrane
+ 70495321 70513479
- 3512938 3518722 protein binding intracellular signalingcytoplasm
- 35089892 35093154 receptor binding cytoskeleton
- 56272385 56279314 chymotrypsin activityproteolysis and pepti extracellular region
- 56224159 56229960 chymotrypsin activityproteolysis and pepti extracellular region
- 42280008 42303519 DNA binding regulation of transcri nucleus
- 74427591 74963247 nucleic acid binding nucleus
- 149194791 149199801 calcium ion binding cell-cell adhesion cytoplasm
+ 206237159 206238127 molecular function unregulation of cell cyc cellular component u
- 70969002 70974608 mannose binding endocytic vesicle
- 88699159 88864301 electron transporter aelectron transport membrane
- 155808616 155869150 oxidoreductase activ electron transport membrane
- 100624894 100635715
+ 128830757 128874343 glycosaminoglycan binding integral to membrane
+ 103353244 103654350 N-acetylgalactosami carbohydrate metaboGolgi apparatus
- 131347147 131356803 manganese ion bind O-linked glycosylatio Golgi apparatus
+ 35373572 35397524 calcium ion binding
- 124581660 124600300 protein binding cell adhesion integral to membrane
- 594608 602150 nuclear mRNA splici cytoplasm

sugar porter activity transport integral to membrane
- 71001796 71003128 DNA binding cell differentiation nucleus
- 156998577 157045052
+ 63815769 63828817 potassium channel aion transport integral to membrane
- 46219718 46257788 DNA binding myoblast cell fate de nucleus
- 131133534 131483399 GTPase activator ac regulation of GTPasemembrane
- 20814928 20852309 DNA binding nucleosome assembchromosome
- 81597819 81667325 cell proliferation nucleus
+ 6703481 6711289 signalosome comple
+ 38013630 38023680 actin binding cytoskeleton organiz actin cytoskeleton
+ 31910672 31915514
+ 66252362 66254177 GTP-dependent prot cell cycle membrane
+ 8167494 8182470 sugar binding antimicrobial humoraintegral to plasma me
- 168030065 168530435 calcium ion binding extracellular matrix (s
- 10489800 10519350 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 13019070 13044490 binding circadian rhythm
- 178318318 178762989 3',5'-cyclic-nucleotidesignal transduction cellular component u
- 55856895 55912007 protein binding cytoskeletal anchorindendrite
- 93329427 93358267 protein carrier activityintracellular protein t endoplasmic reticulu
- 8358305 8380624
- 97320820 97342972
- 73868655 73876168 protein kinase bindinprotein catabolism cytosol
- 6487788 6495650 RNA polymerase II trregulation of transcri mediator complex
+ 73486708 73499564 FAD binding aromatic compound metabolism
- 44411583 44426471 transport integral to membrane
- 73526284 73650089 nucleic acid binding regulation of transcri cytoplasm
- 5318336 5330218 endoplasmic reticulu
- 37770452 37775014 3'-5'-exoribonucleaserRNA processing cytoplasmic exosome
- 57041599 57051264
- 99181068 99195741 RNA binding rRNA processing exosome (RNase co



- 114977101 114989595 protein carrier activityintracellular protein t endoplasmic reticulu
+ 128458338 128477730 catalytic activity metabolism
- 23678014 23680637 molecular function unknown
+ 214847046 214893311
- 100909187 100958314 molecular function unbiological process uncellular component u
- 125638194 125664829 catalytic activity
- 74680505 74682415 structural constituentprotein biosynthesis mitochondrial small r
+ 84734350 84740055 structural constituentprotein biosynthesis mitochondrial small r
- 100476327 100481801 apoptosis integral to membrane
- 4330253 4341301 molecular function unknown
+ 21546066 21562357 signal transducer actpositive regulation of integral to membrane
+ 146684273 146685418 transcription regulator activity
- 51887319 51922735
+ 241142414 241198373
+ 18625032 18650752 integral to membrane
- 609321 632297 lyase activity
+ 15547901 15563200 chymotrypsin activityproteolysis and pepti extracellular region
- 62200548 62203103
+ 26180571 26181504 DNA binding negative regulation onucleus
+ 53169041 53178830 sialyltransferase acti N-glycan processing Golgi apparatus
+ 75899575 75924215 peptidase activity biological process unextracellular region
- 43853113 43896056
- 63260617 63576792
+ 42981372 42987237 nucleic acid binding nucleus
- 139224286 139233829
- 52197826 52233068 electron transporter aelectron transport endoplasmic reticulu
- 11680439 11744195 electron transporter aelectron transport
- 105196538 105202065

+ 142477400 142483039 glutathione transferase activity periplasmic space (s
- 65820794 65838832 actin binding cell organization and cytoplasm
+ 238257216 238257818 hormone activity
- 32004546 32147349
+ 10223639 10231719 structural constituentprotein biosynthesis intracellular
- 34860420 34894484
+ 57236617 57265020 electron transporter aelectron transport
+ 101481992 101505878
+ 74249601 74273170
- 242243810 242296645 DNA binding
+ 19487595 19500007 ATP binding apoptosis integral to membrane
+ 70769384 70774049 structural constituentprotein biosynthesis ribosome
+ 27094028 27095583
+ 68208610 68215219 neuropeptide hormongrowth hormone sec extracellular region
- 19875812 19997943 oxidoreductase activ fatty acid metabolism
- 7132305 7138598
+ 38886625 38939578
- 55847509 55876072 ion channel activity ion transport integral to membrane
- 24801821 24838178
+ 116555106 116573371 integral to membrane
+ 153511350 153519814 rRNA (adenine-N6,NrRNA modification
+ 46692908 46730289 nucleus



+ 243213765 243257480
+ 41653043 41709275
+ 86882524 86921290 acyltransferase activ apoptosis cytoplasm
+ 79740884 79792489
- 39466844 39481934 unfolded protein bindmitochondrial electromitochondrion
- 71706921 71755401 catalytic activity
+ 133856785 133929284 DNA binding regulation of transcription, DNA-dependen
- 147050878 147054384 protein binding Notch receptor proceGolgi apparatus
+ 21518412 21576293
- 67213270 67232213 oxidoreductase activ metabolism endoplasmic reticulu
- 71712044 71743946 hydrolase activity
- 67689761 67737307 nucleus
+ 4921728 5021625 binding
- 128665626 128703332 metal ion binding integral to membrane
- 87555453 87590037 binding
+ 135618498 135622462 structural constituentprotein biosynthesis mitochondrion
+ 128164368 128175905 ubiquinone biosynthesis
+ 38147506 38158587 rRNA processing nucleus
+ 172319044 172329378 structural constituentprotein biosynthesis large ribosomal subu
- 150941229 150952976
- 102278459 102287020 nucleic acid binding nucleus
- 42935412 42956712 integral to membrane
+ 41467271 41487654
+ 19945936 19962550 N-acetyltransferase activity
- 224902474 224911041 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 133970018 133996426 GTP binding intracellular protein t Golgi apparatus
- 53808768 53925730 intracellular signaling cascade
+ 48969249 49001112 DNA binding regulation of transcription, DNA-dependen
- 73593065 73617464 transcription corepre negative regulation otranscriptional repres
+ 212129129 212183542 ion channel activity potassium ion transpmembrane
- 93204529 93355949
- 55384505 55396877 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 84313417 84354149 signalosome comple
- 55943476 55948396
- 32542472 32587346 GTP binding small GTPase mediated signal transductio
- 179196882 179201626
- 1192211 1207304 calcium ion binding Golgi apparatus
+ 19323604 19331064 ribosome biogenesisnucleus
- 70642937 70662370
- 70642937 70662370
- 145619807 145624735 protein transport
- 50570466 50580186
+ 136833218 136842966 calcium ion binding angiogenesis extracellular region
- 5014847 5023916 N-acetylglucosaminecarbohydrate metaboGolgi apparatus
+ 146935242 146944896
+ 119623502 119648793 (S)-2-hydroxy-acid oxelectron transport peroxisome
+ 14920345 14953744 ATP binding protein folding
- 109353010 109368784 ATP binding
- 3166697 3196390 ATP-dependent peptATP-dependent prot mitochondrion
+ 102417567 102419526
- 53260805 53276523 structural constituentprotein biosynthesis nucleus



+ 42607307 42611486
+ 180524252 180536022 DNA binding regulation of transcri nucleus
+ 61744350 61960164 binding protein transport cytoplasm
+ 95780558 96078136 Ras GTPase bindingRas protein signal tracytosol
- 50262298 50360106 GTP binding
+ 129526964 129557968 carboxypeptidase A histone acetylation cellular component u
+ 17058401 17124612 metal ion binding integral to membrane
+ 12857546 12874181 ATP binding RNA metabolism cytoplasm
+ 59031974 59039456
+ 139211755 139234028 protein self binding calcium-independentintegral to membrane

+ 114347298 114365101
+ 95071075 95080808
- 20628075 20636639 transcription factor a regulation of transcri nucleus
- 43458534 43470151 intracellular protein t COPI vesicle coat
- 37359544 37366825 phosphatidylinositol Nbiological process unintegral to membrane
- 108752389 108781013 lipid transport
+ 33823364 34001403 DNA binding regulation of transcri nucleus
+ 36495047 36689928 insulin-like growth fa neurogenesis integral to membrane
- 22293830 22299042
+ 32304536 32309642
+ binding
- 138751082 138753501
- 96935653 96945622
- 69862537 69896147
+ 14668272 14689164
- 48484200 48516665 DNA binding positive regulation ofnucleus
+ 138705449 138733305 protein binding negative regulation ocytoplasm
- 69288981 69292893 protein binding
+ 45822960 45829199
+ 107456109 107479238
- 96963496 96985705
+ 54377860 54396071 structural constituent of ribosome
+ 85734514 85736360 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 13413162 13436593 GTPase activator activity
+ 8389288 8409897 ubiquitin-protein ligasprotein ubiquitinationintegral to membrane
- 6471578 6472718 structural constituent of ribosome mitochondrion
+ 60916654 60922891
+ 75175468 75180732
+ 99256095 99270275 RNA binding protein biosynthesis intracellular
- 45800227 45805561 structural constituentprotein biosynthesis intracellular
+ 24394326 24408359 L-pipecolate oxidaseelectron transport peroxisome
- 132076216 132077896 transcription factor a regulation of cell cyc nucleus
- 192923 197382 Golgi apparatus
- 42745131 42777531 DNA binding regulation of transcri nucleus
+ 177789294 177791629
- 7138291 7153069 chymotrypsin activityproteolysis and peptidolysis
- 85870612 85944056 Golgi apparatus
- 241138828 241217358
- 34004959 34005842 RNA binding regulation of cell cyc nucleus
- 63132729 63147441 GTP binding small GTPase mediated signal transductio



- 777109 780123 integral to membrane
- 73261361 73265538
- 29385232 29425363
- 19601284 19615417 Rho GTPase activatointracellular signalingintracellular
- 11477744 11500930
- 60461135 60475833 transporter activity oligopeptide transpo membrane
+ 31287462 31294772 lipid binding innate immune respoextracellular region
- 5943233 5952632
+ 120700083 120725619 protein transporter a protein transport mitochondrial inner m
- 74359044 74362480 N-acetyllactosaminidO-linked glycosylatio membrane
- 46625404 46728482 electron transporter abile acid biosynthesisendoplasmic reticulu
- 44941664 44992618 metal ion binding Golgi apparatus
- 137301549 137396619 GTPase activator activity
+ 137701866 137713315
+ 137802674 137810556 receptor activity
+ 100611658 100615818 binding
- 22885351 22888398 ATP binding ion transport integral to membrane
+ 23442424 23485661 binding transport integral to membrane
- 159403367 159451148
- 88165985 88194510
- 84369019 84393068
+ 86338237 86351627 structural constituent of ribosome mitochondrion
+ 159310593 159745276
- 46954919 46977380 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 63755309 63764892 metallopeptidase actproteolysis and peptidolysis
+ 28862439 28949473
- 63042415 63069304 catalytic activity
- 41949383 42012352
+ 31446721 31447624 hemoglobin binding hemoglobin metabol hemoglobin complex
- 39927636 39973567 actin binding actin cytoskeleton or cytoskeleton
+ 30326977 30338229 nucleic acid binding nucleus
+ 119827917 120050861
+ 88609898 88616447 molecular function unneuron differentiationnucleus
+ 59806661 59833020 receptor activity signal transduction integral to membrane
- 19963011 19984690 molecular function unspliceosome assembnucleus
- 63882509 63895564 nucleic acid binding regulation of transcri nucleus
+ 59992553 60050663 microtubule binding cell differentiation cytoplasm
+ 110608316 110660113 RNA splicing spliceosome complex

- 50353540 50358160
+ 120799434 120831341 hydrolase activity lipid catabolism
- 119479568 119481917 ribonuclease activity tRNA processing
+ 51680329 51713377
+ 28131250 28151059
+ 48456673 48460440
+ 55793819 55797240 nucleic acid binding protein biosynthesis mitochondrial small r
+ 98839233 98938075 intracellular signaling cascade
+ 36569924 36609137 protein biosynthesis
+ 67931091 67934496 RNA binding ribosome biogenesisnucleus
+ 116999364 117021127
+ 115448625 115656877



- 12639886 12641449 molecular function unknown integral to membrane
+ 118394450 118399592 protein binding ER to Golgi transpor Golgi cis-face

148379835 148561435 transcription factor a regulation of transcri nucleus
+ 13723537 13729105
+ 50581993 50597370 DNA binding DNA methylation
- 135556887 135576104
+ 74843336 74930889 DNA binding DNA repair nucleus
+ 63595775 63615549 DNA binding regulation of transcri nucleus
- 176871184 176876573 ATP binding RNA processing nucleus
+ 169234013 169312628 hydrolase activity
- 141015649 141018596 nucleus
+ 17708564 17719928
- 39813738 39826182 calcium ion binding central nervous system development
+ 28884098 28916902
+ 135339830 135364483 transcription coactivaregulation of transcri nucleus
+ 27925834 27965521 nucleic acid binding protein ubiquitinationnucleus
+ 70396943 70418866 lyase activity prenylated protein calysosome
- 87815645 87840803 ammonium transportammonium transportintegral to plasma me
- 52913670 53055066 regulation of transcri nucleus
- 73839292 73840122 N-acetyltransferase activity
- 24282502 24466259 cellular defense response
- 48855839 48963539 zinc ion binding actin cytoskeleton
- 67042993 67047443 calcium ion binding signal transduction
- 18406624 18409943 inositol-3-phosphate myo-inositol biosynthesis
- 4013949 4114000 protein binding endocytosis endosome membran
- 7947720 7949044 molecular function unbiological process uncellular component u
- 6311395 6312895 chromatin binding brain development nucleolus
- 128663898 128671639
- 175743554 175748959 nucleus
- 31108122 31132787 molecular function unknown
+ 63609876 63656205 GTPase activator ac I-kappaB kinase/NF-kappaB cascade
+ 42507118 42605109
+ 56989705 57003581 negative regulation onucleus
- 119344484 119346935 molecular function unbiological process uncellular component u
+ 85690935 85734632
- 94335933 94346364 molecular function unbiological process uncellular component u
- 63840742 63841609 molecular function unbiological process uncellular component u
+ 157936621 157941718 ubiquitin cycle
+ 54477091 54527343
+ 33254999 33271511 molecular function unknown
- 145473220 145542321 ATP binding cysteinyl-tRNA aminocytoplasm
+ 10831323 10839347 molecular function unknown integral to membrane
+ 139008129 139043649 DNA binding positive regulation of I-kappaB kinase/NF-
+ 60886431 60893254
- 42258549 42272845
+ 95899622 95922362
+ 59020978 59041182
- 129252083 129285165
- 97746326 97764407 molecular function unknown
+ 52419566 52432696 DNA binding protein ubiquitinationnucleus
+ 142510102 142583776



+ 41006213 41128689 nucleus
+ 29146205 29149594 apoptosis mitochondrion
+ 31438934 31506873 RNA binding
+ 238751679 238790053 lyase activity amino acid metaboliscytosol
- 64031686 64122804
+ 60846797 60848800 DNA binding regulation of transcri nucleus
- 77463106 77469332 DNA binding chromatin silencing chromatin silencing c
- 4125105 4133596 DNA binding chromatin silencing chromatin silencing c
- 121019968 121043640 GTP binding Golgi to endosome trGolgi stack
- 181000751 181237219 membrane
- 102668555 102737251
+ 55018929 55020460 cytokine activity immune response extracellular region
+ 100684264 100688976
+ 37822017 37835137 molecular function unknown
- 190460555 190472938 integral to membrane
+ 60845229 60846647 DNA binding regulation of transcri nucleus

- 130922899 131021182
- 19420517 19440951 glycerophosphodiestglycerol metabolism integral to membrane
+ 113925183 113936345
- 13642968 13713532
- 103909226 103945551 catalytic activity polyamine biosynthesis
+ 82545860 82574481 mRNA cleavage mRNA cleavage fact
+ 19186479 19266460 regulation of transcri nucleus
+ 100117385 100130936 molecular function unresponse to arsenic cellular component u
- 15257629 15652052 molecular function unknown
- 33492296 33493669 enzyme binding protein localization membrane
+ 99229935 99238129 ligase activity lipid metabolism mitochondrion
+ 202956020 202993888 snoRNP binding cell growth nucleolus
+ 168482478 168498514 S-adenosylmethionine-dependent methyltransferase activity
+ 43478191 43488295 GPI-anchor transami
- 5866485 5879173 translation initiation f regulation of translational initiation
+ 689431 709312
- 101167537 101203352 diphthine synthase a metabolism
+ 33593191 33608818 integral to membrane
+ 173405329 173468787 dopamine receptor bdopamine receptor s Golgi apparatus

+ 43912832 43933963
- 39752521 39757658 binding transport inner membrane
+ 138502262 138565453
+ 92151753 92168495
+ 129261758 129273163 RNA binding
- 59681251 59701857 oxidoreductase activ metabolism
+ 51525942 51667191 nucleus
- 24202104 24210961 RNA binding nuclear mRNA splici nucleus
+ 73176374 73253303 structural constituentprotein biosynthesis intracellular
- 64817458 64850031 integral to membrane
+ 30281478 30295050
- 65523466 65525804
- 53271840 53282398 structural constituent of ribosome mitochondrion
- 140159145 140167645 structural constituentprotein biosynthesis mitochondrial small r



- 55129449 55139638 DNA binding apoptosis chromosome, perice
- 86642210 86702147 molecular function unknown
- 84268781 84280081 DNA replication nucleus
- 166748820 166766897 molecular function unknown
- 179155531 179168829 calcium ion binding protein folding endoplasmic reticulu
- 32390213 32480601 nucleic acid binding nucleus
+ 239117625 239142890 molecular function unintracellular signalingintracellular
+ 94759934 94811722 intracellular signaling cascade
+ 150476505 150513178 molecular function unbiological process unnucleus
- 54099255 54123290 hydrolase activity
- 30040172 30060191
- 65981214 65984859
+ 24386324 24500737 protein binding protein complex assemembrane
- 2272521 2279574 RNA binding nuclear mRNA splici nucleus
+ 117418169 117426827 RNA binding nuclear mRNA splici nucleus
+ 9514465 9563825 RNA binding mRNA cleavage nucleoplasm
+ 87451008 87455020 transport
+ 139497941 139543630 molecular function undevelopment cellular component u
- 109392049 109402636 hydrolase activity protein transport
+ 17320898 17356031 calcium ion binding protein modification
- 101676163 101796357 integral to membrane
+ 151803763 151830930 selenium binding selenocysteine incorporation
+ 231403169 231511291
+ 122794953 122829612 zinc ion binding ubiquitin cycle
+ 187771229 187786284 heat shock protein b protein folding endoplasmic reticulu
- 36999 43625 DNA-directed RNA pRNA elongation DNA-directed RNA p
- 14830680 14847668 single-stranded DNA binding nucleus
+ 23215865 23247106 beta-ureidopropionasnitrogen compound metabolism
- 1928234 1933295 oxidoreductase activ protein repair cellular component u
+ 40280804 40283370
+ 35819267 35837231
- 129669128 129677114
+ 19087138 19186055 transporter activity transport membrane
+ 61268785 61343422 GTP binding protein transport cellular component u
- 1344621 1366704
- 788042 790700 signal transducer actG-protein coupled re heterotrimeric G-prot
- 27017389 27058405 integral to membrane
- 77054922 77209528 DNA binding chromatin modificatioRSF complex
+ 120414623 120466538 protein phosphatase biological process unsarcomere
+ 137716183 137800616 nucleus
- 99924072 99948801 2-polyprenyl-6-methoubiquinone biosynthemitochondrion
+ 174464684 174619847 manganese ion bind O-linked glycosylatio Golgi apparatus
- 16034747 16065333 deaminase activity development cellular component u
+ 87808400 87815924 nucleic acid binding nucleus
- 81476186 81526990 protein binding biological process uncellular component u
+ 20175481 20195236 cytokine activity inflammatory respon extracellular region
+ 88700913 88736676 ADP-ribose diphosphcation transport intracellular
+ 81567383 81596678 molecular function unbiological process unintegral to membrane
- 77392996 77426834 transport cytoplasm
+ 112121988 112196653 cation channel activitcation transport membrane
- 4538769 4661847 protein transporter a ER to Golgi transpor Golgi apparatus



+ 79829796 79882248 beta-carotene 15,15'-monooxygenase activity
+ 55046293 55055809 ATP binding tRNA aminoacylation for protein translatio
+ 37300732 37313826 molecular function unbiological process uncellular component u
+ 40325993 40337045 ion channel activity ion transport integral to membrane
- 117212902 117252577 ion channel activity ion transport extracellular space
+ 40337466 40352625 actin binding ion transport integral to membrane
+ 43187095 43191788 ion channel activity ion transport membrane
- 67785382 67795997 oxidoreductase activity
+ 5602822 5622199 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 606580 616078 calcium ion binding calcium-dependent cintegral to membrane

+ 43209483 43245066 NAD(P)H oxidase acelectron transport apical plasma memb
- 176661058 176663288 GTP binding autophagy
+ 52119530 52134206 protein biosynthesis nucleus
+ 20739665 20797585 transporter activity ion transport integral to membrane
- 201561185 201579355 isomerase activity protein folding
- 30849014 30849827 binding iron ion homeostasis
+ 46094302 46186795 DNA binding mRNA metabolism nucleus
- 46545474 46568213

+ 34669668 34696938 molecular function unbiological process uncellular component u
- 32562402 32573247 molecular function unbiological process uncellular component u
- 25680009 25725884

- 44742202 44955923 structural molecule acell adhesion
- 36328709 36354553
+ 41610530 41651524 cytokine activity insulin secretion extracellular region
+ 34963557 35012389 voltage-gated chloridchloride transport membrane

- 113249074 113252506 DNA binding DNA replication nucleus
+ 43809547 43809928 DNA binding chromosome organizchromosome
- 25879840 25901672 electron transporter aelectron transport mitochondrial ribosom
- 18086994 18112513
+ 97898575 97924912 N-acetylneuraminatecarbohydrate biosyntcytoplasm
- 8006060 8020622 Rho GTPase activatoresponse to stress cytoplasm
- 87720999 87863004 potassium channel aion transport integral to plasma me
+ 50986891 51869231 actin binding cell communication cytoskeleton
+ actin binding central nervous systecytoskeleton

- 151925441 151925956 carbohydrate metaboendoplasmic reticulu
+ 167675311 167699912
- 7811630 7869093 (S)-2-hydroxy-acid oxelectron transport peroxisome
- 45038238 45052814 amino acid-polyaminamino acid transport integral to membrane
+ 70147740 70173989 catalytic activity cell adhesion integral to membrane
- 124010903 124048927
+ 183406504 183468761 electron transporter aelectron transport
- 54029427 54067474
+ 111094269 111103495 cation channel activitrRNA processing membrane fraction
+ 8319164 8360899 binding biological process uncellular component u
- 124110732 124230142 receptor activity cell differentiation integral to membrane
- 13471797 13595766 oxidoreductase activ electron transport



RNA binding nuclear mRNA splicing, via spliceosome
+ 128639494 128654709
+ 2672498 2699030 protein binding potassium ion transpmembrane
+ 19818209 19931100 GTPase activator ac endocytosis cellular component u

ATP binding

+ 48830950 48902572 ATP binding development intracellular
+ 52121712 52126693
+ 147079341 147093892 structural constituentprotein biosynthesis mitochondrial small r
- 137110724 137115010 ubiquitin cycle
+ 86121039 86268252
- 16526165 16561937
- 143508149 143649551 exonuclease activity nucleus
+ 67536101 67549327
- 57043983 57046451 molecular function unapoptosis cellular component u

enzyme binding protein ubiquitinationubiquitin ligase comp
+ 7379863 7420091
+ 78139075 78217765 DNA binding biological process uncellular component u
- 100676260 100679136
+ 38222783 38238636 molecular function unbiological process uncellular component u
- 1252176 1287415 Toll binding cell-cell signaling cytoplasm
+ 150367232 150373553
+ 100310739 100328074 DNA binding
+ 18442359 18473950 double-stranded RNA binding intracellular
+ 70326976 70341527 glucuronosyltransferametabolism endoplasmic reticulu
+ 14634931 14664205
- 113775003 113776440
- 64491906 64533333
+ 66902445 66948663 S-adenosylmethionine-dependent methyltransferase activity

+ 4100356 4116369 oxidoreductase activ electron transport
- 162428436 162469784
- 40266665 40358896 nucleic acid binding
+ 19095267 19154542 metal ion binding positive regulation of integral to membrane
- 28808492 28959353 catalytic activity proteolysis and peptidolysis
- 54587830 54639259 ATP binding
+ 147334957 147346481 metalloendopeptidase activity extracellular matrix
- 55407131 55551944 catalytic activity mitochondrion
+ 145205516 145207538 3'-5'-exoribonucleaserRNA processing cytoplasm
+ 24302666 24352056 nucleic acid binding
+ 55070532 55148363 ATP binding development
+ 26767701 26896737 signal transduction
- 118393401 118487936
+ 117261923 117365803 translation initiation factor activity

+ 190351651 190361061 asparagine synthaseasparagine biosynthesis
- 194210426 194283962
- 256574 295791

- 101231803 101240451 structural constituent of ribosome mitochondrion
- 31218198 31233519 cell differentiation cytoplasm



+ 94598248 94809240 protein transport exocyst
- 124259324 124272951 receptor activity angiogenesis
- 46757872 46760691 NADH dehydrogenase activity integral to membrane
- 176879396 176914144
+ 73703687 73705799
- 122695629 122734765 DNA binding protein ubiquitinationcell surface
- 22625493 22635661 protein transport integral to membrane
+ 149300050 149301553
- 19885827 19887077 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 68845406 68945808
+ 82559737 82593878 calcium ion binding antibiotic biosynthesicytoplasm
- 21439787 21442082 molecular function unbiological process uncellular component u
+ 54439762 54474737 GTP binding
+ 18891493 18900436 ATP binding
- 64999553 65053652 binding
- 48476297 48649865
- 109081566 109162573 binding cytoplasm
+ 234327122 234463949 glucuronosyltransferametabolism endoplasmic reticulu
+ 234372583 234463945 glucuronosyltransferametabolism endoplasmic reticulu
+ 234403637 234463945 glucuronosyltransferametabolism endoplasmic reticulu
+ 82975712 82983150 transcription factor a regulation of transcri nucleus
- 18150493 18217016

+ 62372556 62389239

- 44378643 44386799 ATP binding rRNA processing nucleolus
- 39058372 39195632 ATP binding nucleus

- 116966201 117004469
- 53216370 53642160 GTP binding intracellular protein transport
- 44568111 44573519

DNA binding regulation of transcri nucleus

+ 56850776 56934082
+ 128629164 128652264 GTPase activator activity
- 62356959 62364204 nucleus
+ 12024165 12050123
- 114019288 114067112
+ 110325133 110359411 integral to membrane
+ 5934878 5966037 transferase activity phospholipid biosynt integral to membrane
- 43696195 43704914 GTP binding protein biosynthesis
- 85830512 85886122
- 12373484 12394436 integral to membrane
- 26886768 26900920 ATP binding
+ 94040939 94103701 ubiquitin-protein ligasprotein ubiquitinationintegral to membrane
- 45771951 45812966 neurotransmitter:sodneurotransmitter tranintegral to plasma me
+ 26530325 26539822 integral to membrane
- 91092879 91199692 DNA binding regulation of transcri nucleus



isomerase activity tRNA processing
- 146437894 146453501 molecular function unbiological process uncellular component u
+ 176951818 176955703 protein carrier activityintracellular protein t endoplasmic reticulu
- 107166927 107234864 molecular function unbiological process uncellular component u
+ 107304486 107339416 GTP binding intracellular protein t cellular component u
+ 19105879 19144638 chromatin binding cell cycle chromatin
- 219671313 219675884 transcription corepre regulation of transcri nucleus
+ 143778532 143782613
- 8374683 8382759
+ 37733402 37764774 calcium ion binding cell-matrix adhesion extracellular region
+ 15828459 15857159 protein binding cell adhesion cytoskeleton
+ 30472792 30481856

DNA binding nucleus
- 57103317 57179353 transmembrane receptor activity membrane
- 64044859 64108690
- 86298919 86357043
- 1432426 1434843 subtilase activity proteolysis and peptidolysis
+ 115115994 115148707
- 125170570 125192889 cAMP-dependent prosignal transduction integral to membrane
+ 126620681 126663759 nucleus
+ 35640928 35786333 zinc ion binding intracellular
- 69618511 69822070 structural molecule activity integral to membrane
- 90451667 90484662 GTP binding small GTPase mediated signal transductio
- 134471886 134521226
+ 57067156 57176543 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 123706594 123724700
- 101690411 101699008
- 8032376 8034115
- 73763846 73784679 heat shock protein b protein folding integral to membrane
+ 106424635 106521532
- 25341282 25371837 ion channel activity potassium ion transpmembrane
- 16406401 16717995 nucleic acid binding nucleus
+ 28339690 28346617
- 155513292 155670054 calcium ion binding cell adhesion membrane
+ 184836112 184879958 protein binding
- 19043141 19092902
- 39975821 40018270 ATP binding tRNA processing mitochondrion
+ 62972849 62983755 nucleic acid binding regulation of transcri nucleus
- 44824169 45241077
- 92373482 92391973
- 9620352 9646734 DNA binding regulation of transcri nucleus
- 44467776 44500900 protein binding
+ 50887771 50935851 peptidase activity proteolysis and peptidolysis
+ 19430396 19478789 protein binding, bridgDNA methylation NuRD complex
- 132360577 132390139 nucleic acid binding

+ 181857947 181992475
- 102451420 102483739 DNA binding DNA recombination
- 113946523 113971682
+ 56110014 56824973 nucleus
- 92298045 92324343



- 106172855 106255689 structural constituent of nuclear pore nuclear pore
+ 12724471 12730269 ion channel activity ion transport integral to membrane
- 118124081 118184248 apoptosis
+ 113196098 113213058 zinc ion binding intracellular
+ 104525995 104565310
+ 68972042 69129464
+ 102249399 102291882
+ 191126204 191192307 integral to membrane
- 85082914 85103439 Rab GTPase bindingintracellular protein t extrinsic to plasma m
+ 95727619 95787902 nucleic acid binding
+ 114734182 114830960 integral to membrane
+ 88542683 88561968 intracellular signaling cascade
+ 93866800 93872391
+ 140024605 140030723
- 53795878 53808631
+ 117860645 117883028
- 152547650 152640045 DNA binding regulation of transcri nucleus
+ 69426011 69436251 glycerophosphodiestglycerol metabolism
+ 18312449 18338156 pyroglutamyl-peptidaproteolysis and peptidolysis
- 47513002 47530188
+ 60016826 60031475 receptor activity signal transduction integral to membrane
+ 13864992 13902691 signal transducer actpositive regulation of I-kappaB kinase/NF-
+ 137448116 137452929 ATP binding defense response to mitochondrion
- 153377354 153384343 nucleic acid binding intracellular
+ 27167581 27176212
+ 70284268 70346213 amino acid-polyaminamino acid transport integral to membrane
+ 60283571 60291102 kinase activity biological process unintegral to membrane
- 49042145 49106508
+ 483009 523312
+ 99823618 99872280 regulation of cell shamembrane
+ 93625859 93728685
+ 17226567 17493920 two-component senssignal transduction membrane
- 17479040 17488650
+ 58357893 58396796
- 63526027 63597095 catalytic activity immune response cytoplasm
- 39666840 39712880 histone deacetylase chromatin modificationucleus
- 100143923 100194729 carrier activity mitotic chromosome extracellular space
+ 139761612 139899623 nucleic acid binding
- 34210972 34235115
- 85480879 85493313 oxidoreductase activ electron transport
+ 105852063 105925520 calcium ion binding
+ 101026871 101166971 hydrolase activity integral to membrane
+ 34867772 34961095 NADH dehydrogenasATP synthesis coupl integral to membrane
- 6652352 6686157
+ 18028013 18053990
- 206694071 206776412
- 157931963 157996965 binding mitotic chromosome condensation
- 29025705 29070910 inositol or phosphatidphospholipid dephosphorylation
- 53786038 53848096 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 19384125 19404227
- 10641543 10688228 nucleic acid binding nucleus



- 11088980 11152563 fatty acid biosynthes endoplasmic reticulu
+ 200470422 200477018
+ 20642735 21340611 catalytic activity
- 53637801 53648606
+ 796234 802517 monooxygenase actielectron transport endoplasmic reticulu
+ 168943354 168964355
- 96947352 96957582 receptor activity cell differentiation integral to membrane
+ 20648308 20985954 mitotic chromosome condensation
- 61297228 61317983
+ 56116295 56184755 integral to membrane
- 32497807 32519407 cytokine activity chemotaxis integral to membrane
+ 542405 599351 binding mitotic chromosome condensation
+ 66614704 66670684 FAD binding tRNA processing intracellular
- 53915653 53935782 motor activity signal transduction myosin
+ 61838438 61840900 nucleic acid binding intracellular
- 3372086 3391026 DNA binding regulation of transcri nucleus
- 131926878 132224083 mitochondrion
- 19091430 19110267
- 22485277 22496160
+ 102763402 102767777 RNA binding tRNA processing
- 137477193 137593451 3'-5' exonuclease ac electron transport intracellular
- 39021060 39054103 peptidase activity integral to membrane
- 47333466 47362270
- 35640353 35686676
- 44097746 44113376 ATP binding protein biosynthesis mitochondrion
+ 73415469 73421321
+ 48674032 48704191
+ 27852442 27903161 nucleic acid binding protein ubiquitinationnucleus
+ 108776015 108782790
- 33779706 33785650 heat shock protein b protein folding
- 127207903 127269788 cation transporter ac cation transport
+ 54100454 54174650 acyltransferase activ metabolism
- 59330189 59334921 structural constituentprotein biosynthesis ribosome
+ 60954172 60970803
- 47293742 47306604
+ 28700220 28725666 nucleic acid binding
+ 183076713 183120340
- 53981613 54092712
- 37816335 37825285
- 63337490 63366071 NAD+ ADP-ribosyltraprotein amino acid A nucleus
- 70676258 70685015 electron transporter acell cycle spliceosome complex
- 52241007 52243722
+ 71245056 71251045
- 13786054 13807668
- 64416227 64436046
+ 147833331 147836942
+ 197927624 197950077 transferase activity, transferring glycosyl groups
- 134015982 134031271 DNA binding
+ 75050997 75057572
- 171025349 171053778
+ 112690538 112749226 binding



+ 60448521 60461206
- 1286901 1299952 hydrolase activity
- 3682155 3696382
+ 39399842 39413722 binding transport integral to membrane
+ 26898798 26914715
- 63076817 63087431
- 70288669 70329802
- 74905669 74932652 ATP binding pyridine nucleotide biosynthesis
- 3012633 3013949
- 53391794 53398310
+ 20328356 20359780 catalytic activity metabolism
- 33057836 33067746 nucleic acid binding nucleus
- 1057127 1091392
+ 82945252 82951119 transcription factor a cell differentiation nucleus
+ 61039885 61050270 nucleus
+ 25806574 25811028 hydrolase activity fatty acid biosynthesis
+ 217310070 217345989 transport mitochondrion
- 115939447 116000157 calcium ion binding
+ 29691605 29696603
- 54962245 54978892 binding
+ 113193310 113252507 solute:hydrogen antipregulation of pH integral to membrane
+ 10487687 10817954
- 71485986 71491970
- 151818103 151865373
- 28984340 29004816 S-adenosylmethionine-dependent methyltransferase activity
+ 44026351 44057180
+ 1226550 1230226
+ 101016491 101093758
- 54641367 54646879 oxidoreductase activ metabolism
- 34624428 34661270 calcium ion binding
+ 110839020 110966474
+ 99748520 99812176 transport integral to membrane
+ 44623073 44654552 binding RNA processing intracellular
- 164805878 164892270 ubiquitin-protein ligasprotein ubiquitinationintegral to membrane
+ 22634627 22639504
- 46193394 46199878
+ 44984423 45010422 binding
- 229714194 229961486
+ 103069073 103353073
- 119174387 119227170
+ 48657401 48697796 binding
+ 68740952 68755257
+ 54807831 54890080 catalytic activity ubiquitin cycle
+ 11820140 11934691 cysteine-type endopeubiquitin cycle
+ 113763584 113785692 nucleotide-sugar trannucleotide-sugar tranGolgi membrane
- 92139195 92167393 nucleic acid binding

+ 86244995 86280938
+ 125532242 125534271
+ 45965097 45975160 lipid binding
+ 131696640 131739102 membrane



- 89814150 89868032 binding
- 1422563 1427928 RNA binding protein biosynthesis intracellular
+ 233942299 233986312 catalytic activity autophagy membrane
+ 64584484 64628526
- 219766136 219909204 integral to membrane
- 63929017 63965210
- 99643146 99670953 zinc ion binding
- 4578826 4656423
- 42685703 43139655 nucleic acid binding
+ 65830383 65865290
- 86856717 86890888 ubiquitin cycle nucleus
- 74791431 74797356 actin binding
+ 107739269 107832861 molecular function uncell wall catabolism cellular component u
- 68736326 68842849 molecular function unviral life cycle extracellular region
- 62330398 62334061 nucleic acid binding nucleus
+ 6431510 6441721 endoplasmic reticulu
- 105993676 106018483

ATP binding microtubule-based mmicrotubule associat
+ 108061950 108087364
+ 105661403 105728815 DNA binding
- 115871963 115924354
- 45444810 45506002 amino acid-polyaminamino acid transport integral to membrane
+ 17321024 17337259 nucleus
+ 15225534 15292178
+ 124498145 124523441
+ 38263625 38313158 nucleic acid binding intracellular

+ 73193499 73195159

+ 37415168 37788529
+ 18560607 18564146

- 73034703 73036828 nucleic acid binding
- 46629063 46637650

nucleic acid binding nucleus
- 59931879 60139939
- 95820836 95853254 catalytic activity
+ 43162039 43198769
- 213992228 214192804 nucleic acid binding intracellular
- 30762202 30783656
+ 69602293 69713281
- 32499870 32529120
- 10648060 10657450 sex determination nucleus
- 2184154 2187328
+ 158148744 158238353
+ 27970645 27978746
- 24838214 24934153 ATP binding tRNA aminoacylationcytoplasm
+ 32207621 32237558
- 83778633 83809042 neurotransmitter:sodneurotransmitter tranintegral to plasma me
- 99614747 99780575 calcium ion binding cell-matrix adhesion integrin complex



+ 108947179 108956205
- 58298030 58380165 ligase activity DNA repair nucleus
- 88441693 88468645

integral to membrane
binding

- 4576477 4586013 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 43382843 43638461
- 28141102 28327983 protein binding cell adhesion cytoskeleton
- 127544387 127577913 RNA binding nucleus
+ 129340107 129489892
- 45527470 45750054 DNA binding nucleobase, nucleoside, nucleotide and nu
+ 7532519 7547544 kinase activity
- 164291556 164293651 ATP binding protein folding mitochondrion
- 8265122 8271464 nucleic acid binding
+ 219920046 219926876 nucleic acid binding nucleus
+ 28006644 28104585 N-acetyltransferase aATP synthesis coupl proton-transporting tw
+ 40628344 40647334 centrosome
+ 37827245 37844482 cytokinesis
+ 89999533 90113580 integral to membrane
- 42810974 42817631 DNA binding
+ 6391381 6402220 metal ion binding integral to membrane
- 22439816 22458214 RNA binding mRNA processing nucleus
+ 92743169 92763211 ubiquitin-protein ligasubiquitin cycle
- 30641764 30678254 nucleic acid binding
- 54313466 54314209
+ 105536379 105616999 integral to membrane
- 49027927 49033471 ATP binding arginyl-tRNA aminoacylation
- 77228247 77260314
+ 152393079 152397830 subtilase activity proteolysis and peptidolysis
+ 170525614 170559339 ATP binding aspartyl-tRNA aminocytoplasm
- 73213110 73243518
+ 17611635 17769669 GTPase activator activity
+ 41778096 41798751 molecular function unknown integral to membrane
+ 43373935 43380653 oxidoreductase activ pyridoxine biosynthesis
- 72881119 72980288
+ 95246398 95278837
+ 49539054 49568779
- 137350457 137397386 ubiquitin-protein ligasprotein ubiquitinationnucleus
- 43747019 43763506 structural constituentprotein biosynthesis mitochondrial small r
+ 107311450 107313956 S-adenosylmethionine-dependent methylt nucleus
- 187746831 187767814 membrane
- 49161643 49170485
- 42282516 42293581 structural constituentprotein biosynthesis mitochondrial ribosom
+ 19719276 19753864
- 37263324 37275155 protein binding
+ 12211703 12246832 protein translocase aprotein secretion endoplasmic reticulu
- 38815377 38834750 binding
+ 632262 642490 RNA binding RNA processing
- 98926956 98938673
+ 54642173 54647382
+ 44540052 44786489 ubiquitin-protein ligasprotein ubiquitinationnucleus



+ 152092445 152157093 ATP binding
- 18312014 18395674 rhodopsin-like receptG-protein coupled re integral to membrane
+ 142143385 142178851 binding mitochondrial transp membrane
+ 12224389 12504681
+ 105670958 105783535 binding
- 51065899 51072495 diphosphoinositol-pocalcium-mediated sigintracellular
+ 70841864 70890227 ATP binding NAD biosynthesis
- 38847362 38886947 heat shock protein b protein folding
- 52557045 52688770 DNA binding cell cycle nuclear chromosome
- 36456724 36458848
- 57006347 57030323
+ 32029258 32037306
- 104069541 104132475 catalytic activity cell cycle colocalizes_with NuR
+ 71176230 71189930
+ 17691302 17706324
- 24679658 24708584
- 147431778 147482706
+ 54682835 54803053 nucleic acid binding nucleus
- 122305334 122359868 ATP binding
+ 5138929 5197599 GTP binding intracellular protein transport
- 113158236 113193007

+ 1532821 1555331 ATP binding protein folding mitochondrion
- 110527709 110539035
- 49004086 49057694 protein binding
- 191157323 191321420 binding protein metabolism
+ 87618450 87661366
+ 111450220 111461082
- 154283476 154406301 oxidoreductase activ carnitine biosynthesi mitochondrion
+ 68746230 68778825 3'-5' exonuclease activity intracellular
- 202037304 202057696
- 71728734 71812388
- 33280096 33316360 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

+ 34083724 34125033 ATP binding biological process unnucleus
+ 53767253 53896803 membrane
- 51661588 51666617
- 234168037 234251867 cysteine-type endopeubiquitin cycle
- 66114226 66117110
- 74293641 74317638
- 33037168 33066644
- 68311293 68395624 catalytic activity ubiquitin cycle
+ 73884964 73896463 DNA binding DNA transposition
- 57257798 57276175 amino acid-polyaminamino acid transport integral to membrane
+ 55053991 55068907 oxidoreductase activ protein metabolism
+ 154776135 154878919 integral to membrane
+ 19377758 19422938 antiporter activity multidrug transport membrane
- 27646753 27686089
+ 178606176 178659149 DNA binding DNA repair nucleus
- 208925667 208976632
+ 62357564 62377837 protein-L-isoaspartatprotein modification



- 25873910 26012826 catalytic activity
+ 65905974 66148650 FMN binding electron transport outer membrane (sen
- 120632390 120665161 integral to membrane
- 76763825 76824088
- 5039973 5061582 oxidoreductase activ methionine biosynthenucleus
+ 60898282 60902385 chromatin modificationucleus
+ 88309178 88325405 catalytic activity metabolism
- 25152489 25239361
- 53527427 53558998
- 99396695 99400953
- 32866419 32870062
+ 70366144 70383234 integral to membrane
- 53073925 53099419 catalytic activity metabolism
- 19147527 19255082 nucleic acid binding
+ 47509703 47519283 hydrolase activity
- 73718496 73719611 RNA binding rRNA processing nucleolus
- 51151988 51155141
- 169921635 169941616 DNA binding regulation of transcri nucleus
- 382698 564758
+ 37650908 37686275 intramolecular transf carbohydrate metabolism
+ 107184145 107222103 amidase activity protein biosynthesis integral to membrane
+ 88271164 88273912 nucleic acid binding nucleus
- 101982046 102017369
+ 134290078 134307905
+ 65918247 65976602
- 106116513 106168179 nucleic acid binding
+ 37408420 37416000
- 12750391 12775808
+ 27493761 27560869 GTP binding protein transport
+ 68029188 68139296
+ 18608837 18642302 protein binding
+ 26261974 26433071 GTPase activator activity
+ 28301399 28593381 protein transport Golgi apparatus
+ 71317730 71386289 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 34951600 34961542 molecular function unribosome biogenesisnucleus
+ 149702105 149708688 GTP binding
+ 12937846 12979666
+ 68938324 68964780 ATP binding
+ 61344367 61364073 transcription factor a regulation of transcri nucleus
- 12664437 12805225 endonuclease activit DNA repair
+ 159489280 159534041
+ 72749037 72793146 nucleoside transport transport integral to membrane
+ 45911188 45918335 catalytic activity porphyrin biosynthescytoplasm
+ 3749202 3753954
+ 164773446 164799295
- 44742143 44792146 DNA binding nucleus
+ 31568155 31590043
- 68930823 68933552 RNA binding RNA processing cytoplasm
- 186696591 186722217
+ 6553621 6604592 1-acylglycerol-3-phosmetabolism integral to membrane
- 27472699 27484879 protein binding exocytosis membrane



- 90023600 90332988 monooxygenase actiaromatic compound metabolism
- 54508298 54544627
+ 6835913 6837459
+ 76249600 76411615 hydrolase activity ceramide metabolismGolgi membrane
+ 100797568 100819857
- 69908626 69953515 protein binding integral to membrane
+ 68935703 68997021 metal ion transportermetal ion transport membrane
+ 104606005 104615845
+ 65751391 65755578 ubiquitin cycle
+ 10058008 10064918
- 86548178 86570590
- 128179730 128284951 molecular function unphosphate transport cytoplasm
+ 149872147 149878384 GTP binding integral to membrane
- 195842816 195874208 GTP binding
- 122966873 123110397 DNA binding regulation of transcri intracellular
+ 45783911 45791142 sugar porter activity transport Golgi apparatus

ornithine decarboxylaintracellular signaling cascade
- 113868390 113915660
+ 33017719 33051449
+ 113180588 113194896 hydrolase activity aromatic compound metabolism
- 53826680 53855216 FAD binding electron transport mitochondrion
- 133085620 133097588 hydrolase activity, acnitrogen compound mintegral to membrane
- 27203011 27210369 molecular function unbiological process uncellular component u
+ 98856984 98933998 integral to membrane
+ 116231163 116324068 transporter activity transport integral to membrane
- 98040870 98056740 GTPase activator activity

- 97768627 97786689
+ 20260679 20287480 molecular function unbiological process uncellular component u
+ 149935501 149939856
+ 139999272 140005171
- 45813598 45829831
+ 13243586 13293108

- 3661570 3675064
+ 58716182 58773144 DNA binding regulation of transcri nucleus
+ 44461686 44500402
+ 113510584 113548807
- 88692286 88693911
+ 42953939 43000753 glucuronylgalactosylpchondroitin sulfate prGolgi apparatus
+ 37370440 37387952
- 185029881 185085357
+ 2216463 2247455 3'-phosphoadenosinecarbohydrate metaboGolgi apparatus
- 32421210 32422653 molecular function unpseudouridine synthenucleus
+ 67426229 67446111 mitochondrion
+ 74161191 74183791 ATP binding
+ 134701304 134720739
+ 46748444 46768487 endonuclease activit tRNA processing nucleus
- 114488359 114543755 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 12150976 12205229 oxoglutarate dehydroglycolysis
+ 4742769 4746567 receptor activity



- 92075679 92122224
- 107807127 107835197 ion transporter activition transport integral to membrane
+ 106967286 107042714 apoptosis cytoskeleton
- 216476001 216480767 cation transporter ac cation transport membrane
- 140996585 141432838 transcription factor a neurogenesis nucleus
- 21713759 21758746
+ 2847868 2849909 molecular function unbiological process uncellular component u
+ 55399869 55417790 RNA binding

DNA binding regulation of transcri nucleus
- 15949899 16454494 transcription factor a establishment and/ornucleus
- 56020356 56026591 chymotrypsin activityproteolysis and pepti extracellular region
- 663914 702642 catalytic activity metabolism cellular component u
- 70451089 70474913 nucleic acid binding nucleus
- 20851976 21078263 microtubule motor acciliary or flagellar moaxonemal dynein com
+ 153763529 153780003 manganese ion binding Golgi apparatus
+ 101327895 101345294 molecular function uncell proliferation cellular component u
+ 125644264 125653236 oxidoreductase activ electron transport cellular component u
+ 134775271 134791802 molecular function uncell proliferation cellular component u
+ 102483535 102662967
- 55473083 55558400
- 44766857 44770543
- 32831970 32833981 connexon channel accell communication connexon complex
- 83681170 83765896 ATP binding microtubule-based mmicrotubule associat

+ 94148188 94197414 integral to membrane
- 99052662 99069539
- 48535735 48571141
- 121482314 121510398 nucleic acid binding
+ 103780619 103809875 nucleic acid binding
- 157659404 157668033 sugar binding membrane
- 169512176 169614628 ATP binding
+ 184740937 184744198 double-stranded RNA binding intracellular
- 82516078 82519115
+ 25618947 25728735
- 110328888 110365417
- 129062223 129128408 nucleic acid binding nucleus
+ 92506303 92550386 two-component senstwo-component signal transduction system
- 6003492 6052191
- 23500361 23555977 transferase activity, t carboxylic acid metabolism
- 13318038 13558799 asparaginase activityglycoprotein catabolism

- 4275040 4289818 intracellular signaling cascade
- 13076715 13088332 RNA binding tRNA processing
+ 32764779 32957767 binding
- 20654214 20660619
- 46366374 46376118 alpha-1,3-mannosylgN-linked glycosylatio Golgi membrane
- 83565572 83602642 metal ion binding integral to membrane

- 130625211 130655396
+ 70474281 70762002 DNA binding regulation of transcri nucleus
+ 30098127 30158797 DNA binding protein ubiquitinationintracellular



+ 37333525 37408723 GTPase activator activity
+ 46063014 46090327 nucleic acid binding regulation of transcri nucleus

- 110655586 110773009
+ 75114744 75184260 transporter activity transport integral to membrane
- 1936446 1966702 protein binding
- 19985056 19992811 O-sialoglycoprotein eproteolysis and peptidolysis
- 4387510 4409915 cytokine activity
+ 26798627 26809028
- 177509073 177513502 RNA binding ribosome biogenesisnucleus
+ 46453257 46461719
+ 48844974 48927120
- 96338187 96353606
+ 95930909 95961714 binding
- 245353955 245363022 nucleic acid binding nucleus
- 598527 614227 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 62774745 62782055 nucleic acid binding regulation of transcri nucleus

nuclear mRNA splicing, via spliceosome
+ 47269290 47294019 ATP binding nucleus
+ 63679606 63684408 nucleic acid binding regulation of transcri nucleus
- 43688753 43719427
- 77134358 77214493 unfolded protein bindprotein folding endoplasmic reticulu
+ 19288065 19362856
+ 75688011 75738886
+ 180548181 180593708 GTP binding mitochondrial fusion integral to membrane
+ 16935242 16948790 protein binding peroxisome membraintegral to membrane
- 90993708 91046566 hydrogen-transportinATP synthesis coupl cytoplasm
+ 32302583 32358460 cation transporter ac cation transport membrane
- 127954619 128000274 regulation of transcri nucleus
- 128112232 128138343 zinc ion binding
- 69770869 69834608
- 96680784 96725957
+ 136978210 137011476 GTP binding protein transport
- 216633033 216703821
+ 45052129 45073753 methyltransferase actRNA processing cytoplasm
+ 184898307 185013110 regulation of transcri nucleus
+ 65594399 65768789 Golgi apparatus
- 13725717 14412889 cytoskeletal protein binding cytoplasm
- 178970 219450
+ 94346492 94372322
- 150050548 150060817 nucleic acid binding ribonucleoprotein com
- 69278844 69392562 receptor activity signal transduction cellular component u
- 4607525 4696526 motor activity myosin
+ 216655849 216709778 ATP binding isoleucyl-tRNA aminoacylation
+ 36305846 36315541

+ 4198107 4220083
+ 105253955 105406442 DNA binding transcription nucleus
+ 198529994 198576839 binding protein transport cytoplasm
- 53945409 54016196
+ 16512538 16531878 endocytosis membrane



- 47550325 47557078 protein binding
+ 29267864 29378272
- 44563115 44575601 DNA binding regulation of transcri nucleus
+ 22216241 22252842 DNA-directed RNA ptranscription nucleus
+ 102662315 102714879
- 2172733 2187428
+ 32340364 32343381
+ 665460 706664
- 14091342 14108429
- 26949384 26982186
- 24107853 24193934
+ 166496207 166553887 cysteine-type endopeproteolysis and peptidolysis
+ 206890691 207238033 acyltransferase activity
- 6628496 6696139 heat shock protein b protein folding
+ 110066008 110090341 molecular function unknown
- 221989914 222147521 cell differentiation
- 43443990 43542349
+ 56805379 56826544 intracellular protein t clathrin vesicle coat
- 225883778 225950823 nucleocytoplasmic tr RNA transport integral to membrane

+ 70314576 70339336 carboxypeptidase acproteolysis and peptidolysis
+ 70150976 70221315 DNA binding
+ 148896200 148914275
- 50612716 50640375 oxoglutarate dehydroglycolysis
- 76020050 76051221 molecular function unknown membrane
- 28681098 28803398
- 95251837 95503638 UDP-glucose:glycop posttranslational protendoplasmic reticulu
+ 207821720 207877972 DNA binding regulation of transcri nucleus
- 127514898 127559874 ATP binding
+ 43337066 43472069 binding
+ 57765339 57779861 DNA binding regulation of transcri intracellular
+ 56560757 56612111 exocytosis exocyst
- 25735778 25799926
- 430138 638109 protein binding exocytosis
+ 54587888 54636848
+ 101462545 101525205
- 39179817 39190843
+ 149049769 149104774 DNA binding nucleus
+ 101867728 101878457 ATP binding nucleus
- 114564401 114643030

- 69873706 69881014
+ 92700459 92824528
- 58302944 58327957 DNA binding regulation of transcri nucleus
+ 16564216 16619953 cytokine activity
- 70442470 70563609
- 59928496 60031713 GTPase activator ac intracellular signaling cascade
- 19305951 19584374 glucuronosyl-N-acetyUDP-N-acetylgalactoGolgi apparatus
- 111201854 111218608 receptor activity
- 147781634 147791953
- 66612674 66615460 ATP binding



- 112879926 112910984
- 131237713 131299253 nucleic acid binding development nucleus
+ 127710768 127736536 S-adenosylmethionine-dependent methyltransferase activity
+ 54132527 55083622 calcium channel activcalcium ion transportintegral to membrane
- 123007132 123030522 voltage-gated sodiumion transport integral to membrane
+ 26273058 26310335 GTPase activator ac regulation of GTPasecellular component u
- 186660181 186675301 protein binding
- 72132441 72151327 alpha-N-acetylgalact protein amino acid g Golgi apparatus
+ 87921763 87974553
- 27214302 27252842 binding RNA processing intracellular
+ 66398477 66419466
+ 86580100 86631497 nucleus
- 179315079 179431715 peptidase activity apoptosis integral to membrane
+ 118443702 118457884 ATP binding protein transport membrane
+ 164675829 164776731
- 99629913 99635223 antioxidant activity ER-associated prote endoplasmic reticulu
- 9980636 10003522
+ 65949415 65994187 protein binding cell differentiation nucleus

- 34054886 34078668
+ 9793347 9922245
+ 143720694 144359652
+ 10132365 10143601
+ 2792123 2804367 cell-matrix adhesion integral to membrane
+ 59698920 59717867 mitochondrion
- 5347972 5427860
+ 110730557 110738169 carbohydrate bindingcarbohydrate metaboinner membrane
+ 17187167 17191638
+ 40928333 40929743 protein binding Notch receptor proceGolgi apparatus
- 59578527 59694385 sugar porter activity phosphoenolpyruvate-dependent sugar ph
+ 1058605 1080135
+ 187176390 187199584 nucleic acid binding

+ 24775253 24809919 hydrolase activity
+ 21054694 21175256
+ 56103284 56133270 molecular function unknown integral to membrane
- 102123732 102125244
+ 43468274 43472662 protein binding protein transport Golgi apparatus
- 127652474 127706443 catalytic activity metabolism mitochondrion
+ 85017309 85025183
+ 64079673 64095574 sodium-independent transport integral to membrane
- 111040 169032
- 35314375 35327319
- 116933218 116961671 intracellular signaling cascade
+ 44571716 44588653 DNA binding regulation of transcri nucleus
+ 70734091 70746791
+ 151779134 151779847 DNA binding development
+ 170973916 170988034 nucleic acid binding regulation of transcri nucleus

anti-Gram-positive b extracellular region
- 88094110 88095545
+ 89279536 89298326 binding



+ 39860438 39925612 DNA binding regulation of transcri nucleus
- 51849304 51878321 cell surface
+ 47986320 48003827 nucleic acid binding cell differentiation nucleus
- 63919282 63979357
+ 22090425 22109869 N-acylneuraminate c lipopolysaccharide b nucleus
+ 11209125 11213618
- 22533890 22582540 cytoskeletal adaptor actin filament organizcytoplasm
+ 65258139 65412098 ErbB-2 class receptobasal protein localizabasal plasma membr
+ 55207741 55275642 nucleus
+ 108585154 108594058 protein transporter a mRNA processing nucleus
+ 112650901 112714256
- 17478584 17511526
- 118504181 118508995 DNA binding negative regulation ointracellular
- 111980411 111994064
+ 44348255 44355437 DNA binding DNA methylation nucleus
- 50271811 50375144 ATP binding myosin
- 28451500 28475399 nucleic acid binding nucleus
+ 40931351 40937259
- 21321019 21325371 protein binding
+ 4625477 4754223 oxidoreductase activ metabolism integral to membrane
- 93867576 93899979 NADH dehydrogenaselectron transport mitochondrial inner m
- 1370810 1396417 lipid binding Golgi apparatus
+ 34667580 34674372 molecular function unbiological process uncellular component u
+ 151921398 151924400 molecular function unknown membrane
+ 22918641 22988161 protein binding
- 100893229 100918694 RNA binding RNA transport cytoplasm
- 102136896 102154167 RNA binding mRNA processing cytoplasm

RNA binding RNA transport cytoplasm
- 4608558 4621382
- 48927587 48946239
- 158040368 158250151 growth factor activity central nervous systeextracellular region
+ 86578961 86731195 actin binding actin cytoskeleton or cytoskeleton
- 32349171 32357041
+ 140848991 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140844924 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140777465 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140767953 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140757878 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140730145 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140719886 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140710011 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140780720 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140772926 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140762703 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140742650 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140733834 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140724081 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140714951 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140703784 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140698537 140872730 calcium ion binding calcium-dependent cintegral to membrane
+ 140690435 140872730 calcium ion binding calcium-dependent cintegral to membrane



+ 140573692 140577177 calcium ion binding calcium-dependent cintegral to membrane
+ 140547076 140551295 calcium ion binding calcium-dependent cintegral to membrane
+ 140537613 140540205 calcium ion binding cell adhesion integral to membrane
+ 140532426 140536141 calcium ion binding calcium-dependent cintegral to membrane
- 40663710 40666702 protein binding biological process uncellular component u

- 45251091 45280593 protein binding protein transport cytosol
- 30808601 30826075
- 107030238 107031745
- 104269756 104271503
+ 111543304 111548489
- 69531811 69910650 binding
- 27347650 27349309 regulation of cell grownucleus
+ 24236338 24296512 nucleic acid binding protein ubiquitinationubiquitin ligase comp
+ 115929018 115982053 nucleic acid binding
- 130829624 130868316
- 196427933 196759037 ATP binding ciliary or flagellar moaxonemal dynein com
- 133747181 133774817 structural molecule activity integral to membrane
+ 25830829 25843573
- 69238728 69254029 tropomyosin binding cytoskeleton

+ 22901997 22909628 molecular function unknown integral to membrane
+ 19850288 19864939 nucleic acid binding nucleus
- 32470490 32482878
- 33087745 33107829 molecular function unbiological process uncellular component u
+ 32585994 32606468 endoplasmic reticulu
+ 101375687 101405180 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 7909715 7948393 electron transporter aelectron transport integral to membrane
+ 206794589 206804833
+ 99672179 99676391 S-adenosylmethionine-dependent methyltransferase activity
+ 67751007 67755789
- 5475288 5539672
+ 128749710 128759869 integral to membrane
- 2722714 2729266 carboxypeptidase A cell adhesion
- 89158136 89170323 1-aminocyclopropanebiosynthesis
+ 48912077 48916007
- 78165741 78199566

+ 69113417 69119763 growth factor activity cell proliferation cellular component u
- 38391410 38408548 L-serine transporter neutral amino acid tr integral to plasma me
- 21036128 21049291 RNA binding RNA methylation nucleus
+ 3471017 3573397 S-adenosylmethionine-dependent methyltransferase activity
- 53225021 53239116 calcium ion binding signal transduction cellular component u
- 30159908 30210258 protein transporter a protein transport cytoplasm
- 69226433 69267943 heat shock protein b protein folding
+ 46189445 46214091 N-acetylglucosamineN-acetylglucosamineGolgi apparatus
- 72268021 72286618 monooxygenase actielectron transport endoplasmic reticulu
- 232706501 232771326 oxidoreductase activ electron transport endoplasmic reticulu
+ molecular function unneurogenesis cellular component u
- 51617077 51678319 ceramide metabolismmitochondrion
- 172088905 172109128 DNA binding protein biosynthesis



+ 117452975 117494380 chymotrypsin activityproteolysis and pepti integral to membrane
- 99717016 99724048 integral to membrane
- 1244389 1349440 molecular function unbiological process uncellular component u
- 137209759 137216492 integral to membrane
+ 75097429 75108514 DNA binding nucleus
- 47659567 47709121 potassium channel aion transport integral to membrane
+ 48911646 48921176 gap junction
- 126106978 126136262 integral to membrane
+ 8889276 8898200 nucleus
- 8898199 8911098
- 8925415 8942565 signal transducer actpositive regulation of integral to membrane
- 8960965 8982124
- 8915694 8921156 DNA binding regulation of transcri nucleus
- 71579968 71600272 GTP binding ER to Golgi transpor Golgi apparatus
- 32895979 32906537 oxidoreductase activ metabolism
- 75311996 75396117 molecular function unbiological process unintegral to membrane
+ 7639971 7641340 hormone activity biological process unextracellular region
+ 61841654 61845846 transcription factor a regulation of transcri nucleus
+ 132487546 132495194 transcription factor a regulation of transcri nucleus

- 138185522 138251720 NAD+ ADP-ribosyltraprotein amino acid A nucleus
+ 27514311 27516494 interferon-alpha/betacellular defense respextracellular region
+ 156609673 156620354
+ 102391309 102393396 translation elongationbiological process uncellular component u
- 32163517 32181345 purine nucleotide binbiological process uncytoplasm
- 33087771 33399602 BRE binding RNA interference nucleus
- 162662653 163442791 calcium ion binding
+ 128565123 128663750 UDP-glucose:glycop posttranslational protendoplasmic reticulu
+ 85109904 85193106 ion channel activity nucleus
- 98270421 98336799 binding transport integral to membrane
+ 44886785 44891927 sugar binding nucleus
+ 40130143 40131599
- 152818165 152836589 molecular function unprotein modification cytosol
+ 26982613 27082719 hydrolase activity axon guidance
+ 2710664 2730977 ATP binding DNA repair DNA replication facto
- 104358193 104378621 alcohol dehydrogenametabolism
- 97631538 98050977
+ 68296655 68314740 nucleic acid binding
- 4670611 4674866 RNA binding mRNA processing nucleus
- 128849867 128870133 protein binding cytoplasm
+ 73281301 73290911
- 68960734 68971807 DNA binding

- 96272478 96296437
+ 29374743 29470071 transcription factor a regulation of transcription, DNA-dependen
- 117920470 117941960 molecular function unbiological process unnucleus
+ 7047128 7057220 glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferas
- 46584117 46595096 3'-5'-exoribonucleaserRNA processing cytoplasm

- 228300311 228323393 folic acid binding transport membrane
- 5286314 5312905 ATP binding nucleus



- 52442307 52454083 receptor activity development membrane
- 159866907 159873184 enzyme inhibitor activity
+ 3137043 3160568 protein processing integral to membrane

integral to membrane
+ 2279679 2304214 D-alanyl-D-alanine e proteolysis and pepti integral to membrane
- 114884506 114908490
- 5736154 5742190 FAD binding tRNA processing
- 47062682 47591086 carbonate dehydratabrain development cellular component u
- 92851285 92916162 molecular function unbiological process uncellular component u
- 69106337 69107671
- 55656859 55718437 molecular function unandrogen receptor si integral to membrane
+ 130480381 130506831
+ 110415811 110425086
+ 114234120 114236917
+ 140545558 140558583 structural constituentbiological process unmitochondrial ribosom
+ 75835630 75938923 DNA repair nucleus
+ 228017732 228048052
- 23978813 23981822 catalytic activity nucleotide-sugar metabolism
- 7590411 7600439 protein binding DNA repair nucleus
- 133319100 133332377 integral to membrane
- 25177559 25281539 hypoxanthine phosphnucleoside metaboliscytoplasm
+ 17147373 17191700 hydrolase activity DNA replication mitochondrion
+ 89111317 89125121 extracellular matrix sskeletal developmen extracellular matrix (s
+ 194618173 194630930 transcription factor a regulation of transcri nucleus
- 146728409 146795602 DNA binding ubiquitin cycle nucleus
+ 95814738 95856400 catalytic activity
+ 4230658 4241720 intracellular signaling cascade
- 91387640 91433437 membrane
+ 88035031 88087872
- 70320593 70350446
+ 95575430 95629886 integral to membrane
+ 54666357 54668640

+ 49866833 49879350 integral to membrane
+ 288195 304059

- 129274811 129377940 DNA binding regulation of transcri nucleus
+ 120670488 120694683
+ 12693063 12715737
+ 10541696 10555266
+ 47700587 47723153
+ 108724479 109007395 DNA binding regulation of transcri nucleus
+ 141012597 141015362
+ 37402478 37404989 receptor activity protein transport integral to membrane
+ 158704100 158903263 transcription factor a intracellular signalingcellular component u
+ 100095008 100109285 amino acid-polyaminamino acid transport integral to membrane
+ 39379248 39385722
- 59176342 59204668
+ 66979393 66983261 calcium ion binding ciliary or flagellar moflagellum (sensu Bac
+ 56038902 56052679
- 56019581 56032341 methyltransferase acanti-apoptosis cytoplasm



+ 19474540 19619945
- 54624469 54636596 sodium-dependent p phosphate transport integral to membrane
- 25314046 25319291
- 16412651 16458638
- 88280819 88356440 ATP binding arginyl-tRNA aminoacylation
+ 9324850 9392417 protein binding embryonic development
- 147633779 147696420 calcium ion binding phospholipid scrambintegral to membrane
+ 71919268 71921303
- 35044351 35066482 transcription factor a regulation of transcri nucleus
- 93587021 93617311 ATP binding RNA metabolism cellular component u
+ 22316242 22357619 transporter activity transport integral to membrane
- 147392823 147451568 calcium ion binding blood coagulation integral to membrane
+ 101409252 101455451 hydrolase activity
+ 54420574 54467243 two-component senssignal transduction membrane
+ 102775731 102795969 nucleus
- 89170470 89181391 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 23850193 23860026
- 3791397 3852801 peptidase activity
- 5542080 5925659 integral to membrane
- 4467163 4517898
+ 4300631 4332599 hydrolase activity metabolism
+ 808901 815216 catalytic activity
+ 60688405 60690747 N-acetyltransferase atranscription initiationnucleus
- 150115671 150134118 N-acetylmuramoyl-L-defense response to intracellular
- 243434904 243497348 nucleic acid binding regulation of transcri nucleus
- 106961388 106987433 DNA binding regulation of transcription, DNA-dependen
- 43602680 43609442 serine-type endopeptidase inhibitor activity
+ 67366997 67422732 nucleocytoplasmic tr mRNA-nucleus exponuclear pore
- 65838533 65841091 calcium ion binding biological process unextracellular matrix (s
- 34473082 34561298 receptor activity angiogenesis integral to membrane
+ 48549671 48558568 receptor activity
+ 153152075 153168082 ammonium transporttransport integral to plasma me
- 5053652 5206167 oxidoreductase activ electron transport mitochondrial inner m
- 180788958 180805136 structural constituentprotein biosynthesis mitochondrial ribosom
+ 11841425 11842696 molecular function unknown
+ 25628104 25795084 calcium ion binding N-linked glycosylatio Golgi apparatus

RNA binding cell differentiation nucleus
- 24891580 24921425 strictosidine synthasebiosynthesis integral to membrane

+ 241228287 241238138 aminopeptidase activproteolysis and peptidolysis
- 55110979 55149121 protein binding negative regulation oendoplasmic reticulu
+ 21077500 21099431
+ 36534899 36637124 GTPase activator activity
+ 20819926 20843827 oxidoreductase activ electron transport mitochondrial inner m
+ 88103443 88108193
- 31285637 31290623 hydrolase activity, accarbohydrate metaboextracellular region
- 143819363 143820831 cytokine activity cell activation extracellular region
+ 10597228 10616232 signal transducer actpositive regulation of I-kappaB kinase/NF-

- 42173750 42249632 integral to membrane
+ 27417250 27441957 signal transducer actmicrotubule-based p microtubule



+ 55654955 55837773
- 64231645 64251134
+ 25149855 25164125 peptide-aspartate bepeptidyl-amino acid mintegral to endoplasm
- 47295847 47328009 transcription factor a regulation of transcri nucleus
- 66962093 66967509 actin binding
+ 30994519 31002212 ATP binding protein biosynthesis
+ 80591875 80746279 zinc ion binding regulation of transcri nucleus
- 175705670 175721373

- 72980360 72986232
+ 24487623 24544704

- 23473512 23659963 ATP binding cation transport integral to membrane
+ 47328337 47436431 ATP binding cation transport integral to membrane
- 38157904 38186492 DNA binding regulation of transcri nucleus

integral to membrane
- 3676869 3686347
- 49384842 49408477
+ 78858766 79031054 perception of sound
+ 66433713 66435598 DNA binding nucleus

+ 138569923 138701629
- 55687165 55756400 hydrogen-transportinATP synthesis coupl membrane
- 90403139 90405185 oxidoreductase activ electron transport mitochondrial inner m
- 86271935 86360348 signal transducer actintracellular signaling cascade

nucleic acid binding nucleus

- 44931757 44935916
+ 162306452 162665750 anion exchanger act anion transport integral to membrane

+ 18066526 18117016 LIM domain binding biological process unnucleus
+ 54722686 54738701 calcium ion binding endoplasmic reticulu
+ 15544053 15561963 DNA binding regulation of transcri nucleus
- 16395434 16413189 transcription factor a regulation of transcri nucleus
- 102525811 102714775 cysteine-type peptidaprotein sumoylation nucleus
+ 62554486 62563078 DNA binding regulation of transcri nucleus
+ 59618502 59639710 iron ion transporter airon ion transport integral to membrane
+ 63809906 63813539 molecular function unbiological process unintegral to membrane
+ 30403018 30419484 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 24511160 24532469 metal ion transportermetal ion transport membrane
- 15405107 15442811 integral to membrane
+ 203928918 203987466 monooxygenase actielectron transport
- 4451696 4464897 transcriptional represregulation of nitrogen utilization
- 54927420 54937112 integral to membrane
+ 104619262 104651643 arsenite methyltransfarsonoacetate metabcytosol
+ 75152916 75162890
+ 62280435 62294361



+ 935347 945556
+ 19141289 19651540 antiporter activity calcium ion transportintegral to membrane
- 34713582 34807895 catalytic activity cell differentiation cytoplasm
- 6461138 6486026 signal transducer actpositive regulation of I-kappaB kinase/NF-

manganese ion binding Golgi apparatus
- 116803698 117173186 protein binding cell adhesion membrane
- 1766246 1799450 exonuclease activity intracellular
- 44769532 44778158
- 93464516 93546792
- 130330932 130362727

- 31965419 32026133 RNA binding nucleus
- 42709158 42718017 molecular function unbiological process uncytoplasm
+ 44091244 44122196 amino acid-polyaminamino acid transport integral to membrane

- 3719940 3736225 ATP binding protein biosynthesis

+ 179854038 179937955 RNA binding regulation of transcri nucleus
- 62058498 62071662 DNA binding regulation of transcri nucleus
- 12547645 12582595 DNA binding regulation of transcri nucleus

structural constituent of cell wall

- 158023164 158121795

+ 157191198 157622514 DNA binding chromatin-mediated SWI/SNF complex
calcium ion binding

- 5667820 6005624 catalytic activity cell adhesion integral to membrane

+ 3775489 3796972 signal transducer actpositive regulation of I-kappaB kinase/NF-

- 57297512 57360159
- 17545583 17599449 receptor activity
- 43598052 43651642 binding
+ 39127813 39224632
+ 25504295 25928513 metabotropic glutam G-protein coupled re integral to membrane
- 71007936 71023222 molecular function unbiological process uncytoplasm



- 122806191 122834651 integral to membrane

ubiquitin-protein ligasubiquitin cycle intracellular
+ 62524807 62823827 GTPase activator activity

DNA binding DNA recombination
- 2167184 2186524

+ 109468429 109505706
+ 148296945 148324238 actin binding biological process unmyosin
- 105282660 105414451 ligase activity ubiquitin cycle intracellular
+ 7029643 7152911 GTPase activator activity
+ 109368574 109457895

- 20034632 20111511
integral to membrane

- 16464775 16497883 DNA binding regulation of transcri nucleus
- 156709904 156728459

+ 7252225 7263903 catalytic activity cell-cell adhesion integral to membrane
- 115807150 115938398 protein binding apoptosis axon
- 161457489 161600022 catalytic activity
- 90700297 90714877

- 88439392 88498853 protein binding

- 228840448 228957224 GTPase activator activity
- 109952987 110087983 signal transduction

catalytic activity
- 11170972 11234128 GTP binding
+ 61711023 61732079 DNA binding regulation of transcri nucleus
+ 134428074 134432009 calcium ion binding cell adhesion integral to membrane
- 115165675 115258150
+ 92869317 93243442

- 46674199 46877827 Rho GTPase activatoactin filament polymecytosol

- 24912550 25052550 protein binding
+ 1622260 1676694 DNA binding regulation of transcri nucleus
- 45218428 45264383 transporter activity transport membrane

- 224565569 224635551 phosphatidylinositol bbiological process uncytosol
+ 148067863 148077453 nucleic acid binding nucleus

DNA binding development nucleus



- 22812683 22825073 transcription factor a regulation of transcri nucleus
- 152588469 152616850 protein binding membrane
- 100073240 100105884 membrane

DNA binding
+ 39068510 39112883
+ 12914143 12928045 methyltransferase activity
- 121994581 122044081 calcium ion binding metabolism integral to membrane

- 66314505 66398056
+ 72209997 72216196

+ 58039436 58124183 binding mitotic chromosome condensation
DNA binding regulation of transcri nucleus

- 36457692 36462015 transcription factor a regulation of transcri nucleus
+ 38973919 38983464 protein transport membrane
+ 77713431 78058121 protein binding
+ 26538581 26703272 protein binding cell-cell adhesion integral to membrane
- 151777364 151804791 DNA binding regulation of transcri nucleus

- 135559212 135794463 nucleic acid binding nucleus

- 69172726 69580460 actin binding actin cytoskeleton or cytoplasm
+ 114916128 116318166 catalytic activity proteolysis and peptimembrane
- 170390092 170566817 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 114168161 114291615
+ 3816549 3864303 integral to membrane
+ 131111358 131229054 ATP binding chromatin modificationucleus

+ 61394982 61432728 structural molecule acell adhesion cytoplasm

+ 163540381 163555367 nucleic acid binding anti-apoptosis nucleus
- 123956252 123998547 ATP binding

- 24263287 24302634 DNA binding regulation of transcri nucleus
- 109752094 109790980 binding

+ 40183085 40209213
- 52391169 52407486
- 7303422 7328241

DNA binding protein ubiquitinationubiquitin ligase comp

- 54032166 54063670 lipid binding biological process unmembrane
- 18657624 18663520 oxidoreductase activ metabolism

+ 120486898 120652924 binding cytoplasm



- 113899611 113933508 acyltransferase activ metabolism integral to membrane

nucleic acid binding
- 122759932 122773333 DNA binding regulation of transcri nucleus
+ 64683618 64870757 calcium channel activcalcium ion transportintegral to membrane
+ 76379983 76571502 oxidoreductase activity

+ 73556588 73612616 nucleic acid binding

+ 75430816 75434444
+ 9112072 9135082 DNA binding regulation of transcri nucleus
+ 122611551 122630362 ATP binding

ATP binding DNA metabolism
- 118634298 118670969

- 35726863 35739225 beta-glucosidase actO-glycoside catabolisintegral to membrane

- 41727133 41756030 nucleic acid binding regulation of transcri nucleus
regulation of transcri nucleus

+ 75849263 75909855 transcription factor a regulation of transcri intracellular
+ 102722275 102735362 receptor activity cell differentiation integral to membrane
+ 140541163 140545979 calcium ion binding calcium-dependent cintegral to membrane

+ 119964176 119989678 methyltransferase acnucleobase, nucleos nucleus
- 63460877 63502463 protein binding cell adhesion membrane
- 41691688 41751659
+ 39006589 39109995 binding
- 97557788 97586230
+ 45663987 45774205 actin binding cytoskeletal anchorinPML body

+ 22370858 22497460 glucosidase activity carbohydrate metabointegral to membrane
- 72883918 72897254 low-density lipoprote biological process uncytoskeleton
- 19248321 19292307 RNA binding nuclear mRNA splici spliceosome complex
+ 173872289 173983214
+ 91721538 91732800 transcription factor a regulation of transcri nucleus
- 66875596 66877593 delta DNA polymerasDNA replication nucleus
+ 22518495 22533926 calcium ion binding
- 31873153 31882722 RNA binding nuclear mRNA splici nucleus
- 19849367 19871297 ligase activity ubiquitin cycle nucleus
- 166095771 166128328
+ 24394835 24427113
+ 157522149 157537673 receptor activity
+ 143171918 143180475
- 131062587 131077724 GTP binding small GTPase mediated signal transductio
- 31734053 31736489 molecular function unbiological process uncellular component u



+ 43518297 43553422
- 234371750 234379976 receptor activity fertilization (sensu Mextracellular matrix (s
+ 70915994 70927313 structural constituentbiological process unextracellular region
- 15885486 15906326 electron transporter aelectron transport endoplasmic reticulu
- 74360248 74453805 inorganic anion exchanion transport integral to membrane
+ 73423338 73468556 DNA binding regulation of transcri nucleus
+ 155954492 155984874 receptor activity
- 112720755 112732600

extracellular matrix sbiological process uncellular component u
+ 96899398 96992367 RNA binding mRNA processing nucleus
- 76801580 76807408 heme binding oxygen transport hemoglobin complex
+ 53699888 53707486 DNA binding cell differentiation nucleus
- 4583583 4589863 cytokine activity chemotaxis extracellular region
+ 43714547 43770770 disulfide oxidoreduct electron transport mitochondrion
+ 73034870 73051510 signal transducer actphototransduction integral to plasma me
+ 32755808 32764898 nucleus
+ 135007374 135022221 GTP binding endoplasmic reticulu
- 115729998 115767040 molecular function unbiological process uncellular component u
- 7774391 7775983 ER to Golgi transpor Golgi cis-face
- 10830920 10836190 DNA binding
+ 51183448 51209733 lipid binding lipid transport cytosol

catalytic activity
+ 36095466 36154627
+ 61798503 61827354 transcription factor a regulation of transcri nucleus
- 2884216 2895930 DNA binding regulation of transcri nucleus

- 112528347 112559942
+ 25933459 26009106 cell-cell adhesion integral to plasma me
- 17952795 17986521 DNA binding regulation of transcri nucleus
+ 31746134 31748043 molecular function unbiological process uncellular component u
+ 147794045 147821262 pyrophosphatase actbiological process uncytoplasm
+ 106769099 106853344 DNA binding regulation of transcri nucleus
- 146077336 146097632 DNA binding regulation of transcri nucleus
+ 71444452 71456671 molecular function unbiological process uncellular component u
- 49324085 49483144 GTPase activator activity
+ 109929344 109946584
+ 54840088 54853710

+ 84576235 84592712 deoxyribonuclease II DNA metabolism lysosome
cell-cell signaling

- 53894266 53901029
- 31324784 31370340

nucleic acid binding nucleus
+ 38419290 38421914 protein binding negative regulation omicrotubule cytoskele

- 75061419 75071521
+ 31782659 31793674
- 11274644 11274953 molecular function unbiological process uncellular component u



- 34100366 34169088 intracellular transpor intracellular protein t intracellular
- 202335125 202388923 protein binding
- 361860 371908 protein binding cell adhesion integral to plasma me
- 123891388 123899817 cytokine activity lymph gland develop nucleus
- 104513878 104515016 cysteine protease inhinflammatory respon intracellular
+ 32706622 32809568 sugar binding integral to membrane
+ 59158105 59177951 structural molecule acalcium ion transportintegral to membrane
+ 59107882 59138080 voltage-gated calciumcalcium ion transportintegral to membrane
+ 59187353 59207730 structural molecule acalcium ion transportintegral to membrane
- 395715 407397 transmembrane receptor activity integral to membrane
+ 52410487 52439123 peptidase activity proteolysis and peptidolysis
+ 186786732 186830877 SUMO-specific proteproteolysis and pepti nuclear pore
- 57159405 57181880 DNA binding regulation of transcri nucleus
- 199591886 199628028 protein binding
- 138578819 138581321
+ 100140007 100157498 integral to membrane
- 45762075 45795904
+ 51979768 51987221
- 153298209 153308077 molecular function unbiological process uncellular component u
- 99427170 99436960
+ 132395083 133207766 protein transport exocyst
+ 58004823 58021563 calcium ion binding cell adhesion integral to membrane
+ 140305724 140326701 sugar binding biological process uncellular component u
- 53240154 53321902 integral to membrane
+ 108061512 108088957 choline transporter a acetylcholine biosynt integral to membrane
+ 153402158 153408590 hyaluronic acid bindi cell adhesion extracellular matrix (s
- 50170109 50204773 protein binding signal transduction
+ 126349323 126402111 DNA binding DNA methylation
+ 27754995 27800494 structural constituent of ribosome mitochondrion
+ 73102986 73130119
+ 201579693 201594155
- 82650153 82675025
- 3075166 3088532 ubiquitin-protein ligasprotein ubiquitinationnucleus
+ 85763425 85811798 DNA binding
- 100208864 100985609 heparanase activity biological process unintracellular
+ 27186199 27205140 carboxypeptidase A proteolysis and peptidolysis
- 20806446 20944455 hydrolase activity
+ 44521410 44542130 GTP binding protein biosynthesis
+ 177616263 177625501 signal peptidase acti signal peptide procesendoplasmic reticulu
+ 85785614 85866757
+ 104766620 104802046
+ 141536044 141661309
+ 42807901 42813080 potassium channel aion transport integral to membrane
+ 37024413 37101777 ATP binding
+ 198529 205108
+ 12013788 12026366
+ 50750072 50757545
- 71903496 71916902 G-protein-coupled reactivation of MAPK extracellular region
+ 173163963 173543625 metallopeptidase actcell differentiation intracellular
- 70364432 70399282 nucleic acid binding
+ 129355140 129610183 GTP binding protein biosynthesis cytoplasm



+ 3175700 3248071 RNA binding
+ 37222726 37232995 calcium ion binding protein folding endoplasmic reticulu
+ 71434322 71628435 regulation of GTPase activity
+ 184955594 185009893
+ 37895610 38230375 DNA binding
- 22525950 22549192
- 3214690 3390217 transporter activity transport integral to membrane
+ 128842203 128917136
+ 15528529 15543888 chymotrypsin activityproteolysis and peptidolysis
+ 2153997 2175303 isomerase activity L-serine metabolism
+ 153424812 153442391 hyaluronic acid bindi cell adhesion membrane
- 6659455 6661150 structural constituentprotein biosynthesis ribosome
- 120058561 120091808
+ 49701993 49733965 ligase activity protein ubiquitinationubiquitin ligase comp
- 43369641 43734828 receptor activity mitotic chromosome condensation
- 76962770 76993657
- 10660859 10687814
+ 19215486 19297594 intracellular signaling cascade
+ 95264544 95328320
+ 58668827 58679085 blood coagulation
+ 35351479 35379073 integral to membrane
- 26901121 26911099 nucleic acid binding biological process unintracellular
+ 61054503 61070392 transporter activity transport integral to membrane
- 7959215 8009646 electron transporter aelectron transport endoplasmic reticulu
- 44428097 44468678 apoptosis cytoskeleton
+ 151160511 151257072 manganese ion binding Golgi apparatus
- 159753113 159759621
- 101413608 101435870 ATP binding regulation of transcription, DNA-dependen
+ 778647 788073 ATP binding DNA replication DNA replication facto

- 9883398 9895740 protein binding apoptosis cytosol
- 44010699 44034240 DNA binding regulation of transcri nucleus
+ 23673448 23677757 calcium ion binding
- 61136013 61138360
- 171714784 171724218 structural constituentprotein biosynthesis mitochondrial ribosom
- 118455382 118481246
- 13898999 13922779
- 61643019 61680555 DNA binding regulation of transcri nucleus
+ 43996723 44010067 nucleus
+ 57948950 57955954
- 32266521 32271278 GTPase activator ac immune response cellular component u
- 31708554 31725923 calcium ion binding antibiotic biosynthesiGolgi cis cisterna
+ 47040863 47048235 transcription factor a regulation of transcri nucleus

71845820 71851651
+ 53637092 53645179 transcription factor a regulation of transcri nucleus

transcription factor a regulation of transcri nucleus
+ 22436839 22442472 transcription factor a regulation of transcri nucleus
- 113792277 113794932
- 31150319 31153778 DNA binding regulation of transcri nucleus
- 42094393 42172660 DNA binding regulation of transcri nucleus
- 50286040 50292257 ATP binding



+ 26309546 26641411 integral to membrane

+ 52994582 53000742 protein binding cytokinesis nucleolus
- 78792099 78877924 nucleic acid binding
- 2842731 2848144 chymotrypsin activityproteolysis and peptidolysis
- 39904289 39906113 3-oxoacid CoA-trans metabolism mitochondrion
+ 32478209 33340702 DNA binding regulation of transcri nucleus
+ 43486643 43487486 molecular function unbiological process unnucleus
- 84122645 84212967 nucleoside binding transport membrane
- 69712422 69726897 catalytic activity biosynthesis cellular component u
- 32160580 32210182 Golgi apparatus
- 82874374 82915233 intracellular signaling cascade
+ 242436229 242470393 galactosylceramide sbiosynthesis Golgi apparatus
- 120843597 120862094 molecular function unbiological process unintegral to membrane
+ 69415895 69568836 calcium ion binding basement membrane
+ 168660586 168886303 calcium ion binding extracellular matrix (s
- 111528597 111782909 binding biological process uncytoplasm
+ 42901749 42927431 actin binding cell-matrix adhesion cytoskeleton
+ 53189742 53220217
- 127261076 127264953 integral to membrane
+ 99645974 99661022 integral to membrane
- 64849349 64894738
- 185910857 185912492
- 92718303 92720995 apoptosis
- 218964421 218982719 integral to membrane
- 103539998 103623474 metal ion transportermetal ion transport integral to membrane
- 77609040 77616969 FAD binding tRNA processing
- 38974113 38994433 GDP binding RNA splicing cytoplasm
+ 54309468 54313528 protein binding exocytosis membrane
- 17108844 17472239
+ 45778391 45793511
- 162949096 163000546 ATP binding regulation of apoptosintracellular
- 15090292 15112631 nucleic acid binding endosome transport endosome
- 67920024 67921999 protein transport Golgi transport comp
+ 17488793 17521401 binding cell cycle nucleus
- 176565572 176565968
+ 96241023 96279394 aminopeptidase activproteolysis and peptidolysis
+ 91872953 92040806 calcium ion binding antibiotic biosynthesicytoplasm

- 190440765 190451895 O-sialoglycoprotein eproteolysis and peptidolysis
+ 84684033 84730788
- 42881138 42901776 binding negative regulation ocellular component u
+ 20306425 20308945 nucleic acid binding spermatid developm extracellular region
- 76560640 76564787 molecular function unbiological process unnucleus
- 105712469 105734563 molecular function unbiological process unintegral to membrane
- 99208072 99248155 binding mitotic chromosome nucleus
- 22085512 22332476 ATPase stimulator a negative regulation oendoplasmic reticulu
+ 152936460 152960607 receptor activity cell differentiation integral to membrane
- 68163718 68168301 ligase activity protein ubiquitinationubiquitin ligase comp
- 72258862 72282245
+ 124240491 124256572 receptor activity cell differentiation integral to membrane



+ 175782879 175796788 ATP binding chaperone cofactor dendoplasmic reticulu
+ 2195495 2199414
- 35445511 35507969 protein modification
- 38434774 38516066 GTP binding immune response
+ 59953637 59971840 receptor activity signal transduction integral to membrane
+ 22492587 22507753 protein binding
- 48058 62591 copper ion binding
- 28400708 28411904 nucleic acid binding regulation of transcri nucleus
- 96082978 96112673 two-component senstwo-component signal transduction system
+ 30584127 30589629
- 219354092 219362286 ligase activity protein ubiquitinationubiquitin ligase comp
+ 55533047 55535484 DNA binding regulation of transcri nucleus
- 172645624 172908027 ligase activity protein ubiquitinationnucleus
- 20251014 20340840 protein transport nucleus
+ 103051114 103062555
- 56152313 56168864 GTPase activator activity
- 20739211 20772485 intracellular signaling cascade
- 28339089 28365579
- 649334 829760 electron transporter aelectron transport
- 138310312 138561882
+ 54704790 54717887 nucleic acid binding nucleus
- 124741954 124758311 nucleic acid binding nucleus
+ 38867273 38956253 N-acetylgalactosami carbohydrate metaboGolgi apparatus
- 236979833 237101430
+ 69968468 70018378 protein binding cell differentiation nucleus
- 177544111 177547028 protein binding cell differentiation nucleus
- 40492313 40537022 nucleic acid binding electron transport nucleus
+ 66777773 66872288 protein binding membrane
+ 145924777 146017486
- 22586708 22594875 calcium ion binding cell adhesion integral to membrane
- 44235782 44313741 calcium ion binding cell adhesion integral to membrane
+ 188859256 188886599 signal transducer actsignal transduction
+ 70042439 70623235 manganese ion binding Golgi apparatus
- 84103564 84139104 protein binding
- 141013152 141040593 regulation of GTPase activity
+ 23293020 23301682 DNA binding regulation of transcri nucleus
- 43480110 43519695
- 111999741 112024397
+ 9666211 9719069 phosphoprotein phosprotein amino acid dephosphorylation
- 111882616 112017111 calcium ion binding
- 113734049 113763175 enzyme binding autophagy cytosol
+ 104246059 104256985 actin binding cell organization and biogenesis
+ 37475944 37493693 DNA binding transcription nucleus
+ 117291675 117318249
+ 74621868 74633339 binding
- 719771 730998
- 114180049 114196662 metal ion binding integral to membrane
+ 59660848 59671280 integral to membrane
- 15065023 15081820 nucleic acid binding protein biosynthesis mitochondrial small r

+ 69789245 69822617 motor activity dynein complex



- 2782789 4839736 integral to membrane
+ 1230940 1232555 chymotrypsin activityproteolysis and pepti extracellular region
- 81009640 81094275 nucleic acid binding
- 15147855 15185624 structural molecule amicrotubule cytoskel microtubule
- 10171190 10174103 MHC protein binding T cell activation integral to membrane
+ molecular function uncell differentiation nucleus
+ 99854783 99857649 structural molecule activity integral to membrane
- 99923616 99930873
+ 20211977 20220200 calcium ion binding lipid catabolism extracellular region

- 13854167 13877909
+ 48633204 48642035 calcium ion binding
- 2410466 2437778 DNA binding regulation of transcri nucleus
+ 2769372 2795377 hydrolase activity protein amino acid d integral to plasma me
- 25757489 25803239 DNA binding development nucleus
+ 100215809 100260948 tetracycline:hydrogentetracycline transportintegral to membrane
+ 139810275 139811390 molecular function unspermatid developm nucleus

140397315 140398380
- 140061116 140062166 molecular function unbiological process unnucleus
- 39113094 39124134 protein binding protein transport Golgi apparatus
- 18247561 18248828 GTP binding SRP-dependent cotr integral to membrane
+ 139810275 139811391 molecular function unspermatid developm nucleus
+ 232476666 232498939 signalosome comple
- 1373524 1404693 nucleic acid binding
+ 40508820 40558085 regulation of GTPase activity
+ 20527978 20535032
+ 160002613 160030206 transporter activity transport integral to membrane
+ 128026049 128056134 oxidoreductase activity
- 31408315 31427207
- 46812732 46846048 protein complex assemitochondrion
+ 217348665 217376124
- 47087993 47224622 actin binding cell cycle cytoskeleton
+ 22002659 22017835
- 139176734 139216327 NAD+ ADP-ribosyltraprotein amino acid A nucleus
- 28101474 28304445 sugar binding
+ 47266357 47277541 nucleic acid binding nucleus
- 137021994 137144058 DNA binding regulation of transcri nucleus
+ 32961195 32993572
- 37627268 37649457
- 125115257 125158620 copper ion binding electron transport
- 34663049 34772603
- 2763970 2769332
+ 111255474 111261908 molecular function unbiological process unnucleus
+ 177490633 177508084 nucleus
+ 173241087 173601189
- 85121987 85146317 catalytic activity metabolism
- 109871962 109883883 SH3 domain binding aromatic compound cytoplasm
+ 86965592 86976516 exonuclease activity intracellular
+ 88962152 88989580
+ 56983923 56997536
+ 70519805 70604362 GTPase activator activity



+ 696122 717726 receptor activity integral to membrane
- 843638 960983
+ 40643525 40651305
- 100550083 100558465
+ 26244834 26289441 receptor activity
- 132499229 132575342 ATP binding
+ 86859350 86914090
+ 120955145 121131937 protein binding intracellular signaling cascade
- 42249554 42533019 calcium ion binding muscle developmentmyosin
+ 227421557 227443212
+ 9937752 9977979 magnesium ion bindiNAD biosynthesis nucleus
+ 22911857 22915452 cytokine activity inflammatory respon extracellular region
+ 99070286 99108824 monooxygenase actielectron transport endoplasmic reticulu
- 43498165 43502792 fatty acid biosynthes endoplasmic reticulu
- 27626401 27629737 integral to membrane
- 107223347 107745010 ubiquitin cycle
- 52311661 52328133 acyltransferase activity membrane
+ 160394516 160449851 ubiquitin-protein ligasprotein ubiquitinationintegral to membrane
+ 45979560 45988210 hydrolase activity, accarbohydrate metabolism
+ 112877308 112958878 ATP binding development
- 44619875 44713505 symporter activity ion transport integral to membrane
- 62099096 62115592 nucleic acid binding nucleus
- 219230222 219274211
+ 1456175 1461412
+ 192368367 192377797 DNA binding
+ 101660302 101665228 ATP binding
- 2527529 2561470 methyltransferase acnucleobase, nucleos nucleus
- 54166770 54269422 DNA binding regulation of transcription, DNA-dependen
- 45098773 45162918 integral to membrane
- 60881821 60887282 calcium ion binding cell adhesion integral to membrane
+ 60895033 60937747 RNA binding mRNA processing nucleus
- 119903567 119917020
+ 170221599 170659623 GTP binding protein transport cytoplasm
- 98705376 98807575 nucleic acid binding regulation of transcri nucleus
+ 93783834 93830931 transferase activity
- 26983587 26995670 integral to membrane
+ 68425637 68461635 cation diffusion facilitcation transport apical plasma memb
- 49174972 49178758

GTPase activator activity
- 97494050 97607246 binding
- 44189409 44203134 structural constituentprotein biosynthesis ribosome
+ 66211789 66230663
- 52533442 52544110
+ 2974674 2976895 structural constituent of ribosome mitochondrion
- 43679396 43682337 structural constituentbiological process unmitochondrial small r
- 36590465 36599062 structural constituentprotein biosynthesis mitochondrial small r
+ 105113023 105174935 structural constituentprotein biosynthesis intracellular
+ 34367692 34437198 structural constituentprotein biosynthesis mitochondrion
- 95174826 95209628 structural constituentprotein biosynthesis mitochondrion
+ 137722180 137722843 structural constituent of ribosome
+ 17794589 17798148 structural constituentmorphogenesis mitochondrial ribosom



- 71406318 71413069 structural constituent of ribosome
- 1851498 1852946 structural constituentprotein biosynthesis mitochondrial large ri
+ 17277476 17278652 structural constituentprotein biosynthesis mitochondrion
- 65959881 65962880 structural constituentprotein biosynthesis intracellular
- 148545197 148549113 structural constituentprotein biosynthesis mitochondrion
- 48638159 48647930 G-protein coupled re cell adhesion integral to membrane
+ 56301312 56306200 GTPase activator ac regulation of transcri intracellular
- 86352779 86476435 receptor activity
+ 56505700 56594666
+ 203825978 203908223
+ 224647638 224657929 double-stranded RNARNA processing mitochondrion
- 121240974 121275897 protein transport membrane
- 33451351 33463941
+ 86426712 86712216
- 224225669 224229847
- 10524760 10537702
- 118749870 118768850 RNA binding mRNA catabolism, ncytoplasm
+ 114065179 114089383 RNA binding mRNA catabolism, ncytoplasm
- 121514152 121536426
+ 12785811 12790489
+ 12851206 12856030
+ 150513639 150559632
+ 109729315 109732967
+ 40584871 40598445 DNA binding regulation of transcri nucleus
+ 48047559 48207276

- 37142086 37249612
- 57084300 57100059 DNA binding regulation of transcri nucleus
- 11874047 11898779 endonuclease activit DNA repair
- 52864534 52876059 binding
+ 146248629 146252219
+ 179170866 179195296 phospholipid binding biological process unmembrane
+ 28627660 28647435
- 916855 943161 DNA binding cell cycle nucleus
- 30753752 30798715
- 63287019 63301389 transcription factor a regulation of transcri nucleus
+ 125786999 125857945
- 77404409 77411934 protein binding potassium ion transpmembrane
- 30450280 30453695 DNA binding regulation of transcri intracellular
- 43526069 43531264 calcium ion binding integral to membrane
+ 711158 712590
- 3119012 3133295
- 1761897 1763141 structural constituent of ribosome mitochondrion
+ 63778668 63785415
+ 149458252 149472886
+ 134239950 134597753
+ 15644917 15668984 monooxygenase actielectron transport endoplasmic reticulu
+ 22523612 22551944 glucose transporter acarbohydrate transpointegral to membrane
- 198417117 198475580 RNA binding cell differentiation
+ 9950789 9961712 calcium ion binding
+ 20648371 20651218 structural constituent of ribosome



+ 3136005 3185414 mannose binding cell adhesion cytoplasm
+ 93562476 93585027 cysteine-type peptidaubiquitin cycle
+ 148717801 148729408
- 10894445 10900357
+ 30569741 30575234
+ 39574851 39595370
- 134307791 134312702 carboxy-lyase activity
+ 42309321 42342427
+ 66381548 66384521
- 25844642 25869991
- 31009676 31013777 oxidoreductase activ negative regulation oendoplasmic reticulu
- 12702454 12706529
+ 5330970 5334852 cell cycle chromosome, perice
- 104172997 104182343
+ 147951589 147954687 ion channel activity
+ 705173 707479 cell differentiation
- 88598781 88604030 protein binding cytoplasm
+ hydrolase activity DNA repair intracellular
+ 70331039 70376608 ATP binding nucleus
+ 31619434 31626244
+ 48792383 48795995 nucleic acid binding nucleus

+ 15481746 15502140 calcium ion binding
+ 42537960 42552626 retinol binding transport intracellular
+ 153863504 153915052 molecular function unbiological process uncellular component u
+ 4255690 4274838 molecular function unbiological process unintracellular
+ 14141545 14160180 integral to membrane
+ 53915971 53922172 transcription factor a regulation of transcri nucleus
- 52874712 52877879 transcription factor a regulation of transcri nucleus

transcription factor a regulation of transcri nucleus
+ 3014093 3017751 kinase activity
+ 7020720 7034588 nucleic acid binding regulation of transcri nucleus
- 2554247 2593124 metallopeptidase actproteolysis and peptimembrane
+ 37791295 37853322 kinase activity

- 16303501 16308752 GTP binding small GTPase mediated signal transductio

- 26164227 26169113 transcription factor a cell differentiation nucleus
- 80175344 80183261 chromatin binding regulation of transcri chromatin
+ 121213107 121216963 galactosyltransferaseprotein amino acid g membrane
- 219927009 219935636 beta-galactosidase acarbohydrate metabobeta-galactosidase c
- 112794437 112796104 DNA binding
+ 41119861 41127935 integral to membrane
- 77993807 77996351
- 2200802 2211122
- 46531916 46582818
- 45934399 46012304 protein carrier activityintracellular protein t integral to membrane
+ 99918089 100066378
+ 29735332 29738935
- 150477856 150482316 MHC class I recepto antigen presentation MHC class I protein c
+ 66120254 66138189 DNA-directed RNA polymerase activity



+ 200645545 200654345
- 31321685 31330093
- 126814633 126819605 Golgi apparatus
- 227348724 227421319 binding
- 110004743 110018606 receptor activity integral to membrane
- 118840905 118859617
+ 213974671 215100728 flagellum
- 53450613 53458494
- 4344545 4406572 Golgi apparatus
- 220229182 220233943 N-acetylgalactosaminyl-proteoglycan 3-beGolgi apparatus
- 110091759 110156464 ATP binding cysteinyl-tRNA aminoacylation
+ 105743212 105846389 peptidase activity apoptosis integral to membrane
- 153520166 153523996 structural constituentprotein biosynthesis intracellular
- 103595345 103741786
- 20571248 20579960 signal transducer actpositive regulation ofubiquitin ligase comp
- 128415026 128501097
- 78086430 78131315 ubiquitin-protein ligasprotein ubiquitinationnucleus
+ 102926183 102968871
+ 109514661 109549650
+ 8180256 8233302 transcription factor a lipid biosynthesis endoplasmic reticulu
- 226764127 226820102
+ 125604329 125637750
- 8087070 8147144
- 49645105 49653047
+ 79974276 80152050 ligase activity fatty acid metabolism
+ 40783417 40830853 contributes_to acetylN-terminal protein amcytoplasm
+ 32824701 32827576
- 159612795 159672151 cytokinesis nucleus
+ 28804143 28965334 transcription factor a regulation of transcri nucleus
+ 50381927 50428901
+ 43009 47443 protein modification
- 31044984 31272664 manganese ion binding Golgi apparatus
+ 151865535 151883346
- 122314386 122351174 integral to membrane
+ 147942203 147945298
+ 72055234 72068672 receptor activity membrane
- 148364376 148422880 binding
+ 17198054 17201027
+ 147058270 147066400
- 80209625 80342046 GTP binding protein biosynthesis
- 119322696 119441511
+ 126672695 126770528 calcium ion binding cell adhesion membrane
+ 175085973 175119234 dipeptidase activity proteolysis and peptidolysis
- 27760156 27763530
- 44788594 44809192
+ 40411046 40418640
- 4786969 4792675
- 115179042 115258461 sulfuric ester hydrolametabolism
+ 76580289 76588527 molecular function unknown nucleus
+ 56053336 56078406 integral to membrane
- 49798523 49810344 calcium ion binding



+ 39126009 39140072

+ 56592805 56613022
+ 1523658 1545580

hydrolase activity ubiquitin cycle intracellular
- 48905561 48954523
- 46343341 46386041 binding

- 123941535 123995340
+ 54997667 55040484 ATP binding nucleus
+ 96215213 96238085 zinc ion binding
- 38436887 38488815
+ 49998569 50173933 NAD+ ADP-ribosyltraprotein amino acid A nucleus
+ 113287928 113319733 integral to membrane

+ 118544649 118559933
- 63329508 63353957 nucleic acid binding nucleus
- 158461399 158700045
- 170211775 170255829 ATP binding apoptosis
+ 121984233 121989468 oxidoreductase activ protein metabolism
- 17768020 17856708 ATP binding DNA repair chromosome
- 117398256 117465589
- 18208222 18216893
+ 157772965 158065385 metal ion binding integral to membrane
- 124141603 124175509
- 94943357 94946180
- 87552405 87580857 electron transport integral to membrane
- 99401518 99410867 3'-phosphoadenosinebiosynthesis Golgi apparatus
+ 115258300 115289956 queuine tRNA-ribosyqueuosine biosynthesis
- 26744497 26767741 nucleic acid binding nucleus
- 37937706 37942939
+ 96132133 96164047 glycoprotein endo-alpcarbohydrate metabolism
+ 98649535 98690929 manganese ion binding Golgi apparatus
+ 74606107 74614544
+ 73027421 73029850 nucleus
- 40507269 40874500 nucleic acid binding nucleus

- 77943388 77969751 oxidoreductase activ protein metabolism
+ 66268782 66367375
+ 101630529 101660847
- 6519475 6548847
+ 17527510 17554965 lipopolysaccharide biosynthesis
- 105990113 106034618 ATP binding
- 23719445 23727835 binding protein transport cytoplasm
- 144537314 144923761 transferase activity
- 40921991 40925191
- 48448590 48456523
+ 56701301 56724306 leucyl aminopeptidasprotein metabolism cytoplasm
+ 42591322 42595178 ligase activity
- 178223836 178397715 regulation of transcri nucleus
- 65280422 65334038 catalytic activity protein transport



- 121874761 121905592
- 55431264 55448568
- 30442828 30445411 DNA binding transcription from RNDNA-directed RNA p
+ 84179084 84198617

+ 26421410 26440350 DNA binding regulation of transcription, DNA-dependen
- 23521983 23560128
+ 36441810 36459577
+ 40592869 40652928
- 77824887 77963367 ATP binding asparaginyl-tRNA amcytoplasm
- 19202189 19219083 transcription factor a regulation of cell cyc transcription factor co
+ 35772115 35783930 protein binding potassium ion transpmembrane
+ 55072640 55083812 GTPase activator activity
- 26250130 26257379
- 75240976 75244675 ATP binding protein folding
- 84047467 84176836 ligase activity protein modification
- 168441122 168528478 zinc ion binding intracellular
+ 32896656 33211796
- 44777820 44816400
+ 62690944 62697860 DNA binding regulation of transcri nucleus
+ 29249968 29318324
+ 11824388 11846070 catalytic activity metabolism
+ 72892243 72905148 sugar binding integral to membrane
- 21437653 21767820 nucleic acid binding nucleus
- 780475 786221 L-glutamate transporL-glutamate transporintegral to membrane
- 82776512 82796085 molecular function unknown
- 5720836 5748547 intracellular signaling cascade
- 78380599 78391188 nucleic acid binding nucleus
- 51240131 51276294
- 30979672 30993005 nucleic acid binding nucleus
+ 50274386 50286622 protein binding spliceosomal snRNPcytoplasm
+ 217252056 217260890
- 60656167 60664824 catalytic activity metabolism
- 149760113 149767055 GTP binding
+ 65790912 65795407 apoptosis cytoskeleton
- 32220167 32289515
+ 134237325 134264851 electron transporter aelectron transport
- 94068600 94443105
- 113027160 113057718
+ 77778834 77940711 transcription factor a regulation of transcri nucleus
- 1247242 1272350 zinc ion binding cytoskeleton
- 95725588 95762710
- 237014793 237198092 ATP binding
- 171039732 171070420
+ 39947814 40673597 metabolism
+ 55398696 55505610 ATP binding myosin
- 18125070 18134381 GTP binding small GTPase mediated signal transductio
+ 83239631 83253416 protein binding
- 94727617 94855955 actin binding integral to membrane
- 115616315 115638563
- 111162218 111247515



+ 46678943 46684037 DNA binding regulation of transcri nucleus
+ 31377817 31385988 binding
- 69974926 69998264 transferase activity, tmetabolism integral to membrane
- 45171967 45212785
- 219084067 219109839
+ 209512371 209552641
+ 106987547 107102451 S-adenosylmethionine-dependent methyltransferase activity
- 166556350 166635855 binding
+ 71651973 71691792
- 56958542 56973626 DNA binding
- 88685575 88707352 extracellular matrix (s
+ 137881253 138006413 histone-lysine N-met chromatin modificationucleus
- 99273562 99375797
+ 2928561 2946176 frizzled signaling pat nucleus
- 27315207 27519850
- 63010263 63018093 nucleic acid binding nucleus
- 66990594 67102591
- 91116792 91206027
+ 44500753 44911380
+ 130231989 130242281
- 122448244 122571217
- 172005267 172116126
+ 63463043 63481020 N-acetyltransferase activity
+ 35214084 35250547 protein dimerization activity nucleus
+ 27122316 27140544
+ 38916977 38920755 protein binding spliceosomal snRNPcytoplasm

ATP binding protein amino acid phosphorylation
+ 117890462 117933829 ATP-dependent peptATP-dependent prot ubiquitin ligase comp
+ 19375272 19417579 integral to membrane
+ 64655574 64873406
- 219765552 219851028 electron transporter aelectron transport
- 47637720 47692878 carboxypeptidase A proteolysis and peptidolysis
- 62275012 62278190 DNA binding regulation of transcri nucleus
- 225068920 225092216
- 848721 904101 metal ion binding integral to membrane
- 33524814 33544185 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 89519159 89584352
+ 104211159 104226790
+ 68158636 68270400
+ 118561404 118566128 guanylate cyclase inhcGMP-mediated signcytosol
+ 582596 592824 integral to membrane
- 228052384 228069525 integral to membrane
- 801449 802749
+ 62230968 62234644 intracellular signaling cascade

- 5425061 5436793 GTP binding microtubule-based mmicrotubule
- 243589333 243593669 DNA binding regulation of transcri nucleus
+ 75895345 75907375 rRNA processing
+ 122258682 122335639
- 41266205 41276902
+ 72200042 72228329



+ 122680570 122717828
+ 110776222 110810017
- 60926778 60953849 nucleic acid binding
+ 104222118 104311708

GTPase activator activity
+ 92476627 92565750
+ 106978536 106993975 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 22020328 22023813 hydrolase activity
- 28823243 28844033 GTPase activator ac endocytosis
+ 133861843 133879319 catalytic activity L-serine biosynthesis
- 40456239 40493912 ATP binding
+ 88099127 88147966 nucleic acid binding nucleus
- 13904166 13910289
- 156631456 156655727
- 26830683 26882725
- 14547863 14612058
+ 92049877 92225085 GTPase activator ac endocytosis cellular component u
- 62922931 62930795 DNA binding regulation of transcri nucleus
- 121578961 121622256
+ 31975639 32020387
+ 245342280 245353464 nucleic acid binding nucleus

+ 30420915 30422611 hydrolase activity tRNA processing nucleus
+ 57122499 57140817 nucleic acid binding regulation of transcri nucleus
+ 36354130 36443329
+ 172204493 172240144 electron transport integral to membrane
+ 70713380 70743447 porin activity integral to membrane
+ 3448078 3476953 N-acetyltransferase activity
+ 18902830 18981998 integral to membrane
- 2284857 2355155
+ 180258764 180310510 integral to membrane
+ 21481902 21514551 disulfide oxidoreduct electron transport
+ 26183148 26246421 ATP binding protein folding mitochondrion
+ 48776613 48781177 protein binding
+ 57106927 57111051
- 241545455 241551442
+ 102637303 102648588 translation elongation factor activity
+ 32032137 32039519 RNA binding RNA modification
+ 35653745 35707433 actin binding cell adhesion cytoskeleton
+ 224762070 224764557
+ 26169652 26173260
- 185016371 185026067
- 176863357 176869459 insulin receptor binding
- 122410171 122443081
- 35568183 35692097 calcium ion binding homophilic cell adhe membrane
- 75075295 75080793 actin binding cytoskeleton
- 16523583 16544193 transport integral to membrane
- 72180869 72187169
+ 144444970 144451539 nucleic acid binding nucleus
- 49782932 49848697 2-hydroxyglutarate d electron transport
- 104199583 104201290



+ 26442943 26481935 transferase activity metabolism
+ 115501202 115532181 protein binding
+ 117813153 117815083
+ 24397834 24595167 integral to membrane
- 10661491 10780696
- 102767078 102780869 protein binding

- 153026279 153030916 receptor activity integral to membrane
- 6418218 6432798
- 12662631 12692703
+ 130088462 130142840 DNA binding apoptosis cytoplasm
- 111441842 111455323
+ 48027307 48031950 heat shock protein b protein folding
- 409223 457918 ATP binding

microtubule motor acmicrotubule-based mdynein complex
- 83938219 84077104 iron ion binding fatty acid biosynthes endoplasmic reticulu
+ 30702631 30720425
- 148681892 148759466
- 68303098 68410227 signal transducer actpositive regulation of I-kappaB kinase/NF-
- 12321184 12337447 DNA binding regulation of transcri nucleus
+ 120222746 120531448
+ 102574161 102750995
- 100070692 100113215 S-adenosylmethionine-dependent methyltransferase activity
- 34813861 34835563
- 168275042 168298395 binding cytoskeleton
- 101177742 101205426 heat shock protein b protein folding
- 84338546 84440893
+ 65552638 65566552 hydrolase activity
- 58163316 58188596 nucleic acid binding nucleus
+ 138275778 138331801 binding
- 105632291 105667956 nucleic acid binding
- 161551578 161553425

+ 71117229 71124124

+ 17076200 17342674 aspartic-type endopeproteolysis and peptidolysis
- 229426616 229701827 integral to membrane
- 66819950 66827637 nucleic acid binding
+ 25098203 25326535 GTP binding
+ 64956627 64997648
- 124681015 124703763 ATP binding
- 38791008 38856607
+ 83825266 83848539 DNA binding
- 55743882 55777377 nucleus
- 171297359 171382218 DNA binding development nucleus
- 15860174 15942525 calcium ion binding
+ 184505280 184614605
+ 90650796 90761449 mitochondrion
- 110927213 111009317 binding
+ 99248757 99320950 protein modification
- 35208795 35227569 disulfide oxidoreduct electron transport



+ 41213013 41264631
+ 277892 283506 molecular function unbiological process unintegral to membrane
- 112199291 112235645 integral to membrane
- 5244206 5326623 ubiquitin cycle
+ 45797977 45853711 receptor activity development membrane
+ 2818332 2829501 DNA binding regulation of transcri nucleus
+ 166254396 166362710 apoptosis nucleus
- 18368604 18370885
+ 67625389 67627446 structural constituentprotein biosynthesis intracellular
+ 38485703 38487800
- 197531463 197616846 hydrolase activity
- 77655448 77661157 integral to membrane
- 60223258 60225144
+ 172116233 172164175

+ 170008048 170020601
+ 124329226 124380307
+ 147335486 147337440 metalloendopeptidase activity extracellular matrix
+ 219943469 219962415 GTP binding microtubule-based mmicrotubule
- 22553828 22555620
- 63180528 63208125 DNA binding regulation of transcri nucleus
+ 130655932 130664529
+ 42617457 42672733
+ 47608128 47632658
+ 178255521 178292816 nucleic acid binding nucleus
- 57208389 57223429 DNA binding regulation of transcri intracellular
- 135129689 135131354
+ 73391271 73393884
+ 60223300 60244080
- 36805409 36831152 growth factor activity
+ 161877648 161878935 GTP binding small GTPase mediated signal transductio
- 47095580 47117989 G-protein coupled re neuropeptide signalinintegral to membrane
- 62900841 62904874 helicase activity
- 67705043 67742006 two-component senstwo-component signaGolgi apparatus
+ 72397963 72415534
+ 73586209 73602546
+ 151959432 151970518 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 151907340 152034441
+ 7859389 7872908
+ 167636330 167699602
+ 84656978 84675382
+ 37672458 37675554 nucleic acid binding nucleus
- 127962526 127970028 electron transporter acell redox homeostasis
- 115027438 115035340
+ 79336312 79616366 cell communication extracellular matrix (s
- 63794586 63824549
- 106168277 106269313 isomerase activity carbohydrate metabolism
- 75763475 75812605 electron transporter aelectron transport
+ 37609245 37619069 nucleic acid binding nucleus
+ 61861540 61916616 asparaginase activityglycoprotein catabolism
- 66419562 66425301 DNA binding



- 72709952 72775413 molecular function unknown
+ 48829192 48905021

+ 129244165 129310058
+ 26946409 27052802
+ 9287249 9363854 intracellular signaling cascade
+ 153111151 153135872
+ 2450146 2454964
- 31925712 31964788 ATP binding myosin
- 45815100 45859385 protein phosphatase inhibitor activity
- 87007445 87038461
- 33476014 33490095
- 66988405 66993319
+ 81828405 81842287
+ 120300621 120324875 ubiquitin-protein ligasprotein ubiquitinationnucleus
+ 65384524 65390482 crossover junction enDNA metabolism nucleus
- 55001960 55008280
+ 70650064 70697314 ATP binding glycolysis

- 42642191 42743138 catalytic activity aromatic compound metabolism
- 38482002 38510186 oxidoreductase activ metabolism
+ 231888883 232035415
- 122945834 122982043
- 99999575 100010107
- 35332104 35333593
- 105917333 105982110
- 114920530 114947786 N-acetyltransferase activity
+ 198143736 198165357 polyketide synthase antibiotic biosynthesis
+ 45858595 45907197 catalytic activity metabolism
+ 147272992 147292820 ATP binding electron transport
+ 31100428 31399259 ATP binding
- 159992225 160044845
+ 73265680 73316427
+ 101667742 101682883
+ 178910192 178969618 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 30336597 30355571 oxidoreductase activ metabolism
- 220881432 220914053
- 77117387 77129845
- 198161524 198184014 RNA binding
- 41852113 41856476 RNA polymerase II trRNA elongation fromnucleus
+ 69027156 69306451 guanyl-nucleotide ex intracellular signaling cascade
+ 135687766 135763306 centrosome
- 114188162 114230630
- 35094119 35105893
- 43764164 43959172 calcium ion binding
+ 65701415 65739941 molecular function unknown
- 117366849 117376392 hydrogen-transportinATP synthesis coupl proton-transporting tw
+ 20995336 21033493 DNA binding regulation of transcri nucleus
+ 30904032 30907972 3-beta-hydroxy-delta C21-steroid hormoneendoplasmic reticulu
- 7179851 7187872 adenyl-nucleotide ex mitochondrial matrix mitochondrial matrix
- 41924495 42063785 calcium ion binding adult heart developmexternal side of plasm



+ 62921187 62947252
+ 233323828 233372990 calcium ion binding
- 24163896 24181874
+ 48926816 48940484
+ 17292543 17301910 actin binding regulation of transcri cytoskeleton
+ 151768889 151778660 oxidoreductase activ Mo-molybdopterin cofactor biosynthesis

- 103283127 103540099 growth factor activity membrane

+ 69990418 70123454 DNA binding

+ 173248794 173319916 nucleic acid binding
+ 28425737 28442502 transcription factor a regulation of transcri nucleus
- 105750948 105770071 DNA binding negative regulation ocellular component u
- 43277278 43288239 nucleic acid binding nucleus
- 139695886 139795777
- 50719790 50777635
+ 131080271 131094632 isomerase activity tRNA processing nucleus
+ 150355249 150362480 MHC class I recepto antigen presentation MHC class I protein c
+ 150377299 150383375 MHC class I recepto antigen presentation MHC class I protein c
+ 61996961 62035838 heat shock protein b protein folding membrane
- 20407313 20560602 calcium ion binding
- 52264015 52269468
+ 42644519 42668349 acyltransferase activ lipid catabolism integral to membrane
+ 31059067 31075176 catalytic activity
+ 206317918 206344060 integral to membrane

+ 23653860 23664290
+ 28200365 28205833 transcription factor a regulation of transcri nucleus
- 22051477 22055393 receptor activity
- 76362634 76378995
+ 93548048 93615012 NAD+ ADP-ribosyltraprotein amino acid A Golgi apparatus
- 30146021 30151607 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 5500569 5560398
+ 71779033 71792350 receptor binding cell proliferation external side of plasm
+ 56655964 56739965
- 8071864 8092087

molecular function unbiological process uncellular component u
+ 39925823 39951776 transcription corepre chromatin modificationucleus
- 110317717 110355946
- 4396260 4408790 molecular function unbiological process uncellular component u
- 228375430 228408231 carrier activity transport integral to membrane
- 99072870 99193760 porin activity spermatogenesis integral to membrane
- 103300864 103305733 transcription factor a regulation of transcri nucleus
+ 138020677 138057427 membrane
- 33941330 34015709 exocytosis cytoskeleton

- 31939174 31954736
- 31841494 31852535 molecular function unbiological process uncellular component u



+ 31799139 31800830
- 31794403 31797489
- 31752439 31759796 sugar binding
+ 30632641 30639477 nucleic acid binding
- 39875095 39918028 DNA binding DNA methylation
+ 12501027 12549811 endonuclease activit mRNA processing tRNA-intron endonuc
- 38356070 38385546 ATP binding alanyl-tRNA aminoacylation
+ 105063997 105067584
+ 176806401 176815889
- 73975313 74029640
- 7641641 7748940 serine-type endopep hyaluronan metabolism
+ 75784395 75801848 endoplasmic reticulu
+ 141468507 141513128 signal transducer actpositive regulation of I-kappaB kinase/NF-
+ 21570522 21575477
- 19678614 19680929 DNA binding regulation of transcri chromosome
- 79392062 79403579 cholesterol binding lipid transport
- 59126993 59131217 zinc ion binding
+ 120152984 120155924
- 46552165 46561877
+ 68016063 68055208 electron transport integral to membrane
- 145969311 145976469 DNA binding regulation of transcri nucleus
- 62170896 62177350
+ 80086454 80302866

+ 175579785 175628174
- 23431773 23440185 DNA binding regulation of transcri nucleus
+ 35966103 36114386 DNA binding intracellular
- 52582492 52689750 hydrolase activity lipid catabolism
+ 101781798 101813513 binding
+ 58103224 58145089 DNA binding regulation of transcri nucleus
+ 34368923 34383457 lipid binding lipid transport cytoplasm
+ 34438418 34450030 high-density lipoprotelipid metabolism extracellular region
- 245314401 245329905

protein binding membrane
DNA binding regulation of transcription, DNA-dependen

- 176615916 176692525

- 32224118 32227698 integral to membrane
+ 32241920 32243711 hydrolase activity protein modification lysosome
+ 179493050 179530245 lyase activity diaminopimelate biosynthesis
- 113063482 113082305 chymotrypsin activityproteolysis and pepti integral to membrane
- 39009215 39011116 connexon channel accell communication connexon complex
- 55612309 55628935 left-handed Z-DNA bbiological process uncellular component u
+ 44771685 44798390 sugar porter activity carbohydrate transpointegral to membrane
- 104480042 104496447 binding folic acid transport integral to membrane
- 309355 490685 galactose binding antibacterial humora cytoplasm
- 1371001 1398002 integral to membrane
+ 440279 481386 transferase activity phosphatidylserine b integral to membrane
- 50990808 51010417
- 32815070 32829966
+ 105421229 105438092 calcium ion binding lipid catabolism integral to membrane



+ 29565901 29621029 D-alanyl-D-alanine endopeptidase activity integral to membrane
- 1447268 1742077 nucleus
- 45746800 46052516 cell-matrix adhesion integral to membrane
- 44867850 44948816 amino acid-polyaminamino acid transport integral to membrane
+ 50776685 50792512 arsenate reductase (DNA replication endoplasmic reticulu
+ 44699820 44703165 extracellular matrix (s
- 74823333 74914515 glycerophosphodiestglycerol metabolism
+ 147743738 147802592 ubiquitin cycle nucleus
+ 59869122 60046012 nucleic acid binding
- 27149732 27171820 intracellular signaling cascade
- 55312515 55414356 signal transducer actpositive regulation of I-kappaB kinase/NF-
- 16655528 16768724
- 73900943 73934288 Ran guanyl-nucleotidbiological process uncellular component u
- 143519025 143530355
- 63658172 63690460

- 45142687 45196518
- 224888113 224901252 ligase activity protein ubiquitinationnucleus
- 96793542 96827675 mannose binding ER to Golgi transpor ER-Golgi transport ve
+ 181087815 181329810
- 49741256 49763600
+ 17827149 17898862 protein binding
- 71681119 71823216 ATP binding
- 122951331 122953262
- 29996418 30003544
- 70438940 70532438
+ 12829881 12835664 lipid binding lipid transport extracellular region
+ 13719752 13735106 response to virus cellular component u
- 66265940 66310720 oxidoreductase activ electron transport
- 56029347 56220301 structural molecule acell adhesion cytoplasm
- 110992294 111008815 calcium ion binding lipid catabolism extracellular region
+ 128213193 128232566
+ 30366047 30394538
+ 54084790 54166770
+ 148397734 148484628 protein binding intracellular signaling cascade
+ 36988368 37015113 ATP binding tRNA aminoacylation for protein translatio
- 147003927 147021533 phosphatase inhibitor activity cytoplasmic membra
- 20556789 20585823
- 135047292 135310302
+ 6086679 6144104 catalytic activity metabolism
- 48781944 48855029 binding
+ 231555132 231569467 integral to membrane
+ 82204046 82269364 integral to membrane
+ 87397686 87403166 DNA binding DNA replication nucleus
+ 102811587 102815338 insulin-like growth fa regulation of cell growextracellular region
- 67515150 67528169
+ 71251 74392 protease inhibitor actdefense response to extracellular region
+ 54673453 54681879 IgE binding extracellular region
- 179600657 179654210
- 181818893 181857740 RNA binding tRNA processing nucleus
- 99708794 99721553 transcription factor a regulation of transcri nucleus



+ 85983450 85995880 autophagy membrane
cell cycle

+ 55139810 55273235
- 24813144 24827382 molecular function unbiological process uncellular component u
- 86109027 86126998
+ 20725333 20768487 exonuclease activity intracellular
- 75303301 75304801
+ 263047 455252 GTP binding
- 180562730 180564783 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

- 149352877 149360410 DNA binding regulation of transcri chromosome, perice
- 42829547 42870939 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 70747128 70909762 transporter activity transport integral to membrane
- 45672942 45735409 receptor activity integral to membrane
- 68565766 68685790 receptor activity integral to membrane
+ 88814225 88833269
+ 115906064 115946517 development integral to membrane
+ 100322220 100327322 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 9756789 10272296 inositol or phosphatidphospholipid dephosphorylation
+ 127629712 127651198 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 141670190 141684750 development membrane
+ 77045206 77241756 sialyltransferase acti protein amino acid g Golgi apparatus
- 36450336 36451239 structural constituentbiological process unextracellular region
+ 10856035 10865199 molecular function unknown integral to membrane
+ 102780985 102790987 cation transporter ac cation transport membrane
- 57899283 57924947 DNA binding regulation of transcri nucleus
+ 55013357 55032049
- 145225528 145231081 kinase activity nucleus
+ 124711037 124719249 regulation of actin filacytoskeleton
- 153505485 153510778 exonuclease activity nucleus
+ 65792680 65801539 DNA binding intracellular protein transport
- 64515488 64537688
- 43585923 43589011
+ 10673130 10685040 queuine tRNA-ribosyqueuosine biosynthe ribosome
+ 77244187 77253692 nucleic acid binding
- 101360271 101370090 binding transport integral to membrane
- 1827975 1836432 catalytic activity

cytokinesis
+ 12938014 12977533 protein transport
+ 19872786 19906766 DNA binding regulation of transcri intracellular
+ 103976132 103979332 fatty acid biosynthes endoplasmic reticulu
+ 3264002 3265985
+ 26290585 26292154 nucleus
- 144457710 144458447 nuclear mRNA splici spliceosome complex
+ 74593902 74596726
- 13129027 13139952
+ 51334146 51338372
+ 129009178 129053051 binding transport integral to membrane
- 42408682 42438856 pseudouridylate synt tRNA processing
- 70710499 70763525 transcription factor a regulation of transcription, DNA-dependen
+ 17816923 17860897



- 137390544 137391295 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 3518857 3519707
- 6828253 6830686 molecular function unbiological process uncellular component u
- 176666817 176671487
+ 61356859 61385124 protein binding positive regulation of integral to membrane
- 102885231 102946382 transferase activity carbohydrate biosynthesis
- 3441821 3451621 binding mitotic chromosome condensation
+ 87208604 87281000 GTPase activator activity
- 197324699 197370692 ATP binding
- 125268590 125278315 isomerase activity tRNA processing nucleus
- 145526934 145530751 transcription factor a regulation of transcri nucleus
- 17323263 17349137
+ 37340434 37371192 binding
- 22749594 23019177 N-acetylgalactosami carbohydrate metaboGolgi apparatus
+ 773318 774922
+ 131001465 131028093 calcium ion binding
+ 73181454 73232945
- 12797296 12807230
- 1496199 1500092 Rab GTPase bindingprotein transport late endosome
+ 44937071 45008760 intracellular protein t Golgi cis-face
- 118716835 118722580 transmembrane recedevelopment integral to membrane
- 150215820 150217736 protein modification integral to membrane
+ 70344050 70360684 DNA binding
- 102912455 102926389 hydrolase activity
- 10618688 10625432 DNA binding regulation of transcri nucleus
+ 54860210 54868984 apoptosis
+ 46514488 46517443 integral to membrane
- 34404838 34435062 integral to membrane
+ 44813091 44889290
- 23260963 23275829
- 128335435 128358664
+ 31806745 31813238
- 34883914 34897952

zinc ion binding nucleus
+ 48584602 48614588 receptor activity
+ 81445998 81450427
- 14600564 14856902
+ 48941864 48958501 oxidoreductase activ metabolism
- 12978632 13083710
- 11316381 11361663
+ 11225904 11227105 membrane

+ 11471452 11476259
+ 11263320 11333576
- 6644024 6675784 structural molecule amicrotubule cytoskel microtubule
+ 60726801 60920733 actin binding cell adhesion actin cytoskeleton
- 123729462 123766114 NAD+ ADP-ribosyltracell migration nucleus
+ 28270147 28293143 cell cycle arrest nucleus
+ 76059397 76108095 extracellular region
- 149605376 149737747
- 82713388 82736265 oxidoreductase activ metabolism



+ 2856659 2868441
- 140811769 141537860
+ 139719978 139734770 antiporter activity anion transport integral to membrane
- 70692565 71356697 calcium ion binding
+ 80397718 80470088 nucleus
+ 133444029 133526858 integral to membrane
+ 63730788 63747939 protein binding cell adhesion cytoskeleton
- 63747847 63750198 transferase activity, t tRNA splicing
+ 6419113 6455255 structural molecule acell adhesion actin cytoskeleton
+ 83411112 83500614 extracellular region
- 30011136 30015022
- 29943249 29949405 integral to membrane
+ 56135362 56138056 growth factor activity extracellular region
+ 16417736 16448201 binding transport integral to membrane
+ 81303629 81586524 autophagy

DNA binding chromosome organizchromosome
+ 99463470 99467895 integral to membrane
+ 53640873 53648966 nucleus

- 29361738 29532539 amino acid-polyaminamino acid transport integral to membrane
- 36443664 36444633 structural constituentbiological process unextracellular region
+ 46835711 46944908 ATP binding ATP-dependent proteolysis

metabotropic glutam G-protein coupled re integral to membrane
- 7167554 7172733 intracellular transpor transport cytoplasm
- 66189046 66201851 RNA binding nuclear mRNA splici nucleus
+ 64910698 64937569 binding cytoskeleton
+ 102309278 102334156 binding
- 39390459 39398294 potassium channel aion transport integral to membrane
- 46375449 46390607 transporter activity transport integral to membrane
+ 139636125 139678600
+ 61532490 61637178 transporter activity transport membrane
- 10064012 10074425
+ 105290006 105313976 molecular function unbiological process unintracellular
- 29550181 29789188 binding
+ 1492475 1516848 ATP binding protein folding mitochondrion

- 159368676 159391607
- 75260958 75268604 integral to membrane
- 22781070 22783148
- 24065429 24069013 GTP binding protein transport Golgi apparatus
+ 182435339 182891736 ATP binding blood coagulation membrane
- 29012533 29047448 PDZ domain binding biological process unmicrovillus
+ 111551567 111594072 oxidoreductase activ carotene metabolismintracellular
- 46578571 46600366 mitotic chromosome condensation
- 38967480 38973168
- 17221848 17236544
- 91370997 91371216
+ 77219764 77226189
- 140662379 140663616 L-ornithine transportemitochondrial ornithinintegral to membrane
- 2702423 2710553 chymotrypsin activityproteolysis and peptidolysis
+ 167709002 167743402



- 15638135 15641097

- 95014413 95044416 structural constituentprotein biosynthesis intracellular
+ 186506432 186660267 signal transducer actintracellular signaling cascade
- 108349180 108377822 ion channel activity potassium ion transpmembrane
- 174089851 174341703 binding
- 147985789 148224591 binding
- 36435804 36436980 molecular function unbiological process unkeratin filament
- 36418301 36418892 structural molecule activity keratin filament
- 36408972 36409664 structural molecule activity keratin filament
+ 36642240 36643231 keratin filament
- 36724696 36725473 intermediate filament
+ 37991172 38043509 integral to membrane
+ 227780465 227796721 DNA binding DNA repair
+ 44775224 44810176 oxidoreductase activ signal transduction
+ 77212524 77987130
+ 151747212 151784725 ribosome binding regulation of protein cytoplasm
- 125569931 125620492
- 61858739 61903116
- 109897060 110796298 serine-type peptidaseproteolysis and peptimembrane
- 203519748 203531889 receptor activity
+ 102450175 102451468
- 43742667 43745461
- 64553522 64555322
- 3156063 3166373 inorganic anion exchanion transport integral to membrane
- 93663873 93665676 response to pest, pa integral to membrane
+ 28893649 28903364 tetracycline:hydrogentetracycline transportintegral to membrane
+ 224834 256119 cell-matrix adhesion integral to membrane
- 51605928 51608681
- 102768135 102872363 actin binding vesicle-mediated tranclathrin coat of trans-
- 92979532 93436221
- 116944658 117107512
- 120048750 120066245 sugar binding
- 117276569 117305306 chymotrypsin activityproteolysis and pepti integral to membrane
+ 184453746 184473880 beta-galactosyl-N-accentral nervous systeintracellular
+ 2837027 2904090 extracellular matrix ccell adhesion extracellular matrix (s
- 29680608 29779584
+ 154623405 154693848
+ 74560539 74564536
+ 91802759 91811492
- 76888006 76957072 electron transporter aelectron transport
+ 41039663 41049331 cell adhesion integral to membrane
+ 27332863 27347032
+ 175213868 175223441
- 6189152 6212451
- 147720425 147800652 bile acid:sodium symsodium ion transport membrane
+ 941943 950549
- 48267556 48285621
+ 109276317 109401877 binding
- 147483614 147506425
+ 45940950 45963860



- 71781726 71815356
- 44043297 44046208
- 164749853 164752595 oxidoreductase activity mitochondrion
+ 14691689 14789546
- 40663710 40666702 protein binding biological process uncellular component u
- 37779753 37857919
- 66254350 66258129
+ 25467959 25537617
- 135728218 135830163 ATP binding
- 146160965 146177582 zinc ion binding ubiquitin cycle
+ 98966284 99000061 GTP binding small GTPase mediacytoplasm
- 103700830 103824900 cation transporter ac cation transport
+ 100789377 100820636
+ 134268708 134324287 protein binding positive regulation ofcellular component u
- 8460940 8473495
- 148587803 148607105 DNA binding nucleus
- 105052543 105100881 DNA binding protein ubiquitinationubiquitin ligase comp
- 122608073 122659407 neuropeptide Y rece G-protein coupled re integral to membrane
- 98735505 98742528 transcription factor a regulation of transcri nucleus
+ 11978102 12054642 transcription factor a regulation of transcription, DNA-dependen
+ 190131664 190165770
- 133759683 133861624 acyl-CoA dehydroge electron transport

ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 158008925 158026160 receptor activity anion transport mitochondrial outer m
+ 72904077 72913550
+ 125964505 125990326
- 66892020 66902349

- 75631098 75708503
- 84739276 84763435

- 91092879 91199692 DNA binding regulation of transcri nucleus
+ 31036487 31050206 chromatin binding chromatin assembly chromatin
- 65243617 65244985
+ 111409983 111453486 nucleus

catalytic activity
- 28509155 28558808 regulation of transcription, DNA-dependen
+ 55612125 55673941 defense response to pathogen
+ 16468223 16493160
+ 69152139 69285138 receptor activity integral to membrane
- 99997439 100017997 copper ion binding membrane
+ 113015843 113051639 DNA binding transcription nucleus
- 34674339 34707972 SH3/SH2 adaptor acB cell mediated imm cytoplasm

- 665618 672973 integral to membrane
- 39464583 39680547 ATP binding chromatin assembly chromatin
+ 30584279 30705241
+ 37110632 37348143 DNA binding regulation of transcri nucleus
+ 109052487 109227045
+ 13646792 13707707 catalytic activity nucleotide-sugar metabolism



- 85264922 85271484 integral to membrane
+ 81254791 81375412
- 62151815 62173162
- 98933836 99016979
- 21750393 21854896 cysteine-type endopeprotein modification
+ 9875801 9878155 thioredoxin-disulfide spermatogenesis cytoplasm
- 80121182 80125416 calcium ion binding MAPKKK cascade ubiquitin ligase comp

- 52715758 52739966 DNA binding regulation of transcri nucleus
+ 42516228 43069807
- 42565187 42591020 binding

GTPase activator activity
- 674702 680401
- 46405497 46428729 molecular function unbiological process uncellular component u
+ 19379955 19383445
- 199104258 199175184
+ 4590085 4596154
+ 27714179 27717235
+ 179150948 179189540 calcium ion binding
+ 56286226 56322867
+ 2145799 2168130 ligase activity activation of MAPKK ubiquitin ligase comp
+ 145231392 145234503 regulation of transcri nucleus
+ 85036692 85045235
- 145525261 145526372
+ 227526277 227687096
- 194640605 194755398 ATP binding cation transport membrane
+ 80633177 80644871 nucleic acid binding

+ 13736345 13746095 GTP binding translational initiationeukaryotic translation
- 6425039 6431639
- 43208986 43214542
+ 198965034 198999494
+ 139155589 139204232
+ 94040329 94057110
+ 66711985 66922788 phosphate transport cytoplasm
+ 127106699 127235380 small GTPase regulator activity
- 139486737 139551495 transporter activity transport integral to membrane
+ 2923150 2939811
- 55817047 55833114 calcium ion binding transport integral to membrane
- 102438030 102468079
+ 108801042 108818588
- 12660730 12668432 ubiquitin cycle
- 1380212 1382449
+ 112221905 112314239 oxidoreductase activ metabolism
- 142945279 142959431
+ 6323443 6326040
- 83782782 83801455
+ 5264241 5276918
+ 113058266 113062848
+ 92938054 92955119
- 41304224 41335460 RNA binding nucleus



+ 32414681 32443292
- 57670444 57684754 GTP binding
+ 9533823 9577099 binding transport integral to membrane
- 49435383 49441725 nucleus
- 72539898 72542432 heat shock protein b protein folding
- 96787883 96855417
- 73366790 73372011 peptidase activity proteolysis and pepti extracellular region
- 13366436 13441402 ion channel activity
+ 190871186 190890441
+ 26322081 26351051 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 153065811 153075310
+ 229393104 229420954 ATP binding
- 65520592 65526154 DNA binding protein biosynthesis
+ 916091 942271
+ 99195919 99207116 metal ion binding integral to membrane
+ 241459732 241577179 calcium ion binding muscle developmentmyosin
+ 242361445 242388884 DNA binding negative regulation of cell proliferation
+ 54158084 54159093 calcium ion binding
+ 185450150 185459248 S-adenosylmethioninbrain development cytoplasmic vesicle m
+ 12641583 12647645 kinase activity
+ 82158277 82182727
+ 117847922 117853376
+ 41505902 41519055
- 64803108 64810800
- 35138936 35140314
- 33773323 33787482
+ 127905815 128161942
+ 63750337 63754063
- 54581463 54607964
+ 39587142 39608910 apoptosis cytoplasm
+ 31075016 31092356 transcription factor a regulation of transcri nucleus
- 1327994 1333838
+ 4683716 4685846
- 809883 951117
+ 33706516 33732627 protein translocase aintracellular protein t mitochondrial inner m
+ 35365367 35409624
+ 38178979 38185142
- 8017284 8020442
- 49921309 49942261 molecular function untransport
- 7700729 7701897 mRNA processing nucleus
- 130812045 130816152
+ 384938 422065
+ 101019370 101380136

RNA binding mRNA-nucleus exponucleus
- 54437324 54497773 DNA binding regulation of transcri nucleus
- 9924043 9937092 beta-catenin binding development
- 109549304 109592996 cation channel activitcation transport membrane
- 8482223 8485032 nucleic acid binding nucleus
+ 631849 638475
+ 82106537 82117809
+ 92970524 93030717 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp



+ 103099083 103128261
- 39444082 39447871 signal transducer actpositive regulation of I-kappaB kinase/NF-
- 11524861 11526181
- 74052787 74098798 GTP binding protein biosynthesis mitochondrion
- 67920024 67931014 protein transport Golgi transport comp
- 624430 626317
- 76408287 76418786 DNA binding
- 36532868 36533945 keratin filament
+ 36636425 36637429 keratin filament

S-adenosylmethionincoenzyme biosynthesis
- 47142427 47154995 regulation of GTPase activity
- 44154082 44154881 nucleus
+ 42871189 42994084 microtubule binding Golgi organization anGolgi membrane
+ 106140630 106153123
+ 139534926 139603556 rhodopsin-like receptG-protein coupled re integral to membrane
+ 43510054 43512937 nucleus
- 2719023 2856711
+ 57592932 57613468 nucleic acid binding regulation of transcri nucleus

+ 99181232 99205364 scavenger receptor activity membrane
+ 26742767 26886401 calcium ion binding

phosphoprotein phosphatase activity cytoskeleton
+ 2115147 2181014 histone-lysine N-met chromatin modificationucleus
+ 102746954 102757575 cell cycle cytoplasm
- 64651328 64658579 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 14661912 14693708 DNA binding electron transport intracellular
+ 27717543 27757613 DNA binding regulation of transcri nucleus

+ 60606352 60677062 integral to membrane

- 3571183 3585620 protein binding
- 63974692 64333129 structural molecule activity
+ 126654513 126824807 structural molecule activity
- 8036286 8120730 calcium ion binding extracellular matrix (s
+ 170533475 170631868 carbohydrate metabolism

- 23107087 23117834 integral to membrane
DNA binding regulation of transcri nucleus

- 37594631 37599739 molecular function unbiological process unendoplasmic reticulu
+ 5879297 5923829 ATP binding DNA replication
+ 23560307 23588683 cytoskeleton
- 170967414 170970385 protein binding
- 47583012 47586279
+ 9907271 9911029
- 112689672 112728881 nucleic acid binding nucleus
- 57355092 57388493 transcription factor a development nucleus
+ 9295927 9315519 nucleic acid binding regulation of transcri nucleus

118988122 118993589 transcription factor a regulation of transcri nucleus



+ 34674386 34889739

- 45179070 45184188
- 45177156 45179316

+ 67132092 67144320 protein binding
+ 61205013 61276819
- 102736016 102737262 structural constituent of ribosome mitochondrion
+ 28357342 28378304 scavenger receptor aregulation of transcri membrane
- 148383869 148419229 integral to membrane
+ 33462258 33478317
- 76016113 76106388 protein binding cell cycle membrane
- 99835257 99904252 protein transport outer membrane
+ 32610179 32611810
+ 55156541 55160345 copper ion binding biological process uncytoplasm
- 126284171 126414273 amino acid-polyaminamino acid transport integral to membrane
+ 29618029 29640160 lysozyme activity cell wall catabolism extracellular region
- 110102644 110581403 carboxy-lyase activitycell adhesion cytoplasm
+ 1341932 1353352 transferase activity

+ 170569188 170574433 nucleic acid binding regulation of transcri nucleus
- 39793885 39806803 5'-nucleotidase activ nucleoside metaboliscytosol
+ 61809834 61837938 nucleic acid binding intracellular
- 106881623 106962068 beta-galactoside alphgrowth Golgi apparatus

nucleic acid binding nucleus
- 125799684 126375615 PDZ domain binding hemopoiesis extracellular region

DNA binding regulation of transcri nucleus
+ 132071687 132147773 structural molecule aaxonogenesis anchored to plasma 
+ 144604895 144612904 integral to membrane
- 116044573 116154505
+ 113546125 113549656 interleukin-1 recepto inflammatory respon extracellular region
+ 94282852 94302750 tetracycline:hydrogentetracycline transportintegral to membrane
- 36664032 36674103 molecular function unbiological process uncellular component u
- 74364943 74384516 calcium ion binding lipid catabolism extracellular region
+ 75157455 75190225 diacylglycerol O-acyl triacylglycerol biosyn membrane fraction
- 49132863 49163612 cholestenol delta-iso sterol metabolism endoplasmic reticulu
+ 147672182 147675672 serine-type endopeptidase inhibitor activity
+ 79651598 79653414
- 4793205 4837285 phosphogluconate depentose-phosphate shunt
+ 20580250 20582226 endonuclease activit defense response to extracellular region
+ 121783952 121836811
- 32160672 32176474 nucleus
+ 20142460 20154506

+ 69538999 69641464 kinase activity
- 109956502 109958820 hormone activity cell proliferation extracellular region
- 22756499 22826988 signal transducer actbiological process uncellular component u
- 55609472 55824368 calcium ion binding ubiquitin cycle
+ 67201831 67250270 signal transducer actprotein ubiquitinationmicrotubule



- 26061939 26078263 signal transducer actprotein ubiquitinationcytoplasm
+ 38415436 38450474 molecular function unbiological process uncellular component u
- 120329712 120413926 DNA binding regulation of transcri nucleus
- 46222626 46374726 antiporter activity ion transport Golgi trans face
+ 44044432 44062145 1-aminocyclopropaneamino acid metabolism
- 35802956 35805042 hydrolase activity mitochondrion
- 34369016 34387849
- 3290065 3321787
+ 127949393 127965612
+ 108578877 108580171
- 71248473 71269014 isomerase activity L-methylmalonyl-CoAmitochondrion
+ 90660908 90662540 connexon channel accell communication connexon complex
- 73957275 74070969 calcium ion binding muscle developmentmyosin
+ 4104628 4124048 DNA binding regulation of transcri nucleus
+ 24462673 24751561 ATP binding nucleus
+ 29689351 29696461 cytochrome-c oxidascellular respiration inner membrane
+ 17309378 17314530 GTP binding tRNA modification
+ 45475808 45522699 1-aminocyclopropanebiosynthesis
- 102370419 102371951
- 140544930 140558984
+ 4423254 4453220

- 35078689 35086546 hydrolase activity GPI anchor biosynth endoplasmic reticulu
+ 29841527 29903597
- 6850362 6852713 molecular function unintracellular signalingcellular component u
+ 44893181 44937060 ligand-dependent nu fatty acid metabolismnucleus
+ 75366587 75370926 DNA binding chromatin assembly chromatin
+ 70352841 70403239 carboxypeptidase acproteolysis and peptidolysis

- 33347885 33450206 alpha(1,3)-fucosyltra L-fucose catabolism Golgi apparatus
- 65739506 65742392 galactosyltransferaseprotein amino acid g membrane
- 57066361 57083009 nucleic acid binding regulation of transcri nucleus
- 3627369 3732524
+ 55410031 55415858
+ 18165049 18168548 integral to membrane
- 145660015 145661657 zinc ion binding
- 42879115 42902531 DNA binding regulation of transcri nucleus
+ 47945131 47953380 GTP binding microtubule-based mmicrotubule
+ 207944555 207994271
- 6142301 6161830
- 100133313 100164931 FAD binding carotenoid biosynthesis
- 117809065 117811130
- 77469438 77474701 transcription factor a regulation of transcri chromatin
- 55992772 55999786
+ 84814831 84884205 acyltransferase activ metabolism
- 102792183 102811831 tetracycline:hydrogentetracycline transportintegral to membrane
- 41070982 41085045

- 116124102 116148914
+ 219298136 219327409 calcium ion binding intracellular signaling cascade
+ 131194677 131214201 hydrolase activity integral to membrane



- 107126544 107184045 oxidoreductase activity
+ 6485050 6487342 electron transporter aelectron transport
+ 9933781 9950313 receptor activity
- 68363285 68379380
+ 128174826 128177635
- 11821894 11887052
- 105138803 105146213
- 51977571 51983070 catalytic activity nucleus
- 243789663 243821086 nucleic acid binding regulation of transcri nucleus
- 3720092 3723219 transcription factor a regulation of transcri nucleus

+ 45461637 45463440

- 40180221 40189191 transcription factor a nuclear mRNA splici snRNP U2
+ 47574313 47579609
- 133403978 133406173
- 180615993 180620725 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 42290996 42310790
- 76827919 76831431 nucleic acid binding nucleus
+ 199006454 199086766
- 19120359 19174676 protein binding
- 99148949 99169157 nucleus
- 74612883 74621778
- 170283472 170306119 oxidoreductase activ metabolism
+ 127481748 127559877 electron transporter aelectron transport
- 48761561 49223406 carboxypeptidase A proteolysis and peptidolysis
+ 54798296 54802545 nucleic acid binding
- 95235273 95247137 DNA binding regulation of transcri nucleus

+ 120527194 120542658
- 63716708 63722733 DNA binding regulation of transcri nucleus
+ 40089902 40104720 integral to membrane
- 125577518 125586751 RNA binding RNA processing
- 128562704 128565962 metal ion binding integral to membrane
- 227279600 227311012
- 48787066 48845165 D-alanyl-D-alanine e proteolysis and pepti integral to membrane
- 69928452 69933951 amino acid permeas amino acid transport integral to membrane
+ 64234651 64238244
- 3078895 3082862 transcription factor a regulation of transcri nucleus
- 43095732 43122569 transferase activity
+ 5976354 6019561 ATP binding DNA repair nucleus
- 75693058 75711764
+ 128878806 128913904
- 89502854 89567897 ATP binding
+ 123997980 124009440 DNA binding nucleus
+ 20145377 20609121 receptor activity development integral to membrane
- 100054189 100092488 binding
+ 115638862 115753466 electron transporter aelectron transport
+ 28869818 28885266 protein modification
- 38061745 38154709
- 7641641 7701620 serine-type endopep hyaluronan metabolism



+ 31783468 31843736 DNA binding regulation of transcri nucleus
- 70434759 70440852
+ 112529044 112590861 integral to membrane
+ 41788060 41811338 DNA binding regulation of transcri nucleus
- 133435817 133459058 nucleotide-sugar trannucleotide-sugar tranintegral to membrane
+ 108635291 108671019
- 60794557 60802703 nucleic acid binding regulation of transcri cytoplasm
- 68715099 68740013
- 41630417 41672177 DNA binding regulation of transcri nucleus
- 51744664 51759405 kinase activity
- 129398504 129439197
- 130807454 130843791
- 120938140 120939927
- 20997027 21014961 GTP binding protein transport Golgi apparatus
- 124301411 124322798 binding
+ 112086274 112092839
+ 30378327 30397678
+ 38886723 38894059 ubiquitin-protein ligasprotein ubiquitinationnucleus
+ 73590415 73702393 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 62961823 63042070 cysteine-type endopeautophagic vacuole fcytosol
+ 1306009 1329427 molecular function unbiological process uncellular component u
- 24966121 24968613
+ 16105837 16130375 intracellular signaling cascade
- 82987017 82998515
+ 163690176 163723105 DNA binding nucleus
+ 107668763 107684603 hydrolase activity aromatic compound metabolism
+ 144206200 144226634
- 158500957 158559678 catalytic activity
+ 144751363 144753627 nucleic acid binding nucleus
+ 52582256 52595871
- 35885625 35911341 intracellular signaling cascade
+ 55455996 55630205 motor activity myosin
+ 12271945 12337267
+ 4294575 4311074 transcription factor a regulation of transcri nucleus
- 110322324 110415491
+ 27352654 27364563 ATP binding ATP synthesis coupl extrinsic to plasma m
+ 122031653 122188363 catalytic activity metabolism
- 108582505 108609170
+ 32381926 32383549
+ 104227002 104242188 Rho GTPase bindingactin cytoskeleton organization and biogen
+ 59920555 59941734 receptor activity signal transduction integral to membrane
- 36569432 36570509 keratin filament

- 149364933 149366053
+ 1668278 1692073 DNA binding regulation of transcri nucleus
- 1766714 1772582 intracellular signaling cascade
+ 136969703 136978029 GTP binding protein transport
- 22510248 22516272 zinc ion binding
- 41191862 41196981
+ 18179545 18450282 protein binding cell adhesion integral to membrane
- 36528123 36532586 RNA binding nuclear mRNA splici nucleus



+ 151911433 151913970
+ 41978220 42131666 DNA binding regulation of transcri chromatin
+ 34312363 34353822
+ 10515646 10525093 cysteine-type endopeautophagic vacuole fcytosol
+ 66151976 66153981
+ 51932146 51934455
+ 219490177 219567730 integral to membrane
- 41952764 42274689 binding cytoplasm
- 197922230 197927404
+ 124263932 124290386
- 98975129 99020446 GTPase activator activity
+ 48792166 48800501
+ 6171012 6198845 RNA binding nuclear mRNA splici spliceosome complex
- 89799331 89802102
- 72525370 72540563 protein modification
- 15151984 15265571 GDP binding negative regulation ocytosol
+ 43978372 43983169 ATP binding
- 177568194 177592397 pyridoxal phosphate binding
+ 102668978 102670999 translation elongation factor activity
- 4355340 4368006
+ 136961643 136963545

cysteine-type endopeelectron transport nucleus
+ 101423408 101459354
- 19129978 19271923
- 139267313 139351091 calcium ion binding
- 77067696 77072398 integral to membrane
- 137785620 137789102

+ 27222886 27223325
- 27214051 27222598 DNA binding chromosome organizchromosome
- 36593879 36594673 keratin filament

- 36403209 36403911 structural molecule activity keratin filament
+ 3831675 3877004 transport
+ 113997784 114152529 extracellular matrix scell adhesion collagen

- 149867323 149908864 nucleic acid binding protein folding
+ 52334903 52380433 G-protein coupled re G-protein coupled re integral to membrane
- 10042712 10120796
- 10042712 10120796

- 18676355 18682162
- 60979919 60983800
- 5641363 5662869 ligase activity protein ubiquitinationubiquitin ligase comp
+ 226218 228960 nucleic acid binding
+ 110295834 110329305

+ 36626877 36664104 zinc ion binding vesicle-mediated trancytoskeleton
- 48958579 48985450 microtubule binding microtubule cytoskel gamma-tubulin ring c

+ 45184382 45221315



- 179347448 179373706 signal transducer actsignal transduction
+ 15443865 15459123
+ 49139741 49226142 calcium ion binding carbohydrate metabolism
+ 1062167 1091925
- 13577489 13594394
- 110852602 110904537 carnitine transporter acid secretion integral to membrane
- 202358635 202381230 integral to membrane
- 38161338 38247634 protein binding signal transduction intracellular
- 99415451 99422179
- 40992155 41006174 RNA binding
+ 71381468 71383592
- 80806661 80934680 endocytosis clathrin vesicle coat
- 62632704 62764247 GTP binding
+ 134862851 134909589 guanyl-nucleotide ex small GTPase mediated signal transductio

+ 74907577 75150461 structural molecule acell adhesion

- 106061890 106083653
nucleic acid binding

+ 38437725 38450548 integral to membrane
- 56823693 56846247 ankyrin binding telomerase-dependechromosome
+ 76634330 76653382

+ 159845018 159893063 GTP binding protein biosynthesis mitochondrion
+ 12402387 12466467 actin binding cytoskeleton
+ 47584198 47601625
+ 67096348 67174920 heat shock protein b protein folding membrane
+ 110435288 110441622
- 590240 604823 DNA binding regulation of transcri nucleus
+ 61379200 61388956 neuropeptide hormonneuropeptide signalinextracellular region
+ 89620640 89660025 GTP binding
- 55774117 55832610

molecular function unknown
+ 108899954 108939953
- 31904967 31994412 molecular function unbiological process uncellular component u
+ 43097362 43105319
- 99132687 99161805 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

- 42765667 42789470 meiosis
+ 59374372 59385224 enzyme binding negative regulation ocytoplasm
+ 59528407 59541613 serine-type endopeptidase inhibitor activity
- 56605087 56612764 protein binding cell adhesion integral to membrane
- 65566028 65573227 3'-phosphoadenosinebiosynthesis Golgi apparatus



+ 76727664 77108408 ATP binding mitochondrion
+ 198349106 198526112 ATP binding DNA methylation mitochondrion
+ 19691487 20099720 ATP binding mitochondrion

- 39374764 39390176 potassium channel aion transport integral to membrane
+ 92816336 92878069 guanyl-nucleotide ex actin cytoskeleton or Golgi apparatus
- 140999052 141011170 transferase activity, transferring glycosyl gintegral to membrane

- 184688040 184756110 protein binding
- 174629937 174670707 phosphopantetheine binding
- 18727382 18782185 calcium ion binding intracellular signaling cascade
+ 30238971 30248450 transcription factor a mesodermal cell fateubiquitin ligase comp
+ 151106664 151110873 transporter activity transport integral to membrane
- 36218828 36711616 binding transport integral to membrane
+ 150555075 150562230 integral to membrane
- 156734356 156737083

- 40599708 40604936 protein binding biological process uncellular component u
- 128475493 128498620
- 110831822 110913655
+ 15435825 15589418

+ 658133 664171 GTP binding small GTPase mediated signal transductio
+ 133707018 133751427 beta-galactosidase acarbohydrate metabobeta-galactosidase c
+ 43135349 43143109 binding kinesin complex
- 137232612 137240865 calcium ion binding
- 33450374 33625656

+ 1812281 1815326 integral to membrane
- 83658905 83832264
+ 93455010 93465697
+ 48672764 48683758
- 53310889 53314930
+ 40109723 40127909 DNA binding regulation of transcri nucleus
+ 113085499 113177809

+ 54349873 54354749

+ 104786052 104788475 protein binding
+ 44838452 44909459 integral to membrane
- 89331093 89490786 calcium ion binding
- 131485578 131816891 transferase activity
- 130936557 130987583 cytoskeletal protein binding cytoplasm
- 39422019 39428912 extracellular matrix (s
+ 47573955 47574759
- 43613814 43641379 serine-type endopeptidase inhibitor activity
+ 43895876 43905321 binding intracellular signaling cascade
+ 43944578 43947312



- 48574171 48576205 hormone activity cAMP biosynthesis extracellular region
- 11914388 11920746
+ 62885216 62892979 DNA binding regulation of transcri nucleus

+ 14731835 14747952

+ 46774466 46777829
- 130602862 130630192
- 116813657 116888735 protein binding
+ 24919864 24924300

+ 46507933 46522627
+ 6619517 6629911 DNA binding
- 50407718 50429309

- 56293587 56299659 molecular function unknown
+ 102622340 102642262
+ 59150668 59223896
- 14060228 14062232

+ 87968053 87972254
+ 118602210 118621680 RNA polymerase II trandrogen receptor simediator complex
- 186691497 186699504
- 23679479 23686622 flagellum
- 47040667 47054600 calcium ion binding protein transport Golgi apparatus
- 38632590 38644544

- 46650638 46658747 hydrogen-transportinATP synthesis coupl proton-transporting tw
- 38167385 38185941 protein binding apoptosis myosin
- 16504628 16518894 nucleic acid binding nucleus
- 132108397 132143218 DNA binding regulation of transcri nucleus
+ 105852171 105870226

+ 43264098 43269689
- 43270056 43273616 dipeptidase activity proteolysis and peptidolysis

- 43487594 43492274
+ 53991747 54239035

- 43196979 43209349
- 24428794 24473255
+ 74121894 74317456

+ 10900423 10901914
- 12116710 12128529 nucleic acid binding nucleus

+ 11837843 11841305 DNA binding regulation of transcri nucleus
+ 130534575 130564929 oxidoreductase activ electron transport mitochondrial inner m
- 32575306 32678143 GTPase activator activity



- 965783 973039 molecular function unknown
DNA binding regulation of transcri nucleus

+ 6822087 7003085 regulation of transcri nucleus
+ 23600967 23608773 DNA binding nucleus
+ 127293570 127345332 ligase activity protein transport ubiquitin ligase comp
+ 23410270 23457566 transferase activity
+ 54958104 54977041 serine-type peptidaseproteolysis and pepti endoplasmic reticulu
- 55052555 55070630
+ 55129808 55133554
- 183437954 183440768
- 151742575 151747297 transcription factor a Wnt receptor signalinnucleus
+ 59933619 59964522
- 209554195 209577562
- 19995857 19999476 integral to membrane
- 148917137 148962885 S-adenosylmethionine-dependent methyltransferase activity

DNA binding regulation of transcri nucleus

- 102314070 102316233 translation elongation factor activity
- 1987768 1999764 nucleic acid binding protein ubiquitinationnucleus
- 31925117 31950673 transcription
- 10042712 10120796 ATP binding ATP synthesis coupl nucleus
+ 63807780 63828959 DNA binding regulation of transcri nucleus
-
+ 150138059 150156490 integral to membrane
+ 1668278 1692073 DNA binding regulation of transcri nucleus
- 36474894 36475657 keratin filament
- 36526961 36528138 keratin filament
- 36587225 36587986 keratin filament
- 36558703 36559580 keratin filament

keratin filament
+ 36659464 36660430 keratin filament
- 99735633 99792643 Rab GTPase bindingexocytosis extrinsic to plasma m
+ 37649359 37742200 Rab GTPase bindingintracellular protein transport
- 32135230 32257776 GTPase activator activity
- 10501270 10550027 intracellular signaling cascade
+ 1257674 1259981 transcription factor a regulation of transcri nucleus
- 51829172 51829779 GTPase activity G-protein coupled re extracellular region
- 44646712 44660949 DNA binding chromosome organiznucleosome
- 42360121 42464377
- 129630325 129674805 centrosome

+ 20982142 20987642
zinc ion binding

+ 3252134 3268179 calcium ion binding
+ 45998020 46006176 ferrous iron binding estrogen receptor signucleus
- 33463172 33490037 oxidoreductase activ apoptosis nucleus
+ 29731019 29734603 response to biotic sti integral to membrane
- 20699016 20725296 exonuclease activity intracellular
- 7470280 7471889 acyltransferase activity
- 30985947 30996382 hydrolase activity, acD-amino acid catabocytoplasm
+ 111386455 111395772



+ 53849539 53851426 intracellular signalingGolgi apparatus
+ 84800138 84857318
+ 83960749 83962969
- 130665549 130672264 GTP binding microtubule-based mmicrotubule
- 60247522 60272709 oxidoreductase activ metabolism
- 52209444 52217186 cytokine activity cartilage developmenextracellular region
+ 75521877 75619842
- 30910868 30929276 protein transporter a intracellular protein t integral to membrane
- 153075557 153078522
- 51223960 51233170 structural molecule activity intermediate filament
- 10277108 10287685 electron transporter aelectron transport mitochondrion
+ 99334110 99362543 diaminopimelate biosynthesis
- 63133510 63161504
- 59009158 59020826
+ 28472757 28510610
- 43597578 43726118 DNA binding regulation of transcription, DNA-dependen
+ 133599783 133620833 protein binding intracellular protein t cytosol
+ 133651484 133680411 beta-galactosidase acarbohydrate metabobeta-galactosidase c
+ 55658390 55683865
- 52209797 52211493
- 774975 778384 RNA binding RNA processing
- 40544543 40565391 calcium ion binding intracellular signaling cascade
- 136593860 136613142
- 64601502 64608100 cytokinesis

- 18058466 18084193
+ 2047867 2050583 heme binding electron transport
+ 1856398 1877011 protein transport integral to membrane
+ 1856416 1864444 protein transport integral to membrane
+ 38550504 38552645 N-acetylgalactosami carbohydrate metaboGolgi apparatus
+ 42368220 42495247

- 23750178 23757355 transporter activity transport integral to membrane
+ 6923463 6925425
+ 49080916 49160055 nucleic acid binding

+ 38719419 38727115
- 688724 697131 integral to membrane
+ 63508554 63518823
- 166703928 166726402
- 71124724 71133656
- 34988216 34994438
+ 33215806 33255087 lyase activity polyamine biosynthe cellular component u
- 33029288 33036046 pyruvate kinase activglycolysis cellular component u

- 84685681 84734175 ATP binding nucleus
+ 65158150 65170537 cytokine activity chemotaxis integral to membrane
+ 109210368 109231027 oxidoreductase activ electron transport
+ 145705359 145707397
- 19687051 19692988 structural molecule amicrotubule-based mmicrotubule
+ 49276605 49278685



+ 186760 190256
+ 149464585 149467456
- 30002152 30013019 integral to membrane
- 108902965 108916190
+ 38730191 38750543
+ 139924603 139928867 sugar porter activity carbohydrate transpoGolgi membrane
+ 22027188 22064561 DNA binding regulation of transcri nucleus
- 62337275 62348382 DNA binding regulation of transcri nucleus
+ 45474434 45478467 nucleic acid binding negative regulation onucleus
- 14237966 14274636
+ 34474847 34477415
- 43706401 43722531
- 39890946 39906238
+ 44761525 44763067
+ 72542548 72557192 S-adenosylmethioninbiological process unnucleus
- 50511732 50631797 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 5396975 5406169 hormone activity
- 38438830 38785928 sugar porter activity carbohydrate transpointegral to membrane
+ 61201084 61221312 hydrolase activity response to antibioticintegral to membrane
+ 109622143 110014344
+ 52393070 52465177 calcium ion binding muscle developmentmyosin
+ 120289813 120327092 integral to membrane
+ 62893836 62934286 transporter activity transport integral to membrane
+ 42960341 42979753 integral to membrane
+ 27372302 27404630
- 72035034 72045377 binding oxygen transport cytoplasm
- 104417567 104420596 protein binding regulation of apoptosintracellular
- 15440462 15451312 N-acetylmuramoyl-L-defense response to intracellular
- 150083410 150096267 N-acetylmuramoyl-L-defense response to intracellular
- 79691991 79811476 calcium ion binding cation transport integral to membrane
- 38250710 38671821 protein binding cell adhesion

- 33648701 34300536 integral to membrane
+ 56202925 56210198 DNA binding

- 175955410 175969737
- 113304336 114518418 integral to membrane

+ 20384942 20425331 microtubule binding microtubule nucleatiogamma-tubulin ring c
+ 97479325 97694980 protein binding
+ 153017490 153331854 Rho GTPase bindingactin cytoskeleton or nucleus

- 83349344 83354529 integral to membrane
- 17363259 17434627

+ 130799954 130805901 integral to membrane
DNA binding nucleus



- 28647386 28663091 protein dimerization aDNA recombination nucleus
+ 144522532 144535964 protein binding signal transduction intracellular
- 151827938 151831326

- 1629594 1679839 binding

- 3064921 3143116 oxysterol binding Golgi to plasma memcytosol
+ 178884880 179086380 lipid transport
- 43239731 43254146 nucleic acid binding lipid transport
- 75248047 75456057 lipid transport
+ 51794784 51966157 lipid transport
- 126730391 126796624 lipid transport
+ 74531845 74557464 protein binding cell adhesion cytoplasm
- 159707356 159730207 phosphate transport cytoplasm
- 34076694 34079694 phosphate transport cytoplasm
- 47567791 47572479
- 118714861 118716791 phosphate transport cytoplasm
- 35900705 35908830 phosphate transport cytoplasm
+ 15017880 15123533 phosphate transport cytoplasm
+ 111524121 111525902
+ 42515912 42527278
+ 101773435 101778805 receptor activity
- 6827502 6829626 structural constituent of ribosome
- 129810742 129828661
+ 2873318 2889356
- 113155056 113182106
+ 4361885 4373527

nucleic acid binding nucleus
- 74191313 74218720
- 202613832 202644245 sulfate porter activitysulfate transport integral to membrane
- 37234984 37245973
+ 17906904 17915783

+ 92330691 92479554 integral to membrane
- 126233451 126394145 ubiquitin-protein ligasprotein ubiquitinationintegral to membrane
+ 2770916 2786469 nucleic acid binding regulation of transcri nucleus
+ 107141078 107204040 cysteine-type peptidaautophagic vacuole fcytosol
- 76352312 76358526 voltage-gated potasspotassium ion transpmembrane
- 58658412 58724468 metalloendopeptidasproteolysis and peptimembrane
- 101464206 101468791
+ 28739327 28741702 GTP binding small GTPase mediated signal transductio
+ 66376316 66512039 binding transport integral to membrane
- 44123881 44158220 protein binding protein catabolism
- 52892701 52936350 protein-L-isoaspartatprotein modification
+ 54124057 54145860
- 89359480 89376583
- 89438285 89450552 GTP binding immune response
+ 527526 544914
+ 23112179 23122420 molecular function unknown
- 30522202 30529183 DNA binding regulation of transcri nucleus



+ 56291962 56297292 GTPase activator activity
+ 44746127 44753579 DNA binding regulation of transcri nucleus
- 27015654 27023469
+ 24765052 24830444 sugar porter activity transport integral to membrane
- 40645535 40647282 receptor activity immune response integral to membrane

+ 169484613 169547071
+ 40958315 40971564 GTPase activator ac protein transport
+ 103065261 103072135 S-adenosylmethionine-dependent methyltransferase activity

+ 64372713 64413289 RNA binding
+ 49100435 49106009 GTP binding small GTPase mediated signal transductio
- 10098004 10124915
- 112095967 112121600 phosphoglycerate kinglycolysis
- 23829645 23838506 oxidoreductase activ metabolism
+ 51056644 51232133 zinc ion binding
+ 57914695 58183162 GTP binding protein transport
- 17427235 17432725 electron transporter aelectron transport
+ 104452961 104464391 phosphate transport cytoplasm
- 1339243 1341874
- 11392272 11406940
- 11455245 11477654 nucleic acid binding nucleus
- 87290410 87300301 nucleic acid binding protein ubiquitinationnucleus
+ 11346811 11353118 DNA binding
+ 100025861 100033500 nucleic acid binding nucleus

cell wall catabolism
- 64511992 64521093 DNA binding regulation of transcri nucleus
- 189423970 189480337
+ 41622141 41676336 nucleic acid binding regulation of transcri nucleus
+ 47416331 47424193 nucleic acid binding nucleus
+ 163304810 163326129 dimethylaniline monoelectron transport microsome
+ 26639303 26727267
+ 43089954 43097010 chromatin binding meiotic recombinatiocytoplasm
- 68268931 68296307 calcium ion binding
+ 118103362 118136441 transferase activity metabolism
+ 54367428 54377123 integral to membrane
+ 57613329 57856159 actin binding nucleus
- 26760399 26867452 molecular function unbiological process unintegral to membrane
+ 22915856 22918820 cytokine activity chemotaxis integral to membrane
- 41355770 41381745 acyltransferase activ peptide cross-linking
- 197531266 197553554 integral to membrane
+ 68624517 68628163
- 137752367 137760774
+ 241325003 241332998
- 24912437 24918174
- 24075502 24077353 integral to membrane
+ 149929220 149953760
+ 223361961 223400154 acyltransferase activity
- 20542181 20610079 acyl-CoA ligase activbenzoate metabolismmitochondrial matrix



+ 69512701 69893810
+ 123986662 123995459 gap junction

+ 9991539 10010343 lipid binding transport
- 36019272 36100355 integral to membrane
- 133236157 133261510

nucleic acid binding nucleus
- 150521553 150534117 integral to membrane
- 154051229 154057441 GTP binding protein transport

+ 33364442 33366595 DNA binding development nucleus
- 127822628 127824175
+ 87594214 87660290
- 54617482 54618510
- 35988966 36027256 transferase activity, tmetabolism
- 35940229 35974638 calcium ion binding
- 1766714 1772582 intracellular signaling cascade
+ 6231681 6247982

nucleic acid binding nucleus
+ 180582911 180595414 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 124128241 124137385
- 38995560 39006031 ATP binding nucleus

DNA binding regulation of transcri nucleus
+ 46256135 46299546 transcription factor a regulation of transcri nucleus
- 48317990 48387262 Rho GTPase bindingactin cytoskeleton organization and biogen
- 48809848 48847366 transcription factor a lipid biosynthesis endoplasmic reticulu
- 4626237 4674875 catalytic activity proteolysis and peptimembrane
- 24504849 24658095
- 65299955 65304118
- 27326994 27341339
+ 37454790 37793655 protein binding regulation of transcri nucleus
- 71381841 71386251 ubiquitin-protein ligasprotein ubiquitinationnucleus

- 6019387 6404901 transcription factor a cell adhesion integrin complex
+ 110102652 110126381 binding transport integral to membrane
+ 94836320 94898322
- 3288832 3291401 DNA binding chromosome, perice
+ 197913426 197929730 protein binding cell adhesion membrane
- 150778233 150925401 development nucleus
- 20796427 20796928
+ 21313335 21314922 gamma-glutamyltranglutathione biosynthecellular component u
+ 47386757 47394622 metal ion transportermetal ion transport integral to membrane
- 172967149 172976262
+ 100269196 100293066 nucleus
- 49231523 49236257
- 847502 864200 nucleic acid binding
- 960649 972114
- 22501245 22505745 endoplasmic reticulu

ATP binding



- 24071975 24083078 membrane
- 133765703 133775488
- 46127681 46140262
+ 137248429 137254828 nucleotidyltransferasmetabolism
+ 44729141 44740325 DNA binding regulation of transcri nucleus
- 179799537 179955005

- 130613091 130618861
+ 56621710 56637318 DNA-dependent protdouble-strand break DNA-dependent prot
- 113818103 113866411 zinc ion binding
+ 38155017 38159798 DNA binding DNA repair nucleus
+ 29880732 29927554 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

- 177597224 177950162 protein binding cell adhesion cytoplasm
+ 45896318 45916708
- 197684755 197888268
+ 197403442 197423022
- 26292914 26317265
+ 122242342 122267386 translation release fatranslational termination
- 38249600 38253252
- 131626776 131790702 integral to membrane
+ 30312688 30314316 nucleic acid binding nucleus
- 30701444 30724733
+ 31082870 31094652 GTP binding small GTPase mediated signal transductio
+ 64450894 64470846 transcriptional activa development
+ 32994303 33011702 DNA binding intracellular signalingnucleus
+ 78095828 78120930 molecular function unbiological process uncellular component u

- 17862303 17883205
+ 114414064 114488993
+ 59062948 59070607 integral to membrane

DNA binding nucleus
+ 66547466 66574905 transporter activity transport integral to membrane

+ 40800198 40804787
- 12623786 12640008 ATP-dependent peptATP-dependent prot mitochondrion
- 41294564 41302500
- 1054846 1061799 isomerase activity carotenoid biosyntheperoxisome
- 69007803 69044573 nuclear mRNA splici nucleus
- 73251578 73296745 DNA binding nucleus
+ 111687265 111695205 integral to membrane

+ 185288598 185629718 nucleic acid binding nucleus
+ 18989786 19092614 cytokinesis nucleus
+ 102980763 103025141
+ 23160103 23175450 molecular function unknown
- 106880545 106941637 RNA binding protein biosynthesis intracellular

+ 101675964 101746619
- 109724618 109845138 development



+ 70217589 70226732 integral to membrane
- 53099850 53139503 nuclear division integral to membrane
- 19827143 19843976 binding
+ 111294846 111302804
- 156278948 156322844
+ 60276797 60484609 NADH dehydrogenaselectron transport mitochondrial inner m
+ 96304951 96318064

- 23307464 23371991 protein transport Golgi apparatus
+ 148328316 148334613
- 150254156 150264584 DNA binding regulation of transcri nucleus
+ 150020636 150039118
+ 458496 471516
- 152374231 152385428 regulation of cell cycle
- 37875376 37894111 binding transport inner membrane

+ 1234592 1236187
- 23913686 23915512 gamma-glutamyltransferase activity
- 138167706 138178030
- 178304533 178309201 binding
+ 16281743 16320112 oxidoreductase activ electron transport
- 63324803 63335197 sulfotransferase activity integral to membrane

+ 98725582 98807711 integral to membrane
- 69255080 69277195
+ 7699108 7700140
+ 135096580 135123704 GTP binding
+ 85944496 85967099 calcium ion binding homophilic cell adhe membrane

+ 164330987 164407143 kinase activity

+ 68549342 68561739 structural constituentprotein biosynthesis mitochondrial small r

- 42367563 42393291 DNA binding regulation of transcri nucleus
- 30857290 30941962 calpain activity proteolysis and pepti intracellular
+ 58467297 58481092 acyltransferase activity

- 1684910 1690315

- 166493330 166495689
+ 167232927 167254242
- 164407429 164445678
+ 169121486 169169623
+ 6415280 6418228
+ 142253440 142350150 intracellular signaling cascade
+ 142433400 142496173 acid phosphatase activity
- 180207220 180210585 nucleic acid binding regulation of transcri nucleus
+ 122106700 122165294 protein biosynthesis mitochondrion
- 122083337 122106644 nucleic acid binding
+ 82807238 82834114 molecular function unknown



+ 154965049 155037888

+ 57286333 57287999 L-lactate dehydrogenanaerobic glycolysis cytoplasm
+ 19930927 20081073
+ 118890367 118995017
+ 127575100 127688149
+ 39603599 39611977 intracellular signaling cascade
- 30472586 30477085 nucleic acid binding regulation of transcri nucleus
+ 72133098 72218926 nucleus
- 113554386 113564663 nucleus

+ 17897761 17919759
+ 18516575 18692557 hydrolase activity, acD-amino acid catabocytoplasm
+ 38692002 38767990
+ 216772147 216793000
+ 199708192 199724324
+ 137775942 137785646
- 137725197 137749224
+ 70431964 70441235
- 230047854 230404776
- 48073181 48084819 amino acid-polyaminamino acid transport integral to membrane
+ 31334601 31361345 lipid binding
+ 26536434 26591229
+ 64982622 65018225 helicase activity
+ 45774629 45789141 ion channel activity potassium ion transpmembrane
- 88563702 88566443 nucleus
- 224951799 224952295 DNA binding chromosome organiznucleosome
+ 88314933 88333811 DNA binding regulation of transcri nucleus
+ 1442164 1448923 receptor activity
+ 130816718 130820427 protein binding rRNA processing nucleolus
- 38702824 38741675 RNA binding mRNA processing nucleus
+ 73922854 73980435 ubiquitin conjugating ubiquitin cycle
- 56103592 56127978
+ 198395598 198398615 ATP binding methionyl-tRNA aminoacylation
- 7447760 7459905 peroxisome division integral to membrane
+ 56435166 56439463 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 42675877 42684076 DNA binding regulation of transcri nucleus
+ 232085839 232089189 galactosyltransferaseprotein amino acid g membrane
- 18665825 18692466 5'-nucleotidase activ nucleotide metabolis cytoplasm
+ 110443881 110611740 integral to membrane
+ 54946992 54951015 polyketide synthase antibiotic biosynthesis
- 102216460 102224143 catalytic activity
- 40679962 40696394
- 144728098 144731636 nicotinate phosphoribpyridine nucleotide biosynthesis
- 82813323 82830857 protein binding cation transport integral to membrane
- 195789704 195835307
+ 30867915 30873759
- 9825394 9908070 latrotoxin receptor activity membrane
- 156812769 156814821 transferase activity, transferring glycosyl groups
- 156874203 156881481 protein binding cell motility integral to membrane
+ 12740428 12755367



- 35080901 35097836
- 53491531 53499144

+ 17391911 17397140
+ 231061127 231093950 DNA binding nucleus
- 98092968 98109049 integral to membrane
- 100850189 100865833 calcium ion binding
- 135256286 135271757

- 243526127 243568104 DNA binding regulation of transcri nucleus
+ 54588153 54605973
- 80590247 80602547 3-beta-hydroxy-delta steroid biosynthesis
- 45431049 45487802 molecular function unprotein modification

- 100825061 100842003 RNA binding tRNA processing
- 1771391 1898131 calcium channel activcalcium ion transportintegral to membrane
+ 124154100 124233571
+ 11649193 11657649 protein binding protein catabolism
+ 6760516 6762521

DNA binding regulation of transcri nucleus
+ 43553288 43582269
+ 18782311 18783388 actin binding actin cytoskeleton or F-actin capping prote
- 129939933 130073063 GTPase activator activity
- 121554007 122120362
+ 28246752 28248751 enzyme inhibitor acti generation of precursmitochondrion
- 23904532 23922655 endoplasmic reticulu
+ 41221093 41233064 hydrolase activity aromatic compound metabolism
+ 69721311 69769750

+ 8389562 8426901 peptidase activity proteolysis and peptidolysis
- 185460473 185461953
+ 121215548 121216420 binding iron ion homeostasismitochondrion
+ 19640662 19652138 DNA binding regulation of transcri nucleus
+ 16497411 16538990
- 59664792 59666706 nucleic acid binding
+ 174838188 174888218 cation transporter ac cation transport integral to membrane
+ 37528394 37528874 protein folding
- 73080820 73210620 cation transporter ac cation transport integral to membrane
- 35330821 35337380 integral to membrane
- 33035690 33065869 DNA binding regulation of transcri nucleus
- 118794098 118799090 integral to plasma me
- 137374373 137375927

protein tyrosine/serinprotein amino acid dephosphorylation
- 77267415 77383365
- 179949711 179951093 cytokine activity negative regulation oextracellular region
+ 126881246 126918671
- 36229573 36278001



- 9580133 9592899 nucleic acid binding nucleus
- 10168106 10362758
+ 180752502 180774999 mRNA processing nucleus
- 181494708 181675301 heat shock protein b protein folding cellular component u
- 68504065 68505031 receptor activity G-protein coupled re integral to membrane
- 116165296 116167794 lipid binding lipid transport chylomicron

G-protein coupled re G-protein coupled re integral to membrane
- 74610765 74611582 structural constituent of ribosome
+ 3713671 3718555 structural constituent of ribosome
+ 3661355 3681758 ATP binding
+ 7776261 7793620
+ 224229431 224275661
+ 132235912 132238286 defense response to bacteria
- 133132201 133161384 transporter activity transport integral to membrane
- 4488226 4491036 molecular function unbiological process unextracellular region
+ 152287373 152634508 receptor activity
+ 177362280 177476459
- 3616310 3620008 NAD(P)+-protein-argprotein amino acid A membrane
- 1268866 1278563 GTPase activator ac regulation of GTPase activity
- 35890187 36068545 regulation of GTPase activity
- 72073761 72101845 GTPase activator ac regulation of GTPase activity
- 56405260 56422207 GTP binding regulation of GTPasenucleus
+ 236184769 236815863
+ 150221473 150279171 GTP binding regulation of GTPase activity

- 163557408 163577137
- 148659605 148695052 hydrolase activity
+ 38772875 38792324
- 159096713 159113554 molecular function unintracellular signalingcellular component u
- 53324698 53328413 manganese ion bind defense response to extracellular region
+ 621254 624106 peptidase activity
+ 68418908 68495770
- 84821619 84868201 protein binding cell adhesion nucleus
- 62987385 63015242
- 59250524 59258188 copper ion binding cytokinesis inner membrane
+ 111515501 111650906 transporter activity transport integral to membrane
+ 16191159 16245151
+ 29420088 29424825 cell-matrix adhesion
+ 2465252 2570430 integral to membrane
+ 14000016 14002760 hormone activity physiological processextracellular region
+ 178219606 178244021 DNA binding regulation of transcri nucleus
+ 5573931 5590757 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 28833510 28834547
+ 12401321 12511105

- 81183903 81349953 receptor activity integral to membrane
+ 53534587 53538370
+ 50177192 50205538 transporter activity transport membrane
+ 135049791 135055068
+ 135011303 135015547 nucleic acid binding nucleus
+ 75211833 75213135 nucleus



- 74853344 74863324
- 74683529 74788618 binding

+ 124020810 124087666
+ 124729545 124739894
+ 47975094 47993870 nucleic acid binding nucleus
- 99364300 99383227
+ 99486874 99510642 zinc ion binding
- 76663735 76665776 O-methyltransferase catecholamine meta integral to membrane
- 90572305 90601496
+ 104464287 104488932 cation transporter ac cation transport integral to membrane
- 119032595 119124927 protein binding intracellular signaling cascade
- 45641066 45662927 regulation of GTPase activity
+ 104604008 104613956 S-adenosylmethionine-dependent methyltransferase activity
- 30940723 30958632 hydrolase activity, accarbohydrate metaboextracellular region

GTPase activator ac regulation of GTPase activity
+ 106018620 106049165 glutathione transfera metabolism cytoplasm
+ 105871936 105876130
- 105222567 105228987
- 129566103 129581201 integral to membrane
+ 73645811 73665622

- 120890416 120915194 cation transporter ac cation transport membrane
- 125495141 125641490 carboxypeptidase A cell adhesion
+ 36572668 36637394
+ 45899771 45907223 transferase activity, t carbohydrate biosyntintegral to Golgi mem
- 92520499 92570743 amino acid-polyaminamino acid transport integral to membrane

calcium ion binding cell adhesion membrane
+ 33650552 33652220
+ 129190950 129235108
- 14856183 14870327 monooxygenase actielectron transport endoplasmic reticulu

- 111443735 111449140
- 113897647 113935790
+ 114054466 114084572
- 117569887 117589284
+ 31348009 31410957 heat shock protein b protein folding
+ 30301224 30315741
- 99099914 99163325 intracellular signaling cascade

ATP binding protein amino acid phosphorylation
- 94763294 94838896
+ 10222897 10235664

+ 103882590 103890962
- 55603883 55614312 oxidoreductase activ metabolism
- 57552204 57600529 protein binding blood coagulation
- 128081152 128913093
- 127802644 127833421 transporter activity oligopeptide transpo integral to membrane
- 47744734 47750042 GTP binding small GTPase mediated signal transductio
+ 47163289 47176432
- 47022178 47030268 DNA binding regulation of transcri nucleus



+ 70618892 70712488 amino acid binding L-phenylalanine biosynthesis
- 53136011 53153614
- 51245869 51253876 structural molecule activity intermediate filament
+ 95803711 95848507
- 14814920 14815332
- 14958245 14982722 isomerase activity
+ 32546360 32684940 actin binding actin cytoskeleton or Golgi apparatus

+ 106531075 106555862 protein binding
+ 99691052 100024876
- 108178503 108209745 transcription factor a regulation of transcri nucleus
- 119663755 119804871 D-alanyl-D-alanine endopeptidase activity integral to membrane
+ 110771015 110794595

+ 30404833 30447151
+ 77213489 77236365
+ 56613052 56616074
+ 112078669 112137002
- 102042950 102045881
+ 93617427 93638808 response to pest, pa integral to membrane

- 38686767 38709269 transport Golgi apparatus
+ 104526537 104532900
+ 104462268 104470618 hydrolase activity lipid catabolism
- 20120925 20128229 endonuclease activity
+ 20568511 20570166
+ 20595891 20596356 endonuclease activity
+ 22368935 22374086 structural constituent of ribosome
+ 49135164 49151139
+ 49229634 49289617
+ 51188377 51266922 binding cytoskeleton

- 62849394 62854316 hormone activity extracellular region
- 76942748 76958985 pyrroline-5-carboxylaelectron transport
+ 74968589 75006908 DNA binding regulation of transcri nucleus
+ 74030220 74031922 molecular function unknown
+ 73128393 73132221 hydrolase activity lipid metabolism peroxisome
+ 88360752 88414084 binding sensory perception
+ 91859954 92032348 antiporter activity calcium ion transportintegral to membrane
- 99827207 99842531 binding transport integral to membrane

- 50017513 50051250
- 81464407 81471362
+ 70197807 70220357 cysteine-type peptidaproteolysis and peptidolysis
- 63081903 63109018 methionyl-tRNA formbiosynthesis mitochondrion
+ 63129365 63132592
- 100011477 100082168 ATP binding electron transport

+ 97609174 97744019
+ 74139353 74284358



- 20594719 20637877
+ 84606859 84640450

- 40061073 40077012 phospholipase activitphospholipid catabolism
- 79652092 79668305
- 15039217 15057334 hydrolase activity
- 15867077 15889948 nucleus
+ 82736422 82769024

- 20776897 20819161 zinc ion binding
sugar binding

+ 66476281 66477772
+ 65195713 65205294 cytokine activity chemotaxis integral to membrane
+ 47965308 47990818
- 88290266 88295600
+ 88251710 88265176
- 1968919 1971441 transferase activity, t intracellular signalingintegral to membrane
- 712588 716457
+ 19635278 19776358
+ 2593351 2620496
- 2829576 2831850 trypsin activity proteolysis and peptidolysis
+ 2959598 2963484 receptor activity integral to membrane
+ 87164344 87225756 nucleic acid binding
- 79195178 79395676 catalytic activity chromatin assembly chromatin
- 4686513 4724164
- 4598886 4604871
- 4767674 4778348 GTP binding cell cycle

- 49257970 49272714 sugar binding intracellular signaling cascade
- 74038423 74056085

+ 52688929 53112298 RNA binding
- 76839591 76883662 amino acid-polyaminamino acid transport integral to membrane
- 70423770 70430946
+ 69833990 69859053 ATP binding microtubule-based mmicrotubule associat
+ 35277994 35287674 binding of sperm to zextracellular region
+ 7702037 7706323 electron transport

cysteine-type endopeubiquitin cycle
- 8212697 8215583 DNA binding DNA recombination intracellular
+ 55854654 55863542
+ 40594046 40603189
- 39467529 39499531
- 40110351 40122656
+ 38204463 38216179 cytokinesis
+ 29931880 29990450
+ 46267838 46274706 serine-type endopeptidase inhibitor activity
+ 44565327 44602121 transferase activity lipid glycosylation Golgi apparatus
+ 28342994 28349005 hydrolase activity, accarbohydrate metaboextracellular region
- 24306073 24357289 integral to membrane



+ 24944652 24965904
- 1424445 1478880 integral to membrane
+ 3993298 4007738

+ 4922477 4940395 nucleic acid binding nucleus
- 4406977 4410625 gamma-glutamyltransferase activity

transporter activity transport integral to membrane
+ 42756348 42873674 calcium ion binding
- 43255637 43263902 structural constituent of ribosome
+ 1566579 1588627
- 75528415 75624242 GTPase activator activity
- 35770432 35774471 connexon channel accell communication cell surface
- 36066044 36074890 structural molecule activity
+ 16283086 16286063
+ 18104593 18109818
+ 18794713 18864722 transporter activity transport integral to membrane
- 13655744 13716559
- 42343527 42435624
- 31302295 31331953
+ 19826734 19966989 binding
- 56562163 56564069 membrane

nucleic acid binding nucleus
+ 62523688 62533956 DNA binding regulation of transcri nucleus
- 49697568 49725651
- 10287890 10305195 nucleic acid binding
- 60552485 60557876 cytochrome-c oxidaselectron transport mitochondrion
- 68841634 68843334 3'-5'-exoribonucleaseRNA processing
+ 81105808 81140015
- 97509650 97541057
- 188321442 188339965 structural constituentprotein biosynthesis cytosolic large riboso
+ 78609506 78653704
+ 121493113 121517164 nucleic acid binding nucleus
- 40687542 40695262
- 36387493 36396779 structural molecule activity intermediate filament
- 16450887 16468003 calcium ion binding protein folding endoplasmic reticulu
- 6257724 6284562 hydrolase activity, acceramide metabolismGolgi membrane
- 5629432 5631911
+ 7000349 7002748

GTPase activator ac signal transduction
+ 11738906 11754301 DNA binding regulation of transcri nucleus
+ 11770399 11780889 DNA binding regulation of transcri nucleus
+ 11786106 11807016 DNA binding regulation of transcri nucleus
+ 11346382 11348627
- 55701070 55706157
- 55347617 55358231
+ 54886218 54908800 acyltransferase activ fatty acid metabolismintegral to membrane
+ 54648324 54665657 oxidoreductase activ metabolism
- 53856477 53868076 structural molecule activity

DNA binding regulation of transcri nucleus
+ 61202903 61264984 ATP binding



- 42921042 42962040 nucleic acid binding regulation of transcri nucleus
electron transport

- 4243228 4253428
- 44713469 44715334
+ 4590529 4604952
+ 2851963 2869472 nucleic acid binding regulation of transcri nucleus
- 48803216 48815846 nucleic acid binding nucleus
- 2203251 2206344
- 2022036 2047269
- 3495197 3508561
+ 3536568 3541434 protein binding
- 5845685 5855025 NADH dehydrogenase (ubiquinone) activi integral to membrane
+ 702145 715319
- 18362953 18369415 integral to membrane
- 40139097 40143044 nucleic acid binding nucleus
- 40937309 40939770 protein folding
+ 14982555 14995080
+ 15480336 15524127
- 44050313 44060734
- 44206503 44215038 protein binding protein catabolism

- 45518812 45546133

+ 17253680 17259454 kinase activity

+ 147856152 147905469
calcium ion binding

+ 151306914 151333695

- 26960202 26971039
- 225763495 225785470

+ 1283916 1286979 isomerase activity tRNA processing
+ 1207567 1210341 galactosylxylosylprot glycosaminoglycan bGolgi apparatus
+ 85240027 85310840
+ 157881235 157883209
+ 176069692 176255525
+ 116366417 116389903

146625331 146625838 DNA binding chromosome organizchromosome
+ 94998197 95072629
+ 109738602 109747396
+ 215735617 215773553 hydrolase activity fatty acid metabolism
- 195224010 195241732 hydrogen ion transpoATP biosynthesis
- 76096580 76110137 intracellular signaling cascade
+ 74910860 74943329

- 74357614 74375852
+ 3564722 3569846 transporter activity transport



+ 2550410 2555064
- 24127840 24166799 protein binding cell adhesion membrane
+ 46684687 46691904 transcription factor a central nervous systenucleus
+ 40666325 40682932 DNA binding regulation of transcri nucleus
+ 54231294 54277437 defense response nucleus
+ 53239905 53263194 extracellular matrix (s

- 100326433 100355792
+ 33998777 33999482 DNA binding regulation of transcri chromatin
- 33071139 33098807 integral to membrane
+ 32599750 32735075 DNA binding regulation of transcri nucleus
- 151804077 151819330
+ 244264026 244273033
- 179099079 179101408
+ 37943061 37944219
- 36552600 36585145
- 35848569 35853883
+ 18553171 18555605
+ 20404713 20426050
+ 20257883 20265247
- 60168087 60251447 calcium ion binding
- 198833633 198845523 GTP binding small GTPase mediated signal transductio
- 199296544 199411202 calcium ion binding transport integral to membrane
- 200898944 200914877 vesicle-mediated transport
+ 158427348 158429590
+ 238172922 238290806
- 227666245 227683651
+ 142966128 142988134

3(or 17)beta-hydroxysteroid biosynthesis cellular component u
+ 214193089 214428879
+ 44253614 44269900
+ 43405499 43408765
+ 153120177 153129856
- 153308270 153355469 Ras GTPase activatosmall GTPase mediated signal transductio
+ 153374642 153377162 molecular function unknown
- 16269904 16284410 GTPase activator activity
- 224601115 224603739 structural constituent of ribosome
- 111371996 111379447
+ 111601316 111605991
+ 111728645 111733175

- 61342583 61356335 integral to membrane
+ 35964919 36007159

integral to membrane
- 43185480 43186520 serine-type endopep defense response to extracellular space
- 43948537 43949645 integral to membrane
+ 51022352 51537218 transcription factor a regulation of transcri nucleus
+ 56159388 56169587

- 364125 391147 GTPase activator activity integral to membrane
+ 2743656 2744475 cysteine-type endopeproteolysis and pepti integral to membrane



+ 23368321 23373567 cysteine protease inhibitor activity
- 23493368 23497329 cysteine protease inhibitor activity
+ 60558478 60578416
- 30240665 30241733 nucleosome assembnucleus
+ 31083114 31095514 lipid binding
+ 31268823 31279274 lipid binding
+ 31713780 31715381
+ 31862779 31905830 molecular function unknown
- 32885038 32885926
- 33337751 33343521

+ 18383184 18428001
- 21192615 21199167 DNA binding regulation of transcri nucleus

+ 27926581 27980139 phosphate transport cytoplasm
- 36551362 36564803
+ 48579558 48654173

- 85737328 85741479
+ 183814639 183851913 porin activity integral to membrane
- 200621561 200645729
- 99359219 99376157 lysozyme activity cell wall catabolism
- 99244245 99256010
+ 232651898 233027191 RNA binding protein biosynthesis intracellular

- 8947298 9094474
+ 124499093 125389094 structural molecule acell adhesion
+ 42126237 42163177 regulation of transcri nucleus
- 657974 667439
- 155930730 155932592 metal ion binding metal ion transport
+ 112612192 112662022 calcium ion binding
+ 242472062 242478724 exo-alpha-sialidase acarbohydrate metaboinner membrane

+ 95679639 95687341 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 170161521 170188671
+ 203676337 203678483
+ 79164480 79167281 sugar binding
- 198261033 198366090
- 55314436 55371100
+ 43776097 43906776 protein binding cell adhesion cytoskeleton
- 224447227 224527768 protein transporter a endocytosis AP-1 adaptor comple
+ 223114826 223249122 hydrolase activity integral to membrane
- 19472874 19480000 nucleic acid binding nucleus
+ 170631808 170766144 ubiquitin-protein ligasprotein ubiquitinationnucleus
- 201179191 201200298 voltage-gated potasspotassium ion transpmembrane
- 27511754 27515244 nucleic acid binding nucleus
+ 150012620 150155645
+ 149720488 149897280
+ 38804889 38873176 aldose 1-epimerase carbohydrate metabolism
+ 219897042 219899875 molecular function unknown
- 219723919 219731750 structural molecule activity



+ 39804743 39856752 structural molecule activity tight junction

+ 11223776 11236748
+ 11246137 11269594
+ 102837052 102892388 calcium ion transportmembrane
+ 230612718 230701430 ubiquitin cycle
- 241746498 241761714
- 158853986 159138722
- 74696665 74786819
- 132736276 133236542
- 182184207 182190232 heat shock protein b protein folding mitochondrion
- 58594710 58627601 cytokine activity negative regulation oextracellular region
+ 103636548 103681375 protein binding cell adhesion
- 42413578 42427069 hydrolase activity, accarbohydrate metaboextracellular region
+ 42702014 42708942 protein binding
+ 185540959 185546764
- 14128583 14141323
- 197412634 197426610 metal ion binding integral to membrane

sugar binding
- 99997503 100103223 protein binding cell adhesion cell surface
- 195557280 195571769 integral to membrane
+ 195887918 195891061
+ 44878411 44882156 integral to membrane
- 127682821 127719292 lyase activity histidine catabolism
- 151860374 151904436
+ 132583404 132587627 magnesium ion binding

protein binding cell adhesion cytoplasm
- 191629149 191650367
- 15427854 15444015 S-adenosylmethionine-dependent methyltransferase activity
- 11806919 11863352 transcription factor a regulation of transcription, DNA-dependen
+ 9919511 9933082
+ 188398009 188401953 integral to membrane
- 51903932 51912391
+ 52296911 52302532 kinase activity regulation of transcription, DNA-dependen
+ 52255225 52259651 CTD phosphatase acprotein amino acid d nucleus
+ 63780111 63809350
+ 63404063 63577636 transporter activity transport integral to membrane
+ 50291521 50300548

structural constituentprotein biosynthesis intracellular
+ 130744754 130752902 DNA binding nucleosome assembnucleosome
- 48728334 48749733
- 130162991 130372367
+ 130372512 130391447
- 123037698 123043054
+ 123657772 123708544 adenosine deaminasmRNA processing intracellular
+ 189292073 189301348 nucleic acid binding nucleus
- 84203306 84289161
+ 52758520 52804385
+ 113424281 113467833
- 68921137 68940175 chymotrypsin activityproteolysis and peptidolysis
- 177480873 177491971 molecular function unapoptosis cellular component u



+ 14681790 14748043 nucleic acid binding
- 57045386 57094566 catalytic activity electron transport
- 56263620 56299307
- 88154589 88170726
+ 20378557 20406242
- 118362312 118364335 integral to membrane
- 4308601 4346693
- 185385008 185514168 hydrolase activity nucleotide metabolism
- 104304954 104355534 antiporter activity ion transport integral to membrane
- 101735552 101862590 transporter activity transport integral to membrane
- 41033880 41107162 binding mitotic chromosome condensation
+ 38294289 38500405 calcium ion binding cell adhesion
- 257874 271297
- 44545096 44569540 glucosamine-6-phos N-acetylglucosamine metabolism
+ 56240859 56248769

- 49730233 49772958

- 10279444 10302989 S-adenosylmethionine-dependent methyltransferase activity
- 93101770 93103065 transcription factor a regulation of transcri nucleus
+ 34972033 34991914 heat shock protein b protein folding nucleus

+ 148705284 148714338 adenyl-nucleotide ex protein folding mitochondrion
+ 72452157 72463397 receptor activity
+ 72499829 72506294
+ 157103332 157116324 RNA binding nuclear mRNA splici nucleus
- 75006011 75044006
- 145874609 145875830 receptor activity G-protein coupled re integral to membrane
- 110861920 110876056 cholesterol binding lipid transport
+ 110455768 110490556

- 162813164 162819721
+ 158622875 158645617 protein modification
+ 132177177 132180377
- 132185910 132189901
+ 134209268 134222684
- 143788765 143804807 hydrolase activity

+ 147566567 147748584 vesicle-mediated trancytoskeleton
+ 126319628 126341265
+ 163118574 163706934
- 71628086 71722853 galactosylgalactosylxcarbohydrate biosyntGolgi apparatus
+ 71333345 71355327
+ 74462547 74591509 serine-type endopeptidase inhibitor activity
- 150301714 150304211 MHC class I recepto antigen presentation MHC class I protein c
- 89864935 89884453 RNA binding assembly of spliceoscytoplasm
+ 49626346 49637584

+ 30212488 30223570 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp



+ 31027537 31029977
+ 72720139 72724868
- 72171185 72186736 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 142153439 142154789
+ 142498899 142501977
- 148204227 148225435 DNA binding carbohydrate metabonucleus
+ 100599748 100794245 phosphate transport cytoplasm
+ 129441668 129451448

- 137736285 137805151 transporter activity transport integral to membrane
- 135068763 135119319 protein binding cell growth cellular component u
+ 133269359 133406188 kinase activity
- 150310432 150322126 intracellular signaling cascade
- 39945582 39947456
- 24947555 24993057
- 116597226 116661494 signal transducer activity cytoplasm
+ 8597075 8599026 protein self binding calcium-independentintegral to membrane
- 130433121 130761667

calcium ion binding lipid catabolism cellular component u
+ 126054732 126060809 nucleic acid binding nucleus
- 37910960 37916804 transaminase activityamino acid metabolism
+ 94781910 94809852
+ 17148850 17197418
+ 96106397 96139355
- 56813873 56848439 acyltransferase activ metabolism
- 143828630 143830954
- 133791375 133842010
- 13991744 14456806 cytoskeleton organiz integral to membrane

- 52394690 52484534 oxidoreductase activity
+ 41554875 41597971 acyltransferase activ metabolism
+ 35521451 35771722 protein binding apoptosis integral to membrane
+ 38363176 38385218
- 88952097 88955412
+ 85258140 85996629 nucleic acid binding ribonucleoprotein com

- 113138927 113140874 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 136129149 136213076 protein binding
- 74827426 74872864

+ 71755976 71817923
+ 136882866 136894324

- 34600492 34602101 nucleic acid binding
+ 35032225 35035987
- 122368190 122369126 olfactory receptor ac G-protein coupled re integral to membrane
- 142441463 142448539
- 17940709 17998660 catalytic activity
+ 150402661 150515777 signal transducer actsignal transduction



- 125408903 125412369
+ 106256006 106293617
+ 105227463 105259093

- 63188018 63208645 catalytic activity
+ 84065049 84148918
- 83382350 83563603 transcription factor a regulation of transcri nucleus
- 44139158 44158470
+ 23112751 23172076
- 27237984 27241115
+ 27585763 27600788
+ 69065361 69067050
+ 74276981 74307453 transferase activity, transferring glycosyl groups
- 74785843 74788092
+ 55532853 55534778 transcription factor a regulation of transcri nucleus
- 152456036 152460104 ATP binding protein amino acid phosphorylation
+ 114247946 114250406
+ 117411752 117601990 GTP binding

+ 21256787 21281043
+ 30690212 30690794 intermediate filament
- 32870732 32879687
- 97626042 97627520 nucleic acid binding protein ubiquitinationubiquitin ligase comp

- 15061283 15093384 intracellular signaling cascade
- 177509976 177565424 intracellular signaling cascade
- 129476436 129483998 intracellular signaling cascade
+ 98960357 98987936 intracellular signaling cascade
- 46827840 46837644 intracellular signaling cascade
- 15021767 15047840 intracellular signaling cascade
+ 54833922 54838027 calcium ion binding muscle developmentmuscle myosin
+ 7487074 7491911 DNA binding regulation of transcri nucleus
- 150392439 150398587 calcium ion binding
+ 18539020 18561556 sugar binding integral to membrane

defense response to bacteria
+ 101186859 101188826 translation elongation factor activity
- 29825316 29828105
+ 61742128 61759981 DNA binding regulation of transcri intracellular
+ 2961222 2962622 protein binding
+ 36786518 36791429 amino acid-polyaminamino acid transport integral to membrane
- 199523 219390
+ 31219620 31232884 lipid binding
- 43836253 43853954 serine-type endopeptidase inhibitor activity
- 30498329 30534849 catalytic activity metabolism
- 54006783 54012634
- 55505629 55533560 DNA binding cell cycle nucleus
+ 42816013 42847317 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 35163043 35241388 mitotic chromosome condensation
- 62075911 62081436
+ 61963009 61964785 catalytic activity
+ 30061913 30083641



- 42813862 42872326 exocytosis synapse
- 56226956 56237091 protein modification
- 31035242 31055900 molecular function unspermatogenesis cellular component u
+ 13924318 13982313
+ 119910694 119911246
+ 238657699 238732680 ligase activity ubiquitin cycle
+ 24234328 24255609
- 17620724 17623568
+ 18159440 18167109
- 46189971 46190778 structural constituentprotein biosynthesis cytosolic large riboso
- 51265639 51281559 structural molecule activity intermediate filament
- 575269 581890 DNA binding response to oxidativecytosol
+ 33750805 33752315 integral to membrane
- 43950673 43953308 intracellular signaling cascade
+ 33804116 33805013
+ 43919662 43941174
+ 43691798 43693245 serine-type endopeptidase inhibitor activity
+ 17651360 17664516 DNA binding nucleus
+ 86185 87804 nucleic acid binding defense response to cellular component u
+ 18742369 18743033 sterol carrier activity

molecular function unknown
- 43596249 43601548 serine-type endopeptidase inhibitor activity
- 33578212 33580862
- 48646921 48686833
- 23379040 23381482 cysteine protease inhibitor activity
+ 155924 158527 defense response to bacteria
- 21163322 21188059 DNA binding regulation of transcri nucleus
+ 90495741 90499727 RNA binding
+ 65489710 65512395 nucleic acid binding nuclear mRNA splici spliceosome complex
- 60418687 60435984
+ 34019942 34082036 nucleotide binding
+ 42399211 42412846 extracellular region
- 134807802 134810937 nucleus

signal transducer actpositive regulation ofubiquitin ligase comp
+ 137401221 137406843 sodium-dependent p phosphate transport membrane
- 157727888 157737662 sugar binding
+ 122843027 122871037 intracellular signaling cascade
- 57277418 57288020 intracellular signaling cascade
- 63227096 63228524
+ 96943946 96976152 catalytic activity metabolism
+ 76541472 76606455 molecular function unlipid metabolism integral to membrane
+ 89568049 89595348
+ 116687941 116727420 pseudouridylate synt tRNA processing
- 28382995 28611021 protein binding
- 52085732 52090034
- 49034607 49129806 protein binding cytoskeleton
+ 114197005 114487522 protein transporter a intracellular protein t integral to membrane

- 82085840 82106480
+ 93160080 93213401 ubiquitin-protein ligasubiquitin cycle intracellular
- 93656325 93659220



- 118413197 118419471
- 120434057 120504748 cell cycle
+ 7229756 7446844 calcium ion binding transport integral to membrane
+ 35922187 36209417 receptor activity integral to membrane
+ 21967838 22027318 threonine endopeptidubiquitin-dependent cytosol
- 4549228 4555626

- 5492199 5494501 protein modification
- 26538427 26550356 integral to membrane
- 95141764 95162424
- 94545780 94603894 cell cycle arrest nucleus
+ 93940181 93994234

GTPase activator activity
- 105427035 105453396 protein binding
- 106702292 106830406
- 107848057 107874321
+ 110916442 110936998 sugar binding
+ 63337498 63351765
- 16765787 16992535
+ 18240031 18241624
- 18584824 18612495
+ 18676926 18682908
+ 6543910 6549825 microtubule motor acmicrotubule-based mdynein complex
- 41139340 41269745 zinc ion binding membrane
+ 94839538 94864837 hydrolase activity histidine catabolism tcytoplasm
- 7857663 7916762 glucose transporter acarbohydrate transpointegral to membrane
- 48517826 48523142
+ 74071155 74104087 extracellular region
+ 123298589 123325448
+ 122982549 123024847 nucleic acid binding biological process unnucleus
- 24611164 24628369
+ 25239482 25249202 oxidoreductase activ electron transport mitochondrial inner m
- 37332268 37585687
+ 120819202 120904538 calcium ion binding
+ 127862960 127994389 transferase activity biosynthesis integral to membrane
- 68333656 68369324 ion channel activity ion transport integral to membrane
- 75917497 75961815 transcription factor a regulation of cell cyc transcription factor co
- 50849576 50865800 structural molecule activity intermediate filament
+ 8911805 8930864 endopeptidase inhibitor activity
- 62872686 62902319
+ 14847772 14868053

- 1545420 1573592 ubiquitin cycle
+ 109402819 109432609 DNA repair
- 110261203 110269546

+ 117882115 118063577



+ 142698157 142771870 calcium ion binding

+ 42253750 42263683
+ 43351968 43364438

+ 49644154 49645753
+ 30672131 30803659 transferase activity, transferring glycosyl gmembrane

+ 67258942 67270920 oxidoreductase activ metabolism intracellular
- 94304312 94306252 transcription factor a development nucleus
- 94023372 94053934 serine-type endopeptidase inhibitor activity
- 93257136 93324519 neurotransmitter cataintegral to membrane
+ 64086372 64125849
+ 50408627 50441438 catalytic activity
+ 73388426 73421915 oxidoreductase activity
- 73470457 73486588
+ 76362479 76406392 calcium ion binding
- 77010492 77034912 molecular function unknown
- 23752999 23755081

+ 41147093 41443498
+ 43036194 43058718
+ 60146493 60148395
- 98085135 98091149 cell wall catabolism

+ 57517663 57602479
+ 55671430 55764849

diacylglycerol bindingexocytosis synaptosome

+ 90815910 90845351
- 87221522 87239774 hyaluronic acid bindi cell adhesion extracellular matrix (s

+ 36014748 36030914
+ 95127682 95129848
- 74022899 74091840 growth factor activity integral to membrane
+ 85921163 85923921
- 41440562 41449400 transcription factor a regulation of transcri nucleus
+ 21927030 22006353

voltage-gated potasspotassium ion transpmembrane
- 65206154 65288111 cytokine activity chemotaxis integral to membrane
+ 65170851 65179676 cytokine activity chemotaxis integral to membrane



- 10628861 10696303 microtubule cytoskel microtubule
ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

+ 550422 555529
- 682506 695809 ubiquitin cycle
- 1054093 1068674

- 27709716 27806979
+ 69237968 69252085
- 3426111 3433491 DNA binding regulation of transcri nucleus

- 67934660 67943190 protein carrier activityintracellular protein t integral to membrane

- 30499494 30504511 DNA binding regulation of transcri nucleus
- 30488525 30490508 nucleic acid binding regulation of transcri nucleus
- 31057749 31068888 chymotrypsin activityproteolysis and pepti extracellular matrix (s
- 5034124 5055973 hormone activity extracellular region
+ 4724327 4739396
+ 72376392 72458065 transferase activity, transferring glycosyl groups
- 17690866 17816443 protein transporter a intra-Golgi transport Golgi stack
- 76816673 76827450
- 78494960 78501113 transferase activity Golgi apparatus

+ 70092651 70101943
microtubule motor acmicrotubule-based mdynein complex

+ 57811645 57847569 calcium ion binding

- 19522220 19560515 antiporter activity multidrug transport membrane
+ 9420711 9487427 nucleus
- 8573976 8588879

+ 8183912 8190088
+ 31112045 31116208
- 30790629 30797142
- 30543651 30545490 membrane
+ 30499395 30537691 binding chromatin modification

+ 39280072 39296520 receptor activity

+ 38386107 38399233
+ 45805588 45813817 ATP binding ATP synthesis coupl proton-transporting tw

+ 23708813 23713215 integral to membrane
- 24054660 24062999 calcium ion binding lipid catabolism
- 24248927 24254089 oxidoreductase activ metabolism

+ 41073430 41075450

- 77503679 77512353
+ 25959570 25986610



+ 35666237 35689627 actin binding
- 36157799 36165091 structural molecule activity intermediate filament
+ 36228920 36244862
+ 183079 184573
- 50105059 50134941 lipid binding lipid transport
+ 42049792 42097263 ligase activity
+ 42168184 42171088 ligase activity protein ubiquitinationubiquitin ligase comp
- 55252128 55515570 phosphate transport cytoplasm
- 68354894 68362542 integral to membrane

+ 27210737 27247877 calcium ion binding cell adhesion cytoskeleton
+ 22699269 22769908
- 19434007 19496847
+ 10444624 10478692

+ 56888404 56900254 calcium ion binding
+ 57492262 57520984 DNA binding regulation of transcri intracellular
+ 57706024 57708794 DNA binding regulation of transcri nucleus
+ 58209395 58211645 structural molecule activity viral capsid

- 63161618 63177714

- 63110052 63119756 nucleic acid binding regulation of transcri nucleus
+ 62593029 62604597 DNA binding regulation of transcri nucleus
+ 50693704 50697403 catalytic activity
- 47032989 47040348
- 10623541 10625158
- 9038554 9470279 DNA binding regulation of transcri nucleus
+ 60580015 60581424
- 59355658 59368664 integral to membrane
+ 60803541 60806317 nucleic acid binding nucleus
- 60823918 60827753 nucleic acid binding nucleus
- 12289305 12305502 DNA binding regulation of transcri nucleus
- 11117169 11127458

protein tyrosine/serinprotein amino acid dephosphorylation
- 51842709 51849754
- 50959883 50964152 transcription factor a development nucleus
+ 42261221 42312489 DNA binding regulation of transcri nucleus
- 41360359 41397397 nucleic acid binding regulation of transcri nucleus
+ 61055198 61085030
+ 61571319 61582703 nucleic acid binding nucleus
- 61586459 61596701 nucleic acid binding regulation of transcri nucleus
+ 61607529 61628212 nucleic acid binding regulation of transcri nucleus
+ 43585625 43591566
- 43912671 43926954 calcium ion binding proteolysis and pepti intracellular
+ 37588870 37667076
- 45413804 45416138 binding
- 4767246 4768982 signal transducer actinflammatory respon membrane
- 1218470 1221259
+ 5406441 5407866 peptidase activity protein ubiquitinationubiquitin ligase comp



- 40407543 40411468
+ 19510114 19517903
+ 40940924 40953630

- 8781381 8794565 DNA binding regulation of transcri nucleus

- 23717999 23733479 nucleic acid binding nucleus
- 1733075 1763270 ATP binding cation transport integral to membrane
+ 16005563 16013945
+ 2792481 2805033 DNA binding regulation of transcri nucleus
- 42593901 42650179 DNA binding regulation of transcri nucleus
+ 42651821 42668082 DNA binding regulation of transcri nucleus
- 114346428 114408514 transporter activity transport integral to membrane
- 206344056 206346285
+ 150753469 150759905 DNA binding regulation of transcri nucleus
- 10940798 10958524
+ 219274300 219294502
+ 914832 920104

- 85429676 85437346
+ 6608010 6618322 DNA binding regulation of transcription, DNA-dependen
+ 147068301 147072574
+ 95295004 95370895 integral to membrane
- 108477128 108498715
+ 64381510 64422048 ubiquitin conjugating ubiquitin cycle
+ 230347413 230766997
+ 6232136 6233766
+ 6203185 6215125
+ 142902321 142906589 membrane
+ 143038287 143057565
+ 176443954 176516988

+ 202269821 202302994
- 202528810 202550902 carboxypeptidase acproteolysis and peptidolysis
+ 244038491 244065887
+ 101073698 101157013 cation transporter ac cation transport membrane
+ 3692118 3711366
+ 23440855 23443578
- 46723335 46727704
- 46785410 46792825 kinase activity
- 53683926 53911898 DNA binding negative regulation onucleus

nucleic acid binding protein ubiquitinationubiquitin ligase comp
+ 33391266 33435413 nucleic acid binding nucleus

+ 151819372 151836479 ubiquitin-protein ligasprotein ubiquitinationnucleus
+ 221110913 221234984 intracellular signalingintegral to membrane
+ 243278436 243281732
+ 37930252 37936313
+ 198589688 198593083



- 227775216 227780288
- 25894813 25903240
+ 147824388 147832236 protein self binding apoptosis cytosol
- 42867856 42875018 protein self binding calcium-independentintegral to membrane
+ 43307118 43345642 kinase activity
- 43416650 43420332
+ 43524727 43547555 catalytic activity
+ 44126372 44131289

- 45754809 45758822
+ 153703776 153715953
+ 16076036 16078486

ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 155714422 155759591
+ 209186210 209188512
+ 36643251 36650518

- 41788218 41788981
- 43171506 43177217 serine-type endopeptidase inhibitor activity
- 4659928 4669314
+ 5399851 5405780
+ 5679042 5792556
- 30754164 30795036
+ 31134415 31163217 lipid binding
+ 60131587 60142908
+ 13336975 13346202
- 39699639 39737998

- 59668021 59676234
- 204584007 204586803
- 47130139 47201621 nucleus
- 60742515 60745096
- 11210709 11219945 structural molecule aDNA transposition integral to membrane
+ 60517632 60588929 amino acid-polyaminamino acid transport integral to membrane
- 42004748 42009004
+ 42315446 42318098
- 42395312 42401627
- 104179862 104298480
- 15446272 15448254 ATP binding protein folding
- 15638923 15677136
+ 19643987 19660203 disulfide oxidoreduct electron transport

- 21299099 21300541
- 22057346 22069296
+ 22429761 22432601
+ 27462596 27478048 chaperone binding protein folding mitochondrion
+ 27493260 27509832
+ 28801006 28897614
+ 29642949 29647091 DNA binding protein biosynthesis



- 38463549 38614294
- 39580052 39582630 heat shock protein b protein folding

- 41105417 41152894 transmembrane receB cell differentiation integral to membrane
- 42601575 42612661 catalytic activity
- 44960437 44966719
+ 112956128 113006212 ligase activity protein modification
- 113211676 113238417
+ 113911612 113969976
+ 94959105 94964442 microtubule cytoskel microtubule
+ 200160124 200167164

+ 88206642 88249635 DNA binding regulation of transcri nucleus

+ 99216702 99226444
- 150449527 150541213
+ 6062309 6064972
- 240798435 240800063
+ 62044459 62274848
+ 95362074 95378928 integral to membrane

binding
nucleic acid binding ubiquitin cycle nucleus

- 178240741 178243011 binding

+ 96413837 96415940

- 61080754 61156859
- 110567355 110575433
- 109657752 109729158 GTP binding cell cycle
- 210710940 210861557

- 187518067 187539403 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

+ 153400637 153442931
- 208302346 208315202
+ 208401769 208444695 cytokinesis
+ 170416028 170432491 protein binding

protein phosphatase signal transduction
+ 201216385 201270897
- 202177656 202309404
- 165580318 165637542 amino acid-polyaminamino acid transport integral to membrane
+ 222988370 222995441
- 219851694 219860220 transporter activity transport membrane

- 33862973 33864922 integral to membrane



+ 14723453 14727045
+ 38089256 38205931 binding
+ 20788051 20792878 cytokine activity growth
- 230725204 230759124 transporter activity transport integral to membrane
- 232198641 232204555

- 70098876 70101048 aspartic-type endopefatty acid biosynthesis
- 159917818 159968570 kinase activity G-protein coupled re heterotrimeric G-prot
+ 158677198 158817985 protein binding nucleoside metaboliscytosol
+ 74641944 74643458
+ 181802661 181811461 RNA binding nucleus
+ 123765955 123775966 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 68863607 69064401
- 20177088 20202687
- 19996456 20028746 catalytic activity
- 19895971 19950676 calcium ion binding

- 168679173 168853991
- 170993967 171013014
+ 9720509 9746592
- 110495330 110518054 DNA binding

- 113806100 113842667
- 113667644 113700895
- 46938224 46993243
- 193997310 194118652
- 196270311 196473174
+ 36126741 36153901 Golgi apparatus

+ 138159404 138212618 hematopoietin/interferon-class (D200-domintegral to membrane
- 127751217 127760456

+ 28258127 28336265
+ 192529575 192592666
- 114644258 114716693
+ 132563453 132566069
- 42724885 42789748

+ 2117246 3074645 protein binding cell adhesion membrane
- 120103690 120347381 catalytic activity
+ 120347686 120352992 kinase activity
- 147039494 147217187 nucleic acid binding regulation of transcri nucleus

- 47690187 47757581 transcription factor a protein ubiquitinationnucleus
+ 47859718 47880006
- 53580079 54073170 protein transport
- 184393322 184395501
+ 43226 78099 DNA binding regulation of transcri nucleus



+ 166235704 166237878
- 185638079 185650178
+ 76797820 76811145 DNA binding
+ 76838436 76847106
+ 39231038 39272919 glucosidase activity carbohydrate metabointegral to membrane
- 89540223 89562926 catalytic activity protein amino acid d protein serine/threon
- 160172296 160313938
+ 8574213 8596352
- 82705397 82750240 guanyl-nucleotide ex cytokinesis
+ 121541202 121627361 GTPase activator activity
- 54957434 55043852 amino acid-polyaminamino acid transport integral to membrane
- 150674732 150707312 amino acid-polyaminamino acid transport integral to membrane

+ 172415975 172496567 DNA binding regulation of transcri nucleus
- 122709533 122753573
+ 135198314 135252223 binding transport membrane
- 82388234 82408918
- 89789777 89806341
- 87526780 87600421
+ 121325554 121391528 DNA binding protein biosynthesis
+ 222167 235704 GTPase activator activity

+ 140060215 140066423 DNA binding nucleus
hydrolase activity, hycarbohydrate metabolism

+ 68746698 68775592 integral to membrane
+ 2805261 2808512
- 2799280 2804537 transcription factor a regulation of transcri nucleus
+ 180399842 180415374
+ 94916620 94965638 sulfuric ester hydrolametabolism
+ 94752803 94811897

binding
+ 43077951 43081249
- 114631233 114659864 nucleus
+ 156210126 156212117
- 156521923 156525853 catalytic activity
- 145118774 145195092
+ 145296334 145423047 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 158516996 158567412 receptor activity protein ubiquitinationubiquitin ligase comp

+ 7535430 7557090
- 154818546 154923906 actin binding neurogenesis cytoplasm
- 150433379 150438721 MHC class I recepto antigen presentation MHC class I protein c
- 130545826 130578128
+ 134183977 134216823
- 134353323 134415444 sugar porter activity carbohydrate transpointegral to membrane

+ 22677773 22679871
+ 160191711 160212146 transcriptional represnegative regulation onucleus
+ 125346212 125446359 protein binding protein ubiquitinationintegral to membrane



+ 124166987 125188485

+ 88174449 88202494
- 2567145 2579836

+ 86902379 87104406
- 112054165 112173883
+ 138483329 138488320
- 111823875 111890188
+ 64782406 64863950 integral to membrane
+ 94141184 94251003

- 122686664 122768589 protein modification
+ 65538094 65549967 protein binding potassium ion transpmembrane

+ 149585771 149614128 GTP binding
- 150564704 150574747
- 148237526 148261026 DNA binding regulation of transcri nucleus
- 148607533 148632442 nucleic acid binding regulation of transcri nucleus

- 72693574 72701506

+ 74684536 74690716

- 16672270 16694853

- 22626718 22841358
+ 25372429 25421342
- 125127494 125252944
- 125393411 125454111
+ 74369890 74399345 oxidoreductase activ metabolism

- 101602177 101641188

- 28341847 28403703 ubiquitin cycle
- 127633868 127639648
- 96327410 96350613
+ 100094669 100291191 metallopeptidase actproteolysis and pepti integral to membrane

- 431646 485331
- 604200 671226
- 87295403 87311720 amino acid-polyaminamino acid transport integral to membrane
- 109864521 109868946
+ 124860079 124894262 oxygen binding
+ 67948883 67976566 DNA binding



+ 62363103 62576756 retinol binding transport intracellular
- 41621853 41624035 nucleus
- 74141808 74168061
- 135927372 136000688

- 203461 205741

- 27938527 28709303 carboxypeptidase activity
+ 88379573 88420255
+ 136654512 136656349
- 136914308 136918817 prostaglandin-D synt fertilization (sensu Metazoa)
+ 122456570 122457515 olfactory receptor ac G-protein coupled re integral to membrane
- 121663845 121935117 ligase activity protein modification
- 82826877 82907597 GTP binding protein transport
+ 38685311 38707132 oxidoreductase activ metabolism
- 15161560 15297244 binding

+ 37743801 37768504 RNA binding tRNA processing
+ 127557911 127573433 binding
- 93288337 93295429
- 18917892 19023184

- 14727363 14764159 calcium ion binding cell communication integral to membrane

- 111579727 111636778

- 97441923 97475154
- 76667736 76750557
+ 22050716 22052231 nucleic acid binding protein ubiquitinationnucleus
+ 146768394 146813726

+ 57196159 57398647 amidase activity integral to membrane

+ 27368186 27411569
- 33907533 33910085
+ 14651219 14699113 structural molecule activity
+ 129917750 129949388 GTPase activator activity
+ 53332859 53339797 flagellum
- 119024906 119031729 transcription factor a development nucleus
- 119152217 119160970
+ 25970213 25973420 molecular function unbiological process uncellular component u

134591733 134599767
- 74375081 74525896 metal ion binding integral to membrane
- 55396257 55398393 cysteine-type endopeubiquitin cycle
+ 100546606 100594591



- 40245297 40263031
- 133629116 133656230
+ 133666743 133714136

RNA binding spermatogenesis cellular component u
- 74928058 74983104 catalytic activity ubiquitin cycle
+ 95643719 95652480 membrane
+ 49563520 49686269

- 26669782 26700122 transporter activity transport membrane
+ 92728183 92767319
+ 125121401 125124930 calcium ion binding lipid catabolism
- 107707137 107843438
+ 18434006 18457723 L-lactate dehydrogenanaerobic glycolysis cytoplasm
+ 6183373 6188935
+ 81583401 82030531 binding
+ 10015280 10029459 receptor activity
- 9766358 9777127 integral to membrane
+ 87038568 87093927 binding
- 86876283 86925644

cofactor binding biosynthesis
- 25520282 25597445
- 31428984 31635219 DNA binding
- 100051745 100106457 transporter activity transport integral to membrane
+ 109747530 109808058
+ 118235236 118441571
- 43320847 43351827
- 38438062 38462983 integral to membrane
+ 66725898 66765020
- 66983553 67051955
- 94953697 95011926
- 37793069 37795325 sugar binding integral to membrane
+ 23670607 23671898
+ 22422280 22426729 GTP binding small GTPase mediated signal transductio

- 46379045 46882145 integral to membrane

+ 23838937 23844214 RNA binding mRNA metabolism
- 88150956 88328910
+ 79178803 79228570
+ 71953020 71968606 GTPase activator activity
- 53509797 53587724 binding nucleus
- 29562620 29734834 DNA binding ubiquitin cycle nucleus
+ 36331807 36433533 protein binding development membrane
+ 73803373 73807082
+ 32181564 32183798
- 39262219 39310187 3'-5' exonuclease activity intracellular
- 37679523 37862323
+ 87047225 87128890 DNA binding regulation of transcri nucleus
+ 82782244 82788273 adenosine deaminasmRNA processing intracellular



+ 26985528 26987988
+ 73739925 73763486 DNA binding regulation of transcri nucleus
+ 51585837 51915006
- 58132407 58239427 ubiquitin-protein ligasprotein ubiquitinationintegral to membrane
- 8641205 8643308 catalytic activity

+ 39437557 39441495 acetylglutamate kina amino acid biosynthesis
- 37985060 38014928
+ 45706831 45713843
+ 27617307 27672551 calcium ion binding integral to membrane
- 6885672 6887966 transporter activity transport integral to membrane
+ 6620295 6631688 ubiquitin cycle
+ 41278052 41280107 D-alanyl-D-alanine e proteolysis and pepti integral to membrane
- 36202010 36209710 structural molecule activity intermediate filament
- 14094723 14122429 DNA binding regulation of transcri nucleus
+ 50139168 50162382
- 42802655 42804296 regulation of transcri integral to membrane
+ 57540493 57561923 DNA binding regulation of transcri nucleus
- 57959275 57981828 nucleic acid binding nucleus

- 63557536 63565932 nucleic acid binding nucleus
- 62745019 62763017 DNA binding regulation of transcri nucleus
- 50266598 50271528 DNA binding regulation of transcri nucleus
- 47394591 47413653 DNA binding RNA processing nucleolus

- 60780710 60783999 nucleic acid binding nucleus
+ 12582752 12601676 DNA binding regulation of transcri nucleus
- 12497184 12523288 DNA binding regulation of transcri nucleus
- 12433372 12523288 DNA binding regulation of transcri nucleus
- 11986572 12007525 DNA binding regulation of transcri nucleus
+ 53466465 53482675 DNA binding regulation of transcri nucleus
+ 41872141 41904063 nucleic acid binding regulation of transcri nucleus
+ 42409205 42426414 DNA binding regulation of transcri nucleus
- 42850489 42874992 nucleic acid binding nucleus
- 44721288 44722664 carboxypeptidase A proteolysis and peptidolysis
- 5733970 5735610
- 40307256 40317944
- 41186049 41191509
- 21697407 21742163 DNA binding regulation of transcri nucleus

nucleic acid binding nucleus
+ 42734147 42796834 DNA binding regulation of transcri nucleus
- 114837508 114924774
+ 89541637 89564040 GTP binding immune response

+ 108977074 108997407
- 194253041 194475979
+ 176292681 176392055 nucleic acid binding
- 176545610 176578591
+ 1878708 1880895 calcium ion binding



+ 54983756 55019944
+ 149756200 149758142
- 62414841 62497104
- 100261124 100310532 cell cycle
- 222477142 222493767
+ 243055846 243156467
+ 20624237 20626806

isomerase activity protein folding

+ 219938546 219940591
+ 43764068 43770870
- 56467831 56523355
- 5969423 5982676 integral to membrane

+ 20311639 20316169
+ 28440897 28452372 calcium ion binding
- 35804480 35824196
+ 37817789 37824500 hydrolase activity, acting on carbon-nitrogen (but not peptide) b
+ 40719291 40748975
+ 228561831 228614531
- 100358521 100384485 ATP-dependent peptATP-dependent prot extracellular region
+ 108861736 108951365

+ 232283116 232284497
+ 29167947 29182064 mitotic chromosome condensation
+ 187384294 187454016 DNA binding regulation of transcri nucleus
- 119630051 119632695 phosphate transport cytoplasm
+ 24075026 24135342
- 70947432 70959387
- 74656914 74664973 ATP binding
+ 123817214 123838226 NAD+ ADP-ribosyltraprotein amino acid A nucleus
- 129663979 129668789 heat shock protein b protein folding
- 39199710 39209081
- 197686938 197718892 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 127725873 127744831 N-acetylgalactosami carbohydrate metaboGolgi apparatus
- 64054590 64186171 zinc ion binding membrane
+ 129124953 129189203
+ 124201833 124593407
+ 124011461 124023702 ATP binding protein folding

+ 166310755 166320501 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 4410049 4441581 DNA binding regulation of transcri nucleus
+ 90391145 90393217 DNA binding chromosome, perice
- 74803896 74851169 protein binding signal transduction
+ 156060104 156107569 nucleic acid binding
+ 109172033 109189712 ceramide cholinepholipid metabolism Golgi apparatus
- 54444579 54504760 cell cycle

- 36070880 36102741 transferase activity, tmetabolism integral to membrane
+ 78944151 79017858 nucleic acid binding
+ 112340331 112384565 RNA binding mRNA catabolism, nnucleus



- 96453329 96504195 structural molecule activity
- 71774989 71839005 DNA binding regulation of transcri nucleus
+ 79819555 79873962
+ 84278992 84292138 chymotrypsin activityproteolysis and peptidolysis
- 80251427 80303866

- 165663575 165693509
+ 64282917 64310147 DNA binding regulation of transcri nucleus
+ 151091158 151154659 manganese ion binding Golgi apparatus
+ 22777734 22779861 ATP binding
+ 63133001 63171458 nucleic acid binding regulation of transcri nucleus
- 121931716 121933159 peptidase activity apoptosis integral to membrane
- 107798482 107803848
- 105893758 105895281
- 47587529 47761277 integral to membrane
+ 149649610 149655808 GTP binding

+ 97486254 97486842 DNA binding regulation of transcri nucleus
+ 33717762 33968724
- 126604306 126626718 nucleic acid binding nucleus
+ 87947788 88464202
+ 118216747 118254101 cation transporter ac cation transport membrane
- 139669659 139995418 phosphate transport cytoplasm
- 101654298 101731069 intracellular signaling cascade

+ 172384 187338 DNA binding regulation of transcri nucleus
+ 39911630 39993067 heme binding
+ 124642706 124656719 latrotoxin receptor activity membrane

- 136324127 136344667 electron transporter aelectron transport
- 3817676 4142183 DNA binding negative regulation onucleus

+ 94120594 94143279 nucleic acid binding regulation of transcri intracellular
+ 79482109 79506955

+ 34720587 34722691 catalytic activity
+ 35697554 35767926 integral to membrane
- 14621185 14650848

transcription factor a RNA elongation nucleus
+ 117739668 117742812 nucleic acid binding

+ 75202054 75205980 fucosyltransferase acprotein amino acid g membrane
+ 74323344 74362793 calcium ion binding
+ 134108682 134112883
+ 134060693 134081346

+ 18391238 18406371 single-stranded DNA binding nucleus
- 7773277 7793336 sugar binding immune response integral to membrane
- 155476159 155524973 ATP binding



+ 149851345 149855901 GTP binding endoplasmic reticulu

- 64458520 64459936 hormone activity extracellular region
+ 76181581 76209800 calcium ion binding
- 74998573 75009976
- 52774578 52779353
+ 52724248 52730343
+ 31190601 31215816
- 31213289 31215097 molecular function unbiological process uncellular component u
+ 50908118 50913411 diphosphoinositol-pocalcium-mediated sigintracellular
- 46577776 46735051 cytochrome-c oxidaselectron transport inner membrane
+ 54807125 54809050 transcription factor a development nucleus

protein binding

nucleic acid binding nucleus
+ 21116727 21160645 DNA binding regulation of transcri nucleus

+ 30409820 30490783 regulation of transcri nucleus

+ 53801811 53802782
+ 268569 275304 ATP binding
- 23627811 23661780 DNA binding I-kappaB kinase/NF-cytoplasm
+ 99056936 99359714 citrate (pro-3S)-lyase activity citrate lyase complex
- 8568571 8579160 nucleus
- 8802771 8811904 nucleus
- 12813408 12822457 nucleus
- 33971904 34001313
- 40249597 40264964 DNA-directed RNA ptranscription DNA-directed RNA p
- 41470660 41479036 membrane
+ 131897785 131906102 catalytic activity metabolism
+ 76423107 76430651 beta-1,3-galactosyl-OO-glycan processing membrane
+ 175748384 175749366
- 36107770 36113528 structural molecule activity intermediate filament
+ 36065864 36191155 translation initiation f protein biosynthesis
+ 35942920 35990281 translation initiation f protein biosynthesis
+ 73074953 73100889 protein transport integral to membrane
- 57375123 57395795 oxidoreductase activ metabolism

- 96229790 96260224 nucleic acid binding nucleus

+ 28088434 28311519 methyltransferase activity
- 117605545 117628221 membrane
- 31410524 31487745 serine-type peptidaseproteolysis and peptimembrane
- 30808500 31105788 sugar binding intracellular signaling cascade

- 51517855 51529045 structural molecule activity intermediate filament

- 31715339 31773251
+ 56284870 56289850 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 54361685 54364659 S-adenosylmethionine-dependent methyltransferase activity



- 70289744 70343866 mRNA processing nucleus
+ 68606703 68638770
+ 112259097 112289921
+ 98544002 98546292
- 89848460 89851421
- 5075235 5087782
- 6673218 6680073
- 1925476 1983938 hydrolase activity mRNA catabolism, nnucleus

+ 31318977 31425609
- 49980222 49993560
+ 135081621 135094078 oxidoreductase activ electron transport peroxisome
- 124598601 124629068 protein binding cell adhesion integral to membrane

- 47407885 47700407
- 98147883 98164655

- 64627701 64644889 hydrolase activity, hycarbohydrate metabointegral to membrane

+ 83874064 83879184
- 73703259 73708166 D-lactate dehydrogenATP biosynthesis mitochondrion
+ 87811618 87822864 DNA binding regulation of transcri nucleus
+ 87687824 87749670 ligase activity fatty acid metabolism
+ 639311 651076
+ 654988 657830

- 3531825 3567290
- 27143826 27176376 ubiquitin-protein ligasintracellular signalingubiquitin ligase comp
+ 30314557 30318216 nucleic acid binding nucleus
- 139263531 139317149 nucleic acid binding nucleus
+ 39124198 39155394 binding
+ 7647513 7650708
+ 12941431 12946567
- 42332840 42355455 nucleic acid binding regulation of transcri nucleus
- 60126688 60150679 ATP binding defense response to pathogen

- 43566831 43570508 protein binding gametogenesis integral to membrane
- 48818361 48835831
- 41217726 41237504 DNA binding
- 40925272 40928146 RNA binding nucleus
- 20619834 20636217 nucleic acid binding regulation of transcri intracellular
+ 17495109 17525454

+ 149494624 149494924
- 95160319 95250504
+ 27736631 27772256



+ 55158485 55169986
+ 47245179 47296012 monooxygenase actielectron transport endoplasmic reticulu
- 2148078 2158376
- 54321085 54377767 oxidoreductase activ cholesterol biosyntheendoplasmic reticulu

- 143502196 143552293
+ 176898802 176901086

+ 66930162 66956491
- 238578312 239014039 hydrolase activity lipid catabolism
- 118208329 118439876 DNA binding transcription nucleus
- 41150361 41156480
- 151954957 151958864
- 150733223 150744116
- 15187754 15224266

- 23053704 23061258
- 37893137 37895174

+ 113972890 113975140 transcription factor a regulation of transcri nucleus
+ 84797088 84836622 nucleoside-triphosphatase activity
+ 98162170 98367062
- 101423742 101462575
+ 73783700 73824347

iron ion binding regulation of transcription, DNA-dependen
- 69084015 69091651
+ 88663430 88668364
- 96925525 96931632
+ 68606392 68718944
+ 27576913 27578814
- 62639412 62645127 integral to membrane
- 65449636 65570961 protein binding development membrane
- 233238283 233240731 DNA binding regulation of transcri chromosome, perice
- 58702776 59010755
+ 58459131 58463119 protein binding potassium ion transpmembrane
- 186708294 186753043 catalytic activity lipid metabolism
+ 95181671 95256811 GTP binding intracellular protein transport
- 95259459 95264350 dihydrofolate reductaglycine biosynthesis
+ 185232033 185239858 extracellular ligand-gion transport membrane
+ 197431692 197448609

+ 49184071 49188922
+ 196937432 196950007 integral to membrane
- 61062398 61489655
- 15346303 15407570 integral to membrane
- 16186573 16197538 carbon-sulfur lyase ametabolism
- 17045035 17050357 hydrolase activity lipid catabolism



- 40827057 40858780
- 45545034 45562166

+ 6880425 6884005 transporter activity transport integral to membrane
+ 7269683 7271608
- 77663156 77702778
- 77569867 77574043
+ 77574568 77582315
- 68153683 68600427 metal ion transportermetal ion transport integral to membrane
- 60393129 60402148
- 71396637 71404649 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 71334933 71352393 exocytosis
- 31269199 31281886 nucleic acid binding
+ 4283967 4338247 transporter activity transport integral to membrane
- 69891585 69965929 ubiquitin cycle
+ 63611874 63621502 DNA binding regulation of transcri intracellular
+ 62872114 62882317 transcription factor a regulation of transcri nucleus
+ 31549494 31652560 oligosaccharyl transf protein amino acid g membrane
- 57302816 57361295 microtubule motor acmicrotubule-based mdynein complex
+ 57517042 57521703
- 57586223 57653844
+ 115495564 115511038

+ 48326376 48332092 bile acid:sodium symsodium ion transport membrane
- 154048112 154058482 DNA binding regulation of transcri chromosome, perice
- 153904875 153958796
+ 36080705 36098129
- 39375115 39463047
- 166357176 166487306
- 184935941 184955456
+ 185946050 185991261
- 15839187 15904363
+ 15904554 15906554

- 138775279 138803038 heat shock protein b protein folding
- 36284860 36337761

- 68612871 68664299
+ 95213947 95221593
+ 57823086 57827942
+ 79068664 79131804 molecular function unbiological process uncellular component u
- 159232568 159249073
- 44355880 44373403
- 62447823 63054091 nucleic acid binding
+ 147725304 147750599
- 1356690 1368988 transporter activity transport
- 143291347 143482444

nucleic acid binding
+ 10420490 10433738 chymotrypsin activityproteolysis and peptidolysis
+ 38950853 38964801 peptidase activity proteolysis and peptidolysis



+ 99145925 99175014
- 22060289 22070289
+ 114453193 114487518
- 27536543 27563476
+ 15543096 15961897
- 127903073 127908945
- 34388182 34448568
+ 35648310 35651183
- 98573165 98619263
+ 92900543 92926969 integral to membrane
+ 118314904 118370313 binding protein biosynthesis integral to membrane

- 77717710 77720970 nucleic acid binding
+ 104872680 105008744 ATP binding protein amino acid phosphorylation
+ 134380103 134441954 helicase activity
+ 134204240 134222858 transcription factor a regulation of transcri nucleus

+ 102771981 102775100 integral to membrane
+ 54998517 55002281

ATP binding protein amino acid phosphorylation
+ 22171297 22257975
- 98758122 98902448 transcription factor a lipid biosynthesis integral to membrane
- 20277992 20323534 electron transporter aelectron transport
- 60988576 61035166 ATP binding
- 75384303 75788790
+ 131346851 131356398
- 110326480 110337892
+ 200601534 200618500
+ 145173610 145193899
+ 198083086 198146409 cysteine-type peptidaproteolysis and peptidolysis

- 189387575 189401557
+ 115326169 115391199 membrane alanyl amproteolysis and peptidolysis
+ 150807355 150852132 amino acid-polyaminamino acid transport integral to membrane

- 140511088 140512175 nucleus
+ 18816135 18900292 apoptosis

oxidoreductase activ metabolism
- 24640672 24643857
+ 1483313 1490805
- 26907782 26922711 translation initiation f translational initiation
+ 27094002 27139547
+ 27264779 27266089 transcription factor a development nucleus
- 57169136 57173993 nucleus
- 57227764 57236249 structural molecule amicrotubule-based mmicrotubule
- 88068070 88069682
+ 88033403 88610997 nucleic acid binding nucleus
+ 63092724 63196097
- 62836406 62883002



- 80812090 80875386 nucleic acid binding
- 25310922 25345036
+ 23256965 23366520 binding

+ 70314430 70322821
+ 71060019 71063353
- 71568973 71576442 serine-type peptidaseproteolysis and peptidolysis
- 38278800 38305459 DNA binding regulation of transcri nucleus
+ 35934343 35937869 connexon channel accell communication connexon complex
- 63622960 63698472 signal transduction intracellular
- 72201000 72215163
- 128274670 128280802
+ 125258718 125275749

+ 120400034 120465525 protein modification
+ 119701225 119706556 integral to membrane
- 68415322 68427879 RNA binding protein biosynthesis intracellular
- 133215726 133220602
- 58358117 58368833

- 59160769 59182994
+ 59564323 59572090
+ 60281051 60300780 receptor activity signal transduction integral to membrane
- 60782335 60819122 calcium ion binding
- 60872855 60886305 electron transport integral to membrane
+ 61005167 61014975
- 76605251 76676111 glycerophosphodiestglycerol metabolism
+ 82290416 82323345 nucleic acid binding
+ 85243791 85308699 kinase activity viral capsid
- 69189514 69199296
+ 70386542 70388867
+ 71469552 71485584
+ 45174446 45186694
- 50184037 50316076
+ 50694507 50753617 structural constituent of ribosome
+ 46155400 46174534
- 46007561 46046863 molecular function unbiological process uncellular component u
+ 65219270 65660357 insulin receptor binding
- 69660389 69661861

- 124294298 124311156 receptor activity
+ 119586956 119605859
+ 64878865 64881523 DNA binding chromosome, perice
- 82120695 82122554
- 85072540 85074968
- 57631582 57711284 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

- 31173568 31313361 nucleic acid binding nucleus
- 61080528 61165766 transporter activity transport integral to membrane



- 60675906 60792314
- 44813151 44816342
+ 177903034 177909534 RNA binding nucleus
+ 43421880 43433357 DNA binding regulation of transcri nucleus
- 43009989 43082373 guanyl-nucleotide ex small GTPase mediated signal transductio
+ 32775109 32903496
- 13303776 13316334
- 15177390 15179324

+ 18280826 18372218 metal ion transportermetal ion transport integral to membrane
- 18874496 18980556 RNA binding
+ 18988339 19006946 GTP binding small GTPase mediated signal transductio
- 62210451 62213776 integral to membrane
- 20201072 20246057 oxygen transporter aoxygen transport
- 20964839 21076307 calcium ion binding
+ 23632886 23776048 phosphate transport cytoplasm
+ 55684010 55739377

chymotrypsin activityproteolysis and peptidolysis
- 54437628 54466783 catalytic activity
- 59898222 59967244

+ 116528691 116673545
+ 116956935 116988979
- 117063473 117096650 nucleic acid binding nucleus
- 121443081 121697325
+ 56928048 57000099
- 52804498 52818852 glutathione transfera metabolism

+ 44418463 44452881
+ 44076329 44080864
+ 43720787 43746722 structural constituent of ribosome

- 41142509 41148166
- 39411908 39801159 ATP binding microtubule-based mmicrotubule associat
- 37287934 37333350
+ 37081400 37104822 guanyl-nucleotide ex actin cytoskeleton or Golgi apparatus
+ 37030186 37040585 extracellular region
+ 36961709 37000309
+ 35812836 35824663 binding
- 34322149 34324744
- 33846968 33864874 nuclear membrane
+ 33530346 33533296 DNA binding regulation of transcri nucleus
- 31975372 31977748 DNA binding regulation of transcri nucleus
+ 30723186 30728857
- 25834269 25834734 DNA binding chromosome organiznucleosome

+ 17390910 17402052 nucleic acid binding
+ 14033181 14088212 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp



+ 10995049 11082413
- 10537663 10542760
- 3667852 3696935

+ 98859221 98873178 nucleic acid binding regulation of transcri nucleus
- 98788574 98794185

- 20595140 20599745 DNA binding nucleus
- 27643431 27993465 nucleic acid binding regulation of transcri nucleus
- 99677562 99678745
- 99411879 99419641 extracellular matrix (s
- 2350755 2368388
+ 3114320 4078475 protein binding cell adhesion integral to membrane
- 4718870 4772085 receptor activity cytolysis integral to membrane
- 6222000 6260825 triacylglycerol lipase lipid metabolism
- 6611811 6639101
+ 54384356 54394432
- 44392002 44395067
+ 30182905 30185648
+ 29958656 29975616
+ 29376666 29380151
+ 75559025 75561269
+ 76970410 77053656
- 86153888 86314182
+ 101699109 101707330
+ 101983368 102043622
- 102047630 102308966 ubiquitin cycle
- 102334174 102383454
- 104994769 105110979
+ 105197642 105268169 calcium ion binding cell adhesion membrane
- 13520642 13584982
- 27018051 27092539 protein binding protein ubiquitinationubiquitin ligase comp
- 109920756 109934386
- 114485113 114490702 3'-phosphoadenosineheparan sulfate proteGolgi apparatus
+ 117305068 117360006 DNA binding regulation of transcri tRNA-intron endonuc

- 41102749 41114906 protein binding signal transduction
+ 36518521 36566291 ion channel activity potassium ion transpmembrane
- 36466305 36476289
+ 35881048 35899830
+ 35290167 35326587 calcium ion binding

transcription factor a regulation of transcri nucleus

- 4013600 4024390
- 98088762 98112288
- 18957644 18958284
+ 99726200 99737073



+ 5095815 5116931 nucleoside transport transport membrane

+ 31330217 31466543
+ 30097162 30180547 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 84269521 84395898 receptor activity cell differentiation membrane
+ 28945367 28985124
+ 59858930 59865017 receptor activity signal transduction integral to membrane
+ 117693413 117701421 transcription regulatoregulation of transcri nucleus
+ 99361915 99367777

defense response to extracellular region
defense response to extracellular region

- 29428628 29442067 defense response to bacteria
+ 29492071 29501720 defense response to bacteria
+ 16362 25174 defense response to bacteria
+ 87180254 87235570 hydrogen-transportinATP synthesis coupl proton-transporting tw
+ 10812420 10875832 ATP binding ATP synthesis coupl proton-transporting tw

153377121 153378779 molecular function unbiological process unintegral to membrane

- 31095949 31104010 cell cycle arrest
+ 99253461 99318305 transporter activity transport integral to membrane
- 3086061 3099309 RNA binding RNA catabolism
+ 108722790 108950958
- 55923508 55931236 intracellular signaling cascade
+ 65990973 66001381
- 45544587 45549600
+ 28307571 28317143
- 101775705 101806831 DNA binding transcription nucleus
+ 67009918 67026202 FAD binding cell proliferation membrane
- 28418472 28425633 interleukin-27 recept positive regulation ofextracellular space
- 197835557 197855275 molecular function untransport integral to membrane
- 31200658 31211299 transcription factor a negative regulation ocytoplasm
+ 11664665 11682263 DNA binding DNA repair nucleus
+ 50401154 50477136 protein binding
- 32996969 33005440
- 92462550 92493521

+ 31273515 31279723
- 30396795 30433285
- 35109052 35120007 zinc ion binding nucleus

binding
nucleic acid binding nucleus

+ 30581773 30775408 acyltransferase activ metabolism
+ 85090852 86199957 antigen binding integral to membrane

+ 37223311 37235353

- 38530565 38567204
- 97701131 97837773



- 169674938 169919381
+ 169138341 169456659 transcription factor a lipid biosynthesis integral to membrane
+ 63958754 64144495 oxidoreductase activ protein repair endoplasmic reticulu
- 60552198 60559176
- 101266615 101292463
+ 64243716 64287568

- 29825160 29845046 protein binding potassium ion transpmembrane
+ 29819647 29824876 peptide-aspartate bepeptidyl-amino acid mintegral to endoplasm
+ 31703387 31713167 S-adenosylmethionine-dependent methyltransferase activity

+ 172690310 172771093 hydrolase activity proteolysis and peptidolysis

+ 121177145 121212897
- 79737839 79871378 DNA binding cell cycle

+ 42414334 42436174 calcium ion binding

- 144950038 145046845

- 11018300 11020984

+ 65358025 65380938 intracellular signaling cascade
+ 23685779 23717281
- 38936710 38971371 ubiquitin cycle
+ 1154999 1161164 tubulin-tyrosine ligas protein modification
+ 65469690 65484010
+ 116939500 116944630
- 31134843 31177927 lipopolysaccharide binding extracellular region
+ 65802271 65808259 molecular function unintracellular signalingintegral to membrane
- 109091387 109111748

- 119273462 119297978 ATP binding DNA replication initiation
+ 11905402 11954280
- 202490347 202513818 cation transporter ac cation transport
- 1823989 1850456
- 32438418 32446771 acyltransferase activ metabolism
- 67151985 67153977 magnesium ion binding
- 99317230 99330088 lysozyme activity cell wall catabolism
+ 67568320 67593293

+ 176059812 177006128 peptidase activity proteolysis and peptidolysis
- 7247020 7248142
+ 115149437 115164515 metal ion binding
+ 30734516 30734969



+ 122001743 122041915
- exonuclease activity intracellular

+ 15397136 15411044
- 60429925 60432444
+ 89814267 89844914
- 1180954 1188841
- 45276416 45280378 synaptic transmission
+ 119796494 119805726
- 219693080 219717988 structural molecule activity
- 19754040 19871716
+ 81614052 82242079

transcription factor a regulation of transcri nucleus
- 60322019 60328286

- 1903525 1905546

- 40622013 40628292
- 119793240 119796547

- 134592680 134606054
+ 105199047 105243257
+ 114385 146177
- 179460409 179497955 guanyl-nucleotide ex small GTPase mediated signal transductio
+ 18495572 18576827 electron transporter aelectron transport integral to membrane
+ 141802956 141829448 apoptosis cytoskeleton
+ 25835115 25835552 DNA binding chromosome organizchromosome
- 85906938 86334142 extracellular matrix scell adhesion collagen

+ 60394560 60399742
+ 107174211 107250431 calcium ion binding membrane
- 197506408 197533455 integral to membrane
- 21902986 21919929 protein binding

+ 48616689 48628499
+ 206499990 206724066 transporter activity transport integral to membrane
+ 27646416 27767469

+ 62730504 62743943 nucleic acid binding regulation of transcri nucleus
+ 131633453 131686386
- 19534643 19586456

calcium ion binding development extracellular matrix (s
- 22232305 22313036

methyltransferase activity
- 104710321 104718685 UDP-sugar diphosphatase activity
+ 23521465 23522841
- 21086791 21097315
- 186741496 186768031
- 544857 550779 two-component senstwo-component signal transduction system



structural constituentprotein biosynthesis intracellular
- 143365111 143427107 ATP binding carbohydrate metabolism
- 62126266 62135645
+ 93533394 93544962
- 108146850 108200148
+ 76252424 76808653 sialyltransferase acti protein amino acid g Golgi apparatus
- 129199181 129244709 transporter activity transport integral to membrane
+ 65815916 65820707
- 132780645 132999974
- 49802553 49817608 cell wall catabolism
- 19694032 19744081 receptor activity

+ 69888073 70071444 membrane
- 19784885 19894673 catalytic activity
- 51594656 51839151
- 23645526 23673778
- 8293468 8314146
- 31206072 31220008 binding
- 47799993 47841944 hydrolase activity
- 79442805 79587626 membrane
- 5510363 5518965
- 83091858 83382907 binding metabolism cytoplasm
+ 240950733 241129701

calcium ion binding electron transport
+ 5671706 5729741 oxidoreductase activ metabolism
+ 112876212 113047984 phospholipase C act intracellular signaling cascade
- 26372267 26383408 nucleic acid binding nucleus
- 45538393 45540940
- 157829811 157852529 GTPase activator activity
- 113322377 113334763
+ 116608619 116661263 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 113252575 113271431 subtilase activity proteolysis and peptidolysis
- 71583838 72460205 protein binding cell adhesion membrane
- 28579051 28591549 glutathione peroxidasresponse to oxidative stress
+ 37502673 37515906 molecular function unbiological process uncellular component u
- 146247644 146326926 ATP binding nucleosome assembnucleosome
- 7160969 7162738
- 21433265 21436105 protein binding
- 192468876 192482729 hormone activity extracellular region

+ 73728402 73738021 intracellular signaling cascade

- 30608107 30752858
- 91834856 91864304
+ 21152516 21171251
- 46685682 46710175

ATP binding
- 51735351 52053743 ceramide cholinepholipid metabolism Golgi apparatus
- 100505600 100866707 cation channel activitcation transport membrane
+ 38500119 38502608 molecular function unbiological process uncellular component u
+ 46717826 46727205 perception of sound integral to membrane



- 43710615 43732292
- 43669991 43693321
- 13282325 13305597
- 11135167 11136095 G-protein coupled re G-protein coupled re integral to membrane
- 11074273 11075201 G-protein coupled re G-protein coupled re integral to membrane

G-protein coupled re G-protein coupled re integral to membrane
- 11040811 11041741 G-protein coupled re G-protein coupled re integral to membrane
- 11029826 11030726 G-protein coupled re G-protein coupled re integral to membrane
- 55084722 55091959 structural constituenttransport nuclear pore
+ 47201259 47228442 monooxygenase actielectron transport endoplasmic reticulu
- 71863483 71869910
- 31134784 31135896
+ 71272574 71281729
+ 164879857 164903004
+ 89485650 89511580 electron transport integral to membrane
- 10004929 10168908
- 44918351 44922470 ion channel activity ion transport integral to membrane
+ 95541093 96289812 transferase activity

151555951 151557645
- 89974244 89976158 nucleosome assembnucleus
+ 245410193 245423099
+ 104916592 104941384
- 41360306 41361105
+ 57265297 57267459
+ 47723341 47736323 nucleic acid binding regulation of transcri intracellular
- 52556131 52566971
- 47911138 47921929 nucleic acid binding regulation of transcri intracellular
- 43746703 43767072
+ 44450996 44452572 cytokine activity
- 44426111 44427451 cytokine activity
+ 44478804 44481152 cytokine activity
+ 76978327 76998339 transporter activity transport integral to membrane
- 88315972 88422245

+ 50557737 50588313
- 135057544 135060410 carbohydrate transport
+ 133805421 133848302

+ 43266236 43270106

- 28001811 28074753 transcription factor a regulation of transcri nucleus
+ 9072485 9074313
+ 63973121 63975702

- 64899238 64906420 binding transport membrane
- 67126926 67130753

- 118272262 118286823 structural constituentprotein biosynthesis intracellular
+ 118347626 118357211 transcription factor a regulation of transcri nucleus



+ 126378014 126381163
+ 130048060 130092457
+ 133682285 133694667 beta-galactosidase acarbohydrate metabobeta-galactosidase c
+ 60139821 60211197
- 73655350 73700347 binding nucleus
- 73719008 73787110 intramolecular transf carbohydrate metabolism
- 74811112 74818755

- 82843858 82846854 nucleic acid binding
+ 819296 821985 calcium ion binding metabolism
+ 685642 694127
+ 63864270 63881581 transcription factor a regulation of transcription, DNA-dependen
+ 62252527 62262683 binding
- 62642569 62668269
- 63148135 63150471
- 63435279 63440892 DNA binding regulation of transcri nucleus
- 46580986 46595353
- 18682434 18704353
+ 6475106 6498664
+ 6854454 6855402 olfactory receptor ac G-protein coupled re integral to membrane
+ 7463573 7489137
+ 3196193 3200932
+ 79252601 79275338

+ 63290559 63375459 protein binding signal transduction
+ 439803 540878 transferase activity

+ 54910893 54917894 metal ion transportermetal ion transport integral to membrane
+ 55148628 55150067
+ 129963716 130148713 G-protein coupled re neuropeptide signalinintegral to membrane
- 120552014 120570280

- 61281797 61283481
- 62238959 62348542
+ 10074542 10109832 sugar binding
- 13415289 13420912
+ 99469956 99521151 cell cycle arrest

+ 2672857 2676030
+ 108341091 108348898
- 111150080 111174277
+ 38306286 38588369

transferase activity, t carbohydrate biosynthesis
- 18247564 18251876 GTP binding SRP-dependent cotr integral to membrane



+ 149297083 149297440
+ 52535198 52546019 nucleic acid binding regulation of transcri intracellular
+ 77453445 77453916 neuropeptide signaling pathway
- 201783914 201785245
- 243599502 243601760
+ 55217240 55242544 peptidase activity cholesterol metabolism
+ 49185034 49360332 ligase activity metabolism nucleus
+ 49522982 49567933 chymotrypsin activityproteolysis and pepti integral to membrane

- 110319560 110320656
+ 114098116 114110898 nucleic acid binding nucleus

- 45251363 45323758 development nucleus
+ 49487390 49493059 ion channel activity potassium ion transpmembrane
- 28172219 28190962 integral to membrane

receptor activity
DNA binding development nucleus

- 76877866 76913149 protein carrier activityintracellular protein t membrane
+ 77296645 77305838

+ 98247702 98253850

+ 34585319 34622334

+ 105028748 105036610
+ 43590625 43636220
+ 46200460 46221881 integral to membrane

+ 67160255 67175201

- 21236052 21243483 nucleus
+ 78002167 78004249

+ 36533646 36563158
- 40146498 40151368 phospholipase activitphospholipid catabolism

- 96797913 96875134
+ 20806682 20814184
+ 61676648 61681671
- 18418683 18480909 catalytic activity aromatic compound metabolism
- 65349702 65393024



catalytic activity
- 65767007 65781580

+ 87753128 87757584

- 2199254 2201012

- 29661288 29664828
+ 29915031 29924613

- 30838730 30842091
nucleic acid binding nucleus

- 68567770 68634356
+ 68765428 68778297 extracellular region
- 69257003 69336271
- 70385067 70401334 oxidoreductase activ fatty acid biosynthesis
- 70458434 70480411
+ 71024234 71032410 mRNA processing nucleus
+ 71773042 71778968

- 77708613 77763978
+ 77969859 77993804 beta-N-acetylhexosacarbohydrate metabolism

- 4635320 4636467
- 63417679 63420102

- 8064691 8068086
+ 11405798 11408103
+ 12394010 12481229
- 15280062 15284302
- 18447326 18469655
- 41463128 41605371

- 44194601 44226685 tubulin-tyrosine ligas protein modification
- 53973946 53976682
- 23627138 23658535 structural molecule activity intermediate filament
+ 31965515 31969263 acetyltransferase actGPI anchor biosynth endoplasmic reticulu
+ 32807097 32823773

- 6528764 6557388 transporter activity sodium ion transport membrane
+ 7279485 7281722



+ 21749496 21750625
+ 75808857 75841892 integral to membrane
+ 54652615 54706655 glycerophosphodiestglycerol metabolism
- 74051431 74078999
- 76891218 76897643
- 76899668 76919069

- 10747983 10779092

- 75499915 75540733
- 22288874 22474306 ion channel activity potassium ion transpmembrane
+ 50409387 50417722
+ 52965370 52966845
+ 41659542 41676519
- 71042121 71050167 oxidoreductase activity

- 60631919 60636122

+ 62954022 62961337 nucleic acid binding regulation of transcri nucleus
+ 63237245 63257811 transcription factor a regulation of transcri nucleus

- 45938606 45948248
+ 47509327 47521054
- 47624535 47638976
- 48692027 48700927
+ 48729168 48732122 nucleic acid binding nucleus
- 48992232 49016626 kinase activity

DNA binding regulation of transcri nucleus

- 50346782 50348869
- 52996311 52998673 transcription factor a regulation of transcri nucleus
- 53908064 53912026 DNA binding
- 53935958 53941978
+ 55670404 55678419

- 56197580 56204702 chymotrypsin activityproteolysis and pepti extracellular region

+ 56452775 56464394
- 57186399 57203270 DNA binding regulation of transcri nucleus

nucleic acid binding nucleus

- 8668752 8670172 protein binding

DNA binding regulation of transcri nucleus

- 41574700 41601390 DNA binding regulation of transcri nucleus



- 59235898 59259019
+ 4720151 4723531
- 6377049 6384773 binding transport membrane

- 19728182 19748187
+ 21371774 21401628 nucleic acid binding nucleus
- 414359 425983
+ 42517419 42547195 DNA binding development nucleus
+ 112975240 112981896

- 148631292 148639246 hydrolase activity

- 84805933 84812724
- 170201259 170303837 cation channel activitcation transport integral to membrane

+ 145340581 145375749
- 200733231 200742050

+ 109748763 109753519 electron transport integral to membrane
- 152099726 152104408

- 37746043 37769430 electron transporter aelectron transport
- 37895050 37899882

- 159075464 159078302

+ 90172701 90184020 DNA binding nucleus
+ 92257913 92325414 protein binding
+ 42515574 42549936 catalytic activity protein modification mitochondrion
+ 15808114 15813190 binding transport integral to membrane

+ 62139936 62141575
- 44476275 44521322 nucleic acid binding nucleus

+ 58064374 58081403
receptor activity

+ 4048588 4072833

+ 25983290 26015193

+ 30724464 30724947 receptor activity

+ 43694331 43698210
- 44050072 44056876



- 29209453 29226236 lipid binding intracellular protein t intracellular

+ 84655236 84723636
+ 85573575 85575805 intracellular signaling cascade

peptidase activity cell adhesion actin cytoskeleton
+ 197329861 197358164
- 101351070 101383670 peptidase activity protein ubiquitinationubiquitin ligase comp

- 177973742 178082922
- 179525997 179575184

- 47267237 47294077

+ 242661593 242663912
+ 27409939 27415947 heat shock protein b protein folding membrane
+ 186435772 186456782

- 11189723 11222945
+ 38269897 38320642
- 201669292 201761898
+ 210462222 210486777
+ 218725216 218780809 zinc ion binding

transporter activity transport integral to membrane

- 144466762 145049987 antiporter activity ion transport integral to membrane

+ 76003561 76026476 endonuclease activit DNA repair

+ 49512368 49528078 RNA binding protein biosynthesis intracellular
+ 35372751 35387545
- 37808000 37828800 rRNA binding regulation of transcri membrane

- 30684322 30703341

+ 28225539 28245212
- 69107059 69145464 transferase activity

+ 48388712 48411194 ubiquitin cycle
+ 88281798 88288755 cysteine-type endopemetabolism
+ 185300668 185307484 extracellular ligand-gion transport integral to membrane
+ 40493640 40504881 nucleic acid binding nucleus
+ 40541372 40550438 DNA binding regulation of transcri nucleus
- 121890112 121944053 GTP binding protein transport



- 152637174 152659195 ATP binding protein amino acid p integral to membrane
- 156963102 157006757
- 28590349 28592915

+ 44355271 44425943
nucleic acid binding nucleus

+ 44601459 44612561 nucleic acid binding nucleus

- 4377829 4483954 molecular function unglycosaminoglycan mendoplasmic reticulu
- 9854533 9860678 RNA binding RNA processing
- 9965266 9969064

- 16277013 16281409 protein binding negative regulation ocytoplasm
+ 190372464 190523972
- 53099054 53099429

+ 187488087 187509760 monooxygenase actielectron transport

- 109816949 109899157
+ 1377662 1379597

+ 3502006 3533177
+ 3615564 3629681
- 1055098 1097180 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

- 90525441 90586122
- 74286838 74300457 protein insertion into inner membrane
- 44471623 44494586
- 154988917 155038992 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp

- 98837211 99421569

GTP binding intracellular protein transport
- 93880919 93980040 protein folding
+ 94981735 94983040 receptor activity G-protein coupled re integral to membrane
+ 96296853 96299226 aminopeptidase activcell-cell signaling integral to plasma me
- 118203134 118352139
+ 140996776 141000814

+ 41955147 41957495 DNA binding DNA transposition



- 150636515 150663520 amino acid-polyaminamino acid transport integral to membrane
+ 180514548 180515496 olfactory receptor ac G-protein coupled re integral to membrane
+ 60969392 61038119
+ 63497426 63549369 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 64054268 64100252 nucleic acid binding
+ 178300829 178326040 DNA binding regulation of transcri nucleus

- 17183136 17270156
+ 98132899 98144789 catalytic activity

+ 134258333 134260850

+ 109557199 109591796 molecular function unbiological process uncellular component u
+ 109664509 109698910
- 109820623 109868522 isomerase activity protein folding

+ 114331994 114349499
+ 117910512 117997711 cell adhesion integral to membrane

- 6305822 6567927
- 7271889 7334941
- 166690141 166692282

+ 36318922 36384350 catalytic activity
+ 41304039 41314097
+ 42955648 42962709 RNA binding protein biosynthesis large ribosomal subu

+ 64045752 64138744 binding mitotic chromosome condensation
- 65285196 65287379

+ 43813728 43822962
- 140857321 140891214
+ 142835381 142859822 metallopeptidase actproteolysis and peptidolysis

+ 149514097 149533365 nucleic acid binding nucleus

+ 98728700 98731557 nucleic acid binding regulation of transcri intracellular
+ 111714996 111724893

+ 128289230 128291526
+ 131790807 131870783
+ 12853235 12909550
- 10791065 10897401



- 125065558 125122204
+ 126173276 126448543 zinc ion binding
+ 144838649 144849514 nucleic acid binding regulation of transcri nucleus
- 144878091 144882798

+ 16929118 17024514 calcium ion binding

+ 144192053 144207095
+ 144400483 144413384 nucleic acid binding nucleus
- 27783671 27906117 receptor activity phosphate transport cytoplasm

+ 95801326 95873245

+ 414631 415027

+ 63324054 64074765

+ 123198002 123215932
- 124794620 124985329

+ 87727325 87733366

+ 137122604 137125785 prostaglandin-D syntprostaglandin metabolism
+ 137162706 137164264
- 137361905 137370394
-

- 131163019 131181460
+ 12765011 12813058
- 97232675 97235103
+ 68147336 68149554 transcription factor a regulation of transcri nucleus
- 138534027 138639967

+ 67501906 67535321
+ 35824709 35922844

+ 14022043 14023202
+ 68182420 68212788
+ 92735349 92773406
+ 25916119 25918509

- 20005441 20053164
- 123188860 123223720 receptor activity
+ 48707809 48818393
+ 1129706 1151031 response to biotic sti integral to membrane
- 222725595 222803933 receptor activity
- 161637914 161650328 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp



transporter activity transport extracellular region
- 51148861 51153824 structural molecule acytoskeleton organiz intermediate filament
+ 141879578 141902689 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 95008341 95018600 oxidoreductase activ electron transport
+ 37247606 37258123 protein binding
+ 23527958 23545444 oxidoreductase activ metabolism
+ 13904368 13935777 membrane
- 59972427 60022502
- 146672091 146672539 DNA binding chromosome organiznucleosome
- 131289275 131295083 ATP binding

+ 48333236 48337348 development
G-protein coupled re neuropeptide signalinintegral to membrane

+ 70178867 70255068 GTP binding protein transport
- 94000715 94012423 catalytic activity

nucleic acid binding nucleus
+ 98651163 98836682

- 31106886 31107441 intermediate filament
- 31174836 31175745 intermediate filament
- 30774234 30774507 intermediate filament
- 30665579 30666402
- 30719581 30720101
- 30642587 30642795 catalytic activity
- 30892875 30893064
+ 30886655 30886968
- 30781379 30781538
- 30785898 30786146
- 30791044 30791299
- 30796060 30796279
- 30835846 30836023
- 30855287 30855479
+ 30910644 30910815
+ 30929453 30929651
- 31049327 31049567
- 31041139 31041391
+ 30895310 30895457
- 54786875 54801219
+ 150202072 150208776 calcium ion binding
+ 144366442 144370418
- 21471057 21471699 hematopoietin/interfedefense response extracellular region

GTP binding protein transport lysosome

+ 118946989 118959800 potassium channel aion transport integral to membrane

+ 118374061 118391665

+ 66813394 66826530



+ 82583198 82637661
+ 359803 371792 transferase activity

- 107486092 107494250
- 51501498 51514344 structural molecule activity intermediate filament

- 120695894 120697505

- 60388322 60872239

+ 23781715 23794668 protein binding cell adhesion cytoplasm
+ 73775927 73799193 transcription factor a development nucleus

- 19321307 19336671
neuropeptide signalinintegral to membrane

+ 87336675 87339657

+ 103023349 103039071 actin binding cytoskeleton organiz cytoplasm
+ 2134629 2137395
- 30613322 30614478

- 101472340 101554914

- 83689465 83703615
+ 7199220 7201262 electron transporter aelectron transport
+ 57855000 57881186
- 39608879 39610633

+ 75319476 75330615 hydrolase activity negative regulation oGolgi apparatus

- 55114909 55136691

+ 45194868 45215354 nucleic acid binding regulation of transcri nucleus

RNA binding cell differentiation
- 1456022 1464019 metalloendopeptidase activity extracellular matrix
- 7699851 7703006 receptor activity integral to membrane
- 170309131 170370658 ATP binding protein folding



- 3828854 3840006
+ 936109 941162 actin binding
- 1881191 1882873

- 186798453 187178416
- 32756401 32785278
+ 35708063 35730018 transcription factor a regulation of transcri nucleus
+ 224057978 224150860 nucleic acid binding nucleus
+ 224310152 224340906 chymotrypsin activityproteolysis and peptidolysis
- 159555744 159570209
+ 87309678 87312299

+ 40612394 40631053 DNA binding regulation of transcri nucleus

+ 29356866 29367660
- 35711672 35728339

+ 139093102 139164532 protein binding
binding

+ 238791025 238823927
- 27271373 27273929

- 8297870 8419147

+ 49210864 49270159
- 135804821 135852562

+ 37415656 37451989

- 30742695 30867341 carboxy-lyase activityamino acid metabolism

- 46846897 46850589 chymotrypsin activityproteolysis and peptidolysis
- 77591339 77685637
- 68604784 68657998 chymotrypsin activityproteolysis and pepti integral to membrane
+ 189435746 189443798 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 2028817 2034866 N-acetyltransferase activity

- 138835733 138842476



+ 118993152 118999415 nucleic acid binding nucleus

- 41225319 41230048
- 63424412 63467634 nucleic acid binding regulation of transcri nucleus
+ 23493061 23515508
+ 143318866 143320819

+ 128378662 128402622 integral to membrane

+ 145995064 146006265 DNA binding regulation of transcri nucleus

- 108980719 109164742
- 14607027 14683469 metal ion binding integral to membrane

+ 107094388 107128469 membrane
+ 83995301 83996041

- 111680024 111729427
+ 50982802 50984723
+ 94811010 94818444 monooxygenase actielectron transport endoplasmic reticulu
+ 115989007 116039741 calcium ion binding
+ 120779217 120783233 RNA binding regulation of translation

alpha-N-arabinofuranL-arabinose metabolism
- 31240747 31347897 intracellular signaling cascade
+ 110631916 110662180
+ 60309396 60325354 receptor activity signal transduction integral to membrane

copper ion binding copper ion transport
- 7669019 7684517 chymotrypsin activityproteolysis and peptidolysis
- 29471755 29541886 chymotrypsin activityproteolysis and peptidolysis
+ 50568010 50571705
+ 47009029 47010329 nucleus

ATP binding protein amino acid phosphorylation

+ 59456183 59600030
+ 92883289 92884453 cytochrome-c oxidaselectron transport inner membrane
+ 49456746 49487493 protein binding cell adhesion cytoplasm
- 79410500 79453515



actin binding cell organization and nucleus
- 70520941 70591378 calcium ion binding cation transport integral to membrane
+ 4434042 4458363
- 57022575 57023345
- 36186586 36192312 structural molecule activity intermediate filament
+ 34439684 34462984
- 34620315 34635500 intracellular signaling cascade

nucleic acid binding regulation of transcri nucleus

nucleic acid binding regulation of transcri nucleus
- 58430449 58449923 nucleic acid binding regulation of transcri nucleus
+ 63530196 63545507 DNA binding regulation of transcri nucleus

RNA binding cell differentiation
- 208039175 208054654

+ 93379534 93456184
- 192926569 193309156 calcium ion binding ion transport integral to membrane
- 90889599 90894815 transcription factor a regulation of transcri nucleus
+ 2309553 2361399 acyltransferase activ peptide cross-linking
- 98868826 99011196

+ 171112183 171139648
+ 152934412 152958250 catalytic activity

receptor activity
chymotrypsin activityproteolysis and pepti integral to membrane

- 144162773 144164876 receptor activity integral to membrane
+ 192413023 192450612 hormone activity cell differentiation
+ 152555929 152570210 chymotrypsin activityproteolysis and peptidolysis
+ 111130089 111151074 protein binding cell adhesion
- 88102019 88127447 bile acid:sodium symsodium ion transport membrane
- 88582119 88601217 oxidoreductase activ metabolism

intracellular

- 64480321 64530348 metalloendopeptidasproteolysis and pepti extracellular matrix
+ 99899022 99950339
- 66101526 66346418 calcium ion binding
- 55635445 55676451 GTP binding cell cycle
- 152545966 152548696

- 100432448 100437737 acyltransferase activity

+ 134373985 134400499
- 138593519 138625712 sugar binding

+ 124292976 124318933 G-protein coupled re neuropeptide signalinintegral to membrane

- 130798368 130798779 neuropeptide hormonneuropeptide signalincellular component u



- 34242378 34249703 ATP binding microtubule-based mmicrotubule associat
+ 47452554 47537860 transcription factor a regulation of transcri nucleus
- 54658636 54707694 serine-type endopep hyaluronan metabolism
+ 37187013 37292941
+ 69180356 69208574 acyltransferase activity

GTP binding intracellular protein transport
- 82996 85178 GTP binding microtubule-based mcytoplasm
- 80436963 80443510
+ 68355818 68529072 extracellular matrix (s
+ 134331512 134375285 cation channel activitcation transport membrane
- 3169513 3172870 GTP binding microtubule-based mcytoplasm
- 44329821 44333250 copper ion binding electron transport
+ 31555055 31576617 integral to membrane
- 139462976 139531426 ATP binding CTP biosynthesis
+ 70443491 70457106
- 67155350 67163607 RNA polymerase II trmorphogenesis nucleus
- 757224 767484
- 45755756 45759915 integral to membrane
+ 131241425 131277115
- 113599045 113651873
+ 63001178 63038085 protein binding signal transduction
- 88244835 88257163
- 20456080 20483668 ligase activity metabolism

sugar binding extracellular region

- 54543742 54587343

+ 44697592 44703166
+ 62803064 62811446 nucleic acid binding regulation of transcri nucleus

phosphoglycerate kinglycolysis
- 16129570 16145401
- 48334150 48339429 DNA binding nucleus
+ 17856807 17885058 DNA binding DNA repair
+ 10232106 10302454
- 197769370 197783723

+ 127596479 127638096
- 199273241 199295901
+ 1278469 1299303 ion channel activity neurotransmitter tranintegral to plasma me

- 150137572 150159802 porin activity integral to membrane

+ 55754539 55782642 DNA binding regulation of transcri nucleus
+ 39604739 39607456
- 150515861 150545388 electron transport
- 99165818 99171894 connexon channel accell communication connexon complex
- 102409531 102489229

- 89206069 89209120
- 67936135 67937386 transcription factor a regulation of transcri nucleus



- 140761731 140879538 nicotinamide-nucleotNAD biosynthesis nucleus

- 60361847 60369830
membrane

+ 52811086 52847358
nucleic acid binding

- 122481242 122543380 catalytic activity
+ 19681062 19688731
+ 149484450 149484771
+ 149461564 149461897
- 149408382 149408652 calcium ion binding lipid catabolism
+ 149399359 149399647 calcium ion binding lipid catabolism
+ 149386280 149386565
+ 15576321 15590201
+ 71586903 71590342 extracellular ligand-gion transport integral to membrane
- 101597592 101660152 transporter activity transport integral to membrane
- 44462436 44494166 nucleic acid binding regulation of transcri nucleus
+ 61910318 61913027
- 36157799 36181937 structural molecule activity intermediate filament
- 83891444 83899769
+ 179189074 179261389
+ 186692988 186696539 receptor activity
- 44910534 44911272 keratin filament
+ 57069508 57084500
+ 44881700 44882798 keratin filament
+ 49455915 49471308 metallopeptidase actproteolysis and pepti nucleus
- 114942246 114989610 protein carrier activityinflammatory respon membrane
- 2040875 2198189 DNA binding DNA replication
+ 39626410 39660700 growth factor activity growth extracellular region
- 59510164 59516221
+ 31106890 31125095 lipid binding
- 293034 295959
- 231049512 231052006
- 193859228 193901308 nucleic acid binding regulation of transcri nucleus

- 55522975 55531203 calcium ion binding protein folding endoplasmic reticulu
+ 2340783 2377086 chymotrypsin activityproteolysis and pepti integral to membrane
- 135741446 135757331 transferase activity carbohydrate metabomembrane
+ 2788486 2795134 chymotrypsin activityproteolysis and peptidolysis
- 48580257 48626014 cysteine-type endopeubiquitin cycle

cysteine-type endopeubiquitin cycle
- 45603809 45604836 DNA binding cell differentiation chromosome
- 140030565 140033355 RNA binding development
- 15432701 15442833 molecular function unbiological process uncellular component u

hedgehog receptor activity integral to membrane
+ 115604409 115658442 electron transporter aelectron transport
- 11248998 11600128 manganese ion binding Golgi apparatus



+ 58631285 58651443 blood coagulation
+ 62311474 62314293
+ 66927987 66934135
+ 73339011 73358980 heat shock protein b apoptosis cellular component u
+ 73882132 73886934
- 51369909 51383514 structural molecule activity intermediate filament

+ 95544220 95661516
- 102198187 102392213

asparaginase activityamino acid metabolism
+ 54444935 54525363
- 82854141 82858221
+
- 87972210 87992578
+ 88345755 88425029 nucleic acid binding nucleus
- 89275160 89276781 catalytic activity

+ 56567839 56578853
+ 7264366 7268277
+ 25320326 25459595
- 28771586 29274683
+ 74930384 75239268 ATP binding aminophospholipid trintegral to membrane
- 2225630 2233175
+ 5632046 5639532 oxidoreductase activ metabolism
+ 7468484 7479336

DNA binding regulation of transcri nucleus
+ 19500706 19509387

- 40706110 40711093
DNA binding regulation of transcri nucleus

+ 42099084 42135483 DNA binding regulation of transcri nucleus
- 46623104 46626475 galactosyltransferaseprotein amino acid g membrane
+ 51424848 51426338
+ 53365760 53392691
+ 62703120 62711320 nucleic acid binding regulation of transcri nucleus
- 3003792 3007490
+ 11686051 11720180
- 16470443 16509225 calcium ion binding
- 42941825 42952016

+ 54819479 54887960 binding mitotic chromosome condensation
+ 77957329 78056113
- 78059053 78067245
- 91438342 91530215

structural molecule activity
+ 164926903 164944036
- 227461667 227482720
- 34839265 34921690
- 14403004 14501125 catalytic activity lipid catabolism



- 18956685 18981382
- phosphotransferase activity, alcohol groupnucleus
- 24249894 24257802 actin binding cytoskeleton organiz actin cytoskeleton
+ 24258886 24324956

- 151931417 151943885 nucleic acid binding

- 182228416 182347239 diacylglycerol kinase protein kinase C activation
+ 219047083 219058321
+ 241351251 241357889 transporter activity transport integral to membrane
- 9518480 9570486

- 49281222 49289456
- 52848937 52906587
- 57458804 57505108
+ 197854965 197877182
- 43522566 43550944
+ 65927963 66318106 kinase activity
+ 175597975 175705592
- 58347232 58395655 hydrolase activity, hycarbohydrate metabolism
- 88049418 88095715 connexon channel accell communication connexon complex
+ 49590517 49729399

- 100407212 100416992
- 102608607 102680549 motor activity cellular morphogene integral to membrane
+ 103563054 104141630
- 128123951 128144724 oxidoreductase activity
+ 145158594 145174002

porin activity transport integral to membrane
protein prenyltransfe protein amino acid prenylation

- 129454059 129462609
- 137630241 137720673 catalytic activity
+ 137395480 137396599
+ 124506199 124547151
- 68288613 68290805
- 64482287 64508551 GTP binding protein transport
+ 17442299 17477977 catalytic activity metabolism
+ 112783893 112808055 nucleic acid binding
+ 238831416 238843547 protein binding
- 46758843 46761249 chymotrypsin activityproteolysis and peptidolysis

cysteine-type endopeubiquitin-dependent protein catabolism
+ 86345258 86383554 carbonate dehydrataone-carbon compound metabolism

binding mitotic chromosome condensation
- 137604653 137611738 apyrase activity
- 71874666 71884648 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
+ 39014753 39021440



- 45664058 45669413
- 18228696 18230830 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 121935670 121936972 peptidase activity apoptosis integral to membrane

- 44017200 44291752 protein binding potassium ion transpmembrane
- 44664989 44666852 protein binding potassium ion transpmembrane
+ 44856423 44857299 keratin filament
+ 44902276 44902686 intermediate filament
- 49729968 49732127 integral to membrane
- 32796297 32803964 neurotransmitter:sodneurotransmitter tranintegral to plasma me

- 28320468 28327981 transcription factor a regulation of transcri nucleus
+ 68147336 68149554 transcription factor a regulation of transcri nucleus
- 118919304 119080376
+ 34471136 34662830 receptor activity G-protein coupled re integral to membrane
- 21382026 21439266 amino acid-polyaminamino acid transport integral to membrane

- 97039091 97041465
- 54950684 54977016 DNA binding regulation of transcri nucleus
+ 46518409 46542710
+ 26742463 26745827 GTP binding protein transport

- 48173713 48203667 transcriptional activa cell differentiation nucleus
- 48131069 48179589 transcriptional activa cell differentiation nucleus
- 163619653 163676219
- 62687871 62753700 transporter activity transport integral to membrane

- 21842409 21846297 DNA binding nucleus
+ 82287637 82396296
+ 85923546 85935019
+ 26972203 26975206
- 57790839 57792308 olfactory receptor ac G-protein coupled re integral to membrane
- 9942538 9976213 sugar binding
+ 10054497 10061814 sugar binding
+ 104227106 104267762
+ 122393583 122418778 histone-lysine N-met chromatin modificationucleus
+ 57932396 57945172 protein targeting mitochondrial outer m
+ 94176814 94183084 peptidase activity
- 104131464 104142142
- 38410945 38417626
- 49136092 49174178
- 82871430 82915030
- 98706663 98708441
+ 19204601 19223219 sugar binding

- 71718037 71735847
- 5054429 5078861
+ 11085770 11402921



- 16286052 16335889
- 25667491 25685191
+ chemokine activity chemotaxis extracellular region
- 38280216 38304247
+ 76753901 76771559
+ 14554895 14582956 sugar binding membrane
+ 37858152 37863271
- 40670067 40673196
- 41761356 42021121 nucleic acid binding regulation of transcri nucleus
- 51315167 51319771
+ 58202576 58208245 nucleic acid binding viral assembly viral capsid
+ 63654782 63661011 nucleic acid binding regulation of transcri nucleus
+ 6199800 6202632 ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 27389807 27393935

- 89309490 89353744 GTP binding immune response
- 113074837 113105307
+ 100318538 100334330
+ 24465109 24466491 immune response cellular component u
- 44925920 44926506 intermediate filament
- 44898557 44899004 receptor activity intermediate filament
+ 44941514 44942387 keratin filament
- 44794745 44795816 keratin filament
+ 44818033 44819415 keratin filament
- 44823991 44824909 keratin filament
+ 44871467 44872638 keratin filament
- 149590670 149591027
+ 149571825 149573972

+ 149597519 149598661
- 34511041 34511846
+ 42922405 42934136 DNA binding regulation of transcri nucleus
+ 49815690 49817467
+ 51870684 51872480

- 87069814 87071360 transcription regulatoregulation of transcri nucleus
- 6076916 6108238
+ 8058798 8060093

- 41960821 41995622
- 68747681 68824353 chymotrypsin activityproteolysis and peptidolysis
+ 125995312 125999873
- 147252464 147266258
- 31007115 31007909
+ 35852369 35855307
+ 55300225 55375250 receptor activity
+ 150782141 150817878 oxidoreductase activ electron transport
+ 4884972 4886094



- 134871609 134890702
- 6655596 6680447 oxygen transporter aoxygen transport
- 38487508 38505337
- 53609252 53640565
- 94812908 94822364 nucleic acid binding
- 142513113 142586512 mitotic chromosome condensation
- 144582657 144583719 protein heterodimerizregulation of transcri nucleus
+ 81790933 81794563
+ 132315164 132478229
- 136929922 136934802 isomerase activity prostaglandin biosyn membrane

+ hydrolase activity, accarbohydrate metaboextracellular region
+ 73307045 73307885 nucleic acid binding

- 66975347 66976776 receptor activity G-protein coupled re integral to membrane
+ 105186435 105188441
- 1078226 1086245 phosphate transport cytoplasm
+ 9045868 9047065
+ 71147054 71164620 molecular function unknown cytoplasm

- 8131806 8138895 binding transport integral to membrane
+ 15173402 15189844
- 1505671 1518529 RNA binding protein ubiquitinationubiquitin ligase comp
- 127782713 127792547
+ 77621209 77633419 structural constituent of ribosome
- 73014945 73095404 binding
- 24424653 24531533 ATP binding DNA recombination myosin

- 46903226 47042933 intracellular signaling cascade
- 8132418 8135453
- 126904377 126906474
+ 129425944 129429440
+ 1558297 1563795
- 36247409 36251485
+ 108798084 108801532
- 110669380 110672548
+ 110890719 110912965
- 128608882 128658242
- 131033416 131038060
- 5345474 5347201
- 9992002 9997203
- 108941702 108968220 hormone activity extracellular region
+ 115433946 115436046
+ 122790530 122823684 ATP binding microtubule-based mdynein complex
+ 122844865 122891664 ATP binding microtubule-based mdynein complex
- 23379422 23421454
+ 36146048 36169643
+ 112349358 112386812
+ 36186041 36188628



- 68331216 68332943
+ 94713572 94716023
+ 36776090 36779531
+ 37330210 37334340
- 90961684 91000035
+ 91550298 91552281
- 24580243 24589884
+ 47936029 47941966 amino acid binding amino acid metabolism
- 65074275 65077248
+ 87330708 87335327
+ 88593882 88596070

- 29925254 29930501
- 37466782 37470909
- 76554633 76559608
+ 72336464 72339033
+ 72530973 72534580
- 595370 598309
- 19713356 19717065
+ 44861853 44868848 sugar binding
+ 792613 795077
+ 55758730 55912696
- 155143828 155147296
+ 175243587 175249681
+ 219298952 219312542
+ 186376 189735 defense response to bacteria
- 28127242 28134874
+ 24722924 24784492
+ 34243099 34258130
+ 43607639 43610874
+ 19781858 19800627 GTPase activator activity
- 35566574 35568744
+ 44794497 44796695
+ 44802401 44828037
+ 48263189 48270982
+ 6072707 6075627
- 10093883 10096756 tumor necrosis facto immune response integral to membrane
- 133516221 134013093
+ 186496033 186523522 DNA binding transcription
+ 240236248 240244042
+ 242644465 242646595 signal transducer actregulation of transcri nucleus
+ 242684558 242687068
- 101004232 101007592
+ 173920003 173923797
+ 189379032 189381300 metabolism
+ 1134989 1137319
- 26885395 26896295
+ 91513359 92060333
+ 144124294 144126727
- 249983 254526
- 69230331 69233153



+ 2933931 2936400
- 30888621 30906415
- 33661860 33669093
+ 36773605 36808938
- 43381681 43384508 zinc ion binding
- 47975303 48144348 integral to membrane
- 146152098 146154802
- 159978397 159980612
- 170006517 170016553
- 95755588 95777486
+ 49665513 49669734
+ 103888225 103891375
- 119459407 119703301
- 40864263 40871239
- 85365058 85367860
- 129982442 129986052
+ 137152192 137156047 transporter activity transport
+ 137197752 137207071
+ 101611037 101632766

+ 124870319 124874630
+ 4652293 4655258 hydrolase activity integral to membrane
- 180347197 180354105
- 64205085 64235183

oxidoreductase activ L-serine biosynthesis
- 19227470 19234560 hyaluronic acid bindi cell adhesion extracellular matrix (s
- 53295335 53335749
+ 86244716 86289609
+ 147562596 147574892 serine-type endopeptidase inhibitor activity
- 7895383 7897029 integral to membrane
+ 4024449 4075995
+ 21634259 21635378 nucleic acid binding nucleus
- 61820329 61823112 immune response
+ 120853600 120887212
+ 158561909 158583783
+ 139761612 139909347 nucleic acid binding
+ 18623364 18654833
+ 105342494 105390940
+ 43193963 43197596
+ 233560498 233566612
+ 69271222 69284711 sensory perception cytoplasm
+ 4560537 4571543 sensory perception cytoplasm
- 2818592 2840753 arylsulfatase activity metabolism lysosome
- 186051898 186122364 ligase activity digestion integral to membrane

- 37146834 37164533 inward rectifier potasion transport integral to membrane
+ 3037532 3047323 metalloendopeptidasinflammatory respon extracellular matrix (s
+ 191935635 192115548 ATP binding myosin
+ 70609998 70638855 ATP binding mitochondrion
+ 44891130 44931097 acyltransferase activ peptide cross-linking cellular component u
- 27890058 27890497



+ 27941085 27941555
- 27968455 27968942
- 20878280 21183182 RNA cap binding regulation of translat eukaryotic translation
+ 103995298 104132639 ARF guanyl-nucleotidretrograde transport, Golgi apparatus
+ 147107090 147138741 RNA splicing factor aRNA splicing spliceosome complex
- 97926191 97961035 protein binding compartment specifi cytoplasm
- 179660305 179712921 glutamine-fructose-6carbohydrate biosyntcytoplasm
+ 140717199 140722679
- 9896235 9913725 sugar binding antimicrobial humoraintegral to plasma me
+ 36458708 36588441 molecular function undevelopment cellular component u
- 34624719 34627768 C-8 sterol isomeraseergosterol biosynthesendoplasmic reticulu
+ 64414389 64482364 DNA binding development cellular component u
- 55101893 55124598 structural constituenttransport nuclear pore
- 14770985 14771948
- 219862123 219867192
- 56931004 56951099 integral to membrane
+ 91658081 91700296 RNA binding mRNA processing nucleus
+ 42792810 42874618 sugar porter activity transport integral to membrane
- 87110067 87150319 binding transport integral to membrane
- 49925406 49950249
- 46758322 46826589 ATP binding transport inner membrane

ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 66063310 66070247 metal ion binding integral to membrane
- 76667373 76677887 metal ion binding integral to membrane

olfactory receptor ac G-protein coupled re integral to membrane

+ 233560498 233566612

+ 83467519 83488592 ATP binding amino acid biosynthesis
+ 48675422 48677378 ATP binding protein amino acid phosphorylation

receptor activity G-protein coupled re integral to membrane
zinc ion binding intracellular

ubiquitin-protein ligasprotein ubiquitinationubiquitin ligase comp
- 17802965 17809766
+ 110367103 110368611 protein modification

+ 56843893 56845423
+ 143805689 143815345 transporter activity transport
- 27913636 27914096 DNA binding chromosome organizchromosome
+ 26307765 26308195
+ 26359857 26360282 DNA binding chromosome organizchromosome
+ 26381182 26381619
- 27883235 27883688 DNA binding chromosome organizchromosome
+ 27914418 27914867 DNA binding chromosome organizchromosome
- 26379124 26379591

146626857 146627391
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- 41869761 41872078
- 58122196 58137650 nucleic acid binding regulation of transcri intracellular



+ 134281390 134285191
- 12351002 12373034 nucleic acid binding regulation of transcri intracellular
+ 99578387 99610103 protein binding transmembrane receintegral to plasma me
+ 23598596 23599441
+ 6793794 6795845
- 96585258 96595720
+ 58590245 58622384 nucleic acid binding regulation of transcri intracellular

biosynthesis
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- 32366354 32374926

+ 36508753 36512974

nucleic acid binding nucleus

calcium ion binding lipid catabolism
peptidyl-prolyl cis-tra protein folding

development nucleus
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serine-type endopeptidase inhibitor activity

S-adenosylmethionine-dependent methyltransferase activity
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RNA binding protein biosynthesis cytosolic large riboso





GTP binding small GTPase mediated signal transductio

integral to membrane

nucleic acid binding regulation of transcri nucleus

actin binding muscle developmentcytoskeleton

molecular function unprotein modification cytosol

structural constituentprotein biosynthesis intracellular

GABA-A receptor ac gamma-aminobutyricmembrane



metabotropic glutam G-protein coupled re integral to membrane

DNA binding regulation of transcri nucleus

nucleic acid binding nucleus
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RNA binding RNA splicing nucleus

electron transporter aelectron transport
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tubulin-tyrosine ligas protein modification



molecular function unbiological process uncellular component u
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carbonate dehydrataone-carbon compound metabolism

regulation of transcri nucleus
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nucleic acid binding nucleus

nucleic acid binding regulation of transcri nucleus

extracellular matrix sbiological process unextracellular region



protein binding protein ubiquitinationubiquitin ligase comp

structural molecule activity intermediate filament

carboxylic ester hydr lipid metabolism



nucleic acid binding translational initiation

RNA binding mRNA processing cytoplasm
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nucleic acid binding nucleus
intracellular signaling cascade
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catalytic activity









protein binding signal transduction

ATP binding







intracellular signaling cascade
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calcium ion binding



protein targeting integral to membrane



ATP binding transport inner membrane

isomerase activity blood coagulation integral to membrane



calcium ion binding cytoskeleton organiz cytoskeleton

DNA binding transcription

DNA binding transcription
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DNA binding protein folding nucleus
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DNA binding regulation of transcription, DNA-dependen

chymotrypsin activityproteolysis and peptidolysis
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cysteine-type peptidaproteolysis and peptidolysis
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ATP binding folic acid and derivative biosynthesis
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aldo-keto reductase biological process unGolgi apparatus
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- 141405156 141411062 chymotrypsin activityproteolysis and peptidolysis
+ 147529488 147535154 peptidase activity
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+ 155677259 155689792 protein self binding calcium-independentintegral to membrane
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- 22153732 22950506 nucleic acid binding nucleus
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+ 44379443 44384362 protein binding protein catabolism
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olfactory receptor ac G-protein coupled re integral to membrane
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olfactory receptor ac G-protein coupled re integral to membrane
olfactory receptor ac G-protein coupled re integral to membrane
olfactory receptor ac G-protein coupled re integral to membrane
olfactory receptor ac G-protein coupled re integral to membrane



olfactory receptor ac G-protein coupled re integral to membrane
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RNA binding spermatogenesis cellular component u
RNA binding RNA processing nucleus
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+ 121797817 121803863 NADH dehydrogenaselectron transport membrane fraction
fertilization (sensu Mintegral to membrane

protein binding cell proliferation
- 84369736 84390601 molecular function unknown mitochondrion

GTPase activator activity
DNA binding regulation of transcri nucleus

protein targeting integral to membrane
olfactory receptor ac G-protein coupled re integral to membrane
protein binding potassium ion transpmembrane
peptidase activity membrane
nucleic acid binding regulation of transcri intracellular

- 61848726 61892554 nucleic acid binding regulation of transcri nucleus
olfactory receptor ac G-protein coupled re integral to membrane

+ 42780784 42881659 ATP binding
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nucleic acid binding nucleus
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- 240704483 240705479 olfactory receptor ac G-protein coupled re integral to membrane
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Table S� 



Row# Lab_6 Lab_7 C_0 C_1 C_2 E_3
86 NM_004565 PEX14 417.7216 420.5786 420.3513 549.0507

26173 NM_031426 C9orf58 256.6927 250.648 263.3728 19.48671
22505 NM_003220 TFAP2A 4115.436 4277.2 4455.495 341.0743
19752 NM_032961 PCDH10 465.6973 431.9878 427.4098 35.13649

239 NM_004455 EXTL1 842.929 939.2504 879.6545 62.06354
28328 NM_019111 HLA-DRA 7005.075 7241.19 7842.047 36.98822
17638 NM_174977 SEC14L4 341.2211 373.4062 356.9918 37.64489
1374 NM_020066 FMN2 454.498 489.1134 433.1364 0.1398728

15865 NM_004657 SDPR 85.67083 76.69257 66.5131 606.3889
24559 NM_004911 PDIA4 7246.333 6829.404 6829.275 2040.265

341 NM_018067 MAP7D1 1384.552 1367.178 1376.219 1701.497
692 NM_004978 KCNC4 362.5456 373.3742 378.8361 234.4518

28463 NM_019111 HLA-DRA 5687.122 5944.225 6475.513 32.00911
7521 ENST0000037FLJ41484 199.8014 195.1241 215.671 25.79997

23561 NM_003505 FZD1 2711.711 2898.794 3018.501 492.2518
21980 NM_019111 HLA-DRA 5297.863 5450.591 6054.948 26.64878
15853 NM_000393 COL5A2 1002.298 1046.493 972.2091 337.1358
27606 NM_031442 TMEM47 2217.16 2184.978 2497.181 11.57889
2071 NM_006113 VAV3 153.9893 162.0441 157.2904 60.61628
6440 NM_000900 MGP 203.5429 184.7518 178.6871 18.0805

19127 NM_015472 WWTR1 4828.61 5052.296 5285.001 2009.368
17008 ENST0000035BAGE2 123.992 140.0447 138.603 25.44
16002 NM_006216 SERPINE2 9157.408 10255.25 10363.06 562.0853
25430 --- --- 39.08699 39.15141 41.97267 8.757633
28395 NM_022555 HLA-DRB3 3722.063 3728.225 4290.084 21.84749
17026 NM_002772 PRSS7 74.75677 70.77982 81.36443 4.203769
14550 NM_002518 NPAS2 4668.173 4374.622 4905.34 944.1923
28527 NM_033554 HLA-DPA1 7057.312 7260.839 8259.792 27.4079
22702 NM_006120 HLA-DMA 2935.264 3396.344 3377.381 95.93183
28403 NM_006120 HLA-DMA 3048.43 3525.476 3512.037 99.74461
28525 NM_006120 HLA-DMA 3048.43 3525.476 3512.037 99.74461
12903 NM_001771 CD22 1539.361 1732.25 1592.186 230.2693
1847 NM_021639 GPBP1L1 1939.773 1878.122 1950.192 2500.038
2457 AF503509 C1orf32 223.5946 99.38883 87.24294 1494.038

22704 NM_033554 HLA-DPA1 6665.352 6978.899 7914.733 29.09001
28404 NM_033554 HLA-DPA1 6665.352 6978.899 7914.733 29.09001
7442 NM_005842 SPRY2 3115.752 3252.095 3298.005 1400.473

24020 NM_002141 HOXA4 554.7974 497.2557 583.0912 42.10165
21594 NM_0010251 CD74 5424.019 5297.301 6247.877 75.91642
5909 NM_006897 HOXC9 295.8054 321.5316 345.9409 50.93996

23876 NM_007188 ABCB8 797.795 836.9954 879.3743 387.5694
23017 NM_00110520LAMA4 2666.918 2831.99 2440 461.8527
28517 NM_022555 HLA-DRB3 3178.724 3193.275 3740.738 15.78242
3419 NM_006257 PRKCQ 67.54182 46.95618 56.53485 168.8776

28396 NM_022555 HLA-DRB3 3312.655 3303.704 3897.495 15.14171
10891 NM_033133 CNP 3928.175 3875.594 4229.749 2027.399
27612 NM_006307 SRPX 6770.569 6209.184 7034.375 2013.286



9853 NM_015432 PLEKHG4 210.8253 223.4203 229.9108 323.1434
24579 NM_006712 FASTK 1245.025 1289.497 1382.892 541.2128
9933 NM_022041 GAN 816.3062 710.3491 664.9133 1641.839
5501 NM_030770 TMPRSS5 186.2126 167.8695 179.4795 46.47921

28231 NM_013230 CD24 9.534417 15.52563 13.67223 60.36951
25236 NM_018688 BIN3 990.6663 1132.685 1117.332 294.8665
24498 NM_145808 MTPN 9775.359 10286.74 10969.96 3040.487
17272 NM_000854 GSTT2 552.1182 624.0359 624.5714 200.7518
17592 NM_000854 GSTT2 552.1182 624.0359 624.5714 200.7518
22478 NM_004155 SERPINB9 1940.442 2342.08 2292.327 76.9022
22803 NM_023932 DLK2 672.5562 771.7885 749.9305 231.3297
4412 NM_182553 CNIH2 427.0763 474.1623 509.3513 77.894

22691 ENST0000035HLA-DRB9 480.669 422.2764 523.02 6.762681
6055 --- --- 52.57795 51.26466 59.35316 8.158593
2778 NM_019891 ERO1LB 1291.508 1307.205 1500.813 213.6717
9294 NM_006383 CIB2 136.3153 139.6383 138.1355 71.5422
7847 NM_013231 FLRT2 137.8869 94.65318 22.34545 972.4457
8759 NM_017691 LRRC49 316.1842 315.1859 306.5925 490.515

18556 NM_033029 LMLN 1041.973 1214.934 1139.924 311.5858
23788 NM_018238 AGK 2194.383 2344.758 2458.137 953.658
22421 NM_012454 TIAM2 317.2381 344.416 353.0912 121.9403
8323 NM_0010804 CCDC88C 189.4254 94.4497 48.9286 747.0156

17664 --- --- 2003.302 1672.984 1694.458 144.2116
4119 NM_177553 GAS2 193.7984 212.8998 233.6937 39.2497

21931 NM_024909 C6orf134 265.8231 271.669 268.1253 172.1372
28432 NM_024909 C6orf134 265.8231 271.669 268.1253 172.1372
27518 NM_000047 ARSE 426.6718 439.3154 504.4206 54.21249
19626 NM_032717 AGPAT9 2393.918 2547.232 2898.731 351.2757
18099 NM_020676 ABHD6 892.0442 988.4839 1021.186 340.4196
8815 XM_929811 LOC646853 1206.789 1097.948 1213.137 353.8603
314 NM_020888 KIAA1522 472.9048 383.0712 369.6036 960.4098

14852 NM_006751 SSFA2 3323.979 3717.772 3806.737 1104.971
27653 NM_005636 SSX4 2213.027 1828.551 2305.794 20.03887
27955 NM_00107718HS6ST2 240.4447 109.2609 150.5722 752.484
5430 AY358248 UNQ6228 303.8961 330.0193 297.265 110.371

27046 NM_005636 SSX4 2264.16 1873.07 2365.868 20.35898
18567 --- --- 78.78369 79.174 76.58035 136.5956
1347 NM_173508 SLC35F3 332.5784 269.2948 262.9185 685.5023
2100 NM_002557 OVGP1 88.4118 87.50644 93.99499 159.1563

18040 NM_004393 DAG1 4215.483 3934.602 4559.276 1480.84
15110 NM_005855 RAMP1 627.3731 602.8638 656.1476 353.5006
18772 NM_033158 HYAL2 939.2115 970.6295 1018.358 533.8461
1720 NM_012392 PEF1 1186.227 1066.028 1075.838 1881.843

28295 NM_024909 C6orf134 265.6906 273.9941 266.6208 172.0781
5948 NM_001982 ERBB3 2280.876 2773.457 2892.698 70.55632
2591 NM_012396 PHLDA3 1455.138 1270.988 1520.31 306.3188

25030 NM_014943 ZHX2 480.7046 331.1002 416.7981 1414.527
6747 --- --- 40.14212 48.71415 51.26761 1.16452



11655 NM_002275 KRT15 135.393 149.8231 159.8158 52.47871
12338 ENST0000030C18orf58 3965.014 4637.453 5095.871 102.4386
16143 NM_182734 PLCB1 689.988 816.5833 859.1721 71.23923
18433 NM_014373 GPR160 146.4863 112.3667 77.01335 543.7144
10269 NM_152458 ZNF785 349.1007 377.5765 351.6826 190.5888
21122 --- --- 360.325 399.6974 414.0458 128.9335
7889 NM_012468 TCL6 94.25964 86.8194 85.195 126.6034

25870 ENST0000037CNTNAP3B 1163.533 1497.292 1303.978 24.80873
26451 ENST0000037CNTNAP3B 1163.533 1497.292 1303.978 24.80873
25836 ENST0000037CNTNAP3B 1259.81 1614.265 1387.069 36.34635
20054 NM_000087 CNGA1 115.4117 109.542 103.336 170.4566
14340 --- --- 74.37312 82.41895 88.4039 29.38053
12624 NM_003811 TNFSF9 1279.825 1178.218 1315.149 487.3718
18081 NM_014041 SPCS1 3590.949 3872.765 3863.925 2493.787
2067 NM_001854 COL11A1 15624.07 19532.51 20197.61 67.95388

25753 NM_002451 MTAP 778.6219 876.5066 1014.333 9.118201
27412 BC042039 LOC645188 23.96517 22.61796 23.79967 10.47174
15547 NM_015348 TMEM131 1783.406 1884.615 1837.614 1168.316
11095 --- --- 119.5825 103.5057 118.5568 241.449
24526 BC012493 KIAA1147 787.5077 857.4174 789.683 482.8927
26417 NM_033655 CNTNAP3 1838.305 2344.627 1961.45 71.03606
22692 NM_002125 HLA-DRB5 1242.804 1219.101 1536.919 15.50697
24263 NM_006080 SEMA3A 1541.253 1520.552 1766.605 497.7967
23721 ENST0000039tcag7.907 477.5793 483.8297 511.7489 302.0628
21741 NM_001453 FOXC1 1006.833 1054.429 1068.193 555.1415
10049 NM_016332 SEPX1 1086.087 1195.907 1171.424 696.1999
25853 NM_033655 CNTNAP3 1692.512 2166.28 1809.825 71.44843
20066 NM_000232 SGCB 4468.623 4055.727 4576.063 2154.938
17783 NM_058238 WNT7B 92.33164 107.9047 79.02868 957.0942
21769 AK092393 LOC10013027 294.6089 310.9343 344.1006 68.06625
17787 NM_207327 LOC150383 357.1819 352.102 366.1195 487.1572
26812 NM_052813 CARD9 631.5735 624.2474 611.6678 517.0665
20218 NM_000345 SNCA 2614.065 2915.67 2956.186 1082.674
28524 NM_002118 HLA-DMB 1773.538 1721.927 2180.208 43.1654
20523 NM_007118 TRIO 1967.94 1716.63 1553.082 3436.24
2045 NM_001993 F3 453.493 272.4454 261.3547 2230.921

17101 NM_005867 DSCR4 174.9174 199.6353 193.3364 70.6127
852 NM_006818 MLLT11 4175.25 4793.321 5035.301 1148.241

17703 NM_006941 SOX10 2687.481 3203.088 3554.884 27.24384
11948 NM_001988 EVPL 243.4051 229.9841 222.3598 355.26
21299 BC131740 SMA4 3180.491 3038.892 3123.346 2497.425
8925 NM_021005 NR2F2 1483.949 1356.595 1448.287 3347.77

21578 NM_024577 SH3TC2 747.748 689.6623 839.996 199.0392
8199 NM_030791 SGPP1 533.6915 531.1044 495.2492 757.7639

17428 NM_001098 ACO2 2170.152 2148.055 2163.435 1641.287
19045 ENST0000030RAB7A 141.7288 128.4781 140.3357 304.9594
22759 NM_145027 KIF6 214.3721 265.0521 256.8902 49.34017
21308 NR_003504 GUSBL1 3227.422 3076.799 3163.15 2528.593



25477 AL136588 C8orf57 1437.524 1507.74 1668.363 548.4788
11507 AY358212 LOC116236 349.3832 328.9463 341.7828 233.0741

470 NM_015696 GPX7 2370.347 2800.196 2976.956 446.3981
6426 NM_015987 HEBP1 1599.645 1441.841 1301.419 2482.287

24876 --- --- 366.6762 342.0341 417.6024 66.62066
11298 NM_003562 SLC25A11 2988.817 2899.936 3181.363 1641.47
27828 NM_0010129 BEX5 103.8705 91.03686 77.61279 219.4308
11663 NM_002230 JUP 289.0931 323.7166 313.6414 160.5717
19640 NM_0010400 SPP1 10570.99 8948.574 11194.17 1482.847
18787 NM_020418 PCBP4 943.395 1130.856 1144.229 247.3529
22701 NM_002118 HLA-DMB 1845.618 1783.818 2285.86 44.68782
4701 NM_174926 TMEM136 214.1216 165.2371 163.4393 495.0469

21182 NM_004061 CDH12 317.9861 368.9195 422.5751 8.857967
28060 NM_001666 ARHGAP4 423.9638 461.2617 537.5959 78.45676
15084 NM_030803 ATG16L1 769.3791 781.6749 863.3038 405.6423
14575 --- --- 1326.769 1328.325 1305.567 2030.034
11452 NM_014683 ULK2 525.9974 642.8008 684.0365 59.49833
18577 NM_173659 RPUSD3 1122.079 1132.85 1249.268 676.5981
19531 NM_015236 LPHN3 604.1555 567.071 740.0418 10.26824
12280 NM_152721 DOK6 71.57746 82.65008 88.50851 10.12725
18650 NM_0010798 GLB1 1091.335 980.9147 1055.522 614.6704
6375 NM_002864 PZP 99.54866 103.6861 106.069 70.19588
1324 --- --- 6444.381 6442.92 6451.64 6853.64

18084 NM_006254 PRKCD 2534.479 2769.652 3043.521 967.2306
22160 NM_001704 BAI3 51.64745 28.72488 25.80978 180.0299
19805 NM_015271 TRIM2 2672.135 3069.364 3417.334 391.4062
6588 NM_005653 TFCP2 496.1247 586.4819 666.5192 9.57799

24504 --- --- 62.39405 59.19009 53.66505 130.5951
23725 NM_001219 CALU 6010.691 6226.201 7020.11 2827.507
26311 NM_001010 RPS6 6743.626 6263.813 6365.649 8336.791
23686 NM_148898 FOXP2 148.833 128.1653 161.269 30.33713
9462 NM_194259 UBE2I 1025.591 986.7114 1049.701 1304.293
951 NM_144772 APOA1BP 3770.539 3938.875 4110.388 2429.181

23968 AK027618 FLJ14712 128.2652 119.4602 107.4026 271.9308
2241 NM_020205 OTUD7B 621.3427 621.0079 615.4354 451.1718

26042 NM_133464 ZNF483 116.8096 115.4567 141.7422 20.8563
15956 NM_212482 FN1 12420.78 13278.63 13167.16 5991.014
11736 NM_014798 PLEKHM1 464.6745 372.9058 353.0441 860.106
28397 M24364 HLA-DQB1 1023.384 1269.818 1289.706 180.8014
28518 M24364 HLA-DQB1 1023.384 1269.818 1289.706 180.8014
12891 NM_001037 SCN1B 451.8218 500.3297 444.9132 810.1568
8404 NM_013345 GPR132 97.50964 65.39368 68.5333 228.9152
2455 BC114214 FAM78B 736.212 609.8458 610.8171 151.7577

23814 NM_153345 TMEM139 113.3933 100.9814 94.35316 203.7276
24210 NM_012453 TBL2 947.5687 952.5847 1000.26 744.525
13097 NM_003009 SEPW1 2038.637 2380.942 2332.305 772.1766
11773 NM_006361 HOXB13 338.2768 437.2451 424.2359 42.47424
8098 BC007251 C14orf128 295.6446 331.6443 347.2148 125.1608



12337 ENST0000038C18orf30 9927.074 12642.83 13358 77.97932
23185 NM_003730 RNASET2 274.2619 270.7971 266.1808 382.4162
26826 NM_018998 FBXW5 1411.528 1398.456 1421.993 1244.357
26045 NM_003358 UGCG 2727.925 2408.066 2022.791 5450.876
27887 NM_020871 LRCH2 219.2552 275.8857 290.0465 17.40088
14851 NM_000885 ITGA4 2413.45 2769.583 3266.952 19.55781
17352 NM_000362 TIMP3 9946.979 8219.246 7676.412 442.0447
24238 NM_031925 TMEM120A 580.9954 592.1801 671.6711 285.5466
21372 --- --- 35.81673 40.19787 46.98751 4.755534
9826 NM_024860 SETD6 402.9346 403.9504 503.0682 59.71664
2775 NM_0010987 GNG4 826.4464 843.2473 1068.256 42.12664

11045 NM_014906 PPM1E 62.69837 67.53655 67.87976 46.85244
6464 NM_152989 SOX5 942.4833 1233.153 1039.077 110.1385

18501 --- --- 275.9721 227.8613 250.6302 72.32185
14103 NM_005773 ZNF256 49.43843 55.90831 26.42525 206.306
11029 NM_005450 NOG 84.70415 58.57753 68.16801 280.6821
5524 NM_198275 MPZL3 449.9055 345.6873 321.248 1113.88

24234 NM_005338 HIP1 927.7155 1129.979 1096.778 339.3728
22703 NM_002119 HLA-DOA 343.678 328.1482 403.6607 86.20966
17397 NM_014508 APOBEC3C 2781.423 2852.97 3187.883 1323.731
25222 NM_018371 CSGALNACT1 392.1461 440.6729 529.8166 8.074233
27276 NM_000533 PLP1 4797.401 6567.722 5787.375 38.46537
13945 NM_003598 TEAD2 442.7414 436.0602 396.2079 611.7001
15248 NM_022823 FNDC4 319.4973 324.9667 390.9155 76.87675
13736 NM_0010372 ZNF829 268.9551 337.0226 281.3165 37.51167
6653 NM_00100549OR6C70 49.24593 52.42995 62.96563 4.563754

11088 NM_0010854 C17orf60 479.567 583.0877 604.1453 83.88129
22154 NM_003463 PTP4A1 5337.983 4959.267 5370.326 3665.518
11391 NM_000304 PMP22 6008.728 5992.28 7035.59 1846.526
28526 NM_002119 HLA-DOA 374.9686 364.8263 439.6921 101.1849
10429 NM_032821 HYDIN 32.93674 29.87982 34.00326 65.11902
24270 NM_000443 ABCB4 577.0489 479.7652 650.7642 39.85537
26396 NM_020944 GBA2 1232.921 1243.509 1173.213 950.4233
17350 NM_0010985 RFPL3 47.06071 38.95586 42.36097 70.89693
18780 NM_145071 CISH 153.871 159.0305 157.1894 175.0087
16920 NM_001757 CBR1 2263.708 2032.984 2166.52 1376.094
24269 AB007455 TP53AP1 145.1164 132.3655 142.5887 82.62155
18251 NM_014980 STXBP5L 468.1744 630.4449 603.8821 36.0923
6415 NM_176884 TAS2R43 34.93132 40.67199 41.02045 17.69709

28467 NM_002121 HLA-DPB1 2133.145 2132.776 2790.183 12.81555
7291 AB064667 OK/SW-CL.58 166.2942 170.0532 155.3481 220.4495

18514 NM_022147 RTP4 271.2129 291.8134 271.2044 80.4492
5507 NM_014333 CADM1 1192.146 1574.839 1557.783 114.9863

28265 BC131740 SMA4 3037.53 2918.597 2923.37 2428.16
9721 BC021555 C16orf67 165.552 183.0353 175.2863 247.6254

16211 NR_003579 FRG1B 919.2556 957.0142 923.7913 565.8112
1373 BC121026 CHRM3 846.398 895.3511 1132.227 18.8054

21743 NM_020135 WRNIP1 1709.696 1704.521 1752.929 1460.24



962 NM_018240 KIRREL 4463.314 4682.146 5317.292 1736.523
9136 NM_203494 USP50 64.44737 63.81096 64.55941 87.96116

17174 NM_003906 MCM3AP 947.8491 912.6581 935.9524 664.8732
11341 NM_000546 TP53 1236.628 1579.527 1615.061 154.9095
16992 NM_00103304ADARB1 1484.604 1473.696 1690.978 469.5755
10365 NM_181521 CMTM4 604.0947 632.829 580.2301 1062.016
21156 NM_138809 CMBL 776.774 1059.327 1024.536 25.14395
19335 BC046475 MGC26356 41.77202 22.86241 17.94167 138.0236
9879 BC104819 FLJ12331 149.259 156.6652 153.9051 177.6454

14457 NM_006634 VAMP5 2322.684 2881.006 2915.274 432.4609
21244 NM_198449 EMB 553.2689 503.8472 687.3811 10.39901
10730 NR_002211 MEIS3P1 651.7076 746.8398 893.6109 18.04229
16758 NM_021109 TMSB4X 2410.798 2141.844 1565.528 4730.757
23682 AK027128 ZNF277 165.7372 151.5504 169.0985 107.1815
24452 NM_003941 WASL 2261.45 2614.104 2615.314 1284.935
16478 NM_080725 SRXN1 1929.535 2154.736 2239.054 1091.534
28079 NM_020994 CTAG2 1115.782 1131.918 1396.941 244.0047

340 NM_017825 ADPRHL2 515.35 483.4383 483.8371 679.3417
25323 NM_000930 PLAT 8556.817 9187.505 9308.902 1162.8
25717 NM_020829 KIAA1432 484.839 507.1063 456.7036 669.2043
24420 NM_022484 TMEM168 1335.087 1607.056 1568.14 600.7208
14331 --- --- 3486.614 3269.469 3333.066 4782.198
9268 NM_0010994 ULK3 438.4494 456.8928 468.6829 352.1072

26743 NM_0010352 FAM102A 2388.738 2482.945 2745.521 1302.839
4099  ENST000003 MRGPRX3  // 1981.065 2084.427 2667.979 30.2139

26021 NM_015469 NIPSNAP3A 445.7779 300.7341 233.0473 982.4171
21985 NM_002121 HLA-DPB1 1858.74 1867.832 2461.271 13.01206
27938 NM_003069 SMARCA1 1380.856 1840.967 1848.332 125.4222
24599 ENST0000034FLJ42291 27289.9 23127.71 32382.59 84.5353
27459 NM_00108084CSAG2 1003.193 1281.271 1392.604 47.4843
8292 NM_004863 SPTLC2 708.2508 737.4948 613.4335 1346.363

25318 NM_003012 SFRP1 4221.754 5741.961 4962.066 513.8715
8933 NM_145728 DMN 4803.018 4688.815 6172.878 403.9016

15161 ENST0000038C2orf46 35.45349 31.65599 34.97824 52.80199
12209 NM_015559 SETBP1 324.606 318.3834 299.2244 205.6774
16910 NM_006933 SLC5A3 3997.046 4143.101 4092.36 1967.981

660 --- --- 10.69313 8.514537 10.82856 2.405724
28042 NM_00108084CSAG2 1110.741 1411.237 1550.089 41.98634
12426 NM_013305 ST8SIA5 448.8025 358.1942 470.8966 65.41312
1578 NM_182623 FAM131C 166.132 157.1836 168.8254 228.0333
9510 NM_024339 THOC6 1942.027 1842.689 2056.606 2951.966
4123 NM_031418 TMEM16C 74.62634 82.70569 92.93022 21.93179

14320 NM_138448 ACYP2 126.9374 122.0288 122.4913 227.1932
8972 --- --- 37.70647 35.33442 37.98146 27.70051

28332 NM_002121 HLA-DPB1 1708.979 1650.239 2223.612 3.352473
22174 NM_133493 CD109 4126.498 4443.234 4844.152 1984.662
17728 NM_020831 MKL1 624.6891 643.5261 641.9207 569.6197
16408 NM_003222 TFAP2C 2177.437 2191.337 2710.428 562.0487



22359 NM_020340 KIAA1244 246.1297 159.6698 50.10948 987.2021
23263 NM_138426 GLCCI1 567.4051 615.1234 678.1063 235.6797
10413 NM_000903 NQO1 11454.4 10521.17 11651.34 6033.441
27456 NM_175868 MAGEA6 1449.397 1603.536 1986.698 64.15578
14869 NM_016315 GULP1 3029.153 2967.881 3742.281 773.1482
20407 NM_020116 FSTL5 114.6841 123.7416 151.3544 20.28255
14486 ENST0000039LOC652694 1987.568 1574.525 2204.897 71.62
1139 NM_031935 HMCN1 1879.015 2641.999 2293.078 71.45358

26138 NM_021109 TMSB4X 2191.316 1988.918 1447.648 4650.836
27115 NM_130467 PAGE5 783.5537 1001.631 1100.167 26.8613
18646 NM_017801 CMTM6 2787.108 2703.844 3067.75 1623.087
20399 BC043193 C4orf18 1986.903 2052.687 2691.255 20.24298
22382 NM_015278 SASH1 1428.685 1476.965 1494.015 662.5219
1181 NM_198149 SHISA4 822.871 899.2421 922.0469 289.314

23609 NM_006833 COPS6 4757.422 4629.822 4946.004 3641.538
26404 NM_005476 GNE 1524.341 1389.374 1528.76 861.9752
16962 NM_021075 NDUFV3 1416.699 1473.919 1425.724 1213.38
24339 NM_005641 TAF6 1525.673 1486.947 1506.461 1075.512
20932 NM_019119 PCDHB9 211.5578 260.6748 236.9464 41.08466
12336 ENST0000028FAM38B 7252.745 8994.973 10329.78 68.85603
10757 NM_014573 TMEM97 2242.504 2333.522 2709.874 935.3198
15407 NM_017488 ADD2 449.8494 103.6871 70.11871 1389.22
20325 NM_019035 PCDH18 484.9776 538.5099 617.1967 135.9951
23011 --- --- 109.5747 96.18448 111.1712 41.15742
17628 NM_032204 ASCC2 2352.327 2459.721 2355.692 1966.126

328 NM_024009 GJB3 25.24201 55.28777 39.79482 143.6204
15508 XM_00171403LOC642838 3222.55 2507.935 3553.334 93.78788
16299 NM_020336 KIAA1219 2436.497 2503.385 2697.541 1716.749
12095 NM_006471 MRCL3 2791.378 2751.702 2487.548 3748.254
27678 NM_020717 SHROOM4 663.9381 697.1163 778.9171 338.001

153 ENST0000035LOC10013361 95.8983 114.0128 110.5233 180.8098
1598 ENST0000035LOC10013361 95.8983 114.0128 110.5233 180.8098

27473 NM_005393 PLXNB3 1442.312 1607.931 1939.098 233.4515
18737 NM_001407 CELSR3 260.4377 307.7147 311.8894 119.4587
5544 NM_004205 USP2 106.1732 121.0394 114.3857 246.688

15243 NM_144631 ZNF513 1056.028 1247.311 1158.616 598.3229
13274 NR_003127 ZNF542 359.4106 454.9151 510.6262 15.63502
28039 NM_000808 GABRA3 518.9914 699.4412 712.4329 45.72637
25532 NM_005655 KLF10 1276.997 1052.723 934.5268 2391.635
10430 NM_032821 HYDIN 87.77642 61.96417 70.09643 153.3103
17405 NM_019008 SMCR7L 1589.049 1627.251 1780.18 1081.644
28383 NM_000434 NEU1 3747.518 3428.765 3813.723 1750.719
5958 NM_016584 IL23A 235.0915 231.0401 236.2688 183.6283

23153 --- --- 9.296453 3.806755 6.947192 37.78854
13181 AY358799 LOC147650 256.2067 268.2897 253.7507 329.4367
23528 NM_020879 CCDC146 89.04792 116.8477 90.45728 200.7339
11332 NM_004489 GPS2 1026.051 975.7055 1122.366 594.9187
21061 NM_030627 CPEB4 679.3985 879.3614 840.6771 210.2074



7325 --- --- 36.92496 41.02212 40.09747 23.37037
8043 NM_022478 CDH24 329.8472 348.1776 284.1935 593.1381
5303 NM_004923 MTL5 89.96383 109.1283 101.6856 156.2365
6499 NM_004572 PKP2 227.3621 80.23448 58.51066 1378.899

14502 XM_00171398LOC339562 3161.319 2452.04 3503.334 90.34292
6054 NM_152588 TMTC2 1202.192 1471.426 1640.329 228.0435

25909 NM_001490 GCNT1 255.2782 277.6006 174.2298 605.6056
8628 NM_00101296ADAL 602.0598 733.9566 866.0858 0.00913134

19148 --- --- 1.636829 1.494535 1.779045 5.163035
9576 NM_016561 BFAR 2889.149 3278.183 3077.752 1947.23

25478 NM_005941 MMP16 2104.664 2033.208 2398.957 916.124
15091 NM_024080 TRPM8 568.1334 741.5586 777.7648 73.76315
24459 NM_024523 GCC1 551.4854 596.8138 666.2651 272.2647
4150 NM_012153 EHF 3875.843 4676.365 5570.838 16.8307

16902 NM_207585 IFNAR2 634.8517 699.9332 755.2562 324.9682
11283 NM_032294 CAMKK1 132.2301 121.4134 117.0717 199.1031
6840 NM_032148 SLC41A2 482.2488 450.993 407.8844 1046.879

17701 NM_138797 ANKRD54 609.9392 714.5756 708.7259 355.4253
9086 NM_014793 LCMT2 633.2629 617.4214 837.5585 17.97593
3370 NM_018461 PPP2R2D 870.1262 795.7568 619.7122 1697.707

14504 XM_00171403LOC642838 2901.476 2227.678 3189.495 84.13103
25851 ENST0000037LOC441426 661.4269 874.5136 813.0668 155.9322
18655 NM_033403 DCLK3 146.063 144.6431 149.4931 118.7514
1623 --- --- 241.9812 260.9085 272.719 351.708

14984 --- --- 360.9935 403.3719 385.2785 155.8056
17009 ENST0000030LOC441955 553.8704 561.0087 544.9109 244.4819
5301 AF264781 C11orf24 2232.868 2473.517 2949.398 503.3969

15619 NM_015282 CLASP1 2316.072 2303.541 2636.869 1408.861
17691 NM_031910 C1QTNF6 347.2348 315.7176 276.2167 537.563
26471 XM_00171403LOC642838 2909.201 2232.296 3206.928 83.94122
22134 NM_033480 FBXO9 1308.761 1237.267 1496.79 592.7806
5935 NM_152637 METTL7B 270.3056 155.7917 153.0938 678.4639

14610 NM_012455 PSD4 136.8884 96.97913 105.9726 320.1825
24800 NM_004674 ASH2L 2816.657 2912.871 2663.642 1846.494
24383 NR_003561 DPY19L2P2 179.4976 208.2167 210.7298 68.14635
27069 NM_00108544GAGE13 2895.671 3153.678 4077.163 4.637115
22673 NM_000434 NEU1 2995.555 2684.128 3052.617 1403.83
28506 NM_000434 NEU1 2995.555 2684.128 3052.617 1403.83
7021 NM_153023 SPATA13 775.4346 892.4492 997.664 297.354
5642 NM_003324 TULP3 1510.886 1432.121 1617.011 2217.083

10659 NR_002211 MEIS3P1 819.2323 899.6449 1148.158 16.93404
14348 NM_015252 EHBP1 1779.103 1948.911 1896.808 1031.764
25547 NM_001146 ANGPT1 347.8752 448.5973 495.1041 22.96071
10495 NM_022764 MTHFSD 270.2282 248.627 262.8038 529.5345
23984 NM_000474 TWIST1 803.6522 822.6525 784.7858 600.2069
3385 NR_002934 LOC619207 207.4027 209.5461 194.9962 257.7488

26476  XR_036886 LOC10013303 2941.222 2258.172 3260.888 86.3427
21216 NM_000514 GDNF 1597.774 1484.662 1779.972 450.551



19604 AY358789 UNQ3028 90.78304 88.8517 99.00904 56.45409
15850 NM_006287 TFPI 1309.866 1106.916 1222.674 2399.03
15414 NM_020459 PAIP2B 148.9016 167.2768 129.3716 348.3347
24441 NM_014888 FAM3C 4181.445 3850.891 4758.727 1111.617
18796 --- --- 219.9178 225.9682 215.1716 190.8884
9272 NM_017793 RPP25 1055.53 1374.242 1487.669 110.5761

11502 NM_078471 MYO18A 628.8896 742.868 735.3112 339.3408
9950 BC033821 C16orf44 802.7781 916.2869 719.1237 1600.313

15475 NM_003896 ST3GAL5 3712.334 5264.802 4635.202 359.8824
13334 NM_003712 PPAP2C 1366.404 1632.414 1837.918 313.493
7088 NM_013238 DNAJC15 1511.567 1905.904 2208.031 6.581867

10234 --- --- 69.84515 60.86991 71.61582 101.6693
5243 NM_182556 SLC25A45 150.6684 164.765 172.4252 95.983

25549 NM_001568 EIF3E 1628.99 1237.239 1245.384 3147.871
10427 NM_032821 HYDIN 46.34548 49.78559 47.50481 85.10906
2544 NM_000433 NCF2 82.50566 19.21323 15.79905 352.9451

24403 NM_175884 FLJ36031 1331.538 1620.266 1693.899 438.157
9951 NM_005153 USP10 3243.021 2531.036 3003.906 5058.633
2178 NM_0010127 NUDT17 387.0163 428.7106 443.5854 223.1447

22514 NM_006403 NEDD9 1216.946 947.0651 1228.964 174.4929
26679 NM_002160 TNC 8134.882 9126.773 10274.43 2656.876
15433 NM_033046 RTKN 542.387 681.0538 646.6397 235.0153
20838 NM_001046 SLC12A2 1800.152 1980.902 1993.401 1148.119
4729 ENST0000033OR8G2 182.7044 158.4218 214.7887 35.28612

11665 NM_052935 NT5C3L 2239.326 2364.45 2600.843 1116.34
1131 NM_015149 RGL1 1304.915 1506.633 1594.955 462.1778

24491 NM_001628 AKR1B1 4937.06 4985.983 5195.332 2583.246
793 NM_004326 BCL9 2588.105 2407.445 2991.629 1095.254

3386 NM_000773 CYP2E1 149.9126 157.2431 177.5134 290.4004
12955 NM_033520 C19orf33 1128.403 537.5606 395.9767 2804.334
14521 NM_004804 CIAO1 3174.217 3275.688 3272.923 2552.247
12460 NM_003927 MBD2 2156.825 2214.362 2415.471 1472.299
20681 NM_138782 FCHO2 511.3348 397.9743 403.2548 850.7891
14638 NM_183240 TMEM37 190.2964 116.2961 134.5048 376.0451
4504 NM_032564 DGAT2 506.7897 468.5403 547.0294 262.1087

17022 NM_152265 BTF3L4 1302.422 1296.853 1425.547 2006.207
12696 NM_145295 ZNF627 504.0018 506.4755 510.7051 623.4794
23744 NM_014997 KIAA0265 2254.999 2605.906 2603.28 1265.958
28274 NR_003656 GUSBP1 4308.791 4070.205 4201.155 3280.279
14261 NM_014600 EHD3 1325.109 1076.903 1548.923 78.96703
24737 NM_015178 RHOBTB2 549.2394 497.6563 563.0596 294.4519
15535 NM_016466 ANKRD39 846.7704 1012.347 1008.259 454.0025
15211 NM_004881 TP53I3 357.7517 354.2853 380.515 237.8862
16935 ENST0000040DSCR8 236.0518 259.1125 332.7371 15.42695
15295 NM_021097 SLC8A1 230.181 197.1345 262.2537 48.42981
17625 NM_0010028 THOC5 3652.032 3681.001 3917.084 2372.471
26956 NM_014888 FAM3C 4198.993 3834.03 4788.384 1112.055
8596 NM_014952 BAHD1 381.2709 338.297 327.1713 580.5833



28043 NM_005367 MAGEA12 1052.972 1266.811 1533.785 28.54855
16362 NM_001250 CD40 182.7792 150.8855 61.68181 529.2466
24363 NM_001084 PLOD3 4461.942 6002.48 5696.123 916.7067
9190 NM_020821 VPS13C 1006.649 935.0807 894.2124 1533.385

10956 ENST0000030C17orf69 84.69365 94.3668 88.32537 118.7213
937 NM_152280 SYT11 648.531 889.2335 939.3871 21.25664

9753 --- --- 112.4565 85.92605 87.79822 226.133
20494 NM_020731 AHRR 694.767 707.7087 783.1587 398.5564
20592 NM_012343 NNT 2690.439 2897.254 3038.096 1966.658
26473 XR_036886 LOC10013303 2819.673 2152.508 3156.639 80.41727
16800 NM_002792 PSMA7 3261.171 3461.164 3469.735 2513.644
2606 NM_015999 ADIPOR1 6287.951 6571.573 7025.014 3485.349
4189 NM_000107 DDB2 1612.458 1402.318 1721.037 700.0773
7803 NM_025057 C14orf45 58.15604 65.44178 53.64306 99.17375
9868 NM_017803 DUS2L 784.9105 472.7251 479.6522 1699.146
3911 NM_006659 TUBGCP2 893.6332 723.5889 643.003 1409.676

17970 NM_198484 ZNF621 589.9976 586.6683 564.8577 427.3551
17765 --- --- 484.286 477.615 461.5278 542.2073
24666 NM_012331 MSRA 227.5439 195.8542 191.8475 359.6223
20433 NM_021647 MFAP3L 294.9583 362.5055 412.7625 49.32942
23861 NM_145230 ATP6V0E2 1089.118 1144.506 1240.687 257.2278
4979 NM_181507 HPS5 2407.815 2866.915 3059.216 1046.042
589 NM_016009 SH3GLB1 1774.175 1881.424 1688.621 2642.402

28045 NM_005362 MAGEA3 1550.072 1773.483 2251.063 10.90149
9151 NM_182758 WDR72 155.2578 197.3821 227.2498 4.933456
1656 BC063891 C1orf201 784.2711 627.8914 744.892 1199.011

13031 NM_181845 ZNF283 167.1368 190.052 176.3571 83.36895
10372 NM_033309 MGC4655 3371.304 2813.641 3932.544 500.0975
6705 NM_153377 LRIG3 1038.983 1064.709 908.7772 520.3043

27071 NM_00108544GAGE13 5896.353 6312.339 8106.505 665.2617
3985 NM_0010051 OR52K1 32.10005 30.08168 28.6493 54.75852

16878 AF490769 C21orf109 169.3385 186.4151 236.1581 23.12455
24279 NM_006980 MTERF 555.2796 500.4284 581.0554 250.326
27093 ENST0000028SSX8 1123.789 814.5987 1136.095 53.04997
5446 NM_002421 MMP1 11505.94 11032.65 15537.6 30.16189

23779 NM_001061 TBXAS1 1024.604 1324.484 1464.276 121.9166
17511 NM_0011227 MICAL3 1925.755 2282.388 2077.75 1183.341
15849 NM_005795 CALCRL 43.48405 49.56746 41.3007 17.66908
18929 NM_000986 RPL24 5130.092 5276.554 5093.349 6055.055
8332 NM_004993 ATXN3 400.8554 470.299 384.9556 853.6442

10458 NM_021615 CHST6 1616.249 2206.127 2284.399 132.1138
26319 NM_002175 IFNA21 27.51933 31.73725 29.91737 13.46888
18063 NM_015106 RAD54L2 1834.078 1648.132 1861.404 1107.719
13872 NM_012155 EML2 460.3995 466.9416 469.1179 305.1071
21161 NM_001369 DNAH5 58.4862 60.06614 70.38515 96.7795
22554 NM_030939 C6orf62 3381.455 3329.64 3534.8 2651.635
4799 NM_021008 DEAF1 927.9091 828.2938 710.2593 1671.123

27073 NM_00108544GAGE13 29899.01 33190.18 43253.47 122.117



27074 NM_00108544GAGE13 29899.01 33190.18 43253.47 122.117
25401 XM_00112737LOC728774 5.124961 10.44302 8.487997 26.85879
23995 BC066301 MGC87042 1755.873 1806.538 2457.043 31.69136
21885 NM_003447 ZNF165 68.1828 58.98339 63.5401 102.5722
27066 NM_001474 GAGE4 29308.3 32537.22 42416.33 114.1076
27070 NM_00108544GAGE13 29308.3 32537.22 42416.33 114.1076
26427 ENST0000037LOC441426 2609.235 3420.874 3149.888 652.9562
26468 ENST0000037LOC441426 2609.235 3420.874 3149.888 652.9562
11499 NM_00103356PHF12 1315.112 1229.124 1278.173 991.0615
27068 NM_00108544GAGE13 23996.69 26653.66 34744.15 98.24158
27067 NM_00108544GAGE13 27996.73 31082.89 40534.84 111.664
4095 --- --- 1159.798 625.1002 643.1602 3126.083

20973 NM_000112 SLC26A2 7722.59 6413.17 8100.96 2635.969
8063 BC002491 C14orf122 359.9073 341.9634 370.4286 437.7123

13690 NM_032816 CCDC123 447.9823 385.7134 359.8677 677.0331
10342 NM_033212 CCDC102A 409.9078 373.9012 394.3266 485.9526
25272 NM_015254 KIF13B 754.4164 917.752 870.3371 389.9518
7710 NM_021255 PELI2 481.981 622.0063 531.1648 44.96052

22990 NM_014454 SESN1 874.7558 941.4058 982.5827 468.9591
17424 NM_001429 EP300 1247.839 1334.036 1425.965 868.8612
1685 NM_004672 MAP3K6 624.9326 619.2513 678.9424 436.046

25978 NM_032823 C9orf3 301.3355 349.5412 362.5821 174.3796
16538 NM_000214 JAG1 1966.962 1540.266 1955.634 392.9258
5698 NM_016184 CLEC4A 60.48971 52.89766 48.81914 84.81252

13351 BC026041 C19orf23 486.6298 518.001 459.1238 342.7434
17403 NM_006116 MAP3K7IP1 278.6896 272.4362 268.2105 310.958
27457 NM_175742 MAGEA2 879.392 936.0557 1259.378 6.883385
27109 NM_0010150 PAGE2B 305.1066 384.8546 448.512 25.91561
8322 NM_0010804 CCDC88C 105.8116 99.16005 83.8609 246.3789

23099 ENST0000034NHSL1 876.6941 1086.294 956.2292 459.1013
3124 NM_0010993 FAM22A 217.1007 210.8037 209.0957 260.6078
2859 NM_003739 AKR1C3 483.6863 540.2357 436.4074 212.0823

18435 --- --- 55.70912 70.49184 60.1643 190.6733
9619 BC027604 C16orf52 761.8819 829.6041 692.5438 408.2534

17850 NM_153480 IL17RE 116.9132 79.63056 79.43976 238.7902
28044 NM_175742 MAGEA2 847.9689 901.6998 1216.565 6.512108
6695 NM_0011227 CENTG1 207.2271 93.76126 150.5117 458.3961
6622 ENST0000032EIF4B 702.8741 740.3821 590.6924 1591.721
9846 NM_018378 FBXL8 584.0969 581.9448 574.5314 670.4736

24802 NM_004874 BAG4 958.7598 905.2631 1011.308 642.6431
945 NM_199173 BGLAP 153.275 152.1831 134.1479 198.5568

6020 NM_002392 MDM2 4722.103 4887.381 5886.901 2129.781
26273 NM_016282 AK3 1391.782 1536.809 1394.873 2118.466
11677 NM_139276 STAT3 4227.023 4452.558 4612.751 2949.27
18753 NM_003363 USP4 2228.698 2474.834 2527.147 1350.211
9206 --- --- 19.90448 17.0926 19.95158 29.10585

26028 NM_018112 TMEM38B 968.1505 1070.186 1089.127 644.5694
14556 NM_000877 IL1R1 388.3282 367.8439 476.3524 131.2033



8401 NM_138420 AHNAK2 974.3422 510.4196 413.4561 4129.158
16865 NM_004540 NCAM2 230.8573 273.1117 334.3738 16.45534
9600 BC050464 C16orf62 985.5169 1380.22 1327.279 145.1922

20035 NM_003924 PHOX2B 99.42654 99.55937 102.2075 120.2366
1767 BX538212 C1orf149 990.7191 1015.135 966.9507 1303.382

24700 NM_152415 VPS37A 970.0659 1068.946 1173.23 574.271
23278 NM_002214 ITGB8 6948.953 9555.923 10096.54 729.6777
2900 NM_003473 STAM 1697.324 1704.625 1627.332 2075.591

12390 NM_024422 DSC2 161.9944 53.60347 38.68665 762.4399
12177 NM_005640 TAF4B 497.4368 463.976 356.984 862.0624
24047 NR_003500 RP9P 1358.666 1334.592 1469.928 862.161
21787 NM_152737 RNF182 936.8154 1191.55 1254.629 300.0092
23647 NM_152892 LRWD1 708.793 721.4762 831.8553 414.5058
12471 NM_005603 ATP8B1 492.3189 136.4767 200.7705 1843.026
12402 NM_003787 NOL4 75.09981 78.67749 75.19718 116.0148
11392 --- --- 517.0294 725.8095 643.1309 111.5321
1409 NM_015431 TRIM58 806.8017 623.1 928.6622 38.76316

19135 NM_005067 SIAH2 854.5503 736.4983 776.5527 1266.333
19377 BC066911 LOC93622 545.6329 517.6972 518.4916 685.3096
14138 NM_016030 TTC15 474.5024 531.776 480.8467 345.5537
20939 NM_018935 PCDHB15 180.3967 224.2665 270.6345 0.879002
21383 BC035515 C5orf36 34.81297 21.18838 21.41503 79.69145
6008 NM_0010316 MSRB3 1432.705 758.2354 840.0311 2909.034

21972 NM_006929 SKIV2L 1392.144 1346.415 1514.148 898.4118
28324 NM_006929 SKIV2L 1392.144 1346.415 1514.148 898.4118
18215 NM_198196 CD96 2811.603 3572.876 4266.476 23.63946
9004 NM_003257 TJP1 1984.178 1058.254 1359.435 4132.359

14725 --- --- 157.6048 133.725 141.306 69.9516
15399 NM_014911 AAK1 2523.097 2427.078 2496.439 2093.454
28739 --- --- 243.1752 265.7204 241.4671 121.101
26773 NM_031432 UCK1 1984.651 2027.834 2170.281 1401.087
23728 NM_001458 FLNC 1050.087 476.5565 310.4497 2723.348
26919 NM_021109 TMSB4X 3373.271 3334.33 2216.294 6577.738

843 NM_004425 ECM1 2353.296 3448.265 2940.751 252.2823
12942 NM_032453 ZNF527 222.3561 209.1788 212.4287 180.0106
24235 --- --- 325.1494 367.3029 345.3268 196.4365
25244 NM_004901 ENTPD4 2028.52 2529.974 2596.513 918.6186
7911 NM_003403 YY1 1645.694 1507.301 1550.327 2233.836
8134 NM_00103000RPS29 1179.38 1072.14 1080.234 1765.012

27602 NM_152787 MAP3K7IP3 2061.458 1936.305 2136.152 1275.229
8226 NM_004926 ZFP36L1 2319.311 1578.271 1541.401 5301.899

24578 NM_004935 CDK5 1716.339 1914.969 2319.474 531.7934
4904 BC001071 KIAA0409 498.8674 451.9049 442.5747 652.7669
3946 NM_012305 AP2A2 1156.615 954.0983 930.0986 1716.924

23883 NM_019015 CSGlcA-T 1860.426 2126.026 2215.578 686.0295
10323 NM_002968 SALL1 2925.211 3601.604 4262.093 430.1376
12444 BC093004 C18orf32 833.0121 951.4421 931.7782 598.647
28457 NM_006929 SKIV2L 1436.743 1383.521 1559.753 926.7795



21382 ENST0000031KIAA0825 82.84708 32.95295 47.18037 175.7854
22693 NM_002123 HLA-DQB1 440.6661 418.2885 595.1309 15.63486
11842 ENST0000038AP1S2 3795.335 4554.008 3844.623 1886.662

842 NM_025150 TARS2 958.0035 1009.377 1061.743 644.977
13978 NM_002774 KLK6 66.56888 74.58648 69.72607 45.50645
14154 NM_0010396 IAH1 831.8771 1084.708 943.7335 348.1722
15896 --- --- 124.1904 112.0147 118.6352 82.97128
10486 NM_020947 KIAA1609 482.7185 265.6722 240.4439 1243.848
12995 NM_006533 MIA 1411.454 2022.607 1538.294 108.9447
23374 NM_021116 ADCY1 2821.286 4145.886 3790.329 308.5351
1410 NM_0010019 OR2W3 373.8628 289.5184 406.6232 71.44104
1411 NM_0010019 OR2W3 373.8628 289.5184 406.6232 71.44104
1323 --- --- 64.037 54.86267 40.23876 166.078

16297 NR_003239 SNHG11 234.5645 221.2405 237.9093 181.2857
1589 --- --- 119.4775 139.798 82.60493 439.2721
161 --- --- 119.4775 139.798 82.60493 439.2721

18776 NM_006545 TUSC4 623.0674 679.3178 704.2473 438.4157
18023 NM_016089 ZNF589 270.9573 298.0959 273.5003 150.3215
10890 NM_031421 TTC25 73.63804 87.68538 93.13705 26.13715
12863 NM_001238 CCNE1 619.6199 603.29 620.6109 257.6447
14757 NM_052917 GALNT13 294.9913 236.3146 358.1768 7.845743
8153 NM_052978 TRIM9 261.7586 368.4068 371.2997 33.0378

25451 NM_024699 ZFAND1 948.5194 895.0616 703.1638 1535.325
6778 NM_001946 DUSP6 3078.632 3245.541 3462.222 1257.19

27652 NM_021014 SSX3 721.9633 677.3259 982.0111 16.21233
2133 NM_005725 TSPAN2 234.3373 86.81441 186.3421 583.0892

12166 NM_198129 LAMA3 218.6964 134.9784 142.3217 449.0634
18806 NM_198563 TMEM110 1090.483 1013.723 1128.691 662.3788
4727 X64983 OR10D3P 113.9617 113.4955 149.8205 25.83527

19253 --- --- 5609.45 5070.318 5144.81 6912.282
10103 NM_013399 C16orf5 99.45037 130.7873 134.9424 12.17779
1257 NM_012424 RPS6KC1 1197.885 1209.477 1361.316 711.9169

11313 NM_031220 PITPNM3 168.7469 127.6107 142.7089 275.6915
27747 NM_002565 P2RY4 117.9958 119.7368 116.2264 96.959
14793 NM_020981 B3GALT1 163.0175 155.5784 195.8869 65.34605
13496 NM_002162 ICAM3 418.7607 433.7245 394.9865 233.4641
15216 NM_004036 ADCY3 1655.907 2096.163 1916.584 734.5353
24367 NM_022777 RABL5 916.8092 1066.76 976.1805 573.3458
24465 NM_000883 IMPDH1 1124.538 1160.185 1403.301 514.4678
12190 --- --- 307.0648 322.7493 319.2168 158.2895
2248 --- --- 252.0083 213.5052 192.0757 482.0029

27434 NM_002025 AFF2 111.1138 124.3227 116.1435 83.95472
17533 NM_033257 DGCR6L 761.4522 772.0799 724.7649 604.1309
17443 NM_170694 SERHL 154.4243 150.8857 161.6989 129.3531
10811 NM_002982 CCL2 22332.68 28462.06 34451.97 125.3915
7990 XM_00172552LOC10013346 530.786 559.1647 768.364 8.517653

14226 NM_012326 MAPRE3 332.3352 465.9152 423.6351 84.28286
17398 NM_152426 APOBEC3D 746.9478 946.5482 842.6805 357.7467



4417 NM_145065 PELI3 288.1738 292.1043 265.0329 202.4181
21484 NM_015146 8-Sep 1504.52 1227.179 1167.165 2214.595
24340 BC015722 C7orf43 650.9023 620.2201 769.2898 315.7296
23291 NM_00100534GPNMB 6462.82 8273.976 8101.825 2799.639
21307 NR_003504 GUSBL1 5080.522 4780.388 4930.015 3777.497
21558 NM_004483 GCSH 1934.889 1718.532 1830.245 2664.594
17090 NM_004414 RCAN1 885.7125 1006.599 957.7201 453.0526
10996 NM_016428 ABI3 360.3097 97.8787 112.2854 1067.696
23623 NM_002593 PCOLCE 396.0637 227.9709 207.6248 1037.088
15944 NM_006055 LANCL1 1976.348 2083.539 2036.352 1582.569
1714 NM_0010206 PUM1 2913.342 2691.885 2867.284 3540.004
4731 NM_00100519OR8G5 170.186 140.8557 202.8651 8.524016

24768 NM_015344 LEPROTL1 1826.163 1757.931 2008.559 1219.834
15578  XR_042357 LOC402100 504.2472 474.4522 452.8849 735.6197
27730 NM_015185 ARHGEF9 1179.362 1510.991 1819.559 19.13796
10540 NM_021947 SRR 410.7821 410.3888 249.5711 979.3152
25308 NM_0011025 PPAPDC1B 526.4948 623.3984 614.2915 297.2128
23715 NM_014411 C7orf54 267.1188 360.2711 294.0252 90.19771
23664 --- --- 1525.757 1445.512 1409.645 1760.73
9090 NM_014659 HISPPD2A 564.2341 442.0852 419.1306 1004.579
6961 NM_004642 CDK2AP1 9686.094 9296.105 9892.402 5631.29

22409 NM_000125 ESR1 67.97078 65.46072 65.29845 88.29763
2831 --- --- 305.1481 279.7433 306.7254 220.8774

10794 NM_032322 RNF135 693.9728 693.5981 785.0467 444.6548
9325 NM_000661 RPL9 5675.187 5436.466 5374.536 6374.75

13705 NM_033317 DMKN 178.7434 210.9864 176.9312 2012.182
2099 NM_024901 DENND2D 1272.436 372.0603 305.5583 3754.713

20970 NM_00100166FLJ41603 215.4078 234.0958 201.1828 136.0864
24997 NM_003506 FZD6 1908.787 1945.557 1516.408 3049.216
3634 --- --- 78.18414 67.40204 75.70058 106.8892

24604 NM_022458 LMBR1 2085.377 2480.469 2571.538 1172.582
11121 NM_018714 COG1 1259.563 928.1851 1086.029 1859.148
10781 NM_198529 EFCAB5 31.35658 31.06007 35.90641 51.88226
12952 --- --- 68.09291 70.35791 59.89471 107.6201
7743 NM_020663 RHOJ 2263.147 1461.573 1950.853 45.04361

13190 BC058819 LOC400713 619.0682 942.7192 802.1095 31.87213
21330 NM_004101 F2RL2 1327.136 1214.294 1783.291 85.41782
27227 NM_006729 DIAPH2 430.006 570.2807 386.0623 969.2722
5910 NM_022658 HOXC8 248.6932 223.6894 239.9079 166.0781

23518 NM_005918 MDH2 5893.022 5431.041 6474.358 3167.627
3043 BC007866 MGC14425 481.0888 452.533 456.632 570.2298
8255 NM_00100574NUMB 1329.151 1135.742 1238.754 1863.295

27991 NM_004840 ARHGEF6 680.8898 676.5843 810.8668 336.9151
15350 NM_004105 EFEMP1 6311.722 7661.748 8310.918 1055.494
19646 NM_016323 HERC5 487.4348 522.5618 495.4735 234.2392
11278 NM_013276 SHPK 1420.471 1347.514 1464.122 1034.102
14194 NM_004040 RHOB 1392.32 1741.397 1487.826 458.3102
7177 NM_005708 GPC6 1600.657 2437.49 2349.109 55.18453



20940 NM_018929 PCDHGC5 550.0112 557.0767 624.7905 279.0064
1812 NM_014947 FOXJ3 2700.437 2793.123 2685.164 3427.525
2247 NM_021960 MCL1 4700.239 4743.219 4760.059 4995.11
7093 --- --- 659.3939 539.8004 621.6115 938.1782

23755 NM_013255 MKLN1 1652.277 2083.992 2061.9 848.022
4730 NM_00100724OR8G2 108.1358 90.29888 117.4083 26.44262

11346 NM_021210 TRAPPC1 3000.002 3057.684 3135.162 2393.669
14834 NM_002148 HOXD10 410.3226 603.5352 587.4913 62.07754
28007 NM_004065 CDR1 164.03 174.6415 236.3325 19.67788
4759 NM_006278 ST3GAL4 2999.99 2461.907 3508.819 494.5458

16477 NM_004609 TCF15 776.0453 792.4559 789.3591 853.6555
25526 NM_0010406 NCALD 1009.436 1446.852 1551.115 31.36629
2370 NM_006617 NES 850.3677 590.0586 830.6863 103.2286

23646 NM_032831 ORAI2 975.439 1026.716 1091.148 416.7345
23543 --- --- 1295.502 1041.245 1399.348 2237.469
23527 U38980 PMS2L11 1284.172 1472.152 1391.217 962.0175
26638 NM_019114 EPB41L4B 112.5854 42.51563 45.43468 425.0888
10713 NM_018242 SLC47A1 782.2894 934.5535 1199.882 28.22665
18645 NM_017784 OSBPL10 3683.563 3202.396 3766.393 2195.057
27072 NM_00108544GAGE13 3441.393 4128.781 5273.583 104.0442
23593 NM_003496 TRRAP 1615.518 1608.672 1738.935 1243.708
12452 NM_145020 CCDC11 74.42573 68.30749 55.0086 120.6814
24215 NM_148912 ABHD11 1120.815 972.5533 1168.354 536.854
10818 NM_013975 LIG3 1248.983 1194.371 1478.824 624.5356
27572 NM_0010016 MAP3K15 57.65636 34.97678 31.83545 128.7712
9317 NM_000661 RPL9 5509.931 5263.507 5222.658 6165.805

19451 ENST0000030KIAA1239 165.5098 160.7035 159.5221 188.347
23484 NR_003614 PMS2L2 1381.407 1588.438 1424.808 991.1558
10488 NM_017740 ZDHHC7 1778.998 1833.824 1676.387 2711.252
22976 NM_002726 PREP 1514.802 1729.232 1730.091 1110.744
27131 NM_002444 MSN 5497.418 5342.96 5023.516 7189.041
25301 NM_018310 BRF2 317.8726 325.0952 345.4012 237.6111
25429 --- --- 222.3137 319.6337 253.5402 22.31398
21977 NM_005155 PPT2 840.3387 886.118 828.6315 400.6646
20550 NM_018356 C5orf22 1840.034 1813.147 1911.005 1245.896
2810 --- --- 135.6762 147.0673 127.8183 74.17671
224 NM_013441 RCAN3 1140.759 1182.222 1167.102 987.913

8641 NM_003758 EIF3J 1573.145 1206.368 1553.35 2491.537
20643 NM_020726 NLN 633.4868 668.1707 529.0204 1214.66
17729 NM_006358 SLC25A17 1069.931 1309.794 1224.868 609.2609
28461 NM_005155 PPT2 851.7659 899.8181 840.3288 406.1407
8369 AK123840 C14orf65 214.8662 114.8695 60.79312 595.6277

14393 NM_017567 NAGK 3037.154 3210.157 3231.96 2128.293
24580 NM_031434 TMUB1 1254.427 1404.015 1468.073 712.6661
10016 NM_0010059 LOC339123 1217.297 1314.118 1407.683 825.2206
12349 --- --- 165.301 166.7574 142.6282 82.38857
9037 NM_080650 ATPBD4 447.0153 345.2585 399.595 713.0037
3609 NM_194298 SLC16A9 102.8512 46.58403 36.19701 250.0847



20028 --- --- 1135.565 1120.421 1124.534 1283.284
13294 NM_00102356ZNF749 356.6602 375.3317 398.0727 270.9317
7486 NM_175929 FGF14 39.91404 48.49458 44.29921 23.9619

13955 NM_025129 FUZ 464.0298 706.834 637.8064 42.89171
19652 NM_001510 GRID2 210.6421 187.3511 279.964 12.85423
23887 NM_022087 GALNT11 1637.991 1861.074 2221.683 643.8568
23506 BC100972 tcag7.1017 198.6727 211.8669 212.4429 167.2593
9928 NM_016373 WWOX 275.7296 129.5062 31.00417 791.6884

14818 NM_000210 ITGA6 5613.924 7198.656 6465.683 2867.816
14669 NM_0010257 UGCGL1 3128.802 3592.478 3484.37 2110.96
5174 NM_001620 AHNAK 3818.537 3046.1 2654.652 6506.045

13275 NM_152478 ZNF583 166.2385 169.1087 240.2464 4.733428
25889 NM_021965 PGM5 183.411 174.9907 247.2617 22.27221
23689 AY143171 LOC10012886 155.7792 162.6967 138.5647 95.31702
16909 NM_006933 SLC5A3 3055 2850.6 2945.307 1634.29
9262 NM_000781 CYP11A1 124.0155 87.84898 93.66341 366.0559
9010 NM_017762 MTMR10 785.7257 683.9628 652.3162 1058.888

18902 NM_00100839CGGBP1 1851.285 1830.617 2018.398 1448.556
23588 NM_014916 LMTK2 983.7744 1016.181 1101.355 712.7993
12398 BC121068 FAM59A 1486.401 2113.031 1858.461 461.9642
15026 NM_201574 SLC4A3 506.9693 743.0662 609.8914 72.96582
16607 NM_015655 ZNF337 364.9038 402.5706 427.9934 236.2926

543 NM_00103664HHLA3 365.6198 309.2937 417.6408 709.724
3694 NM_007055 POLR3A 745.7463 597.2339 649.0073 1020.743

17351 NM_012179 FBXO7 5375.872 6501.258 5681.383 3342.779
465 NM_152265 BTF3L4 1774.487 1794.234 1932.201 2637.903

20931 NM_020957 PCDHB16 597.5831 947.5853 794.7187 3.283307
24548 AK291605 FAM115A 353.8702 348.5923 413.3147 174.8723
9692 NM_152652 ZNF553 114.2617 87.97395 86.61288 190.9604

23304 NM_013322 SNX10 2913.134 3510.039 4139.386 908.884
2776 NM_000081 LYST 1735.181 2466.025 2224.832 565.204
1922 NM_002228 JUN 1402.346 1105.694 1109.114 2972.236

27086 NM_018094 GSPT2 864.5195 1004.196 1316.916 22.45547
24510 NM_020119 ZC3HAV1 3278.402 3127.825 3604.76 2221.046
15561 NM_0011024 TBC1D8 914.3791 966.3015 1113.131 244.8438
23178 --- --- 23.29868 23.46083 22.36983 15.72002

684 NM_000848 GSTM2 468.9923 673.0256 621.5848 141.296
4910 NM_00100449OR2AG2 116.0872 127.8447 119.7554 95.72305

23509 BC100972 tcag7.1017 193.5146 205.9412 207.3002 163.2055
24203 BC100972 tcag7.1017 193.5146 205.9412 207.3002 163.2055
20667 NR_003656 GUSBP1 5061.142 4769.05 4911.089 3771.177
7166 NM_019080 NDFIP2 851.93 744.7989 885.1672 1291.108
8119 NM_004496 FOXA1 140.0278 120.1655 148.0705 313.1465
6524 --- --- 72.4695 97.21812 92.22309 155.9194

11372 NM_201433 GAS7 1043.816 1661.202 1479.307 27.06472
23019 XR_019231 LOC442249 56.48908 34.74156 44.25056 113.1756
5904 NM_017410 HOXC13 614.363 412.4115 623.1696 44.24739
3611 NM_005436 CCDC6 2473.74 1835.779 1972.688 3993.607



17462 NM_013236 ATXN10 4077.644 3930.836 3932.516 5248.559
3652 NM_000281 PCBD1 955.8677 607.3057 725.4006 1656.133

24382 NM_0011228 NAPEPLD 531.2046 684.947 610.6194 262.6836
1890 NM_004631 LRP8 2833.224 2889.25 3355.063 1670.982

24771 --- --- 74.07108 102.6059 78.57593 16.81176
20793 NM_001744 CAMK4 1091.724 978.3126 1210.927 553.8049
24225 ENST0000031LOC441259  / 1447.068 1676.932 1536.394 1002.579
27882 NM_133265 AMOT 431.7834 679.6797 619.8601 18.74699
9507 NM_152341 PAQR4 1792.724 1824.922 1761.713 1505.703

14685 NM_033416 IMP4 2116.662 2286.764 2176.523 1593.792
19924 NM_012318 LETM1 1121.853 1090.214 1251.535 797.5442
24779 --- --- 157.0354 170.7679 175.0223 96.93394
20456 --- --- 43.98148 39.39349 42.11583 67.73605
14768 NM_0010831 GPD2 1316.863 1395.64 1660.4 705.5499
8676 NM_014548 TMOD2 492.4373 347.7926 419.1446 998.0985

19472 NM_024677 NSUN7 349.351 48.06113 80.74989 993.8612
19822 NM_005651 TDO2 28.02304 31.37977 33.17914 15.96823
3756 NM_0010349 SORBS1 517.5111 436.3318 558.0026 209.7672

16905 NM_005534 IFNGR2 4449.931 5323.467 5406.045 2012.056
20219 NM_183049 TMSL3 3602.472 3695.248 2356.103 6654.132
8201 NM_006977 ZBTB25 481.9536 520.843 417.7664 720.0113

11484 BC045622 FLJ25006 271.6799 291.5775 267.5501 174.3451
16763 NM_012340 NFATC2 1245.1 1735.653 1977.485 64.46637

756 AF172850 LOC51152 373.9926 516.4604 534.5057 111.3517
1190 NM_032105 PPP1R12B 362.1677 408.0732 445.9055 223.1527

22963 NM_032511 C6orf168 2751.439 2238.535 3093.802 832.8405
8342 NM_020414 DDX24 2707.676 2788.433 2644.772 3109.707
8307 NM_000153 GALC 767.0568 1188.601 1193.939 3.877901
1097 BC051794 FAM20B 1958.647 1834.4 2067.599 1397.499

14674 ENST0000025LOC646836 570.7997 389.561 354.3304 951.3425
15673 ENST0000025LOC646836 570.7997 389.561 354.3304 951.3425
24702 NM_006207 PDGFRL 663.1795 961.3377 977.6528 129.4816
14742 BC068242 LOC728773 746.7416 612.8842 654.4067 1113.93
8773 NM_002499 NEO1 535.5557 650.5378 293.5909 1603.815

17953 NM_020839 WDR48 1044.918 1116.696 1230.543 706.9741
1921 NM_00108548MYSM1 1350.541 1636.092 1454.214 837.2892

18216 NM_153268 PLCXD2 109.6214 61.28599 86.27991 198.1473
6044 --- --- 68.53374 77.59592 81.32262 103.843
130 NM_201628 RP1-21O18.1 278.7027 299.9135 285.4515 335.3653

1345 NM_032435 KIAA1804 187.8105 159.8082 162.8567 332.0421
24819 NM_178819 AGPAT6 1490.378 1570.194 1711.112 1078.234
16463 NM_199360 TPD52L2 3631.469 3377.447 3553.193 4653.164
17898 NM_003884 PCAF 1898.339 2594.93 2604.644 696.7977
14039 NM_013342 TFPT 1675.064 1569.631 2320.382 129.9432
3894 NM_00100429C10orf90 958.0519 1507.632 1467.462 10.98666

14091 NM_0010127 DUXA 87.71637 69.43158 101.7384 13.76248
22161 NM_001858 COL19A1 952.0685 1309.925 1540.508 7.748284
25861 AK131029 FAM27A 1166.601 1153.796 1275.738 681.0869



27458 NM_153478 CSAG1 1129.7 1224.736 1641.998 136.489
24240 NM_012479 YWHAG 4397.503 3968.209 4935.302 2426.536
9052 NM_004573 PLCB2 273.391 42.00304 75.23314 859.4828
4758 NM_014026 DCPS 986.4163 896.584 1058.803 604.1219
8623 ENST0000030STARD9 163.1584 129.7484 121.2203 233.0421
4718 NM_020716 GRAMD1B 193.5608 65.65626 56.22918 542.4578
3733 NM_019859 HTR7 289.9068 273.8918 330.8062 151.3539

16630 NM_031232 NECAB3 600.1161 762.1502 631.7196 277.7476
2174 NR_002212 NUDT4P1 5139.655 5379.146 5762.124 3485.032

17824 NM_006614 CHL1 1578.917 2436.452 1817.568 55.20512
11406 NM_020653 ZNF287 55.98339 69.47038 77.28389 22.36388
14230 NM_000221 KHK 101.1519 137.3706 109.5449 217.2551

626 --- --- 7.767371 7.821685 7.157529 13.07689
2759 NM_020808 SIPA1L2 1152.835 1075.913 1594.406 103.8015

24612 NM_020728 FAM62B 3421.413 3425.006 3925.393 1567.167
17665 NM_004737 LARGE 1425.589 2280.057 2076.23 56.89025
11223 NM_173620 HEXDC 178.3042 191.5287 183.3233 246.1998
14955 NR_002590 SNORA41 50.16248 47.58403 40.58368 79.65987
27306 NM_032227 TMEM164 855.1272 1006.021 1068.981 507.3556
7541 NM_0010047 OR4N5 64.25233 68.75204 63.91739 53.66999

15528 NM_020151 STARD7 3825.592 4068.44 4010.935 2931.177
19039 NM_032638 GATA2 518.3176 276.9954 244.1882 955.5712
18880 NM_015009 PDZRN3 641.1761 1026.608 875.7189 29.25904
23531 NM_020432 PHTF2 990.824 1142.379 1207.541 508.5036
25590 NM_174911 FAM84B 1853.775 1492.238 2076.655 248.3284
25857 AK131029 FAM27A 885.4349 850.2393 981.6388 499.2677
26460 AK131029 FAM27A 1233.306 1200.449 1339.76 712.0085
24130 ENST0000038FLJ45974 378.7318 296.2904 473.726 9.23274
20538 NR_003656 GUSBP1 4929.891 4591.944 4808.034 3666.711

229 NM_014313 TMEM50A 5487.77 5456.628 4944.855 6808.837
3544 NM_004966 HNRNPF 2753.573 2194.366 2227.24 4299.088

24125 NM_0010015 GRB10 1826.679 1948.555 2258.614 521.4115
14522 NM_178495 KIAA1754L 284.3358 247.5748 291.1606 125.9544
7754 NM_145165 CHURC1 541.7795 560.7554 575.7252 894.0094
2011 NM_052941 GBP4 205.6739 294.5652 317.3162 17.86735

24523 NM_004333 BRAF 1487.905 1753.275 1751.375 1038.02
6800 NM_018838 NDUFA12 2282.378 1934.517 2056.468 2807.411

10720 NM_00103180ALDH3A2 1122.882 1290.247 1332.603 751.5543
22695 NR_003937 HLA-DQB2 405.838 358.7043 390.4269 162.171
28794 --- --- 57.71734 65.94287 55.31441 31.29138
7802 NM_182476 COQ6 600.7144 591.5211 547.3744 449.7608
4725 NM_014622 LOH11CR2A 210.1754 279.84 212.7827 66.58026
8212 NM_182526 C14orf83 346.0782 524.5026 516.2109 32.19777

10498 NM_015144 ZCCHC14 711.2131 507.9748 618.9937 1138.159
12322 NM_012307 EPB41L3 24532.12 32346.57 39860.03 230.5811
15037 NM_004457 ACSL3 4190.173 5028.774 4837.6 2575.664
2955 NM_181698 CCNY 1852.893 1377.207 1385.943 2766.954

11494 NM_018182 C17orf63 1202.079 1251.046 1371.685 865.6182



24228 AB017005 PMS2L2 1460.801 1712.51 1537.617 1012.475
23227 NM_152558 IQCE 501.2202 573.3906 546.7504 384.0249
9415 NM_024571 C16orf33 1885.3 1927.982 1971.002 1110.2

27235 NM_014467 SRPX2 1050.4 1028.34 944.9469 758.9958
6329 NM_080730 IFFO 276.7582 365.0335 333.8344 143.413

22340 BC101702 LOC285735 107.6102 153.3719 165.8508 11.07759
17531 --- --- 91.57099 86.21606 90.56438 139.6571
3269 NM_020682 AS3MT 558.937 677.9521 865.7073 58.22594

16949 NM_012105 BACE2 4273.214 5626.897 5122.58 1789.491
12289 NM_005786 TSHZ1 606.3651 763.3384 631.0273 304.9842
12281 NM_004232 SOCS6 766.7781 887.3503 855.1232 519.2559
8715 NM_032857 LACTB 902.6671 836.7136 816.5333 1955.087

22030 NM_078467 CDKN1A 1956.451 1833.243 2730.73 111.1109
3546 NM_00109928ZNF239 135.1657 143.6002 175.1362 63.23714

24477 NM_032842 TMEM209 2916.172 2933.935 3625.734 1439.83
24727 NM_001722 POLR3D 1135.405 1367.581 1393.576 638.7867
3072 NM_018649 H2AFY2 460.415 93.43996 55.27003 1393.695

24494 NM_013316 CNOT4 2053.53 1934.217 2335.2 1276.738
14498 --- --- 79.56542 85.67529 91.58029 112.3447
27988 --- --- 28.61647 24.64353 24.30009 36.15097
5586 NM_005103 FEZ1 515.1864 566.4736 733.3525 75.84799
3532 --- --- 3161.183 2521.756 4056.854 40.58354
7612 NM_025081 KIAA1305 97.68124 85.4496 90.24403 150.81

19913 NM_005255 GAK 1445.79 1334.899 1416.438 1086.62
3332 NM_014937 INPP5F 1656.346 2144.846 1443.246 293.373

23882 NM_031946 CENTG3 1202.941 1506.688 1559.944 633.3939
6838 NM_031302 GLT8D2 226.6965 71.2719 36.42644 964.2579

26071 NM_138554 TLR4 31.3105 103.6996 20.15473 648.2288
23923 NM_032302 PSMG3 2345.993 2133.357 2440.483 1375.778
2549 NM_025191 EDEM3 3043.013 3213.94 3903.284 1497.919

24454 NM_005302 GPR37 524.7648 829.4671 722.0904 39.42725
16551 NM_024704 KIF16B 484.139 636.2946 670.4501 200.6447
22341 NM_004100 EYA4 1159.516 1168.692 1182.554 670.9888
26367 NM_020702 KIAA1161 134.6592 216.631 143.6598 408.1149
3373 NM_030626 LRRC27 155.9979 151.7516 146.7878 187.833

17530 NM_022727 HTF9C 779.6963 870.8327 858.6252 563.1429
20706 NM_003719 PDE8B 40.14555 32.03392 28.88147 118.9061
24476 NM_016478 ZC3HC1 714.3065 685.8477 889.4473 324.4484
17795 NM_014577 BRD1 495.5069 404.0344 400.5343 657.1473
7301 NM_014887 N4BP2L2 1215.445 1221.932 1040.84 1649.615

23813 NM_015917 GSTK1 1631.313 1948.144 2145.724 742.3956
18892 NM_133631 ROBO1 2250.172 3044.171 2921.811 1031.291
7344 NM_144974 CCDC122 231.5643 168.6307 163.0936 540.7785

23849 NM_003592 CUL1 2684.699 2944.59 3495.461 1367.423
20338 NM_004362 CLGN 221.8313 72.49815 80.57294 1091.6
8368 BC031990 C14orf65 332.8009 317.22 244.8728 694.7844

27091 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924
27092 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924



27686 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924
27688 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924
27689 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924
26576 NM_00108360PTCH1 876.1525 1183.343 1193.878 260.3094
24227 ENST0000038PMS2L2 1481.887 1728.765 1560.529 990.6422
17387 NM_021974 POLR2F 2175.454 2449.857 2700.541 1290.565
5496 NM_001562 IL18 123.9181 34.29539 9.372408 719.7193

15234 NM_013388 PREB 1689.464 1776.585 1716.248 1328.751
5714 NM_016523 KLRF1 12.68555 11.39411 13.33082 20.76123

25018 --- --- 25.75752 24.74962 29.99252 41.03659
5314 NM_012309 SHANK2 97.15586 88.86361 85.58747 130.2149

23920 NM_0010804 INTS1 1798.24 1930.28 1815.08 1249.724
21650 NM_003062 SLIT3 3064.556 2465.033 3937.522 116.7867
11975 NM_004762 PSCD1 1159.619 889.9915 864.9273 1668.479
27045 NM_005635 SSX1 15950.15 11050.35 18234.9 94.57065
12691 NM_022737 LPPR2 539.5638 673.115 685.6608 187.2157
14856 NM_018981 DNAJC10 1823.208 2436.508 2401.894 873.466
26150 NM_0011008 PHYHD1 247.0674 234.6522 179.4387 442.8689

190 NM_001785 CDA 725.0931 121.1737 80.65263 2266.563
16999 NM_058181 C21orf57 278.3057 287.3522 315.9343 209.1967
23503 NM_174930 PMS2L5 1501.737 1734.912 1583.504 1048.791
23730 NM_002200 IRF5 75.13788 81.59922 66.29327 127.1824
21982 NM_020056 HLA-DQA2 268.7043 392.3779 345.8463 73.89653
17134 AF426261 C21orf84 94.90748 82.63158 84.26221 124.0915
10944 NM_002390 ADAM11 235.3313 253.7235 265.0325 177.4829
18029 NM_006321 ARIH2 2090.99 1954.329 2168.735 1485.051
17467 NM_017931 LL22NC03-5H 588.0154 532.0548 490.148 884.947
7424 --- --- 712.9163 710.3087 695.389 864.4642

13280 NM_021216 ZNF71 163.178 113.2461 109.5833 269.7131
26712 AF251293 C9orf45 205.2198 156.1079 161.1232 332.9041
19553 NM_002159 HTN1 22.58975 22.17419 25.46078 14.22122
23562 NM_147171 AKAP9 583.3493 598.3055 722.6296 323.5914
18708 NM_024512 LRRC2 53.72583 30.52198 32.89278 99.1232

758 --- --- 4109.281 4894.967 4276.342 2816.052
28013 NM_016249 MAGEC2 3520.806 2832.066 4619.105 5.650836

259 NM_00101364LOC388610 748.5626 648.5183 585.1047 1139.808
27298 NM_182607 VSIG1 44.54458 48.67184 46.27275 125.7953
18525 NM_178335 CCDC50 3529.17 3270.13 3466.039 2732.637
4777 NM_032801 JAM3 1005.697 1648.707 1534.066 8.497268
152 NM_018090 NECAP2 1961.801 1431.945 1672.07 3048.879

5272 NM_031492 RBM4B 1100.523 1033.179 995.2657 1393.665
24229 NM_174930 PMS2L5 1370.055 1603.863 1429.316 971.3011
14448 NM_020122 KCMF1 3179.746 3086.162 3115.38 3658.869
11005 NM_153229 TMEM92 208.4132 128.0698 115.4136 383.3209
19346 NM_052861 C4orf42 1091.925 957.5792 1074.802 675.7921
8677 NM_014547 TMOD3 2323.178 1485.784 1740.618 4300.723

25275 NM_016127 TMEM66 1450.651 1468.497 1457.116 999.6901
15993 NM_004438 EPHA4 1007.409 1235.914 1576.574 137.06



929 NM_020897 HCN3 362.0834 339.3557 327.0101 453.3653
13061 --- --- 130.6737 135.0605 114.9018 82.97019

685 NM_000561 GSTM1 380.1348 513.2504 450.5429 164.9344
21981 NM_002122 HLA-DQA1 282.977 435.042 383.2935 50.10257
11483 NM_080669 SLC46A1 390.461 452.8678 611.176 26.14287
23080 NM_145176 SLC2A12 104.3999 64.3625 66.46758 320.9844
18698 NM_022842 CDCP1 1566.234 432.3044 249.7338 3884.584
15259 NM_024572 GALNT14 435.276 79.5482 84.75169 1024.052
4728 --- --- 130.6531 108.8436 151.0725 38.31456

12353 ENST0000030LOC731788 1259.29 1405.229 1310.867 909.2322
16844 ENST0000030LOC731788 1259.29 1405.229 1310.867 909.2322
6756 NM_139207 NAP1L1 3130.099 2467.894 2762.038 4613.338
2132 NM_00110239RP5-1000E10 1051.882 1045.585 856.1388 1648.319

26358 NR_003667 SUGT1P 82.93104 66.6963 90.97176 128.5016
12372 NM_173505 ANKRD29 130.7573 97.4622 124.793 323.5385
27659 NM_00104249SLC35A2 697.0831 714.7602 757.6483 468.7697
6057 NM_006982 ALX1 728.3049 710.3142 902.7311 305.3391

10003 BC118988 C20orf69 710.8685 729.2734 805.1824 420.1714
2664 NM_014873 LPGAT1 2396.017 2437.896 2786.573 1532.379

24490 NM_032826 SLC35B4 1607.84 1894.693 2068.97 884.3278
24567 NM_024910 ZNF767 362.716 424.7347 343.2831 211.5047
12574 NM_152791 ZNF555 142.8907 223.9407 203.4964 14.67219
10852 NM_006148 LASP1 3670.697 2424.196 3070.98 5747.716
22550 NM_016356 DCDC2 5290.139 2710.587 2516.285 51084.54
15882 NM_015265 SATB2 2449.004 2193.452 2183.01 1649.318
21025 NM_198904 GABRG2 173.1783 208.417 264.169 16.10835
7753 NM_015549 PLEKHG3 466.3475 487.5122 373.2204 1046.679

25187 NM_031439 SOX7 203.0105 147.9437 142.7155 307.2398
23140 NM_00108958hCG_21078 1575.254 1515.027 1232.006 2205.621
25809 NM_003995 NPR2 281.1164 362.0345 365.6749 153.3659
5266 NM_001532 SLC29A2 154.3621 169.4693 179.4982 318.6722

21574 NM_014790 JAKMIP2 306.0773 271.9837 422.2184 21.86028
3125 NM_0010993 FAM22A 218.8537 219.7285 214.0641 263.6121
2515 AK292691 LOC10012944 1873.469 2183.26 2358.576 569.5787

10669 NR_002744 SNORD49A 272.4276 195.1806 239.2402 391.1934
1894 NM_018982 YIPF1 684.9789 765.2267 739.8716 572.674
5480 NM_020809 ARHGAP20 65.28131 74.53984 53.76811 134.1076

19200 NM_024947 PHC3 3075.104 2681.223 2847.729 3620.892
12582 NM_020170 NCLN 1544.235 1524.542 1646.311 1045.477
2470 BC026073 C1orf114 301.5013 229.2133 345.5211 68.29617

13601 NM_021235 EPS15L1 1385.055 1290.18 1071.229 1927.639
11251 NM_031430 RILP 260.6452 266.5727 284.2443 187.7939
24485 --- --- 416.2073 401.484 390.0451 557.4625
13720 NM_015526 CLIP3 754.7402 1191.056 947.8663 76.94502
26195 ENST0000037LOC653163 128.7128 132.2301 158.8157 68.57634
24770 NM_0010087 RBPMS 1715.27 1397.104 1827.562 792.0847
22373 NM_003764 STX11 317.1621 197.187 51.60059 840.1946
23471 NM_022906 STAG3L4 888.8403 772.7001 774.0931 531.0857



15176 NM_005742 PDIA6 4776.674 5327.554 4863.107 3192.767
26987 --- --- 176.5872 135.062 158.7333 236.7901
9121 NM_016132 MYEF2 425.7972 198.3214 116.7617 1317.972

16534 NM_021156 TXNDC13 3455.47 4177.821 5019.184 966.0223
18599 NM_024923 NUP210 615.7803 268.5266 86.08894 2190.567
20974 ENST0000026KIAA0194 1900.635 1906.422 1783.618 1457.202
23275 NM_001621 AHR 5338.651 7561.018 6991.665 1675.521
14597 NM_153712 TTL 1795.243 1748.027 1616.245 1359.74
16105 NM_198994 TGM6 226.2525 208.5339 210.9075 269.5584
13298 NM_0010108 ZIK1 137.8215 155.2114 197.5231 15.80769
2560 NM_199051 FAM5C 61.19093 54.54532 63.15693 30.83951

12286 NM_018235 CNDP2 1602.757 1844.514 1990.129 990.7274
6958 NM_019625 ABCB9 395.9052 431.3815 503.8308 229.7997

20285 NM_022569 NDST4 17.9515 18.39252 17.55035 21.36949
5373 NM_023930 KCTD14 831.1981 422.4828 123.9287 2097.779
7198 NM_206808 CLYBL 181.1144 175.0287 98.33558 615.615

11780 NM_031498 GNGT2 74.19009 6.781109 8.031839 456.3742
22974 NM_147147 BVES 2271.3 2712.356 2816.588 1313.094
3294 NM_016234 ACSL5 494.2137 86.95967 90.93027 1348.554

23546 NM_021151 CROT 728.1705 894.3503 924.0643 397.5302
9002 NM_138704 NDNL2 423.4571 371.2868 342.8037 588.693

28121 --- --- 13.59058 11.00989 11.95254 18.63854
16381 NM_005985 SNAI1 402.448 339.0499 358.8472 176.3898
19041 NM_002950 RPN1 5407.755 5574.862 5464.389 4717.809
10623 NM_020877 DNAH2 167.3278 175.6781 231.8563 49.50261
17251 BC012159 IGL@ 264.3567 259.0578 266.3847 233.1635
10690 NM_148886 SMCR7 390.7685 385.5189 277.1662 865.1238
20226 NM_005723 TSPAN5 888.6722 474.8933 660.728 1892.992
17945 NM_002468 MYD88 2283.123 2037.907 2527.026 1099.583
24560 NM_152411 ZNF786 464.9667 499.1123 523.7977 323.2092
19609 NM_005139 ANXA3 554.6734 461.6845 92.62246 3541.285
28010 NM_022661 SPANXC 255.6312 191.6188 218.1653 36.08558
10595 NM_000018 ACADVL 2316.947 2697.84 2316.271 1404.093
12985 NM_006503 PSMC4 3958.72 4471.412 4791.165 2738.671
20011 NM_00108539RELL1 1731.089 2419.293 2079.858 664.5947
20907 NM_00100718LOC492311 119.0454 118.5306 89.36758 216.348
17313 NM_182527 CABP7 2464.021 575.7725 495.8409 5812.55
2814 NM_020394 ZNF695 181.7223 162.17 249.8069 18.53967

27044 --- --- 668.4551 440.1435 741.2827 3.432415
24598 XR_040032 FLJ42291 12021.31 8567.795 14441.06 117.8997
18470 NM_003106 SOX2 813.386 583.014 951.6721 52.79012
13409 NM_032108 SEMA6B 442.6847 246.9513 110.6081 895.5191
22024 NM_002754 MAPK13 350.0589 107.0025 120.4508 1070.165
13867 NM_006663 PPP1R13L 766.8486 314.7835 205.3879 1862.072
26681 AY623011 DIPAS 111.5198 106.287 137.3068 48.99559
18112 --- --- 166.2551 172.2575 160.9227 217.4308
3121 NM_0010993 FAM22A 227.5782 215.7304 210.9095 259.2545

25951 NM_024077 SECISBP2 1366.647 1438.378 1444.344 1818.448



25507 NM_000989 RPL30 8081.629 7462.565 7130.464 9413.955
11421 NM_00108296TOM1L2 1658.602 2059.64 1838.996 870.879
13390 NM_001060 TBXA2R 432.9274 391.8038 477.1261 210.5958
19536 --- --- 6.450462 10.46966 9.372927 0.04526893

849 NM_021222 PRUNE 910.0227 960.5527 1092.245 568.9324
14965 NM_002374 MAP2 295.7116 398.6996 319.8552 82.95117
21219 NM_001465 FYB 330.7065 475.8373 306.4673 12.24736
16547 NM_198391 FLRT3 2281.046 1823.905 3033.447 4.729824
20286 NM_152402 TRAM1L1 92.79716 130.5258 126.1689 19.31677
4065 XM_00172479LOC387753 1334.241 1645.188 1579.543 567.2324
474 AY271826 ZYG11A 134.5212 80.08572 39.68493 281.2946

20023 NM_0010249 RPL9 5567.932 5269.197 5265.636 6121.78
18042 NM_001640 APEH 2228.782 2637.943 2649.098 1240.913
25587 NM_032026 TATDN1 290.5766 257.9385 212.0491 522.0059
2860 NM_001818 AKR1C4 117.7189 125.9529 97.50341 44.19027

22112 NM_014936 ENPP4 109.3872 35.50958 24.9289 329.274
26143 NM_003127 SPTAN1 2274.874 2268.753 2237.43 2875.202
5966 NM_005967 NAB2 460.0657 546.9186 482.8033 321.8088

24718 NM_00110016XPO7 2493.927 2525.303 2831.345 1867.377
23295 BC063130 C7orf46 192.3968 240.7648 285.0752 59.08752
24974 NM_017890 VPS13B 1050.578 808.4785 730.8777 1660.464
24223 NM_030798 WBSCR16 1069.661 1057.091 1148.994 802.4507
15899 NM_152525 ALS2CR11 156.6201 239.1028 254.4397 14.73191
11090 NM_138363 CCDC45 596.23 552.3383 466.68 912.1949
28072 NM_006014 LAGE3 1037.706 1058.315 1320.161 551.0669
23977 NM_015464 SOSTDC1 2096.739 1676.267 2759.21 68.86385
12979 NM_016941 DLL3 299.6162 481.6025 472.9526 22.16409
24409 NM_007356 LAMB4 225.5051 287.4576 352.7501 44.35499
11277 NM_080704 TRPV1 158.4241 180.5848 177.903 240.0926

912 NM_000565 IL6R 720.4401 944.9169 980.7455 353.1091
21093 NM_00108054LOC653314 1206.814 985.3983 1203.002 1656.777
16894 BC007928 C21orf119 331.8821 334.7444 314.745 273.3746
20298 --- --- 35.25572 37.7742 39.43316 18.13124
10759 NM_152464 TMEM199 2375.837 2213.841 2828.771 1152.731
5722 NM_005042 PRH2 35.00525 35.39662 42.57777 54.80445
715 NM_00100444FAM19A3 482.7903 572.3699 542.2393 306.8372

22536 NM_198586 NHLRC1 122.1431 126.4898 121.8484 74.74183
5141 NM_145016 GLYATL2 56.2268 70.63015 68.37733 102.7573
4059 NM_006391 IPO7 5054.228 4278.599 4773.374 6445.632

23031 NM_003309 TSPYL1 2087.598 1573.061 1638.209 2866.139
26992 NM_000950 PRRG1 585.6547 627.1899 663.0902 472.2709
12237 NM_015285 WDR7 935.558 867.9378 996.0952 668.4534
14116 NM_003969 UBE2M 1012.095 1029.021 1048.143 742.6374
5253 NM_016938 EFEMP2 704.2654 416.3024 234.9477 1879.629
6162 NM_014055 IFT81 416.5918 476.7899 443.3379 260.1489
3436 NM_152751 C10orf30 293.8105 103.8353 127.7831 570.058
1346 NM_002245 KCNK1 132.5251 82.40111 71.90121 381.0914

21088 NM_017510 TMED9 2270.328 2278.81 2284.766 2534.036



12165 --- --- 373.3285 368.0894 377.7003 486.992
5033 NM_145803 TRAF6 796.1834 685.6912 686.0302 1177.383

21169 NM_0010348 FAM134B 663.84 756.9887 918.5348 269.6665
8893 NM_198526 ZNF710 461.1592 424.6947 388.4691 697.1454
3260 NM_024789 TMEM180 310.4726 257.9943 265.4531 386.8173
1815 NM_022356 LEPRE1 1200.041 1289.724 1175.759 876.7296

28330 NM_020056 HLA-DQA2 264.2188 400.0302 350.1396 70.89836
10761 NM_001011  /RPS7  // RPS7 1880.569 1895.764 2077.889 1509.221
19877 --- --- 351.6956 282.2463 338.5774 534.6324
10975 NM_006310 NPEPPS 1879.95 2254.269 2225.215 3516.63
17609 NM_00100869TFIP11 610.5558 588.5293 497.5602 894.4445
15441 NM_032603 LOXL3 2904.94 2527.089 4083.541 78.56715
14589  CR590757 LOC645231 487.9941 472.9631 442.1384 689.2741
9994 NM_032451 SPIRE2 499.745 549.909 618.2891 264.4861

11326 NM_024297 PHF23 843.0566 902.8159 917.7291 671.8807
19738 NM_024582 FAT4 314.1939 88.32747 139.7439 624.5597
24106 NM_182547 TMED4 3437.789 4097.204 3771.681 2224.256
12260 NM_020854 KIAA1468 683.6652 750.5911 787.5949 544.4462

853 NM_144618 MGC29891 346.754 197.2176 270.9309 763.5186
10366 NM_006141 DYNC1LI2 1559.961 1501.069 1407.413 2170.994
4808 NM_053005 HCCA2 143.5699 128.3732 150.8896 211.5639
6466 NM_005504 BCAT1 1665.677 510.9817 365.0079 3959.87

20830 NM_023927 GRAMD3 1203.083 1226.186 1486.596 715.6815
16355 NM_033421 SNX21 369.7899 316.3839 370.809 222.8747
11977 NM_025090 USP36 870.8157 782.4768 712.9371 1122.919
2563 NM_197962 GLRX2 720.6219 684.1411 804.1905 499.2019

14080 NM_145007 NLRP11 103.8343 118.4689 160.6222 12.41847
8700 NM_017610 RNF111 1105.708 1050.389 947.9116 1471.841

10725 NM_014695 CCDC144A 717.1093 731.4181 666.0696 515.3891
15179 NR_003094 E2F6 755.4182 903.5646 926.7423 483.0579
12477 NM_005570 LMAN1 4910.425 5162.728 4993.445 4245.71
12224 NR_003003 SCARNA17 651.8174 839.0253 959.4056 235.5798
8215 NM_006370 VTI1B 1057.016 929.3225 1022.079 1509.213
2116 NM_006594 AP4B1 688.8453 731.595 776.0215 557.4887

12576 NM_173480 ZNF57 178.4346 262.4776 272.1187 40.50782
18893 --- --- 132.0127 196.4135 162.0722 39.07996
17329 NM_030758 OSBP2 198.2736 140.1199 189.679 295.8519
27587 NM_000661 RPL9 5590.653 5333.573 5232.632 6155.932
19371 NM_018401 STK32B 988.1569 958.213 1481.507 21.47484
27136 NM_173834 YIPF6 1812.125 2023.037 2055.491 1483.688
4878 NM_005330 HBE1 240.31 208.9834 321.5919 39.6317

19487 NM_020453 ATP10D 876.77 817.5054 823.5444 630.8571
14891 NM_025147 COQ10B 1622.463 1910.822 1945.182 993.6036
4936 NM_030962 SBF2 1641.09 1534.447 1552.297 2360.252

10470 NM_152337 C16orf46 93.95081 91.79725 100.1714 116.546
18638 --- --- 28.23975 25.72162 32.59887 15.46158
18871 NM_032682 FOXP1 523.3876 275.9518 211.9309 1012.291
2277 NM_053055 THEM4 1401.643 1235.884 1632.37 674.0745



21129 ENST0000034LOC25845 613.0686 520.0202 462.4827 845.5328
11576 AK289372 TBC1D3 2121.995 2376.31 2136.88 3296.863
15025 NM_052902 STK11IP 336.7964 373.7295 376.662 269.4952
7200 NM_007129 ZIC2 663.5522 547.6777 427.8024 1037.216
7435 NM_0011226 EDNRB 1596.224 2566.717 2705.184 6.941789

24232 NM_005395 PMS2L3 523.8754 648.3258 617.5257 267.5676
23366 NM_001129 AEBP1 486.9303 468.3736 500.9187 260.4407
20174 NM_032693 ARD1B 2343.537 1828.718 3077.14 47.57457
5606 --- --- 53.32193 41.93333 36.38702 109.4875

12727 NM_0010317 MGC3207 979.1957 828.4723 830.03 1228.585
6161 NM_033121 ANKRD13A 1253.275 1127.636 983.0323 2148.861
9934 NM_198390 CMIP 1588.283 834.9589 916.8397 2676.051
9147 NM_000259 MYO5A 1830.254 1966.56 2107.816 1325.1
125 NM_0010998 PRAMEF17 60.54005 66.12614 62.4281 74.18008

10842 NM_001488 TADA2L 550.0341 560.4039 569.5161 450.882
22309 NM_006714 SMPDL3A 632.3738 814.1721 679.0397 363.6164
1317 NM_0010986 OBSCN 116.0123 122.7832 118.7545 147.003

22337 NM_001016 RPS12 1578.715 1299.675 1623.157 2163.483
6000 NM_020762 SRGAP1 1525.296 1244.195 1143.458 2534.041

27925 --- --- 140.2788 108.9923 138.823 245.3304
2811 --- --- 47.42556 37.06758 45.58126 17.57351

12427 NM_004671 PIAS2 1511.049 1715.567 2064.648 755.3207
3872 NM_152644 FAM24B 217.9009 208.9742 190.0022 274.5872

26181 NM_007171 POMT1 643.288 931.4036 834.538 244.7859
26145 NM_013355 PKN3 434.132 234.9636 221.4977 744.0429
19937 NM_002337 LRPAP1 3751.843 4903.575 4666.073 2146.068
4732 NM_00100519OR8A1 218.0592 171.2599 266.2533 43.77666
1177 NM_020443 NAV1 2183.289 1838.89 1899.497 2826.154

21235 NM_148672 CCL28 853.993 1464.628 1186.581 25.73048
21539 NM_004883 NRG2 238.2036 286.3525 242.4855 364.2162
13890 NM_018215 PNMAL1 79.43174 30.88437 72.60954 269.2867
25620 NM_031466 NIBP 651.4973 622.1884 496.0522 1038.13
8411 Y14737  //  Y IGHM  // IGHM 186.6029 206.9681 265.2679 57.39185

23906 NM_058246 DNAJB6 2832.433 2646.146 2648.116 1550.254
5736 XR_019643 RPS6P1 900.5562 749.1384 1055.153 1493.073

10786 NM_004871 GOSR1 991.1402 983.8664 1092.589 673.7277
22164 NM_00104430SMAP1 1181.283 953.0039 1075.66 2013.883
14417 NM_013247 HTRA2 1671.074 1927.611 1718.829 1044.71
23621 NM_006076 HRBL 318.6135 322.192 328.2422 287.4001
25415 NM_000503 EYA1 673.8566 1045.6 935.4907 146.4587
15811 NM_003387 WIPF1 1835.622 2438.279 2099.203 830.2237
12996 NM_016154 RAB4B 355.0457 464.7896 402.0212 183.1821
11952 NM_052916 RNF157 743.1714 1164.022 1033.424 175.8465
17179 AF172850 LOC51152 274.201 411.8065 406.3577 86.89381
8778 NM_033240 PML 772.9467 620.2568 608.1147 1087.887
8863 NM_207517 ADAMTSL3 116.3953 46.09885 23.64725 336.875

27966 --- --- 82.55012 71.74199 83.97229 114.9052
19274 NM_021101 CLDN1 2332.393 1359.701 891.8746 6870.833



4980 NM_006292 TSG101 2725.869 2574.436 2494.286 3174.624
15682 NM_207363 NAP5 676.9929 865.9506 1152.511 3.714541
25412 NM_014294 TRAM1 2953.906 2738.468 2236.092 3984.877
18983 NM_005694 COX17 668.9279 664.9606 749.1435 369.9793
17614 BC016465 TTC28 361.3549 520.4178 340.6047 975.3342
21217 NM_002310 LIFR 1107.163 1476.395 1386.509 608.9802
25645 NM_145201 NAPRT1 766.9908 979.8768 806.4329 123.6279
12200 NM_018255 ELP2 816.1733 949.043 848.6953 605.6158
24273 NM_003130 SRI 3444.302 3789.723 3691.928 2646.251
20184 NM_00103758SCD5 266.8371 371.1313 89.61378 803.1599
24257 NM_006379 SEMA3C 2121.685 2197.365 2682.703 1140.429
17940 NM_00100839CTDSPL 1394.888 1529.781 1317.023 967.4446
19705 --- --- 198.1764 165.0922 142.4233 343.1689
20038 NM_006095 ATP8A1 83.11829 71.15063 59.09317 124.3879
21035 NM_015238 WWC1 475.7845 456.7661 455.5396 1399.438
11102 NM_181671 PITPNC1 1917.872 1952.231 2637.946 677.134
6184 NM_002535 OAS2 1451.311 2349.828 1986.622 190.5603
2922 --- --- 5930.193 5587.431 5491.79 6910.239

23719 NM_018396 METTL2B 597.667 541.8668 648.6655 395.5225
23687 NM_199072 MDFIC 1941.063 1726.371 2197.183 965.9853
19113 NM_173653 SLC9A9 150.8297 120.6835 123.2571 236.7516
26796 NM_017585 SLC2A6 238.7553 217.5117 227.1001 306.4255
12320 BC010538 C18orf18 236.3345 248.0531 233.0669 297.2708
17900 NM_152653 UBE2E2 419.3845 385.0291 155.7634 853.5764
20197 NM_138980 MAPK10 68.16974 59.62029 55.10784 113.8329
18863 NM_173654 C3orf64 1624.442 2026.147 1962.409 1008.761
25279 NM_000637 GSR 3786.366 4446.364 4459.36 2488.199
14822 NM_133646 ZAK 825.4867 866.669 882.504 1002.424
4789 NM_021805 SIGIRR 298.5767 185.525 151.2167 515.5328
4480 NM_033388 ATG16L2 211.1328 188.4222 150.1778 327.6786
2335 NM_003029 SHC1 4428.818 4780.284 4600.686 2998.573

10698 NM_0010373 TRIM16L 1772.491 2401.351 2115.29 880.2524
26394 NM_003289 TPM2 1596.423 1329.919 2162.634 161.231
13108 AB209573 PSCD2 238.447 202.7154 177.6285 378.7772
1363 NM_001035 RYR2 287.8932 349.6403 475.6012 17.52176
1267 NM_138794 LYPLAL1 255.9296 445.8511 402.037 1.786788

24596 NM_170606 MLL3 2182.486 1958.298 2524.972 1222.012
8059 NM_080545 AP1G2 436.1081 429.9966 366.5614 769.317

18102 NM_153331 KCTD6 533.197 506.1359 597.3091 374.1592
7481 NM_033132 ZIC5 399.1045 377.7025 320.3885 614.1246
755 ENST0000030SRGAP2P1 4271.935 5243.997 4585.472 2947.692

6828 --- --- 146.7468 152.0137 183.0564 253.7651
27557 NM_003916 AP1S2 825.277 942.1669 854.2996 450.8276
9667 NM_014387 LAT 696.7211 498.3868 787.3738 128.0033

14596 NM_198581 ZC3H6 516.438 565.0787 480.6915 371.408
22237 --- --- 50.82559 56.9389 51.96427 69.00832
24004 NR_002711 CLK2P 1889.488 2002.967 2047.134 1544.336
12795 NM_018174 MAP1S 752.9399 659.082 640.1766 928.4308



26340 NM_020641 C9orf11 33.22639 30.96786 32.52244 45.59709
1726 --- --- 64.99323 60.38261 68.77142 122.107
4069 NM_000480 AMPD3 148.9547 152.2394 147.6548 265.3462
7979 NM_0011009 PACS2 580.6967 498.0902 489.4868 739.5991
7738 NM_001530 HIF1A 7282.165 7562.116 7813.699 5739.36
6626 NM_000889 ITGB7 124.4193 108.0231 109.6855 193.5563

11664 NM_006455 SC65 617.6437 712.6707 601.3392 323.278
10471 NM_004483 GCSH 1474.47 1310.094 1435.577 2118.202
6590 --- --- 96.60518 159.1991 113.4399 2.223549

12458 NM_016626 MEX3C 2507.074 3090.767 3208.583 1405.093
6581 ENST0000032LOC121006 26.62394 22.38826 26.73216 35.65773
5094 --- --- 77.14345 74.60799 84.38372 122.2825
2309 NM_080388 S100A16 2665.734 1116.764 1028.515 5261.773

23775 NM_024926 TTC26 475.6985 476.8493 598.02 263.923
18367 NM_003412 ZIC1 338.166 552.74 401.0789 26.00657
26698 NM_004099 STOM 3134.574 4285.785 3955.566 1627.096
23724 NM_032599 FAM71F1 93.04626 102.6897 98.72485 72.56441
1416 NM_00100449OR2AK2 98.04285 103.83 121.2897 64.24914

24695 BC031245 C8orf48 126.8046 167.6543 218.5689 0.01153429
6309 AY358109 UNQ3104 660.9761 410.2287 117.9525 1590.402
4511 NM_138706 B3GNT6 1380.015 1398.919 1438.161 1590.548

26051 NM_00101299SNX30 1667.878 1727.616 2039.73 1003.932
4042 NM_013250 ZNF215 192.4684 334.3012 268.3714 10.24039
8800 NM_153271 SNX33 596.0462 650.5062 559.3392 839.9064

10102 NM_020677 NMRAL1 502.6802 861.7672 741.8367 36.50835
7730 NM_022495 C14orf135 2335.868 2125.15 2498.835 3263.631

18654 NM_015097 CLASP2 1797.369 1841.418 1755.596 1171.272
23013 NM_147686 TRAF3IP2 1007.241 1261.993 1343.435 495.0723
17510 AK289506 MICAL3 972.9066 1067.714 1156.564 605.0574
3610 --- --- 146.3597 158.613 145.9427 191.9539

24469 NM_012470 TNPO3 3463.634 3429.447 4424.56 1782.42
9123 NM_000138 FBN1 903.2095 579.7433 570.8019 1579.393

11703 NM_005374 MPP2 158.8171 155.2913 129.64 271.0193
7792 NM_024644 C14orf169 1298.937 1450.888 1569.357 949.966
2327 NM_0010986 C1orf43 4669.775 4730.006 5256.283 3686.635

20375 NM_173662 RNF175 2879.109 4613.682 4881.769 166.3732
25120 --- --- 621.222 719.7925 734.5156 395.8372
13331 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372
1447 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372

18558 AL137655 DKFZP434B20 621.222 719.7925 734.5156 395.8372
21123 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372
23910 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372

4 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372
4782 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372

16167 NM_00101154DSTN 2678.568 2827.426 3173.302 1918.29
11805 NM_004375 COX11 844.3344 778.8644 880.5825 637.1283
27648 NM_0010377 ZNF630 93.43409 100.7441 107.1057 59.88913
22823 NM_014452 TNFRSF21 6994.832 4250.269 6672.255 485.0541



21614 NM_020167 NMUR2 60.04136 53.66252 62.95079 78.68522
25908 NM_006200 PCSK5 80.52785 72.84964 62.61497 188.7555
20395 NM_016205 PDGFC 822.8124 456.275 588.3904 1838.631
11280 NM_002561 P2RX5 217.5395 86.74748 52.3393 629.1775
26682 NM_198186 ASTN2 254.4471 239.7711 267.6569 191.763
23762 NM_001724 BPGM 995.5092 1007.422 1334.911 444.0642
12410 NM_012319 SLC39A6 1744.3 2358.958 2244.24 918.9965
1688 NM_006990 WASF2 1966.55 1832.263 1504.48 2958.572

11919 NM_139018 CD300LF 150.9836 151.3117 158.7422 171.5828
24869 NM_0010776 LOC137886 570.8742 451.4024 496.5082 1248.637
24019 NM_153631 HOXA3 844.5504 745.7635 777.6631 458.9676
9263 NM_003612 SEMA7A 1057.653 906.319 281.6237 2859.112
5878 AK091315 FLJ33996 285.665 90.87008 44.05844 605.5449

16153 NM_014962 BTBD3 2203.92 2822.841 2913.719 1287.301
23485 NR_003614 PMS2L2 1383.627 1595.483 1444.95 905.3405
13950 NM_015953 NOSIP 1131.592 854.4171 1014.464 1747.553
1217 NM_015326 SRGAP2 2431.973 2281.015 2797.145 1572.733

24204 NM_018044 NSUN5 1024.385 1060.579 1034.055 605.9634
3406 NM_001354 AKR1C2 410.5524 513.5006 365.2047 151.0368
4880 NM_033180 OR51B2 172.9144 132.7223 204.1612 40.14238
1670 NM_0010044 SLC30A2 465.9325 475.504 464.7664 418.9133

16951 NM_002463 MX2 2668.286 2230.353 3773.298 15.65346
11720 NM_00100290GPATCH8 1048.253 913.492 988.6677 1271.042
9684 NM_016151 TAOK2 1265.083 1262.475 1390.152 1021.233
513 NM_012183 FOXD3 271.376 295.7809 261.0365 144.8126

24489 --- --- 702.6206 576.9367 750.1309 990.2556
24518 NM_207113 SLC37A3 1693.725 2533.161 2482.102 564.6431
25622 NM_153831 PTK2 2344.46 2098.936 1672.991 3806.879
26544 NM_006378 SEMA4D 165.8582 52.07077 21.55785 777.8341
9761 NM_153261 TMEM188 759.2679 568.3237 588.5987 1147.03

21434 NM_0010853 MCC 1102.481 1462.958 1208.664 611.7302
9561 NM_015226 CLEC16A 1453.035 1424.761 1489.729 1196.369

10796 NM_00104249NF1 2607.532 2835.854 2869.176 2029.52
10108 NM_024589 ROGDI 2426.787 2695.128 2584.173 1487.962
26110 NM_033446 FAM125B 718.6352 583.2655 741.1114 371.8544
2873 NM_00100229GATA3 177.94 100.0055 112.9916 313.9411

25848 NM_001170 AQP7 92.13065 85.08007 99.95348 120.7828
11153 NM_013260 SAP30BP 760.6614 547.3823 531.6746 1052.615
14169 XM_00172699LOC650157 27.93271 26.38562 28.29987 41.42883
7352 NM_003295 TPT1 5467.123 5416.852 5232.818 6722.574

24829 NM_032410 HOOK3 1239.374 1365.928 1354.369 988.8547
18528 NM_020386 HRASLS 148.6992 118.9233 146.1696 253.0428
11737 NR_002940 LRRC37A4 1898.074 1133.626 1384.825 3243.281
3376 NM_005539 INPP5A 937.9526 618.3061 514.8668 1540.409

22360 NM_014320 HEBP2 3149.633 2750.917 2468.691 4142.647
12405 NM_006965 ZNF24 1425.459 1578.946 1793.346 961.6141
12720 NM_004343 CALR 8084.781 8595.313 7887.22 6547.483
22040 NM_017772 TBC1D22B 937.9099 843.2943 905.8676 707.9738



9555 NM_024997 ATF7IP2 113.8248 109.4081 87.86611 175.9077
23683 NM_001550 IFRD1 1281.141 1466.612 1773.593 525.9385
22095 NM_014628 MAD2L1BP 1959.727 2071.909 2230.915 1552.761
24478 NM_018718 TSGA14 1082.532 977.7292 1228.517 554.7654
7689 NM_053064 GNG2 826.3106 817.5522 1286.933 12.43641
4354 NM_178443 FERMT3 825.1962 679.6275 960.3884 221.9077

10507 D87071 FAM38A 1703.805 1499.077 1365.146 2499.556
27411 NM_145662 SPANXA2 103.888 90.68138 132.1308 33.01326
28011 NM_145662 SPANXA2 103.888 90.68138 132.1308 33.01326
11896 --- --- 632.36 372.803 501.2905 1094.138
15551 NM_182911 TSGA10 59.87778 93.56837 72.11426 177.7546
16440 NM_001024 RPS21 2343.796 2465.438 2611.091 1978.032
24117 NM_00101339IGFBP3 4578.601 7321.52 6360.636 963.5749
26458 NM_001170 AQP7 90.52354 83.28851 97.60793 118.2872
18840 BC050317 C3orf67 261.3248 432.2661 310.3615 19.50039
23629 NM_020246 SLC12A9 457.0053 466.3074 468.0521 282.9557
12706 BC125186 FLJ14959 79.85242 123.6991 119.5884 24.70241
15106 ENST0000030LRRFIP1 181.9214 177.9895 124.5537 306.8292
24765 NM_001440 EXTL3 1244.486 1443.738 1597.719 817.0101
17949 NM_005108 XYLB 1534.398 1402.535 2068.364 459.2733
6163 NM_170665 ATP2A2 6443.546 6728.418 7340.409 5218.386

20938 NR_001281 PCDHB18 89.81833 94.16164 117.1561 26.98723
27874 NR_004379 SNORD96B 83.8694 86.09487 76.43949 64.33125
16116 NM_030811 MRPS26 998.9086 1073.533 1119.224 805.4811
10955 BC045575 MGC57346 1247.668 1471.651 943.0939 2135.806
1196 NM_006763 BTG2 327.1613 449.4247 504.5569 119.1721
2306 NM_019554 S100A4 717.2425 576.6891 925.7061 106.6883

12212 NM_213602 SIGLEC15 947.5724 446.9433 413.4622 4149.432
26050 BC105048 KIAA1958 347.8917 303.7346 367.6656 557.5108
16099 ENST0000024RAD21L1 24.54373 25.18284 27.32422 17.6288
20548 --- --- 66.57774 64.83123 58.53716 27.59735
12393 NM_004775 B4GALT6 1936.667 2126.73 2824.934 708.3879
23545 NM_021145 DMTF1 1143.448 1277.917 1229.586 849.2264
3543 NM_145313 RASGEF1A 1996.321 487.377 279.3282 4235.859

16730 ENST0000032FLJ40606 145.2003 142.715 154.9214 120.9576
14140 NM_001011 RPS7 2302.469 2200.368 2547.935 1683.79
16232 NM_015352 POFUT1 1949.229 2247.192 2145.429 1183.019
15246 NM_015662 IFT172 252.2721 420.5844 317.1873 41.98581
5577 NM_170601 SIAE 334.3057 319.5645 273.7395 533.2216
3504 NM_018109 PAPD1 580.8491 391.3064 421.1819 910.4969
8987 --- --- 16.98368 18.17868 18.11885 22.03927

10951 NM_005892 FMNL1 514.1873 147.6749 100.4165 1404.526
16786 NM_020182 PMEPA1 5237.654 3330.545 4060.138 643.8053
26097 NM_014397 NEK6 2206.426 1725.14 2032.577 3121.529
6311 NM_032680 EFCAB4B 259.3822 197.8369 80.80795 569.2654
6741 NM_0011097 PTPRB 142.8281 72.02116 77.61588 315.3203
9780 NM_032330 CAPNS2 138.3927 120.2435 114.9874 48.80405
1667 BC114443 C1orf215 138.0944 169.4629 147.7763 208.0114



25365 NM_002655 PLAG1 663.2657 487.3584 459.9308 914.264
20896 --- --- 323.3247 284.5805 333.8417 172.0042
3690 NM_00101479KCNMA1 1231.846 549.9161 1026.273 2196.356

15990 NM_024536 CHPF 1403.678 1942.87 1874.907 447.071
23745 --- --- 821.687 863.3414 1053.383 488.2186
14948 NM_201266 NRP2 2680.468 3407.669 2653.91 1309.761
14017 NM_199132 ZNF468 192.4208 125.6421 72.36819 554.1555
1240 NM_153262 SYT14 915.4453 650.4884 1027.614 217.6545
2479 NM_014970 KIFAP3 1420.865 1808.899 1796.866 893.2422
3127 BC022252 C10orf57 1232.001 1222.775 1255.021 1630.461

11117 --- --- 15.44671 7.948263 7.458673 29.67771
5465 NM_021571 ICEBERG 83.45221 99.9031 91.45464 61.04298

17914 NM_178862 STT3B 5868.916 6006.098 6153.761 4714.239
26361 NM_015397 WDR40A 1855.538 1702.238 1796.08 2184.388
24303 NM_006304 SHFM1 1709.408 1830.073 1779.306 1038.679
4582 NM_015036 ENDOD1 1184.073 1366.696 1471.05 561.7598
2463 NM_004483 GCSH 1579.922 1417.999 1534.926 2256.38

12243 --- --- 352.2385 332.2449 361.9067 286.7978
23235 ENST0000033RBAK 985.9604 947.9216 1087.291 762.4111
22470 BC118988 C20orf69 417.6721 470.146 495.7146 269.7546
27739 NM_002547 OPHN1 532.5819 420.2971 466.4713 993.7243
7469 NM_080818 OXGR1 86.38096 66.06872 73.09058 30.72663

25850 ENST0000036LOC10012903 416.7401 610.3501 506.8662 126.4307
26428 ENST0000036LOC10012903 416.7401 610.3501 506.8662 126.4307
25680 NM_021061 ZNF250 234.6217 202.7315 154.9092 343.0707
27777 --- --- 3240.808 2463.624 2726.423 4584.33
15054 NM_00108039SP100 1091.057 1006.624 1063.866 1586.412
12938 NM_198539 ZNF568 87.42439 144.5544 112.8102 6.494777
12162 NM_138375 CABLES1 1367.725 1646.23 1849.151 614.4042
18760 NM_013334 GMPPB 766.6258 638.27 800.8212 450.4416
27098 NM_018969 GPR173 90.67119 68.09329 68.10364 134.0839
4426 NM_024650 C11orf80 662.9811 679.7236 602.5128 976.1495

12498 NM_173630 RTTN 769.9883 755.1313 821.6387 445.1182
12986 NM_178544 ZNF546 55.78439 75.81744 63.13639 27.54219
1274 NM_017898 MOSC2 228.0292 120.7293 135.3259 505.0365

23507 BC100972 tcag7.1017 139.3785 149.0559 153.8743 119.2032
12806 NM_006332 IFI30 765.7413 989.2935 1157.967 230.6212
2547 NM_015101 GLT25D2 874.157 702.796 1033.181 192.7774

20841 NM_133638 ADAMTS19 79.00469 74.37753 82.7595 95.01163
6072 uc001tcn.1 NUDT4 3081.065 3113.229 3064.517 2703.219

20761 NM_022350 ERAP2 681.7213 329.2771 163.8491 1411.685
18338 NM_031913 FAM62C 122.8085 110.2607 120.1885 91.85275
23947 NR_003085 PMS2 1098.623 968.4213 1123.771 725.5384
14737 NM_003937 KYNU 1604.776 2445.816 2905.633 17.06223

311 NM_00104044ZBTB8 1032.448 986.5101 828.9745 1328.25
23969 ENST0000032FLJ14712 158.1425 156.028 118.4047 265.8461
2940 NM_100264 WAC 3687.436 3145.682 3122.237 4776.079

23563 NM_019004 ANKIB1 2617.644 2989.059 3181.04 1860.207



5942 NM_201444 DGKA 913.0767 778.3348 729.8906 1177.828
12206 NM_002647 PIK3C3 1496.155 1896.551 1855.228 1011.074
23329 NM_007270 FKBP9 2057.135 3049.321 2649.315 612.6273
11479 NM_174887 IFT20 451.6215 479.5615 491.3864 330.9432
17740 NM_0010180 POLR3H 1137.114 1171.98 1459.258 624.6343
26489 --- --- 167.092 163.8091 176.8441 125.3694
21373 NM_002397 MEF2C 1083.01 1543.987 1681.413 398.2682
10542 NM_000430 PAFAH1B1 2332.188 2429.64 2454.165 2702.018
26949 NM_015884 MBTPS2 2472.033 3221.564 2906.083 1539.633
21725 NM_203293 TRIM7 101.9461 62.3713 69.23656 157.8588
24067 --- --- 128.1061 155.3953 117.8235 58.12038

279 NM_00104818PHACTR4 2492.018 2117.495 2475.242 3183.262
7818 NM_017791 FLVCR2 206.0769 262.9902 293.446 101.1933
5833 --- --- 847.3802 828.2199 886.0156 447.9598

17461 NM_006486 FBLN1 292.9988 104.9837 86.14478 781.2465
16459 NM_032527 ZGPAT 589.3123 620.3322 637.2889 505.4919
18522 NM_002182 IL1RAP 2224.155 3293.72 3039.217 604.4064
17005 NM_206962 PRMT2 847.6724 830.1788 794.5752 595.4648
26333 NM_058197 CDKN2A 197.8588 162.7062 231.5382 66.06665
19886 NM_031953 SNX25 783.8523 976.9835 997.6741 512.1551
16573 NM_020343 C20orf74 627.8159 721.9817 770.535 455.5237
12677 NM_00111130PDE4A 335.9631 284.215 330.2539 418.4318
22867 NR_003660 GUSBL2 691.7161 563.0053 652.8738 891.528
6093 NM_198520 C12orf63 43.07071 27.40511 19.31878 342.4964
6857 NM_018984 SSH1 1234.728 1458.111 1541.726 411.2971
6728 NM_021150 GRIP1 102.5229 78.17088 62.94275 262.6083

17687 NM_003312 TST 286.3266 248.8235 178.7442 522.3696
11436 NM_00103999FAM83G 313.03 284.269 324.3352 478.0054
10341 NM_018110 DOK4 525.4114 206.9475 132.5075 1159.216
18511 --- --- 2504.235 1659.298 2195.187 3850.761
23881 NM_003040 SLC4A2 1872.275 2126.264 2438.59 976.8632
2357 NM_003145 SSR2 10053.19 9804.643 10824.06 7727.424

13841 NM_198850 PHLDB3 310.3005 284.3891 285.8691 226.5686
24808 NM_003816 ADAM9 4481.147 4675 5004.548 3584.816
23696 NM_016200 LSM8 511.7549 539.7217 589.7015 295.1524
6763 NM_002583 PAWR 1162.361 519.2473 722.7551 2554.89

19830 --- --- 82.8219 72.14744 74.89079 58.19332
23039 NM_0010424 C6orf204 277.0648 264.6562 300.1981 174.6097
1032 NM_002585 PBX1 537.4523 281.9244 539.6588 1199.538

26529 NM_015239 AGTPBP1 574.0406 650.2852 499.4921 972.6403
26793 NM_033161 SURF4 7250.555 6690.166 7105.503 5265.412
18242 NM_001125 ADPRH 207.1518 308.1363 328.1928 48.17188
7836 NM_004796 NRXN3 847.0414 519.238 919.5298 12.56689

25033 NM_032899 FAM83A 437.123 108.0393 77.37119 898.1832
19647 NM_014606 HERC3 937.6817 831.9555 772.0867 510.5497
16938 NM_005239 ETS2 2119.898 2560.689 2603.211 1469.665
18781 --- --- 67.93297 51.62458 69.0615 95.32069
3397 NM_015155 LARP5 1654.985 1060.335 1163.335 2513.082



23598 NM_003910 BUD31 861.2527 885.8015 1028.021 571.8623
2504 NR_003943 SNORD77 69.96967 85.30079 71.17732 47.39259

12881 NM_00111409LSM14A 2510.491 2489.854 2660.012 3831.136
16414 NM_017495 RBM38 294.9551 361.7411 172.9316 623.3741
17906 NM_000965 RARB 661.069 588.4955 846.8828 250.8679
12926 NM_024509 LRFN3 183.4861 235.2627 243.5677 67.38905
24911 NM_172037 RDH10 705.4805 611.8776 682.0493 1001.635
16388 NM_014484 MOCS3 398.2683 538.6075 538.5859 178.5206
23763 NM_033138 CALD1 3457.241 3657.953 4734.667 1572.433
22586 NR_003504 GUSBL1 2615.629 2640.089 2507.841 2261.17
11745 NM_0011137 ARL17P1 1016.514 832.7536 988.7479 589.5006
23663 NM_182931 MLL5 2264.625 2535.973 2584.857 1845.226
21164 --- --- 74.34604 72.42393 73.49454 64.1426
3936 NM_174940 TMEM80 526.7917 510.9942 420.2792 692.8146

20719 NM_00111439PAPD4 2001.144 2054.508 1919.653 2509.39
15570 NM_025076 UXS1 2919.192 3947.432 3585.874 1756.06
17163 NM_015227 POFUT2 463.1407 510.3496 422.6743 299.433
10971 NM_00100660LRRC37A2 2017.684 1203.354 1481.919 3449.983
10993 NM_006546 IGF2BP1 1294.022 1321.403 2052.709 73.49995
1162 NM_020204 LHX9 159.8012 136.7254 145.0545 189.0247
1076 NM_014283 C1orf9 1869.32 2056.241 1982.967 1293.295

22600 NM_003546 HIST1H4L 11466.31 1865.857 1971.084 25902.32
28031 NM_00101384CXorf40B 815.3128 829.6207 815.8901 649.5672
20696 NM_014979 SV2C 68.61322 66.96039 68.10085 74.94817
22512 NM_017770 ELOVL2 1634.495 2003.105 2350.456 839.301
8407 NM_145685 BRF1 557.5598 506.6456 498.8344 769.946

14262 --- --- 13.58692 13.65514 16.86559 27.23474
11527 NM_022344 C17orf75 494.8762 490.786 504.3088 375.766
6634 NM_005176 ATP5G2 2471.004 2546.942 2200.599 3027.677
1883  XR_039720 LOC729236 365.4654 300.2301 459.3975 668.0213

12207 --- --- 34.46777 34.82251 31.9411 41.56926
7101 NM_005694 COX17 581.1556 585.1257 675.5298 331.7565
4036 NM_004517 ILK 3008.626 2978.603 2789.504 4163.518
9276 NM_002833 PTPN9 974.8022 746.1951 771.3989 1261.98

13931 NM_020904 PLEKHA4 722.7016 895.4061 684.5369 396.9043
408 NM_001384 DPH2 830.0881 781.1808 912.3636 522.2339

23358 NM_015052 HECW1 127.8412 100.3925 122.3067 179.8046
5631 NM_178037 ERC1 1610.815 1398.847 1106.515 2469.886
573 NM_012302 LPHN2 1540.77 1577.881 2088.872 752.0349

21835 NM_000410 HFE 438.8775 564.7609 602.3463 249.6366
8622 ENST0000033LOC645106 169.3728 161.3638 132.6299 264.5158

25217 NM_0010019 MTUS1 1361.459 1811.097 2076.105 399.903
14865 NM_207482 FLJ44048 30.17937 24.61 36.60549 54.5061
3749 NM_145246 C10orf4 252.9912 151.8697 129.9366 547.2202

21411 NM_005668 ST8SIA4 506.6153 530.2911 693.9474 184.9736
25873 NM_001170 AQP7 79.64378 75.61053 93.50064 113.7246

859 NM_002796 PSMB4 4382.321 4401.562 5133.71 2576.36
19642 NM_000297 PKD2 950.0131 1183.443 1064.891 672.7472



24492 ENST0000039C7orf49 2334.16 2176.695 3116.944 902.7924
23344 NM_181791 GPR141 67.19523 70.63485 77.24712 51.34712
1775 NM_024640 YRDC 1389.479 1276.053 1480.361 926.64

20949 NM_020768 KCTD16 89.23643 72.94685 92.07856 120.8463
24066 NM_014800 ELMO1 1672.279 1291.194 2311.946 3.561128
15227 NM_002254 KIF3C 1282.747 1699.637 1396.828 755.6118
13846 NM_145296 CADM4 1716.627 2317.964 3003.014 195.5491
20622 NM_174889 NDUFAF2 634.2092 616.8016 627.5424 730.6999
13217 NM_0010208 MYADM 1877.356 1241.098 274.7963 4229.23
17308 NM_005243 EWSR1 1134.691 1128.637 1005.629 1353.839
8406 NM_177533 NUDT14 253.4829 249.6088 243.42 370.6711

19804 NM_033393 FHDC1 1791.663 2372.302 3194.998 59.61098
18898 NM_016206 VGLL3 403.2105 128.0988 320.9705 1027.986
17071 ENST0000038URB1 1302.393 1300.764 1269.862 1064.244
11872 NM_00109978ICAM2 766.2022 205.2506 299.9905 1748.928
3039 NM_014951 ZNF365 128.8806 204.9055 162.3431 36.24413
5765 NM_00100956LST-3TM12 341.0725 50.34855 30.75365 1325.933

25930 NM_0010015 C9orf103 295.209 316.4774 283.0046 443.8069
10388 NM_020850 RANBP10 721.4843 699.9881 633.6456 919.2221
23570 NM_022900 CASD1 927.5271 1071.981 1239.94 564.0893
23776 NM_173569 tcag7.1228 969.6293 958.8397 1267.329 495.4774
12124 NM_014214 IMPA2 295.2617 306.6046 344.4975 182.2316
3101 NM_014000 VCL 2728.864 1803.361 1788.991 4240.794

19429 AK291544 C4orf28 800.674 878.7209 963.2819 579.9257
19260 NM_001346 DGKG 277.3481 305.0495 355.8191 150.4585
26906 NM_001649 SHROOM2 248.7909 197.8494 316.183 59.84382
27461 NM_007150 ZNF185 793.217 141.4305 132.6218 2264.74
27533 NM_000216 KAL1 93.0456 28.61237 39.83156 248.07
26975 NM_014271 IL1RAPL1 760.3894 1138.779 954.3761 329.9938
8751 NM_145658 SPESP1 206.8536 332.4488 379.6602 3.237252

11570 NM_007247 AP1GBP1 1468.195 1506.679 1752.296 1048.867
8909 NM_002005 FES 131.0138 128.852 109.9982 164.5499

10407 NM_00103969CTF8 3337.624 2480.543 2855.156 4397.586
16699 NM_0010804 C20orf142 735.7752 954.3456 901.6973 412.8388
4431 NM_014578 RHOD 415.1527 442.014 228.1515 909.7247
5217 NM_014067 MACROD1 234.0796 218.3063 198.2031 398.7743
4489 NM_016147 PPME1 3066.229 3064.439 3039.091 2412.999

25886 ENST0000030LOC441955 17.43962 24.82042 21.42894 7.477229
17191 NM_018943 TUBA8 468.4771 364.0301 360.3555 605.2507
23299 --- --- 8.951388 8.126295 10.22817 5.000547
1417 ENST0000035OR2L5 73.81971 68.26806 82.19455 43.27977
7057 BC125059 EEF1DP3 610.7056 494.2073 559.0518 778.6088
1072 --- --- 147.323 137.4994 152.1086 187.4193
8353 NM_024734 CLMN 2651.853 3154.841 4033.657 976.5387

14210 NM_147223 NCOA1 914.4914 868.2558 1025.81 645.1451
9400 NM_014918 CHSY1 2206.375 2942.428 2725.848 1255.524
5032 NM_014186 COMMD9 885.8997 758.2256 876.8824 1085.106
9907 NM_014761 KIAA0174 2873.949 2593.076 2623.261 4038.264



8038 NM_0010396 PRMT5 3981.964 3327.513 3847.977 5178.129
22233 NM_175768 GRIK2 1362.104 2457.653 2304.755 74.1406
26277 --- --- 36.15251 36.39632 33.12506 20.11188
18749 NM_006677 USP19 1149.685 1160.062 1288.844 819.8229
9974 --- --- 194.2558 161.0606 165.5498 366.3058

19368 NM_145291 ZNF509 263.1824 248.0537 254.1867 206.0534
20283 NM_172127 CAMK2D 1794.494 1792.473 2289.31 1029.16
5359 NM_030792 GDPD5 243.5469 257.7139 80.13223 564.7406

16345 NM_0010482 DBNDD2 342.5058 180.7091 146.5415 682.6201
22272 NM_00103356LOC619208 332.553 331.4701 255.5256 460.6819
28201 BC041884 RFTN1 55.17106 62.49551 56.29943 76.5598
18802 NM_00101098GLT8D1 1618.822 1912.771 2085.918 1071.966
27937 --- --- 370.7004 358.76 302.3024 199.3469
26985 --- --- 1960.746 2155.604 2177.523 3095.188
5392 NM_206927 SYTL2 859.746 766.4679 1078.938 351.1934
4498 NM_001005 RPS3 10173.29 8751.813 9350.058 11681.4

21135 NM_006598 SLC12A7 1039.228 993.6805 1419.447 323.8045
8532 NM_005503 APBA2 936.2838 989.882 1554.299 16.54954
3931 NM_198075 LRRC56 102.9582 105.0683 97.81427 123.0757

28359 NM_003897 IER3 5786.03 6696.833 6391.567 3605.538
549 NM_0010019 LHX8 494.6463 608.6649 872.6158 10.93127

8187 NM_021136 RTN1 97.87254 80.31673 77.24769 146.3215
17396 NM_004900 APOBEC3B 3361.015 3541.193 4050.412 1463.343
5248 NM_002419 MAP3K11 1411.476 1524.251 1491.746 1270.07

20300 NM_198179 GPR103 127.1469 98.48399 151.7021 35.8801
24025 NM_018951 HOXA10 724.7619 802.5598 734.3537 895.9241

830 NM_016074 BOLA1 251.4711 324.8656 311.2267 158.0916
27322 --- --- 286.883 268.4997 271.9752 345.9351
24139 --- --- 349.1415 348.5336 331.9946 296.1927
12507 NM_175907 ZADH2 1195.964 1441.061 1377.083 856.3127
25829 ENST0000031MGC12966 973.4401 1102.006 1054.339 820.1945
10002 --- --- 528.7606 515.7443 560.4517 380.5461
13333 --- --- 528.7606 515.7443 560.4517 380.5461
1439 --- --- 528.7606 515.7443 560.4517 380.5461

20292 --- --- 528.7606 515.7443 560.4517 380.5461
23911 --- --- 528.7606 515.7443 560.4517 380.5461
2696 --- --- 528.7606 515.7443 560.4517 380.5461
2965 --- --- 528.7606 515.7443 560.4517 380.5461
4784 --- --- 528.7606 515.7443 560.4517 380.5461

15999 NM_003469 SCG2 217.8479 324.9475 217.8955 52.35638
13051 NM_002856 PVRL2 1388.669 1333.241 1281.864 1753.26
23789 NM_003143 SSBP1 2138.209 2108.541 2696.804 1269.529
25127 NM_033225 CSMD1 161.8647 191.5436 212.0601 89.29671
27382 NM_152582 RP13-36C9.1 941.7469 1028.36 1595.131 3.942478
23786 NM_004546 NDUFB2 910.5376 1033.031 1243.551 452.1553
27614 --- --- 28.94297 36.28963 29.77863 16.11983
16632 NM_007238 PXMP4 298.8913 513.5803 407.9534 40.48162
21604 NM_015621 CCDC69 495.2066 107.6497 116.2448 1192.255



13172 NM_001772 CD33 312.2097 172.4635 171.9048 707.6267
21983 NM_002800 PSMB9 827.8251 981.1567 1124.184 268.5336
28331 NM_002800 PSMB9 827.8251 981.1567 1124.184 268.5336
28465 NM_002800 PSMB9 827.8251 981.1567 1124.184 268.5336
4178 NM_018389 SLC35C1 708.9073 763.0854 714.6663 834.7698

21432 NM_022140 EPB41L4A 143.0094 59.94556 26.30781 399.0546
15880 NM_144629 RFTN2 204.9641 369.6632 305.4685 9.455657
10934 NM_177441 TMUB2 513.1124 398.7528 464.1425 655.0013
26811 NM_181701 QSOX2 903.4567 964.6008 1052.574 628.649
23888 --- --- 1867.895 2168.88 2151.262 1367.569
21938 NM_080870 DPCR1 78.03539 75.48478 76.44241 97.38257
27664 NM_006521 TFE3 1475.028 1208.059 1251.519 2028.891
24711 NM_018142 INTS10 843.4085 1025.265 1026.613 613.4088
3311 NM_207303 ATRNL1 314.0782 574.5965 480.4282 19.42635

25815 NM_007096 CLTA 2140.399 1679.71 1747.097 2794.886
10776 NM_020791 TAOK1 1811.525 1825.45 1990.211 1283.81
13599 NM_021187 CYP4F11 122.7685 76.86411 82.17666 184.2568
9338 NM_001717 BNC1 897.7299 98.97343 85.99482 2466.994
6090 NM_152435 AMDHD1 118.3331 107.4586 105.0754 188.1028

24218 NM_181471 RFC2 2108.02 1835.316 2337.341 1297.325
21427 ENST0000034XIRP1  // FLJ4 69.56583 46.97715 55.51219 104.027
20061 NM_00101444OCIAD2 818.9402 138.0646 92.18362 2305.181
1372 --- --- 235.8503 152.7459 211.4813 342.3875
1462 NM_004421 DVL1 731.8539 653.1888 495.2035 1146.134

17849 NM_032492 JAGN1 1147.913 1239.149 1385.309 816.717
3007 BC006456 FAM21C 1111.993 644.5303 663.4145 2293.346

23564 NM_021167 GATAD1 1706.535 1875.498 1758.386 1157.597
10036 BC092497 LOC283951 450.0228 469.4029 470.7951 374.0887
25224 NM_003053 SLC18A1 67.84377 76.90876 84.47508 39.79355
8194 NM_139318 KCNH5 103.0154 97.55337 141.2147 31.27534

19984 NM_001290 LDB2 96.97022 89.58423 94.06162 133.648
16796 NM_006242 PPP1R3D 1215.069 1419.694 1321.431 965.3701
20315 NM_006320 PGRMC2 2840.06 3066.371 2838.846 3869.118
18570 NM_000916 OXTR 175.6058 126.4799 155.3416 420.3195
10938 NM_002087 GRN 3161.195 3111.026 2438.57 4514.066
4188 NM_0010036 C11orf49 492.8791 524.2546 466.3573 607.7443

23495 NM_002314 LIMK1 1719.215 2019.982 1778.542 1302.819
5149 --- --- 72.57117 78.44069 70.89038 110.0261

25813 NM_022343 C9orf19 362.8997 313.3588 301.6456 1179.523
7598 NM_176783 PSME1 1438.596 1473.31 1509.799 1917.65

23638 NM_000602 SERPINE1 3172.094 750.7826 425.3571 6101.754
2881 NM_018706 DHTKD1 1091.347 945.2206 1151.358 599.2012
5867 --- --- 84.19638 109.2332 94.67149 57.19212

20747 NM_032119 GPR98 48.28895 37.18829 32.56592 117.3705
26594 NM_000380 XPA 419.558 342.8523 333.8836 738.42
15757 NM_007366 PLA2R1 282.6842 336.9824 284.7501 175.8035
25241 NM_003840 TNFRSF10D 695.5165 131.2185 123.557 1738.533
18201 NM_001627 ALCAM 2915.179 884.8353 320.1984 6995.793



11208 NM_004712 HGS 1171.575 951.2391 937.7778 1545.943
26373 NM_148179 C9orf23 375.6194 423.6054 356.6464 602.9623
2319 NM_014437 SLC39A1 3123.3 3006.22 3588.695 2277.071

25825 NM_024345 WDR32 1192.005 1119.707 1019.417 1413.324
18597 NM_014869 IQSEC1 367.4972 349.4203 294.7349 459.1075
17650 NM_014323 PATZ1 799.1215 755.689 670.8545 1044.173
24411 NM_015723 PNPLA8 601.0963 809.1953 827.2225 354.3434
3926 NM_006435 IFITM2 1981.241 887.6415 785.0582 4054.822

12482 NM_173557 RNF152 210.4204 187.8398 195.0659 153.6269
2947 NM_005204 MAP3K8 142.7182 127.0189 111.953 295.7751

22959 NM_030784 GPR63 300.1554 142.483 71.60165 695.5504
2415 NM_145167 PIGM 1332.994 1411.695 1570.874 888.7901

25068 NM_032611 PTP4A3 249.6989 239.2189 251.6488 299.517
11821 NM_017763 RNF43 532.7674 903.7711 736.9355 115.0978
8191 NM_017420 SIX4 1078.081 947.8082 924.0121 1409.971

25934 XM_00171536LOC10012990 327.271 304.8167 289.9291 400.7632
14831 NM_000523 HOXD13 443.2483 483.5795 452.2147 388.403
22294 NM_0010298 SLC35F1 1638.108 1176.357 2181.256 16.41231
1736 NM_033504 TMEM54 1271.453 1310.042 873.2234 1946.283
9775 NM_0010804 FTO 1500.763 1574.87 1392.405 1939.843
7104 NM_021999 ITM2B 3741.829 3818.98 3526.227 4360.194

12103 NM_00101000ARHGAP28 388.1662 503.1628 702.7258 6.550778
5185 NM_0011229 BSCL2 659.4508 992.9431 915.047 289.1889

26647 NM_057159 LPAR1 858.1467 1297.912 1494.398 115.7967
19349 ENST0000032CRIPAK 473.4454 502.0565 448.6292 368.1249
3195 NM_015188 TBC1D12 681.0122 634.6138 619.7191 1038.397

14776 NM_033394 TANC1 1483.484 1936.714 1888.784 813.0948
1433 NM_024836 ZNF672 937.9478 836.5508 1006.711 626.2693
7782 NM_014982 PCNX 1591.347 1501.881 1332.795 2044.619

14769 NM_014568 GALNT5 922.1142 635.9901 1145.858 79.30809
7805 --- --- 70.02347 83.38595 75.47794 46.4465

21285 NM_197941 ADAMTS6 344.456 114.2861 161.9198 807.918
23778 NM_016019 LUC7L2 2433.19 2424.6 2943.952 1563.537
13843 NM_006297 XRCC1 1612.977 1628.414 1869.879 1085.652
10306 NM_005880 DNAJA2 1364.502 983.8801 1040.538 2124.91
4052 NM_000990 RPL27A 966.9669 1021.854 760.5475 1491.49

22503 NM_015948 SLC35B3 500.5565 433.7632 518.6997 316.3473
2120 BC063894 DENND2C 428.4244 375.0045 411.1387 538.2381

10141 NM_015914 TXNDC11 1315.938 1409.954 1505.997 913.5239
26983 XR_038856 LOC10013023 645.8442 480.5746 624.8611 1002.528
20271 NM_000204 CFI 460.8578 745.8644 576.3104 106.4636
3755 NM_020992 PDLIM1 1040.418 491.928 500.9142 2339.481

11194 NM_173626 SLC26A11 364.7223 442.7339 435.0673 229.4543
6814 --- --- 21.19857 14.80767 15.47404 28.34273

15072 NM_001631 ALPI 247.758 251.6647 241.3768 276.5882
26159 NM_014506 TOR1B 1358.184 1302.339 1710.339 739.0304
9370 NM_001150 ANPEP 3497.916 615.5645 322.809 8191.392

28032 NM_031462 CD99L2 514.3206 598.0634 454.8007 798.0816



23662 --- --- 428.9213 456.7855 449.1563 555.3605
16702 NM_000022 ADA 793.6148 1071.096 1027.988 497.6727
28748 --- --- 220.1725 250.9418 328.1248 80.33139
20760 NM_001750 CAST 2428.417 1773.734 2101.567 3493.189
25181 --- --- 79.7683 78.64809 78.0523 54.51659
13640 --- --- 15.53892 17.77398 16.70572 8.742945
15419 NM_015470 RAB11FIP5 438.1478 440.0684 366.3349 623.9694
10149 NM_002582 PARN 2280.042 2597.458 2507.479 1793.308
24272 NM_018843 SLC25A40 1902.661 1809.752 2270.112 1225.071
22439 NM_002377 MAS1 18.02572 15.22925 17.96121 22.91746
11458 ENST0000039CCDC144A 469.3448 508.6236 436.2587 336.6384
2568 NM_198503 KCNT2 70.15853 84.55445 100.9957 16.23471
4704 NM_014619 GRIK4 139.3537 141.0003 122.397 235.0055
5380 NM_0010988 ODZ4 291.3214 222.544 90.53318 676.0435

19133 NM_014445 SERP1 3628.602 3311.868 3221.696 4342.606
17354 NM_005487 HMG2L1 1760.888 1719.281 1722.141 1466.424
23852 NM_020781 ZNF398 688.0745 646.9122 890.7465 340.2489
1900 NM_145716 SSBP3 1355.6 1124.273 799.4314 2060.464

12646 NM_025061 LRRC8E 200.4949 127.5179 90.28674 452.0845
8164 NM_001202 BMP4 109.3193 46.08825 75.56413 264.8399

24585 NM_007189 ABCF2 2400.289 1957.193 2779.654 1043.156
11717 BC030200 MGC34829 347.7654 299.1076 197.9096 523.3768
22430 --- --- 193.1196 177.8694 165.5869 117.9763
23371 NM_021130 PPIA 2416.826 1741.374 1636.334 4062.854
14598 NM_019014 POLR1B 1873.59 2114.924 2406.585 1284.241
13493 NM_004230 S1PR2 212.1034 315.214 239.3734 80.73951
16423 NM_198976 TH1L 3738.38 3655.49 4476.254 2553.983
25788 NM_016525 UBAP1 1355.023 1174.763 1150.858 1899.824
4077 NM_018222 PARVA 4847.521 4490.874 3705.198 6352.474

15463 NM_006464 TGOLN2 3403.938 3514.782 3712.121 2697.269
7092 BC039586 KIAA1704 579.7351 515.2509 502.4573 815.2518

22716 NM_015921 CUTA 2345.035 2357.707 2159.731 3067.896
24301 NM_014251 SLC25A13 2281.085 2957.972 2869.471 1508.585
8613 NM_006293 TYRO3 1079.063 1415.2 1264.816 719.6544

23109 NM_006718 PLAGL1 440.6574 91.92083 44.2467 947.4297
17776 NM_138814 PNPLA5 62.39954 57.54179 60.41967 70.93672
23273 NM_014399 TSPAN13 3569.016 2524.921 3752.303 1184.8
16286 NM_002951 RPN2 5441.578 6319.547 5792.298 3963.119
28682 --- --- 11.9442 15.87494 12.48442 6.321038
24747 NM_024940 DOCK5 1908.454 1630.245 2089.967 1061.527
10608 NM_000747 CHRNB1 463.4458 273.2247 411.8575 934.475
24521 NM_013446 MKRN1 2189.473 2876.085 2728.941 1186.065
3808 NM_024541 C10orf76 1289.06 1120.35 902.6898 1894.362
2886 NM_0010082 OPTN 550.9094 445.4622 435.7828 1105.298

18297 NM_014049 ACAD9 1797.753 1719.909 1609.007 1998.913
24201 NM_0010137 STAG3L3 2179.11 1967.348 1964.89 1554.29
14860 NM_138285 NUP35 785.6865 1160.317 1085.553 375.9207
2966 ENST0000039LOC399744 181.6726 170.2477 187.7351 210.4597



22892 --- --- 284.7845 233.9484 298.2917 399.0935
23909 NM_018051 WDR60 446.2529 608.6316 540.839 268.6917
21733 NM_002460 IRF4 11819.3 11564.8 19194.37 294.6031
4136 NM_015855 WIT1 146.8798 46.53391 71.93478 246.7114

21561 NM_030964 SPRY4 2216.267 2031.565 2163.794 1419.748
7237 NM_00107864CDC16 1339.333 1512.334 1326.521 2068.556
7027 NM_030979 PABPC3 2465.043 1914.534 2268.33 3235.057

26408 NM_014872 ZBTB5 503.1764 448.8362 476.4971 571.7931
28050 NM_004988 MAGEA1 2670.914 2032.34 3718.998 97.35735
8750 NM_006091 CORO2B 139.3948 88.44181 71.24538 337.0884

17944 NM_007335 DLEC1 201.8125 203.2297 210.7253 222.6707
764 --- --- 1196.698 1824.321 1761.017 463.3629

23931 NM_032415 CARD11 127.9851 52.84232 71.61948 1143.569
9754 NM_0010318 PHKB 1434.19 1090.042 1124.664 2317.984

10468 NM_152342 CDYL2 602.1232 147.1355 80.18958 1340.714
23694 NM_018412 ST7 930.5293 1324.162 1201.882 544.3569
8941 BC101605 LOC145757 158.4405 188.8418 210.6378 107.6962

17160 BC004343 C21orf122 223.5168 260.2766 226.662 144.5713
1876 NM_002867 RAB3B 1047.836 118.5444 96.28737 2382.731
6780 NM_003774 GALNT4 597.0884 614.1926 610.9001 503.9471
342 NM_005119 THRAP3 2319.297 1927.862 2208.936 2915.765

17476 NM_014838 ZBED4 960.2803 871.5259 797.9485 1298.002
7044 NM_175854 PAN3 1505.978 1334.454 1394.759 1811.569

17766 NM_014570 ARFGAP3 1090.74 1286.884 1110.968 820.0402
4962 NM_017508 SOX6 933.2811 1341.732 1535.94 302.6146

23608 NM_145914 ZSCAN21 283.5699 337.0197 311.3185 178.283
19073 NM_016577 RAB6B 761.1431 863.6212 846.5598 410.7747
9857 NM_024519 FAM65A 2163.249 1247.839 1556.461 3115.158

17222 ENST0000034LOC653203 363.4184 286.297 520.6117 10.18983
12956 NM_004823 KCNK6 176.4486 172.2303 159.4927 236.9268
19871 NM_0010804 ODZ3 2110.296 1588.02 2420.582 659.9473
23611 NM_152755 CNPY4 165.7531 210.6175 164.0625 89.61462
5594 NM_005238 ETS1 2387.474 1595.328 2318.77 3508.699

16821 NM_0010373 PRIC285 318.0436 364.434 333.0612 232.0811
5039 NM_00107678TP53I11 206.5207 208.2197 217.0438 125.7744
4111 NM_182964 NAV2 1330.643 1064.588 549.6676 3912.672

17282 NM_005265 GGT1 268.2334 294.161 276.6156 230.5531
24317 NM_020429 SMURF1 1151.943 1054.548 1158.229 839.3848
4372 NM_013306 SNX15 366.6159 236.1077 319.2326 503.9764

15461 ENST0000033LOC129293 277.365 99.75539 63.10645 490.5815
14201 NM_181713 UBXD4 610.6384 595.6528 586.9203 413.9881
19839 BC022381 C4orf39 108.7759 165.8071 150.7021 38.19943
19226 NM_022470 ZMAT3 1391.238 1356.881 1907.563 603.8803
1864 NM_019073 SPATA6 360.6857 689.6865 553.3787 6.160128

78 NM_022787 NMNAT1 378.0732 400.1382 337.3032 851.2714
1737 NM_153341 RNF19B 749.1403 732.8557 802.236 553.4504

23905 NM_014671 UBE3C 2295.694 2023.801 2684.442 1251.157
26291 NM_002839 PTPRD 455.3449 510.8889 792.4316 11.64884



17837 AF086709 LOH3CR2A 61.84784 91.47897 92.77164 26.65826
2044 NM_004815 ARHGAP29 1938.989 740.0634 1397.709 5095.36

13222 NM_004542 NDUFA3 982.3925 1025.093 1038.724 1162.333
21847 NM_003525 HIST1H2BI 689.0662 203.7285 82.51112 1352.531
3940 NM_001004 RPLP2 5633.535 4735.244 5048.543 7348.978

20868 --- --- 50.83502 43.39521 48.40131 81.26229
19072 --- --- 96.46235 135.9223 130.4219 54.96461
3016 NM_0010057 FAM21A 1394.174 821.3375 859.0685 2663.142

10195 BC104660 RRN3 1372.115 1591.66 1593.525 1137.255
10221 NM_015171 XPO6 5676.979 5808.864 6200.374 4916.568
15155 NM_002936 RNASEH1 653.37 717.7922 668.0177 435.5132
10962 NM_014834 LRRC37A 1621.646 1046.326 1256.855 2482.86
10728 AK021862 FAM106A 527.7847 591.4891 516.0276 399.2235
7580 NM_173527 REM2 115.2696 112.4871 111.8561 146.0755

24415 --- --- 442.0264 762.6254 742.8295 79.79917
18914 NM_00110558GABRR3 42.69548 36.39981 35.8938 8.790025
1168 NM_205860 NR5A2 125.2887 139.45 172.3449 67.47252

22975 NM_022361 POPDC3 1721.167 1909.426 2364.092 1020.491
10871 NM_133264 WIPF2 675.3515 548.2227 602.6628 862.0405
22162 NM_0011055 FAM135A 914.0181 1051.009 1241.628 583.829
15251 NM_014860 SUPT7L 1597.339 1662.981 1651.367 1322.176
3876 NM_198148 CPXM2 457.8187 839.0925 661.0088 46.85578
281 NR_002907 SNORA73A 3697.221 2110.325 4109.675 6484.762

19322 NM_0010984 DLG1 3183.421 2140.827 2228.236 4334.444
10837 NM_024308 MGC4172 759.9038 985.4191 791.9481 478.7829
4851 NM_003141 TRIM21 572.3142 446.7595 448.6084 890.4753

19157 NM_007107 SSR3 4471.154 3281.944 3364.021 7637.666
24674 NR_001578 TDH 102.0332 99.42144 99.70003 88.57928
6643 NM_015481 ZNF385A 455.667 380.7599 411.9333 279.7264
1296 --- --- 56.37798 55.78886 54.56394 49.48339

27941 NM_001421 ELF4 587.186 271.425 306.5443 1088.331
1992 NM_012137 DDAH1 2185.438 905.2476 1905.919 3914.24

10689 NM_004140 LLGL1 822.1185 482.321 475.0411 1322.686
20936 NM_018933 PCDHB13 59.08672 101.2449 79.82221 7.727978
10964 NM_00100660LRRC37A2 1623.649 1046.264 1257.186 2470.92
14472 --- --- 103.1287 93.84787 108.8968 133.5514
17926 NM_006371 CRTAP 5696.692 5750.905 5829.84 3944.264
4703 --- --- 110.862 110.0357 120.6148 92.04022
9219 NM_020962 NOPE 98.17983 78.29842 70.59654 239.0707
2582 NM_031306 DDX59 497.6142 482.6942 608.9468 297.8669

24182 ENST0000027PMS2L4  // PM 1842.519 2300.158 2073.26 1374.333
22027 NM_173562 KCTD20 1345.985 1190.085 1240.962 1752.183
19197 NM_032487 ARPM1 110.2031 64.05767 75.82114 184.6781
24400 NM_152749 ATXN7L1 509.8023 623.3699 617.0507 356.9443
4167 NM_016142 HSD17B12 1788.485 2461.771 2384.896 928.65

16759 NM_015339 ADNP 3018.434 3160.46 3600.36 2301.43
24497 AY358803 UNQ1940 893.2551 74.44473 53.11202 2325.019
22813 NM_020745 AARS2 444.3689 415.2708 494.9693 320.5345



5887 --- --- 89.99805 65.57728 93.70209 164.3394
18018 NM_025010 KLHL18 635.6877 577.3509 641.1102 483.6161
2789 --- --- 59.22649 46.57929 50.03058 29.35724

21591 NM_002609 PDGFRB 162.6995 140.63 150.9014 103.5677
423 NR_001457 SNORD38B 89.94797 74.47206 89.99982 154.7732

24776 ENST0000033MST131 168.5967 221.1963 203.4805 78.13031
16173 NM_003434 ZNF133 322.8989 355.8795 320.4683 265.5334
22686 NM_002586 PBX2 1513.87 1427.283 1675.622 1142.764
19978 NM_033535 FBXL5 3618.594 3480.327 4145.058 2457.339
8718 NM_006537 USP3 2287.399 2196.914 2016.256 3502.131

17103 NM_004449 ERG 86.88478 84.92887 93.54586 148.5111
24513 NM_022740 HIPK2 7348.173 5662.2 9269.941 1962.639
4787 NM_00102529IFITM5 100.4191 95.27197 93.82047 116.1947

15991 NM_015311 OBSL1 314.1175 440.8667 384.3133 135.7553
2694 NM_007207 DUSP10 2406.032 2244.943 3525.005 654.785

27408 NM_032461 SPANXB1 20.21506 21.11186 24.96129 12.40787
27409 NM_032461 SPANXB1 20.21506 21.11186 24.96129 12.40787
2361 NM_144580 C1orf85 3193.994 3986.891 3936.662 1787.029

13383 NM_021217 ZNF77 98.32365 126.2492 92.45309 17.81926
14599 NM_032309 CHCHD5 228.4366 258.5946 218.8114 172.9575
7153 NM_001730 KLF5 632.5093 325.2054 465.4261 1224.108

28519 NR_003937 HLA-DQB2 482.3076 389.5888 464.4283 182.3217
686 NM_000851 GSTM5 200.0062 317.9895 258.2965 77.06034

17312 NM_016418 NF2 3232.597 2482.58 3722.811 1305.87
15416 NM_019885 CYP26B1 184.2306 142.3077 152.0129 346.7868
22709 NM_005452 WDR46 1522.967 1462.313 1712.438 1162.626
28408 NM_005452 WDR46 1522.967 1462.313 1712.438 1162.626
28854 --- --- 1251.259 1121.038 1397.069 1696.206
11701 NM_004090 DUSP3 1385.341 1288.424 1245.906 1849.475
11250 NM_145351 SCARF1 296.8817 232.7165 203.0921 425.7902
20204 NM_016245 HSD17B11 1562.593 2003.337 2002.196 866.2444
24121 NM_0010300 SUNC1 69.90481 51.16484 64.92512 96.16866
22448 NM_206855 QKI 2782.705 2319.579 2321.142 3526.038
17552 NR_003267 GGT3P 275.263 265.8072 287.8944 240.5186
18238 NM_020754 CDGAP 1288.446 1550.992 1609.822 923.2743
7173 AB176708 MIRHG1 216.3288 232.5463 179.0464 469.2507

21599 NM_016221 DCTN4 2862.45 2473.568 2512.709 3739.035
20999 --- --- 1229.348 984.3076 1170.756 1525.162
18400 NM_015508 TIPARP 5248.92 4769.439 6068.235 2938.309
18820 NM_015576 ERC2 178.629 130.6167 93.73691 327.75
7039 NM_152705 POLR1D 1199.684 1121.298 1051.039 2097.893

23785 NM_052853 ADCK2 368.0476 335.2879 407.4448 204.7829
3000 NM_002750 MAPK8 1265.688 795.0285 873.7071 2389.551

14355 --- --- 165.4602 179.6536 145.6528 113.4511
13607 NM_004831 MED26 630.1791 574.0726 565.6531 726.8152
23612 NM_203397 LOC255374 230.2541 252.1816 236.4113 196.1289
5877 NM_014191 SCN8A 509.8558 234.5901 65.32302 1025.926

20615 NM_005921 MAP3K1 2111.062 2824.197 2936.347 1249.455



14400 NM_006062 SMYD5 894.4399 684.5451 751.4227 1211.311
7275 NM_0010075 SHISA2 2203.62 2739.147 3587.659 605.2979
2995 NM_018232 FAM21B 1386.239 818.9161 851.3092 2650.078

12933 ENST0000035LOC10013160 98.04745 69.71237 80.28144 135.0841
7227 NM_0011127 MCF2L 554.328 521.3162 751.8784 211.3267

12943 NM_144694 ZNF570 380.7005 566.9919 533.3765 197.7423
6759 NM_001321 CSRP2 1099.825 881.1129 1346.742 319.0181
7864 NM_00110236C14orf159 378.6557 320.5749 277.2536 567.5607

15577 NM_144710 10-Sep 1402.19 1251.237 1097.565 2278.407
7324 AF463496 TNAP 115.4493 124.7482 142.4004 79.83161

26230 NM_014172 PHPT1 830.0417 1008.456 922.6501 627.7673
6841 --- --- 176.8906 170.3698 163.0296 262.5188

14455 NM_005911 MAT2A 6068.828 5997.453 5479.046 6832.053
4425 NM_002896 RBM4 1939.78 1929.956 1681.599 2309.904

13354 NM_152482 C19orf25 417.7933 397.2006 387.9221 475.6439
22599 NM_003533 HIST1H3I 3631.685 1216.816 506.6292 7104.162
9987 NM_033251 RPL13 372.9063 344.1612 372.0854 678.0275
7072 NM_207361 FREM2 2495.97 2421.248 3780.539 625.7473
2070 --- --- 3.30956 6.170918 4.187616 0.00253406
3784 NM_015221 DNMBP 1387.268 446.4853 552.7408 3002.805

20823 NM_005460 SNCAIP 74.31264 63.38404 74.38658 133.6325
2389 ENST0000023ELL2 564.4714 300.7617 412.0572 852.6867

14810 NM_000817 GAD1 398.0452 490.3263 543.0359 257.9612
25091 --- --- 140.3306 136.3412 151.4857 183.4005
2201 --- --- 123.5207 116.6205 135.7471 278.5293
8442 NM_005664 MKRN3 167.2581 176.4244 200.3748 61.09585
3579 AY704141  // PTPN20B  // P 635.2498 697.4873 1100.979 31.88954
9689 NM_007074 CORO1A 318.1828 340.9645 362.4779 205.122

19394 NM_080819 GPR78 186.2274 202.8713 177.5684 237.9283
25322 NM_0010994 MYST3 1430.612 1268.583 1571.75 964.9125
22193 NM_138409 C6orf117 513.4844 777.0512 924.4788 89.10255
6971 NM_005505 SCARB1 2597.822 3224.292 3589.883 1479.978

13032 NM_013359 ZNF221 234.587 230.4339 359.4528 58.92146
19211 ENST0000033PP13439 241.4978 358.8581 342.6481 118.1186
10412 --- --- 84.78944 104.8034 78.67364 41.75129
19885 NM_001151 SLC25A4 1342.031 1366.239 1805.901 733.3594
25998 NM_018946 NANS 825.9258 717.2363 692.7021 1376.652
10423 NM_015386 COG4 1581.849 1529.995 1426.781 2192.504
9264 NM_032907 UBL7 1416.194 1638.313 1547.312 1125.223

13943 NM_014037 SLC6A16 52.31721 49.05588 45.87279 79.11545
24681 NM_145043 NEIL2 402.5514 389.3701 399.888 338.61
26355 NM_001170 AQP7 261.1585 275.1769 263.124 243.0385
12585 NM_016263 FZR1 750.1223 548.177 488.409 1053.599
3022 --- --- 12.90002 4.665181 6.888774 24.49131
2416 NM_002241 KCNJ10 174.5927 184.6509 157.8046 132.7398

27554 NM_003662 PIR 1405.977 2544.579 1937.419 255.006
12854 NR_003662 LOC388524 40.73224 40.91367 37.53021 7.423975
3829 NM_025145 C10orf79 37.18545 36.08885 36.03811 39.37507



13486 NM_0010776 LOC162993 45.86289 46.70277 43.46029 29.24476
22326 NM_000426 LAMA2 98.68942 113.0439 110.8582 84.09607
5163 NM_001923 DDB1 4231.208 4053.604 3846.018 4623.979

10674 AK021862 FAM106A 473.6251 529.4467 465.3456 366.6844
26119 NM_014580 SLC2A8 250.9788 208.0071 226.4193 332.5166
18035 NM_173546 KLHDC8B 379.3304 596.1931 459.6356 107.236
26240 NM_207309 UAP1L1 986.4551 919.3732 922.8569 774.2565
19358 NM_176801 ADD1 1211.453 1123.869 1168.586 1498.175
23720 --- --- 435.4409 430.2484 482.4449 333.6531
28009 NM_012317 LDOC1 1881.424 1278.385 1537.236 2604.197
2478 --- --- 1152.157 1215.196 1176.634 1292.027
2263 NM_212551 LYSMD1 252.7137 264.4514 323.2965 156.7504

11682 NM_016602 CCR10 264.1698 304.725 271.0263 203.9826
27820 NM_000169 GLA 1478.68 1369.328 1630.948 816.4973
12941 NM_181786 HKR1 382.7917 548.8997 481.0755 176.5388
12728 NM_014047 C19orf53 3967.148 4132.315 3912.845 3169.81
1111 NM_004736 XPR1 2281.364 2202.954 2711.911 1562.254

17388 NM_012407 PICK1 607.8053 800.4666 773.4086 308.1369
12796 NM_015122 FCHO1 104.544 95.60707 85.36908 152.3238
13832 NM_002783 PSG7 278.138 130.057 343.0793 631.5734
5665 --- --- 132.104 113.06 123.0391 185.7003
5320 NM_006185 NUMA1 1499.933 1279.41 1453.578 1907.228

16410 --- --- 191.0427 130.359 212.4742 300.81
7629 --- --- 194.2439 234.7303 253.8768 137.9118

11429 AK021862 FAM106A 506.604 565.9521 494.9433 391.2751
25500 NM_177965 C8orf37 345.4976 234.4853 248.5598 471.5212
7529 BC066547 LOC440157 383.2022 697.0366 510.746 46.47803
3555 NM_00100226 8-Mar 889.6602 651.8729 586.6779 1453.113

19594 BC117342 C4orf26 67.90763 53.88092 62.56934 33.81378
10673 NR_003190 LOC162632 622.8218 557.9575 578.2653 481.7897
10807 NM_002815 PSMD11 4269.182 3934.58 4658.574 3005.169
22662 NM_025262 LY6G5C 84.13708 60.634 67.4639 107.7908
24202 NM_175064 WBSCR19 201.6828 220.2654 215.602 173.0576
6868 NM_021625 TRPV4 394.4793 484.158 293.9212 83.84336

12681 NM_031209 QTRT1 651.7057 567.0174 578.1769 803.0211
11420 NM_0010335 TOM1L2 292.5919 354.3538 336.205 165.1389
3181 NM_017824 5-Mar 1210.97 985.5512 837.4106 1968.204

23516 NM_000941 POR 928.5995 864.5983 1045.864 673.8785
22210 NM_0010108 PM20D2 1607.911 836.361 1086.499 2582.633
11922 NM_024417 FDXR 398.2705 457.8286 485.5312 273.8557
26121 NM_138361 LRSAM1 173.9334 171.3385 167.8667 242.9143
1425 NM_0010019 OR14C36 82.55671 61.89153 78.05441 107.6359

17741 NM_002676 PMM1 850.4745 1059.936 934.2451 419.9374
25074 NM_016647 C8orf55 410.3624 294.0703 298.9803 618.7589
2513 NM_022100 MRPS14 2300.802 2495.001 2600.519 1801.319

26981 NM_203391 GK 632.8857 891.0566 800.8453 382.9041
1768 NM_024700 SNIP1 1019.438 1026.536 914.4361 1215.077

11744 NM_0011137 ARL17P1 1007.041 819.1266 1006.87 599.7388



12228 NM_002396 ME2 2120.793 2022.957 2360.239 1623.117
20058 NM_003215 TEC 284.2477 207.478 189.9769 466.9677
21640 NM_025153 ATP10B 664.4787 1193.05 779.3824 35.17814
15200 NM_015317 PUM2 2728.598 2613.323 2625.98 2222.476
10441 NM_031293 PMFBP1 59.05257 51.78278 55.14322 169.9516
23360 NM_004760 STK17A 2387.362 1852.539 2169.365 1372.547
3673 NM_021132 PPP3CB 1748.898 1301.235 1342.052 2633.998

16034 NM_002601 PDE6D 2203.141 2282.593 2161.768 1993.664
26301 NM_033222 PSIP1 1150.412 896.3748 901.5385 1814.921
11287 NM_016376 ANKFY1 1086.318 1155.996 1221.213 946.3903
9202 NM_000942 PPIB 8403.714 8332.594 7979.754 7485.333
3044 NM_0010013 REEP3 2000.378 1741.069 1348.352 2711.54

26584 NM_153698 C9orf21 1904.056 1315.481 1791.193 2632.253
20231 NM_000667 ADH1A 55.35872 50.25103 57.89759 67.01711
26372 NM_147164 CNTFR 313.4352 267.5542 322.1003 392.7993
21196 NM_030955 ADAMTS12 948.0927 286.2231 247.1693 2153.474
2730 NM_003395 WNT9A 204.925 208.9958 206.12 245.6324

10411 NM_005652 TERF2 942.4117 701.7383 779.3478 1403.84
5907 NM_017409 HOXC10 560.1357 379.7937 692.5354 70.86082

12635 NM_020533 MCOLN1 1366.593 1171.086 1441.307 809.4411
26251 NM_017723 C9orf167 477.426 84.78919 70.60497 862.1677
24445 NM_139175 RNF133 22.05812 19.86852 17.68933 9.610823
5826 NM_0010253 TMEM16F 4100.832 3449.463 3569.769 4760.318

24062 NM_0011004 KIAA0895 483.1036 618.9346 532.8882 351.3866
11897 NM_004694 SLC16A6 5610.652 10812.97 8538.617 431.8217
15721 --- --- 14.18931 15.22603 13.29459 7.625
22501 NM_022085 TXNDC5 3510.724 3434.393 3371.336 2831.824
15583 BC113052 FLJ38359 756.5271 159.3381 242.5787 1881.953
17707 NM_012264 TMEM184B 2563.109 2665.78 2843.581 1722.92
23670 NM_002736 PRKAR2B 1194.027 927.735 1558.371 334.6902
24395 NM_020725 ATXN7L1 523.0325 464.6754 515.7468 391.1552
23510 NM_0010137 STAG3L3 2216.763 1979.642 2007.3 1601.645
27522 NM_005044 PRKX 286.0162 225.1322 30.2471 783.9802
27823 NM_000167 GK 997.3398 1390.449 1207.683 604.5739
14153 NM_016207 CPSF3 1656.16 1643.032 1828.425 1281.295
22919 --- --- 130.0438 118.1183 116.4729 80.93429
9865 NM_014329 EDC4 1474.911 1042.722 1342.335 2002.357

15435 NM_053050 MRPL53 2682.239 3614.359 2991.686 1514.221
26731 NM_000976 RPL12 700.3195 498.4436 634.8755 944.4692
16255 NM_016732 RALY 2017.04 2337.01 2274.828 1504.825
1325 NM_021205 RHOU 439.8147 106.9319 100.0306 921.803

23283 NM_003112 SP4 962.0366 923.3004 1057.062 728.8556
15842 NM_013436 NCKAP1 3131.982 4244.862 3774.192 2135.64
25305 NM_000349 STAR 354.8391 376.893 381.0043 434.1113
12313 NM_014646 LPIN2 515.7766 440.205 484.2707 825.0081
21181 NM_004934 CDH18 3746.211 2426.153 4812.042 50.02882
3572 NM_0010423 PTPN20B 1077.96 1003.133 1729.643 62.96678

26226 NM_032928 TMEM141 1953.206 1763.747 2008.946 1210.88



7231 NM_00100889CUL4A 1039.484 794.6854 920.7371 1446.483
7308 NM_017826 SOHLH2 41.79662 16.03161 22.90984 154.1259
776 ENST0000033RBM8A 159.3664 111.6506 110.2901 245.7777

10950 NM_144608 HEXIM2 453.4737 444.7194 437.0135 316.839
5211 NM_007069 HRASLS3 180.8777 227.151 148.7684 392.3817

12868 NM_207325 DPY19L3 511.1165 712.6132 662.8888 317.0012
27981 --- --- 82.35612 85.10712 84.28339 70.34472
18070 NM_015407 ABHD14A 1345.612 1505.12 1479.916 841.1852
2828 NM_012353 OR1C1 36.10192 41.61078 39.30847 29.89839
6310 AK091124 EFCAB4B 311.9774 133.1436 68.33251 822.165

15562 NM_173647 RNF149 959.1351 1022.961 929.7537 729.664
24095 AK025420 FLJ21767 242.2586 196.0557 161.4521 352.3948
27802 NM_004538 NAP1L3 46.84486 69.35466 85.24973 3.545282
24931 NM_001951 E2F5 579.2688 421.6866 532.0977 918.9414
16792 NM_0010019 ATP5E 2009.255 1955.053 2262.403 1527.367
17513 BC040613 DKFZP434B06 382.5231 302.6743 566.0322 10.40018
14378 NM_178439 GMCL1 1522.426 1799.954 1661.999 1213.7
18459 NM_016331 ZNF639 627.9536 529.9889 516.9714 916.9083
28107 --- --- 5931.697 5768.682 5646.283 6506.782

778 NM_003637 ITGA10 88.13755 97.39829 88.97421 66.00073
22396 --- --- 221.4819 126.4381 186.1284 377.2542
21391 NM_012081 ELL2 1212.254 763.191 1018.447 1756.131
12354 ENST0000034LOC646359 71.1884 52.0011 87.56322 120.7347
12214 NM_145055 C18orf25 686.1693 584.08 747.4454 439.4671
7517 NM_138430 ADPRHL1 253.7576 186.0434 219.5237 316.6213
6757 NM_024685 BBS10 510.7288 432.0355 437.7763 798.9682

27773 --- --- 20.07578 24.70569 21.78663 14.88235
3559 NM_00104238PTPN20A 1050.816 984.0134 1696.956 61.64659
815 ENST0000027LOC645166  / 835.9475 712.0288 698.5358 1326.103

26907 --- --- 348.7433 380.403 492.3004 148.8645
8091 NM_002742 PRKD1 1003.969 1074.787 1124.986 774.9339
8389 NM_006035 CDC42BPB 2056.243 1773.746 1786 3102.547

14563 NM_144632 TMEM182 220.048 303.0084 285.6661 138.3687
15446 NM_032181 TMEM166 196.4545 245.4219 119.5806 454.4334
12297 NM_172387 NFATC1 281.4652 390.5646 344.0506 130.3071
8159 NM_020784 TXNDC16 235.1238 206.3736 197.15 401.562

16678 NR_015366 LOC388796 596.3845 642.8088 645.9888 479.4408
10514 NM_0010833 CHMP1A 988.8975 707.4247 844.0276 1321.411
2238 NM_014849 SV2A 1799.254 1783.983 1980.087 815.664

15195 NM_0010082 TTC32 53.54749 47.57643 49.66727 36.63807
1021 NM_175866 UHMK1 3414.011 3120.303 3890.232 2378.49

24221 NM_00102520STAG3L2 2255.631 1998.327 2050.526 1626.613
15982 NM_005689 ABCB6 402.9748 725.6611 584.6365 106.5041

355 --- --- 8.656947 6.171929 5.334126 12.71247
5376 NM_0010298 KCTD21 427.5448 419.1645 366.4138 515.9075
2711 NM_00100849ENAH 3827.042 3446.267 5098.09 1669.014
7186 NM_021033 RAP2A 1533.817 1608.03 2052.498 895.2229

19024 NM_014079 KLF15 305.6879 366.605 314.3392 187.7543



7025 NM_031277 RNF17 223.3055 36.6456 13.30551 705.9221
11883 NM_00100660LRRC37A2 1526.194 976.342 1170.416 2339.615
17228 NM_000185 SERPIND1 172.1562 118.3418 221.5165 20.78688
13301 NM_006385 ZNF211 350.7834 398.2966 454.9101 246.9344
3020 NM_0010985 PRKG1 173.6749 110.2847 80.90912 452.3776
3625 --- --- 484.5506 507.487 457.1628 634.8475
3262 --- --- 98.30754 68.85494 106.1216 157.1695

19746 --- --- 97.61749 92.73985 96.37273 141.7512
15204 NM_000384 APOB 80.13286 72.26714 72.29398 89.9415
24865 NM_00101166CHCHD7 173.9637 112.3821 132.6874 341.2205
24390 NM_182691 SRPK2 1154.031 1625.321 1548.636 737.712
11260 NM_017575 SMG6 609.1386 596.8262 568.3483 786.4719
1613 NM_004930 CAPZB 2606.176 2880.857 2606.224 3164.415

12251 NM_018181 ZNF532 2156.039 1875.814 2487.458 1233.333
20261 NM_005443 PAPSS1 1233.768 1338.182 1652.704 794.9456
19961 NM_021638 AFAP1 2086.847 2251.191 2185.582 1249.188
9306 NM_00110088ST20 2858.394 2469.931 2920.397 1872.443
727 --- --- 108.6926 107.5454 111.6338 145.1151

24763 NM_017412 FZD3 501.0898 735.6909 681.7766 273.2768
25733 --- --- 2715.18 2251.984 2682.611 3324.393
28417 NM_206809 MOG 115.0437 126.736 105.8888 59.84615
5712 NM_00108050OVOS2 1583.867 3182.855 2496.794 27.10377

15961 NM_000599 IGFBP5 396.1352 480.6099 250.4461 30.78654
23375 --- --- 447.9296 425.09 495.5232 336.9626
2706 --- --- 447.9296 425.09 495.5232 336.9626
2801 --- --- 447.9296 425.09 495.5232 336.9626
9040 NM_172316 MEIS2 1297.909 938.7068 1169.721 631.9307
7692 NM_000956 PTGER2 77.26283 58.26544 58.95127 123.232

14588 BC113052 FLJ38359 503.1343 118.1013 163.9886 1198.541
20295 NM_018699 PRDM5 328.079 294.0383 383.7907 202.9801
22641 NM_003897 IER3 5011.633 5875.904 5589.423 3123.829
28487 NM_003897 IER3 5011.633 5875.904 5589.423 3123.829
3327 NM_005308 GRK5 517.9479 637.8288 702.2899 360.1917

14247 NM_005253 FOSL2 1166.026 1164.658 1013.378 2458.275
13318 --- --- 2248.023 2416.548 2746.435 1635.483
5590 NM_016952 CDON 587.6382 848.9823 736.6515 162.1607

10354 NR_002980 SNORA50 700.5394 580.381 532.8917 960.9954
4371 NM_001667 ARL2 3513.49 3408.263 3026.891 4065.705

12587 NM_006339 HMG20B 3893.01 6001.281 4520.268 1288.906
15924 NM_003709 KLF7 1516.066 1041.512 724.8188 2308.578
18438 NM_005414 SKIL 3613.42 1909.094 1914.852 5561.37
6945 NM_019034 RHOF 1964.584 342.9818 229.1465 5388.717

14755 NM_052905 FMNL2 2602.797 2372.88 2832.695 1836.271
13777 NM_004714 DYRK1B 555.8156 721.1871 659.3145 395.5388
7769 NM_018199 EXDL2 740.5387 777.5206 652.1311 1076.808
3676 NM_021245 MYOZ1 77.79514 81.50929 82.65327 64.23886

11424 NM_002018 FLII 3345.368 1732.056 2005.935 5958.311
13555 NM_052850 GADD45GIP1 412.2528 377.5679 392.1915 520.1955



2985 NM_015262 FAM21C 1293.083 723.6619 770.4825 2450.838
2915 NM_012071 COMMD3 386.2222 331.01 321.7461 716.6498

15319 NM_139279 MCFD2 2816.879 2474.848 2476.92 3528.604
21764 NM_004415 DSP 653.1378 102.6825 33.99746 2132.7
2848 --- --- 49.55516 46.51839 46.43352 82.51061

12348 NM_00109880C18orf19 1696.238 2009.291 2240.699 1172.036
3671 NM_004034 ANXA7 1429.527 971.2642 991.5962 2126.627

24268 --- --- 318.5938 309.459 294.6551 262.4816
10848 ENST0000030ARHGAP23 691.8159 238.0853 251.5432 1425.565
19082 NM_018133 MSL2L1 4865.609 3708.691 4232.493 6389.694
15833 NM_178123 SESTD1 813.5071 1142.335 982.7407 527.4515
19712 --- --- 82.70615 82.58458 88.71 72.87849
1145 BC040856 C1orf99 102.7797 113.369 151.6929 47.7401

24713 NM_000237 LPL 243.7779 270.1786 428.0574 11.09483
1330 NM_004481 GALNT2 3230.513 4791.136 4114.352 1802.065
9989 NM_014427 CPNE7 563.4755 375.269 336.728 2530.662
8310 NM_007039 PTPN21 568.0013 359.6775 483.0706 878.012
6791 ENST0000031RPL41 7450.296 7592.649 7299.731 8124.152
8527 ENST0000031RPL41 7450.296 7592.649 7299.731 8124.152

12846 NM_033468 ZNF257 43.82288 59.51044 78.52324 12.21152
1224 NM_006850 IL24 958.5762 600.8001 1202.349 29.34621
2885 NM_153498 CAMK1D 99.65907 58.42533 56.87205 319.1522

26491 NM_013390 TMEM2 2606.753 1875.45 3352.571 494.556
10969 NM_004287 GOSR2 1229.644 1314.123 1188.841 964.7109
20631 NM_00111356RNF180 226.8651 221.3105 223.1053 154.6477
2349 --- --- 13.10988 16.39041 14.66991 8.576101

12782 NM_018467 USE1 825.2707 842.7287 874.4409 577.7795
25679 NM_014066 COMMD5 512.9107 450.0897 553.6597 648.9741
21357 NM_012446 SSBP2 1354.16 1693.131 1836.264 689.7239
14432 --- --- 293.149 540.4363 403.2557 57.26875
19524 --- --- 236.2059 172.3473 267.2979 400.307
18072 NM_000688 ALAS1 2484.817 3017.879 2710.877 1646.93
4845 NM_001665 RHOG 1340.602 954.9183 1214.511 1714.863

24597 BC042137 XRCC2 1852.607 1406.27 2231.976 678.8278
6039 BC009111 LOC552889 869.7283 934.7808 985.874 1221.353
6693 NM_006400 DCTN2 2258.761 1683.668 1773.109 2954.622

27384 NM_152582 RP13-36C9.1 812.33 803.332 1395.659 3.412921
5789 NM_021821 MRPS35 923.1956 841.0718 779.097 1415.863

14493 --- --- 124.889 123.1416 130.208 172.3512
18058 NM_004635 MAPKAPK3 1719.071 1245.949 1318.299 2186.324
1154 NM_000186 CFH 142.4196 186.8104 156.8433 37.4391

24840 --- --- 353.9927 260.9014 397.4828 540.6741
26416 BC152434 ANKRD18A 157.3689 144.5467 26.51312 624.9236
24868 NM_147189 FAM110B 306.3002 61.08756 69.8533 856.6012
22315 NM_181782 NCOA7 930.1212 1139.122 1258.449 532.6937
20928 NR_001280 PCDHB17 20.06154 23.28312 28.04762 8.596195
23512 NM_198924 TRIM73 163.5893 150.6633 163.5141 218.0355
25686 NM_153186 KANK1 636.4236 832.7461 763.2882 427.6661



19618 NM_001201 BMP3 74.85193 78.19638 76.79316 88.03143
10504 NM_002461 MVD 539.8625 377.2004 402.6166 1040.459
15720 --- --- 206.8331 129.4385 166.0944 349.3378
26518 NM_174938 FRMD3 917.1122 615.895 857.0309 330.29
18572 NM_014850 SRGAP3 78.03664 99.73572 70.25015 196.933
12169 --- --- 108.0015 119.2811 102.9501 78.56216

353 NM_016037 UTP11L 1354.205 1375.048 1411.16 1668.437
4699 NM_178507 OAF 839.0129 583.7136 518.1472 1179.671

24288 --- --- 165.6345 191.2658 167.3046 242.8672
11057 NM_030938 TMEM49 5476.367 5991.248 5942.767 4895.916
4806 NM_005961 MUC6 159.2681 146.2278 156.9289 179.87
7770 NM_020692 GALNTL1 169.1877 167.3226 135.4624 218.7431

24254 NM_012301 MAGI2 239.6081 235.8946 302.5975 131.4847
5363 NM_004626 WNT11 387.393 358.5503 387.5378 424.8652
9126 BC033001 KIAA0256 1688.694 1716.319 1715.478 1468.602

15005 NM_004328 BCS1L 1094.041 1067.812 996.8558 821.4858
8087 NM_002515 NOVA1 202.7684 174.3403 309.2844 25.29492
7069 NM_000538 RFXAP 263.5367 245.4991 207.9848 596.0748
9042 NM_005739 RASGRP1 533.269 933.035 1002.644 65.79465

26359 BC038293 PTENP1 1541.397 1325.91 324.2711 3085.772
22516 BC007011 C6orf105 2028.488 279.0989 191.5128 5484.505
2662 NM_021194 SLC30A1 1521.785 1352.714 2099.42 564.0407

11344 AK095766 LOC284023 258.1788 275.2943 307.8971 122.5223
23043 NM_005907 MAN1A1 390.1 75.03831 45.64468 727.2344
23501 NM_032999 GTF2I 1294.132 1124.332 1496.387 802.5697
6725 BC070232 C12orf31 800.4531 725.1008 785.749 994.67

23711 NM_001662 ARF5 1478.218 1670.615 1776.33 992.8706
11052 --- --- 33.79429 36.35324 40.55164 25.1713
13467 NM_032370 ZNF414 528.7193 484.3335 458.2379 666.264
3106 NM_144660 SAMD8 922.4203 834.2184 751.0246 1144.397
2657 BC039719 C1orf74 734.1385 722.4597 868.415 554.3365

23666 NM_021930 RINT1 775.0997 787.2881 1072.072 400.9598
9585 BC008967 C16orf45 100.8657 182.0529 132.4105 14.30629

20651 NM_022902 SLC30A5 1416.168 1426.104 1539.498 1185.779
7430 NM_203497 COMMD6 691.4176 777.2007 728.5082 1046.011

20318 --- --- 84.37005 78.08041 89.22675 99.61583
8572 NM_152595 PGBD4 305.4754 344.1277 359.5327 232.8173
5012 NM_000280 PAX6 513.9918 73.79681 35.92104 1169.643
7029 NM_016529 ATP8A2 135.3135 100.839 120.0698 239.794

12292 NM_007345 ZNF236 651.0199 650.8499 669.5983 546.019
27056 NM_006044 HDAC6 307.4325 368.4149 227.6364 508.5163
21253 --- --- 116.9294 154.5958 135.592 76.34003
6074 --- --- 376.8452 231.5716 284.5728 555.0778
1079 NM_014458 KLHL20 1394.971 1423.266 1540.47 1145.864
2656 NM_00101740LAMB3 1737.457 688.8817 447.5127 3989.588

26535 --- --- 70.73318 76.31224 89.22576 53.32789
9469 NM_144570 HN1L 1726.322 1301.014 1511.909 2963.173

15862 --- --- 569.6855 442.2045 630.6906 812.3311



4982 NM_194285 SPTY2D1 440.0476 473.1197 452.5913 708.8196
22824 NM_0010137 C6orf138 2257.889 1390.348 2866.291 11.22246
6378 ENST0000033OVOS 1720.94 3519.605 2732.122 27.21942

12500 NM_182511 CBLN2 177.7968 177.6975 201.856 266.9669
23030 ENST0000031TSPYL1 92.43998 45.76592 55.23154 151.6812
17389 NM_012323 MAFF 851.5263 679.3854 1032.686 285.1444
23002 NM_003649 DDO 152.2203 134.2201 182.6369 88.02868
9647 NM_024773 JMJD5 483.8623 334.2514 401.4275 629.1575

16851 NM_013396 USP25 2375.6 1780.556 1615.917 3365.505
17875 NM_024827 HDAC11 182.9392 229.2536 153.6111 431.0886
25748 NM_00101088ASAH3L 202.1637 154.9372 229.0972 90.22322
24282 NM_194455 KRIT1 1021.136 1202.757 1183.536 818.7313
19175 NM_00104010C3orf57 71.52066 69.60818 54.35802 110.7762
1381 NM_205768 ZNF238 908.3215 691.8998 941.2122 459.5334

26600 NM_005458 GABBR2 157.6874 123.7043 130.4787 241.9209
4456 NM_053056 CCND1 6972.662 5224.534 5703.808 3389.356

13194 NM_00103988ZNF808 640.8404 638.1957 817.2449 417.7497
9917 NM_032268 ZNRF1 356.121 384.4999 267.906 632.351

26704 NM_0010044 OR1J1 104.3498 104.4197 107.305 123.4041
3137 NM_014394 GHITM 2535.457 2390.45 2170.474 3185.104

17193 AK129567 FLJ26056 434.186 319.9983 624.9775 11.36218
16396 NM_018431 DOK5 449.351 625.8381 847.0277 60.52183
3692 NM_004747 DLG5 773.5167 616.959 589.4768 1101.606
2898 NM_003380 VIM 8867.431 8288.334 8532.165 9536.535
9669 BC104660 RRN3 1076.485 1130.05 1276.096 882.8419

18064 NM_015926 TEX264 818.8776 757.5527 881.1861 553.0101
27083 NM_153183 NUDT10 512.843 463.3236 542.4245 638.3479
3447 NM_0010109 C10orf38 931.3322 536.2053 614.6062 1515.995

19590 NM_001657 AREG 67.63127 71.89651 78.39025 46.0479
1098 NM_022371 TOR3A 1355.77 1213.336 1582.12 859.2451
7358 NM_198849 LOC283514 1704.778 550.9366 554.0896 3130.648

18771 NM_007312 HYAL1 402.3954 494.919 455.8597 277.346
20088 --- --- 206.8644 108.9614 210.0224 413.9238
9186 NM_004330 BNIP2 1274.935 1078.673 1108.062 1667.784

13283 --- --- 7.005604 3.277103 11.91801 21.7159
15358 NM_022893 BCL11A 165.2369 170.1274 201.5103 379.4566
16430 AY358539 C20orf197 175.7482 67.0765 53.15461 320.8339

639 NM_017734 PALMD 2536.083 3615.4 5052.974 81.7069
14496 --- --- 468.3786 281.0829 463.4533 100.6176
23224 NM_018641 CHST12 681.9666 656.8616 659.0773 516.6874
23816 --- --- 214.1748 213.0979 220.3925 182.7204
13009 NM_00109850CEACAM21 98.19238 109.4984 121.3385 148.1664
16422 NM_000516 GNAS 5502.037 6077.019 6364.862 4450.988
18156 --- --- 4155.644 3075.484 3848.997 5680.817
9765 NM_001114 ADCY7 702.6787 363.3313 354.558 1109.478

18363 NM_002586 PBX2 1657.748 1544.32 1856.52 1253.544
7340 NM_015058 KIAA0564 813.2832 755.5995 831.8885 1197.157
1653 NM_152372 MYOM3 123.8025 104.6691 107.3553 163.5126



3412 NM_024701 ASB13 483.7287 504.3791 420.8909 826.7927
25044 NM_152412 ZNF572 54.77304 45.81623 41.16396 109.5892
27488 NM_001493 GDI1 5823.583 5322.673 6370.62 3974.981
27927 --- --- 233.0396 208.3841 210.2686 265.5628
14868 NM_177454 KIAA1946 1851.582 2478.038 2263.741 1336.37
24102 NM_015332 NUDCD3 1147.913 1038.264 1026.752 839.7412
7914 BC132991 C14orf70 59.46207 49.97465 51.0534 69.64967
7201 NM_000282 PCCA 517.6659 383.0982 330.2896 902.1908
7934 --- --- 94.68113 95.92337 86.51379 66.10509

18838 NM_007177 FAM107A 258.4789 248.1186 238.4389 283.8949
23774 NM_015905 TRIM24 1932.31 1513.349 2338.725 812.1768
14741 --- --- 1.589676 2.957566 2.38103 7.33567
1654 NM_021258 IL22RA1 98.81387 119.1479 114.0352 82.49628

15818 ENST0000031LOC10012945 94.53979 98.27198 81.94019 137.7468
1144 NM_024420 PLA2G4A 585.5426 756.4106 786.6062 365.1982

23767 NM_015135 NUP205 2518.731 2281.813 3033.357 1415.604
17903 NM_002948 RPL15 2987.165 3657.136 2783.984 5065.57
8257 NM_006029 PNMA1 758.8689 596.5588 635.6414 914.8036

27985 NM_152582 RP13-36C9.1 912.4955 993.6682 1660.976 3.739128
19994 NM_145290 GPR125 1292.286 1614.253 1954.327 709.6754
14694 NM_017958 PLEKHB2 3119.425 3216.045 3222.132 2726.624
9845 NM_025187 C16orf70 1193.121 979.4538 1102.166 1579.249

17558 NR_003700 PI4KAP2 1968.152 2059.133 1900.948 1616.645
21006 NM_00109928ICHTHYIN 161.1942 119.6409 177.8564 236.8589
23400 NM_005228 EGFR 2472.126 804.8065 1289.977 4458.562
23460 NM_003596 TPST1 1750.417 1578.039 1548.552 1254.368
25563 NM_207506 SAMD12 145.6004 63.67328 106.085 429.1118
27930 NM_014253 ODZ1 100.2944 76.88956 71.39798 42.24598
22810 NM_178148 SLC35B2 4212.921 3965.067 3968.946 2804.435
24487 NM_017812 CHCHD3 3654.761 3310.833 3651.474 2450.195
24396 NM_020725 ATXN7L1 832.4166 766.8956 826.4965 597.0667
17236 AK124943 FLJ42953 369.2767 350.456 357.7677 452.1537
3301 AK292867 C10orf81 799.9557 468.6044 941.5303 31.94366
9213 NM_005707 PDCD7 677.6547 602.572 668.3653 814.4806

10491 NM_206967 C16orf74 265.6036 177.1958 143.9296 798.9372
3158 NM_000314 PTEN 1243.495 1466.829 153.7469 3195.268

20685 NM_0010376 BTF3 2482.666 2086.299 2361.054 3392.118
27221 --- --- 475.1346 188.9177 271.2003 789.0534
24519 --- --- 66.52145 88.0466 115.3161 24.77204
14098 NM_024833 ZNF671 197.8063 201.867 236.1884 150.0976
22060 ENST0000033LOC221442 192.736 224.187 160.6664 56.32011
11546 ENST0000036SLFN12L 178.542 110.487 182.2122 276.3808
3703 NM_145869 ANXA11 1874.486 1564.44 1054.572 3096.301
3451 --- --- 15.57346 17.60657 18.31082 11.99632
3066 NM_012339 TSPAN15 564.6088 313.1619 204.3355 1049.559
1002 NM_004550 NDUFS2 2281.8 2417.594 2741.705 1605.508

13886 NM_0010029 IGFL4 63.38725 72.77342 66.92331 52.47144
5139 NM_004811 LPXN 4288.739 3489.295 6007.772 685.9191



24313 NM_018842 BAIAP2L1 1238.566 2007.789 1607.299 355.0139
27795 NM_144657 HDX 335.0974 371.1675 424.6235 257.7496
17508 NM_001696 ATP6V1E1 2498.158 2837.343 2811.587 2080.828
2542 XR_019568 KRT18P28 423.4162 147.6044 213.0728 716.9836

13405 NM_003025 SH3GL1 2053.48 1912.198 1961.981 2191.038
13871 NM_005282 GPR4 350.9276 196.8373 174.9291 1085.627

732 NM_000701 ATP1A1 9126.462 11644.12 10035.81 6260.597
24458 NM_176814 ZNF800 1732.114 1809.849 2280.285 1128.465
26995 NM_021083 XK 288.678 264.2238 329.0118 513.0211
8938 AK127420 LOC400464 336.9734 659.79 477.9323 26.40434
9101 NM_032892 FRMD5 1463.943 1315.596 1852.411 800.687

26501 NM_017881 C9orf95 79.31283 92.04137 36.29915 205.3819
3028 NM_003338 UBE2D1 925.5851 686.6683 750.6522 1510.048
7597 NM_025230 WDR23 723.8526 632.5377 611.9844 1039.998
223 NM_020448 NPAL3 1558.452 1615.942 1611.46 1212.965

21713 NM_175062 RASGEF1C 215.1256 256.3456 221.8173 151.4887
14033 --- --- 1037.857 826.8764 1005.142 1265.661
8588 NM_003246 THBS1 12498.66 8843.352 13579.18 3364.282

20063 ENST0000039LOC728220 760.8389 957.0333 1084.916 31.0331
1624 --- --- 641.9184 745.4958 714.7023 892.5383

10474 NM_145168 HSPC105 311.6215 271.4432 353.6171 176.021
11767 NM_018952 HOXB6 396.6631 325.5222 258.9996 551.4769
19031 --- --- 97.98197 99.19408 106.139 116.1284
24806 NM_021623 PLEKHA2 648.4989 785.2975 370.6193 1496.979
14784 NM_012198 GCA 96.93761 160.072 176.3591 26.63091
3517 NM_033666 ITGB1 4572.013 4076.486 4364.66 5601.293

21995 XM_00171749LOC642076 3941.588 3403.402 3619.327 4974.084
20581 NM_000958 PTGER4 290.6618 311.3227 345.4176 240.2302
15429 NM_018221 MOBKL1B 3045.141 2743.251 2753.736 4063.223
18004 NM_014016 SACM1L 2004.454 2058.466 2232.494 1495.349
14422 --- --- 43.43469 46.44486 51.14189 72.20887
12423 NM_0010019 ATP5A1 3257.297 3196.878 3596.151 2699.508
23870 NM_015660 GIMAP2 143.0759 207.1119 276.5086 26.25513
27553 NM_004469 FIGF 44.1929 43.87864 44.35127 19.9021
2374 NM_145729 MRPL24 1432.133 1382.776 1588.922 1162.837

12198 NM_020474 GALNT1 1261.055 1838.623 1851.139 714.9198
16911 AF426258 C21orf82 168.2872 142.7133 202.4682 92.80099
26922 NM_152634 LOC170082 71.18646 71.69734 76.55298 58.01329
10312 NM_0010066 SIAH1 323.4511 250.2613 277.078 419.0879
17921 NM_138410 CMTM7 2430.783 2155.073 2622.762 826.3911
8286 NM_013382 POMT2 1431.106 1444.011 1577.479 1189.904

22744 NM_020939 CPNE5 131.9578 137.5064 116.8986 174.1046
24740 ENST0000026R3HCC1 485.9016 464.6873 497.079 365.9437
24983 NR_002182 NACAP1 694.6674 518.8616 718.9745 966.5049
12107 NM_00102530RAB12 1303.013 1106.435 1209.716 1841.564
15224 --- --- 163.3394 210.7935 191.7519 115.6993
22604 --- --- 21.78925 18.16406 23.09246 32.42207
17515 AK129567 FLJ26056 291.5081 222.0924 409.8864 29.07117



24464 NM_018077 RBM28 941.6331 916.1805 1282.632 516.0912
24784 NM_032509 RBM13 1346.423 1423.878 1726.49 913.8317
20937 NM_018934 PCDHB14 207.802 224.4725 161.0249 21.61951
21332 NM_018268 WDR41 1596.775 1425.444 1482.755 2059.025
11545 NM_144682 SLFN13 611.2712 173.8417 144.8043 1859.456
18181 NM_032787 GPR128 20.11919 26.94269 26.46565 35.59675
24739 NM_152272 CHMP7 1020.647 942.6063 1268.61 617.37
17538 AK129567 FLJ26056 229.6548 169.5171 335.239 6.441607
22021 NM_207409 C6orf126 170.2315 173.1386 193.3743 132.0401
25605 NM_144649 TMEM71 393.7241 82.66051 128.2876 1050.544
20270 NM_030821 PLA2G12A 905.3753 838.9466 1008.849 661.0827
11412 NM_144997 FLCN 799.7112 674.6921 715.7941 924.4904
10580 NM_00103300RPAIN 842.2291 831.0636 964.2421 670.238

702 NM_181643 C1orf88 86.39497 75.98508 90.64901 52.19127
20734 NM_004385 VCAN 2076.811 1831.423 1853.639 958.5382
5055 NM_016223 PACSIN3 623.3066 633.9794 717.8312 475.3524
211 NM_017449 EPHB2 1263.648 503.1295 603.2635 4283.893

1396 BC036200 C1orf71 1002.276 1027.03 1343.601 557.1268
4646 NM_006028 HTR3B 84.47678 84.41299 83.73111 98.50157

27223 BC113385 FAM133A 278.3411 204.1985 404.7691 14.00495
23601 NM_014569 ZKSCAN5 539.3461 621.6815 615.9124 437.0458
27748 NM_016484 PDZD11 1147.4 1147.327 1263.565 917.0437
20476 AF090937 SORBS2 369.9494 394.4747 442.3069 246.6687
16433 NM_144703 LSM14B 865.8163 887.8213 983.1294 725.3483
1800 NM_000310 PPT1 4498.368 4562.015 4604.916 5679.313
3088 NM_138357 CCDC109A 1385.157 736.4084 865.9457 2042.038
1503 NM_198681 PLEKHG5 212.1908 137.5722 75.41659 363.7489
6511 NM_052885 SLC2A13 733.2377 802.1171 730.8152 569.7413
1789 NM_003819 PABPC4 2844.876 2599.134 3121.365 4182.243

15971 NM_022453 RNF25 860.402 942.011 961.1325 697.2463
9527 NM_003450 ZNF174 367.9742 397.8038 485.2305 257.537

21019 NM_00104044FABP6 292.0089 468.4478 394.8068 122.7896
6621 NM_002273 KRT8 4706.327 922.4203 822.5894 9120.797
5230 NM_006795 EHD1 1132.667 826.3526 984.7746 1605.737

15615 NR_000034 TMEM185B 1746.268 1691.761 1514.846 2049.479
11136 NM_014603 CDR2L 162.7223 94.85852 71.35385 260.9389
5804 NM_001714 BICD1 936.2037 898.0269 998.5546 764.2474
2688 NM_006085 BPNT1 1457.937 1758.365 1572.748 1139.753

10433 NM_006961 ZNF19 145.4969 178.7675 152.0982 213.2424
23481 XM_00112685LOC728453 561.0364 481.0041 526.397 709.0513
4396 NM_182710 HTATIP 1344.092 1072.863 1258.292 1582.446

25560 NM_003756 EIF3H 4502.61 3516.532 3794.088 5723.273
26753 NM_032799 ZDHHC12 2132.012 1957.454 2315.922 1276.169
28373 NM_025262 LY6G5C 87.33717 59.12635 70.52576 115.7157
19280 BC036194 C3orf59 1524.879 990.066 1227.514 2498.407
17400 NM_021822 APOBEC3G 573.4093 1121.536 829.5597 46.14589
1446 NM_0010052 OR4F16 96.91986 146.7639 149.9612 46.93235

21124 NM_0010052 OR4F16 96.91986 146.7639 149.9612 46.93235



5 NM_0010052 OR4F16 96.91986 146.7639 149.9612 46.93235
14495 ENST0000039LOC647506 294.9285 290.8778 288.037 230.1436
14963 NM_015040 PIP5K3 1100.009 1284.489 1100.395 853.8173
12195 NM_014268 MAPRE2 1172.005 1020.747 1296.307 795.0845
22002 NM_002224 ITPR3 2720.175 2299.648 2032.398 3771.323
1313 NM_0010242 ARF1 6717.392 6481.644 6901.601 5995.707
759 NM_00110266NBPF16 5850.808 5391.896 5119.015 6932.467

28348 NM_006937 SUMO2 3610.61 2988.255 3282.729 4840.775
18136 --- --- 111.0331 103.8305 133.688 178.0469
20110 NM_0010143 SYT14L 149.5488 89.92679 157.9418 31.86986
12818 NM_002911 UPF1 1411.254 1256.542 1269.826 1780.395
14211 --- --- 36.79095 35.03629 46.27082 21.13241
9214 NM_006660 CLPX 912.5355 839.083 867.7731 1325.44
2432 NM_00102559ARHGAP30 140.7919 90.39198 66.70548 256.5423

25571 NM_021021 SNTB1 2417.302 3479.881 3265.534 583.2097
16290 --- --- 65.40878 62.10154 66.57482 56.73351
4384 NM_006268 DPF2 2524.547 2083.163 2220.328 2935.619

23508 BC100972 tcag7.1017 142.8878 145.5276 158.3341 121.4101
13863 NM_138568 EXOC3L2 197.8412 206.023 187.3227 169.4703
7522 NM_182614 FAM70B 589.8572 490.7799 909.3951 32.98944

16527 NM_019593 RP5-1022P6.2 1041.621 1658.261 1336.263 466.2475
6801 NM_003297 NR2C1 576.4441 605.8558 387.5162 1129.349
7131 NM_0010117 RP11-78J21.1 906.5245 531.5156 936.0751 1391.618
3073 NM_004096 EIF4EBP2 2917.916 2403.697 3056.199 3743.861
1438 BC118988 C20orf69 684.6165 878.1415 870.2974 475.3382

18596 NM_0010070 RPL32 348.0958 321.8075 295.8773 459.4927
3779 NM_000195 HPS1 200.3224 302.6432 220.3018 99.09957
9477 NM_005262 GFER 252.1291 227.7503 239.6532 290.9159
6015 NM_006482 DYRK2 2079.124 2293.474 2351.992 1867.918
6023 NM_000239 LYZ 123.0001 236.498 211.8932 5.628384

21988 NM_006979 SLC39A7 1743.363 1472.442 1736.407 1229.029
28333 NM_006979 SLC39A7 1743.363 1472.442 1736.407 1229.029
28468 NM_006979 SLC39A7 1743.363 1472.442 1736.407 1229.029
13751 BC025257 LOC541469 181.0213 202.8736 188.0528 263.3431
2165 --- --- 156.3684 243.0215 193.3248 85.07079

25362 NM_001023 RPS20 6390.638 5193.638 4884.152 8164.952
7286 NM_002019 FLT1 1830.265 1915.397 3323.089 10.29148

20776 --- --- 59.501 51.29639 58.95434 68.71573
22053 NM_015345 DAAM2 592.8734 1153.074 742.1309 23.21678
11340 NM_133491 SAT2 673.8729 671.4431 863.1552 410.1505
7323 NM_005780 LHFP 2582.812 3412.939 3573.098 1725.623
5805 NM_139241 FGD4 705.4169 941.2206 939.1221 403.5362

25597 NM_018482 DDEF1 3791.465 2351.383 2467.33 5512.67
478 NM_033067 DMRTB1 417.2528 450.5608 387.002 500.5108

2641 NM_006893 LGTN 1135.003 962.4777 1138.461 1363.426
23004 --- --- 289.1106 122.0663 350.7202 613.7475
28035 NM_021990 GABRE 124.1327 45.22621 25.8145 324.1153
6770 NM_014167 CCDC59 599.6597 484.3083 619.1714 1172.276



3724 NM_001613 ACTA2 684.5721 715.4265 890.6287 432.7371
11179 --- --- 14.20851 14.24004 13.86748 25.30994
11930 NM_006937 SUMO2 4098.635 3347.048 3698.404 5543.618
22388 AY358952 C6orf72 1586.974 1458.319 1423.999 2065.691
1991 NM_003921 BCL10 889.4897 772.1822 656.6801 1356.38

15764 NM_001935 DPP4 101.4729 133.3294 163.4635 47.28683
683 NM_000850 GSTM4 1151.926 1808.531 1486.795 561.5933

9867 NM_006742 PSKH1 558.3403 514.999 491.3394 742.5175
8777 NM_005576 LOXL1 2347.652 1164.445 1083.739 6639.938

22920 NM_198920 UBE2CBP 192.4509 171.5303 197.731 293.8237
4078 NM_021961 TEAD1 3161.343 3056.945 2213.981 4562.708

27629 NM_025184 EFHC2 60.46222 59.98212 53.78396 41.92371
11749 NM_145798 OSBPL7 235.4489 219.4984 182.0304 371.3947
10604 NM_199339 SPEM1 134.1572 138.8788 140.714 156.3298
24714 NM_001693 ATP6V1B2 4145.954 6185.357 5216.956 2483.172
3556 NM_174890 ANUBL1 155.063 133.0121 110.3561 193.4664
9197 NM_001218 CA12 261.0452 125.5739 60.03203 706.4467

11056 --- --- 140.6909 160.9905 155.8066 122.471
10574 NM_015528 RNF167 1868.092 1858.601 2200.028 1096.886
24797 NM_032777 GPR124 508.7826 815.0335 693.7191 103.2574
6706 --- --- 2.828636 1.39975 3.448395 5.624081

23919 NM_182924 MICALL2 639.7285 769.4539 594.775 390.8366
1195 NM_000674 ADORA1 214.3971 224.5524 250.9968 287.9693
3095 NM_004922 SEC24C 1229.925 1198.773 1120.165 1401.268
3232 NM_000392 ABCC2 885.1406 1808.12 1458.721 104.2097

20274 NM_153426 PITX2 119.3413 125.4512 136.9988 96.00433
22981 BC131628 KIAA1553 453.2956 306.9232 372.3951 684.411
4953 NM_032320 BTBD10 1182.175 738.1007 911.9335 2200.454

27107 NM_00103970TRO 152.119 190.7861 172.2549 302.5074
23739 AK290165 FAM40B 621.6171 743.0051 778.4265 450.6971
25676 NM_138367 ZNF251 440.1318 429.5376 151.8618 889.3227
25368 NM_017813 IMPAD1 2668.489 2067.934 1784.185 3561.462
1073 NM_015569 DNM3 383.7542 306.5157 454.7949 188.2632
2436 NM_003779 B4GALT3 1668.967 1544.048 1777.294 941.8844
1940 NM_024763 WDR78 101.0818 79.46658 70.83222 144.1068
8571 NM_012125 CHRM5 56.71238 55.87716 56.61602 68.53259
999 NM_016406 UFC1 5103.925 5285.1 6091.755 3859.595

18226 NM_017699 SIDT1 58.87265 56.03509 59.19389 69.11945
18055 NM_007022 CYB561D2 626.7866 530.942 726.4742 351.7695
20666 AK097411 FLJ40092 167.8456 117.8025 150.467 266.4526
20890 AF251040 FAM53C 708.5125 656.3959 663.8741 851.52
4640 NM_181351 NCAM1 1304.982 1138.859 1227.304 1510.033

23550 NM_021723 ADAM22 230.3275 288.9317 304.2482 171.3664
10626 NM_144607 CYB5D1 685.5198 838.4565 729.7639 544.6195
26281 NM_134441 RLN2 30.10676 21.24327 23.15037 87.42525
6257 NM_152437 ZNF664 916.647 800.2109 884.051 1169.938

17471 NM_014346 TBC1D22A 808.2209 925.084 587.4495 1266.58
22793 ENST0000032RPL24  // RPL 5068.569 5470.286 5190.477 5939.658



23677 NM_000108 DLD 1783.52 1926.357 1996.261 1391.46
5696 NM_018416 FOXJ2 1315.341 851.3892 948.3271 1730.433

22933 --- --- 93.06535 102.7358 108.6987 69.62882
25290 NM_032664 FUT10 570.1612 648.2281 712.8369 436.0906
6844 NM_014840 NUAK1 249.8076 101.5972 113.7709 835.4066

23681 NM_021994 ZNF277 660.057 783.3235 837.791 475.6566
27889 NM_00100584SUMO2 4335.928 3606.1 3924.934 5604.475
7202 NM_004791 ITGBL1 105.4075 78.37868 80.75923 157.6794

14018 NM_207333 ZNF320 68.06187 45.31681 27.35981 176.2186
10527 NM_0010136 LOC400566 289.996 233.0248 394.3026 66.11719
24600 NM_007349 PAXIP1 1294.935 1079.774 1506.637 742.9423
25443 NM_018440 PAG1 620.4594 1080.727 1077.369 231.4004
15156 BC104196 TMSL2 1224.331 1100.196 716.8387 1841.89
1155 NM_021023 CFHR3 9.024426 8.627574 12.33606 2.492707
2741 BC039241 C1orf96 519.1358 694.3137 615.1146 246.5202

18980 NM_018266 TMEM39A 2046.569 1963.073 1997.527 1371.151
26120 NM_007135 ZNF79 601.8723 508.9459 731.5833 297.8661
19445 NM_020860 STIM2 1607.972 1339.312 1787.88 944.8501
25969 NM_005392 PHF2 779.7692 643.9189 640.6541 950.5316
25079 NM_173832 ZFP41 248.5969 240.2713 216.0031 299.4576
4147 NM_024662 NAT10 1638.956 1369.853 1660.127 2063.158
6202 NM_022491 SUDS3 797.1158 764.7034 685.203 992.7941

11396 AF337810 CDRT1 24.43589 26.70537 27.35506 20.7799
25588 NM_014751 MTSS1 164.3806 170.3159 79.41383 453.8108
6666 NM_014255 CNPY2 1357.608 1405.209 1345.612 1146.593

27036  NM_0011026WASF4 292.1369 230.8535 288.4117 426.8145
8338 NM_00100286BTBD7 1018.685 675.2708 929.877 1631.656
631 NM_152487 TMEM56 880.3447 1110.875 1067.138 687.1047

10196 BC104660 RRN3 1022.901 1095.28 1227.395 851.5691
19973 NM_0010179 RAB28 851.4763 790.8388 1030.293 531.3828
6774 BC067894 MKRN5 185.1773 195.4866 161.8157 111.9545

13856 NM_152354 ZNF285A 36.4929 41.58573 42.59387 51.37811
10083 NM_003454 ZNF200 309.3383 297.4803 347.5838 237.6618
13369 NM_130807 MOBKL2A 1163.428 938.238 803.2234 1596.247
1000 NM_00101444USP21 1167.007 1113.713 1322.399 862.4094
1806 NM_133467 CITED4 132.1464 71.92088 112.962 213.3416

19539 --- --- 185.0438 229.5596 180.1044 129.9051
8394 NM_015316 PPP1R13B 699.5248 603.4064 710.6143 1090.954
1831 NR_002753 RNU5F 291.1877 352.4648 525.4194 52.51982
6637 NM_014311 SMUG1 642.2056 760.1266 764.2504 473.6959

24043 NM_005020 PDE1C 3528.547 2846.525 5394.305 274.3671
16601 NM_032501 ACSS1 472.0366 696.5214 647.6447 257.913
11132 NM_004252 SLC9A3R1 1120.202 619.174 709.4407 1849.798
6529 NM_030674 SLC38A1 5147.564 3205.896 4642.127 7261.901

16626 NM_053041 COMMD7 1052.221 917.5128 969.5309 1781.723
3647 NM_207119 LRRC20 588.5812 396.5416 381.37 1840.237
4317 AF086762 C11orf9 210.5995 93.96362 97.83089 496.9823

14094 NM_0010396 ZNF550 511.9377 644.4669 704.0054 308.4173



25119 NM_00100550OR4F21 95.55144 145.6219 149.2 47.22076
8896 NM_020210 SEMA4B 966.9265 817.928 510.7982 1849.686

17767 NM_007229 PACSIN2 1650.945 2518.369 1900.456 870.6635
24697 NM_006765 TUSC3 2130.838 2893.503 2772.977 1526.924
4370 NM_006244 PPP2R5B 665.3833 924.942 778.193 397.2982

10338 NM_024946 NIP30 1401.925 848.5634 967.6988 1939.131
18604 --- --- 25.68182 24.08983 27.78849 17.86615
4773 NM_139055 ADAMTS15 458.3661 277.4283 436.1973 94.87337
1020 NM_014697 NOS1AP 414.1014 597.334 566.5146 265.2249

10875 NM_001552 IGFBP4 3434.357 1092.061 773.9829 7378.983
14038 NM_206818 OSCAR 219.0702 232.6088 228.1815 323.2494
24841 ENST0000029KIAA0146 968.2331 911.6138 824.4823 1236.775
17866 NM_006395 ATG7 738.0486 687.0848 670.7429 1032.203
7162 NM_006493 CLN5 1007.747 971.0898 1064.006 1313.564
832 NM_016274 PLEKHO1 460.9388 412.223 384.4624 744.8433

28568 --- --- 60.08773 52.88866 56.7314 40.3054
2595 NM_080588 PTPN7 231.7556 60.66818 53.59244 470.209

18743 NM_00100999DALRD3 814.3304 912.7523 986.7208 551.4625
12378 NM_015461 ZNF521 1028.477 1337.702 1888.531 248.3414
27825 NM_0010116 ZMAT1 93.43157 38.4338 26.70143 229.0109
24817 NM_016099 GOLGA7 1978.991 2531.309 2243.952 1477.639
23256 XM_00171527DKFZp434J10 529.9767 592.6593 549.1578 451.3647
25020 NM_080651 MED30 445.76 298.225 296.4574 607.3366

802 --- --- 248.8715 115.9542 175.8869 511.0611
12930 NM_001281 TBCB 2623.179 2867.813 2652.439 2371.012
2843 NM_030645 SH3BP5L 899.8856 777.6769 841.1246 1136.77
227 NM_013943 CLIC4 5789.056 5305.117 3650.936 9187.677

2981 NM_006963 ZNF22 552.731 112.2724 62.16411 1681.414
18886 BC043342 FAM86D 1022.844 1545.09 1177.48 500.4665
27383 NM_152582 RP13-36C9.1 837.1476 872.9402 1534.489 3.941396
14624 --- --- 190.0303 166.9895 248.5004 89.78001
18552 NM_0010115 FYTTD1 1225.179 824.412 969.5284 1888.221
26685 XM_0017189 LOC389787 1232.572 1013.957 1150.211 2075.734
14093 ENST0000029ZNF772 297.9786 335.0157 416.6595 161.9824
27540 NM_013427 ARHGAP6 98.68387 58.57394 64.85154 153.4929
10303 NM_018206 VPS35 3074.191 1983.794 2447.075 4731.023
15069 NM_152383 DIS3L2 1015.078 1180.207 1061.663 862.9507
17218 AK129567 FLJ26056 390.6918 287.9343 583.3495 9.765961
18043 NM_022064 RNF123 706.4304 707.2299 755.2682 436.3768
18088 NM_018398 CACNA2D3 1263.896 1191.845 2060.907 156.5048
12223 NR_003003 SCARNA17 640.2227 763.0009 974.709 215.0925

724 --- --- 17.80247 27.67177 21.06769 38.29567
27116 NM_014061 MAGEH1 114.9767 194.9925 158.8438 50.60259
24442 NM_005763 AASS 1047.132 1145.946 1100.301 827.0913
18436 --- --- 55.44968 35.74994 48.24755 72.34753
15530 NM_014014 ASCC3L1 4435.248 4549.758 4659.217 4042.127
16926 --- --- 328.8896 99.75965 133.5944 612.9887
1729 NM_023009 MARCKSL1 4538.895 5771.694 5403.561 3409.221



11432 NM_00103939TBC1D28 118.9127 119.8323 119.6368 133.4259
19946 NM_018659 CYTL1 7553.889 5528.296 11045.51 285.9979
1189 --- --- 215.6373 183.1451 221.0412 112.9128

20527 ENST0000039LOC10013074 376.9921 341.3545 366.5723 438.3325
20529 --- --- 11.75175 10.97695 8.510075 19.21563
18281 NM_0010123 ROPN1B 240.598 461.9458 510.0611 7.333472
16162 NM_003092 SNRPB2 4583.276 3979.087 6192.155 1870.682
15209 BC035698 C2orf44 1008.744 1198.482 1131.788 724.7574
13364 NM_031918 KLF16 794.8415 610.9232 590.5553 1095.684
22608 BC041661 ZSCAN12 111.4733 118.7058 88.3013 175.8308
3155 NM_0010993 FAM22A 226.9778 220.2386 213.653 252.8915
4672 NM_032780 TMEM25 153.4991 104.531 122.7174 213.9153

10503 NM_000101 CYBA 649.0961 474.3947 261.9493 1312.599
14949 --- --- 2763.298 3614.837 2778.949 1686.761
26521 NM_025211 GKAP1 259.4674 171.571 210.4282 396.4398
6699 NM_006576 AVIL 124.6895 124.722 113.9348 162.9956

11619 NM_000223 KRT12 107.3193 98.06507 107.5494 79.05918
16688 --- --- 1608.677 1142.542 1643.017 2157.197
10457 NM_145254 TMEM170 2286.279 1661.471 1697.05 3455.882
11984 NM_020649 CBX8 417.7086 442.9509 400.3702 361.2052
10508 NM_000485 APRT 715.9917 674.6354 681.5773 999.001
26902 --- --- 55.09591 24.77752 56.83425 96.77776
18634 --- --- 42.63268 35.61839 62.93394 88.35026
19219 NM_024665 TBL1XR1 4106.873 3887.571 3615.609 5440.163
14707 --- --- 17.87718 20.24269 20.55533 27.52242
15657 --- --- 17.87718 20.24269 20.55533 27.52242
23565 NM_032120 DKFZP564O05 722.6795 637.1005 904.381 410.7642
1467 NM_014188 SSU72 1501.325 1544.511 1485.729 1783.67

12309 AF295726 C18orf2 68.37701 56.77827 96.3929 19.88633
1590 NM_00110266NBPF16 3203.951 3037.746 2874.48 3843.238

17851 NM_153461 IL17RC 691.2411 878.4891 759.8022 462.0948
10953 NM_0011137 ARL17P1 1072.367 910.9191 1022.547 706.2693
3580 AY704141  // PTPN20B  // P 166.3861 155.0144 272.9062 12.54872

27413 NM_138702 MAGEC3 127.7583 135.479 156.0872 103.3945
23472 --- --- 2851.849 2851.354 2699.46 3245.122
7309 ENST0000037RP11-251J8.1 225.5451 131.6662 203.5558 465.5505
2729 NM_023007 JMJD4 684.9537 723.7783 763.7552 540.7289

20530 NM_006317 BASP1 2084.382 542.1342 354.501 4959.537
9935 NM_002661 PLCG2 278.6949 135.9745 85.24172 585.5707

17583 CR456370 LOC51233 44.43742 47.45279 52.62788 58.89284
20915 NM_017706 WDR55 913.4494 827.779 894.873 653.2781
12638 NM_006949 STXBP2 484.1949 630.9337 247.5613 1062.708
16018 NM_004238 TRIP12 3838.106 4350.922 3980.267 3253.179
27216 --- --- 5055.696 4854.058 4825.08 5693.5
19128 NM_016094 COMMD2 2156.254 1701.923 2046.827 2804.792
1796 NM_017646 TRIT1 562.1767 603.0576 581.9247 788.55
5764 NM_019844 SLCO1B3 380.075 24.09865 42.22878 1185.548

17972 NM_001904 CTNNB1 8696.432 9048.556 9094.896 7673.41



12708 ENST0000033ZNF788 135.2337 159.9936 256.1441 10.01602
24251 NM_017439 tcag7.1314 439.9078 467.1748 586.7934 279.1277
15714 --- --- 84.3045 124.0709 131.1291 46.92971
27064 NM_014008 CCDC22 385.1132 380.5536 353.0955 505.4608

121 NM_00104548PRAMEF16 61.57316 68.34329 60.28098 79.40733
11880 NM_022739 SMURF2 4093.517 2308.339 2856.881 5776.262
8737 NM_004663 RAB11A 2584.924 2452.99 2449.458 3634.896
9230 AK125772 RPL4 793.0198 793.4141 780.7529 909.9405

27005 XM_00171575hCG_1644323 395.8795 406.2368 396.2529 463.7951
7322 NM_025138 C13orf23 2036.801 1391.642 2002.32 2822.349

26482 NM_00109966PTAR1 2674.106 3200.856 3095.906 2263.937
1361 NM_000254 MTR 1366.257 1358.035 1487.714 1174.616
1216 NM_001910 CTSE 175.312 158.0808 201.3129 92.02991

23922 NM_0010976 TMEM184A 169.4316 160.1247 167.7095 205.507
12236 NM_004163 RAB27B 748.2646 727.4023 1166.284 271.8357
2108 NM_175744 RHOC 5274.554 4693.054 5377.436 3187.985

16922 NM_001236 CBR3 677.8182 676.1323 584.1021 387.2484
21323 NM_016591 GCNT4 39.90586 24.02508 20.26028 76.49003
17259 NM_004914 RAB36 329.721 298.1835 403.3388 186.201
26187 NM_018956 C9orf9 216.9679 167.5931 126.9692 344.9982
16584 NM_000361 THBD 448.2829 185.7742 115.9668 1150.036
15436 NM_032779 CCDC142 241.3748 264.3979 242.1308 210.489
14578 NM_001056 SULT1C2 39.8507 71.15353 28.88602 116.69

84 NM_002631 PGD 3217.072 3703.176 2756.951 5924.913
9537 NM_015246 MGRN1 744.0723 812.9612 838.235 587.5293

17596 NM_000853 GSTT1 397.3293 406.0157 343.932 813.5563
25849 --- --- 398.5157 262.0068 357.6374 510.4388
26469 --- --- 398.5157 262.0068 357.6374 510.4388
23626 NM_005837 POP7 822.4565 689.2454 822.2272 548.6066
11891 NM_002816 PSMD12 1390.925 1004.495 1295.27 2044.863
9242 NM_018003 UACA 997.4707 489.8456 464.2999 1789.981

20658 NM_002538 OCLN 166.4357 140.4202 140.703 1502.403
17630 NM_002309 LIF 1857.811 2722.546 2468.313 1090.174
9925 NM_00110566NUDT7 126.0907 119.7145 74.0685 597.8563
5794 NM_00108050TSPAN11 405.767 621.1703 737.075 161.9094
5757 NM_019012 PLEKHA5 1562.573 1145.877 905.9301 2870.524
1913 NR_002944 HNRPA1L-2 6252.242 4902.514 6017.299 7847.74

23981 NM_015132 SNX13 1579.713 1705.571 1826.027 1378.698
22101 NM_153246 C6orf223 85.41499 96.50114 79.72062 108.4015
18859 NM_015541 LRIG1 987.9201 1745.745 1598.089 304.3116
25529 NM_015902 UBR5 1845.887 1639.589 1436.545 2722.521
16204 NM_001247 ENTPD6 2238.512 3242.033 2627.835 1247.733
14215 NM_016131 RAB10 3400.433 3776.753 3377.597 4362.019
6539 NM_015401 HDAC7 1080.833 664.5956 893.7498 1542.84

22008 XR_038624 LOC646785 2886.978 2639.382 2678.677 3112.012
28733 --- --- 18.3812 24.48867 25.87813 12.67313
22177 NM_004999 MYO6 820.563 646.8735 627.1175 1494.815
16814 NM_017798 YTHDF1 2594.662 2601.423 2821.628 2351.701



9526 --- --- 123.362 183.105 124.2072 48.22046
8417 ENST0000039IGHV@  // IG 231.0368 250.3485 234.3072 170.2235

18349 NM_152282 ACPL2 475.2609 591.6434 586.4501 341.1238
22425 NM_024630 ZDHHC14 266.8181 257.4385 278.6393 199.7162
8420 --- --- 243.1465 283.4755 273.6489 173.7897

12399 NM_002136 HNRNPA1 7020.43 5781.845 6704.351 8574.858
20425 NM_00101296DDX60L 662.2382 749.3623 580.3015 1005.672
26388 BC004406 KIAA1539 1003.139 1384.247 1114.334 531.5998
4013 NM_006074 TRIM22 574.5999 608.9151 1062.796 18.15183
2980 NM_032023 RASSF4 500.2183 631.6154 747.8773 233.3802
4775 NM_016522 HNT 893.1393 554.5652 1136.903 122.3763

21433 NM_005669 REEP5 3188.538 2882.229 2885.507 4268.396
10843 NM_007026 DUSP14 1051.343 928.4743 1283.762 589.6492
17237 AK129567 FLJ26056 268.8915 206.5222 395.0347 24.65456
17555 AK129567 FLJ26056 268.8915 206.5222 395.0347 24.65456
5476 NM_153705 KDELC2 2353.386 1883.818 2312.118 1333.131
9216 NM_017851 PARP16 589.6434 480.4193 499.6603 785.6713

10905 NM_005854 RAMP2 323.2497 439.3432 402.3408 189.9721
15213 NM_006277 ITSN2 949.6223 996.5079 1044.891 791.0809
24250 NM_017439 tcag7.1314 204.058 200.6366 259.5844 129.373
6657 NM_032364 DNAJC14 1256.416 1206.52 1191.807 1017.099
4507 BC040665 LOC387790 155.0964 132.8301 131.0621 184.2353
2540 NM_030933 C1orf14 132.1469 133.4993 141.5268 111.1028
8042 NM_002797 PSMB5 3551.363 3320.436 3627.641 2780.838

23569 NM_000089 COL1A2 1108.209 2124.287 2235.43 147.7306
4114 NM_005788 PRMT3 712.2465 549.2411 563.1755 1272.541

26253 NM_032477 MRPL41 1978.881 1774.558 2010.6 1559.054
16503 NM_021826 FASTKD5 1208.996 1075.609 1339.228 832.1448
15316 --- --- 33.81049 39.06543 45.42493 53.96351
20660 AK097411 FLJ40092 133.389 83.93948 119.6949 227.1272
19598 NM_001179 ART3 948.7195 1043.982 1807.49 3.992181
15756 NM_002349 LY75 187.5248 39.07003 29.10922 756.104
10211 NM_0010066 ARHGAP17 836.342 695.3555 746.7991 1315.295
23956 NM_006854 KDELR2 6588.146 6263.425 6739.523 5389.9
3764 NM_152309 PIK3AP1 166.4642 106.6009 97.55124 415.2916

13960 NM_016440 VRK3 782.1099 832.9329 706.3427 1027.443
8399 NM_0010144 AKT1 3974.453 3796.91 3817.516 3311.947

14867 NM_002210 ITGAV 3734.842 5327.411 5152.185 2423.901
23479 NM_015570 AUTS2 292.0078 160.1862 111.6432 604.9307
25716 NM_025239 PDCD1LG2 474.2952 337.6974 460.0324 1106.162
24371 NM_175064 WBSCR19 91.09336 82.39597 81.33695 65.69099
18222 NM_00100419CD200 4411.468 9678.059 8562.493 162.0989
6680 NM_000946 PRIM1 1270.193 932.5927 974.3141 2028.01

13691 NM_033103 RHPN2 1851.484 2058.737 2197.959 1285.299
26656 NM_022486 SUSD1 1094.686 958.425 1134.958 808.5688
8094 NM_015473 HEATR5A 1192.29 1274.244 1474.011 882.7832

27983 NM_152582 RP13-36C9.1 756.1965 789.6347 1409.708 2.604762
1339 NM_005999 TSNAX 1993.061 2766.656 2524.425 1437.902



24474 NM_003344 UBE2H 2531.983 2801.684 3079.042 1605.326
2532 NM_005819 STX6 939.092 1053.243 1234.567 665.3958

24623 NM_014867 KBTBD11 447.6651 375.2645 391.8767 588.6817
26093 NM_005294 GPR21 165.3825 173.02 164.6169 125.7784
16063 NM_022817 PER2 242.5007 233.7103 246.509 322.0002
4702 NM_015313 ARHGEF12 2470.237 1859.198 2292.37 3425.345

19456 NM_016531 KLF3 1112.838 884.7424 949.7294 1511.056
438 NM_199044 NSUN4 854.8348 912.8425 755.2197 1378.216

25675 NM_025251 KIAA1688 208.5615 174.3025 215.5073 258.1689
26817 NM_017617 NOTCH1 1187.203 963.1113 1446.287 547.6155
19457 BC040452 FAM114A1 1754.318 2074.479 1630.138 1254.976
25338 NM_00108164PRKDC 4485.962 3486.787 3651.41 5952.351
23704 NM_002851 PTPRZ1 445.1323 913.5782 579.084 5.469231
13040 NM_006630 ZNF234 788.7478 1052.539 969.9321 614.003
18666 --- --- 0.00489534 0.00332524 0.01555245 3.554185
23603 NM_145115 ZNF498 497.2541 618.1599 561.7502 377.5205
3807 NM_014591 KCNIP2 75.30724 86.00132 78.30766 105.4004

16301 ENST0000024C20orf95 118.8774 130.1613 89.21253 181.4158
7188 NM_002271 IPO5 3737.7 2885.134 3631.289 5124.035

27550 NM_024087 ASB9 294.2164 297.3091 495.0646 68.05563
14838 NM_014621 HOXD4 693.5115 729.0006 630.8681 553.1033
15827 NM_152275 TTC30A 355.2139 492.769 428.0276 251.901
17391 NM_006855 KDELR3 3085.761 3593.965 2569.698 1740.749
24500 NM_002825 PTN 105.8327 64.47684 103.9428 274.4109
2726 BC019830 PRO2012 542.894 742.127 678.1949 290.6806

17742 BC093956 FAM152B 3323.456 3190.892 3853.63 1662.42
7350 NM_198404 KCTD4 78.24622 54.75359 66.5804 173.4621

16869 NR_001458 MIRN155 76.80861 27.66583 23.94411 121.2273
22483 NM_178012 TUBB2B 577.8992 602.0939 606.2595 302.2062
12211 NM_015865 SLC14A1 4578.626 2420.692 4713.711 560.6229
20711 NM_017614 BHMT2 383.6637 379.2152 417.6293 474.0655
14849 NM_019091 PLEKHA3 967.0182 1147.94 980.0237 772.2887
9774 NM_005611 RBL2 1016.235 942.4482 789.4136 1464.57
2003 NM_00100866CCBL2 823.3777 980.3558 643.5712 1717.778
8818 NM_005530 IDH3A 3933.341 3767.152 3855.815 3366.097
2752 BC009447 FAM89A 756.5395 1246.683 1153.597 339.8969

11579 NM_025248 SNIP 187.004 196.9962 189.9118 174.0968
5885 NM_005556 KRT7 3351.233 389.0648 230.0455 6756.138
2345 NM_003993 CLK2 1798.25 2020.212 2047.12 1527.392

11426 NM_004169 SHMT1 1180.083 635.5052 694.1794 2850.408
24222 BC100972 tcag7.1017 201.479 214.923 215.8865 167.8774
6092 ENST0000029C12orf55 92.34103 54.80196 40.70715 517.3868

10097 NM_001116 ADCY9 918.5074 1101.451 1396.88 415.005
2969 BC007394 MGC16291 930.8252 1071.411 879.7617 647.1721

22352 NM_000288 PEX7 467.7773 496.9496 475.5582 415.3783
26406 NM_194328 RNF38 1038.339 1170.875 1301.496 764.2717
6011 NM_007199 IRAK3 759.5697 1435.165 1699.582 18.37921

26541 AL080179 LOC645961 77.24265 76.69969 76.39562 83.03953



28678 --- --- 58.59931 60.01354 35.59709 99.72424
2166 --- --- 176.7793 284.5819 223.0397 98.18279

15 NM_032129 PLEKHN1 302.3896 273.1519 278.354 370.6513
8624 AB037721 STARD9 255.0251 226.1753 193.9959 308.7317
3806 NM_012215 MGEA5 1988.361 1586.524 1501.235 2585.432
7569 NM_014828 TOX4 2176.689 2196.237 2038.524 2660.884
2267 NM_000449 RFX5 1508.096 1374.224 1720.083 1065.483

11970 --- --- 117.7381 68.71323 119.8251 173.8107
1128 NM_002293 LAMC1 5592.152 7094.607 6494.365 3108.998
6908 BC019843 C12orf49 1626.52 1428.188 1341.845 2022.281
2365 --- --- 55.32634 58.97361 55.31013 41.31073

26270 NM_152629 GLIS3 938.7955 786.1912 1238.08 381.2433
20843 NM_175856 CHSY3 234.2149 340.7641 291.5675 149.9509
12644 NR_002931 CLEC4GP1 598.1509 631.8998 635.6464 672.5969
3444 NM_00103984ACBD7 250.6134 192.2685 171.9674 567.9988

20072 --- --- 1466.649 1360.78 1444.561 1742.316
23967 NM_015204 THSD7A 105.1534 88.03087 106.2758 70.52615
16225 NM_00100840TTLL9 78.27262 69.86517 80.1999 104.6058
16312 NM_002660 PLCG1 1845.375 2161.032 2055.373 1564.078
5875 NM_014764 DAZAP2 4419.278 3900.921 4195.84 4897.31

10140 --- --- 1369.287 2001.089 1340.527 531.4861
18021 NM_138615 DHX30 3033.642 2591.341 3283.346 2056.576
4792 NM_002939 RNH1 1488.582 1351.94 1152.401 2300.856

13111 NM_020126 SPHK2 418.415 430.927 504.9568 328.205
1994 BC110898 C1orf181 1362.168 855.9958 1153.4 2663.038

28329 NM_002122 HLA-DQA1 640.3246 1295.4 984.4891 47.73866
28464 NM_002122 HLA-DQA1 640.3246 1295.4 984.4891 47.73866
22286 NM_002269 KPNA5 176.6823 156.8813 200.5079 356.164
12603 NM_0010015 HDGF2 769.8419 629.1644 616.2059 1066.06
25562 NM_000127 EXT1 4421.146 2852.023 2687.612 6375.646
15937 BC035737 LOC389073 81.70358 77.17387 81.21533 94.75275

958 NM_0010804 PEAR1 386.0988 68.67214 74.56166 1270.324
14506 --- --- 427.6064 277.2989 380.924 544.0015
9805 NM_152727 CPNE2 1548.476 1053.638 1184.748 1963.908
5348 XR_039283 LOC387787 273.6547 230.037 288.4708 184.2832

13854 NM_004234 ZNF235 422.8571 595.263 630.2394 277.7585
14013 NM_00110554ZNF83 188.9072 182.6752 155.9991 382.8936
19733 NM_152618 BBS12 210.9001 210.3427 228.076 147.5541
18832 NM_001660 ARF4 7113.39 7628.02 7660.666 5583.734
6952 NM_017612 ZCCHC8 936.9484 718.6584 910.2642 1203.972

23729 NM_004231 ATP6V1F 2254.79 3579.262 2608.931 825.4268
12466 --- --- 90.64008 98.96877 111.8122 127.0586
15411 NM_144582 TEX261 3110.599 2865.552 3201.483 3552.149
22815 NM_181356 SUPT3H 259.6362 144.6846 158.388 539.3992
14740 NM_018460 ARHGAP15 36.23121 48.41197 50.25102 22.74627
16432 NM_001794 CDH4 300.2294 207.4874 217.0134 1853.698
27160 NM_000166 GJB1 295.8448 546.835 327.7106 38.32596
14497 ENST0000039IGKC 122.9194 133.512 140.7287 87.91304



14978 --- --- 13.8251 15.79758 15.91993 9.422216
11308 NM_001212 C1QBP 4126.877 3875.384 4309.805 3371.513
27385 NM_018666 SAGE1 488.9853 340.9171 728.4176 3.100486

976 --- --- 736.816 362.6919 518.9572 985.1473
19847 --- --- 255.1004 197.4103 292.9619 375.5249
14388 --- --- 68.09009 48.15947 68.01158 96.17091
15826 NM_152517 TTC30B 147.7273 150.16 177.7193 107.8934
19778 --- --- 2435.049 1429.162 2328.358 3469.273
18910 ENST0000031LOC389137 1079.066 1225.278 1250.071 870.8829
16420 NM_0010014 STX16 1881.213 2202.124 1843.973 1359.444
6484 --- --- 102.7857 60.59689 57.40444 169.4366

17794 BC118575 C22orf34 118.2173 110.8666 133.3907 88.56056
2763 NM_005646 TARBP1 1041.002 1065.233 1234.98 834.7521

23197 NM_003247 THBS2 18482.59 34742.59 19253.98 111.6418
10139 NM_004862 LITAF 3814.345 5127.7 4548.105 2335.501
19142 NM_178822 IGSF10 107.947 183.3736 153.9114 48.70768
5397 NM_012193 FZD4 745.1921 653.6788 1096.953 219.3319

21861 NM_021064 HIST1H2AG 2284.77 1657.73 1686.45 2790.062
17211 BC041339 C22orf25 655.5246 881.4926 715.0092 449.899
25374 NM_014729 TOX 56.73875 90.34609 63.14874 122.9679
21438 NM_152549 CCDC112 91.65494 110.5633 116.0835 182.4167
6149 NM_014301 ISCU 1020.243 934.8897 998.5912 1167.325

27543 NM_174901 FAM9C 5601.732 4695.346 9378.197 60.43638
17077 NM_003895 SYNJ1 652.8553 480.0793 772.0477 283.9468
5766 NM_006446 SLCO1B1 87.04884 13.75611 17.1059 348.6072

25828 NM_000692 ALDH1B1 1537.172 1737.647 1459.458 2461.221
16428 ENST0000035C20orf177 882.6352 864.8226 1206.967 530.9044
12570 NM_015675 GADD45B 526.1773 347.3128 313.5359 895.0939
20835 NM_032446 MEGF10 749.1108 1298.439 1628.879 82.29109
18851 NM_014814 PSMD6 2091.776 2215.096 2145.481 1670.219
16498 NM_024325 ZNF343 424.8086 466.3447 544.0555 304.6516
22314 NM_012259 HEY2 218.1369 377.6201 258.1339 83.00371
7533 NM_0010047 OR4N2 58.51896 50.13837 52.56116 64.22331
2431 NM_007122 USF1 1896.961 1705.453 2194.414 1328.813
4493 NM_0010986 RNF169 1169.559 973.2136 1201.306 1633.152
5817 NM_013377 PDZRN4 35.46359 37.18715 40.27489 45.76828
6662 NM_003075 SMARCC2 2270.531 1912.904 1969.016 2766.509

18233 NM_002045 GAP43 54.56611 63.21783 64.03817 74.78168
1631 XM_00172005LOC10013345 5663.029 5215.749 5197.304 6870.96
2378 NM_198236 ARHGEF11 1845.111 2324.231 2951.235 948.5552

17917 --- --- 13.25352 13.24693 13.73703 21.7756
27984 NM_152582 RP13-36C9.1 712.0751 705.3825 1309.462 2.498307
9560 NM_000246 CIITA 375.4198 212.4868 357.6589 72.858

25522 NM_145690 YWHAZ 7855.272 6795.098 7227.808 8762.986
8206 --- --- 51.45152 43.72074 57.94383 91.07684

22443 NM_021977 SLC22A3 99.72878 26.63816 37.56585 306.1516
21107 NM_014757 MAML1 633.1343 555.7246 541.3032 737.2955
12682 NM_00100536DNM2 2459.617 2004.56 1747.661 2957.181



6123 NM_003299 HSP90B1 9785.965 9213.428 9434.599 8147.238
14364 NM_002398 MEIS1 237.858 330.9855 315.85 177.8995
6808 NM_000895 LTA4H 1584.355 1622.081 1495.201 2706.771

13035 NM_013360 ZNF222 280.9438 365.6895 346.6434 217.7009
5738 NM_003979 GPRC5A 1243.265 416.9658 569.3286 1958.573

10957 NM_004382 CRHR1 147.5457 139.3372 149.1915 171.7262
26927 NM_152581 MOSPD2 1753.763 1529.651 2274.257 919.9423
13988 ENST0000033LOC147645 316.3717 441.3636 369.6938 174.5336
15162 NM_020738 KIDINS220 1045.507 1062.742 1192.585 886.6078
12515 NM_006701 TXNL4A 1815.088 2385.945 2007.047 1308.826
11901 NM_080283 ABCA9 597.6615 1250.821 1305.098 26.78086
15178 NM_004850 ROCK2 4224.171 3569.997 5665.899 1958.805
19310 NM_015562 UBXD7 2605.552 1934.372 2015.398 3171.327
4957 NM_012250 RRAS2 2085.921 1360.425 1157.641 6149.505
834 --- --- 73.79963 80.89847 84.23242 171.1597

27600 NM_000475 NR0B1 155.7242 174.1562 259.4559 45.39449
14676 --- --- 27.71902 26.20235 31.51624 40.08534
17431 BC007210 CTA-216E10.6 246.0601 280.8367 285.0924 184.78
10263 NM_012248 SEPHS2 1307.188 1716.197 1506.38 977.4012
12647 NM_145185 MAP2K7 333.9817 252.9169 295.3896 406.9911
27436 NM_178124 CXorf40A 634.3937 749.0107 714.4468 549.843
10217 NM_001520 GTF3C1 1359.212 1468.144 1377.098 1207.857
18032 NM_199417 C3orf60 2957.897 2485.008 3022.336 1831.44
13297 NM_153263 ZNF549 301.231 304.2665 423.072 163.1033
1143 NM_022375 OCLM 259.9502 322.841 255.116 170.4934
3521 NM_019619 PARD3 1111.899 828.5012 883.7605 1748.334

26131 NM_005564 LCN2 8792.578 19832.62 15098.63 211.3334
22700 AF275684  // PPP1R2P1  // 452.1651 395.0262 384.4458 512.8181
28402 AF275684  // PPP1R2P1  // 452.1651 395.0262 384.4458 512.8181
28523 AF275684  // PPP1R2P1  // 452.1651 395.0262 384.4458 512.8181
21237 BC013351 C5orf28 700.2188 684.1653 669.9705 549.228
5525 NM_144765 MPZL2 75.32921 86.66289 81.98129 136.0287

15938 NM_005896 IDH1 2703.241 2920.229 2552.782 1884.621
26402 --- --- 3560.543 3007.161 3665.672 4418.879
1235 NM_020439 CAMK1G 94.48586 97.31636 94.60484 116.7781
2266 NM_002651 PI4KB 1796.277 1758.808 1993.696 1527.64
2535 NM_002065 GLUL 1307.237 972.7128 1208.862 2173.184

13389 NM_174983 C19orf28 4347.549 7135.604 5077.711 1443.661
4914 NM_016229 CYB5R2 2751.02 2405.618 3413.36 1427.831

20616 BC036528 C5orf35 294.8692 325.7182 349.27 220.7289
1611 --- --- 293.8596 193.0311 289.7901 466.917
2551 --- --- 32.5315 24.85411 36.22649 52.24594
6489 NM_021238 FAM60A 1276.587 1225.921 873.9862 2324.038

17623 NM_0010072 RASL10A 236.1764 213.7337 255.2782 286.548
11461 NM_003876 TMEM11 633.5095 558.4172 677.5751 465.693
26598 NM_003389 CORO2A 191.3298 244.1678 224.6933 150.5493
7948 NM_015156 RCOR1 1261.798 1017.778 1210.768 1743.094

14384 NM_016297 PCYOX1 1890.131 2719.827 2503.063 1327.626



22381 NM_00103006SAMD5 364.0014 391.3945 296.9592 863.5312
12483 NM_176787 PIGN 760.111 882.3607 849.5132 594.2985
17547 NM_030573 THAP7 1107.442 934.2776 1234.13 593.0511
1798 NM_005376 MYCL1 141.0426 164.6259 133.4515 196.247
8083 NM_033423 GZMH 115.9313 111.0659 111.3317 125.6783

20655 NM_001799 CDK7 771.2848 564.9442 710.9045 1031.843
28260 NM_001799 CDK7 771.2848 564.9442 710.9045 1031.843
23383 NM_152701 ABCA13 192.0069 120.5515 189.3428 66.47097
17535 NR_003700 PI4KAP2 1571.77 1651.063 1533.125 1303.142
6052 NM_024560 ACSS3 664.3588 749.77 832.0826 349.6377

13041 NM_0010323 ZNF226 228.7183 298.5068 271.0433 180.8331
19010 NM_017578 ROPN1 228.3848 475.9172 511.1219 4.199722
22450 BC110806 LOC441177 132.2029 157.6922 145.7664 103.0163
25630 NM_003724 JRK 481.7685 429.8891 371.8224 615.1657
18836 NM_000925 PDHB 964.0956 986.6846 1148.612 781.3285
24243 NM_175064 WBSCR19 201.403 202.0587 210.8336 168.393
14839 NM_006898 HOXD3 459.5561 444.0912 522.8756 306.0861
6488 NM_00108050OVOS2 561.8358 782.5109 692.5229 217.5133

23320 NM_032222 FLJ22374 621.2756 478.394 818.1119 220.0423
13894 NM_016457 PRKD2 1255.063 1423.804 1321.435 1122.607
1979 --- --- 21.01628 17.94654 25.31927 9.697776

12447 NM_006111 ACAA2 697.4271 604.0983 1161.196 47.06187
2990 BC107705 RHEB 2819.937 2446.868 3399.994 1645.397

27948 NM_001555 IGSF1 190.838 273.7249 220.564 119.1871
6533 NM_181847 AMIGO2 1120.514 236.3013 526.7425 2046.147

23749 NM_016352 CPA4 224.5305 291.5712 178.3036 905.9934
15196 NM_0010066 WDR35 363.3907 418.6752 443.741 279.2499
18324 NM_017548 CDV3 4473.133 3356.973 3884.792 5846.076
8341 NM_016150 ASB2 108.2216 166.0916 174.8766 60.91159

15503 CR601542 LOC654342 510.7814 367.9875 436.6016 824.8607
11775 --- --- 194.1576 106.3481 192.4704 292.453
20474 NM_014476 PDLIM3 398.1721 332.0037 388.275 206.2569
13647 NM_0010015 TM6SF2 147.0868 145.9967 147.2536 162.6717
12261 NM_003839 TNFRSF11A 1390.605 2017.617 2704.598 344.0956
11400 NM_006470 TRIM16 1418.555 2009.311 1824.36 914.9755
18882 NM_020872 CNTN3 48.75233 77.53414 55.9641 20.9924
13525 NM_0010804 ZNF433 108.1891 161.5175 144.003 74.5172
10907 NM_032387 WNK4 1098.888 944.429 1204.601 741.3231
18545 XM_00171823LOC642892 621.6072 556.0519 571.7823 763.731
5250 NM_032193 RNASEH2C 1820.652 1497.616 1626.076 1267.253

18144 NM_018293 ZNF654 840.3056 1103.897 1090.224 608.9485
6962 --- --- 55.95632 66.01965 76.82072 95.28168

24377 NM_0010976 POLR2J3 2938.49 3172.547 2945.636 1864.364
15210 NM_016047 SF3B14 2141.006 2652.544 2279.548 1724.682
2344 NM_005698 SCAMP3 2463.205 2275.771 3001.442 1483.208

23771 NM_005989 AKR1D1 38.2359 38.78842 27.82439 50.08044
7194 NM_177967 UBAC2 1579.594 1662.636 1695.086 1948.897
1712 NM_006762 LAPTM5 754.5483 232.8 161.156 2115.223



24554 NM_022445 TPK1 95.84077 58.01059 45.34339 216.0568
9303 NM_002891 RASGRF1 596.9478 174.7824 127.7486 1813.36

18074 NM_145262 GLYCTK 204.0056 233.8035 225.4963 183.0683
5856 NM_003217 TEGT 9278.607 8353.187 9912.62 11080.64
8670 --- --- 12.19457 10.23569 20.27163 29.64795
4603 --- --- 61.4955 48.21263 50.86961 71.56716
8259 BC053909 C14orf44 299.0115 261.7291 256.0862 347.5548

24831 BC101548 FLJ23356 3042.798 2580.734 3061.955 2174.993
21661 NM_004417 DUSP1 1467.88 596.843 298.6551 2630.684
11668 NM_003315 DNAJC7 1764.95 1293.153 1508.625 2686.294
23010 NM_002912 REV3L 1700.73 1481.008 2137.09 994.7822
28731 --- --- 238.0977 223.5552 194.9789 156.6436
19528 --- --- 7.308986 8.602282 7.724024 9.52819
14923 NM_003507 FZD7 686.1754 933.6718 838.1572 288.2959
21140 NR_003713 LOC728613 893.8032 912.0533 1122.406 685.9529
16631 NM_005225 E2F1 1222.861 1000.298 1352.805 738.3123
3228 NM_020348 CNNM1 102.85 148.933 128.1654 58.03783
9008 ENST0000028GOLGA9P 256.3911 266.3987 240.9297 319.5223

21381 AK130941 KIAA0825 129.3161 51.49764 73.2444 260.6222
6114 NM_020244 CHPT1 3424.082 4704.442 4034.68 2124.07
2669 NM_018252 TMEM206 565.3466 610.9885 721.9464 438.7873
3852 NM_014904 RAB11FIP2 1188.674 1249.338 1116.581 1015.784
6737 NM_001874 CPM 1404.725 2055.422 3085.495 16.83695

11310 NM_016041 DERL2 1770.942 1957.036 2000.447 1435.667
3830 NM_033397 KIAA1754 718.2813 538.1428 466.1721 989.7491

27835 NM_018476 BEX1 236.0319 192.5667 241.4187 144.1344
2032 --- --- 0.00241551 0.00386235 0.4547283 1.914079

10348 NM_001896 CSNK2A2 4294.726 3132.715 3662.407 5436.124
27493 NM_139250 CTAG1A 691.8409 949.7482 848.4727 470.3233
28077 NM_139250 CTAG1A 691.8409 949.7482 848.4727 470.3233
1794 NM_001720 BMP8B 389.0724 425.4684 406.5672 329.0071

23560 NM_012395 PFTK1 1050.886 948.9357 1394.687 558.308
11197 BC064545 FLJ35220 299.1718 255.2475 235.1006 348.6601
20005 --- --- 3.532727 2.33463 3.598755 5.860874
2123 BC063894 DENND2C 290.7722 320.2472 302.5499 399.2185
862 NM_030918 SNX27 1731.487 1965.449 2109.308 1456.133
350 NM_00103174MANEAL 246.3033 483.6017 343.8867 47.54039

23257 --- --- 25.81874 10.32676 33.82774 51.28781
26948 NM_014927 CNKSR2 416.1395 268.6242 573.34 23.01361
10247 NM_178863 KCTD13 737.33 962.4113 888.9056 423.1116
13481 NM_152476 ZNF560 152.6845 144.011 264.2591 20.84636
19546 NM_001075 UGT2B10 35.08096 37.73729 21.11362 5.001857
23926 NM_013393 FTSJ2 1134.882 944.2563 1278.901 692.1761

212 NM_015013 AOF2 1959.257 2229.691 1889.221 2728.273
3253 NM_024747 HPS6 414.8698 299.4352 328.8911 502.3484

16206 NM_002862 PYGB 8749.19 9582.672 8570.438 3445.932
8104 NM_021249 SNX6 2301.154 1963.676 2107.794 3930.645

25794 AY513283 GLUL 1947.56 1243.501 1873.503 3205.267



17495 ENST0000038FLJ39632 506.8405 979.8408 690.1277 130.2401
2227 --- --- 356.0945 322.3399 658.6837 993.862
1060 NM_006902 PRRX1 237.8979 138.4899 279.7345 6.978425

15565 --- --- 908.0193 401.4943 1029.072 1669.863
22277 NM_002356 MARCKS 2732.782 2067.302 1362.308 3614.212

634 --- --- 4940.53 4953.092 4951.011 5705.596
11932 NM_020679 MIF4GD 360.1836 209.929 222.8885 544.4042
15400 NR_003705 SNORA36C 69.44211 79.25681 77.71494 62.67041
19092 NM_023067 FOXL2 1289.071 1181.065 1245.252 1370.619
7776 NM_0010348 SMOC1 157.9005 139.5956 152.8687 234.9003
2087 NM_000849 GSTM3 473.0699 1092.471 801.1292 0.1583558
8235 --- --- 1106.376 847.9736 1002.907 1367.517

26536 NM_002048 GAS1 471.6743 563.8881 493.0814 333.6906
15368 --- --- 24.50999 5.909791 11.1344 40.05076
9998 NM_006086 TUBB3 2174.023 2087.014 2594.772 1344.307

24008 NM_015550 OSBPL3 2332.661 1765.51 2550.837 1230.953
4738 NM_022370 ROBO3 109.0296 121.5603 105.0143 85.24862

17693 NM_002872 RAC2 1969.174 998.09 1503.33 2601.51
24823 NM_002690 POLB 887.9407 1432.809 1183.414 541.5206
17176 NM_006272 S100B 2086.952 4538.581 2908.346 4.443847
24921 NM_024721 ZFHX4 1060.884 652.4196 929.7347 1985.225
12388 NM_001792 CDH2 4564.349 4511.481 5940.302 2906.267
2733 NM_181462 MRPL55 303.3488 274.6188 318.2013 244.8179
3492 NM_173576 MKX 849.481 65.69124 58.89298 2275.479

10680 NM_018019 MED9 363.2086 366.5099 371.8509 409.8083
3045 ENST0000029REEP3 1198.766 1039.489 720.1985 1827.749
7220 NM_005537 ING1 543.31 522.9733 539.4202 477.2374
9707 NM_004604 STX4 685.7344 649.0633 704.4355 588.631
7066 XM_929830 RP11-251J8.3 89.68752 61.32657 87.46223 203.9988

23680 NM_00109966LRRN3 90.21609 110.5947 97.70739 75.48111
12143 NM_00100548OR4K15 65.49714 70.52534 78.06839 55.68211
23018 --- --- 197.5616 180.6587 229.2785 131.5818
18994 NM_005335 HCLS1 430.7451 75.292 49.32861 1160.298
20506 NM_139056 ADAMTS16 191.0623 146.7506 141.9169 341.5036
11411 BC031263 LOC201164 565.0447 507.0578 598.9563 381.0396
7883 NM_006215 SERPINA4 117.6155 105.2314 113.5196 136.7551
444 NM_178033 CYP4X1 35.99643 39.93123 59.92534 10.13981

5481 XM_062025 LOC120364 275.1675 183.6104 261.8363 398.9918
16877 NM_020152 C21orf7 265.6441 163.8278 150.8097 822.1896
15217 NM_016544 RBJ 155.9192 187.9556 152.3844 118.6953
10778 NM_152345 ANKRD13B 328.142 417.3596 372.2556 236.4568
18656 NM_014831 LBA1 363.2188 433.4286 484.8468 217.0426
13290 NM_020657 ZNF304 429.4585 441.9821 448.631 355.3779
12433 NM_016097 IER3IP1 1253.047 1432.131 1427.154 995.5673
17372 NM_013385 PSCD4 123.5921 121.0033 90.52365 195.1189
3284 NM_016824 ADD3 1002.213 1392.43 1597.752 641.4001

23865 NM_013400 REPIN1 1208.047 1096.409 1435.544 723.2025
12323 NM_173464 L3MBTL4 192.1284 388.4482 340.9329 49.70746



1904 NM_014762 DHCR24 5042.922 3300.299 3078.645 9913.775
21528 NR_002913 SNORD63 49.03142 49.10634 51.47021 123.9899
18639 NM_003615 SLC4A7 2160.376 3298.762 3540.439 1215.243
25764 --- --- 1496.174 728.7861 783.3073 2803.935
16715 AY372172 SPINT3 146.2574 120.5723 157.6268 205.2355
18730 NM_016479 SHISA5 4673.015 4695.088 4781.517 3554.507
13550 NM_031429 RTBDN 68.28532 73.58855 76.09771 84.89362
19181 NM_000055 BCHE 455.308 547.7778 564.9186 371.4229
24407 NM_002291 LAMB1 5162.917 5155.043 5629.86 3089.455
1725 --- --- 114.7731 60.81997 135.8755 194.1769

20128 --- --- 25.472 32.1374 29.3975 45.99254
2291 NM_006945 SPRR2D 80.98309 135.8376 166.0423 16.15691

11598 NM_033419 PERLD1 384.259 520.1503 421.8221 250.5859
12341 AL359580 DISP2 1827.435 1983.646 2763.771 1043.621
15755 NM_014880 CD302 1825.167 2049.407 2176.19 1531.528
23645 NM_024653 PRKRIP1 582.6352 718.597 589.8013 445.6262
11782 NM_014897 ZNF652 680.5778 626.813 684.5241 954.1063
18116 NM_006407 ARL6IP5 4133.304 6262.086 5578.98 2843.944
23504 ENST0000033LOC389523 662.8497 698.647 767.0782 554.9207
24226 NM_178831 tcag7.1177 662.8497 698.647 767.0782 554.9207

347 NM_003462 DNALI1 135.2725 215.0626 199.9378 66.36035
11199 NM_024591 CHMP6 804.3238 582.494 704.8467 1011.78
7963 --- --- 116.2175 132.0464 116.3266 88.35281
4742 --- --- 98.44183 52.23572 66.81355 157.7693
2404 NM_004833 AIM2 437.9539 466.3234 851.0884 2.419559

12522 NM_033513 C19orf20 325.742 295.9185 312.7243 377.5067
19992 --- --- 102.6259 114.1498 86.44251 63.36741
25627 NM_145003 TSNARE1 258.8675 169.5198 199.1963 386.3497
17369 NM_00101344MPST 420.2557 394.1286 365.3066 478.8088
4045 NM_175733 SYT9 110.4801 112.4473 120.1744 101.3183

25348 NM_014781 RB1CC1 1098.525 896.1071 841.3379 1760.119
10373 NM_003789 TRADD 841.842 901.8323 856.4469 938.983
17959 NR_002325 SNORA6 438.1797 389.4699 388.2069 329.0235
7019 NM_148957 TNFRSF19 1264.564 2739.117 1892.786 145.5084
2973 NM_018590 CSGALNACT2 486.7698 393.4305 441.0524 639.888
9189 NM_134260 RORA 68.63738 143.5762 31.48743 319.1357
5090 NM_006637 OR5I1 66.14893 67.89569 63.73878 78.03466
9918 NM_153688 ZFP1 452.4767 307.3105 356.9978 798.594

12115 NM_006868 RAB31 3736.476 3714.275 4580.903 2545.934
24134 NR_003949 FKBP9L 638.7375 994.0761 891.2557 264.1978
3934 NM_020901 KIAA1542 573.8987 515.8811 540.5063 698.7362
2206 NM_00110266NBPF16 3863.76 3621.736 3387.559 4537.538

25586 NM_194291 TMEM65 561.0538 490.6765 407.1418 842.1891
12600 NM_024333 FSD1 289.9291 603.8369 566.9787 74.31645
22488 --- --- 32.55665 35.6898 29.42589 50.2667
22236 NM_0010043 LIN28B 122.3077 225.5196 286.1799 1.923047
18375 ENST0000029PFN2  // LOC6 72.81019 76.41615 74.08279 45.50814
11820 NM_003168 SUPT4H1 1878.811 1776.195 1832.074 1562.305



4995 NM_145650 MUC15 48.6601 51.06768 74.14658 26.07065
7992 ENST0000038FLJ39632 530.0156 1031.863 718.1917 136.2993

16960 NM_018964 SLC37A1 132.3836 66.24545 72.37349 258.3346
25689 NM_006557 DMRT2 476.3184 418.7604 843.1263 5.909195
27118 NM_198451 FOXR2 230.932 195.1466 389.6151 20.64506
4610 NM_018712 ELMOD1 74.14137 34.72185 70.16847 166.0348

19942 NM_032927 TMEM128 385.2225 384.1762 394.2363 320.003
20045 NM_000807 GABRA2 134.2573 262.1652 162.9882 24.06085
7946 NM_018335 C14orf131 251.8497 194.8717 195.3889 328.6862

11734 NM_199282 ARHGAP27 317.9933 221.594 150.4292 547.5975
1747 NM_007167 ZMYM6 617.9253 696.22 569.3517 910.5161
9174 NM_001110 ADAM10 4529.949 5380.971 5108.616 3947.033
1497 NM_000983 RPL22 188.4571 261.0525 183.1735 369.982

16752 --- --- 45.69349 44.64613 46.02496 50.37701
1321 NR_002834 DUSP5P 103.6636 67.04513 30.36909 213.6216
127 NM_006474 PDPN 1535.95 279.0535 104.954 2530.869

23954 NM_00103716MGC12966 939.4465 975.6892 971.1989 839.0489
3254 NM_015062 PPRC1 1108.682 678.7307 776.5674 1568.753

24391 --- --- 157.3811 145.0241 168.854 215.354
11941 NM_199242 UNC13D 623.1165 142.019 170.3258 1395.003
17834 NM_014674 EDEM1 1379.042 1634.92 1508.035 927.2403
20935 NM_018932 PCDHB12 55.15196 72.57211 63.04353 33.14375
2619 NM_014935 PLEKHA6 305.8159 169.7746 182.1131 899.4339

25237 BC013100 FLJ14107 175.7256 274.7419 168.4804 66.23238
6434 --- --- 334.5417 361.1503 392.0443 486.1011
3347 NM_00102988FAM24A 81.06647 84.91859 79.62463 112.319

27549 NM_0010181 FANCB 1051.471 896.2068 1406.35 470.0201
9872 NM_003983 SLC7A6 1800.437 1162.312 1375.203 2282.896
7509 NM_024537 CARS2 1503.814 1729.683 1563.811 2346.043
8894 --- --- 604.2137 414.581 639.0149 848.9402

25377 NM_004056 CA8 590.3511 1350.76 1052.743 46.19707
4843 NM_016320 NUP98 3850.865 3265.654 3322.63 5617.416

14407 NM_080916 DGUOK 2092.81 2678.774 2432.116 1737.136
22122 --- --- 222.6626 340.99 314.9524 136.3776

128 NM_012231 PRDM2 879.8539 1075.083 985.2133 747.5093
24685 --- --- 467.1302 449.5592 455.3707 588.9465
13574 NM_005716 GIPC1 704.9912 748.8629 716.423 828.5551
21555 NM_033449 FCHSD1 199.0953 188.9242 119.8919 319.6545
8318 NM_0010108 TTC7B 1073.844 830.498 737.9168 1633.747

10370 NM_004165 RRAD 93.61832 103.0654 85.71142 122.6105
1655 NM_170743 IL28RA 177.2491 173.0033 224.1176 115.9127

28115 NM_033284 TBL1Y 146.0457 180.5367 133.2967 329.4933
20077 NM_002253 KDR 1948.113 967.0828 2182.998 115.3951
12170 NM_012189 CABYR 451.2246 332.6096 580.0783 172.2314
22031 ENST0000035FLJ43093 133.8323 145.6008 148.8882 121.8221
4140 NM_00107724DEPDC7 1767.805 970.8007 2170.56 152.5298
9941 NM_001257 CDH13 2655.425 1577.098 3664.862 37.71198

11226 NM_024619 FN3KRP 992.3917 765.2646 954.5787 629.1495



24133 --- --- 134.6077 130.94 136.0034 179.5894
9524 --- --- 22.33855 39.54184 32.33374 0.9901599

20580 --- --- 116.5641 95.34539 99.69971 129.7225
28081 NM_002436 MPP1 1118.962 1176.126 1028.16 1697.226
17285 ENST0000035CTA-221G9.4 793.5698 466.8641 480.5933 1401.847
19768 --- --- 179.8571 69.4514 187.2511 302.1096
23994 NM_012294 RAPGEF5 205.4362 360.554 361.6024 94.62436
8366 NM_138576 BCL11B 200.9639 179.0607 191.1663 216.1474

22228 NM_005604 POU3F2 855.6275 728.7723 1371.164 197.4266
11927 --- --- 18.76555 24.26575 20.12389 28.16934
23281 --- --- 401.8006 358.7867 386.7703 537.7072
24934 NM_000067 CA2 164.4844 56.85183 49.44415 440.8278
6618 NM_002272 KRT4 529.6165 489.2968 556.1809 640.5683

18803 NM_003157 NEK4 1251.88 1067.65 1277.289 933.7856
23491 NM_017528 WBSCR22 2543.899 2478.412 3365.591 1523.144
6080 --- --- 1872.896 1255.012 1962.399 2761.305
3785 NM_001308 CPN1 103.3696 171.4771 125.0501 53.4517

19248 NM_004366 CLCN2 934.2929 1268.005 1039.804 630.1759
24524 NM_016071 MRPS33 362.9278 513.5441 557.9618 244.0889
13701 NM_175872 ZNF792 284.2738 308.4489 271.9052 520.9211
23079 NM_052831 C6orf192 1229.482 2178.253 2126.501 558.7615
11100 --- --- 33.07989 41.61632 35.31134 20.27614
5473 NM_017515 SLC35F2 1695.056 1389.246 1627.736 2306.526

28632 --- --- 172.4379 153.7628 199.7285 249.4557
6007 NM_014319 LEMD3 666.8851 524.6976 605.0849 946.1234

11504 NM_020772 NUFIP2 2390.204 2433.24 2929.396 1863.657
14833 NM_021192 HOXD11 329.3309 472.5475 388.1295 218.6342
5159 NM_016582 SLC15A3 484.2098 578.7397 895.771 114.6558

25741 NM_0010402 ADAMTSL1 613.8589 193.3708 91.08421 1103.953
2913 NM_004641 MLLT10 1167.581 926.329 919.8566 1722.864
3818 NM_012229 NT5C2 1658.055 1357.566 1232.325 2269.74

20284 NM_024590 ARSJ 1235.209 875.9845 1455.387 518.3961
10572 NM_153827 MINK1 951.4717 934.3589 864.5021 1032.764
23217 NM_00103996GPER 146.4247 156.5014 145.4292 215.3649
15207 NM_017552 ATAD2B 287.1431 311.2076 306.1417 247.4769
18096 --- --- 78.42135 128.2231 88.38669 29.37833
1899 ENST0000031CDCP2 167.3949 150.7252 141.6516 239.105
6921 NM_053275 RPLP0 8832.479 8098.41 8039.549 10681.14

11831 --- --- 410.7905 642.4239 723.0385 195.6265
3763 NM_020123 TM9SF3 5181.345 4282.411 4565.746 6917.442
6458 NM_002300 LDHB 5035.899 6146.804 6575.701 3500.169

22994 NM_173672 PPIL6 76.27586 110.3497 57.8236 154.3294
18396 NM_007288 MME 2294.479 2785.136 597.9662 6532.765
21843 NM_021052 HIST1H2AE 1555.599 918.4614 252.087 2591.856
4355 NM_032344 NUDT22 574.3687 543.9116 511.9454 621.5508
1104 NM_015602 TOR1AIP1 3714.795 3266.428 4167.993 2604.235
4617 AY662656 SKCG-1 89.65432 89.25529 91.75163 114.9643

22308 NM_001446 FABP7 191.9818 388.8445 257.2498 27.4552



21300 AK097411 FLJ40092 177.256 123.0248 160.4773 261.5305
27297 NM_012216 MID2 281.7715 25.46002 20.25064 660.7365
20487 --- --- 88.39317 80.1762 88.72365 98.42725
23364 NM_175064 WBSCR19 137.8555 159.7344 139.496 106.6007
18986 NM_153002 GPR156 102.1137 144.5465 122.1991 61.1444
4053 NR_002580 SNORA3 2311.664 1976.313 2947.355 4550.006

23376 --- --- 61.11721 75.35371 81.97934 45.43866
26757 NM_014908 DOLK 829.913 903.9178 914.63 621.1754
13523 NR_002944 HNRPA1L-2 7432.241 6198.26 7129.959 9067.719
4965 NM_001017 RPS13 5852.321 5394.184 6052.988 7960.052

19780 NM_172250 MMAA 269.8327 226.3714 264.9833 199.0728
1504 NM_024654 NOL9 1997.656 1519.056 1903.075 2737.846
7937 --- --- 103.7204 54.57691 72.07513 267.6186
4030 NM_000543 SMPD1 1124.294 1708.829 1452.096 625.9136

23515 NM_0010404 RHBDD2 1349.892 1750.592 1560 627.0513
16320 NM_032107 L3MBTL 139.5875 189.3263 136.2239 246.8168
14191 --- --- 420.7505 244.2514 452.2021 674.9796
14144 NM_003108 SOX11 946.1157 1034.622 1053.968 858.2111
28116 NM_002760 PRKY 110.2401 123.481 105.7053 162.9525
7882 NM_058237 KIAA1622 214.2417 309.0305 386.129 68.79522

21492 AF226055 C5orf15 2703.408 2914.623 3054.545 2176.673
26310 NM_001122 ADFP 1332.887 2797.62 1642.082 29.42283
20490 AK123403 LOC389834 636.0235 1250.653 901.9576 189.9055
26742 NM_003863 DPM2 1314.602 1080.364 1307.659 821.3858
19608 NM_025074 FRAS1 77.81326 246.5973 54.10349 547.6104
1327 NM_006542 SPHAR 500.2339 535.9692 595.1718 827.6992
3488 NM_145698 ACBD5 846.483 806.9949 889.671 713.1497

27746 --- --- 352.5119 353.3114 358.397 408.1618
5888 NM_199187 KRT18 2278.143 898.6363 1034.378 3745.478

18706 NM_001295 CCR1 78.62262 80.65937 118.3272 39.75201
26763 NM_017873 ASB6 1677.906 1465.691 1867.97 1225.361
18763 NM_003335 UBA7 572.6688 650.9244 743.577 219.4392
10345 NM_020807 ZNF319 469.7023 349.478 355.7877 675.9636
22522 NM_005493 RANBP9 3232.199 3145.756 3440.658 2769.731
5326 NM_030813 CLPB 1185.669 1137.627 1213.263 981.0107

15992 --- --- 202.2668 143.2265 211.8332 267.3737
21646 --- --- 9.870035 4.321395 8.075236 14.30886
6406 NM_0010985 PRR4 213.6452 155.5003 193.8644 300.1467

10332 NM_001144 AMFR 2331.461 2198.841 1632.714 3196.084
17375 NM_018957 SH3BP1 378.1889 550.6 440.7861 251.2196
22775 NM_002630 PGC 219.9652 237.3442 240.19 275.0128
12030 NM_019613 WDR45L 2222.231 2284.749 1909.289 2738.401

833 --- --- 1838.977 1174.727 1959.677 2730.851
8809 NM_147188 FBXO22 2085.141 2441.737 2337.724 1753.977
1528 NM_020248 CTNNBIP1 1695.147 1184.785 1680.455 790.4077

23090 NM_003980 MAP7 158.0909 168.2193 151.7571 178.0867
5041 NM_003654 CHST1 1134.008 563.4576 1143.214 121.5411

19666 NM_000253 MTTP 48.0812 52.16468 55.81433 33.12805



23648 NM_175064 WBSCR19 94.17546 90.20931 86.1747 71.47019
23657 NM_002803 PSMC2 2239.469 2528.003 2751.084 1627.236
12549 BC000890 C19orf24 981.1505 993.3674 1020.332 801.4493
3470 NM_022365 DNAJC1 1608.849 1443.707 1398.195 1832.265

26213 NM_014811 KIAA0649 637.5096 630.7005 484.4836 854.9641
16831 NM_00103946RGS19 773.5419 644.9716 766.8037 556.1693
11022 NM_005486 TOM1L1 1184.943 1078.238 850.6849 2153.465
17254 BX641141 LOC96610 2333.946 2017.014 2426.252 1746.914
15898 NM_015049 TRAK2 2038.642 2415.171 2101.815 1654.818
27366 NM_003951 SLC25A14 227.1908 194.2503 273.1815 145.7383
9701 NM_014771 RNF40 1493.515 1466.1 1569.609 1318.701

18067 --- --- 226.9855 205.6437 272.0446 341.283
21001 --- --- 5.537568 4.335582 6.949543 8.570281
11678 NM_012232 PTRF 2322.952 1272.527 1818.297 3039.361
27309 NM_002578 PAK3 132.508 65.05048 68.963 589.2419
19304 NM_003234 TFRC 5327.442 5738.827 6909.926 3752.268
12294 --- --- 20.63348 6.363188 2.12097 38.51038
20801 NM_152624 DCP2 707.0788 679.1767 640.4052 1209.545
2056 BC029438 FRRS1 1007.578 1253.779 1165.475 838.337

18807 NM_0010051 SFMBT1 750.45 682.7141 882.5421 540.3535
2907 NM_178815 ARL5B 1732.502 1585.717 1345.203 2207.867

24261 NM_033026 PCLO 497.4599 302.7318 594.535 128.6035
25048 NM_025195 TRIB1 1532.393 2343.677 1856.048 797.0756
5788 NM_0010298 REP15 119.4499 134.549 90.79049 63.97251

16314 --- --- 328.1161 346.6857 395.0402 493.9051
19384 NM_152293 MGC21874 1006.021 875.7949 906.2627 1326.251
18095 NM_177966 PDE12 1392.313 1271.277 1601.471 1059.638
4445 NM_007103 NDUFV1 1739.699 1571.405 1636.092 1874.308

12545 NM_000455 STK11 613.7029 521.5682 479.6721 715.3795
21064 NM_002449 MSX2 371.0385 273.2761 66.33056 615.0285
28059 NM_000425 L1CAM 853.7256 1910.429 1469.716 97.16969
20475 NM_021069 SORBS2 1169.855 1238.997 2269.734 67.18493
11485 NM_054035 UNC119 422.6139 489.4209 473.5828 343.5668
16263 NM_006404 PROCR 1289.082 1853.656 1597.937 718.4438

839 NM_018997 MRPS21 2842.47 3824.343 3686.835 1759.735
3065 NM_033500 HK1 1960.849 1741.867 1525.675 2512.354
9310 NM_015154 MESDC2 1164.827 1235.603 1213.539 1042.192

13833 NM_002785 PSG11 51.36279 47.72118 57.20827 32.01194
24398 NM_020725 ATXN7L1 588.0988 579.3132 625.4918 462.1811
3030 NM_0010805 BICC1 1203.595 1289.05 1680.518 578.3963

11969 NM_003955 SOCS3 513.1485 453.6419 543.5571 256.6516
22238 NM_001198 PRDM1 368.5588 248.5814 388.0881 85.14814
16098 NM_178578 PSMF1 2559.367 2295.378 2280.748 2771.027
7399 NM_018676 THSD1 170.9867 112.5436 111.6121 210.1523
7375 NM_005767 P2RY5 276.7845 627.8368 450.9439 26.76336

12695 NM_001299 CNN1 178.966 147.5514 160.3184 240.0636
4172 NM_000401 EXT2 4722.905 6027.978 5787.015 3546.524
2629 NM_018203 KLHDC8A 232.8258 294.9481 253.2608 328.5209



27237 --- --- 90.469 62.17594 84.04478 113.6374
11104 NR_003706 SNORA38B 4241.193 2483.725 3924.302 5880.616
27243 NM_021029 RPL36A 1563.674 1645.582 1791.791 2120.939
17057 NM_181611 KRTAP19-5 279.3298 163.8985 228.6236 409.1989
24864 NM_002350 LYN 1467.52 804.3441 989.1844 2305.542
20432 --- --- 810.1861 665.3209 712.6884 1066.971
24325 NM_145111 C7orf38 208.6937 212.153 247.5777 161.4379
18779 BC034766 C3orf18 157.1137 165.0877 151.1016 182.1828
9444 NM_005861 STUB1 1017.485 961.8046 1116.348 718.8036

10452 NM_030581 WDR59 860.8269 630.1917 662.2369 1323.917
13250 NM_032430 BRSK1 349.5161 437.7919 395.6196 238.4697
27706 NM_017848 FAM120C 999.8144 717.9182 1121.508 431.6464
5002 NM_170732 BDNF 287.5913 137.2348 145.9223 444.0105
8426 --- --- 718.3258 534.6726 661.1918 863.2783
8439 --- --- 718.3258 534.6726 661.1918 863.2783

23367 NM_006555 YKT6 4106.51 3481.1 4262 2991.034
13835 NM_002783 PSG7 113.2566 65.67669 142.1095 438.4775
8441 --- --- 832.639 644.1362 819.1298 1042.489
4103 AF512499 FAM10A5 1664.134 1698.003 1704.5 2250.216

26599 NM_018421 TBC1D2 848.2883 238.2609 204.2155 1459.154
18422 NM_015938 NMD3 2152.727 2078.871 2090.366 3017.894
15153 NM_003310 TSSC1 930.449 1098.794 973.0122 773.2748
23402 --- --- 494.6706 493.122 534.2195 582.7322
12304 NM_130386 COLEC12 553.0765 389.515 320.6835 81.73376
10101 NM_024535 CORO7 388.5328 399.6638 312.9851 538.6863
16520 NM_0010099 C20orf30 4552.462 5394.568 4945.595 3939.716
23979 NM_006408 AGR2 64.99223 73.91689 71.08013 82.57033
7183 --- --- 181.7086 188.0152 191.7117 129.6019
2770 NM_152490 B3GALNT2 1347.68 1200.136 1498.544 939.7465
3012 NM_005437 NCOA4 2021.318 1159.715 1424.602 3406.145

12713 NM_0010997 MORG1 357.614 318.9094 328.2684 287.4901
2073 NR_003719 NBPF22P 139.2476 131.1221 176.9459 85.27545
7788 NM_015604 WDR21A 513.9073 485.185 495.9277 880.7861

19161 NM_024621 VEPH1 736.6649 185.8413 194.0914 1957.63
1015 NM_032738 FCRLA 431.7232 1031.438 860.36 26.61075

18193 ENST0000030LOC10000967 497.5405 447.6242 532.4877 350.2662
9269 NM_005697 SCAMP2 1717.337 1722.733 1425.729 2340.223
1941 NM_015139 SLC35D1 408.2035 428.269 535.2064 307.3868

21819 NM_170740 ALDH5A1 189.1499 143.2432 148.1354 416.9706
4900 NM_001164 APBB1 337.4196 654.5164 417.8497 55.7017
693 --- --- 20.04899 19.76972 20.43557 13.02584

17805 NM_00100179FAM116B 273.1629 264.9803 254.6524 293.2849
23404 --- --- 572.3594 420.526 529.0787 765.4334

856 NM_003557 PIP5K1A 3891.307 3602.24 3987.459 3132.658
495 NM_006252 PRKAA2 1316.958 1679.911 1463.13 2695.133

11874 NM_018469 TEX2 949.4716 815.7725 1137.179 622.3376
8075 NM_014430 CIDEB 249.2095 166.9574 279.5071 95.62821
434 NM_005727 TSPAN1 356.557 493.162 193.7678 2056.527



8583 NM_152594 SPRED1 3012.958 3407.58 3569.132 2621.234
18378 NM_032025 EIF2A 1887.182 1499.13 2040.254 2658.474
8534 ENST0000028GOLGA9P 159.335 163.4159 152.2755 206.4615

20867 NM_003337 UBE2B 934.6873 830.7523 887.4627 1016.193
27228 NM_013347 RPA4 107.4701 122.8763 115.2999 93.47902
8382 NM_014226 RAGE 1534.986 1081.711 1901.61 442.794

18969 AF509494 KIAA1407 74.15672 63.79704 46.06862 123.6248
15966 NM_001087 AAMP 1704.892 1862.762 1689.012 1428.115
3148 NM_004329 BMPR1A 1563.14 1400.486 1149.507 2236.021

26133 NM_004408 DNM1 969.6306 1112.077 930.3436 1305.793
14354 NM_203437 AFTPH 890.7996 945.4866 1051.481 772.6534
16579 --- --- 50.03947 59.28619 47.06694 29.27947
9769 NR_002944 HNRPA1L-2 6910.76 5718.915 6564.039 8488.801

23111 --- --- 1212.712 1145.889 1326.458 1631.768
8536 BC070492 FAM7A1 140.1375 124.9016 146.8469 191.3651
7172 --- --- 1967.716 943.8461 1007.845 3696.627
257 NM_006142 SFN 1402.709 221.33 139.8215 4918.917

3719 NM_032810 ATAD1 1155.165 1072.848 994.4116 1424.999
27095 NM_003147 SSX2 49.75719 42.83627 65.55404 20.76616
19064 --- --- 43.97499 25.80486 36.34487 102.6736
2660 NM_172362 KCNH1 514.7527 287.83 612.0159 60.66481
7165 NM_0010401 SLAIN1 1012.846 618.3164 996.5209 1582.88

16109 NR_002738 SNORD57 4496.341 4946.594 5266.538 6407.573
3358 NM_015608 C10orf137 599.8781 634.8088 669.91 508.9787

15537 BC038583 LOC51252 217.0777 292.3411 270.5984 166.6862
2942 NM_012342 BAMBI 2461.537 5540.425 3755.796 191.8367

24966 NM_018407 LAPTM4B 6482.953 5611.38 5629.693 8889.321
13925 NM_017805 RASIP1 108.1127 98.76039 110.7863 130.5749
6247 NM_020382 SETD8 3340.67 2227.956 2648.748 4291.279

21038 AF486812 RPL10 11801.49 11357.88 11866 12855.98
17836 NM_014583 LMCD1 521.4656 1042.691 838.804 199.0144
10042 NM_023936 MRPS34 1894.382 1583.14 1976.253 1358.48

398 NM_005424 TIE1 656.1462 123.9667 59.07846 1616.403
20288 NM_014822 SEC24D 1664.436 1750.712 1889.442 1414.535
21393 NM_000439 PCSK1 81.20161 101.3745 62.9807 35.77431
11648 NM_002277 KRT31 103.924 103.2064 93.54065 85.75623
24451 NM_005000 NDUFA5 611.1703 885.7808 776.6748 426.321
6996 NM_015114 ANKLE2 1939.682 1545.344 1489.765 2657.162
3803 NM_022039 FBXW4 699.5179 554.0394 541.3079 1020.505
7829 NM_001513 GSTZ1 173.5107 186.0248 185.2952 261.0201
5671 NM_014262 LEPREL2 372.0074 158.5212 132.573 602.1561

13620 NM_138454 NXNL1 1327.969 1357.497 1300.072 1422.386
24444 NM_017954 CADPS2 991.3343 669.4594 1214.426 338.4998
14722 NM_012233 RAB3GAP1 1102.933 1070.773 1001.455 1433.066
6005 ENST0000022TBC1D30 91.55772 82.83749 91.86076 294.9383
2259 NM_018379 FAM63A 724.494 794.8445 847.7864 579.0256
562 NM_174858 AK5 451.1738 395.1667 320.7986 229.3631

12409 NM_018170 P15RS 1307.113 1319.862 1597.601 1050.34



24625 NM_024596 MCPH1 730.6456 732.4346 789.122 644.9542
17954 NM_0011055 TTC21A 144.1541 118.9121 115.4936 89.351
2650 NM_018566 YOD1 755.2256 868.5291 875.8192 1290.752

20055 NM_003328 TXK 123.2822 129.6411 131.7991 112.8283
22825 NM_0010137 C6orf138 790.9943 488.9332 1157.048 17.45957
11946 NM_00108054FBF1 519.1045 566.2606 480.9541 431.4743
11325 NM_004422 DVL2 557.4418 545.9902 564.1615 471.4081
25604 NM_012472 LRRC6 137.6733 64.90258 14.84722 288.0666
19872 NR_003612 FAM92A3 54.19231 59.33364 56.27024 62.36016
6333 NM_020400 LPAR5 231.3381 199.3622 177.4976 291.6605
8279 AF134159 C14orf1 3359.998 3130.953 3242.599 4509.415

26744 NM_197956 NAIF1 300.9505 246.0632 320.6552 191.6826
5538 BC101986 LOC283152 146.0476 158.9308 141.22 172.4474

25003 NM_012082 ZFPM2 328.6971 133.9446 242.7509 640.0424
5402 NM_001814 CTSC 3773.511 4080.585 4082.066 2892.031
6718 NM_0010996 C12orf56 35.0543 17.58891 17.86951 101.5408

10126 --- --- 21.61881 21.322 25.98159 16.64635
2418 NM_015726 WDR42A 672.6686 642.2618 587.2398 784.2452

22915 NM_022726 ELOVL4 536.9373 375.5681 565.7304 259.6129
11478 BC112026 FLJ40504 181.1373 177.4621 170.5055 222.8224
13857 NM_014518 ZNF229 300.4407 333.9454 452.7543 190.6244
4220 NM_00100470OR4C6 141.4561 79.19584 144.6107 31.48214

19452 NM_0011046 C4orf19 199.8662 280.0938 268.8145 154.2455
8597 NM_130468 CHST14 646.6962 674.2918 673.8909 418.4379
5863 BC007849 C12orf62 280.4464 259.6249 279.2591 222.2677
762 NM_00110266NBPF16 6355.221 5626.626 5459.202 7584.451

26114 NM_0010992 ZBTB34 427.2176 499.6824 391.932 639.8136
22575 NM_003518 HIST1H2BG 960.9849 298.9672 161.7045 1386.655

54 BC030279 C1orf211 160.4523 161.565 164.2428 203.6251
389 BC001508 C1orf50 163.4127 119.7322 133.8007 237.0904

2564 NM_003783 B3GALT2 301.9653 163.6261 371.6925 27.89521
21360 NM_174909 TMEM167 1403.39 1712.579 1798.764 1040.696
6208 NM_006253 PRKAB1 1449.615 1367.731 1381.413 1582.12

18347 NM_00110464SLC25A36 1567.478 2083.274 1384.289 2654.878
8747 NM_00103180LBXCOR1 873.7775 814.7216 807.3843 913.8102
3624 NM_022079 HERC4 1018.993 661.9006 730.343 2093.209
5828 --- --- 662.0618 519.4644 625.3326 803.2568

25225 NM_021020 LZTS1 426.1037 766.1637 484.659 127.7349
16907 NM_003024 ITSN1 1174.491 1085.75 1343.501 893.1183
1328 --- --- 51.70633 54.35875 57.1443 44.90616
6715 NM_173812 DPY19L2 340.1131 293.2259 401.1575 209.3867

11746 NM_030753 WNT3 331.5682 131.576 202.6315 459.8883
11863 NM_017647 FTSJ3 1135.952 932.9647 1306.441 716.9456
7621 NM_004086 COCH 293.7234 345.8979 281.8189 224.9697
5685 NM_201442 C1S 2724.754 6757.656 5498.713 56.12569
3501 NM_021738 SVIL 1462.903 1451.074 1863.106 799.0048
7524 AF287261 SETD8 524.3745 377.6356 426.9088 606.7483

25355 NM_152417 TMEM68 442.9865 470.8012 393.8725 617.4355



12274 NM_002640 SERPINB8 1405.276 1526.261 2204.005 737.8613
15096 NM_198189 COPS8 782.1221 961.1047 930.1016 616.1037
15256 NM_004304 ALK 92.23527 127.893 123.9712 70.73198
18876 NM_018130 SHQ1 1163.464 1694.992 1385.638 849.6596
20067 NM_022832 USP46 1140.185 1272.203 1156.576 996.9902
25306 NM_014462 LSM1 767.5717 776.4139 990.6708 508.5887
18717 NR_003041 SNORD13 4856.436 4884.104 5971.217 6701.029
1253 BC035007 FAM71A 76.56227 78.41046 76.66544 92.70013
6538 NM_0010985 RAPGEF3 226.5199 173.9294 203.1683 288.0615

20453 NM_0010127 DCTD 2661.663 2138.46 2618.861 3131.286
6275 --- --- 68.76118 34.34118 84.01109 119.4425
6988 --- --- 68.76118 34.34118 84.01109 119.4425

11356 NM_025099 C17orf68 443.9122 433.8674 419.5344 556.3669
2879 BC048800 C10orf47 397.3502 243.607 187.7449 1562.8

26782 NM_152572 C9orf98 80.44925 83.62781 79.0516 98.48532
13315 NM_133502 ZNF274 770.0433 792.6577 850.0456 691.7042
21724 --- --- 210.7395 162.4288 215.3182 278.6496
15338 NM_006794 GPR75 759.6802 655.0423 838.7693 490.6072
17610 NM_003595 TPST2 786.4194 789.2313 648.4413 930.8165
25328 NM_030954 RNF170 377.5085 468.5029 404.0797 310.2134
8311 NM_183387 EML5 54.24205 48.14529 59.82761 127.1711

28282 NM_206809 MOG 112.8373 121.2437 95.42503 64.329
28709 --- --- 1720.649 1846.903 1639.696 2735.097
26574 --- --- 185.1001 153.3728 168.0426 127.3605
9551 NM_000303 PMM2 764.1041 892.7393 940.1829 654.8095

14161 BC093999 C2orf48 131.4862 106.7035 120.6648 158.0437
26824 NM_203347 RP11-216L13 124.7378 145.1581 132.4046 91.77157
4462 NM_018161 NADSYN1 383.8845 342.6374 254.8923 521.2474
8280 NM_003239 TGFB3 164.6138 213.1365 193.0602 122.1175
146 NM_015001 SPEN 1599.223 1323.6 1690.431 2173.101

17087 --- --- 118.5186 103.8213 106.5553 86.50616
10506 NM_178841 RNF166 497.64 355.5261 426.3326 611.6532
20120 NM_001073 UGT2B11 65.08504 104.8585 101.0014 28.04221
14189 NM_002252 KCNS3 1314.974 833.8586 1798.448 163.2656
6191 NM_138432 SDSL 354.2247 431.2067 385.7947 274.2654

12307 NM_005433 YES1 1197.927 920.0934 938.0816 2068.093
15151 NM_012293 PXDN 1472.61 437.72 224.7552 3389.966
18988 NM_007085 FSTL1 3028.041 3338.3 1292.137 5046.444
13643 NM_005919 MEF2B 447.8745 494.6213 400.9809 349.2068
4800 NM_182612 PDDC1 653.4222 569.8908 426.4414 1053.229

27360 NM_000276 OCRL 1464.532 1376.739 1493.344 1307.925
14248 NM_153021 PLB1 226.8635 225.629 234.9125 272.9366
10499 NM_017566 KLHDC4 333.6744 219.3046 328.1316 463.706
4536 NM_182603 ANKRD42 345.7385 448.3157 433.1687 276.805

22563 NM_00109848SLC17A3 805.277 680.2144 754.8029 900.3568
24488  uc003vrg.1 EEF1G 5016.861 4230.416 4819.275 5645.765
10586 NM_017523 XAF1 241.2818 348.8492 269.7085 129.5176
9712 NM_004960 FUS 5109.703 4195.802 5610.283 3474.992



13844 NM_00100756IRGQ 254.7272 285.2327 312.6336 212.5392
24463 BC024231 MGC27345 361.4929 336.6272 425.9343 275.4389
18294 NM_021937 EEFSEC 3186.321 2946.239 2975.603 3432.278
5971 --- --- 84.47103 93.77541 101.7594 50.73343

23124 NM_139165 RAET1E 95.31386 36.30085 65.68346 241.9489
21350 --- --- 79.31246 69.97331 92.20882 56.72333
23855 NM_00100430ZNF783 239.2718 308.8525 290.502 191.1414
2308 NM_005978 S100A2 453.7724 62.85291 143.5591 705.7144

17894 NM_015184 PLCL2 147.4945 161.1677 119.0741 334.5174
26998 NM_138780 SYTL5 763.8148 308.367 585.5203 7.242025
25747 NM_017925 DENND4C 1219.812 1172.562 1168.677 1747.32
13191 NM_032423 ZNF528 120.0147 252.2561 159.3772 17.97909
28530 NM_022553 VPS52 1897.824 1792.07 1762.25 2067.448
5816 NM_001843 CNTN1 133.2296 328.3031 242.7504 0.2346386
1285 --- --- 338.0662 468.1801 351.5059 233.727
5906 NM_014212 HOXC11 113.2529 91.83017 120.0467 61.25696

12736 --- --- 1206.604 816.6903 1032.979 1503.862
18030 NM_177938 PH-4 227.78 206.6083 167.1028 271.2293
3351 NM_005519 HMX2 144.0895 127.5399 142.7228 163.5116
943 NM_014655 SLC25A44 1479.09 1251.448 1799.379 865.3616

22783 ENST0000035C6orf132 181.2558 105.5108 105.9264 339.1264
24878 NM_152758 YTHDF3 2441.898 2178.354 2169.62 3438.121
4455 NM_138768 MYEOV 1281.931 258.2181 190.6477 2209.884
8605 NM_020857 VPS18 874.9172 791.9297 757.7266 1041.898

10343 NM_005550 KIFC3 811.154 714.0331 851.3807 990.3049
924 NM_004428 EFNA1 448.1462 486.3325 527.5698 183.6052

15507 NM_020382 SETD8 4087.691 2723.456 3208.421 5311.122
11580 --- --- 126.8647 130.5255 110.8735 161.207
13767 NM_178820 FBXO27 268.6561 150.7127 196.9703 538.473
2930 NM_017433 MYO3A 116.557 112.0914 117.8083 143.7702

18061 NM_006010 ARMET 4073.675 3570.569 4747.251 2822.841
14319 NM_015701 C2orf30 1521.444 2026.371 1962.496 1169.65
23155 NM_003379 EZR 4599.28 2787.4 3431.906 5846.578
21259 --- --- 294.6683 456.4753 541.1687 99.8966
1909 NM_003713 PPAP2B 1607.242 3224.3 3179.205 536.0027

15339 NM_014614 PSME4 2260.843 2313.635 2500.781 1867.131
14196 NM_182828 GDF7 323.1664 315.7242 305.7729 333.114
22280 NM_013352 DSE 843.0032 297.2195 208.1651 1573.207
1902 NM_152268 PARS2 884.8577 918.5941 814.4625 1027.438

10317 NM_015069 ZNF423 151.6306 112.8698 151.3783 189.0096
15745 NM_001105 ACVR1 1002.856 775.4285 964.0268 654.7467
20758 NM_014899 RHOBTB3 3677.672 3006.156 2996.578 4477.572
15308 NM_133259 LRPPRC 2273.319 2339.387 2322.14 2892.105
1236 NM_015714 G0S2 2258.152 1333.387 870.2804 4610.979
1101 NM_144696 C1orf125 35.75484 26.46729 24.26368 53.20503

16860 AF304443 C21orf114 38.35575 41.54702 32.30003 24.22018
19889 NM_015398 FAM149A 101.766 108.2723 100.9113 130.4729
6027 NM_175623 RAB3IP 299.2835 127.6051 253.5153 581.9096



22708 NM_022553 VPS52 1835.52 1728.317 1703.537 1989.214
28407 NM_022553 VPS52 1835.52 1728.317 1703.537 1989.214

468 --- --- 412.5215 366.9788 403.2235 322.0523
760 AY894566 NBPF15 6812.69 6214.314 5965.618 8111.188

13361 NM_003200 TCF3 1102.04 788.1176 805.9677 1267.761
3212 NM_032440 LCOR 968.0259 611.778 759.4001 1452.372

17876 NM_0010040 FBLN2 128.4173 139.8048 129.7315 148.96
3771 NM_016046 EXOSC1 1165.698 1143.738 1111.393 1560.285

15823 NM_006164 NFE2L2 3069.245 3001.86 3675.879 2353.519
791 NR_002305 PDIA3P 5424.987 5488.386 5124.104 4853.834

18147 NM_005233 EPHA3 608.2701 1394.409 869.8884 22.62858
21325 NM_005713 COL4A3BP 1394.109 1672.195 1504.925 1171.735
21518 NM_016603 C5orf5 1353.546 866.2333 1184.104 1672.564
20467 NM_001995 ACSL1 1389.318 1890.365 1585.73 1106.845
20930 NM_019120 PCDHB8 44.79617 92.02572 71.01851 17.48809
25743 NM_0010402 ADAMTSL1 275.9654 78.87943 82.07119 484.8358
17274 --- --- 131.1054 129.125 112.2479 169.0742
15767 NM_022168 IFIH1 341.6312 364.4386 440.1895 258.0567
15796 NM_024770 METTL8 425.5055 466.5366 459.6304 393.5926
3265 NM_017787 C10orf26 737.0688 474.7622 517.3209 1009.604
8190 NM_005982 SIX1 586.9518 371.8167 421.8387 795.855

11886 NM_006572 GNA13 2010.531 1798.088 1710.731 2312.935
24399 NM_020725 ATXN7L1 860.9238 908.2003 881.499 677.1368
11228 NM_005993 TBCD 1576.947 1457.343 1307.633 2095.033
8595 NM_002225 IVD 752.1846 680.8943 714.4878 905.8627
2112 NM_006608 PHTF1 739.9575 831.8086 789.6448 596.6468

24752 NM_001386 DPYSL2 2632.903 2422.805 3834.697 902.644
3049 NM_012238 SIRT1 2475.273 1664.014 1677.066 3546.712

17746 NM_052945 TNFRSF13C 1719.436 1602.177 1643.009 1788.073
19386 --- --- 1649.742 1636.31 1841.813 2161.564
7269 NM_006437 PARP4 3837.286 2617.545 3041.437 5143.889

15702 --- --- 98.14668 106.656 105.5912 76.18208
25903 NM_006914 RORB 88.6526 102.5921 132.335 52.96203
13892 NM_033258 GNG8 210.4268 181.3931 211.1499 237.1348
9673 NM_003166 SULT1A3 885.9542 1020.383 814.0293 661.2719

17790 NM_022766 CERK 2312.293 2198.283 2040.891 2641.946
7397 NM_002498 NEK3 223.853 68.0544 35.80979 477.212

25646 NM_032378 EEF1D 4346.176 3447.866 3579.333 5114.385
13518 NM_138783 ZNF653 501.3489 535.5526 484.6142 414.6491
23309 NM_182898 CREB5 139.5556 301.7371 56.65135 500.2979
19532 --- --- 79.00835 72.60576 81.46379 65.35912
7485 NM_052867 NALCN 151.8645 69.43603 28.3303 527.4207

22930 ENST0000036LOC10012790 87.11919 97.61725 82.14592 116.3154
14446 --- --- 7.745834 5.656096 7.026955 9.968466
8356 NR_003138 SNHG10 559.222 287.5582 662.0129 1050.125

28514 NM_001136 AGER 187.9517 210.973 184.431 160.9763
27288 NM_024539 RNF128 1480.993 3665.317 2750.632 95.51768
19811 NM_144979 RBM46 44.60867 48.74159 42.48828 26.46368



2750 BC066649 C1orf198 1619.869 1642.469 2538.954 666.7732
5991 --- --- 865.7178 681.754 1007.586 1282.02
8554 NM_015995 KLF13 604.5511 299.9639 245.5439 956.7536

25057 NM_015137 EFR3A 2709.799 1812.891 1819.423 3853.954
11824 NM_080415 4-Sep 225.9066 212.4662 220.1032 191.3231
15343 BC029502 C2orf63 80.34615 64.85962 22.70021 173.9051
9690 NM_003166 SULT1A3 923.7714 1055.252 846.7561 692.8705
191 NM_032409 PINK1 583.7117 640.6995 635.408 923.5496

15469 --- --- 298.6447 144.2072 293.8946 468.1333
23540 --- --- 4492.306 4339.03 4643.688 5205.876
2805 AF448858 LOC284702 522.1399 641.708 534.634 422.9942

13531 NM_145233 ZNF625 351.017 348.5473 388.5172 312.1882
13305 NM_017652 ZNF586 423.0159 607.8934 519.6343 322.137
3970 NM_002555 SLC22A18 765.718 1087.612 850.4901 420.5893

11567 NM_025109 MYO19 1228.467 925.2397 1288.611 731.3818
8945 NR_003260 C15orf51 256.5015 267.0255 277.5352 299.7834

22166 NM_024576 OGFRL1 2161.914 2133.725 2182.54 3817.833
7121 NR_002183 FAM10A4 1366.263 1549.455 1539.033 1881.754

20991 NM_198321 GALNT10 1232.094 611.8021 637.0991 2012.934
24198 NM_032158 NSUN5C 589.804 643.8704 586.5353 481.187
4193 NM_175732 PTPMT1 889.5405 837.0102 873.0701 1195.543

15763 NM_015446 AHCTF1 3107.115 3041.108 3839.978 2228.243
18394 NM_015595 SGEF 966.3842 645.7832 1305.056 274.7557
1052 NM_199344 SFT2D2 2500.404 2606.39 3327.543 1787.669
4549 --- --- 57.18581 73.305 69.46961 47.01352
7958 NM_032374 C14orf153 217.9137 200.7208 216.3434 333.7452

28650 --- --- 153.7148 144.9464 161.087 171.2327
22611 NM_052923 ZNF452 57.88896 78.9788 53.96727 147.0274
18047 NM_005778 RBM5 1419.059 1388.263 1532.688 1208.844
7981 NM_004689 MTA1 1305.395 1094.276 1317.73 1869.738

17695 NM_052906 ELFN2 766.7728 713.3388 693.5082 877.5718
27016 NM_021140 UTX 981.4537 1053.372 1029.053 909.4084
11581 AY459295 LOC10012939 135.9586 140.5603 128.9788 168.3694
28029 NM_00101154MAGEA11 132.077 106.1838 188.1382 42.93303
20993 NM_024632 SAP30L 497.9693 312.465 386.4459 702.3448
10834 NM_004773 ZNHIT3 474.2238 542.3673 587.4596 367.6775
15996 --- --- 138.06 142.8408 140.3079 89.75632
28392 NM_001136 AGER 197.6085 221.3628 193.2655 169.3357
18906 --- --- 137.4376 147.3708 172.0975 112.7098
20933 NM_018930 PCDHB10 105.8575 133.9486 79.92304 28.58384
19146 --- --- 732.0758 474.0638 803.9937 1095.023
17451 NM_015380 SAMM50 4160.888 5231.257 4328.816 3362.88
11445 --- --- 91.82399 67.26334 88.06969 143.1655
28076 NM_000402 G6PD 3071.13 3280.317 2947.603 1810.792
25642 NM_015117 ZC3H3 569.1005 374.0848 399.0753 693.5162
10361 --- --- 92.93036 76.83713 89.35446 103.4639
22182 NM_031469 SH3BGRL2 305.4451 187.1978 269.795 548.2299
20648 NM_015183 MAST4 496.9279 350.7942 358.1792 1055.75



16125 NM_153638 PANK2 1149.958 1346.089 1149.924 978.9291
21056 NM_0010317 ERGIC1 2607.531 2551.676 2276.975 2966.478
3495 NM_173496 MPP7 70.99587 37.84291 23.24477 254.7736

25519 NM_002568 PABPC1 8582.087 6338.455 6626.707 10678.79
386 NM_0010808 RP4-692D3.1 27.82831 32.30824 31.65805 50.82828

23674 NM_00100840BCAP29 986.2833 949.4225 1012.331 731.6252
1669 NM_000437 PAFAH2 466.6517 465.261 511.9429 331.1986
2725 NM_003607 CDC42BPA 2197.285 1915.471 2706.252 1349.429
1955 --- --- 83.70435 60.19133 85.4708 138.7578
2323 --- --- 5.987159 5.179394 4.285239 9.053479
1201 NM_017773 LAX1 110.344 104.2515 103.7363 124.2305
8387 --- --- 1842.677 1167.137 1934.584 2635.614

24267 NM_024315 C7orf23 1020.476 1111.578 1136.658 947.686
23101 NM_031922 REPS1 1498.778 1389.304 1266.286 1950.5
27586 NM_024122 APOO 1702.59 2189.429 2201.339 1324.341
25194 NM_053279 C8orf13 599.5171 155.8472 148.8109 973.3257
1509 NM_001561 TNFRSF9 79.82269 84.805 26.47965 956.1143

18368 NM_031850 AGTR1 237.0107 213.4454 250.1992 192.049
1628 NM_016287 HP1BP3 3727.488 3828.886 3274.846 4812.556
3597 NM_147156 SGMS1 767.0545 410.9833 521.1596 1115.743

11944 NM_173547 TRIM65 767.855 606.0709 640.1793 900.3264
25783 NM_007343 PRSS3 229.7414 252.0276 197.8235 281.1567
15004 --- --- 1.941368 2.815644 4.281667 6.672622
26830 NM_015392 NPDC1 323.5786 317.9318 269.0992 436.5451
15539 --- --- 80.93513 58.03814 79.6854 26.0447
20464 NM_002199 IRF2 1408.144 1685.337 1595.468 1270.875

657 NM_000699 AMY2A 105.1375 95.1685 88.49519 142.7921
12298 NM_004715 CTDP1 622.8027 737.4978 646.832 526.3867
12369 NM_032933 C18orf45 701.228 698.0043 690.1474 640.8063
2321 NM_002870 RAB13 2412.861 2915.04 3503.101 1723.568

21339 NM_000046 ARSB 1136.204 1201.237 1386.293 797.1403
5198 NR_002559 SNORD29 2047.82 1787.859 1961.365 2835.417

15007 NM_014640 TTLL4 1782.946 2679.162 2280.15 1264.635
9140 NM_031226 CYP19A1 55.18996 56.5908 45.30815 32.78231
7233 NM_017905 TMCO3 939.9709 883.2112 779.0594 1090.441
363 NM_006112 PPIE 401.32 499.3106 480.9539 353.3404

26886 NM_004043 ASMT 153.1492 154.3506 167.6959 179.7057
28102 NM_004043 ASMT 153.1492 154.3506 167.6959 179.7057
2693 --- --- 146.1526 117.9685 138.4376 94.66299

20069 NM_152540 SCFD2 1002.491 1103.798 1152.085 903.8375
427 NM_032756 HPDL 105.0284 148.226 160.4916 63.23983

3645 NM_021129 PPA1 1780.111 1233.458 1399.391 2705.201
9035 NM_014106 ZNF770 1105.783 875.4046 1015.088 1713.712

18284 BC042038 C3orf46 213.1403 183.5598 179.9893 311.9795
3772 NM_022362 MMS19 1335.464 1106.304 982.8505 1692.518

17305 NM_0010395 KREMEN1 1159.766 2371.865 1770.121 282.1107
16271 NM_080748 C20orf52 1656.578 2126.642 1941.457 1414.488
8598 NM_152260 RPUSD2 434.7996 288.833 390.9529 611.2745



8625 NM_024956 TMEM62 1589.343 1475.488 2100.619 952.2341
2342 NM_000157 GBA 2560.438 2926.979 3160.794 1744.677

11871 NM_000334 SCN4A 142.8372 119.543 129.4109 156.3417
22390 --- --- 164.0166 129.6954 114.1168 290.5706
26914 NM_014728 FRMPD4 146.5072 96.23047 180.6925 39.9347
1935 NM_002227 JAK1 2827.056 2949.79 2623.218 3829.103

15479 NM_022912 REEP1 67.17801 60.07305 74.99268 112.8142
18858 --- --- 131.2358 152.7767 110.6766 88.84129
24054 NM_015283 DPY19L1 2991.758 2568.672 3775.525 1858.125
10350 NM_00108049Klkbl4 194.0836 266.6246 228.1507 337.3207
18548 NM_017861 PIGX 1202.825 1673.288 1338.017 897.0584
12233 NM_007195 POLI 527.3271 799.6838 620.7136 351.0985
9532 NM_032575 GLIS2 279.5 224.1055 217.7511 503.9865

27121 NM_007250 KLF8 30.31935 63.20237 24.16422 222.921
5627 ENST0000031LOC10004971 161.3938 85.83357 78.62652 505.9431
2674 AY030238 LQK1 105.2496 106.5119 125.185 68.57552
2091 NM_004696 SLC16A4 616.9356 1355.137 787.4614 39.87693

25390 NM_025054 VCPIP1 2326.48 2128.643 1920.396 3308.9
23714 NM_014390 SND1 3393.617 4208.826 4008.289 1993.33
18244 NM_033364 C3orf15 21.35963 20.13094 21.10655 30.68529
1415 NM_00100196OR2L8 125.4766 91.64275 166.1926 41.14256
5322 BC001706 C11orf59 1755.232 1387.229 1551.25 1957.817
6668 NM_005419 STAT2 768.8304 987.3721 823.8953 497.6393
1791 NM_014571 HEYL 128.6575 111.3767 130.5674 153.7119

13956 NM_007254 PNKP 1257.371 1401.011 1174.002 974.9236
7663 NM_0010179 C14orf28 108.2989 115.2535 101.0486 148.1675

11876 NM_000442 PECAM1 101.7799 95.89576 102.7994 120.8883
11200 --- --- 162.8164 75.83281 110.4573 211.8756
22211 NM_014942 ANKRD6 325.6311 506.5069 331.7486 149.073
5191 NM_003164 STX5 691.1387 543.1106 472.8345 828.4224

16740 NM_033550 TP53RK 628.0671 767.7815 851.3804 499.3254
10492 NM_006067 COX4NB 876.3243 559.7573 808.5921 1225.967
10823 NR_003037 SNORD7 42.18254 50.11397 44.33274 30.0692
28409 NM_004761 RGL2 1055.001 892.1746 874.4738 1171.385
28531 NM_004761 RGL2 1055.001 892.1746 874.4738 1171.385
14186 NM_003385 VSNL1 366.4958 236.8762 536.9 56.35144
8713 --- --- 11.01589 13.69273 12.56258 9.586662

13017 NM_022752 ZNF574 505.1681 415.093 547.2269 629.4843
7698 NM_006568 CGRRF1 209.1541 166.1115 189.1135 291.3838
2781 AF333388 MT1P2 1190.043 848.1692 874.703 1892.547

11764 NM_024015 HOXB4 941.4918 470.9611 690.1648 1268.796
7484 NM_032813 TMTC4 870.8716 951.6125 945.3872 812.1962

18680 NM_017886 ULK4 241.5268 192.2854 243.1046 156.6115
21002 NR_002168 PPP1R2P3 514.2238 446.8081 421.9088 567.5384
24421 NM_152556 FLJ31818 1087.13 1686.141 1654.363 781.3777

374 AF086542 C1orf176 244.1974 162.1712 158.1148 428.4878
21137 NM_030782 CLPTM1L 2590.27 2512.39 3224.082 2001.44
23179 NM_003181 T 179.3156 168.8212 185.3415 221.5644



23146 NM_015718 NOX3 41.87524 47.21352 47.58212 53.46187
23735 NM_178562 TSPAN33 230.479 321.8779 281.5395 114.0036
7787 NM_004296 RGS6 81.80399 94.21287 84.43961 70.45957

17554 ENST0000033LOC284861 779.0356 496.0287 848.6169 123.2049
24987 AK127183 FLJ45248 185.9203 146.5488 119.6669 284.7364
25261 NM_001831 CLU 234.3472 327.1825 340.0748 122.6235
14322 NM_003128 SPTBN1 4785.986 5921.93 5292.344 4092.048
14595 NM_153214 FBLN7 848.6509 305.2348 401.544 1724.734
7736 NM_153811 SLC38A6 868.918 957.3055 871.0013 696.0853

13193 NM_00109969ZNF578 4.996467 8.703652 10.4823 1.441726
25096 NM_001916 CYC1 3696.043 2934.175 2805.044 4157.189
27886 NM_000640 IL13RA2 1111.335 168.0472 81.43143 2448.57
13617 NM_031310 PLVAP 164.3632 169.2219 178.5725 198.2704
19232 NM_016559 PEX5L 106.2438 129.1909 130.8224 86.64275
20481 NM_173553 TRIML2 587.927 120.1817 180.7573 1319.416
24040 --- --- 231.1076 223.3681 184.0288 152.8196
19995  NM_0010895LOC643751 3247.604 2437.276 3139.86 4223.214
12651 NM_001031 RPS28 4288.856 4570.221 3947.295 6082.093
18616 NM_015150 RFTN1 491.8869 223.6521 208.4207 814.5358
11378 NM_002470 MYH3 79.99299 78.7265 82.22334 92.79598
2107 NM_017744 ST7L 299.451 262.5116 252.105 418.4988

20356 NM_178835 ZNF827 1987.6 1667.139 2137.775 1125.096
14484 --- --- 120.2724 118.8424 123.7429 136.1614
17723 NR_000027 SNORD83A 219.513 221.1516 191.344 170.8503
7840 --- --- 6.762686 8.278184 6.232004 4.37014

19819 --- --- 35.65088 16.28672 34.28871 74.69856
2812 NM_022366 TFB2M 2229.716 2327.037 2946.699 1679.461
5916 NM_005337 NCKAP1L 44.72503 34.41012 46.38349 74.90998

26516 BC047037 LOC644714 175.5823 140.7069 167.5711 221.6668
23854 NM_012256 ZNF212 354.3075 326.5775 438.8011 244.0083
18486 NM_004068 AP2M1 5291.14 3657.243 4689.148 6779.851
7123 BC051771 FAM124A 258.388 302.4745 254.3763 215.0968

16093 NM_024958 NRSN2 1464.769 1512.588 1757.902 911.6678
20192 NM_139076 CCDC98 726.2145 765.4063 588.6675 1176.975
7448 NM_032229 SLITRK6 1362.033 819.7463 2045.283 9.860453

11138 NM_015353 KCTD2 1229.37 1002.273 1037.037 1413.826
11823 NM_004687 MTMR4 1868.36 1988.289 1952.108 1688.162
5865 NM_173602 DIP2B 1448.024 1531.675 1338.334 1224.572

12414 NM_000972 RPL7A 3427.602 3103.41 3313.66 3847.641
6232 NM_002813 PSMD9 522.7742 402.1784 475.9926 631.707
8754 NM_0011045 PAQR5 167.371 140.9877 108.4023 387.8056

21669 NM_138369 FAM44B 1530.489 1396.571 1260.789 1721.02
27486 NM_000116 TAZ 364.3388 311.3651 300.5971 423.9428
8025 NM_032846 RAB2B 1025.243 1032.515 1027.291 943.6077

12036 NR_003682 MGC70870 194.6356 175.5043 165.8389 299.9082
14287 BC094697 LOC91461 248.4794 341.9333 291.6527 181.8144
24319 NM_014891 PDAP1 1299.349 1326.242 1497.815 1121.235
2074 NM_144584 C1orf59 114.4605 249.2622 149.8325 23.46116



4591 NM_032021 TMEM133 381.878 552.6507 525.0142 306.9103
13036 NM_013361 ZNF223 211.6661 228.8755 244.5138 161.0859
22826 NM_000255 MUT 872.7023 852.0651 697.3445 1177.099
2963 NM_00100709ZNF37A 294.5718 276.2414 74.41914 631.8885

16030 --- --- 12.08862 8.930078 10.19402 16.22582
25936 NM_024635 MAK10 1304.698 1312.651 1314.683 1644.388
14361 NM_003375 VDAC2 4369.549 3367.714 3352.664 5466.5

623 NM_00102494FNBP1L 1726.204 2619.06 2694.807 1278.455
25664 NM_013291 CPSF1 1041.009 688.4363 661.3943 1309.571
9648 NM_000418 IL4R 533.2034 363.6104 512.7326 719.8126

13300 NM_003435 ZNF134 977.9448 1125.546 1359.59 747.6812
12678 NM_032885 ATG4D 1243.783 1174.006 1366.026 781.7633
18317 NM_001099 ACPP 86.2787 200.3087 165.566 11.81519
6444 NM_004447 EPS8 3030.01 4312.327 3882.023 2359.413
8708 --- --- 192.2836 131.878 228.6259 328.8077

19210 NM_002662 PLD1 1122.249 2027.268 1756.33 576.7697
7294 --- --- 2352.296 1851.483 2372.964 3074.508

21439 --- --- 226.9896 193.5708 255.513 358.5311
15713 NM_014795 ZEB2 1491.189 2574.84 2302.211 855.173
3110 NM_032024 C10orf11 213.5343 290.7433 160.6744 447.4653
184 --- --- 1413.119 1111.706 1538.879 1847.596

10959 NM_016835 MAPT 93.08519 82.92934 85.5294 114.8765
10352 NM_016284 CNOT1 5292.729 4117.672 4695.078 6467.074
4670 --- --- 158.792 143.027 145.1762 167.1222
1678 NM_022078 GPATCH3 201.3947 182.4061 171.4558 251.4477
3658 NM_006077 CBARA1 1177.029 758.5415 894.4982 1529.878
4612 NM_017516 RAB39 1005.985 684.3534 1386.937 88.45286
151 NM_00111460C1orf144 2983.61 2737.91 2673.621 3702.953

25238 NM_004430 EGR3 220.7069 328.6739 191.7908 99.60724
18321 NM_023943 TMEM108 86.64728 139.3928 42.48416 220.0935
25103 ENST0000031KIAA1833 516.2756 394.7576 383.7111 890.4876
24173 NM_000181 GUSB 1617.591 1618.509 1577.647 1264.723
1326 ENST0000032TMEM78 54.25047 56.25208 48.54815 65.46262

10307 NM_018092 NETO2 3428.481 2260.286 2732.864 4803.798
18534 NM_153690 FAM43A 1592.221 1638.929 2474.193 479.6324
27099 NM_022117 TSPYL2 984.2755 1281.707 1102.816 585.6063
13671 --- --- 468.8654 399.2924 393.2724 305.0445
15788 NM_004525 LRP2 604.3085 1550.581 1212.93 35.45755

903 NM_001030 RPS27 3707.061 3826.286 4265.882 3066.647
10849 --- --- 207.9136 81.29065 93.47535 403.3174
4664 NM_019894 TMPRSS4 46.84557 41.06215 49.60178 59.11925

27287 BC011483 CXorf57 260.7375 344.9138 302.2429 216.4877
13659 NM_00103988ZNF826 58.18222 86.70835 76.09666 40.5168
8211 NM_016445 PLEK2 1914.245 390.1158 278.4057 3483.011

17553 AK124943 FLJ42953 334.8992 304.5729 318.5866 403.9583
5592 NM_003139 SRPR 5411.497 4716.271 5443.176 4149.579

15994 NM_181458 PAX3 554.1631 1313.645 807.5293 26.66756
23929 --- --- 99.26794 90.14597 78.53124 68.31284



27519 --- --- 261.3289 237.8558 220.7027 336.9078
14864 AK126104 FLJ44048 56.50631 39.45221 46.47159 86.73608
16570 --- --- 5139.508 5462.77 5220.494 6154.396
22626 NM_00110980ZFP57 91.60192 82.08234 88.19984 74.54968
18660 NM_006309 LRRFIP2 2333.533 2165.743 2697.831 1659.045
7312 NM_005905 SMAD9 309.092 273.5001 110.1842 457.3549

18380 NM_053002 MED12L 117.6497 89.0919 67.10542 240.864
16574 --- --- 35.5385 29.70578 28.65916 47.35143
11950 NM_0010138 EXOC7 2281.662 1958.291 1863.493 2501.934
24094 NM_0010976 POLR2J3 3633.934 4071.823 3555.529 2723.007
21163 NM_054027 ANKH 2448.407 2150.208 1987.608 865.4168
18175 NM_001850 COL8A1 2087.364 1571.156 3446.146 195.7729
5304 NM_001876 CPT1A 387.8913 527.1144 150.8178 872.3359
7741 NR_015358 FLJ43390 41.16314 53.3694 46.42849 59.56075

10 --- --- 336.6228 480.3196 353.7493 233.211
177 --- --- 2673.918 1834.801 2627.346 3570.557

25599 NM_001115 ADCY8 78.00455 66.13445 90.85228 108.6041
18824 NM_017563 IL17RD 323.0117 223.1996 233.8171 420.8998
1971  S72422 DLSTP 601.0148 399.922 627.3068 809.9174

12196 NM_032347 ZNF397 167.5044 204.987 187.1928 138.7237
607 NM_173567 ABHD7 457.868 215.8653 364.8796 691.7541

14330 NM_006296 VRK2 733.7448 798.3759 903.1271 628.7888
24299 NM_000305 PON2 1787.734 3123.125 2469.986 1077.528
1607 NM_020765 UBR4 3379.719 3751.759 3015.567 4258.298
8841 NM_021214 FAM108C1 808.2776 1052.293 1046.952 685.3125

15819  XM_0017258LOC10012902 2730.445 2337.147 2878.31 3424.2
23232 NM_00103716FOXK1 1276.554 1046.247 943.4844 1919.596
19283 --- --- 196.5112 158.3119 228.7867 277.2117
21823 --- --- 34.43243 42.19677 40.34927 49.82316
8380 --- --- 18.829 22.68247 21.80661 29.11819

20133 NM_014243 ADAMTS3 727.2404 642.5128 1118.587 310.4798
27556 NM_020665 TMEM27 122.7382 70.15969 140.886 32.48372
11158 NM_001258 CDK3 173.9807 157.4043 158.1833 189.8677
15283 NM_000104 CYP1B1 105.6405 113.1512 152.7137 73.59563
26298 NM_144966 FREM1 117.9516 212.3048 118.1075 37.55819
25554 NM_014379 KCNV1 139.8259 166.0138 142.5807 179.6091
16554 NM_001195 BFSP1 104.1371 115.4132 127.178 77.14353
19171 NM_173084 TRIM59 604.0155 248.2094 282.8059 1444.794
23566 NM_017667 CCDC132 298.5494 266.3553 349.8659 212.597
3562 --- --- 32.24033 13.30317 35.0479 51.46708
3576 --- --- 32.24033 13.30317 35.0479 51.46708
3718 --- --- 32.24033 13.30317 35.0479 51.46708

22685 NM_001136 AGER 194.2885 225.3108 190.57 162.3724
5752 NM_145792 MGST1 3694.338 2955.149 3294.974 5465.901
5381 --- --- 0.9469889 1.059793 1.265408 1.72193
8189 BC125070 C14orf39 15.33608 21.18418 24.43519 1.202244
7707 AF531436 FBXO34 1467.768 1681.507 1510.059 1886.916

20452 BC033172 MGC45800 829.6611 569.4335 814.6019 451.5938



24017 NM_005522 HOXA1 298.2442 208.7581 262.5169 168.0173
5477 NM_015065 EXPH5 188.5199 59.68927 48.43671 605.8461

26116 NM_0010992 ZBTB34 420.8293 483.812 339.5358 604.719
24355 NM_004444 EPHB4 1084.019 1175.955 1148.322 795.2888
14719 NM_002410 MGAT5 1332.04 2264.267 1770.511 776.3461
20855 NM_005732 RAD50 1080.434 798.3948 632.9688 2212.067
25042 NM_007218 RNF139 950.2168 789.9455 727.4162 1339.291
21119 NM_206880 OR2V2 109.3779 98.13229 116.1594 132.0212
21515 NM_004598 SPOCK1 2148.628 1137.79 2212.281 503.1086
12953 NM_021102 SPINT2 465.9194 132.4733 89.16255 2117.803
10696 NM_001031 RPS28 3937.597 4217.024 3570.027 5698.487
2464 NM_153832 GPR161 422.6901 541.8317 475.9899 364.009

23368 NM_0010900 hCG_18290 3776.037 3898.557 3589.807 4483.983
1314 NM_000858 GUK1 1341.167 1413.083 1559.617 1116.963
1960 NM_173808 NEGR1 468.2186 291.5354 519.1674 898.0407

13164 NM_001506 GPR32 79.52924 73.99747 77.91 86.59909
664 ENST0000037NBPF6 156.1775 138.2772 200.0395 85.80975

3092 --- --- 4.852109 5.570238 2.544956 9.061159
24364 NM_014343 CLDN15 265.5722 300.2441 304.5332 196.8495
6683 NM_014830 ZBTB39 1703.726 1566.669 1404.258 1893.491

12133 NM_031216 SEH1L 1311.146 1093.508 1130.258 2041.036
10764 NM_003170 SUPT6H 2555.934 2657.276 2895.868 2031.855
6031 NM_003667 LGR5 119.6121 168.9599 109.5905 71.622
2294 NM_0010174 SPRR2B 43.80907 63.18938 52.76178 27.75048
5663 NR_004387 SCARNA10 484.2083 374.8814 584.2285 1438.707
6454 NM_134431 SLCO1A2 17.75518 19.86742 19.28844 23.87742
2857 NM_001353 AKR1C1 283.5673 443.6871 272.6194 133.5069

24775 NM_013961 NRG1 404.8456 671.0941 624.7834 235.8328
4532 NM_001031 RPS28 4463.372 4764.798 4104.976 6264.306

13778 NM_001436 FBL 4078.166 4062.762 4026.457 4910.246
1986 NM_012152 LPAR3 819.7994 632.9269 710.5607 1261.177

21221 NM_001343 DAB2 2281.337 3454.586 2666.061 1185.469
22569 NM_021062 HIST1H2BB 859.5648 526.0536 1306.862 17.6752
16518 NM_005116 SLC23A2 1911.67 3143.977 2467.998 1020.851
13853 NM_003425 ZNF45 276.5415 281.9266 376.9643 203.0043
8080 NM_020195 C14orf124 366.8466 299.5851 309.6061 479.8594

13687 --- --- 53.30455 46.26922 53.48391 60.68419
27113 --- --- 0.00366645 2.286048 0.00138105 5.424739
25289 --- --- 3.221157 3.455514 4.612515 5.984066
19964 NM_003501 ACOX3 461.2745 413.3341 495.3399 362.9574
12948 --- --- 10.5827 18.39497 24.18869 4.0709
9344 NR_003661 FLJ43276 676.312 690.5015 592.3836 824.0678

21770 NM_145649 GCNT2 290.558 340.1195 279.1142 513.7497
16977 --- --- 246.1703 260.5959 257.8772 183.6331
18751 NM_022903 CCDC71 814.9215 893.9738 925.3533 673.0671
21083 NM_013237 PRELID1 4183.006 3997.453 4379.039 3631.063
13435 NM_024103 SLC25A23 252.5421 330.834 167.7172 679.0253
5244 ENST0000033MALAT1 349.0993 333.951 321.0603 470.2039



3006 NM_182554 C10orf53 130.2786 117.8651 134.9552 156.6236
25786 --- --- 240.8823 250.5047 202.7027 173.4934
3813 BC126459 C10orf95 274.5378 271.2109 258.5022 228.3501
554 NR_002749 SNORD45A 3413.491 2913.242 4265.047 4897.232

5428 --- --- 167.7239 197.28 198.1791 137.0932
24756 NM_016240 SCARA3 51.8319 37.45156 70.54806 223.3269
7013 NM_005870 SAP18 1970.028 1593.524 1886.472 2600.792
649 NM_133496 SLC30A7 3310.206 3440.351 3708.802 2702.597
521 NM_020925 CACHD1 580.2141 722.9323 627.2663 499.1399

18566 --- --- 178.559 172.0925 165.4931 140.6759
26189 NR_003586 EEF1AL7 12771.7 12071.38 12432.95 13665.47
23239 NM_015610 WIPI2 1141.179 891.8275 916.7175 611.6342
16666 NM_015474 SAMHD1 923.8457 478.1242 707.636 1762.769
11218 NM_0010424 SLC16A3 1078.364 1039.889 386.4033 1623.944
3446 NM_004808 NMT2 1458.87 983.26 732.3274 3441.08

10701 --- --- 365.6041 284.2113 461.9789 539.6095
11431 --- --- 365.6041 284.2113 461.9789 539.6095
19996 NM_013261 PPARGC1A 544.7468 378.7722 725.5559 205.1693

761 AK290142 NBPF15 6413.016 5675.654 5471.976 7619.882
23571 NM_015068 PEG10 2799.57 7606.557 6178.489 64.75385
4460 NM_005231 CTTN 2209.906 2167.25 2446.924 3441.885
3178 NM_025235 TNKS2 1318.244 1264.121 1105.613 1836.735
5236 NM_138456 BATF2 330.393 298.4396 285.9143 359.5122
563 --- --- 119.3381 132.0823 126.0506 110.6793

18493 NM_006232 POLR2H 5905.35 6186.248 6232.516 4657.829
8267 NM_006432 NPC2 2874.358 2772.585 2698.614 3858.845

25087 NM_014789 ZNF623 801.013 671.2004 708.0748 990.6818
7897 --- --- 23.89761 18.44719 18.87015 36.22169

18741 NM_000387 SLC25A20 413.5693 390.1579 588.9393 253.7649
13674 NM_138286 ZNF681 39.48005 99.05386 64.49764 1.638851
18729 NM_024661 CCDC51 380.8522 495.9421 378.46 288.1411
21683 NM_0010316 RAB24 841.7736 1088.963 1013.959 629.158
5708 NM_004426 PHC1 946.8984 844.6254 817.2488 1074.469

12564 NM_007165 SF3A2 1485.584 949.1664 1318.266 2042.152
687 NM_000757 CSF1 3736.883 3427.57 4281.035 1338.231

19341 NM_032326 TMEM175 685.3791 820.9142 688.0908 523.1722
21268 NM_006622 PLK2 4548.967 1846.882 2086.2 6369.014
3693 --- --- 336.5504 244.4092 300.9886 417.9344

23000 NM_003931 WASF1 862.3027 439.5444 736.1378 1351.646
27741 NM_145119 PJA1 202.4864 251.142 224.7253 171.1724
3157 NM_004670 PAPSS2 2026.648 1396.743 954.0547 3184.983

12619 NM_030924 ACSBG2 39.01189 36.22337 49.76 26.56511
20263 NM_016269 LEF1 1688.377 3343.408 2187.844 660.7757
16623 BC065370 C20orf112 668.674 328.1697 322.6299 928.4234
11324 NM_001365 DLG4 274.6276 320.1041 263.8267 343.0602
6985 --- --- 38.26264 51.40147 49.22068 29.4319
4964 NM_00110138hCG_1787519 2048.123 2226.929 2282.731 2673.351

22781 NM_001760 CCND3 2137.739 1582.633 1915.587 1209.011



25213 NM_002445 MSR1 74.19978 57.4064 71.0785 244.2901
19227 --- --- 11.00459 11.14696 9.829493 6.830439
14470 --- --- 100.5135 78.29095 94.21608 156.9163
6279 NM_025215 PUS1 448.7555 328.0683 380.1826 527.3762

23656 NM_004279 PMPCB 1692.174 1963.606 2191.709 1316.731
22234 --- --- 2.727536 2.210426 2.536858 4.754244
11929 NM_016185 HN1 1666.117 1209.544 1418.435 2869.323
24773 NM_005671 UBXD6 525.3563 802.5143 835.2208 374.1493
14753 --- --- 125.5104 102.5481 135.2169 161.6091
24166 NR_002789 LOC168474 456.3918 265.9698 368.7995 685.5763
26001 NM_004612 TGFBR1 2167.673 3440.789 2938.674 1571.61
22798 NM_014780 CUL7 817.304 1088.397 824.9963 575.5291
16347 NM_006103 WFDC2 388.545 546.7765 624.4095 240.9857
13313 --- --- 268.717 255.5873 255.224 323.6818
13034 NM_006300 ZNF230 87.72867 102.3158 84.633 63.85542
27578 --- --- 245.4948 160.0629 313.6025 428.8495
5270 NM_018219 CCDC87 136.145 128.2436 136.2237 121.6433

25284 --- --- 63.72913 50.15077 73.96725 86.82938
19933 --- --- 27.70036 20.94549 26.90786 39.07461
18002 NM_015340 LARS2 988.9259 868.6163 1101.416 740.3021

358 NM_012090 MACF1 2093.35 1821.1 2046.294 3654.177
735 NM_020440 PTGFRN 2580.893 3551.969 2581.888 1690.339

6400 NM_003651 CSDA 3988.605 3587.668 3502.303 4919.438
11282 NM_018553 C17orf85 777.1619 637.3102 737.571 1093.886
13046 NM_020219 CEACAM19 149.537 143.7533 131.356 161.499

963 NM_001766 CD1D 487.8843 621.2936 551.0212 404.7619
2854 NM_002627 PFKP 3394.07 3335.011 2717.148 3895.139

27050 NM_002536 TBC1D25 694.0174 685.1306 776.8542 546.6314
27780 NM_004299 ABCB7 1021.862 792.4186 1008.253 1361.772
13140 NM_020650 RCN3 1050.945 1924.867 936.504 153.6581
22822 NM_153840 GPR110 2126.255 1311.402 3180.681 170.7482
4132 NM_019040 ELP4 1119.214 644.941 778.1334 1850.851
7811 NM_001933 DLST 2562.192 2082.089 2661.817 3129.154
6869 --- --- 687.5133 492.4315 718.4434 866.7071

10672 --- --- 417.2119 315.2522 523.3185 617.9053
7290 NM_003045 SLC7A1 2249.301 1666.157 1708.372 3136.88

16019 NM_152527 SLC16A14 61.24994 74.51369 67.37515 89.28632
22688 NM_004557 NOTCH4 204.7942 205.8544 213.7676 240.4636
12516 NM_032510 PARD6G 354.4564 727.6733 486.7056 126.4321
25095 NM_003801 GPAA1 4212.985 4410.148 3826.73 3285.46
16649 NM_000557 GDF5 102.7365 83.0706 101.2932 124.0478
26721 NM_002077 GOLGA1 555.8007 640.1866 648.9875 506.8513
19244 NM_005688 ABCC5 531.4126 586.7217 527.5775 440.5123
10270 NM_138447 ZNF689 413.2836 372.0364 412.498 319.6662
17145 NM_144991 C21orf29 145.6077 143.2787 149.3021 133.3071
18269 NM_00102466KALRN 134.4685 189.021 175.4453 107.847
3612 NM_020987 ANK3 782.8203 443.9585 1004.896 180.4075
8859 NM_0010804 WHDC1 368.6648 280.1504 316.558 489.0108



8178 NM_0010804 SLC35F4 100.825 100.7974 104.9589 119.3966
4087 NM_000728 CALCB 38.14076 37.83283 29.15456 49.00044

19858 --- --- 655.0993 224.7061 711.1227 1033.52
5621 ENST0000031LOC10013050 121.8801 98.2273 90.8065 143.6036

23965 NM_004968 ICA1 248.8713 109.6322 76.12069 517.843
11844 NM_006380 APPBP2 960.9138 782.0123 763.6215 1377.712
5022 NM_033406 FBXO3 1143.062 1047.156 1157.807 1433.393
8935 AY956768 HSP90B2P 68.63614 70.28025 63.87659 59.25479
6998 NM_018223 CHFR 684.096 782.7289 700.0012 511.7397
565 BX537792 FAM73A 682.3359 994.2353 812.6372 515.5193

22943 NM_002043 GABRR2 148.618 155.1969 159.8562 191.9019
3758 NM_002860 ALDH18A1 1291.616 1349.513 983.4021 1647.704
3531 BC106046 NAMPT 5515.958 10441.78 9242.377 3093.822

24402 NM_005746 NAMPT 4405.353 8013.025 7345.668 2619.362
25413 NM_016027 LACTB2 896.9267 601.2485 650.0904 1497.51
7102 NM_015116 LRCH1 927.8871 724.6104 787.922 1103.939

25313 NM_031940 TM2D2 472.3349 448.5715 551.9905 364.8063
13678 NM_006003 UQCRFS1 280.4645 173.1727 299.5721 434.8424
6661 NM_002870 RAB13 3467.256 3849.597 4902.015 2578.968
3602 NM_015235 CSTF2T 936.3124 665.1111 802.4205 1305.706
3494 NM_018076 ARMC4 139.8286 42.34532 21.9556 477.4356

19255 NM_139248 LIPH 246.6232 290.6637 338.1545 147.707
10599 NM_0010029 KCTD11 151.4527 163.4712 132.2738 197.8289
22144 NM_0010108 FAM83B 284.899 93.30201 59.64407 1501.73
22480 ENST0000039LOC401233 1155.488 965.6858 1377.396 752.4911
1627 NM_00110316SH2D5 134.9572 147.47 133.6405 196.0445

25790 NM_012144 DNAI1 165.3236 174.9631 177.4881 188.7676
16029 NR_004398 SNORD82 121.2643 94.88644 134.024 229.8483
26330 BC021861 LOC554202 58.64211 46.96676 51.5236 33.52608
19547 NM_001074 UGT2B7 48.09689 104.3251 71.49421 9.032724
11360 NM_000987 RPL26 1214.339 1476.857 1347.053 1755.257
27027 BC069772 INE1 103.8569 132.7385 124.596 92.1974
12799 NR_000012 SNORA68 2120.732 1510.73 2575.187 3861.452
5986 NM_138396 9-Mar 373.6857 352.3073 328.1471 430.1413

28110 --- --- 12.72198 16.77395 17.25509 20.39532
21834 NM_003531 HIST1H3C 1486.064 1143.903 1424.419 738.49
14880 NM_014905 GLS 1543.124 1777.008 1666.032 1289.015
4795 --- --- 471.6125 497.6388 513.9136 608.058

17588 BC065232 C22orf16 1260.679 1959.22 1644.412 839.4444
6802 NM_018351 FGD6 339.2481 266.5429 239.7826 675.9927

14925 --- --- 120.921 124.7014 123.7488 64.81675
7160 BC115358 BTF3L1 110.2653 66.77392 107.6213 170.7644

21828 NM_006998 SCGN 62.91945 68.71086 60.77278 72.90038
25817 NM_032226 ZCCHC7 431.2435 458.4547 386.9008 642.5183
11185 NM_024419 PGS1 743.422 713.0323 660.5546 830.1
22925 NM_00108050TBX18 207.2525 489.8849 285.7958 13.51089
5119 NM_002728 PRG2 89.0586 93.16576 86.55484 126.0806
4589 ENST0000029FLJ32810 449.5767 640.5397 661.3298 361.5261



7606 NM_016576 GMPR2 734.599 601.9202 655.7233 1108.299
916 NM_025207 FLAD1 511.3643 494.1673 553.4976 447.5703

9220 NM_197960 DPP8 1585.765 1102.26 1316.623 2102.475
5990 NM_004731 SLC16A7 1946.246 1553.805 2609.224 907.255

12730 --- --- 197.4497 144.9104 144.7366 224.9805
12463 NM_025214 CCDC68 62.48229 46.46274 20.54604 160.4481
11480 NM_015584 POLDIP2 4429.974 3948.615 4505.867 3443.055
17743 NM_005008 NHP2L1 1691.529 1960.015 1926.369 1436.186
17514 NR_003267 GGT3P 279.7993 266.9532 300.2597 241.2224
28653 --- --- 39.9699 52.22522 41.2748 29.6871
11074 NM_181725 METTL2A 772.5121 762.2798 772.0207 715.8677
20351 NM_002100 GYPB 31.4389 44.44558 48.4419 21.39635
6507 NM_153634 CPNE8 692.799 800.9821 955.8605 565.0772

12787 NM_023937 MRPL34 1211.738 1433.449 1198.811 980.6677
24208 NM_032408 BAZ1B 2504.405 2020.561 2795.712 1697.264
3291 NM_007373 SHOC2 1845.812 1815.792 2148.294 1442.219

23182 NM_016098 BRP44L 1151.166 919.1799 1319.807 755.4304
9023 NM_020371 AVEN 426.1355 289.1721 375.7786 663.6343

23292 BC012331 C7orf30 2755.312 2740.519 2912.839 2371.85
5395 NM_0010148 ME3 615.5174 284.1387 362.716 756.587

22580 --- --- 531.1168 347.9037 436.3138 641.9755
15575 NM_022336 EDAR 111.4414 113.2954 113.7351 120.0883

313 NM_005610 RBBP4 4179.187 3901.556 3791.136 5656.34
6173 NM_000690 ALDH2 164.9529 67.82507 49.32827 371.1454
7603 NM_006084 IRF9 547.1768 754.9299 647.3333 309.8621

26312 XM_373277 LOC392288 392.1763 390.566 342.6487 631.9696
2008 --- --- 213.9182 329.4906 458.5355 49.34274

23726 --- --- 434.6767 745.2594 445.9854 183.8253
15094 NM_0010371 CENTG2 1275.911 1478.499 1372.108 1119.804
4902 NM_006458 TRIM3 335.5945 289.9857 327.5308 248.4921

28213 BC073934 LOC389833 836.0279 1638.188 1210.24 359.3706
18109 NM_000333 ATXN7 1731.26 2314.867 1900.432 1313.155
27031 NM_003446 ZNF157 98.8958 114.425 110.674 87.98192
25495 NM_015496 KIAA1429 1691.488 1455.702 1297.002 2445.661
8183 NM_012460 TIMM9 443.6252 255.1414 457.999 670.2981

11003 NM_002611 PDK2 648.6909 588.3105 418.9503 974.3377
19928 NM_181808 POLN 95.68492 110.1169 93.93678 81.1693
24278 --- --- 1.904128 8.352888 3.815243 10.93102
14879 NM_005966 NAB1 522.3557 796.3896 698.3333 394.6622
27883 --- --- 77.72705 111.5483 83.73855 57.30163
9671 NR_002939 RUNDC2C 353.5683 286.1037 347.716 242.6792

10627 NM_0010052 CHD3 1169.552 1122.606 1016.356 1494.613
3102 NM_006721 ADK 1415.452 961.4761 1293.452 2180.34

11966 NM_007267 TMC6 476.816 421.6551 371.9945 614.5525
7223 NM_005986 SOX1 729.363 662.154 666.0463 807.1667
1107 NM_002826 QSOX1 2163.555 2381.803 2422.681 3353.721

21450 NM_173666 DTWD2 761.5549 673.4813 715.3828 1132.498
23930 NM_007353 GNA12 2351.28 2000.084 1963.809 2760.389



5389 --- --- 764.7969 672.6028 866.3526 1069.956
1085 NM_005684 GPR52 405.6494 387.6664 428.5628 300.0367

12912 NM_024321 RBM42 784.0662 739.3189 777.7264 899.8636
2842 NM_0010047 OR14I1 106.2075 102.9835 128.2804 70.08546
7299 NM_052818 N4BP2L1 144.4567 115.5669 118.45 173.407

22733 NM_003322 TULP1 124.3504 137.1513 143.6964 160.152
1705 NR_003035 SNORA16A 2280.309 1185.416 2709.875 3926.473

13926 NM_182575 IZUMO1 72.25079 76.99194 60.58986 86.29255
18450 NM_207015 NAALADL2 117.6994 105.5066 130.9285 162.4042
20118 --- --- 278.9292 537.3804 310.4379 62.35909
11493 NM_138463 TLCD1 591.6177 480.9604 695.894 324.8231
27956 NM_031907 USP26 7.703071 8.854787 8.789641 11.09706
16332 NM_181805 PKIG 471.6693 477.1477 674.0773 292.956
3930 NM_030783 PTDSS2 874.0743 848.2287 614.6644 1163.841

18837 NM_003500 ACOX2 271.3159 320.402 383.8226 209.8157
7904 NM_00109940CCNK 2751.937 1817.687 2583.851 3586.861

25766 --- --- 1449.138 1182.46 1392.857 1607.55
18960 NM_199511 CCDC80 3140.315 629.3369 910.6476 5012.323
10519 NM_024043 DBNDD1 517.7241 703.2709 773.223 355.4378
6447 NM_018640 LMO3 59.21823 53.72066 57.40291 74.70399

22316 --- --- 134.2322 142.2377 158.9065 104.5765
4482 NM_176796 P2RY6 215.4768 189.1762 186.7305 278.6094

14629 --- --- 0.8186001 1.577425 1.54267 2.841435
18039 NM_022171 TCTA 689.2994 858.1141 858.8731 460.5367
2367 --- --- 72.51652 75.24022 65.80817 45.5036
3827 NM_024928 OBFC1 346.8556 172.1566 126.5243 574.3414

12262 --- --- 62.50167 61.94484 67.50986 57.7216
16895 NM_058187 C21orf63 862.8464 1564.573 1227.53 339.8332
8015 NM_201540 NDRG2 190.3377 427.1093 247.5086 29.05102
5258 NM_053054 CATSPER1 196.1859 182.2641 170.8131 236.1021

10874 NM_000964 RARA 484.412 396.2234 437.0221 574.1246
6592 NM_0010338 LOC57228 1095.332 554.6791 909.0002 1605.825

15959 NM_020814 4-Mar 732.825 140.1237 237.4494 1536.325
3130 NM_032333 C10orf58 1136.099 885.8 872.5637 2036.496
2921 NM_012228 MSRB2 2479.762 2659.74 2123.233 3158.926

26804 NM_00104826C9orf116 160.9405 160.4814 122.1901 217.8043
26728 --- --- 161.9104 57.97508 186.2413 295.788
12541 NM_004368 CNN2 2954.716 1923.29 2503.521 3824.446
23746 --- --- 197.6468 197.8589 271.047 120.6138
24735 NM_021174 KIAA1967 1047.951 949.3717 1229.674 734.3228
9089 NM_005657 TP53BP1 839.11 981.2753 1015.991 759.9807

25685 NM_203447 DOCK8 96.50706 40.75874 40.10097 254.2708
6410 NM_176890 TAS2R50 115.6305 89.06564 81.93107 147.0067
6652 NM_004426 PHC1 924.7327 817.3404 801.2388 1044.987

19119 NM_021105 PLSCR1 1308.492 1361.476 1277.678 1176.488
14778 --- --- 520.573 316.3718 595.0524 799.9778
15275 NM_019024 HEATR5B 1053.148 1405.849 1305.343 891.1689
21000 NM_000337 SGCD 345.2714 873.2202 808.2666 57.34534



20583 NM_000587 C7 36.63049 30.57804 37.39605 21.73103
7106 --- --- 534.7061 330.681 564.3622 770.4334
6345 NM_001733 C1R 1318.939 3396.957 2802.271 115.5807

13340 NM_005035 POLRMT 803.5257 763.5472 761.1275 976.6122
4546 NM_021827 CCDC81 66.48413 70.75183 70.93792 75.61148

26455 AK290223 FLJ20444 62.72851 55.87518 52.53401 69.02878
16120 NM_139321 ATRN 2161.619 3080.975 2724.917 1502.54
17994 NM_003420 ZNF35 878.384 783.7935 1093.59 570.0681
16011 NM_025243 SLC19A3 228.0732 576.5248 415.3551 28.95637
17600 NM_031444 C22orf13 3112.42 2549.188 3186.034 2201.656
6799 NM_020698 TMCC3 718.1228 634.1069 279.8645 1605.876

23597 NM_006409 ARPC1A 3026.426 3480.223 3105.472 2705.279
3070 NM_145306 C10orf35 354.4753 377.2042 328.9409 414.8596

12880 NM_024076 KCTD15 653.5128 814.5356 636.6348 376.3925
10181 NM_182617 ACSM2B 86.79432 80.6358 77.08421 111.1764
8635 NM_005313 PDIA3 5276.702 5314.064 4911.286 4714.304

25802 NM_014806 RUSC2 890.1763 782.0174 691.3529 1210.484
16620 NM_030815 PDRG1 387.5722 300.93 409.8699 511.2126
5458 NM_025208 PDGFD 301.3021 380.2132 331.3359 237.3252
7415 NM_203487 PCDH9 150.3707 82.78393 173.0966 41.75368
3184 NM_002729 HHEX 915.4389 1118.745 1537.956 589.3192
3464 NM_006393 NEBL 167.4295 153.3763 179.5625 137.436

10155 NM_018427 RRN3 1185.368 1154.202 1423.766 975.4603
14016 NM_006969 ZNF28 273.7632 167.18 167.7815 605.6688
22784 NM_002098 GUCA1B 63.1951 45.87912 64.29295 80.70534
24120 NM_004507 HUS1 1999.599 1546.119 2039.294 1337.342
10455 NM_014567 BCAR1 1600.525 1076.487 1082.814 1966.599
12272 NM_002575 SERPINB2 3009.253 6539.374 8218.545 433.1494
7961 NM_024071 ZFYVE21 509.0011 315.298 444.8556 739.5017

21199 NM_014324 AMACR 1072.437 1320.079 887.2286 652.2488
817 --- --- 515.015 508.6996 518.7856 431.5316

3537 ENST0000023RP11-291L22 1468.391 1490.879 1510.944 1260.446
13710 NM_0010404 U2AF1L4 196.3203 175.7572 206.5392 156.5865
20729 NM_031482 ATG10 412.507 527.1526 396.8921 315.2372
17331 NR_002323 TUG1 6159.812 5593.421 5287.244 6617.471
20121 --- --- 1024.896 1044.44 1027.156 1188.103
26034 XM_00172420LOC347292 2709.204 1875.544 2444.358 3162.065
8912 NM_033544 RCCD1 304.2853 318.598 288.4231 442.3589
3945 NM_0010252 TSPAN4 2448.879 2371.398 2187.941 3232.547

28755 --- --- 310.1539 305.8203 230.3679 408.5207
23173 NM_004562 PARK2 115.2225 128.2791 84.76138 160.8721
12625 NM_004240 TRIP10 1627.908 1297.177 1287.769 2156.688
24945 NM_052832 SLC26A7 33.44445 21.31361 24.28692 68.70317
3773 NM_178832 C10orf83 195.7481 204.4578 154.0804 294.645
5414 NR_003036 SNORD6 373.9754 340.7666 302.5215 447.2239

17666 --- --- 1436.558 2619.258 3035.109 582.321
23311 NM_175887 PRR15 370.6143 386.4704 347.8534 432.004
13162 NM_002975 CLEC11A 1102.306 346.1392 124.353 1560.292



150 NM_000085 CLCNKB 115.7804 99.69315 122.5615 86.80094
3310 NM_139169 TRUB1 878.102 948.678 953.4304 754.946

20472 --- --- 82.07674 69.94649 77.45265 58.18769
9873 NM_019023 PRMT7 458.705 511.1624 390.3037 622.7372
5639 NM_018463 ITFG2 778.0881 636.9399 577.5912 983.5853
3415 NM_002189 IL15RA 464.4302 183.792 186.7831 682.7311
4428 NM_024036 LRFN4 429.2605 399.2066 479.1861 588.5717

13615 NM_024527 ABHD8 302.928 322.9865 263.9256 352.0621
1258 NM_002763 PROX1 414.2449 212.1436 559.2975 14.79959
6395 NM_002260 KLRC2 79.55605 117.5252 143.5576 44.70136

20092 NM_001553 IGFBP7 4415.283 5876.146 4794.152 2170.259
7354 NM_0010108 SLC25A30 447.2779 472.7541 551.2196 364.5138

14213 BC049384 EFR3B 297.4805 389.8996 302.5523 223.3833
7982 NM_001312 CRIP2 1896.928 2136.808 1251.933 2817.794

27530 NM_012080 HDHD1A 872.189 944.1833 1026.618 805.3999
25065 BC015891 CHRAC1 1549.679 926.8482 1308.927 1915.483
4553 AF261715 PSMAL 36.01068 75.41759 53.97292 8.822864

25533 NM_015878 AZIN1 2241.013 2150.193 1716.668 3379.311
25912 NM_033305 VPS13A 601.2815 578.0598 464.0151 1081.59
12131 NM_020232 PSMG2 3290.897 2455.306 2919.664 4220.548
20013 AF220235 GAFA3 67.82755 32.75238 50.13304 163.0184
27176 NM_00103984CHIC1 552.2725 675.8493 712.1609 470.5171

289 NM_000911 OPRD1 532.3521 342.3754 557.4017 244.4393
4830 NR_002982 SNORA54 158.5518 163.8145 126.4963 196.7347

22966 NM_00108048USP45 513.2551 394.0711 394.8971 695.8622
22579 NM_003534 HIST1H3G 2245.782 1148.462 506.8679 3060.805
11904 NM_018672 ABCA5 306.0387 620.8173 500.5178 148.0034
1657 --- --- 55.93783 49.70707 55.36041 73.88855

24246 BC100972 tcag7.1017 192.7496 212.5932 210.974 166.1373
21343 NM_178276 SERINC5 1711.716 3412.437 2295.921 598.8564
11146 NM_014738 KIAA0195 1119.124 1188.745 914.7392 1572.899
17294 NM_020437 ASPHD2 399.3207 205.2414 122.9599 529.6326
24007 NM_004403 DFNA5 987.1392 921.0711 712.3668 1731.531
11172 NM_144677 MGAT5B 140.6277 185.3168 145.2638 209.088
22194 NM_002526 NT5E 5164.478 4284.979 4770.13 6226.268
23098 NM_022121 PERP 3518.591 3158.447 2926.326 3766.248
26219 NM_020822 KCNT1 262.1826 241.2216 259.874 283.0532
3062 NM_004896 VPS26A 3099.382 1881.037 2330.99 5355.229
7262 XM_00171820LOC10012806 672.6739 643.2368 750.2181 575.6822

11725 NM_002055 GFAP 189.519 180.0706 184.1954 207.4325
17574 --- --- 909.8923 690.9745 941.6536 1250.082
6436 NM_175054 HIST4H4 2571.853 1651.414 1905.659 2979.868

19477 NM_014988 LIMCH1 1765.35 1121.963 2451.79 415.8955
4651 NM_015523 REXO2 1168.361 941.0631 916.694 1577

18797 NM_004656 BAP1 1750.935 1555.633 1688.632 1408.196
15012 --- --- 727.4164 617.4689 743.1895 864.6296
5412 NM_020179 C11orf75 193.3714 125.2825 59.50014 402.7649
1574 NM_006004 UQCRH 1661.42 1957.26 2111.073 1384.438



4762 NM_002017 FLI1 992.1943 334.0992 620.2297 1552.292
6024 NM_006530 YEATS4 1289.986 905.045 1029.134 1554.239
895 NM_006271 S100A1 89.2618 153.3849 120.1897 58.46042

26484 --- --- 24.29818 19.6788 20.17072 26.06885
4935 NM_015012 TMEM41B 1343.125 1100.298 1125.962 1893.346

24809 NM_145004 ADAM32 168.3109 138.8712 205.6297 104.4988
21256 NM_003711 PPAP2A 1045.31 1338.188 1444.32 693.5012
27695 NM_130776 XAGE3 152.2544 166.5347 195.5244 118.5522
13480 NM_006631 ZNF266 558.7241 546.0915 559.6364 484.5733
14910 --- --- 698.3775 661.4208 904.2249 1078.203
24380 XM_00172428FLJ21767 77.19778 86.43134 96.04842 141.6892
24206 --- --- 206.2664 131.2144 181.6012 255.4878
16558 NM_152227 SNX5 2226.423 1857.911 2028.381 3108.874
5118 NM_006093 PRG3 109.1981 84.23534 95.18381 150.9336
2599 NM_001030 RPS27 3379.97 3496.215 3924.769 2794.145

15159 NM_207315 CMPK2 680.3515 710.4447 637.0735 519.1416
2261 NM_00103870CDC42SE1 2428.648 2160.552 2653.977 1878.364

13900 NM_015168 ZC3H4 966.8987 1035.961 993.2866 1135.535
23567 NM_021955 GNGT1 17.37628 17.57399 21.03531 8.566778
23655 NM_031905 ARMC10 717.1031 1004.405 807.0712 574.9976
22311 NM_0010402 NKAIN2 57.61734 61.94849 56.34664 41.38341
20979 NM_001543 NDST1 2450.135 2730.314 1938.077 3159.162
13927 NM_000148 FUT1 254.417 267.9639 264.7159 312.292
9146 NM_018728 MYO5C 213.0024 83.66763 191.3895 541.7878

12279 NM_0010937 CCDC102B 40.75638 39.89705 35.2224 25.79812
16224 NM_033118 MYLK2 123.5003 94.25051 112.7286 155.403

569 NM_00103958PTGFR 179.6464 166.4738 191.834 143.979
6548 NR_002950 SNORA2A 74.23595 60.11958 82.39142 112.2905
8883 NM_022767 ISG20L1 1369.4 1202.11 1551.641 996.9932

28823 --- --- 93.06548 93.5203 108.3063 118.8077
8743 NM_005902 SMAD3 3858.128 2326.547 2528.815 4431.418

14238 NM_013392 NRBP1 2438.047 2076.249 2625.718 2908.878
5902 NM_005016 PCBP2 6632.103 5530.666 6156.297 7818.915
6018 NM_018656 SLC35E3 796.188 1207.996 1153.046 596.7811

12900 NM_003367 USF2 2630.245 2733.343 2789.328 1828.165
24389 NM_002553 ORC5L 1203.677 1593.491 1416.079 970.0433

663 ENST0000035NBPF5 157.3979 152.3388 209.2426 85.02274
26734 NM_0010029 PTRH1 415.0535 497.757 424.0319 318.2838
7459 NM_005845 ABCC4 878.3472 1125.707 748.4798 1319.453
765 NM_00110266NBPF16 3190.672 3050.086 2834.521 3820.118

19205 NM_020390 EIF5A2 1522.667 1389.81 1090.007 2101.449
19700 NM_025144 ALPK1 305.8893 338.3435 364.3429 260.4604
19803 --- --- 623.5095 393.9518 422.087 790.3438
2846 NM_006624 ZMYND11 1107.835 838.1323 961.961 1806.386

21043 NM_004946 DOCK2 301.4358 258.7575 378.4073 200.7738
8250 --- --- 1260.841 1006.353 1067.271 1364.357

11142 NM_024844 NUP85 1555.581 1167.822 1179.684 1913.229
20096 XM_00172135LOC391656 460.3951 378.3669 442.1089 560.5602



24900 --- --- 221.6871 176.7994 257.5242 425.1467
10424 AB115770 ABBA-1 976.3365 729.6876 677.928 1461.925
9283 NM_020843 SCAPER 348.7773 374.2906 343.8302 303.5676
1790 NR_002983 SNORA55 336.0432 368.8051 315.7116 401.3197

18138 NM_153184 CADM2 58.86518 49.63705 78.18768 32.56578
21065 NM_022754 SFXN1 3033.803 3164.226 3217.775 2790.244
27138 NM_014725 STARD8 325.2704 205.8026 303.3882 459.4759
11525 BC012386 C17orf79 819.2795 888.4283 840.0894 717.8004
25855 BC027338 MGC21881 478.2392 562.9257 485.8093 422.2556
13120 NM_000146 FTL 6681.077 7073.75 6970.455 7705.718
4744 --- --- 113.2458 131.4951 117.6216 96.96361

23996 NR_003586 EEF1AL7 12797.71 12080.65 12449.41 13701.51
11982 NM_0010825 HRNBP3 134.2931 148.1804 138.2236 166.3239
17260 NM_004327 BCR 860.1017 829.9457 800.7404 1035.424
15477 NM_006839 IMMT 3233.279 3551.721 3535.335 3048.574
11201 NM_017450 BAIAP2 523.8834 338.4854 349.2152 680.4933
16653 NM_152930 CPNE1 3446.816 4011.351 4030.676 3133.141
17121 NM_00109840ZNF295 1115.566 1658.404 1322.158 831.8123
3960 NM_021134 MRPL23 997.0438 862.3684 847.3729 1057.965

23734 NR_002144 LOC407835 399.5153 353.5387 386.0673 443.2929
7097 NM_031431 COG3 969.3552 984.5627 926.5602 1221.528

25691 NM_003070 SMARCA2 729.5837 478.1548 664.6263 1089.046
27552 NM_002641 PIGA 488.9458 600.2012 759.5781 319.5807
15087 NM_000541 SAG 144.712 131.0182 139.3567 150.6566
19239 NM_015078 MCF2L2 162.5884 150.9642 115.3461 205.9035
13316 NM_014480 ZNF544 481.1864 456.293 497.2292 412.3106
13394 NM_139355 MATK 211.6383 163.9246 172.5981 259.3429
27861 NM_017681 NUP62CL 107.1275 88.38125 108.7275 138.3565
7236 NM_000820 GAS6 594.8015 220.383 286.512 1239.443

23290 NM_007342 NUPL2 518.2843 583.5901 573.6311 449.1469
483 NM_016491 MRPL37 4172.354 4180.375 3805.656 4437.586

4862 --- --- 51.02892 50.46658 51.70064 58.49111
27585 NM_0010371 ACOT9 2132.926 1940.211 2026.538 2721.778
15683 --- --- 98.85341 129.9147 113.068 76.33607
14712 --- --- 59.5927 64.89868 106.9065 22.60953
24591 --- --- 163.0792 187.1539 184.6604 136.2324
19107 --- --- 74.97128 77.26458 88.54787 93.54914
7944 NM_001376 DYNC1H1 4456.675 4280.447 4244.261 5057.299

11315 NM_016060 MED31 1441.362 1444.979 1721.23 1170.404
23319 NM_006774 INMT 288.8571 321.7717 310.1485 208.5736
1517 NM_001428 ENO1 12930.21 13641.03 12619.7 15254.15
9169 --- --- 22.00624 25.13533 20.12977 27.86725

17708 NM_001894 CSNK1E 2663.162 2975.371 2983.7 2041.689
25553 NM_0010997 GOLSYN 235.9805 132.8612 276.9059 406.1028
1310 NM_053052 C1orf142 930.8533 854.7281 936.2173 795.6495

24902 NM_015170 SULF1 479.7182 1386.164 1082.131 12.24315
26597 NM_014788 TRIM14 822.1423 534.8892 609.7499 968.4734
15020 NM_005876 SPEG 150.0238 171.1404 137.5145 185.9521



15761 --- --- 961.8587 662.7782 1192.202 1450.16
14004 NM_021632 ZNF350 177.6715 202.1646 212.8365 162.0164
15839 NM_002500 NEUROD1 54.61851 51.97815 54.69513 78.34836
9137 NM_017672 TRPM7 1326.428 1223.344 1325.94 1776.505

22988 NM_003795 SNX3 3458.23 2734.643 2960.274 4120.381
24534 NM_0010013 TRYX3 63.48104 59.42027 60.85326 71.24571
15681 NM_144586 LYPD1 2050.366 807.7814 2101.517 137.1647
19125 NM_138786 TM4SF18 3147.31 1773.534 4831.479 33.73202
16139 NM_032485 MCM8 2816.517 2757.037 2989.746 2200.679
22459 NM_018974 UNC93A 95.01464 111.7759 102.6738 76.1758
11496 --- --- 76.55875 102.6176 81.49156 60.88873
15519 --- --- 45.03559 49.73007 48.55007 56.83099
16600 NM_020531 C20orf3 1410.657 1905.513 1629.167 1074.036
6885 NM_002973 ATXN2 3141.464 2660.45 2972.006 3603.991
3257 NM_004193 GBF1 2319.894 2040.386 2023.395 2721.393

13503 NM_005498 AP1M2 218.0402 44.00794 115.2737 521.1361
27772 NM_021963 NAP1L2 27.73121 30.11914 34.10981 24.47239
22948 NM_014611 MDN1 883.9035 661.3634 637.9979 1243.507
6112 NM_152323 SPIC 40.11839 36.41365 40.34557 138.1369

14289 NM_020744 MTA3 1072.976 1212.412 1046.486 1346.521
24509 NM_080660 ZC3HAV1L 1085.004 1727.49 1496.622 797.364
2889 --- --- 84.82352 75.33351 61.23712 49.25715
3309 BC037207 KIAA1600 1177.058 1566.397 1576.656 874.577

23294 NM_138771 CCDC126 363.2063 417.4481 445.4566 315.0847
2022 NM_003243 TGFBR3 638.0686 1115.711 1030.685 449.1495
6035 NM_014999 RAB21 1699.784 1331.25 1499.397 2509.324
1261 NM_0010174 KCNK2 225.7081 169.9631 285.018 124.2469

19615 NM_020226 PRDM8 741.5368 386.8514 404.8277 963.6544
188 ENST0000037FLJ32784 58.59066 57.38736 63.22733 68.09179

25330 --- --- 357.8997 336.0304 370.562 451.2448
11490 NM_006923 SDF2 764.8876 644.759 781.9382 595.8467
8132 NM_00111349MDGA2 297.4886 735.7151 468.1446 28.06192

15440 NM_181575 AUP1 4953.309 4647.694 5017.559 4142.43
25715 NM_014143 CD274 133.3939 112.379 67.05415 674.6641
10771 NM_004295 TRAF4 982.806 940.8779 1220.973 650.0994
3741 NM_014912 CPEB3 116.5989 87.91226 79.76283 195.465
6318 XM_937479 LOC390282 279.7247 269.7576 275.4404 377.9061
8192 NM_020810 TRMT5 1334.94 1114.676 1216.725 1867.516

15434 NM_006302 GCS1 1255.846 1624.309 1352.543 928.7906
5543 NM_015645 C1QTNF5 278.1727 229.7042 262.7449 319.5493

19808 NM_003264 TLR2 1066.5 2091.792 2791 130.7135
22774 NM_007162 TFEB 352.9646 380.0113 325.1462 435.2414
27472 NM_000033 ABCD1 826.2243 1567.89 896.9745 228.8025
13666 ENST0000034ZNF208 70.32484 80.9622 56.5357 123.8041
3712 NM_015045 WAPAL 1515.817 1083.076 1130.563 2130.541

20024 NM_003359 UGDH 2455.564 2725.602 2541.877 2198.207
15725 NM_005168 RND3 1915.45 2949.038 2472.164 1496.564
19392 BC035655 C4orf23 356.0908 296.0135 323.1653 481.4881



16376 --- --- 63.1145 78.52419 58.76094 89.61964
2527 NM_022347 IFRG15 2979.357 3455.076 4069.409 2200.784
710 NM_018704 CTTNBP2NL 1230.885 1109.642 1195.304 1548.548

22176 NM_015571 SENP6 1223.76 1092.815 1207.999 1759.06
5329 NM_139181 CENTD2 574.2156 498.3208 429.6004 770.9662

17266 NM_005940 MMP11 379.1196 436.4476 401.3535 521.6295
14973 NR_002763 PRO0132 30.49857 33.79767 27.2513 38.20556
23944 NM_207111 RNF216 1162.549 1057.51 1182.417 993.699
11498 NM_144683 DHRS13 544.3481 660.7664 599.7454 464.1375
23354 NM_003718 CDC2L5 2660.034 2447.768 2772.398 2274.694
15187 NM_030797 FAM49A 14617.4 3004.049 1126.042 38296.95
13485 NM_017656 ZNF562 722.6943 721.1879 807.1449 617.3079
22003 NM_145899 HMGA1 2744.943 1592.204 2057.249 4062.638
3276 NM_014720 SLK 1266.719 917.6244 1061.504 2199.45

22401 NM_00102988PLEKHG1 192.3862 154.2352 130.0273 87.54486
27649 NM_021015 SSX5 296.1546 145.2867 338.1656 28.96453
26799 NM_007101 SARDH 167.4521 149.689 174.5253 189.9524
6969 NM_025140 CCDC92 1036.604 609.5817 934.5799 1460.129
5811 --- --- 1754.413 1696.133 1701.182 1879.986
9931 NM_015251 ATMIN 2089.828 1583.101 1991.658 2521.021

23673 NM_181581 DUS4L 470.2161 460.4497 477.9286 342.1682
7011 --- --- 104.7118 127.5684 100.6347 79.1796

25980 --- --- 98.88802 118.4764 116.0759 29.309
7017 --- --- 5.552468 5.785578 3.39273 2.068813

20916 NM_012208 HARS2 1190.61 1108.824 1229.636 1012.625
21831 NM_006355 TRIM38 1327.057 1330.108 1448.945 1118.37
14176 NM_021643 TRIB2 1300.678 2648.554 1681.559 193.6405
15279 NM_005813 PRKD3 863.7729 1249.465 960.8598 633.6907
3229 NM_145285 NKX2-3 168.3809 145.4551 155.6165 184.8767

14250 NM_182756 SPDYA 45.04632 56.40964 41.00568 32.63107
17250 --- --- 275.7881 243.535 285.8338 312.0675
28751 --- --- 417.6301 217.9466 429.2958 598.6124
27725 NM_019003 SPIN2A 62.75474 48.68662 60.09539 39.06234
6625 NM_015989 CSAD 230.5404 260.6015 211.0109 174.949

16434 NM_144703 LSM14B 933.2388 1019.59 1117.101 834.4166
19537 --- --- 3102.468 2721.959 2483.488 3374.748
3618 NM_004241 JMJD1C 1614.993 985.7811 1113.305 2816.296

10187 NM_173475 DCUN1D3 1389.3 1791.057 1669.609 1066.044
7791 NM_173462 PAPLN 215.847 288.8681 250.3748 150.315

18377 NM_014779 TSC22D2 1751.352 1467.69 1576.198 2107.105
2189 NM_001461 FMO5 49.29026 48.64338 60.10973 82.86009

28567 --- --- 12.98942 5.92468 20.27328 42.82049
28777 --- --- 38.78559 20.3799 43.63165 64.18793
11721 --- --- 166.4567 151.5404 153.47 172.1167
18867 NM_015123 FRMD4B 764.1415 1616.383 1137.657 360.9915
7608 NM_019839 LTB4R2 161.464 141.8266 157.2358 180.5199

15208 --- --- 81.85687 85.43281 94.58311 121.4292
24333 NM_001185 AZGP1 152.9034 325.5183 199.8589 38.41115



18718 NM_012235 SCAP 1186.642 1231.33 1283.786 874.1486
5596 BC025756 C11orf45 88.88866 48.16199 53.208 238.7176
6084 NM_017599 VEZT 657.2103 525.4537 625.2879 968.3776

20795 NR_002922 SNORA13 135.9343 86.26317 125.7673 211.5888
26115 NM_0010992 ZBTB34 458.8279 557.6113 475.9293 720.3813
6159 BC037221 C12orf34 240.6738 266.1245 264.2127 204.4055

22006 --- --- 18.5651 20.38665 19.39828 26.2884
501 NM_005595 NFIA 380.5761 575.0305 536.1912 1064.028

27111 ENST0000033LOC10012987 16.2798 7.901734 11.41707 4.039529
24928 NM_152284 CHMP4C 295.7059 99.31837 114.2752 552.1625
26726 NM_005347 HSPA5 8091.331 8129.242 9534.516 6292.385
20944 NM_183401 RNF14 3286.437 3585.882 3031.024 2786.918
16947 --- --- 3.648619 3.780855 2.256016 5.663479
13549 NM_005809 PRDX2 747.6933 380.4959 386.2563 1028.439
18465 --- --- 921.4214 903.4933 966.9863 1051.953

134 NM_024329 EFHD2 1248.674 1016.655 1211.975 1881.771
19331 NM_003965 CCRL2 145.8125 15.77565 13.31088 255.8538
16618 NM_004118 FOXS1 160.4086 153.2472 148.9921 184.7668
17841 --- --- 2411.817 1606.702 2422.79 3334.781
24479 NM_052933 TSGA13 502.0956 621.5834 576.4007 445.2051
15175 NM_024894 NOL10 1269.023 1084.267 1513.775 893.6238
24558 NM_004456 EZH2 2515.739 1674.507 2751.759 1178.279
18103 NM_002841 PTPRG 1618.246 2075.007 1924.826 906.6944
11443 NM_002404 MFAP4 80.19448 94.46365 89.82047 73.32282
19616 NM_004464 FGF5 2835.069 967.594 966.4934 6394.786
12023 NM_139062 CSNK1D 2918.222 2876.858 2621.622 3469.943

262 NM_032125 C1orf160 1040.236 955.8254 949.9643 1405.824
16925 NM_005441 CHAF1B 1715.073 1419.192 1559.914 1288.061

944 NM_007221 PMF1 1279.922 1513.932 1291.746 1694.038
16084 NM_012145 DTYMK 1468.942 1163.175 1604.255 985.3274
17823 NM_012145 DTYMK 1468.942 1163.175 1604.255 985.3274
25606 NM_0010455 SLA 99.57642 95.11753 80.52402 121.0361
22710 NM_004761 RGL2 973.8678 823.2784 802.4595 1060.304
9978 NM_016209 TRAPPC2L 614.1528 368.866 545.5965 892.2066

18872 NM_173359 EIF4E3 243.1399 464.4886 242.2178 700.1878
1606 ENST0000035RP1-93P18.1 742.0761 404.5973 316.1323 982.2564

17679 NM_024955 FOXRED2 1329.459 1405.837 1362.538 1264.458
851 BC002469 C1orf56 588.9188 519.5074 616.3393 443.7838

3083 NM_173473 C10orf104 739.64 735.1396 615.7067 1281.742
27004 --- --- 336.0312 311.2848 387.5788 262.5007
17620 BC126262 C22orf31 61.0185 67.0714 62.83055 70.18037
6292 NM_015394 ZNF10 68.35758 74.18594 57.20493 51.49108

15006 NM_015690 STK36 484.1413 617.7788 504.0936 402.7927
26295 NM_005596 NFIB 2835.158 1375.636 2217.086 3714.878
17393 NM_020243 TOMM22 3062.957 2389.378 3514.375 1951.035
6970 NM_006312 NCOR2 1150.202 680.819 683.6681 1467.161

21243 NM_021072 HCN1 396.0443 398.04 426.6723 312.3308
5798 BC118637 FLJ13224 168.2114 162.5266 159.433 188.7637



17633 NM_031937 TBC1D10A 970.4863 1657.141 1212.71 546.7767
27911 NM_013995 LAMP2 5053.083 6820.384 6188.639 4237.556
20136 --- --- 256.0594 240.3089 197.8215 162.0799
10305 BC056676 LOC388272 364.0822 319.2411 373.9093 541.8408
21322 --- --- 71.55248 74.08685 70.72871 117.3275
26272 NM_00103939C9orf68 119.7013 135.0478 120.2526 180.6761
12246 XM_210365 LOC284288 74.62286 80.47546 94.11887 125.0137
12825 NM_017660 GATAD2A 2217.989 2054.97 1931.169 2523.187
28647 --- --- 145.1473 134.5497 150.3954 121.7192
26842 NM_017820 FLJ20433 210.3223 191.4122 193.7517 221.9567
23640 NM_006349 ZNHIT1 882.6307 1357.72 1087.042 585.9375
6785 NM_002345 LUM 321.8885 904.343 611.9898 8.905499
7284 --- --- 712.565 379.1126 748.18 1017.034

22366 NM_020455 GPR126 2067.304 2490.183 2726.366 1765.184
180  BC072682  //MGC87895  // 1271.176 1289.743 1159.089 1616.066

25291 NM_025115 C8orf41 468.6365 390.446 531.9523 327.8461
23084 NM_022568 ALDH8A1 114.1967 128.4809 107.5448 136.6597
2068 NM_004038 AMY1A 122.6992 117.407 119.866 171.0517
658 NM_004038 AMY1A 122.6992 117.407 119.866 171.0517
659 NM_004038 AMY1A 122.6992 117.407 119.866 171.0517

3846 NM_005264 GFRA1 236.0737 143.587 214.3697 102.1052
24923 AF151820 C8orf70 955.9054 716.8384 689.0425 1554.535
10356 NM_002080 GOT2 5629.157 4112.314 4220.296 6897.982
13110 NM_133498 SPACA4 75.26664 64.65826 67.93262 83.8396
21994 NM_014260 PFDN6 2406 2465.454 2753.621 2145.099
28338 NM_014260 PFDN6 2406 2465.454 2753.621 2145.099
28472 NM_014260 PFDN6 2406 2465.454 2753.621 2145.099
9616 --- --- 92.8398 110.7204 87.90847 75.81662
6768 NM_004664 LIN7A 164.738 128.0018 156.2992 197.5168

40 NM_007033 RER1 3253.819 3551.39 3349.198 3066.064
24626 NM_018361 AGPAT5 1264.527 1306.298 1393.21 1169.212
24253 NM_032936 TMEM60 890.299 1095.818 1149.925 607.9594
14020 NM_203307 ZNF321 70.40451 98.09605 34.04766 174.5914
14916 NM_018571 ALS2CR2 3083.576 4311.765 3501.26 2487.022
26644 NM_153366 SVEP1 71.29145 74.06845 91.8269 56.06805
9442 NM_138769 RHOT2 811.886 928.2108 802.1478 649.4078

24522 NM_015689 DENND2A 250.4765 175.5672 268.5995 328.0569
10624 NM_0010804 JMJD3 433.5482 534.3558 490.296 309.5372
8017 NM_016423 ZNF219 302.8799 256.0127 322.482 376.4987
583 NM_001554 CYR61 5696.536 2962.05 4589.507 9359.232

21010 NM_173491 LSM11 615.7661 676.8523 554.7689 738.9891
24290 NM_152703 SAMD9L 966.8918 816.9572 1179.016 639.3806
15610 NM_019044 CCDC93 964.7621 853.6967 783.6031 1383.386
17641 NM_152511 DUSP18 383.5759 270.6642 367.7512 230.4828
27124 NM_007157 ZXDB 483.9833 398.4814 483.9306 601.7621
16309 --- --- 39.36468 23.95881 42.47836 52.86275
5087 NM_0010052 OR4C12 20.88527 23.30356 23.29055 12.22909
6991 NM_175066 DDX51 257.7834 224.5201 205.5491 306.9752



20152 NM_203505 G3BP2 3150.6 3882.428 3673.468 2882.409
19890 NM_207352 CYP4V2 818.6547 1077.946 1145.339 558.2558

774 NM_00103988ANKRD34A 271.4037 323.2788 310.9843 220.5643
22227 NM_052904 KLHL32 54.58442 59.77046 60.43811 65.25162
20445 NM_005277 GPM6A 56.04845 55.02544 55.562 108.2792
9441 NM_145294 WDR90 291.4282 330.4553 301.2346 243.7478

25025 --- --- 9394.552 8480.544 9940.116 10612.1
12394 --- --- 33.76268 43.67981 42.42155 26.66845
15322 NM_022055 KCNK12 371.0883 391.5322 368.7583 417.1265

722 NM_020190 OLFML3 1549.221 1628.26 3347.681 82.31845
20525 BC011524 FAM105A 2429.538 1006.528 2469.631 286.7364
6231 ENST0000026SETD1B 590.6881 428.7104 554.5566 705.7584

27144 NM_207320 OTUD6A 133.0921 117.187 127.8067 144.3468
9608 --- --- 47.5435 41.06754 40.47415 31.72791
9592 NM_024847 TMC7 604.8192 487.0288 714.6956 378.5356

24858 --- --- 24.63782 25.48549 26.37175 31.0928
12847 NM_00101166PCGF6 1036.761 921.9778 650.6509 1771.245
10838 NM_024864 MRM1 699.0829 433.2645 595.4783 345.6985
18970 --- --- 808.2015 602.8772 840.4951 995.2544
26068 NM_002581 PAPPA 1425.803 1246.177 2608.613 193.0024
24365 NM_016068 FIS1 677.1592 947.2598 865.7586 388.1931
27531 NM_004650 PNPLA4 379.0032 722.1528 94.28667 1116.565
21643 NM_145266 NUDCD2 224.3157 160.1133 170.7314 397.0026
17257 NM_199127 GGTLC2 530.5897 470.8525 554.5131 335.3141
19077 NM_016201 AMOTL2 1736.564 947.8932 1328.643 2052.026
19993 NM_147182 KCNIP4 57.63276 46.64407 81.70623 26.95347
23119 NM_139126 PPIL4 1069.933 805.6628 961.3688 1631.291
10973 NM_000212 ITGB3 3777.668 8935.242 4952.605 273.0752
22321 NM_030963 RNF146 1081.058 827.8137 938.2267 1214.024
14534 NM_001862 COX5B 3800.33 4926.35 4332.964 3116.039
3224 BC004995 MARVELD1 1218.997 1208.336 954.3131 1481.318

14029 NM_173857 VN1R4 12.64962 10.21638 7.115432 18.43782
6197 NM_00110990RNFT2 327.0931 304.0137 292.4817 521.0845

22715 NM_000976 RPL12 5291.722 5468.296 5250.937 6213.585
24072 ENST0000035TRGV7 70.67651 62.78499 71.84431 108.5379
9726 NM_016212 TP53TG3 59.29179 148.8823 119.9221 21.99134
2867 NM_032905 RBM17 710.5336 369.0605 462.9427 1145.209

14794 --- --- 46.67601 40.61813 57.95037 88.88203
18322 NM_003571 BFSP2 69.73779 60.92241 74.96156 89.52191
8865 ENST0000037LOC727963 284.4348 183.1972 264.7289 606.3187

24805 NM_006283 TACC1 1984.772 1434.04 1979.39 1179.725
3213 BC024315 C10orf12 785.2027 426.3613 573.0746 1617.077

15245 NR_002201 FTHL3 1260.514 1234.161 1146.176 1107.83
6658 NM_002429 MMP19 204.7741 230.4407 205.1204 277.7902
8049 NM_020834 HOMEZ 230.1841 249.5838 210.7764 302.2578

20899 NR_002915 SNORA74A 225.0991 217.4799 163.284 277.0168
25121 NR_003572 FLJ45055 82.96064 136.0723 117.8457 63.85637
2084 NM_020703 AMIGO1 466.1276 646.1612 636.5716 312.6696



15510 NR_003366 ANKRD20B 93.55833 83.43939 65.47053 51.00212
5560 NM_003455 ZNF202 375.2418 329.579 365.1524 448.4584

25784 NM_017811 UBE2R2 3185.83 2815.906 3015.133 3495.285
18111 ENST0000035SLC25A26 813.253 1258.228 863.4733 466.2427
26640 NM_002829 PTPN3 760.464 783.8082 760.2968 624.9213
24729 NM_015359 SLC39A14 2040.605 2588.306 2754.954 1251.483
23513 NM_0010395 NSUN5B 522.1155 604.796 507.6267 428.6983
5179 NM_012200 B3GAT3 677.2006 992.1868 906.2418 508.7221

12431 NM_016427 TCEB3B 75.87904 72.71069 78.66714 87.99494
23345 NM_016616 TXNDC3 32.71931 47.35847 45.10065 22.5082
3688 --- --- 180.572 183.8661 219.787 236.3324

24394 CR601484 YBX1P2 2681.413 1982.13 2758.999 3266.403
19593 NM_144721 THAP6 463.2824 491.9121 518.9694 428.7464
22276 XM_00171957LOC10013205 160.1974 95.96138 125.2996 206.1816
18637 NM_00103174NEK10 280.3288 343.2984 580.3577 91.28453
16585 NM_012072 CD93 121.2629 107.8337 117.6413 138.9187
18011 NM_003965 CCRL2 172.3588 17.08685 14.33146 312.7514
1001 NM_00112276PPOX 189.1931 199.7246 207.0056 219.8754

11009 NM_018346 RSAD1 548.7036 476.6334 489.4713 377.1398
10660 NM_000676 ADORA2B 253.9137 404.7177 249.0543 800.696
18104 AF236158 C3orf14 593.376 928.6643 723.7305 453.6732
27468 NM_005629 SLC6A8 2152.753 2900.755 2465.906 1809.164
22077 NM_006586 CNPY3 1992.802 2511.624 2347.062 1488.68
19799 NM_0011099 LOC729830 490.4079 459.1521 523.9369 825.8351
26031 NM_021224 ZNF462 2838.611 2866.088 3445.517 2418.084
17406 NM_001675 ATF4 2309.635 2911.418 2108.219 1727.54
9848 NM_003946 NOL3 495.103 518.9388 469.0629 431.7729

16395 NM_002623 PFDN4 442.8721 489.964 549.1401 347.1937
1228 NM_0011147 CD55 4617.74 3879.691 4657.884 2316.294
652 NM_001400 S1PR1 291.5723 26.04193 29.45929 455.8243

19617 BC034296 C4orf22 54.94608 39.11578 50.73147 83.17807
28669 --- --- 957.566 622.8944 1055.073 1412.664
21078 NM_012171 TSPAN17 1442.879 1470.223 1231.862 1613.797
5713 NM_0010044 CLEC2D 457.119 375.9127 384.169 620.6508

24754 --- --- 78.24117 77.38651 92.4371 99.64824
10421 NM_006927 ST3GAL2 1333.087 1439.558 1180.297 1548.095
8359 NM_018036 ATG2B 728.7216 589.595 695.3812 1025.962
3078 NM_018344 SLC29A3 863.4761 615.6724 725.5015 1149.881
8364 XM_0017264 LOC10012934 9.470942 12.88114 13.57763 15.94212

27077 NM_000084 CLCN5 584.1409 821.6776 768.83 484.6983
2253 NM_004079 CTSS 1198.757 2030.352 3043.13 243.118

18905 NM_000313 PROS1 524.1897 866.4286 792.5157 404.9326
10347 NM_013242 C16orf80 1553.441 1067.9 1354.979 1781.417
23183 NM_021135 RPS6KA2 824.5393 1047.081 1290.844 170.4481
3472 NM_005028 PIP4K2A 1632.641 1409.761 1238.104 2127.307

28058 NM_032512 PDZD4 98.43957 179.4925 125.4281 53.98279
857 NM_002810 PSMD4 1297.129 1332.598 1583.756 1137.418

1481 --- --- 245.5992 282.2742 191.4799 331.9392



20148 NM_001729 BTC 89.7096 73.1361 96.6413 112.2468
22389 BC071678 LOC645958 2643.175 2324.339 2541.203 2918.093
12601 NM_032868 MPND 235.3078 239.9309 198.0078 285.2944
5462 NM_033292 CASP1 205.5926 296.3369 381.7003 126.5343

25173 AY461701 LRLE1 91.23669 98.08012 88.81961 183.5993
21788 NM_004233 CD83 435.4388 497.0739 698.0373 301.6098
1722 NM_001703 BAI2 418.0351 649.393 500.1366 286.3693
7444 --- --- 98.90872 86.97367 182.2698 18.80841

17939 NM_002207 ITGA9 1379.557 3224.764 1616.82 37.74964
10904 NM_003632 CNTNAP1 574.478 1082.218 1116.204 281.4089
18073 NM_144641 PPM1M 777.5562 915.433 981.0191 586.0853
17563 --- --- 49.49327 21.17905 53.91215 72.3526
2078 NM_005645 TAF13 929.3055 1108.327 1189.005 785.008
6493 NR_004854 AMN1 223.1389 338.6449 318.5828 173.7274
8445 NR_022008 PAR5 73.06252 74.65663 30.23284 173.4264

18819 NM_003392 WNT5A 1670.736 855.8845 1270.746 457.7567
13540 M64241 RPL10 3749.65 3533.755 3847.92 4562.778
7254 NM_014572 LATS2 1290.47 997.2395 1158.789 1760.4
7774 NM_00103946SFRS5 1885.675 1693.291 1728.253 2812.422
391 NM_0010179 ERMAP 179.9131 103.3665 134.4175 272.9991

1553 NM_0010096 PRAMEF4 67.23882 49.27583 61.51116 76.26055
12347 NM_002828 PTPN2 412.8283 277.4474 405.4293 674.228
5673 NM_0010985 USP5 1076.113 967.7181 953.5662 1339.842

24493 NM_014149 WDR91 589.9114 1188.233 713.804 197.1975
2851 NM_014023 WDR37 566.3693 381.4756 445.4244 878.0024

21103 NM_025158 RUFY1 1080.792 924.1554 932.045 1583.634
15165 NM_003183 ADAM17 1361.864 1438.807 1391.564 930.2244
14863 ENST0000032FSIP2 95.16589 69.52736 85.2223 183.0253
18413 NM_013263 BRD7 450.2959 280.0713 390.8995 635.5755
1810 NM_024503 HIVEP3 516.7031 342.7098 528.407 273.2242

10481 NM_031463 HSDL1 682.4448 660.6437 579.6535 1314.228
13154 NM_015428 ZNF473 679.9434 704.0079 817.9215 607.587
19663 --- --- 636.3198 626.5065 654.1347 904.436
7936 --- --- 113.7195 94.28352 104.6972 83.99641

17717 NM_014292 CBX6 1955.767 1787.441 2151.681 1344.845
3606 NM_152230 IPMK 965.9064 964.3979 760.4664 1424.173
9234 NM_033429 CALML4 321.964 161.6468 172.9441 487.0902

24812 NM_002164 INDO 136.4112 253.1657 357.2177 21.18267
477 NM_000098 CPT2 403.4479 510.9159 474.7844 350.2106

18636 NM_018297 NGLY1 892.0663 971.9341 932.8124 835.7056
13806 NM_000660 TGFB1 1287.15 536.088 348.2874 1598.107
4881 NM_00100556OR51B5 102.7523 62.18208 129.7645 32.73042

19741 NM_031291 SLC25A31 43.47212 51.31413 48.8218 58.7033
1923 NM_000775 CYP2J2 283.2743 219.0012 376.8984 145.8224

10435 NM_015020 PHLPPL 732.0049 623.3478 628.3971 1258.066
24199 NM_198924 TRIM73 169.9872 154.6445 164.8323 200.5626

233 NM_020379 MAN1C1 280.3322 341.6246 274.8815 211.2666
4100 NM_054032 MRGPRX4 2125.733 1155.995 3221.461 153.3526



24782 --- --- 11.72212 16.62843 9.083993 6.029259
7731 NM_021003 PPM1A 1099.073 1050.224 935.2975 1306.645

11848 NM_199290 NACA2 730.576 604.8323 653.8825 984.7817
12715 NM_017682 BEST2 76.87048 65.81201 77.94652 85.97379
15941 NM_152519 C2orf67 527.4628 444.0959 613.1964 376.4736
23637 NM_030961 TRIM56 801.0969 937.7048 855.4932 615.3481
24321 NM_015545 PTCD1 323.7967 437.7884 374.4306 272.2869
2523 NM_004673 ANGPTL1 39.61147 55.71899 40.98465 30.29051
5194 AK292330 WDR74 2219.771 2542.508 2463.002 4751.496

20209 --- --- 49.13686 37.88157 40.29937 54.94773
2448 NM_003617 RGS5 79.38995 70.1218 60.97778 220.5056
1379 NM_130398 EXO1 1594.792 1174.006 1684.654 1025.726
9843 --- --- 134.9982 110.2617 150.9072 172.0409

23579 NM_004411 DYNC1I1 807.9353 598.3244 1154.222 292.1655
20632 NM_0010298 RGS7BP 62.37834 67.76402 61.38639 70.91064
2055 NM_0010373 PAP2D 173.4058 215.3534 165.2457 112.2896
1184 --- --- 3558.353 3106.204 3392.239 4790.92

17890 NM_000060 BTD 748.049 932.785 694.9815 571.7424
3805 NM_006993 NPM3 821.1494 537.9532 618.9398 1115.709
1977 AK075118 C1orf118 169.0548 176.3549 161.9076 227.1195

11729 NM_024819 DCAKD 1156.54 1224.99 715.6884 1780.906
24135 NM_207366 14-Sep 94.42532 110.7935 98.82745 73.84864
13719 NM_032878 ALKBH6 524.7671 831.6389 552.4746 289.1467
24821 NM_006803 AP3M2 716.7014 1220.282 771.4604 366.1922
8224 --- --- 608.8076 499.812 608.9276 744.2179
1638 NM_000864 HTR1D 332.4005 125.8199 105.0533 493.1834

21911 NM_206814 MOG 113.9529 122.6874 91.33151 64.13135
4631 NM_080659 C11orf52 331.9741 296.1279 268.367 360.0903

22385 --- --- 365.6382 216.8476 157.4426 692.5275
4901 NM_000613 HPX 82.25087 67.15936 87.75465 112.5143

11318 --- --- 269.5266 285.1199 285.9135 368.6947
18352 NM_006506 RASA2 820.8137 730.9644 805.2654 1411.247
9886 --- --- 88.02054 96.06429 100.3158 114.3858
3871 NM_022034 CUZD1 68.6753 24.78659 52.18876 112.6507
9059 --- --- 5608.368 4606.259 5806.272 6607.135

20578 NM_003999 OSMR 4035.141 5899.397 5707.9 2574.891
4348 --- --- 91.68806 62.03334 79.21319 114.5996

15824 ENST0000036NFE2L2 119.8443 112.2965 66.84584 224.7347
12580 NM_002068 GNA15 3198.416 436.0859 412.4336 5565.482
1289 --- --- 16.41782 13.58317 12.09341 18.47681
9337 NM_016073 HDGFRP3 2213.123 1852.01 1921.707 3190.291

18406 NM_022443 MLF1 324.6125 355.7402 249.7003 502.0952
18315 NR_002949 NUDT16P 471.131 259.4857 239.646 716.4805
13829 NM_182707 PSG8 35.17892 29.51677 34.19576 46.52696
17037 NM_013240 N6AMT1 414.731 347.038 426.5735 324.8105
6313 NM_020367 PARP11 208.919 158.6935 123.4535 364.5349
242 NM_015871 ZNF593 629.2302 632.1464 620.4225 879.7373

6116 --- --- 86.40891 71.01566 89.14771 64.89108



18151 --- --- 96.91717 91.09862 96.89661 84.61615
18288 NM_004526 MCM2 1082.195 668.9894 903.4153 1460.484
26390 NM_001782 CD72 140.162 114.8029 120.3322 151.0082
19193 NM_0011050 EVI1 662.3967 259.1024 396.3554 1168.431
5889 NM_001417 EIF4B 5924.185 6148.701 5379.148 8465.649

12710 NM_003437 ZNF136 318.355 436.1599 380.564 275.6707
7748 NM_005956 MTHFD1 2525.714 1971.333 2363.831 3486.682
3153 --- --- 245.2017 114.2004 334.3575 465.6162
7315 NM_145203 CSNK1A1L 270.4738 257.942 247.1774 296.7284

14334 --- --- 38.41006 22.04572 35.5279 62.92833
25240 NM_003842 TNFRSF10B 1924.164 2377.959 2490.136 1043.051
3669 NM_145170 TTC18 53.09961 52.19065 43.61589 113.0239
3334 NM_007190 SEC23IP 1129.511 1152.51 1278.635 989.1843
8529 --- --- 197.9305 137.2357 192.0493 240.2623
8975 --- --- 197.9305 137.2357 192.0493 240.2623
8998 --- --- 197.9305 137.2357 192.0493 240.2623

20403 --- --- 6.532388 6.244835 6.394489 5.258034
9895 NM_007242 DDX19B 861.598 580.7099 754.8268 1201.939

23722 NM_0010124 FAM71F2 156.0594 158.7091 180.6721 126.8907
4141 NM_018393 TCP11L1 909.4214 799.5983 1063.615 649.1793
2293 NM_005988 SPRR2A 57.63218 77.99261 117.3871 21.30226
9906 AY358233 UNQ6484 42.14584 35.42745 44.28684 48.42007

20870 NM_021982 SEC24A 2455.767 2670.876 3071.799 1964.594
13769 NM_172139 IL28B 799.8835 765.8967 689.0352 894.8947
6598 --- --- 115.6679 63.20403 105.6317 150.5638
3873 NM_024942 C10orf88 562.0496 602.171 592.7652 491.6599
9822 NM_014157 CCDC113 211.3933 113.1213 95.90858 347.5704

13726 ENST0000035LOC10012798 90.87606 91.16357 92.26765 99.56301
11758 NM_003726 SKAP1 55.92194 54.47948 54.70079 83.50074
6392 NM_013431 KLRC4 22.93821 57.6981 44.60162 2.345597

14049 NM_021250 LILRA5 57.81576 47.9461 63.00172 74.63127
25100 BC040742 KIAA1833 638.7412 464.7921 467.4901 877.3515
5015 NM_024424 WT1 381.5892 161.3477 50.87606 625.7769

13314 --- --- 1987.122 856.4038 2183.22 2849.69
5693 --- --- 318.5811 179.5329 342.2078 428.2908
6973 --- --- 150.7653 135.299 158.2534 183.4591

16288 NM_005417 SRC 630.3222 601.6235 463.9967 832.6567
17571 NM_206953 PRAME 1477.084 3925.51 2231.558 19.48499
8769 --- --- 1002.369 774.1009 1069.896 1274.374

22820 NM_005084 PLA2G7 1809.034 719.1968 2201.49 46.36518
5952 NM_015292 FAM62A 2676.754 1914.092 2017.275 3117.61

15741 NM_0010099 ERMN 126.5513 85.99213 182.7725 33.17741
1156 NM_002113 CFHR1 80.34737 58.36959 67.24747 47.46876

21850 NM_007048 BTN3A1 602.7872 825.4318 610.0063 431.9796
23050 NM_020755 SERINC1 3249.941 3248.92 2732.089 3776.788
2734 ENST0000033C1orf145 56.9161 44.70322 56.37601 66.0275

19575 NM_004885 NPFFR2 74.18424 53.28534 113.6367 21.09674
13293 NM_006959 ZNF17 233.762 267.0015 327.2627 192.9009



18907 NM_000313 PROS1 1302.623 2289.762 1817.775 858.7302
20240 NM_016242 EMCN 55.83575 110.6464 61.95597 16.01507
22639 NM_005803 FLOT1 1756.57 1365.025 1370.902 1994.023
28358 NM_005803 FLOT1 1756.57 1365.025 1370.902 1994.023
28486 NM_005803 FLOT1 1756.57 1365.025 1370.902 1994.023
22907 --- --- 41.76991 49.97706 43.48287 52.3933
20101 NM_004439 EPHA5 150.4204 152.69 283.5192 38.0786
15370 NM_198276 TMEM17 176.4988 271.083 218.9849 134.3445
21927 NM_013993 DDR1 1133.636 993.1028 1060.43 592.6851
9331 BC020234 LOC283693 83.01003 72.31424 87.14774 108.8916

21711 NM_198868 TBC1D9B 1198.034 1338.495 1216.067 1435.686
17 NM_198576 AGRN 732.7158 814.6687 621.1492 1238.428

13428 NM_000635 RFX2 771.9532 594.1569 569.859 1445.559
4075 NM_014632 MICAL2 2782.973 609.7222 823.8309 4331.287

10258 NM_006110 CD2BP2 717.3484 647.0025 733.5794 615.0177
22089 NM_033450 ABCC10 633.0736 728.8192 679.3265 508.1523
15267 NM_021209 NLRC4 38.15517 35.84327 37.87715 43.03265
8275 NM_033116 NEK9 871.7416 1022.112 712.4341 1534.553

11526 NM_018428 UTP6 966.3701 1138.746 1245.092 843.4253
17039 NM_016940 RWDD2B 1479.631 1326.338 1464.709 1169.476
25862 BC148261 FAM27E2 383.8221 625.4066 467.1833 226.4673
12632 NM_015318 ARHGEF18 673.6224 550.9913 544.5251 1017.728
21603 NM_001155 ANXA6 6557.548 5750.092 3567.26 8614.18
19353 NR_003004 SCARNA22 382.318 277.8971 419.5894 605.1938
17382 NM_014291 GCAT 413.0025 486.6022 423.2066 367.8633
20237 NM_0010317 DNAJB14 616.4425 581.7287 634.736 515.1066
28435 NM_013993 DDR1 1169.395 1024.448 1090.735 610.5363
13965 BC071737 FAM71E1 280.3356 319.1002 279.484 334.6472
11333 NM_032442 KIAA1787 332.3286 378.8266 357.9801 309.8629

898 NM_000906 NPR1 136.996 142.4342 122.4669 322.3333
21653 NM_005565 LCP2 141.8989 305.7383 229.1055 62.38519
1091 NM_021165 FAM5B 308.7409 148.2542 214.0073 80.64217

18536 NM_004168 SDHA 3477.961 3101.261 3113.173 2780.745
22295 AF167351 BRD7P3 405.903 288.1737 374.2103 503.4452
26061 NM_032888 COL27A1 571.1058 545.8716 615.1437 503.2761
23649 NM_175064 WBSCR19 87.26884 75.64954 78.40379 65.94397
21852 NM_006994 BTN3A3 306.802 439.7276 346.2834 249.2317
23308 NM_006024 TAX1BP1 1805.755 2379.159 2058.92 1463.547
23434 NM_033273 ZNF479 312.6693 365.0546 326.7237 428.4801
3076 NM_003901 SGPL1 1409.316 893.3278 827.165 1955.962

10565 NM_004313 ARRB2 653.8725 649.0961 682.1838 769.9024
14308 NM_002354 TACSTD1 43.99139 34.37889 40.88032 63.40624
28003 --- --- 25.01441 17.04481 30.89231 12.06187
24307 --- --- 29.74618 36.84987 36.97985 45.88954
14283 NM_024775 GEMIN6 318.4674 299.8652 391.1463 231.5786
8955 NM_0010016 OR4F15 70.37402 102.4581 67.50659 44.88358

17248 NM_014337 PPIL2 1569.801 1449.197 1559.787 1329.774
4706 NM_005422 TECTA 157.9664 160.0208 129.6162 180.5328



11519 NM_015986 CRLF3 631.1831 525.2178 720.769 457.6174
7630 --- --- 22.24347 19.75157 15.99238 42.14563

20269 NM_001226 CASP6 358.0174 295.1988 328.7311 260.5089
16262 NM_020884 MYH7B 207.2113 188.8215 208.8188 235.2974
8900 NM_016645 NGRN 952.1803 1149.024 920.9503 723.8965

10804 NM_00103356RHOT1 1421.192 1847.88 1707.615 1305.152
17617 NM_0010057 CHEK2 326.1877 356.2907 356.5291 280.7974
6697 NM_000785 CYP27B1 75.66338 64.00813 61.41426 106.494

28749 --- --- 39.01199 39.59814 43.61269 54.1301
17753 NM_005650 TCF20 755.3638 738.5618 791.662 660.4068
23625 NM_005273 GNB2 2513.002 2636.018 2573.832 1932.897
19337 NM_017733 PIGG 640.7408 761.1461 665.582 567.2397
17652 NM_019843 EIF4ENIF1 615.2419 592.1797 611.1974 697.8232
24872 NM_002865 RAB2A 2492.888 2340.097 2162.487 3038.628
2616 NM_000537 REN 87.48439 72.95064 84.55666 94.75785

21086 NM_00100410GRK6 493.3613 467.7126 413.6242 607.3885
6810 NM_002595 PCTK2 1506.555 1090.021 836.5034 2131.725

11829 --- --- 38.88836 44.13645 53.18655 29.16858
3627 NM_022129 PBLD 157.2672 110.8128 111.761 347.5619

15799 NM_004405 DLX2 552.8622 342.4776 674.3826 182.4228
13482 NM_024106 ZNF426 510.5107 679.0422 671.868 459.1273
6729 --- --- 50.27788 46.91743 48.09796 56.96619

11705 NM_004160 PYY 245.9851 170.1555 172.483 314.4587
28849 --- --- 200.7026 302.58 292.2118 170.7156
16416 NM_178456 C20orf85 93.08035 85.26222 85.97694 102.6469
20959 NM_205841 SPINK6 64.74502 85.30612 80.14637 59.05987
17676 NM_030882 APOL2 336.7375 386.3837 376.5037 277.8098
10691 NM_144775 SMCR8 1552.209 954.8026 1140.699 1966.139
11900 NM_007168 ABCA8 130.4978 386.2114 262.5996 6.401719
4583 NM_014679 CEP57 867.4725 512.5945 700.2536 1437.239

20350 NM_198682 GYPE 166.4471 116.2691 237.3321 48.45183
7452 --- --- 10.10891 13.3688 7.709173 4.213403
9250 NM_020214 PARP6 1216.29 1064.802 997.2826 1293.144

11256 D49737 SDHC 7219.802 7262.062 7927.823 6129.531
19779 NM_005900 SMAD1 659.8321 494.4119 554.6155 883.7802
27256 NM_022838 ARMCX5 457.3435 571.1796 627.6601 398.0012
7461 NM_198968 DZIP1 915.7924 735.3191 698.7633 1534.157

14990 NM_000998 RPL37A 2465.773 2614.723 2239.128 2746.043
4926 ENST0000029TRIM66 392.5908 357.6186 181.7638 656.4414
9714 NM_000632 ITGAM 106.7321 86.11111 107.8965 128.5632

15595 NM_000576 IL1B 2568.285 4043.502 2568.86 1443.045
14939 NM_000976 RPL12 5821.256 5944.459 5775.696 6736.032
21950 NM_000594 TNF 140.8917 87.63068 102.4983 217.2679
28309 NM_000594 TNF 140.8917 87.63068 102.4983 217.2679
28445 NM_000594 TNF 140.8917 87.63068 102.4983 217.2679
11520 NM_024683 C17orf42 204.9851 274.348 272.8792 174.1309
10414 NM_014062 NOB1 1867.695 1461.77 1717.727 2830.457
13099 NM_022142 ELSPBP1 64.09318 59.01848 65.52836 54.34793



22104 NM_0010781 SLC29A1 2345.421 1710.753 2200.468 2687.397
8895 --- --- 77.42115 72.06277 86.15208 99.90231

11486 NM_033198 PIGS 1945.577 2610.696 2116.435 1259.292
5353 NM_182969 XRRA1 320.1994 267.8533 218.032 426.7075

23538 --- --- 394.2378 326.9918 469.9281 570.1891
15549 NM_012214 MGAT4A 29.21158 120.1726 39.06644 151.957
8988 NM_000969 RPL5 8252.453 8705.046 8119.153 10153.55

27334 --- --- 2881.578 1872.799 3415.455 4041.681
26686 NM_014618 DBC1 45.23903 43.80936 44.79208 58.9228
26486 NM_001206 KLF9 1435.878 2114.279 1591.204 309.4802
4315 NM_145017 C11orf66 116.8722 100.2792 97.65117 134.3598

24262 NM_012431 SEMA3E 72.10509 65.46233 63.24719 198.0204
5150 NM_152716 PATL1 4043.399 3339.517 3783.318 4540.125
5837 NM_181788 H1FNT 234.5603 255.8749 221.757 273.6201
9789 NR_001447 MT1L 3702.537 2087.813 2071.187 6206.875

17852 NM_0010317 CRELD1 246.2402 305.8914 242.7938 189.6069
15240 NM_002437 MPV17 3702.378 4327.196 3639.706 4603.199
1874 NM_001981 EPS15 1568.437 1875.332 1528.763 2352.146
8724 NM_015042 ZNF609 1071.448 824.7516 952.4179 1317.702

23836 NM_178561 CTAGE6 52.44486 61.01723 50.91858 65.5801
3029 NM_003201 TFAM 1334.156 788.623 927.4119 2235.515

18360 NM_003304 TRPC1 882.9794 794.731 769.691 963.8978
21856 --- --- 2.599306 2.93655 4.507912 5.249859
1771 BC018109 C1orf109 215.8245 197.1478 191.4315 273.3266

24571 AB039791 ARP11 131.577 127.1019 105.9544 94.04884
25112 NM_014665 LRRC14 687.2224 510.994 479.747 799.7871
23514 NM_175064 WBSCR19 139.1175 129.1309 147.4208 118.2682
1635 NM_030761 WNT4 285.0545 257.6111 270.0182 294.2796

19827 --- --- 40.00088 31.61773 38.27202 27.99965
18823 NM_019555 ARHGEF3 469.2292 665.8515 767.954 382.3617
1850 NM_017739 POMGNT1 1486.507 1994.284 1619.273 1265.274

13520 --- --- 151.057 139.1496 139.8342 186.8566
15582 ENST0000033FLJ38359 113.0019 44.94448 64.59989 195.9343
15372 NM_015910 LOC51057 286.7483 462.8497 326.2622 176.0986
25740 NM_003026 SH3GL2 396.6353 374.1347 412.8361 494.9077
17207 L20860 GP1BB 193.3807 185.4633 208.7472 168.4278
9304 --- --- 93.58418 68.50687 113.619 157.1428

23498 NM_003388 CLIP2 392.4026 422.5847 361.4608 248.8393
27528 NM_020742 NLGN4X 27.14759 24.41139 34.78565 18.87373
20911 NM_080670 SLC35A4 2969.449 2449.777 3154.324 1851.095
14882 NM_012223 MYO1B 2161.786 3716.992 3491.109 1662.616
27805 --- --- 58.31808 63.943 64.61997 35.29029
6874 --- --- 848.1815 478.3755 867.7054 1210.021

26447 BC119676 FAM27E1 384.4356 631.3514 467.2141 227.2314
308 NM_004964 HDAC1 3223.637 2927.791 2556.177 4380.832

24951 NM_017697 RBM35A 49.50764 55.05164 48.39099 88.88396
23499 NM_016328 GTF2IRD1 561.6512 432.0847 449.9002 687.0771
26155 NM_0010127 C9orf106 53.43798 46.11905 62.44953 76.80942



9450 NM_005823 MSLN 139.8287 84.23679 89.50854 445.2847
2538 NM_002928 RGS16 1798.773 663.5205 1561.229 166.0267

18100 NM_00109878RPP14 1207.222 1037.594 1369.24 904.2789
25713 --- --- 145.791 136.8381 108.1349 91.73592
21162 --- --- 2887.207 2246.625 3344.397 4198.546
10668 NR_003043 SNORD49B 541.8157 434.4615 462.9165 726.8897
4197 NM_0010054 OR4B1 42.99596 45.96317 48.73396 32.35644

27580 NM_004586 RPS6KA3 2689.949 3661.074 3543.866 2383.206
15727 NM_004688 NMI 427.8791 167.6655 319.6381 742.6588
22591 NR_002722 ZNF204 27.94425 28.99962 28.01837 10.41578
18709 NM_147129 ALS2CL 171.5996 128.7767 152.5599 233.427
2813 NM_015446 AHCTF1 2769.33 2559.431 3415.077 2057.396
5643 NM_003213 TEAD4 1063.991 638.5267 861.7021 1287.618

18550 NM_152699 SENP5 2201.912 1906.852 2058.592 1809.261
22171 NM_133645 MTO1 796.584 593.9825 655.4329 1000.48
6630 NM_006301 MAP3K12 488.2763 698.7238 487.2959 281.0988
7064 NM_015678 NBEA 630.2287 830.1956 933.7122 536.405
3540 NM_006955 ZNF33B 264.6295 180.0535 179.8794 526.4146

12724 NM_052876 BTBD14B 2333.781 1860.517 1981.292 2462.861
9292 NM_015079 TBC1D2B 642.0178 587.705 416.9421 1103.519

13056 NM_001646 APOC4 71.55067 65.04156 60.7353 84.01098
1394 NM_018012 KIF26B 152.8028 150.0053 158.7273 189.947

24539 NM_0010016 OR9A2 37.14977 52.13129 49.36704 29.16274
22386 NM_015093 MAP3K7IP2 2514.286 1762.399 2152.483 3107.081
20107 NM_004262 TMPRSS11D 214.8613 216.2504 225.4691 245.4563

453 NM_018571 ALS2CR2 3298.623 4706.976 3769.54 2664.663
18387 NM_002563 P2RY1 411.8247 391.9065 542.5538 291.3148
28036 --- --- 17.02127 13.57678 21.20049 39.55192
23568 NM_004126 GNG11 2035.6 1690.605 2351.533 1486.474
15431 NM_004082 DCTN1 1406.49 1603.779 1461.329 1693.449
9044 NM_007223 GPR176 1139.781 702.3777 977.1608 1714.396

12588 NM_133261 GIPC3 236.6856 200.8969 257.5227 159.7308
4656 NM_002572 PAFAH1B2 2421.044 1544.439 1923.827 3216.691

21386 --- --- 24.02141 25.27309 17.63094 33.88237
17938 NM_178339 C3orf35 110.9052 150.3177 130.9987 93.88369
3967 NM_005706 TSSC4 235.4095 161.7829 222.6988 275.2701
4638 NM_000317 PTS 1234.541 1072.198 1534.88 748.8981
273 NM_014474 SMPDL3B 130.5458 132.5228 129.1912 156.9405

23691 NM_001753 CAV1 5821.832 4490.244 5720.561 7260.531
16481 NM_033409 C20orf54 117.8947 83.03534 104.6858 145.4732
11183 NM_00101098AFMID 338.7485 402.0662 320.4023 515.2695
3600 ENST0000033FLJ31958 220.7298 145.9257 83.61926 357.3327

19 --- --- 17.12568 16.5828 18.35486 28.38561
18252 --- --- 38.51111 39.28467 39.37005 45.90958
10355 NM_018231 SLC38A7 589.7709 463.0813 544.1041 678.7839
22726 NM_001014 RPS10 9189.019 8852.054 9254.632 9743.858
9188 NM_024611 NARG2 1109.638 761.1011 855.4526 1685.144

26459 BC032035 FAM27E3 402.6426 664.5852 493.6577 239.5031



9229 NM_006049 SNAPC5 624.8404 556.9467 722.0071 499.9131
25335 --- --- 5.692262 7.260785 4.697216 3.773369
11855 --- --- 318.8089 284.9371 366.4995 428.6745
5366 NM_005512 LRRC32 138.0265 106.0082 136.5835 155.9766
3349 NM_001609 ACADSB 254.2904 382.7014 328.9842 216.451
2712 NM_014698 TMEM63A 2349.528 1948.96 2923.052 1442.504

22345 --- --- 428.6122 306.4285 445.3141 582.1383
14021 NM_00103166ZNF816A 48.91812 60.03206 28.63377 172.1702
16142 NM_001200 BMP2 328.1043 421.6349 401.0571 259.5045
26096 NM_004789 LHX2 140.2008 120.3217 124.8951 159.8571
22163 NM_145267 C6orf57 125.6102 90.8893 99.19808 176.4472
5275 NM_0010407 PC 470.5426 874.069 638.3488 269.3313

22451 --- --- 41.73648 27.66412 30.78412 63.56402
6798 XR_016608 LOC400061 494.2606 504.2129 723.4481 926.6586

20633 --- --- 436.6273 235.9817 452.3119 576.9266
14817 NM_178120 DLX1 626.0527 425.0095 675.5853 327.8533
5294 --- --- 678.3091 672.6867 675.8934 799.7221

25046 NM_173685 NSMCE2 717.4337 520.1496 483.5635 1093.028
10274 NM_0010804 ZNF629 188.8959 144.3281 184.8847 212.7289
20032 NM_173075 APBB2 2151.725 1367.319 1776.965 3012.511
6760 NM_203394 E2F7 2168.767 1206.756 1506.172 3230.257

13095 NM_014601 EHD2 1498.365 1146.811 1251.726 2002.513
18618 NM_014744 TBC1D5 957.5345 691.5757 789.551 1320.466
12848 XM_00171977LOC10013051 11.22056 34.30463 22.27182 0.2362327
13382 NM_003021 SGTA 1891.012 1333.249 1592.249 2100.01
13631 NM_016368 ISYNA1 445.5165 954.1701 552.8715 133.2369
15945 NM_005235 ERBB4 150.1806 181.9448 251.0896 103.8779
5080 NM_004476 FOLH1 41.59286 92.64311 60.56023 9.699628
8374 NM_020836 BEGAIN 84.86652 89.74364 77.53326 94.56922
8699 --- --- 1528.722 1128.875 1632.318 1883.305

12551 NM_032853 MUM1 495.9032 517.1592 409.1667 594.2831
14350 --- --- 126.8992 116.3203 156.2209 187.2848
25763 NM_020124 IFNK 34.21865 35.13061 32.97614 50.54138
3285 NM_005962 MXI1 640.1222 1212.972 1026.311 280.9569
1888 BC010908 C1orf123 1237.686 1166.96 1082.971 1789.385

21853 NM_078476 BTN2A1 655.7381 594.2625 764.979 532.9069
9082 NM_001006 RPS3A 3694.429 3362.054 3392.078 4772.962
3354 NM_022126 LHPP 286.1237 348.601 233.5404 394.8466

16149 NM_022096 ANKRD5 452.4663 382.4641 520.0226 308.2169
12902 NM_080600 MAG 84.09678 100.6449 105.7693 66.86607
16439 NM_007002 ADRM1 3127.008 3265.976 3728.438 1983.248
5138 NM_0010052 OR5B21 406.8651 183.131 478.1927 57.82175

10813 NM_002986 CCL11 98.41015 103.0525 98.91515 90.21973
16482 --- --- 1804.596 1969.3 1843.624 2087.356
17607 --- --- 14.23038 14.17092 16.0448 19.12908
3880 NM_014661 FAM53B 355.6491 507.9857 380.3213 272.906
9875 NM_133458 ZFP90 354.5095 461.0018 256.8146 801.8893
8029 NM_00100546OR10G2 65.71148 53.52028 64.72027 72.7012



8131 NM_080746 RPL10L 694.8632 650.7938 725.7592 829.1235
21793 --- --- 92.00102 161.0508 92.92059 50.8279
14078 NM_203374 ZNF784 1199.798 1143.069 1216.676 1287.478
3261 NM_016169 SUFU 412.6923 386.6231 328.4561 559.9828
286 NM_006582 GMEB1 655.4626 459.0172 597.1976 927.4877

3668 NM_016065 MRPS16 1628.971 1367.627 1311.802 1984.258
10992 NM_023079 UBE2Z 4224.519 3744.87 3824.58 4462.104
15496 NM_004836 EIF2AK3 765.6106 1200.409 913.7426 523.8372
18172  XR_018254 LOC339843 357.1488 282.5064 268.7653 540.8218

747  ENST000003 LOC128102 142.5516 180.4668 171.2569 103.7237
662 NM_0011132 NTNG1 413.1276 180.1703 316.2439 843.8413

3289 --- --- 9.208094 9.711809 11.92881 4.117443
14909 --- --- 22.21941 23.50612 19.41653 28.80299
5432 AF161533 CCDC82 232.8579 248.9427 223.1552 189.242

19864 NM_170710 WDR17 286.0935 324.6709 384.5379 251.8453
217 NM_000975 RPL11 3259.784 3160.534 3195.242 4460.761

13855 NM_0010833 ZNF228 361.7274 340.419 419.679 302.33
8846 NM_0010082 FAM154B 352.8292 332.3842 246.2161 402.3235

25589 NM_014846 KIAA0196 3162.59 1964.548 2503.826 4658.237
7497 --- --- 186.4567 262.6307 220.5058 134.9439

20589 AK001108 FLJ10246 510.1916 647.319 411.3613 335.1318
10785 NM_001304 CPD 2183.879 3362.769 2526.97 1476.583

913 NM_0010984 TDRD10 109.1338 109.8784 109.6838 79.68778
10144 NM_002094 GSPT1 3607.355 2902.208 3722.055 4632.969
13554 NM_004461 FARSA 3746.061 3285.667 3797.728 3039.412
25356 --- --- 1172.095 1035.159 1260.537 1359.094
4788 NM_021034 IFITM3 2921.463 2641.205 2686.398 3292.38

14615 ENST0000027LOC440897 398.123 347.5538 440.4729 274.3888
20374 --- --- 187.54 124.2836 215.4933 261.0533
24345 NR_003613 PMS2L1 687.2037 993.1838 769.3879 494.2049
26084 NM_012364 OR1Q1 25.55047 25.86616 31.78111 21.47819
20909 NM_031467 SLC4A9 124.6221 127.7001 126.4927 109.0029
1165 XR_037940 LOC10013186 147.7406 156.0687 180.4251 231.5052

15135 NM_032515 BOK 685.2054 607.4427 444.4138 1036.358
15242 NM_0010341 EIF2B4 931.3732 942.2537 943.953 1037.434
25107 NM_174922 ADCK5 368.3295 335.2974 290.8022 402.7606
9980 NM_174917 ACSF3 238.1387 187.837 183.6286 304.9506

23902 NM_030936 RNF32 126.8306 116.9169 124.7343 172.7377
27710 NM_002625 PFKFB1 30.73961 22.97987 27.10892 33.14287
17016 --- --- 1141.471 1121.568 1265.994 1381.41
21894 ENST0000039COX11 777.4718 629.8442 824.1349 572.8798
13656 NM_00109926ZNF506 122.8259 314.7483 173.3853 9.892749
25996 NM_006401 ANP32B 2363.402 1723.068 2309.054 3454.9
8023 NR_002916 SNORD8 100.1582 99.23016 107.2957 131.1947

25541 NM_030780 SLC25A32 3544.419 2981.81 2617.867 4209.169
24715 --- --- 157.8147 74.86554 106.5928 315.0744
21759 AY358807 UNQ5815 199.1418 169.9189 285.4035 399.2712
13413 NM_005817 M6PRBP1 3177.773 2152.399 2330.146 4301.643



18295 NM_004637 RAB7A 8337.538 8053.701 8245.758 8878.099
14693 NM_032995 ARHGEF4 147.1646 141.8844 143.5084 177.3255
14628 --- --- 68.0226 73.20074 75.49758 101.6388
18975 --- --- 383.9614 237.775 386.1165 569.1014
18414 ENST0000032LOC401097 88.61755 94.20605 89.65247 130.7911
16032 NM_006056 NMUR1 268.7971 249.2122 266.3068 317.4516
18649 NM_000404 GLB1 2064.653 2639.385 2283.19 1447.796
26343 NM_152570 LINGO2 95.14764 172.6447 101.7975 28.08383
19557 NM_152997 C4orf7 1376.35 4587.331 3929.569 13.38198
26601 NM_173551 ANKS6 525.812 436.8934 553.0615 816.5786
11987 NM_014740 EIF4A3 3432.391 2675.981 2926.404 4326.197
18507 NM_001967 EIF4A2 2939.701 2502.609 1735.193 4038.104
25220 NM_015310 PSD3 394.1203 317.7198 368.7208 440.8062
12081 NR_002716 RNU2 5003.241 5881.411 5031.103 9735.483
21157 --- --- 37.04139 50.50899 47.46494 27.92087
13850 NM_002250 KCNN4 1007.383 758.1885 1067.058 384.1822
6139 NM_213594 RFX4 67.97315 70.8723 77.4697 81.94138
6677 NM_006601 PTGES3 3839.343 3120.097 3572.633 4925.766

20324 NM_017489 TERF1 832.0513 535.8413 690.1932 1226.836
1399 NM_173858 VN1R5 57.65633 60.69423 58.68915 48.57622

13366 NM_152771 C19orf34 130.7236 130.5416 119.6891 144.2273
21482 NM_000879 IL5 9.93813 13.74016 14.85671 17.99404
19001 NM_019069 WDR5B 233.8505 307.2964 241.7112 198.2598
2845 --- --- 102.4982 41.08841 106.49 18.37539

13127 NM_017636 TRPM4 334.5975 416.6561 326.9081 216.5214
13082 NM_005184 CALM3 3276.468 3469.864 3428.036 4193.119

300 NM_018056 TMEM39B 629.8421 494.2536 618.6553 708.4182
12665 --- --- 1715.432 1438.097 1743.866 2233.467
2195 NM_183372 NBPF11 3227.1 3049.298 2910.681 3716.549

14461 NM_032827 ATOH8 183.5338 337.5691 300.2596 94.02552
18739 NM_016291 IHPK2 838.9675 986.4443 859.5223 744.8299
9807 NM_012106 ARL2BP 2227.816 1886.306 2026.638 2900.022

25891 NM_138333 FAM122A 504.492 327.605 445.3929 622.797
20480 NM_005245 FAT 3379.43 2724.622 4281.004 2107.624
15247 --- --- 44.67122 40.22268 40.12392 27.65806
27002 NM_005765 ATP6AP2 2619.278 2875.199 3072.429 2423.128
5331 NM_014824 FCHSD2 988.2877 585.672 707.2191 1304.793
4272 ENST0000037LOC399898 62.13889 51.08685 58.25686 27.86324

18355 NM_001679 ATP1B3 2492.512 2634.842 2508.414 1976.285
14587 NM_033514 LIMS3 1932.47 1445.673 1355.389 2701.839
15584 NM_033514 LIMS3 1932.47 1445.673 1355.389 2701.839
25189 NM_173683 XKR6 213.0253 211.9465 229.8782 234.0298

426 NM_000374 UROD 2243.892 2234.813 2322.417 2470.865
15027 --- --- 178.0698 175.4847 243.4319 132.7828

364 NM_032793 MFSD2 677.6583 581.0208 737.2499 374.2554
23799 NR_003715 LOC93432 1188.149 3138.965 3972.354 15.9472
11477 --- --- 7.625151 6.991127 7.840878 14.01423
14841 NM_0010066 MTX2 1576.068 1862.212 1611.184 1435.559



11148 NM_00103180LLGL2 108.7309 122.532 103.213 179.9252
9254 NM_031284 ADPGK 1306.125 1513.538 1428.207 1088.563

14853 NM_00108054PPP1R1C 152.5084 188.8517 196.4727 119.5551
2296 NM_00101429SPRR2G 290.0087 301.4417 339.8775 355.2543

24920 NM_004133 HNF4G 234.7236 116.8119 155.307 416.0259
13654 NM_020410 ATP13A1 1084.531 1103.613 1116.843 878.6342

38 NM_003036 SKI 2144.493 2315.96 2038.878 2694.902
6781 NM_0010013 ATP2B1 1761.369 2054.118 2376.13 1430.975

10665 NM_018955 UBB 7880.979 7579.643 6265.312 9328.908
14251 NM_015131 WDR43 2520.252 2626.109 2484.972 3638.305
23464 NM_014504 RABGEF1 938.2664 656.1709 710.7678 1230.937
12992 NM_00104254LTBP4 464.5473 504.6168 397.2263 941.7025
16934 NM_101395 DYRK1A 1991.039 1621.063 1994.339 1466.242
3922 NM_021932 RIC8A 2272.006 1419.479 1660.566 3042.965

14637 NM_020548 DBI 742.3162 796.9136 875.4341 590.5782
11362 NM_005964 MYH10 2070.733 3393.979 2746.871 1681.482
18828 ENST0000029ASB14  // DN 87.25078 76.31472 73.76642 61.75168
1126 NM_030769 NPL 253.3766 360.2883 432.7959 206.5951

12832 NM_021047 ZNF253 83.55392 197.0046 124.0018 20.7768
18075 NM_015512 DNAH1 123.8996 145.4111 98.13928 183.1167
2454 NM_019026 TMCO1 3059.91 3448.842 3724.945 2390.846

17750 NM_002490 NDUFA6 3032.224 3790.034 3702.126 2291.91
27485 NR_000011 SNORA70 1532.191 1305.851 1500.449 1991.805
10903 NM_016437 TUBG2 2543.839 2281.573 2398.559 2039.927
15968 NM_020935 USP37 676.0784 660.2459 651.7224 581.5185
13811 --- --- 328.3671 307.856 355.9429 380.4912
24392 NM_019042 PUS7 810.4022 800.6396 963.0126 694.6545

205 NM_044472 CDC42 1171.569 1050.382 1010.212 1543.818
25273 NM_001394 DUSP4 762.1332 2094.688 1327.881 106.2237

855 NM_024041 SCNM1 890.3055 855.4113 996.7811 667.3184
22684 NM_006411 AGPAT1 2268.386 2112.899 2345.586 1437.603
28391 NM_006411 AGPAT1 2268.386 2112.899 2345.586 1437.603
28513 NM_006411 AGPAT1 2268.386 2112.899 2345.586 1437.603
23272 NM_014038 BZW2 3043.497 2596.897 3463.36 2206.935
22015 NM_022047 DEF6 236.3395 175.547 211.2001 256.6302
23676 NM_024814 CBLL1 1945.035 1630.181 2137.719 1431.494
5769 NM_024854 PYROXD1 545.2812 569.8986 610.9916 769.9633

12887 NM_018443 ZNF302 588.4528 730.605 541.055 904.158
18845 --- --- 1353.141 1122.024 1368.794 1765.114
2184 NM_183372 NBPF11 3204.483 3026.623 2883.592 3675.898

25350 NM_015941 ATP6V1H 767.0073 613.1186 663.1651 1066.779
7954 NR_002964 SNORA28 63.19638 56.06079 46.54776 109.3065

18169 NM_0010047 OR5K1 3.765309 3.881714 5.566238 9.268091
11232 NM_182705 FAM101B 1460.466 2101.338 1581.791 983.8845
8943 NM_024652 LRRK1 1032.427 863.7366 1150.726 730.8452

15918 NM_005006 NDUFS1 2206.162 2587.929 2149.732 1938.107
12739 NM_078481 CD97 1819.908 1960.242 2037.109 2314.034
22338 NR_002434 SNORD101 152.3687 152.5833 163.642 132.0356



15079 NM_00110314GIGYF2 2280.914 2498.458 2332.492 2107.7
11799 NM_005749 TOB1 1148.215 1525.205 1346.069 990.7034
14443 AJ132086 DNAH6 64.11449 65.31277 65.46902 76.98402
13952 NM_001571 IRF3 961.5281 1046.865 954.4271 891.5021
9722 BC018134 ZNF720 309.3716 270.9506 214.963 464.6967

23639 NM_001283 AP1S1 1778.759 2542.625 2521.834 1298
18496 NM_0010099 VPS8 846.3417 745.595 642.5469 1213.78
21003 NM_005546 ITK 42.89927 32.93489 40.95381 57.6585
1360 NM_001103 ACTN2 305.6299 652.5717 700.7216 123.2689

15062 --- --- 111.5481 134.9239 113.5146 78.64855
13226 NM_001013 RPS9 2689.545 2674.849 2622.159 3365.084
24344 NM_178831 tcag7.1177 286.3453 396.9024 346.7329 228.827
24933 NM_005181 CA3 97.1969 82.26871 95.4236 113.6062
12001 NM_001614 ACTG1 10187 10012.21 9990.419 10586.03

560 NM_030965 ST6GALNAC5 318.9484 175.6455 352.9643 129.8195
27859 NM_024657 MORC4 1461.52 1505.198 1469.917 1567.502
6152 NM_032663 USP30 1018.252 1029.859 974.4133 1202.496

17993 NM_006991 ZNF197 194.0454 266.4651 287.5365 161.3359
7727 NM_014992 DAAM1 265.5535 341.1909 319.2586 244.233

19724 --- --- 355.0948 358.7333 373.9492 384.8646
6242 NM_003959 HIP1R 283.6993 247.4752 273.9868 384.3908

18343 --- --- 6637.73 6536.111 6584.159 6987.719
13436 NM_024898 DENND1C 199.548 189.6555 183.0986 208.1389
16765 NM_020436 SALL4 150.7363 167.071 182.719 141.1125
20962 NM_205836 FBXO38 1585.108 1479.558 1369.172 1809.454
16827 NM_017859 UCKL1 1348.804 1259.989 1361.172 949.9697
27168 AY572224 FLJ44635 879.0295 873.4376 790.6353 1108.114
8716 NM_016530 RAB8B 1207.055 1533.811 1166.909 2378.858
5441 NM_002423 MMP7 76.53773 80.83382 85.97398 72.13602
9913 --- --- 23.49685 20.5981 8.356525 43.72801

26220 NM_015597 GPSM1 335.8922 359.5274 362.5667 273.3658
6633 NM_006856 ATF7 920.752 574.3441 805.2462 1038.582

10788 NR_015341 LRRC37B2 1443.598 1426.828 1483.495 1251.402
28668 --- --- 35.01922 18.84627 21.45338 57.59905
9958 NM_002163 IRF8 149.6279 171.966 167.291 194.5434
6450 --- --- 66.87444 66.23575 80.57295 112.7888

16243 AY180924 RP11-49G10. 44.00511 44.59682 38.36515 28.0315
7082 --- --- 481.2801 333.4509 501.9688 596.4913
5120 NM_014096 SLC43A3 7849.529 7209.109 9314.852 5448.936

12033 NM_00100990B3GNTL1 367.7353 311.671 340.4846 417.3368
8765 NM_145204 SENP8 191.5205 187.5089 185.0605 376.0099

14345 NM_006577 B3GNT2 458.7214 550.0877 463.7094 376.7198
14572 NM_002665 PLGLB2 30.22248 20.73059 30.18319 35.82312
6959 NM_020845 PITPNM2 584.4373 406.8877 526.1025 328.2329
5825 --- --- 52.80504 21.75624 86.9641 119.8011
9236 NM_0010044 ITGA11 1063.195 1409.489 2220.042 163.2964

22307 --- --- 1378.469 1122.522 1378.875 1750.04
9290 --- --- 105.8181 93.33163 121.9554 71.06684



4794 BC039077 C11orf35 268.901 259.7409 248.7669 280.9957
27899 ENST0000037CXorf56 257.3934 189.1188 198.7006 405.455
8957 AY792621 OR4F6 60.56363 104.8814 78.85216 39.56811
2254 NM_000396 CTSK 2298.913 6285.856 3621.913 220.6745

21274 NM_0010072 ERCC8 306.6217 208.1108 225.496 432.9642
1151 NM_002923 RGS2 199.1657 266.8454 300.9196 163.4858
721 NM_198268 HIPK1 1995 2216.385 1875.517 2374.23

25928 NM_0010016 FLJ46321 71.8468 69.65026 82.37202 47.94311
3628 NM_017987 RUFY2 690.2072 488.784 419.1162 1168.009
144 NM_017556 FBLIM1 301.0273 320.9852 215.9836 541.4904

21726 NM_006098 GNB2L1 14002.01 14024.19 13807.95 14741.81
5212 AK090822 ATL3 1640.022 1368.922 1296.568 2082.183
9955 NM_014615 KIAA0182 483.9433 483.7059 531.2232 715.0089
8162 NM_006832 FERMT2 1455.156 1195.233 1371.955 2371.54

16672 BC013121 KIAA0406 1423.37 1288.252 1570.484 1167.992
23559 NM_012129 CLDN12 2348.337 3118.198 2667.001 1886.016
25345 NM_052937 PCMTD1 840.0627 1088.733 708.1085 1407.043
3259 NM_024326 FBXL15 267.13 277.8384 265.3389 357.0909
8241 --- --- 12.74575 6.752229 14.2834 31.58861

22982 --- --- 171.1781 85.39388 164.8916 223.5363
7090 NM_003646 DGKZ 776.6335 481.8154 684.5034 926.0021
8852 --- --- 328.2716 297.9939 344.201 362.1323
9319 --- --- 328.2716 297.9939 344.201 362.1323
9327 --- --- 328.2716 297.9939 344.201 362.1323

15263 XR_017211 AK2P2 1371.514 1327.377 1271.49 1470.067
8227 NM_207442 C14orf181 603.7769 647.5912 590.0494 663.3455

20891 NM_016604 JMJD1B 1553.194 1284.126 1270.734 2025.331
9371 NM_005829 AP3S2 3446.92 4413.129 3413.98 2619.317

27791 NM_153252 BRWD3 1199.108 1466.457 1689.948 1065.513
8208 --- --- 4748.025 3966.378 4482.912 5509.223

16346 NM_015937 PIGT 3604.707 3942.17 4127.805 2688.375
22647 NM_002701 POU5F1 197.9356 201.825 203.6817 210.7611
28491 NM_002701 POU5F1 197.9356 201.825 203.6817 210.7611
20321 --- --- 302.0327 292.952 371.5632 408.8172
20083 --- --- 50.97151 20.88022 83.52457 115.5694
21609 NM_003118 SPARC 8142.993 10552.15 9894.804 6723.502
19682 NM_152621 SGMS2 743.4321 457.4807 565.1906 929.0616
15686 NM_032143 ZRANB3 195.6421 182.7619 105.3304 539.9927
4622 BC039669 C11orf53 47.769 45.78473 50.46436 43.78711
2511 --- --- 146.0161 86.55715 119.303 208.7589
8696 NM_000236 LIPC 41.54865 31.98426 50.06038 62.85431
788 NM_00110266NBPF16 6448.894 5486.629 5717.409 7289.342

5644 NM_006675 TSPAN9 259.9372 332.1883 230.6847 441.8842
14672 NM_025029 FAM128B 3508.733 3683.496 3262.038 4073.36
25239 NM_144962 PEBP4 95.09093 89.13039 85.80202 98.80705
3316 NM_006229 PNLIPRP1 107.3983 114.8278 108.0295 118.3026

16177 NM_006466 POLR3F 538.6471 528.9698 598.8557 451.1036
2287 NM_178435 LCE3E 363.3965 395.4557 404.6419 312.5388



11739 NM_00100660LRRC37A2 847.1276 528.7214 718.6772 1074.366
17789 NM_014246 CELSR1 363.7995 444.2055 99.87509 694.347
14584 NM_00109928SH3MD4 380.6182 94.5444 92.46012 638.5849
13982 NM_002776 KLK10 320.6898 306.5234 291.1438 257.7932
14635 --- --- 75.75632 50.0918 65.6334 102.3001
15625 NM_000122 ERCC3 2252.237 1987.614 2131.943 1860.393
25512 --- --- 54.43298 32.42056 56.28336 77.47978
24209 NM_001707 BCL7B 3268.834 2248.918 3715.653 1506.063
28298 NM_013993 DDR1 1245.563 1096.411 1162.573 650.0034
22038 XM_941343 LOC646875 240.1098 255.5359 230.5082 291.8067
17525 NM_005659 UFD1L 1722.18 1670.713 1676.563 1306.716
20163 NM_005506 SCARB2 2647.104 3786.413 2942.801 1942.586
13356 NM_213604 ADAMTSL5 175.1668 172.7462 109.3806 210.0428
1496 NM_015557 CHD5 147.7348 140.1432 141.2371 159.2889

24456 NR_003102 POT1 471.4628 688.8112 696.0554 394.4757
2621 NM_002646 PIK3C2B 320.201 567.5602 425.9727 198.8956
2028 NM_005263 GFI1 226.9884 115.1948 110.9387 286.6455
2163 --- --- 256.9468 347.2188 268.5833 196.8759
5746 NM_177925 H2AFJ 223.9373 274.743 170.7717 310.1327

21792 NM_004973 JARID2 2018.338 2451.392 2325.453 1631.78
7132 NM_006704 SUGT1 1064.789 646.6795 851.4384 1580.328

19497 --- --- 383.0111 649.0385 773.9861 170.5307
11752 NM_199262 SP6 143.53 141.9728 134.8318 161.2771
20198 --- --- 410.6833 331.6006 450.6271 488.5967
3933 NM_003475 RASSF7 467.0474 499.6732 451.0618 620.4354
5955 NM_024068 OBFC2B 2471.372 2058.329 2508.822 1908.256

10248 --- --- 905.11 839.5946 1011.515 1093.739
3061 NM_002727 SRGN 3366.211 2845.516 2332.949 5495.891

10064 NM_001089 ABCA3 238.6112 107.01 117.5115 413.3699
20850 NM_003687 PDLIM4 247.6418 392.9782 110.4963 579.1951
19693 NM_001963 EGF 171.7076 241.9805 172.5988 128.3894
22999 NM_145025 C6orf199 91.62118 55.59597 33.35809 201.5419
18427 --- --- 25.35154 18.12458 20.41179 28.92582
7755 NM_002028 FNTB 2069.116 1565.68 2004.466 1392.742

12627 NM_001974 EMR1 129.8967 169.7377 307.6491 29.42393
27401 NM_000133 F9 28.6873 26.42452 29.81352 32.49231
5047 --- --- 2581.895 2327.163 2345.405 2691.009
1856 BC002525 KIAA0494 2479.544 2846.709 2527.86 3245.119

19585 --- --- 19.59836 23.06034 25.34935 39.92605
1176 BC030568 LOC376693 466.3196 353.9581 422.28 519.6351

17802 NM_002969 MAPK12 613.8242 485.5217 287.0853 763.8735
9267 NM_000499 CYP1A1 64.88957 156.8438 152.4887 6.712738

11068 NM_005994 TBX2 607.2401 617.0485 493.5242 412.8856
4018 --- --- 85.39857 95.16885 90.69849 104.828
3430 NM_014142 NUDT5 1673.115 1090.723 1188.961 2918.224
7762 NM_004094 EIF2S1 2667.287 2448.596 2636.313 3855.29
8122 NM_006364 SEC23A 3188.047 3053.334 2826.533 4140.811

17291 NM_005160 ADRBK2 151.3937 212.028 40.27139 319.2535



12050 NR_002716 RNU2 5232.588 6106.915 5275.167 9942.063
12051 NR_002716 RNU2 5232.588 6106.915 5275.167 9942.063
12052 NR_002716 RNU2 5232.588 6106.915 5275.167 9942.063
12053 NR_002716 RNU2 5232.588 6106.915 5275.167 9942.063
12054 NR_002716 RNU2 5232.588 6106.915 5275.167 9942.063
12055 NR_002716 RNU2 5232.588 6106.915 5275.167 9942.063
12065 NR_002716 RNU2 5232.588 6106.915 5275.167 9942.063
12066 NR_002716 RNU2 5232.588 6106.915 5275.167 9942.063
12067 NR_002716 RNU2 5232.588 6106.915 5275.167 9942.063
1704 NR_002976 SNORA44 256.6112 264.5423 289.3497 321.6923

25738 --- --- 86.59715 105.5437 92.70459 57.15809
15915 NM_213589 RAPH1 1156.583 1108.53 1419.687 1482.4
12680 NM_012218 ILF3 3594.228 2718.962 3384.39 4341.789
5360 NM_207577 MAP6 102.0834 95.42577 100.8768 114.769

24717 --- --- 844.4406 650.1878 909.6065 1087.297
19340 NM_006315 PCGF3 1179.908 1291.483 1451.719 1054.953
8347 NM_0010022 SERPINA1 102.6261 153.9921 55.41121 293.1832
9860 NM_016948 PARD6A 155.8196 89.41766 144.1796 188.56

25083 NM_052924 RHPN1 376.2085 365.1187 356.4229 413.4142
20824 NM_003100 SNX2 1706.985 1531.12 1471.343 2724.043
23815 NM_032982 CASP2 1993.284 1568.449 2245.332 1337.54
27737 NM_021783 EDA2R 469.0232 431.1837 701.9611 124.4335
5941 --- --- 214.5604 126.1154 254.6422 313.9067

21618 NM_032385 C5orf4 323.9081 770.2239 387.5327 41.74594
399 NM_005373 MPL 159.8004 154.0635 171.5987 193.5015

6595 NM_007210 GALNT6 667.611 501.0256 549.0669 1128.477
21506 NM_002653 PITX1 698.7147 592.1653 553.704 738.7518
20945 NM_030571 NDFIP1 1546.413 1487.594 1381.916 1796.393
3487 NM_139312 YME1L1 3639.422 2942.981 2956.773 4807.888

16487 --- --- 129.0422 137.2804 135.135 123.946
22092 NM_203290 POLR1C 925.1226 877.0114 1023.342 827.9028
21677 NM_014901 RNF44 278.4094 249.7561 242.7744 401.1436
2751 NM_024525 TTC13 975.8918 1249.079 1032.038 831.447

12980 NM_182704 SELV 169.9296 156.0286 156.4279 203.8752
1758 NM_032017 STK40 1094.55 864.3895 874.2078 1466.67
7510 ENST0000032C13orf29 150.4205 49.79734 70.83806 216.692

24075 --- --- 57.99031 69.36197 63.31045 53.02236
13709 NM_024660 TMEM149 230.2147 288.3067 249.4653 180.7238
18362 NM_004267 CHST2 869.1442 997.3069 908.535 667.4547

959 NM_144702 C1orf92 98.00259 78.22445 87.08516 143.0881
11708 NM_152344 LSM12 6317.185 5359.901 5618.833 6765.459
7778 NM_003813 ADAM21 77.59541 74.74455 63.31833 100.0785

16234 NM_015338 ASXL1 1430.861 1242.22 1483.502 1616.95
9996 AK022609 FLJ12547 132.0276 180.084 118.3801 92.73582

15739 NM_006186 NR4A2 182.9622 377.7605 280.425 71.58942
9092 NM_054020 CATSPER2 80.22627 88.76321 60.58912 144.0368

22576 NM_005320 HIST1H1D 1809.263 1202.627 1936.647 822.0693
25761 NM_000459 TEK 108.7496 114.7905 94.09995 89.32815



2661 NM_183059 RD3 86.02709 107.6381 95.85918 70.52311
17833 NM_018184 ARL8B 2039.935 2026.773 1905.88 2312.34
24936 NM_007013 WWP1 2055.477 1944.56 1620.912 2925.875
7744 --- --- 15.36343 21.43844 19.43015 12.14641

10736 --- --- 4302.62 4335.729 3588.799 4793.429
8657 NM_021199 SQRDL 1318.119 1677.165 1866.901 1140.417

17734 ENST0000021CHADL 205.8174 232.3273 231.1862 189.7751
13379 NM_052847 GNG7 471.4759 752.2337 682.5104 308.2967
24660 NM_194284 CLDN23 680.8846 670.6024 658.7724 619.9205
26064 NM_000608 ORM2 45.53527 43.32423 43.717 35.74718
3937 NM_022772 EPS8L2 535.2629 536.4636 457.9774 1031.471

25004 NM_181354 OXR1 760.9116 696.0406 555.7533 1059.05
12496 NM_019022 TXNDC10 808.8834 682.7245 958.1905 598.4912
3250 NM_033637 BTRC 710.158 624.537 590.7216 946.7124

24847 XM_00171449LOC644334 42.9425 42.47081 40.21986 62.54551
96 NM_020350 AGTRAP 965.9442 1191.962 855.1567 1301.412

3176 NM_032373 PCGF5 886.9007 726.2006 704.2327 1134.389
19005 NM_00103170SEMA5B 372.3634 364.8239 372.3119 389.1925
16641 NM_178026 GGT7 373.3586 934.1848 568.0126 43.57403
22124 NM_003221 TFAP2B 192.1737 279.1306 464.9623 41.47454
13427 NM_003624 RANBP3 1736.189 1284 1451.099 1980.31
24247 NM_175064 WBSCR19 177.7271 175.9299 186.3257 153.5664
17479 NM_018995 MOV10L1 108.7243 85.36543 96.4508 116.4564

219 NM_020362 C1orf128 841.9695 854.9842 686.7596 1308.044
1919 NM_002353 TACSTD2 2241.527 93.90134 89.32838 7707.26

15671 --- --- 71.20684 79.25078 73.39043 82.85576
21552 NM_005642 TAF7 788.5281 662.6091 360.731 1520.727
9776 NM_005853 IRX5 1189.794 1441.158 1173.721 940.088

21820 NM_018473 THEM2 2257.693 2513.824 2970.536 1872.499
16287 NM_022077 MANBAL 1759.507 1760.045 1723.22 1538.784
1939 NM_005478 INSL5 21.71543 24.52409 16.53597 8.049042

24750 NM_002717 PPP2R2A 1383.637 1460.434 1721.764 1247.864
12591 NM_172251 MRPL54 590.199 338.3761 499.6776 838.5305
26959 NM_002970 SAT1 2062.729 3939.523 2507.937 938.5602
16000 NM_00103956AP1S3 708.5024 1096.714 920.5984 556.159
23900 NM_00100840RBM33 1200.048 1078.519 1409.833 927.4136
4471 NM_018320 RNF121 616.922 564.5311 635.8126 511.0549

23661 --- --- 744.9846 575.6126 831.0944 930.4483
12135 NM_181481 C18orf1 182.4115 212.0198 190.974 135.3823
11415 --- --- 181.3613 178.7884 155.173 306.5283
27282 ENST0000031KCTD9 796.4033 621.0328 786.1786 523.8984
3910 NM_001109 ADAM8 135.8405 169.372 132.6723 274.1091

18664 NM_001607 ACAA1 537.6234 598.7341 571.7767 455.0067
21785 NM_012241 SIRT5 341.8287 341.1857 268.9522 476.5621
6972 NM_021009 UBC 13900.65 13806.67 14379.33 13116.15

10727 --- --- 323.0046 219.515 407.9252 455.027
7690 NM_016039 C14orf166 1126.381 1003.281 1200.534 1521.383
9993 NM_152287 ZNF276 373.9788 331.431 321.2711 422.8961



21276 AF264626 LOC57399 24.92039 17.36464 12.71439 70.09139
19196 NR_001566 TERC 573.2996 1030.098 349.3416 1986.083
4496 NM_006656 NEU3 662.6728 584.0751 577.1365 711.2833
1697 BC106066 SPCS2 2896.897 2152.616 2509.041 3642.714

15194 NM_145260 OSR1 271.0522 190.0314 448.259 54.82355
5749 NM_030667 PTPRO 103.0996 136.6362 246.2806 14.46997

16556 NM_0010425 RRBP1 900.8211 1086.359 931.8527 821.7961
15662 NM_032144 RAB6C 2676.357 2375.161 2215.917 2905.238
1781 NM_022157 RRAGC 2175.067 1616.836 1970.267 2972.376

22742 NM_007271 STK38 2235.268 1845.386 2089.406 2482.87
13630 NM_145256 LRRC25 173.0646 163.0759 161.9065 199.7815
13546 NR_002751 SNORD41 5177.251 5442.837 6826.27 7198.55
8361 NM_018036 ATG2B 1045.9 812.4098 999.1935 1370.625
5535 NM_006389 HYOU1 4947.919 3650.22 4515.413 2794.926

21762 NM_002955 RREB1 877.3963 990.058 877.3386 1248.973
22484 NM_015482 SLC22A23 155.4283 205.0741 187.3898 112.3487
23974 NM_0010043 TMEM195 71.20335 216.5418 146.4909 9.32848
9396 --- --- 39.18589 25.34689 28.83157 82.44534

17001 NM_015151 DIP2A 521.9873 438.1569 420.3464 375.7452
24401 NM_006754 SYPL1 2335.662 2511.579 2744.608 1880.646
12958 NM_002812 PSMD8 5989.21 5835.365 6489.101 5109.471
11338 NM_006942 SOX15 99.32803 77.13515 95.04199 108.3259
27627 NM_000898 MAOB 137.2681 216.9381 119.9108 74.95416
16517 NM_014737 RASSF2 38.19098 71.04233 28.88201 103.1896
7157 NM_005358 LMO7 793.1071 404.153 499.7749 1253.506
4215 --- --- 39.92839 50.22372 49.12151 56.33807

24555 --- --- 57.55247 50.17083 69.78758 81.34591
27832 --- --- 61.78339 58.98119 55.33077 48.43625
28175 --- --- 1352.874 1085.049 1407.968 1582.495
28256 --- --- 1352.874 1085.049 1407.968 1582.495
19632 NM_005935 AFF1 1346.528 1090.421 1149.985 1903.822
4743 NM_022062 PKNOX2 225.076 415.5047 289.0728 151.5052

13396 NM_001348 DAPK3 1140.065 964.0855 1045.355 1424.473
17946 NM_005109 OXSR1 3200.8 3144.447 3899.676 2612.498
21758 NM_004824 CDYL 883.8042 884.6456 918.5374 1052.58
2046 NM_001839 CNN3 4500.191 3761.69 3996.681 5840.883

19316 BC007827 C3orf34 168.9021 248.3637 252.1534 153.1331
699 NM_00102519CHI3L2 245.3412 726.4319 474.9442 38.59729

10952 AK097219 LOC10013399 192.9724 211.8185 198.4763 218.1109
9212 NM_016563 RASL12 137.0104 142.8873 119.0526 164.8643

28323 NM_001710 CFB 117.7123 107.1412 84.34682 210.9934
994 NM_020335 VANGL2 248.5838 538.9697 365.7773 106.831

12784 --- --- 315.5338 267.9896 368.8756 410.8947
6597 NM_182507 KRT80 383.3439 150.099 328.3527 1066.594
7204 NM_003291 TPP2 1552.926 1303.181 1468.301 2269.227

14541 NM_014044 UNC50 694.3952 722.9322 685.9927 610.9148
3588 --- --- 79.87089 76.7356 96.69095 110.4339

22612 --- --- 103.751 85.81972 168.2601 35.32008



8886 NM_007011 ABHD2 3653.651 4186.463 3198.15 2840.679
9728 NM_005629 SLC6A8 2724.75 4101.113 3101.346 1918.015
7942 NM_002719 PPP2R5C 932.2809 884.2149 909.046 1323.354

10640 NM_153210 USP43 134.92 143.3027 114.7942 169.9567
8223 --- --- 22.14633 17.00944 17.79744 28.62349

10409 NM_032382 COG8 939.2109 840.4132 915.0767 1004.336
12770 NM_003290 TPM4 2818.285 2715.418 2139.607 3122.32
27636 --- --- 18.97134 17.33372 24.77173 10.04079
26655 --- --- 12.07103 8.110254 12.63886 19.41817
13895 --- --- 91.34916 110.4008 99.58873 118.0419
12886 NM_0010804 WTIP 390.2081 345.2283 346.8448 400.2197
28441 NM_000247 MICA 1345.582 1609.09 1309.087 1093.319
6888 NM_138341 TMEM116 438.4655 363.7744 344.1321 598.035

26715 --- --- 5297.151 4222.623 5284.438 5888.841
10439 AY164485 PKD1L3 62.00563 50.64369 55.23336 65.7108
8233 XM_0017162 LOC10013017 574.7024 546.6429 562.9877 600.3589

14718 --- --- 30.73191 39.31337 24.93359 18.1141
324 --- --- 243.4623 458.7733 335.6185 157.2884

12744 --- --- 254.7509 248.7464 283.5904 342.8008
21258 NM_002184 IL6ST 4366.325 4712.433 5676.258 3668.744
21825 NM_017640 LRRC16A 1593.955 2156.298 2012.925 1486.445

717 NR_002796 AFARP1 421.4362 461.7788 399.5058 511.9709
23824 --- --- 42.96383 45.2225 54.38655 38.23739
24546 --- --- 42.96383 45.2225 54.38655 38.23739
19117 NM_020353 PLSCR4 494.458 581.0327 348.8386 827.7922
15028 --- --- 369.471 467.0849 431.1945 530.1208
22407 NM_025059 C6orf97 63.71836 62.82045 48.06421 79.38075
14269 NM_017735 TTC27 556.1036 501.0404 544.1868 855.2311
2683 NM_018040 GPATCH2 727.6261 668.9632 776.7178 632.5287
4879 NM_033179 OR51B4 382.6284 213.7717 641.7004 9.934008
3646 NM_022146 NPFFR1 87.73876 90.70712 92.90462 108.3329

12927 --- --- 200.1473 175.7667 180.0268 210.6044
11366 BC040487 FLJ35773 69.91552 79.10671 72.30801 43.96485
16080 NM_203346 HDLBP 6863.258 7440.794 6607.196 5957.729
1488 BC029785 FLJ42875 222.9344 201.8448 214.4598 248.8698

24037 NM_017946 FKBP14 1704.277 1732.311 1792.148 1535.896
1441 --- --- 3225.032 2715.047 2992.556 4862.936

26873 --- --- 3225.032 2715.047 2992.556 4862.936
2208 NM_00110266NBPF16 3742.869 3505.976 3279.942 4351.095

24964 NM_178812 MTDH 4386.719 3772.291 3707.252 5385.992
9217 --- --- 179.7035 121.2544 249.1909 280.8149

26208 NM_000093 COL5A1 199.1342 124.4403 90.46105 218.2509
26692 NM_005047 PSMD5 1886.356 1511.474 856.0724 3142.308
17966 NM_001248 ENTPD3 77.98399 66.2035 77.01759 50.92312
19223 --- --- 135.4058 94.26988 165.4324 332.0576
11881 BC032382 LOC440456 616.7332 591.9809 484.5912 674.0142

295 NM_016505 ZCCHC17 714.1069 977.9788 935.1342 655.7745
6348 NM_174941 CD163L1 369.8965 280.9887 330.3196 260.8609



17771 NM_015140 TTLL12 2024.07 1607.886 2616.115 1077.331
10888 NM_021939 FKBP10 4592.809 6450.857 4932.608 2292.501
13610 --- --- 694.928 361.7513 701.0739 926.575
27723 NM_00101086SPIN3 264.9414 313.5519 306.0096 212.8227
15030 --- --- 127.6024 103.4135 133.342 173.8295
24248 ENST0000031MGC35361 330.9548 342.7694 351.5155 281.2677
9854 NM_018296 LRRC36 65.37502 45.00245 59.64164 80.54757

26063 NM_000607 ORM1 26.84855 22.11615 21.8207 18.8129
12102 --- --- 96.56044 67.62872 78.0404 118.5792
8771 --- --- 1752.855 1396.05 1710.991 1929.124
8795 --- --- 1752.855 1396.05 1710.991 1929.124
8797 --- --- 1752.855 1396.05 1710.991 1929.124
9260 --- --- 1752.855 1396.05 1710.991 1929.124

12610 NM_015015 JMJD2B 261.1447 395.3642 258.4068 421.1071
7436 --- --- 86.0993 107.8608 119.7864 72.464

20410 NM_000909 NPY1R 36.22945 23.09851 20.83523 89.14742
25658 NM_030974 SHARPIN 708.8821 596.4109 582.3542 768.5383
25958 --- --- 12.59523 11.68134 13.2835 8.293793
3435 NM_012247 SEPHS1 2300.287 1521.716 1840.833 2816.84

13504 ENST0000036LOC147727 196.0037 137.3806 120.6274 374.3065
25452 NM_022133 SNX16 437.8017 271.1698 325.6964 905.2992
9535 NM_002134 HMOX2 1269.017 1290.937 1455.2 1137.835

27989 NM_024597 MAP7D3 1519.091 997.1855 1511.13 2610.9
1637 NM_033631 LUZP1 1309.72 1241.06 1320.268 1845.796

25799 NM_006377 UNC13B 532.3177 618.8607 557.1459 905.623
18158 NM_032146 ARL6 198.211 239.4729 276.5868 164.0455
13492 NM_001379 DNMT1 3530.699 2659.714 4018.461 2330.409
21637 NM_031908 C1QTNF2 442.9282 362.363 391.0356 707.5617
2437 NM_005099 ADAMTS4 237.5073 469.8991 371.4164 123.681

22851 NM_016513 ICK 2985.174 1574.648 2481.65 1052.31
15023 NM_00100520TMEM198 165.7405 194.9434 165.465 142.6369
15335 NM_016115 ASB3 1236.142 1521.852 1348.685 1157.556
25296 NM_152344 LSM12 6253.411 5266.274 5546.571 6690.394
15995 NM_005687 FARSB 3564.532 3017.355 3380.536 4340.558
11695 --- --- 115.6264 120.872 80.2432 189.5417
1793 NM_016257 HPCAL4 140.528 135.8274 135.4806 150.2713

18444 --- --- 352.8931 535.6378 399.3224 283.3784
13575 NM_006145 DNAJB1 3523.5 3053.403 3123.708 2577.251
9407 --- --- 1319.819 1134.45 1295.736 1460.708

14494 --- --- 109.9968 114.2566 128.9275 160.039
23555 NM_152999 STEAP2 232.5009 262.6224 173.2563 411.8765
8405 NM_002226 JAG2 617.5281 636.1493 573.427 693.8723
4316 NM_006133 DAGLA 202.1723 141.8676 132.9687 324.9768
6779 NM_172240 WDR51B 1018.455 823.8119 678.4736 1397.095

16675 NM_004613 TGM2 8686.363 2162.781 1274.297 12006.02
785 --- --- 254.5314 150.1883 232.0075 57.80442

15093 NM_014521 SH3BP4 1120.088 1225.782 1385.832 558.4849
20495 NM_007277 EXOC3 1537.277 1492.77 1763.556 1343.528



3551 NM_007021 C10orf10 279.4917 348.6375 431.9189 96.53699
9175 --- --- 62.48355 51.79152 51.59506 44.39384

15558 NM_198461 LONRF2 321.5938 226.7111 412.6521 174.012
21440 NM_020177 FEM1C 1413.739 1893.274 1472.755 1160.101
5824 NM_032256 TMEM117 439.9605 515.2166 489.5511 423.762
7366 NM_001984 ESD 1157.26 770.0346 1074.527 2146.841

19714 NR_002963 SNORA24 1585.431 1305.057 2096.797 2295.497
11030 NM_003647 DGKE 75.63988 56.0792 60.17965 122.4136
27667 NM_015698 GPKOW 871.9885 861.5422 811.2968 961.8394
24000 NM_032581 FAM126A 1461.13 2094.821 1793.061 1179.367
7499 NM_018011 ARGLU1 1016.467 926.2972 910.8676 1258.742

11548 NM_000286 PEX12 302.3594 342.5202 365.157 287.0368
15146 --- --- 477.0877 637.698 593.1867 345.2753
2705 BC118988 C20orf69 477.0877 637.698 593.1867 345.2753
2717 NM_022735 ACBD3 3499.818 3786.378 3830.674 3366.774

17891 --- --- 32.05633 42.40597 41.85439 27.66234
10318 --- --- 97.8643 66.871 93.44455 119.4454
22521 --- --- 169.6149 145.6854 162.5655 318.1143
24148 --- --- 7.713707 8.521298 5.067586 11.39892
19866 NM_021928 SPCS3 2212.689 2156.731 2483.948 2759.829
26254 NM_152285 ARRDC1 600.3801 520.1863 469.0821 807.4467
18997 NM_0010235 IQCB1 649.1899 609.4188 550.7859 784.7098
25352 NM_006330 LYPLA1 3036.194 2741.798 2993.078 3804.395
9193 --- --- 3155.336 2761.854 3452.946 3818.731

18589 NM_014667 VGLL4 524.1531 599.3712 554.128 410.1472
24046 NM_015483 KBTBD2 1686.172 1607.515 1775.201 1449.628
21632 NM_024007 EBF1 1297.444 1446.488 3155.952 90.63647
17593 NM_001355 DDT 2465.282 3857.525 2733.397 1712.788
25910 NM_0010137 FOXB2 1142.676 1156.395 1059.314 1005.17
6702 NM_005730 CTDSP2 2554.114 1930.053 1797.661 3209.639

27155 NM_021120 DLG3 260.7182 185.2907 255.82 351.3838
792 NM_004284 CHD1L 755.2985 829.7946 904.209 714.3652

20689 --- --- 1364.06 713.7255 1317.397 1712.23
14065 NM_012267 HSPBP1 602.3326 632.1101 689.5692 533.4158
14771 NM_173355 UPP2 127.9007 118.6821 140.7822 149.7719
9141 NM_015263 DMXL2 1086.095 1381.068 1185.141 991.1778

22601 NM_003535 HIST1H3J 3131.721 2075.661 2742.844 1413.579
2724 NM_002221 ITPKB 409.2679 706.6535 413.1871 218.479

24337 --- --- 82.89633 90.48212 90.87775 79.52288
6468 NM_033360 KRAS 2000.253 1653.661 1542.085 2618.191

15237 NM_021095 SLC5A6 1349.945 2782.221 2620.728 707.0419
10637 NM_0010255 NDEL1 1467.938 1720.172 1562.232 1347.852
19333 NM_182524 ZNF595 133.8651 112.6333 63.6374 294.8095
26483 --- --- 936.6356 832.6491 870.4332 1164.677
14835 NM_014213 HOXD9 1119.991 901.5515 892.7905 1182.007
3929 NM_007183 PKP3 476.5922 350.5353 415.0596 749.4577

14705 NM_017751 SMPD4 1114.203 908.1897 872.89 1311.284
4854 NM_018073 TRIM68 713.8314 737.546 592.5571 1024.818



10688 NM_017758 ALKBH5 3348.979 3172.354 2353.835 4312.79
346 ENST0000025RPS27 4380.489 4588.997 5099.458 3475.748

10808 NM_003885 CDK5R1 222.4699 327.722 235.5052 161.8502
11304 NM_014519 ZNF232 393.9664 338.9076 396.0188 321.977
11879 NM_004396 DDX5 5024.85 4157.378 4372.515 5989.423
8321 NM_003485 GPR68 108.0041 129.6853 137.1597 82.19146
7763 NM_020715 PLEKHH1 357.2886 638.5085 385.455 208.342

21296 --- --- 114.8546 106.5242 107.6454 70.91359
11425 NM_004618 TOP3A 1740.599 1190.668 1322.875 2032.683
4101 XM_928351 GLTPP1 514.5624 437.1514 433.2977 728.1891
6871 --- --- 50.74571 40.61929 67.15808 86.33643

15406 NM_003236 TGFA 490.4895 717.4399 374.5631 154.3632
12503 NM_148923 CYB5A 890.5586 1325.786 1201.704 743.0454
18123 BC127733 GLT8D4 2523.318 4656.712 3781.865 1380.324
6129 NM_00100839EID3 1065.481 1059.172 965.2071 816.7842
6638 NM_012117 CBX5 5236.341 2482.631 3251.033 6810.39
1016 NM_00100290FCRLB 204.615 185.2818 208.7788 177.2312
8637 NM_016400 HYPK 387.5342 280.8669 510.1165 219.3821

25411 NM_006540 NCOA2 1191.281 948.9067 989.5148 1541.637
7155 --- --- 7.882849 9.122511 7.369595 12.28644
1621 NM_018584 CAMK2N1 2023.754 1883.749 1654.042 2527.756

28023 --- --- 204.9286 201.3316 277.7485 288.8622
18195 AY358207 FAM55C 705.4225 829.5775 571.2178 1221.722
9762 NM_182922 HEATR3 632.0004 506.0234 619.6406 892.6504

19032 --- --- 6.63773 6.517112 7.57561 4.471197
9512 NM_0010126 IL32 406.1833 780.4775 899.3845 1059.484

17920 NM_178868 CMTM8 380.607 761.0429 519.257 167.1597
15797 --- --- 1636.699 1538.354 1257.38 1754.691
20849 NM_000758 CSF2 276.5364 299.8078 225.4293 360.7957

518 --- --- 613.2111 431.8301 575.3279 754.0901
25069 --- --- 223.4498 253.8988 225.3671 272.0336
27630 NM_173794 FUNDC1 932.9625 1089.707 1146.644 848.4016
18062 NM_013286 RBM15B 2347.901 1814.875 2311.168 1669.195
12866 NM_014717 ZNF536 52.2937 46.02567 66.27565 69.94627
5785 NM_020183 ARNTL2 1342.076 607.2051 774.0131 2528.002

13003 NM_030622 CYP2S1 245.4272 293.7628 223.7887 310.6518
18920 NM_182909 FILIP1L 98.24886 50.74487 61.17822 168.5794
15395 NM_182536 GKN2 21.07905 25.09233 24.77381 19.16444
25052 NM_002467 MYC 2117.795 2341.972 960.367 4257.129
7433 NM_012158 FBXL3 1290.288 809.3262 1071.715 1820.721

24496 NM_012450 SLC13A4 123.9437 86.76288 117.4446 174.89
5548 XR_018777 LOC283155 1478.342 1354.165 1054.937 2098.834

21870 --- --- 454.0168 362.911 451.0827 618.8201
896 AF261137 C1orf77 1088.348 954.0814 1088.476 911.2277

21784 --- --- 375.8226 268.5286 447.144 556.8641
21749 --- --- 737.2293 650.8777 742.9526 788.1852
21751 --- --- 737.2293 650.8777 742.9526 788.1852
10846 NM_032351 MRPL45 4772.61 4060.523 4181.22 5578.03



5287 NM_005851 CDK2AP2 610.8426 347.3698 459.1281 707.3547
23884 NM_016118 NUB1 1454.902 1129.981 1815.852 751.3045
21727 NR_002592 SNORD96A 361.7061 367.6509 414.3103 288.9449
13463 NM_016579 CD320 894.6653 1163.49 1080.11 820.949
24061 --- --- 46.12932 63.14299 67.64688 38.52354
18963 NM_015412 C3orf17 1652.336 1742.493 1773.779 2073.684
26967 NR_003007 SCARNA23 25.48074 18.45895 34.35863 49.41721
25628 --- --- 194.4207 162.0558 198.0087 222.2243
25358 --- --- 902.3766 899.1078 846.8198 1006.606
23737 NM_005631 SMO 824.3154 1693.561 1173.43 375.5583
23899 NM_001427 EN2 609.936 713.6597 678.1356 489.1937
26994 NM_198511 LANCL3 97.28188 138.7911 149.7419 74.93522
7259 NM_153251 ZDHHC20 1989.331 2141.136 2136.56 1875.706

14298 NM_000341 SLC3A1 107.5725 143.4348 118.9902 87.26955
66 NM_016831 PER3 503.6947 841.7443 575.3891 305.2326

4459 NM_003626 PPFIA1 1360.879 1372.29 1307.206 1709.577
8593 NM_033510 DISP2 340.6863 231.1554 251.4711 632.4397

20861 NM_014402 UQCRQ 1694.172 1830.264 1998.615 1529.644
18442 XM_00172323LOC10013024 52.45776 61.32062 55.83564 43.97669
15500 --- --- 136.34 125.5407 141.7641 189.2644
16893 ENST0000030MRAP 129.8809 131.7758 140.065 116.9095
5235 BC106951 LOC283129 62.90289 48.4069 58.06712 69.191
371 NM_022733 SMAP2 1536.095 2209.233 2047.015 1337.678

1936 --- --- 101.5935 116.0474 80.54565 133.1586
23803 NM_002770 PRSS2 76.64209 22.48367 32.24406 85.33218
19936 NM_003703 NOL14 1635.945 1334.988 1683.366 2124.118
18332 NM_006153 NCK1 741.4073 796.1566 649.4801 1093.937
2537 NM_021133 RNASEL 342.7639 360.0644 495.5518 276.6877
7232 NM_005561 LAMP1 4909.028 4087.441 4724.055 5752.31

21923 NM_021253 TRIM39 271.3744 249.8648 279.6089 348.1477
28290 NM_021253 TRIM39 271.3744 249.8648 279.6089 348.1477
28427 NM_021253 TRIM39 271.3744 249.8648 279.6089 348.1477
24965 --- --- 14.50569 17.86229 14.06244 24.58844
20866 NM_003202 TCF7 306.646 244.5031 257.7347 385.7697
28572 --- --- 15.8697 19.32217 21.19459 13.69952
26926 NM_002063 GLRA2 36.84397 33.03092 46.71653 49.71622
11539 --- --- 19.25423 17.36202 19.59394 15.97071
7434 NM_015057 MYCBP2 1150.918 744.9839 1083.765 1740.1
3914 NM_198472 C10orf125 153.9219 288.7054 166.018 89.05066

16581 ENST0000037LOC284788 24.38601 17.32011 18.86015 29.97886
9630 --- --- 522.8464 464.6895 569.4345 636.495
1599 NM_002403 MFAP2 1445.409 161.2724 112.418 1633.579

13146 NM_198319 PRMT1 2573.551 2535.519 2631.592 2796.115
4544 NM_152991 EED 964.8967 851.4208 940.8423 767.9637

17423 --- --- 1892.387 1505.722 1931.104 2424.384
27616 --- --- 1222.849 584.0494 1244.115 1543.787
15712 NM_0010066 GTDC1 647.326 703.0187 830.2021 596.889
18810 NM_001064 TKT 5467.409 4969.121 5208.994 3558.337



20984 NM_002084 GPX3 1987.78 859.1688 745.8544 2727.438
2077 NM_014969 WDR47 726.7173 989.2267 738.6647 581.9377

24861 NM_006269 RP1 43.96874 47.95369 53.54034 38.30544
8268 NM_000428 LTBP2 806.4365 412.5086 466.0962 1526.205
7651 --- --- 64.57157 63.47165 77.78135 53.48003

25439 --- --- 547.9377 356.1653 525.7827 674.1693
21845 NM_003540 HIST1H4F 570.5311 447.16 1076.226 91.5337
9672 NR_002939 RUNDC2C 342.1567 392.9064 391.8946 326.9892
6281 NR_002979 SNORA49 344.8727 323.7125 502.6661 645.6294
7145 --- --- 33.45868 42.75928 43.30984 50.3091

21652 AY358216 UNQ9374 208.1477 160.2333 94.87897 391.4461
20598 NM_015946 PELO 1074.086 2488.383 2149.237 540.2222
2967 BC118988 C20orf69 582.0237 818.0452 710.98 427.0247

20091 NM_032313 C4orf14 1424.713 1451.909 1404.525 1841.051
12445 NM_000985 RPL17 1507.602 1587.961 1636.592 1477.514
8165 NM_005776 CNIH 2412.771 2313.879 2566.736 2807.044
7849 NM_018418 SPATA7 153.6282 151.4951 152.1338 225.8842

11603 NM_014815 MED24 1737.713 1413.863 1427.55 2150.759
28342 NM_030876 OR5V1 21.99334 23.83855 19.40183 17.60348
10712 --- --- 320.0592 291.2049 341.6653 378.0664
25699 NM_017913 CDC37L1 295.8903 263.564 314.4428 403.2657
4517 NM_173039 AQP11 212.2469 190.3638 216.8866 244.4587

27028 NM_006201 PCTK1 3236.413 3962.413 3435.205 2509.81
7386 NM_198989 DLEU7 224.3368 200.5844 234.8868 259.5654

12219 --- --- 446.069 483.6349 527.9567 398.5032
7313 NM_013338 ALG5 612.2986 496.2545 567.1151 795.257

21971 NM_001710 CFB 116.8365 106.9864 86.78426 204.2826
5063 NM_006560 CUGBP1 3167.208 2652.354 3055.754 4163.932

17714 NM_015374 UNC84B 1409.66 1640.259 1585.083 917.098
26573 NM_000136 FANCC 570.9701 372.6323 480.6038 673.2438
16509 NM_025220 ADAM33 265.3616 232.2697 242.5731 276.8033
16281 NM_021809 TGIF2 457.0688 537.5662 547.5353 677.9839
26161 NM_020960 GPR107 2039.128 2317.156 2431.925 1673.684
17463 ENST0000036FLJ27365 369.0789 341.6931 260.7517 402.4314
3500 XM_00173283LOC653665 152.2528 144.1207 180.8189 302.7995

21080 NM_012279 ZNF346 585.0822 397.1288 457.3659 763.4362
13578 --- --- 695.1154 503.7885 730.6083 855.9555
6171 --- --- 641.0267 581.9172 551.2584 719.5336
6809 --- --- 57.54962 26.29844 60.69798 99.25034

11864 NM_0010984 SMARCD2 1431.785 1514.272 1400.194 1646.552
12142 --- --- 28.09421 24.33394 16.9059 47.42188
21461 NM_020747 ZNF608 852.9537 1196.347 1259.519 614.0978
9457 NM_001053 SSTR5 255.0679 274.6895 296.2991 313.7679

26496 NM_0011024 ZFAND5 2380.628 2501.705 2525.378 2260.76
5365 --- --- 24.82482 16.74318 20.37206 28.33488

20299 NM_198179 GPR103 20.17916 22.98363 21.28871 24.85723
4650 NM_016090 RBM7 867.383 465.0327 652.4628 1224.241
7038 NM_002097 GTF3A 1612.268 1402.035 1568.341 2333.431



24156 NM_033273 ZNF479 307.0505 360.1386 323.2 416.559
23315 NM_032639 PLEKHA8 684.5953 933.7769 846.2737 644.1739
10293 NM_005629 SLC6A8 2587.89 3937.566 2968.573 1833.853

218 NM_003198 TCEB3 2228.352 2355.424 2942.933 1910.887
26123 NM_003165 STXBP1 3316.219 5761.945 3685.078 1998.474
1783 NM_030772 GJA9 25.03516 26.85368 23.5629 22.38633

21413 NM_180991 SLCO4C1 69.74576 42.39066 48.96227 26.27763
13766 --- --- 247.1563 278.285 287.1875 214.2491
2589 NM_005558 LAD1 121.9284 128.426 111.8054 132.4048

21685 NM_006816 LMAN2 8808.876 9246.261 8596.737 8408.006
7353 NR_002967 SNORA31 1280.374 1404.668 1215.769 1759.602

20151 NM_003948 CDKL2 51.87163 52.22784 45.64538 82.04411
4925 NM_030906 STK33 197.4852 69.72502 71.23451 1115.727

26094 --- --- 52.93058 55.06048 63.79214 46.32017
5330 NM_006645 STARD10 311.1539 406.6345 279.0205 468.1583

13207 NM_018555 ZNF331 275.4234 365.8513 318.1572 224.1153
4360 NM_020155 GPR137 640.7684 548.6227 663.202 430.7031

23463 NM_153033 KCTD7 760.2598 702.9361 778.5156 599.8156
20910 NM_020690 ANKHD1-EIF4 1611.832 1498.172 1493.493 1972.297
23595 NM_005720 ARPC1B 3720.563 5959.331 3716.285 2530.618
9973 NM_0010127 C16orf84 466.1588 362.0163 453.3316 518.9674
2762 XM_0017226 LOC440733 480.3857 444.3953 397.781 517.4864

21417 --- --- 40.64194 35.2529 35.75462 47.11537
15800 --- --- 323.1535 377.3388 466.1222 205.8309
18835 NM_004944 DNASE1L3 25.77431 24.90707 30.97519 16.43284
23121 NM_004690 LATS1 1069.762 786.834 903.7929 1251.801
5881 NM_000020 ACVRL1 150.7893 120.3536 126.4122 169.5704

26972 --- --- 1181.767 582.0565 944.0803 1909.638
10180 NM_174924 PDILT 37.85521 37.36043 43.51387 30.33702
6847 NM_004075 CRY1 721.3238 428.35 379.2139 1364.845

21469 AK126569 FLJ44606 162.4087 104.7613 150.5613 229.5543
21560 NM_005471 GNPDA1 1663.971 1727.055 1679.149 3313.116
1881 NM_00100988ZCCHC11 969.9763 863.6553 903.5657 1399.265

12497 NM_006566 CD226 53.83499 58.33699 51.66828 46.78309
12096 NM_033546 MRLC2 5462.442 4657.134 5079.233 6825.193
1392 --- --- 61.50782 61.37403 56.44719 67.34195

14764 --- --- 19.03677 19.71399 21.5032 22.00457
26522 NM_017576 KIF27 183.9908 147.4341 138.2311 273.9019
27332 NM_006667 PGRMC1 3993.935 3913.573 3711.054 5721.824
13713 ENST0000038PRODH2 189.8152 202.7666 234.2206 258.5248
11118 NM_000346 SOX9 1288.484 218.4409 156.8345 1713.229
20983 NM_032947 MST150 842.0219 763.5427 846.7471 933.27
19417 NM_0010805 CC2D2A 355.7686 241.4277 339.8207 521.7307
11343 NM_032356 LSMD1 941.074 1074.404 994.711 883.1088
3844 NM_002313 ABLIM1 357.1181 372.9505 495.8187 742.2677

24346 NM_017984 ZCWPW1 53.81836 63.17135 65.61944 72.66599
882 NM_178349 LCE1B 74.4305 75.73843 70.28741 80.94238

14491 ENST0000039IGKV2-24 142.5553 157.4858 127.5067 115.4998



16179 NM_006363 SEC23B 2531.957 2647.643 2787.587 2451.806
16989 NM_198697 KRTAP12-3 1036.039 1062.174 1086.496 1117.004
25174 NM_0010808 PRAGMIN 351.423 264.1651 306.9882 209.0546
10855 NM_000981 RPL19 4498.645 4432.491 4372.49 4646.427
28843 --- --- 44.07082 30.88084 63.80419 81.0074
25896 NM_153267 MAMDC2 96.49371 195.3657 35.65016 354.1971
20714 --- --- 25.23154 21.85849 24.62172 28.13315
23693 NM_006136 CAPZA2 1652.072 2025.416 2387.721 1323.904
13071 NM_003370 VASP 964.0231 825.5295 956.548 1120.088
16903 NM_000628 IL10RB 1322.594 1497.621 1180.742 1066.12
25250 --- --- 423.5132 285.9557 474.4594 562.2405
8258 NM_194278 C14orf43 679.217 607.8569 695.6815 502.4075
757 --- --- 102.3844 131.3824 138.8951 96.85761
803 --- --- 102.3844 131.3824 138.8951 96.85761

5891 NM_002178 IGFBP6 678.1312 561.3375 559.7853 927.2424
21369 NM_001239 CCNH 1149.951 1021.549 1042.45 1369.216
15197 NM_002381 MATN3 158.2443 118.7607 101.1729 212.4459
8540 --- --- 81.6224 165.4874 127.7676 25.855
9015 --- --- 81.6224 165.4874 127.7676 25.855
8272 NM_002632 PGF 234.1718 234.0146 197.6231 260.7989

12723 NM_002501 NFIX 2209.883 1845.973 2412.834 1527.393
5632 NM_032642 WNT5B 182.4507 121.8 173.0077 235.5166
5790 --- --- 141.313 135.706 132.2342 121.9421

11621 NM_015515 KRT23 109.8207 135.5022 125.5319 81.48281
9241 NM_005078 TLE3 960.5968 772.6827 571.4149 1077.498

10543 --- --- 153.8181 167.0349 128.5596 119.5685
4156 NM_174902 LDLRAD3 1669.799 3169.7 2889.258 1089.777
3107 NM_003375 VDAC2 1167.883 829.3882 878.1838 1335.661

17119 NM_0010404 PRDM15 303.969 308.9822 337.393 277.1991
383 --- --- 373.9413 380.6209 380.4076 437.4617

18533 --- --- 35.12572 25.61373 42.83294 49.77899
11371 NM_002903 RCVRN 132.7024 125.2676 141.9183 110.4408
11219 --- --- 107.5792 177.1255 92.10221 322.6004
23586 --- --- 1007.459 668.8338 1054.616 1353.352
9977 NM_030928 CDT1 407.8322 264.186 415.3724 549.2907

17971 NM_001030 RPS27 4616.532 4768.226 5381.096 3724.016
14187 NM_182625 GEN1 1105.587 1005.689 1103.713 788.6673
7156 NM_006002 UCHL3 878.038 681.0536 716.2797 1830.7

23784 --- --- 254.6179 252.0127 271.8164 278.0689
23893 NM_020445 ACTR3B 1105.152 1031.691 1277.613 816.3813

247 NM_031286 SH3BGRL3 3413.025 3515.866 3409.062 2745.982
24502 NM_194071 CREB3L2 2907.41 2238.178 3054.823 1647.769
1191 AF314543 OCR1 121.2929 102.3246 154.1287 71.49152

10052 NR_002327 SNORA10 1248.093 1600.815 1170.158 1710.027
14257 NR_002327 SNORA10 1248.093 1600.815 1170.158 1710.027
16531 NM_017671 FERMT1 269.2906 155.9858 273.7925 367.3025
13072 --- --- 51.91959 51.6306 62.78312 64.71369
17246 NM_022044 SDF2L1 432.7747 343.6756 476.2856 323.8191



1251 NM_013349 NENF 1140.339 1288.357 1377.297 1091.519
25024 NM_002514 NOV 2017.014 2070.863 3083.245 1452.927
20783 NR_000039 RAB9P1 42.26052 24.31758 42.64957 59.05723
26410 U66622 RAB1C 2239.162 1377.398 1739.564 2627.111
14418 NM_001381 DOK1 564.0295 412.8627 461.898 685.8234
2360 NM_015327 SMG5 1373.461 1199.792 1354.236 1517.179
8414 --- --- 173.0072 149.784 285.6644 64.57271

17490 NM_138433 KLHDC7B 138.073 121.9983 133.9911 145.6468
4579 NM_130847 AMOTL1 1207.587 856.7892 1338.764 748.6457

14540 NM_004027 INPP4A 673.1481 763.0472 646.6109 581.1545
16636 --- --- 185.3243 128.2078 175.9569 297.9938
19641 --- --- 17.82887 10.11684 25.5725 33.11239
18155 NM_022072 NSUN3 822.6506 769.7932 869.6441 717.2739
20297 NM_024873 TNIP3 891.0219 2584.677 3379.256 38.8422
18066 NM_203424 IQCF2 46.66122 45.59643 53.29283 56.59639
17497 --- --- 11.30003 17.02474 18.81633 26.63285
1041 NM_017542 POGK 2582.14 2586.581 2814.059 3022.451
6803 NM_032147 USP44 95.02577 102.2721 81.72725 59.92131

18530 --- --- 196.7602 226.4091 190.4567 165.601
1333 --- --- 200.7209 47.13713 314.7704 377.11

19525 NM_005612 REST 1483.653 1132.781 1290.747 1973.472
18384 NM_033050 SUCNR1 11.50369 10.59739 5.761248 51.67466
16891 NM_000454 SOD1 2024.872 2059.011 2103.372 1697.654
16138 NM_001819 CHGB 78.21836 63.83876 80.80092 56.58979
11487 NM_005165 ALDOC 814.3521 2115.941 1028.719 89.09029
23976 NM_00110138hCG_1787519 1819.491 1886.235 2102.838 2525.322
14072 BC093900 LOC284296 110.5584 137.8663 115.7822 152.8242
21309 NM_015084 MRPS27 1692.871 1385.837 1490.021 2245.654
23738 NM_015328 AHCYL2 1248.442 2926.736 2097.563 623.4203
20988 NM_000827 GRIA1 72.17358 66.76049 77.23321 83.84517
6174 NM_003668 MAPKAPK5 1342.463 1467.277 1478.302 1240.035

22588 NM_021058 HIST1H2BJ 1303.6 747.881 721.0284 1647.484
12068 NR_002716 RNU2 4616.102 5275.418 4658.59 8337.899
16973 NM_005049 PWP2 622.434 442.713 624.5854 400.9412
10425 NM_018052 VAC14 2109.36 1371.49 1581.082 2723.92
20595 NM_024615 PARP8 1356.57 1696.688 1964.602 1219.909
24777 --- --- 76.36534 72.92866 99.32204 58.16478
7345 BC000868 MGC5590 123.685 82.88917 112.5215 141.5542

23326 BC027724 KIAA0241 1320.998 1494.518 1607.899 1118.033
21689 NM_005451 PDLIM7 816.7979 596.4024 564.5414 990.7271
13881 NM_015649 IRF2BP1 513.0773 607.9867 579.6197 394.2993
22083 NM_002821 PTK7 632.3586 708.5496 386.9472 971.8367
27268 NM_0010804 BEX4 1668.493 1466.547 1466.299 2748.494
1577 NM_014424 HSPB7 70.81883 58.39413 76.95856 90.05292
3052 --- --- 238.7387 183.9955 245.4422 320.496

26176 NM_032728 PPAPDC3 303.3159 439.3316 498.1021 257.1458
18089 --- --- 86.13892 81.66319 106.4117 114.5389
4432 NM_012308 FBXL11 1697.523 1442.237 1537.704 1903.846



21848 NM_007047 BTN3A2 487.9912 691.4919 576.6002 448.7452
26569 NM_017561 FAM22F 136.6135 147.2237 156.5081 168.5478
7213 NM_032859 ABHD13 1201.74 1103.042 1213.871 1580.876

22115 NM_005588 MEP1A 36.91151 26.05267 40.13406 46.61532
23145 NM_016020 TFB1M 1229.755 1127.106 1195.199 1054.924
23688 NM_015641 TES 4352.593 4665.688 4364.726 3053.945
25484 --- --- 57.73922 65.43784 61.21767 53.92924
16455 --- --- 75.0644 56.14468 77.18958 46.12176
16542 NM_017714 TASP1 306.5618 338.0454 313.1327 272.9099
15942 NM_001608 ACADL 70.7337 31.15969 59.46784 16.24206
2317 NM_014856 DENND4B 1191.293 1128.359 1276.741 893.7862

16853 --- --- 78.40601 85.3519 61.03031 113.986
2188 NM_005399 PRKAB2 971.3895 921.15 948.8017 1050.892

22096 AK291399 C6orf206 60.96856 69.66445 59.82626 54.14271
6818 --- --- 148.8445 44.24176 182.5738 242.1577

15272 NM_005102 FEZ2 1208.148 1078.496 1182.742 1717.556
8911 NM_0010396 UNC45A 1055.539 1035.758 907.6672 1195.011

26646 --- --- 16.53596 17.26491 15.48873 10.63679
14212 NM_024322 CENPO 1483.534 958.9655 1408.252 773.5724
21496 NM_0011135 CDKL3 75.08859 66.61833 52.22322 82.60094
20021 NM_024943 TMEM156 202.6848 58.13638 43.82276 808.7259
24271 NM_000927 ABCB1 99.82938 61.2189 129.1768 48.57398
20981 NM_007286 SYNPO 412.0764 381.8199 375.0397 545.6929
17725 NM_194326 RPS19BP1 1348.744 1083.491 1569.859 999.1564
25775 NM_016410 CHMP5 1039.31 1288.509 1339.584 932.1108
21708 NM_054013 MGAT4B 1852.31 1908.316 2092.789 2323.868
18849 --- --- 71.11555 61.33046 63.45699 52.25685
24324 NM_032164 ZNF394 664.491 1000.269 803.0673 575.3373
1454 NM_017891 C1orf159 233.5619 256.92 245.3821 220.1176

20182 BC052613 LOC728131 283.5435 161.3364 320.7874 419.6977
20860 --- --- 542.9725 235.8354 610.167 756.8024

599 NM_032270 LRRC8C 779.3885 606.2833 550.5044 1246.197
17887 --- --- 5.308327 0.00712736 7.042021 10.00844
20166 NM_0010298 ANKRD56 91.6697 102.3323 99.62202 89.90939
5260 NM_033036 GAL3ST3 170.944 186.6207 165.9059 196.5979

19658 NM_001203 BMPR1B 269.2318 277.8891 237.8332 232.8968
3333 --- --- 212.6372 222.9728 167.3301 113.3785
8786 NM_004383 CSK 769.8877 599.8762 724.7535 874.4014

10404 --- --- 84.85736 79.25904 94.36678 72.84047
7859 NM_018319 TDP1 1528.94 934.2588 1336.177 2185.411

12396 NM_014939 KIAA1012 669.2623 720.6484 742.3224 612.7276
14267 --- --- 2207.204 1995.953 2187.327 2597.667
25000 NM_0011001 RIMS2 190.6797 224.1334 76.99864 398.396
22615 NM_006510 TRIM27 1395.409 1260.693 1438.29 1531.655
28474 NM_006510 TRIM27 1395.409 1260.693 1438.29 1531.655
25596 --- --- 224.1102 256.136 185.7986 171.0307
15860 XM_00172634LOC10013121 816.5063 570.793 376.5644 1160.843
4827 BC030237 SLC22A18AS 146.1639 106.598 172.6018 75.98186



12596 NM_133475 ANKRD24 131.7529 120.5894 135.1234 141.1492
6713 --- --- 159.5529 91.03107 159.6216 199.0576

28199 NM_001143 AMELY 119.3652 136.4967 140.4392 153.6272
5169 NM_013402 FADS1 3505.406 1959.258 2117.853 4686.076

15770 NM_004490 GRB14 119.4273 192.2656 174.6635 108.1391
6628 NM_015665 AAAS 1520.422 1140.565 1189.102 2094.58
3812 NM_024040 CUEDC2 647.8853 580.843 359.3849 998.6194

21774 NM_030969 TMEM14B 6540.183 7590.483 7934.841 5632.393
3648 --- --- 233.9912 97.31577 272.6147 332.261

21593 NM_00101230ARSI 73.03346 89.42298 75.48202 91.27447
7342 NM_00100226EPSTI1 32.23608 39.03053 38.1552 41.6265
1448 --- --- 196.8607 190.7067 226.1594 157.5352
5829 BC008360 FAM113B 139.8852 71.00547 106.9974 181.8322

28614 --- --- 9.521547 13.92717 11.06847 5.007052
9078 --- --- 45.91902 39.78819 45.89499 73.33752
6690 NM_014925 R3HDM2 943.6779 705.8283 727.5248 1223.65

19717 BC118988 C20orf69 634.8109 938.5747 791.6332 480.2715
18768 NM_032355 MON1A 304.9521 233.9798 330.3577 210.1239
19194 NM_004991 MDS1 129.8074 83.79858 97.37135 216.833
26904 NM_005647 TBL1X 632.1653 738.3218 519.3761 1538.084
24429 NM_012252 TFEC 28.47736 23.32114 33.08979 19.65527
15457 --- --- 59.62498 76.08067 74.33088 44.49529
12623 --- --- 511.3077 467.7695 542.925 564.3375
2228 --- --- 150.101 164.0993 175.9814 145.2569

19263 --- --- 14.78307 11.74249 11.56953 9.79638
6205 --- --- 387.471 254.3542 428.5927 488.7409
3941 NR_002585 SNORA52 602.0805 448.4215 672.9075 1076.413
7249 NM_004004 GJB2 68.33129 49.662 37.02767 96.87539

13292 --- --- 381.1571 488.8731 492.9797 292.123
2381 NM_005240 ETV3 1142.467 1659.95 1512.667 918.1432

24957 NM_024613 PLEKHF2 744.561 610.2475 635.6458 1198.258
4495 NM_014752 SPCS2 3558.462 2679.974 3056.458 4380.743

13830 NM_006905 PSG1 47.73222 41.98857 52.88179 74.80949
8146 NM_004196 CDKL1 235.7092 111.6394 187.9646 331.8574

16070 NM_173351 OR6B3 31.27506 27.64824 33.15615 37.41276
7482 BC001077 RP11-151A6.2 201.965 154.7912 152.7177 376.1698

22046 --- --- 201.0928 176.4359 193.0478 166.8935
15981 ENST0000036C2orf24 619.5698 634.0569 467.2781 776.1852
3455 NM_004412 TRDMT1 235.8935 187.0952 188.839 347.4361
4793 NM_176795 HRAS 1278.214 791.8552 960.6692 1449.884
5982 NM_182947 GEFT 428.9482 691.1129 517.824 350.4086
4060 NR_002962 SNORA23 1905.16 1148.789 2326.899 3684.112

28200 --- --- 6.256669 7.213135 6.853217 9.997671
5778 NM_007211 RASSF8 2018.28 2155.417 1955.322 1789.209
1649 NM_000191 HMGCL 315.349 492.5069 268.5107 664.7067
6430 --- --- 28.1259 49.48846 39.26464 13.1702

11882 NM_014798 PLEKHM1 1387.101 1349.827 1035.009 1890.42
9148 NM_006628 ARPP-19 2629.565 2018.574 2440.483 3096.772



17068 NM_003253 TIAM1 1240.586 1173.081 1368.64 985.6057
23327 NR_003502 LOC441208 463.8514 556.8599 489.5009 572.2272
9061 NM_017553 INOC1 1381.157 1004.753 1251.149 1664.993

20826 --- --- 133.7467 123.6981 152.844 114.169
11140 NM_024585 ARMC7 463.5849 252.1309 407.2904 593.0685
17233 NM_006767 LZTR1 770.3168 967.4915 824.8813 607.6055
17874 NM_012298 CAND2 489.6016 532.6369 443.2217 415.7509
9115 NM_001482 GATM 108.8063 103.0232 184.8081 45.03025
8102 NM_018453 EAPP 568.4967 791.9351 609.2426 928.9375
6776 NM_025114 CEP290 200.7969 128.3215 143.2458 317.6537
1434 NM_170725 PGBD2 129.3615 115.658 148.591 107.6522

19707 --- --- 160.7708 222.1973 177.2669 122.1934
3482 --- --- 127.1731 131.4287 118.5726 158.2832

17108 NM_033656 BRWD1 712.0122 701.9572 733.4628 634.2339
6567 NM_006009 TUBA1A 1876.225 2256.884 1555.849 2497.406
4159 AK290833 C11orf74 65.17466 78.73586 48.75774 107.3595

20377 NM_017639 DCHS2 77.06244 64.24875 73.89516 58.70887
6179 --- --- 1964.496 1570.966 2031.885 2216.417

11192 NM_000152 GAA 297.4313 345.1297 93.85942 581.4551
24280 NM_000786 CYP51A1 860.0504 964.7189 1007.544 775.0154
6435 NM_004963 GUCY2C 33.75089 29.15986 32.12785 41.43568
7733 NM_002431 MNAT1 782.3361 617.2776 792.1489 1257.632
6941 NM_006549 CAMKK2 476.1943 527.2594 426.6169 733.6855
5334 --- --- 162.2028 163.4977 192.0136 145.1026
1523 EF592573 MIRN34A 417.805 535.2878 429.1576 317.6817

17014 AF426257 C21orf81 107.269 128.497 90.32292 341.1706
4050 NM_003754 EIF3F 2288.144 2080.613 1932.555 3052.41

23379 BC007354 MGC16075 190.0597 183.9926 222.8743 138.047
9797 NR_003669 MT1IP 585.2988 302.6552 481.0745 817.5311
4523 BC062331 LOC387793 93.32062 87.73283 109.8354 112.5064

17950 NM_001106 ACVR2B 154.9632 181.975 153.0834 127.2826
8728 NM_182703 ANKDD1A 191.5052 226.276 180.7627 257.0876
6564 NM_018113 LMBR1L 438.3733 467.8512 330.028 551.9152

22756 NM_003740 KCNK5 122.1799 142.3084 135.5776 106.3878
10451 NM_024306 FA2H 82.02013 59.14351 100.7844 117.8813
18965 NM_018338 WDR52 132.0603 179.9294 145.4172 111.0289
1891 NM_147193 GLIS1 159.7056 130.1492 165.2776 105.8083
3160 NM_004190 LIPF 35.30996 27.4318 22.2033 18.01257
8829 ENST0000031LOC10012954 84.5714 103.7747 84.20895 113.4498

10930 NM_153006 NAGS 695.518 520.0811 504.0725 1218.265
22473 NM_001500 GMDS 1070.88 1189.065 1217.928 991.9103
19826 NM_018342 TMEM144 567.0862 786.0461 637.1885 512.2552
10910 NM_009590 AOC2 77.44569 84.54491 56.81391 110.3955
20371 NM_145720 TIGD4 104.2726 98.5576 138.2683 76.05363
4785 NM_016526 BET1L 593.1381 502.3929 493.0337 714.8251

24070 BC039116 TRGC2 27.40928 25.35192 28.35509 38.74571
24171 BC066990 LOC441242 143.6537 169.3474 156.4078 128.0555
17386 NM_033386 MICALL1 1147.116 930.7352 1362.725 689.2095



27398 --- --- 43.41339 51.20938 65.35716 17.31314
7686 NM_00104248FRMD6 1674.624 1772.891 1601.512 2815.495
1974 NM_015534 ZZZ3 2088.511 1825.55 1996.694 2890.733

24886 NM_144650 ADHFE1 54.92366 86.97848 56.92778 135.6091
23286 NM_000600 IL6 513.2112 1356.641 1568.929 90.00181
12742 NM_138501 GPSN2 4002.079 4163.947 3615.873 4549.89
2528 --- --- 265.9661 311.4572 260.9922 223.6496

26916 NM_00103909PRPS2 2750.907 2609.514 2714.609 2376.312
21615 NM_018691 C5orf3 282.9524 197.4661 220.8467 448.2043
24300 NM_002612 PDK4 77.82946 48.25566 51.35846 130.4254
10072 NM_007108 TCEB2 1133.877 1230.838 1233.913 1121.924
18543 --- --- 166.4865 94.76383 179.4345 219.4426
21705 --- --- 6.492774 5.344468 4.580675 9.995797
24832 NM_152419 HGSNAT 1703.641 2003.588 1900.377 1419.768
22063 NM_0010124 FOXP4 502.3951 310.5588 358.954 544.9985
12194 NM_001390 DTNA 111.2302 103.7291 55.44525 281.129
14850 NM_182678 UBE2E3 3115.92 2673.057 2900.792 2546.655
18502 NM_016306 DNAJB11 3164.353 2661.697 3142.714 2523.65
24388 NM_005045 RELN 401.2058 112.0327 103.7157 488.5104
2713 NM_020997 LEFTY1 234.0375 217.3196 244.4835 249.7216

17044 NM_175611 GRIK1 77.93433 88.49605 87.86469 68.64717
24422 NM_018970 GPR85 219.5448 165.0007 301.4086 129.9259
24176 --- --- 324.0566 310.745 306.2271 349.6957
28020 --- --- 277.8496 167.4529 233.6526 506.0359
25226 --- --- 223.4504 174.0709 228.9249 256.88
2896 NM_00100148PTER 1456.88 1038.038 1037.538 2224.761

21359 NM_001025 RPS23 4244.689 2780.075 3208.54 6756.29
23261 NM_019005 FLJ20323 961.4519 1123.333 1102.801 929.9299
15271 NR_003143 MYADML 290.4913 258.5524 477.2757 521.259
2554 NM_006469 IVNS1ABP 2175.901 3252.57 2520.771 1890.401

20521 ENST0000029LOC651746 496.1266 376.8853 431.1179 529.511
20677 NM_005909 MAP1B 5294.594 4608.344 5579.872 4003.638
13053 NM_000041 APOE 409.8243 1110.429 1146.957 146.7383
23857 NM_032534 KRBA1 289.1171 328.66 309.7104 256.7261
11364 NM_144681 CCDC42 55.44323 49.03684 65.86458 70.81792
5869 NM_005171 ATF1 1526.728 977.6108 1374.633 1986.628

14945 NM_012092 ICOS 28.40346 34.44713 34.08426 41.79146
11238 NM_022463 NXN 250.2847 281.6406 238.766 291.1596
13119 NM_004324 BAX 1709.547 1375.819 1932.497 1216.857
14118 NM_153443 KIR3DL3 91.28363 91.47633 86.2423 83.6704
8979 NR_003521 WHDC1L1 423.9532 469.6496 351.0074 644.5565

12478 NM_133459 CCBE1 593.7559 200.0147 234.0689 833.0448
9383 NM_020211 RGMA 304.9002 337.584 313.1989 203.9853

13989 NM_001985 ETFB 654.6013 1102.721 828.0804 524.2067
4509 NM_015516 TSKU 920.3223 976.3134 314.0614 1239.275
7033 NM_006646 WASF3 400.2421 734.7395 417.227 835.744

18443 NM_022763 FNDC3B 3730.39 5375.851 4763.479 3255.971
12470 NM_004539 NARS 4272.374 3449.506 4530.584 2945.719



27389 NM_153834 GPR112 44.05503 37.24064 32.8707 60.94331
9070 NM_139265 EHD4 2019.909 1481.925 1852.111 2429.12

15892 BC039295 FAM126B 674.0252 1150.181 861.5732 516.6824
24932 NM_198584 CA13 426.0208 245.5415 341.2656 654.4537
21968 --- --- 995.1913 886.5591 1417.77 1597.035
1708 NM_00100368TMEM200B 584.7497 537.9325 470.3244 639.1656
769 NM_203458 NOTCH2NL 3857.85 4346.324 3282.484 4643.82

1770 NM_0010386 RSPO1 164.2364 165.3186 166.1504 176.708
26674 NM_015404 DFNB31 290.3099 347.1416 274.6835 233.3638
3814 NM_005736 ACTR1A 2226.803 1500.131 1560.871 2721.254

17262 --- --- 101.3502 98.91885 112.3021 89.23261
26442 --- --- 713.3551 656.8237 586.3469 793.661
20134 NM_173827 COX18 1070.727 1028.181 1101.922 951.7897

772 NM_213653 HFE2 99.04015 95.61965 89.77422 106.0078
17133 NM_173354 SNF1LK 479.028 338.7022 387.1511 605.1719
1866 BC007932 C1orf165 57.3834 72.90563 69.37646 45.05026

25760 NM_025103 IFT74 225.2156 180.0373 241.9882 468.3166
14686 NM_014369 PTPN18 607.1862 570.847 554.4961 443.3572
4889 NM_00100516OR52E6 31.66824 29.85503 41.50243 25.7457

15861 ENST0000034LOC10013121 352.076 242.5619 170.6091 569.4537
28456 NM_001710 CFB 154.8062 132.4935 132.0455 227.9506
6235 NM_014938 MLXIP 1747.861 1733.788 1887.285 1665.152

27880 NM_012471 TRPC5 143.7548 125.1012 144.6147 155.2319
1043 --- --- 89.95444 63.33407 119.265 133.4745

18340 NM_020191 MRPS22 835.2522 663.7975 768.2631 1276.956
11582 --- --- 390.5741 224.072 674.4617 784.624
15912 NM_018256 WDR12 1378.879 1488.528 1482.274 1278.44
3552 NM_00103938C10orf25 114.5749 85.35143 96.34599 143.3052

20789 NM_002372 MAN2A1 1426.56 1071.5 1188.894 1948.654
12255 NM_021127 PMAIP1 1648.905 1226.706 1560.299 737.9135
15847 --- --- 143.7306 134.1842 162.8637 190.6313

24 NM_153339 PUSL1 462.8187 448.4301 468.9101 563.3761
9622 NM_013302 EEF2K 759.2747 936.5289 814.7905 673.7966

11675 NM_032484 GHDC 251.6004 281.3869 231.7599 153.4466
22785 NM_018141 MRPS10 1882.956 1510.596 1690.523 2434.853
19991 --- --- 166.4845 50.61102 146.1989 230.6018
24177 --- --- 480.0239 397.7928 416.3812 503.6542
14790 NM_024969 FAM130A2 114.2319 69.72872 84.66933 168.9046
16151 NM_00100960C20orf94 710.9106 742.3854 762.3578 684.2164
28236 --- --- 33.28039 25.75344 25.40599 36.42612
16358 NM_000308 CTSA 6319.442 6990.539 6368.853 4716.106
5356 NM_004041 ARRB1 1267.335 1270.638 1063.028 1708.678

21517 NM_006805 HNRNPA0 3898.23 3141.982 3156.371 4187.552
2837 NM_00100469OR2T10 45.60105 55.45424 56.90181 42.71098

17660 BC002970 C22orf28 3194.374 3429.39 3043.3 2833.478
1645 NM_002167 ID3 1017.074 1394.551 818.4454 357.0463

12173 NM_018439 IMPACT 1034.498 1025.584 1000.025 1346.856
24565 NM_015694 ZNF777 572.0541 537.1331 611.9095 466.7491



23970 --- --- 31.1482 24.10903 27.30847 32.32074
9103 ENST0000031LOC645212 508.0308 532.6705 422.7338 871.0389
6855 NM_014325 CORO1C 6033.172 6517.186 5447.294 8157.051
5897 NM_002624 PFDN5 1104.83 1042.941 1057.424 1528.849
3235 NM_005063 SCD 3699.258 3599.326 3271.823 7605.559

11379 NM_004589 SCO1 1038.56 1146.217 1157.886 999.4169
4411 NM_030981 RAB1B 6643.976 5075.369 5815.524 6990.318
6463 BC117143 KIAA0528 1185.145 1072.119 949.5388 1897.904
8881 NM_022839 MRPS11 4394.984 5180.743 4332.841 3877.203

16257 NM_031483 ITCH 2239.988 2196.556 1965.398 2684.71
21678 --- --- 99.3218 97.34621 114.7388 121.3395
3782 NM_031212 SLC25A28 786.5703 547.9807 522.141 879.7997

12991 NM_138392 SHKBP1 1468.012 1644.957 1472.525 1998.169
22043 BC031890 KIAA0082 987.9315 988.8844 947.7243 1125.528
28754 --- --- 23.50271 15.37352 12.11328 9.044759
5352 --- --- 841.0175 529.245 922.6473 1062.654
6812 --- --- 240.9886 232.0869 232.2845 265.4109

17523 NM_003325 HIRA 951.8862 838.8838 909.7576 769.3445
26950 NM_206923 YY2 701.4213 568.7028 935.0316 436.4658
6297 NM_005056 JARID1A 1084.891 952.0618 759.8047 1339.361

27512 ENST0000040CRLF2 48.68919 54.71341 42.9247 64.98878
6786 NM_001920 DCN 49.79686 91.79155 65.40676 32.01931

22518 NM_016495 TBC1D7 603.5302 1110.424 716.2927 387.922
1752 BC026909 C1orf216 391.9104 356.8751 364.6405 341.8095

27665 NM_007213 PRAF2 617.759 848.5964 729.5508 416.8666
18517 NM_005578 LPP 3844.317 3339.401 3827.831 4430.509
23912 NM_002607 PDGFA 930.5618 333.0682 229.1029 1314.707
5541 --- --- 44.38671 58.13845 36.35081 71.72587
5554 NM_00109816BSX 232.7334 244.4061 230.3449 222.9795

13117 NM_006184 NUCB1 2976.385 4066.12 3279.622 2115.657
24123 NM_00104276FIGNL1 945.8944 798.6882 1020.994 760.9885
16258 NM_014183 DYNLRB1 2112.127 1855.051 2096.75 1602.062
25310 NM_023110 FGFR1 661.0793 491.8972 671.1077 741.8333
5175 NM_001404 EEF1G 10012.21 9796.418 10184.12 10403.12

18809 NM_052859 RFT1 1369.563 1104.334 1299.591 1038.656
5960 NM_002898 RBMS2 2413.01 1083.581 1612.638 3028.041
466 NM_004799 ZFYVE9 403.6297 441.5249 420.1026 627.7379

3431 NM_031455 CCDC3 90.57891 106.162 109.7278 118.1288
11990 NM_002522 NPTX1 471.3129 257.9818 415.9902 191.8503
24734 NM_00101384C8orf58 526.5602 556.7188 494.5495 408.347
1129 NM_005562 LAMC2 1910.842 590.195 425.2716 3221.843

13265 --- --- 307.9667 228.4998 307.5615 355.1652
27029 NM_004651 USP11 2240.574 2695.758 2555.411 1798.701
23653 NM_005824 LRRC17 266.4138 594.3105 436.8597 202.694
6354 NM_001644 APOBEC1 55.16494 36.51414 61.55758 74.96118
2085 --- --- 223.8092 213.3638 213.0614 273.927

13746 NM_032689 ZNF607 201.4912 183.3168 171.678 274.5936
6433 NM_024829 FLJ22662 145.5467 234.9147 293.0131 74.44701



15163 NM_138799 MBOAT2 876.0281 850.4608 721.1921 695.197
16379 NM_018683 ZNF313 2180.738 2315.869 2121.676 2395.53
24440 --- --- 20.92449 21.86749 15.56351 12.14953
13254 NM_033113 ZNF628 240.6579 240.7181 237.2921 247.7697
15038 NM_080671 KCNE4 535.1021 745.3069 1237.244 234.3137
4112 --- --- 184.6827 193.1959 81.1386 488.98
3408 NM_0010075 AKR1CL1 77.05961 80.15278 86.4348 92.48083

18208 NM_020235 BBX 2320.693 2451.204 2447.48 2257.67
12438 NM_005901 SMAD2 1906.055 1777.464 2025.406 1731.722
21283 --- --- 90.84497 115.6733 89.84529 79.83194
11937 NM_004259 RECQL5 240.3891 255.6195 183.4183 347.0256
11150 NR_003587 MYO15B 287.0228 284.3463 278.5723 236.3562
18864 NM_007114 TMF1 822.0425 1373.791 1014.615 691.2861
13509 NM_015493 KANK2 801.5395 589.3102 655.865 1213.073
20345 NM_003866 INPP4B 2413.231 3114.768 3332.226 2296.372
24662 --- --- 83.40307 68.32013 79.47204 111.3426
14341 NM_002618 PEX13 875.7083 1030.075 844.2778 1241.3
26216 NM_014582 OBP2A 251.2816 279.7352 259.6222 226.9102
2699 BC043142 C1orf80 164.5323 182.9177 149.4138 219.5781

26925 NM_006357 UBE2E3 2445.492 2402.998 2263.427 2040.645
17482 NM_031454 RP3-402G11. 883.8059 1082.576 745.7955 1171.617
12872 NM_152266 C19orf40 541.0844 694.7006 533.6893 460.1804
8434 NM_052903 TUBGCP5 427.1025 372.7784 306.8615 691.55
7759 NM_173526 FAM71D 41.39912 41.13023 34.34366 60.97665

21576 NM_206966 MGC23985 104.1104 87.48038 108.7504 76.43985
6517 NM_005748 YAF2 311.1351 330.565 283.0565 472.2331

16952 NM_002462 MX1 134.5888 273.8035 162.7527 59.01353
2153 NM_201263 WARS2 381.6842 446.7314 392.6781 639.3789
9057 NM_018163 DNAJC17 175.0571 152.0978 142.7142 188.384

21940 NM_014068 PSORS1C1 91.60581 99.57468 99.30788 108.6798
28080 NM_0010815 GAB3 1253.02 1435.802 1233.136 1118.949
2603 NM_002871 RABIF 1358.898 1065.585 1537.146 935.0996
8929 --- --- 245.5661 228.003 271.3784 305.3737
2862 NM_00104716NET1 1410.982 793.2705 835.1417 2072.948
8947 --- --- 682.1167 2016.583 1173.299 130.2088
8946 XM_00171559LOC441734 682.1167 2016.583 1173.299 130.2088
8953 AK125787 C15orf51 682.1167 2016.583 1173.299 130.2088
8392 NM_00101504BAG5 564.9818 461.6069 538.1359 728.8562

27913 NM_152692 C1GALT1C1 158.7531 137.7128 188.1109 224.6037
19184 --- --- 0.2295811 1.573279 1.822758 3.471301
14205 --- --- 16.63111 12.50963 15.26887 27.21045
18855 NM_182920 ADAMTS9 679.7825 2423.181 1893.963 183.9117
22125 --- --- 97.30467 111.6347 107.4965 119.425
10700 AF151906 FAM18B 1095.699 1454.841 1330.81 990.0906
11174 NM_003003 SEC14L1 2024.013 974.3021 785.6522 3164.922
23268 NM_018374 TMEM106B 2266.87 2406.394 2389.967 2507.714
4601 NM_00108046DYNC2H1 239.4174 193.3496 248.7796 371.0301

24347 BC026269 C7orf47 628.4701 750.5098 676.2578 510.0482



22856 NM_021814 ELOVL5 5913.571 4574.748 4832.228 6491.983
10835 NM_178517 PIGW 822.2664 615.7016 1004.641 557.4929
5271 --- --- 5.65243 6.260765 3.186478 1.294351

22205 --- --- 20.2784 27.86599 20.33133 10.44942
2553 --- --- 40.84499 18.09479 34.91433 54.27879
3809 NM_003893 LDB1 2281.928 2352.089 2123.397 2818.647
4083 NM_032228 MLSTD2 1905.868 1572.427 989.6895 3759.922

14148 NM_014746 RNF144A 399.1845 1204.012 599.5388 27.38081
28364 NM_002701 POU5F1 233.2483 236.7654 233.5431 244.5687
15631 NM_018383 WDR33 1417.606 1576.532 1569.354 1400.559
6523 NM_006159 NELL2 40.78746 42.78566 48.12741 36.94981

25422 NM_014393 STAU2 1327.88 1059.842 1087.981 2079.512
6289 NM_019591 ZNF26 281.6077 274.0847 322.7863 251.8874
9041 --- --- 86.38231 52.99204 77.85165 49.71918

13868 NM_202001 ERCC1 2278.884 2655.781 2761.475 1627.016
22651 --- --- 68.75526 83.30119 79.48724 86.81507
23990 --- --- 0.1963873 0.07457819 1.65655 8.994303
1828 --- --- 41.63323 49.09757 48.6068 59.99096

23289 NM_018846 KLHL7 695.7881 1065.415 783.0253 580.5551
19165 NM_020169 LXN 151.4972 258.8797 44.84683 432.5795
20245 NM_005908 MANBA 277.5597 394.5867 339.7485 238.3301
20968 --- --- 118.8179 122.6355 133.5157 107.0211
23607 NM_003439 ZKSCAN1 897.8098 1374.222 1007.759 622.023
23406 NM_182633 ZNF713 155.8738 164.3059 181.2385 127.9652
4192 NM_152264 SLC39A13 1745.665 1802.414 1468.947 2643.722

26758 NM_020145 SH3GLB2 636.926 737.8849 595.4233 986.968
18890 BC084565 ZNF717 529.0674 1699.071 878.8468 12.76384
24792 NM_021631 FKSG2 42.86453 49.79597 56.43175 80.90831
10900 NM_170607 MLX 2440.396 2012.714 2404.676 1759.44
1418 NM_00100468OR2L2 66.92808 49.27827 83.88768 41.68675

15759 BC065192 C2orf12 2317.896 1399.231 1703.399 3440.06
19887 NM_181726 ANKRD37 324.8123 360.4644 383.7856 276.07
24570 BC028735 LOC401431 126.7443 149.8372 134.0799 98.83385
15730 NM_00100574CACNB4 90.38176 94.85663 90.10622 99.08581
1246 NM_145759 TRAF5 259.5851 292.9834 290.6953 246.0684
4033 ENST0000025CCDC35 320.0837 366.1844 214.3568 568.2322
3745 --- --- 5.309231 7.03511 12.79304 18.24044
2884 NM_006023 CDC123 3444.189 2487.589 2996.466 4216.044

12404 NM_0011127 ZNF397OS 169.367 206.6435 171.9715 137.0086
4931 NM_020644 TMEM9B 2310.944 2544.757 2043.255 3038.265

20167 --- --- 740.0456 639.1183 869.7928 525.4539
3209 --- --- 110.5259 116.5831 123.5683 89.54986

12020 NM_022156 DUS1L 622.9125 562.9807 627.9793 666.9884
4690 NM_015517 MIZF 596.5301 403.6603 382.9944 745.6265
2152 NM_152380 TBX15 96.35791 89.80887 130.7442 45.1363
4401 NM_006848 CCDC85B 723.2442 661.3531 722.5157 830.6087
8360 --- --- 78.44903 81.94263 109.2814 125.0889

13944 --- --- 234.1912 230.0634 212.2688 282.7999



11654 NM_153490 KRT13 414.8439 399.0185 434.7304 447.404
13775 NM_153232 EID2 2809.828 2844.861 2624.345 3078.437
28353 NM_005275 GNL1 692.386 590.4002 608.0267 875.2318
12188 NM_017831 RNF125 379.2319 996.9393 669.0693 124.4674
5339 NM_003355 UCP2 948.6646 315.2011 626.9487 1164.408

18019 NM_015466 PTPN23 1029.065 795.5773 1117.019 702.0591
20142 NM_002704 PPBP 77.07619 73.38288 69.84427 105.227
9890 NM_007014 WWP2 1323.872 922.0164 1128.605 1709.517

26560 --- --- 2.789634 1.79862 3.894423 1.188545
25700 NM_005772 RCL1 885.2167 534.9528 754.877 1271.703
18437 NM_002740 PRKCI 2364.227 1712.272 1758.655 3281.292
10142 NM_014153 ZC3H7A 1684.997 1856.772 2218.403 1459.475
23966 NM_002489 NDUFA4 1483.532 2055.778 1831.995 1225.56
8645 --- --- 62.98001 38.78228 53.18514 70.69897

28281 NM_007160 OR2H2 152.3235 117.7459 143.2944 164.3754
28416 NM_007160 OR2H2 152.3235 117.7459 143.2944 164.3754
21232 ENST0000031LOC648987 440.6469 269.5613 510.6202 223.0087
25208 NM_201400 FAM86A 1418.409 1768.78 1649.1 1039.762
23163 NR_002960 SNORA20 212.7514 143.3385 283.5102 456.4689
4924 NM_002315 LMO1 165.8752 162.4133 173.9603 175.0708

26283 AF225420 C9orf46 281.8457 247.8175 222.8863 476.7119
24379 NM_032959 POLR2J2 1920.078 2651.513 1807.928 1374.348
13933 NM_002103 GYS1 1914.789 2905.243 2415.554 1492.813
6391 NM_007360 KLRK1 17.75153 44.82969 35.95499 9.23678
1833 XM_927887 LOC644790 1326.245 1177.546 1374.128 1496.489

10298 NR_002837  /UBE2MP1  // 509.5408 463.2004 616.8022 313.0433
24897 --- --- 152.423 144.2124 157.3259 174.249
5288 NM_016366 CABP2 405.2424 405.1628 421.4448 454.7586

18591 NM_003256 TIMP4 337.3001 312.7289 299.1942 3820.182
11730 NM_133373 PLCD3 491.7207 316.7967 377.3708 769.2793
18816 NM_021237 SELK 792.9372 1281.813 1154.711 633.8676
22094 NM_006502 POLH 2762.404 2197.461 2999.442 1836.25
9516 --- --- 130.3807 218.0625 157.0397 112.2478
5134 NM_00100548OR5B17 76.90099 68.52364 78.26103 64.72167

15167 NM_006826 YWHAQ 9857.775 9497.2 9672.958 8234.496
14671 NM_032144 RAB6C 2161.612 1938.452 1810.464 2292.48
3944 NM_004357 CD151 5395.655 5636.899 4981.514 6060.132

23602 NM_138494 ZNF655 547.6766 717.4847 549.2894 470.014
718 NM_014813 LRIG2 502.8493 621.7901 417.2659 692.2152

25417 NM_005098 MSC 548.9522 1745.464 896.6088 17.02201
24285 NM_000466 PEX1 773.4531 1496.369 937.3456 496.7102
26102 NM_182487 OLFML2A 428.5194 603.0831 948.6439 222.5544
19508 NM_000222 KIT 30.80927 38.76123 30.62855 48.33741
20975 NM_000971 RPL7 5681.238 5383.518 5276.392 8323.96
11914 --- --- 171.1871 151.6987 169.7815 205.5695
13688 NM_014270 SLC7A9 137.2054 152.0608 147.7839 155.4732
6845 NM_006825 CKAP4 2795.762 2605.329 2616.935 2037.581

12897 NM_022006 FXYD7 311.7013 320.411 288.3583 329.9583



407 NM_014652 IPO13 893.6633 911.3118 1055.097 686.9307
10970 --- --- 208.1076 226.569 211.5121 227.8968
23170 --- --- 53.7812 63.53002 52.77669 44.86781
16473 NM_0010377 DEFB128 27.24268 26.98969 32.80379 33.1019
24241 NM_080744 SRCRB4D 139.0463 150.811 158.5849 168.1551
7760 NM_022474 MPP5 1111.448 723.9812 1081.133 1691.679

20904 NM_032289 PSD2 186.5411 173.5685 175.8612 217.4119
26565 NM_00109880C9orf129 3706.351 2893.252 3038.157 4266.946
24592 NM_005614 RHEB 2456.495 2042.111 2963.326 1794.378
27994 NR_002735 SNORD61 102.5884 114.4721 116.2762 84.53424
23916 BC006224 C7orf50 741.3773 756.5546 784.736 596.303
10054 NM_144603 NOXO1 194.5515 203.32 226.4799 239.3138
20624 ENST0000025ZSWIM6 2819.761 2515.867 2101.989 3934.146
15444 NM_015727 TACR1 68.07366 61.2873 66.32341 73.61399
6922 NM_0010808 PXN 1851.228 1515.454 1458.391 1944.279
4173 NM_002231 CD82 1071.238 2181.943 1399.65 516.9482

24194 --- --- 20.70449 18.56553 39.79652 50.68743
17662 NM_003490 SYN3 149.2927 147.5569 149.3815 123.5172
12129 NM_006553 SLMO1 210.6173 177.4566 177.7005 220.3076
2268 NM_003944 SELENBP1 223.4319 298.0783 237.2539 173.4059

11229 NM_0010044 METRNL 390.5352 164.3115 141.7062 619.5127
3823 AF131810 FAM26B 598.7999 246.9407 182.7421 829.2889

18615 NM_206831 DPH3 618.3369 586.7328 672.4844 520.9222
25097 NM_032272 MAF1 1367.688 851.1943 861.6415 1601.628
18794 NM_025222 WDR82 2878.188 2399.367 2764.054 2358.11
9991 NM_153025 C16orf55 195.7856 97.55553 123.995 262.8327

18227 NM_001690 ATP6V1A 2670.848 2447.959 2772.361 2228.573
18126 --- --- 85.42545 94.43279 80.63615 64.14065
4311 NM_016464 TMEM138 2005.825 1631.607 2263.56 1275.125

13519 NM_016581 ECSIT 472.7663 325.7742 330.1697 601.0457
1851 NM_006369 LRRC41 1901.086 1912.967 1854.234 2338.355

25629 NM_015193 ARC 250.6529 257.8116 240.6401 268.7452
14919 --- --- 4.673123 6.165751 4.425624 6.374074
12925 NM_014266 HCST 153.4593 147.6507 137.8089 158.1428
5286 NM_004910 PITPNM1 590.3228 445.3314 384.9298 626.1637
7542 NM_00100550OR11G2 28.72051 29.85281 24.06162 22.46448
4229 NM_00100549OR5D16 53.48425 53.81017 53.92025 47.87922
5836 ENST0000038DKFZP779L18 70.13625 80.78295 85.92986 49.75294

22303 NM_000165 GJA1 621.8632 122.6346 103.8124 1237.225
23028 NM_021648 TSPYL4 661.7031 483.5026 427.4308 777.8144
3999 NM_00100474OR51A7 54.48712 51.12411 69.15028 70.40197

11856 --- --- 2.028847 1.353675 1.966755 3.217213
19352 NM_133330 WHSC1 1494.858 958.7034 1264.05 1913.512
14702 --- --- 469.3782 380.404 445.1153 756.6458
1961 --- --- 35.86207 46.19257 29.00369 23.1652
5531 NM_182557 BCL9L 1558.615 891.5547 1200.907 1815.051
3706 NM_138812 DYDC1 367.5431 394.1683 363.9356 401.1503
7205 --- --- 14.38748 14.2948 12.76768 4.665285



8367 NM_032233 SETD3 1628.014 1235.094 1432.408 2278.744
11792 BC109047 HILS1 199.5921 180.0743 182.8486 160.7827
10657 NM_020652 ZNF286A 489.6889 643.0695 747.6989 453.2988
18754 NM_201397 GPX1 5154.111 5410.699 5173.44 4797.188
22717 NM_001188 BAK1 1168.272 844.8606 1104.032 1424.83
5516 NM_012104 BACE1 2564.748 2001.728 2990.036 1416.526
1262 NM_016121 KCTD3 1927.316 1961.307 2417.706 1748.013

21628 NM_033274 ADAM19 1503.396 1071.855 232.238 2388.87
14160 NM_001034 RRM2 3025.076 2076.707 3221.92 1830.134
17544 --- --- 133.7443 201.7986 140.7344 107.6948

983 NM_017823 DUSP23 1047.468 1240.323 1613.912 584.2517
15099 NM_004735 LRRFIP1 1409.563 1333.405 1207.723 2035.089
15042 NM_032276 RHBDD1 948.5241 1308.592 1109.049 552.0441
6916 NM_016281 TAOK3 887.7731 1197.758 960.7072 812.5959

23697 NM_00107770ANKRD7 64.55152 128.8541 83.62188 43.55425
22557 NR_002174 CMAH 90.3795 63.29344 106.3109 51.76176
18676 --- --- 0.00488172 6.203382 2.734951 15.22996
8161 NM_198066 GNPNAT1 1509.085 1144.997 1420.784 2164.772

12968 NM_0010148 PAK4 891.8896 740.6337 852.3606 1051.289
13155 BC130542 FLJ26850 73.42807 58.35655 65.80912 82.09546
22491 NM_020408 LYRM4 875.8041 814.5391 835.914 1096.658
21945 NM_006674 HCP5 169.9834 113.3711 187.9835 107.4753
27122 NM_013444 UBQLN2 1751.559 1634.908 1721.298 2053.429
27331 NM_0010318 LONRF3 485.6042 669.9836 454.8675 824.6096
26316 NM_0010109 PTPLAD2 819.5122 476.1709 485.6995 1267.731
20156 NM_014435 NAAA 489.6888 506.3692 360.6345 589.5532
23381 NM_0011001 C7orf57 158.2887 138.3304 137.3065 175.699
1042 NM_032858 MAEL 25.73874 26.08753 27.27476 34.97634

27167 NM_0010136 NHSL2 57.14218 80.87814 86.60201 94.20943
10683 NM_031294 LRRC48 58.94704 63.88887 74.72546 54.24824
25665 NM_017767 SLC39A4 388.2924 426.037 394.713 439.5803
14500 ENST0000039LOC652493 167.004 125.5723 195.5844 94.23933
26357 NM_022917 NOL6 1213.421 939.3954 1442.429 829.0389
12217 NM_031303 KATNAL2 271.8925 180.6111 361.8568 120.0166
9790 NM_175617 MT1E 3179.445 782.1556 711.4085 6081.033

10326 NM_00101239AKTIP 389.8284 203.2584 377.0414 613.9442
3989 NM_0010047 OR51D1 39.11321 38.98875 36.30077 42.58138
7708 NM_182926 KTN1 1539.363 907.3414 1358.906 2712.551

25879 NR_003366 ANKRD20B 279.9125 262.2166 290.0009 178.5878
16941 NM_004627 WRB 1103.332 1425.274 1170.933 1008.234
8276 NM_006827 TMED10 6806.432 7231.778 6514.457 6153.343

16998 NR_002776 MCM3APAS 216.8404 211.8652 210.065 202.3237
19389 NM_018986 SH3TC1 244.1243 223.5227 208.8487 184.6491
24631 --- --- 18.47318 21.45694 21.17797 11.53063
25169 --- --- 18.47318 21.45694 21.17797 11.53063
25989 NM_017561 FAM22F 177.5994 181.201 180.4238 194.9522
14795 NM_203463 LASS6 3337.134 2366.39 3481.338 2151.783
9562 BC039361 C16orf75 1012.687 890.4275 938.2344 764.7709



20880 BC025747 LOC153328 788.6329 791.5681 745.9711 845.4328
18613 NM_012260 HACL1 835.0768 1053.494 818.4122 736.3302
17203 NM_003504 CDC45L 1953.813 1289.881 1930.402 1130.62
23036 NM_002944 ROS1 50.78459 48.08049 42.74222 40.32127
26326 NM_018847 KLHL9 1899.652 1706.046 1551.504 2236.842
25085 NM_024736 GSDMDC1 304.8873 247.0746 245.3711 380.571
2341 NR_002188 GBAP 263.3136 237.7234 312.3293 172.9805

23868 NM_153236 GIMAP7 132.9805 133.3907 149.0899 159.806
4561 NM_00100878FAT3 235.6558 336.0149 645.8506 50.95366
9929 NM_130897 DYNLRB2 24.83291 25.59309 29.89115 30.68107

22016 NM_006238 PPARD 774.6157 650.8004 655.8658 1113.83
3211 --- --- 8966.914 9160.606 9308.419 10192.36
3527 NM_031866 FZD8 1370.425 1081.755 1051.307 828.9875

27555 NM_021804 ACE2 65.46697 67.94009 66.09754 72.5155
5965 AF529371 HBCBP 142.8156 160.7601 169.0556 195.3919
8157 ENST0000025GNG2 6.710995 14.00849 21.02613 3.021703

18124 NM_174907 PPP4R2 994.8477 1395.651 1123.939 886.6344
28140 NM_004202 TMSB4Y 225.9715 209.3825 180.6057 240.186
13279 NM_00100166ZNF470 36.87759 45.31257 27.21054 21.98087
26462 NM_004477 FRG1 2547.987 2913.304 2384.353 2169.95
26776 --- --- 180.2559 188.7139 178.2932 162.6589
14673 BC017694 FAM128B 248.8388 221.2256 232.829 258.2365
14158 NM_003597 KLF11 457.1616 609.7509 546.5037 341.88
9613 NM_00101239RUNDC2B 303.6424 334.3872 342.0238 294.9979

26737 NM_000118 ENG 3849.764 2489.317 3042.118 4138.201
24606 --- --- 14.18052 15.68674 7.128659 5.187342
1024 --- --- 177.984 152.286 176.1809 204.3524
3194 NM_016341 PLCE1 816.7814 465.6419 718.5648 1375.042
9864 NM_005796 NUTF2 3843.531 2612.893 3550.097 4754.121

23044 --- --- 7.256341 9.65055 6.495959 4.324016
16560 --- --- 128.8441 138.3046 115.8107 177.4547
11895 NM_181656 C17orf58 464.9664 500.6526 483.5305 452.3295
14305 NM_014171 CRIPT 1466.797 1948.591 1714.974 1331.454
5300 --- --- 272.5033 279.5458 317.6894 337.6677

18940 NM_001777 CD47 2059.66 2283.488 2507.938 2560.592
8312 NM_0010854 FOXN3 1424.689 1134.891 1399.777 1848.971

18125 AY036895 FLJ10213 134.6675 227.4713 143.7862 87.70663
8714 NM_000366 TPM1 5282.263 4129.16 5806.421 3872.652

19845 NM_001873 CPE 365.5659 534.3438 465.7285 602.3817
27102 --- --- 96.84161 114.9002 100.2626 119.2307
6157 NM_130466 UBE3B 1572.372 1624.295 1596.443 1471.1

18985 --- --- 210.6738 151.6693 217.3743 242.6037
21634 NM_002187 IL12B 58.16438 60.45065 60.06622 64.97276
19501 --- --- 13.71848 12.68272 17.05578 4.176639
18521 NM_006580 CLDN16 107.3102 120.194 105.3225 227.5237
17317 NM_153050 MTMR3 231.5706 245.4419 230.3351 300.8038
17745 ENST0000033SREBF2 90.55222 77.16813 82.86388 94.04929
4286 NM_004177 STX3 1522.607 1348.521 1464.978 1322.896



14242 NM_032434 ZNF512 457.267 523.6144 439.2799 674.5404
8435 NM_014608 CYFIP1 1305.699 1429.01 1191.453 1583.886
5667 NM_002824 PTMS 2706.268 2118.516 2102.162 2913.231
1546 --- --- 70.90011 53.16123 60.2792 83.24467
6142 NM_0010180 BTBD11 182.6912 46.35274 34.61362 559.5384

15897 NM_139163 ALS2CR12 131.6825 174.0529 131.3303 109.1922
23988 NM_182762 7A5 339.9061 281.9594 736.4385 44.56472
7800 NM_152444 ZADH1 325.5743 280.9491 241.4993 507.0282

17110 NM_004965 HMGN1 1848.159 1832.671 1920.974 1726.404
17003 --- --- 173.5721 165.9846 160.4818 196.9378
18026 --- --- 55.40821 29.37388 48.61967 61.27273
8611 NM_015138 RTF1 1627.459 1460.665 1477.442 2061.443

27615 --- --- 1.694242 3.225583 2.762827 5.200547
25755 NM_022160 DMRTA1 93.55274 293.7471 147.7533 5.179356
4149 NM_001752 CAT 2437.74 2692.88 2619.687 2328.31

14612 XM_0017163 LOC10013010 273.3072 223.7188 287.3914 181.6096
20742 NM_002890 RASA1 1704.584 1207.731 1314.801 2031.3
22167 NM_014989 RIMS1 81.14909 44.88785 46.13387 601.1206
10349 --- --- 136.4806 138.7348 148.0706 131.7599
15490 --- --- 46.16928 4.869928 12.65411 114.8092
13024 NM_020406 CD177 156.9502 174.8773 163.4677 256.4892
12572 NM_003249 THOP1 702.0484 466.365 556.8743 917.2548
11155 NM_0010804 UNK 614.369 502.011 459.0328 733.1391
17135 NM_007031 HSF2BP 113.5264 126.0427 106.9591 181.5377
14848 NM_032523 OSBPL6 500.3761 578.1212 445.7452 393.8018
13206 NM_00100430ZNF813 146.8697 211.6171 204.9774 144.5977
7073 NM_0010127 NHLRC3 604.9474 793.2488 639.7949 548.0213

16154 NM_018327 SPTLC3 482.196 171.5747 302.0206 1527.56
2818 NM_003431 ZNF124 446.7412 430.3845 715.492 284.2797

15579 NM_005434 MALL 1595.423 260.1463 151.5877 1942.681
5161 NM_017966 VPS37C 552.395 372.214 492.0203 588.6564

25528 NM_015713 RRM2B 1352.482 1187.265 1640.776 1119.897
14631 NR_003947 HTR5B 191.475 169.4158 186.3863 218.2447
6901 NM_016196 RBM19 766.566 679.4693 645.8202 942.351

19357 ENST0000035SH3BP2 514.633 427.5432 370.5959 673.5378
23659 NM_001417 EIF4B 3720.786 3422.874 3193.097 5247.056
17893 NM_138381 OXNAD1 745.8339 933.9308 690.4719 635.7429
26855 --- --- 11893.36 12082.55 11915.36 12369.1
17178  BC073934  //LOC389833  / 751.5699 1546.489 1096.88 351.5875
10618 --- --- 78.85632 54.77704 59.58027 105.0508
20774 NM_198507 TMEM157 269.3824 311.1722 290.1523 208.5555
4359 NM_000932 PLCB3 810.635 553.1445 674.3518 889.2885

16927 NM_009586 SIM2 586.6888 401.1908 428.189 768.8531
14265 NM_017964 SLC30A6 2271.717 2213.525 2524.256 1986.195
16436 NM_015666 GTPBP5 763.8718 936.697 741.7585 614.716
6943 NM_032590 FBXL10 516.548 456.9484 431.0749 576.8894

23492 NM_001305 CLDN4 153.7919 128.1376 123.8716 472.5393
26542 NM_016848 SHC3 362.6257 143.2011 108.4054 985.8101



10724 NM_0010335 SPECC1 857.3921 819.6059 599.5887 1140.011
7548 NM_001641 APEX1 5183.595 4240.747 4825.675 6281.697

25801 NR_003581 LOC158381 78.81418 89.96271 84.28453 102.9513
1661 NM_015484 SYF2 551.7156 438.592 441.1472 848.9178
447 NM_016308 CMPK1 1907.383 1921.739 1839.576 2781.62

12152 NM_020774 MIB1 830.4736 814.6912 707.2376 1115.11
9548 NM_024109 C16orf68 504.2625 560.0934 520.7589 389.1147

28818 --- --- 25.09435 26.52513 32.81266 17.85845
13353 NM_000156 GAMT 513.2139 651.8331 526.0847 716.1104
13259 NM_016202 ZNF580 952.5098 1110.279 964.7308 1431.226
28797 --- --- 2187.254 2083.242 2360.84 2675.446
16397 NM_000976 RPL12 6797.975 7026.663 6710.518 7504.638
16310 AK023614 LOC149692 34.58667 26.7774 33.46858 43.16031
9725 NM_016212 TP53TG3 47.41409 178.3389 110.0988 7.738142

17180  BC073934 LOC389833 805.4392 1601.848 1141.809 380.2098
16201 --- --- 75.95929 67.89661 68.94762 96.10946
24795 NM_007175 ERLIN2 498.6585 505.0233 586.3557 471.884
9688 NM_002720 PPP4C 1611.018 1628.906 1670.185 1502.522
8916 BC109252 C15orf32 37.35515 36.49634 40.48729 55.98798

11676 NM_012448 STAT5B 1198.176 1209.428 1141.525 1310.655
5475 NM_152587 C11orf65 83.0826 80.89769 69.68385 101.3282
5254 NM_198897 FIBP 1827.203 1763.006 1645.684 1919.591

18229 NM_173570 ZDHHC23 276.3546 216.6846 273.432 330.346
18214 NM_015480 PVRL3 3267.86 1989.646 3499.889 1641.633
1727 AF258548 C1orf91 299.8057 309.8816 279.341 317.9791
8074 NM_138452 DHRS1 245.0127 376.1989 265.9246 423.8626
3721 NM_018363 C10orf59 279.4013 491.9468 124.4907 648.4827
6098 NM_213611 SLC25A3 4491.666 3877.764 3902.364 5210.852
8145 NM_024884 L2HGDH 358.596 376.4438 354.7998 337.7447

11954 NM_002766 PRPSAP1 860.4462 601.5256 584.0669 1102.149
20963 NM_000024 ADRB2 270.7975 85.11807 173.0397 465.9801
10231 NM_003321 TUFM 1725.999 1685.746 1852.913 1445.827

740 NM_006784 WDR3 1160.418 1417.462 1343.728 1140.045
15913 --- --- 21.46788 18.14551 20.48695 39.60579
6607 NM_005554 KRT6A 109.6846 78.71541 88.4236 132.2316

27548 NM_017856 GEMIN8 210.3266 155.3419 153.6467 302.4472
1648 NM_000403 GALE 967.373 871.7049 701.1388 1116.971

26901 --- --- 72.15716 64.10728 80.15789 61.9597
17232 NM_144704 AIFM3 269.4685 260.3991 249.3393 276.5167
12917 NM_014727 MLL4 694.481 620.4996 709.1514 572.9482
6286 NM_018663 PXMP2 914.0144 1046.952 680.1108 1415.753

27182 NM_006517 SLC16A2 316.1347 259.7152 300.438 651.2114
22936 NM_020320 RARS2 981.8913 1139.736 1054.63 935.2923
12117 NM_003574 VAPA 2515.397 1730.722 2131.98 3377.423
13590 NM_058243 BRD4 1550.721 1078.066 1307.441 1707.424
10989 NM_005831 CALCOCO2 1507.438 1004.124 1229.325 2001.826
10783 --- --- 226.1034 232.001 227.528 193.5788
22261 NM_005284 GPR6 423.903 435.6909 456.7263 511.7227



11028 NM_153228 ANKFN1 104.8491 97.46024 106.9425 93.77975
1651 NM_001841 CNR2 131.6599 136.2435 137.4104 125.8348

12645 NM_145245 EVI5L 295.0323 277.109 257.0013 394.7098
21297 NM_176816 CCDC125 831.9726 775.0418 699.5335 1211.294
5499 NM_000795 DRD2 623.7092 768.1499 638.5355 512.1115

15408 NM_0010043 FIGLA 72.29029 68.03493 63.28259 75.46906
14992 NM_198483 RUFY4 158.7292 152.7854 169.876 180.5981
25186 NM_178857 RP1L1 134.4053 129.1077 137.3126 155.6656

810 NM_00110266NBPF16 3718.601 3563.273 3297.671 4292.117
23361 --- --- 81.88105 105.1083 81.99228 62.38164
27319 NR_002993 SNORA35 87.44151 68.31557 59.96063 90.15848
6076 NM_003805 CRADD 267.4756 223.3818 251.504 329.4369

15008 NM_000784 CYP27A1 963.4361 3062.029 1508.95 80.50646
7122 NM_024570 RNASEH2B 713.4578 515.0001 586.8774 961.9431
2037 NM_003567 BCAR3 1144.289 606.8281 796.3263 1698.975

19749 --- --- 3204.389 3116.584 2893.9 3497.064
15552 NM_138798 MITD1 219.6332 190.634 212.5272 386.4402
7807 NM_018228 C14orf115 72.00027 65.83298 68.71398 63.25217
4805 NM_023947 CHID1 2409.312 2081.444 2549.41 2010.303
897 NM_012437 SNAPIN 1137.498 1036.83 1201.335 1023.703

11712 NM_020218 ATXN7L3 848.3731 646.6185 786.2178 896.7249
3783 NM_078470 COX15 851.2559 831.699 718.5991 1096.061

18258 NM_000388 CASR 210.8231 227.8795 198.1969 253.4357
16525 --- --- 7.512448 5.921763 9.131736 10.51617
3263 NM_030912 TRIM8 1950.023 1167.356 1572.473 2415.152

13079 NM_152794 HIF3A 500.9346 573.5312 439.3697 583.1555
10085 NM_033208 TIGD7 108.399 145.2089 132.0487 106.845
15050 NM_174899 FBXO36 251.7394 276.9611 94.24201 359.8957
1932 --- --- 558.2949 433.3274 584.5987 653.6935

24948 DQ327715 FAM92A1 506.1985 376.785 385.7196 643.7977
7938 --- --- 34.56087 26.52732 33.73418 40.19098

15782 NM_013233 STK39 1204.063 769.0487 1140.293 1425.38
18509 NR_002588 SNORA4 382.2861 418.6385 342.0352 614.4175
13681 NM_020856 TSHZ3 236.3092 268.1827 56.13369 393.5638
5709 NM_005810 KLRG1 121.7351 140.5396 212.9503 89.23577

23262 --- --- 59.68476 57.07299 54.96813 53.42526
8238 NM_003813 ADAM21 94.78986 124.7273 93.2043 71.19737
8686 --- --- 48.30407 49.41632 60.93759 44.26434
6911 NM_033624 FBXO21 880.694 972.0192 864.6317 1090.716

17974 NM_004624 VIPR1 1089.149 3684.458 4755.449 85.9493
5274 --- --- 77.24097 82.41216 65.75768 64.2761

24687 NM_0010043 ZNF705A 52.01112 47.76035 54.85048 68.42315
18419 --- --- 33.97018 42.83016 36.85814 22.65988
28820 --- --- 113.2264 105.5161 102.7717 135.1714
18016 NM_000316 PTHR1 260.7418 204.8678 248.13 306.2038
24034 NM_019029 CPVL 569.9024 473.756 134.3922 1295.842
7432 NM_138444 KCTD12 880.8227 584.9534 608.3466 1041.818
5776 NM_00100166LYRM5 463.1559 631.6459 470.7641 785.5669



19224 --- --- 5.482893 5.221971 4.999638 7.366184
6399 NM_018423 STYK1 57.85824 58.99996 70.55809 53.78384

27159 NM_018977 NLGN3 174.0288 166.0687 153.2752 197.0618
1273 NM_024709 C1orf115 695.2291 608.9816 659.6032 803.9372

11040 NR_002307 MSX2P1 193.4415 167.7681 191.1912 224.2203
1009 NM_021642 FCGR2A 119.3077 398.5587 196.3831 4.154911

28595 --- --- 3.499912 1.403092 4.223315 6.001296
14022 NR_003578 ZNF702 132.7433 26.48268 61.30322 298.1832

669 AY312144 LOC642864 52.64371 54.43998 53.44412 56.17449
11735 AF258593 LOC201175 217.7097 205.5489 173.2578 240.3609
11819 --- --- 11.52054 14.84488 11.92953 19.81303
22052 NM_002062 GLP1R 237.2387 240.3215 264.2728 266.1407
11094 NM_002737 PRKCA 2172.413 851.0988 1419.98 2993.874
20477 --- --- 20.72055 24.60924 35.22966 17.442
8197 NM_080666 WDR89 538.769 500.3058 550.8156 900.9725

13005 NM_007040 HNRNPUL1 4341.535 3457.237 4295.278 4691.125
2665 --- --- 17.44641 13.32842 22.56635 29.76476

11274 NM_003554 OR1E2 90.03825 100.5425 113.9078 137.946
9670 --- --- 148.4633 122.3532 188.2051 82.1944
5968 NM_007224 NXPH4 409.547 402.5591 374.397 520.6141

24661 --- --- 41.20729 58.95891 40.36977 31.57618
22235 --- --- 53.24085 68.7662 62.94716 78.50461
10116 NM_014316 CARHSP1 1290.793 1623.652 1639.997 1135.416
11180 NM_152468 TMC8 195.4315 157.5075 182.545 202.83
25521 --- --- 18.42406 15.69443 27.54485 11.35312
21480 AK126749 FLJ44796 39.855 66.17775 40.37194 79.29591
23643 NM_020979 SH2B2 489.9505 580.5581 528.8235 390.839
18581 NM_018447 TMEM111 1145.579 1331.144 1357.353 1054.53
19003 NM_031458 PARP9 458.2839 877.7519 562.3123 334.4536
25197 NM_0010330 DEFB137 70.07742 66.03404 66.49487 84.58967
11265 --- --- 575.057 520.0056 553.409 596.7482
27471 --- --- 390.6152 251.5603 448.9448 483.7344
24170 --- --- 17.1232 13.89418 14.84836 11.58068
7699 NM_015589 SAMD4A 440.39 622.7548 462.0058 745.8934

10078 NM_017885 HCFC1R1 364.8102 463.5446 397.0999 470.0504
17716 NM_014293 NPTXR 218.5872 209.9434 165.5378 285.3729

25 NM_00102988GLTPD1 305.9049 260.9843 307.7149 322.8812
22109 NM_0010246 RUNX2 973.6121 329.8682 399.0428 1219.886
5876 NM_00103996SLC4A8 192.7045 31.82748 33.98621 325.5016
9878 NM_024562 TMCO7 962.7233 740.4323 823.3309 1185.337

10651 NM_014859 RICH2 51.77486 54.19193 71.95686 35.5551
9695 NM_002209 ITGAL 50.08499 51.27006 58.11599 66.53347

13567 ENST0000034LOC646457 363.3862 351.7919 340.106 379.4208
13557 NM_017722 TRMT1 642.4323 699.984 541.4742 823.1534
7010 NM_175605 IFT88 205.6533 198.5012 221.7021 187.063
6467 NM_018272 CASC1 18.3192 20.07434 12.46438 22.5184

10203 NM_153603 COG7 490.9933 633.2617 509.9419 436.254
24378 NM_006989 RASA4 221.438 232.9145 157.0289 311.1112



24423 BC107860 LOC401397 814.8369 1178.861 1155.974 667.4716
19097 NM_004164 RBP2 78.08185 92.6488 73.95755 55.86411
8738 NM_133375 DIS3L 741.4688 471.6585 667.7768 1321.127

17175 NM_058180 C21orf58 226.1357 226.7535 213.6706 207.6915
18140 --- --- 155.2751 151.3849 232.928 232.3536

461 NM_014372 RNF11 1110.488 1289.254 1163.142 1419.622
21342 NM_00101089MTX3 1243.185 1027.946 1337.698 1005.644
25431 NM_000318 PXMP3 559.0222 473.9946 523.3845 1007.278
4483 NM_014786 ARHGEF17 496.7531 344.2108 336.0372 584.0892

14181 XM_0017154 LOC130678 205.5865 108.5363 217.2557 269.7025
11608 NM_032865 TNS4 154.131 134.0776 153.5446 213.6907
21951 --- --- 125.9168 137.9161 122.3101 148.8299
9700 NM_000294 PHKG2 654.9994 786.4574 714.4127 516.1956

24566 NM_152557 ZNF746 1561.983 1505.005 1681.323 1197.842
23583 NM_020186 ACN9 817.402 1046.781 990.0487 779.8564
11978 NM_003255 TIMP2 5774.216 5794.457 5839.825 6192.606
12812 BC001080 C19orf50 1971.76 1602.32 1746.365 2069.368
28563 --- --- 954.4281 824.6309 1291.213 1317.8
4266 NM_0010854 CTNND1 4107.171 4397.258 4277.878 3315.87

18841 ENST0000034FHIT 142.8053 188.5206 124.338 196.1883
9314 NM_024580 EFTUD1 420.0315 263.1546 371.6452 773.5543
6325 NM_001065 TNFRSF1A 2123.752 1623.978 1840.349 2770.906

26896 XM_00172054LOC392425 16.69053 17.54644 22.48221 24.81788
16769 NR_002189 SUMO1P1 123.7627 105.1818 108.6431 135.6028
3802 NM_013274 POLL 220.8274 214.5377 196.9114 320.4747
9196 NM_015920 RPS27L 793.7129 851.93 1108.812 552.752

11934 NM_002086 GRB2 1749.941 1489.87 1638.951 1845.966
14401 NM_006429 CCT7 5689.98 5651.196 5749.665 5284.301
23110 NM_031287 SF3B5 1378.017 1167.385 1081.101 1541.9
4898 NM_032127 C11orf56 720.2318 825.0923 637.9479 837.3633
5695 --- --- 27.38186 23.09216 28.04748 45.29803

26263 BC111423 C9orf66 48.70829 53.08862 42.78514 62.30046
739 NM_017709 FAM46C 172.5835 171.4448 167.27 161.5197

8940 --- --- 85.05254 97.91792 105.0133 109.5331
14647 --- --- 2.735329 3.025326 4.582537 5.805195
12560 NM_138422 ADAT3 371.4678 378.4201 361.8288 402.4959
24675 --- --- 337.0959 346.706 313.6725 418.886
12204 NM_020776 KIAA1328 90.88924 83.9059 82.72986 115.0183
20691 NM_014886 TINP1 1772.127 1749.287 1941.052 2921.98
24092 NM_032014 MRPS24 5004.86 3922.146 5126.35 3692.06
28137 --- --- 38.64985 35.70821 39.69878 40.40587
27662 NM_004979 KCND1 197.6452 341.3592 248.189 121.1746
19383 --- --- 183.6003 128.6794 212.1897 239.6097
4102 BC026079 LOC494141 238.4608 159.789 237.2161 312.0617

25116 NR_002807 TMED10P 1559.929 1496.301 1575.564 1606.203
26543 AJ420442 C9orf164 90.34436 114.0923 90.97815 124.0251
11253 ENST0000033TLCD2 237.8133 248.0404 241.3317 248.8988
1885 NM_018281 ECHDC2 154.8532 123.3967 115.6311 215.808



23171 NM_020133 AGPAT4 273.3101 157.7787 96.5337 404.9601
8820 NM_004378 CRABP1 187.0999 167.107 168.6128 188.5998
725 NM_003176 SYCP1 13.52764 12.74471 13.13521 17.73948

14005 NM_198480 ZNF615 140.8506 187.9182 199.7407 133.7559
3863 NM_0010053 RGS10 430.0341 589.2487 134.063 857.7702

14034 --- --- 15.89618 12.18124 13.80882 17.9928
7385 --- --- 74.41062 84.05177 73.33887 89.91789

11033 NR_002818 RNF126P1 448.1406 367.4712 386.5447 475.8417
10947 NM_021079 NMT1 3274.151 2546.885 2850.069 3821.133
6442 NM_001175 ARHGDIB 2452.738 583.6024 662.4902 4578.311
593 ENST0000037HS2ST1 74.68343 73.96294 82.8686 67.54113

24081 NM_014396 VPS41 1774.936 1838.343 1701.119 1654.445
4803 NM_018494 LRDD 684.5402 624.9739 653.3536 619.1357

25454 --- --- 4.460182 4.350719 5.043305 5.683762
8626 NM_012142 CCNDBP1 684.2097 536.2999 532.6499 921.3987

21987 --- --- 213.5646 246.8281 170.3462 165.3609
8287 NM_213601 TMED8 1757.705 1412.459 1814.147 1384.467
8039 BC001916 C14orf94 739.7915 470.7781 612.6306 950.2521

21054 XM_00171592LOC644994 113.7929 120.5277 121.7064 143.9155
23957 NM_016265 ZNF12 486.0589 499.2349 507.3973 482.6537
25595 --- --- 184.2981 206.7416 147.9407 139.8977
26048 --- --- 48.27294 37.10224 46.30548 34.79314
4080 --- --- 592.5154 425.9651 535.6157 722.5644

25436 NM_0010252 TPD52 1063.675 1155.796 799.6586 1589.456
23522 NM_0011103 ZP3 70.72447 132.742 94.49985 42.69473
1529 NM_032368 LZIC 1165.884 1256.644 1183.31 1847.973

28075 NM_021806 FAM3A 761.8079 860.6165 734.0609 581.1602
3426 ENST0000037C10orf31 89.3868 83.94858 80.7991 77.85979

22047 ENST0000032LOC10013200 168.9791 174.8248 176.3187 144.9375
9916 --- --- 246.7743 263.7509 233.9983 276.6505

12775 NM_016270 KLF2 1244.307 1097.534 950.6118 1294.24
27019 NM_019886 CHST7 288.7961 258.1297 287.517 392.4318
6571 NM_175736 FMNL3 1063.943 786.0579 979.7872 1269.233

18263 NM_017554 PARP14 1095.622 1314.565 1038.048 1547.31
432 NM_016486 TMEM69 1662.907 1644.236 1768.67 1971.846

23700 NM_019071 ING3 832.8746 629.7517 1113.867 530.7485
6591 NM_002702 POU6F1 215.4666 253.2538 218.7166 261.5032

12000 ENST0000033DKFZp761P02 254.2342 242.4582 259.2468 278.1263
4712 NM_032873 UBASH3B 1919.304 1199.146 2447.344 999.1349

21028 NM_004060 CCNG1 3860.424 4274.836 4151.984 4772.828
24381 NM_145032 FBXL13 36.89801 76.30039 54.02225 22.69764
18777 NM_007024 TMEM115 2352.807 1977.662 2564.898 1387.2
23260 NM_020156 C1GALT1 1090.725 1196.609 1467.549 937.7524

216 BC041472 MDS2 150.0689 141.5929 162.9553 171.3681
21598 NM_018047 RBM22 1297.211 745.9357 1054.555 1638.932
26362 --- --- 0.8364897 4.030588 2.838892 10.15315
8315 --- --- 2833.326 2707.545 3371.555 3681.696

27506 NM_005840 SPRY3 96.75208 142.3122 163.4065 86.27222



28186 NM_005840 SPRY3 96.75208 142.3122 163.4065 86.27222
13970 NM_016148 SHANK1 927.3206 230.3499 178.9799 1784.179
15973 --- --- 45.0864 46.46825 37.19991 34.99417
23409 NM_001762 CCT6A 3469.202 2793.115 3915.088 2667.356
24414 NM_032549 IMMP2L 221.8127 359.6532 545.2684 127.2837
6918 NM_007174 CIT 2987.916 3088.429 3488.86 2461.467
2817 ENST0000035FLJ45717 187.6905 178.4118 189.7826 202.596

19167 --- --- 111.1418 101.5888 102.4789 114.0776
19053 NR_002992 SNORA7B 636.5291 537.9913 830.95 867.7493
6720 NM_002076 GNS 4152.757 4889.173 3855.516 5331.872

13469 NM_030957 ADAMTS10 134.9937 124.9498 116.8777 160.579
12808 --- --- 106.1489 33.19442 121.1556 140.8914
18497 NM_004721 MAP3K13 160.8354 209.4379 199.7995 160.1886
4485 NM_021200 PLEKHB1 347.5701 375.8887 446.4562 291.1396

21682 NM_016290 UIMC1 403.1525 297.3692 322.082 551.9554
15798 NM_003705 SLC25A12 1101.643 1480.057 1555.665 1028.583
6016 NM_015646 RAP1B 2013.15 1331.858 1698.148 3102.855

17998 NM_144638 TMEM42 1131.93 1206.629 1141.271 1066.604
20312 --- --- 262.4107 164.5932 252.7397 482.8972
17587 NM_013378 VPREB3 135.378 127.2875 146.5097 153.2439
21688 NM_080881 DBN1 1371.167 1315.692 971.9757 1823.228
11518 --- --- 122.0449 141.9428 139.1535 117.5528
12738 --- --- 122.0449 141.9428 139.1535 117.5528
11981 NM_138793 CANT1 2144.959 1777.066 1999.706 2235.944
22068 NM_138572 TAF8 955.1516 764.2938 816.2139 1048.998
13592 NM_014371 AKAP8L 1592.856 1450.87 1152.973 2082.574
6424 NM_006143 GPR19 237.0264 386.9508 304.3325 206.0226
6498 NM_0010404 YARS2 900.4277 621.7938 719.3658 1217.979

10268 NM_145271 ZNF688 193.727 321.7574 233.2106 135.9412
10861 NM_00100586ERBB2 757.8203 754.5948 670.2756 852.8749
16705 --- --- 147.9959 139.9689 172.3628 182.6419
20656 NM_133338 RAD17 490.2471 400.953 420.873 652.0836
23267 NM_014660 PHF14 1039.141 1012.685 1104.188 944.5254
8072 NM_000359 TGM1 158.5927 134.8924 148.1311 183.2438

14842 --- --- 23.55357 20.84142 25.75513 57.17076
5082 --- --- 408.1224 465.664 448.09 402.9637

18157 NM_00108044EPHA6 179.8499 147.6626 193.0888 137.1744
9017 BC070492 FAM7A1 143.495 94.64884 135.7839 213.7568
7600 NM_017999 RNF31 482.9382 442.448 454.0613 504.1313

19348 BC110331 KIAA1530 385.9276 442.9814 382.7516 358.2943
5940 AY358778 LOC440104 288.4623 439.1092 352.3783 177.7277

10175 BC117562 LOC400506 588.1018 552.535 625.9418 516.5927
13387 NM_031304 DOHH 612.5851 565.321 592.8519 624.5119
2924 NM_178161 PTF1A 835.4072 849.9471 808.8487 896.5449

22675 NM_006709 EHMT2 1826.596 1548.258 1775.675 1537.784
28508 NM_006709 EHMT2 1826.596 1548.258 1775.675 1537.784
6553 NM_014470 RND1 101.763 86.04251 99.53247 126.1922

15920 --- --- 35.31693 41.90449 43.09706 55.39222



3653 NM_022153 C10orf54 400.4762 266.7449 321.3553 430.9793
17324 AY358802 UNQ1945 163.7863 159.1125 149.6077 128.8285
6837 ENST0000034LOC253724 32.48425 37.84358 37.03522 31.31372

12794 NM_024656 GLT25D1 5678.355 6497.445 6731.984 3832.062
13026 --- --- 163.9806 141.103 192.0782 200.9071
15423 NM_003960 NAT8 122.8961 109.7591 117.2581 99.87247
21312 NM_004472 FOXD1 1169.162 217.5047 313.3285 1587.978
3921 NM_053280 ODF3 68.78021 72.3623 55.18193 44.77031

20260 --- --- 379.1869 233.4278 379.7127 437.686
20370 NM_152680 TMEM154 593.8693 333.146 456.6564 2189.065
17109 AF426265 C21orf87 42.18042 51.57017 47.70256 55.84368
15111 NM_080678 UBE2F 725.8102 921.7087 699.2826 637.3323
1022 NM_003115 UAP1 3300.372 2334.997 2982.761 4378.509

15876 NM_024989 PGAP1 470.1412 1115.98 553.1818 149.824
1871 --- --- 30.98356 26.07253 24.56627 31.21976

25232 NM_025232 REEP4 745.1516 679.0016 843.4879 514.3722
27851 NM_153448 ESX1 94.39981 94.55979 96.79507 134.2922
9903 NM_005769 CHST4 61.48267 52.57919 48.05864 65.59332
5488 NM_024740 ALG9 1489.53 1100.235 1421.322 1603.562
5706 NM_020734 FAM80B 474.1396 445.5718 428.7706 545.3068
2380 NM_00100434ETV3L 163.3208 181.3211 173.6264 188.3339

17481 NM_025204 TRABD 1534.713 1497.42 1263.602 1678.694
15919 NM_005279 GPR1 147.0101 92.78839 131.7805 214.6896

410 NM_003780 B4GALT2 1680.148 1732.033 1570.606 1765.034
5464 NM_0010072 INCA 62.6554 78.78093 90.3317 60.95094

21257 NM_173514 SLC38A9 926.695 716.3485 868.084 1141.459
2050 NM_000971 RPL7 5517.455 5189.622 5011.871 8054.798

15212 NM_199346 PFN4 81.89167 110.2022 74.65276 57.2898
24588 ENST0000033LOC401433 135.1921 129.352 159.9455 185.103
4023 --- --- 29.58738 10.88222 66.35869 68.44543

27353 NM_001167 XIAP 1028.217 927.2283 1113.602 1354.013
26256 AK127990 FLJ40292 218.9214 249.073 215.818 193.9742
26977 NM_002364 MAGEB2 54.70348 60.36332 67.61754 53.28296
2162 --- --- 3037.706 3550.484 2771.485 3695.372
770 --- --- 3037.706 3550.484 2771.485 3695.372
258 NM_006600 NUDC 2327.914 1584.048 1657.819 3584.014

8828 NM_206839 MORF4L1 3063.879 3287.68 2846.019 3925.317
22945 NM_016021 UBE2J1 2873.349 3312.026 2371.918 3842.647
21303 AK097411 FLJ40092 168.7765 137.8227 145.9201 236.5865
26687 --- --- 136.8811 163.0094 152.7136 125.9549
17578 --- --- 203.9787 211.7684 201.2047 155.5111
26142 NM_0010037 GLE1 1873.083 1604.537 1909.665 1567.903
26604 NM_033087 ALG2 850.6085 968.2959 814.4211 1066.73
26735 NM_130459 TOR2A 197.3981 184.5655 191.6733 235.5577
21329 NM_015646 RAP1B 2516.274 1725.795 2109.272 3855.315
12714 NM_004317 ASNA1 2591.04 2144.025 2239.215 2751.805
19898 --- --- 195.6593 114.2716 245.2793 314.5907
25769 --- --- 102.9288 79.07185 112.3683 117.6419



7332 NM_172373 ELF1 2253.402 1912.445 2043.631 2831.322
22633 NM_005275 GNL1 701.4526 588.2264 603.2195 896.6652
5938 NM_005811 GDF11 428.1237 634.5287 577.5261 425.0514
3493 --- --- 371.5648 282.3421 525.2833 544.767

20138 --- --- 11.94563 9.265642 16.46983 21.96218
28811 --- --- 227.1086 152.1638 247.8848 265.1153
28612 --- --- 79.37874 44.38746 76.6084 92.16905
6605 NM_005555 KRT6B 171.3466 94.4047 147.7784 197.5026
2643 NM_000572 IL10 103.024 99.33573 99.47607 81.60386

26302 --- --- 13.82871 7.414925 17.58928 19.888
3413 NM_001494 GDI2 4936.346 3327.911 4033.883 6985.815

14082 NM_0010028 ZNF787 1027.792 959.8268 1109.622 1114.875
24584 XR_018506 LOC392843 71.7074 70.81764 92.43691 92.31622
23066 NM_004830 MED23 1847.592 1520.19 1685.463 2184.23
7523 NM_007368 RASA3 841.6641 744.4669 719.1639 1273.829
2122 BC063894 DENND2C 10.07897 8.842587 8.190432 14.38683

19944 NM_016930 STX18 709.3022 600.7278 647.5244 948.8032
24950 NM_018444 PPM2C 7005.745 6021.565 6843.986 4667.429

430 NM_006066 AKR1A1 1075.49 1496.575 940.7391 1587.321
13497 NM_003331 TYK2 725.8545 672.3464 698.9356 743.98
13521 NM_032377 ELOF1 1786.838 1852.196 1821.213 1694.823
14912 --- --- 223.0256 159.3471 240.7761 306.9726
26463 NR_002836 PGM5P2 484.0159 380.3111 589.2368 322.3506
13570 NM_018154 ASF1B 2261.34 1361.034 1756.507 2807.164
7199 --- --- 1854.818 1265.267 2011.912 2280.345

23387 XM_00171437LOC10013098 34.62613 40.61248 38.32305 33.00961
28302 NM_014068 PSORS1C1 101.9037 112.2358 111.9543 123.4092
7152 NM_006346 PIBF1 391.5997 306.1614 395.2885 654.79
711 NM_024494 WNT2B 182.2931 228.6842 191.3866 147.84

5040 NM_020826 SYT13 86.98124 104.3091 93.44218 74.8735
12789 NM_133644 GTPBP3 425.692 444.1758 367.6094 464.5732
16729 NM_006227 PLTP 408.7364 1450.34 755.3624 26.17472
17565 NM_014634 PPM1F 819.8973 680.3858 968.2784 636.1638
22140 NM_018214 LRRC1 540.4431 405.0682 546.4615 398.7504
13319 --- --- 53.79635 63.38283 60.7616 66.34174
4408 NM_018026 PACS1 1923.5 1509.552 1624.663 2078.521
8101 NM_138288 C14orf147 1124.898 1253.697 1150.417 1031.193

20827 ENST0000026PRDM6 106.0416 94.89894 86.91884 127.6817
28261 NM_133338 RAD17 509.3898 416.8011 426.6008 695.7115
4332 NR_004390 SNORA57 799.7653 828.9352 820.0318 902.4664

17960 NR_002324 SNORA62 369.8775 468.9461 429.1461 313.4836
26172 NM_006059 LAMC3 331.7235 330.6011 345.1456 355.8889
21818 NM_020662 MRS2 903.7314 1048.327 1082.138 902.9238
23302 NM_004289 NFE2L3 1878.009 3738.432 3532.867 1225
3429 --- --- 3.724265 3.818004 2.448127 7.662794

16798 NM_003185 TAF4 950.5637 839.0432 984.0432 821.2589
10685 NM_001388 DRG2 1764.67 1743.396 1655.766 1931.194
20214 --- --- 24.01634 21.25493 15.47875 26.83466



26801 NM_007371 BRD3 742.0026 645.5754 643.0273 774.2161
8077 NM_006871 RIPK3 71.43594 74.71882 75.19312 89.00043

10333 NM_007006 NUDT21 4885.006 3761.658 3944.043 7177.926
7720 --- --- 57.4961 56.87804 52.77167 79.12962

21030 NM_013283 MAT2B 836.9716 525.6807 622.3876 1173.814
17307 NM_133455 EMID1 373.7714 375.1903 339.8245 387.9046
17295 NM_00101369SRRD 1250.231 1128.636 1059.169 1609.703
6216 NM_014868 RNF10 1706.214 1703.755 1647.45 2206.593

20662 NM_021967 SERF1A 549.0472 530.2505 470.8815 712.8602
20669 NM_021967 SERF1A 549.0472 530.2505 470.8815 712.8602
28273 NM_021967 SERF1A 549.0472 530.2505 470.8815 712.8602
6900 NM_022363 LHX5 95.20061 80.43477 95.05991 117.4852

12285 --- --- 186.3267 169.3326 173.7706 189.7984
9859 NM_0010138 RLTPR 204.7809 210.2006 188.0568 216.0647

25767 --- --- 48.30016 47.66945 37.70927 69.26421
27641 NM_007130 ZNF41 433.2531 298.2682 386.2152 584.5704
3270 NM_017649 CNNM2 640.4106 534.0801 472.7503 681.3697

27254 NM_017809 NXF2 43.8594 55.45674 47.11496 61.85219
27299 NM_052936 ATG4A 541.5019 459.1321 706.0569 397.4091
18628 NM_024697 ZNF385D 75.07063 54.24459 65.24278 50.50879
7657 --- --- 0.00348808 0.00456528 5.470835 7.715508

17529 NM_001670 ARVCF 168.1036 182.3401 217.6974 234.1908
12704 NM_0010127 ZNF763 62.44746 75.59094 60.12944 48.39934
27579 --- --- 194.416 146.8638 214.7281 266.0459
10262 NM_024096 XTP3TPA 2782.478 2520.378 2987.783 2488.791
14832 NM_021193 HOXD12 58.81929 60.86626 59.60415 48.66482
1459 NM_194458 UBE2J2 649.4883 543.6481 614.5588 738.2205

13324 NM_173548 ZNF584 434.0945 527.726 470.3822 418.1938
13665 NM_003423 ZNF43 93.92555 258.0607 121.869 14.59743
7983 NM_001311 CRIP1 227.5878 219.1544 220.9157 237.0341

28004 NM_173694 ATP11C 990.3898 858.1421 730.5695 1447.78
4043 NM_176822 NLRP14 26.09288 33.38808 25.39083 20.59286

14277 NM_144736 C2orf56 494.2572 694.7283 636.2551 485.862
20314 --- --- 354.412 413.2151 342.5132 416.6691
1221 NM_004759 MAPKAPK2 2304.459 1820.568 2143.079 2447.353

21362 NM_005711 EDIL3 96.46236 375.5511 134.9327 394.8651
24078 --- --- 200.6282 196.0726 212.6429 246.1557
3027 NM_018464 CISD1 834.9942 629.0849 688.7698 1356.144

11928 NM_014595 NT5C 426.4509 320.7204 368.9323 484.311
9445 --- --- 363.9883 388.3258 390.4792 405.8452

22778 --- --- 125.1485 163.2233 147.08 171.2408
18071 NM_000666 ACY1 1288.74 1827.625 1485.231 749.7667
20811 --- --- 34.96038 18.98531 33.14587 43.87023
22399 --- --- 321.0073 393.3883 405.027 439.0661
13569 NM_002730 PRKACA 1524.506 1165.367 1321.787 1593.495
10733 NM_002756 MAP2K3 747.1807 829.5178 924.7501 684.9063
25421 NM_000971 RPL7 5048.917 4602.779 4620.872 7572.804
5251 NM_138368 DKFZp761E19 335.3586 276.3982 326.2505 364.2653



19419 NM_004334 BST1 1130.361 758.5435 1465.007 600.3738
2410 --- --- 3.220854 8.535196 2.746262 22.74058

13322 --- --- 647.5676 210.5583 1100.263 1154.199
10707 AK026312 FLJ22659 164.7914 171.4635 182.6656 191.2066
11440 AK026312 FLJ22659 164.7914 171.4635 182.6656 191.2066
3381 NM_145806 ZNF511 313.6112 242.0164 243.1037 381.0195
9686 BC101436 FLJ25404 134.7333 107.3296 117.4166 138.8128

18748 NM_005051 QARS 5257.826 5281.979 5497.539 4258.959
17697 NM_014550 CARD10 555.435 269.8848 543.5556 642.1362
28613 --- --- 15.5179 19.32797 15.06094 28.81492
22849 NM_001512 GSTA4 354.3066 510.3123 410.2593 274.7957
4959 NM_148976 PSMA1 4382.553 4377.061 4227.166 5892.128
6992 NM_021808 GALNT9 101.5004 101.9744 96.60515 106.6404

23390 --- --- 191.9203 206.94 212.5302 232.3658
8766 BC068211 C15orf34 62.87391 61.92356 47.94368 46.34092

20379 --- --- 51.14534 65.25806 41.73305 31.45827
19334 --- --- 139.2814 98.66472 34.11135 219.6835
18045 NM_005777 RBM6 1404.526 1158.494 1479.974 1147.35
8303 NM_005065 SEL1L 1681.636 2151.549 2007.553 1375.627
6656 NM_033082 CIP29 321.9287 272.6578 246.9253 445.4998

19541 --- --- 427.6624 329.5584 391.7154 592.33
5249 NM_021975 RELA 1777.356 1383.271 1568.093 1797.145
119 NM_00101089PRAMEF9 67.6503 53.02464 67.21092 73.28925
124 NM_00101089PRAMEF9 67.6503 53.02464 67.21092 73.28925

19261 NM_017541 CRYGS 83.39442 94.89323 78.8763 109.8503
12688 NM_018687 LOC55908 589.7504 542.8883 584.9385 656.2662
1980 NM_022159 ELTD1 3.329667 6.635228 8.268442 12.97524

22564 NM_005835 SLC17A2 142.2261 148.3053 156.9447 126.983
24892 NM_00107720CSPP1 536.7666 325.7508 379.135 821.3592
16707 NM_002251 KCNS1 78.89932 67.45892 54.22723 83.60083

682 NM_004037 AMPD2 1458.694 1854.6 1333.104 1155.552
20070 --- --- 45.76689 70.43595 79.35568 39.31087

406 NM_057091 ARTN 261.6267 230.6915 232.4581 280.483
7773 BC064697 KIAA0247 423.8801 504.617 499.535 319.9146

13150 NM_017432 PTOV1 1079.225 1133.954 974.3569 1158.904
16676 NM_00102986KIAA1755 139.7357 202.5766 127.9809 96.55464
17477 NM_024324 CRELD2 574.6168 441.3121 505.2898 415.48
19734 NM_002006 FGF2 2117.525 1863.005 2157.213 2226.304
7929 --- --- 55.6048 85.28148 125.0215 182.855

14931 --- --- 43.21593 40.91008 41.89639 36.4258
27704 NM_015107 PHF8 1016.545 923.9732 1119.359 881.6547
25982 BC002701  // ATMIN  // ATM 1230.575 835.7701 1113.88 1626.192

617 --- --- 113.563 106.2755 159.0412 157.0287
13367 NM_017797 BTBD2 2761.852 2760.836 2511.319 3737.295
16344 NM_033542 SYS1 1194.852 1115.779 1443.238 969.8231
3328 --- --- 53.35193 56.99448 64.42622 66.05106
8864 --- --- 4.98167 4.984968 6.545503 8.83095

28560 --- --- 103.8745 101.0694 100.7779 92.69676



17376 NM_020315 PDXP 617.9496 917.988 727.7079 363.4183
5570 NM_0010029 OR8D2 69.95609 57.45332 76.04656 53.64568

17381 NM_005318 H1F0 3106.65 2056.047 2983.336 1035.08
5791 NM_020782 KLHDC5 698.775 773.7396 678.5959 1047.244

13657 ENST0000032LOC10012897 338.6966 1139.775 518.9622 0.02591962
13729 NM_032838 ZNF566 324.1443 366.8066 400.469 284.3176
24466 NM_001708 OPN1SW 85.77489 121.8742 111.2514 74.9082
2307 NM_002960 S100A3 778.7298 531.3477 1029.473 334.0568

17273 --- --- 311.5125 263.7442 342.9275 550.1678
21855 NM_006353 HMGN4 1492.921 1114.295 1379.284 1957.585
24595 --- --- 48.04814 55.62182 59.91111 67.76075
22884 ENST0000034C6orf155 460.6453 244.595 235.0387 532.5771
4263 NM_015457 ZDHHC5 2707.87 2090.334 2450.903 2812.174

17081 NM_006134 TMEM50B 545.7188 608.8414 501.0758 481.8932
18773 NM_007275 TUSC2 865.8852 941.6946 1180.654 762.1768
15835 NM_152520 ZNF385B 170.8576 131.1803 142.632 210.6591
9897 NM_145059 FUK 217.2461 192.7299 176.7951 223.7633

13128 NM_001774 CD37 138.3741 128.9897 142.3498 144.9622
1978 NM_003902 FUBP1 3425.994 2811.403 3509.125 4512.222

19504 XM_496693 LOC441016 211.1512 153.3149 187.4474 256.0433
2004 NM_018284 GBP3 433.7898 229.6185 264.5153 818.6889

17656 --- --- 214.4283 222.9637 213.9424 247.297
12833 NM_031218 ZNF93 121.193 236.319 135.6323 68.10638
7783 NR_001276 SNORD56B 30.75988 26.96103 18.1733 18.08305
8950 --- --- 671.2228 2064.487 1169.776 193.2895
6404 NM_023921 TAS2R10 123.5381 117.1458 109.2335 251.4356

21313 NM_023039 ANKRA2 303.922 351.9273 284.9437 260.7258
19470 NM_004310 RHOH 82.71513 66.59351 80.79803 106.0195
7335 NM_032138 KBTBD7 391.2032 335.9572 467.8444 314.0195
1579 NM_004431 EPHA2 2349.039 1208.898 1698.37 3053.496

22887 NM_030568 KHDC1 120.648 134.7821 142.3156 150.5581
2925 ENST0000037OTUD1 327.6723 302.0382 202.6833 511.464

12069 NM_145651 SCGB1C1 128.0946 144.962 134.9418 150.0325
11615 NM_181539 KRT26 273.9931 268.5739 257.5598 279.1058
15520 --- --- 195.0426 199.6626 136.9072 444.1436
24679 NM_002052 GATA4 338.3348 681.9896 533.1777 19.60081
14464 NM_016622 MRPL35 1371.574 1496.446 1516.631 1196.114
5490 NM_138378 hCG_2033039 276.5354 201.3473 317.6251 151.6628

18600 NM_004625 WNT7A 154.709 180.1563 175.4219 191.3839
26351 NM_018225 SMU1 2514.51 2222.427 2404.054 3435.209
1640 NM_00107719ZNF436 580.4205 692.2601 563.7967 704.2923

11261 NM_018128 TSR1 1236.297 1242.738 1545.231 1125.389
4626 NM_178834 LAYN 1113.039 555.8458 867.4958 1255.685

16391 --- --- 395.0769 330.8206 484.6425 491.4522
24064 NM_001637 AOAH 35.1153 44.84908 42.33001 29.82315
10862 NM_00103000GRB7 143.7001 125.2127 130.33 112.6217
4096 ENST0000034OTOG 103.6474 115.9024 116.4669 104.3172

20562 --- --- 412.2382 380.176 447.2862 454.4741



22796 --- --- 175.4877 195.4879 203.5283 218.2575
1797 --- --- 26.26131 43.93855 25.01314 19.56822

13440 NM_000064 C3 1983.182 9032.208 6706.144 150.7973
22523 NM_0010317 CCDC90A 1369.736 1116.897 1565.262 1091.133
17539 AF176642 USP18 526.0098 1001.379 713.4061 391.9081
15927 NM_003468 FZD5 379.4673 431.5847 376.8838 350.4584
12011 NM_016538 SIRT7 342.4763 292.821 310.685 411.8042
20768 NM_00101276RGMB 782.2817 536.9567 702.7166 855.6917
14859 NM_080876 DUSP19 99.22729 238.9642 133.3997 60.02466
24998 NM_138455 CTHRC1 1119.414 1917.297 1292.435 704.861
5267 NM_170739 MRPL11 1473.982 950.9346 1437.548 1838.865

11802 NM_017643 MBTD1 314.8279 342.2901 266.0163 487.4847
18725 --- --- 143.0605 164.9937 151.1647 167.0923
3040 NM_032804 ADO 991.6277 912.4918 846.5468 1018.307
3767 --- --- 36.29649 31.18718 32.7163 62.66618
8248 NM_012074 DPF3 147.4422 130.3492 137.0751 149.3927

16083 NM_015963 THAP4 895.8036 903.3517 872.9302 689.8234
17822 NM_015963 THAP4 895.8036 903.3517 872.9302 689.8234
4903 NM_012402 ARFIP2 1327.284 1517.215 1064.727 1642.904
529 NM_002600 PDE4B 1072.897 5103.882 3691.669 152.1584
420 NR_000015 SNORD55 259.571 279.5177 302.3868 335.602

11054 NM_024612 DHX40 884.5271 983.2234 779.9586 1112.406
6623 NM_032840 SPRYD3 1125.654 814.4272 908.5167 1227.439

23228 NM_025250 TTYH3 2359.752 2641.854 2402.825 2140.068
20892 NM_016606 REEP2 236.5127 314.4544 217.1916 194.2135
16969 NM_003681 PDXK 1669.401 1653.06 1613.402 1425.026
17927 NM_012157 FBXL2 282.9365 341.0351 223.3837 378.0398
4669 NM_005933 MLL 2291.636 1396.094 1938.256 2858.744

20095 XM_00172136LOC727997 311.0268 239.1992 303.1462 356.0344
27285 XM_00171430RP1-19N1.1 126.3367 92.06867 86.54178 140.1342
11931 NM_138619 GGA3 733.1641 539.6955 662.535 894.1568
28070 NM_0010099 DNASE1L1 530.2324 566.3446 513.8624 423.8613
8949 --- --- 665.9863 1954.556 1123.222 245.9935
8951 --- --- 665.9863 1954.556 1123.222 245.9935

25041 NM_017956 TRMT12 329.2983 397.8191 407.5353 330.2743
20228 NM_000671 ADH5 1382.413 1580.089 1699.323 1381.398
3150 NM_003087 SNCG 233.3527 228.2397 233.0387 251.5315

20688 NM_0010804 RGNEF 1339.731 752.9061 1315.374 2050.578
2682 --- --- 2.022463 0.3145311 5.260337 5.698853

17889 NM_033083 EAF1 1058.276 1193.207 1024.553 993.7708
28112 --- --- 178.2805 175.2659 174.7265 214.8371
28210 --- --- 178.2805 175.2659 174.7265 214.8371
25351 NM_006756 TCEA1 2486.451 2091.267 1916.169 3752.247
1031 --- --- 11.22526 15.33986 6.507903 5.260649
3835 XM_941634 LOC644511 577.2628 708.6011 715.4902 750.3975

17426 NM_017590 ZC3H7B 960.1026 998.7302 937.0622 1207.328
14433 --- --- 2.025339 0.1229656 1.31848 4.978556
1644 NM_004091 E2F2 188.6864 201.2272 197.1579 178.8809



10027 AK056814 FLJ32252 146.5966 165.7876 134.2119 170.9831
13602 --- --- 74.03554 64.12148 62.94086 97.28012
24260 NM_000722 CACNA2D1 948.9808 669.3818 1417.843 461.2636
3892 NM_003474 ADAM12 478.1268 556.3278 623.5651 358.3222

19290 NM_138399 TMEM44 462.6365 218.2644 305.8307 548.3476
21051 XM_00171597LOC644937 79.04923 56.83367 67.11207 126.3706
22317 NM_138571 HINT3 366.8475 322.0801 320.7127 532.0129
28308 NM_000595 LTA 239.4764 206.7877 243.3994 260.7802
17840 NM_015453 THUMPD3 1165.278 1135.39 1228.945 1054.246
7273 NM_004685 MTMR6 1789.575 1212.437 1571.217 2231.014

22821 NM_015234 GPR116 65.54423 55.66616 64.9295 78.64682
25088 NM_173831 ZNF707 201.9755 128.6602 168.0792 230.7126

831 NM_007259 VPS45 1584.584 1403.83 1754.391 1340.637
16340 NM_003007 SEMG1 98.66207 88.92421 97.91016 119.1918
5786 XM_292021 LOC341346 56.3067 76.95836 73.95183 81.63924

28483 NM_005275 GNL1 607.6644 512.8803 525.324 772.0227
9610 NM_020422 TMEM159 409.4893 659.4956 584.1051 342.7161

26353 NM_004323 BAG1 371.899 191.3819 363.9473 463.5121
23993 NM_018719 CDCA7L 2021.011 1686.085 2057.946 2758.627
7717 NM_018477 ACTR10 851.1454 973.4227 726.0151 1432.914

20336 AK095554 LOC10012985 77.33488 76.7851 70.89387 90.47382
10682 NM_030665 RAI1 861.4304 1171.873 911.3392 602.006
5899 NM_138473 SP1 2988.115 2322.459 2405.129 3200.465
5628 NM_018979 WNK1 3719.153 2341.679 2501.32 4416.218

17830 BC011635 SETMAR 451.1857 385.2904 513.6932 373.5756
21302 NR_003504 GUSBL1 1958.454 2090.909 1821.433 1808.484
1830 NM_024587 TMEM53 446.5479 587.0933 474.0929 629.618
1522 --- --- 34.86879 47.81127 41.72305 33.0289

17038 NM_015565 ZNF294 1284.04 1261.047 1437.717 1125.078
13098 NM_000554 CRX 69.43073 80.03541 69.43142 80.70339
6895 NM_0011113 DDX54 1318.929 1082.729 1173.696 1422.701
3024 --- --- 146.0682 117.6339 150.9459 70.04874
3681 BC049374 C10orf55 191.4158 45.83316 45.50169 388.5367
1689 NM_00102988AHDC1 338.0924 338.9914 388.2963 323.5934

13648 NM_172231 SF4 358.7417 298.833 325.5016 391.7115
19769 NM_014487 ZNF330 592.7313 522.0015 526.7909 929.6548
17399 NM_145298 APOBEC3F 555.5942 897.3761 689.4053 306.7184
12685 NM_003072 SMARCA4 1777.58 1848.163 1863.535 2042.686
17937 NM_006756 TCEA1 2385.697 1968.148 1838.643 3752.1

925 NM_018845 RAG1AP1 2548.033 2712.708 2894.88 2084.917
1505 NM_014851 KLHL21 579.7079 695.0881 651.199 418.1845

17268 NM_030807 SLC2A11 277.3768 323.9254 255.499 213.8558
23806 NR_001296 TRY6 131.4568 46.87965 64.88644 203.2703
5447 NM_002422 MMP3 86.11467 175.8884 150.8573 61.65368

16372 --- --- 322.225 219.2194 373.9257 648.8296
14272 NM_170672 RASGRP3 73.19655 136.523 236.0501 21.69927
7427 --- --- 41.92496 33.23676 60.96605 102.9979

20563 NM_015577 RAI14 3029.053 1804.355 1902.154 3914.524



3116 --- --- 342.271 249.7838 496.4213 502.8598
4675 NM_015157 PHLDB1 617.0211 459.0455 466.7841 689.5771

12820 NM_033415 ARMC6 1004.097 582.7692 784.9695 1212.868
5448 NM_002426 MMP12 58.92424 52.13623 53.27857 31.75326
1241 NM_019605 SERTAD4 3129.445 2027.329 4705.451 1061.76
6891 NM_00110966C12orf51 649.6117 675.8582 582.6414 719.8204

14474 NM_002665 PLGLB2 52.92416 29.05877 58.77438 91.48441
15487 NM_002665 PLGLB2 52.92416 29.05877 58.77438 91.48441
18685 --- --- 215.4857 204.6255 207.3694 184.1917
18726 NM_001789 CDC25A 734.0206 525.7595 972.7222 466.3346
26464 NR_002836 PGM5P2 480.9857 385.3555 595.9496 331.6443
7869 NM_153646 SLC24A4 91.26469 95.11789 105.9742 117.4919

15985 NM_006000 TUBA4A 1800.515 746.3839 1340.894 2462.119
9815 NM_170776 GPR97 172.6206 169.6604 169.3325 182.0052

16456 BC002531 C20orf149 2051.453 1726.283 2236.23 1328.427
10876 NM_145274 TMEM99 180.2817 157.7232 150.8048 245.4404
9970 NM_144604 ZC3H18 1456.132 1222.452 1400.77 1887.741

21582 NM_00102510CSNK1A1 2980.001 2601.275 2375.788 3522.503
14903 NM_001159 AOX1 420.0807 157.3474 182.6592 1107.629
2962 NM_006954 ZNF33A 402.4476 332.1581 283.6986 723.6432

14774 NM_0010179 DAPL1 110.45 102.8243 122.2192 145.8158
8621 NM_018097 CEP27 1702.296 909.5443 1226.345 2434.745

23445 NR_003099 ZNF273 273.2485 326.6919 329.3851 246.5802
6172 NM_025247 ACAD10 353.3066 503.8578 323.0741 586.672

25081 NM_030895 ZNF696 229.3655 265.2764 207.058 287.1915
17831 NM_0010999 ITPR1 279.0396 386.6509 294.0731 238.1456
11742 NM_015443 KIAA1267 1324.393 1192.218 1166.112 1524.22
20902 NM_181838 UBE2D2 2440.916 2119.532 2106.825 2540.028
2620 NM_032833 PPP1R15B 2223.114 2130.051 2574.804 2858.074
3757 --- --- 28.09282 11.41961 19.5356 10.27865
2140 NM_001779 CD58 1556.571 1918.009 1809.968 1288.258

16250 NM_005093 CBFA2T2 524.0342 497.4686 571.9609 463.9039
7357 --- --- 357.1634 287.2132 372.6364 532.7301

27651 NM_174962 SSX9 243.6382 140.6228 328.9738 89.54825
24507 NM_020910 KIAA1549 659.2457 442.4371 674.8968 446.8287
25022 NM_052886 MAL2 325.1171 281.5489 342.7341 397.897
27965 --- --- 5.22248 4.894305 3.964668 11.93125
26941 NM_00103754SCML1 660.2017 331.4411 510.8635 929.686
26603 --- --- 206.5407 210.8793 190.6492 213.9342
4280 NM_00100470OR4D6 75.25143 69.55983 77.8581 56.37648

18978 NM_212543 B4GALT4 362.898 480.0659 395.262 338.6898
16576 --- --- 2046.773 2172.727 2422.793 2616.568
25050 --- --- 36.23863 22.70901 28.078 19.09169
23225 ENST0000031FLJ00049 163.7969 144.7617 158.1502 177.638
3299 NM_004132 HABP2 113.9347 111.8887 107.5358 127.7703
540 --- --- 296.6798 279.7111 334.3855 358.4393

12479 --- --- 576.0677 480.7733 635.0134 389.6778
21349 XR_038280 LOC644037 2627.538 2057.374 2287.354 3083.676



19153 NM_014996 PLCH1 72.02062 38.95017 50.16795 216.3589
9703 NM_00109978FBXL19 546.7889 514.9827 573.3707 503.7122
1733 NM_030786 SYNC1 696.2862 439.5202 1051.712 306.4726

26928 NM_203281 BMX 53.51818 58.31463 53.40505 48.38147
21811 NM_003107 SOX4 529.7988 674.3247 540.5934 470.6938
16889 NM_181616 KRTAP20-2 177.3098 145.0616 153.9232 198.6528
6121 NM_017564 STAB2 98.96758 92.74357 91.64302 99.1871

14935 NM_173511 ALS2CR13 1035.62 1431.708 1082.356 843.9
6946 NR_002809 LOC338799 246.9994 217.4113 160.6588 152.7458
296 NM_178865 SERINC2 1835.916 1183.818 839.7672 2322.302

15978 NM_002181 IHH 204.0159 213.1668 240.5945 270.4035
1288 NM_003676 DEGS1 2559.923 2603.469 2844.965 2362.37

24618 NM_004745 DLGAP2 108.2902 106.3677 98.22782 126.7661
6884 NM_144671 FAM109A 541.4585 450.5742 454.8436 554.1852
6886 NM_006768 BRAP 1153.51 1019.237 1053.042 1372.922

25814 NM_005893 CCIN 33.51947 56.65361 42.32295 150.1365
4770 NM_021978 ST14 100.8053 132.8342 135.0218 155.6337

11605 NM_021724 NR1D1 547.9048 481.2597 405.8856 604.9307
1180 NM_018085 IPO9 4042.578 3307.728 4567.886 3186.997
3060 NM_015634 KIAA1279 937.2773 641.5957 596.0814 1452.297

25843 NM_0010124 ANKRD20A2 188.3879 212.1115 163.2024 140.9297
26432 NM_0010124 ANKRD20A2 188.3879 212.1115 163.2024 140.9297
2644 NM_005449 FAIM3 105.848 137.2873 97.77546 63.22726

22589 NM_080593 HIST1H2BK 2308.671 1523.093 2876.747 1101.424
16156 NM_024120 C20orf7 297.0316 319.7459 320.7793 275.4305
4380 NM_005186 CAPN1 1490.16 1380.917 1319.66 1779.916
6727 BC051889 RBMS1 1827.719 815.8757 1265.698 2378.146

25878 NM_0010124 ANKRD20A2 189.3329 211.9104 165.4133 142.514
17293 NM_021115 SEZ6L 102.4435 103.3198 113.7084 81.80326
8919 NM_001271 CHD2 945.4485 1013.028 836.2949 1452.15

20585 NM_012176 FBXO4 312.7547 184.9594 230.4019 413.505
8320 NM_004755 RPS6KA5 322.55 466.8577 331.6107 255.3646

22875  XM_0017177RCADH5 1223.439 1119.411 1339.268 1104.726
20010 NM_015230 CENTD1 130.8471 87.71279 117.1269 253.7242
14107 NM_024620 ZNF329 453.7187 336.2633 558.5106 309.9256
11475 NM_00107668LOC201229 14.84585 23.50801 7.177968 24.0516
1219 NM_182663 RASSF5 229.2501 127.7237 208.191 265.2748

24375 NM_006989 RASA4 314.2538 340.1288 215.9435 419.5308
5724 --- --- 34.22815 35.15984 46.46854 27.24624

12235 ENST0000032C18orf26 51.19974 20.18223 25.6086 86.82325
27158 NM_005120 MED12 1570.095 1686.752 1680.243 1405.29
15602 NM_025181 SLC35F5 1877.75 3050.007 2099.163 1358.431
9080 NM_173500 TTBK2 737.9491 631.6097 584.6175 942.0132

26572 NM_000507 FBP1 139.9293 143.1241 130.92 150.4525
16802 NM_005560 LAMA5 253.0733 212.8034 160.1294 845.5223
26163 NM_014286 FREQ 1321.772 1410.702 1367.864 1181.535
5802 AK290248 MGC50559 37.9441 37.49203 23.32926 54.21593
3325 --- --- 37.59076 51.37793 49.68609 33.73654



11949 NM_014230 SRP68 2503.67 1987.813 2230.183 2978.397
6303 NM_152640 DCP1B 1022.149 637.8748 1003.403 1357.051

18383 NM_001086 AADAC 91.19698 19.39419 14.63255 308.3493
6870 NM_016433 GLTP 927.9499 768.1535 722.1716 1290.959

11182 NM_004710 SYNGR2 806.85 917.4627 905.3527 1116.872
4600 NM_00108046DYNC2H1 468.1497 456.4872 487.9299 784.4757
6787 NM_001731 BTG1 3499.013 3518.485 3870.554 2346.486
475 NM_002979 SCP2 980.0208 1082.814 956.7715 1404.891

9346 NM_021077 NMB 320.5444 266.4082 355.6259 249.3191
27947 --- --- 74.50902 52.57145 62.28166 76.21397
1499 NM_207370 GPR153 678.6384 864.4972 663.9206 527.3791
6596 NM_00101369FIGNL2 96.87502 69.87138 94.59595 118.3439
9382 NM_207446 LOC400451 1794.167 1793.953 1689.814 1828.118

10497 NM_024735 FBXO31 512.8031 466.5115 411.2013 667.7482
17865 NM_0010982 HRH1 392.3412 164.5354 268.274 473.5107
10505 NM_178310 SNAI3 491.444 508.3081 470.8037 588.4584
17933 NM_000249 MLH1 2302.804 1875.637 2255.231 1851.496
6749 --- --- 95.9217 79.17899 119.2467 128.1638

13430 NM_002096 GTF2F1 1605.836 1419.451 1437.078 1736.036
4569 BC012298 C11orf54 421.8274 558.8077 364.2744 619.6165

12838 NM_003429 ZNF85 226.7003 362.9487 249.4241 170.4931
25933 NM_006180 NTRK2 106.8357 132.1932 103.4865 79.43388
11888 NM_145036 CCDC46 270.3125 182.2599 228.4463 439.1232
6856 --- --- 18.56989 36.84735 21.57061 10.47167

13753 NM_152657 GGN 155.8594 168.4238 168.4064 178.8783
27604 NM_000109 DMD 249.6778 218.3824 270.7538 327.6049
19758 --- --- 97.02867 84.51981 94.52254 138.2158
11953 NM_032134 QRICH2 183.5759 113.2784 105.42 302.202
7661 NM_005930 CTAGE5 201.3248 181.8822 168.0759 264.6599
5472 NM_003063 SLN 78.64981 66.12384 77.46249 95.53551

21944 NM_000247 MICA 1159.636 1453.603 1125.553 984.1702
26703 NM_033117 RBM18 1299.681 1149.564 1525.484 1099.395
5846 --- --- 100.9867 58.36105 66.49361 122.0885
6352 --- --- 2.211775 3.115104 3.310366 3.91877

10467 NM_00103180MAF 184.1494 219.9208 215.2971 178.9846
317 XM_060535 hCG_1641703 457.1048 497.742 448.433 566.1857

2009 NM_004120 GBP2 182.8049 394.3394 388.9257 95.04576
20883 NM_0010014 SMAD5 2757.412 2116.094 2386.21 3573.986
16265 BC133653 MT1P3 1122.049 670.1256 759.4661 2273.375
5855 NM_012272 PRPF40B 305.4706 390.3613 292.9521 231.403

28012 NM_145665 SPANXE 210.9476 198.0303 263.0377 156.069
440 NM_001441 FAAH 116.7788 129.3104 138.0934 144.2735

13042 NM_182490 ZNF227 561.0192 585.8011 736.1663 511.0442
26269 NM_134428 RFX3 319.1156 293.3263 372.5679 281.0772
6503 --- --- 325.7383 354.5894 341.6885 359.9543

15438 NM_032673 PCGF1 433.1012 495.3631 467.128 391.6358
7620 NM_016106 SCFD1 765.4446 633.9667 811.1871 1439.399
7049 --- --- 20.85955 21.87827 20.34532 29.98327



21635 NM_052927 PWWP2A 675.2476 551.017 552.4655 716.8475
22537 NM_000367 TPMT 780.0842 1058.598 1015.687 777.0184
2667 NM_000982 RPL21 1432.233 1212.806 1425.253 2286.196
6036 NM_022771 TBC1D15 1649.44 1577.355 1656.628 2074.112

22795 NM_014623 MEA1 2855.358 2604.6 3008.253 1996.517
22304 --- --- 143.2227 149.3522 162.0879 199.9442
14357 NM_003038 SLC1A4 1939.177 5169.567 3214.189 366.3265
2559 NM_000963 PTGS2 441.7375 2039.904 1437.368 57.1321
3849 BC032303 KIAA1598 1028.149 1349.063 1260.044 1045.674

25203 NR_003494 FAM86B1 1146.542 1516.144 1326.683 844.8259
14081 NM_176810 NLRP13 42.49416 47.35639 49.5562 58.05635
17591 --- --- 55.23726 34.23956 61.15114 69.64137
8757 NM_001003 RPLP1 3394.319 3015.331 3442.894 4382.564

10575 NM_001976 ENO3 73.72407 91.66561 70.72777 105.2192
7174 NM_004466 GPC5 146.3896 160.8358 135.6047 173.2633
118 NM_00101089PRAMEF9 78.11675 61.86505 75.91262 83.93482

1556 NM_00101088PRAMEF6 78.11675 61.86505 75.91262 83.93482
16020 --- --- 105.195 106.912 79.4573 81.22249
23821 --- --- 33.07856 24.02884 21.67163 39.19359

935 NM_033657 DAP3 1612.198 1373.04 1913.845 1312.871
24910 NM_017489 TERF1 1685.708 1265.567 1499.696 2556.285
27842 --- --- 216.7239 141.0172 178.1275 307.4836
24986 NM_024410 ODF1 231.1832 247.0277 217.8783 260.6811
14568 NM_007227 GPR45 59.30087 36.49373 52.0886 85.79915
26908 NM_015691 WWC3 1257.819 1129.479 1703.889 756.1822
16114 NM_002836 PTPRA 1467.768 1820.067 1665.908 1319.932
15771 NM_014900 COBLL1 453.7195 398.5973 482.1357 396.9751
23710 --- --- 24.26207 22.78508 21.59279 16.859
24029 NM_152740 HIBADH 1649.508 2185.056 1817.962 1431.966
3680 NM_172171 CAMK2G 1122.844 747.8809 830.4659 1361.156

24875 NM_173688 NKAIN3 201.4011 138.5947 262.2036 116.6047
13307 NM_032828 ZNF587 864.7518 1179.439 969.1592 822.5131
3220 NM_020349 ANKRD2 105.5769 130.5139 116.8118 133.1986

21929 NM_00102509ABCF1 2992.845 2601.028 3173.17 2610.568
28293 NM_00102509ABCF1 2992.845 2601.028 3173.17 2610.568
28430 NM_00102509ABCF1 2992.845 2601.028 3173.17 2610.568
18179 NM_020202 NIT2 2822.54 2599.609 3266.07 2490.144
15417 NM_015189 EXOC6B 1151.598 1496.508 1284.704 1896.841
19564 NM_212557 AMTN 59.67212 54.01793 64.35643 69.42349
3524 NM_003591 CUL2 1096.636 679.2923 993.2317 1923.327

10313 NM_153029 N4BP1 591.5431 520.3875 611.5064 751.2711
6748 --- --- 204.1418 148.6012 181.0503 301.7567

15447 NM_003203 C2orf3 539.6077 648.2627 580.3204 818.5634
16494 NM_018556 SIRPG 168.9025 214.3027 153.0489 128.2938
16625 --- --- 588.244 446.2202 574.4366 636.858
27813 NM_212559 XKRX 58.44693 36.7794 57.64478 31.46866
27447 NM_005342 HMGB3 839.4694 451.4331 688.2137 1241.667
13686 --- --- 151.3113 119.7643 164.1094 174.7726



8071 NM_012461 TINF2 1191.416 862.261 1073.111 1429.931
3114 --- --- 47.65413 30.9437 34.15263 47.79025

19572 NM_173468 MOBKL1A 1468.755 1513.939 1597.416 1337.638
20661 NR_003656 GUSBP1 1904.885 2055.242 1778.438 1772.262
26929 ENST0000038CA5BL 258.9579 163.8999 267.5069 160.1353
16782 --- --- 85.12923 75.98258 82.04869 89.3742
25877 ENST0000037FAM27D1 270.4256 440.1941 349.655 226.3141
8413 AK128476 IGHA1 367.2849 399.5002 377.3486 313.0449

15934 NM_020989 CRYGC 300.6485 297.2382 319.0732 334.293
2506 NR_003941 SNORD75 424.5361 741.5757 513.0242 378.9048
1335 NM_022786 ARV1 1174.889 1524.405 1776.812 1091.465
2105 NM_019099 C1orf183 116.2456 142.4605 177.7219 97.657

14190 --- --- 280.865 163.1387 222.1132 392.4545
14971 --- --- 19.81263 21.38554 17.42306 22.90702
14734 --- --- 65.7425 52.07778 72.92523 48.7275
19272 NM_018192 LEPREL1 1065.073 1468.004 1105.801 1824.794
21218 NM_152756 RICTOR 1845.438 1731.6 1701.844 1632.228
1380 NM_006642 SDCCAG8 877.1391 859.296 1110.587 805.4955

21534 BC050563 LOC202051 238.5976 240.6738 214.4772 292.3679
11284 NM_002558 P2RX1 188.104 180.7714 177.1625 194.5746
25643 NM_0011008 C8orf73 178.7654 213.8043 190.8629 166.1667
1604 NM_152232 TAS1R2 99.34595 104.4621 111.0799 140.5988
4607 --- --- 212.6564 221.9396 239.9891 154.6024

15341 NM_020532 RTN4 3946.873 4037.227 4124.496 4255.807
9587 NM_004996 ABCC1 1278.562 1741.683 1198.59 1875.288

12494 NM_021153 CDH19 194.8713 708.228 334.592 9.103065
7377 NM_030925 CAB39L 172.3881 196.5643 160.8131 257.7341
6196 NM_00108548LOC643246 3524.288 3457.964 2859.832 4890.772
2343 NM_006589 C1orf2 1141.154 934.3796 1282.428 901.897

22432 NM_00100999SYTL3 115.24 63.57242 69.35974 149.9002
299 NM_006559 KHDRBS1 2335.017 2212.21 2205.446 2854.653

12960 NM_174905 FAM98C 291.8651 316.1389 309.9596 327.1739
20575 --- --- 192.8475 257.796 227.1999 169.5119
1829 NM_024066 PRNPIP 818.304 905.8475 773.3513 965.2338

24785 NR_003041 SNORD13 5308.707 5983.762 7427.071 7543.968
18801 NM_018165 PBRM1 1775.731 1509.157 2021.858 1498.724

20 --- --- 139.3468 116.7965 139.556 154.9689
14105 NM_025027 ZNF606 146.2986 173.3651 142.4242 225.9183
10273 BC092491 LOC90835 105.4926 166.345 134.4347 93.6179
19130 NM_053024 PFN2 7557.837 7472.685 8490.447 6419.318
16274 --- --- 12.27106 15.07553 12.80755 15.75867
3621 --- --- 672.8631 631.6611 689.1783 730.9154

17516 NM_016335 PRODH 111.8937 115.4572 97.172 120.0091
14110 BC012365 LOC116412 147.9248 135.2001 174.1468 176.4609
2911 NM_032812 PLXDC2 48.02907 136.861 39.98862 317.8881

13673 NM_138330 ZNF675 168.2944 164.925 97.98251 404.6025
24941 NM_001359 DECR1 913.7073 578.4602 557.9053 1483.402
22519 NM_018988 GFOD1 374.5549 214.3302 250.8125 546.999



25354 XM_00171477SEC11B 846.595 788.0099 737.2678 949.7523
17711 NM_007068 DMC1 199.1417 92.17241 225.6786 72.41566
8289 --- --- 11.81136 21.56304 21.22812 7.304344

24385 NM_014377 ZRF1 598.2659 653.6454 750.7759 536.0139
2502 NR_003944 SNORD78 612.6876 892.408 682.1702 566.0839

27455 NM_018558 GABRQ 73.32262 72.99908 56.34059 190.3808
11266 NM_015229 KIAA0664 998.6224 806.5047 1006.392 1213.521
9997 NM_002386 MC1R 699.8895 1663.704 991.8832 382.3142

14717 --- --- 102.4904 113.9063 134.2308 140.2318
24954 NM_181787 DPY19L4 1746.394 1349.485 1416.835 2279.898
12421 --- --- 565.4956 446.5341 686.8553 697.7997
12343 NM_006796 AFG3L2 1362.957 1209.749 1380.41 1567.63
17227 ENST0000024TMEM191A 420.2824 344.1232 380.0789 421.0875
27591 NM_004845 PCYT1B 176.5952 195.5223 239.4991 156.7783
25940 NM_004938 DAPK1 190.7232 655.483 86.73482 979.0942
5256 NM_031450 C11orf68 678.1854 486.6471 592.9506 788.9832

24131 NM_014302 SEC61G 1923.751 1693.275 1728.527 1390.763
11960 NM_0010085 MXRA7 598.4722 587.9626 611.473 679.1767
27613 NM_000328 RPGR 410.9654 338.7542 471.8777 331.5427
4886 NM_033034 TRIM5 1464.736 1311.557 1558.061 1317.517

18289 NM_015720 PODXL2 2009.651 6329.632 4002.585 810.6979
20700 NM_001992 F2R 3174.695 2155.234 4065.882 1769.543
3089 NM_152635 OIT3 81.46708 70.51035 70.31113 92.19757

25968 NM_014612 FAM120A 2040.979 1455.752 1806.094 2487.78
7547 --- --- 496.2661 349.069 859.5476 856.8152

17271 NM_00108439DDTL 1706.205 2718.96 1768.76 1235.161
17885 NM_003298 NR2C2 2047.721 1565.032 1746.914 2167.012
10746 --- --- 6.690375 12.52972 12.79102 15.68229
12453 NM_015846 MBD1 720.4218 589.4605 741.0811 534.1498
8684 NM_0010805 UNC13C 50.11763 57.00643 54.36334 43.98891

25768 NM_002197 ACO1 3089.625 3743.639 3301.207 4476.306
5819 NM_016488 PPHLN1 1491.614 1389.765 1425.006 1924.35

14157 NM_014552 GRHL1 147.7462 102.6238 182.9328 94.31567
763 AL117237 NBPF14 8335.955 7081.32 7066.135 9423.357

9081 NM_174916 UBR1 1272.925 1155.677 1399.224 1149.401
19560 NM_012390 SMR3A 100.3254 100.7505 118.5641 89.73814
7607 BC025332 C14orf21 424.8555 287.416 383.4462 508.5684
5999 NM_014254 TMEM5 915.142 929.9975 1066.751 809.4041
9838 NM_005182 CA7 117.1958 121.8617 106.3001 130.4955

20153 --- --- 200.3837 193.8889 222.8282 175.3688
11925 BC035372 C17orf28 157.7066 159.6063 168.8842 172.7059
22985 NM_007214 SEC63 4152.319 3744.559 3650.087 4584.077
6261 NM_080626 BRI3BP 1818.46 1588.144 1908.945 1548.236

16022 XM_930479 LOC645870 2380.656 2122.561 2170.5 3197.376
7221 NM_003899 ARHGEF7 763.8003 706.5797 832.7857 867.5779

11763 NM_002146 HOXB3 1071.956 587.3765 699.2639 1086.152
2213 --- --- 104.0952 92.48969 101.448 85.67036

27060 NM_033626 CCDC120 199.9633 248.3268 223.2181 256.9745



1303 NM_000447 PSEN2 433.0041 588.8695 539.46 386.764
16133 NM_003818 CDS2 2769.437 3289.397 2709.579 2434.067
8746 NM_145160 MAP2K5 352.1547 267.7138 279.6215 380.9161

27567 NM_006089 SCML2 231.5894 160.7263 335.4265 415.8461
12648 NM_003083 SNAPC2 619.8093 448.6326 450.4858 657.1017
11457 ENST0000033LOC339240 206.7657 194.4122 210.3102 263.7429
9889 NM_138714 NFAT5 3075.557 2945.55 2627.02 3954.605

27364 NM_021946 BCORL1 975.6118 1091.452 958.5175 823.1177
23106 NM_006734 HIVEP2 948.3235 890.5302 935.0961 1281.111
20517 --- --- 233.1806 230.183 227.3998 177.8775
11936 NM_020753 CASKIN2 351.4721 215.8397 292.1695 409.4587
21388 BC056893 KIAA0372 1672.932 1643.978 1592.374 2677.555
27245 BC032236 ARMCX4 112.07 135.4279 158.6428 112.8321
7197 NM_004800 TM9SF2 6052.545 6679.384 6323.994 7258.443
5782 NM_015633 FGFR1OP2 1322.592 1245.612 968.2773 1832.667
8377 ENST0000033RTL1 41.0126 27.80631 42.44478 59.44702

18177 --- --- 185.868 149.3455 169.8644 145.4145
17624 NM_001127 AP1B1 1899.083 1967.798 2125.132 1782.887
8690 NM_032866 CGNL1 57.48465 36.13905 43.28655 124.0643

14733 --- --- 14.72533 12.74122 11.5707 15.91852
24264 NM_152754 SEMA3D 304.8947 433.277 736.4407 189.5088
20258 NM_014421 DKK2 56.36666 71.0472 67.25071 337.2704
5834 NM_000289 PFKM 1392.752 1682.421 1500.078 1238.527
5672 NM_002075 GNB3 289.9568 162.4147 191.3633 339.1113

25669 NM_032687 CYHR1 351.1431 349.4752 332.8953 408.6589
26074 NM_000177 GSN 1208.917 2734.694 1840.29 495.5146
18805 NM_205853 MUSTN1 574.2285 687.3306 558.0014 479.7488
13782 NM_00101088ZNF780A 396.8085 447.4514 421.7054 396.477
20256 NM_020395 INTS12 778.456 654.5883 868.6644 633.022
24057 NM_0010776 TBX20 775.5546 110.2889 60.8161 1187.254
11190 NM_005189 CBX2 325.3052 315.5341 385.1886 281.8939
27967 BC007360 MGC16121 733.8083 679.9471 673.1291 754.0585
27470 NM_001395 DUSP9 140.4142 184.9178 151.6525 129.3344
16060 NM_030768 ILKAP 362.2276 478.1667 411.1297 323.4389
15379 NM_014755 SERTAD2 1130.356 1150.608 1235.127 837.1594
26566 NM_198841 FAM120AOS 1062.689 993.8982 949.3322 1165.857
19745 NM_018078 LARP2 473.8669 338.8372 417.0954 582.2592

926 XM_00171678LOC648822 468.0568 248.314 477.0488 670.8322
12172 --- --- 59.76218 48.05449 58.11684 47.24407
17860 NM_001570 IRAK2 420.4911 296.9037 436.2769 570.0703
27020 NM_006915 RP2 695.2094 525.1444 607.8302 1032.669
21073 NM_138820 HIGD2A 1973.919 2008.645 2042.367 2312.901
3870 NM_0010109 C10orf120 75.98537 79.3201 78.5894 82.80036

23558 NM_033107 GTPBP10 736.6057 1327.524 978.4344 617.3746
20276 NM_024019 NEUROG2 250.0354 359.9208 547.4565 154.7951
23277 NM_000982 RPL21 1539.576 1371.127 1528.285 2423.586
4481 NM_176072 P2RY2 479.0549 63.92991 94.64101 579.5501

19461 NM_175737 KLB 97.63795 102.3518 95.4351 87.03849



5489 --- --- 518.2543 442.8238 562.4359 598.3132
4066 NM_015055 SWAP70 2311.655 1899.179 2081.895 3206.852
9418 NM_005332 HBZ 99.11244 133.695 111.3059 132.3389

19983 NM_153365 TAPT1 665.3936 799.5703 1023.006 531.7505
9755 --- --- 1650.775 1445.266 1991.062 2021.323

28713 --- --- 298.4847 231.9023 422.5984 412.3144
23377 NM_000596 IGFBP1 332.2466 329.6815 307.1604 351.4608
20908 NM_032412 C5orf32 956.1655 1200.129 972.2235 1275.278
3657 NM_00100276DNAJB12 710.0859 443.7809 556.9366 842.3519

26383 AK090398 C9orf131 227.8389 241.1781 280.5891 223.0638
22877 --- --- 2462.535 1799.558 3058.815 3111.982
14981 --- --- 420.6405 273.0743 413.2242 524.3299
10428 NM_032821 HYDIN 99.72129 103.7547 97.10304 112.7598
2060 NM_144620 LRRC39 65.80395 67.71716 68.34914 63.53308

18922 NM_015429 ABI3BP 722.4523 276.373 1070.002 91.54961
21479 --- --- 83.8574 96.46484 95.77779 121.28
24688 AY461701 LRLE1 101.0792 93.46463 82.98656 164.8783
10442 NM_006885 ZFHX3 1023.017 610.5657 923.8279 1173.188
17210 NM_000754 COMT 1575.371 1517.02 964.1209 2225.742
6369 NM_014358 CLEC4E 18.48351 18.11308 17.42985 29.67336
7034 NM_000982 RPL21 1656.35 1465.412 1639.156 2580.399

21085 NM_003052 SLC34A1 154.864 126.0187 154.1619 169.683
18784 --- --- 979.8711 394.059 1434.885 1465.594
26284 NM_024896 ERMP1 1089.873 1988.336 1415.965 890.1456
23184 BC112329 FAM103A1 1485.909 1873.754 1819.789 1469.221
13896 NM_013403 STRN4 2324.688 2475.802 2492.63 1784.27
23759 NM_021807 EXOC4 1792.654 2667.716 1926.661 1385.957
8004 NM_00110999KLHL33 145.3755 165.6503 143.0654 126.1268

15342 --- --- 97.03828 105.7388 92.90193 89.12756
5810 --- --- 32.28472 20.48138 76.2164 73.47475
1243 --- --- 193.2786 184.1748 201.2753 301.2687

22746 NM_014341 MTCH1 2705.652 2378.633 2372.508 2763.87
145 XM_00171837LOC441876 2447.477 2566.53 2554.938 2708.063

5052 --- --- 107.8809 129.6726 123.3938 169.8985
24434 NM_130768 ASZ1 51.73275 50.77104 47.51275 54.15774
9988 NR_002450 SNORD68 1765.291 1283.854 2546.087 3196.756
7185 NM_144778 MBNL2 3644.413 3366.069 3920.898 2989.845
7392 NM_024705 DHRS12 130.014 199.0598 129.3066 223.5487

23951 NM_004227 PSCD3 2833.697 2642.907 2277.627 4237.997
20020 NM_006068 TLR6 245.2042 320.4698 333.9492 207.5597

611 NM_024813 RPAP2 560.2247 494.2115 592.2715 915.3448
3796 NM_032112 MRPL43 1716.147 1270.483 1500.27 2046.473

19454 NM_015173 TBC1D1 2143.759 1537.471 1682.496 2387.57
2785 --- --- 81.87958 61.42273 101.4152 110.2608

15340 NM_0010039 TSPYL6 143.7769 152.1384 176.053 185.7092
27329 NM_001560 IL13RA1 2464.506 2659.779 2750.622 2342.032
8472 NR_003339  /SNRPN  // SN 36.98209 55.62346 90.16624 86.92038
8357 NM_021966 TCL1A 109.1576 100.3044 115.7253 127.5588



5579 NM_138961 ESAM 182.6023 161.2418 182.4337 188.8779
6932 CR542128 DYNLL1 260.9053 208.3635 245.313 400.9757

25268 NM_172366 FBXO16 131.2771 192.0453 150.9442 124.2866
3794 NM_015490 SEC31B 145.3311 131.6458 98.20956 197.4295

14075 NM_00110140LOC646643 292.692 243.5152 276.9119 296.1252
24197 NR_003666 LOC441251 126.0163 122.3921 150.4345 113.3608
23154 NM_006519 DYNLT1 993.0453 630.2731 760.7106 1421.688
4076 NM_032867 MICALCL 102.3553 69.49541 77.11981 119.4639

19292 ENST0000031C3orf21 854.248 929.6362 940.1877 790.8591
3515 --- --- 153.2685 147.4712 199.8708 246.7601

22372 ENST0000023C6orf94 27.96896 30.54809 34.4378 37.93679
13426 NM_175614 NDUFA11 655.0228 590.3538 593.2975 739.075
11587 NR_002576 SNORA21 516.8279 504.8131 610.4923 724.3409
16131 NM_000311 PRNP 5120.288 7574.596 5774.866 4190.387
9571 NM_005236 ERCC4 666.1569 650.8551 689.7037 629.268

12283 --- --- 151.6995 107.0627 137.3437 189.8798
19443 NM_018317 TBC1D19 570.4266 906.7744 664.247 468.5339
11602 NM_139280 ORMDL3 277.0533 270.1937 241.9466 331.8117
20854 --- --- 11.84128 25.15342 16.46008 24.37258
6262 NM_023928 AACS 697.2148 676.5185 690.3471 835.7512

14565 --- --- 36.77279 37.48856 30.20658 50.41516
26579 NM_000197 HSD17B3 131.2813 206.9865 189.0658 126.4213
23904 NM_138400 NOM1 1968.992 1289.316 2275.094 1207.264
10069 --- --- 254.9561 268.3755 216.9547 218.4907
23209 ENST0000031LOC10013224 6911.813 5701.579 7023.862 1946.476
9706 NM_025193 HSD3B7 562.4032 706.0285 658.8098 446.8133
9050 --- --- 15.99535 21.02629 22.63816 16.34448
1531 NM_00107984CASZ1 101.3584 92.01362 92.71436 116.7123

23470 NM_175064 WBSCR19 197.3327 172.8842 200.8755 162.029
18620 NM_002971 SATB1 349.988 271.7698 258.6616 723.1374
3223 NM_018425 PI4K2A 1250.519 967.4933 859.1239 1519.483
7884 NM_000624 SERPINA5 303.5907 994.3312 590.4812 94.38832

26375 NM_00101736ARID3C 317.8037 381.9296 341.9799 221.9924
9531 --- --- 196.3149 184.8489 206.4065 222.7709

10128 --- --- 29.36328 23.52439 31.51233 42.12337
9336 NM_025238 BTBD1 1851.177 2088.586 1931.385 2458.505

24672 NM_015458 MTMR9 764.7136 749.5776 837.5849 620.4951
15754 --- --- 31.95048 39.42862 41.11974 46.74613
6320 NM_020373 TMEM16B 56.85671 63.66338 64.39758 70.20654
3866 NM_000982 RPL21 1622.951 1454.882 1607.529 2543.186

26337 BC071953 C9orf82 463.3162 374.324 437.681 723.0403
256 NM_032283 ZDHHC18 884.6542 679.6763 796.8322 939.9604

12374 NM_080597 OSBPL1A 948.5198 1102.393 1041.516 953.2424
17705 NM_025045 BAIAP2L2 737.4081 518.9223 998.1171 349.4277
20493 NM_004168 SDHA 2627.749 2332.042 1873.361 3146.727
17076 AF282851 C21orf59 1008.293 889.5492 1051.077 884.8353
26540 NM_178432 CCRK 154.5287 216.5191 217.9286 146.3577
24860 NM_022454 SOX17 281.6333 226.0739 239.1343 285.1656



7785 --- --- 251.0139 332.4532 244.4424 196.2142
5981 NM_178502 DTX3 214.8681 195.3941 242.8876 187.3578

24701 NM_003046 SLC7A2 632.9688 1180.598 855.3883 581.4902
10243 NM_0010318 BOLA2 4550.869 5383.803 5069.407 4590.7
23617 NM_013440 PILRB 696.0018 765.9728 683.0016 667.0802
24981 --- --- 281.1249 149.6917 322.3076 365.1237
11019 NM_016001 UTP18 1492.129 1236.852 1267.633 1842.236
12702 NM_021915 ZNF69 218.9662 249.6943 315.064 154.8363
25573 NM_024295 DERL1 3826.886 3399.135 3214.521 3885.579

75 NM_032315 SLC25A33 564.7784 639.452 614.4594 566.0089
17881 NM_003043 SLC6A6 1239.177 1435.869 1077.295 1434.338
19081 --- --- 205.2013 211.5318 190.4664 219.7038
7959 --- --- 22.59347 25.40569 27.6877 51.35934
7965 --- --- 285.3602 304.5695 282.6365 303.7933
9125 NM_203349 SHC4 236.3843 593.8809 239.3007 76.75163
5650 NM_003845 DYRK4 301.4142 202.0334 217.7467 376.5742
5759 NM_153207 AEBP2 1630.863 1400.874 1316.063 2142.225

18432 NM_003262 SEC62 1623.461 1219.083 1369.489 2383.826
21263 --- --- 50.31348 53.74783 41.69759 34.69701
2007 --- --- 299.8961 242.8651 326.5694 450.5201

16370 NM_006420 ARFGEF2 2172.834 3444.867 2540.842 1921.425
28083 NM_000132 F8 115.1778 95.29323 112.0028 97.08887
10431 NM_018348 FLJ11171 1111.782 693.8611 821.4569 2135.509
27935 --- --- 211.2618 233.0539 231.3452 238.0684
5741 NM_001423 EMP1 4492.856 2653.064 1804.382 5240.729
1053 NM_005149 TBX19 373.3329 392.553 414.7798 373.5392

14536 --- --- 250.3922 236.9519 276.0997 348.2236
15170 NM_00103716CYS1 374.3973 311.3448 261.128 380.4723
2110 --- --- 73.65471 89.92692 28.02201 181.815

28864 --- --- 89.89251 83.25888 98.69547 120.8535
26938 NM_004726 REPS2 275.2269 300.3928 314.2682 447.4346
19318 --- --- 36.88948 53.43695 56.9948 79.81554
6380 NM_002258 KLRB1 26.84514 26.57631 26.93676 25.09771
5633 NM_024551 ADIPOR2 2396.7 1930.52 2229.951 2543.222
1545 --- --- 54.62563 51.8113 87.53735 86.63535
3682 NM_207012 AP3M1 2163.711 1677.668 1635.143 2739.467

25245 --- --- 61.85835 53.40069 68.34022 75.31851
25655 NM_201384 PLEC1 2712.105 1930.52 2045.381 2962.622
9481 NM_004785 SLC9A3R2 574.4606 473.1204 479.6503 600.5477

18079 NM_00112476LOC440957 157.7827 182.3417 184.3007 159.7282
20792 NM_139281 WDR36 2305.539 1981.38 2226.597 2635.803
2039 NM_002061 GCLM 908.9438 483.4167 1070.656 384.6195
3307 NM_198496 VWA2 99.55901 85.97041 103.3285 108.3179
3097 NM_203298 CHCHD1 476.8205 340.9708 308.6807 607.5056

22544 NM_00108048MBOAT1 1082.719 1442.692 1080.656 934.8824
17634 NM_005877 SF3A1 2287.103 1926.226 2342.832 2558.106
9287 NM_024776 SGK269 805.4863 687.1845 736.2324 984.3725

23411 NR_002957 SNORA15 96.28725 138.3474 118.3942 87.3461



18344 NM_022131 CLSTN2 189.551 205.3757 171.1161 253.2334
738 NM_006699 MAN1A2 1889.933 2125.267 1858.004 1797.178

23005 NM_015076 CDC2L6 2298.016 1761.086 1867.149 1507.995
941 NM_170707 LMNA 4587.778 3756.237 5531.8 3195.949

14014 NM_030972 ZNF611 427.0094 305.4248 358.5255 682.4858
4623 --- --- 49.45975 35.93039 37.22287 56.95282
7078 --- --- 86.36069 95.51851 92.07988 100.2309
648 NM_001078 VCAM1 41.07995 27.47999 34.31174 45.5463

17653 NM_014338 PISD 908.4517 693.0199 760.6722 1015.401
5745 NM_018179 ATF7IP 3012.131 2302.937 2739.939 3592.582
7067 NM_003914 CCNA1 512.6852 380.4242 87.43177 1661.757

20202 NM_020803 KLHL8 579.4777 547.3843 659.3358 539.165
2746 --- --- 19.21998 18.92976 21.25231 15.52278

12553 NM_170711 DAZAP1 1482.371 1073.886 1369.01 1548.259
8024 --- --- 257.2369 258.0119 257.1751 306.7223

26657 NM_005156 ROD1 3241.761 2432.465 3114.545 3921.336
7740 NM_031914 SYT16 110.7393 110.5169 90.49897 84.74454

20224 --- --- 254.0086 212.5408 359.3244 376.1982
3672 NM_00102459ZMYND17 107.0027 124.3209 100.6311 135.3005
4735 --- --- 641.543 499.7797 713.5706 730.9023
8040 NM_032876 JUB 865.7773 461.9927 877.9633 1455.926

13038 NM_013398 ZNF224 205.263 271.3381 230.501 201.1001
5813 NM_00103174C12orf40 17.63524 15.44155 22.11352 29.2486

19116 NM_182943 PLOD2 4416.932 4431.09 3701.376 5048.856
26035 NM_006687 ACTL7A 126.5825 124.9169 118.1955 137.7007
21893 NM_024493 ZKSCAN3 171.0499 117.372 161.9351 285.4357
28761 --- --- 66.30552 74.02773 107.7571 113.1434
1292 NM_152495 CNIH3 365.229 309.4817 131.0844 536.4595
4570 NM_004268 MED17 1081.472 780.427 1019.527 1209.785

10090 NM_017810 ZNF434 212.6829 246.3127 237.921 208.1678
12528 NM_005860 FSTL3 395.1559 279.3796 148.0784 428.7524
2910 --- --- 60.7575 41.42793 54.48333 66.2869

26495 --- --- 265.9861 94.73162 337.1747 443.3055
23901 NM_00100840RBM33 544.6745 500.8038 604.7256 499.8332
11300 NM_004890 SPAG7 492.1553 478.091 488.2429 464.6483
19212 NM_198407 GHSR 110.0076 136.4254 136.2121 93.6752
18240 NM_016589 C3orf1 3648.268 4700.245 4163.588 3360.926
22279 NM_152729 NT5DC1 1278.968 1267.76 1161.234 1578.546
20609 NM_015360 SKIV2L2 2674.284 2097.081 2121.169 3473.894

456 XR_016832 LOC343184 1121.768 1093.718 1177.476 1234.549
15448 --- --- 2223.894 1965.224 2216.567 2312.851
12252 NM_033280 SEC11C 571.0606 775.7881 663.8081 484.3648
22301 --- --- 1006.24 1004.954 1158.939 1174.779
16337 NM_0011247 PABPC1L 281.8646 414.4246 276.1499 190.7865

94 NM_018438 FBXO6 252.515 527.7373 266.1476 126.1171
26038 NM_007203 PALM2-AKAP2 1168.747 905.6095 1014.375 565.0347
11405 NM_00111356C17orf76 168.4753 236.0565 180.7154 234.5436
23892 --- --- 85.51344 141.2835 168.626 71.25341



5042 --- --- 3083.439 2880.823 3447.217 3418.269
12894 --- --- 56.54623 43.04289 36.9677 90.41528
3966 NM_004356 CD81 3750.471 5343.962 3149.094 5271.75

19291 NM_018385 LSG1 2847.557 2300.641 2803.729 2361.298
8827 BC141940 LOC646938 373.5914 302.5854 245.6051 607.7884

15147 DQ431183 FAM110C 342.2124 371.5826 330.3451 378.3197
6342 NM_007273 PHB2 5623.964 4193.41 5143.404 5990.121

22271 NM_198239 WISP3 71.7953 73.56786 72.60004 73.90009
13126 NM_003660 PPFIA3 107.4966 188.3755 145.2705 81.46368
6909 NM_003806 HRK 1212.906 1204.995 1065.754 1355.07

11497 NM_004475 FLOT2 830.8521 907.3015 920.7664 1003.882
1146 NM_130782 RGS18 33.03205 40.15577 35.23818 39.9669

22917 NM_017633 FAM46A 914.3818 2343.965 1274.911 457.3105
3100 NM_002658 PLAU 5161.416 1273.311 1110.273 6776.94

12817 NM_00109848CRTC1 583.9781 536.8652 533.0891 620.4589
19380 NM_014743 KIAA0232 478.6567 445.8672 608.2573 413.176
22039 NM_002648 PIM1 893.6646 543.0596 633.9034 928.3731
26932 NM_005089 ZRSR2 2101.652 2056.676 2091.179 2020.865

655 ENST0000034LOC641705 561.3401 440.2162 601.1521 716.8256
8808 NM_173469 UBE2Q2 1048.676 892.4615 1023.56 1426.165
8166 NM_004124 GMFB 1600.029 1510.716 1608.527 2596.659

24670 --- --- 97.57415 31.20516 193.1055 184.0749
16644 --- --- 17.41313 12.05109 12.56926 9.668595
27279 --- --- 64.21359 71.43826 63.8015 90.63458
7826 --- --- 253.7087 270.8358 235.639 314.1165

19458 NM_015990 KLHL5 1175.854 972.9762 989.8039 1486.576
13692 NM_019849 SLC7A10 845.3545 892.2709 801.4532 928.9363
3279 NM_183239 GSTO2 86.56955 105.1048 87.50555 111.4077
6746 --- --- 3.062908 10.87608 5.00689 0.0009234

21063 NM_015980 HMP19 69.16399 62.17836 63.87405 69.91579
26419 NM_033160 ZNF658 229.262 331.9261 275.0086 216.1795
18973 NM_015642 ZBTB20 728.7088 421.7358 680.4774 966.0608
8553 NM_014967 MTMR15 293.1726 324.7745 173.8563 536.5156

16065 NM_006037 HDAC4 371.2061 470.8033 366.4111 294.5003
20185 NM_014933 SEC31A 4258.919 4404.207 4308.327 4213.826
22546 --- --- 43.49419 34.40142 40.09488 45.32784
9632 NM_019116 UBFD1 1378.318 1636.52 1293.078 1201.016
3377 NM_00108390GPR123 124.6163 104.5876 115.0842 134.7009
4281 NM_00100470OR4D10 61.79624 54.29269 62.35898 45.45992

16789 NM_153360 APCDD1L 764.6769 254.8682 257.8271 777.7004
18353 NM_014245 RNF7 926.0007 927.4911 980.1294 1201.653
28658 --- --- 24.5569 25.83986 34.59746 35.36399
28664 --- --- 24.5569 25.83986 34.59746 35.36399
1486 NM_033467 MMEL1 85.38475 81.9276 86.59363 92.56286

22018 NM_007104 RPL10A 3308.107 2585.13 3273.785 3955.195
1212 ENST0000036LOC10013012 320.9405 195.5926 282.7095 577.8874
3584 BC041414 C10orf72 627.2185 690.2859 627.1896 693.5784

20311 --- --- 2.892118 2.799023 2.411574 3.860215



4548 NM_022918 TMEM135 1039.397 976.6594 1226.406 910.3109
4722 NM_00100446OR10G4 158.9842 139.1265 159.4099 171.3591
2651 ENST0000029FLJ13310 50.70181 44.05165 50.65357 53.67945
4618 --- --- 41.89913 45.39077 36.45893 32.98508
4629 NM_022761 C11orf1 268.9863 363.3897 308.8385 364.5376
1348 BC116455 C1orf31 979.0735 998.8713 1346.924 834.796
7036 NR_002575 SNORA27 173.0901 124.0863 162.6952 245.0829

24937 NM_003909 CPNE3 4489.095 3139.78 3390.151 6777.586
11357 NM_201520 SLC25A35 247.4402 257.4381 217.9827 312.305
14466 NM_022780 RMND5A 865.1845 868.1464 824.6337 720.9321
12489 NM_004869 VPS4B 911.2621 836.7601 1036.228 834.1439
14366 NM_020143 PNO1 1010.905 1079.321 1135.952 965.4858
17605 NM_182492 LRP5L 247.1416 224.2407 239.6337 272.2548
13445 BC110987 FLJ25758 54.25384 65.57567 50.77712 42.20848
12641 NM_174894 TRAPPC5 1750.764 1735.29 1466.686 1846.278
8562 --- --- 501.9477 533.0412 493.5361 536.0997
9009 --- --- 501.9477 533.0412 493.5361 536.0997
9019 --- --- 501.9477 533.0412 493.5361 536.0997

14723 NR_002973  /SNORA40  // 124.3419 124.5229 99.30813 177.3053
23805 NR_001296 TRY6 138.213 53.17647 42.97786 188.9517
21321 --- --- 0.7994722 0.2571199 0.5692422 2.661282
7266 NM_005932 MIPEP 685.0051 638.3096 549.1156 848.1556
4427 NM_005133 RCE1 608.9416 441.1504 528.2186 611.2141
8649 NM_207581 DUOXA2 94.00996 96.90372 87.3811 100.3286

15426 NM_003584 DUSP11 3095.776 3060.619 2977.725 3829.318
22246 NM_018013 SOBP 469.317 617.65 841.4673 324.5437
17680 NM_003753 EIF3D 7016.402 6648.014 5966.892 8211.827
25067 NM_014957 DENND3 285.1768 211.9892 208.0551 546.2737
9599 NM_014711 CP110 1006.071 771.244 1134.536 760.7656

16015 --- --- 2713.24 2576.877 3071.629 3069.21
6944 NM_173855 MORN3 171.4002 161.3585 156.1485 172.7728
2423 NM_052931 SLAMF6 19.69294 19.92515 18.01547 24.14602

23410 --- --- 342.6833 184.9943 466.6869 482.7352
2161 NM_024408 NOTCH2 3406.895 4718.017 2789.527 4886.954

16526 BC117492 LOC149837 153.3933 124.1186 111.4431 184.3297
4454 NM_139075 TPCN2 355.3258 385.9356 326.2157 401.8293

20409 NM_138386 NAF1 626.9611 514.2784 615.1449 756.8731
14145 BC093858 FLJ30594 72.60424 77.20963 79.50249 96.66089
4356 NM_005528 DNAJC4 479.4635 586.3987 464.228 585.1011

19478 NM_018126 TMEM33 4677.761 3855.445 4569.294 3875.883
21087 NM_030567 PRR7 633.7391 784.5001 640.611 477.273
25964 NM_145006 SUSD3 64.03397 62.29932 61.25138 95.16572
8214 --- --- 3.575234 5.044893 3.820748 7.496827

12406 NM_145756 ZNF396 88.27841 76.51671 82.52999 65.14298
20259 --- --- 95.21374 124.4819 106.3226 128.0464
24506 NM_020632 ATP6V0A4 418.2575 187.4022 274.3415 148.0189
5733 NM_004064 CDKN1B 1444.569 1566.954 1333.481 1695.643

18861 --- --- 145.0028 157.0589 196.353 281.3594



12555 --- --- 198.8414 191.9375 176.0392 201.5464
21516 NM_017415 KLHL3 111.3661 75.93398 66.50275 214.2674
11688 --- --- 31.83807 35.44 32.8836 19.00323
25576 BC067796 C8orf76 1014.523 787.9084 898.2386 1340.833
23068 NM_178561 CTAGE6 45.97277 55.04246 40.86288 71.37347
24791 --- --- 154.1365 104.522 176.2211 181.3286
23831 NM_00100448OR2A25 28.69929 40.9025 33.59656 42.82468
14468 NM_022662 ANAPC1 961.9196 844.5986 945.0327 1218.324
18283 NM_152889 CHST13 163.9683 161.5458 168.6103 200.9459
10647 NM_001372 DNAH9 93.71217 96.77072 85.06456 82.29933
26531 BC108665 C9orf153 28.61718 26.18339 30.3599 25.70111
9265 --- --- 7.228621 0.131782 4.388059 11.64272
7968 NM_022489 INF2 1143.96 772.2408 1110.748 1412.639

27895 --- --- 213.0027 174.0891 236.4179 266.374
10443 ENST0000035C16orf47 192.5746 210.3835 207.4306 188.548
18366 --- --- 42.50733 29.67773 43.3714 66.29498
8833 BC152466 KIAA1024 200.9712 164.948 196.815 218.0218

19269 NM_001706 BCL6 570.2335 1066.125 829.8629 400.0595
7014 NM_024026 MRP63 653.677 485.5406 610.4465 786.4778
9852 NM_004594 SLC9A5 166.9413 225.0635 194.9214 127.408

22660 NM_021184 C6orf47 672.9241 545.1967 564.5317 518.3488
906 --- --- 267.3699 277.286 344.7297 236.712

13764 NM_017827 SARS2 532.8737 429.5482 549.6023 621.9448
5425 NM_144664 FAM76B 468.0867 376.852 371.0865 569.0317
6516 NM_173601 GLT8D3 742.2623 735.8087 870.6072 699.741
5034 NM_000536 RAG2 19.80507 25.15393 21.00797 15.82181
6343 NR_003010 SCARNA12 3493.183 3143.417 3360.767 3713.327

23447 NR_002957 SNORA15 93.95131 134.2016 112.8321 85.29778
23453 NR_002957 SNORA15 93.95131 134.2016 112.8321 85.29778
19587 NM_00101344EPGN 21.12037 19.74609 18.9187 21.18395
19126 NM_014220 TM4SF1 9243.107 7935.716 8789.764 7159.68
10894 NM_003152 STAT5A 407.0715 516.8089 457.2619 284.0529
21692 NM_019057 FLJ10404 461.449 483.6677 444.3357 528.545

378 --- --- 98.48038 121.3081 98.54554 88.29327
11942 NM_012478 WBP2 1264.923 1235.024 1088.029 1630.595
16660 NM_016558 SCAND1 507.5571 538.7839 531.5015 418.1927
11213 NM_024083 ASPSCR1 544.5392 446.5764 489.2313 570.6722
10588 BC041851 ALOX12P2 76.37099 78.51477 77.06268 85.54655
1055 NM_001677 ATP1B1 2430.478 2320.347 2736.054 2131.96

10119 NM_000982 RPL21 1342.434 1080.727 1315.651 2174.127
21781 BC068198 RPL15 7862.698 8164.845 7706.233 8235.979
20081 NM_006681 NMU 71.26417 31.45213 38.70174 122.9333

168 NM_018125 ARHGEF10L 260.3875 315.0255 290.2639 343.481
14606 NM_173170 IL1F5 154.573 198.3494 198.6428 135.6918
8163 NM_030637 DDHD1 1221.674 1303.859 1406.745 1227.421

17655 ENST0000024C22orf24 88.32033 88.46895 90.52402 112.1901
3499 --- --- 373.2448 133.7836 705.4666 665.7768
3099 NM_015037 KIAA0913 703.85 814.5142 746.9679 506.5537



24908 --- --- 42.41402 59.20065 41.81412 33.95868
9043 NM_152597 FSIP1 70.42378 61.40253 86.15649 60.99222

25511 --- --- 49.01286 42.75311 41.2648 40.60672
14655 --- --- 2202.638 1731.785 2627.108 2667.846
19026 NM_025112 ZXDC 1035.623 1071.684 1006.117 1161.48
5426 --- --- 354.6295 248.3993 316.1135 491.0304

20582 NM_032587 CARD6 456.2006 272.048 558.9914 257.3489
5664 NM_002046 GAPDH 17396.76 17471.57 17296.58 17934.01

11112 NM_002758 MAP2K6 265.1373 215.235 285.7827 215.5499
3599 --- --- 87.83507 95.57346 93.61777 78.40783
8742 NM_005585 SMAD6 682.7607 573.4317 511.5851 297.0391

19702 --- --- 95.67941 88.70145 106.6483 134.5551
23176 NM_144980 C6orf118 104.745 126.5627 109.574 130.3707
12895 NM_021910 FXYD3 611.0505 2252.549 954.515 34.40984
8204 NM_198686 RAB15 319.9432 375.1159 375.4531 397.8802

18590 NM_138807 C3orf31 604.5464 457.5511 430.3751 777.7085
20636 NM_005869 SDCCAG10 1058.191 686.7528 835.8077 1499.554
6353 --- --- 23.41808 30.82896 21.95063 14.90507
8344 NM_016186 SERPINA10 82.02892 84.50658 89.4528 89.09361

15762 NM_198530 MXRA7 1463.756 1487.021 952.0307 1977.687
14087 NM_022103 ZNF667 213.1032 222.4385 244.3855 182.4201
8733 NR_002757 RNU5B 15.14767 20.36461 68.9611 76.2263

16261 NM_018677 ACSS2 780.3393 1025.162 917.228 409.1776
13345 NM_005481 MED16 1069.712 881.5613 764.3203 1472.969

439 --- --- 116.0473 126.4165 118.5648 134.5868
17969 NM_175888 ZNF620 143.9543 143.1796 115.674 226.8044
17975 NM_016305 SS18L2 578.4803 776.3309 666.5208 511.0338
10176 NM_016235 GPRC5B 2522.473 4849.913 2349.38 234.6873
2756 NM_022051 EGLN1 1460.668 2552.857 2148.609 1301.652
9607 NM_030941 LOC81691 331.9533 276.2634 388.7187 266.7679

19920 NM_0010136 FAM53A 227.2494 247.3822 243.2474 288.8982
8158 NM_007361 NID2 83.61311 65.33649 75.96333 90.50912
9360 NM_017996 DET1 278.0154 306.3727 272.2657 322.347

20064 --- --- 575.4215 876.8906 1330.041 226.4202
28372 NM_021184 C6orf47 669.51 537.2296 559.9672 514.5019
28499 NM_021184 C6orf47 669.51 537.2296 559.9672 514.5019
17977 NM_145166 ZBTB47 294.9448 313.907 306.8266 318.3722
2417 NM_052868 IGSF8 1142.558 3493.249 1925.823 404.572

16421 NM_024663 NPEPL1 371.4237 436.1876 312.9879 493.2384
9785 NM_032935 MT4 459.4971 277.7549 359.6298 792.7084

14390 --- --- 84.74671 110.4997 106.3163 124.3458
18369 NM_001871 CPB1 36.94896 46.60718 42.78613 50.10914
16645 NM_018217 EDEM2 829.5278 1352.332 885.8019 537.069
6183 NM_006187 OAS3 751.7147 905.5303 877.027 584.5459

21115 NM_006628 ARPP-19 1599.844 873.5216 1392.969 1808.067
8542 --- --- 348.456 374.8558 347.7204 373.3383
9476 NM_006453 TBL3 838.0859 833.3072 793.9467 891.8613

19787 NM_024605 ARHGAP10 344.9247 279.2333 355.8745 472.3117



11816 NM_017777 MKS1 350.0321 249.2708 293.2206 463.2951
5415 NR_003026 SNORA1 161.4151 203.6398 127.0324 226.8315

22558 --- --- 51.52433 48.76071 46.54689 63.82302
25659 AB060694 BOP1 1657.818 973.2289 1198.612 1674.491
13530 AK292455 ZNF625 642.2525 827.0266 657.5469 602.7325
26545 --- --- 235.6572 245.6263 231.2197 261.798
18358 NM_002670 PLS1 597.9507 379.3455 513.1631 1106.485
19818 --- --- 5.981771 6.742876 6.51958 5.107347
11147 NM_207346 TSEN54 484.0311 402.6204 450.5837 488.209
9778 NM_004530 MMP2 2835.71 3192.48 3514.365 3787.811

21799 NM_016255 FAM8A1 621.0499 997.5666 841.1675 565.8546
2968 AY026351 LOC440888 12.94307 12.81779 11.8857 8.393538

27740 --- --- 33.80722 33.72167 29.27804 36.92051
4391 NM_00109878FAM89B 995.8661 865.1886 869.9264 604.6192

17649 NM_052880 PIK3IP1 138.7252 159.0199 131.9105 189.4679
9639 NM_014494 TNRC6A 1401.703 1236.61 1521.257 1257.406

11793 NM_000088 COL1A1 272.2768 297.2632 268.5434 309.6634
7578 --- --- 16.29026 12.86407 18.75977 11.83355

15198 NM_014713 LAPTM4A 7106.873 8446.458 7766.44 6692.495
28014 --- --- 77.5062 89.53417 80.1543 75.29247
9724 --- --- 267.1393 345.0571 279.0034 225.1987
9779 NM_017839 LPCAT2 3289.219 2372.055 4097.432 1549.934

23307 NM_001989 EVX1 140.6108 146.9442 129.3908 152.0247
2322 NM_207308 NUP210L 56.93801 46.8012 67.59046 83.33729
3722 --- --- 93.65051 95.66026 69.35434 106.7558

10041 NM_002513 NME3 422.3085 481.5389 446.4791 398.2137
13499 NM_203500 KEAP1 1490.538 1159.852 1233.465 1549.068
17726 NM_152512 ENTHD1 45.48574 52.3923 42.49722 32.05042
11653 NM_003771 KRT36 99.8287 103.4625 117.5588 140.2265
8732 --- --- 307.0274 217.5251 850.2622 993.1434

28344 NM_013937 OR11A1 48.15155 59.53216 51.86792 58.4985
28477 NM_013937 OR11A1 48.15155 59.53216 51.86792 58.4985
24048 --- --- 55.97298 44.70581 57.93653 61.59414
4838 NM_0010996 FAM86C  // FA 1030.419 1370.767 1300.273 828.2105

25681 NM_0010299 ZNF16 341.9912 224.7016 236.7411 391.4372
22661 NM_033177 BAT4 845.8781 784.3694 908.2631 622.2766
21252 NM_152623 CDC20B 44.63413 47.90962 41.4773 54.42061
8614 --- --- 4.963534 7.441529 14.35962 1.492859

26780 NM_007344 TTF1 315.292 265.4524 378.7879 268.3203
8821 NM_004136 IREB2 1253.699 1296.07 1273.413 1705.757

12634 NM_018083 ZNF358 778.8609 765.3654 749.7965 912.7585
16107 NM_006392 NOL5A 1888.117 1619.507 1712.236 2079.676
23590 NM_015379 BRI3 1172.074 1606.453 1479.433 978.5393
14562 NM_003048 SLC9A2 212.2298 171.899 211.2253 259.2391
8691 NM_00101810Gcom1 246.4913 169.0313 185.7584 661.5921

12914 NM_001863 COX6B1 2971.432 3350.898 3688.374 2884.113
4184 NM_0010123 MDK 1309.02 1492.665 1415.346 1031.21

25811 NM_00103979UNQ338 610.6054 465.6493 584.2057 386.0948



19012 NM_033049 MUC13 59.04055 58.7785 58.5152 96.38102
20871 NM_001745 CAMLG 552.0771 604.14 402.375 806.6959
16908 ENST0000038FLJ46020 108.5108 109.1949 112.8341 143.9372
18865 NM_003968 UBA3 1916.041 2739.239 2330.259 1746.371
13011 NM_002483 CEACAM6 122.4267 155.5562 145.317 67.86362
4659 NM_207343 RNF214 588.5081 363.5057 523.8146 773.8734

11167 NR_004396 SNORD1B 42.59181 44.25735 49.52825 29.06956
17093 NM_017438 SETD4 208.045 198.8126 168.1509 170.0103
2617 NM_002256 KISS1 243.2475 227.566 214.1291 240.7761

11467 --- --- 458.8572 420.6132 445.3529 903.306
4072 NM_014633 CTR9 1656.575 1723.395 1622.944 2820.747
5770 NM_016072 GOLT1B 1125.216 980.7372 984.0737 1354.154
6302 NM_172364 CACNA2D4 494.9046 379.1417 309.3289 601.8526

27388 NM_001449 FHL1 901.042 257.0844 100.0295 2292.979
9117 NM_013309 SLC30A4 558.2432 538.0578 487.6712 634.8861

28000 NM_004114 FGF13 972.3859 514.1268 742.9844 1615.1
28451 NM_138277 C6orf25 164.7324 204.7997 170.007 150.0935
26174 NM_005085 NUP214 3031.957 2585.786 3512.969 2352.334
23134 --- --- 0.02433542 0.00246849 37.99122 33.31158
18854 NM_198859 PRICKLE2 495.4623 830.1548 587.728 439.3105
23070 NM_015529 MOXD1 1116.287 3355.844 1377.305 300.945
25567 NM_003184 TAF2 2618.526 1970.867 2271.544 3633.155
10939 NM_001466 FZD2 1040.563 714.7426 1152.002 1469.305
12163 NM_003831 RIOK3 1264.231 1298.08 1164.227 1786.359
11196 NM_020914 RNF213 1623.009 1933.757 1075.168 2169.99
11013 NM_018896 CACNA1G 152.0593 150.8639 164.7325 176.0522
13090 NM_001736 C5AR1 154.8778 163.2668 152.7606 183.5515
22195 --- --- 118.2432 129.9748 150.7393 156.6231
20590 BC036422 MGC42105 274.7625 539.2113 550.2012 203.0795
24169 NM_0010072 ERV3 389.7126 597.8194 456.1941 311.0716
10797 --- --- 52.7781 45.29749 66.79253 40.09959
13587 NM_006844 ILVBL 537.7297 522.845 538.749 558.9211
17264 NM_002415 MIF 5953.765 7421.096 5862.478 5498.918
12130 --- --- 29.58893 37.65007 35.79787 38.22419
7487 --- --- 50.55156 58.43492 38.70525 30.17439

20723 NM_014733 ZFYVE16 852.455 1444.631 892.8658 663.397
14641 NM_002830 PTPN4 274.4877 361.7292 332.2115 278.4827
26371 NM_198573 C9orf165 91.28819 100.6116 91.62913 111.5234
4590 --- --- 73.38947 113.6342 93.08719 67.87673

18672 NM_031899 GORASP1 821.382 600.0956 780.0043 603.5781
16544 NM_025229 SEL1L2 37.84806 38.24627 44.61849 44.57401
23355 BC098318 C7orf10 211.7277 511.4751 305.1739 87.96366
7969 NM_022489 INF2 796.3516 607.4606 767.7078 970.0031
2871 NM_0010019 ATP5C1 3593.278 3123.315 2859.621 4643.736

26117 NM_014636 RALGPS1 426.9481 447.8194 419.3467 540.1947
27012 NM_000240 MAOA 74.1703 206.8512 119.246 26.35251
7980 NM_0011009 PACS2 180.6541 193.9882 217.8565 215.3541

17715 NM_005740 DNAL4 179.7108 184.5344 159.8703 186.9376



13451 NM_020196 XAB2 1170.103 932.0623 853.8599 1359.771
15055 --- --- 104.5028 140.1407 138.3367 105.8328
4516 AK096213 FLJ38894 104.5571 105.5852 95.24426 131.7534

14516 AK024144 FLJ14082 256.0734 296.9355 293.2144 242.3814
28694 --- --- 1311.319 1266.687 1468.022 1451.776
17883 BC038406 C3orf20 69.09739 76.24046 71.17939 63.49578
15427 --- --- 62.29277 54.06043 60.51935 52.63446
18449 NM_014932 NLGN1 1039.361 1378.367 1705.768 855.1537
13593 NM_021241 WIZ 599.9661 385.9809 502.7336 620.0748
14531 --- --- 61.55682 83.78619 77.75315 97.76831
19370 NM_002448 MSX1 538.4513 217.8901 226.5143 769.8765
1682 NM_003047 SLC9A1 1498.081 1144.255 1398.194 1648.6

27873 NM_015365 AMMECR1 1430.331 1109.72 1566.643 1113.887
2508 NM_000488 SERPINC1 203.6837 212.1251 219.2915 312.3953

15885 NR_004862 C2orf60 260.5475 338.1904 259.5213 242.3998
716 XM_0017164 LOC128322 404.9813 224.159 411.6196 526.5581

22752 NM_052893 BTBD9 378.5527 335.565 417.1268 316.1883
22897 NM_018247 TMEM30A 4110.683 3803.314 4310.239 3810.301
5620 NM_014174 THYN1 821.4058 651.6139 691.6816 1188.661

27767 NM_002637 PHKA1 522.0771 654.0303 570.9916 516.6577
17880 --- --- 56.28958 14.88907 72.43544 83.94624
8390 --- --- 123.3702 142.1008 166.1912 117.6268
226 NM_005839 SRRM1 1491.195 1174.692 1405.535 2212.555

1860 NM_003189 TAL1 176.8632 170.6579 191.9101 189.6329
17244 NM_198157 UBE2L3 1488.013 1192.754 1442.701 1130.993
5057 NM_000256 MYBPC3 354.9226 354.4007 348.508 374.6405
5031 NM_014186 COMMD9 84.49744 72.60348 93.06092 103.4308
7462 --- --- 3.494362 1.567043 4.162429 5.685364

26265 --- --- 34.96988 43.69929 36.35363 24.96109
26765 NM_000113 TOR1A 1956.378 1500.695 2081.701 1280.698
17304 NM_032173 ZNRF3 590.2648 473.9794 475.0954 606.3679
22836 NM_00103749DEFB112 35.08124 29.07177 31.67896 36.64061
21543 NM_0010352 SRA1 474.618 593.4514 441.5737 405.8901

975 NM_021189 CADM3 224.6209 404.4965 304.9388 154.3076
5532 NR_003040 LOC649946 122.3768 113.6666 107.8542 138.0662

23529 NM_002835 PTPN12 2388.016 1822.704 2809.724 1708.66
5615 NM_174927 SPATA19 121.8857 130.6197 126.5906 140.0032

25059 NM_003235 TG 92.51487 82.89445 83.95143 92.39595
5369 NM_001293 CLNS1A 1725.717 1595.857 1812.181 2168.319

23128 --- --- 74.38318 51.23302 69.8921 94.4373
19216 --- --- 84.8225 120.6459 131.4764 174.5238
7421 AK097079 LOC10012988 37.56118 45.03498 36.21068 71.43906

12021 NM_004104 FASN 2210.438 1717.397 1966.815 3331.087
17694 --- --- 86.37575 87.26637 93.27856 106.791
19867 --- --- 204.8577 234.5159 221.6543 239.3321
19170 NM_020800 IFT80 961.4933 925.3537 819.3484 1153.406
4057 NM_020642 C11orf17 2031.113 1707.11 1502.654 2872.651
7675 NM_014315 KLHDC2 721.6684 724.9788 726.6044 945.0111



11706 NM_032376 TMEM101 330.212 313.4025 302.1231 399.0185
4490 --- --- 125.479 142.9149 133.0328 123.7605

24543 NM_005232 EPHA1 231.7123 272.274 248.3569 271.8728
22055 BC109041 LRFN2 57.93889 49.66213 53.61 73.11978
27410 ENST0000035CXorf18 517.408 636.6331 535.7669 388.123
28151 --- --- 225.8002 198.118 212.8619 230.2561
28219 --- --- 225.8002 198.118 212.8619 230.2561
14030 NM_033341 BIRC8 67.89105 57.69512 64.68768 77.37915
7225 ENST0000035C13orf35 28.35179 43.81413 37.38357 44.07808

17159 AF380178 C21orf67 168.3488 189.2476 176.1071 166.6343
8745 AY726587 LOC145853 227.2721 198.2707 222.3508 233.4923
2396 NM_0010044 OR10X1 36.15095 27.83695 28.32747 41.64074

16076 NM_004321 KIF1A 142.6552 149.7532 138.4576 153.3479
527 NM_002303 LEPR 2148.786 2400.729 2214.072 2583.229

13498 NM_007065 CDC37 2602.705 2159.634 2508.487 2799.542
9543 NM_019109 ALG1 1183.217 1090.531 1245.976 1270.975

12805 NM_005027 PIK3R2 1112.229 1043.08 1021.917 1130.471
28437 NM_080870 DPCR1 88.95901 88.3252 87.37946 123.794
27724 NM_00100668SPIN2B 284.3998 298.2914 315.3903 279.1466
18306 --- --- 40.77911 33.96507 45.28602 31.31815
22085 NM_015089 PARC 629.9618 707.1169 606.6147 486.215
25309 NM_023034 WHSC1L1 1390.675 1209.322 1329.347 1218.066
2872 NM_031923 TAF3 680.4431 385.5836 595.1754 846.0385
4809 NM_004420 DUSP8 329.8067 361.6082 333.9142 414.0709
480 NM_000792 DIO1 90.50561 98.43809 85.97207 98.0617

4826 NM_000076 CDKN1C 754.7661 831.771 816.1062 846.9324
11974 BC105107 DNAH17 48.30322 43.92499 47.50904 54.46579
21642  NM_0011233GLRXL 349.674 466.8609 249.7294 624.2919
15766 NM_004460 FAP 397.6554 249.2019 244.7614 643.0649
7908 NM_00100870EML1 1155.85 848.4436 2038.631 532.3829

11751 NM_138355 SCRN2 263.2082 257.9478 166.2796 359.0547
19083 NM_005862 STAG1 917.2545 535.548 803.645 1452.122
5607 NM_014155 ZBTB44 1478.404 976.4984 1337.101 1572.111
3877 NM_015892 GALNAC4S-6S 81.11697 109.1207 78.79956 73.03458
9419 NM_0010039 HBM 376.6223 386.9795 393.6489 419.8237
278 NM_017638 MED18 203.0248 167.2686 178.4857 270.3318

12148 ENST0000026KIAA1772 136.0836 111.7725 76.20647 220.145
6528 NM_004719 SFRS2IP 1477.309 1046.066 1345.601 2202.707
9329 NM_030594 CPEB1 218.3586 406.6943 245.1909 145.5295
6602 NM_033045 KRT84 135.9562 157.4976 144.0898 104.2576

23530 NM_198467 RSBN1L 394.9059 314.5291 493.2233 300.548
21495 NM_002715 PPP2CA 4116.761 3370.292 3643.945 5396.359
21284 NM_173829 SFRS12IP1 737.6116 674.5483 675.0103 1050.992
27147 NM_198512 DGAT2L6 185.8167 217.0746 221.7576 164.5354
22325 --- --- 37.4655 30.21879 52.10048 27.87066
6603 NM_033033 KRT82 172.8119 163.9088 153.1216 180.9185

19708 NM_003360 UGT8 1858.549 1307.904 2094.718 1324.107
5884 NM_021934 C12orf44 496.2533 507.988 567.4261 478.1708



2459 NM_198053 CD247 100.4835 105.5499 93.03375 77.0462
22357 NM_006290 TNFAIP3 592.7145 1900.484 1421.698 429.5048
18287 NM_0010075 C3orf56 109.3351 139.495 123.538 98.79725

808 NM_00110266NBPF16 3700.678 3620.589 3313.894 4249.972
15976 --- --- 149.5212 157.2239 154.4001 170.2473
10206 ENST0000000NDUFAB1 762.9981 759.2217 871.2618 693.6121
2809 NM_022743 SMYD3 515.9186 590.1191 517.8197 679.4055

20644 NM_018695 ERBB2IP 3820.998 2590.652 3070.937 4664.635
10869 NM_007359 CASC3 1626.633 1210.97 1361.436 1757.056
10194 NM_005849 IGSF6 66.0715 69.40551 72.80719 62.31686
14252 NR_002741 SNORD53 458.9196 589.715 526.7637 650.4418
19381 --- --- 67.27089 50.67572 58.2833 41.58881
5648 NM_020375 C12orf5 653.4503 683.6622 788.4423 573.463

11640 NM_032524 KRTAP4-4 344.3831 285.7897 337.1558 351.6542
19900 --- --- 177.8455 156.9127 169.6883 187.6255
13526 --- --- 24.85834 44.34665 41.00861 22.85755
4325 NM_002407 SCGB2A1 126.6482 122.1642 153.432 156.6079
8003 NM_007110 TEP1 487.7174 495.8326 522.8157 420.9095

22380 NM_139244 STXBP5 782.4089 647.2518 754.4001 932.9821
10539 NM_00109820HIC1 727.9073 704.6876 636.4349 750.3502
25086 NM_032862 TIGD5 337.3772 296.9545 286.8612 339.4774
19662 NM_0011004 RAP1GDS1 1419.628 995.1523 1223.179 1683.175
9443 NM_003961 RHBDL1 218.5152 229.3356 213.3535 228.391

11907 --- --- 222.5029 169.9929 301.9543 284.8061
1987 NM_153259 MCOLN2 558.1181 1098.463 712.0565 471.0741

16393 --- --- 15.89278 14.69865 31.86638 42.16146
28270 NM_176816 CCDC125 1040.166 969.4747 865.9044 1437.356
24856 NM_014175 MRPL15 1435.984 899.7667 1328.8 2438.318
2435 NM_032998 DEDD 1873.984 1562.835 2245.522 1387.063
1805 ENST0000032LOC10013055 371.9814 320.3216 322.5188 362.1783
2462 NM_015415 BRP44 1120.2 1242.387 1318.03 1057.801

22119 NM_181744 OPN5 50.00817 53.424 52.33935 53.36651
24393 --- --- 30.43746 32.23069 35.58463 18.83397
11958 NM_006456 ST6GALNAC2 2786.326 6942.343 2009.358 147.6294
21602 NM_006058 TNIP1 707.1302 845.7266 771.6954 920.0688
25683 NM_031309 SCRT1 110.3891 96.30244 115.7748 130.0562
23723 --- --- 4018.875 1198.514 5967.646 6120.738
14618 NM_013412 RABL2A 1247.878 1126.825 1186.832 1552.859
15653 NM_032357 CCDC115 192.6543 227.4915 187.504 272.8495
13306 U71363 ZNF587 1106.809 1166.121 1430.465 1074.637
19894 NM_174900 ZFP42 57.35448 44.15147 57.6638 40.8063

275 ENST0000033LOC10012962 286.9128 227.9719 223.1947 474.1777
11339 NM_004860 FXR2 1716.76 1627.493 1637.955 1313.437

992 NM_015331 NCSTN 3371.723 4356.311 4154.072 2495.029
9433 NM_014700 RAB11FIP3 404.2874 430.7354 432.742 391.3582
1075 BC038410 C1orf105 26.93822 21.72739 34.49149 38.49864
6075 NM_003877 SOCS2 355.8411 166.6517 165.8285 492.1856

11540 NM_002878 RAD51L3 349.0149 320.7729 320.2036 291.8543



25102 NM_016458 C8orf30A 838.8669 587.5709 754.638 866.788
3454 NM_001081 CUBN 166.9991 390.3819 291.0949 138.809
2882 NM_018144 SEC61A2 515.1011 676.252 467.2993 443.2432

25219 NM_004315 ASAH1 2120.387 5066.832 2630.172 1147.616
6758 NM_020841 OSBPL8 1971.692 1432.9 1598.733 2732.854
404 NM_174963 ST3GAL3 738.4029 734.0376 637.5488 799.2062

25906 NM_012383 OSTF1 679.2622 578.7725 539.2022 1019.319
18586 NM_016362 GHRL 245.1931 214.8976 282.5003 276.4039
17979 ENST0000039CCBP2 88.76141 75.1447 82.67392 96.73576
3737 NR_002779 NUDT9P1 54.7395 39.29309 61.74548 70.80135
6350 --- --- 3.376899 4.149016 5.987304 9.675866

17912 NM_00100379RBMS3 1332.831 1133.208 1094.442 1654.006
15518 NM_138800 TRIM43 31.6358 29.3455 33.31598 36.283
6212 NM_012240 SIRT4 45.10779 53.07454 49.61541 55.79923

13623 NM_000215 JAK3 161.657 181.7796 164.9054 113.0808
23613 NM_00100839LOC389541 412.9522 607.6406 494.8221 394.9969
9806 NM_133368 RSPRY1 1238.034 929.0784 1078.777 2093.644

25183 --- --- 12.38428 3.681254 8.055072 15.05759
10732 NM_015510 DHRS7B 428.8219 592.1668 326.8767 599.2692
14419 NM_004263 SEMA4F 388.9622 738.4108 486.8505 294.042
16419 BC002831 MGC4294 315.3259 120.8545 87.17923 475.0097
7400 NM_016075 VPS36 903.2635 760.2592 887.2306 1131.439
8880 BC066551 TMEM83 38.71902 48.32006 30.18792 19.39273

24922 NM_006823 PKIA 522.581 232.4984 294.0482 1351.144
437 ENST0000031UQCRH 526.5738 591.8839 670.7707 407.1374

26717 NM_002799 PSMB7 3594.518 3280.057 3538.302 3327.055
20511 --- --- 20.95211 10.61697 20.17121 26.08307
4274 NM_080661 GLYATL1 95.99564 35.05014 39.58463 155.513

17500 --- --- 82.51479 55.92895 80.15235 52.13177
13058 NM_001294 CLPTM1 3588.203 3547.722 3794.731 3023.247
23177 NM_006661 PDE10A 418.4306 226.7269 235.8611 619.6145
14528 NM_020184 CNNM4 629.8075 665.241 744.2984 467.9817
11810 --- --- 174.0732 161.6375 130.0327 111.2828
25262 NM_018246 CCDC25 768.3219 674.1412 919.741 676.6723
13591 NM_005858 AKAP8 1430.597 1227.164 1184.414 1663.371
25034 --- --- 13.08359 10.61784 13.52241 24.60146
15098 NM_015893 PRLH 454.6228 478.5883 445.2642 482.7265
17838 NM_033337 CAV3 112.4405 113.4136 122.7689 121.5112
10817 NM_052857 ZNF830 356.0405 295.218 375.421 306.2697
15250 --- --- 58.23455 57.64653 60.65239 54.62626
26841 NM_0010043 NRARP 275.0978 240.5519 247.7791 290.1364
16931 NM_003316 TTC3 1497.293 1804.751 1491.38 1422.576
6425 NM_018654 GPRC5D 55.61602 61.42193 57.2409 86.90066

23798 NM_004668 MGAM 195.4765 711.2125 484.6017 108.1548
14421 NM_019896 POLE4 1089.25 1724.018 1397.682 1015.462
12617 NM_0010179 VMAC 181.8609 224.154 177.8882 143.5599
9006 NM_139320 CHRFAM7A 227.5986 133.007 210.9655 271.6105
1277 NM_021958 HLX 264.6493 262.1869 266.6492 304.3893



18667 NM_00109940SCN5A 77.72694 65.92165 66.08443 348.3853
3437 --- --- 27.59116 25.70518 23.23325 34.10167
7261 NM_152726 EFHA1 1117.809 729.5571 1159.297 1679.164
9808 NM_002990 CCL22 116.5394 127.1967 133.9645 139.7355

12473 NM_052947 ALPK2 94.04006 41.74617 73.65741 181.8227
17527 NM_053004 GNB1L 265.8818 228.6977 248.4054 284.0008
10076 NM_182687 PKMYT1 1014.811 749.2578 1104.097 541.549
14941 NM_005759 ABI2 1711.352 2197.463 1617.083 1334
12164 NM_013326 C18orf8 1423.56 1144.959 1357.429 1134.012
28132 --- --- 5396.15 5070.624 5506.47 5931.197
16361 NM_020708 SLC12A5 60.26848 54.45433 48.63897 60.7354
3819 NM_00101166PCGF6 1401.328 1321.321 1038.042 1940.945

25868 NR_003674 KGFLP1 130.3968 147.1643 123.9639 209.9969
8270 NM_00108040PROX2 34.15888 32.69355 38.75578 46.12233

21704 NM_014244 ADAMTS2 241.1069 127.5473 108.9948 230.7827
4500 NR_000025 SNORD15B 597.4001 596.8634 627.8582 771.8634
2914 --- --- 16.35848 10.03211 17.418 19.97408

10600 NM_0010029 KCTD11 248.1379 269.7485 211.4465 314.463
5213 NM_015459 ATL3 2046.231 1364.35 1780.457 2678.216

10159 NM_022844 MYH11 93.04736 94.34341 83.47938 109.7961
16316 --- --- 36.29936 47.23832 48.49123 72.83855
18401 NM_0010043 LEKR1 61.25465 72.22068 75.37132 59.3797

806 NM_030796 ECOP 1834.264 1321.818 1678.146 2161.921
15758 NM_000888 ITGB6 39.50671 36.7529 40.57203 54.44962
8681 --- --- 375.5521 221.2854 265.1777 424.868
2826 NM_00100528OR6F1 80.06576 83.26581 96.79539 75.15684
8400 --- --- 1015.353 1199.77 993.6765 1167.697
4705 NM_152715 TBCEL 1737.647 1626.071 1580.806 1761.186

11760 --- --- 56.91874 54.50415 40.17108 41.50444
12559 NM_079834 SCAMP4 493.6496 372.9482 485.3443 576.385
9355 --- --- 68.66632 47.51767 105.9455 109.9615
4503 --- --- 158.7452 118.3341 156.6252 168.773
9539 NM_032349 NUDT16L1 432.1477 415.6025 461.5846 369.4123

15728 NM_004543 NEB 74.1922 73.05447 77.71152 100.1531
20987 NM_005754 G3BP1 4148.542 3819.574 2861.643 5998.878
18652 NM_014517 UBP1 2501.37 2224.213 2664.171 2272.834
8271 NM_031464 RPS6KL1 157.2999 120.4058 148.6738 201.8237
6926 NR_003925 RNU4-1 2147.068 3189.877 3199.485 3561.349

20637 --- --- 11.20638 7.721782 13.77424 15.36343
7343 NM_017993 ENOX1 136.1233 162.5249 354.7376 54.69304

11557 NM_005064 CCL23 67.49129 49.57745 74.46006 97.40111
14514 NM_013434 KCNIP3 442.8533 506.1285 392.1772 513.3353
20160 NM_005409 CXCL11 1186.31 5457.787 7987.211 88.09304
14010 NM_178523 ZNF616 216.8135 288.9221 253.5894 215.7831
21832 NM_003529 HIST1H3A 650.3564 818.3148 558.1369 859.3894
10450 NM_152649 MLKL 524.034 269.9209 429.6917 1008.589
13175 NM_007147 ZNF175 424.3022 489.9895 529.5966 413.7056

304 NM_018134 IQCC 333.3614 291.5145 302.5792 353.0089



7885 NM_001085 SERPINA3 2091.113 7380.303 2742.531 22.07018
19744 BC034253 C4orf29 706.6798 480.1884 629.4379 932.8751
12526 NM_001194 HCN2 312.5605 294.9395 239.0194 315.5592
23234 NM_014855 KIAA0415 332.2078 274.5453 305.9054 353.415
15572 --- --- 998.639 859.129 966.9911 1247.459
21773 NM_016462 TMEM14C 5829.209 5858.649 6836.312 5612.479
25118 AF086170 C8orf33 1487.191 948.5899 1111.62 1636.063
23526 BC078169 LOC554248 877.6775 823.022 759.168 681.6346
25523 NM_0010425 ZNF706 1164.063 1506.813 1090.404 1687.929
10692 AK093253 FLJ35934 343.2503 366.7708 343.0483 298.8718
8371 NM_0010393 SLC25A29 1154.507 1820.615 1370.896 932.0339

13376 NM_012458 TIMM13 498.778 409.9502 432.967 561.3002
28570 --- --- 75.52465 63.82244 105.1192 99.55942
22155 NM_015153 PHF3 2101.702 1619.339 1869.983 2744.893
25730 --- --- 35.45262 36.15517 26.68002 26.50164
19208 NM_015028 TNIK 497.999 1272.214 599.3712 271.1303
24220 BC067859 GTF2IRD2 816.5915 726.4562 1063.722 556.7806
18261 NM_138287 DTX3L 1479.951 1739.146 1814.353 1457.677
3042 NM_030759 NRBF2 544.5023 703.3126 513.7066 868.0062

26772 --- --- 104.2276 83.9006 103.947 134.4312
15498 --- --- 305.8446 335.3283 303.6601 366.0845
22551 NM_001503 GPLD1 125.4884 102.73 134.2975 181.6191
2575 NM_133326 ATP6V1G3 35.04329 35.54095 32.14683 30.02426

12520 --- --- 111.1187 103.4968 128.2712 87.38821
13014 NM_001022 RPS19 5481.938 6050.348 5864.507 5449.464
18699 NM_015444 TMEM158 1729.675 2024.852 1588.87 1368.532
4085 --- --- 326.1993 58.59236 536.3211 678.2115

13327 NM_017908 ZNF446 299.8785 299.6829 307.1843 325.4621
8860 BC112329 FAM103A1 1387.357 1779.34 1713.514 1404.584

13816 NM_152296 ATP1A3 215.9391 263.4092 266.6663 173.7082
18224 NM_014170 GTPBP8 397.5934 252.8272 318.0026 637.3897
4144 NM_012194 C11orf41 346.6472 299.7587 230.947 680.8197

25490 --- --- 1044.081 1114.306 1058.599 1133.734
15733 ENST0000031LOC10012944 53.96325 47.30518 52.22153 61.56347
23938 NM_00108049TNRC18 1135.313 1131.402 1165.534 797.3707
9849 NM_001950 E2F4 2793.59 1931.95 2521.111 3111.062

10165 NM_022166 XYLT1 307.3387 352.5847 270.3328 238.7256
1365 --- --- 1427.67 1223.14 1502.318 1524.484

24207 --- --- 123.5795 48.46837 63.55255 112.1512
10319 NM_013263 BRD7 1131.484 738.7148 932.1524 1477.805
1305 BC062736 CTD-2090I13 174.9438 216.3474 184.508 242.2881
1824 NM_031207 HYI 1319.512 954.0948 1639.19 1840.027

20952 NM_002700 POU4F3 117.9975 108.9697 122.5933 123.8346
27186 NM_145052 UPRT 318.2151 392.6418 382.0844 326.3697

794 --- --- 41.31007 25.4247 36.63068 51.54346
20874 BC053677 C5orf24 3117.944 3256.24 2748.362 2801.893
5030 --- --- 191.0083 213.5853 157.5907 243.3157
3622 NM_021800 DNAJC12 71.16784 182.6891 166.0362 41.38048



6244 NM_0010022 ARL6IP4 1541.685 1650.989 1437.317 1730.566
12509 NM_014643 ZNF516 280.9133 488.2725 369.1738 229.6485
18152 --- --- 23.77878 31.69887 32.4281 18.77304
4157 NM_024841 FLJ14213 244.2706 100.5639 84.33198 278.9749

23624 NM_023948 MOSPD3 504.748 753.3694 584.2784 398.0848
2030 --- --- 314.5246 286.3564 457.8266 448.5571
1706 NM_005644 TAF12 462.9156 465.3412 441.4238 805.3665

20483 --- --- 22.87714 16.07679 24.05232 48.20481
4443 NM_003977 AIP 651.7489 601.8447 619.9673 521.7988

13037 NM_0010378 ZNF284 584.3238 899.9206 654.5332 533.9594
6762 --- --- 44.19296 39.633 51.04573 84.15321

16303 NM_024855 ACTR5 588.1955 598.8071 625.2377 577.5554
10561 --- --- 18.15624 1.577855 3.156302 27.78736
26386 NM_032634 PIGO 913.2341 1070.577 979.3768 808.2341

481 NM_052940 LRRC42 913.5909 875.6698 853.3425 1198.511
6087 --- --- 29.2202 28.46999 34.1592 28.00047

14720 NM_138326 ACMSD 213.0386 234.6546 257.4481 261.0726
26982 --- --- 204.412 208.2443 215.1768 246.9412
11335 BC030270 C17orf61 683.6689 799.1004 611.9957 933.3921
18750 NM_002292 LAMB2 1594.019 2151.438 1826.168 969.0175
11173 NR_003013 SCARNA16 320.7168 249.444 303.2024 458.2893
6013 --- --- 176.6613 204.9784 210.3974 242.4201

24996 NM_024812 BAALC 479.9317 1777.221 1484.244 308.6517
14012 NM_0011026 FLJ16287 1498.237 2079.06 1925.926 1520.03
20531 --- --- 32.49847 11.71519 7.126168 53.59816
20618 --- --- 76.34209 65.55832 75.19804 37.83137
1334 --- --- 92.65195 100.3215 86.11265 75.5761

22493 NM_016588 NRN1 1067.327 4691.996 2072.593 23.22676
3938 NM_006755 TALDO1 3991.615 3212.822 3410.71 4538.214

10091 NM_152457 ZNF597 167.5536 210.9386 144.7982 282.1306
26334 NM_078487 CDKN2B 297.6153 362.4089 293.3208 239.0565
5787 NM_003622 PPFIBP1 2030.679 3313.25 1880.585 1425.841

28729 --- --- 2502.126 2107.393 3161.017 3056.391
1451 NM_015658 NOC2L 1999.69 2011.051 2237.295 1899.167

19360 --- --- 53.53268 61.96232 63.65205 45.46836
525 NM_014787 DNAJC6 268.2202 245.5947 292.4691 307.3772

4494 --- --- 173.7641 173.3974 185.3302 160.3873
19538 NM_012108 STAP1 6.763826 12.91408 9.263364 15.67628
4999 NM_018490 LGR4 848.412 1310.058 1498.953 922.3597
1763 NM_156039 CSF3R 77.12299 100.001 79.42806 67.3291

18397 NM_003875 GMPS 5071.432 4094.86 4771.421 5707.14
14603 NM_014439 IL1F7 102.5734 108.9922 101.0705 78.37384
23113 NM_005670 EPM2A 298.0348 256.3964 428.4663 213.5506
6324 --- --- 923.746 929.2965 1209.202 666.0754

24461 --- --- 104.4629 121.2577 116.8268 135.673
7856 --- --- 873.9377 833.949 1110.366 1060.484

28599 --- --- 54.71553 67.81609 66.47285 93.03431
4158 NM_000448 RAG1 52.52661 60.84127 54.62553 90.33314



19414 NR_003132 HSP90AB2P 781.2272 595.8045 821.9421 994.2043
6710 --- --- 6.871011 5.895758 8.66726 9.997209

12835 CR614976 LOC729903 2175.524 2154.744 2327.876 2329.715
5021 NM_203330 CD59 6245.462 6847.058 6323.12 5720.635

12009 NM_005782 THOC4 3104.82 2232.876 2780.136 4048.41
14968 ENST0000027KIAA1843 64.39799 89.8299 82.92881 58.436
22110 --- --- 25.54288 39.90432 11.42832 4.110057
4475 NM_000804 FOLR3 219.4828 218.7057 187.3687 252.3523

25561 NM_006265 RAD21 4107.131 2573.699 3328.991 5270.469
20363 NM_006726 LRBA 1476.213 1659.335 1498.865 2006.258
6409 NM_023922 TAS2R14 279.9026 261.4648 228.6371 320.6842

12154 --- --- 41.87135 61.26217 43.89416 33.41919
24252 --- --- 9.663905 8.205998 5.414649 10.8616
4912 NM_003700 OR2D2 105.6795 143.8073 105.8922 89.75131

13196 NR_023311 ZNF137 116.1345 44.73204 71.57322 168.3989
10290 NR_002827 HERC2P4 1350.587 1514.874 1246.465 1256.086
27559 --- --- 247.1456 218.3544 232.4141 329.8235
4818 NR_002196 H19 338.0663 426.0981 318.5893 222.1198

23214 NM_015949 C7orf20 1005.199 843.6346 1026.541 825.6362
17668 BC001801 LOC284912 126.4808 111.5128 120.535 136.895
21105 XM_00171442LOC729595 57.08128 34.86604 49.36716 101.4986
7957 NM_152307 C14orf172 635.3751 604.8796 628.7701 742.963

17018 NM_006948 STCH 1871.711 2019.458 1974.041 1740.324
21815 --- --- 97.3391 96.74043 96.46621 117.0763
7475 --- --- 201.6454 176.4267 189.0163 235.6566

27281 NM_017416 IL1RAPL2 41.88275 48.24387 43.71107 48.99706
20135 NM_032217 ANKRD17 2759.192 2724.872 2945.608 2695.34
19831 NM_020840 FNIP2 867.3217 981.2779 918.4208 863.7343
26725 NM_0011233 PPP6C 5421.382 4587.924 5213.363 5791.529
6394 NM_002261 KLRC3 51.70278 88.9371 71.50275 35.56966

20818 NM_016644 PRR16 321.6836 138.2527 238.9459 106.313
14855 --- --- 24.0196 19.13008 26.93126 37.84095
17031 NM_00100370ATP5J 761.6935 681.493 924.2067 621.8087
25481 NM_002485 NBN 2076.359 1261.762 1752.37 3427.431
26207 NM_002957 RXRA 990.4128 841.9255 812.6025 1062.426
22800 NM_199184 C6orf108 1460.908 1990.521 1543.759 2017.131
9820 NM_024598 C16orf57 1247.754 965.7506 1261.451 1401.208

18869 NM_017619 RNPC3 121.1568 131.558 125.9367 208.8553
22265 NM_001634 AMD1 3289.154 2677.67 3329.858 2620.286
23488 NM_0010994 POM121C 3057.589 2236.462 3189.976 2177.312
14770 --- --- 82.94781 74.78284 74.81621 70.22233
5255 NM_005438 FOSL1 3780.949 1970.295 2731.908 4165.977

26740 NM_175039 ST6GALNAC4 454.9391 397.4016 337.4887 580.6105
8984 BC129821 FLJ36144 154.2154 114.0756 155.7671 180.0146

21679 NM_052899 GPRIN1 750.3062 649.2337 628.08 789.1732
21347 --- --- 41.469 28.44282 55.13977 62.74557
11049 NM_018304 PRR11 3695.012 2272.917 2896.135 4644.603
17598 NM_00109978GGT5 130.7554 138.8184 138.4099 141.0205



3608 NM_198215 FAM13C1 286.0922 342.6385 454.8594 237.7122
21290 --- --- 1344.683 1213.547 1348.72 1402.63
8813 NM_002902 RCN2 1958.346 2962.766 2382.741 1801.739
8314 NM_145231 C14orf143 293.8851 304.9312 279.3712 466.0954

12101 --- --- 5.678482 3.945388 4.758991 5.798211
27588 NM_030624 KLHL15 752.8858 893.1249 849.9906 705.886
14337 NM_022894 PAPOLG 1384.44 1285.141 1414.456 1302.708
6459 NM_004982 KCNJ8 97.85202 94.28873 104.3248 116.1185

17154 NM_182688 UBE2G2 1987.472 1559.606 2108.66 1598.348
10182 NM_052956 ACSM1 53.97522 60.43923 56.39767 53.43107
10113 NM_201400 FAM86A 487.5909 487.1455 576.9893 443.4434
26667 NM_031219 HDHD3 256.1649 241.9458 244.0249 233.2571
10235 --- --- 23.54045 24.76538 30.37906 19.54375
8170 BC109089 KIAA0831 611.6997 632.2352 571.3397 762.6906

27478 NM_003492 TMEM187 262.6387 273.5343 264.7313 308.3238
12923 NM_00102480APLP1 220.5665 546.7431 282.1561 130.1161
5142 NM_00103939MPEG1 39.95343 65.28772 65.82066 86.19338
5557 NR_001453 LOC85389 1496.114 1469.94 1271.451 1852.731

11939 NM_005324 H3F3B 2848 2419.745 2829.122 3075.962
26395 NM_006289 TLN1 3843.651 3921.192 3595.507 4384.639
26414 NM_003028 SHB 1185.718 1084.745 999.5853 1275.815
11297 NM_000080 CHRNE 280.3943 282.7804 267.5593 290.1863
17682 NM_006078 CACNG2 55.40539 56.18119 47.48367 46.61028
11254 BC119720 C17orf91 294.5959 299.4311 263.4868 351.6721
23678 NM_012328 DNAJB9 360.5824 749.1387 474.8536 223.9707
8140 --- --- 22769.71 21353.83 24406.78 24550.89
4435 NM_207354 ANKRD13D 493.0561 455.2553 513.3917 372.7459

25392 ENST0000034TCF24 760.1209 966.9385 789.4465 952.2737
13461 NM_001419 ELAVL1 2260.203 1824.563 1740.721 2503.115
1388 --- --- 1169.114 882.8169 1511.441 1435.149
9880 NM_005329 HAS3 451.0429 220.9995 602.5383 191.4082

20112 NM_0010317 YTHDC1 1125.592 950.8073 1181.346 1372.522
18389 --- --- 16.44053 14.53063 15.13962 16.92459
18293 NM_013336 SEC61A1 7364.11 7211.678 8453.964 6035.059
23921 AK124993 LOC10012865 94.16381 99.19595 99.97421 91.03957
14731 --- --- 40.06638 34.7935 30.77549 39.13271
18697 NM_016598 ZDHHC3 2243.135 2005.191 2406.096 1886.166
4320 --- --- 106.074 120.9129 116.4583 83.48119

19145 --- --- 224.4911 192.6881 178.841 287.2017
17669 NM_0010825 RBM9 1776.373 1850.043 1594.277 2039.705
13510 NM_020812 DOCK6 342.5027 320.4438 197.5049 503.6235
19825 NM_0010836 GRIA2 21.68264 25.54051 20.96087 32.49445
10616 NM_001251 CD68 3343.23 7231.149 4288.1 2144.111
9791 AF348994 MT1JP 1500.679 954.2624 1126.743 2202.391

23193 AB016902 HGC6.3 139.676 135.041 151.0213 120.8366
22723 NM_000841 GRM4 212.7959 206.8668 204.2297 222.4209
26627 --- --- 172.0721 187.2763 166.1352 148.0849
28405 NM_080680 COL11A2 149.1657 167.8942 188.5313 126.1046



28528 NM_080680 COL11A2 149.1657 167.8942 188.5313 126.1046
15644 --- --- 45.8763 55.3127 64.4173 43.32281
10766 NR_000013 SNORD42B 209.6273 180.0223 221.774 292.7855
6997 NM_005895 GOLGA3 991.6885 1011.833 993.3932 917.5852

23765 NM_018295 TMEM140 268.6988 777.6724 376.1399 96.50353
22987 NM_014028 OSTM1 2463.959 2939.036 2718.902 2434.023
12271 NM_003784 SERPINB7 332.2256 128.5768 339.3658 148.3382
1171 NM_203459 CAMSAP1L1 3085.648 2388.793 3530.101 2437.75
3792 ENST0000023PRO1933 116.9986 128.1966 107.1831 512.9996

11955 NM_022066 UBE2O 551.1271 661.5153 493.2173 753.4011
13255 NM_020378 NAT14 417.448 630.5541 535.9251 639.8562
26561 NM_022755 IPPK 679.4189 651.9911 757.5487 642.5392
13951 NM_006270 RRAS 3579.062 3804.591 3137.081 4317.721
14805 NM_172070 UBR3 1151.195 1129.41 1175.781 1087.737
14544 NM_145197 LIPT1 176.3323 223.0243 219.5237 174.6714
25054 --- --- 254.12 193.0894 348.7204 329.1573
5364 NM_004705 PRKRIR 1304.968 757.6318 1052.933 1915.6

15568 NM_201555 FHL2 1232.331 976.0976 908.3491 1301.89
25668 AK160381 CYHR1 619.9849 363.6875 350.7586 674.4359
12273 NM_005024 SERPINB10 37.2776 52.4433 42.47741 35.32878
25858 --- --- 192.8052 422.8562 274.9661 109.2938
24132 NM_030796 ECOP 1649.258 1186.111 1505.31 1982.315
4839 NM_053017 ART5 702.54 741.4922 696.8745 736.7568
7531 ENST0000031OR4H12P 67.6293 70.95628 64.09298 78.90406

24387 --- --- 15.96601 19.52352 61.63494 61.33121
5487 NM_002716 PPP2R1B 1537.765 885.1036 974.3206 2008.251

20330 NM_002494 NDUFC1 830.4181 709.9669 854.2914 728.0415
8317 --- --- 38.35595 35.87807 73.76602 96.12667

13642 NM_017814 TMEM161A 511.8633 577.9171 473.6913 650.748
11171 NM_024311 MFSD11 709.1076 650.9962 649.5062 582.4342
15964 NM_000634 IL8RA 62.87621 59.55499 72.83179 56.65482
5418 NR_002973 SNORA40 345.477 251.688 350.1066 561.3444

15445 --- --- 6.894977 8.03333 6.601122 15.31312
5602 NM_006165 NFRKB 862.4592 591.2554 733.6188 1081.554

22882 --- --- 74.91332 72.26879 52.73389 77.67702
19730 --- --- 152.6508 153.271 155.759 146.0946
23437 --- --- 39.79091 18.13781 49.75665 59.6951

789 --- --- 193.4574 202.4778 201.4904 208.8827
5515 NM_004716 PCSK7 1008.828 766.8221 1088.554 731.7866

22951 --- --- 253.2884 223.9841 277.0277 277.0563
8870 NM_181877 ZSCAN2 144.1809 164.68 132.6078 181.1021
620 NM_206886 CCDC18 202.1791 120.7502 159.977 451.1813

16137 --- --- 90.20712 106.0846 105.1844 86.81992
2131 NM_0010075 CSDE1 7598.03 8407.905 7664.399 9024.938

12643 NM_214677 CLEC4M 211.2589 174.3833 194.9194 227.2415
26895 --- --- 4.043392 4.101371 5.507396 7.660971
24833 --- --- 172.7302 206.3911 147.3576 129.2156
6429 --- --- 140.608 111.1565 176.1921 197.118



18426 NM_0011227 SERPINI1 56.12001 24.4053 49.13926 92.25356
4606 NM_0010017 DDI1 69.31364 62.35807 80.39529 77.60547

20373 NR_001562 ANXA2P1 1718.545 1411.024 1936.542 2393.209
14816 NM_199227 MAP1D 314.4843 219.6498 251.9687 462.3366
21857 NM_013375 ABT1 1010.449 805.063 1072.331 838.6641
20649 NM_181523 PIK3R1 1538.426 2244.561 2040.257 1590.18
18993 NM_199420 POLQ 569.5187 437.6447 599.3984 446.1319
11531 --- --- 23.61746 56.69505 32.33456 15.68601
24619 NM_018941 CLN8 403.911 434.3872 405.7061 358.5236
22707 NM_021976 RXRB 1069.768 1011.112 971.4409 1127.211
11015 --- --- 15.29718 16.0796 12.89043 11.5315
16191 ENST0000035RPL41 8511.232 8698.426 8310.716 8671.376
21889 NM_006299 ZNF193 314.5028 272.8505 295.5486 464.5016
28791 --- --- 9.154614 9.753527 12.78809 15.75528
6617 NM_057088 KRT3 359.5715 330.9285 373.5463 379.23

25869 --- --- 185.5412 410.7355 266.7509 105.153
17390 --- --- 269.2032 141.3555 291.0146 322.5204
8875 NM_002605 PDE8A 1016.01 1163.201 894.455 1276.55

10122 --- --- 311.5168 313.8552 292.1923 337.5359
9558 --- --- 6.833995 9.376681 7.032413 5.238485
1082 NM_018122 DARS2 2304.702 2007.043 2755.072 2037.22

17198 --- --- 59.17376 48.55974 59.70119 61.45788
6280 NM_015409 EP400 1245.43 931.257 1127.145 1489.269
1059 NM_152281 SCYL1BP1 503.642 456.9914 539.1276 431.9319

20884 NR_002713 NPY6R 86.59304 98.08656 86.72862 83.34995
11342 --- --- 118.7675 154.7139 139.4576 116.1113
8277 --- --- 462.8257 254.9595 641.313 596.3371

12077 NM_005782 THOC4 3391.679 2451.904 3048.669 4417.207
7504 NM_003749 IRS2 754.0237 898.1434 840.5065 530.7635

13940 NM_031886 KCNA7 99.31588 90.30869 87.64343 81.70551
26571 NM_003837 FBP2 57.50366 58.48238 46.36833 68.36313
9999 NM_207514 DEF8 541.9188 488.0912 532.5927 622.0869

13092 NM_014681 DHX34 520.9861 430.1313 589.0259 436.4372
836 --- --- 69.59031 71.26283 70.59065 89.71485

8416 --- --- 139.8602 115.3984 228.5076 79.06382
22257 ENST0000032FLJ37396 80.82501 76.07935 82.16953 83.01999
10294 NR_002827 HERC2P4 1508.665 1704.274 1393.14 1404.941
16776 ENST0000024GCNT7 220.3589 185.8795 199.4911 216.6222
6882 NM_002710 PPP1CC 6060.218 5672.682 5854.531 7649.964

14473 BC010491 C2orf59 2296.838 2914.999 2389.438 1887.416
1286 NM_015176 FBXO28 1772.426 1619.658 2064.655 1626.348

20168 NM_006835 CCNI 6213.157 5452.258 5804.206 6653.825
9952 NM_031476 CRISPLD2 87.50871 94.90328 194.3016 39.55853

18237 NM_006952 UPK1B 79.6267 83.76781 94.1465 96.37231
24942 --- --- 98.32211 16.92348 166.4962 198.0814
7835 NM_020421 ADCK1 266.0309 196.4592 278.0995 354.3886

21099 NM_030613 ZFP2 199.2797 168.4025 173.4324 208.763
234 NM_020451 SEPN1 2749.149 3353.365 2838.131 2299.239



18101 NM_017771 PXK 2201.782 2112.118 2211.475 1052.992
27942 NM_004208 AIFM1 1331.924 1332.486 1555.473 1313.581

337 NM_012199 EIF2C1 1515.288 1412.208 1738.993 1417.778
1161 BC130608 C1orf53 933.4469 762.832 936.2108 768.2977
8469 NR_003336  /SNRPN  // SN 46.87162 74.33865 80.79306 38.0751

25918 --- --- 5.992271 4.446886 6.144313 12.32124
1122 XM_00171858LOC730144 306.9395 185.3495 328.9318 399.4912
1106 NM_014810 CEP350 1874.128 1717.374 2385.48 1571.465
231 NM_018202 TMEM57 611.4134 525.9366 607.1246 695.7573

27628 NM_000266 NDP 151.3604 114.6864 174.492 116.298
7945 NM_181291 WDR20 502.249 446.1844 551.117 613.9733
1555 NM_00101089PRAMEF9 76.84644 60.03035 74.63913 81.67074

12563 NM_032482 DOT1L 1014.808 853.9817 881.8539 1060.319
12485 --- --- 9.68887 7.850219 9.465379 7.793862
23276 NM_178423 HDAC9 1160.608 980.5246 1903.494 846.0627
13362 NM_138813 ATP8B3 344.9003 330.3247 282.6026 425.8638
8956 ENST0000035OR4F15 42.39247 89.35084 61.15815 26.33788

20829 --- --- 1469.023 1126.292 1713.365 1682.23
27037 NM_007137 ZNF81 218.7527 250.4726 275.5842 221.5273
16313 NM_022896 LPIN3 172.9532 203.7087 159.6868 218.9053
15351 --- --- 236.629 200.3429 244.7861 253.1191
4547 NM_007173 PRSS23 2531.167 1966.243 2288.932 1473.358

11067 --- --- 75.14727 39.96112 85.86037 105.4532
17276 NM_019601 SUSD2 235.0691 312.4835 275.8187 197.7747
26108 NM_015635 GAPVD1 1459.047 1310.495 1617.781 1324.226
13004 NM_021913 AXL 7943.46 4175.797 7229.382 8567.867
28738 --- --- 9.133568 10.12544 10.50777 11.6716
8172 ENST0000033C14orf33 249.1141 278.1126 245.6349 299.6458

15952 NM_016260 IKZF2 209.6938 143.8707 270.6918 118.5256
13679 --- --- 317.0229 326.0547 345.1225 349.2975
15356 NM_0011146 FANCL 448.4739 495.798 440.1869 432.8341
11164 NM_182965 SPHK1 1386.688 326.3031 318.1462 2094.076
28680 --- --- 21.16385 17.06783 29.01952 33.31201
15123 NM_0010335 DUSP28 154.9939 209.4482 178.0478 116.9406
14037 NM_198481 VSTM1 84.90228 37.25231 55.96796 114.6356
9654 NM_00102440SBK1 403.8097 381.4046 389.2153 419.0154

23347 NM_032016 STARD3NL 1451.686 1604.711 1533.645 1412.283
21127 NM_145265 CCDC127 455.0787 389.3733 406.0804 518.6882
19214 NM_020792 AADACL1 5046.467 2643.937 3164.035 5593.037
4694 NM_005188 CBL 2168.818 1431.841 1684.482 2373.337

13370 NM_003938 AP3D1 3064.765 2648.181 2758.184 3377.401
5795 --- --- 151.9301 173.2805 244.5724 114.0061

20613 ENST0000035RPL41 8731.112 8965.48 8582.01 8927.507
21320 NM_015566 KIAA0888 498.9045 221.8842 249.1833 884.5327
19173 NR_003001 SCARNA7 2380.909 2371.628 2242.933 3322.173
20986 NM_078483 SLC36A1 650.6012 537.4385 713.2581 494.7464

510 NM_014495 ANGPTL3 21.11638 30.0314 24.65493 16.8548
18728 NM_002673 PLXNB1 404.4516 760.514 655.8896 237.6066



15252 NM_022128 RBKS 123.1967 153.2762 87.35978 184.5284
8093 NM_015382 HECTD1 1302.02 1131.967 1262.437 1971.979

11449 --- --- 42.22976 41.9386 38.21453 56.12934
19300 NM_005781 TNK2 400.6974 435.1876 430.4414 324.9926
10833 NM_0010014 CCL4L1 99.03554 88.80939 109.7044 118.7331
12059 NM_0010014 CCL4L1 99.03554 88.80939 109.7044 118.7331
11674 NM_001524 HCRT 384.9786 338.802 340.1259 375.0249
11063 NM_003620 PPM1D 1032.438 833.4786 1047.362 795.5256
9385 --- --- 15.5817 14.59403 16.16376 10.22814
3878 NM_000274 OAT 1618.741 2396.369 1597.802 1433.321
2745 NM_012089 ABCB10 703.2086 670.5121 701.139 603.2996
8920 AY358254 UNQ9370 87.94511 95.03604 101.355 99.75528

13582 NM_00100519OR7A10 66.98933 34.82383 41.82752 79.02243
20478 ENST0000031FLJ38576 193.3649 209.4664 188.8111 219.4133
7952 NM_006291 TNFAIP2 886.9463 955.1153 722.6109 1788.685

21572 --- --- 97.03696 83.3952 95.67006 115.6395
18145 BC024188 C3orf38 1270.985 1173.306 1498.479 1174.608
24108 NM_033224 PURB 3842.915 3782.896 4673.978 3601.83
10087 --- --- 13.34964 0.7117498 19.55212 21.22257
27661 NM_017602 OTUD5 652.8707 751.3685 605.4004 829.9207
26671 NM_001633 AMBP 92.75777 91.42443 99.26618 77.46655
1114 NM_016545 IER5 533.5273 745.1536 724.5739 472.8934

25552 NM_032869 NUDCD1 1119.07 702.0292 734.7332 1707.769
5279 NM_013246 CLCF1 740.9805 308.6021 524.5374 771.8438

21273 NM_024930 ELOVL7 738.7045 646.0842 597.5747 912.8062
25657 NM_017570 OPLAH 144.9269 181.1789 141.3086 174.8921
20068 --- --- 208.8153 69.90115 231.3683 40.21868
10512 NM_013275 ANKRD11 1352.494 1078.098 1270.203 1921.011
11267 NM_014566 OR1D5 37.39999 35.77085 56.75715 52.21299
5416 NR_002920 SNORA8 997.0847 888.4261 1006.893 1356.81
7977 NM_174891 C14orf79 146.3591 184.2081 155.4778 223.5409

15352 --- --- 10.61863 11.6832 10.28991 28.70546
25893 NM_004817 TJP2 1429.516 1251.271 1749.069 2341.938
10379 --- --- 65.08087 69.35495 113.9872 126.8206
5312 NM_002007 FGF4 213.4104 254.5048 238.2463 250.4887

14558 NM_016232 IL1RL1 47.91718 63.76545 61.48862 48.49575
3717 NM_005271 GLUD1 3491.013 3468.791 2960.981 3985.293
2630 NM_0010015 LEMD1 73.50964 73.37508 64.08736 83.52833

22727 NM_012391 SPDEF 302.5687 311.7103 320.2267 318.5225
13264 ENST0000032LOC10013217 45.08535 60.81553 59.75201 47.71357
11002 NM_002204 ITGA3 6715.415 3742.062 3533.252 6895.208
2255 NM_001668 ARNT 2197.357 2241.559 2487.971 2142.659

26769 NM_198180 QRFP 375.4937 366.3164 346.5985 435.0463
27608 --- --- 1988.95 1140.931 1650.743 2409.44
16755 --- --- 128.9061 86.05132 154.7265 155.9339
13176 ENST0000036LOC10013280 134.4411 125.4045 128.3035 144.523
23997 BC027978 LOC541472 151.1645 100.9284 252.9294 58.73225
19424 NM_015907 LAP3 972.518 959.9863 985.8566 920.3696



25357 --- --- 49.19697 54.68137 37.78151 72.32022
8644 --- --- 1.507048 2.069319 0.3336403 0.00499737

20665 AK097411 FLJ40092 214.2596 166.0705 181.9068 288.3247
2804 NM_001126 ADSS 1503.704 1349.06 1799.899 1294.983
6323 --- --- 15.83559 16.39171 14.11488 7.930318

16746 NM_017453 STAU1 3133.134 3383.188 2984.736 3002.48
16319 NM_006275 SFRS6 2923.316 2696.823 2915.994 3133.712
16754 NM_199129 TMEM189 2376.418 2172.091 2416.887 2427.608
24436 --- --- 41.13117 19.10135 52.87588 53.93029
15544 NM_0011013 LOC120126 16.92757 14.94634 19.59238 8.430754
9104 NM_025137 SPG11 1169.684 1190.141 1176.482 1468.074
3104 NM_012330 MYST4 762.5495 493.2491 624.7014 906.5246
3483 NM_005470 ABI1 1101.402 969.3205 818.9615 1443.097

28789 --- --- 76.76418 86.02318 85.04854 115.6703
13161 NM_175063 C19orf63 808.4147 982.8 1047.95 644.7118
12185 NM_000371 TTR 72.87145 82.78597 83.98243 84.7439
18279 --- --- 87.21891 119.981 99.14687 73.21671
19619 --- --- 4.499488 5.066954 5.632732 4.642661
16259 NM_032514 MAP1LC3A 155.9039 219.1215 166.9668 120.1812
24484 NM_0010181 PODXL 6021.079 3600.265 2626.955 6735.917
22527 --- --- 4.11298 8.779462 6.500505 3.186267
23054 --- --- 48.10505 59.21336 53.10568 38.95451
24528 --- --- 5.34627 10.17594 11.13199 6.390201
24055 BC066987 DPY19L2P1 162.3062 92.17242 213.3866 274.8651
10169 NM_001019 RPS15A 4894.593 5513.499 5047.645 5475.961
21827 --- --- 85.42757 111.362 98.15699 73.07972
8412 --- --- 279.4416 316.2309 287.8499 240.2858
3422 NM_030569 ITIH5 135.6588 221.0774 165.9054 121.8962

18300 NM_016128 COPG 3609.645 4006.555 3463.013 2964.277
17084 NM_017613 DONSON 2280.184 1733.319 1984.326 1634.212
27971 NM_145284 FAM122B 1018.065 717.9353 1082.756 711.5424
9244 NM_018357 LARP6 904.2421 1055.881 730.0908 1215.873

26422 NM_033160 ZNF658 153.4689 234.8378 191.5762 148.9739
272 NM_0011055 C1orf38 222.549 624.6089 284.8548 91.94518

2203 ENST0000032FLJ39739 568.6992 590.6212 588.1862 772.9119
21152 --- --- 43.08534 92.46372 47.17802 22.70607
26797 NM_00108048RP13-388O5. 126.9254 120.4513 133.1726 143.01
16488 NM_000801 FKBP1A 2185.521 1933.603 2606.593 1505.212
2631 NM_001973 ELK4 1563.811 1414.015 1793.142 1858.752

21072 NM_173664 ARL10 294.307 324.8904 297.1217 200.2927
26690 NM_00108049MEGF9 1371.659 1420.788 1115.716 1952.205
14159 ENST0000032LOC10013150 111.0228 98.57153 120.7198 119.5742
10147 NM_018340 FLJ11151 1775.164 1150.854 1301.856 2213.63
12889 NM_0010994 ZNF30 80.36235 88.10824 118.2466 78.55326
27946 NM_182314 ENOX2 835.351 720.6827 1071.218 727.8822
26892 --- --- 4.019455 4.532466 3.925183 10.22987
12197 NM_00111266ZNF271 449.2434 434.4982 524.0828 422.9777
21934 --- --- 141.2461 148.4523 147.0216 157.0817



3466 NM_0010109 C10orf114 420.4427 431.1982 401.5648 406.3755
25514 NM_015668 RGS22 38.84971 42.63378 46.60784 33.30572
11667 NM_001096 ACLY 3856.296 3384.759 3633.461 4321.222
27992 --- --- 17.12778 15.51879 20.29674 23.9073
8105 NM_138638 CFL2 2018.08 1600.834 1948.797 3393.607

14095 NM_017879 ZNF416 378.7175 439.9839 452.5807 337.9657
28629 --- --- 118.3371 93.32764 102.669 96.38173
23346 NM_017549 EPDR1 903.3005 1308.071 889.396 759.6085
13861 NM_198478 NKPD1 178.6268 196.3175 170.9796 191.0461
4012 NM_0010038 TRIM6-TRIM3 180.1378 236.5356 166.7209 513.4587

24787 --- --- 46.75983 34.76715 53.9613 66.48722
25455 NM_0010996 C8orf59 659.287 644.8544 613.109 976.6541
18490 NM_002808 PSMD2 5838.914 3894.698 4369.14 6964.614

689 NM_033088 FAM40A 985.3289 1108.099 989.0229 1154.479
995 NM_021181 SLAMF7 139.3299 456.8937 295.3598 110.8828

15709 --- --- 0.5116097 1.705052 0.0066714 2.768369
25509 NM_024759 NPAL2 1387.867 969.7375 1610.509 1747.611
22804 BC108661 C6orf154 58.08306 104.8766 96.58306 44.23132
11838 NM_016261 TUBD1 363.7423 311.263 375.6025 321.4426
10791 NM_024857 ATAD5 834.6566 627.3445 817.7979 615.4514
18107 NM_0010805 FLJ44379 55.69501 42.18191 48.81404 68.47637
14282 NM_138801 GALM 172.4651 272.14 179.49 396.3297
11902 NM_080284 ABCA6 58.16745 185.94 101.8055 30.07203
14264 --- --- 560.3463 529.4388 654.0507 638.164
22078 NM_018960 GNMT 78.33886 76.79111 74.66702 85.01697
15053 BC105007 LOC93349 668.5605 825.8834 821.6536 707.222
25099 NM_016458 C8orf30A 773.6573 553.8381 696.404 789.9747
8666 NM_002009 FGF7 43.48244 35.12576 43.86557 60.1705

12802 NM_002248 KCNN1 197.5817 205.9815 175.7361 205.0954
15323 AY779046 RPL18A 2314.475 2387.013 2019.37 2551.459
8717 NM_031301 APH1B 303.1024 357.0232 233.6366 395.4641
1612 NM_003689 AKR7A2 1329.881 1499.858 1386.034 1471.513
9028 NM_153613 AGPAT7 715.6005 540.8303 642.8091 754.4608
1989 NM_032184 SYDE2 238.8909 128.6831 209.8909 356.9847
6386 AK128230 FLJ46363 247.9747 315.7224 242.9358 200.4467

24446 NM_198085 RNF148 94.28946 94.85179 124.9305 76.58274
7850 NM_024824 ZC3H14 1226.69 859.0443 1135.388 1743.912
6863 NM_052845 MMAB 670.8162 557.45 620.2835 1056.791

10563 NM_0011247 SPNS2 215.7541 224.9518 253.6507 273.0279
13130 BC029811 FLJ32658 147.6299 154.7448 146.721 154.8604
14703 AF498976 RHOQ 3026.384 5082.157 3516.107 2389.63
10916 NM_005533 IFI35 660.5558 1029.151 758.4902 569.3971
7084 NM_178009 DGKH 766.6711 416.9203 626.6348 1093.604

18479 NM_018023 YEATS2 1458.264 1700.376 984.72 1998.827
23584 NM_003182 TAC1 166.9269 97.20112 401.9166 18.32873
5491 ENST0000031hCG_1791193 1530.895 1502.038 1575.169 1661.086

23989 NM_198956 SP8 175.9632 154.2435 155.7846 188.7489
26010 NM_0010181 MURC 113.892 112.1499 127.7595 110.6028



9550 --- --- 47.23759 28.86517 57.84017 63.20091
13824 NM_005357 LIPE 360.0427 365.4262 380.4144 376.6865
17904 NM_005126 NR1D2 1545.855 1093.394 1413.817 1715.803
16793 NM_016045 SLMO2 1881.961 1723.438 2224.8 1709.129
15911 NM_138468 ICA1L 394.9785 470.6836 365.1873 372.7072
11601 NM_0010424 GSDML 67.95684 53.89753 27.16173 79.39372
5019 --- --- 105.9867 117.1715 131.9729 154.6608

25105 NM_005526 HSF1 1855.926 1093.016 1276.551 2005.038
12532 NM_002819 PTBP1 6471.187 4590.947 5999.874 7223.413
25010 NM_198120 EBAG9 1041.139 600.162 717.4355 1523.501
26418 NM_033160 ZNF658 156.0037 236.5477 192.7845 152.2648
7716 --- --- 188.05 209.9541 203.3326 212.9146

16985 NM_198695 KRTAP10-8 355.7424 312.4412 347.5139 376.1263
62 NM_138350 THAP3 242.4409 271.2304 251.4586 228.1787

26054 --- --- 49.8377 50.55153 36.30711 36.91159
25215 NM_013354 CNOT7 3010.65 2614.58 3381.977 2370.537
27181 --- --- 25.80352 27.54622 22.89582 17.43509
22535 NM_022113 KIF13A 1034.247 1186.877 1370.676 1052.735
25098 AB058778 KIAA1875 136.6222 132.3406 118.6426 152.6617
2869 --- --- 163.7212 177.7589 151.2466 199.221

15064 --- --- 124.8224 173.9332 118.8848 103.994
3613 NM_014836 RHOBTB1 282.1756 507.6429 369.2161 227.72

27829 NM_017809 NXF2 43.81306 57.39725 52.97182 66.85886
8545 --- --- 394.8657 424.1465 390.8392 427.7381
8552 --- --- 394.8657 424.1465 390.8392 427.7381
6211 NR_001577 NME2P1 3644.454 3334.139 3647.959 3852.005

20996 NM_004779 CNOT8 1340.884 1304.785 1044.166 1542.86
18595 NM_018306 TMEM40 168.8804 168.6643 154.855 184.9258
2411 NM_012337 CCDC19 130.2379 88.57116 97.70643 151.8697

27799 NM_000390 CHM 1331.343 1215.097 1565.784 1190.152
4927 NM_005418 ST5 859.4889 1067.337 1011.294 728.4929

20113 NM_001077 UGT2B17 8.340837 15.52871 9.021555 19.42662
13971 NM_199249 C19orf48 973.8463 778.6398 876.044 1111.254

800 --- --- 48.39806 36.06392 111.9219 13.48492
9393 --- --- 154.7271 183.4608 172.4287 110.4313

14895 NM_138395 MARS2 829.8445 912.2521 1191.736 626.8337
9793 NR_003658 MT1DP 2048.631 1127.282 1547.577 2771.146

25749 NM_017794 KIAA1797 1180.917 994.0311 1067.236 1407.427
25952 NM_006705 GADD45G 262.4677 252.0845 237.048 264.7854
13533 NM_145276 ZNF563 31.49636 51.3974 39.95549 25.53839
24710 NM_022071 SH2D4A 1002.784 722.5552 1188.171 627.4702
3826 NM_014631 SH3PXD2A 810.0585 495.5896 721.9834 504.4515

19988 ENST0000026KIAA1276 164.0312 167.4438 160.1426 167.1064
3361 NM_001380 DOCK1 760.4673 760.1061 685.8755 892.6553
4383 NM_006779 CDC42EP2 491.9673 289.6899 455.8018 691.198

15632 --- --- 440.9748 553.3224 369.9772 383.5209
13043 NM_181756 ZNF233 119.7466 118.2608 139.8202 107.1196
16735 NM_133171 ELMO2 971.4404 1063.187 1073.143 977.0319



6994 BC009836 PXMP2 248.0772 244.8761 225.3202 306.2333
17365 NM_145343 APOL1 509.949 1291.756 716.9822 260.9506
27241 NM_001939 DRP2 169.1494 160.1585 131.8195 246.0302
8550 XM_00172695LOC390561 513.0688 270.6034 389.0742 836.2701

22212 --- --- 55.13506 120.581 79.21386 38.16319
25621 NM_012154 EIF2C2 1785.63 1028.564 1188.966 2085.361
18662 BC022164 FLJ31715 237.0187 269.097 282.0442 231.744
6335 NM_016162 ING4 576.0378 674.6118 464.1028 759.8373

81 NM_00110556UBE4B 1675.637 1882.491 1682.414 2145.277
25117 BC122544 C8orf77 102.9115 111.0117 109.4237 130.0705
17814 NM_013412 RABL2A 1160.44 1045.346 1098.066 1433.856
10210 ENST0000035FLJ45256 66.70661 77.6312 74.20277 63.79925
17847 NM_016819 OGG1 551.7008 458.8141 586.7303 394.7038
4985 NM_147199 MRGPRX1 122.5987 155.1439 157.3036 110.4617
5911 NM_004503 HOXC6 397.4656 382.5169 408.6771 294.5073
5158 NM_014502 PRPF19 3834.601 2698.309 3241.677 4673.387

25550 --- --- 2615.026 2348.869 3797.454 3661.993
15107 ENST0000030LRRFIP1 93.91265 133.0049 115.9662 187.4825
14861 NM_194250 ZNF804A 287.6806 217.1183 462.7805 196.0368
22629 NM_025236 RNF39 270.8618 333.6758 265.2257 321.8729
28350 NM_025236 RNF39 270.8618 333.6758 265.2257 321.8729
20254 NM_176869 PPA2 568.1327 457.9996 596.0663 798.9388
22405 NM_005100 AKAP12 3021.731 2855.928 2568.027 2624.365
5189 NM_00108050MGC3196 2612.246 2090.652 2509.36 2166.705

14219 NM_033505 SELI 1307.754 1313.705 1584.757 1114.851
20876 NM_032151 PCBD2 756.6181 267.8437 591.9738 1047.772
24760 NM_018091 ELP3 1493.837 1708.041 1416.523 1257.473

621 NM_001938 DR1 3398.111 2474.719 2819.374 3887.368
20807 NM_173800 FLJ90650 31.59457 33.95395 21.81772 45.16844

449 NM_004474 FOXD2 390.7432 360.4328 386.8923 390.6925
10896 NM_000263 NAGLU 2162.947 3716.289 2468.229 1489.31
2841 NM_0010018 OR2T27 29.16102 18.43776 24.75316 27.65131

25300 NR_003671 hCG_1640171 312.3737 249.5691 306.0894 395.02
10437 NM_00103000AP1G1 3480.913 2579.784 3534.265 4345.738
10721 --- --- 60.3322 57.43691 51.13551 45.6855
20449 NM_000027 AGA 1082.897 1692.857 1430.255 1008.139
22348 --- --- 352.2176 410.9467 441.7692 483.4575
14329 NM_0010804 CCDC85A 119.5094 97.29398 121.1008 138.5944
17751 NM_000106 CYP2D6 171.7999 168.699 181.649 195.9755
28730 --- --- 211.6963 250.0636 270.1784 187.6914
5203 NM_000738 CHRM1 118.5999 89.58418 101.2281 130.1517

27300 --- --- 53.8618 50.776 38.62717 77.71176
5973 NM_005538 INHBC 95.80643 92.1554 93.65915 97.28442

11358 ENST0000031LOC10012828 190.3308 159.5835 242.8483 156.6853
27307 NM_020769 RGAG1 102.6128 72.14765 136.2692 71.49882
23971 NM_004956 ETV1 1441.73 1498.645 1616.522 1357.827
22153 NM_000801 FKBP1A 7772.754 7675.422 8585.449 5933.582
8005 NM_017807 OSGEP 309.8263 183.9759 322.8588 448.3592



9552 --- --- 82.24338 85.37726 99.85964 108.9201
6033 NM_031435 THAP2 99.94262 96.1694 95.53919 242.1041

10186 NM_080663 EXOD1 572.9852 575.9451 781.0433 493.7133
2894 NM_183005 RPP38 1032.176 769.3329 815.3463 1283.305
576 --- --- 140.5446 132.7292 141.8761 199.638

7559 NM_002934 RNASE2 35.39645 16.5306 30.03121 43.1088
24186 --- --- 297.516 392.4553 294.3817 232.083
28671 --- --- 144.6122 153.7419 145.5706 176.4778
16897 --- --- 16.70406 34.95086 37.66887 14.45938
27961 NM_004484 GPC3 73.3034 102.4226 112.8585 52.32769
25947 NM_006717 SPIN1 3097.469 2485.242 2735.622 3895.826
2095 NM_002232 KCNA3 48.76824 58.66002 57.81279 58.87751

26003 --- --- 303.2948 185.3749 222.127 289.8133
18900 --- --- 3.348165 5.431309 10.88805 16.88999
25126 NM_207332 ERICH1 330.2011 384.2112 339.0457 315.4778
28047 NM_0011031 PNMA5 91.20161 66.5966 70.9324 89.44675
19345 ENST0000031FLJ35816 58.00245 72.47507 75.51582 55.42224
28799 --- --- 54.71112 58.13424 47.65623 86.61572
25435 NM_014018 MRPS28 281.2778 215.4526 211.5851 402.2834
25883 NM_0010124 ANKRD20A2 200.743 213.3218 189.7429 161.5263
13163 --- --- 0.0167936 2.884293 1.035579 3.412807
15955 NM_173076 ABCA12 57.13408 88.03642 77.11015 51.11048
12324 --- --- 14.43364 15.79485 25.33536 11.97211
23482 NM_172020 POM121 3482.888 2646.85 3507.099 2615.002
25450 NM_00101089SLC10A5 101.1842 39.65075 55.27534 126.6516
2793 NM_022469 GREM2 244.0453 247.4027 224.5329 258.521

16900 NM_005806 OLIG2 180.1048 226.3678 206.2599 143.8704
13974 NR_002948 KLKP1 58.43902 48.96147 69.55085 83.50626
20989 --- --- 2382.875 1649.005 2416.293 2575.607
8141 NM_00101270LOC283551 80.21906 99.71986 106.467 72.81202
1502 NM_148965 TNFRSF25 626.996 707.9068 566.53 728.5901

21418 --- --- 96.52046 99.26333 91.32521 100.0835
28860 --- --- 11.74654 10.79034 10.52998 10.17995
8526 --- --- 97.39777 87.32215 102.289 87.02776

18082 NM_002215 ITIH1 90.7065 76.34285 90.45198 104.3415
888 NM_005416 SPRR3 61.26247 67.68975 55.59214 68.39092

14567 NM_182640 MRPS9 272.7231 206.9674 248.7604 446.4426
19213 NM_003810 TNFSF10 166.6792 189.1551 224.4346 276.3642
26300 --- --- 69.35851 84.06416 80.86817 62.277
4761 --- --- 508.7499 369.0482 612.0605 574.6487

13914 NM_014959 CARD8 615.3105 570.4164 642.3513 582.2735
4422 NM_006328 RBM14 1257.79 1050.234 1309.746 1645.498
9633 NM_032486 DCTN5 3842.752 3685.885 4155.054 3626.302

17670 ENST0000031RPL41 9173.004 9429.86 8969.872 9371.939
16449 NM_017896 C20orf11 1507.564 1432.668 1460.99 1713.372
2498 --- --- 667.6953 724.5711 807.5212 658.8458
9049 --- --- 3.795751 4.70613 4.920824 7.988195
6397 NM_006611 KLRA1 80.81081 72.01897 55.56948 107.281



21151 --- --- 19.03841 27.02472 25.56726 28.92141
19773 NM_207123 GAB1 742.7729 834.9851 801.3527 764.0987
3398 NM_033261 IDI2 43.91371 24.55191 30.70826 60.50312

13860 NM_145288 ZNF342 315.2745 333.8684 339.2365 337.5104
13050 NM_005581 BCAM 144.7541 165.1786 126.2896 268.6935

933 AF268613 POU5F1P4 126.5977 152.6643 138.151 120.1224
4479 --- --- 87.58092 119.5871 130.3164 168.5226

10220 --- --- 118.7598 127.611 128.84 118.7376
20638 --- --- 1076.472 1159.932 1126.651 1200.129
27692 NM_003147 SSX2 42.99934 27.72046 76.25056 13.40203
8316 NM_017970 C14orf102 266.204 225.3866 257.3692 326.9429

14245 NM_004891 MRPL33 534.2341 526.4797 692.2196 432.5132
21338 NM_005779 LHFPL2 2293.118 2874.342 2185.582 2185.209
16101 --- --- 60.83239 40.74349 51.8733 68.21825
28663 --- --- 954.1306 1164.288 930.0941 1577.932
6156 NM_0011014 MYO1H 144.2711 127.2423 140.7647 187.464

12729 NM_023072 ZSWIM4 317.5591 267.2595 325.6705 370.9576
19431 --- --- 14.36303 12.43131 9.761207 16.72536
13702 NM_139284 LGI4 115.3816 143.4101 132.9051 100.8373
19237 NM_020166 MCCC1 1103.439 926.8446 1025.784 1494.495
5156 NM_152852 MS4A6A 106.748 109.3984 119.5581 84.17015

20895 NM_001903 CTNNA1 4588.488 4480.535 4191.979 5545.544
6474 NM_002223 ITPR2 933.8822 805.8342 843.5927 818.0963
2025 CR542050 SET 6295.92 5885.614 6033.001 7696.464
458 --- --- 10.47483 12.48928 4.218019 2.340841

24213 NM_004603 STX1A 389.9909 332.2129 329.128 314.4891
19060 --- --- 394.111 442.0235 467.8457 474.684
8877 ENST0000034LOC10013435 201.9038 253.1022 196.6492 169.3326
4307 NM_00107980PGA3 82.53851 80.17895 83.41073 89.68878

11468 --- --- 253.3494 282.5127 324.0744 224.8763
23713 --- --- 10.8874 9.440515 13.90964 19.71028
22568 NM_003513 HIST1H2AB 1213.049 825.1916 1208.694 1282.734
18256 NM_021082 SLC15A2 54.88925 48.52306 51.51247 45.92437
5792 NM_018318 CCDC91 925.5895 953.8734 796.9878 1341.08

26279 --- --- 5.295581 3.757723 5.568143 5.70036
25551 NM_153015 TMEM74 106.6814 78.91051 81.3737 172.2602
9334 AK097109 LOC10013186 126.8261 197.0123 178.5479 105.1049
3707 --- --- 8.76748 7.295265 6.958205 4.925338
8476 NR_003360  /SNRPN  // SN 36.5484 65.20594 58.00293 63.81729
9167 --- --- 76.61893 65.21407 102.9117 66.65218

23265 XR_041611 tcag7.893 155.9088 105.6239 89.86444 155.6215
10810 NM_173847 SPACA3 110.6778 129.8829 110.9134 108.603
3997 --- --- 47.27565 35.37597 46.59642 60.266

19860 NM_003864 SAP30 944.5892 1064.279 956.7867 725.1277
28695 --- --- 298.009 238.9713 311.418 384.6062
13652 NM_004720 LPAR2 339.3622 490.0327 359.6921 271.812
2819 --- --- 192.6234 211.8478 210.5155 195.6516

13514 NM_000121 EPOR 267.3527 323.4424 237.3212 320.176



14518 NM_138800 TRIM43 32.80735 30.67152 33.97136 37.37327
9693 NM_016643 ZNF771 131.8482 136.5924 151.1317 120.1449

24244 NM_012230 POMZP3 1672.218 1264.308 1805.161 1190.748
21554 NM_003883 HDAC3 2417.572 2238.524 2068.408 2634.371
18540 AK129507 FLJ25996 47.11374 46.8187 47.32641 47.29209
27021 NM_014735 PHF16 441.7768 455.1929 440.8376 538.7062
9920 NM_007285 GABARAPL2 3203.59 2792.867 2990.388 3714.276

14275 NM_053276 VIT 75.44454 201.6815 135.6635 58.65804
17872 NM_014160 MKRN2 1151.784 1214.79 873.8705 1573.206
2371 NM_001878 CRABP2 71.48457 63.76397 68.75515 96.81455

16651 AY461812 FER1L4 180.647 250.8059 194.5837 244.2948
21387 NM_024717 MCTP1 964.2614 1125.626 1185.743 996.7576
1551 NM_00101089PRAMEF9 70.53774 49.48765 71.22894 80.4308
4499 NR_000005 SNORD15A 315.7272 306.6724 261.253 336.0727

27446 --- --- 1.966739 2.687089 5.83823 0.7313858
9406 NM_152334 TARSL2 305.603 414.5523 277.5289 255.4552
2118 NM_015906 TRIM33 2728.582 3492.327 3132.712 2801.364

27196 NM_000291 PGK1 8448.057 11119.71 9434.461 7723.98
13731 NM_020951 ZNF529 191.4232 301.7441 235.8846 175.9747
21141 NM_032479 MRPL36 2067.866 2014.599 2022.487 1758.074
3364 NM_006504 PTPRE 532.2438 266.9954 345.2151 701.5484

18673 NM_033027 AXUD1 246.1983 173.5482 202.7364 245.1439
15906 --- --- 3814.1 4071.659 4433.946 4393.331

330 NM_024772 ZMYM1 817.6248 768.3676 699.6959 1392.943
25544 NM_013437 LRP12 1320.047 1762.114 1231.108 1117.738
10576 NM_006612 KIF1C 1545.024 1248.851 1416.891 1620.805
25043 NM_005005 NDUFB9 1993.807 1798.556 1729.841 2128.722
11698 NM_0010796 ETV4 942.5856 907.8551 899.8667 825.1198
16079 NM_015148 PASK 461.0223 418.2472 390.0727 399.8698
3833 NM_020383 XPNPEP1 1745.771 2142.504 1990.219 1512.293

12919 NM_019104 LIN37 584.7835 691.4648 591.0447 424.0146
16236 NM_006892 DNMT3B 443.683 317.2751 416.9777 793.873
25824 NM_144964 RG9MTD3 320.052 270.0184 298.0468 411.2837
14691 NM_207364 GPR148 171.9359 173.4158 168.6777 132.8132
25316 NM_001464 ADAM2 27.80659 13.08573 24.0379 31.48511
2929 NM_020752 GPR158 64.62294 228.2632 110.1415 18.82218

20225 BC036870 C4orf37 48.40425 49.89949 49.70066 48.38187
20573 NM_004172 SLC1A3 573.2294 328.0697 496.9187 702.811
16150 NM_003081 SNAP25 86.27883 139.6235 93.94253 71.90891
13865 --- --- 253.1579 200.484 236.1787 303.3499
1801 NM_001852 COL9A2 153.4249 158.5668 146.0093 157.2643
4444 NM_000852 GSTP1 5165.041 6638.738 5393.145 4496.596
2720 NM_001618 PARP1 3768.761 3474.214 4856.774 3461.585

15320 --- --- 292.8632 255.4142 289.6667 351.9827
18647 NM_016141 DYNC1LI1 1924.426 1488.618 2187.302 1578.792
24231 NM_0010994 POM121C 3495.713 2574.517 3610.549 2487.432
5657 NM_001769 CD9 2698.567 3029.801 2828.485 3249.014
4357 NM_003377 VEGFB 625.7538 535.6557 658.8838 541.8387



25502 NM_006294 UQCRB 179.1234 84.06998 72.01693 223.1981
10432 NM_145911 ZNF23 171.4836 150.097 161.9346 224.3051
2301 NM_0010454 S100A7L2 23.07204 20.17898 28.1047 26.52176
3979 --- --- 90.32563 86.32061 98.19262 103.2881
3795 NM_005004 NDUFB8 3686.363 4685.606 4387.689 3594.801

13291 NM_173631 ZNF547 223.0417 284.4482 249.0815 228.3715
26235 ENST0000037C9orf141 333.2788 342.5115 352.6909 296.954
14512 NM_021088 ZNF2 149.2297 145.558 149.1479 141.5664
16241 NM_182519 C20orf186 72.58172 62.83374 64.12789 74.91601
3743 NM_004969 IDE 1997.668 1428.833 1611.226 2786.117

14921 NM_139158 PFTK2 79.75561 94.41197 86.04086 99.01493
15357 --- --- 762.1481 777.748 767.2473 792.6274
19204 NM_00109964RPL22L1 452.5268 307.323 467.3243 263.8423
9545 BC130355 LOC440337 72.1104 85.31916 100.3063 101.3617
8171 NM_199047 TBPL2 104.4221 127.952 105.0433 122.6346

21949 NM_000595 LTA 253.3196 190.1166 243.6355 286.749
27164 NM_181672 OGT 2018.021 2186.493 1990.26 2266.193
27735 NM_031206 LAS1L 1250.124 1044.24 1156.956 1601.171
2173 NM_022359 PDE4DIP 386.5193 333.7574 350.8632 326.9929

19361 NM_002111 HTT 1457.701 1366.323 1477.552 1391.795
4405 NM_003860 BANF1 2215.434 2445.658 2282.176 2478.664
8457 NR_003325  /SNRPN  // SN 38.31935 43.31292 48.03169 39.17745

13785 NM_001626 AKT2 3054.342 2970.746 3243.135 2430.336
2888 NM_003675 PRPF18 624.5843 373.1528 471.8559 742.2059

24295 NM_00109940SGCE 1673.478 3330.828 2345.28 1272.417
19631 NM_080683 PTPN13 428.5415 574.4506 474.3338 406.4847
24692 NM_0010996 C8orf79 29.64799 32.49629 29.63848 27.11437

555 NR_002748 SNORD45B 679.459 606.9724 611.4886 944.2021
5756 --- --- 1471.615 1300.041 1483.879 2558.366
7372 NM_014166 MED4 521.0179 340.3707 483.1793 835.681

14715 --- --- 40.66449 40.74216 41.02238 60.60775
13411 NM_139159 DPP9 2252.219 1503.655 1866.908 2898.094
13400 NM_015898 ZBTB7A 1110.941 972.7668 967.1154 1160.497
4308 NM_00107980PGA4 78.27299 73.47546 79.24651 84.3083

12508 BC107486 C18orf62 209.3687 228.6728 190.0366 178.6914
7001 XM_00171485LOC283523 221.2234 105.4077 183.7376 345.3092

28064 NM_001569 IRAK1 1162.547 768.1167 1034.459 1223.135
17918 NM_015141 GPD1L 369.249 357.6277 405.8438 322.2335
1123 ENST0000036C1orf120 39.67215 51.83386 45.4072 39.54681
2177 NR_002328 GNRHR2 147.8919 172.7346 156.7197 150.101

14713 NM_001508 GPR39 556.4586 359.9126 708.3787 789.8748
21425 NM_014819 PJA2 1700.114 1595.025 1448.839 2311.626
20124 NM_014465 SULT1B1 32.08414 24.95481 20.15595 19.44308
22462 NM_00104000MLLT4 1019.487 1001.758 1030.854 1256.458
16819 NM_005975 PTK6 483.4043 443.0629 393.4106 474.4398
4000 NM_0010047 OR51L1 81.57787 69.93408 91.82774 124.2105

26673 NM_030767 AKNA 275.228 191.2079 178.2292 311.1823
4084 NM_006108 SPON1 66.66792 75.2405 65.85695 78.4103



18948 NM_138815 DPPA2 30.55149 30.67021 35.08829 33.644
7119 NM_173605 KCNRG 336.2318 289.8773 272.2966 472.5509
5044 NM_00110180PHF21A 960.9709 1044.038 952.0385 1227.187
6134 NM_015275 KIAA1033 1731.505 1743.542 1833.368 2601.875
3005 NM_003055 SLC18A3 889.3497 917.806 817.9409 973.4084
6494 NM_00101369LOC440093 2028.917 1492.611 1918.998 2085.639

13273 ENST0000037LOC649137 234.2723 216.9969 253.3259 220.5819
4309 NM_00107980PGA4 74.79925 71.00768 76.62585 78.84225

23321 NM_198098 AQP1 128.121 135.3421 125.0038 107.3969
4923 NM_024557 RIC3 39.55977 42.77903 50.00876 51.17998

27278 ENST0000024H2BFM 192.738 173.2148 211.3569 205.4
14873 NM_144708 ANKAR 65.00484 66.79503 54.15398 76.31004
18420 --- --- 45.70803 56.37083 44.67791 34.97186
2949 NM_030751 ZEB1 1470.897 536.2189 731.9557 2111.187

12244 --- --- 78.49829 120.2218 90.70424 75.055
9503 NM_138439 FLYWCH2 574.2195 545.0293 539.5911 620.0934

21867 --- --- 318.6064 558.5999 578.2281 271.0096
20074 NM_012110 CHIC2 1561.329 1397.51 1573.339 2266.188
27850 NM_0010127 MCART6 406.8936 395.2029 363.9691 409.846
18995 --- --- 83.09798 45.92104 62.27634 119.2698
14198 --- --- 136.5759 111.6683 119.3544 140.9439
2866 NM_032807 FBXO18 1249.427 1165.676 967.2207 1521.536
3851 NM_173791 PDZD8 1171.651 1143.242 1167.125 1140.977

17328 NM_0010014 SLC35E4 292.319 218.6805 217.1624 276.5559
13985 NM_015596 KLK13 92.4371 86.44615 81.86996 108.8837
20923 NM_018936 PCDHB2 102.5258 462.7121 194.6495 10.86076
20995 NM_033551 LARP1 4437.965 3435.658 3788.989 4799.419
24870 NM_005625 SDCBP 4306.541 5077.505 3854.993 7323.244
17373 NM_152243 CDC42EP1 598.6339 283.183 476.7953 657.2379
16378 NM_015266 SLC9A8 879.44 1344.915 1116.099 642.4354
19023 --- --- 484.305 204.2997 566.9249 642.2698
18587 NM_183352 SEC13 1814.958 1625.404 1576.497 1595.957
27429 --- --- 16.43112 15.67936 13.26396 27.5361
24830 NM_002027 FNTA 1578.266 1731.358 1677.656 1551.378
23702 NM_057168 WNT16 112.2275 140.2629 126.1577 143.3036
28769 --- --- 232.0639 170.4529 236.3135 181.6754
8037 NM_0010773 RBM23 1947.372 1278.392 1706.442 2341.217

12703 NM_144566 ZNF700 334.5625 363.3683 312.2781 310.9643
14773 NM_003628 PKP4 1404.651 1186.452 1282.126 1666.698
16171 AF348514 PTMA 14718.03 13846.04 14031.66 13914.86
15838 NM_201548 CERKL 102.3154 107.5103 101.2398 101.0871
23076 NM_004666 VNN1 88.09676 271.4114 268.7996 80.04294
19266 NM_001879 MASP1 66.34237 49.89373 64.95145 67.67342
17685 AK075161 FLJ90680 42.23944 29.21549 44.27868 47.65812
10644 --- --- 104.5005 104.3138 126.7245 122.779
8761 NM_014249 NR2E3 113.7936 102.3273 103.0829 139.1099
4163 NM_006595 API5 2546.157 2114.448 2619.171 3798.262
6300 NM_134424 RAD52 664.91 464.5438 433.2498 830.7462



18485 NM_004423 DVL3 1952.256 1697.859 1661.893 1875.862
5851 NM_024902 FLJ13236 196.0483 166.2105 72.19928 247.0338

15166 --- --- 196.7931 276.5502 175.9606 172.3765
5065 --- --- 3.966058 2.819453 14.56854 16.68004

26070 --- --- 20.50172 25.39099 30.94329 18.97062
305 NM_003757 EIF3I 6259.665 5716.57 6343.196 5894.207

20181 NR_003249 HNRPDL 2565.347 2221.216 2558.864 3125.951
18121 --- --- 254.1035 153.591 239.0815 329.0927
4960 NM_024514 CYP2R1 676.8184 611.5142 415.8032 926.1622

17442 ENST0000033LOC388906 322.1949 286.7419 326.115 362.9558
6079 --- --- 45.04127 18.75175 30.7554 60.24157

27033 NM_001654 ARAF 1393.189 1080.361 1327.35 1447.078
6636 --- --- 127.5943 114.5042 133.7184 133.6341

15296 XM_00172500LOC391370 1160.653 693.8456 1127.951 1318.949
93 NM_00101476FBXO44 165.1407 317.8543 230.4729 143.2853

15780 NM_002977 SCN9A 62.31931 50.85497 52.96557 76.0817
13346 BC012775 C19orf22 584.937 528.7933 448.466 635.8892
15318 NM_173074 PIGF 153.65 233.9493 154.7737 135.5418
22801 NM_206922 CRIP3 195.941 166.9125 186.787 199.9762
21579 --- --- 3.436967 5.950781 5.570745 1.940013
16561 --- --- 16.31271 16.1909 24.3546 25.05234
7407 NM_0010425 DIAPH3 1081.332 527.2612 947.5414 1627.465

12487 NM_000633 BCL2 570.2464 466.99 642.5288 494.633
7505 NM_001845 COL4A1 1194.749 808.6972 975.6649 1278.966
4829 NM_005969 NAP1L4 2013.85 1829.921 1610.592 2644.692
7933 --- --- 33.28959 27.9065 29.07913 31.84171

26148 NM_004435 ENDOG 2057.178 1957.535 1964.054 2065.879
2393 --- --- 86.96748 50.18813 67.97934 112.4508
1340 NM_018662 DISC1 349.3285 390.0294 380.4196 345.4045
9222 BC007991 C15orf44 1861.217 1502.157 1740.056 2287.758

24105 NM_019082 DDX56 3190.126 2403.379 3243.609 2506.426
25971 --- --- 78.49084 96.73982 71.1603 65.25813
16110 NM_0011105 EBF4 368.6229 371.4352 361.105 394.1021
8832 NM_007364 TMED3 1981.147 2705.919 2052.028 1593.747

12136 --- --- 94.90842 86.13228 104.5 79.71822
4324 NM_006552 SCGB1D1 194.2558 177.4157 180.7972 218.7329
5654 NM_000217 KCNA1 97.39521 98.12682 94.05598 109.7735
5216 NM_173587 RCOR2 122.3588 88.78176 120.6062 128.8901

28779 --- --- 144.3321 162.0112 138.7731 127.7367
166 NM_012387 PADI4 139.8966 168.0722 128.0737 122.4851

2151 --- --- 39.02963 35.38764 43.5044 51.30466
102 NM_021933 RP5-1077B9.4 320.8695 347.4896 354.114 352.1839

12855 BC046415 LOC730087 59.8673 101.022 87.63012 59.88071
27592 NM_0010898 hCG_1983058 1750.535 1647.764 1237.196 2289.685
26933 NM_005314 GRPR 157.3897 120.8956 222.0123 95.27927
1723 NM_144569 SPOCD1 476.5876 340.3641 468.592 728.0308

16228 NM_080625 C20orf160 215.0291 221.6515 203.9955 231.5462
9768 NM_015247 CYLD 733.2917 664.3669 825.958 1141.614



6933 NM_032314 COQ5 1121.871 909.3644 811.3105 1558.216
175 NM_0010401 PQLC2 337.8012 400.0047 287.7197 422.9152

11693 NM_006373 VAT1 3395.58 4134.307 2671.181 4850.509
1945 NM_00101806SERBP1 1038.776 1073.613 1212.519 1968.438

10515 NM_152339 SPATA2L 187.286 161.513 191.4897 191.0682
27101 NM_00103174RIBC1 98.6254 114.8771 128.361 98.43493
27372 --- --- 201.5125 168.9552 225.6434 280.1302
25899 NM_004293 GDA 525.2614 138.0133 405.6628 1392.013
12721 NM_005053 RAD23A 1585.399 1168.004 1415.721 1623.349
18936 --- --- 2.461044 4.850295 4.029728 5.669206
16682 NR_003018 SNORA71D 6817.045 4648.705 8365.601 8282.297
24955 NM_017864 INTS8 608.682 451.4646 465.9903 986.7703
19435 NM_018323 PI4K2B 449.7535 419.2086 450.7285 541.6356
13641 NM_00101739SFRS14 2464.778 2366.724 2139.698 2180.353
18017 NM_015175 NBEAL2 455.9498 372.0388 443.8698 561.2178
27683 --- --- 44.46895 43.43087 38.39685 29.31554
19597 XM_00172239LOC10012986 38.33273 25.84276 31.16727 74.18195
23505 BC067859 GTF2IRD2 809.8657 729.8304 1044.584 580.5375
4137 NM_006360 EIF3M 3337.79 3181.601 3894.233 4565.83

15904 XR_038227 LOC645805 2129.544 1730.082 2062.45 2295.965
24741 NM_016612 SLC25A37 1665.473 2087.881 1908.552 992.4726
1100 NM_003101 SOAT1 2898.218 2876.55 3091.4 2768.725

22734 NM_004117 FKBP5 896.5995 645.1169 1005.063 708.3261
16298 NR_002986 SNORA60 342.1344 305.363 407.9473 381.9539
5519 NM_022003 FXYD6 230.5959 257.3411 225.7789 221.4198
7310 NM_015087 SPG20 1289.625 1086.267 1391.864 2086.531
9308 --- --- 177.8406 167.838 149.2007 177.7247
5882 NM_181711 GRASP 166.898 204.1682 182.7754 121.5861

76 NM_00101086TMEM201 540.126 579.1345 563.7998 526.5981
3154 NM_019054 FAM35A 604.5998 502.9015 620.1541 1091.794
7382 NM_020456 C13orf1 1207.749 1276.641 1191.402 1474.479

23599 NM_006693 CPSF4 1320.032 1499.517 1413.002 1159.141
2408 NM_000567 CRP 37.68063 34.43745 36.81881 43.6571

20839 NM_0010173 SLC27A6 47.3988 41.48892 47.83135 91.76344
25008 NM_020189 ENY2 1175.148 842.1384 1170.548 1714.64
3151 NM_006829 C10orf116 175.3787 176.2827 147.2684 175.5084

23585 --- --- 77.48374 143.9069 107.4152 196.25
8906 NM_022769 CRTC3 1311.748 1373.27 927.0797 1511.962
1984 ENST0000032C1orf180 106.6125 118.8184 83.72346 141.1469

28772 --- --- 69.20663 71.10792 75.16329 56.8845
16744 NM_018837 SULF2 46.70568 34.73181 17.68559 49.20806
6252 NM_001516 GTF2H3 1693.945 1556.183 1629.916 2385.287

21648 NM_024594 PANK3 2072.992 1803.44 1765.297 2588.698
25789 NM_001161 NUDT2 411.4043 365.8401 308.5397 519.1684
18494 NM_003741 CHRD 129.0829 110.805 134.3338 141.0108
14359 NM_015147 CEP68 230.735 319.7415 263.5525 312.5491
4813 NM_00101270KRTAP5-4 210.2785 197.7125 213.6917 246.5022
1118 --- --- 184.5382 212.3145 190.0884 170.9318



12913 NM_014209 ETV2 497.8314 495.5304 469.4637 496.3376
12074 NM_207368 LOC348262 402.3413 362.4053 402.6222 486.2828
14385 --- --- 346.032 411.98 325.9629 403.3098
17432 NM_152513 MEI1 331.2266 338.7406 306.3823 348.5271
24916 NM_018972 GDAP1 417.3439 571.6556 508.9489 449.5073
14314 NM_152994 CCDC128 321.291 467.1701 248.3055 577.2894
9152 NM_016304 C15orf15 912.2397 1314.181 1054.869 1335.703

12114 NM_006788 RALBP1 1558.78 1219.201 1394.761 2168.672
19231 --- --- 15.21833 21.09114 16.48021 15.57474
12573 NM_0011026 ZNF554 160.5392 170.4015 144.1357 182.173
11176 AK097965 9-Sep 129.1535 125.0393 118.52 120.7909
23782 NM_00100874RAB19 103.1222 106.1668 125.253 137.2314
25705 --- --- 247.6551 169.658 219.7807 367.8275
20732 ENST0000038FLJ41309 46.62374 37.25129 30.66955 31.04314
1270 NM_018060 IARS2 2515.311 2606.44 2656.45 2532.167
9204 NM_014736 KIAA0101 1843.563 1155.258 1771.355 2686.906

18974 NM_002338 LSAMP 172.5012 608.9069 239.3055 36.71237
9861 NM_00101298C16orf86 151.532 158.5525 150.4048 170.1711
3460 --- --- 502.6705 158.7102 627.6589 664.2575

25234 NM_0010993 PHYHIP 117.8963 110.0474 124.9882 130.3117
16795 NM_014258 SYCP2 62.54707 260.0916 103.7474 8.150006
4842 NM_020402 CHRNA10 186.0898 179.79 162.2201 223.664
8352 NM_177438 DICER1 2107.974 2364.542 2945.76 3227.076

12769 BC069223 FLJ25328 112.8548 106.5042 103.472 114.8332
24980 --- --- 13.51212 9.157557 14.96651 55.05721
9237 NM_006305 ANP32A 1993.509 1716.354 2018.238 2737.754

24266 NM_152748 KIAA1324L 401.0944 440.2943 298.8878 530.8832
1370 --- --- 2.820594 1.89503 2.465383 0.00380453

11806 NM_012329 MMD 1131.34 1442.507 1136.108 1413.794
11151 NR_003587 MYO15B 99.46726 89.32919 89.13716 97.59846
24216 NM_001306 CLDN3 906.639 965.8546 809.1114 950.7211
6834 NM_0010993 C12orf42 77.67917 76.05004 75.93159 95.29371
6937 NM_139015 UNQ1887 1674.269 1716.138 1724.082 1772.906

27292 --- --- 214.8497 196.7492 228.1663 242.2122
24430 --- --- 175.7145 236.936 194.905 175.2832
5218 NM_031472 TRPT1 289.0304 275.9426 274.008 253.4408
1017 --- --- 114.174 98.78072 113.5647 115.9949

28856 --- --- 350.982 368.214 399.5516 398.2004
10511 AL137382 LOC146429 282.4069 271.3317 283.5972 300.2287
9122 --- --- 15.27697 20.59114 21.2797 14.46285

25613 NM_020863 ZFAT 480.4114 371.5729 520.2543 578.3723
16038 NM_145702 TIGD1 600.7197 650.9063 522.3873 548.0103
20728 NM_032280 ZCCHC9 1246.497 1221.822 1376.497 1161.099
24114 NR_002919 SNORA5A 708.0463 570.0471 564.2623 766.0215
1322 ENST0000036RP4-621O15. 160.3495 143.7785 93.02166 182.3992
8861 NM_023003 TM6SF1 40.09367 42.24816 42.28986 42.34941

13699 NM_00102559LOC284402 71.45078 65.93426 82.04868 94.351
413 NM_019100 DMAP1 638.1714 584.0732 522.8511 719.5817



3240 NM_017893 SEMA4G 172.4736 312.7209 196.3843 136.1347
20428 NM_020870 SH3RF1 1018.954 769.3282 958.1139 710.8549
2703 NM_017982 SUSD4 343.0371 286.5225 351.7693 427.2312

12722 NM_152654 DAND5 72.92634 77.54032 72.48006 76.05903
6063 --- --- 31.45688 28.16275 29.94913 16.59627

10921 NM_001661 ARL4D 402.6629 356.8989 348.4293 407.6459
902 NM_130898 CREB3L4 168.1796 163.3424 144.9953 184.9345

10780 --- --- 24.55702 22.85703 28.95271 31.6592
18280 BC032772 LOC10012555 639.286 884.0696 727.381 503.0569

847 NM_012432 SETDB1 589.1165 524.7429 608.0467 703.6715
2260 --- --- 13.79488 9.871271 11.52964 24.36477

20172 --- --- 26.78917 21.48532 18.85822 15.10083
22655 NR_003140 SNORD117 333.6209 394.0833 327.5397 320.9031
5605 --- --- 69.86414 50.3269 74.92168 77.37119

20918 --- --- 23.65154 5.465399 23.89649 27.1825
26030 --- --- 586.274 488.5739 783.9959 698.9823
15887 NM_004071 CLK1 323.5389 419.1383 276.7 416.8761
25803 NM_006285 TESK1 1196.856 1137.231 1043.736 949.5658
4457 NM_018043 TMEM16A 91.41841 77.9019 82.30032 97.04376

21548 NM_002109 HARS 3431.34 3174.635 3784.903 3196
1435 NM_203477 MGC70863 1847.573 1799.186 1864.454 2136.65
4250 --- --- 66.67783 56.1608 71.37953 90.83016
9710 NM_0011229 BCKDK 1035.363 1102.384 1039.98 887.3849

12284 NM_014177 C18orf55 659.8548 569.8721 796.81 567.6881
26595 NM_016481 C9orf156 282.9289 178.9559 247.1366 356.6786
18950 XM_00172699LOC644950 46.66848 29.93596 31.38731 48.24038
19947 --- --- 37.69547 33.25026 37.4714 37.91793
28411 NM_005453 ZBTB22 490.1327 469.945 413.7993 542.2079
14788 --- --- 20.05351 31.73229 54.95136 47.54289
12934 --- --- 204.5827 228.4954 187.8983 192.3069
14307 NM_020458 TTC7A 480.4682 298.4726 393.3617 519.0035
9270 NM_020447 C15orf17 329.5988 373.5294 301.8279 411.0457
6688 NM_020142 NDUFA4L2 157.6001 183.4341 172.2016 177.9841

10394 NM_005072 SLC12A4 1361.943 1194.021 1323.694 1048.143
13166 BC033237 MGC45922 149.4062 153.5904 147.1466 155.4991
19726 ENST0000030SAR1P3 80.70485 44.96126 75.69673 111.0629
20139 --- --- 718.3915 684.1335 747.3203 928.5142
4973 NM_004179 TPH1 114.9695 94.67478 136.6709 99.24485

25653 NM_078480 PUF60 1484.064 1088.314 1300.762 1568.412
20208 NM_004827 ABCG2 207.8418 129.5846 287.0187 147.3152
19245 --- --- 66.03437 67.12341 53.66304 81.24652
22441 NR_003288 LOC729603 312.0971 294.2074 253.3508 317.6191
2251 NM_018178 GOLPH3L 1416.969 1046.193 1180.784 1908.242

14338 NM_002908 REL 616.184 857.5359 830.5127 668.6832
22011 --- --- 45.19563 49.1714 57.8047 67.47141
5420 NM_005591 MRE11A 717.922 392.558 422.5923 883.9485

22358 --- --- 45.50283 55.80415 55.32866 59.54827
15174 --- --- 212.3868 172.6282 169.219 213.9176



17586 NM_021916 ZNF70 367.6115 494.8439 420.8062 320.4891
2041 --- --- 32.14797 61.17221 35.46727 23.02965

15369 --- --- 154.7839 162.2623 127.3918 164.0147
23476 --- --- 1.341373 1.758915 1.983492 2.87562
5069 NM_015308 FNBP4 1229.322 1175.947 1187.107 1499.606

12633 BC029824 C19orf45 116.0684 115.192 119.7096 127.356
9296 NM_025234 WDR61 883.7243 1072.895 951.658 848.4557
366 NM_012421 RLF 1078.519 1405.916 996.8264 1822.404

4436 NM_017857 SSH3 317.6875 281.4358 302.3629 341.1036
5551 --- --- 303.883 246.0637 182.6414 336.2702

26652 NM_012212 LTB4DH 994.1509 746.5687 694.0532 1367.4
22926 NM_153816 SNX14 1033.968 1037.746 1120.517 1456.986
11947 NM_004035 ACOX1 845.782 913.726 757.2509 1018.851
11317 NM_053285 TEKT1 44.39024 38.63743 43.08009 55.20084
2444 NM_015441 OLFML2B 182.2134 119.237 177.6543 108.856
2748 NM_024554 PGBD5 76.10509 69.12954 70.36552 80.69382
8910 NM_006122 MAN2A2 844.6973 1401.517 998.1658 748.199

13576 NM_004146 NDUFB7 879.275 913.7811 851.4102 912.2994
8265 --- --- 252.5876 241.4083 250.8931 261.47

24349 NM_030935 TSC22D4 366.2404 400.5518 446.4839 374.2563
2326 BC127710 C1orf189 61.9262 53.06029 69.26488 71.93918

11517 --- --- 4.779877 7.178751 12.08669 10.63243
28052 NM_080701 TREX2 219.7206 224.6344 224.2718 255.375
12785 NM_00103354C19orf62 1794.278 1876.035 1698.602 1727.08
11713 NM_014233 UBTF 1860.43 1479.883 1707.99 2182.593
14787 --- --- 1.634206 3.193236 2.831585 4.615913
3094 --- --- 70.01361 67.77856 79.90332 79.83796

23684 BC031976 C7orf53 67.76663 101.5844 67.89249 54.46498
1764 NM_000831 GRIK3 175.3649 195.4325 187.6845 201.3945
3630 NM_152707 SLC25A16 354.8174 424.3851 234.1735 464.3989

16399 NM_080821 C20orf108 839.5204 2190.55 1240.9 439.7826
19807 NM_015196 KIAA0922 770.963 677.3549 934.2326 700.9329
8944 --- --- 21.23856 20.36641 21.31001 25.94773

28582 --- --- 82.90819 93.15714 89.68475 124.6852
3219 NM_024954 UBTD1 780.546 715.1853 650.3156 791.8593

14661 NM_002101 GYPC 522.529 2243.749 797.8347 18.2744
10386 BC008284 C16orf48 205.004 173.2876 186.2248 215.7138
12529 --- --- 5138.069 5116.577 4540.339 5196.341
1027 NM_00110244RGS4 322.7557 139.9392 147.4503 1634.19

22699 NM_000593 TAP1 1854.363 1741.25 2311.334 1247.384
28401 NM_000593 TAP1 1854.363 1741.25 2311.334 1247.384
28522 NM_000593 TAP1 1854.363 1741.25 2311.334 1247.384
6030 NM_014505 KCNMB4 459.913 945.1085 795.5406 369.2002

22275 --- --- 45.12229 53.04017 41.75057 52.50328
24708 AY176665 NSAP11 63.74058 55.97261 75.44483 83.3107
16870 NM_021219 JAM2 199.7563 820.3526 981.3318 96.42515
26642 NM_003329 TXN 2406.449 2241.229 2786.769 1807.489

736 NM_004258 IGSF2 119.7113 135.0244 252.5177 81.57475



7216 --- --- 1735.152 1424.611 2112.719 2145.407
19481 NM_00108050SHISA3 429.0097 91.17609 78.63982 504.2913
21527 NM_004134 HSPA9 6408.732 5665.542 5249.071 7231.985
24995 --- --- 2.629379 1.979951 1.202704 1.336007
22996 NM_014797 ZBTB24 545.5624 618.4421 498.8724 805.896
13822 NM_002573 PAFAH1B3 1289.169 1344.217 1340.567 1492.337
22504 NM_153003 OFCC1 43.54562 44.82497 50.81337 34.90905
6836 NM_016575 NT5DC3 1197.203 2816.362 1232.159 610.4244
7709 NR_004844 LOC645683 335.2071 338.3181 301.5727 387.9672

16807 ENST0000037RP11-93B14.6 192.3355 182.6727 198.2066 198.0079
24582 NM_080871 ASB10 87.76927 63.8205 89.04504 91.44206
9218 NM_004884 PUNC 281.4555 258.5399 240.1691 223.5821

22320 NM_032784 RSPO3 47.92746 33.38659 46.35975 54.22427
25531 --- --- 178.2998 142.1608 166.5053 191.4474
3112 --- --- 75.88285 94.67511 72.89614 94.2872
7267  BC110413 RP11-45B20.2 20.35361 9.162464 20.27254 42.42131

26043 NM_00101799GNG10 710.3752 856.5269 794.4427 735.7861
28637 --- --- 4.891711 4.551507 4.36763 2.707194
19267 NM_001048 SST 180.5527 181.2693 185.8131 194.9729
7077 NM_007187 WBP4 413.6754 205.2315 319.5052 674.7922
7472 NM_003576 STK24 3057.755 2549.708 3228.016 2305.014

24704 NM_006197 PCM1 1494.046 1338.083 1798.858 1371.178
8901 --- --- 560.0485 494.0002 501.7809 545.3029
9454 --- --- 111.0809 90.82445 113.2502 128.7349

27774 --- --- 1110.038 1258.986 972.9835 944.2228
2499 NR_002746 SNORD47 745.3438 791.121 963.3105 942.0313

22694 --- --- 65.56239 92.18604 166.7875 52.1325
5689 NM_000319 PEX5 615.6605 504.942 490.0352 742.6238
6817 NM_152788 ANKS1B 79.28159 83.69098 78.72806 88.16551

10353 NR_002978 SNORA46 96.63065 64.2979 68.43867 118.8994
961 --- --- 381.3001 436.9823 529.5381 243.9686

10389 --- --- 115.6874 151.2075 114.8205 92.64532
6009 NM_003483 HMGA2 2267.028 2121.185 2749.566 2065.666

23551 NM_181646 ZNF804B 52.96051 63.03816 55.65335 61.49902
12885 NM_005499 UBA2 5092.043 5079.186 5859.121 4885.05
16513 NM_001810 CENPB 918.3877 761.8697 892.7621 1001.379
10426 AK128439 LOC10013036 170.8274 142.1577 165.6117 179.1159
16144 --- --- 4.3857 1.602863 9.717612 0.01983355
23698 NM_012281 KCND2 33.42698 33.40382 40.16054 42.85319
10579 NM_004703 RABEP1 1207.595 1367.126 1335.771 1257.094
7863 NM_006888 CALM1 2935.302 2484.379 2273.643 3664.435

27178 BC029480 LOC554203 166.6714 137.4056 140.1216 247.7425
4604 --- --- 26.1277 11.98501 21.9779 12.62589

26596 NM_018437 HEMGN 26.07129 14.58943 26.46303 28.37245
14519 NM_0011013 LOC120126 20.9608 19.83599 25.76665 15.10078
15517 NM_0011013 LOC120126 20.9608 19.83599 25.76665 15.10078
4558 NM_0011013 LOC120126 20.9608 19.83599 25.76665 15.10078
5405 NM_0011013 LOC120126 20.9608 19.83599 25.76665 15.10078



10906 NM_032353 VPS25 2931.296 2533.739 2647.725 3038.119
2397 NM_003126 SPTA1 35.00826 35.87436 41.76184 40.36281
6594 NM_001971 ELA1 131.6389 142.6261 132.3288 97.6405
7972 NM_006427 SIVA1 684.676 587.6907 656.2979 725.6995

13232 NM_006863 LILRA1 53.79964 68.74323 66.72369 84.09179
5115 NM_033396 TNKS1BP1 461.7073 559.5393 488.6769 575.8004
8587 ENST0000031C15orf54 278.2656 169.1299 743.3995 23.1921
3096 NM_173540 FUT11 1778.687 1974.242 1592.814 2007.704

19312 --- --- 234.8508 206.1189 275.6557 264.3957
22298 NM_014034 ASF1A 1515.949 1237.661 1321.536 2184.409
27793 --- --- 11.62151 8.898289 9.296108 5.103823
12079 NM_002359 MAFG 1676.15 1272.432 1217.128 1597.732
26039 NM_005592 MUSK 60.19145 75.58308 60.97785 44.11479
15566 NM_032718 MFSD9 287.4392 262.0822 272.1192 254.5121
12007 NM_000918 P4HB 9489.248 10953.35 9001.657 7926.373
24917 --- --- 615.3727 699.8945 594.6362 598.9241
19047 NM_020741 KIAA1257 175.2669 142.3915 165.0295 179.8141
12670 NM_018381 FLJ11286 439.7082 762.5325 512.0524 293.7047
23258 NR_002217 PMS2CL 417.5043 638.9454 522.9888 400.4099
7516 BX647655 DKFZp451A21 135.4554 128.6553 136.3493 138.6265

17190 NM_017929 PEX26 1555.943 1453.251 1490.042 1267.973
1209 NM_212503 PCTK3 164.0004 318.3535 178.2569 296.6511
8785 NM_000761 CYP1A2 164.3175 177.1005 154.973 180.043

15726 NM_198557 RBM43 317.7402 382.7823 356.6239 319.1941
5001 --- --- 110.8053 23.92715 154.011 185.8226
6689 NM_145064 STAC3 117.7518 129.7247 100.8398 132.8783

14881 --- --- 44.9877 37.44771 48.02983 46.80736
11389 XM_942039 LOC388339 1628.581 1827.377 1613.182 1749.913
2501 NR_003939 SNORD79 346.0257 300.8353 431.4452 442.9061
3768 NM_032900 ARHGAP19 831.7296 433.4644 539.8732 1239.172

18788 NM_032750 ABHD14B 835.7917 989.5168 915.7925 1007.37
23948 --- --- 6.183675 5.565229 4.220212 8.145146
15014 NM_138802 ZFAND2B 996.0519 880.1824 879.9039 1028.874
15536 NM_017789 SEMA4C 837.1372 1298.232 900.1696 605.3677
25113 --- --- 295.201 257.2993 255.5518 318.4675
7784 --- --- 110.9659 90.48121 110.7894 113.2236

16855 --- --- 15.25045 34.67781 28.52654 39.34399
20601 NM_002495 NDUFS4 587.4326 606.8388 525.0923 890.2289
15384 NM_181784 SPRED2 2289.763 2390.528 2333.618 1732.521
9570 --- --- 2571.159 1115.796 3032.031 201.3546

27679 NM_018159 NUDT11 62.01415 254.6642 100.1195 5.16652
8112 --- --- 818.6588 678.623 1010.074 916.6074

25505 --- --- 49.76575 57.51273 56.27888 51.84708
65 NM_004781 VAMP3 3910.688 4548.294 3768.057 5110.95

3904 NM_173575 STK32C 187.8008 214.9219 159.1298 202.3565
22787 ENST0000037TRERF1 405.283 202.9353 337.9453 440.8599
1358 NM_080738 EDARADD 812.4329 692.044 783.9244 888.9144

10310 NM_033226 ABCC12 71.40322 95.98104 77.10908 69.27625



6478 NM_016551 TM7SF3 2916.27 3848.814 3102.035 2780.616
9347 NM_014300 SEC11A 1515.383 1480.293 1362.745 1637.412

13796 --- --- 162.9517 268.1168 155.7637 130.3467
23107 NM_182503 ADAT2 653.4181 654.4567 691.239 650.0922
18257 NM_175862 CD86 34.24343 28.9048 35.56807 29.43643
6559 NM_015086 DDN 239.4167 241.8162 199.1946 254.9667
643 NM_033055 HIAT1 2990.882 2556.198 2898.783 3309.22

11034 NM_003488 AKAP1 1308.21 762.8534 1176.471 1517.583
28160 ENST0000030RBMY1A1 11.39993 11.47285 13.22161 12.66269
5056 NM_001610 ACP2 1368.788 1530.364 1816.663 948.1577

23348 NM_007252 POU6F2 1718.145 232.6438 2200.42 118.8463
12548 NM_001280 CIRBP 1339.304 1190.285 1119.564 1998.136
17104 AY204749 C21orf24 59.4834 81.11418 50.57835 81.54711
24723 NM_022749 RAI16 597.3388 572.4932 550.0491 472.6863
7867 NM_017437 CPSF2 2190.366 1974.217 2106.725 2959.613

22672 NM_005527 HSPA1L 109.7436 117.1061 117.3009 111.4737
28381 NM_005527 HSPA1L 109.7436 117.1061 117.3009 111.4737
28505 NM_005527 HSPA1L 109.7436 117.1061 117.3009 111.4737
25394 NM_006837 COPS5 666.7053 391.1322 601.8604 996.7346
22507 ENST0000037C6orf52 61.36887 58.9603 74.76972 85.16652
24976 --- --- 25.67142 59.44513 28.59594 16.00044
25369 NM_017813 IMPAD1 2586.996 2769.625 1887.38 3174.178
8535 --- --- 400.6847 409.6565 388.6571 418.5518
8538 --- --- 400.6847 409.6565 388.6571 418.5518
9016 --- --- 400.6847 409.6565 388.6571 418.5518

20462 XM_373042 LOC391722 988.9825 762.9839 920.5958 1268.984
18979 --- --- 7.027509 7.510675 10.47709 6.876272
2796 NM_014322 OPN3 938.062 876.3042 1172.623 831.3771
7721 NM_002892 ARID4A 215.2967 213.7683 204.7996 346.0786

12160 --- --- 149.8534 165.9706 133.9501 141.9146
16667 NM_002895 RBL1 1303.054 1051.477 1269.893 1104.02
12804 NM_015016 MAST3 587.8054 776.2777 622.6871 498.1135
3542 --- --- 59.97799 48.72176 49.97095 42.56894
3142 --- --- 26.02173 16.24088 19.71504 8.226227
2063 NM_00107739DPH5 262.3866 252.5443 220.6511 385.0136

28147 --- --- 86.5415 68.93106 81.45132 90.31833
28223 --- --- 86.5415 68.93106 81.45132 90.31833
23727 NM_022742 CCDC136 126.6999 121.4641 152.4515 122.8762
12026 BC009297 FLJ22222 292.3584 287.9239 293.1352 340.7509
11591 NM_199247 CACNB1 385.4667 327.6418 259.127 407.8222
8810 NM_152335 C15orf27 73.20911 84.22395 72.26479 88.29771

18576 NM_133480 TADA3L 931.1206 1245.56 947.9977 679.7466
21364 --- --- 30.48717 20.98802 23.24042 20.79337
6755 NM_007350 PHLDA1 4139.642 5544.563 3988.685 3328.823

14134 NM_007099 ACP1 1527.622 2483.111 1659.827 1313.791
11639 NM_033188 KRTAP4-5 101.1969 88.7665 100.8387 89.1125
10377 NM_013241 FHOD1 779.4804 544.1051 721.5491 591.8141
10204 NM_015044 GGA2 1265.857 1560.949 1411.049 1234.61



26973 ENST0000035FLJ32742 31.69713 55.92034 32.31852 21.21461
26055 NM_004697 PRPF4 2140.413 1882.43 2478.303 1940.523
15396 NM_002056 GFPT1 3245.782 5226.058 3775.075 2057.474
24814 NM_020130 C8orf4 44.71245 37.16571 37.29719 48.36303
22313 NM_00100339TPD52L1 723.1713 680.4542 936.199 556.2543
10461 NM_012091 ADAT1 1931.601 1487.736 1902.306 1609.828
25317 NM_024645 ZMAT4 79.02111 71.22844 76.07104 78.88765
10625 NM_203411 TMEM88 202.4259 266.3573 224.1186 165.0471
26524 NM_002140 HNRNPK 8352.845 7697.931 8182.311 10005.13
17585 ENST0000034LOC10012838 1112.546 1372.149 1008.298 971.7855
13225 NM_024075 TSEN34 542.6606 620.9743 589.8971 540.0119
1247 ENST0000028C1orf97 232.9899 266.8486 236.8737 369.9359
1586 NR_004421 RNU1A 9427.338 7481.658 10525.97 10337.36
159 NR_004421 RNU1A 9427.338 7481.658 10525.97 10337.36

1592 NR_004421 RNU1A 9427.338 7481.658 10525.97 10337.36
163 NR_004421 RNU1A 9427.338 7481.658 10525.97 10337.36

2217 NR_004421 RNU1A 9427.338 7481.658 10525.97 10337.36
26754 NM_006336 ZER1 900.4117 927.0837 877.4314 1034.519
7737 NM_006255 PRKCH 657.5213 831.5685 645.0591 587.5375

21998 NM_006772 SYNGAP1 374.8496 316.4616 377.3396 293.0008
21976 NM_000500 CYP21A2 114.1882 124.0663 107.806 120.7778
6083 --- --- 420.1539 353.574 418.4587 442.5089
4387 --- --- 486.9909 906.6183 550.8964 458.0911

19251 BC150565 LOC285382 2304.197 855.0416 3714.185 501.8824
14936 NM_024744 ALS2CR8 120.2557 167.6513 117.8265 169.991
25831 --- --- 87.6606 80.79251 80.48583 77.86305
25837 --- --- 87.6606 80.79251 80.48583 77.86305
26634 NM_032012 C9orf5 2736.645 2901.53 2535.755 2886.698
26624 --- --- 172.5321 186.743 179.0689 157.0381
9401 NM_203472 SELS 810.1676 869.6943 827.8477 821.3502

18895 --- --- 55.39885 62.91587 65.82892 80.7876
14975 --- --- 2.726571 3.66981 3.017615 5.180691
11252 NM_006445 PRPF8 6185.842 5283.173 6028.437 6641.461
13788 NM_178830 C19orf47 953.7672 834.902 1011.709 749.1312
11433 NM_020652 ZNF286A 380.2597 468.4948 592.7813 388.918
17220 --- --- 79.51442 68.44257 93.11765 63.01744
17242 --- --- 79.51442 68.44257 93.11765 63.01744
17557 --- --- 79.51442 68.44257 93.11765 63.01744
17336 NM_016733 LIMK2 1210.288 2741.9 1658.048 901.5023
14808  ENST000002 EIF2S2 1067.917 1003.779 1184.036 1392.5
6561 NM_003482 MLL2 1463.996 1062.885 1278.413 1549.227
4062 NM_003390 WEE1 1132.4 1200.755 1133.758 1512.388

18847 NM_018008 FEZF2 289.801 270.3252 277.9034 292.4201
12816 NM_018316 KLHL26 298.3715 285.7871 287.0344 308.5286
11898 NM_017983 WIPI1 1385.84 3991.717 2306.554 720.7224
12325 NM_000970 RPL6 6415.189 6880.938 6596.936 7743.315
24867 ENST0000037T1560 246.7361 270.1985 241.3638 218.7529
2419 NM_002857 PEX19 1220.752 1105.889 1225.944 1029.494



25652 NM_182706 SCRIB 382.6973 283.8325 348.0991 456.0135
25992 NM_003275 TMOD1 255.0359 458.6586 326.6102 212.6936
12331 NM_00104238PPP4R1 2300.004 1504.149 1829.576 2836.315
26602 --- --- 151.6762 121.2111 196.2809 182.8121
18154 NM_182896 ARL13B 920.1937 636.2541 863.9112 696.3046
13135 NR_000020 SNORD33 6941.062 8258.678 7777.908 8198.944
1284 NM_001748 CAPN2 6401.552 4876.011 6561.089 7663.108

13377 NM_032737 LMNB2 4516.687 2860.765 3721.89 5484.113
17126 NM_024022 TMPRSS3 55.59883 66.86255 57.24982 65.67056
16791 NM_001336 CTSZ 4268.607 4720.597 4296.38 3906.449
16528 NM_015939 TRMT6 1760.145 1488.092 1995.436 1608.823
28655 --- --- 0.00563378 2.227886 8.914045 15.91402
18715 NM_014159 SETD2 2014.312 1486.538 1680.115 2335.852
6475 --- --- 60.34695 82.49535 49.87395 47.72482
2390 NM_001764 CD1B 36.87017 40.9403 31.46325 29.65665

22492 --- --- 77.72732 22.1368 76.88997 94.59157
28326 NM_000500 CYP21A2 104.6558 115.7627 98.65095 112.9077
28460 NM_000500 CYP21A2 104.6558 115.7627 98.65095 112.9077
26193 --- --- 15.38797 16.28017 12.99317 19.43419
3948 NM_002458 MUC5B 162.8564 164.542 210.581 155.86

13625 NM_002866 RAB3A 477.8386 1158.399 656.931 145.2649
8966 --- --- 1309.417 1002.795 1294.729 1570.324

18312 --- --- 53.17326 42.90795 51.40677 57.52738
13539 NM_020714 ZNF490 479.0655 504.5776 456.5693 435.8285
9830 --- --- 226.9297 7.19176 267.8323 289.0896

23886 NM_145292 GALNTL5 49.69893 43.05468 46.88646 61.06495
9389 --- --- 0.00486827 4.501747 4.30187 11.59501

25383 NM_004820 CYP7B1 749.4694 2410.175 827.3604 131.7416
28053 NM_080701 TREX2 193.6711 222.821 212.2226 243.5148
26701 NM_014222 NDUFA8 1062.437 971.6653 1328.4 1008.061
23949 NM_014413 EIF2AK1 4378.581 3845.832 4293.5 3867.814
13136 NR_000019 SNORD34 496.4232 486.1485 586.7493 577.1003
6956 NM_032554 GPR81 212.6417 105.8975 125.8057 318.4307

28171 BC118988 C20orf69 501.4395 783.2368 588.9427 351.894
28259 BC118988 C20orf69 501.4395 783.2368 588.9427 351.894
25396 NM_020361 CPA6 30.13359 22.50676 32.54104 43.79913

914 NM_000748 CHRNB2 218.696 213.6251 237.6849 239.9371
10331 NM_145024 CES7 90.05295 88.456 130.1359 145.2296
4153 NM_014344 FJX1 846.8721 409.7914 898.9933 1260.795

16357 NM_080603 ZSWIM1 839.7264 822.9107 858.2899 910.0272
10656 X52357 ZNF29 110.6251 98.15965 96.42106 121.0879
28855 --- --- 88.44986 76.74094 79.2576 64.37989
8853 NR_003661 FLJ43276 415.4146 450.1382 385.8225 497.6702

13543 NM_001930 DHPS 1104.719 1251.579 1215.921 754.5565
10562 NM_182538 SPNS3 161.9055 166.2378 149.3241 172.7271
7458 NM_007084 SOX21 219.2622 207.5666 198.0356 220.4708
6239 NM_003677 DENR 1065.964 709.1729 921.8846 1454.054
8570 --- --- 130.0086 165.1124 129.8123 114.4382



21462 --- --- 459.1208 432.567 558.7808 512.5929
4222 ENST0000033OR5D3P 106.042 83.6149 111.1229 110.1915
942 NM_022367 SEMA4A 170.7741 150.6976 157.7047 174.0617

12853 --- --- 4053.056 4531.896 4261.003 5036.719
11656 NM_002276 KRT19 101.6856 110.7774 100.1078 127.2226
26838 NM_053045 TMEM203 963.6582 879.3917 956.4058 900.6643
6218 NM_014730 KIAA0152 3619.93 3584.357 3115.606 3182.314
998 NM_005600 NIT1 840.096 739.2463 926.604 650.5836

19727 --- --- 11.63984 10.08912 15.83532 10.29876
6719 --- --- 17.6096 16.02563 26.62085 25.99574
7767 NM_002877 RAD51L1 318.9164 303.4818 209.8989 470.3899
9893 NM_017990 PDPR 1893.926 1640.064 1860.109 2020.309

26356 NM_004925 AQP3 406.9135 448.3731 415.8027 321.8756
13722 NM_006233 POLR2I 580.4073 514.8055 670.0758 517.9417
16622 NM_002657 PLAGL2 1217.082 877.0099 1208.788 1354.96
22889 NM_001000 RPL39 3455.672 3691.102 4083.035 4387.238
14042 --- --- 42.04156 27.7168 41.48898 42.53938
4041 NM_00100468OR2D3 40.64478 36.47025 37.0042 48.52201
8362 --- --- 602.0517 483.2169 802.7523 703.9333

15790 NM_00108544LOC129881 6.715467 8.304503 14.0118 15.78721
17261 AF174606 SHFM3P1 461.6214 507.3063 407.9956 531.1301
26943 NM_006240 PPEF1 107.8831 79.31496 279.4538 24.60451
25179 --- --- 25.33243 23.33012 23.26699 25.49633
20926 NM_015669 PCDHB5 48.07356 234.2551 110.4097 13.1389
5679 NM_0010070 ATN1 1740.096 1131.009 1427.586 1797.542
4764 --- --- 17.95489 28.73329 27.92954 19.91767

20941 --- --- 167.7316 128.6432 140.3329 127.5857
11786 NM_030802 FAM117A 363.9627 486.8976 419.0803 232.1405
20924 NM_018937 PCDHB3 44.74062 99.23302 41.61515 19.46459
23459 NM_014478 RCP9 1027.525 672.9344 910.188 1311.289
6793 NM_003348 UBE2N 1033.864 1000.395 993.6767 1444.264

27709 NM_198510 ITIH5L 193.4544 212.2235 170.6999 160.7927
7305 NM_005584 MAB21L1 65.57339 74.77683 73.70988 68.76608

12674 NM_000201 ICAM1 2838.136 8041.291 5046.258 1449.577
1044 --- --- 20.90008 21.06006 28.60867 17.34747

26997 NM_012274 CXorf27 72.88644 54.44563 72.49722 53.68391
26774 NM_005312 RAPGEF1 830.8502 783.7279 770.5829 952.5496
5609 NM_007037 ADAMTS8 179.6704 170.5701 197.6447 193.881
6374 NM_000014 A2M 877.6961 3114.179 861.2316 24.6692

10493 --- --- 25.18404 29.75002 31.55206 26.15568
19313 NM_152617 RNF168 1092.071 692.3146 799.5834 1467.889
2339 NM_173852 KRTCAP2 1262.729 1044.37 1431.313 1407.417

22718 ENST0000035FLJ43752 90.61243 85.58736 102.2317 102.0847
11380 AK289624 LOC388335 87.57628 95.4663 100.1099 89.09103
26288 NM_000170 GLDC 532.0231 583.5038 663.7674 480.7908
14396 NM_003494 DYSF 128.0841 216.9082 52.1615 910.2639
6264 --- --- 63.67046 69.53626 53.49657 68.75626

13711 NM_144617 HSPB6 261.496 337.5897 273.7534 198.4554



7380 NM_002267 KPNA3 3790.253 2671.214 3227.545 5319.729
17647 --- --- 7.146454 7.969904 9.722625 7.295577
9858 NM_006565 CTCF 1475.818 1037.523 1322.745 1879.947

25876 XM_00171438LOC10013235 209.8096 275.4154 248.8958 173.5896
26439 XM_00171438LOC10013235 209.8096 275.4154 248.8958 173.5896
26443 XM_00171438LOC10013235 209.8096 275.4154 248.8958 173.5896
28638 --- --- 78.42673 84.13152 72.39723 71.16091
12300 BC014195 C18orf22 461.3654 474.4785 494.9443 427.9745
6823 NM_145913 SLC5A8 44.32708 48.28482 42.98205 29.92007
7790 NM_000021 PSEN1 1919.769 2039.54 2010.717 2272.787

21280 --- --- 28.30719 32.79436 31.1687 27.9818
512 --- --- 400.5735 457.0702 460.6446 454.2843

16056 --- --- 259.8077 250.003 259.3145 275.9892
5598 NM_014715 RICS 998.9368 763.2797 943.2457 752.6766
6128 NM_000980 RPL18A 10366.51 10812.61 9204.643 10642.75

19584 NM_001511 CXCL1 876.7073 7905.02 7097.592 505.3061
15276 NM_002759 EIF2AK2 1834.713 2093.441 1862.396 2407.939
24873 NM_017780 CHD7 1035.521 1121.407 1135.484 1494.512
16336 NM_003404 YWHAB 7291.459 6631.578 7015.511 7729.367
21204 NM_000949 PRLR 62.96458 71.10416 54.78003 127.7196
1666 NM_178422 PAQR7 280.8042 276.6142 266.5389 283.1135

11894 --- --- 80.46032 57.65081 69.13239 84.88515
22952 NM_145331 MAP3K7 2125.002 1610.08 1916.065 2601.746
21426 --- --- 745.5217 771.7476 889.0204 852.9471
10099 NM_003223 TFAP4 366.5174 299.768 349.237 398.7445
11329 NM_001307 CLDN7 122.5559 121.2726 120.4421 142.8811
26177 NM_013318 KIAA0515 2440.295 2335.478 2253.347 2590.599
28139 NM_00112266DDX3Y 75.6695 54.54573 83.72105 101.8695
21864 NM_005865 PRSS16 93.00403 108.4084 98.95848 108.4122
4306 NM_014207 CD5 126.1569 125.5963 144.5187 139.2465
3171 NM_012420 IFIT5 526.7519 505.1561 488.6508 671.6395
8847 BC066934 LOC10013486 428.7068 464.8393 398.3669 513.9977

19989 BC050697 C4orf30 1591.143 1476.683 1646.675 1796.459
21376 NM_198273 LYSMD3 1359.101 1018.36 1174.979 2099.754
5945 NM_000456 SUOX 617.2921 473.2962 654.5857 449.6511

12269 NM_012397 SERPINB13 37.60351 40.59111 44.6242 52.2005
8612 NM_002220 ITPKA 207.5593 197.3275 219.0534 212.8799

19775 NR_003675 LOC441046 470.1789 413.3656 412.8409 396.299
26739 NM_013443 ST6GALNAC6 681.5655 847.222 551.2576 800.3846
21986 NR_001435 HLA-DPB2 154.5895 132.9258 123.6931 162.1907
25865 ENST0000037FAM27D1 438.7866 813.169 607.1298 366.4281
6979 NM_133448 TMEM132D 87.4266 89.05566 84.00772 92.89783
6482 NM_183378 OVCH1 75.4604 77.96555 79.57651 68.8093
8740 NM_002755 MAP2K1 1357.424 1393.585 1363.535 1883.757
4804 NM_021128 POLR2L 4394.253 3106.154 3941.187 5503.745
640 NM_000028 AGL 609.238 631.4585 576.6749 1087.908

12432 NM_032124 HDHD2 1143.116 1051.685 1145.343 1088.366
15984 NM_024506 GLB1L 318.4841 599.7844 397.4677 264.6696



26059 NM_133374 ZNF618 1398.159 1202.694 1442.061 1187.659
20414 NM_012403 ANP32C 917.897 699.6013 897.6489 1311.581
11345 NM_004732 KCNAB3 72.7655 65.51499 74.6934 62.41513
26593 NM_139246 C9orf97 429.9364 411.8797 333.6021 568.7665
4476 NM_016730 FOLR1 131.2451 129.9134 145.8875 125.7349

12922 NM_199180 KIRREL2 121.9196 110.7542 113.6875 154.8504
2912 --- --- 6.045012 4.332455 3.324594 5.808875
4108 NM_144972 LDHAL6A 27.12575 34.30709 40.92444 52.04926
7775 --- --- 49.60649 45.77321 59.91729 67.15391

13998 NM_003830 SIGLEC5 108.7847 115.7325 127.7613 165.9857
3115 NM_033022 RPS24 1475.049 866.4883 1158.318 1839.102

28606 --- --- 38.29392 35.29451 38.19004 38.36373
12792 NM_012088 PGLS 485.8877 461.9842 398.3061 597.2034
25493 NM_005261 GEM 488.8709 309.3882 226.2787 1066.013
14651 NM_002193 INHBB 464.5161 546.2955 468.5392 513.3243
3831 NM_052918 SORCS1 160.4554 1003.722 515.2512 52.75054

19174 NM_0010386 B3GALNT1 724.5233 606.6974 729.4026 1000.04
2250 --- --- 13.86429 11.14766 14.08946 14.01918
838 BC027999 C1orf51 99.90348 142.4747 127.8264 84.91171

4922 NM_176821 NLRP10 37.26883 50.09665 58.95665 77.92745
5832 --- --- 9.790219 7.769086 8.532227 4.998061

23542 --- --- 206.8795 107.0272 179.2304 259.9609
19057 NM_00101739TMCC1 472.0609 423.0085 530.4318 658.4443
18424 --- --- 66.1219 50.13103 58.41059 73.82156
9900 --- --- 1120.896 1213.723 1042.627 1169.433
6451 NM_033123 PLCZ1 65.64246 54.30367 66.25854 105.2518

23999 NM_019059 TOMM7 639.2625 991.7219 695.978 565.9279
6140 NM_018157 RIC8B 581.0022 462.6685 600.7778 467.2015
2474 NM_000655 SELL 81.50488 97.43804 96.84606 69.89475
7820 NM_015072 TTLL5 2130.273 1568.365 1892.293 2817.94

11398 NM_006382 CDRT1 34.53543 42.98008 65.16759 20.82815
17882 NM_016474 C3orf19 242.9731 206.1663 188.4877 304.5863
14280 BC031410 C2orf58 43.09278 47.33574 51.21876 43.34638
25923 --- --- 8.254689 9.226515 9.30222 3.885252
13579 NM_013447 EMR2 137.8174 203.164 172.6663 134.209
17869 NM_138712 PPARG 545.5485 325.1065 441.606 1025.347
8109 NM_020529 NFKBIA 1192.886 1791.413 1763.837 1975.363

20764 --- --- 6.018691 5.154011 4.438851 3.714792
1711 NM_002379 MATN1 242.5792 194.4713 218.6761 242.7383

24733 NM_176871 PDLIM2 432.173 542.3353 460.6603 184.2265
24163 --- --- 363.7795 291.9383 415.1181 507.4924
12939 NM_144689 ZNF420 186.7385 228.864 209.1478 158.93
6096 --- --- 6.244637 5.587054 9.37604 2.320848

14237 NM_014748 SNX17 2193.176 2648.174 2258.443 2587.213
6892 NM_00102466RPL6 6502.441 6888.567 6668.458 7755.471

21375 NM_203406 LOC153364 355.8432 357.2824 268.6655 508.3675
16932 BC066653 DSCR9 85.52704 101.6747 106.6946 71.57207
23736 --- --- 56.95179 57.37056 40.96379 28.83313



21447 --- --- 100.8244 58.38643 89.98988 227.4943
16745 NM_020820 PREX1 783.4812 1695.796 1200.207 686.5687
22241 NM_001624 AIM1 307.6195 220.2857 96.43045 403.5695
10820 NM_017559 FNDC8 70.89324 58.35637 73.37437 79.70289
16128 --- --- 6345.769 6294.903 6200.072 6570.162
27902 NM_001000 RPL39 3345.948 3563.143 3944.555 4227.647
14228 NM_021831 AGBL5 653.9631 920.5861 642.0027 944.8872
8640 NM_016396 CTDSPL2 2175.471 1676.228 1775.651 2505.887

20560 NM_152295 TARS 3197.368 1889.167 2568.268 3757.776
17011 NM_0010137 LOC441956 58.4009 65.95499 70.84649 40.72665
8616 NM_014994 MAPKBP1 534.759 526.3943 574.6488 519.7895
7226 NM_015205 ATP11A 191.7112 528.1987 67.98857 579.3033

14206 NM_054033 FKBP1B 895.7955 1053.163 898.687 824.1111
19759 BC047037 LOC644714 136.8917 137.5459 150.1584 127.0226
1925 BC027878 C1orf87 83.07683 99.30168 94.57121 101.2362

19453 NM_018290 PGM2 2378.128 1619.449 1961.773 3494.945
5822 --- --- 58.88703 60.02959 53.55957 55.02874
1004 NM_032174 TOMM40L 469.3826 352.5245 500.695 396.0317

13515 NM_0010352 RGL3 161.3866 169.2364 136.0591 200.1689
19150 NM_020865 DHX36 1671.884 1369.625 1734.414 2270.288
24129 --- --- 404.5115 414.2969 496.0631 485.9267
15689 NM_002299 LCT 77.81107 69.90816 65.12228 74.60626
16134 ENST0000031FLJ33544 44.79349 43.46489 46.24099 45.82524
4448 NM_006019 TCIRG1 1807.68 1777.125 1754.673 1416.593

21144 --- --- 1.18527 0.6964285 0.2379199 1.979736
23424 --- --- 1.18527 0.6964285 0.2379199 1.979736
17275 NM_012295 CABIN1 1062.738 1300.937 985.9051 966.5817
1307 --- --- 100.0855 38.44374 153.4382 155.2494

28705 --- --- 42.33813 33.24451 50.93474 55.11541
19172 NM_002268 KPNA4 2200.513 1701.782 2063.196 2703.617
9069 NM_016642 SPTBN5 168.4905 153.4706 167.9761 142.232

14371 NM_019617 GKN1 78.49658 87.67451 77.12008 92.76495
21033 --- --- 14453.81 13656.86 13779.7 15954.48
14183 NM_005378 MYCN 145.4399 212.8146 200.0248 150.1081
15550 NM_207362 C2orf55 231.6275 238.3253 243.4412 257.3414
5784 NM_015000 STK38L 1310.985 1774.486 1218.16 1207.213
3969 BC098344 KCNQ1DN 159.9163 163.3373 159.5217 192.4602
2142 NM_001542 IGSF3 845.3076 1709.744 1068.137 521.1254

10385 NM_00108248ACD 489.5305 283.9609 399.6603 513.0725
15413 NM_032601 MCEE 287.8395 387.5516 283.7746 213.4998
10238 --- --- 308.142 515.7132 263.5029 209.4455
10242 --- --- 308.142 515.7132 263.5029 209.4455
28672 --- --- 175.7865 133.0896 218.2672 232.0067
2939 NM_021252 RAB18 855.7321 782.7936 725.8847 1350.253

24885 NM_015169 RRS1 1821.391 978.1547 1647.456 2402.007
3679 NM_003635 NDST2 542.8254 491.4933 418.2177 665.9766

14999 NM_021198 CTDSP1 1098.867 999.2086 938.5645 1069.115
10239 NM_0010318 BOLA2 3475.349 4397.733 3651.124 3463.586



13633 NM_012181 FKBP8 1385.059 1621.873 1076.499 1660.034
25084 --- --- 177.9088 187.1007 220.7441 209.2822
18644 NM_207359 GADL1 53.78473 57.73565 75.96177 75.42504
9696 NM_024031 PRR14 794.8749 687.1193 738.9578 778.1448

13195 NM_018260 ZNF701 67.91042 51.68733 33.41417 69.51423
20006 NM_015187 KIAA0746 519.4897 820.9197 376.658 1335.125
7252 NM_174928 N6AMT2 311.6834 200.4525 299.5591 522.836

20960 NM_032566 SPINK7 16.99513 25.57526 16.43126 14.98506
11679 NM_013290 PSMC3IP 549.5597 351.1748 475.9265 383.7306

877 AF005081 C1orf68 142.8433 161.7751 175.8182 177.7099
8541 ENST0000028GOLGA9P 150.5063 175.3219 177.8006 278.144
4058 BC093663 FLJ46111 460.5739 339.3718 411.5857 476.725

26109 NM_006195 PBX3 3191.606 1494.747 2106.438 4864.805
1420 NR_002141 OR2M1P 92.42811 71.51124 158.8863 37.55813
9364 NM_002693 POLG 521.2571 606.371 436.6119 665.5045

12411 NM_015476 C18orf10 3947.245 3461.537 3928.141 3451.943
21499 NM_00103350SAR1B 1251.782 1579.697 1552.045 1290.422
25269 NM_018250 INTS9 655.7806 680.0066 741.59 593.1152
17036 NM_007038 ADAMTS5 140.8858 123.8524 119.4361 161.6757
11453 NM_007202 AKAP10 800.8613 849.3427 788.7625 786.7689
27137 XM_00171637LOC10013013 374.5746 382.5006 372.8532 436.0776
25572 NM_005328 HAS2 318.4639 1351.192 506.6224 89.51501
22794 NM_000287 PEX6 386.6946 362.2552 348.9909 436.3647
14147 NM_080657 RSAD2 63.56821 91.39211 91.29831 52.815
21620 --- --- 40.73541 55.23074 48.11456 41.00674
12264 NM_017742 ZCCHC2 359.268 425.9183 527.131 341.1361
2679 NM_206933 USH2A 64.73734 63.12022 67.89311 71.76145

12764 NM_013938 OR10H3 114.6505 91.26982 158.6075 145.1139
12501 NM_138966 NETO1 42.0451 39.91089 64.11378 30.7786
5393 NM_007166 PICALM 5227.509 4093.587 4954.767 5742.427

17735 NM_002883 RANGAP1 2450.877 1810.638 2070.292 2897.832
6678 --- --- 81.85189 92.28837 97.21896 103.3918

16033 --- --- 25.93814 23.39569 23.46257 34.36601
5617 NM_014987 IGSF9B 89.19717 67.97087 87.03885 138.1695

25307 --- --- 121.4746 126.6246 129.7145 96.96821
28138 NM_004654 USP9Y 64.84534 52.75298 69.25922 82.6036
19720 NM_016599 MYOZ2 80.67593 103.7181 76.95493 95.2794
24725 NM_006129 BMP1 565.181 600.4399 600.1707 368.5641
26660 ENST0000027C9orf80 1258.187 1000.497 1490.309 1062.949
19529 --- --- 23.8348 9.451473 28.66808 65.05794
15779 --- --- 217.9605 192.8133 282.0804 253.5905
2761 NM_014801 PCNXL2 500.8423 601.4434 661.4474 370.2708
6824 --- --- 15.34556 10.55839 12.35001 5.923713

19987 NM_000320 QDPR 769.895 1092.879 844.782 775.2453
25404 NM_030958 SLCO5A1 42.88625 147.7561 64.89472 14.94501
15154 NM_018269 ADI1 1836.171 1244.009 1822.608 1379.347
21532 NM_005847 SLC23A1 142.7009 168.0754 166.3866 170.2501
24514 NM_022750 PARP12 1208.961 1264.547 1503.073 1048.579



10245 NM_006319 CDIPT 1245.649 1389.222 1541.955 897.3317
3277 NM_145247 C10orf78 225.2493 149.3833 164.3875 450.6796

17292 NM_032608 MYO18B 205.074 199.5608 199.4664 213.904
5340 NM_003356 UCP3 140.9915 122.5422 132.4907 143.9387
8433 NM_0010014 LOC283767 81.7608 80.69397 89.38638 78.468
2951 NM_024688 C10orf68 93.43217 107.0433 81.49352 118.6274

25006 NM_014673 TTC35 1035.122 722.8611 620.0849 1494.879
1858 NM_000778 CYP4A11 73.29325 63.70095 71.98247 88.03871

14840 NM_024501 HOXD1 297.4279 338.4123 266.2391 339.8665
23323 NM_001118 ADCYAP1R1 77.31231 96.16952 80.15395 89.66257
18325 NM_001063 TF 139.7681 229.1175 156.1444 114.6202
10157 NM_006985 NPIP 1591.541 1871.823 1660.78 1765.807
20513 NM_002454 MTRR 3053.876 3844.953 3418.366 3173.622
24848 NM_0010071 C8orf22 47.81079 41.3576 50.77299 58.37668
7635 NR_004421 RNU1A 9391.915 7453.758 10675.36 10355.47
8103 NR_004421 RNU1A 9391.915 7453.758 10675.36 10355.47
7292 NM_007106 UBL3 555.9293 1045.569 705.3691 491.7482
9429 --- --- 216.4757 249.2641 243.1162 251.9593

11008 NM_025149 ACSF2 348.8007 583.3922 238.8871 741.253
8790 NM_002435 MPI 953.4128 1783.248 986.3851 1701.26
4733 NM_052959 PANX3 116.056 130.2734 119.5274 99.00606
3939 AF435951 NS3BP 165.2098 140.5418 155.258 207.2062
6968 NM_001414 EIF2B1 2743.321 2367.805 3141.499 2504.166

21541 NM_001945 HBEGF 1566.402 1215.056 973.9589 1660.372
9784 NM_018233 OGFOD1 1492.892 1297.175 1550.891 1750.677

19972 --- --- 36.59604 31.4203 38.40506 43.13503
20836 NM_130809 PRRC1 2939.315 3005.639 2831.432 3340.974
5226 NM_004630 SF1 1888.261 1504.286 1807.027 2036.965

24749 --- --- 49.06463 51.76967 48.17329 60.63723
22863 NM_183380 DST 1524.89 1204.883 1494.3 2145.92
19293 --- --- 427.3039 249.2684 333.021 241.5918
6813 --- --- 84.03748 103.8825 88.1076 151.4076
4217 NM_00100470OR4C16 101.973 117.9189 134.4212 126.8353

22198 NM_015021 ZNF292 1439.13 1607.27 1400.1 2041.647
2820 NR_003134 LOC441931 37.57034 27.45213 31.57924 35.42146

21750 --- --- 698.4099 536.0587 559.329 1132.337
24624 NM_003970 MYOM2 53.54988 54.54428 49.94012 51.4061
13347 NM_0010330 C19orf6 3434.295 3403.426 2824.196 3497.812
4067 --- --- 110.4505 79.60798 158.6832 154.4852

22192 NM_016230 CYB5R4 792.2811 638.7461 676.0321 1054.574
4950 NM_015881 DKK3 2087.093 675.528 673.6437 2193.631

11841 NM_022070 HEATR6 1192.136 1109.322 1137.41 1561.8
26508 NM_004297 GNA14 79.16189 85.71737 82.1043 99.05025
16751 NM_006038 SPATA2 361.1677 394.041 470.1525 325.9471
9238 BC132845 C15orf28 200.8661 200.0939 162.9271 177.7729

15633 --- --- 2.792826 0.2189681 1.07176 3.52275
16794 XM_0017170 LOC645605 164.5999 135.1449 152.233 201.0213
24158 --- --- 1.296732 2.683953 0.6013349 2.892828



1552 NM_0010136 HNRNPCL1 85.66344 75.82008 98.54678 102.3065
6850 NM_012406 PRDM4 1100.045 885.8362 978.8917 1259.22

27452 NM_033085 FATE1 86.92165 77.90372 85.25463 64.22868
13086 NM_004491 GRLF1 2305.368 2507.989 3219.402 1918.818
27087 NM_0010053 MAGED1 3634.434 4594.787 3418.049 2688.56
3759 NM_015631 TCTN3 1743.493 1963.567 1399.661 1942.532
4554 NM_032681 SPRYD5 94.96583 155.5844 140.5771 71.56473
5409 NM_032681 SPRYD5 94.96583 155.5844 140.5771 71.56473
8999 --- --- 404.3138 427.7832 400.9573 426.1436

25935 BC108718 LOC389765 589.3714 469.5542 410.6468 814.9045
7634 CR595167 LOC644384 153.1411 109.3988 139.9512 187.8306

27370 NM_00100448OR13H1 25.36807 34.12357 39.998 25.8933
8842 NM_018689 KIAA1199 114.3135 715.0291 391.8037 43.42607
7674 NM_172193 KLHDC1 464.1215 539.293 403.9909 681.3125

15001 NM_007127 VIL1 88.3122 68.23693 104.5336 111.042
10663 --- --- 68.06316 81.05674 72.71873 65.04367
22845 NM_000846 GSTA2 178.7535 207.3655 171.9091 132.4809
15735 NM_019845 RPRM 267.4862 306.2704 278.8693 293.68
11687 BC122868 FLJ31222 276.0481 242.1073 219.9234 203.2106
12384 NM_198991 KCTD1 684.2166 587.9316 773.5413 592.2665

661 NM_018137 PRMT6 399.5663 346.0534 354.5891 559.3497
2926 NM_019590 KIAA1217 506.5008 520.3715 457.696 690.2751
954 NM_021948 BCAN 102.9479 100.7238 105.7796 127.7503

11469 --- --- 113.1156 148.3673 155.1609 222.84
24212 NM_032317 WBSCR18 376.6349 472.3068 475.0414 304.5238
6221 --- --- 668.2758 457.7685 671.7101 754.6346

20423 --- --- 75.9866 92.91939 76.12164 92.55427
8619 NM_212464 CAPN3 271.1295 377.5758 231.0543 373.558

19802 NM_00102559ARFIP1 1214.996 1224.399 1400.779 1237.17
12539 NM_024100 WDR18 935.5155 691.2596 876.462 924.6315
11808 NM_005082 TRIM25 1589.03 1414.214 1561.261 2618.651
26149 NM_019594 LRRC8A 1426.259 1301.153 1534.55 1580.011
24397 NM_020725 ATXN7L1 408.0834 390.5116 474.847 373.0792
2707 --- --- 1839.926 1405.549 1780.773 1914.492

20606 --- --- 33.67323 25.78714 24.49127 35.2451
19612 --- --- 191.4938 108.191 199.1837 264.6508
5573 NM_00100546OR8B3 35.02565 29.56334 44.40196 29.03639

25177 --- --- 7.419622 2.833109 8.34532 3.856037
6045 --- --- 899.4119 760.5062 1141.149 1000.622

22310 NM_0010108 RLBP1L2 32.46119 33.07364 32.44931 32.8629
2183 NR_004421 RNU1A 12850.38 9412.426 14293.32 14230.89
2194 NR_004421 RNU1A 12850.38 9412.426 14293.32 14230.89
4615 NM_000051 ATM 1242.592 1312.662 939.9686 1819.97
9995 NM_014972 TCF25 1175.71 1134.869 971.7697 1406.814

19418 AK124651 LOC285550 325.3294 376.0301 524.198 317.0205
27868 NM_003604 IRS4 136.6241 168.5684 185.2826 134.0059
5317 NM_001360 DHCR7 1506.388 1176.466 1460.944 2371.312

24946 --- --- 3075.545 2415.658 3388.797 3266.053



18065 NM_000839 GRM2 126.5644 140.864 130.4451 144.3367
11123 NM_000999 RPL38 6853.719 6644.02 7129.729 6966.179
16304 --- --- 68.53255 83.37066 72.40711 92.17384
7318 NM_016179 TRPC4 68.67141 67.65029 88.10108 60.12349
6714 NM_000706 AVPR1A 100.6168 93.29901 97.08248 87.43694
2407 NM_00100446OR10J5 28.83311 25.75049 37.21169 18.13889
3713 --- --- 84.68889 58.1409 75.50726 112.8719

14054 NM_139176 NLRP7 64.4602 68.55881 72.93755 74.2255
6417 NM_006249 PRB3 289.4292 314.3793 291.4402 305.341

27406 XM_372255 LOC389895 388.749 356.4004 430.9517 436.032
26222 NM_152571 C9orf163 155.4409 133.3185 154.8264 173.8936
11530 --- --- 392.9541 350.7011 350.9848 399.283
12344 NM_020148 SPIRE1 784.6963 1029.071 740.1779 1226.777
3585 ENST0000031C10orf73 245.5275 250.7294 249.5216 243.9494

18274 --- --- 59.09509 49.02262 69.52874 75.48072
10275 XR_038406 LOC647086 630.3481 541.1873 600.2555 727.058
16677 NR_015366 LOC388796 508.7679 509.4745 470.6481 483.0518
4786 NM_012239 SIRT3 977.145 1046.088 842.0972 1165.28

20579 ENST0000032FYB 26.14781 34.75403 29.01165 24.62455
27958 --- --- 57.32942 40.80406 58.38437 69.59348
18925 NM_0010937 RP5-1033B10 4280.292 4398.306 4391.584 4392.158
3329 ENST0000031LOC10013184 203.0122 237.2717 273.7326 205.4171
307 NM_005356 LCK 207.3202 211.2811 171.2198 161.7035

26781 NM_022779 DDX31 633.3204 597.0659 707.6892 598.9256
2788 --- --- 99.45354 89.74081 97.86993 113.6053

16237 NM_012325 MAPRE1 3329.702 3235.988 3634.696 3110.328
11336 NM_020899 ZBTB4 793.7651 860.7999 719.316 826.6237
17811 NM_152247 CPT1B 489.1909 497.3207 385.8974 390.4254
24622 BC026965 ARHGEF10 152.3377 179.4555 136.0065 142.6899
18687 NM_144719 CCDC13 194.1528 184.8325 177.6743 193.7481
11845 --- --- 50.90543 38.42247 50.33712 41.10568
9827 M15530 BCGF1 157.0687 196.8453 170.8417 138.8182
6326 NM_001038 SCNN1A 165.6865 137.2101 122.1427 203.507

27769 --- --- 43.25108 47.54107 38.97882 55.76257
25176 NM_004225 MFHAS1 1152.264 1011.291 1218.373 1075.002
2602 NM_006618 JARID1B 1565.353 2529.49 2038.044 1386.775

18563 NM_182760 SUMF1 342.7253 351.7535 260.88 411.4077
24884 NM_033058 TRIM55 212.0157 222.903 226.4308 1675.042
4870 NM_012375 OR52A1 32.42848 23.25784 22.70345 35.58725

27399 ENST0000034LOC139363 85.73664 89.6554 95.72181 79.14689
2111 NM_003051 SLC16A1 1745.051 2630.166 1603.023 2680.721

21201 BC034017 MGC22265 2835.531 3130.92 2621.182 2643.094
20222 NM_003728 UNC5C 58.22137 74.75149 84.7869 56.14415
23305 ENST0000039LOC441204 301.5382 317.6826 305.1329 270.5121
22596 NM_003541 HIST1H4K 5157.984 2884.786 4970.932 4995.159
21466 --- --- 24.75673 27.46135 29.66899 28.96158
2633 NM_022731 NUCKS1 4833.647 3388.334 4823.193 6664.953
1208 NM_014858 TMCC2 167.2122 160.7977 185.9414 180.6426



12128 NM_032525 TUBB6 4291.041 2245.762 2587.918 6087.351
19499 NM_145263 SPATA18 147.494 95.94714 188.5944 86.39585
17492 NM_0010804 SHANK3 165.4018 198.4481 154.5419 220.5211
7681 NM_015684 ATP5S 363.8475 347.964 358.7644 342.5831

26239 BC132809 C9orf139 154.7673 141.7235 146.7464 161.4199
7588 NM_024328 THTPA 246.5183 209.8397 293.4675 220.4992

10295 --- --- 289.893 331.6297 302.6033 280.8333
4821 --- --- 48.26109 41.21715 56.16715 56.60774
6532 NM_018018 SLC38A4 163.1267 121.2337 228.6018 82.27872
6867 BC007821 MGC14436 66.19725 75.40585 134.7297 45.3912

28616 --- --- 44.40027 21.24762 73.17088 72.54096
10832 NM_0010014 CCL4L1 82.75912 76.85494 87.92999 96.45945
10948 NM_024722 ACBD4 114.452 152.4942 115.1725 158.4319
12667 NM_006221 PIN1 1305.239 1259.516 1272.353 1286.968
2352 NM_006912 RIT1 1062.588 1079.482 1120.085 1073.322

27257 NM_014710 GPRASP1 102.3712 104.8354 101.6867 117.2966
3322 BC112326 CASC2 103.2581 122.0673 106.6933 83.88635

18241 --- --- 100.1531 65.21756 139.1632 122.1267
7006 NM_017520 MPHOSPH8 409.1457 365.6635 377.3579 601.2231
4419 NM_024649 BBS1 374.5606 294.188 332.5245 469.1067

25678 NM_000973 RPL8 12734.52 10922.77 11745.13 12892.92
17453 --- --- 105.5418 64.38319 246.9391 190.0569
2704 NM_005426 TP53BP2 2009.909 2106.252 2544.586 2054.799

18573 ENST0000038LOC440944 4.975248 27.9466 18.47113 38.18761
20309 NM_007083 NUDT6 169.9381 194.6132 152.5719 250.823
16783 NM_0010087 HMG1L1 973.6602 596.5822 991.9672 1260.628
4395 --- --- 338.0041 340.0321 328.825 354.6221

25337 NM_005195 CEBPD 1012.826 4359.13 3398.042 575.8326
13795 NM_004756 NUMBL 1047.738 1417.369 1136.458 843.3433
2358 NM_020131 UBQLN4 2084.473 2143.208 2872.749 1675.393

14940 NM_177538 CYP20A1 550.7438 506.3834 500.5999 709.752
8403 NM_017955 CDCA4 2654.913 1488.8 2316.054 3012.97

25970 NM_152422 PTPDC1 563.937 518.0118 423.0982 695.4446
24611 NM_017760 NCAPG2 1629.418 1031.377 1739.029 1170.954
13585 --- --- 18.00005 24.01033 20.4887 25.24928
9957 NM_001861 COX4I1 3495.92 3161.957 3177.615 4165.026

26392 NR_003051 RMRP 6545.954 4692.996 7543.109 7378.955
8349 NM_175739 SERPINA9 65.27249 75.51913 67.58203 61.72793
6058 NM_006183 NTS 42.28577 41.58712 34.96421 30.22037

12740 NM_213560 PKN1 1388.041 1116.149 1110.353 1660.569
4089 --- --- 105.3227 86.42224 105.8597 117.0512

24956 NM_152416 C8orf38 504.6801 234.2431 385.1605 645.2451
20628 --- --- 33.11538 42.71795 42.16155 35.09314
16280 NM_006097 MYL9 423.7759 484.6859 286.299 482.288
22292 NM_173674 DCBLD1 748.925 539.4609 546.5839 837.2916
21079 NM_133369 UNC5A 166.7335 96.48643 132.725 163.6579
15121 NM_002081 GPC1 354.1284 390.7719 345.7502 275.6629
10851 NM_002795 PSMB3 3240.163 3028.944 3145.762 2809.591



21816 NM_181337 KAAG1 64.22918 35.21704 35.08311 184.8754
6613 NM_000423 KRT2 232.475 198.3363 253.3423 288.7035

23027 --- --- 24.9476 31.51422 28.69899 25.18194
15925 BC009462 FAM119A 508.8208 550.1816 533.1493 515.1012
15560 NM_004854 CHST10 1487.876 1270.91 1451.098 1236.689
9172 --- --- 63.48394 64.30729 55.55876 58.45286

21612 NM_004045 ATOX1 1272.737 2505.801 1408.176 990.8655
9075 NM_015497 TMEM87A 1935.175 1740.082 2086.832 1829.443

17156 NM_004339 PTTG1IP 5271.763 6037.461 4725.411 4276.83
9361 NM_178232 HAPLN3 383.2338 655.3288 402.1873 279.2381
6925 NR_003137 RNU4-2 78.11322 107.1882 136.2385 130.2652
646 NM_003672 CDC14A 396.4594 339.533 371.7959 335.6456

9434 NM_005632 SOLH 409.8777 432.6098 453.3772 439.342
26350 NM_175069 APTX 640.7657 491.6506 528.1521 785.2011
5528 BC022856 C11orf60 1137.714 916.1086 1106.995 1484.31

27655 --- --- 188.7907 182.08 157.1993 197.5417
24314 NM_001006 RPS3A 4837.019 4737.836 4345.938 5876.438
2215 --- --- 250.5272 165.0136 340.2364 551.5251
9680 NM_024516 C16orf53 525.0926 343.7753 586.9376 358.9285
2637 NM_152491 PM20D1 116.3677 119.1621 112.4445 106.3332
4856 NM_030774 OR51E2 107.4069 109.4826 97.82103 129.9707

17601 NM_207644 C22orf36 179.1976 181.4418 160.3458 188.9688
18051 NM_002070 GNAI2 5905.579 5677.618 5715.815 4965.352
21089 NM_007255 B4GALT7 1272.039 1495.894 1240.861 1122.047
14115 NM_014453 CHMP2A 3226.558 4690.083 3792.794 2993.725
7501 --- --- 62.19382 36.6573 51.78503 60.05616

16806 BC093856 C20orf200 201.1785 203.5819 204.4153 196.8407
3428 NM_080599 UPF2 900.361 494.0311 721.0772 1381.32
8936 NM_005587 MEF2A 1766.738 1689.639 1801.202 1391.796
909 --- --- 47.34361 45.50448 50.40722 51.69923

24239 NM_016086 STYXL1 626.9832 531.0289 608.4075 566.0592
7715 NM_0010117 NAT12 778.2479 733.6943 778.5743 1005.134
3131 NM_030927 TSPAN14 1698.566 2237.176 1482.822 2361.258
9085 NM_052955 TGM7 155.3014 164.7214 162.4781 159.5096
8147 NM_198794 MAP4K5 1713.431 1227.939 1634.36 2510.684

10456 NM_006324 CFDP1 455.917 325.6736 326.8036 579.3033
12612 NM_002967 SAFB 1242.772 965.7022 1098.051 1639.768
26695 NM_001735 C5 87.32768 85.33199 82.70547 122.1604
2953 --- --- 41.09353 47.2686 44.42609 36.59557
766 --- --- 7.02823 7.462952 7.305669 13.75867

23446 --- --- 2068.284 1253.388 2775.262 2617.113
6299 --- --- 21.74798 29.99046 32.78034 18.89929

18992 --- --- 94.2709 117.8698 91.20792 75.29848
6253 NM_024809 TCTN2 822.9199 1195.371 801.0864 689.607
4195 ENST0000035LOC399888 117.9549 109.802 105.465 126.4574
6772 NM_005447 RASSF9 38.66386 37.77492 33.82211 33.21978

26144 NM_003011 SET 6631.769 5212.185 6180.867 7399.729
25036 BC008781 C8orf32 370.8669 265.1438 258.2654 413.81



9348 --- --- 12.45788 9.19488 15.00072 20.37586
5514 NM_025164 KIAA0999 817.5958 500.1467 741.4229 953.6207

22914 NM_181714 LCA5 269.5401 294.9104 191.2181 394.3997
14643 --- --- 28.86127 49.08141 26.00877 19.68221
21629 NM_178424 SOX30 59.48286 58.0981 64.64798 69.81837
4873 NM_00100476OR51V1 96.70245 90.88151 111.0347 127.6243

17777 BC104183 LL22NC03-75 1256.645 188.7174 1741.221 130.1595
28312 NM_080686 BAT2 2970.751 2199.856 2807.882 2996.758
9948 NM_021197 WFDC1 215.9624 187.2594 200.836 236.1225

21839 NM_021063 HIST1H2BD 2129.179 1400.271 2059.873 2162.16
6346 NM_016546 C1RL 723.7423 1428.613 1096.953 457.4999

11011 NM_017957 EPN3 217.5092 230.1838 235.5712 251.1758
21626 BC022035 FAM71B 81.08895 105.9837 85.954 96.82185
2338 NM_0010180 MUC1 224.3016 496.9933 280.4059 132.1093
4760 BC113593 PRR10 198.1586 209.3793 200.4823 200.7711

15923 NM_00103984MDH1B 49.5001 55.08915 60.55226 75.52139
21225 NM_000997 RPL37 2537.53 2405.152 2364.193 2523.913
20473 NM_152775 CCDC110 41.88593 34.39378 29.68239 85.25364
16353 NM_052951 DNTTIP1 3020.3 2548.684 2756.037 2634.776
27538 NM_000381 MID1 2577.445 2644.442 3357.565 2613.108
2680 --- --- 82.4731 107.6138 151.6777 154.2084

22735 NM_001832 CLPS 112.6677 107.0756 111.2947 115.5584
1225 NM_006212 PFKFB2 426.3278 458.9645 527.6073 437.7574

19403  NM_0011056USP17  // US 150.0847 186.3893 179.5477 124.5563
22876 --- --- 283.8586 165.7318 318.4232 338.5568
24174 NM_181722 LOC285908 164.0545 149.6248 128.7571 236.8085
21876 NM_021968 HIST1H4J 4136.222 2309.963 3980.422 3984.391
3850 NM_199131 VAX1 100.9632 92.08981 115.968 75.10039
671 NM_00103500RPL17 4272.089 4667.083 4563.107 4252.579

18817 --- --- 937.7137 798.7343 1238.764 1056.706
19185 --- --- 6.455795 10.42069 13.19362 12.28852
19105 NM_00103954GK5 1014.608 814.1314 1083.824 838.6478
17088 --- --- 103.0458 54.8833 91.44272 113.257
24658 --- --- 200.8668 267.9912 211.1651 171.3149
4091 --- --- 239.6505 221.5146 265.1226 255.0428
2182 --- --- 140.9407 151.8786 133.4789 145.7244
2193 --- --- 140.9407 151.8786 133.4789 145.7244

25015 BC005955 C8orf53 936.8724 699.5408 828.5328 1420.962
5734 NM_016355 DDX47 1950.961 1411.791 1883.311 2520.206

25666 NM_183057 VPS28 810.5613 646.3013 686.965 957.6981
5988 NM_005726 TSFM 671.8416 589.3124 613.3633 742.1773

15036 NM_058165 MOGAT1 178.4293 209.7404 213.4606 209.3404
14900 NM_015535 LOC26010 2739.136 1999.798 2348.927 3086.766
22418 --- --- 18.30302 11.17465 20.84001 30.20239
10398 NM_018380 DDX28 338.6357 250.6939 320.3888 455.5529
19466 --- --- 92.99249 96.58919 80.30856 87.63311
10410 NM_144676 TMED6 42.49695 39.8854 34.35378 66.79375
4442 NM_145200 CABP4 393.6272 324.7371 324.6167 413.8012



25175 --- --- 240.0149 321.657 255.0561 301.2339
15191 NM_020905 RDH14 558.9233 607.4897 682.2885 564.5423
1779 NM_004468 FHL3 462.4067 374.0794 390.704 620.9338
6245 BC020885 C12orf65 520.1711 370.0937 444.7809 670.4687

28852 --- --- 15.20237 14.09367 21.97456 8.69216
6170 NM_005475 SH2B3 2409.539 2462.969 1970.411 1795.076

25210 NM_152271 LONRF1 1132.777 1745.894 1183.754 1046.211
1819 NM_006824 EBNA1BP2 2625.774 2609.055 2775.421 2543.551

20348 XM_930178 LOC645018 2499.547 1723.484 2429.548 2401.219
22841 NM_138694 PKHD1 44.58086 40.63636 48.76033 34.73698
14444 BC015442 LOC200383 36.17627 25.53995 36.48599 38.98284
7053 BC101624 C13orf33 78.09668 70.56033 82.59677 82.68406

27702 --- --- 36.01071 63.39158 39.06173 31.66139
4452 --- --- 76.30096 28.55348 95.98667 92.79972

23619 NM_019606 MEPCE 928.4674 734.4721 1059.925 760.2019
16879 NM_00101154BACH1 1092.683 1333.371 1187.363 1112.042
9919 NM_001906 CTRB1 159.0265 172.0042 175.2926 170.8674
3302 --- --- 78.28925 74.9978 86.07656 92.6025
7234 NM_007111 TFDP1 6715.575 4784.954 5994.128 7767.85
6876 NM_005719 ARPC3 1540.827 1207.193 1766.071 2241.271

27253 NM_080390 TCEAL2 149.1726 84.96941 127.5626 156.2481
11860 NM_030576 LIMD2 657.543 719.6727 611.5673 714.1604
10782 NM_032141 CCDC55 1117.848 801.3623 1032.531 908.5526
18547 NM_198565 LRRC33 448.6269 729.6697 518.5138 407.0482
10652 NM_001303 COX10 923.1086 992.8129 1140.603 908.6669
21954 NM_080686 BAT2 3141.52 2328.561 2978.952 3172.581
8839 NM_014862 ARNT2 341.6706 1561.46 624.1319 93.91519

18607 --- --- 25.87784 37.93202 30.56125 27.08409
9715 NM_000887 ITGAX 119.511 171.2088 114.2267 166.96

10974 BC036407 C17orf57 60.70667 169.7847 63.77329 19.53777
3777 NM_032211 LOXL4 42.46802 57.2396 42.78889 226.5222

18313 NM_014382 ATP2C1 1159.179 1172.129 1344.754 1161.556
17724 NR_002439 SNORD43 1109.47 1720.721 1230.641 893.0883
21925 CR450347 RAN 3628.78 2587.206 3251.718 4583.413
21631 --- --- 37.93047 37.85 41.99604 34.89623
11135 NM_178233 OTOP3 132.8217 129.0645 163.8918 150.5201
4282 NM_00100470OR4D10 140.0776 158.6893 147.2901 154.0425

12754 NM_033025 SYDE1 1372.662 989.2136 1314.343 1338.092
3789 NM_018294 CWF19L1 1052.24 633.8392 683.8122 1288.907

22712 NM_005453 ZBTB22 475.5486 463.9983 403.4492 502.9521
27701 NM_031407 HUWE1 4946.285 4670.033 5528.722 4692.476
9595 NM_00103484LOC162073 1050.092 900.2081 847.0599 1017.073
9386 NM_182562 FLJ39743 61.21231 63.25551 70.85092 70.25363

20943 BC007855 KIAA0141 805.7207 670.4052 695.1241 836.6896
23310 NM_004067 CHN2 540.5159 716.1475 164.0814 1240.466
7419 NM_020866 KLHL1 50.79546 37.84821 51.83987 52.95906

24837 --- --- 351.9111 463.2164 367.7073 358.0238
12222 NM_006033 LIPG 95.35616 84.37684 113.2487 82.84056



5582 NM_019055 ROBO4 370.4404 106.7147 310.3426 589.1924
11085 NM_007372 DDX42 1778.448 1615.5 1728.156 2360.573
5517 NM_020693 DSCAML1 127.8091 146.0005 118.6325 149.0762

25854 NR_003674 KGFLP1 85.43989 102.5402 77.64106 152.7652
26438 NR_003670 KGFLP2 85.43989 102.5402 77.64106 152.7652
26449 NR_003670 KGFLP2 85.43989 102.5402 77.64106 152.7652
4747 --- --- 72.11169 41.90933 51.26649 46.14436
3860 --- --- 145.4286 207.2909 137.3788 135.5329

28041 --- --- 88.31637 100.2662 96.59052 92.82509
59 NM_138697 TAS1R1 92.76718 90.47292 92.27246 111.739

22438 NM_173516 PNLDC1 53.11714 37.03305 50.75936 57.50896
9953 NM_014732 KIAA0513 286.1448 376.0712 310.0375 266.8246

22748 --- --- 26.47887 36.29423 31.03268 25.78776
8240 NM_018373 SYNJ2BP 1509.433 1766.197 2165.589 1570.561

14559 NM_003855 IL18R1 150.9003 76.6707 151.4458 78.76832
13460 NM_006351 TIMM44 955.1317 806.9734 811.724 1046.812
23474 --- --- 21.98059 15.0926 39.413 39.19594
6983 NM_015347 RIMBP2 72.43053 64.111 81.26064 65.99347
6104 --- --- 32.89457 28.8251 29.60479 38.75726
7051 NM_005800 USPL1 664.0854 541.7405 654.2477 924.3358

16603 NM_0010424 ABHD12 1118.568 1681.539 1198.32 914.8328
17681 --- --- 251.6134 207.2204 246.9174 226.9733
27017 NM_017776 ZNF673 909.9627 732.6226 1188.355 725.6358
5552 --- --- 22.65434 11.28438 12.26853 21.54976

27400 --- --- 157.7224 188.918 157.2244 187.569
13395 NM_015174 ZFR2 162.2079 155.5979 145.7673 179.2106
21777 --- --- 39.68059 49.6169 36.32067 32.54694
15071 NM_031313 ALPPL2 216.4805 158.243 172.7927 222.678
3179 NM_003972 BTAF1 990.823 1041.84 801.6786 1257.755
3959 NM_006757 TNNT3 365.0269 361.8503 354.4067 388.7798

23120 NM_007044 KATNA1 531.5985 497.9468 445.8481 752.8041
11852 NM_005121 MED13 3512.199 2869.277 3154.423 3827.134
23349 AF226046 C7orf36 759.3894 933.1689 1169.064 634.5237
14479 NM_018271 THNSL2 166.1551 268.1607 182.2881 111.8413
13609 NM_015692 CPAMD8 298.0308 287.9558 282.8261 246.4376
12798 NM_000980 RPL18A 9738.524 10377.13 8549.978 10063.81
9432 NM_020664 DECR2 284.1519 405.9892 320.8219 227.978
5245 NM_021070 LTBP3 1456.383 1524.32 824.3649 1623.679

16808 BC025345 LOC10013577 286.3728 163.6871 212.2309 148.4485
21336 NM_003664 AP3B1 1919.915 1749.431 1630.379 2777.779
18346 --- --- 20.89019 27.59976 27.05594 33.01341
7488 --- --- 170.9966 213.1468 189.7693 139.0113
2420 NM_00109839COPA 6166.514 6731.772 6361.959 5787.419
4392 NM_153253 SIPA1 1112.785 942.3029 888.382 1168.846

12089 --- --- 3.646854 4.720387 4.305008 4.865864
27311 BC117377 CXorf45 233.8549 248.971 201.9585 313.5339
15590 NM_022662 ANAPC1 1811.124 1708.58 1774.797 2044.411
10870 NM_016339 RAPGEFL1 234.1953 287.7473 193.1674 184.6576



19038 NM_153330 DNAJB8 112.9688 128.912 113.8948 110.357
21142 NM_016358 IRX4 119.1262 117.6069 114.7937 125.595
8470 NR_003337  /SNRPN  // SN 470.2064 598.2625 768.7944 653.0598

23452 NR_002961 SNORA22 2551.689 796.1797 3284.276 3230.902
11585 NM_017748 CCDC49 667.4053 515.0829 565.442 767.6016
11544 NM_018042 SLFN12 402.7416 356.0966 439.8821 379.0451
7246 NR_003272 PSPC1 2060.039 2165.776 1986.703 2048.029
2402 NM_0010052 OR6N2 92.4221 89.11811 110.9865 113.1289
6182 NM_016816 OAS1 374.7121 1238.117 528.0322 155.6494

10334 NM_031885 BBS2 882.9538 904.1179 773.5295 1450.47
6827 NM_024312 GNPTAB 1350.541 2986.344 1629.24 1076.302

25367 NM_006211 PENK 131.6928 132.6735 119.0369 131.4326
17943 --- --- 111.6649 86.53835 92.82788 92.09199
25710 --- --- 3.698344 8.507461 5.971313 10.42743
17762 NM_017436 A4GALT 415.7446 391.4088 445.445 426.6945
20763 --- --- 498.9571 572.3436 477.7623 384.494
13954 --- --- 16.45184 9.833006 20.58985 10.71427
10320 --- --- 80.80465 74.74588 61.31977 96.03219
20927 NM_018939 PCDHB6 10.87656 58.62056 26.46013 5.00518
11611 NM_003079 SMARCE1 1519.048 1051.669 1245.678 2062.046
8874 NM_004213 SLC28A1 72.64113 73.79303 86.74804 81.92558

19444 --- --- 246.0724 329.9563 269.647 251.4146
22743 --- --- 1380.477 1139.22 1632.646 1866.094
19748 NM_173487 C4orf33 242.0503 242.6127 271.5744 230.8456
2035 NM_016040 TMED5 1775.714 1858.7 2192.844 1671.917

18405 NM_016625 RSRC1 2163.289 1740.358 1710.26 3299.102
6331 NM_001273 CHD4 2876.701 2605.616 2906.941 3279.716

27617 NM_00112338BCOR 1135.552 1147.181 1344.757 1310.364
8090 --- --- 13.19005 11.39346 7.519858 8.554132

26487 NM_206946 TRPM3 164.6715 330.7139 160.5828 119.1765
4512 NM_004055 CAPN5 540.9936 521.4924 423.4491 440.3051

17394 NM_004286 GTPBP1 1413.71 1442.354 1237.099 1053.628
9199 NM_014326 DAPK2 186.854 206.3854 201.6913 201.1916
767 ENST0000030FLJ21272 200.2213 237.0997 143.1734 339.4376
187 NM_152376 UBXD3 59.05022 45.70284 58.03737 57.17411

1248 NM_016448 DTL 2679.073 2210.143 2796.493 2363.708
3199 NM_000771 CYP2C9 79.08186 73.95862 65.6178 67.41922

26065 NM_004888 ATP6V1G1 1374.278 2079.502 1686.419 1350.283
7830 AK292571 C14orf174 157.2614 108.3133 188.2603 126.1522
6509 NM_005164 ABCD2 45.73655 47.884 42.55999 53.29704

24093 NM_017920 URG4 490.7407 487.6871 544.0399 445.1198
26293 --- --- 56.35589 42.64006 59.90975 81.0242
6437 NM_016312 WBP11 3547.273 2640.905 3260.654 3942.404

18661 --- --- 44.45645 41.27961 56.55894 37.44788
4437 --- --- 238.1695 209.5357 306.0916 275.932
3282 --- --- 128.634 150.9723 149.7139 149.5524

21659 NM_00101799SH3PXD2B 1133.815 1251.904 1425.924 915.453
25475 NM_019098 CNGB3 81.69924 98.06745 95.92537 85.31501



25363 NR_002437 SNORD54 256.641 268.7498 218.6695 347.3944
27569 NM_000330 RS1 132.8492 116.3984 126.62 138.8877
7438 NM_006237 POU4F1 232.4135 231.72 180.8019 251.4185
9679 NM_145239 PRRT2 143.8392 181.1482 168.8065 145.4387
7809 NM_015962 FCF1 1413.336 1040.485 1318.296 1907.972

26129 NM_052901 SLC25A25 232.1778 200.74 294.6911 179.0839
12113 NM_020648 TWSG1 1853.269 1347.041 1350.171 2289.208
16190 NM_006192 PAX1 163.1857 215.0984 171.8255 202.6983
1498 NM_012405 ICMT 2322.219 2424.805 2326.6 2130.504
9814 NM_201524 GPR56 3342.862 4358.494 3621.749 3339.724

27424 --- --- 343.065 213.5729 414.78 363.7907
6032 --- --- 123.4006 113.0463 127.8131 102.6855

13355 NM_017573 PCSK4 279.8332 310.2099 309.3011 316.1059
12022 NM_198082 CCDC57 249.3535 281.6678 232.1086 291.6166
4231 NM_032681 SPRYD5 63.40663 160.5957 84.06043 40.61634
4938 --- --- 47.18035 54.98885 48.94635 47.55325
993 NM_005598 NHLH1 118.9907 128.2872 139.5751 146.9261

26294 NM_003829 MPDZ 1133.673 1015.345 1086.018 1659.943
3368 NM_006541 GLRX3 1265.54 921.0488 937.8651 1697.97

12032 NM_024702 ZNF750 115.9673 154.4201 127.8063 141.6693
17096 NM_000411 HLCS 929.1688 1008.74 963.9487 712.0068
27362 NM_018990 SASH3 158.9157 130.2437 137.5077 177.711
23927 NM_013321 SNX8 1099.237 1251.143 1159.13 989.4564
13276 --- --- 39.39219 57.15315 71.30968 29.11063
8930 NM_183376 ARRDC4 337.0438 2173.217 805.5784 6.095578

14244 NM_018158 SLC4A1AP 1591.655 1578.496 1892.893 1500.785
2769 NM_016374 ARID4B 556.2889 521.8796 629.8777 551.2576

21928 NM_025263 PRR3 632.7576 559.1395 704.7764 510.6655
12119 NM_153000 APCDD1 203.4315 261.4318 211.8699 153.0273
15646 NM_017751 SMPD4 2626.105 1916.221 2098.1 2888.496
21291 --- --- 7.355446 1.615942 3.54518 1.600365
10860 NM_002686 PNMT 80.85677 81.45814 77.67747 87.06262
7658 NM_003616 SIP1 107.9407 102.0325 100.8077 176.5363
4513 NM_006189 OMP 295.3956 268.6642 313.8246 329.9591
3731 --- --- 494.4381 530.4705 573.0947 548.2032

12199 NM_031446 C18orf21 562.8339 530.7744 817.049 503.2669
9024 NM_020154 C15orf24 1959.611 1694.444 2299.465 1614.864
696 NM_000560 CD53 81.0386 74.87807 86.64086 87.73874

21121 --- --- 368.0969 482.0643 281.6357 304.8592
17854 NM_033084 FANCD2 1025.097 776.3935 922.705 759.7983
27997 --- --- 275.4235 282.4347 272.1162 278.5889
1215 NM_000707 AVPR1B 51.48283 58.29664 43.61375 76.72725
1401 NM_004895 NLRP3 265.3447 102.9333 212.5856 348.8261

26113 --- --- 2469.161 2770.076 2615.888 2648.628
15018 NM_006736 DNAJB2 258.7345 384.2682 268.2472 218.9294
15649 --- --- 9.384641 10.49872 21.74528 19.89847
19637 NM_004967 IBSP 325.9103 326.4568 308.3103 343.0014
8085 NM_014178 STXBP6 99.37789 299.135 157.3303 67.63497



509 NM_003368 USP1 1419.51 874.6569 1310.277 1906.225
5807 --- --- 4.393082 5.429054 3.201835 5.868253

12108 BC040542 KIAA0802 479.5531 350.9511 474.226 497.5119
4032 BC111765 C11orf47 319.2161 341.4918 179.8553 463.8726

16014 NM_017933 PID1 193.0447 114.612 236.9599 111.7189
5529 NM_007180 TREH 98.3723 85.5191 112.2477 124.0291
2097 NM_018372 C1orf103 996.7969 967.1849 1379.682 948.6536

14323 NR_002229 RPL23AP13 399.0289 818.6478 530.6575 270.7888
19977 --- --- 943.2467 800.637 1177.061 1022.865
11858 NM_001915 CYB561 244.1294 232.9856 306.3564 206.7173
24311 NM_006188 LOC4951 59.01935 62.51462 74.84238 88.9038
12267 NM_002639 SERPINB5 47.36683 36.19814 26.95714 206.8403
16731 NM_022095 ZNF335 509.3337 444.718 498.8016 458.9846

91 NM_013319 UBIAD1 982.1003 1083.305 1068.013 1053.095
18852 --- --- 37.27445 42.16239 36.66036 62.90046
3503 --- --- 26.6479 23.76232 21.9246 31.9644

12821 NM_178526 SLC25A42 1503.908 1748.452 1474.256 1764.251
8351 NM_173849 GSC 329.7935 338.6304 302.3076 343.4668
5687 AY358730 UNQ2963 145.8726 139.1038 154.1266 177.5423
4602 --- --- 40.67995 15.01624 64.68285 68.03181

23181 NM_145169 SFT2D1 1009.81 767.3416 929.9549 1263.964
11455 NM_002308 LGALS9 168.7466 156.718 157.3566 163.3854
11827 --- --- 178.4839 371.2975 214.2391 152.3799
16975 NM_000383 AIRE 231.903 201.3962 202.6709 237.9824
23082 NM_005627 SGK1 1441.952 3810.966 2051.738 1137.793
15977 NM_194302 CCDC108 113.9212 126.1501 116.6301 131.9659
16712 NM_002999 SDC4 2001.761 2390.339 2743.89 2577.579
6563 NM_021044 DHH 194.5233 207.1128 206.8777 214.1147

22861 NM_021073 BMP5 36.00804 28.68446 31.87038 44.44606
17177 ENST0000039LOC389832 35.64428 53.80573 66.84374 38.55453
14302 NM_001430 EPAS1 1116.913 1062.464 718.203 1153.171
24818 NM_032336 GINS4 506.8189 368.9539 495.2637 413.7879
24772 --- --- 28.4864 23.41066 30.53125 30.28741

614 NR_000006 SNORD21 303.8681 374.662 323.4328 306.7397
16197 NR_001279 RP11-218C14 62.44522 80.60587 73.34917 88.81297
11355 BC113564 C17orf44 33.1083 41.62247 33.83599 30.65559
27238 NM_00101299ARL13A 29.21527 60.16363 44.3399 24.08673
28814 --- --- 157.7014 119.6524 125.3939 122.4642
15752 NM_152528 WDSUB1 210.3167 186.5582 200.9766 164.1696
21410 --- --- 47.57286 28.24904 45.51467 32.25023
20302 NM_152399 TMEM155 123.1539 109.349 124.4517 125.6668
21048 NM_022897 RANBP17 363.4395 348.9776 346.2587 422.3357

51 NM_003636 KCNAB2 579.5122 2544.959 557.9763 2339.034
20388 --- --- 19.87412 40.12589 25.25837 15.95021
24746 NM_005382 NEFM 66.77324 50.394 57.197 46.8706
8918 AY358245 UNQ6190 405.1511 459.6934 407.1796 301.5854

13828 NM_021016 PSG3 44.3475 22.84842 46.9679 46.35584
14799 NM_152384 BBS5 202.7905 703.2205 281.1376 114.2199



10719 --- --- 214.9932 140.2052 285.4792 384.9466
22339 NR_002436 SNORA33 134.1162 186.8555 145.3314 124.8582
13415 NM_002850 PTPRS 264.3225 1563.177 630.2406 47.50827
5413 NM_024116 JOSD3 1203.298 1129.794 1152.007 1497.913

17452 NM_0010038 PARVB 2714.484 2933.18 2531.061 2263.729
10418 --- --- 224.6174 371.8009 193.8574 147.4527
11909 NM_0010988 FAM104A 1505.878 1635 1469.578 1773.998
15639 --- --- 56.58448 14.81079 71.59437 70.89848
24610 --- --- 50.10436 48.33246 62.73076 48.07408
2526 NM_145034 TOR1AIP2 3055.064 2422.025 3233.58 2659.633

24764 --- --- 122.795 179.8082 135.2768 96.52197
4204 NM_032681 SPRYD5 41.64346 126.4999 44.87519 6.059662
8578 BT007436  // ANP32A  // AN 3980.581 3046.115 3916.161 5151.692

15687 --- --- 9.365156 7.471165 6.756965 6.054935
14172 --- --- 3547.786 4672.792 3398.191 2984.928
21109 NM_003900 SQSTM1 5069.521 4857.401 4715.368 5437.391
27646 --- --- 457.0604 402.3187 435.795 464.5463
5037 --- --- 25.04845 33.13251 29.27134 31.78709

21798 NM_006366 CAP2 2379.556 2040.769 3007.479 2155.675
2709 NM_025160 WDR26 1878.261 2422.136 2317.816 1879.163

14409 --- --- 247.1479 230.8289 250.1337 302.2727
1575 ENST0000031FLJ37453 144.0976 143.6062 145.9572 213.2706

21261 --- --- 224.8134 179.1614 224.1802 272.4271
5530 NM_004397 DDX6 2837.653 2667.843 2914.875 3420.854

19782 --- --- 48.62649 39.03215 50.77298 51.34701
14581 NM_004987 LIMS1 1474.477 1215.73 1112.446 1980.461
16278 BC019311 C20orf4 1457.659 1458.865 1548.125 1509.116
23914 NM_006869 CENTA1 182.2709 190.2711 175.2836 189.4043
28234 NM_004653 JARID1D 73.85882 84.16344 90.56231 91.75039
16338 NM_006282 STK4 1992.996 1866.536 2013.154 1832.941
1406 ENST0000036OR14L1P 64.64543 60.3969 59.07553 52.50235

25032 NM_145647 WDR67 594.6271 404.5219 488.9731 756.1501
25833 BC118602 FAM74A1 85.94337 84.66472 75.68268 65.41483
27365 NM_004794 RAB33A 148.0643 157.2632 147.8793 184.0643
3440 NM_0010299 ARMETL1 181.9808 198.4794 166.0528 231.1973
8688 XM_928852 LOC645877 10.55123 10.09087 14.18033 23.32266
9367 NM_002666 PLIN 396.0051 365.0094 402.6465 393.2582

12803 NM_015683 ARRDC2 371.4315 434.4469 325.3766 447.5172
8471 NR_003338  /SNRPN  // SN 475.2631 827.923 872.5234 800.7693

20599 NM_002203 ITGA2 2043.711 2112.27 2433.97 2136.847
26968 NM_173699 MAGEB18 36.74125 36.9612 36.45443 50.76188
26415 NM_00100756IGFBPL1 248.0437 208.6923 262.5731 253.9195
5278 NM_021173 POLD4 1461.199 1468.392 1224.932 1061.836
8898 NM_00102996TTLL13 54.97612 69.26901 62.90901 67.50387
5460 NM_033306 CASP4 1219.007 1024.651 1213.691 1737.049

10634 NM_173728 ARHGEF15 191.5112 193.5042 203.8104 219.1312
26632 NM_003798 CTNNAL1 1727.846 1167.331 1563.97 2563.874
26118 NM_032293 GARNL3 98.15001 145.8333 93.30704 168.2958



26411 --- --- 103.9618 107.8556 135.5636 124.0915
7396 NM_199289 NEK5 47.384 64.21397 62.45296 50.85456
5429 NM_032427 MAML2 1900.952 1593.895 2223.506 1515.717
3514 --- --- 2.221318 0.00155315 2.692799 0.00161631

25341 --- --- 2299.578 2216.126 2770.831 2602.311
26978 NM_002365 MAGEB3 77.43081 108.4513 110.7988 134.7397
13680 NM_031448 C19orf12 679.8753 1200.546 781.9291 597.6309
21695 NM_006261 PROP1 307.738 359.4261 280.8699 251.142
9034 NM_014691 AQR 2069.057 1560.588 2042.711 2962.936

15100 ENST0000030LRRFIP1 702.1865 1388.983 825.5179 556.4475
9365 NM_016321 RHCG 142.9012 142.528 124.1139 95.43568

22364 NM_016217 HECA 504.854 342.094 365.2897 563.0938
4225 NM_0010047 OR5D14 33.60423 34.60163 29.87371 46.05454

21011 --- --- 7.059331 4.581462 4.372964 7.387133
7361 NM_002298 LCP1 1092.938 3029.863 948.7736 7336.292

24963 --- --- 1731.227 1788.41 1674.005 1751.327
10998 NM_002507 NGFR 211.3717 304.3732 166.012 118.2892
18318 NM_015268 DNAJC13 4029.826 2496.258 3555.525 5191.902
18555 NM_000996 RPL35A 7764.7 7677.791 7863.83 8206.773
14564 --- --- 25.40157 21.10209 32.40682 36.46582
18758 NM_020998 MST1 84.45055 83.73717 50.64539 94.82205
9000 ENST0000028GOLGA9P 98.52194 95.93143 100.4467 127.7594
5283 NM_005608 PTPRCAP 185.0667 177.4084 164.7108 129.2203

17543 --- --- 41.17922 77.49586 51.0714 37.71548
26127 NM_004957 FPGS 1281.543 990.9789 1181.719 1515.883
20766 --- --- 5227.875 4594.136 5425.953 5421.454
1344 BC005102 C1orf57 579.759 664.406 755.6469 618.629

10743 --- --- 239.7818 202.1902 287.2886 432.9966
11968 NR_002219 EPR1 115.7798 67.63131 113.4938 231.437
19716 --- --- 155.983 112.192 151.0328 129.4026
8784 NM_003992 CLK3 1225.754 1318.702 1014.519 1375.133

21962 NM_138277 C6orf25 156.8709 201.2691 160.6875 146.9715
23012 --- --- 25.43006 17.8615 28.57585 16.0996
5864 NM_052879 LARP4 3179.57 2417.422 3637.492 2742.413

12899 NM_205834 LSR 237.9677 248.9627 264.1416 257.7169
22019 --- --- 27.9243 30.80833 15.22041 42.06904
27422 --- --- 14.73684 8.080854 13.09237 20.40164
14570 NM_003581 NCK2 2111.029 3238.8 2103.978 1592.125
4055 NM_000990 RPL27A 597.3624 532.828 328.1585 884.9987
6002 NM_007235 XPOT 2542.575 2412.086 2471.41 3152.138
3836 NM_020918 GPAM 468.3743 499.6666 502.5426 438.7773

12318 --- --- 16.48039 16.54225 15.43734 24.6723
1390 NM_032328 EFCAB2 350.6334 165.5592 447.4343 179.7614
8448 NR_003316  /SNRPN  // SN 248.4443 383.404 422.8962 382.3377

15278 NM_005760 CEBPZ 417.8944 394.7271 476.4292 394.431
19795 NM_001006 RPS3A 5315.957 5264.404 4821.597 6409.518
4302 NM_207341 ZP1 80.88415 103.4941 93.71474 116.113
5914 NM_016057 COPZ1 2481.74 2506.222 2558.057 2517.344



13465 NM_198471 KANK3 697.3425 762.8391 672.527 610.2852
12608 NM_018708 FEM1A 489.9661 376.3934 539.8264 560.5095
8379 AF305836 DIO3OS 148.3454 176.1322 152.2708 121.2781
2666 NM_015434 INTS7 2102.417 1461.026 2368.973 1671.072

13177 --- --- 45.60658 42.40001 43.21167 30.13385
15311 NM_006036 PREPL 1638.867 1996.081 2191.636 1673.345

297 NM_022164 TINAGL1 2051.28 1280.554 1169.636 1939.378
26052 NM_001860 SLC31A2 864.9589 627.9132 748.1443 862.2028
9026 NM_00104249SLC12A6 598.8913 396.4754 395.5082 635.8997
2040 --- --- 9.514293 4.970101 5.578242 13.37467

11087 NR_004380 SNORD104 906.7961 1040.08 1666.952 442.7531
17659 NM_014227 SLC5A4 48.85928 43.72778 60.0818 63.43974
4191 NM_003682 MADD 1381.194 1314.333 1501.71 1214.003

19520 NM_0010795 PAICS 3593.146 2929.267 3337.167 4085.259
4971 NM_153676 USH1C 170.1483 183.2939 186.0331 183.5199
6579 NM_00111354LIMA1 2382.066 2268.861 1374.493 4316.584
8744 NM_0010317 IQCH 108.2835 123.5922 103.0287 151.0936

20343 NM_020724 RNF150 299.2179 818.6235 486.9117 222.5213
7910 NM_016337 EVL 246.3204 311.926 279.8996 222.1039
6769 NM_003625 PPFIA2 58.18291 45.14379 60.25489 72.51475

28593 --- --- 16.78968 10.91575 14.48004 19.98853
1137 NM_007212 RNF2 1183.251 1096.946 1278.038 1670.539
1461 NM_017871 CPSF3L 1632.109 1608.361 1533.298 1715.729
5629 --- --- 122.66 100.1483 40.8202 195.6388
7410 NM_022843 PCDH20 150 130.2502 137.5291 118.6914
9166 NM_017661 ZNF280D 859.0948 718.9858 812.4871 1059.017

17318 NM_152510 HORMAD2 29.03008 20.61707 24.68033 28.10719
8331 NM_004239 TRIP11 705.655 456.6069 618.3242 1191.7

11402 NM_006311 NCOR1 1520.93 1265.312 1448.323 1815.035
20990 NM_005927 MFAP3 1818.797 1645.471 1927.357 1986.352
15589 BC010491 C2orf59 2519.951 3194.835 2727.82 2078.964
17147 NM_198693 KRTAP10-2 292.7549 258.4745 300.2565 353.3847
1854 NM_145279 MOBKL2C 203.9544 185.6193 203.2323 216.5578
8052 NM_002471 MYH6 270.7275 223.754 294.4524 290.7227

14664 NM_0010805 MYO7B 147.1182 95.03164 116.544 154.6698
15468 NM_000821 GGCX 748.0667 1202.215 821.784 655.5593
28318 NM_138277 C6orf25 181.7755 257.3672 196.6938 149.7557
25566 --- --- 406.1965 362.2512 517.1519 495.7563
10462 NM_005548 KARS 3882.995 2941.07 3677.266 4358.563
22572 NM_003526 HIST1H2BC 2102.224 1244.337 2142.4 2104.024
11041 NM_00100470OR4D2 88.85628 65.14211 74.91056 89.70649
7928 --- --- 134.7719 152.9195 143.0785 144.6091

11221 NM_018949 UTS2R 343.841 349.5858 375.871 361.659
4942 NM_016422 RNF141 710.225 935.0496 666.0328 1320.504
5612 --- --- 124.6257 97.97343 107.6164 138.8765

13065 NM_031417 MARK4 815.3473 924.4787 864.957 890.833
25223 ENST0000032LOC10013060 110.7596 118.7585 96.13157 95.71253
6898 NM_024959 SLC24A6 516.8683 521.872 408.6302 720.7908



14932 --- --- 0.0028089 0.549956 0.00195544 1.926286
274 NM_018053 XKR8 278.6694 354.8703 189.3662 344.7789

19319 NM_007362 NCBP2 2652.82 2558.419 2716.058 2636.604
26858 ENST0000036ND2 5951.604 5273.413 5706.324 5163.976
1065 NM_002021 FMO1 14.52726 13.18939 12.69264 13.35012

24842 --- --- 13.91508 18.63067 11.47547 12.11961
10915 NM_000988 RPL27 6432.415 6916.276 6448.892 6941.473
9620 NM_173615 VWA3A 79.91779 70.71829 85.53941 86.36568
7593 NM_198083 DHRS4L2 463.6732 371.0518 473.8308 687.4659
4044 NM_014469 RBMXL2 486.1084 461.306 455.4025 488.5915

28724 --- --- 765.9325 702.5811 762.9634 777.4636
522 NM_018211 RAVER2 1100.35 1118.256 1014.844 1428.663

10152 --- --- 141.5497 174.6712 118.0821 218.4325
10163 --- --- 141.5497 174.6712 118.0821 218.4325
9583 --- --- 141.5497 174.6712 118.0821 218.4325
9591 --- --- 141.5497 174.6712 118.0821 218.4325

23718 NM_013332 HIG2 493.1826 1418.542 734.1489 333.4121
4154 NM_017583 TRIM44 1950.233 1814.652 1744.697 1786.067
957 NM_00100779NTRK1 148.1398 169.3812 166.4147 172.2295

24312 BC053591 DKFZP434B03 167.4423 263.1407 174.8715 148.4574
22944 --- --- 109.6653 84.0613 75.35225 176.1662
17770 NM_173467 MCAT 833.7681 898.195 913.8868 779.6646
7141 NM_0010404 PCDH17 543.9529 332.4057 650.6477 306.1853
3323 CR456475 TOMM22 6181.931 4503.131 6779.459 4309.858
5721 --- --- 207.6069 138.2935 250.5949 260.6622
547 NM_015978 TNNI3K 27.33984 36.42867 24.13055 34.46577

13683 --- --- 156.4945 133.4973 187.1125 168.3358
28135 ENST0000037DUX4  // LOC 73.85472 94.60758 106.8556 75.73499
13684 NM_032139 ANKRD27 1447.423 1493.575 1230.831 1850.535
25871 BC068605  // LOC442421  / 243.0806 232.1665 264.6026 213.5371
10520 AF050081 C16orf3 71.10349 56.97354 58.64787 52.18471
1413 ENST0000031OR2AJ1 37.30797 38.40852 38.97038 27.04681

19009 NM_022757 CCDC14 1430.526 1357.625 1613.406 1220.123
25427 NM_020647 JPH1 911.7567 711.9348 1086.597 809.7507
14463 NR_004378 SNORD94 203.672 292.429 247.1966 259.8361
22028 --- --- 451.5212 454.7295 397.2915 465.1053
4446 NM_000694 ALDH3B1 567.5386 563.1584 497.873 785.418

23853 NM_003575 ZNF282 478.7418 428.7891 492.3922 379.0993
18766 --- --- 64.49942 76.71782 66.52737 36.06967
10920 NM_145041 TMEM106A 613.6009 528.9296 535.8585 488.6165
27786 NM_00102989PGAM4 4630.372 4222.603 3709.228 5701.872
28095 NM_00102989PGAM4 4630.372 4222.603 3709.228 5701.872
28179 --- --- 19.93047 21.24889 19.1861 25.82257
28251 --- --- 19.93047 21.24889 19.1861 25.82257
27467 NM_001711 BGN 173.1362 164.7487 147.6327 177.7703
4520 BC002752 C11orf67 168.3037 99.08762 106.0802 205.0819

22141 NM_138569 C6orf142 21.02999 48.50605 24.26828 14.62603
9530 NM_005223 DNASE1 205.7423 198.7609 193.1985 278.5312



334 NM_014284 NCDN 1280.939 1221.509 1289.596 945.3868
27848 --- --- 24.30141 18.48837 22.51481 19.09334
27464 XM_00112795LOC728317 126.443 92.85503 89.04385 120.9881
28049 XM_00112795LOC728317 126.443 92.85503 89.04385 120.9881

936 NM_018116 MSTO1 665.7657 628.7294 759.4632 617.4704
20441 NM_006792 MORF4 519.3096 626.2095 486.778 779.1485
26509 --- --- 7.920707 10.14915 14.45812 8.633868
8836 NM_019006 ZFAND6 749.5295 1034.673 680.4426 1030.516

23521 NM_001540 HSPB1 8556.809 5699.663 7667.201 6338.406
18815 NM_022899 ACTR8 1633.812 1585.575 1672.272 1623.975
14966 --- --- 68.88036 81.11413 103.4476 96.86886
24742 AF495725 SLC25A37 1119.805 1237.364 1203.793 767.3557
18744 --- --- 266.7122 227.4465 238.5343 260.4562
21910 NR_003049 SNORD32B 496.1651 549.1733 677.1097 611.8555
6293 NM_003415 ZNF268 306.2793 302.0598 304.8048 305.3851

13732 NM_153257 ZNF461 189.9684 346.8766 255.6813 187.7431
19091 NM_006219 PIK3CB 1658.411 1862.761 1670.172 2112.711
17712 ENST0000035RP1-199H16. 139.679 252.4913 141.9778 124.2542
4447 NM_002496 NDUFS8 622.4347 486.7381 524.3423 695.2324
8994 --- --- 66.79357 57.18507 58.16561 71.03235

16178 --- --- 851.9072 959.5828 1000.179 993.4063
9831 NM_001795 CDH5 4020.848 878.4532 667.6744 22077.49

15743 NM_004288 PSCDBP 31.85016 28.16455 38.73997 47.38046
24716 --- --- 45.17468 23.19054 43.34221 44.64624
19238 NM_014398 LAMP3 188.6155 278.529 228.725 139.3154
19945 --- --- 69.56369 69.03354 83.53269 83.34653
7098 NM_152719 SPERT 57.14305 51.59925 38.11774 32.33088
709 --- --- 8.265555 7.931643 5.365695 12.30376

28406 NM_021976 RXRB 1055.915 1003.132 946.2903 1098.895
27347 NM_014060 MCTS1 515.5035 569.5967 553.1414 512.987
28037 NM_021049 MAGEA5 258.7897 276.5743 249.7793 299.859
22137 --- --- 237.2034 118.7522 254.8216 285.8631
2982 BC031237 LOC338579 35.05328 30.69699 40.65923 33.55856

11741 --- --- 448.8758 515.4335 473.9312 503.5816
12168 ENST0000031C18orf17 1064.779 1214.219 1278.09 1022.412
9800 --- --- 111.012 77.51211 103.7337 107.2111

19235 NM_145261 DNAJC19 446.913 397.5497 454.4369 487.9777
28670 --- --- 147.9675 126.2 215.7616 231.896
5540 --- --- 118.1119 63.55599 112.4193 121.6222

16541 XM_00113313LOC728450 81.58145 93.07984 88.78517 114.4676
20612 NM_139017 IL31RA 421.3422 246.1 404.9245 598.4714
14600 NM_005415 SLC20A1 4077.139 4407.541 3568.218 3793.929
19124 NM_000096 CP 262.8475 2284.402 956.1614 25.12437
27100 --- --- 106.6585 136.4293 79.20121 71.73048
6283 NM_024078 NOC4L 550.1611 342.6217 425.3623 586.5667

17501 NM_175878 XKR3 53.20143 64.00112 44.54597 92.23168
25682 ENST0000035ZNF252 344.0379 228.0036 240.1075 580.7336
28833 --- --- 9.136043 12.26098 11.00214 6.757402



19093  ENST000003 LOC389151 125.416 184.7338 140.8544 118.0402
5950 NM_00103526RPL41 3472.596 3796.96 3521.156 2293.196

25283 XR_019055 LOC642513 613.2711 459.2507 664.6973 445.1588
10047 --- --- 228.7439 265.1835 230.5595 261.6621
20039 --- --- 123.3277 105.1647 124.3564 122.0899
15548 BC047722 C2orf64 399.6218 448.1772 443.1539 352.2895
15597 NM_003466 PAX8 1364.754 301.0374 260.9632 2708.878
5883 NM_002135 NR4A1 272.9857 460.2682 310.6133 215.8766

20509 NM_001047 SRD5A1 815.8051 971.6288 973.2288 629.7113
26000 NM_001855 COL15A1 151.8138 196.3922 178.2902 142.4749
9353 --- --- 26.2726 17.33109 16.6569 17.16545

16943 NM_033171 B3GALT5 101.11 55.09061 127.4268 58.2537
6545 NM_152320 ZNF641 275.9997 169.8327 272.7537 358.7168
8463 NR_003331  /SNRPN  // SN 10.57051 9.371346 11.65064 12.54245

16074 NM_016552 ANKMY1 325.1472 337.4695 298.3228 300.5345
14260 --- --- 83.78281 98.65221 97.81104 147.2333
15947 --- --- 16.08557 17.98825 13.83776 14.3886
11684 --- --- 611.2845 559.3965 555.5629 466.4102
4652 --- --- 23.44923 39.47421 25.55437 18.95944

19592 ENST0000033RCHY1 28.41777 29.11946 32.54999 54.39423
20642 NR_003545 FLJ13611 77.7434 97.44208 106.5507 85.02749
27490 NM_017514 PLXNA3 259.8904 366.9173 220.6699 159.361
18542 NM_152672 OSTalpha 277.2261 264.7035 253.3689 295.7791
10006 NM_022450 RHBDF1 841.2297 1105.736 879.9599 581.5534
7584 NM_004643 PABPN1 4282.229 3434.476 4051.906 4861.273

21306 NR_003504 GUSBL1 3068.726 3410.043 2802.969 2848.005
25106 NM_024531 GPR172A 1224.894 933.5406 1060.108 1130.626
1078 NM_004905 PRDX6 3240.046 3108.406 3160.475 3186.479

20305 NM_003305 TRPC3 218.0146 197.2358 180.0764 222.2144
16166 --- --- 341.5015 315.2633 348.0739 336.8355
20146 NM_002089 CXCL2 394.544 3034.586 2545.637 393.5873
18307 --- --- 4.539877 6.094682 4.39232 4.232148
21696 NM_017838 NOLA2 944.2599 845.3395 980.7551 873.5782
9492 NM_020705 TBC1D24 582.493 545.2829 554.2198 476.0356

28233 NR_002923 BCORL2 72.25484 49.92165 59.48847 31.18146
9829 --- --- 30.8108 45.54747 30.30943 52.20026
2353 BC062637 KIAA0907 1702.254 1630.879 1540.212 1581.068

17584 BC034017 MGC22265 2958.99 3276.769 2732.355 2777.319
208 NM_015991 C1QA 93.37359 71.4044 78.96827 63.33524

23103 NM_006079 CITED2 1639.199 2180.203 1645.533 2946.531
6580 --- --- 7.378077 5.740911 10.42737 9.696756
9022 --- --- 121.024 342.502 119.887 38.03059

22377 NM_006834 RAB32 854.7126 1067.02 623.9289 1147.628
2584 NM_017596 KIF21B 211.6443 162.7865 195.2004 238.438
9975 ENST0000035FLJ45121 76.45303 50.57825 70.12984 79.0503
2648 NM_023938 C1orf116 103.9426 87.70626 98.00588 115.6333
2983 NM_000698 ALOX5 118.1274 105.8541 127.959 125.5883
6665 NM_198324 CS 3642.373 2821.12 3500.335 3887.802



26608 --- --- 912.4229 799.3513 1241.249 1094.566
12910 --- --- 941.939 984.575 1148.053 1050.326
25778 NR_003573 ANXA2P2 5855.26 4568.599 5719.746 7024.503
25598 --- --- 97.72461 70.22814 77.64243 145.7332
25125 ENST0000038LOC389607 73.40127 95.37296 80.70564 69.78699
28609 --- --- 341.8181 242.8774 406.5146 400.2281
6915 BC034471 FLJ20674 407.7206 328.7809 356.3561 487.7069

12012 NM_032711 MAFG 940.3301 724.832 677.2754 848.9029
24766 --- --- 6.82885 7.914837 4.526934 3.428468
14594 NM_032824 TMEM87B 711.3503 846.3248 745.3378 733.7727
4506 --- --- 129.8738 126.1898 100.1563 109.2
9181 --- --- 75.00679 109.7662 59.1366 60.85769

13904 NM_007059 KPTN 214.4244 191.3564 288.6555 176.6797
1058 --- --- 125.3099 149.0833 160.576 150.2492
7050 CR456606 UBE2L3 6957.455 5708.5 6721.19 5846.11

17947 NM_004256 SLC22A13 93.92853 76.9044 98.03526 75.20966
17278 NM_015330 SPECC1L 1540.333 1426.13 1652.76 1441.002
9731 BC029861 MGC34800 237.1851 232.3172 222.9489 232.1862
9388 NM_0010406 TTC23 431.3401 458.7124 356.0759 565.4415
1846 NM_0011149 CCDC17 113.4375 146.0924 137.7488 120.6256

26076 NM_032552 DAB2IP 376.6388 377.6291 377.2636 377.1642
8308 --- --- 41.88996 38.77411 46.74746 37.15895

19655 NM_005172 ATOH1 186.3547 188.7201 178.4503 186.4507
16242 NM_080574 C20orf70 65.35583 65.31148 69.09597 78.54908

559 --- --- 12.58626 9.982671 16.7303 7.763804
89 NM_021146 ANGPTL7 41.69359 48.55868 51.29623 37.92657

15793 --- --- 2134.609 1430.253 2186.674 3076.334
2916 NM_005180 BMI1 1689.654 1129.304 1246.602 2658.385

21571 NM_004576 PPP2R2B 235.0635 276.6523 251.8432 191.8371
13088 NM_005500 SAE1 3508.284 3310.852 3344.996 4015.307

966 NM_030893 CD1E 62.01553 63.99622 66.19382 51.67288
26934 ENST0000040LOC645864 136.9366 148.5161 147.4383 175.397
16489 NM_016143 NSFL1C 2734.825 2714.05 2561.19 2647.819
17069 NM_020706 SFRS15 2083.976 1398.737 1592.003 2312.365
21904 NM_030946 OR14J1 45.1741 38.85807 47.63652 49.49237
28278 NM_030946 OR14J1 45.1741 38.85807 47.63652 49.49237
18495 NM_004443 EPHB3 162.2443 220.6233 182.3888 139.6399
25302 NM_0010028 RAB11FIP1 253.6228 242.7144 253.961 215.9933
13997 ENST0000030FLJ30403 36.65219 43.25667 47.56013 33.60386
8561 ENST0000028GOLGA9P 106.6184 119.215 119.8824 227.4766
9020 ENST0000028GOLGA9P 106.6184 119.215 119.8824 227.4766

27376 ENST0000033LOC644538 608.1315 444.9933 494.6175 669.5448
21082 NM_022455 NSD1 1279.856 933.2245 1206.327 1684.397
5117 ENST0000029SSRP1 223.1266 214.6484 204.3689 231.4415
552 NM_004582 RABGGTB 1558.677 1424.082 1320.223 1304.124

6125 NM_00102989PGAM4 5386.084 4992.175 4239.983 6573.376
271 NR_002997 SCARNA1 81.13643 89.56389 93.64433 234.2699

8313 --- --- 26.92375 20.37822 24.03482 26.3772



16490 NM_00112296SIRPB2 102.8308 124.2192 107.7915 100.09
5640 --- --- 30.32837 22.71067 12.67663 52.44709
6615 NM_175078 KRT77 151.2619 143.9368 158.0573 161.0573

13039 NM_013362 ZNF225 244.0616 210.1279 253.8846 217.6712
21535 NM_152686 DNAJC18 632.4292 706.7168 535.6761 784.1052
6254 NM_012463 ATP6V0A2 1049.772 948.9578 1101.115 929.1379

23461 --- --- 21.61411 29.53453 30.12883 24.21672
2597 NM_014176 UBE2T 2466.582 2284.028 2809.827 1600.228
9743 --- --- 566.6136 594.8159 550.438 577.4568

22728 NM_024294 C6orf106 2184.177 1724.614 2043.64 2498.984
12751 NM_173482 CCDC105 217.7813 257.9427 244.2948 211.2302
7314 NM_00101428FAM48A 2038.377 1684.815 1865.064 3074.386

13560 --- --- 52.27133 44.20136 49.43962 49.68859
4399 NM_025128 MUS81 657.1464 543.7697 643.6212 719.0742

11710 --- --- 29.61145 26.74474 39.66704 49.89811
4410 NM_022822 KLC2 956.5522 652.8504 821.0637 643.5481
1362 XM_00171666LOC440737 1999.868 1831.887 2195.989 2124.676

23955 NM_139179 DAGLB 1011.566 927.3204 1352.061 696.3958
1356 NM_003272 GPR137B 1881.344 4820.162 2761.843 1324.423
8213 NM_004569 PIGH 649.562 808.0911 654.3182 436.4611
2719 --- --- 19.92095 19.45974 24.17395 18.80333
558 XM_00172570LOC729708 3085.74 3159.9 2777.597 3463.562

5944 NM_002868 RAB5B 1641.129 2175.73 1406.046 2290.159
4093 --- --- 2224.981 2486.083 2326.65 2390.108
2844 NM_017865 ZNF692 507.919 521.072 603.259 506.8949
4535 NM_015885 PCF11 1227.187 877.4919 1014.104 1732.983

13799 NM_198476 C19orf54 372.9521 456.4928 413.2241 470.4738
22034 NM_152734 C6orf89 1583.29 1474.873 1741.631 1280.065
28725 --- --- 529.5513 497.6022 552.3557 526.3122
24516 --- --- 13.10376 14.65684 14.61192 22.24781
16608 ENST0000024C20orf91 73.18176 94.15984 98.68401 66.32236
10884 --- --- 9.459601 3.211362 3.942205 8.684475
27234 NM_022144 TNMD 69.71752 108.8183 75.19849 115.5811
19722 NM_019050 USP53 792.0945 1608.998 843.099 690.3161
20384 --- --- 169.7239 141.1109 211.4725 207.5326
28073 NM_014235 UBL4A 562.332 507.3974 666.9108 520.8494
22159 --- --- 1.282182 1.843401 1.032636 6.109955
22012 NM_015245 ANKS1A 903.5096 1644.878 1009.758 820.3832
20919 --- --- 56.17717 41.47011 42.742 216.9518
25639 NM_052963 TOP1MT 962.2681 869.9189 818.0491 1253.947
25650 XM_00171503LOC10013027 138.6199 172.4982 163.9743 170.1783
6829 NM_016053 CCDC53 201.6933 273.5633 208.8132 352.0723
8709 NM_012182 FOXB1 517.6959 503.7744 486.4673 501.9364
9869 NM_173163 NFATC3 1366.701 1046.908 1286.411 1620.729

12488 NM_002035 KDSR 1580.719 1313.312 1673.995 1132.127
4619 BC068577 LOC399947 286.9201 321.5561 306.047 306.898

21149 ENST0000038LOC442132 304.2027 302.4265 302.8741 280.3488
3001 BC034937 C10orf64 99.60141 92.02808 93.80947 83.02464



19376 NM_033296 MRFAP1 1850.909 1392.515 1665.384 2047.392
21676 NM_007097 CLTB 1726.854 1135.53 1596.847 1705.044
7511 NM_017664 ANKRD10 1058.224 806.2908 1234.847 851.645

26939 --- --- 79.83887 63.92426 109.3009 33.19889
1817 NM_199342 CCDC23 352.7047 286.9839 417.1827 483.534

22426 NM_016224 SNX9 2375.084 2773.478 2079.281 3062.23
22410 --- --- 164.5002 139.9577 175.1844 141.5355
5417 NR_003033 SNORD5 1650.621 957.1824 1406.184 1892.331

10777 NM_138349 TP53I13 464.3389 497.1244 441.3251 378.6343
9650 BC150276 KIAA0556 526.2239 575.6454 482.7674 615.5391

24959 NM_014754 PTDSS1 3895.798 2973.027 3303.317 4183.917
19747 NM_199320 PHF17 713.3086 425.4318 595.8088 774.226
27879 --- --- 123.1748 92.33292 107.8426 130.6526
7474 NM_015296 DOCK9 2148.932 944.4896 1240.724 2559.977

21042 NM_017785 CCDC99 1632.54 862.909 1250.926 3036.475
21045 BC093717 LOC257358 82.62357 101.4367 76.89635 75.04585
10850 NM_005937 MLLT6 1003.762 848.7934 842.5229 992.8877
3206 NM_019084 CCNJ 903.0346 716.7092 693.8486 980.5894
4616 NM_004398 DDX10 1349.848 780.6528 1073.986 1857.147

19581 NM_000584 IL8 326.7419 5860.183 3601.102 100.0399
18747 NM_017730 QRICH1 3612.136 3042.133 3539.475 3057.991
6912 NM_000620 NOS1 92.33333 104.6149 106.1973 110.0728
4745 BC036197 MGC39545 100.3353 118.4516 105.0203 110.1692

16736 ENST0000040ZNF663 52.6442 44.03152 42.45732 57.48667
20894 --- --- 125.7439 141.293 155.104 158.2841
17577 --- --- 22.4554 14.41949 25.61389 13.65238
20346 --- --- 33.05063 32.00338 34.27942 32.39232
2434 NM_012394 PFDN2 2620.122 2183.874 2976.427 2214.969

25195 NM_147780 CTSB 4667.078 6639.465 5186.381 3556.9
20360 AK292904 LOC90826 380.587 466.4161 427.2108 411.5876
6767 --- --- 45.86668 34.91177 52.23634 44.59403

16825 NM_025224 ZBTB46 409.1687 411.2972 383.1463 403.4442
19771 AK126441 FLJ44477 50.74434 62.40527 48.45404 64.19128
18025 NM_207102 FBXW12 63.67046 54.09463 57.9897 66.14516
19848 --- --- 89.14206 74.64854 76.48982 100.2237
26461 --- --- 57.12889 62.59291 59.10419 46.40956
5572 NM_00100546OR8B2 30.66673 29.7211 41.35991 27.92285
4736 NM_017425 SPA17 938.8224 430.417 874.0921 1784.599
7513 NM_018386 PCID2 863.7097 621.9033 834.1359 1174.825

19683 NM_183075 CYP2U1 554.9062 468.5776 619.9307 411.2335
13257 NM_153219 ZNF524 292.4473 348.9842 308.319 322.3264
17091 NM_00100189RUNX1 2205.872 1360.831 2089.013 1368.645
20335 --- --- 106.4928 122.973 118.2867 94.31825
8849 ENST0000033KIAA1920 498.2214 887.4191 683.2424 404.889
8855 ENST0000033KIAA1920 498.2214 887.4191 683.2424 404.889
8876 ENST0000033KIAA1920 498.2214 887.4191 683.2424 404.889
9323 ENST0000033KIAA1920 498.2214 887.4191 683.2424 404.889

21930 NM_014046 MRPS18B 2002.314 1478.693 1688.116 2249.539



28294 NM_014046 MRPS18B 2002.314 1478.693 1688.116 2249.539
28431 NM_014046 MRPS18B 2002.314 1478.693 1688.116 2249.539
14420 NM_000189 HK2 903.7794 3732.926 1771.303 589.5182
10482 NM_005679 TAF1C 721.943 661.2996 702.8435 735.2894
21797 NM_153020 RBM24 729.824 351.8807 516.6037 820.2014
6795 NM_00102989PGAM4 5650.018 5195.824 4427.799 6802.371

16387 NM_017843 BCAS4 390.1272 412.5663 451.6605 370.5143
7331 NR_003365 SUGT1L1 253.0361 296.7391 347.0633 341.5379

12105 --- --- 192.3271 235.5674 206.2001 188.942
27951 NM_194277 FRMD7 53.28516 36.42003 56.04694 40.01984
16475 NM_144628 TBC1D20 1545.122 2310.708 1784.944 1253.08
2452 NM_006917 RXRG 186.864 1488.635 613.0283 34.24851

26069 NM_012210 TRIM32 1143.95 971.7558 1209.733 1306.792
20757 NM_173362 RFESD 47.24584 45.01555 9.754703 99.93193
20964 NM_014945 ABLIM3 844.7213 888.4804 643.82 1206.999
23998 ENST0000030RPS26L 1465.585 1204.669 1564.796 1896.439
20201 uc002mze.1 GPSN2 3057.648 3351.323 2703.793 3434.196
7114 NM_00104044PHF11 205.533 158.9112 200.1241 295.2212

28592 --- --- 41.74826 34.62853 40.78456 40.59301
28022 --- --- 39.67098 41.01923 31.34268 42.80956
23536 NM_002069 GNAI1 373.8783 615.5943 434.6418 342.1193
5461 NM_004347 CASP5 200.8375 158.8337 192.8239 230.6053

20710 NM_004866 SCAMP1 1752.265 2055.615 1728.891 2181.232
22435 NM_004906 WTAP 1671.779 1683.568 1807.306 2260.928
8484 NR_003300  /SNRPN  // SN 4.933557 5.472395 6.825388 3.778389

28847 --- --- 19.59124 23.10306 21.81213 22.4257
28217 --- --- 3.023858 2.999401 1.939127 3.667003
21415 NM_017676 GIN1 154.8476 158.7818 158.8415 212.2559
19599 AK092277 STBD1 25.06545 35.74542 37.06855 17.5155
7900 NM_003384 VRK1 735.6924 717.1288 744.8679 1238.838
5800 --- --- 62.35461 59.03222 59.41879 82.78693
1608 BC034589 KIAA0090 2527.809 3434.992 2808.491 2217.727

23372 NM_031443 CCM2 978.0432 720.9545 932.2988 751.9945
3217 NM_00102989PGAM4 5301.104 4926.465 4177.554 6445.301

10340 NM_020313 CIAPIN1 1613.177 1297.892 1385.901 2075.805
10802 NM_015355 SUZ12 2970.336 2856.039 3814.273 2814.276
4695 NM_032015 RNF26 3361.314 1802.349 2651.165 3571.815

22367 NM_016108 AIG1 674.113 515.6861 478.8388 898.124
24322 NM_004889 ATP5J2 1578.51 1522.299 2104.333 1223.574
11686 NM_003766 BECN1 1390.29 1255.94 1629.661 1322.419
10824 NM_00103000AP2B1 3370.852 3722.733 3612.997 2965.821

210 NM_000491 C1QB 203.0702 173.1642 146.1188 223.6216
17932 --- --- 970.4473 918.9692 1369.921 1171.795

310 --- --- 189.5048 184.3406 200.9726 211.923
14993 NM_001557 IL8RB 40.06081 41.67801 43.89567 42.70247
2800 NM_152666 PLD5 374.5332 353.6593 327.9429 380.2272

14823 NM_031942 CDCA7 997.2698 883.6459 921.1928 1343.014
22305 NM_004506 HSF2 689.2076 648.4128 607.7855 849.139



16329 NM_000457 HNF4A 189.8979 185.6368 171.5206 187.6939
7328 AY116214 LOC646982 99.35818 95.05286 111.905 94.61008

21858 --- --- 1.547349 0.00530061 2.171659 0.0502786
12086 NM_001071 TYMS 4591.635 2758.126 4903.83 3253.683
20922 NM_013340 PCDHB1 38.39059 40.84282 48.86393 34.99744
9307 NM_0011147 BCL2A1 545.2237 1765.319 548.3926 227.5601

13180 --- --- 114.0207 137.1717 130.0452 138.6597
2156 NM_0010804 ZNF697 362.8632 658.4218 385.4618 295.5462

19321 NM_005929 MFI2 3479.533 6809.155 4405.605 1948.138
883 NM_178348 LCE1A 502.1782 535.4512 465.4738 427.7963

7702 NM_144578 MAPK1IP1L 3534.436 2931.851 3625.823 4013.275
19930 NM_006454 MXD4 266.0607 308.6744 284.955 356.5532
20116 --- --- 83.58226 84.59623 86.61899 76.9175
11328 NM_015343 DULLARD 1383.55 1185.315 1435.057 1365.17
27440 NM_005364 MAGEA8 612.475 622.2628 625.7369 577.2427
8473 NR_003340  /SNRPN  // SN 29.5335 43.15508 65.80927 50.44294
4319 NM_004265 FADS2 2313.596 1332.712 1994.34 3063.994

18492 BC037299 FAM131A 153.8962 122.8374 128.6295 181.7245
14092 NM_020633 VN1R1 62.73314 63.30019 84.92143 81.55228
25674 BC073936 MGC70857 332.324 306.5504 321.2787 369.7585

911 NM_020452 ATP8B2 1446.026 1691.707 1462.932 1216.098
12666 NM_024292 UBL5 3286.96 3824.394 3345.555 3144.763
26844 NM_015537 NELF 958.0265 856.7668 950.7203 1070.773
21485 NM_133456 SHROOM1 603.4355 610.8187 569.5706 507.3317
17832 NM_003670 BHLHB2 1302.927 1239.977 527.3278 1991.74
20137 NM_201431 RASSF6 44.72311 49.40167 36.59693 48.9633
1745 BC034598 C1orf212 1145.089 729.3605 1081.406 1450.495

14007 NM_014650 ZNF432 230.5304 400.3303 286.2441 251.5307
566 NM_144573 NEXN 374.0999 90.57415 237.6724 910.5294

25405 --- --- 3853.837 3848.697 4079.373 4216.147
26999 NM_000531 OTC 37.4706 17.70609 26.4849 40.069
19308 NM_138461 TM4SF19 2880.719 547.0728 739.2443 3101.39
19731 NM_015312 KIAA1109 1194.195 960.0472 1100.894 1637.167
5912 NM_018953 HOXC5 100.4354 113.8905 93.66747 117.6526

22573 NM_003539 HIST1H4D 2458.368 1366.883 2340.16 2421.733
14069 BC031875 FAM71E2 280.2425 274.6267 301.2035 319.261
9896 NM_018332 DDX19A 907.6693 638.4427 889.2668 1070.202

27272 NM_024863 TCEAL4 621.4225 422.3802 607.164 921.1283
21765 NM_152551 C6orf151 794.1708 711.9671 809.3474 1196.969
11101 --- --- 178.7333 132.0024 251.689 317.1181
23245 NM_0010976 OCM 58.99969 63.27647 76.12439 86.51209
12451 --- --- 62.01244 51.03212 54.20393 76.87734
13261 NM_013301 CCDC106 373.6936 556.3444 418.8574 339.1092

457 --- --- 6.346433 5.304069 7.50387 10.79329
1784 NM_017821 RHBDL2 82.93563 79.46571 140.7735 59.21682

28579 --- --- 270.9967 248.5303 355.1544 330.2812
8731 --- --- 3.778952 5.03644 7.810244 3.478873
3972 BC104971 C11orf36 225.6836 242.9817 220.4072 262.8372



7280 NM_152912 MTIF3 343.2436 297.4797 367.6924 484.5424
22342 --- --- 836.9308 864.3424 1038.765 948.5825
24835 --- --- 9.095572 12.95763 10.48567 12.67209
9474 NM_004548 NDUFB10 1419.43 1171.344 1557.041 1170.577
7576 NM_181304 MRPL52 412.8957 302.1955 321.0497 540.7757

28169 NM_004678 BPY2 76.19688 75.6189 84.63242 76.52036
28172 NM_004678 BPY2 76.19688 75.6189 84.63242 76.52036
28258 NM_004678 BPY2 76.19688 75.6189 84.63242 76.52036
8334 NM_005606 LGMN 2897.843 3181.971 3534.824 3472.61
3667 NM_015190 DNAJC9 781.1763 467.6759 537.5449 893.0474

15820 ENST0000029LOC375295 373.9471 243.7971 310.9689 531.9634
18605 NM_022497 MRPS25 483.5139 550.7806 462.1685 487.9872
11039 NM_012374 OR4D1 51.53339 51.97565 49.27189 56.11452
1693 ENST0000032PPP1R8 68.74378 67.03739 83.03511 102.7537

21789 AY358259 UNQ9364 71.00349 86.78168 69.35334 62.47476
6547 NM_017822 C12orf41 511.2443 388.306 398.5051 634.7606
9837 NM_144601 CMTM3 1779.351 1500.815 1537.798 1796.25

12506 BC036588 LOC400657 112.844 125.7736 162.3771 120.8373
4126 M64716  //  MRPS25  // RPS 2862.494 2523.135 3146.903 3919.798

25575 AY225521 LOC10013172 102.0256 102.5297 106.6041 133.9273
4168 NM_139178 ALKBH3 607.9845 946.9955 524.1407 1002.73

13289 NM_213598 ZNF543 311.1103 418.3669 417.5685 316.1338
14293 NM_172069 PLEKHH2 252.682 534.6006 250.2661 204.6964
2468 NM_001937 DPT 84.71644 81.36477 82.5522 82.22124
1316 NM_00101086C1orf69 127.9274 83.49613 171.2083 183.5502

21567 NM_182960 PRELID2 225.3569 360.4515 223.311 393.0392
11353 BC018880 C17orf59 233.5256 201.7296 215.8553 222.8843
19545 NM_014058 TMPRSS11E 45.69165 59.12421 63.55779 52.4597
7008 --- --- 101.1774 106.6521 103.1737 104.1969

22189 NM_033411 RWDD2A 180.294 211.5444 189.5851 320.5345
23426 --- --- 3.611022 3.713837 6.004148 8.343899
16017 NM_139072 DNER 1400.821 556.8142 1491.608 702.0512
16222 NM_032609 COX4I2 75.06571 63.41621 72.97603 74.66145
10316 NM_004352 CBLN1 356.4944 243.8341 288.4106 359.7293
4997 --- --- 28.66671 26.9451 28.77709 19.43429

26424 NR_003670 KGFLP2 139.3129 143.4575 137.2641 193.2634
28040 --- --- 86.22174 95.2608 93.7522 89.62161
11945 NM_032478 MRPL38 339.2563 253.6425 278.0777 339.01
17986 --- --- 88.46501 100.7542 63.21931 50.26069
14447 NM_021103 TMSB10 7840.746 8953.27 7016.619 6554.659

142 NM_207348 SLC25A34 174.5056 172.6775 166.1474 136.9337
26562 NM_00100380BICD2 755.6049 614.7727 689.9617 901.8666

744 M27137 HSD3B1 63.94596 76.79714 97.77241 69.09949
6674 NM_001686 ATP5B 8163.713 7629.421 8496.138 7733.896

26499 NM_017998 C9orf40 959.9507 705.8492 788.0703 1254.307
21220 NM_001737 C9 42.77345 51.4331 60.38783 45.18122
11257 NM_178568 RTN4RL1 83.88149 105.2732 81.03528 75.6241
24175 --- --- 2091.627 1912.576 1991.982 2684.559



15963 NM_022648 TNS1 293.964 1607.572 146.172 1472.134
16728 NM_080749 NEURL2 265.3979 265.8318 261.1162 231.5754
1576 NM_003443 ZBTB17 491.5589 514.1863 506.7578 478.1318

15881 NM_033030 BOLL 71.13089 66.24104 50.88359 72.42919
17820 NM_032329 ING5 247.2314 219.7828 244.7005 229.5346
19776 NM_022475 HHIP 1161.792 184.6813 749.4368 162.3511
14019 ENST0000039ZNF765 1629.149 1708.938 1715.993 2316.844
5660 NM_001242 CD27 115.0582 92.40575 105.6424 118.0864
5949 NM_006191 PA2G4 7872.515 6455.44 7055.985 8309.15
9708 BC047516 ZNF668 166.5102 171.3454 203.0236 143.7982
7047 NM_00103360KIAA0774 73.85529 56.41014 59.97406 81.34904
3513 NM_025209 EPC1 836.709 611.0052 768.6655 1091.402
7579 NM_014045 LRP10 1283.456 1238.467 1143.453 1330.689

19820 NM_000856 GUCY1A3 79.41229 78.9463 72.74209 95.76598
23014 --- --- 3.254103 6.483634 4.266961 2.892111
15321 NM_001743 CALM2 4243.786 3382.029 4556.952 3214.44
19254 NM_080652 TMEM41A 2550.082 2168.147 2986.993 2095.553
10040 NM_014714 IFT140 204.4184 219.7766 190.3308 239.3593
15742 BC057771 FAM133B 785.6337 732.4565 753.3369 762.7936
24443 NM_0010246 FEZF1 151.3875 263.7388 228.6351 126.1928
12701 NM_152262 ZNF439 78.25911 77.73605 120.53 68.40019
8872 NM_014630 ZNF592 1525.907 1135.822 1402.554 1513.654
395 NM_152498 WDR65 74.36469 65.4576 62.02129 81.26117

22628 AY358246 HCG8 188.143 150.0609 124.1269 205.8384
9097 NM_025165 ELL3 102.9058 93.36369 100.7824 108.9716
3518 XR_039323 LOC401640 304.4461 181.0961 319.6797 328.506

27574 NM_198279 CXorf23 151.1477 170.7468 159.5731 255.1528
27847 XM_936655 LOC442461 152.4234 154.7265 143.5766 157.043
19645 NM_017912 HERC6 495.1436 356.2363 486.3931 404.7177
22116 NM_012120 CD2AP 2008.765 1426.776 1872.965 2980.208
10168 NM_00100406NOMO3 5531.01 7567.521 5715.906 4612.96
9580 NM_00100406NOMO3 5531.01 7567.521 5715.906 4612.96
9588 NM_00100406NOMO3 5531.01 7567.521 5715.906 4612.96

12275 --- --- 22.67047 14.71828 20.10458 36.20746
21209 NM_0010854 C5orf33 710.3281 563.1704 533.8885 984.4052
8585 BC119016 C15orf53 81.31571 94.07513 96.22541 94.58482
496 NM_000562 C8A 63.46374 54.52542 63.64706 71.20195

1875 NM_002525 NRD1 3505.893 3095.839 3576.385 4269.579
23160 NM_00102446SOD2 1115.002 5514.984 4356.381 1089.127
8706 NM_152450 FAM81A 99.10056 91.97154 87.22828 212.0132
4009 NM_0010047 OR51I2 44.35266 47.88605 55.69176 62.86023

20906 NM_005859 PURA 3755.997 2926.547 3170.445 4405.012
14460 NM_012483 GNLY 57.21429 49.62162 63.74335 74.57366
24589 NM_198285 WDR86 165.1519 174.5753 158.6888 132.8827
16637 AK096092 FLJ38773 77.27656 72.75504 84.84401 67.29691
28535 --- --- 21.51286 33.32463 38.09216 29.71444
27822 NM_177949 ARMCX2 748.2741 734.6596 834.5767 762.1796
10925 XM_937685 LOC284064 91.53901 87.9121 106.0408 113.5198



1483 NM_018216 PANK4 628.1536 571.9198 509.0644 747.2156
23369 NM_002541 OGDH 3406.288 2339.03 3177.709 2472.013
1954 NM_017768 LRRC40 683.4917 863.4211 724.2867 1211.554

20672 NR_003922 PMCHL2 18.71231 16.93629 15.85955 18.95018
15336 --- --- 188.395 197.0677 200.2452 214.9914
21617 --- --- 27.33321 26.80104 40.17435 41.44802
11606 NM_152219 GJD3 682.343 690.1813 673.618 719.6517
27871 NM_022977 ACSL4 1526.259 1287.396 1320.473 2172.371
22332 NM_006208 ENPP1 1730.752 3473.29 1799.43 1458.585
10684 NM_024052 C17orf39 643.8492 743.4427 672.4691 765.7536
11979 ENST0000032TIMP2 384.7032 447.5078 304.5766 308.1415
28266 NR_003922 PMCHL2 19.33001 17.49258 16.38173 19.57555
17996 NM_145044 ZNF501 54.26267 70.82983 69.76003 46.2865
10699 NM_031456 FBXW10 55.70117 40.71851 76.61082 45.48548

114 NM_0010122 PRAMEF7 190.716 176.2578 166.9895 163.6091
1561 NM_0010122 PRAMEF7 190.716 176.2578 166.9895 163.6091
1564 NM_0010122 PRAMEF7 190.716 176.2578 166.9895 163.6091
6646 NM_006741 PPP1R1A 210.6395 200.5511 196.3305 160.9897

15221 NM_175629 DNMT3A 440.5981 548.5582 423.4322 397.7904
27373 NM_032458 PHF6 1495.454 1213.937 1386.188 2323.91
25385 NM_002603 PDE7A 346.0072 275.157 280.2289 521.7117
14601 ENST0000032NT5DC4 113.6288 106.1756 104.4679 138.5692
5307 NM_0010985 MRGPRF 154.7818 157.9023 151.6636 183.6076

24863 NM_024831 TGS1 1209.516 832.7844 1025.94 1660.423
26062 --- --- 115.9613 100.0065 108.5027 127.0598
25108 NM_145754 KIFC2 213.8542 221.8473 200.3389 198.1842
11281 NM_002208 ITGAE 217.4364 225.9032 274.6934 195.0362
7070 NM_181503 EXOSC8 1362.139 742.394 1155.975 2270.655
5137 NM_0010047 OR5B12 74.59422 62.12541 68.69709 86.62434

24124 NM_000790 DDC 105.0109 114.519 107.1782 111.7664
9404 NM_078474 TM2D3 663.1744 737.7759 727.4442 704.349

11645 NM_004138 KRT33A 250.8619 275.3399 264.07 203.2715
8070 NM_006156 NEDD8 1796.85 1757.358 1897.384 2300.674

23592 NM_002523 NPTX2 181.2637 340.74 473.4952 157.8439
21766 NM_001718 BMP6 290.0475 261.7297 273.7389 276.2203
26629 --- --- 50.58588 34.84184 46.50193 54.99548
20084 NM_181806 AASDH 330.6007 356.6115 364.6739 350.5661
12340 NM_023075 MPPE1 243.1956 340.7339 275.5097 233.6976
3620 --- --- 20.48513 29.51168 27.57884 36.03268

25468 NM_172239 REXO1L1 248.7122 280.232 274.0081 271.8843
15057 NM_016289 CAB39 2061.849 2170.291 2011.971 2565.326
21177 XM_293943 LOC340096 218.5001 287.3111 222.7718 248.3223
25723 NM_152896 UHRF2 1344.723 961.3019 894.1615 1713.722
23466 --- --- 44.1134 60.83851 52.47163 84.77508
2130 NM_002524 NRAS 3830.056 3399.207 3681.476 4906.333
7329 NM_002015 FOXO1 1124.246 1199.79 1026.262 1298.326

27862 NM_198057 TSC22D3 324.9339 312.8773 270.4275 617.3218
12557 NM_138393 REEP6 171.6037 317.8673 198.7805 278.8463



6679 NM_00111320NACA 3708.49 3174.956 3455.443 4550.493
7611 NM_025081 KIAA1305 145.1838 84.18156 90.34461 159.6607

28390 NM_030651 PRRT1 326.2223 342.1599 308.7135 227.3403
28512 NM_030651 PRRT1 326.2223 342.1599 308.7135 227.3403
12909 NM_032635 TMEM147 3875.902 5087.567 4454.563 3396.351
16888 --- --- 58.95699 79.42455 64.71629 56.36037
15634 NM_004805 POLR2D 2074.251 1828.705 2214.118 1668.318
25701 --- --- 5.353776 4.566165 3.297023 6.776163
13848 --- --- 156.1192 155.0342 56.23433 340.3863
18901 --- --- 8.229863 2.920739 5.994305 12.06003
25942 NM_00102356CTSL3 223.7224 255.8721 239.3732 235.2215
2808 --- --- 83.45547 89.08252 98.56374 82.13674
2797 NM_001821 CHML 1563.804 1053.885 1737.665 1259.452
4714 NM_024806 C11orf63 391.5897 248.3013 353.6405 449.5127

15628 --- --- 119.2134 116.735 92.65044 102.4199
12126 --- --- 8.975558 4.918836 8.016369 12.4121
3715 NM_024756 MMRN2 152.1104 126.9492 132.6078 145.7033

17378 NM_024313 NOL12 525.6574 517.9149 515.3629 509.4812
6234 NM_020993 BCL7A 345.9208 449.9059 379.3219 481.7325
4284 NM_00100470OR4D11 38.49944 44.27039 44.60224 53.5295

27893 NM_033495 KLHL13 212.7385 284.8602 301.468 226.7663
20422 --- --- 38.38484 30.65706 39.14827 34.40556
6241 NM_201435 CCDC62 51.54863 60.25728 50.48948 65.87241
5454 --- --- 33.7593 29.75245 38.70538 56.16925
4692 NM_024618 NLRX1 420.4023 324.5497 358.7531 452.664

14946 NM_152526 PARD3B 227.8702 273.9357 225.5114 271.0239
2972 NM_020975 RET 134.0363 135.0492 129.1424 140.6019
8436 ENST0000028GOLGA9P 112.7165 117.3279 99.94975 145.8308
390 --- --- 123.8825 108.7634 106.6795 136.3737

22436 NM_005891 ACAT2 402.6429 182.4901 63.95407 1067.579
14312 --- --- 1162.348 975.7194 1610.119 1300.631
10518 NM_145039 MGC16385 205.6074 222.661 219.4262 216.6061
9135 --- --- 26.7272 18.62895 16.28881 18.61642

17984 --- --- 300.7451 288.5771 260.5844 268.3763
7208 NM_000123 ERCC5 583.7067 500.5475 593.4909 928.6797

13804 --- --- 38.79335 0.07561582 28.78942 60.37734
1816 --- --- 99.17421 111.8295 102.5466 122.7994

11967 NM_003258 TK1 1457.679 908.4579 1139.436 1755.027
15473 --- --- 391.7189 199.6245 440.1539 440.171
3923 NM_002817 PSMD13 2041.679 1800.057 1901.977 2338.573

25395 NM_006421 ARFGEF1 1871.422 1438.149 1610.42 2516.879
15576 ENST0000030hCG_1732469 106.2001 108.4607 121.9872 135.4844
12731 NM_0010986 NANOS3 385.8742 391.0943 386.9422 386.816
7851 --- --- 11.88768 9.717475 9.271676 12.15644

27076 AY672104 USP27X 359.7094 410.9961 419.1369 328.4354
27416 NM_0010096 SPANXN4 56.63934 80.9872 78.41824 86.80073
5610 --- --- 242.5277 200.7676 201.5579 233.2497

27626 NR_002191 PPP1R2P9 101.6855 96.97227 104.2768 101.4518



28726 --- --- 131.9351 119.8956 164.3115 161.3694
22895 NM_004370 COL12A1 1793.723 641.9501 1153.042 2252.307
22705 --- --- 271.6926 259.3399 296.2319 121.63
1842 NM_012222 MUTYH 285.3092 224.8522 235.0707 336.9971
5848 NM_032704 TUBA1C 7272.182 4152.041 6557.284 8783.119
5014 --- --- 0.00102135 0.6505162 1.034556 0.0022055

11116 XR_040249 hCG_1644301 613.7876 420.9492 643.1373 745.8986
3691 --- --- 8.962729 5.810928 14.76208 17.22119

24486 NM_020911 PLXNA4 151.8419 136.6852 170.3279 164.3597
26942 NM_00103734CDKL5 770.2906 448.9477 1199.153 485.4304
9281 --- --- 128.3889 135.1003 192.6828 233.6003
3331 NM_004281 BAG3 1534.677 1245.691 1192.3 1575.066
1889 NM_002370 MAGOH 975.2076 637.4163 916.4639 1298.002
8327 --- --- 84.58926 66.39134 102.3484 107.0256

19629 --- --- 344.021 408.9852 465.3361 416.2446
8825 NM_000745 CHRNA5 1142.899 1014.514 1192.829 1031.404
578 NM_0010109 SAMD13 71.17596 75.48048 49.0831 89.91241

13661 NM_145297 ZNF626 96.19743 436.1013 103.905 8.174224
6811 --- --- 52.75178 52.90755 34.27343 70.32014

25631 ENST0000032PSCA 126.7951 182.0461 132.8649 109.5563
3420 NM_00102988SFMBT2 687.0215 327.3377 435.2282 743.0207

11042 NM_000502 EPX 83.013 56.3789 86.09733 82.86862
28699 --- --- 7.668547 3.786752 7.132215 8.349156
12049 NM_145041 TMEM106A 643.1896 548.876 556.7068 515.4053
3111 --- --- 116.0988 75.88648 130.4571 121.7841
7042 NR_002162  /ATP5EP2  // A 2441.843 2339.865 2998.608 2070.528

10010 NM_003502 AXIN1 496.6018 494.0485 498.1983 606.3792
6794 --- --- 1126.972 545.1332 1158.765 1035.206
7764 NM_001172 ARG2 342.6384 241.6504 479.4232 269.9438

22927 NM_006372 SYNCRIP 3169.346 2581.898 2801.966 3848.512
19187 --- --- 22.7888 25.70106 24.53108 30.24289
5929 NM_00100518OR6C76 19.98613 14.91517 10.82029 33.07563
8295 NM_012245 SNW1 1176.872 752.7514 1098.827 1600.759

26156 ENST0000035LOC10012850 49.8264 67.01758 54.1018 38.06129
9381 --- --- 67.23538 67.10359 70.89738 54.52358

17484 --- --- 170.6221 198.2146 136.8519 126.8756
18119 --- --- 19.29569 19.7028 21.59201 31.59897
18003 NM_014240 LIMD1 705.4487 1217.416 729.7641 640.6713
27722 NR_002308 RP11-278E11 302.6648 175.9143 185.209 389.8541

14 NM_198317 KLHL17 451.8025 489.718 457.8443 473.0752
11785 NM_005827 SLC35B1 2948.354 2274.111 2955.043 2296.775
12203 NM_025135 FHOD3 488.7146 148.4584 124.8924 467.8421
24237 NM_002991 CCL24 88.1722 74.73726 69.20645 93.98117
18722 NM_003074 SMARCC1 2859.802 2803.009 3076.84 2721.671
22498 NM_003144 SSR1 4199.153 4147.048 4505.125 4190.36
18196 NM_031419 NFKBIZ 730.7164 2112.667 1514.235 679.1917
5506 NM_0010776 FAM55D 44.28962 44.30917 51.63285 45.95795

23577 --- --- 172.3089 213.3442 218.5676 164.5341



5354 --- --- 46.74512 32.98254 48.87564 38.34776
28796 --- --- 0.0014422 0.00111228 0.00538653 0.0024288
7592 NM_021004 DHRS4 409.3905 324.5767 392.29 625.1039

17595 --- --- 66.75113 42.65747 61.40821 152.9678
21168 NM_033414 ZNF622 374.4944 327.7697 327.2927 655.4742
27904 NM_080632 UPF3B 456.4213 318.1733 445.379 679.306
14008 ENST0000038LOC284371 422.1672 747.7336 468.1224 391.4701
26837 BC111500 C9orf75 266.7482 197.2276 263.1069 199.192
21406 --- --- 104.8931 100.1399 115.092 111.5726
9924 NM_014940 MON1B 705.3839 440.4681 569.7543 821.041

24780 --- --- 17.74366 6.789276 18.91068 8.450794
22398 --- --- 151.7252 213.4866 159.4357 138.8149
26492 NM_016014 FAM108B1 484.3938 564.6801 518.1043 503.2967
3182 --- --- 168.0062 124.691 144.9986 201.2464

27968 --- --- 145.4472 71.63535 130.8426 154.0203
27157 NM_005938 FOXO4 321.4923 448.2016 306.2758 469.6675
10184 --- --- 17.88382 21.22594 27.05547 42.96007
10854 BC111725 FLJ43826 86.4974 64.87902 66.13833 97.35048

561 NM_00103500RPL17 3748.519 4092.644 4003.849 3795.481
25941 NM_001912 CTSL1 1919.765 2816.577 1921.328 1952.3
22616 NM_0010108 ZNF311 106.9509 169.2991 145.9736 102.559
28339 NM_0010108 ZNF311 106.9509 169.2991 145.9736 102.559
25503 NM_015942 MTERFD1 480.6035 343.5765 336.6009 717.9865
4628 --- --- 398.8113 327.4201 506.3143 427.5956

16136 AK292708 C20orf196 593.4639 431.5332 487.5719 437.0709
8452 NR_003320  /SNRPN  // SN 344.4837 599.0699 541.4431 493.3132
8454 NR_003320  /SNRPN  // SN 344.4837 599.0699 541.4431 493.3132

20942 NM_173828 RELL2 230.0534 296.0967 236.292 224.6381
12104 NM_00110524PTPRM 615.306 1790.578 879.1374 377.1832
21018 NM_003314 TTC1 980.2788 605.6223 763.7742 1519.394
5066 NM_031909 C1QTNF4 479.9746 460.7868 475.1135 481.6092

11263 BC093711 LOC284009 117.9105 119.0992 148.1282 114.8705
22013 NM_152753 SCUBE3 246.7186 381.3432 235.0167 191.7112
6127 NM_003330 TXNRD1 3641.971 3235.539 2867.693 4275.067

20663 NM_000344 SMN1 1235.239 1084.845 1064.69 1559.814
28272 AK289669 SMN2 1235.239 1084.845 1064.69 1559.814
16231 NM_014742 TM9SF4 3112.25 3457.049 3066.915 2670.648
10212 NM_00101298ZKSCAN2 210.9129 243.9979 208.3542 299.7098
17341 NM_00100746SFI1 296.1478 349.3661 285.0178 276.9278
3502 NM_020848 KIAA1462 518.1487 370.8661 349.163 514.9069

18958 NM_181780 BTLA 44.02009 50.88821 46.30046 44.49167
21318 NM_032380 GFM2 1079.013 1217.804 1080.624 1112.587
14632 --- --- 34.06719 43.97861 40.53474 43.47047
6050 NM_002469 MYF6 61.52423 54.6061 47.41644 59.84475
421 NR_000024 SNORD46 901.4203 795.1128 1017.582 1157.765

6298 NM_016533 NINJ2 176.7101 181.0903 174.2632 214.4817
19736 NM_005841 SPRY1 304.8573 1211.591 560.1187 102.4617
20454 BC126477 C4orf38 58.21655 58.69779 61.11103 66.26036



9799 NM_014669 NUP93 3173.524 2611.164 2612.043 4147.831
18719 NM_00103170TMEM103 469.4491 319.0516 556.2158 364.987
15063 NM_025139 ARMC9 854.0671 2130.857 1094.121 572.3624
7135 --- --- 75.10911 76.24532 75.33991 87.20992

28363 NM_00110556CCHCR1 294.496 246.6087 214.7233 336.9902
4975 AY209188 SAA3P 82.73617 113.8857 81.56099 64.64902

20670 AK289669 SMN2 1329.333 1164.632 1145.066 1679.434
16247 NM_033197 C20orf114 107.5945 179.9623 273.7099 92.57969
18134 --- --- 62.78776 59.85766 45.95204 47.34846
2280 NM_0010085 TCHHL1 493.0171 415.865 520.0962 545.821

24542 NM_00103169FAM131B 176.3574 163.9502 157.6954 171.8739
12413 --- --- 110.0925 77.61751 119.6049 128.9326
9209 NM_025049 PIF1 363.5881 290.9048 315.2309 411.2241
9072 NM_178034 PLA2G4D 140.8115 147.1194 160 156.8006

23511 --- --- 347.024 331.5561 195.958 377.9736
24200 --- --- 347.024 331.5561 195.958 377.9736
10005 NM_016310 POLR3K 2050.936 1353.609 2497.092 1590.957
12594 NM_015897 PIAS4 1047.392 707.3432 930.6729 1052.69
26099 --- --- 115.9277 112.28 137.8202 160.1017
22681 NM_004381 CREBL1 2669.232 2582.86 2705.433 2917.577
28388 NM_004381 CREBL1 2556.573 2467.553 2597.783 2786.832
22971 NM_006828 ASCC3 2488.832 1887.756 2579.061 2158.803
18938 --- --- 82.99647 82.01682 74.54945 90.36694
4143 NM_012194 C11orf41 1322.869 1094.527 792.8007 2125.312

10100 NM_016069 Magmas 273.3962 283.1683 307.4986 290.4701
12697 NM_00101369LOC401898 152.034 148.0985 148.9179 126.9551
1969 --- --- 88.4865 75.76077 90.11388 81.85277

24895 --- --- 7.202428 10.57794 9.512318 6.988808
27209 NM_198450 APOOL 1000.435 1055.198 1319.193 944.9926
22290 --- --- 35.74323 29.31065 37.01607 35.25334
20188 NM_016619 PLAC8 1490.726 2212.213 1469.769 2379.979
6403 NM_023917 TAS2R9 27.855 18.65202 32.04063 38.10796

21032 --- --- 157.4424 153.9137 140.1497 160.443
5261 NM_020470 YIF1A 1997.34 1710.7 1604.281 1977.355
7833 NM_031210 C14orf156 5132.52 6135.137 6067.701 4555.228
7087 BC093659 C13orf30 33.55762 36.28923 23.84299 36.25632

19102 XM_00113353LOC729687 304.5377 137.333 333.1902 574.1534
13584 NM_030901 OR7A17 48.02092 51.21351 49.02801 56.89339
9734 --- --- 435.2974 489.4768 430.2275 326.8668

25565 NM_006209 ENPP2 162.8576 1551.564 599.7154 18.11046
11442 NM_015681 B9D1 192.9057 278.9382 188.2003 263.6865
2764 NM_182972 IRF2BP2 1505.286 1515.356 1614.638 1574.532

18765 NM_024046 CAMKV 98.53477 63.33582 99.8974 113.618
8032 --- --- 121.3896 144.3215 133.3219 156.9336
553 NR_003042 SNORD45C 572.8477 633.0372 691.6457 652.0703

19469 --- --- 171.3103 213.8995 180.4286 150.5881
4049 ENST0000030OR5E1P 59.06912 81.70404 72.73579 37.33237
6288  XM_0017148LOC727826 6557.269 6542.834 6939.693 6648.532



8749 NM_015322 FEM1B 1571.926 1785.788 1522.206 1845.418
13295 NM_00109849ZNF419 402.2286 475.5312 592.0848 327.2154
19635 NM_014208 DSPP 67.51465 51.05241 61.23333 82.55896
10585 NM_032731 TXNDC17 304.3976 397.0485 443.9419 293.4124
3255 NM_004741 NOLC1 2445.067 1711.58 2036.088 3223.75

27560 AF226667 CTPS2 948.1478 1079.371 1045.523 1011.968
26612 BC033550 C9orf125 325.3307 249.8077 303.5435 320.3015
25905 --- --- 2.712751 2.717746 1.107198 1.312442
21193 --- --- 12.4366 20.97621 14.96091 13.89485
4210 NM_00100470OR4C46 70.39786 89.8595 91.37357 68.35275

19681 --- --- 13.55867 18.38218 23.56914 25.90307
26864 --- --- 435.556 239.4793 563.1399 483.0909
21709 NM_016175 LOC51149 226.9997 232.3909 172.7009 284.6516
12673 NM_146388 MRPL4 896.0177 860.0363 894.4597 667.7258

934 NM_018116 MSTO1 1091.49 917.2808 1159.197 923.5356
17184 NM_014339 IL17RA 1138.375 1058.72 1129.3 764.451
21674 NM_020444 KIAA1191 3053.141 3214.487 2962.887 2580.636
27327 NM_019045 WDR44 650.46 509.2699 630.9333 860.9777
21090 NM_032361 THOC3 1356.373 777.2394 960.4854 1820.566
25819 --- --- 8.925615 7.336609 5.930185 2.529306
13169 NM_014441 SIGLEC9 79.72222 87.26682 72.83427 102.1058
14100 AK022663 LOC730051 311.3738 431.5799 584.426 314.4263
18516 AY358227 FLJ42393 195.8947 197.6293 197.2813 201.4109
8577 XM_497450 LOC441722 1043.126 730.1912 878.5155 1189.156
625 --- --- 28.88292 16.72719 16.04198 29.12393

27544 NR_003585 ATXN3L 35.6856 52.78052 31.6449 13.75666
9911 NM_014003 DHX38 779.0897 552.9843 747.3107 998.6859

15606 --- --- 490.4769 463.7054 532.5951 533.4606
22538 NM_003472 DEK 2651.821 1739.43 2762.725 3675.297
17706 NM_003560 PLA2G6 159.2138 409.2527 184.5152 102.1393

931 NM_00110520RUSC1 670.7874 480.0046 558.6398 689.0004
15314 NM_018079 SRBD1 752.9716 595.5256 668.9691 1170.449
17829 NM_020873 LRRN1 19.86778 13.76163 14.92285 17.83781
16129 --- --- 167.38 155.2472 127.9864 119.8056
21673 NM_032361 THOC3 1314.737 754.4166 928.8945 1761.913
14824 --- --- 450.5131 343.6826 451.89 439.0671
4697 --- --- 130.503 132.5023 119.5119 119.7584
990 NM_003768 PEA15 7636.173 5739.912 7371.583 7923.805

21566 --- --- 1537.342 1261.63 1986.905 1607.827
3534 NM_021045 ZNF248 128.0444 114.2786 94.09925 193.671

26746 NM_012127 CIZ1 2763.047 2011.274 2526.907 2943.354
1981 NM_024686 TTLL7 536.2196 748.2819 532.1679 494.8334

24417 --- --- 37.10989 46.16729 40.73367 41.17941
14101 NM_152475 ZNF417 152.3182 127.3358 159.7628 117.7665
11215 NM_005052 RAC3 626.7369 817.8885 569.0327 793.1929
7009 NM_003453 ZMYM2 1825.447 2169.303 1883.214 2675.126
3241 NM_021830 C10orf2 585.2208 479.2454 546.4191 674.7223
3799 --- --- 327.6763 261.2107 329.3258 407.766



18046 --- --- 159.3386 132.5652 213.9662 221.2986
10745 --- --- 2.162909 1.221188 2.51486 2.105175
21070 NM_0010795 FAM153B 107.6997 138.009 115.2535 108.6249
15538 --- --- 87.33274 129.2382 97.05779 81.33013
8566 NM_013372 GREM1 230.0211 282.269 225.4071 289.8616

13917 NM_006801 KDELR1 3881.679 4245.356 4165.437 4077.988
22973 --- --- 106.1685 110.7161 101.6431 105.2576
12100 --- --- 8.994705 7.793164 5.760448 10.55662
12961 NM_000540 RYR1 91.56088 91.55352 95.30699 99.30611
6271 NM_006325 RAN 2600.889 1936.488 2227.125 3195.766

18510 NM_004797 ADIPOQ 91.4444 105.9919 110.3517 80.41426
17140 ENST0000032C21orf32 92.71187 80.9995 82.12369 87.52808
2491 NM_005092 TNFSF18 42.08643 55.95932 53.10392 45.19651
3467 NM_207371 C10orf140 193.1336 217.0077 215.5655 184.5643

22847 NM_153699 GSTA5 53.68826 60.86767 43.40685 32.52188
4034 ENST0000025CCDC35 188.2183 198.4033 144.256 268.115

19399  NM_0011056USP17  // US 149.4145 185.673 175.5156 126.8805
5485 NM_017589 BTG4 15.63787 14.33898 27.79877 25.76531

10368 NM_0010181 NAE1 1440.343 1097.22 1433.409 2321.753
2372 NM_030980 ISG20L2 2119.302 1834.632 2683.96 1781.781

22059 NM_002505 NFYA 2127.478 1675.123 1933.661 1876.706
1650 NM_000147 FUCA1 576.1215 1882.435 781.3824 257.6552

16697 NM_020433 JPH2 188.8974 204.4401 186.7246 194.2603
5394 --- --- 39.46273 46.81322 63.13314 59.10804

20417 BC066960 GK3P 733.3682 620.3989 701.3308 629.8123
10106 NM_021646 ZNF500 375.8061 375.4204 365.7631 401.4263

586 NM_001285 CLCA1 24.72779 29.588 32.61242 43.5617
1929 NM_033407 DOCK7 2273.984 3251.857 2546.986 2354.156

25821 ENST0000034LOC647013 409.5679 314.2085 488.3685 321.0758
4174 NM_130783 TSPAN18 109.9626 326.6792 309.0584 115.376

15804 ENST0000032LOC10012931 73.86385 72.04031 75.25507 68.39545
15545 NM_005735 ACTR1B 584.7794 750.0671 604.6445 540.305
25603 NM_004519 KCNQ3 454.0152 516.1906 422.0986 598.8438
13522 NM_0011110 ACP5 371.9861 1979.327 605.1308 99.41304
5591 NM_032795 RPUSD4 328.5167 184.2494 303.64 413.3013

10472 NM_052892 PKD1L2 125.0492 170.0867 153.9486 123.8932
22086 NM_032538 TTBK1 224.5719 228.6102 230.6751 223.4782
22327 NM_032438 L3MBTL3 562.2029 362.6515 281.0329 725.324
8671 NM_005154 USP8 1234.84 639.0948 1088.856 1542.065

28688 --- --- 60.17982 49.24865 86.5198 46.98174
13123 --- --- 32.07695 32.45741 49.67813 41.3521
28141 --- --- 448.115 386.8105 452.7062 478.4341
28716 --- --- 993.2925 923.5068 1335.633 1080.011
20508 NM_015325 KIAA0947 736.4346 586.3395 740.8032 964.0621
21712 NM_018434 RNF130 1329.058 2043.916 1725.599 1243.429
26899 --- --- 60.08056 73.90784 60.3444 92.00229
20180 NM_031370 HNRNPD 5815.635 4741.093 5932.88 6901.454
28015 --- --- 137.7115 142.4899 141.6039 137.9438



16954 --- --- 14.70045 8.845462 13.9366 13.80078
429 NM_015506 MMACHC 499.6769 284.8924 503.7375 568.5483

18319 NM_178445 CCRL1 35.87215 25.03629 48.07588 55.21765
8149 NM_021818 SAV1 1442.581 1362.13 1494.9 1913.906
5479 NM_002906 RDX 2645.116 2278.504 3088.43 2401
2971 NM_014753 BMS1 1137.98 792.8688 909.7025 1287.886

21074 NM_014613 UBXD8 3545.377 2719.096 3475.596 3780.519
11097 NM_145811 CACNG5 186.9781 206.2718 209.7587 208.1973
28539 --- --- 1038.439 1223.856 1274.737 820.2142

861 NM_020127 TUFT1 365.9205 331.1639 400.668 720.8741
14791 --- --- 8.324304 10.72494 7.653195 15.0463
13632 NM_006532 ELL 582.3858 657.892 543.6907 701.5267
6980 --- --- 3.74841 4.828859 3.711649 3.454621

20518 NM_005885 6-Mar 3815.687 3940.353 4317.364 3397.894
13972 NM_002257 KLK1 163.6479 145.8276 164.3234 180.681
16690 NM_032221 CHD6 818.0021 1059.369 875.4435 814.7426
17764 NM_000969 RPL5 8992.256 10459.77 9112.301 11239.33
16854 --- --- 18.24505 10.28831 15.09919 24.13272
24074 ENST0000039TRGV3 50.53193 77.71214 60.58082 73.26525
13568 ENST0000026SAMD1 608.1075 477.6522 606.2945 615.5807
8028 NM_00100546OR10G3 113.8482 78.46482 131.6417 145.272

22102 NM_018426 TMEM63B 1227.209 1446.203 1433.942 990.1552
21111 NM_015455 CNOT6 1626.516 1438.778 1398.233 2025.212
10401 NM_032178 SLC7A6OS 584.312 496.121 458.738 747.7203
14246 NM_199193 BRE 1020.566 1473.374 1164.289 1387.089
26921 --- --- 1279.168 1049.365 1630.299 1340.427
17368 --- --- 32.42022 35.78308 18.74726 22.67305
3842 NM_0010019 AFAP1L2 140.0487 67.79757 79.93414 122.45
881 NM_178352 LCE1D 925.3658 1027.982 920.6857 683.0363

25499 NM_033285 TP53INP1 134.1819 187.1666 27.08498 287.0169
665 NM_00101088FAM102B 916.3051 1396.833 492.1439 2085.93

3159 NM_0010109 LIPJ 61.31892 76.93867 44.97985 44.81527
16884 NM_181623 KRTAP15-1 62.0723 61.2007 57.44423 58.22166
12856 NM_203282 ZNF254 213.891 375.3521 188.3861 516.0529
21457 --- --- 106.5952 84.56083 95.1088 113.7757
12791 NM_198580 SLC27A1 220.4371 570.1999 324.6431 139.5978
15813 NM_001822 CHN1 729.2194 817.5379 984.0151 733.7694
23500 BC126309 WBSCR23 101.7261 93.77807 99.65502 118.7745
8365 --- --- 23.52583 24.50517 36.3537 30.24573
4054 NR_002977 SNORA45 352.8415 267.1913 297.8014 537.5929
8266 NM_0011055 TMEM90A 141.6355 131.9437 120.2954 145.935
5645 NM_019854 PRMT8 103.4808 100.3345 99.47143 106.428

22669 NM_006295 VARS 3529.271 2794.476 3618.253 2966.679
28379 NM_006295 VARS 3529.271 2794.476 3618.253 2966.679
19522 NM_206919 ARL9 43.16834 42.58293 45.98394 34.59842
6385 AY359126 CLEC2A 41.27383 55.29512 49.19037 51.27019

22026 NM_173676 PNPLA1 136.6286 106.6433 132.4388 141.3639
18923 NM_016247 IMPG2 57.94976 51.77205 54.00674 48.21395



3363 NM_207426 FOXI2 214.2105 225.5138 222.8871 225.5633
22282 NM_153711 FAM26E 254.6306 179.4745 224.3589 200.529
24026 NM_005523 HOXA11 54.00991 53.29797 57.45452 45.42523
22891 NM_138441 C6orf150 1245.118 763.6757 1011.964 1474.626
18782 NM_014703 VPRBP 2146.542 1591.694 2176.83 1784.899
23817 --- --- 36.72519 37.69476 34.25656 36.73678
16402 AF117231 C20orf43 1111.111 1407.494 1190.366 1151.607
3352 NM_004725 BUB3 1798.547 1425.127 1704.039 2242.433

14906 NM_021824 NIF3L1 1481.918 1503.064 1343.655 1355.869
21562 NM_000800 FGF1 384.0166 118.6092 220.5838 620.0048
6773 NM_013244 MGAT4C 35.93641 35.64814 45.21572 50.9388

27165 NM_052957 ACRC 73.95781 90.99095 98.9708 81.46165
24180 NR_003536 hCG_1983332 2071.593 1785.892 2225.92 2212.09
18409 NM_022736 MFSD1 2561.027 2474.036 2812.316 2316.614
12883 NM_000175 GPI 5938.338 7038.96 6322.558 5552.203
14660 --- --- 8.553768 3.484389 8.612542 13.15091
20605 NM_002104 GZMK 20.79332 17.14687 16.22252 24.38069
16537 NM_015190 DNAJC9 1450.505 861.3436 1050.037 1705.114
9584 BC061514 MPV17L 20.46514 12.47342 17.76534 21.27061

26732 NR_002449 SNORA65 190.6723 206.9372 195.9162 215.7505
20565 --- --- 37.69913 38.43322 33.18048 42.25634
25777 ENST0000035ANKRD18B 448.9048 312.995 394.5796 801.8032
19396  NM_0011056USP17  // US 148.2476 183.7611 176.8798 125.3565
19397  NM_0011056USP17  // US 148.2476 183.7611 176.8798 125.3565
19398  NM_0011056USP17  // US 148.2476 183.7611 176.8798 125.3565
19400  NM_0011056USP17  // US 148.2476 183.7611 176.8798 125.3565
19401  NM_0011056USP17  // US 148.2476 183.7611 176.8798 125.3565
19402  NM_0011056USP17  // US 148.2476 183.7611 176.8798 125.3565
19404  NM_0011056USP17  // US 148.2476 183.7611 176.8798 125.3565
21436 NM_018700 TRIM36 230.8676 161.1715 279.0637 191.2295
16425 NM_178457 ZNF831 99.19272 61.56117 88.08451 115.4883
2647 --- --- 78.58577 78.68079 78.86406 65.66908

27912 NM_0010798 CUL4B 1606.688 1367.719 1540.132 1959.475
28529 NM_021976 RXRB 1052.381 1013.639 952.4602 1109.573
10479 --- --- 275.1196 335.5767 254.0286 271.6021
21912 NM_0010984 HLA-F 2087.935 2861.057 2555.583 1454.384
1450 --- --- 660.2319 429.8922 526.8295 863.0408

11716 NM_016016 SLC25A39 1675.416 1373.035 1329.868 1827.665
10205 NR_003501 EARS2 531.8633 625.6064 597.5779 530.1088
23742 --- --- 211.5875 162.0635 206.8193 312.2133
10722 --- --- 84.02116 89.9351 90.6749 97.20171
13773 NM_001020 RPS16 5297.348 5702.368 5320.294 5634.645
19959 --- --- 1498.261 1190.316 1901.096 1661.888
11552 NM_002985 CCL5 301.0982 10326.41 5515.981 152.1723
16839 ENST0000033FGF7P2 68.39008 84.18895 65.6275 117.4056
28822 --- --- 37.16215 44.36029 30.09811 49.10604
27179 AY740522 USMG5 2832.068 3516.079 2869.565 2824.089
1255 NM_014053 FLVCR1 945.9376 794.248 1082.261 887.8078



8710 --- --- 120.4406 89.34035 100.8823 139.529
6881 NM_00104010HVCN1 88.71355 90.33293 99.62389 102.6999

13528 --- --- 4.545114 6.006474 0.2170753 0.00290609
12951 NM_015073 SIPA1L3 1851.967 1038.716 1540.171 1799.676
27213 --- --- 44.45464 34.54292 33.21489 64.86112
24159 --- --- 4.553181 7.974775 7.147501 4.099772
12850 CR936832 LOC440518 153.9869 123.8769 166.4943 171.1251
22461 AK125190 LOC441179 86.7952 101.5756 97.72623 100.7717
1852 NM_0010976 KNCN 236.4771 230.7632 246.7611 242.6364
115 --- --- 38.7724 27.82553 44.72166 31.74051

1560 --- --- 38.7724 27.82553 44.72166 31.74051
23100 --- --- 32.18948 31.46728 39.66414 30.74375
12415 --- --- 65.81187 51.65935 46.50342 46.41214
27547 NM_00100199GPM6B 682.1576 8966.541 3667.158 69.92184
19834 NM_018352 FLJ11184 557.7518 432.1631 448.4856 703.4926
17417 NM_022098 XPNPEP3 1020.631 951.1835 698.4886 1263.782
10480 NM_003791 MBTPS1 2806.564 2975.928 2582.718 3290.505
24769 NM_006571 DCTN6 743.3228 863.8983 979.6383 623.2311
10648 NM_003010 MAP2K4 598.3527 668.0146 655.9601 821.7227
1949 NM_004675 DIRAS3 71.29456 58.46431 56.69827 77.12574
7068 NM_203451 RP11-16L6.1 211.9651 259.4673 220.7791 229.8065

21112 --- --- 162.9702 131.5965 192.8683 202.9015
19806 NM_032117 MND1 440.7106 241.2036 548.7946 307.648
19764 NM_031296 RAB33B 398.6464 393.4358 394.8263 393.8947
15874 NM_012086 GTF3C3 1207.832 1354.663 1116.543 1192.678
9870 --- --- 180.9904 168.7338 154.174 147.3933
6091 NM_005230 ELK3 3082.611 1813.316 2209.568 3625.51

25818 --- --- 322.135 327.9054 249.2453 271.5557
26511 --- --- 261.1003 244.7196 286.2936 333.5419
11920 NM_015654 NAT9 405.4373 363.1607 314.8228 501.0611
28611 --- --- 1444.596 1277.497 1700.953 1522.037
8989 BC069077 C15orf49 119.2006 111.6087 118.5844 146.389

11651 NM_002278 KRT32 89.3082 104.1715 102.9697 89.54802
24001 NM_006547 IGF2BP3 2483.514 2469.304 2782.3 2498.594
9687 NM_000034 ALDOA 5061.516 6009.322 5432.494 4787.529

13462 NM_032447 FBN3 103.8328 105.6938 120.9232 121.0786
11462 --- --- 166.0813 130.0849 154.329 151.2656
24370 --- --- 191.6009 155.1982 193.4851 214.2121
19100 --- --- 1953.618 1823.729 2505.79 2122.479
13360 NM_006830 UQCR 1535.116 1429.284 1465.32 1513.593
14132 NM_017971 MRPL20 2668.276 2508.434 3125.316 2517.752
1466 NM_017971 MRPL20 2668.276 2508.434 3125.316 2517.752
5170 NM_021727 FADS3 1397.43 1331.511 1239.012 2002.41
1494 NM_207356 C1orf174 1605.469 1508.639 1269.142 2252.326

25946 --- --- 31.2652 13.65982 29.45794 9.417648
8866 ENST0000033KIAA1920 513.907 983.317 663.8699 409.7025
7306 NM_004734 DCLK1 122.7663 117.4121 53.17538 392.6791
819 ENST0000036LOC644634 229.8065 303.19 237.5791 349.3143



15845 ENST0000032PRO2964 11.52454 4.754789 8.961909 7.210749
23549 NM_006716 DBF4 431.56 324.9804 494.2186 343.8929
24975 --- --- 68.75902 49.71192 51.15929 98.79866
2636 NM_173854 SLC41A1 1796.578 1735.925 2149.553 1388.287

21752 ENST0000032PSMG4 379.6966 520.1535 416.3703 380.8368
327 NM_153212 GJB4 58.23852 84.12036 71.58913 79.32338

8447 NR_001295  /SNRPN  // SN 141.6601 194.6569 197.4547 111.7359
8522 NR_001295  /SNRPN  // SN 141.6601 194.6569 197.4547 111.7359
955 BC011382 C1orf66 299.4281 240.5199 266.1628 315.4084

4105 NM_005316 GTF2H1 2237.091 2160.324 2355.993 3231.398
9223 NM_005848 DENND4A 974.3742 858.512 995.2456 1303.792

26249 NM_0010043 LOC441476 372.472 373.3884 335.0875 366.3131
8490 NR_003306  /SNRPN  // SN 0.00619986 0.7406918 2.344808 2.47131

16863 --- --- 36.30604 36.56172 42.2867 39.35669
26344 --- --- 15.74854 18.71608 21.83651 26.0306
17747 NM_024053 CENPM 527.2565 458.0465 528.7463 406.3073
9068 NM_015540 RPAP1 911.2618 652.4739 815.4091 1050.819
6483 NM_175861 TMTC1 111.741 990.1193 356.5397 21.31076

27752 --- --- 215.9055 213.2803 222.2634 217.5708
7431 --- --- 13.49548 13.73195 18.94333 16.093

22291 --- --- 58.39621 57.87421 68.70761 63.45967
5403 NM_000842 GRM5 204.8594 198.3983 236.6575 228.7063

24978 NM_003114 SPAG1 455.4665 303.3007 325.587 574.1987
14398 NM_003124 SPR 858.1305 891.4053 853.6341 1028.224
19901 --- --- 144.5038 132.7191 173.0347 170.7493
7416 --- --- 14.56518 18.48422 20.37534 21.2083

22958 --- --- 14.81432 27.39812 23.73573 30.16037
23897 --- --- 267.997 256.1157 314.0947 272.896
3744 --- --- 405.1634 362.673 433.9803 499.9698

14510 --- --- 40.43747 143.2553 75.05832 30.13173
16629 NM_003098 SNTA1 469.3203 852.0865 562.9916 298.981
15772 AL832824 COBLL1 66.3866 74.42032 72.0336 59.40771
1090 NM_020318 PAPPA2 83.31915 62.64714 79.57254 78.09082

15693 NM_00100854CXCR4 42.84301 78.46766 57.50098 66.79897
26606 XR_039327 LOC10013098 190.2908 196.3462 219.6003 206.0819
27891 --- --- 33.79195 38.59308 27.74772 29.51338
13393 NM_004886 APBA3 262.1491 216.3891 245.8457 260.2838
3547 NM_006973 ZNF32 165.3097 172.1394 178.7355 173.9985

27328 NM_144658 DOCK11 800.3914 529.968 764.0275 1005.403
21715 NM_139068 MAPK9 2151.359 1719.163 1550.249 2734.739
15655 NM_0010835 A26C1A 6648.192 6265.863 6130.832 6486.223
18611 NM_005677 COLQ 116.7602 104.7994 111.3593 117.9654
8117 NM_030631 SLC25A21 83.03932 58.96512 86.34218 72.26889

27034 NM_003254 TIMP1 5045.75 5197.188 5029.685 5066.449
18113 NM_032505 KBTBD8 106.1047 149.3038 162.2142 111.0865
20249 NM_178833 NHEDC2 737.7395 564.7922 748.2766 873.4832
8222 --- --- 28.06022 24.8316 22.20722 38.00911

17778 NM_032287 LDOC1L 529.8954 580.449 683.5558 677.6969



20323 --- --- 9158.653 6546.193 9944.795 9849.167
182 NM_000871 HTR6 302.218 329.4973 309.4268 320.4363

4757 NM_00103966TIRAP 320.2779 273.4321 371.1214 205.6638
9275 NM_015477 SIN3A 1603.158 1213.704 1413.142 1699.373
5562 NM_0010053 OR6M1 20.73755 26.34096 18.70004 18.98215
9112 NM_138356 SHF 94.97817 146.9309 109.4589 94.47004

19953 NM_020416 PPP2R2C 280.8266 262.827 287.4696 287.4325
27498 NM_012151 F8A1 3099.845 2825.174 3841.941 2616.747
28117 --- --- 40.48454 39.09863 46.5972 33.59271
27577 NM_001412 EIF1AX 2195.246 1808.039 2292.037 2807.323
13689 --- --- 824.5552 839.2493 1029.142 938.4573
26800 NM_003371 VAV2 1132.532 825.0311 1056.482 845.085
19059 NM_014602 PIK3R4 2537.029 2516.133 2648.666 2444.803

183 NM_015207 OTUD3 254.5119 277.5719 220.3803 366.7637
10966 NM_006178 NSF 1926.836 1706.961 1902.417 1790.606
4019 NM_0010051 OR52N2 175.2224 166.9959 191.289 185.2868
1182 NM_006335 TIMM17A 1503.054 1083.311 1509.221 1258.895
3058 NM_024045 DDX50 1187.481 1025.233 878.4003 1611.484
2450 --- --- 240.4846 141.4804 260.8787 312.5066

11512 --- --- 89.79848 84.40484 81.95583 92.45853
10339 NM_015993 PLLP 248.9626 298.8663 292.3831 417.1487
9821 NM_002428 MMP15 215.3256 217.6095 337.667 177.9908

25990 BC112930 KIAA1529 86.50521 124.6705 95.3929 65.50579
13066 ENST0000035MAG 61.50821 58.6078 69.5265 82.07653
8309 NM_021161 KCNK10 55.577 56.15436 63.83086 54.87216

22157 --- --- 6.44624 2.271743 5.625686 7.669535
2000 --- --- 208.8008 44.25592 353.7122 471.5839
1966 ENST0000029LRRC53 47.21112 47.16319 42.16235 52.92381
1213 ENST0000036LOC284581 213.0938 274.497 245.4336 235.4773

18544 --- --- 96.31755 105.7958 86.46997 68.60459
22230 --- --- 121.6782 121.3727 235.2502 303.0803
14171 NM_014668 GREB1 94.21579 139.062 114.3606 88.00837
15486 NM_012477 WBP1 907.1944 1384.887 1041.55 671.4724
22219 --- --- 84.53738 70.82117 75.87836 66.11934
20707 XM_00172243hCG_2015956 1964.917 1825.829 1798.146 2594.451
14234 NM_004341 CAD 1490.697 1169.958 1362.79 1711.807
16523 XM_0017236 UBE2D3P 3134.978 2344.484 3260.721 3520.879
12446 NR_002571 SNORD58A 186.9037 179.7133 219.3454 227.5105
15851 --- --- 420.0162 317.1898 492.9471 523.4445
6492 NM_0010053 AK3L1 527.2633 2318.941 540.9436 1955.217

16836 AF427490 C21orf99 106.2064 133.0075 123.3483 103.925
24342 NM_024637 GAL3ST4 62.98093 55.45409 61.20905 65.44314

574 NM_006465 ARID3B 725.8229 791.4637 736.9664 835.488
4726 X64981 OR10D1P 118.761 113.3923 116.529 109.5185

28374 NM_021160 BAT5 892.2076 871.9641 1106.621 754.4751
14358 --- --- 224.3861 254.8824 176.3391 147.9376
27943 NM_017666 ZNF280C 1139.61 863.1395 1128.655 1738.793
6448 --- --- 43.70137 48.81446 50.93292 59.25831



25797 NM_203299 C9orf131 57.8296 54.32019 62.54986 55.1455
10061 NM_0010423 LOC283871 1492.189 1239.2 1465.085 1159.772
27949 --- --- 67.98133 121.6497 105.4131 75.45309
22288 --- --- 33.98577 12.14164 45.08154 45.03356
10329 --- --- 112.0857 86.63416 107.4872 105.461
22202 NM_006416 SLC35A1 369.3618 364.8446 422.4557 374.7628
9499 NM_016333 SRRM2 4031.877 3377.581 4022.005 4963.534
530 NM_032291 SGIP1 92.32144 106.1894 103.9958 89.87578

11209 NM_002949 MRPL12 1435.82 1272.176 1394.068 1240.418
22 NM_080605 B3GALT6 459.5196 464.3446 430.0659 472.5628

105 NM_015378 VPS13D 1031.449 1184.678 965.475 1222.737
16823 NM_015894 STMN3 418.333 302.7102 209.473 224.4047
27469 NM_021949 ATP2B3 117.1602 137.9721 103.9923 128.6504
23223 NM_00103728EIF3B 3539.15 3253.671 3763.003 3358.35
24889 BC014448 C8orf44 236.7549 198.4249 118.3521 280.0708
22014 NM_003427 ZNF76 756.3517 618.6907 603.5471 930.6192
28091 NM_018196 TMLHE 782.4302 818.6619 785.9698 795.0884
22424 NM_020732 ARID1B 1216.538 979.903 951.3366 1223.781
19375 NM_015274 MAN2B2 667.7853 775.5946 751.4811 636.4288
19696 --- --- 66.51963 48.45011 62.7549 53.92788
28320 NM_005346 HSPA1B 2845.018 2367.174 2555.015 2519.697
28453 NM_005346 HSPA1B 2845.018 2367.174 2555.015 2519.697
8386 NM_152326 ANKRD9 413.1129 407.285 359.0344 415.2678

18931 --- --- 115.0148 87.38535 82.6703 160.3594
10632 NM_012393 PFAS 1060.581 949.8978 1041.413 1049.985
19788 --- --- 177.5297 135.4854 172.2575 154.356
4876 NM_000559 HBG1 77.39199 86.67487 82.17362 72.94463
4877 NM_000559 HBG1 77.39199 86.67487 82.17362 72.94463

19049 NM_020701 ISY1 375.5229 203.8465 326.6659 485.8295
11696 ENST0000037LOC10013058 9.282922 9.525358 7.523362 7.993253
14571 NM_032411 C2orf40 295.3546 317.3903 289.6422 301.4226
1934 --- --- 11.35771 6.22296 14.39426 14.36557

12213 NM_138443 CCDC5 964.6271 1125.813 1260.369 857.2928
9628 NM_001039 SCNN1G 199.4766 195.3092 203.2242 206.2088

18211 NM_014648 DZIP3 462.9856 487.2553 450.9149 466.6762
27504 NM_012151 F8A1 3063.397 2794.642 3804.126 2593.631
20828 NM_004384 CSNK1G3 1317.508 1156.806 1103.726 1604.365
4165 NM_018259 TTC17 1406.807 1457.13 1359.292 1580.644

11220 BC036191 FLJ35767 117.2987 133.4079 132.1715 140.9739
22566 NM_003544 HIST1H4B 1911.678 1130.141 1745.372 1783.179
21967 NM_005346 HSPA1B 2877.097 2392.708 2586.906 2543.077
18326 NM_021203 SRPRB 2702.856 2450.419 2617.014 3132.161
13443 --- --- 2.998681 2.292798 4.047942 4.725042
15868 --- --- 9.097421 18.8105 18.26659 11.97975
5859 NM_001652 AQP6 217.8596 212.1004 208.8176 225.6927
4014 --- --- 93.92012 104.2539 94.62579 67.26764

10513 --- --- 517.7289 617.9709 482.1661 605.5437
23671 NM_012257 HBP1 576.4709 954.3048 661.5287 451.3424



22204 NM_181837 ORC3L 1001.106 790.5079 864.6383 1571.608
24063 --- --- 59.99398 43.8377 69.43197 49.33858
19651 --- --- 45.64935 40.65946 53.93975 53.05437
24088 NM_0010998 C7orf25 447.4721 297.4947 446.4608 359.2035
7995 NM_0010052 OR11H1 73.41996 76.45753 89.90734 66.07483

13104 NM_000836 GRIN2D 241.6062 269.3106 250.1138 258.4921
26818 --- --- 157.7712 150.7621 166.4567 168.4472
19908 NR_002451 ABCA11 114.0412 110.0268 98.63789 154.2611
11000 NM_007067 MYST2 1825.261 1427.298 1681.659 2027.15
8652 NM_024063 SPATA5L1 318.1387 233.2798 317.6711 402.6073

15760 NM_016839 RBMS1 2164.304 1392.87 1658.788 2947.057
15715 --- --- 102.5391 94.86185 97.03596 109.108
7428 --- --- 55.66018 63.92336 59.45501 46.88564
5045 NM_000741 CHRM4 257.6383 260.9152 220.5807 286.1326

17683 NM_006860 RABL4 178.7359 192.2973 106.7961 215.3975
18998 NM_175924 ILDR1 166.6582 174.6074 153.0018 189.9537
13565 NM_002918 RFX1 555.1588 469.8243 492.0193 612.6483
1237 NM_005525 HSD11B1 444.986 213.2535 136.8889 519.4939

13262 NM_007279 U2AF2 3351.408 2622.468 3313.083 3490.805
15317 NM_080653 ATP6V1E2 131.1768 106.4019 107.5393 137.2784
16530 --- --- 43.62238 35.04062 30.29124 49.50982
14063 NM_173804 TMEM86B 119.042 140.797 138.8438 154.616
12161 --- --- 28.15519 41.40358 21.12395 23.20452
13477 X89673 OR7E18P 12.89718 18.60165 31.61323 33.99426
17828 NM_182916 TRNT1 456.9716 365.4712 405.9308 408.6285
15651 --- --- 191.2423 158.2143 189.4913 208.7766
27195 NM_000052 ATP7A 819.8065 1240.601 911.1478 772.6755
25211 NM_182643 DLC1 1096.573 731.8376 1086.991 1227.493
4586 NM_014361 CNTN5 33.82095 37.90035 39.99622 30.88357
2917 NM_012443 SPAG6 141.2399 119.2606 114.3032 137.5431
6237 NM_030765 B3GNT4 198.4727 214.2696 194.1619 178.6373
3126 NR_002724 MBL1P1 270.2836 190.0296 225.0689 354.7024

13304 NM_173632 ZNF776 501.9696 598.071 621.079 486.3716
25209 ENST0000035LOC442381 6.863635 12.22328 13.33632 9.142684
26957 NM_173495 PTCHD1 70.62691 34.81715 70.66583 76.51292

666 NM_018061 PRPF38B 1254.253 1201.479 933.8362 1757.683
15451 --- --- 50.57193 24.44422 18.72102 8.856648
8602 AK291344 LOC643338 166.3851 206.4558 181.7382 201.9543

24356 NM_0010150 UFSP1 200.6734 224.3278 222.2589 168.6742
26305 BC020879 MGC24103 91.35954 116.4705 82.8448 94.56463
21869 NM_00107678ZNF391 238.5526 291.9845 283.7188 249.1136
21786 NM_016167 NOL7 1797.38 1375.779 1869.646 2097.176
4073 NM_017944 USP47 996.5378 759.3102 794.1024 1283.184
3596 NM_019893 ASAH2 300.5029 200.4039 275.6813 383.6183

13663 NM_021269 ZNF708 176.1807 212.8859 179.72 263.6324
5343 --- --- 240.9116 200.9911 183.2216 180.7926

11642 NM_033062 KRTAP4-2 677.3782 699.6104 686.9846 746.0362
18009 NM_000648 CCR2 52.44633 43.05139 61.32583 69.21175



17800 NM_020461 TUBGCP6 309.7507 362.1364 268.2382 352.7538
1583 --- --- 88.32504 43.98863 85.14206 131.7462

23231 NM_152744 SDK1 373.7693 252.1072 465.1448 409.2626
25343 NM_003068 SNAI2 3591.204 8088.321 3285.013 2779.616
5313 NM_005247 FGF3 131.3334 152.0897 135.5784 147.0837

18614 NM_015199 ANKRD28 2220.114 2403.915 1958.16 2058.973
7180 NM_182848 CLDN10 79.87194 61.59319 94.91281 89.0518

24759 NM_0010174 ESCO2 1800.53 1387.083 2105.575 1369.47
20574 NM_133433 NIPBL 1557.153 1232.757 1818.672 1381.853
21521 --- --- 57.28843 26.18525 72.21452 87.48837
7457 --- --- 16.08704 11.85779 17.71058 11.05018

14356 --- --- 54.90387 69.8943 65.65058 53.57432
13961 NM_152358 C19orf41 87.58955 61.47158 88.24036 105.0825
25810 NM_016446 C9orf127 190.6911 312.7672 235.4747 195.9559
1482 NM_153818 PEX10 916.5794 1076.604 881.7745 1093.563

24069 NM_003014 SFRP4 33.07694 50.93273 47.47657 27.23437
28771 --- --- 77.47186 20.57022 85.1639 81.51807
15011 NM_003936 CDK5R2 372.3962 440.639 393.7582 413.6826
18268 --- --- 459.6901 489.8908 455.7509 482.8869
1357 --- --- 15.10382 19.14209 12.18909 20.24652

28194 NM_003140 SRY 26.88277 29.82407 27.65193 31.26673
26575 ENST0000024MT1G 10087.42 7269.105 8053.394 12953.35
6452 --- --- 133.4211 134.3788 124.5966 121.3446
1746 NM_0010804 DLGAP3 63.3826 64.97742 65.67704 68.40463
8124 NM_203301 FBXO33 643.9161 532.6089 574.6088 867.0411
3480 --- --- 37.04698 32.51853 36.75665 43.13365

22656 NM_130463 ATP6V1G2 70.71025 94.23994 79.40359 93.82919
28495 NM_130463 ATP6V1G2 70.71025 94.23994 79.40359 93.82919
4893 NM_0010051 OR56A4 66.92401 66.98031 78.02526 54.79308

22737 NM_052961 SLC26A8 43.92408 51.52111 52.8237 55.73161
5399 --- --- 29.89186 40.78928 33.52172 32.3222

15354 --- --- 159.7159 129.3213 143.5529 156.2285
12425 BC041860 LOXHD1 86.82747 95.09484 101.3865 99.07929
22646 NM_00110556CCHCR1 291.0275 243.6539 217.593 328.2877
15085 NR_003008 SCARNA5 288.7054 282.5935 314.4655 285.8239
28636 --- --- 70.04875 58.0071 70.7952 77.06121
3650 NM_005041 PRF1 93.67657 96.44125 96.12653 126.2083

26727 NM_0010066 MAPKAP1 2901.883 2323.749 2701.438 3428.205
10084 NM_000243 MEFV 86.3433 96.64228 92.07457 98.5051
6947 NM_002150 HPD 52.8255 47.45504 56.19956 76.49046

19685 NM_033625 RPL34 1064.159 1035.517 1240.357 1015.555
20851 NM_003059 SLC22A4 335.9785 274.0011 528.334 268.5363
19940 --- --- 319.6983 594.819 393.9327 222.313

616 --- --- 9.022782 5.450786 8.735845 4.563079
10667 BC027986 C17orf45 3390.37 3495.54 2841.085 3613.078
9358 NM_022163 MRPL46 836.993 1118.36 922.2834 887.0594
1998 NM_004261 15-Sep 4925.855 4987.301 4929.392 5900.846

20584 NM_175921 LOC285636 3118.181 2330.067 3166.141 2541.665



4082 --- --- 33.77187 12.57805 70.04005 64.41373
6282 NR_003290 EP400NL 254.3043 292.1839 238.0335 234.3219
1732 --- --- 48.48076 45.2694 57.48631 60.84631
3273 NM_006951 TAF5 616.5046 314.622 479.6042 779.5247
7146 --- --- 23.86537 16.74618 16.41802 25.61226

22045 NM_021943 ZFAND3 1563.499 1590.198 1428.789 1822.587
10839 NM_005568 LHX1 789.1926 375.3428 374.7296 1175.138
28785 --- --- 147.8304 165.3497 160.7865 159.6344
22071 --- --- 12.93903 14.99508 18.47073 11.29563
22446 NM_152410 PACRG 45.3341 72.20364 50.45277 69.70351
6064 ENST0000035C12orf37 54.25068 46.97818 52.32522 59.91619
5504 BC071695 C11orf71 317.4951 388.7357 311.5069 299.6691

18631 NM_020345 NKIRAS1 343.721 363.5126 436.3046 373.1877
15181 NM_012344 NTSR2 154.1314 183.6268 141.218 190.1544
5268 NM_207340 ZDHHC24 1235.389 1568.354 1182.014 942.4113
595 NM_006256 PKN2 1843.937 1749.628 1721.311 2559.815

5683 --- --- 62.48382 69.55349 62.64455 48.90588
27749 NM_0010038 TEX11 76.68502 61.16157 67.93783 64.11443
9431 NM_005009 NME4 1737.324 2629.472 1897.863 1473.72

19687 --- --- 137.9987 157.0253 118.7818 121.7655
19033 NM_016372 GPR175 1919.09 1985.519 2174.248 2266.617
14698 --- --- 174.3662 113.8671 197.0351 188.7063
22928 NR_002743 SNORD50A 451.6015 427.4512 412.6433 695.127
24352 NM_003227 TFR2 83.39729 96.49879 130.9813 70.84761
20678 NM_024754 PTCD2 616.6349 609.0583 588.9864 597.0023
23419 --- --- 249.3084 227.0413 258.5298 248.6787
22482 NM_001069 TUBB2A 1689.395 3878.839 3319.04 1707.81
9969 NM_153813 ZFPM1 275.9855 325.5976 309.1198 313.9108
7974 AK292179 MGC23270 113.1838 87.95971 103.1697 110.8789

14428 --- --- 7.480043 2.020427 13.50423 1.890322
24621 NM_014629 ARHGEF10 585.31 534.5903 544.8596 534.8661
25028 NM_022045 MTBP 764.652 293.5888 385.3605 1053.931

368 --- --- 43.99097 47.6162 27.81997 72.54861
7664 NM_015091 KIAA0423 568.7831 496.0702 534.6386 737.213
1510 --- --- 363.4074 341.399 483.5097 451.5822
8904 NM_00100430ZNF774 252.0517 369.9884 299.4913 288.3989

22986 --- --- 212.7362 209.1349 233.8031 246.7732
16359 NM_022104 PCIF1 769.3876 622.6863 672.1329 823.7435

790 --- --- 354.802 432.7867 454.5361 433.476
10357 --- --- 65.9482 59.12376 60.40106 69.08521
9436 BC113527 FLJ36208 105.1345 108.6569 110.3244 123.155
7330 NM_005830 MRPS31 418.1272 286.1341 407.5256 807.351

16248 --- --- 80.9534 91.22695 79.14821 67.93172
7341 --- --- 27.60634 26.02302 31.81777 40.50753
8753 NM_015554 GLCE 1469.495 1635.531 1511.196 1503.245
6673 NM_013449 BAZ2A 2088.652 1951.31 2016.57 2266.29
1802 XM_00172566LOC388621 210.0774 230.3531 219.2541 318.3715
3642 NM_032797 AIFM2 294.7849 246.5426 315.792 223.4693



5980 NM_024779 PIP4K2C 893.5509 817.7261 1001.759 817.0607
16054 NM_004369 COL6A3 349.5887 69.13805 38.68758 217.8869
19156 NM_004733 SLC33A1 1372.438 1249.746 1308.697 1597.225
23188 NM_004610 TCP10 121.3066 122.0336 123.4751 133.7802
2545 NM_005717 ARPC5 3975.462 3634.168 3923.026 3738.917
8662 NM_00102524DUT 820.1578 528.265 767.7997 1127.593

24329 --- --- 69.40929 57.90112 84.66537 83.83787
26678 BC093630 TNFSF8 147.8535 163.3146 159.039 155.6555
5838 NM_012404 ANP32D 108.9586 75.19503 122.4128 166.4948

16157 NM_080676 MACROD2 62.47153 84.33981 69.3941 54.98177
16445 NM_018270 C20orf20 2139.209 1789.127 2226.893 1958.911
24051 NM_203288 RP9 638.1227 459.4153 718.8974 461.1204
27492 AY168775 CXorf52 58.05143 95.61193 69.25361 58.79451
28163 --- --- 78.4587 87.29589 82.54815 88.56762
26724 --- --- 262.7162 211.4131 229.0862 310.8091
11702 NR_003562 MPP3 232.451 185.9433 153.3039 309.2361
24419 --- --- 167.8939 278.2325 138.7493 112.2444
10004 AY341937 WASH1 1459.014 1456.972 1218.256 1534.166
7079 NM_024561 NARG1L 496.6668 363.0374 372.7534 733.869

24616 NM_0010424 ZNF596 72.04324 79.71046 85.73659 71.72786
7538 --- --- 80.34718 52.5407 80.64206 85.82463

28078 AY168775 CXorf52 56.70584 93.42015 67.67855 57.4551
25660 NM_015201 BOP1 1414.821 892.471 1034.343 1582.701
28211 --- --- 124.6966 155.7923 179.1047 154.2962
28131 NR_001536 TTTY2 58.15761 57.84971 60.35173 50.23537
28198 NR_001536 TTTY2 58.15761 57.84971 60.35173 50.23537
24178 --- --- 124.7737 107.4618 111.4341 93.76205
22792 NM_0010087 LOC441150 120.2483 132.6767 122.9344 139.1698
14112 NM_003433 ZNF132 121.4571 119.5826 113.3163 102.3392
8650 NM_017434 DUOX1 89.99838 100.3346 95.33372 118.5291

24586 NM_00100380SMARCD3 161.7505 215.2222 167.8276 193.8868
19878 NM_001564 ING2 372.8519 320.5178 430.0966 367.8543
7115 --- --- 114.6844 112.9199 141.0285 153.4265
4151 NM_003477 PDHX 1616.385 1539.915 1940.628 1599.309
9960 NM_001451 FOXF1 281.2151 193.6371 134.3546 243.6981

16856 --- --- 58.98181 74.74211 50.39605 47.60773
15829 NM_003690 PRKRA 775.4583 774.5125 654.2051 1043.094
8440 NM_0010124 GOLGA8E 191.3596 227.5472 206.2421 234.8005
7203 --- --- 67.20066 68.35293 63.63333 65.76644

28554 --- --- 12.34431 7.992 7.006154 9.167273
2731 --- --- 45.73864 55.59817 52.46548 52.01686

10829 NM_002988 CCL18 156.2628 182.9198 149.9349 158.163
23574 --- --- 173.7202 157.3171 162.0916 176.3521
3330 XM_00172146LOC646119 419.5531 551.1096 354.291 662.2824

20741 NM_001867 COX7C 1444.658 1688.807 1678.965 1888.321
21034 NM_0011226 ODZ2 460.6249 39.8251 43.78242 471.9075
14372 NM_032208 ANTXR1 3470.908 3184.415 3139.808 3802.745

928 NM_002455 MTX1 1222.761 1050.643 1343.462 987.6531



9133 --- --- 122.2375 142.6977 123.2244 92.61753
6371 NM_003480 MFAP5 67.1011 58.16801 64.48055 72.50524
5390 NM_0010396 CREBZF 565.9299 591.2515 503.8414 577.1126
1938 --- --- 79.64872 91.78406 81.57175 84.36236

16256 NM_001672 ASIP 106.9302 108.1765 113.6029 117.1589
25434 NM_012258 HEY1 531.5106 1533.721 483.6917 257.9305
15748 --- --- 124.7368 107.456 119.6593 122.0403
4094 NM_005013 NUCB2 1264.167 1005.044 942.515 1534.271

23772 --- --- 16.48205 2.599176 22.49481 24.79673
15430 NM_133478 SLC4A5 85.27921 70.98855 82.17432 116.0206
20881 NM_012159 FBXL21 29.11129 53.77068 35.01369 22.63401
21509 NM_006161 NEUROG1 113.4644 98.29949 106.454 107.4565
11076 NM_006039 MRC2 544.2236 458.3215 239.7715 493.5874

372 NM_023070 ZNF643 234.2076 159.2332 230.8841 332.5213
10383 NM_004691 ATP6V0D1 4511.781 3761.594 3937.605 5122.683
24678 --- --- 28.71474 32.75628 41.27615 30.61502
21524 NM_001496 GFRA3 72.23886 70.98905 74.72842 76.54842
7363 --- --- 29.82152 29.36576 27.81294 35.17736

14114 NM_032792 ZBTB45 421.631 399.2853 473.2497 464.1888
5578 NM_014312 VSIG2 201.0981 197.3994 223.5345 217.4176
7023 NR_002815 LOC374491 40.4021 71.51157 74.09924 22.31992
263 NM_032872 SYTL1 197.3882 213.2646 205.9288 204.1287
636 NM_021190 PTBP2 792.7365 1360.883 1365.465 824.8643

3949 NM_003957 BRSK2 372.0028 450.9686 381.9333 453.1076
16662 NM_032013 NDRG3 2526.965 2185.337 2172.484 3416.475
24822 NM_001556 IKBKB 586.254 586.0657 647.7505 502.7169
23021 NM_001527 HDAC2 3002.813 2271.79 2836.984 3663.082
22786 NM_033502 TRERF1 403.2577 198.3257 330.6169 450.7178
23352 --- --- 46.26755 37.10755 31.97904 31.74239
4781 NM_138342 GLB1L2 89.07392 451.9536 178.5668 54.18765

11450 NM_152908 SLC47A2 91.29536 109.8885 109.9085 91.34611
13338 NM_012435 SHC2 182.0723 135.9788 152.2242 171.0164
1069 --- --- 64.49532 69.98106 68.5043 69.52156

21525 NM_001790 CDC25C 924.7625 509.9521 625.9048 1286.475
27796 NM_00101298SATL1 34.87681 35.78066 39.98214 47.96775
23093 NM_014432 IL20RA 69.69922 67.26321 66.20436 95.6819
2148 NM_017686 GDAP2 1652.684 2380.679 1702.701 1683.356

17799 NM_015166 MLC1 196.7886 222.2278 202.2411 210.0167
21920 NM_138700 TRIM40 97.63744 64.73251 83.5011 115.9629
9662 NM_004320 ATP2A1 98.72392 105.0961 88.37564 93.51424
1968 NM_001889 CRYZ 1150.595 1050.784 957.3719 1838.414

23316 NM_152793 C7orf41 197.2386 253.0103 184.8003 277.4527
17720 NM_002608 PDGFB 241.1347 172.6584 186.5691 233.9098
3587 NM_000124 ERCC6 652.173 912.1819 753.6367 717.45
6056 NM_032165 LRRIQ1 38.59475 23.89186 35.35541 51.61195

14369 NM_138964 PROKR1 105.0861 100.1962 111.4751 123.173
10940 XM_00112798LOC728675 738.4828 813.7546 729.3251 598.2228
24286 NM_0010400 FAM133B 585.7515 598.7173 542.5886 588.4275



36 NM_002744 PRKCZ 147.4683 677.3828 191.784 45.40297
10371 AF151886 FAM96B 3031.027 2727.127 3210.318 2614.399
19591 NM_015393 DKFZP564O08 81.77364 84.96336 88.32662 99.21808
27058 NM_005710 PQBP1 763.4144 626.1129 715.5196 754.9257
5533 NM_001028 RPS25 6843.49 5691.215 7208.981 8106.449

13133 NM_012423 RPL13A 9570.567 10797.39 9753.61 10776.51
21059 AY139008 C5orf41 589.1586 748.5413 530.728 876.1666
22607 NM_145909 ZNF323 98.81451 80.60714 79.12745 121.9598
21533 NM_016459 MGC29506 175.7068 177.8717 173.0403 196.7579
8574 --- --- 120.4969 106.0379 155.8351 144.0617

27811 --- --- 36.23767 28.50755 57.47488 61.02341
25473 NM_016033 FAM82B 871.1585 790.5567 850.1227 1301.981
9898 NM_012426 SF3B3 5410.071 4363.796 4993.49 6341.167

27161 NM_007363 NONO 5359.49 4784.646 5036.5 6252.646
23038 NM_020399 GOPC 1339.583 745.045 993.6055 1641.959
12288 NM_017757 ZNF407 268.2703 260.7451 333.9001 282.7426
6575 NM_181708 BCDIN3D 183.8684 174.6317 179.3122 224.5945

13749 NM_004647 DPF1 225.7561 190.2898 184.9233 186.7469
17498 NM_0010052 OR11H1 62.59414 64.98908 77.00554 55.95484
7527 NM_0010052 OR11H1 62.59414 64.98908 77.00554 55.95484
1095 --- --- 140.4983 152.0286 180.0493 153.3517

22552 NM_014809 KIAA0319 79.53346 69.31723 78.17505 95.48556
3632 --- --- 13.21103 13.21747 9.581382 8.413552
1761 --- --- 79.40072 89.31515 119.3847 108.5367
6635 NM_020898 CALCOCO1 481.0129 735.1298 423.8086 797.4988

16315 --- --- 78.62203 65.63587 90.26527 101.8286
3479 NM_145010 C10orf63 13.46831 25.15648 19.14091 8.376428

27762 NM_001007 RPS4X 5366.25 5673.154 5749.613 5861.077
15825 --- --- 244.9431 320.1055 182.3988 306.7097
2013 --- --- 91.86004 93.56158 101.8625 79.41293
9871 NM_012320 LYPLA3 822.1631 849.7144 797.923 848.2308
591 NM_012262 HS2ST1 1624.721 2042.598 1604.811 1624.901

1930 --- --- 51.2134 43.62952 38.45521 38.83857
28703 --- --- 9.371383 2.773104 6.174177 7.645585
9182 --- --- 52.17725 55.61304 32.60652 36.77089
4853 AF439154 C11orf40 96.91295 128.2178 96.56573 118.6805
7665 NM_017922 PRPF39 418.2349 425.9583 349.1776 647.8841
3236 NM_003393 WNT8B 89.71713 76.1966 68.1181 84.64375

25009 NM_177531 PKHD1L1 27.75278 23.46513 31.65702 32.30821
19884 NM_00102988HELT 186.4093 232.9647 178.0652 213.5546
10866 NM_172220 CSF3 397.9731 367.0557 288.0905 377.0024
6420 NM_002336 LRP6 1713.106 1845.166 1768.638 1785.012

14276 NM_174931 CCDC75 362.5208 334.2718 346.7523 348.4026
20248 NM_0011008 NHEDC1 39.74014 43.78097 45.47803 50.77996
26582 NM_153695 ZNF367 557.6781 374.9294 572.7222 865.4995
20770 --- --- 12.91289 4.602188 16.75578 13.66629
8760 NM_024817 THSD4 522.6306 392.1126 375.4171 597.2705
6939 BC014661 C12orf43 583.1249 455.175 507.7174 660.4489



4397 NM_004561 OVOL1 99.82458 101.3649 91.15865 110.669
4254 NM_002559 P2RX3 117.421 85.37568 86.07561 104.5861

19220 --- --- 99.6656 135.1246 96.49073 101.253
18431 NM_182610 SAMD7 99.00165 92.13669 95.36942 74.83955
23063 NM_0010108 C6orf191 119.8228 29.78069 123.8774 43.72933
16739 NM_022829 SLC13A3 119.7354 264.681 182.2254 97.44264
15140 NM_080741 NEU4 166.6261 181.3199 186.8628 185.7791
7446 NM_052910 SLITRK1 69.15027 63.96102 66.71006 45.07904

19241 NM_130446 KLHL6 226.2966 252.2852 241.3478 240.9871
16978 NM_003307 TRPM2 298.9307 193.5864 168.9499 278.8565
11374 NM_002472 MYH8 23.10069 24.64757 24.03505 28.86656
27417 --- --- 163.4771 133.7251 196.5671 201.9409
2574 --- --- 14.33755 12.10921 19.53529 13.74576

14476 NM_012477 WBP1 949.7816 1440.105 1078.38 703.2939
5886 NM_002284 KRT86 443.76 444.3593 356.1418 562.9122

18403 NM_002852 PTX3 887.0374 758.3686 953.5604 610.2111
19016 --- --- 2.45222 0.4027852 3.598086 3.477464
28685 --- --- 72.76465 62.04773 82.10007 72.56341
27515 NM_178129 P2RY8 40.20964 38.11872 46.29332 55.8904
28192 NM_178129 P2RY8 40.20964 38.11872 46.29332 55.8904
5676 U72518 LOC171220 1413.149 1192.075 1489.926 1169.439

20697 AB072904 NBLA11895 43.66694 54.86451 49.55504 53.22961
15965 --- --- 19.70878 11.4879 19.55001 28.11695
11569 NM_198839 ACACA 862.2065 766.0894 803.0125 1178.838
16868 --- --- 19.88826 9.797503 15.16006 22.4648
28773 --- --- 125.3958 48.63042 100.7225 130.1242
3087 --- --- 30.22701 22.84805 42.95943 36.91613

27625 --- --- 0.404273 0.00272316 0.00310483 0.00312172
3237 NM_017902 HIF1AN 776.3809 674.4653 738.4991 1012.801

14445 AK027182 LOC200383 46.80147 42.70948 47.71685 36.04679
11784 NM_0010072 SPOP 959.8021 675.6904 740.4924 1213.762
2747 NM_014409 TAF5L 1258.892 990.8041 1560.349 1071.837

15134 NM_014808 FARP2 507.7842 1442.585 639.8879 371.5154
4374 NM_006782 ZFPL1 1489.235 1184.89 1253.177 1372.293

25399 --- --- 155.6776 177.139 208.3463 182.401
4752 NM_013264 DDX25 65.87196 118.6 69.05979 49.87989

21915 NM_002116 HLA-A 6726.27 8936.552 7860.59 4981.603
11075 NM_006852 TLK2 1688.143 1699.857 1534.028 1591.705
17486 --- --- 1686.388 1578.193 2046.241 1794.133
14271 --- --- 268.8973 266.8464 306.1882 276.8012
2376 NM_003975 SH2D2A 265.7316 160.278 117.3802 351.3075

12362 NM_138340 ABHD3 1340.046 728.8339 1149.934 810.1984
11711 NM_178542 C17orf65 485.2296 347.2048 381.536 536.4149
6907 NM_015335 MED13L 3044.587 2038.063 2673.117 2970.14

23760 NM_144648 LRGUK 39.73007 46.84906 48.23323 60.20051
27188 --- --- 35.02499 35.93198 52.09991 33.59505
14953 NM_001959 EEF1B2 1580.792 1454.998 1373.434 1738.757
19793 NM_006439 MAB21L2 51.19397 40.19682 62.61919 61.92267



16385 --- --- 200.6016 157.4725 148.8678 152.9258
10359 NM_002954 RPS27A 3954.434 3250.107 4163.063 4652.644
27126 --- --- 21.72818 27.13225 33.25161 10.83773
8107 --- --- 13.21562 3.946784 2.564724 0.137309
3839 --- --- 588.3394 364.0824 639.5396 615.2683
6501 --- --- 7.453206 3.37609 0.5443117 18.49914

11144 --- --- 8.515625 3.714279 8.966811 18.45665
7263 --- --- 329.83 362.243 340.3841 335.8658

18569 AB024705 C3orf32 219.783 191.3056 233.5237 193.0845
27032 ENST0000035CXorf24 161.9824 96.42012 140.0928 231.6182
10364 NM_004614 TK2 561.2911 684.4108 520.4454 765.8748
15003 NM_032726 PLCD4 86.38453 149.1722 93.20545 77.87524
17438 NM_019106 3-Sep 130.2678 792.3661 301.2379 55.59991
26771 NM_033387 FAM78A 75.28229 197.4486 100.7781 76.35283
13143 NM_020719 PRR12 1061.248 860.5601 1126.619 913.6979
24988 NM_001695 ATP6V1C1 1725.249 1478.781 1335.744 2439.459
5401 NM_022337 RAB38 1191.552 2910.342 1220.331 1008.678
1914 NM_0010937 hCG_2033311 3293.275 2409.335 3620.546 3990.358

21443 NM_001801 CDO1 67.31424 62.80461 70.52162 54.7052
10613 NM_001416 EIF4A1 7068.406 6437.22 7544.24 6669.756
14750 AF435957 LOC130576 191.531 190.0387 178.4991 188.6004
15856 NM_016467 ORMDL1 688.6859 938.1049 795.7189 692.7468
25517 NM_198401 ANKRD46 511.4134 600.2565 453.5219 649.6835
4458 NM_003824 FADD 2061.601 1313.337 1695.144 2440.06

16066 BC008026 MGC16025 197.2784 211.5886 192.7501 150.2414
2659 --- --- 1920.182 1423.423 2641.337 2450.242
2001 --- --- 353.4118 324.2856 343.2335 337.3413
8963 NM_00102468LOC283755 1640.594 1727.093 1484.598 1605.53

14452 --- --- 232.8284 244.6161 228.1079 288.4722
15863 NM_007315 STAT1 2379.546 5523.677 3003.245 2182.48
16184 NM_018993 RIN2 1905.54 687.2776 650.4799 1667.504
12167 NM_153211 C18orf17 865.3134 972.9958 1140.917 806.5187
10872 --- --- 426.6755 580.5718 403.3549 413.6646
12029 --- --- 80.53635 72.17857 55.70523 129.2397
26694 NM_005658 TRAF1 105.514 168.8628 121.0835 82.4701

260 --- --- 868.8419 1062.445 774.3448 918.376
19838 --- --- 638.1063 690.0427 494.9529 765.903
13744 NM_014898 ZFP30 231.9809 237.0281 207.8935 295.3227
28667 --- --- 233.5337 225.5063 220.9157 209.6792
4486 NM_016055 MRPL48 600.0303 372.9926 566.7092 759.2442

10476 NM_005792 MPHOSPH6 838.835 519.6754 613.2485 1352.845
5704 --- --- 89.8093 77.85617 106.4153 111.006

10001 NM_001481 GAS8 703.9764 839.3967 832.5812 652.6905
6606 NM_173086 KRT6C 327.6107 280.3799 285.7278 319.4593
4954 NM_000315 PTH 15.17147 14.90598 13.0579 6.804573

21563 --- --- 18.48344 22.95594 28.50801 46.3655
21610 --- --- 8.746478 2.66163 4.689367 8.311201
19294 NM_012287 CENTB2 1929.762 1787.943 1747.135 2091.783



1691 NM_002038 IFI6 2451.033 10696.59 3898.85 1337.387
25796 NM_012266 DNAJB5 726.05 550.5308 600.5678 768.7878
22962 NM_012160 FBXL4 890.0286 1064.883 669.9719 1184.39
2331 NM_002249 KCNN3 581.3069 385.1434 2087.467 88.06931

17353 NM_00100849ISX 90.24144 97.46686 102.0282 92.7857
25897 NM_015110 SMC5 1377.174 1224.504 1497.114 1333.06
27634 --- --- 79.60545 43.53059 67.20644 83.85641
14162 NM_134421 HPCAL1 1653.857 1585.391 1572.907 1041.708
28088 NM_012151 F8A1 3360.263 3069.346 4185.501 2872.286
15723 --- --- 6.641405 5.148285 11.7267 6.445783
13941 NM_018111 FLJ10490 220.7178 307.8613 217.9461 195.4461
21266 --- --- 1.518996 3.491953 5.5568 6.565254
4104 NM_000331 SAA1 587.0818 54034.01 26040.74 307.6924

18635 NM_001068 TOP2B 1552.915 1569.484 1541.726 2124.058
10567 NM_032265 ZMYND15 106.2994 117.6981 111.0405 87.51935
27040 NM_173357 SSX6 434.2281 314.7586 513.3359 295.5226
2029 NM_005665 EVI5 940.0969 1073.558 919.1808 980.8104
6043 ENST0000036LOC10013347 579.5886 398.7892 495.2309 641.0177

15090 ENST0000032LOC339766 106.5552 122.898 114.9519 126.4893
11505 --- --- 153.2507 115.7185 121.8391 202.7119
21742 XM_00172418LOC10012837 249.5627 220.2938 287.5821 456.6275
16529 NM_152611 C20orf75 963.7747 123.5729 194.5584 1295.556
12480 NM_005912 MC4R 50.53838 53.53102 54.77697 43.69307
4684 --- --- 128.3402 87.20318 118.8141 137.9336

14857 --- --- 53.83802 68.78773 54.52501 53.24232
27775 XR_037583 LOC728748 142.2608 57.29609 113.4162 198.6519
20129 NM_002092 GRSF1 1520.179 1710.419 1535.867 1497.755
1263 NM_138796 SPATA17 90.3531 66.62795 97.45512 141.8236

28683 --- --- 2.917162 3.657515 0.8022361 0.00405558
26755 NM_016390 C9orf114 1239.749 1026.13 1095.675 1095.09
5739 NR_002774 HTR7P 261.9734 159.0693 198.9889 255.6046

28626 --- --- 14.55519 36.56528 17.90748 12.80964
4597 NM_001165 BIRC3 449.4988 888.015 1436.922 523.8552

10695 NM_009587 LGALS9 132.1615 127.0744 129.3241 126.6964
14943 --- --- 101.8595 85.8126 101.887 47.78777
16282 NM_018840 C20orf24 4850.693 5336.433 5315.36 4483.156
16562 --- --- 15.40771 19.07054 16.87024 20.61062
23630 NM_003302 TRIP6 1086.704 1124.241 1287.762 883.3801
27668 NM_006150 PRICKLE3 539.8632 658.7531 543.5262 492.1808
5165 NM_024811 FLJ12529 1283.185 840.8813 1187.044 1280.168

25917 --- --- 47.83857 61.54641 48.91932 50.58035
326 NM_005268 GJB5 116.1805 111.5532 104.3216 111.3527

4934 NM_015213 RAB6IP1 2118.917 2688.678 1971.282 2547.697
21385 --- --- 70.52229 55.78481 77.5146 84.74378
28288 NM_138700 TRIM40 89.52855 59.07589 76.45036 105.4279
28424 NM_138700 TRIM40 89.52855 59.07589 76.45036 105.4279
11466 --- --- 70.52409 55.79239 77.52791 84.77293
11334 NM_020360 PLSCR3 682.5479 563.5781 647.57 696.7619



21455 NM_002317 LOX 1642.155 4746.561 3355.742 915.0078
4346 BC056402 LOC144097 465.2731 295.295 334.4065 449.0237

25867 --- --- 53.17306 58.82484 55.61235 44.73877
4205 NM_020358 TRIM49 257.4907 320.3175 309.7361 248.9351
7447 --- --- 35.79599 29.43311 28.79758 32.69439
7026 ENST0000038LOC390387 301.5094 121.9037 259.9374 377.8187
6192 --- --- 28.91041 24.69148 30.48061 25.69029

13538 NM_144976 ZNF564 233.8995 222.1044 201.61 263.3212
23941 AK125308 LOC10012948 456.5005 566.7631 454.0563 405.756
26807 NM_015447 CAMSAP1 1431.184 1231.053 1509.103 1633.534
12147 XM_00172357LOC10012915 184.6662 111.5021 162.781 322.8741

592 BC041867 LOC339524 206.1041 238.5245 224.3979 191.5503
1407 --- --- 64.54137 53.24035 98.31384 56.35772
5027 NM_004171 SLC1A2 48.32924 49.42814 58.16391 41.69556
8887 NM_0011133 FANCI 2146.798 2032.977 2180.219 1921.756

23222 NM_198949 NUDT1 298.2157 239.7704 258.0132 243.9265
8736 NM_004727 SLC24A1 277.5434 260.9435 233.1389 362.3165
7943 --- --- 140.8566 185.4147 162.732 149.6007

26666 NM_00101236WDR31 224.5515 311.9222 165.4435 316.2404
10864 NM_178171 GSDM1 85.4818 80.76353 86.42617 84.98833
6307 --- --- 63.33931 58.93194 46.17417 73.57915

23174 --- --- 950.3145 280.7408 1043.482 1165.349
17288 NM_0010136 IGLL3 259.7589 277.541 266.6575 278.4265
26445 ENST0000037FAM27D1 345.3845 586.92 467.7416 316.1172
4261 --- --- 54.27897 49.85778 42.03017 55.80756

20159 NM_001565 CXCL10 48.42342 1198.241 574.5138 42.64754
12620 NM_006012 CLPP 2297.107 2157.419 2107.447 1988.525
9756 --- --- 90.90649 57.03324 101.6941 100.2578

14150 NM_002166 ID2 314.1855 603.8754 325.9424 123.3393
22048 --- --- 57.36248 44.88516 46.40911 64.67162
26880 --- --- 947.9716 753.9921 895.8168 840.9963
19543 NM_014058 TMPRSS11E 45.23405 60.63925 66.92146 53.56592
27565 NM_021785 RAI2 208.6245 233.1949 237.444 237.685

804 AB042555 PDE4DIP 123.8934 104.5798 106.4851 105.6377
17923 NM_0010391 TRIM71 246.1984 258.0036 246.1508 259.5536
6301 NM_152441 FBXL14 554.4981 351.5113 447.8882 501.4726

17316 NM_153050 MTMR3 1148.829 1187.088 1008.583 1178.325
20668 NR_003656 GUSBP1 2905.439 3271.45 2647.8 2752.669
11430 NM_014695 CCDC144A 528.5212 622.726 491.9661 469.5522
21961 NM_021246 LY6G6D 128.7957 127.595 130.6197 146.7888
12395 NM_0010341 MCART2 48.02735 29.57415 34.83235 56.07397
3539 BC045697 LOC10012948 365.2637 467.1226 407.7553 354.4099

19355 NM_002938 RNF4 1713.097 1404.83 1720.913 1761.491
17322 --- --- 193.6615 252.3628 145.7523 159.962
10062 NM_001919 DCI 1087.456 1070.579 1040.386 1245.26
15650 --- --- 81.3618 66.0759 114.475 55.68343
6336 NM_133476 ZNF384 2210.692 1544.745 1999.831 2290.518
7288 --- --- 32.80445 33.88657 29.54538 45.0727



27658 NM_005834 TIMM17B 712.1556 546.2479 712.8359 692.1113
13202 NR_003699 ZNF525 2968.975 2835.884 2920.944 4163.378
22074 NM_015349 KIAA0240 517.4001 471.2567 531.9393 551.2582
24410 NM_0010371 NRCAM 40.70518 977.3248 426.734 17.80923

162 AK125737 LOC440570 153.1176 144.8399 183.4042 176.2549
11940 ENST0000032LOC10012994 59.01335 47.63654 65.59168 60.79765
25426 --- --- 32.23431 36.54895 34.98238 37.53045
15810 NM_00103304GPR155 293.0094 1225.35 438.0727 147.7502
12613 NM_198706 HSD11B1L 114.1026 181.2 124.8589 82.91665
5455 --- --- 3.967496 4.093304 4.105539 3.467787

18553 NM_032773 LRCH3 2184.343 1814.402 2012.081 2336.517
7369 --- --- 55.31465 60.04159 71.49844 64.26604

26558 NM_017680 ASPN 26.00771 24.111 34.67704 24.00798
28768 --- --- 79.13397 98.56232 79.89397 90.16472
11889 NM_000042 APOH 38.0739 40.22806 37.9673 38.26588
2136 NM_001232 CASQ2 85.94918 93.61288 117.0758 87.16982

16811 NM_033081 DIDO1 1530.543 1329.529 1733.184 1421.415
20501 NM_004553 NDUFS6 1059.463 803.8162 1045.464 901.7216
17524 BC062599 C22orf39 1283.059 1313.617 1254.6 1400.698
12277 NM_033646 CDH7 41.87667 67.3297 44.5032 30.38467
13105 NM_031485 GRWD1 1233.321 1087.285 1306.327 1171.408
13645 NM_023002 HAPLN4 87.58106 98.69442 102.9403 108.0184
20031 NM_0010986 RBM47 405.1215 891.2673 481.2839 431.0295
14414 NM_012477 WBP1 1169.822 1749.61 1311.738 898.6485
26713 NM_018387 STRBP 857.1158 420.165 798.6791 1292.723
26722 --- --- 101.8624 73.00155 147.9468 132.7062
24665 NM_003747 TNKS 1132.452 1494.979 1291.378 878.9608
15540 NM_138800 TRIM43 18.97403 19.52947 22.59711 21.62022
25579 --- --- 72.29747 80.64171 68.6757 88.5192
14745 NM_001616 ACVR2A 404.231 428.0364 520.842 431.538

706 NM_0010109 RAP1A 1294.249 1430.383 1354.632 1699.84
18371 NM_004130 GYG1 2550.713 2140.407 2462.737 3045.316
12967 NM_0010043 FLJ16165 280.3739 142.3982 241.3703 184.3975
21871 --- --- 25.77822 41.81561 36.41582 30.28942
16235 BC111383 RP11-410N8.4 48.76725 49.55419 59.88653 56.79094
27057 NM_181532 ERAS 312.0759 346.8331 354.3777 297.5865
21420 --- --- 68.01459 73.73901 54.86066 52.93156
22283 NM_153036 FAM26D 39.1036 54.17268 43.63919 38.30251
15511 NM_0010124 ANKRD20A2 149.992 141.7445 150.6104 143.6043
4090 NM_014267 C11orf58 3805.381 4211.905 3162.949 4696.878

18463 NM_002492 NDUFB5 2295.142 2505.339 2264.94 2303.724
23340 NM_030636 EEPD1 294.2684 324.0797 299.6532 476.107
18740 NM_004157 PRKAR2A 1667.314 1694.04 1909.166 1744.47
15017 NR_003063 TUBA4B 349.429 269.0191 336.8383 408.0147
7613 NM_015299 KIAA0323 408.4526 362.9077 436.3585 460.1048

26126 NM_001261 CDK9 2946.25 2547.699 2609.975 3273.546
21802 NM_153042 AOF1 900.7929 1053.703 1069.235 995.774
27933 NM_178470 WDR40B 160.2448 168.8609 196.6246 193.6886



5774 --- --- 664.4299 716.7339 567.1674 666.8054
594 NM_006769 LMO4 601.0906 645.8985 574.8203 599.3734

27119 NM_016656 RRAGB 221.8055 283.1779 216.4841 329.7029
3508 NM_182755 ZNF438 237.7381 106.1562 183.6934 397.2664
4681 NM_181721 FOXR1 108.1472 123.3187 124.234 130.622

27957 NM_016521 TFDP3 74.21616 86.83268 79.59071 98.39105
20570 NM_002185 IL7R 1138.714 123.6674 297.379 1313.117
21047 NM_014211 GABRP 163.4629 165.6852 150.9095 191.2681
17202 NM_003776 MRPL40 1598.78 1995.931 1840.5 1600.618
5133 --- --- 9.884443 7.328943 4.803592 5.759442

20223 --- --- 93.85914 78.66441 94.66709 93.09206
10859 NM_003673 TCAP 238.5634 178.5036 247.6916 242.2761
4453 NM_002180 IGHMBP2 299.8346 256.3773 288.1478 324.6195

13466 NM_032152 PRAM1 237.7143 271.4813 234.5315 249.9353
6610 NM_175053 KRT74 101.0147 112.6337 98.91071 136.5605
4026 NM_0010051 OR52W1 134.8152 145.6671 136.2148 144.5922
417 NM_006845 KIF2C 1730.479 1052.189 1529.681 2436.459

19287 NM_024524 ATP13A3 4790.236 5153.079 6059.166 4885.727
7726 XR_015611 LOC729646 103.6066 98.77509 111.1597 132.1183

27123 NM_174912 FAAH2 41.9445 47.38603 51.13012 55.3236
27905 NM_006978 RNF113A 103.7652 118.814 112.1234 133.592
23454 --- --- 182.7225 152.9774 194.3233 165.3984
2369 NM_182679 GPATCH4 1119.983 629.1514 1576.2 845.594

14911 NM_003879 CFLAR 660.0337 697.6111 764.7539 676.4482
28559 --- --- 24.74537 16.52619 42.42927 29.38726
23061 --- --- 27.71187 40.18022 34.19964 31.54427
16023 NM_005683 GPR55 182.9097 198.9107 201.3544 206.191

164 NM_013358 PADI1 90.28249 69.4734 81.43487 141.3179
21536 NM_198282 TMEM173 794.3006 671.4275 593.593 657.1758
26341 NM_024761 MOBKL2B 264.3477 546.2893 301.4337 1366.273
15381 --- --- 305.3485 291.2968 305.0907 312.0982
27619 NM_004229 MED14 3743.892 3172.856 3698.426 3385.124
15290 NM_005633 SOS1 1680.811 1481.679 1735.532 1860.339
8980 NR_002824 HERC2P2 1611.538 1730.894 1464.972 1597.126
2906 NM_201596 CACNB2 123.8019 129.9437 131.0514 137.3443

23078 NM_004665 VNN2 35.19041 43.19938 28.01807 38.81515
20715 NM_152405 JMY 586.3214 659.4294 516.3634 845.9298
11661 NM_003949 HAP1 247.8198 289.7557 248.7339 283.3251
8703 NM_033195 LDHAL6B 68.85474 94.05167 87.72953 83.245

20812 NM_005509 DMXL1 628.7153 775.2719 462.1386 930.5237
472 --- --- 138.1205 106.2753 146.0174 153.4341

6609 NM_033448 KRT71 80.58454 69.90576 69.67952 96.6494
10327 NM_015272 RPGRIP1L 356.9047 260.7353 243.9536 598.5002
17719 ENST0000033FLJ23865 67.65705 48.62193 54.83513 69.97816
21101 BX648737 DKFZp686E24 69.03705 92.33765 78.67646 36.96728

463 NM_024586 OSBPL9 2445.554 3039.837 2371.809 3516.738
3118 NM_005729 PPIF 1612.91 1157.533 1261.245 1983.802
8185 NM_144581 C14orf149 713.83 667.9594 611.856 887.8225



3319 NM_181840 KCNK18 124.0838 90.57941 106.1862 115.6942
21542 --- --- 24.4733 8.441168 33.35798 31.79589
2849 NM_012341 GTPBP4 1019.554 673.4791 909.7366 1419.688

18316 NM_152395 NUDT16 322.3681 312.8979 368.9981 313.6171
7747 NM_182914 SYNE2 636.4504 446.7111 650.6328 828.2503

18966 NM_144718 CCDC52 437.0077 432.5565 430.0707 431.2581
5328 --- --- 460.1901 464.3856 443.9792 462.6559
5526 NM_000732 CD3D 81.30469 63.10639 73.44389 84.52609
2469 NM_013330 NME7 342.8443 247.0217 320.9221 587.1127

14947 --- --- 348.3029 437.3229 406.7452 327.4826
13246 NM_004829 NCR1 149.0177 142.557 140.4093 148.1305
24843 NM_005914 MCM4 2814.206 1897.458 2093.843 3613.913
20304 NM_176824 BBS7 549.4485 515.9069 458.4922 792.0157
13558 NM_003765 STX10 900.939 901.665 902.0236 910.977
23293 BC026177 MGC27348 1396.416 1461.957 1290.787 1415.867
13102 NM_001425 EMP3 3525.149 4214.337 4000.415 3982.133
3633 --- --- 10.61242 15.76632 6.409356 14.34569
6820 NM_017600 GOLGA2L1 146.5768 104.1819 134.4203 147.8031

26199 NM_017503 SURF2 1050.046 666.4088 1358.576 752.5372
3962 NM_016412 IGF2AS 457.0257 508.6441 485.5691 477.5152

14513 NM_144707 PROM2 170.62 147.4905 182.3991 165.0983
18811 --- --- 96.09255 187.5462 71.03121 72.39908
3249 --- --- 25.03833 25.93465 39.55647 31.21499

22466 NM_018341 C6orf70 444.1966 311.4366 327.5484 612.0297
11305 NM_032530 ZNF594 183.9921 232.2326 179.1576 193.9629
10919 NM_031858 NBR1 1933.295 2021.506 1741.992 2604.219
8530 NR_002824 HERC2P2 1312.608 1423.324 1196.279 1309.199

19344 --- --- 101.2785 127.577 137.1342 83.71329
17188 NM_015367 BCL2L13 1192.826 1435.023 1200.676 1067.82
19816 --- --- 2.819403 1.68696 3.501776 2.078369
12669 NM_00101364LOC388503 124.577 105.3473 108.4947 121.5082
1487 ENST0000032FLJ42875 237.4382 169.7069 204.6915 246.7239

21880 --- --- 103.0362 105.7002 101.9635 116.31
7679 --- --- 267.6978 242.8163 340.2314 301.0567

18953 BC038577 LOC151760 135.8714 161.0515 173.7489 118.8949
6569 NM_006337 MCRS1 1094.498 775.7424 921.9865 1266.149

15612 NM_182528 C1QL2 59.40202 82.04736 93.58649 83.55
28846 --- --- 149.0399 112.4526 192.3217 165.8365
10131 NM_014015 DEXI 403.9888 575.2391 393.2314 534.7649
8971 ENST0000032OR11K1P 49.60537 80.11636 50.44114 43.77361

19051 NM_006026 H1FX 560.6157 373.5933 508.3443 514.627
6975  XM_0017138LOC10013256 7249.702 7415.559 6727.32 7161.209
8604 NM_181642 SPINT1 163.4986 212.7304 116.7715 215.7361
8228 NM_001102 ACTN1 8916.107 8035.167 8569.83 8909.889
3407 --- --- 8.615467 8.981733 5.116477 3.667799
396 --- --- 30.05347 25.73642 24.41915 25.06968

2779 --- --- 170.0913 182.7524 178.5649 180.9683
28085 NM_171998 RAB39B 56.622 68.67849 74.74863 98.3325



16766 NM_199427 ZFP64 889.0714 669.7541 925.3354 703.3146
165 NM_016233 PADI3 123.7934 130.6824 134.9283 160.329

1174 NM_178275 IGFN1 1324.178 439.2833 317.5153 4755.206
1967 BC073916 C1orf173 34.79763 36.06459 30.99234 26.79634

19588 NM_001432 EREG 249.7661 257.9276 232.2923 210.9302
2780 NM_018072 HEATR1 3647.353 2880.081 4466.607 3219.472

12663 NM_032497 ZNF559 423.4718 397.7949 422.4265 420.7549
1718 NM_004814 WDR57 1379.152 1110.364 1205.633 1888.427
500 NM_015888 HOOK1 22.80596 38.35239 24.09886 22.16321

6357 --- --- 2.59386 2.005006 2.80724 2.933664
13308 AF294842 ZNF587 361.3648 407.5413 354.9326 377.4504
28778 --- --- 66.85569 51.74222 53.27989 53.51863
24577 NM_000238 KCNH2 598.2359 537.5131 576.4611 595.5753
3201 NM_001776 ENTPD1 272.7569 2430.736 734.7926 62.2006

26268 --- --- 240.2524 213.1318 311.057 208.8918
5444 NM_002424 MMP8 612.917 6897.747 2065.122 10.08756

10198 NR_002453 LOC595101 5380.63 6341.764 5458.068 5420.995
10662 --- --- 26.86366 33.11015 21.48591 20.27352
3832 --- --- 123.7923 148.1869 196.8627 163.3439

22833 NM_00103749DEFB114 20.70641 22.68812 27.00777 26.72438
13847 NM_002659 PLAUR 2535.342 2822.105 1813.896 3021.357
18769 NM_006764 IFRD2 743.389 562.9738 712.7034 540.3013
4958 NM_016451 COPB1 3179.936 2960.716 2655.924 4465.09

21783 --- --- 2529.118 231.9226 3054.302 3273.629
11535 --- --- 62.68024 78.55437 70.83654 89.26905
16012 --- --- 27.61714 26.29026 25.20948 29.59274
4206 NM_0011013 LOC120126 22.65681 21.91901 27.21161 18.93498

17012 BX648100 C21orf15 93.81091 44.31245 82.01859 133.7795
5755 NM_033328 CAPZA3 14.99967 15.43478 13.88876 12.91473
3753 NM_022451 NOC3L 758.2296 453.7752 737.1351 1276.105

13740 ENST0000031DKFZp761D19 71.11968 82.49911 68.18391 61.60758
28610 --- --- 32.85223 38.6716 32.75459 35.71458
25614 --- --- 45.11472 61.22983 45.05519 30.85818
16514 NM_007219 RNF24 1170.214 1838.086 1333.705 837.2076
15491 NM_016618 KRCC1 359.6358 428.6407 458.8562 608.6032
19390 NM_053044 HTRA3 266.7483 252.5556 245.0106 253.3381
19075 NM_005630 SLCO2A1 392.3761 357.6162 379.0727 317.251
26346 NM_014314 DDX58 1059.695 658.3168 866.2482 758.0289
21138 NM_001044 SLC6A3 206.419 205.6319 195.7029 207.3731
22370 NM_014721 PHACTR2 925.2311 551.264 428.2846 1114.032
3990 NM_152430 OR51E1 148.5254 150.1304 163.3683 169.144

21414 NM_173488 SLCO6A1 54.94129 54.91422 49.93317 39.28622
21424 --- --- 137.1682 93.22683 135.0443 193.4483

249 NM_024674 LIN28 137.8255 136.8245 123.8859 147.1545
27104 NM_058163 TSR2 508.0522 358.4826 469.2068 668.5581
20381 NM_021870 FGG 18.45344 15.3316 14.56699 14.21411
21924 NM_024839 RPP21 1339.283 995.1401 1193.677 1309.079
19004 NM_024610 HSPBAP1 323.485 323.8659 346.9123 288.5233



1351 --- --- 309.9994 400.5057 352.6194 226.1053
13969 NM_032298 SYT3 116.8393 114.3059 112.0378 117.7154
22529 NM_000332 ATXN1 1084.119 1626.188 1398.726 1028.76
22209 --- --- 44.52726 67.53935 51.99535 63.42913
5371 --- --- 501.423 479.6967 470.0696 683.2579

10058 NR_002736 SNORD60 250.905 251.4861 443.4609 347.685
25251 NM_006158 NEFL 74.94722 830.055 247.5302 2.455513
15664 --- --- 139.7645 215.1374 175.7747 129.2224
28588 --- --- 14.54847 4.72526 20.47014 27.7922
27484 NM_006013 RPL10 6027.687 5823.116 6415.884 6005.098
17013 NR_003366 ANKRD20B 125.9831 53.25792 135.1641 253.7518
25841 BC121813 FAM74A4 66.07317 66.93894 61.33707 52.70942
27639 NM_019056 NDUFB11 1522.637 1677.22 1829.068 1203.911
6797 NM_016122 CCDC41 252.9973 229.4486 206.8742 398.4113
2757 --- --- 47.27165 102.082 57.91951 40.38596

11154 NM_000213 ITGB4 226.4577 211.2412 224.6928 261.7645
12003 NM_017921 NPLOC4 4519.68 3955.65 4383.125 4120.792
26733 NM_022833 FAM129B 3753.39 2711.787 3269.804 3767.421
14482 NM_144563 RPIA 567.4224 344.7446 473.5356 733.7637
9305 NM_006441 MTHFS 840.905 735.1099 859.7204 825.8999

18093 NM_012096 APPL1 2020.228 1751.205 1915.954 2336.766
5298 NM_001277 CHKA 1339.324 1599.618 1301.264 1385.988

21060 NM_013979 BNIP1 309.3091 198.8251 274.4031 366.903
17007 NM_199261 TPTE 25.10666 61.87748 24.22606 8.938953
3230 NM_020354 ENTPD7 740.5858 730.7138 699.1016 1118.438

23362 NM_000712 BLVRA 429.57 499.3249 368.0092 422.6689
24877 --- --- 0.4475224 0.00307183 0.9990488 3.614137
23878 NM_007188 ABCB8 155.9253 187.8966 169.1789 138.5567
21451 --- --- 50.41275 59.44846 69.48798 65.16405
20954 --- --- 228.4753 191.3293 222.3085 237.9804
24572 NM_002889 RARRES2 173.3706 179.4782 180.1082 173.2085

741 --- --- 38.63744 52.41944 51.98627 61.51079
22113 NM_004277 SLC25A27 238.2146 344.2471 208.1171 164.6132
8511 NR_003350  /SNRPN  // SN 6.637012 2.189275 7.144572 6.443715
2550 NM_052966 FAM129A 2006.639 917.4633 1967.658 2392.494

17395 NM_145699 APOBEC3A 741.4725 885.0413 833.924 703.8761
14375 --- --- 18.07909 22.02983 18.60392 23.38037
1532 NM_00107984CASZ1 116.9618 127.0044 120.3937 128.3115

17032 NM_000484 APP 7549.677 8612.648 7125.511 6527.148
7480 --- --- 13.96565 6.894377 17.79958 26.61468
6462 NM_003034 ST8SIA1 599.3718 3345.884 1052.564 218.1882
2612 NM_002023 FMOD 69.27614 63.28158 66.2288 63.71668

11878 NM_007215 POLG2 223.4751 221.9208 186.4978 315.6409
16583 --- --- 21.35671 44.93837 46.3792 27.14181
27415 --- --- 81.10094 54.35913 66.71341 75.70818
16812 NM_080606 BHLHB4 340.2986 337.3388 298.408 335.0819
13760 NM_001398 ECH1 2247.856 2988.411 2476.075 1837.792
11903 NM_080282 ABCA10 32.46424 35.73239 50.86611 29.97927



6414 NM_176887 TAS2R46 33.26505 28.62328 22.62685 38.86563
5227 NM_004579 MAP4K2 585.2404 445.408 493.3453 572.9572

24024 NM_152739 HOXA9 420.4453 439.4031 402.3378 428.2572
4031 NM_012192 FXC1 1619.604 1741.648 1791.581 1957.941
5233 NM_015104 ATG2A 537.2337 432.0669 442.3931 528.0505
6942 NM_016237 ANAPC5 3200.819 3740.254 3302.719 3186.905
1040 NR_002925 FMO9P 68.9678 58.68645 70.45949 75.7429

25568 NM_024094 DSCC1 466.9847 346.2567 466.5927 413.3067
23475 --- --- 7.289013 8.629171 8.992076 7.157285
22766 AJ420538 C6orf130 542.3895 415.4329 429.4614 436.833
11837 --- --- 24.82178 27.81641 33.5102 20.52191
7624 NM_025152 NUBPL 471.148 607.3811 451.2618 807.7083
9832 ENST0000029BEAN 186.8078 208.1358 197.8922 212.1305

11699 NM_004527 MEOX1 148.8415 156.7816 129.1352 168.0428
24879 --- --- 79.7108 74.95576 86.53085 78.89954
14608 --- --- 7.39998 17.96455 9.041138 22.03448
23846 --- --- 60.23357 58.80863 73.9921 56.62247
10381 --- --- 81.343 101.3502 99.76864 98.91331
28646 --- --- 1014.911 658.1019 1019.452 1348.535
17615 --- --- 78.78254 75.40833 70.49822 83.72954
13068 NM_012099 CD3EAP 529.6687 388.851 547.162 765.9965
20369 --- --- 5437.92 5218.233 5228.506 6435.011
8035 NM_003982 SLC7A7 51.69545 43.82787 51.35172 62.70343

16327 NM_178491 R3HDML 152.5305 126.3951 156.3511 152.3268
12994 NM_004596 SNRPA 3875.662 3292.299 3767.143 4295.75
5967 NM_002332 LRP1 941.5462 1949.821 962.8519 1583.591

15359 --- --- 922.6036 944.5548 1077.481 780.2745
21723 --- --- 190.3745 156.5674 176.6782 198.3965
27570 NM_000292 PHKA2 639.2209 712.4503 634.1667 718.0269
6821 NM_152317 DEPDC4 26.55543 32.77504 24.62588 66.84863

25954 NM_003177 SYK 107.0332 166.437 135.3585 94.60587
20831 NM_032177 RNUXA 948.1088 793.2931 908.8996 1423.162
7976 NM_138790 PLD4 145.5667 165.4201 177.7991 195.4283

17379 NM_00103914TRIOBP 1620.864 1731.119 1430.05 1105.927
10675 --- --- 37.93708 63.20528 44.66289 69.51192
12094 NM_032048 EMILIN2 372.9614 464.4901 378.9279 300.9103
17483 NM_014678 SAPS2 912.3351 825.1974 687.8904 1048.938

650 --- --- 237.5891 235.6876 237.2649 237.1518
16435 NM_198935 SS18L1 390.5958 656.8383 399.5468 357.5027
8862 NM_003027 SH3GL3 247.4893 207.1006 234.9333 242.1214

25641 NM_201589 MAFA 701.3381 741.8261 661.0463 697.7684
7659 NM_002687 PNN 1073.194 720.6203 916.2575 1434.648
5915 --- --- 134.1207 139.8433 123.6515 104.0339

10344 NM_001297 CNGB1 165.6224 177.4932 184.8367 181.7527
12035 --- --- 47.6947 28.29265 27.24033 63.82447
26668 NM_00100394ALAD 463.732 458.6167 487.4891 442.3277
12370 NM_000271 NPC1 3836.724 3447.713 3367.855 4493.464
9221 --- --- 9.526541 13.48717 13.24132 11.40307



6924 --- --- 192.1192 138.3069 206.7311 211.998
22998 ENST0000035FLJ42177 53.24571 37.0159 44.46369 70.26396
7163 NM_144777 SCEL 28.64243 26.0748 34.12604 50.79135

20341 NM_015130 TBC1D9 633.3719 617.9072 624.1569 713.3643
6491 --- --- 53.92418 36.41415 55.78411 53.79087

18232 AF119886 LOC10012817 51.87758 46.12323 51.65219 85.65772
23380 NM_025031 FLJ21075 22.21987 27.90926 33.68572 16.7011
3568 NM_0010795 ASAH2B 335.6249 161.8544 305.3196 432.0829

28452 NM_005345 HSPA1A 3289.007 2786.185 2982.379 2903.593
26244 NM_003731 SSNA1 2001.803 1458.203 1868.321 1539.522
10550 NM_0010053 OR3A4 53.3231 61.21424 61.48183 67.71243
16850 --- --- 61.57441 60.95651 81.50141 70.77979
3917 NM_130784 SYCE1 63.42147 50.0191 53.53988 66.23231

14284 AY367766 MORN2 662.5413 909.7693 934.663 655.0025
7298 ENST0000034LOC646799 170.7752 191.1937 164.7148 202.8956

27437 ENST0000037LOC642980 252.0801 238.0812 308.6167 235.6425
12118 --- --- 469.6934 369.2676 700.3605 571.6785
19571 --- --- 3.656971 5.419512 1.292268 1.445362
16500 NM_019609 CPXM1 131.7089 163.4294 148.39 123.8926
19751 --- --- 155.2838 161.2699 143.3629 135.8045
12906 NM_005304 FFAR3 55.56219 59.71274 50.79626 56.31965
13939 NM_006179 NTF4 117.4028 136.078 101.4041 130.0027
27792 NM_030763 NSBP1 134.856 75.91082 97.44694 316.0403
17279 NM_000675 ADORA2A 210.7987 217.5342 209.1448 169.0574
10710 NM_139033 MAPK7 347.7207 290.9012 329.9299 295.2447
5841 --- --- 68.23215 63.15384 71.40187 60.29715
3046 NR_001446 ANXA2P3 429.3209 311.2888 522.5949 587.4622
5368 NM_002576 PAK1 1633.188 1377.568 1569.726 2080.414

25726 AY779046 RPL18A 3663.184 3999.146 3218.99 3670.505
9100 --- --- 0.00233291 7.051884 4.414252 0.00379159
5375 NM_024079 ALG8 3083.909 3411.797 3316.075 2538.842

19750 --- --- 3.824898 6.909152 7.506541 10.77483
2923 --- --- 4.061707 5.779729 1.424158 6.520883

19439 --- --- 65.70446 26.82442 56.38475 103.1013
11188 NM_0010425 FLJ21865 207.2041 241.174 187.4611 235.0121
16801 NM_007232 HRH3 233.416 203.4994 247.2231 243.7275
7381 --- --- 87.75601 111.1778 81.08648 81.44119

23777 BC008467 C7orf55 289.8578 344.3021 366.1116 293.0105
23415 --- --- 17.92037 29.59213 23.96732 15.43559
15677 BC045801 LOC554226 622.2483 682.0641 615.9789 642.4592
27166 NR_002309 RPS26L1 1444.624 906.45 1528.311 1889.722
24807 NM_153692 HTRA4 198.1477 259.3474 244.5225 249.6217
28723 --- --- 381.6259 386.526 466.9203 381.6494
22989 --- --- 934.334 874.9896 1220.423 683.3272
26058 NM_144488 RGS3 417.5911 283.457 415.62 454.3405
8175 --- --- 56.21775 52.92684 68.01324 56.33001

28826 --- --- 29.54812 30.83327 36.98084 35.98947
18800 NM_022908 NT5DC2 4499.571 3634.399 4247.98 3592.261



28291 NM_024839 RPP21 1542.228 1135.032 1370.081 1502.405
28428 NM_024839 RPP21 1542.228 1135.032 1370.081 1502.405
10606 NM_178518 TMEM102 298.8757 327.7571 312.9645 283.8943
12524 NM_004359 CDC34 1334.417 1140.78 1162.492 1309.69
5424 --- --- 256.2571 95.15993 220.1555 204.3193
9131 NM_024837 ATP8B4 47.46343 46.74467 39.29886 37.93078
2960 --- --- 59.38835 44.33947 57.13681 62.4489
7549 NM_000270 NP 1693.402 580.1224 1296.732 2292.66

20437 NM_002129 HMGB2 1302.809 786.9194 1168.571 1908.401
4347 NM_017490 MARK2 971.8349 620.6094 882.8224 1032.75

16493 NM_006065 SIRPB1 488.2773 390.8462 223.5353 237.2358
21655 NM_033644 FBXW11 2786.699 2691.899 2653.9 2840.177
7405 --- --- 82.5002 76.88529 98.51298 94.76359

17873 --- --- 10.59998 10.98239 11.87991 11.48514
27082 NM_005448 BMP15 33.2843 49.53322 39.80499 32.30826
4180 NM_005456 MAPK8IP1 664.7532 753.6542 830.0898 938.4877

15581 ENST0000031LOC205251 63.59073 37.77888 59.86103 86.88879
10244 NM_175900 C16orf54 130.5594 134.6351 129.1967 144.3867
10525 AY358833 C16orf54 130.5594 134.6351 129.1967 144.3867
10035 NM_0010371 UNKL 217.5177 231.02 182.1219 243.2146
16912 NM_172201 KCNE2 36.20967 29.95847 33.43731 38.66382
4577 NM_002033 FUT4 353.6227 454.2348 355.6926 440.2425
7319 --- --- 82.82111 109.8005 145.8563 64.83822

16202 NM_003650 CST7 297.9561 522.0155 337.6633 254.4512
4700 NM_014352 POU2F3 124.0667 141.3626 130.1603 180.6738

26585 NM_014930 ZNF510 300.8515 277.6303 271.9946 477.0908
467 --- --- 128.9875 148.3513 127.8093 127.96

7601 --- --- 135.127 103.7709 123.7303 143.1065
19137 NM_013308 GPR171 43.57652 46.71776 39.58009 39.1779
13807 NM_030578 B9D2 187.3415 199.9461 224.3829 217.7437
3242 NM_032429 LZTS2 979.0912 1022.863 797.5499 1091.831

11348 NM_021628 ALOXE3 83.92239 83.24981 85.3793 89.09361
5742 --- --- 31.89787 26.58867 29.66134 29.45772

10750 BC112354 LOC440419 329.2869 369.1057 330.2973 350.8668
20161 ENST0000030LOC643205 146.0435 94.22437 127.6357 134.103
2048 --- --- 60.0041 57.28814 58.01212 70.42997

10718 --- --- 123.5845 92.53998 117.2989 129.1769
20062 --- --- 123.3169 127.5899 104.6629 112.2596
12308 --- --- 42.7005 40.80759 37.99235 49.30855
22391 --- --- 127.3396 197.4267 134.5005 169.2969
27525 --- --- 13.21706 12.4048 13.53611 17.81868
25094 NM_019037 EXOSC4 1794.481 1505.615 1946.699 1395.622
2518 XM_00113409LOC730167 1822.944 1238.353 2079.531 1219.687

25242 NM_003844 TNFRSF10A 512.153 473.6575 767.9697 398.4324
13707 NM_000704 ATP4A 156.8013 163.1566 149.5605 154.2558
11388 NM_0010075 CDRT15 173.1406 196.433 186.4538 186.4965
14240 NM_001486 GCKR 135.9621 165.1637 179.8122 175.1622
2031 NM_00100660FAM69A 599.2211 937.7123 636.8802 610.8319



13478 ENST0000022OR7E19P 108.6945 118.5731 108.2595 107.5915
14274 NM_016441 CRIM1 4424.362 2886.32 4795.963 4517.909
17757 --- --- 2114.387 1998.183 2848.736 2179.255
18056 --- --- 46.09518 30.69432 36.04132 63.33053
25277 --- --- 110.8662 106.7301 114.9286 116.4907
11779 NM_004123 GIP 72.68497 50.34901 73.34499 46.91323
24755 NM_001979 EPHX2 38.37846 19.13642 33.45763 33.85726

111 NM_0010808 PRAMEF12 82.25866 84.86129 81.96048 89.13924
16845 BC127726 MGC26718 143.9495 202.0539 133.9337 149.1358
26203 NM_014694 ADAMTSL2 243.1536 237.7061 224.9907 232.0072
18421 NM_139245 PPM1L 227.134 274.7169 199.3147 287.6724
3423 NM_012311 KIN 319.3245 287.3965 272.2972 507.078

15329 --- --- 180.5942 177.9256 141.6636 157.3414
9605 NM_005622 ACSM3 47.62314 62.27525 44.01129 61.52161

15046 NM_004591 CCL20 87.98016 1520.124 591.0464 53.64317
20344 --- --- 4.078994 5.998857 6.356185 6.426198
16726 NM_005469 ACOT8 630.8204 724.8625 688.6963 572.5317
11273 NM_003553 OR1E1 74.36661 92.71822 84.04274 88.41553
22297 NM_002667 PLN 24.05388 26.90781 30.62828 26.99096
15201 NM_174889 NDUFAF2 464.1187 379.6862 387.99 492.1945
23950 --- --- 174.5764 131.7995 142.231 189.5001
19190 NM_178824 WDR49 38.33226 47.90728 34.93233 50.5083
1281 ENST0000039RP11-452F19 26.04223 28.77412 34.37485 26.86407
5421 NM_016403 CWC15 392.9674 234.1323 362.5273 600.7405
8453 NR_003321  /SNRPN  // SN 69.79346 77.45798 133.4169 97.53653

12672 NR_004381 SNORD105 402.8433 491.5594 649.3531 541.4253
514 NM_013339 ALG6 368.7975 477.3519 456.0043 419.4775

1343 NM_019090 KIAA1383 100.4501 179.7038 338.4225 87.13565
2440 NM_000530 MPZ 95.34332 318.7341 97.14085 41.95653

23435 ENST0000034LOC401357 677.7374 626.2653 734.6053 564.6099
15834 --- --- 25.04478 29.06038 24.20799 21.26918
15122 --- --- 168.0877 187.3046 180.8941 212.4817
13781 NM_0010058 ZNF780B 569.3581 637.398 669.0446 634.1848
13074 NM_017659 QPCTL 554.3994 1348.321 643.9409 418.197
28057 NM_174869 IDH3G 2549.712 2534.98 2676.495 2773.152
22082 NM_201523 KLC4 245.9002 271.9673 239.835 305.3606
6954 NM_177551 GPR109A 125.7715 121.4144 136.4931 128.1609

22950 NM_021813 BACH2 116.1526 110.5894 87.19919 123.9843
2987 NM_019054 FAM35A 1157.958 906.559 1054.348 1828.383

11568 --- --- 866.8879 737.6886 672.8026 808.1091
21581 NM_014443 IL17B 354.1523 385.4229 359.0394 384.9111
6726 NM_016056 TMBIM4 2369.79 2882.294 2488.698 1927.7

14353 NM_014181 HSPC159 1053.71 1568.69 1162.658 1113.535
27836 NM_022052 NXF3 75.09172 74.80513 101.5663 102.0189

254 NM_017837 PIGV 562.8984 714.0983 537.9772 713.6576
7111 NM_001507 MLNR 270.1724 319.9675 279.2797 293.9835
2624 --- --- 81.23954 107.4955 96.66648 70.54074

14152 NM_003887 DDEF2 2023.816 1728.419 2124.444 1689.577



27220 --- --- 8.824265 4.764913 7.495094 8.610471
23534 --- --- 37.91774 40.37107 31.72617 35.92256
18879 --- --- 26.07429 32.80318 34.86849 23.84911
12511 --- --- 77.3789 49.5481 60.22255 52.57373
12726 NM_030818 CCDC130 757.8407 890.7462 709.6861 648.0979
7304 --- --- 33.12499 32.92122 34.35663 56.47101

12004 NM_002602 PDE6G 107.5469 104.1561 103.9741 99.70547
3644 NM_020150 SAR1A 3442.135 3648.444 2707.394 4389.047

19496 NM_025087 FLJ21511 68.34902 61.56801 62.45868 81.95608
25742 --- --- 30.05403 29.566 25.55309 45.82902
6148 NM_007076 FICD 390.9299 451.34 448.0774 390.7911

16058 NM_022449 RAB17 155.5243 268.6932 161.1503 131.2211
12877 BC027959 FLJ12355 100.9056 109.0416 82.74262 100.7313
11673 NM_012285 KCNH4 118.7442 114.2097 127.1293 119.6296
16803 NM_031215 CABLES2 541.58 335.914 524.7128 359.3832
15065 NM_145236 B3GNT7 267.5249 164.9614 197.1356 134.6337

835 NM_012113 CA14 62.82609 99.41389 77.56233 60.52509
14974 --- --- 317.1902 258.9803 304.9107 291.1577
20664 NM_001515 GTF2H2 1214.084 1109.219 1017.145 1489.903
20499 NM_00100384SLC6A19 128.1159 112.4094 115.3937 130.5823
8431 NM_00100524OR4N4 15.50381 14.34952 20.59727 20.35437

24935 NM_152565 ATP6V0D2 229.1722 1864.749 467.5901 12.093
4389 NM_020680 SCYL1 2257.82 2352.5 2171.873 1809.51

24677 NM_001715 BLK 143.8416 112.4995 130.3197 117.8787
20597 NM_002202 ISL1 182.5583 91.38343 263.8033 127.0673
2534 NM_00100999ZNF648 1317.385 1337.365 1157.413 1296.79

23351 NM_005402 RALA 1702.851 1442.48 1553.86 1928.769
13455 NM_021155 CD209 89.61731 91.24872 98.17533 90.6405
11099 NM_000727 CACNG1 95.2381 96.81198 87.22907 93.62914
11516 NM_206832 TMIGD1 54.70123 50.58854 64.62281 67.40197
27428 XM_00172166LOC10012826 222.0774 174.5188 180.4957 220.917
9985 XM_00172166LOC10012826 222.0774 174.5188 180.4957 220.917
8779 XR_016015 LOC554175 248.8234 184.7754 241.9108 260.5122
3371 NM_0011055 JAKMIP3 160.6396 143.9507 146.6377 153.3955

23695 NM_000492 CFTR 45.96852 61.63536 88.84019 41.35736
16245 --- --- 118.573 130.0094 136.2715 145.5356
8727 NM_025201 PLEKHO2 399.2696 554.5056 379.8613 505.4292
5589 NM_031307 PUS3 488.0595 377.4483 632.7493 451.6334

24552 NM_0010053 OR2A7 46.54944 77.20651 69.48957 86.8774
19159 NM_020307 CCNL1 1265.716 1533.251 1244.038 1573.444
28698 --- --- 15.83733 12.29459 17.3597 18.6933
10990 --- --- 110.1445 103.1437 91.59138 103.2077
4682 --- --- 107.3642 120.5171 119.1082 134.3435

14297 NM_177968 PPM1B 767.0496 784.2521 795.6237 768.8752
17815 NM_000039 APOA1 208.9113 208.6459 211.8272 238.0183
8885 NM_013227 ACAN 124.8976 183.0694 154.8467 112.7703
9471 NM_00101086EME2 273.6956 296.7578 298.7625 240.4153

11437 NM_006613 GRAP 112.8838 78.36959 112.7523 127.6851



12351 XM_00172144LOC284230 687.3729 766.9606 698.5248 769.9156
15883 --- --- 24.30349 6.325932 19.86655 28.32465
24439 --- --- 67.56741 57.5184 92.25615 84.14262
15347 --- --- 6.162353 7.117325 2.573444 6.988835
18142 --- --- 6.344777 0.001151 3.243347 0.4023603
13320 NM_181846 ZSCAN22 310.2755 365.8406 383.7567 335.6291
9796 NM_005951 MT1H 1505.876 1116.25 1141.585 2547.457

20738 --- --- 9.356469 2.005945 4.891384 5.168187
18916 NM_000097 CPOX 738.6543 916.4366 938.3116 777.9013
6816 NM_153687 IKIP 1038.226 877.0122 1038.062 882.3939

11918 NM_181449 CD300E 132.3612 148.243 145.7982 136.5795
12514 NM_025078 PQLC1 745.2283 942.0278 721.3935 650.9604
21966 NM_005345 HSPA1A 3337.681 2825.759 3030.149 2947.019
14173 --- --- 16596.7 14322.18 16592.01 17128.61
10909 NM_176863 PSME3 4930.934 3628.719 4414.902 5268.425
23891 --- --- 90.8945 117.4251 109.9386 76.40624
24296 NM_001006 RPS3A 2471.546 2323.694 2143.255 2944.997
7582 BC009645 C14orf119 861.925 846.7573 804.608 1357.113

10075 NM_022119 PRSS22 156.6088 158.1864 151.0978 166.8677
20557 NM_006713 SUB1 1626.401 1719.104 1837.621 2818.819
25919 --- --- 5.134285 3.917037 5.333387 3.789387
7700 --- --- 66.60349 75.98248 73.59254 58.27304

19087 NM_016161 A4GNT 94.71465 91.32235 89.05665 92.95968
3530 --- --- 5.720882 3.755723 6.427569 8.494074
742 NM_00100578HAO2 54.77199 45.63857 43.6861 60.587

23085 NM_006620 HBS1L 2191.705 2207.941 2018.546 2970.278
7583 NM_004050 BCL2L2 313.3162 275.3082 333.362 295.3016
6017 NM_020401 NUP107 1102.7 708.3683 891.0228 1718.184

11046 --- --- 19.61886 29.20901 25.62029 17.28079
14249 NM_002709 PPP1CB 3282.635 4174.624 3617.652 4280.6
1780 NM_002699 POU3F1 297.6194 307.3948 328.1206 337.2452

16330 --- --- 84.7225 91.37466 101.761 114.0551
18228 NM_017577 GRAMD1C 335.0609 321.7981 177.1976 315.8783
6456 NM_002907 RECQL 1197.658 695.1313 725.721 1473.43

11350 NM_002616 PER1 166.333 246.8634 196.5895 158.1794
4047 NM_003621 PPFIBP2 159.9947 1091.763 348.0659 75.11439

11285 NM_174954 ATP2A3 199.4771 225.5402 228.1476 249.0793
9887 --- --- 2.806594 4.727159 3.038687 20.94271

17870 NM_025265 TSEN2 339.5372 331.417 278.9166 463.4093
20623 BC090868 FAM133B 614.9835 602.0405 593.6023 630.6549
15958 NM_018441 PECR 707.4645 1218.067 541.0784 574.7791
13763 NM_012237 SIRT2 635.3802 682.2194 736.7874 700.71
4362 --- --- 0.00635776 0.0022714 0.00382079 5.381296

13205 NM_00100840ZNF761 311.344 315.2459 305.9484 470.2246
3666 --- --- 35.85854 28.73542 36.24361 47.90923

21016 NM_000679 ADRA1B 441.9971 208.7071 398.2728 237.5847
15044 AF246239 C2orf33 2223.094 2913.786 2431.468 2287.49
26400 NM_00100448OR13J1 137.8057 125.0348 123.6443 127.565



24128 --- --- 35.52797 29.62814 45.27988 33.3006
5370 NM_016578 RSF1 543.3186 419.3319 481.2999 734.625
8479 NR_003295 SNORD115-3 0.01179946 2.162509 1.209275 2.120294

22886 --- --- 14.94689 6.526381 14.46682 17.32491
5513 NM_000039 APOA1 201.0303 201.1247 204.1918 229.4534
2790 --- --- 98.95086 123.8264 100.5344 62.86047

15021 NM_013335 GMPPA 1163.379 1756.338 1191.777 1044.294
5068 NM_024783 AGBL2 76.83228 75.11235 89.25057 73.97354

25543 --- --- 10.23854 12.36343 16.9188 11.08265
21116 NM_197975 BTNL3 34.82329 28.94318 27.04225 34.88732
28643 --- --- 48.64575 58.4869 57.78688 43.35673
15284 NM_022374 ARL6IP2 658.9364 794.3936 749.8502 678.8144
19250 NM_022149 MAGEF1 1941.684 2041.934 1835.097 2236.355
22049 --- --- 0.0054973 10.81277 10.48567 3.281463
26056 NM_017688 BSPRY 128.5076 92.72131 107.4109 131.1093
3920 NM_145651 SCGB1C1 145.9212 162.2056 146.2975 158.2275

13734 NM_206894 ZNF790 226.9621 248.2752 266.2948 235.9729
19943 NM_017816 LYAR 886.6838 379.6721 747.7051 1169.757
17989 NM_173826 C3orf23 947.2439 714.8297 1166.965 895.5405
1530 NM_213566 DFFA 1530.762 2005.864 1399.01 1924.63
2269 NM_015100 POGZ 2859.167 2312.217 2978.361 3072.016

10556 NM_031965 GSG2 700.9427 476.9574 654.7075 851.473
21400 --- --- 151.5979 111.801 149.7264 134.1443
14405 NM_213622 STAMBP 1239.105 1525.237 1211.508 1207.547
14057 NM_017607 PPP1R12C 371.4299 313.3242 369.1949 347.5098
27595 NM_023033 METTL1 854.3425 514.0355 669.3674 896.1321
26393 NM_032818 C9orf100 531.3001 530.0861 568.0399 502.2428
4613 NM_003478 CUL5 921.9061 731.9761 844.1855 1211.107

14862 --- --- 39.93145 38.23377 53.87267 41.84095
6155 NM_001093 ACACB 202.1089 345.3854 214.3253 185.4814

23667 BC111738 FLJ23834 65.50067 67.67034 85.52082 53.9664
28418 NM_018950 HLA-F 2351.711 3216.322 2965.306 1678.437
26137 NM_005094 SLC27A4 1722.09 1219.093 1604.567 1286.301
12543 NM_012292 HMHA1 323.921 322.5569 284.3568 351.5228
6777 NM_000899 KITLG 156.8905 138.4055 161.3414 158.0195

27691 NM_173358 SSX7 83.50575 78.06186 81.7653 40.47815
1152 NM_004600 TROVE2 1964.155 2171.469 2137.348 2136.271

28168 ENST0000030RBMY2BP 16.35962 27.35033 27.09884 6.939029
28182 ENST0000030RBMY2BP 16.35962 27.35033 27.09884 6.939029
28248 ENST0000030RBMY2BP 16.35962 27.35033 27.09884 6.939029
21361 NM_001884 HAPLN1 114.6803 1015.882 260.2096 16.44245
6904 --- --- 70.9183 58.35929 66.27817 73.69043

15128 NM_000030 AGXT 189.0124 175.2312 194.3306 193.1279
9534 NM_005147 DNAJA3 1792.063 1872.461 1761.807 1702.531
9377 NM_198527 HDDC3 656.5042 643.7607 667.2836 920.0361

22663 NM_021160 BAT5 872.1242 831.1981 1078.962 735.7803
23928 BC015632 C7orf27 411.0317 384.967 453.0072 362.6906

50 NM_018836 AJAP1 126.8241 41.76448 25.34291 26.86731



489 NM_182532 TMEM61 586.0991 550.0045 509.8698 579.2668
19486 NM_000812 GABRB1 100.2382 95.68174 79.7885 98.41985

605 NR_003130 HSP90B3P 582.967 505.049 559.5912 467.7856
27714 --- --- 1219.653 996.1108 1131.107 1422.086
12928 NM_00108396WDR62 909.5565 587.22 905.9503 628.3571
21565 NM_00102494YIPF5 2188.978 2438.802 1851.889 2504.76
11986 NM_019020 TBC1D16 841.1356 1648.199 956.3713 665.7851
18937 --- --- 13.2712 23.81114 21.53122 27.99743
4186 NM_024741 ZNF408 193.9535 138.3064 171.4786 237.5472

26749 --- --- 117.2661 96.81678 134.2114 92.25616
22648 AY484516 PSORS1C3 33.4784 53.94936 43.78163 25.33877
28492 AY484516 PSORS1C3 33.4784 53.94936 43.78163 25.33877
2580 NM_012482 ZNF281 1449.342 1397.021 1365.643 1753.596

11995 NM_014984 AZI1 425.1414 460.155 426.9979 438.8658
10311 NM_032583 ABCC11 128.6993 130.0704 119.23 146.973
14913 NM_032977 CASP10 105.0324 101.4424 117.7872 105.1675
18714 NM_144716 CCDC12 497.4926 388.8111 473.5385 413.4593
21483 NM_007054 KIF3A 441.1758 423.3286 485.2253 463.7923
21148 --- --- 5460.787 5170.7 6554.592 5748.991
24087 NM_000168 GLI3 1937.845 1267.448 1883.023 1363.568
1558 ENST0000035PRAMEF6 39.17849 40.11277 44.27953 52.91186

52 NM_207396 RNF207 756.8313 529.8806 712.9719 749.9283
7196 AY358798 UNQ1829 138.2669 162.3652 116.7461 132.4058

20243 NM_022154 SLC39A8 1659.893 1418.785 1827.779 1555.03
20217 NM_198281 GPRIN3 87.15245 105.5215 71.98901 68.36567
3834 NM_005871 SMNDC1 1877.955 1652.707 1753.277 2048.05

28349 BC112395 C6orf12 179.8696 236.0586 128.5334 235.3327
26100 --- --- 41.93507 33.03747 34.77805 34.07701
9901 --- --- 25.79389 33.9941 32.92697 27.70492
3117 NM_020338 ZMIZ1 1101.818 1063.431 875.3916 1043.524

20175 NM_033214 GK2 67.41622 68.32617 65.94282 66.62389
12247 NM_015277 NEDD4L 3115.538 2949.039 2676.994 3447.207
9839 NM_020786 PDP2 1018.75 827.2245 989.092 1283.528

22268 NM_032194 BXDC1 932.1277 606.3289 1089.266 1254.578
6730 NM_000619 IFNG 23.93495 25.05761 35.814 49.17277
2728 AF387613 gm127 3.986114 4.879651 10.05237 3.324251

20779 XR_016295 LOC134505 87.68491 61.04141 109.3324 128.1994
5694 AY455283 NANOGP1 39.33464 22.53678 33.93263 57.87738

14749 NM_004522 KIF5C 61.46684 72.93011 57.53988 52.41423
20486 NM_0010052 FRG2 67.40748 106.1785 91.33492 66.35402
13660 --- --- 96.95185 548.6229 125.8287 22.075
11991 --- --- 151.9035 135.816 120.8224 154.4206
20289 --- --- 39.70019 35.9469 43.34146 38.33572
8128 NM_002013 FKBP3 845.7399 681.0344 811.715 1207.065

22526 NM_183040 DTNBP1 1017.679 991.1589 1131.769 1049.671
23356 NM_031903 MRPL32 1039.652 1110.327 1132.224 1027.841
22088 --- --- 16.32178 17.73576 18.75808 24.21497
3816 NM_000102 CYP17A1 87.59742 70.16132 75.30685 88.96635



7272 NM_152704 FAM123A 296.4359 312.3101 314.6316 307.0414
865 NM_016178 OAZ3 83.20089 84.55105 82.73595 70.33312
750 --- --- 688.7338 546.803 732.3846 805.2369

16071 AF487338 MYEOV2 588.8715 615.1113 690.1434 510.9279
15297 --- --- 16.12266 11.86192 11.83885 11.10577
22508 --- --- 35.23961 25.54046 28.90517 51.89161
20310 NM_020337 ANKRD50 1326.856 938.1685 1070.856 1707.31
22584 NM_024639 ZNF322A 318.9142 302.1938 327.8076 321.4976
2569 NM_001994 F13B 12.76282 22.83801 14.43039 19.45354

10554 NM_004937 CTNS 691.8694 749.6171 920.1826 597.7219
6266 NM_144669 GLT1D1 103.9193 123.8108 107.5824 113.9791

19464 BC010526 LOC401127 284.5266 152.6285 284.2477 333.9063
25347 AY358213 FAM150A 96.69975 94.1283 86.45955 92.62165
9986 NM_003119 SPG7 809.3461 727.9293 633.2729 1024.911

17335 NM_152267 RNF185 951.8041 905.5866 859.3175 1021.651
19021 NM_017836 SLC41A3 802.1689 1022.44 979.4362 1085.589

584 --- --- 75.41233 71.85749 90.22913 99.10333
18932 NM_170662 CBLB 535.9893 1267.082 616.8427 431.0778
25832 NM_015667 FAM75A7 223.6365 257.9007 248.9092 231.2138

629 NM_002858 ABCD3 1588.179 1836.514 1860.977 1809.458
14221 NM_0011055 LOC339778 113.2267 88.91748 109.49 103.8506
18874 NM_012234 RYBP 1422.009 2326.563 1642.199 1424.95
28815 --- --- 14.73545 20.36321 11.95535 5.33631
10937 NM_006695 RUNDC3A 92.20177 94.17919 93.28458 99.96991
3943 NM_173584 EFCAB4A 420.3806 392.4596 400.4278 398.2037
1642 NM_017707 DDEFL1 295.543 493.6206 281.6112 401.9758
2807 --- --- 553.9088 629.9178 617.1395 599.6594

18148 --- --- 15.36895 13.41156 9.555894 11.72127
12987 NM_002446 MAP3K10 385.0505 441.9651 347.2325 357.7526

148 BC017946 C1orf64 81.76318 61.03272 59.69062 84.33783
9422 --- --- 51.99937 41.00951 55.82689 59.99232
147 --- --- 166.5836 227.617 149.341 147.0385

27783 --- --- 63.37833 50.12628 56.52999 100.4056
26304 NM_017637 BNC2 779.4286 895.095 867.2937 1068.394
23975 NM_005924 MEOX2 199.4981 226.8613 203.5572 224.0893
26798 NM_0010805 C9orf166 333.0171 336.8693 320.4126 353.5394
18090 --- --- 125.7813 153.687 148.8042 110.8415
18778 NM_00100550CACNA2D2 177.1345 179.6293 175.5308 188.4168
8384 --- --- 118.0699 93.44596 110.6605 83.71576

21651 --- --- 105.4986 82.21494 98.00819 64.40529
24265 --- --- 696.2842 562.9516 757.4709 784.8159
23843 NM_014141 CNTNAP2 147.2813 126.2461 126.6893 158.093
24798 --- --- 109.2046 85.66621 98.55082 89.09377
11115 NM_000891 KCNJ2 159.5228 123.0591 216.3472 107.545
5773 NM_018638 ETNK1 1256.617 1375.294 1071.092 1698.431

20852 NM_003060 SLC22A5 385.5813 502.2025 451.014 494.2365
25894 NM_004816 C9orf61 204.3677 378.5479 348.8969 263.5959
8376 ENST0000032MEG3 58.17975 75.32073 62.54446 54.61576



16655 NM_021100 NFS1 980.8734 1226.951 953.2795 1017.532
15943 NM_079420 MYL1 121.7054 113.6267 120.9263 141.0172
18891 --- --- 4.158494 5.674431 7.67854 4.288722
16501 BC051816 FAM113A 885.1281 1357.896 949.3177 835.6837
20331 NM_030648 SETD7 2312.476 2008.032 2277.703 2483.984

871 ENST0000032C1orf46 50.47276 45.26731 59.1552 44.09443
8653 NM_032413 C15orf48 75.25043 76.26865 87.56285 80.18832
4290 NM_148975 MS4A4A 18.92403 21.88147 27.58633 31.49248
9603 NM_00101084ACSM2A 61.78692 56.56864 67.85418 78.87236

22387 NM_0010022 SUMO4 306.0511 190.937 236.9376 336.7993
14548 NM_00110138hCG_1790474 585.0406 347.2787 553.1959 677.3707
23067 NM_030908 OR2A4 53.46428 85.4036 75.58726 93.35621
9278 NM_018285 IMP3 903.4371 929.5933 921.2957 928.6923

13145 NM_138639 BCL2L12 673.5892 544.8408 693.3992 516.6401
12474 --- --- 6.618541 10.56821 9.799399 12.55286
19849 --- --- 160.8669 98.86756 148.6308 181.5895
9252 NM_000520 HEXA 1416.706 2165.003 1627.357 1822.275
9318 AF316855  // FLJ22795  // 507.3798 571.2385 487.0334 555.2083

16671 --- --- 481.2126 420.3048 598.801 572.2625
4998 NM_030771 CCDC34 792.9335 645.5906 873.231 737.6048
3283 --- --- 59.1931 68.04194 57.68893 53.48384

21974 NM_007293 C4A 113.8694 122.6058 104.2468 111.9017
21975 NM_007293 C4A 113.8694 122.6058 104.2468 111.9017
28459 NM_007293 C4A 113.8694 122.6058 104.2468 111.9017
8762 --- --- 531.8855 287.4404 622.749 571.1893

18209 NM_007072 HHLA2 65.92285 68.78284 70.02111 70.56773
28764 --- --- 39.07032 21.47096 38.4661 30.17975
6449 NM_024730 RERGL 42.44231 44.5606 37.82287 50.61403

22260 NM_014845 FIG4 502.5448 608.4656 516.941 920.5317
21310 --- --- 85.15416 61.51376 66.23399 67.83021
11618 NM_000421 KRT10 1530.361 1197.268 1574.206 1317.197
21239 NM_006451 PAIP1 1479.937 1276.765 1621.375 1389.187
23151 NM_032861 SERAC1 388.0836 368.9061 429.8948 388.4838

996 NM_002348 LY9 99.21114 90.54569 105.2332 114.114
27338 NM_003336 UBE2A 2268.047 1680.409 2151.705 2383.128
11594 NM_004774 MED1 2398.242 1831.906 2236.868 2680.395
9357 NM_0010071 NTRK3 79.26688 79.34461 92.60045 100.5365
4863 NM_0010052 OR51G2 107.4956 111.6492 127.4442 112.4522
5459 NR_000035 CASP12 48.20923 39.29297 34.28733 52.71462

22477 BC025340 MGC39372 185.2403 144.1903 157.2153 174.4775
22200 ENST0000038C6orf163 53.18487 55.8669 46.09425 73.36115
3821 NM_032747 USMG5 1979.389 2336.368 2042.277 2043.597

17732 --- --- 861.4941 867.4388 848.1469 882.0466
18415 NM_005496 SMC4 3983.829 2179.804 3449.534 5608.417
13227 NM_020659 TTYH1 158.7675 166.8382 160.9267 168.3307
14424 NM_014763 MRPL19 811.0777 714.164 851.2053 1007.71
17935 --- --- 100.5634 121.684 108.0971 112.6658
6101 NM_022496 ACTR6 267.8271 198.4455 254.8471 227.4296



20611 --- --- 2.763519 0.00198734 5.594614 11.88018
27877 NM_014289 CAPN6 220.1682 159.0073 187.3141 248.9612
21052 NM_0010377 NPM1 2446.765 2019.134 2233.955 2616.478
10336 NM_005950 MT1G 3309.503 2268.118 2444.346 4313.855
17168 NM_194255 SLC19A1 1330.371 928.5443 1058.793 1195.677
12966 NM_021107 MRPS12 689.8878 580.5243 699.9299 590.0825
7772 ENST0000032FLJ44817 211.7554 209.9357 210.1518 226.5079

15866 NM_016192 TMEFF2 55.66574 68.59186 63.49537 73.84285
22509 --- --- 220.3218 226.1313 246.9714 231.3902
20878 NM_178019 CATSPER3 118.2969 68.33637 115.7699 152.9131
4071 --- --- 108.5399 102.6457 90.69976 91.63716

20017 ENST0000035FLJ13197 74.20184 67.21703 65.98734 62.94872
7605 NM_174944 TSSK4 78.05653 71.5759 71.61559 99.49997

21514 NM_020389 TRPC7 42.21083 30.72166 89.35793 88.69328
23059 NM_002844 PTPRK 3240.55 2056.905 4060.363 2331.362
27403 --- --- 18.06131 20.57171 12.30021 19.00144
11175 NM_006640 9-Sep 2870.937 3358.208 2722.081 3185.673
27361 NM_003399 XPNPEP2 397.3662 439.9266 403.6571 425.6237
26232 NM_021138 TRAF2 562.1522 478.0277 557.9023 659.5416
3918 NM_130784 SYCE1 672.6329 704.9678 569.4512 673.5209

15627 NM_006609 MAP3K2 1396.606 1469.27 1380.885 1430.361
2890 NM_016299 HSPA14 761.018 510.5365 631.4973 1007.74

22422 NM_00100134CLDN20 52.97795 77.50055 51.37893 46.59645
17363 --- --- 1.896822 0.00884653 1.683411 1.744757
18173 NM_006100 ST3GAL6 730.2098 2679.922 1040.679 600.345
4207 --- --- 447.339 674.1702 387.8281 323.4335
8415 --- --- 33.85782 40.58941 27.38737 28.4241

11685 NM_0010404 CCDC56 798.3931 649.61 778.6722 726.1432
9514 NM_003456 ZNF205 351.6452 367.6207 327.3064 401.6859

10922 --- --- 28.96975 26.69814 28.49207 24.59796
7766 NM_152443 RDH12 79.95989 97.80315 77.25986 99.55272

26086 NM_0010052 OR1L3 32.3473 29.55247 41.74813 21.45337
401 BC151232 KIAA0467 419.0869 471.574 315.1584 469.9235

9509 NM_016639 TNFRSF12A 5041.072 3462.106 5155.133 3514.195
11956 NM_024599 RHBDF2 303.5603 514.2404 295.9386 436.6939
24233 --- --- 99.55725 101.9466 118.0886 93.24514
23582 NM_005222 DLX6 488.0566 498.2712 485.8909 498.4173
26309 NR_003009 SCARNA8 217.7713 207.2775 209.3902 158.0334
11337 --- --- 770.048 571.3544 643.1035 789.1937
13738 NM_152279 ZNF585B 53.62913 255.9822 68.10149 30.98624
25644 NM_0011008 C8orf73 203.8545 246.4377 242.6771 161.663
25805 --- --- 59.03121 39.07458 55.1987 57.76779
17606 --- --- 50.72625 53.75674 42.66634 59.16794
1818 NM_006516 SLC2A1 7398.999 5756.608 6800.943 4779.568

23312 --- --- 19.52499 12.81188 23.95264 27.47742
24545 ENST0000030LOC10013041 47.04206 45.42639 37.19824 43.00634
11803 XR_016879 LOC388401 286.8962 226.7491 253.6724 444.9211
12978 NM_00100156TIMM50 4069.32 6048.293 4326.257 3540.279



26171 NM_005157 ABL1 1824.936 1619.501 1850.284 1888.77
1602 NM_007365 PADI2 175.1193 186.6078 212.2935 196.623

17192 NM_017414 USP18 322.4424 685.2166 401.2644 350.9163
6349 NM_004244 CD163 44.83375 49.5668 43.39831 39.11241

13800 NM_000762 CYP2A6 251.8022 242.0318 265.302 250.0231
13472 NM_024690 MUC16 106.5893 96.28697 106.2369 108.2851
21523 NM_004661 CDC23 1262.659 1016.986 1153.077 1630.949
5241 NM_001997 FAU 1432.326 1384.801 1459.502 1417.424
2858 --- --- 11.33756 6.314815 8.904546 10.19454
3405 --- --- 11.33756 6.314815 8.904546 10.19454
9818 ENST0000033LOC388282 93.57388 78.41469 88.19283 66.97112

25193 --- --- 2.201494 2.757562 1.528763 9.436708
4329 NM_003357 SCGB1A1 171.5763 143.3611 177.2857 173.5419
4673 NM_001655 ARCN1 3684.706 2965.106 3529.025 3844.08
8123 NM_0010795 TRAPPC6B 746.2715 609.6041 801.3453 886.9423

23596 NR_002147 MYH16 327.4651 277.9008 249.1874 469.5407
23487 NM_0010994 POM121C 3356.264 2240.195 3322.588 2467.258
27810 NM_080737 SYTL4 260.2678 202.7204 289.2877 241.7342
18393 --- --- 29.47803 25.24952 46.76176 18.05309
18822 NM_0011127 C3orf63 1402.143 1178.314 1461.363 1328.919
15115 ENST0000035FAM132B 436.2283 464.5526 295.9213 447.4013
21037 ENST0000033LOC345630 160.4651 208.0474 150.764 224.4371
1485 NM_003820 TNFRSF14 478.2755 1829.046 670.4545 275.4028
3817 --- --- 146.0631 162.3541 163.3649 209.6717

17200 --- --- 5.532629 4.335815 6.542419 8.920451
6736 --- --- 724.9542 570.0858 613.7164 956.5729
7383 NR_002612 DLEU2 574.5009 559.1458 533.628 535.7113

27717 --- --- 31.72118 31.26975 49.69799 30.35889
22256 NM_0010835 C6orf182 253.9591 136.4633 159.2141 361.9622
28196 --- --- 1553.196 1178.235 1766.595 1730.071
2027 --- --- 15.02824 30.7752 26.38398 30.14069
250 NM_024887 DHDDS 1318.005 1422.687 1419.133 1181.915

15249 NM_024584 CCDC121 140.6345 131.0247 142.6125 139.361
1294 --- --- 121.1107 121.8781 117.6235 124.3099
5020 --- --- 345.325 304.5668 436.486 319.5899
7030 --- --- 0.1936332 3.617085 4.960027 4.631999

12973 --- --- 166.3273 213.34 186.0762 164.7959
2127 BC063894 DENND2C 218.618 235.1513 180.3835 217.9743
939 NM_014017 RP11-336K24 440.7772 405.7712 551.6465 449.6309

20327 NM_201999 ELF2 624.9229 473.417 551.735 732.1662
3353 NM_153442 GPR26 97.56735 116.4375 103.0047 96.57734

10931 NM_138387 G6PC3 2151.573 2076.916 1964.681 2034.963
22248 --- --- 14.84345 27.12701 30.729 31.97329
23248 --- --- 260.8556 271.427 302.8383 289.9314
9161 --- --- 26.06603 22.35991 20.58139 24.20989

13614 NM_031941 USHBP1 146.5868 134.0984 150.9758 152.348
23238 --- --- 19.57746 24.62595 23.72517 28.13463
19372 NM_005750 C4orf6 109.0429 118.354 114.61 83.80516



27344 NM_012069 ATP1B4 68.1423 84.0047 74.68401 85.54097
10994 --- --- 43.98321 27.47115 22.28546 20.1384
15239 NM_003353 UCN 184.5424 233.0515 195.0754 205.574
23422 --- --- 2065.116 1889.981 2174.502 2333.5
18489 NM_014693 ECE2 352.0742 353.186 352.3082 270.8822
19229 NM_021629 GNB4 2425.459 1651.589 1941.858 2876.244
5576 NM_00100519OR8B12 71.53688 53.31534 62.58573 57.06581

12181 NM_177986 DSG4 56.63869 56.13979 57.52186 60.42921
251 NM_005517 HMGN2 4644.582 3586.627 5020.643 6017.167
37 ENST0000032LOC10012800 168.8608 169.9126 145.3148 166.6623

8905 NM_003870 IQGAP1 6125.685 5899.849 5445.636 7323.933
3981 NM_00108539hCG_1651160 124.0531 126.1071 136.2313 107.3984
4848 NM_00108539hCG_1651160 124.0531 126.1071 136.2313 107.3984

25979 --- --- 293.9903 355.4521 265.3046 219.6645
17931 NM_003149 STAC 942.2018 633.9958 1126.182 560.8647
10545 NM_015085 GARNL4 668.5137 423.9285 567.9846 685.7276
6744 NM_144982 CCDC131 1172.206 1013.622 939.866 1532.96

17215 NM_013373 ZDHHC8 891.4477 802.6955 801.8132 829.5033
21340 NM_013391 DMGDH 50.25928 45.7357 61.27795 67.99853
23654 NM_00108538NF-E4 61.78352 56.74544 71.67843 47.81508
1524 --- --- 42.40939 81.07682 42.42372 41.0786

28352 NM_006778 TRIM10 103.6037 108.467 109.081 108.6782
19850 NM_007193 ANXA10 26.49258 25.54187 23.75077 34.49308
28283 NM_018950 HLA-F 2481.541 3357.321 3140.273 1772.34
10666 NM_016113 TRPV2 949.0127 1528.8 940.8241 770.7593
8834 BC101201 C15orf37 328.1108 443.0445 395.9973 226.0892

10053 NR_002326 SNORA64 280.1857 279.6527 320.6483 296.9123
10465 NM_199355 ADAMTS18 147.8956 166.2674 152.1272 165.5904
26073 --- --- 101.2005 158.4035 112.8261 74.34712
6644 NM_002205 ITGA5 4150.032 4420.698 4414.792 3821.216
8462 NR_003330  /SNRPN  // SN 2831.58 4547.104 4007.937 3566.703
952 AK055377 GPATCH4 247.0714 295.4025 240.4125 223.7137

1709 NM_005626 SFRS4 1545.996 1188.128 1216.872 1942.802
27535 NM_205849 FAM9B 59.45655 89.77965 84.32032 55.29241
8126 NM_032135 FSCB 36.82597 34.02821 37.2674 23.13265
3968 NM_000218 KCNQ1 193.1779 168.2065 188.8007 200.9305

24059 --- --- 225.6045 211.7077 223.7064 219.8066
5495 NM_012459 TIMM8B 873.3887 705.8622 988.7574 733.7482

14744 --- --- 43.94954 43.3782 47.92863 27.97843
9284 --- --- 50.36064 48.07522 52.30021 41.93579

15058 --- --- 13.3758 7.260925 7.300307 6.821455
7932 --- --- 27.99818 20.39651 16.29953 39.12219
2986 --- --- 3.092268 0.8770028 4.293402 3.127365
3008 --- --- 3.092268 0.8770028 4.293402 3.127365
3595 --- --- 3.092268 0.8770028 4.293402 3.127365
5306 NM_198923 MRGPRD 61.72011 58.47518 67.35022 61.25204
1018 NM_007240 DUSP12 953.7708 689.3715 1076.82 798.3511

10865 NM_002809 PSMD3 3367.75 2628.153 3072.521 3176.1



14403 NR_003683 ALMS1P 66.45276 66.32665 75.94968 89.80613
22218 --- --- 68.79973 53.49512 67.24065 88.97029
18429 NM_018657 MYNN 370.7515 325.2163 366.6744 533.8998
2235 NM_003548 HIST2H4A 1620.682 2644.697 1918.558 1350.6
825 NM_003548 HIST2H4A 1620.682 2644.697 1918.558 1350.6

14006 NM_025040 ZNF614 555.7994 723.7823 752.3062 665.6675
10960 NM_0010075 STH 128.3559 96.3809 115.5921 117.8077
6278 NM_003565 ULK1 638.2801 555.5219 583.5936 613.4024
9787 NM_005953 MT2A 13380.14 10430.81 11409.84 16463.45

16294 NM_001725 BPI 69.5686 85.99672 80.018 66.50912
9231 NM_207338 LCTL 124.8719 154.4781 90.34657 121.3347

18593 --- --- 147.3294 138.8234 204.7579 180.9617
11683 NM_001991 EZH1 691.5047 687.2017 694.2276 822.6227
7052 NM_001629 ALOX5AP 103.4049 124.7614 102.4707 180.7578

15855 NM_022353 OSGEPL1 456.7341 667.1937 403.212 433.3286
23660 --- --- 75.24149 86.61909 80.27519 66.99471
14488 --- --- 31.77803 44.67317 45.91484 79.26175
23880 NM_004769 ACCN3 255.3793 294.0307 310.6785 296.8506
15324 NM_025133 FBXO11 1293.539 1629.671 1330.019 1625.115
5355 NM_00100528OR2AT4 91.53088 100.234 102.2786 90.33693
4594 BC054869 C11orf70 33.83762 25.95698 27.14991 30.56634
4588 --- --- 438.432 411.7714 547.595 456.666

23284 NM_003777 DNAH11 208.5565 860.22 394.1883 177.9965
11964 --- --- 616.5925 611.35 615.6947 610.1008

178 --- --- 17.93489 19.82854 24.18452 27.23847
13825 NM_198477 CXCL17 134.9293 127.7192 134.0642 135.1423
16872 --- --- 59.93505 75.39571 62.68669 53.24625
16563 NM_00109940C20orf12 466.8401 486.5073 405.596 443.7588
27308 NR_002718 TDGF3 37.57657 44.67526 35.5341 50.92218
15534 NM_144994 ANKRD23 141.1803 196.821 145.2191 147.9175
10240 BC061522 DKFZp547E08 6208.367 7261.53 6070.74 6142.084
25959 --- --- 19.44392 13.72176 15.12384 24.39776
12080 NM_032711 MAFG 293.8114 206.159 240.6369 253.4524
7673 --- --- 57.0344 56.13494 65.76496 72.63605

22458 NM_004610 TCP10 133.3507 143.2196 141.25 151.3033
25624 NM_0010804 SLC45A4 332.4484 258.8323 352.311 255.1335
18115 NM_002802 PSMC1 2612.748 1853.915 2327.653 3337.066
8914 NM_013272 SLCO3A1 837.7247 822.4907 832.6283 840.111

15349 NM_033109 PNPT1 1178.051 1199.495 1434.869 1195.161
14373 --- --- 26.82462 34.15244 24.01387 32.82246
14507 NM_144705 TEKT4 186.7621 165.0432 193.1212 159.1638
5930 NM_054105 OR6C2 12.55396 12.63963 17.99742 14.33292
9488 NM_001374 DNASE1L2 75.86993 67.66715 74.3992 75.88049

19198 NM_153353 LRRC34 600.9716 311.5906 333.1529 854.2089
25278 NM_002095 GTF2E2 972.6908 958.3242 1038.876 965.7979
8041 BC014299 C14orf93 214.0238 207.4413 193.339 251.887

15975 NM_057093 CRYBA2 201.6595 215.8899 190.2602 217.8228
27427 NM_004709 CXorf1 75.25925 80.37965 78.29321 86.21722



20435 --- --- 785.9154 230.818 944.7706 1676.008
1626 NM_020816 KIF17 141.608 163.4236 125.7344 155.8971
8095 NM_080664 C14orf126 1408.331 1727.172 1618.404 1548.109

25418 NM_007332 TRPA1 18.88007 106.0299 31.02785 13.82869
13350 NM_152769 C19orf26 490.1429 534.8405 451.2015 444.9831
6919 NM_006861 RAB35 2802.746 1892.759 2131.397 2911.479

19259 --- --- 80.81624 105.9526 90.28018 90.99997
244 NM_198137 CATSPER4 72.18123 97.80698 102.8094 100.2218

24351 NM_002319 LRCH4 510.7886 493.3708 489.5441 500.1432
6585 NM_000617 SLC11A2 887.6916 1612.628 1209.87 885.2526

21094 NM_015111 N4BP3 130.951 134.6024 128.8654 154.6413
9153 NM_004580 RAB27A 597.7185 1176.602 615.8717 570.0556
8014 NM_198232 RNASE1 115.3828 215.3521 119.8615 97.99109

25130 NM_001147 ANGPT2 50.6218 45.2503 47.94932 46.12881
5067 NM_014342 MTCH2 5035.252 4332.982 4780.427 5955.904

18951 --- --- 76.36777 23.38039 56.10399 121.4286
18617 NM_001351 DAZL 199.4427 187.7231 188.4942 235.5764
24940 NM_004337 OSGIN2 1385.383 1148.281 1245.057 1625.688
16273 NM_016436 PHF20 924.6895 971.2216 813.5715 1320.025
7862 NM_002802 PSMC1 2378.198 1663.202 2105.71 3007.192

28727 --- --- 214.8956 160.1702 252.9987 217.584
24035 --- --- 119.5888 72.8 117.4898 71.86737
16635 --- --- 11.66174 8.636847 8.884262 12.18576
25349 NM_000912 OPRK1 208.6115 216.43 210.9449 240.3956
19500 --- --- 1.632586 2.426878 1.261284 3.130385
8129 NM_018353 C14orf106 1692.584 1033.291 1487.56 2765.333
524 NM_0010053 AK3L1 112.4431 537.3532 124.0314 400.0374

20479 NM_005958 MTNR1A 781.3334 665.647 732.3419 693.2772
15514 --- --- 676.3966 728.8823 608.0048 641.2784
12019 NM_002917 RFNG 823.3082 910.4396 801.2357 964.4671
22864 NM_016277 RAB23 1138.518 1113.256 1124.272 1142.695
8036 --- --- 49.94601 111.0034 92.26031 55.64218

24404 NM_006348 COG5 2309.786 3930.585 2335.983 2247.261
4859 NM_0010051 OR52R1 64.73599 74.70579 70.67802 75.66806

14663 --- --- 10.3246 15.38805 7.266855 18.76294
44 NM_022114 PRDM16 118.8329 96.37543 109.2519 118.5611

24960 NM_002998 SDC2 852.1429 1823.921 706.2903 512.8441
22354 --- --- 175.6016 232.8902 244.892 218.5344
2401 NM_00100518OR6N1 47.6351 58.48726 38.52961 44.30217

11195 BC036891 KIAA1618 1259.591 1501.248 924.5118 1674.24
3762 NM_012465 TLL2 89.16536 63.01517 79.6228 91.3755
3963 NM_139022 TSPAN32 296.5381 293.0665 296.219 340.4489
6025 NM_006654 FRS2 1287.837 1015.263 1300.224 1662.237
3439 BC072452 FAM107B 378.9853 254.3065 286.4408 464.6474

15805 NM_013341 OLA1 2067.316 2402.788 1973.961 2500.517
23978 NM_020319 ANKMY2 328.5664 345.6662 312.8575 527.5742
24015 NM_003930 SKAP2 2071.174 1877.944 1576.704 2572.329
21810 --- --- 145.8821 117.16 121.8385 107.3709



20390 --- --- 21.67343 10.97009 18.36574 23.87127
98 NM_001286 CLCN6 658.1691 829.5324 587.8105 933.9404
70 --- --- 873.599 588.6465 885.346 1236.499

27996 --- --- 441.0427 287.583 433.4442 430.4058
22901 --- --- 159.1159 115.329 173.8976 171.0642
8477 NR_001291 SNORD115-1 6.546428 7.539731 12.24829 6.268994
8489 NR_001291 SNORD115-1 6.546428 7.539731 12.24829 6.268994
8492 NR_001291 SNORD115-1 6.546428 7.539731 12.24829 6.268994

17792 AY358194 UNQ6126 88.88776 65.40945 97.81251 100.3821
21150 NM_024091 FASTKD3 603.5179 591.5079 733.5366 623.4078
11762 NM_002145 HOXB2 2051.249 949.6539 1228.219 2184.563
19378 NM_005980 S100P 185.2126 144.7998 194.8421 202.0791
4223 --- --- 36.36766 33.4933 36.35549 51.04815
3686 NM_144589 COMTD1 438.0001 444.3076 421.6488 415.3902
6825 NM_001177 ARL1 1549.605 1779.095 1446.658 2114.819

12692 BC068071 C19orf39 297.8015 286.0885 286.0862 327.5319
19169 --- --- 12.36206 13.86083 14.31131 19.51719
1458 NM_00101498FAM132A 248.6441 234.8952 236.0063 246.762

16005 NM_014689 DOCK10 1386.57 2045.683 1129.048 1394.233
15832 NM_173648 CCDC141 33.33263 63.27418 43.35239 32.31854
11641 NM_033187 KRTAP4-3 223.4644 235.7052 202.0807 219.584
16741 NM_183047 ZMYND8 1696.195 1865.262 1907.941 1799.897
11394 NM_173622 CDRT4 124.9828 116.475 108.8438 178.9669
19427 NM_004787 SLIT2 889.0969 646.9016 1619.634 552.0712
19865 --- --- 40.27905 43.5055 50.81222 42.70331
16611 ENST0000038FLJ45832 30.40336 28.19623 24.648 27.84725
16982 AF426269 C21orf90 177.0602 221.9847 177.665 159.9793
25800 --- --- 143.6386 137.6967 131.1888 136.413
18560 XR_037098 LOC391504 353.9362 228.7048 369.6398 520.578
26549 NM_001698 AUH 526.1081 759.2027 469.4035 670.3644
12146 ENST0000030LOC441955  / 443.1539 454.1351 451.2468 414.9956
10819 --- --- 31.13844 13.92449 19.15724 28.4051
5411 NM_152313 SLC36A4 1313.372 820.7681 1209.155 1549.232
863 --- --- 17.26911 25.22957 14.03803 11.12307

22620 NM_00108084LOC651503 22.63859 10.10601 17.65955 23.24269
4688 NM_000190 HMBS 2715.644 2523.264 2645.676 2443.049

11772 NM_032391 C17orf92 47.40433 50.47282 43.67255 62.904
21478 NM_004199 P4HA2 997.3483 1942.514 986.1182 787.1404
12781 NM_004145 MYO9B 1572.165 2281.312 1536.199 1487.316
8079 NM_0010397 CBLN3 119.7146 131.6742 102.041 114.9672
9544 NM_145893 A2BP1 88.60691 73.15733 80.71403 91.8707

25448 --- --- 212.7773 121.021 184.5001 370.2443
27611 NM_006520 DYNLT3 992.2405 1506.107 1227.452 1090.927
9626 BC061522 DKFZp547E08 5938 6966.793 5830.613 5891.921
2329 NM_017582 UBE2Q1 4474.882 3736.277 4886.985 3734.199

25017 NM_173851 SLC30A8 135.7119 147.0743 119.0739 132.1874
2852 NR_015376 C10orf139 68.68873 73.41703 89.53909 83.50503
4301 NM_024098 CCDC86 984.9034 572.367 799.2138 1236.959



15190 --- --- 2.47993 2.839668 2.873616 2.776817
1412 NM_0010055 OR2T8 128.3189 125.3446 127.0776 60.61412

20366 --- --- 28.16743 34.93079 31.15228 34.9623
14878 NM_017694 FLJ20160 976.2924 1119.354 1119.272 648.1179
20804 --- --- 177.815 162.2672 179.5295 187.0726
18118 NM_198159 MITF 517.6961 4008.153 1006.235 147.5913
26474 NM_0010992 FOXD4L2 567.515 632.1839 553.8218 492.1696
16588 NM_022080 NAPB 608.4191 1021.762 628.0246 539.1719
3982 --- --- 70.3942 76.57587 74.8494 78.00838

23200 NM_174910 TCTE3 68.47454 91.28569 79.09885 66.39119
5124 NM_145008 YPEL4 103.5837 105.4243 135.9145 124.7987
3747 --- --- 35.29528 29.883 56.55388 43.94666

27798 --- --- 7.363261 0.5385568 17.6671 34.17883
26285 NM_00101796KIAA2026 1772.877 1410.101 1544.541 1998.331
18669 NM_014139 SCN11A 44.50497 36.68324 42.64431 51.48521
3014 ENST0000031LOC10013241 220.6121 183.4885 144.7024 280.1674
9351 AF316855  // FLJ22795  // 555.1669 620.6753 535.9163 593.8214
7004 ENST0000038RP11-408E5.4 179.4447 163.2638 166.4318 168.7155

16431 ENST0000037LOC284757 47.16326 35.27225 36.37162 59.61568
28178 --- --- 59.17422 59.83294 51.54117 61.08844
28252 --- --- 59.17422 59.83294 51.54117 61.08844
4683 --- --- 307.7305 526.1006 299.9705 299.5937
3459 NM_182543 NSUN6 226.8399 192.2769 180.5878 349.4328
7024 NM_001676 ATP12A 172.7312 131.6498 182.6788 143.3796
3231 NM_015960 CUTC 673.3524 512.594 494.6881 975.2751
1782 NM_012333 MYCBP 1025.247 1041.196 1262.425 1060.234

12556 NM_005883 APC2 209.0873 211.7426 221.0672 220.235
9339 --- --- 6.253559 7.556744 5.204765 6.704317

28030 ENST0000037LOC642980 239.8527 224.2764 292.4391 226.2029
7032 NM_001260 CDK8 1389.108 1109.183 1228.963 1970.986

26255 NM_024757 EHMT1 919.6717 839.8536 885.7355 1111.268
26628 --- --- 148.098 145.6956 127.8868 166.5731
14670 --- --- 31.34321 33.17138 22.37617 25.96921
9757 NM_031490 LONP2 2233.724 2176.467 2094.122 2619.625

19828 NM_021634 RXFP1 52.95771 40.11169 48.78281 59.34079
3664 --- --- 391.632 284.6258 326.8218 317.1218
1907 --- --- 288.2286 350.5331 371.3307 336.3936

10094 --- --- 66.22736 64.11746 79.7706 88.10196
14130 NM_017761 PNRC2 3559.46 3360.082 3625.465 5391.548

221 NM_017761 PNRC2 3559.46 3360.082 3625.465 5391.548
22578 NM_021018 HIST1H3F 5211.545 4737.25 5210.931 4793.083
13386 ENST0000021LOC284422 122.3437 172.9563 140.5839 180.739
25904 --- --- 87.16999 70.20563 147.7049 115.3262
3651 NM_152710 C10orf27 154.6638 172.801 143.7034 170.4393

28848 --- --- 328.6145 322.6658 393.0821 325.6994
18031 NM_018031 WDR6 2089.509 1744.722 2068.572 2067.062
10825 NM_033315 RASL10B 227.263 258.0886 230.2263 238.0655
18098 NM_001457 FLNB 3503.547 3775.666 3464.112 4072.882



7656 NM_001049 SSTR1 292.1701 294.8552 294.2646 270.0438
5484 NM_006235 POU2AF1 113.35 134.6105 131.7022 144.934
6647 NM_033277 LACRT 142.9815 112.8309 139.4501 179.4071
9363 NM_000326 RLBP1 116.804 324.1378 96.51039 59.15432

23029 --- --- 4362.107 3703.737 4862.217 4619.454
6312 --- --- 65.73454 76.09777 87.563 127.1759
2507 NR_002579 SNORD74 2544.209 3147.27 3217.805 2852.228

21622 NM_138379 TIMD4 45.37585 32.27004 44.57195 51.68829
20221 NM_014485 PGDS 25.77606 14.33584 30.8048 32.67762
11307 NM_002532 NUP88 2840.542 2808.51 2996.732 2683.178
28368 NM_130463 ATP6V1G2 87.77488 89.17185 98.06387 105.2394
20141 NM_002619 PF4 215.0832 201.9008 210.7606 194.6389
17973 NM_00104264TRAK1 895.095 1055.641 836.9136 1020.369
22528 --- --- 99.62189 84.56699 108.1098 123.5837
18632 NM_000461 THRB 239.8655 236.5423 322.7331 377.5805
20515 --- --- 32.88004 37.58881 35.62313 35.15668
2192 NM_005266 GJA5 51.59626 53.23148 45.16133 52.02879

16195 NM_138283 CSTL1 538.1688 687.2769 591.5012 506.8955
3031 NM_032439 PHYHIPL 81.40894 71.06239 92.25851 87.69222

14996 NM_015488 PNKD 823.6161 1451.85 1214.801 746.1566
13303 NM_138347 ZNF551 315.5677 411.9179 443.3439 361.338
22776 NM_006653 FRS3 268.5795 268.0244 203.7581 249.3813
4241 NM_00100520OR8K3 40.77145 37.66233 42.16999 40.69268

11247 NM_152346 SLC43A2 561.8468 643.4752 490.6974 686.7545
11917 NM_0011151 UNQ9218 88.76844 79.84634 88.20081 87.60895
21577 NM_0010401 HTR4 84.37782 87.464 100.1967 89.00869
28759 --- --- 14.88033 19.48397 16.62408 22.61244
25389 NM_0010804 MYBL1 2186.892 1279.798 1717.682 2601.413
2219 AK125737  // LOC440570  / 104.5257 100.3016 148.1195 136.0946
2225 AK125737  // LOC440570  / 104.5257 100.3016 148.1195 136.0946

22687 NM_004557 NOTCH4 313.9488 232.4794 335.4706 339.6398
28515 NM_004557 NOTCH4 313.9488 232.4794 335.4706 339.6398
5611 NM_014758 SNX19 1298.313 1000.005 1244.994 1005.417

23441 --- --- 1.036493 2.635825 3.248565 4.102156
3965 --- --- 97.65083 73.91278 79.13054 98.89463

18736 NM_022911 SLC26A6 629.7506 785.3598 571.736 522.8448
26036 BC015795 C9orf6 889.3537 783.9255 817.2643 1029.27
28581 --- --- 36.61184 37.29246 41.46355 43.00258
10753 NM_016231 NLK 1706.057 1669.067 1586.788 1631.672
25515 NM_0010775 FBXO43 201.1473 118.9003 175.1034 305.8821
9786 NM_005954 MT3 341.8656 366.0173 333.5034 363.8629

16882 NM_181599 KRTAP13-1 30.72603 32.87216 43.7631 39.38803
15289 ENST0000032LOC375196 161.2587 176.1733 155.2725 159.4132
12918 NM_172341 PSENEN 3993.098 4532.232 4842.15 3235.73
23041 NM_153255 MCM9 444.8612 390.07 429.9988 418.2622
12141 NR_003366 ANKRD20B 91.26263 48.97023 134.3879 194.1967
26413 NM_033412 MCART1 364.4296 207.6049 308.899 499.2482
1353 NM_0010795 TBCE 754.8714 638.8708 895.4171 735.3726



20794 AB048207 C5orf26 440.3756 331.6269 317.6871 464.4627
21716 NM_005110 GFPT2 1166.639 419.231 252.0484 291.4828
8455 NR_003323  /SNRPN  // SN 504.3757 807.4302 785.3 608.1774

21553 NM_005219 DIAPH1 2118.778 1375.472 1685.497 2117.306
23770 --- --- 23.80659 17.5226 41.40787 41.05363
13696 --- --- 24.87172 23.34912 36.56097 48.30724
18028 NM_130384 ATRIP 541.7095 398.2127 532.3486 411.3939
13075 NM_004497 FOXA3 110.4654 127.2721 118.6873 122.7679
14442 NM_173645 DNHL1 48.41177 32.99524 31.31878 66.11703
20796 BC107117 FLJ11235 435.1192 424.1526 441.8803 414.0085
26391 NM_014450 SIT1 76.4115 88.32536 71.39938 56.87555
18873 NM_0011261 PROK2 188.0677 200.7133 185.3938 161.489
10535 NM_000934 SERPINF2 167.8104 187.9258 188.1705 186.7409
11331 NM_015982 YBX2 413.5359 455.8351 399.9665 428.7407
18453 --- --- 2.871157 0.00250172 1.891109 0.00695777
8346 ENST0000023SERPINA2 102.3351 103.6001 118.7822 129.1915

26917 NM_016562 TLR7 41.79218 144.406 75.20498 36.40275
7437 --- --- 29.49732 22.85669 30.08616 20.21858

16524 NM_144773 PROKR2 104.2964 72.8093 94.37799 106.3958
3135 --- --- 4.937469 3.121242 3.546016 4.016325
3313 NM_00101170PNLIPRP3 30.48325 888.2515 292.4863 14.77429
8961 XM_00112627LOC648913 175.5832 161.9602 177.9072 168.0065

24719 NM_182795 NPM2 101.8562 86.24187 122.1979 110.1061
17738 NM_016272 TOB2 1107.671 996.0917 1034.357 1050.583
13211 --- --- 8.245421 8.589396 9.052767 7.712434
20186 NM_194282 LIN54 1217.968 974.3737 1241.042 1053.43
5509 NM_032725 BUD13 626.4668 292.0782 488.7 674.886

12719 NM_000159 GCDH 661.8844 601.4164 622.3325 628.7001
20659 NM_001515 GTF2H2 1095.157 1004.747 916.0289 1330.081
15969 --- --- 76.09514 83.00024 72.36134 61.8424
13958 NM_172374 IL4I1 924.3853 860.3754 961.3607 1097.917
20108 NM_182606 TMPRSS11A 22.6805 19.85998 23.56903 29.55083
20708 --- --- 7671.669 7071.214 7312.281 7446.668
5827 NM_152641 ARID2 1858.412 1679.568 1759.836 2195.055
7129 NM_018204 CKAP2 3902.012 1848.826 3133.418 5457.376

12464 NM_00108396TCF4 1086.496 617.6776 1033.203 732.4166
11070 NM_018488 TBX4 117.3949 123.5639 106.1104 134.6792
12440 --- --- 68.42871 64.97628 73.17942 55.38759
1696 --- --- 151.1509 178.8542 137.522 143.6675

27015 NM_022076 DUSP21 51.61354 73.14239 64.20686 65.40488
4086 NM_000922 PDE3B 186.4448 1338.129 295.2491 46.76539

25264 NM_018492 PBK 1666.088 1293.854 2060.58 1244.304
15264 NM_015955 MEMO1 604.0468 510.1131 641.8696 653.9542
22547 NM_000948 PRL 71.6758 66.99171 73.12825 77.53891
7326 --- --- 404.5075 611.7309 374.3037 382.5067

18930 --- --- 12.36385 16.24937 15.91832 13.67529
7571 NM_0010019 OR4E2 53.9353 71.07604 67.33551 66.98326
6305 --- --- 193.1443 150.4386 222.1781 222.03



5647 NM_001759 CCND2 192.5515 185.9141 173.2366 209.2045
8976 NM_030922 NIPA2 3154.929 3377.262 2983.892 3073.181

18464 NM_003940 USP13 1651.622 1040.14 1387.654 1836.15
28317 NM_021246 LY6G6D 175.2571 171.8351 165.9793 187.2689
28450 NM_021246 LY6G6D 175.2571 171.8351 165.9793 187.2689
21160 --- --- 36.58102 50.7519 51.57786 39.23294
20268 --- --- 11.45526 10.37693 4.450074 9.812579
15554 NM_174898 LYG1 178.6329 211.62 187.9688 180.1462
12809 NM_017712 PGPEP1 731.0783 766.155 904.6418 386.393
28798 --- --- 535.5221 584.2637 595.4365 406.0127
26453 NM_015667 FAM75A7 220.9792 246.7986 241.5968 224.3183
2833 NM_0010055 OR2T8 150.4378 151.0518 175.9342 137.194

15916 --- --- 736.0127 752.2167 862.9361 947.0031
22934 NM_000735 CGA 64.2171 61.18724 59.56766 46.48398
19842 NM_007246 KLHL2 1278.801 841.3565 1118.552 973.3062
3292 NM_000681 ADRA2A 266.0118 284.2653 244.9682 291.6718

17537 NM_015672 RIMBP3 117.8648 93.289 128.1122 131.6227
18764 NM_005879 TRAIP 310.4016 251.7664 355.5425 252.8974
20934 NM_018931 PCDHB11 195.7624 214.3047 162.6452 21.0035
27508 NM_176786 IL9R 176.8347 213.6871 198.5263 175.5555
28188 NM_176786 IL9R 176.8347 213.6871 198.5263 175.5555
24165 NM_178558 ZNF680 147.109 125.3496 105.7671 250.1033
27593 NM_139058 ARX 323.1463 301.0596 297.5969 311.6385
22139 --- --- 50.39488 56.76105 55.04234 42.68288
21992 NM_022551 RPS18 5492.529 5757.139 5389.156 5596.547
28336 NM_022551 RPS18 5492.529 5757.139 5389.156 5596.547
28470 NM_022551 RPS18 5492.529 5757.139 5389.156 5596.547
9282 NM_000126 ETFA 1910.493 1953.137 2024.005 2635.083

12637 NM_0010804 KIAA1543 164.1047 151.6131 190.6292 173.7297
16239 NM_174897 BPIL3 108.8825 116.0914 97.69138 113.3922
17548 NR_003608 MGC16703 112.9523 168.1924 142.9763 96.39415
4376 NM_003273 TM7SF2 146.6371 304.5562 165.8153 274.1163

97 ENST0000037C1orf167 171.9274 217.8848 198.0462 220.2927
900 NM_023015 INTS3 2733.147 2691.986 2953.142 2877.323

26556 NM_033014 OGN 31.8343 34.37604 32.36087 30.16508
27876 NM_145234 CHRDL1 944.7026 1867.015 1654.679 1933.859
4719 --- --- 601.1696 264.429 608.0172 572.1711
5522 NM_004588 SCN2B 101.7469 98.12743 101.8674 98.59849
4774 AK096377 C11orf44 97.74799 105.3222 125.2297 95.00721

21918 NM_170783 ZNRD1 647.4738 529.5602 561.5025 649.9957
23142 NM_015553 PIP3-E 178.8527 163.3253 166.7761 176.454
14278 NM_012413 QPCT 519.95 5231.558 1082.2 8.132563
2562 NM_015984 UCHL5 1925.834 1615.846 2160.81 1840.198

12469 NM_0010125 FECH 502.059 537.0012 503.9507 500.9952
9311 NM_181900 STARD5 133.2224 185.7395 118.7561 159.3818

28816 --- --- 12.22556 18.82648 23.77552 15.91117
1035 NM_004528 MGST3 2109.687 3126.775 2337.616 2951.766

21091 BC093990 SUDS3 864.4672 755.6195 763.6188 1067.969



13936 NM_033377 CGB1 222.076 243.6821 253.0053 258.2455
11869 NM_000515 GH1 75.11086 76.0238 98.74113 100.1325
16679 NR_002910 SNORA71B 1469.936 1381.988 1859.975 1590.56
22868 NM_152688 KHDRBS2 51.28163 56.60746 56.64351 51.96213
12364 --- --- 3.578714 4.81351 4.459144 4.104074
11053 NM_00100540YPEL2 258.9509 322.2278 315.2286 179.9097
17546 NM_058004 PI4KA 1910.591 1844.441 1879.756 1857.034
3172 NM_016195 MPHOSPH1 981.1066 345.161 650.1769 1682.276

18557 --- --- 32.99244 25.67975 39.06321 32.52928
22103 NM_007058 CAPN11 82.1473 88.10136 79.27371 89.47623
23034 NM_00108548C6orf189 712.635 787.3218 685.7003 723.8586
6600 NM_002282 KRT83 209.0232 182.8649 171.7971 227.7627
5466 --- --- 13.39977 19.66587 17.77526 21.69719
9781 NM_001043 SLC6A2 106.7075 110.2132 91.6905 106.3996

10191 BC061522 DKFZp547E08 6125.007 7175.947 6011.146 6086.656
27192 ENST0000036LOC10012951 55.58163 37.94732 48.69318 92.74552
19030 AB113648 TR2IT1 233.9888 337.3145 227.7172 315.059
11533 --- --- 74.83891 65.63847 79.50794 66.40601
1836 --- --- 772.9517 752.2106 1849.728 1356.605

24961 NM_016134 PGCP 684.4088 1449.76 689.4999 525.8263
6103 NM_139319 SLC17A8 84.91157 65.47309 78.7855 88.73135

23800 --- --- 148.89 172.1889 152.1294 145.5536
5666 NM_016319 COPS7A 2122.834 1848.557 2194.1 2231.371
9341 --- --- 664.0386 654.5121 642.7532 668.2963
9352 --- --- 664.0386 654.5121 642.7532 668.2963

17370 NM_024681 KCTD17 526.6849 493.5736 512.1171 585.9222
4259 NM_000062 SERPING1 107.4428 197.3111 122.0206 137.6124

15397 NM_015700 NFU1 451.5106 499.4663 497.9052 435.3679
4798 NM_021920 SCT 367.5905 302.0311 338.6097 394.3731
9615 NM_016025 METTL9 1896.939 3147.693 2339.921 2108.104
1414 NM_175911 OR2L13 88.34177 93.92436 69.73351 59.12049

24982 --- --- 438.7713 257.7299 565.8669 430.691
5651 NM_005002 NDUFA9 2287.055 1678.733 1941.203 3000.102

24242 NR_003262 FDPSL2A 684.6113 418.1302 705.4028 954.0109
2991 NM_019054 FAM35A 1581.467 1319.612 1485.239 2368.92

25770 NM_212558 LOC401498 123.161 105.083 125.9574 137.4617
15415 --- --- 46.35527 48.79576 43.20949 50.99934
2755 NM_175876 EXOC8 867.0782 641.8595 903.7135 703.3768
4778 NM_052875 VPS26B 1336.793 1241.72 1376.905 1082.58

22890 --- --- 140.0027 131 176.9669 170.6591
8001 NM_021178 CCNB1IP1 533.6243 540.3011 451.1381 672.9265

17450 NM_025225 PNPLA3 623.2722 917.1511 666.7762 641.7787
22965 NM_032870 SFRS18 1155.216 1119.623 926.027 1563.588
6752 NM_007043 KRR1 1435.708 1604.842 1396.891 2110.24
9882 NM_006750 SNTB2 2166.5 1776.276 2089.414 1903.791

19277 --- --- 27.74854 32.19269 36.33496 25.61074
20097 NM_0010108 SRD5A2L2 23.59471 22.41933 22.84759 30.7049
18887 --- --- 44.2939 24.00675 62.48811 56.46729



10233 NM_024816 RABEP2 304.9814 306.1269 288.4326 272.7295
20782 --- --- 110.7891 121.2807 98.23832 78.88076
21824 XM_928485 LOC645452 57.00375 53.21058 65.76213 64.64974
22870 ENST0000023LOC442228 15.74048 27.33011 19.16835 43.65186
2850 BC104155 C10orf110 65.67542 100.4744 56.72741 56.23705

26380 AK128180 C9orf144 81.19865 66.06417 78.18278 83.66669
17143 ENST0000032C21orf2 267.9225 285.3419 272.6205 252.779
4081 NM_001178 ARNTL 601.9908 480.5149 473.2355 744.206

12202 --- --- 148.7834 120.0797 113.0651 124.5509
27700 NM_004493 HSD17B10 1291.34 1189.99 1501.844 1174.307
8639 NM_138423 CASC4 2322.191 2086.837 1898.829 2645.7

10755 NR_003064 PYY2 246.6232 267.1908 236.0108 221.4208
11290 NM_00112289GGT6 100.7123 86.89069 97.41631 108.3377
7293 --- --- 38.96682 41.10115 56.17856 54.90566

23288 --- --- 78.4465 130.8367 77.32716 58.35505
17779 NM_138415 PHF21B 190.8423 175.3244 200.9829 210.4898
2768 NM_015014 RBM34 473.9909 451.8811 607.3759 494.8627
9511 NM_022468 MMP25 200.1725 179.5446 181.0104 191.0076
4963 NM_175058 PLEKHA7 165.5541 151.1299 71.98 175.3852

24245 NR_003262 FDPSL2A 783.8813 488.2658 823.2517 1064.389
22455 ENST0000028CCR6 96.68903 103.8986 84.05635 98.88951
10257 BC063703 LOC595101 3747.307 4767.532 3780.684 3800.823
4267 NM_0010052 OR9Q1 59.08038 64.04346 63.1881 65.97219

22374 NM_007124 UTRN 1944.282 1214.187 1554.072 2341.143
17748 NM_000262 NAGA 1016.853 1369.744 935.6869 772.4657
14532 BC128517 ANKRD36 303.2514 408.1785 250.8932 517.308
11538 NM_057178 RFFL 558.4376 514.3881 493.964 673.8555
22264 --- --- 21.96611 14.18625 16.67706 20.80542
14121 NM_002255 KIR2DL4 80.42546 72.5304 74.45461 82.04996
1341 --- --- 102.077 97.49761 90.21657 119.3846
9076 NM_022473 ZFP106 2024.873 2350.062 2182.458 2234.914

20190 NM_006665 HPSE 349.2388 401.2827 411.5388 326.9434
11395 ENST0000039FAM18B2  // C 253.9671 280.9517 277.1298 266.0924
19927 NM_005663 WHSC2 594.2721 518.0959 558.2021 582.397
17754 NM_145912 NFAM1 205.6049 220.2525 198.4147 207.2127
14434 --- --- 1.929886 5.020139 3.332801 2.458727
20805 NM_021614 KCNN2 263.8747 285.3733 270.3079 272.8923
19921 --- --- 92.47157 113.6901 70.4416 126.3015
28561 --- --- 4.50229 0.5375492 5.802469 10.38344
1113 NM_001531 MR1 871.0934 1294.124 1015.97 683.2079
3174 NM_006413 RPP30 1488.34 1102.44 1053.917 1826.335

23300 NM_016447 MPP6 1476.036 1354.926 1529.74 1846.805
27460 NM_015922 NSDHL 1682.428 1106.853 1548.286 2137.753
26814 NM_00103970SDCCAG3 1448.181 992.0692 1608.766 1143.425
24508 --- --- 38.50167 48.49052 56.4961 40.49322
11959 NM_018414 ST6GALNAC1 107.9561 117.7424 116.2703 130.3666
26169 NM_021619 PRDM12 243.8924 205.673 205.4514 226.7776
14027 NM_021074 NDUFV2 2398.863 2862.68 2518.72 2546.855



12145 --- --- 16.90854 22.30544 19.42428 16.99277
2832 NM_0010055 OR2T8 147.2971 145.2332 173.57 136.8033

23847 --- --- 40.96781 27.79485 37.76971 27.6096
9984 AK023048 FLJ12986 2540.172 2399.827 2007.476 3571.146

19755 NM_012118 CCRN4L 975.1688 812.8682 879.7998 848.0919
5890 NM_170754 TENC1 830.6368 748.7877 633.3755 936.6119

23706 NM_207163 LMOD2 165.0245 182.7543 169.3047 182.2704
14387 NM_001692 ATP6V1B1 175.5508 166.5419 165.0639 166.4315
5658 NM_018173 PLEKHG6 122.8141 120.039 131.5422 136.8161

25381 --- --- 43.93989 49.25706 57.83612 59.64177
6527 NM_015899 PLEKHA9 816.1962 875.1442 895.0073 907.0431
9965 NM_022818 MAP1LC3B 1946.329 2279.622 1654.939 2381.3

26040 --- --- 24.17723 17.16957 12.55901 12.63239
26243 NM_007327 GRIN1 55.65776 66.09646 73.56715 92.90468
9074 NM_015289 VPS39 1426.589 1571.042 1301.894 1680.118

28164 NR_001527 TTTY6 27.70115 49.90421 24.23343 40.47128
28245 NR_001527 TTTY6 27.70115 49.90421 24.23343 40.47128
21601 BC117490 LOC134466 20.49711 21.06573 17.18313 21.78215
7916 NR_003530 MEG3 81.9699 102.3527 116.9524 111.6832
6304 NM_031474 NRIP2 168.7467 190.7229 164.0029 200.0107
3204 AK123423 CC2D2B 11.43028 8.757131 26.63311 23.38104
6701 --- --- 145.9449 187.0258 108.2206 152.5092

17404 NM_002409 MGAT3 339.6145 454.5422 385.7596 427.571
13655 NM_021030 ZNF14 70.36175 112.1222 83.80404 70.55117
25487 --- --- 187.6275 145.4232 161.3237 198.8479
27898 --- --- 163.0386 103.4682 160.265 197.2911
26345 XM_939174 LOC646753 5017.709 3882.535 4993.743 5617.852
13756 NM_144691 CAPN12 148.7766 156.4185 153.0482 162.5576
17784 NM_018280 C22orf26 354.1874 346.1322 312.7584 327.4809
8799 NM_024608 NEIL1 130.3945 136.7653 134.4505 130.164

21473 --- --- 315.7062 333.4781 299.0992 377.223
28393 NM_022107 GPSM3 464.293 360.1528 484.6266 494.0528
14710 ENST0000030LOC441955 297.2134 309.4028 274.8091 304.1962
13693 NM_004364 CEBPA 261.8 343.3677 281.1324 300.3524
22732 NM_003214 TEAD3 626.6719 537.4344 570.5488 643.8837
20235 NM_152292 RG9MTD2 174.6489 149.7328 209.6791 172.9202
18721 NM_006574 CSPG5 239.934 291.2498 232.6301 219.5808
7810 NM_019589 YLPM1 1395.917 973.7095 1341.957 1633.293

19166 NM_206963 RARRES1 119.9641 123.5825 114.6457 444.3907
6073 NM_014050 MRPL42 1469.603 1540.98 1558.07 2158.119

15935 NM_005210 CRYGB 53.86658 66.77458 66.65883 66.85062
19415 NM_182485 CPEB2 650.1452 2433.005 1024.416 568.5763
26321 NM_002172 IFNA14 27.64627 35.89802 39.53959 34.50532
16852 NM_0010057 C21orf34 9.256186 30.10464 6.800956 28.03893
22799 NM_015950 MRPL2 836.3375 917.3477 821.2902 885.5165
7917 --- --- 111.9419 107.3932 130.2739 117.0881

28555 --- --- 134.8467 142.8042 128.0441 138.368
28697 --- --- 134.8467 142.8042 128.0441 138.368



16946 --- --- 30.23754 43.31672 32.00485 43.80748
23825 BC113530 FAM139A 272.2404 630.2833 361.1975 233.3681
21501 --- --- 38.49135 24.98734 44.70519 23.83249
26259 NR_003659 WASH3P 1166.781 1167.602 994.3975 1216.104
8242 NM_003814 ADAM20 108.9828 113.4658 99.89496 127.1611

22874 NM_198283 EGFL11 21.68368 11.17048 17.14051 29.22554
10299 BC070117 FLJ43980 68.05042 63.60327 55.74118 79.3888
19022 NM_012190 ALDH1L1 127.3962 114.9195 105.7063 127.809
20602 --- --- 64.14838 73.34845 51.95869 44.60138
3906 NM_177400 NKX6-2 805.299 799.2979 831.0949 794.6827

21351 NM_00100444ANKRD34B 28.53948 28.45447 30.2542 33.5948
9910 NM_020995 HPR 98.1331 101.2503 92.88494 86.60998

20355 --- --- 816.9941 860.1071 761.8479 775.606
2614 NM_182579 C1orf157 70.17034 84.30227 94.72121 68.84467
2500 NR_003940 SNORD80 841.4925 655.41 1175.581 1031.951

26738 NM_000476 AK1 665.4713 544.4515 684.3907 623.9034
3234 --- --- 75.51144 82.42493 73.37933 102.0949

26481 NM_001163 APBA1 215.3302 271.707 314.4859 222.3429
3296 BC093709 LOC143188 78.85114 69.64363 63.23356 77.08432

27708 NM_004463 FGD1 707.8843 534.3342 688.1003 763.7467
4895 ENST0000031OR52L2P 81.46488 67.4193 75.6126 84.00857

26420 BC121813 FAM74A4 64.34731 66.84659 59.39939 51.61208
2941 --- --- 60.89377 68.32941 61.00223 61.36782

27539 --- --- 55.30769 20.19972 72.42477 40.4506
21202 NM_002853 RAD1 894.0999 626.2995 835.134 743.4075
19821 NM_000857 GUCY1B3 372.489 77.48304 68.51161 545.8214
5707 NM_144670 A2ML1 74.39683 89.22236 57.87507 89.9195

28717 --- --- 3669.163 3610.669 3709.96 3663.8
2742 --- --- 101.042 119.3575 104.7403 106.3119
3350 NM_0011055 HMX3 254.7748 312.6428 255.049 265.7604

20542 NM_020227 PRDM9 28.53774 24.89764 31.98444 29.89819
24845 NM_003350 UBE2V2 1642.201 1165.421 1325.721 2397.527
8150 --- --- 40.07635 44.19832 35.55126 38.23855

21356 NM_130767 ACOT12 203.3997 234.8839 211.9742 193.1642
14064 NM_014931 SAPS1 2543.164 2070.842 2628.479 2262.194
5178 NM_153265 EML3 546.3884 504.9313 475.9693 556.8802

14184 --- --- 31.32989 22.96672 32.40572 27.25918
28767 --- --- 8.367935 2.154678 7.847157 7.058617
25513 NM_004374 COX6C 1221.823 1018.808 973.2891 1694.097
3280 NM_0010087 CCDC147 68.80592 63.48175 60.18718 83.02193

22032 ENST0000022RAB44 189.0349 189.9613 221.6327 204.0323
13269 NM_176811 NLRP8 65.7466 56.76335 65.07941 60.99404
28054 BC007232 FAM58A 515.4124 430.6586 663.1343 411.6119
9225 BC107769 LOC646358 588.0077 482.6888 629.9184 531.9208

15474 --- --- 36.23036 31.62611 46.89524 59.72046
20537 --- --- 21.86563 28.00532 27.13227 20.33055
1872 XM_942424 LOC440589 1906.065 2280.694 1945.641 2030.765

10280 NM_00103950POL3S 175.7973 195.4378 171.1001 153.4575



26909 NM_001830 CLCN4 293.0423 268.9918 357.7353 274.5488
27643 NM_002621 CFP 112.3774 111.4554 103.9274 105.378
6472 --- --- 58.45661 46.46557 58.48811 57.47456

13849 NM_019108 C19orf61 1010.107 718.2844 1040.721 1083.312
25508 NM_005836 HRSP12 479.9662 341.3386 349.504 822.8895
28127 NM_003308 TSPY1 364.9779 388.1815 327.2626 364.7724
23980 NM_176813 AGR3 14.04572 22.40598 23.6497 10.15424
3321 NM_004098 EMX2 454.3872 524.4691 458.8688 479.8309
5987 NM_206914 FAM119B 356.4814 518.9081 393.554 313.5467

15185 ENST0000030MYCNOS 72.91306 87.64221 95.24512 68.73502
8729 NM_178859 OSTbeta 89.92914 91.23957 90.6397 83.76846

13044 XR_016906 ZNF285B 14.53124 10.29096 7.621271 10.19949
7094 NM_004128 GTF2F2 676.0381 365.8299 558.3619 873.5686

19914 NM_001347 DGKQ 691.7043 697.0007 637.4654 673.7272
15285 NM_138394 HNRPLL 725.5718 989.4669 786.1654 753.9747
1469 NM_00111078RP11-345P4.4 678.4536 945.7399 613.3756 995.1108
2681 NM_206594 ESRRG 65.30053 68.2108 61.09175 105.7788

12419 NM_020964 KIAA1632 1008.942 986.0219 867.4989 1198.589
2305 NM_002962 S100A5 237.3214 231.2299 275.8212 247.9504
7971 NM_152328 ADSSL1 175.8981 236.7561 177.8385 200.5849
1886 --- --- 122.3859 123.59 133.2721 122.4145

17542 NM_032775 KLHL22 754.0934 861.698 715.5215 724.7687
15478 --- --- 33.25018 52.55986 37.6926 28.11227
15060 AY032925 SPATA3 230.9326 277.4784 240.2518 246.4259
13508 NM_182513 SPC24 1138.422 720.6166 908.4014 1404.273
7756 NM_178155 FUT8 2329.336 1378.584 1605.384 2775.484
2935 --- --- 73.66261 87.12826 73.04266 88.55335

22683 NM_030651 PRRT1 332.0263 357.3592 313.4213 229.6149
23395 --- --- 18.65192 19.23205 9.404093 20.02925
27790 NM_004867 ITM2A 63.07811 57.70596 62.0058 61.59051
2954 NM_183013 CREM 199.6814 163.807 178.1951 276.7179

13260 NM_016535 ZNF581 349.2581 348.2581 365.3347 404.8242
1557 XM_00171457LOC440563 256.2072 210.2592 289.6921 340.5215
7349 --- --- 25.39974 15.90385 27.62377 16.44662
8627 --- --- 6.621561 14.72368 0.1902405 1.823075

10225 NM_000086 CLN3 625.8152 611.5493 654.3943 612.5869
10197 BC061522 DKFZp547E08 6452.76 7540.095 6287.118 6401.15
16708 NM_145652 WFDC5 69.52153 68.77717 71.2086 78.38908
27819 NM_000061 BTK 25.72715 28.62542 35.13517 28.58593
18385 NM_021038 MBNL1 5688.335 4351.592 5175.456 6346.401
18814 NM_018397 CHDH 114.2594 117.6373 122.0828 117.2124
8851 AF316855  // FLJ22795  // 438.633 492.1308 424.5178 479.7064

27441 XR_018290 LOC643015 749.0705 405.5051 643.7067 1034.788
12550 NM_001405 EFNA2 614.7227 643.7656 576.0962 588.0052
8450 NR_003318  /SNRPN  // SN 595.9962 968.7045 910.9845 713.2447
8456 NR_003318  /SNRPN  // SN 595.9962 968.7045 910.9845 713.2447
5690 NM_199286 DPPA3 45.47127 17.23334 51.93004 53.80984
2258 NM_181746 LASS2 5532.195 5019.043 6119.867 4557.827



21224 --- --- 354.2586 352.1241 310.4338 333.6521
18962 NM_138806 CD200R1 39.07315 45.81044 34.89498 56.64848
27451 NM_024082 PRRG3 51.29176 38.86858 45.336 42.97882
18731 NM_004567 PFKFB4 310.7787 1162.698 393.5666 199.2792
8544 BC070492 FAM7A1 83.79754 101.3791 101.003 104.1512

25214 NM_019851 FGF20 355.3006 379.8466 309.7708 351.9524
8195 NM_145171 GPHB5 153.1659 138.7428 148.938 146.5103
5547 NM_012101 TRIM29 107.5702 112.4271 117.1896 115.5121

20543 DQ323997 C5orf17 162.7142 187.1596 157.4134 133.3768
8520 NR_003359  /SNRPN  // SN 12.35413 4.160203 14.7242 6.693072

18364 BC037293 C3orf58 1332.676 2298.793 1563.721 1413.674
4691 NM_022169 ABCG4 118.357 130.6582 120.2796 134.1622

13685 --- --- 40.2922 59.24726 33.53082 41.89371
24590 NM_144727 CRYGN 361.478 464.9435 369.5101 424.9377
6210 --- --- 121.6069 123.9729 120.1137 127.8439

20626 NM_004520 KIF2A 2559.02 2058.935 2198.569 2937.696
27694 --- --- 39.62768 65.48711 59.20928 34.39589
27305 --- --- 47.88035 76.24377 56.81575 69.95671
9972 ENST0000037MGC23284 31.76966 70.54678 53.10209 86.08321

20845 --- --- 514.3259 173.6977 690.0457 481.6674
17157 NM_000211 ITGB2 213.9786 148.6963 151.8147 147.8304
14336 --- --- 21.14916 33.86422 37.18438 46.07933
11508 NM_0010854 GIT1 1687.781 1453.972 1582.627 1581.199
7956 --- --- 226.17 289.4392 206.8647 201.0932
848 NM_003568 ANXA9 111.5681 115.08 107.3945 114.683

16846 --- --- 174.468 192.3556 188.0394 172.2346
27509 BC063682 WASH3P 1194.084 1205.343 1027.907 1232.282
8229 NM_003861 WDR22 1182.872 1451.973 1185.98 1654.457

11122 NM_017941 C17orf80 631.235 419.2841 522.1406 832.1797
12745 --- --- 168.6904 204.7072 176.7988 156.5055
12852 ENST0000032LOC10012954 31.70311 97.29306 28.14635 34.1138
1054 NM_002995 XCL1 47.62443 33.63452 36.22087 66.25793

20608 ENST0000029LOC493869 1210.438 565.1522 833.7963 1383.189
19709 --- --- 63.64108 37.71104 65.03433 89.50949
16324 NM_032883 TOX2 293.4556 289.7536 239.5345 370.0469
15914 --- --- 18.20102 32.90731 41.90685 15.5144
3443 --- --- 32.71708 27.07398 28.07265 27.26854

15312 NM_016932 SIX2 497.3402 536.7714 454.9834 503.7427
8254 --- --- 92.75315 118.3171 108.3005 85.58589

19896 NM_019041 MTRF1L 1255.007 891.5233 1192.895 1025.629
24533 NM_176817 TAS2R38 101.759 116.4897 104.8597 99.67319
24136 NM_004577 PSPH 947.7811 918.795 893.8833 822.225
22839 --- --- 26.92348 41.99885 25.27723 25.67786
6294 AY341951 FAM138D 150.5906 135.7018 146.6693 136.3901
6672 NM_013267 GLS2 171.8134 105.8487 179.6851 199.5344

25727 NR_002225 RPS26L 2301.261 1848.582 2628.173 2833.933
22136 AK095307 FBXO9 157.3772 122.7207 140.9089 184.645
12546 NM_001687 ATP5D 834.691 829.2682 891.8621 948.3559



20196 --- --- 150.7124 107.2239 137.5182 178.2984
19405 AY533200  // DUB4  // DUB 132.0152 148.2524 171.1275 116.9585
20211 NM_152542 PPM1K 209.8288 254.8077 157.9859 186.2827
7614 --- --- 439.5093 1585.826 753.303 1462.725

25545 --- --- 62.1842 55.54449 66.28568 63.08988
13147 NM_152359 CPT1C 106.54 106.2784 101.8778 113.2907
20337 XR_038338 LOC730747 171.2164 123.421 153.799 199.0168
25114 NM_213605 ZNF517 286.1279 255.151 271.9854 264.247
5843 --- --- 4.621845 4.826746 5.323319 6.024334

24544 --- --- 777.2163 842.9489 778.0873 794.8244
24293 NM_006528 TFPI2 1753.461 669.7274 254.6209 2184.496
16254 NM_176812 CHMP4B 2458.761 2793.629 2599.346 2943.413
22878 NM_018368 LMBRD1 792.8455 936.666 794.1453 930.1435
16522 NM_002592 PCNA 2336.347 1930.509 2547.094 2181.548

140 NM_032341 DDI2 928.8416 1245.421 976.3354 978.3448
8735 NM_016395 PTPLAD1 3997.414 4107.962 3867.714 4117.975

12416 NM_002930 RIT2 83.24768 93.00715 89.21065 79.86417
9674 NM_00103028SPN 70.49874 80.91875 71.40312 70.48655

12127 NM_001279 CIDEA 75.22662 80.80099 77.43269 96.63744
11885 BC073870 FLJ32065 286.0249 276.8696 303.1471 315.1332
23973 NM_004080 DGKB 40.92788 39.57637 45.85168 54.53825
22417 --- --- 3.398813 2.993078 6.975619 9.561466
17639 NM_004861 GAL3ST1 227.6055 210.5969 226.7501 254.1716
11103 NM_015462 NOL11 1437.251 986.1503 1319.952 2184.214
1471 NM_002074 GNB1 7969.118 8740.547 7352.13 8410.106

11105 NM_004459 BPTF 1504.349 1019.547 1483.968 1972.058
1855 NM_022745 ATPAF1 535.0115 448.3189 589.204 710.6413

16695 NM_176791 GTSF1L 47.93268 52.74491 60.00672 62.78331
6037 NM_173353 TPH2 33.40798 35.24017 40.26981 44.45248

28597 --- --- 42.28853 35.96583 43.61292 43.54481
14821 NM_007023 RAPGEF4 159.526 480.3675 226.1577 125.1674
5335 NM_002869 RAB6A 1945.553 1798.205 1630.45 2101.106

21795 --- --- 26.0562 25.31791 30.58183 24.33374
27317 XM_0017147 LOC286528 223.6933 141.8249 212.8832 232.3085
14847 NM_152945 RBM45 292.7395 349.3822 315.1137 319.3158
13438 NM_001252 CD70 930.5674 557.743 896.2977 575.8596
22379 --- --- 143.5941 118.446 143.6595 157.0759
20046 --- --- 3216.889 2457.534 3130.539 3189.833
1472 NM_178545 TMEM52 818.7556 831.5764 802.4417 856.7418

25476 NM_152418 WDR21C 86.99109 66.68372 91.03365 59.02716
25092 NM_000837 GRINA 2866.72 3476 2884.627 3076.966
18642 ENST0000031C3orf53 116.3553 93.72957 131.0087 131.5793

261 NM_015023 WDTC1 567.5209 609.5343 484.8277 667.479
4375 NM_013265 C11orf2 1015.7 786.7472 890.4435 1141.965
8869 ENST0000035LOC388152  / 483.0386 526.1531 472.1664 523.6463
5327 NM_002599 PDE2A 207.4732 96.10124 58.57572 269.0639

24334 NM_032924 ZNF3 436.425 605.622 467.4793 407.1108
11514 NM_000386 BLMH 1138.028 1006.791 1266.651 1094.809



25847 NM_0010992 FOXD4L2 466.1321 517.0615 451.0225 406.5666
26477 NM_0010992 FOXD4L2 466.1321 517.0615 451.0225 406.5666
26405 XM_939877 LOC646993 43.3287 54.4703 46.97766 67.24761
7546 NM_005484 PARP2 2041.03 1204.257 1716.159 2351.777

20520 NM_031916 ROPN1L 82.15255 219.0434 131.2195 116.7671
14539 NM_001298 CNGA3 76.85058 73.14818 89.58491 80.91546
2355 NR_003005 SCARNA4 141.8831 157.6202 187.7051 170.6362

13431 NM_133492 ASAH3 138.0869 115.6966 129.3962 130.723
26067 NM_017418 1-Dec 48.31974 52.12677 40.2567 52.70093
14236 NM_032546 TRIM54 93.74237 79.05547 84.23098 107.3343
4967 --- --- 153.5551 175.9509 144.3843 112.9813
8582 NM_152453 TMCO5 28.37245 31.81555 36.56863 34.27098

25254 NM_017634 KCTD9 968.1953 912.1566 1168.886 910.15
21701 BC063116 CLK4 134.1497 136.1123 137.541 107.3029
22118 NM_153838 GPR115 34.37161 24.6076 43.83199 28.45379
28183 --- --- 2.333465 1.785161 5.624944 1.068146
28247 --- --- 2.333465 1.785161 5.624944 1.068146
4421 NM_005125 CCS 343.8679 445.5735 406.2434 333.0462

14214 --- --- 228.263 153.5598 224.4602 277.227
4170 NM_0010318 LOC390110 89.65299 96.95873 95.61301 101.297

24838 --- --- 19.77738 16.11633 18.80094 16.44834
7105 NM_000321 RB1 2928.686 2224.607 2856.205 3547.053
2347 BC080538 C1orf104 160.1973 129.1552 137.2585 109.908
2302 NM_002963 S100A7 67.65226 53.48581 55.98652 60.42788

11510 NM_033389 SSH2 602.0212 530.7429 657.2046 538.123
22634 NM_002714 PPP1R10 2774.09 2304.07 2760.468 2995.504
28354 NM_002714 PPP1R10 2774.09 2304.07 2760.468 2995.504
28484 NM_002714 PPP1R10 2774.09 2304.07 2760.468 2995.504
25391 NR_002734 PTTG3 131.8761 80.59142 121.0726 193.5417
5809 --- --- 29.28022 22.92054 24.8821 23.74933

17058 NM_181612 KRTAP19-6 14.91418 8.412413 18.986 19.71537
13288 NM_006635 ZNF460 2565.012 3016.313 3056.263 2243.167
3907 BC034223 C10orf92 143.5457 117.984 127.3533 142.3147
4918 NM_153445 OR5P3 94.18142 45.05798 61.45895 39.70942
4741 NM_198277 SLC37A2 596.2155 374.0265 435.1893 757.9124

12737 ENST0000026LOC113230 135.5366 155.6612 125.9424 140.7256
17713 NM_014876 JOSD1 2215.54 2033.315 2152.179 2209.831
21887 NM_006298 ZNF192 1164.371 1361.22 1209.732 1381.458
16959 NM_018961 UBASH3A 30.22788 41.42217 34.54586 38.58342
1443 --- --- 821.4319 1165.142 999.1531 1377.743

26875 --- --- 821.4319 1165.142 999.1531 1377.743
19144 --- --- 174.2777 138.9973 164.8316 155.405
22041 NM_003958 RNF8 469.9321 369.236 399.6381 416.5922
19544  ENST000002 MT2A 9517.375 7058.109 7635.099 12306.81
9257 BC111368 LOC388135 421.7052 484.4901 425.1821 434.3392
3336 BC108662 C10orf85 294.0366 296.3007 328.3293 309.9052
4946 BC038508 ZBED5 1272.132 1512.911 1268.889 1881.758
6122 --- --- 3.265501 6.851184 2.504211 5.868464



6051 NM_005593 MYF5 107.2847 88.35676 99.76494 98.74648
2051 --- --- 78.52346 75.50079 84.86569 77.11326

16733 NM_021248 CDH22 394.0934 342.4433 322.6189 363.9296
8600 NM_002875 RAD51 711.9562 348.0889 555.8237 826.6087

13527 --- --- 50.26764 43.66224 47.76318 42.40961
14268 NM_016252 BIRC6 1886.634 2152.234 2180.475 1999.497
13076 NM_00108040CCDC61 294.3164 323.1712 275.1988 295.9032
7843 --- --- 14.44156 12.69658 13.97809 14.17061

24952 --- --- 89.45497 67.04211 83.07702 131.9328
9105 XR_040923 PATL2 100.662 121.6327 124.0322 132.5372

25637 NM_000498 CYP11B2 95.98339 83.47906 89.34122 87.65891
14286 NM_152390 TMEM178 1736.662 1816.723 1700.704 1743.894
19449 --- --- 32.62638 38.17885 32.09983 34.79731
22185 --- --- 29.11574 18.16217 32.0747 32.51357
3958 NM_002339 LSP1 209.2259 215.5809 197.3973 212.5665
6363  AF268617  //POU5F1P3  // 170.576 192.97 177.9128 206.6788

16188 NM_018474 C20orf19 343.8247 361.0596 348.3722 323.2117
17646 --- --- 144.8145 120.0995 124.5351 197.6353
4344 NM_004585 RARRES3 136.2153 165.1979 133.1411 137.5171

23918 NM_182491 ZFAND2A 1003.04 805.0678 1067.105 729.5214
2218 --- --- 113.9498 199.1443 164.4099 115.8693

21698 NM_153373 AGXT2L2 324.5218 360.6503 309.8872 429.3752
9354 NM_022480 KLHL25 111.6554 120.4724 122.852 124.2424
2288 NM_032563 LCE3D 139.4547 154.8293 183.8584 167.8112

12763 NM_013939 OR10H2 63.2866 61.68623 81.40469 67.74337
19373 NM_153717 EVC 1059.331 693.0143 671.3334 1081.74
26057 BC026884 C9orf43 433.294 420.4058 377.1283 543.33
21305 NM_001515 GTF2H2 1050.044 979.0422 879.2861 1280.443
28263 NM_001515 GTF2H2 1050.044 979.0422 879.2861 1280.443

92 NM_020780 PTCHD2 125.0744 95.72347 130.6196 136.1422
28071 --- --- 580.5224 760.6031 594.8799 476.1462
7211 --- --- 183.0066 105.8995 195.6143 197.3481

11018 NM_198175 NME1 3412.624 3005.909 3560.557 3238.384
3425 --- --- 7.928202 14.73453 6.077598 6.619047

18044 NM_203370 C3orf54 89.48251 71.28702 112.2176 63.17809
20947 NM_021182 HMHB1 148.1237 140.9899 168.017 190.7786
5221 NM_004322 BAD 490.1699 384.6085 366.9717 487.7494
5994 --- --- 262.9083 395.2214 279.058 247.3987

13016 NM_199002 ARHGEF1 732.5516 649.9428 711.5043 704.6169
19143 NM_0011232 LOC645843 172.8389 195.3426 143.8096 181.0905
6890 NM_00110966C12orf51 597.463 518.0123 521.5587 663.106

13638 NM_007263 COPE 1464.94 1594.477 1494.605 1488.682
25498 --- --- 30.21017 37.85233 33.59007 35.74685
24310 NR_002822 MGC72080 1633.824 2117.556 1684.877 1286.502
2090 --- --- 40.9053 32.1642 46.63324 55.91828

25782 --- --- 15.9642 12.88988 13.44972 4.154049
10449 NM_018124 RFWD3 3864.779 2504.103 3221.782 4531.611
17968 NM_173656 ZNF619 184.1663 164.2051 190.0011 236.6557



25483 --- --- 47.82297 41.2352 31.6621 50.58035
14217 ENST0000028FAM59B 231.9158 264.4912 230.2645 224.9986
14886 NM_020342 SLC39A10 1812.24 1616.277 1784.668 1752.093
24901 --- --- 53.73021 52.62053 64.32883 56.6779
19473 --- --- 43.50372 16.06379 67.26275 58.84916
27975 NM_0010781 FAM127B 1904.918 1751.653 1682.725 1916.432
24023 NM_006896 HOXA7 843.04 569.1152 811.1609 905.9904
28600 --- --- 48.20483 28.47574 36.60154 58.69291
23826 ENST0000029FAM139B 296.1215 689.8149 391.2334 252.2424
23450 NM_152626 ZNF92 444.3907 239.9116 420.3044 576.3931
11047 --- --- 6.981398 15.75813 8.540259 4.314988
11996 ENST0000030C17orf56 282.2862 282.9442 294.3538 285.3988
27645 NM_153477 UXT 2986.472 2763.434 3058.775 3303.471
24689 ENST0000035LOC10013158 28.47426 10.88171 33.75107 26.49742
8934 NM_144598 LRRC28 758.2505 885.4127 850.7683 710.7133

27183 AF086467 RNF12 158.9767 126.5765 159.9053 227.4756
11755 --- --- 110.7281 104.551 115.187 86.55204
17118 NM_020639 RIPK4 174.2442 686.0604 206.163 126.3489
17677 NM_002473 MYH9 4670.938 3570.029 4673.471 5162.128
9937 NM_002153 HSD17B2 72.89104 75.4381 67.61526 130.6779

22991 --- --- 103.5591 113.4829 108.4708 89.11759
419 NM_001012 RPS8 3850.981 5063.366 3765.777 5411.892

13407 NM_00108040KIAA1881 101.3858 84.34147 96.82945 104.3722
24614 --- --- 50.69812 40.7538 47.08938 77.65206
1071 NM_015935 KIAA0859 955.9479 701.4563 1066.866 838.21

27812 NM_007052 NOX1 182.3158 143.1922 171.7287 205.2073
15139 NM_022134 GAL3ST2 230.5012 261.6448 229.5759 259.9339
4390 NM_006396 SSSCA1 900.3967 686.752 794.5352 888.5518
4677 --- --- 20.35259 5.731012 4.815944 33.80811
3489 NR_003525 LOC387646 107.2323 69.22712 118.9167 137.5335

20806 NM_001284 AP3S1 1676.595 1862.457 1756.17 2501.569
21836 NM_003542 HIST1H4C 5077.485 3529.516 4790.677 4898.119
4860 NM_0010047 OR51S1 110.9273 126.9084 121.7336 94.90271

23754 NM_002402 MEST 162.3939 135.1146 174.0898 166.5418
26979 NM_002363 MAGEB1 97.36759 100.9726 100.4851 103.0306
9031 --- --- 4.123421 5.682772 5.279459 5.121078

21208 NM_0010075 LMBRD2 618.6842 384.3586 495.5512 601.3493
16479 AK125343 SRXN1 151.4026 138.3666 144.6908 172.7729
7913 NM_024515 WDR25 341.0412 457.7517 377.6773 414.161

22896 NM_001865 COX7A2 2582.34 2553.664 2645.303 2144.417
21282 NM_000524 HTR1A 150.01 147.4415 155.6588 151.6025
6130 NM_018413 CHST11 3428.979 6277.583 2997.668 2719.312

25147 BC093747 LOC349196 98.86 109.882 120.1323 122.7481
25158 BC093747 LOC349196 98.86 109.882 120.1323 122.7481
28586 --- --- 228.5611 234.9082 193.923 173.3527
14884 NM_0010317 OBFC2A 1025.032 1328.593 930.3912 1392.745
2514 XR_039660 LOC646891 26.172 30.74164 49.45919 52.16061

26488 --- --- 94.66698 162.0555 96.89779 101.1928



1600 NM_022089 ATP13A2 1132.136 1282.406 975.7898 1258.457
7282 NM_001265 CDX2 1007.888 1127.396 935.5714 890.6963

22420 NM_014892 RBM16 2687.281 2137.242 2473.409 2882.433
6461 NM_003034 ST8SIA1 164.1825 120.0088 220.8271 107.252
7941 NM_001362 DIO3 100.9064 101.331 120.5817 114.2599

15951 --- --- 5.542919 5.590616 11.90723 13.53106
19207 NM_000340 SLC2A2 49.49886 66.35389 62.79459 42.83559
16648 NM_018244 UQCC 637.5502 607.3942 464.8273 739.0643
5157 NM_004778 GPR44 311.3693 277.9909 318.1493 308.0829
5558 NM_024769 ASAM 1540.525 915.2103 1148.25 2259.933

13220 NM_031895 CACNG8 450.7221 445.8859 459.8661 441.9913
8176 NM_006544 EXOC5 1553.372 1421.652 1676.727 2304.464

24184 --- --- 8.153371 10.84194 17.47609 16.36347
2471 NM_006996 SLC19A2 639.9718 1005.911 774.4884 682.1219
1084 NM_014857 RABGAP1L 387.2082 381.6729 379.5791 397.158

10985 NM_176096 CDK5RAP3 431.3342 413.9875 408.7121 420.3802
14807 NM_00100384SP5 594.004 587.69 543.319 558.993
20709 --- --- 10.51244 20.793 14.92918 21.95222
14620 --- --- 21.12046 14.13634 19.26336 15.89243
24912 NM_017866 TMEM70 732.9758 551.1216 619.3316 993.2604
9729 --- --- 7099.982 6681.693 7885.625 7719.454
4194 NM_004551 NDUFS3 2559.614 2826.402 2860.281 2589.045
5140 NM_201648 GLYAT 41.12085 35.82831 35.99528 44.88193

27418 --- --- 57.88738 52.88234 57.48206 54.08255
21203 NM_031900 AGXT2 70.85071 53.98274 75.02736 86.14169
10826 NM_145272 C17orf50 340.5646 287.0705 349.7453 379.2967
28801 --- --- 94.0652 81.17479 59.30439 115.8815
16203 --- --- 61.20731 78.52169 58.04107 55.4982
27346 --- --- 28.91335 22.31681 12.39901 29.87905
8603 NM_00107726ZFYVE19 587.2136 516.3336 528.362 630.5706
7817 NM_006399 BATF 87.36293 78.77013 107.1655 106.2734

12831 ENST0000034ZNF56 38.6112 32.16298 35.87876 70.75507
15744 NM_145259 ACVR1C 147.9164 244.0194 161.2286 141.3515
18320 NM_024818 UBA5 1258.564 1166.76 1242.441 1527.728
24520 --- --- 196.1934 256.2073 210.7298 171.3806
8996 NM_004667 HERC2 1097.882 1011.118 753.2264 865.3195
5422 NM_144665 SESN3 246.1347 982.2788 287.7828 198.2206

22142 NM_014464 TINAG 30.53513 32.48111 35.53255 28.93813
12232 NM_005215 DCC 62.65101 81.9649 90.05315 57.04706
21883 --- --- 189.6882 208.1512 174.0307 181.4888
10893 NM_033194 HSPB9 53.10767 52.21515 58.05294 52.95832
8260 NM_001249 ENTPD5 347.864 334.5102 341.4856 491.1052

17731 NM_145174 DNAJB7 59.59333 59.28083 55.90341 57.67199
12626 NM_005428 VAV1 130.1651 116.4293 120.359 127.4547
8701 NM_004701 CCNB2 2569.676 1486.451 2243.208 4176.481

18996 NM_004487 GOLGB1 722.5817 720.7685 634.8932 947.6003
6225 NM_002560 P2RX4 339.9809 738.8057 353.8069 682.6027
6361 NM_006931 SLC2A3 1583.004 2959.794 1387.275 2359.322



2655 NM_025179 PLXNA2 1045.984 158.922 214.8627 797.2947
9271 NM_004255 COX5A 3718.82 3493.081 3429.163 4108.894
894 NM_176823 S100A7A 40.37172 43.93896 50.40645 53.56907

5701 NM_0010070 CLEC6A 24.50917 24.70657 28.20806 21.92336
24550 NM_00100528OR2A1 108.9764 136.1081 118.4959 135.3535
26672 NM_138424 KIF12 102.8832 106.3714 106.575 112.5032
7842 --- --- 20.26891 15.58082 14.02835 30.67247

10296 --- --- 199.5912 249.0442 217.4792 179.9251
20470 NM_018409 LRP2BP 45.99998 56.12634 53.72063 49.30173
26186 --- --- 2.680112 1.785539 2.411201 2.112956
18602 NM_004628 XPC 172.5856 157.1198 164.9909 208.5242
1948 --- --- 146.6319 108.139 188.4846 160.962

14890 --- --- 43.55302 22.78362 33.25368 10.226
27380 BC030620 MGC39606 684.2269 701.6377 667.4461 668.419
15506 AK095105 FLJ37786 201.6945 152.0437 201.9759 208.1508
5662 NM_014865 NCAPD2 4802.19 2884.205 4112.047 6071.793

18526 NM_00108330POP2 67.13319 79.77869 52.95283 52.41314
14024 NM_018355 ZNF415 24.63105 33.12156 40.08947 40.32445
9463 NM_003933 BAIAP3 301.4271 298.2837 312.422 307.4136
9279 NM_001897 CSPG4 823.73 1878.061 1173.278 771.9843
6903 NM_181486 TBX5 44.70078 38.27 51.86787 57.1847

19379 NM_018366 CNO 257.1445 261.1454 250.4283 294.8079
5183 NM_015853 LOC51035 1014.212 658.801 876.8797 1101.123

13198 ENST0000034ZNF818 44.04296 50.12174 44.97342 59.17869
14295 NM_022437 ABCG8 74.49793 76.22414 80.07922 65.8825
16366 NM_172111 EYA2 166.0491 149.4787 157.496 152.4086
12834 ENST0000030ZNF90 161.0111 865.7779 269.9287 103.0369
6107 NM_178826 TMEM16D 49.993 272.5235 87.15141 41.45952
8638 NM_024908 WDR76 2389.472 1404.255 2003.753 3082.195

23117 BC111000 C15orf29 575.9597 438.3568 468.5783 690.1755
5192 --- --- 310.0079 410.3741 219.4337 281.421
5777 --- --- 458.1571 239.0316 451.6107 513.3992
8685 NM_004855 PIGB 1172.625 1031.753 1190.246 1347.665

21936 NM_001517 GTF2H4 289.0301 317.9166 259.4274 309.8575
6659 NM_032345 WIBG 337.8263 293.2287 342.3381 322.8571
2076 NM_0010482 CLCC1 1518.755 1787.773 1629.085 1469.167
3538 ENST0000034CCNYL2 19.56552 177.6812 40.63974 2.802451

13852 NM_0010337 ZNF404 75.32169 79.59828 56.02031 129.3331
5956 NM_173596 SLC39A5 196.0555 169.3384 202.7576 235.9817

20162 NM_017426 NUP54 1285.91 1079.19 1375.259 1808.3
25134 NM_001926 DEFA6 113.8401 105.6284 122.682 149.7733
8806 --- --- 34.40973 44.13947 28.65902 28.01056

19823 --- --- 3.706634 3.692849 1.64475 3.526647
16923 NM_005128 DOPEY2 496.4525 386.6401 404.443 508.8893
9340 AF316855  // FLJ22795  // 571.3175 646.1968 547.1155 610.8005
1906 --- --- 5.288201 7.536237 4.887613 3.353767
680 NM_006496 GNAI3 1563.996 1712.041 1286.188 2000.07

18460 NM_033540 MFN1 1121.68 1119.122 1075.126 1179.397



6557 --- --- 6.051077 10.17353 8.600726 15.54193
21341 NM_004272 HOMER1 592.433 679.5691 554.8577 633.2096
13404 NM_017720 STAP2 416.4459 347.3897 417.3512 470.2996
24562 --- --- 528.8671 570.205 589.9836 567.213
7276 NM_005977 RNF6 725.4552 374.5156 670.0565 1105.383

13891 NM_000960 PTGIR 209.4429 229.7439 183.4032 213.9992
25045 NM_003129 SQLE 2375.375 1479.767 1402.971 4597.485
8992 --- --- 177.7832 184.8443 193.7117 174.6424

14765 --- --- 2.301627 6.703845 7.71394 11.98653
20316 NM_144643 SCLT1 704.4009 370.8854 582.5026 1008.094
14634 NM_006770 MARCO 103.7036 131.9149 119.5642 102.4927
3152 NM_133447 KIAA1975 461.9527 365.5695 362.8308 476.9317

28128 NM_003308 TSPY1 360.7005 383.054 322.8466 358.9643
13385 NM_198969 AES 1771.14 1613.657 1579.226 1606.498
9979 ENST0000032LOC642452 92.51527 113.0182 99.00014 106.6103
6520 NM_025003 ADAMTS20 45.79479 37.62336 40.89842 44.71356
8055 --- --- 196.1365 213.3865 204.2611 198.4046

12552 NM_024407 NDUFS7 882.2162 758.1697 782.2728 902.9269
8451 NR_003319  /SNRPN  // SN 133.9897 119.2792 209.8901 143.4825
8486 NR_003302  /SNRPN  // SN 2.211049 0.00338421 2.173349 0.00090159
6256 NM_00108390DNAH10 101.0985 99.34352 109.1538 114.2076
907 NM_006118 HAX1 1171.33 1005.626 1397.948 759.834

21481 NM_002198 IRF1 522.9105 262.9637 362.9482 514.8771
1094 NM_207467 C1orf220 206.5496 177.6344 194.2387 184.8888

10337 --- --- 6.952032 3.591075 8.838846 3.352363
26200 NM_153710 C9orf96 178.3952 182.1021 172.0678 181.5074
23709 --- --- 122.0829 72.84871 96.25223 138.4131
9718 NM_0010424 TGFB1I1 868.5333 606.9449 718.778 832.1757

26157 NM_014064 C9orf32 1114.28 706.473 993.6946 1240.843
9493 NM_001694 ATP6V0C 5248.614 4857.478 5143.992 4578.303

28743 --- --- 371.6098 630.0248 397.6743 440.3494
24891 BC034576 C8orf45 39.79201 135.433 60.09903 29.4891
1309 BC007286 MGC15634 104.9473 80.88763 97.68433 159.7913
2936 --- --- 21.073 13.22854 24.96072 25.51148
7041 NM_000209 PDX1 493.0648 571.5515 489.6611 551.5255

21973 NM_004197 STK19 414.1691 381.0951 385.2881 433.2816
28325 NM_004197 STK19 414.1691 381.0951 385.2881 433.2816
19104 NM_006286 TFDP2 1995.394 2314.434 1829.854 2562.573
16461 NM_020062 SLC2A4RG 408.6838 347.0293 389.6407 379.4031
24786 --- --- 2156.89 2724.274 2280.591 2353.458
28840 --- --- 118.9667 141.5202 145.3635 200.3215
25370 --- --- 49.95538 45.86467 54.10743 48.46378
9751 NM_133443 GPT2 254.8695 250.8941 187.2502 447.3184
2783 NM_021186 ZP4 56.91286 66.84655 78.81506 43.6405
1007 --- --- 12.48603 12.57248 15.86828 10.11006

13200 XM_00171877LOC646508 126.2106 104.1164 148.898 141.0096
1252 NM_0010406 ATF3 160.5707 187.5648 166.9863 111.9863
7518 NM_00101428DCUN1D2 314.0092 336.9556 276.6212 359.3921



19815 --- --- 48.25914 46.61658 47.09181 43.62979
17559 ENST0000035RIMBP3B 47.37512 59.4063 74.74105 69.70448
21812 NM_138574 HDGFL1 422.6862 471.9742 408.1628 479.4371
25403 --- --- 35.88288 43.89206 40.53139 37.18996
27487 NM_001183 ATP6AP1 4601.216 5797.673 5069.062 3620.871
8084 NM_004131 GZMB 175.1092 161.9454 173.0223 171.5535
1538 NM_004958 FRAP1 2182.471 2611.288 2207.382 2297.664

11270 ENST0000032OR1P1P 72.77819 75.76533 71.56501 76.84361
24569 NM_207336 ZNF467 424.6931 416.994 395.8091 394.8535
21367 --- --- 44.3439 41.84995 44.02675 42.50884
16511 NM_00103914C20orf27 564.1138 418.8482 540.9833 588.3082
9884 NM_013245 VPS4A 2024.802 1621.735 1744.278 1930.657

21707 BC130442 LOC285679 54.62631 46.66073 65.45463 65.24773
5849 NM_006262 PRPH 188.1381 174.456 169.0037 172.1314
4366 NM_003942 RPS6KA4 534.0068 317.8726 435.7274 544.3777

11177 --- --- 158.7176 254.5498 156.0278 135.8987
4146 NM_005898 CAPRIN1 6568.229 5441.412 6550.284 7527.219

11747 NM_203400 RPRML 369.2591 464.1823 374.5808 407.5368
27225 --- --- 61.90616 87.22686 69.53693 72.45175
12844 NM_0010014 ZNF429 32.77289 66.3293 37.34388 12.26303
13339 BC104469 C19orf19 269.5899 263.0405 256.3397 263.9523
8547 NM_00103984ARHGAP11B 1426.379 758.0252 1247.544 1988.244

17629 --- --- 35.37003 59.46427 57.5456 51.42131
4783 ENST0000038FLJ45445 706.7806 664.7012 692.5516 780.2685

23343 --- --- 0.00200829 0.00645937 2.232432 0.2962883
25834 NM_015667 FAM75A7 218.8472 253.662 245.4142 227.0786
20683 NM_173490 TMEM171 820.7249 157.1952 630.3857 269.9262
7402 NM_002590 PCDH8 177.8833 199.8962 172.2664 189.2127

19195 --- --- 143.4327 148.1806 145.4258 160.6666
20234 NM_000673 ADH7 84.88868 85.11391 85.83257 92.80332
10020 NM_022493 NARFL 266.4041 286.2049 265.2023 272.2443
1315 NM_020435 GJC2 426.3648 455.7917 429.64 442.4743

10226 NM_145659 IL27 150.7476 124.7626 126.4171 150.7917
1186 NM_00111430ELF3 78.32209 86.85748 70.17812 56.93089

25902 NM_000700 ANXA1 5916.543 6410.012 8007.327 8175.57
7857 --- --- 37.32165 50.84657 53.18557 41.73806

12111 --- --- 94.45511 88.16331 107.8912 95.57307
22500 --- --- 389.3603 326.0965 374.8918 374.044
21830 NM_005495 SLC17A4 58.34627 53.11658 52.31863 48.45032
20786 --- --- 56.1717 61.4237 54.77663 42.92107
20212 --- --- 61.85212 48.04213 71.75496 71.27461
24336 --- --- 211.8189 208.1361 208.9985 230.1696
25556 NM_198124 CSMD3 55.2652 60.71766 63.79191 62.76729
5588 AY358105 C11orf38 70.34704 40.63248 60.65512 45.33938
9376 --- --- 52.57613 54.13259 61.90097 76.78743
4945 NM_001418 EIF4G2 7765.188 5879.757 7148.284 8947.784

17434 NM_024821 CCDC134 896.0351 892.8765 979.9612 1030.573
25724 NM_015061 JMJD2C 590.7131 658.7258 597.5079 764.2404



18247 --- --- 6.856801 4.399797 0.05491756 0.00820533
15215 BC073803 LOC391356 521.6722 454.8481 601.64 515.2107
26923 NM_004251 RAB9A 856.8755 906.7736 1088.281 913.5428
8060 NM_032452 JPH4 233.8972 264.404 267.0604 269.7931

26164 AL834139 HMCN2 120.9574 151.1483 122.5486 144.1233
1895 NM_016126 C1orf41 544.1935 581.6492 556.2769 573.1807

28657 --- --- 177.9811 165.8594 196.4769 298.2784
1777 NM_005540 INPP5B 565.9297 584.3322 560.2566 712.8854

27756 NM_201599 ZMYM3 1284.872 1175.982 1280.285 1222.62
2623 NM_006338 LRRN2 195.478 214.4974 188.0151 193.2164

13948 NM_017916 PIH1D1 809.7872 945.957 889.517 916.7861
25071 NM_001702 BAI1 240.5079 195.0009 224.9387 226.8572
2919 NM_173081 ARMC3 50.23184 43.52379 47.30678 24.30146

28758 --- --- 30.6311 17.10153 25.45613 36.63325
14930 --- --- 2.675038 2.651817 2.873568 0.481875
11327 NM_007278 GABARAP 4640.277 5031.64 5059.404 4670.32
4645 --- --- 4.322604 7.508645 6.496771 5.755499

19188 NM_024687 ZBBX 34.89711 35.94991 32.16746 32.02918
18927 NM_014415 ZBTB11 1193.38 947.8483 1201.934 1525.11
16342 NM_014276 RBPJL 154.5466 133.9815 140.1207 171.3152
4313 ENST0000030C11orf79 1660.716 1627.323 1698.973 1654.981
2794 NM_002924 RGS7 215.5318 100.8258 200.252 258.9982

11788 --- --- 67.7671 47.68549 61.90505 77.51604
15697 --- --- 4.550273 3.88683 4.395469 4.435956
21761 NM_004271 LY86 49.79214 43.14245 37.75129 41.3496
17444 NM_014509 SERHL2 39.3073 48.34474 40.4173 43.01746
22376 --- --- 16.94381 26.3086 9.20818 9.56305
2135 --- --- 179.2977 186.3464 177.608 143.0334
4858 NM_0010047 OR51F1 25.61733 15.95445 25.0761 26.62968

13653 NM_016573 GMIP 310.6083 408.5236 336.1795 318.735
19306 NM_005017 PCYT1A 1215.645 1027.18 1199.178 1063.01
4637 NM_031938 BCO2 101.4149 91.26096 97.00574 121.2078

18448 NM_018098 ECT2 2905.85 1494.722 2434.182 4386.999
14344 NM_152516 COMMD1 650.2998 773.2142 763.4189 723.1072
7985 NM_025268 TMEM121 419.5418 495.2425 497.7814 349.9731
2129 --- --- 103.3008 80.60372 92.08704 118.069

27096 NM_130775 XAGE5 50.7337 21.92702 34.95799 17.86631
6822 --- --- 21.58878 8.416543 8.205997 18.51037
2645 NM_002644 PIGR 132.2003 124.718 125.4596 138.0718

28639 --- --- 184.7014 131.0973 193.8636 216.6774
13062 NM_024707 GEMIN7 467.8974 421.9617 599.8119 461.6191
9926 BC033537 KIAA1576 115.7418 130.151 118.522 143.0627

18653 --- --- 62.52113 54.97631 50.6161 69.00854
2438 NM_001643 APOA2 72.67438 89.43094 76.98351 59.83491

17204 NM_002688 5-Sep 450.0388 573.6409 483.4785 368.1394
8329 --- --- 53.20562 18.04908 46.22002 24.29583

13296 NM_198542 ZNF773 406.6553 515.161 572.1041 324.2762
19911 NM_032219 MFSD7 304.4897 301.1692 312.4364 304.0355



17164 AF426264 C21orf86 137.6457 145.9924 139.8772 135.9638
24360 NM_003378 VGF 364.9922 3084.352 710.6294 175.5911
6687 NM_003153 STAT6 2085.573 1693.703 1946.901 2212.062

14509 --- --- 58.2187 112.5749 60.79203 51.87764
4202 --- --- 25.98028 32.70411 25.74749 20.21651

13920 NM_017708 FAM83E 275.8978 279.3965 255.5402 276.3231
291 --- --- 159.161 161.0977 149.0493 149.771

23187 NM_005299 GPR31 145.4044 123.0412 156.498 178.9946
6164 NM_013300 C12orf24 568.011 818.4376 459.0795 862.4103
1259 NM_020197 SMYD2 1179.725 1058.551 1395.832 1190.493
9575 ENST0000039LOC10012903 88.07442 59.80347 83.77192 95.23032
4025 --- --- 101.7611 106.8521 119.7806 108.2277

26382 ENST0000034LOC10012996 31.48329 19.74914 27.48281 33.85592
3075 NM_139155 ADAMTS14 90.91933 92.62532 89.48359 108.3646

28343 ENST0000023OR12D3 45.6141 44.60141 42.91056 46.77873
24971 --- --- 70.08184 54.2887 54.26967 76.15837
13019 NM_015125 CIC 586.5491 508.9065 633.9934 496.3581
14303 ENST0000034LOC388946 117.168 106.0481 98.2834 115.7538
8698 NM_0010404 FAM63B 500.4761 569.0892 550.4352 524.9973

11242 NM_006761 YWHAE 5914.862 5124.455 5781.18 5599.36
15380 --- --- 71.22965 63.19599 85.90275 90.31033
14208 XM_00172298LOC646049 595.0782 356.7528 556.847 695.0793
3992 --- --- 26.59856 26.41683 32.37634 28.85263

25582 AB196636 C8ORFK36 77.66589 81.4119 82.5604 83.40618
28458 NM_004197 STK19 463.3299 396.4499 423.99 474.047

698 NM_006090 CEPT1 1487.07 1645.379 1237.995 1780.217
980 NM_001639 APCS 63.90136 59.94059 63.07434 59.55572

25135 NM_001925 DEFA4 98.83455 100.0281 104.9726 113.5778
14662 NM_000312 PROC 335.6865 324.3595 346.5811 396.5656
26860 --- --- 47.92958 14.01147 55.79383 55.32456

713 --- --- 107.5911 125.3533 76.2919 93.13673
9143 NM_138792 LEO1 789.8806 551.7099 721.2497 959.3234

8 --- --- 41.57805 12.19706 48.48179 47.95734
20791 NM_033035 TSLP 47.09282 44.5257 49.35428 83.16602
6236 NM_0010985 LRRC43 77.04881 69.78586 76.12943 82.04493
618 --- --- 50.27998 50.73824 60.7159 68.06071

7426 NM_007249 KLF12 1083.066 638.8272 946.6571 1283.001
9156 NM_015617 PYGO1 700.2818 754.8115 766.5711 1151.396
1500 NM_007274 ACOT7 1215.08 1910.535 1199.569 1076.887
9668 NM_0010181 LOC440350 1994.543 2440.704 1988.061 1963.654

11225 NM_004514 FOXK2 3012.32 2518.251 2790.609 3114.452
10193 NR_002593 SLC7A5P1 3339.897 4385.328 3338.607 3348.958
25888 NM_199135 FOXD4L3 463.0204 546.9331 477.699 408.6638
1298 NM_000120 EPHX1 1080.724 1051.367 1198.24 800.9255

21833 NM_003538 HIST1H4A 522.4257 380.5726 444.9857 451.2172
26134 NM_0010400 C9orf119 490.8758 211.9236 290.835 629.7071
26436 NR_003366 ANKRD20B 236.6009 115.1891 166.9168 351.5469
16555 --- --- 25.77842 41.94152 54.27444 43.85258



1700 NM_014280 DNAJC8 2071.42 1628.967 1855.119 3062.931
23808 NM_178829 C7orf34 119.9451 146.7883 114.5396 96.20727
5917 NM_000924 PDE1B 100.2823 87.29093 113.6089 111.4111
8928 NM_173499 SPATA8 60.35982 49.98829 56.67631 63.8924

23236 NM_021163 RBAK 450.6647 705.1497 504.2965 487.8063
14979 NM_00108050LOC402117 39.5047 31.44866 58.30066 55.75836
14760 --- --- 0.01696246 2.228036 1.392975 1.984693
14649 --- --- 0.4965155 1.573506 0.8464847 0.00048554
26831 NM_203468 ENTPD2 193.4482 178.9406 221.804 200.2018
25180 --- --- 60.86445 50.44814 54.59801 52.16343
10949 NM_006460 HEXIM1 1470.593 1636.706 1184.073 1588.419
16145 NR_004386 RNU105B 151.6906 130.2414 204.1961 185.2897
4888 NM_0010019 OR52N1 66.73215 66.36 77.57259 64.43226
280 NM_00104819RCC1 1195.28 725.9453 1120.753 1416.52

7494 NM_000452 SLC10A2 80.45753 72.00968 73.44635 84.96751
27841 NM_080879 RAB40A 132.0871 130.7007 137.0193 115.8115
24730 --- --- 35.69928 36.59521 33.53084 43.14896
3569 NM_002900 RBP3 88.30961 91.67175 83.32955 82.59119

21859 --- --- 86.31458 100.6478 82.5312 78.31324
22585 --- --- 86.31458 100.6478 82.5312 78.31324
10082 --- --- 300.651 335.0336 325.1937 236.6404
10271 --- --- 113.4975 138.0511 123.8221 130.3647
8712 NM_015059 TLN2 468.508 188.1117 407.7695 606.314

24192 --- --- 328.8704 305.1237 400.3574 333.6268
7633 NM_022123 NPAS3 185.0821 181.7553 169.1264 148.4353
2278 NM_002966 S100A10 7764.426 7024.822 8571.882 8169.62
5350 NM_015424 CHRDL2 152.6182 137.6623 140.0941 149.0331
4429 AK026328 FLJ22675 183.6628 172.3654 200.9301 186.177

11770 NM_024017 HOXB9 912.9051 1194.401 833.3258 1106.016
4584 NM_003772 JRKL 506.1747 589.0911 511.0885 559.4852

16209 ENST0000037CTD-2514C3. 343.3666 356.8161 342.9556 482.8282
27294 ENST0000027FRMPD3 152.543 148.9774 134.7301 148.5737
12735 NM_004843 IL27RA 298.8529 365.468 394.3326 314.1777
28627 --- --- 542.6774 285.6084 557.5405 527.535
26136 NM_016035 COQ4 650.9931 564.4865 607.7737 513.6082
12088 NM_006101 NDC80 1326.046 510.2237 1108.211 2047.301
9326 AF316855  // FLJ22795  // 452.8354 512.2277 440.3633 494.7654

20405 --- --- 0.00264966 0.00212794 4.055884 4.690939
12359 NM_005406 ROCK1 1852.196 1207.281 1713.339 2531.53
8608 ENST0000028FAM92A1  // 486.1248 329.0136 380.9019 627.1422
5263 NM_004292 RIN1 450.5882 371.4808 501.9926 497.3826
8372 --- --- 144.7441 160.8794 130.6323 131.5578
6734 XM_00172342LOC387867 2931.998 2422.981 3401.816 3084.369

10544 --- --- 260.9074 369.9439 247.1008 219.6323
21446 --- --- 2910.67 2282.892 2657.731 3165.383
18538 --- --- 167.1068 200.2112 152.5604 200.6174
3769 NM_012083 FRAT2 261.9675 225.8764 180.3028 249.0826
8882 --- --- 143.7283 143.6443 121.9985 141.5273



18036 AY078383 STGC3 67.92806 116.7513 83.17364 75.12759
25207 ENST0000028FAM86C  // FA 601.0237 843.0074 710.3849 495.7958
25384 NM_018120 ARMC1 1569.946 1045.227 1259.041 2140.55
15086 NR_003006 SCARNA6 315.9045 290.7956 446.7533 347.7708
24455 BC130600 LOC154872 34.49623 40.24388 39.47131 37.47239
26348 NM_002493 NDUFB6 836.4459 608.1791 793.2884 1114.913
11024 NM_178509 STXBP4 370.5255 311.8322 356.8732 555.0571
28038 NM_00101154MAGEA10 35.59393 128.0497 79.83472 58.60446
17825 NM_014461 CNTN6 75.28284 71.08353 54.78005 82.28618
26913 NM_006800 MSL3L1 501.3641 357.1603 432.9752 701.4532
17864 NM_003042 SLC6A1 64.66413 62.6431 76.21774 81.40385
3081 NM_004273 CHST3 472.3618 513.0268 496.0008 489.7782
7456 --- --- 10.84223 9.541624 9.366285 16.45584

26493 --- --- 132.6142 136.8241 96.14651 123.9915
18182 NM_006070 TFG 3010.173 2630.107 2956.985 3620.507
2601 NM_177402 SYT2 111.0405 109.5489 103.5389 131.5654

17413 NM_015705 SGSM3 301.2634 478.2893 337.225 319.0247
74 NM_025106 SPSB1 976.6961 1681.341 1020.218 913.6135

3643 NM_173555 TYSND1 773.5348 715.7065 749.2087 700.7881
5468 NM_198439 KBTBD3 86.74122 104.6805 85.16473 115.2328
3678 NM_00107766CTGLF3 803.6182 576.6711 594.3994 846.0178

19589 NM_001657 AREG 385.5818 423.4131 434.6252 362.1174
3015 NM_00107766CTGLF3 827.2573 595.5732 595.5226 884.0025

12810 NM_004864 GDF15 1250.835 3193.107 1488.353 238.5144
12123 NM_020412 CHMP1B 1021.704 1082.362 861.5137 1175.859
1811 NM_033553 GUCA2A 125.9408 150.0934 144.483 145.8027

19659 NM_005390 PDHA2 111.3824 84.01632 107.606 109.8706
28825 --- --- 94.06894 69.04413 112.0779 90.55282
9963 NM_005250 FOXL1 761.9365 809.4832 603.6273 775.9318

18376 --- --- 28.86407 63.24217 32.92429 21.46192
11689 --- --- 325.8343 440.5332 357.1292 346.5146
9625 BC063703 LOC595101 4305.591 5521.167 4366.659 4456.161

13368 NM_199054 MKNK2 1119.412 1014.439 913.9258 1229.033
26306 --- --- 35.84651 37.52643 44.51791 41.59429
27834 --- --- 31.04288 32.84903 34.25953 22.93359
25648 NM_023078 PYCRL 510.7838 368.6598 422.4328 546.9643
25714 NM_002195 INSL4 56.89782 62.80035 56.15734 59.31751
27351 NM_007325 GRIA3 90.34632 221.3486 75.81853 64.44823
23137 NM_019041 MTRF1L 1284.535 913.7637 1191.087 1069.903
9054 NM_00108079CCDC32 1296.651 740.9563 754.143 1542.939

14545 NM_145212 MRPL30 1263.104 1557.346 1372.145 1544.625
9748 --- --- 334.7267 401.8146 360.5255 298.8903

24738 NM_003841 TNFRSF10C 173.6187 163.2568 175.1434 196.4284
24258 --- --- 52.14145 44.15195 45.35414 45.21798
17721 NM_000967 RPL3 7666.863 8290.884 7848.437 8225.907
22721 NM_181336 LEMD2 869.2863 858.3448 870.5865 683.9357
24804 NM_144652 LETM2 587.0834 419.3029 391.0715 673.1945
3988 NM_00100516OR52I1 27.04232 24.84258 39.55732 55.83953



8803 ENST0000031DNM1DN8-2 320.6685 334.3613 358.2724 346.1949
16233 NM_004798 KIF3B 725.7982 625.9962 588.9366 615.913
4920 NM_00100446OR10A6 19.55442 14.22368 24.70549 18.65138

16100 NM_014723 SNPH 359.1816 365.8177 345.6315 310.6803
28824 --- --- 418.6537 393.7305 509.8234 444.9621
17094 --- --- 47.51144 82.90747 40.53374 74.0808
28810 --- --- 152.054 149.2548 127.2716 146.3645
6839 NM_006166 NFYB 294.4235 211.1214 223.9488 354.4142
1089 --- --- 74.29543 69.68282 78.57685 78.94803
4992 NM_022725 FANCF 505.9853 416.7522 430.9178 512.3361

20502 --- --- 147.071 140.18 125.4113 101.3275
6358 NM_153449 SLC2A14 539.6913 1038.175 538.0503 817.6832

25145 BC093747 LOC349196 97.72495 109.6965 118.9011 133.454
25146 BC093747 LOC349196 97.72495 109.6965 118.9011 133.454
2480 --- --- 35.70005 40.48176 33.57642 43.42379
9936 --- --- 8338.69 8017.954 8660.189 8068.035

25260 NM_000742 CHRNA2 116.037 122.4801 114.5333 105.1506
5959 NM_207344 SPRYD4 1056.438 1121.58 1087.8 1074.42

22169 NM_00101736C6orf221 94.82272 89.91187 73.81493 93.37684
16006 NM_005544 IRS1 1127.866 650.2195 880.1173 744.7961
20800 BC104811 ZRSR1 236.1857 223.3719 196.3743 298.7874
1359 NM_006499 LGALS8 1910.237 1673.102 2176.383 1818.274

25026 NM_022783 DEPDC6 206.9972 245.4604 307.5002 213.9418
3207 NM_014803 ZNF518A 391.9268 394.5985 461.8847 421.9991

20282 NR_002225 RPS26L 2691.021 1885.796 2811.101 3260.204
15365 NM_003400 XPO1 3967.512 3395.957 4192.301 3683.587
13309 AF210651 NAG18 15.09721 17.46334 19.51435 18.33673
11523 NM_0010039 EVI2A 305.1526 176.2443 213.7874 357.934
15807 --- --- 22.73223 18.75996 29.04374 24.70877
15618 NM_014553 TFCP2L1 109.1699 115.5488 115.1595 139.2347
25496 --- --- 146.0258 166.1401 144.4305 156.1047
16890 --- --- 86.38238 47.67549 67.41327 78.42302
9596 NM_016524 SYT17 250.4573 313.9636 285.2307 281.3784

15777 NM_024753 TTC21B 505.9948 480.0172 447.9843 467.2855
9877 NM_004360 CDH1 84.63106 89.2728 85.5919 88.23681

23874 NM_001091 ABP1 201.7824 179.7617 220.5565 250.1646
8056 ENST0000025ZFHX2 79.93024 94.07197 88.98575 88.04467

23072 NM_003967 TAAR5 80.45557 83.1151 84.96958 84.55022
14806 NM_138995 MYO3B 61.03099 67.66247 65.44733 62.95593
27510 ENST0000032GTPBP6 263.9008 203.6148 230.0413 297.3554
26546 AY358236 UNQ6494 91.49497 76.25579 100.4693 123.3005
7878 BC021728 C14orf48 59.82372 61.63808 69.74668 72.67377

17911 NM_0010404 ZCWPW2 179.076 217.4615 178.1821 200.4751
6913 NM_173598 KSR2 244.2791 238.5007 200.8715 327.5357

13178 --- --- 317.1023 371.5856 288.0466 328.3979
28550 --- --- 64.52326 46.40535 68.66977 118.2684
16921 NM_015955 MEMO1 589.9924 498.5772 622.567 627.785
6743 NM_004616 TSPAN8 17.44563 26.20075 16.48188 31.54562



11306 AY358809 C17orf87 63.84245 50.12873 63.60608 78.32703
23204 NM_002598 PDCD2 1280.436 1109.226 1251.108 1381.738
26369 --- --- 23.69833 23.41306 26.33632 27.77555
10605 NM_175734 C17orf74 296.1346 308.8714 324.5989 352.4065
6411 NM_176889 TAS2R49 198.0786 168.2279 167.2384 245.9761

17185 AF307448 CECR4 96.41206 92.12975 102.7259 106.1857
14304 NM_012249 RHOQ 1086.716 1851.11 1240.317 912.7744
17401 NM_181773 APOBEC3H 43.66219 74.23972 33.57047 27.52155
13054 NM_001645 APOC1 93.18286 157.9066 109.279 55.16211
26370 NM_147202 C9orf25 883.3264 1006.183 870.0847 756.719
18909 NM_176815 DHFRL1 874.8695 744.0756 756.9948 820.9137
9657 NM_138414 CCDC101 475.0198 354.4832 466.7594 529.106

27212 NM_053281 DACH2 87.47122 92.48898 94.87941 90.39828
25793 NM_147162 IL11RA 181.9086 255.3047 230.7281 163.2583
1070 --- --- 1134.862 902.442 1133.757 1439.551
2585 NM_000069 CACNA1S 65.2288 63.59392 67.61036 67.71384
4769 NM_001642 APLP2 6443.573 6340.599 6052.849 6389.899
9699 NR_002966 SNORA30 66.06805 93.18126 61.82456 58.56518
7808 NM_194279 ISCA2 655.2822 578.2331 578.6497 704.022
673 NM_020775 KIAA1324 181.7037 109.8684 212.5889 154.6535

22351 --- --- 30.72894 5.519043 46.12665 36.55983
4257 NM_178570 RTN4RL2 176.8892 300.9269 202.2072 233.1811

10754 --- --- 123.234 217.5908 103.712 123.2226
21948 NM_005007 NFKBIL1 264.3953 268.3161 264.7521 292.3895
28307 NM_005007 NFKBIL1 264.3953 268.3161 264.7521 292.3895
28443 NM_005007 NFKBIL1 264.3953 268.3161 264.7521 292.3895
25266 NM_00101090C8orf80 98.5292 93.69047 76.15668 82.27342
16077 NM_0010854 C2orf54 110.6616 113.1569 112.9227 112.754
1264 --- --- 69.3831 52.73009 56.31602 69.54444
9472 NM_012225 NUBP2 493.8688 507.3003 429.3914 401.2949

27972 NM_019556 MOSPD1 488.3097 442.3358 648.9004 521.1441
6521 NM_031292 PUS7L 625.6872 430.6695 524.4749 934.8721
2304 NM_014624 S100A6 1442.64 1021.417 1571.328 982.169

18825 NM_003865 HESX1 47.34468 50.29257 40.10677 32.93917
23335 --- --- 68.1673 42.78754 72.87828 68.85697

637 NM_015976 SNX7 403.8006 296.7366 409.0213 630.6977
21159 NM_001332 CTNND2 201.228 189.1469 214.003 208.5806
11609 NM_001838 CCR7 174.4318 150.7531 153.4179 162.3057
5007 NM_002233 KCNA4 106.6988 158.7208 125.9206 106.0646
8844 BC062471 C15orf26 49.66063 39.28516 55.10149 40.71651
6766 --- --- 466.9234 464.834 478.9741 600.065

23016 NM_016262 TUBE1 328.7267 275.2695 260.2858 377.3798
19509 --- --- 33.44556 42.97445 45.59851 49.76956
28659 --- --- 2.987249 1.911943 7.191202 5.852582
19151 NM_00103870GPR149 147.2139 185.5991 149.8265 171.3621

302 NM_175852 TXLNA 1771.533 1671.196 1534.894 1840.45
17078 NM_016631 C21orf66 873.7474 974.7727 838.1376 866.2892
25804 NM_174923 CCDC107 460.4545 477.8459 446.8562 398.5681



746 NM_000862 HSD3B1 202.1792 179.1675 191.4386 194.8986
21556 NM_022481 CENTD3 991.0727 572.6301 783.9225 961.4304
26435 NM_015667 FAM75A7 228.9241 263.1575 254.4173 240.6931
28686 --- --- 114.9691 162.0035 121.7863 148.4694
18168 NM_0010055 OR5K3 36.31409 43.98038 52.09839 52.00544
14590 NM_0011055 ACOXL 82.42046 77.61108 73.04599 81.28531
7964 NM_00108046LOC374569 208.9908 209.9299 200.9871 228.7754

20703 NM_130772 S100Z 80.20754 79.322 118.1251 87.42533
1956 NM_030816 ANKRD13C 1053.427 896.8746 1065.384 1292.971

11294 NM_022059 CXCL16 85.10302 199.3984 116.5291 50.95794
8383 NM_032630 CINP 577.4535 506.6935 663.1358 567.1366
670 NM_013296 GPSM2 1681.681 1185.917 1496.064 2505.544

13797 NM_024876 ADCK4 336.8563 464.915 376.8976 298.0207
13735 --- --- 5.526109 21.84218 19.4085 0.00564041
16390 NM_173485 TSHZ2 69.16552 154.5371 83.45207 63.39161
23095 NM_000416 IFNGR1 705.9288 1064.972 974.7715 823.1838
16053 ENST0000024LOC93463 80.06562 77.60021 100.1369 76.32267
3105 --- --- 98.2531 78.19093 95.51431 120.9765
351 AY517499 C1orf122 1247.764 1294.371 1241.736 972.9351

26653 ENST0000037C9orf29 36.82988 34.63867 42.51521 52.11381
8324 NM_032560 SMEK1 1141.154 827.4847 1205.972 1458.129

16768 NM_006526 ZNF217 1886.53 2085.814 2080.29 1582.521
8873 NM_020778 ALPK3 101.2405 90.93993 99.69854 109.2134
7898 NM_152327 AK7 31.90792 37.51738 29.6453 38.14693

28114 NR_001534 TTTY7 47.86975 38.59954 47.09142 43.17119
28208 NR_001534 TTTY7 47.86975 38.59954 47.09142 43.17119
19147 --- --- 9.020875 9.255091 9.297502 8.799582
22368 --- --- 101.5166 114.7097 129.5924 87.50493
12650 NM_024552 LASS4 263.5112 526.6552 248.6678 373.8031
3656 NM_015947 ASCC1 428.7751 341.3419 344.5978 546.3452

18504 NM_014375 FETUB 49.50179 52.56908 62.12847 60.85946
22992 --- --- 38.41432 33.18529 34.97121 35.65116
22560 NM_170745 HIST1H2AA 104.9365 90.69505 114.7383 110.3386
25267 NM_018660 ZNF395 644.4573 645.0073 646.8497 609.4741
17035 NM_006988 ADAMTS1 682.6234 634.2462 739.2455 1829.812
9192 BC131692 FLJ38723 63.31815 56.42197 63.64825 96.12223

21868 NM_032030 FKSG83 46.65442 39.5322 50.66523 33.56199
12392 --- --- 47.98366 57.35975 56.00198 47.24334
16732 NM_020967 NCOA5 1357.757 802.0801 1308.415 1464.886
2877 BC037281 LOC439951 467.7773 425.2 474.1127 437.5216

21512 NM_002302 LECT2 56.84489 63.8396 52.29869 58.10807
7746 --- --- 32.73302 32.62232 36.23533 35.32687

12590 NM_014428 TJP3 434.7756 466.0274 446.5028 469.132
6405 NM_007244 PRR4 408.4975 373.1081 440.9999 404.7628

17105 ENST0000038FLJ45139 91.06145 67.19978 92.52914 87.41997
4884 NM_145053 UBQLNL 69.07509 61.23864 75.58224 86.70777
9461 --- --- 180.9046 213.3961 173.9036 204.7622

17991 NM_018651 ZNF167 111.1635 97.08082 123.2318 87.26261



20173 NM_00104020PAQR3 660.3403 549.8896 640.7451 625.5693
14333 --- --- 37.90422 31.46526 34.12807 31.79906
19518 --- --- 652.5455 388.6874 762.6109 633.2612
16734 NM_173179 SLC35C2 1197.459 1197.013 1286.567 902.1169
22278 ENST0000031FLJ34503 59.67713 61.93078 54.01763 81.73226
21731 ENST0000038FLJ43763 89.34663 88.62805 88.63006 110.8061
6428 BC101220 C12orf36 20.58406 13.15107 23.8187 23.32952
9565 NM_003498 SNN 459.6002 572.6658 449.5713 388.5795

12333 --- --- 447.877 413.4853 531.9631 451.0627
26533 NM_030940 ISCA1 1641.357 1763.227 1552.66 1558.081
28423 NM_170783 ZNRD1 1019.851 856.4904 891.2583 1028.848
14440 --- --- 13.7315 4.81592 13.60883 3.110653
18513 NM_153708 RTP1 311.403 305.9425 305.39 316.1528
14505 AY026351 LOC440888 14.11986 15.06391 11.99721 9.583763
26528 --- --- 121.2433 146.3722 157.7369 146.0362
14585 NM_023016 ANKRD57 369.6664 420.1424 302.6377 317.2693
22445 NM_005922 MAP3K4 1452.447 1006.124 1328.084 1209.101
6833 NM_000277 PAH 68.61538 61.35184 68.81006 66.73878

13745 NM_152605 ZNF781 10.33617 24.21753 15.01296 13.42317
1808 NM_00103169SCMH1 1140.292 1159.213 1342.434 1258.62
2571 NM_194314 ZBTB41 1216.777 1351.913 1385.998 1326.382

14061 NM_003180 SYT5 232.9528 325.841 243.8202 283.538
101 NM_014874 MFN2 2513.653 2874.586 2493.753 3007.067

11377 NM_017534 MYH2 64.40553 75.47427 79.6029 71.09908
1520 NM_003039 SLC2A5 114.5462 128.6454 111.7773 130.6455

28123 NM_003308 TSPY1 341.8817 362.0309 303.8256 340.2081
5292 NM_080658 ACY3 329.8078 390.834 332.1836 295.2779

13475 NM_0010019 OR7G3 82.61547 60.0407 83.4025 113.3528
6308 XR_016298 LOC387825 1367.058 1675.523 1529.707 1534.966

27511 NM_013239 PPP2R3B 191.5747 151.1134 169.685 181.1163
16709 NM_080869 WFDC12 124.7258 131.6161 137.8398 126.5248
20340 NM_021833 UCP1 75.57053 74.1976 79.5526 73.65234
14043 NM_024298 MBOAT7 2313.183 2838.127 2131.851 2572.557
9447 BC001181 C16orf24 433.7284 408.7958 440.3945 382.3408
917 NM_018655 LENEP 90.7976 94.57309 101.3636 110.1569

28189 NM_013239 PPP2R3B 202.187 159.5163 179.0996 191.1412
2382 NM_031281 FCRL5 53.04322 58.03701 67.6563 59.54369
8937 --- --- 88.77112 61.60378 63.5761 73.06516

16104 NM_003245 TGM3 84.09146 92.85154 76.39674 74.12009
12686 --- --- 232.9483 236.3421 211.3854 237.8086
24373 NM_006234 POLR2J 553.3511 496.9088 479.9669 503.7149

609 ENST0000037KIAA1107 178.1965 178.6828 146.0354 305.1391
9723 NM_003414 ZNF267 442.3507 680.2475 685.3482 558.1062

12031 NM_006822 RAB40B 1285.578 1503.631 1365.822 1476.124
9313 NM_032246 MEX3B 791.4861 705.712 685.8282 751.0934

20443 NM_000860 HPGD 71.12543 163.2509 86.74339 77.3055
5771 BC004336 C12orf39 54.35157 51.06363 41.96902 96.81355

14836 NM_019558 HOXD8 548.7475 554.5939 445.6976 585.6289



23539 NM_00100154CD36 19.4657 292.6994 77.1376 15.58269
27088 NM_00109880MAGED4 273.0171 368.0048 255.9106 216.3606
27685 NM_00109880MAGED4 273.0171 368.0048 255.9106 216.3606
1905 NM_015306 USP24 1709.845 1651.465 1805.58 2220.017
8467 NR_003334  /SNRPN  // SN 1603.495 2558.689 2488.295 2000.588

27085 AY730278 LOC389857 493.1581 385.3992 434.6111 437.862
27682 AY730278 LOC389857 493.1581 385.3992 434.6111 437.862
17267 NM_003073 SMARCB1 2798.731 1915.311 2634.213 2832.649
26008 BC008993 C9orf30 2200.381 2054.758 2047.712 2738.091
4418 NM_005700 DPP3 1395.64 1169.78 1360.542 1549.195
3529 --- --- 290.9001 304.9488 312.3743 301.92

11670 NM_024119 DHX58 230.6973 301.7502 235.2106 215.2266
11077 --- --- 22.99044 5.070314 0.00336503 14.68396
26623 --- --- 189.5643 210.2093 221.6454 228.9303
26278 --- --- 161.6586 179.5425 214.681 282.8054
19534 --- --- 45.11447 50.93202 56.57325 42.67154
10037 BC061641 LOC645811 135.0636 151.9113 138.1324 124.9084
1287 --- --- 13.76613 22.42148 12.46814 22.31733

23203 NM_002793 PSMB1 2106.366 2062.262 1889.506 2343.462
12788 NM_024050 DDA1 2443.713 2761.71 2562.269 2690.918
28275 NM_001515 GTF2H2 1090.001 1012.416 923.9693 1315.335
18122 --- --- 57.26111 64.90528 54.38691 55.25245
7682 NM_015915 SPG3A 191.4262 645.1574 214.3125 136.7261

22506 ENST0000033C6orf218 206.2048 5811.282 1500.153 175.3944
24058 NM_022373 HERPUD2 1943.741 1717.83 1773.528 1662.24
1959 --- --- 45.92224 74.52268 48.93781 77.66415
4505 NM_003369 UVRAG 1827.38 1454.572 1734.14 1623.462

21588 NM_030953 TIGD6 120.2774 140.53 148.6901 135.7079
731 --- --- 50.093 67.85068 64.00978 54.85561

27728 XR_037112 LOC645251 921.7409 582.0513 766.053 1325.815
14605 NM_014440 IL1F6 86.54287 89.07229 81.99297 102.7758
21463 NM_001182 ALDH7A1 987.8145 1018.573 980.489 1051.815
17566 NM_003935 TOP3B 789.6683 712.4472 727.0839 855.4566
17608 NM_022081 HPS4 612.6187 903.6041 459.8541 967.457
7812 NM_014239 EIF2B2 1443.903 1258.168 1526.407 1419.857

10346 --- --- 53.03855 52.56569 73.27506 68.68641
1230 NM_000573 CR1 32.74099 34.78302 48.77673 32.08811

21448 NM_020796 SEMA6A 179.0059 1824.814 300.7597 52.61412
7507 NM_017817 RAB20 235.6235 262.4462 292.1502 251.9623
1249 NM_006243 PPP2R5A 1005.172 838.6071 1093.22 984.184

23303 NM_016587 CBX3 3263.265 2955.754 3356.183 3098.584
24101 NM_001220 CAMK2B 199.9009 202.5503 195.4531 164.0806
27078 --- --- 99.19614 114.9072 112.2843 80.0686
5854 --- --- 31.48757 28.05061 29.91015 33.72292
612 --- --- 26.61475 27.49407 39.62938 45.04739

11715 --- --- 961.0804 567.2877 857.3421 1012.249
5946 NM_022465 IKZF4 309.0982 232.5956 305.5237 240.4954

13697 CR602023 LOC126235 162.4647 151.2701 164.8477 190.2176



3754 NM_000770 CYP2C8 23.35197 22.62724 20.66656 16.47671
8210 NM_015994 ATP6V1D 630.4388 583.4263 700.7343 971.8784

10145 --- --- 32.15845 32.90783 23.60697 20.51097
3942 NM_020376 PNPLA2 1866.523 1702.842 1575.52 1873.495
7491 ENST0000032FLJ40176 76.4938 81.9353 68.88856 93.76963
3854 BC023577 C10orf84 526.9043 505.0505 485.576 769.3063

19149 --- --- 24.28318 20.76361 20.26938 20.36201
26766 NM_016520 C9orf78 1309.455 1106.124 1551.093 1315.172
28444 NM_000595 LTA 125.9623 93.34113 122.0074 124.559

157 ENST0000036LOC644634  / 129.717 130.7304 126.4678 126.981
1595 ENST0000036LOC644634  / 129.717 130.7304 126.4678 126.981
8942 NM_000693 ALDH1A3 2449.603 1880.185 1464.867 2784.159

25230 NM_024815 NUDT18 233.2658 257.1519 243.7677 208.6364
25765 AF091236 LOC138412 3092.748 3401.147 2916.733 4145.487
12614 NM_015414 RPL36 3386.989 2638.473 2979.595 3383.891
26502 --- --- 2.791492 5.551441 0.01368503 13.03802
8249 --- --- 158.1185 154.8284 182.4199 209.7972

23282 --- --- 30.46533 32.52188 27.5554 28.44751
2524 NM_007314 ABL2 2474.284 1956.398 2923.051 2164.628

27581 NM_153270 KLHL34 339.0045 288.8266 314.9489 319.4494
10809 NM_015544 TMEM98 598.178 1078.01 734.5002 666.5322
16152 ENST0000024C20orf187 11.57582 9.025725 7.247287 10.39104
3362 --- --- 13.30951 10.75167 9.709153 20.82554
4249 NM_0010052 OR9G1 79.70324 55.71879 66.90809 70.78188
9523 NM_012368 OR2C1 150.6921 149.7571 147.6798 148.0733
8632 --- --- 53.4641 49.05955 48.79581 41.87547
8634 --- --- 53.4641 49.05955 48.79581 41.87547

22168 NM_019842 KCNQ5 520.4897 366.0741 372.0524 541.6797
18961 NM_00100878CD200R2 51.32006 46.72741 44.01978 51.98749
21807 NM_001949 E2F3 688.8311 612.3802 750.9247 688.1697
6487 --- --- 22.11404 16.54241 22.46547 19.96873
5947 NM_001029 RPS26 2271.672 1485.141 2412.13 2839.844

17859 NM_000551 VHL 1000.443 1094.339 1159.512 1252.852
21829 NM_170610 HIST1H2BA 43.10174 42.82973 48.40351 39.59575
21337 --- --- 14.2132 4.136422 9.062387 4.766102
4822 NM_005170 ASCL2 101.8218 109.8115 101.6553 101.0331

13096 NM_015710 GLTSCR2 1801.219 2365.474 1875.39 2608.569
23159 ENST0000035FLJ27255 75.75182 86.52505 95.04711 78.3386
1739 --- --- 133.4324 165.4204 139.7566 138.6138
6543 NM_024095 ASB8 1676.516 1514.511 1801.725 1665.276

19111 NM_013363 PCOLCE2 362.1214 1009.116 562.7478 432.756
1710 NM_0010247 MECR 531.3764 478.4707 508.827 535.0911

10927 BC054872 LOC284067 66.04041 48.89293 41.38549 54.95742
25840 NM_015667 FAM75A7 220.1436 246.8114 242.5182 224.0091

315 NM_022753 S100PBP 637.4125 724.3328 619.9317 827.3094
4970 NM_000352 ABCC8 348.372 287.5529 329.6292 365.8827
866 --- --- 91.79411 30.62256 107.4651 143.9118

13132 NM_001459 FLT3LG 373.0074 334.3607 399.4064 364.9937



24930 NM_033402 LRRCC1 572.7986 331.397 605.4898 1028.693
13450 NM_080662 PEX11G 444.603 423.0943 427.443 414.3867

515 NM_032437 EFCAB7 230.3831 441.9748 256.8589 240.3049
14874 NM_000534 PMS1 819.3451 967.6726 622.5674 1068.941
19020 BC073816 LOC200810 206.216 176.1305 203.7839 230.0176
9642 NM_016309 LCMT1 891.8411 1118.711 911.884 806.6964

18341 AF196865 BPESC1 138.9928 139.5017 160.4046 138.8499
17226 BC103891 POM121L1 90.02382 106.9843 98.0603 94.53921
22636 NM_133471 KIAA1949 2033.361 1356.178 2036.715 1992.54
3592 NM_00107766CTGLF3 805.2439 561.7112 575.1688 859.2357

21728 NR_002591 SNORD95 844.6414 897.7833 980.2664 890.0551
28271 NM_003187 TAF9 920.5209 791.0394 993.8699 1240.838
18006 --- --- 22.51273 28.45688 26.48759 25.85027
18133 NM_002942 ROBO2 86.47143 300.5674 102.6364 63.45628
16929 NM_018962 DSCR6 94.63881 152.2379 120.993 93.8631
27870 NM_012282 KCNE1L 228.2906 229.4633 222.2016 224.0796
20833 NM_005573 LMNB1 1316.067 729.9598 1217.552 1944.399
4393 NM_032223 PCNXL3 954.9938 859.4877 980.5589 876.6251
8281 NM_015305 ANGEL1 1423.783 1962.262 1560.165 1808.375
4906 NM_000391 TPP1 3343.02 3364.998 2937.631 3151.681

15750 --- --- 9.563228 15.40807 12.5506 6.457904
21176 --- --- 7111.235 6786.396 6854.961 7309.578
7037 NM_206827 RASL11A 86.69508 65.23991 79.60415 99.71247

21921 NM_033229 TRIM15 136.8618 134.2266 117.1613 140.8969
28289 NM_033229 TRIM15 136.8618 134.2266 117.1613 140.8969
28425 NM_033229 TRIM15 136.8618 134.2266 117.1613 140.8969
3264 NM_178858 SFXN2 514.4326 371.3234 593.5483 499.1691

22741 --- --- 23.42301 13.45631 19.88904 16.04672
22412 NM_025107 MYCT1 71.30242 84.58759 61.71015 55.45695
17223 NM_003426 ZNF74 770.6398 763.7035 739.6733 740.0304
13571 NM_00100870LPHN1 428.7945 1208.513 547.5665 264.7509
24929 NM_173848 RALYL 49.76039 32.60984 47.0452 47.27348
1972 NM_080868 ASB17 21.77139 24.66304 20.6822 21.76795
9644 NM_006040 HS3ST4 377.4415 368.0509 353.5626 348.9731

12845 BC024253 LOC641367 228.0993 261.8793 275.2532 274.9687
19275 NM_207316 TMEM207 52.50281 57.38025 54.68301 52.44401
13371 NM_018049 PLEKHJ1 1676.809 1374.214 1444.914 2029.42
26963 NM_003410 ZFX 1038.308 897.9349 1166.284 1061.849
14883 --- --- 80.83617 112.0494 93.61237 66.69284
1064 NM_001460 FMO2 32.29548 39.46252 36.72444 36.85025
6233 NM_144668 WDR66 232.78 161.0971 239.1381 571.4229

19268 NM_0010043 RTP2 98.57293 78.75349 112.3016 133.5846
9430 --- --- 1874.485 1423.853 1937.519 2277.645
7939 --- --- 66.7953 50.82846 67.57284 67.6405

12884 NM_032346 PDCD2L 250.1149 209.1566 274.2654 304.3828
11899 NM_017565 FAM20A 98.51096 369.3845 120.1667 74.56448
22520 AF264036 C6orf114 34.64318 42.70059 41.66105 50.57147
7871 NM_005113 GOLGA5 1425.949 1347.346 1350.302 1678.779



28267 NM_018429 BDP1 1318.902 886.5381 1067.283 1719.767
2607 NM_016243 CYB5R1 1347.931 1915.001 1533.774 1085.378
488 NM_152607 C1orf177 71.82154 92.78053 79.73695 81.81994

1141 --- --- 356.8019 348.6743 362.5913 374.2226
27839 NM_0010129 TCEAL5 61.57271 60.56438 61.92482 67.30822
22343 NM_003206 TCF21 68.43466 25.12891 45.07159 79.12027
15774 NM_173512 SLC38A11 67.85976 84.85307 55.30575 56.10015
15061 NM_002807 PSMD1 4248.366 3493.605 3820.344 3911.69
20673 NM_018429 BDP1 1294.81 870.4233 1047.717 1687.948
28129 NM_003308 TSPY1 352.4285 373.6161 312.7994 349.1078
23143 NM_173515 CNKSR3 454.5917 346.1299 415.9878 395.3381
8057 BC131533 ZNF409 144.8546 107.8079 127.9545 160.8554
2117 NM_205848 SYT6 120.4425 147.3097 133.0126 93.76431
3457 --- --- 22.52702 22.8662 21.39804 14.46463

22249 NM_003269 NR2E1 134.4359 129.6609 134.0219 129.7168
20401 NM_005038 PPID 967.1043 630.1887 767.4911 1301.844
1232 NM_002389 CD46 3564.404 3641.13 4239.431 3762.635

27815 DQ145510 LOC392510 1926.794 1614.424 1843.469 1554.567
3013 ENST0000026TIMM23 98.31905 85.13742 95.10786 198.3466
8801 --- --- 150.9387 133.5942 153.5298 149.8803

15109 NM_00108050RBM44 22.70635 26.67632 30.38876 51.61007
28125 NM_003308 TSPY1 348.4455 369.2313 309.1988 345.0064
17249 --- --- 311.8965 112.7408 426.554 367.2726
23168 --- --- 311.8965 112.7408 426.554 367.2726
8897 NM_0010136 LOC390637 147.2913 152.9638 155.6486 187.5858

27387 --- --- 2327.004 2286.032 2227.723 2482.741
1463 NM_032348 MXRA8 892.5533 964.9946 849.4299 856.4702

18535 NM_152673 MUC20 162.6638 166.6654 167.264 157.6136
10918 NR_003108 NBR2 353.3274 302.6312 271.4449 349.6968
15785 --- --- 10.85662 12.7352 13.44245 12.40923
9598 NM_00110524TMC5 53.06198 46.51072 52.97286 55.48635

16325 --- --- 99.53366 109.0046 109.6717 119.6631
17075 NM_144659 TCP10L 91.2412 42.59781 75.28258 85.24331
21190 --- --- 20.73891 12.9936 21.00734 14.96702
6010 --- --- 124.9132 93.78909 143.3865 230.0047

21891 NM_00102356ZNF187 282.2401 263.1988 234.4787 422.1904
3348 NM_153336 PSTK 133.1049 110.904 109.7811 174.9918

18971 NM_000796 DRD3 75.15532 66.45548 69.32674 68.43772
22183 NM_003318 TTK 1193.9 754.5054 1241.835 2054.484
2210 --- --- 593.1388 740.3002 782.1212 684.8335
6097 NM_00103228TMPO 3503.482 2142.264 3163.519 4370.044

10529 AF229804 LOC10013145 126.5229 156.2784 118.4282 124.0241
25039 NM_0010391 FER1L6 80.7057 77.66377 90.27757 106.2546
11625 NM_031959 KRTAP3-2 107.3037 140.034 120.9007 131.9321
12045 NM_031959 KRTAP3-2 107.3037 140.034 120.9007 131.9321
16502 NM_000490 AVP 185.6423 192.8606 202.0146 194.4158
11985 NM_003655 CBX4 600.0195 874.189 708.504 450.2031
5597 NM_022112 P53AIP1 43.48318 47.56221 56.98122 53.52472



4330 --- --- 119.7259 84.77005 127.1232 135.6459
901 NM_024330 SLC27A3 211.3723 998.6832 280.9303 159.5838

5442 NM_004771 MMP20 117.0961 85.14476 88.55996 109.1603
22149 BC041125 KIAA1586 720.5325 764.9854 832.6913 770.1653
8917  ENST000003 HMGN1 1415.641 1118.121 1331.983 1324.645

12989 NM_012268 PLD3 1405.324 3058.763 1373.049 2198.198
23296 NM_032944 STK31 72.64434 61.28786 70.38216 55.92885
26756 NM_004059 CCBL1 237.7851 329.6099 232.9822 320.9764
13718 NM_0010398 C19orf46 124.8913 118.174 136.5121 158.3088
2442 NM_000569 FCGR3A 82.77325 160.8625 93.15656 124.2399

25157 ENST0000038OR7E125P 183.7799 237.9605 266.1778 230.7317
1479 ENST0000032FLJ14100 167.7722 180.9515 184.3709 165.6254

16505 BC000643 C20orf116 902.8597 895.0215 877.0886 893.9495
19555 NM_214711 C4orf40 97.76242 80.13797 91.33039 96.45599
15630 NM_017980 LIMS2 224.8337 211.7183 201.6085 215.7564
16302 NM_080552 SLC32A1 145.1065 133.8684 130.9678 134.0516
10382 NM_013304 ZDHHC1 353.1256 455.0649 384.9019 408.5042
8144 NM_006939 SOS2 1359.107 1307.279 1318.631 1489.07

22809 NM_032111 MRPL14 1292.764 1158.321 1342.478 1521.762
16718 NM_130896 WFDC8 34.32995 25.35407 37.54136 36.64194
16196 NM_005492 CST8 72.63868 60.57841 59.84501 76.80769
7619 NM_017769 KIAA1333 847.9468 615.679 816.8832 1521.837

24894 --- --- 32.14157 21.83405 33.46887 24.66693
3189 NM_018131 CEP55 2864.291 1359.186 1925.798 4255.479
8264 NM_005050 ABCD4 561.3918 447.3382 474.7258 590.5031

79 --- --- 528.732 643.9999 729.3771 605.4993
1942 BC047053 C1orf141 30.06507 38.28807 28.96179 31.37812
5404 NM_016931 NOX4 410.9889 111.6674 197.5382 365.0123

10464 --- --- 81.11781 78.81657 97.76088 98.32542
24145 --- --- 48.06507 72.39849 53.03355 50.68922
15420 NM_032319 C2orf7 211.9322 225.6316 252.852 178.9374
24003 AB052759 TRA2A 781.4327 956.1713 704.2689 661.452
9046 NM_00100394BMF 172.4373 183.0867 179.1089 235.5064

10110 NM_002705 PPL 87.87997 92.51849 96.9817 110.5197
8739 --- --- 14.91148 18.97554 18.77713 23.84464

20901 NM_0010331 PAIP2 2657.861 3153.733 2518.705 3552.422
17371 ENST0000035TMPRSS6 142.1128 114.87 124.8303 134.4686
19639 AY956764 HSP90AB3P 2928.655 2238.908 3092.223 3475.231
21814 NM_080723 NRSN1 152.9827 166.4698 187.4398 186.9687
3169 NM_00101098IFIT1L 113.4111 49.58823 100.0501 118.067
2920 --- --- 202.4184 216.6053 235.4875 179.7488

22322 BC062712 C6orf58 47.23414 74.46324 75.41096 55.31632
15398 NM_014911 AAK1 999.2703 969.1688 1106.244 976.7419
1012 NM_002155 HSPA6 284.1227 437.5536 406.0234 222.8507
7625 --- --- 4.319456 2.272857 5.804313 2.600453

10017 NM_032259 WDR24 286.2808 265.955 280.7694 326.3338
7923 NR_003195 SNORD114-3 49.5735 31.84494 38.08086 44.27995

11646 NM_002279 KRT33B 259.715 337.7854 280.2668 278.164



6792 --- --- 17.98094 25.28198 22.31543 18.80841
12270 NM_080475 SERPINB11 35.12918 52.43998 55.19005 27.39998
18964 ENST0000039WDR52 310.4293 312.8192 379.8716 317.4368
21298 NM_003187 TAF9 1001.699 849.9599 1113.451 1370.287
21120 NM_033549 TRIM41 459.4499 368.0238 509.9131 417.2831
26286 NM_012416 RANBP6 1074.326 628.8699 914.438 1467.477
17480 NM_052839 PANX2 403.6027 371.3327 288.5854 360.6107
7425 --- --- 105.3981 114.3808 107.2243 100.3694

27959 NM_001448 GPC4 18.36145 69.42879 24.04392 18.52382
20273 --- --- 248.1592 302.1554 263.226 362.3267
17338 BC007304 MGC15705 97.55351 102.2894 90.994 107.1825
2295 NM_00102420SPRR2E 50.85824 51.71373 50.2887 71.98498

15080 --- --- 51.82546 112.2585 80.04613 47.9661
21241 --- --- 41.87109 45.15819 37.91506 24.39934
28180 NM_004676 PRY 255.9188 236.0828 207.5663 231.0947
28250 NM_004676 PRY 255.9188 236.0828 207.5663 231.0947
28243 NM_005058 RBMY1A1 30.6922 24.21881 31.85102 30.08633
2125 NM_005872 BCAS2 942.7839 906.0379 1096.366 1221.518

13272 NM_033106 GALP 56.57571 46.25159 54.80186 48.71732
17117 BC128198 C21orf129 268.1063 271.849 239.304 240.6131
16858 NM_001338 CXADR 31.13221 610.14 47.43142 434.8161
6413 NM_176885 TAS2R44 147.2526 114.8964 104.8551 187.523

16253 NM_032819 ZNF341 517.6766 476.4076 528.7742 451.1552
7403 ENST0000033RP11-365K22 3928.252 4135.593 4044.454 3959.636

23839 NM_00100528OR2A1 101.7415 132.7584 116.6894 127.0303
4404 NM_005146 SART1 931.3089 619.22 827.7982 1018.083

11399 NM_006382 CDRT1 122.0749 102.2828 123.7372 106.1529
8136 NM_001001 RPL36AL 1459.147 1158.678 1624.335 2059.207

11707 --- --- 77.4237 90.50983 83.33964 63.6974
24915 --- --- 48.05485 68.16514 56.58705 52.23958
18524 NM_198184 OSTN 33.48723 46.02237 45.12857 29.3567
12840 NM_182515 ZNF714 834.3257 613.4774 667.1852 1217.748
5386 NM_021825 CCDC90B 703.21 650.8907 864.1522 724.3331

14041 NM_144686 TMC4 156.2365 162.3969 137.034 124.0156
19495 --- --- 50.93549 50.83337 48.5249 42.23404
22842 NM_052872 IL17F 126.2084 131.6367 128.4148 149.8202
1841 NM_020883 ZSWIM5 251.3457 387.3481 252.4149 379.5333

17136 NM_000100 CSTB 6479.533 8517.638 7078.167 6859.097
26215 NM_002297 LCN1 164.3843 200.4087 226.0151 213.4776
26314 NM_020344 SLC24A2 65.43032 62.14605 71.8909 61.41211
4502 NM_025098 MOGAT2 64.91855 51.52002 74.99648 79.84401
2006 NM_002053 GBP1 976.2831 879.881 1065.765 962.7486
8931 NM_000875 IGF1R 1661.175 3360.956 2069.593 1554.591

24587 --- --- 84.26333 69.00252 78.46385 86.92035
7214 NM_006573 TNFSF13B 134.0049 421.3044 181.1653 151.3295

12577 NM_024760 TLE6 129.2827 179.1821 135.7483 90.38505
10566 NM_00100168MED11 320.5571 396.3947 371.1422 359.4975
26791 --- --- 147.2045 171.9917 157.7883 132.9017



23845 --- --- 93.59921 81.41815 89.11707 95.68739
1038 NM_012474 UCK2 1992.864 2129.17 2208.856 2241.836

25386 --- --- 61.23878 58.68314 56.30264 86.84291
4477 NM_001567 INPPL1 1585.263 1297.171 1362.602 1252.808

15141 ENST0000034LOC10013176 160.8323 170.8272 138.6774 161.3658
1748 NM_005066 SFPQ 4355.601 3431.026 4489.129 4687.614
2052 NM_000110 DPYD 1401.294 1040.339 1708.326 1032.234

18829 ENST0000038DNAH12L 40.15618 55.51817 29.82498 30.66998
6639 --- --- 15.04214 8.864435 8.997884 32.22109
2710 NM_002296 LBR 2353.906 1997.908 2956.013 3324.434

10767 NR_000010 SNORD4A 337.9323 346.1855 301.7099 349.6217
17848 NM_005718 ARPC4 2270.828 2007.619 2402.538 2007.937
15101 ENST0000030LRRFIP1 309.5323 439.5045 210.1217 232.3848
22751 --- --- 45.46128 47.67318 53.43876 41.43829
23006 --- --- 69.22556 61.7675 59.56604 65.93607
4974 NM_138421 SAAL1 1715.129 1386.156 1922.538 1727.51
4201 NM_00100470OR4C3 49.734 41.18413 59.01781 52.38342

21227 NM_0011151 C6 40.73265 37.33555 40.90117 44.47473
20383 --- --- 0.6199571 2.768809 1.155921 2.599223
6445 --- --- 157.349 116.0287 116.6742 182.9887

13817 NM_002088 GRIK5 141.825 120.1628 127.2151 114.7701
19320 NM_025163 PIGZ 108.663 133.5842 105.8928 114.2675

520 NM_152489 UBE2U 24.47014 25.13667 22.11685 23.67038
9368 NM_003847 PEX11A 227.538 287.2767 177.8787 303.7318

19870 --- --- 20.07553 5.069168 10.95963 30.79333
1452 BC006300 C1orf170 146.6131 171.3315 153.0761 166.9328

10676 NM_201274 M-RIP 2149.876 1881.592 1950.819 1918.482
20287 NM_003619 PRSS12 474.2376 540.8406 498.1478 514.3795
3365 NM_002412 MGMT 115.3539 210.43 127.2559 108.002
2786 --- --- 33.8083 33.10112 30.04257 51.89962

27252 --- --- 19.8379 21.60194 11.87262 11.51758
3751 --- --- 53.83998 65.12958 71.07447 93.74452

28285 NM_002116 HLA-A 7019.776 9376.179 8241.056 5392.325
22614 --- --- 86.50963 113.357 89.09122 83.07264
22222 NM_024641 MANEA 1700.826 1335.988 1646.373 2210.007
21230 --- --- 88.33632 42.18387 85.42065 86.45556
14728 NM_006895 HNMT 128.53 253.3687 158.6487 136.6337
11501 XM_00172612LOC10013079 267.4697 220.8078 211.9971 252.7759

332 NM_005095 ZMYM4 2715.001 2870.891 2722.482 3146.781
14987 ENST0000032DKFZp434H14 611.4772 403.8048 544.7453 734.0236
28069 NM_001456 FLNA 7265.153 6616.05 7470.75 7098.157

737 NM_003594 TTF2 1004.636 945.8611 1067.933 990.4412
27742 NM_0010022 DGAT2L4 35.28203 55.55114 51.04256 59.19007
24630 NM_201402 DUB3 68.527 62.65129 81.33546 63.8451
25170 NM_201402 DUB3 68.527 62.65129 81.33546 63.8451
25346 NM_014682 ST18 52.91364 40.94056 49.8569 53.84385
9505 --- --- 23.82718 44.12096 34.91801 45.59146
3186 NM_183374 CYP26C1 238.5762 241.5571 268.4356 248.5112



18752 BC023586 C3orf62 326.9534 259.4103 330.0526 286.6424
8339 --- --- 149.1654 156.9815 168.0457 228.5052

27803 --- --- 5.224928 6.658256 7.164848 9.95287
16614 NM_173460 DEFB119 46.41618 58.47546 69.28703 68.10641
21210 NM_145000 RANBP3L 18.42417 20.98532 14.56333 16.62392
20558 NM_000908 NPR3 180.3717 88.03778 78.61157 212.1008
21114 --- --- 34.83013 31.72953 35.82989 32.58198
1272 NM_018650 MARK1 335.517 281.2593 416.7353 452.0029

13561 --- --- 90.82471 95.43352 96.22157 109.9231
10704 NR_006880 SNORD3A 1835.949 1906.649 2453.673 1967.448
10706 NR_006880 SNORD3A 1835.949 1906.649 2453.673 1967.448
11438 NR_006880 SNORD3A 1835.949 1906.649 2453.673 1967.448
11439 NR_006880 SNORD3A 1835.949 1906.649 2453.673 1967.448
11441 NR_006880 SNORD3A 1835.949 1906.649 2453.673 1967.448
22858 NM_001498 GCLC 1271.684 1040.246 1304.944 1152.153
6077 --- --- 134.1185 188.3678 151.2004 98.48283
6920 NM_006836 GCN1L1 2343.472 2147.808 2435.979 2520.75
4029 NM_176875 CCKBR 460.9403 499.7752 472.5164 478.0691
8817 NM_00110140hCG_38941 58.42451 43.12774 59.161 50.42601
8618 --- --- 152.0312 178.7621 147.7702 157.9744

20692 --- --- 18.0978 18.45211 11.85478 23.85253
10639 NM_145054 WDR16 73.01543 68.33556 72.06631 68.54521
24447 NM_016945 TAS2R16 24.10374 13.49934 12.79795 18.81016
15622 --- --- 29.39385 29.74168 24.91282 15.48274
6319 ENST0000039FLJ44874 104.2865 108.792 106.0265 109.8411
2758 BC014600 LOC645339 44.68967 46.82645 37.98256 53.25756

16472 NM_018257 PCMTD2 1047.183 1079.685 1088.268 1033.324
28746 --- --- 26.75183 23.45074 29.16415 24.70263
24127 NM_015198 COBL 50.51887 103.8459 62.12518 57.88199
19797 NR_000007 SNORD73A 452.3936 445.7375 382.4696 417.6316
12386 NM_001650 AQP4 71.75021 87.86051 74.48856 89.70393
6273 NM_198827 GPR133 101.0428 110.3019 96.84605 115.1096

13442 NM_005490 SH2D3A 101.1255 136.1515 96.18095 121.0305
5918 NM_058173 MUCL1 108.0106 95.85108 116.074 121.8351
1367 --- --- 6.065118 2.583163 4.242141 6.404232

19356 NM_003704 C4orf8 946.0661 804.2139 911.6489 953.0162
20965 NM_152406 AFAP1L1 551.966 435.3075 364.6741 622.3055
3526 ENST0000032GJD4 247.2996 239.1943 263.2196 265.4534

20679 --- --- 0.01217774 5.592577 0.5090992 8.024047
26446 --- --- 0.01612281 21.62237 92.61681 0.00482584
17064 NM_175857 KRTAP8-1 73.33073 87.104 87.6789 82.54708
1444 --- --- 1206.918 1544.316 1417.852 1623.743
4641 AY358815 UNQ2550 61.8845 53.43382 48.66186 55.05274
6500 NM_198992 SYT10 72.97189 70.28066 79.23093 55.80235

26229 NM_00108048LOC389813 604.0293 718.2477 654.1655 585.1164
23830 NM_012365 OR2A5 63.97317 53.78302 54.81971 64.12922
13608 NM_024104 C19orf42 2095.306 1760.435 2003.77 2211.628
6480 NM_198965 PTHLH 173.6629 77.01109 133.8339 100.3891



4563 NM_181645 CCDC67 36.28883 31.37717 35.86132 33.39239
1751 NM_002794 PSMB2 5195.78 4039.141 4864.382 5471.393

19603 NM_018243 11-Sep 4436.894 3804.629 4425.517 4303.62
26832 DQ150361 C9orf140 269.8982 145.3158 262.9719 337.4264
15229 NM_000182 HADHA 2764.366 3460.403 2675.333 3355.455
9914 NM_002811 PSMD7 4162.411 2733.581 3497.591 4661.248
493 --- --- 6.672101 9.093571 7.761859 13.1078

15957 NM_018000 MREG 354.1917 1658.155 412.6196 301.179
17015 --- --- 62.67214 57.96561 55.79647 78.591
12306 NM_017512 ENOSF1 395.8758 460.7062 359.1115 542.7188
6277 NM_016155 MMP17 347.3017 1260.013 378.7498 253.8195

22165 --- --- 31.23601 28.21589 41.82724 39.584
15113 NM_194312 ESPNL 238.2209 239.3229 203.0077 230.9589
3804 NM_033163 FGF8 156.9559 131.5606 159.7277 166.4429
7640 BC032221 KIAA0391 1482.096 1259.816 1460.428 2055.991
9549 NM_020686 ABAT 151.8797 203.6478 161.2439 126.3645

11451 NM_000691 ALDH3A1 234.2131 251.6404 259.6049 259.3286
27903 NR_002584 SNORA69 23.80901 21.19868 18.72596 34.36125
5346 NM_173582 PGM2L1 234.8212 143.9771 238.2165 182.3584
2209 --- --- 597.5757 757.763 790.2657 694.8145
538 NM_001924 GADD45A 728.4355 1041.192 791.483 1094.479

6549 NR_002951 SNORA2B 90.99554 64.24426 68.88213 85.58653
20306 --- --- 170.397 132.6545 181.0799 241.3073
25109 NM_032902 PPP1R16A 465.4736 424.5419 418.7199 445.9978
22224 --- --- 96.38809 50.88859 80.40551 79.67273
26125 NM_144965 TTC16 94.25951 104.7779 106.5884 116.0482
23848 BC021251 C7orf33 86.47772 77.66521 83.04446 79.38811
7801 NM_021188 ZNF410 948.9731 821.3563 934.4552 904.6362

26889 NM_0010798 GYG2 126.8749 779.2872 169.422 68.90359
12150 --- --- 49.29057 52.68654 45.10943 45.64834
5116 NM_003146 SSRP1 2787.509 1997.118 2456.856 2981.291
6177 NM_006700 TRAFD1 846.775 895.5601 881.55 876.2532

22677 NM_002904 RDBP 2981.179 2564.979 2636.311 2716.42
28385 NM_002904 RDBP 2981.179 2564.979 2636.311 2716.42
28509 NM_002904 RDBP 2981.179 2564.979 2636.311 2716.42
26214 NM_016034 MRPS2 3010.211 1865.379 2393.325 2782.319
26168 NM_003934 FUBP3 3055.812 2588.955 2896.143 2791.192
25750 --- --- 219.3878 251.0112 260.8543 258.6496
16341 NM_003008 SEMG2 29.47994 25.44639 27.67043 26.42253
21222 NM_012382 TTC33 485.5098 494.5531 471.3428 577.8297
26840 NM_0010017 LOC401565 181.1487 189.9984 181.1758 180.8506
2708 NM_002533 NVL 804.2476 757.9976 857.8331 834.4399
965 NM_001765 CD1C 81.02966 59.0392 74.82676 66.3791

24874 NM_173519 RLBP1L1 75.86047 86.79909 91.62412 93.84389
16161 --- --- 140.7182 165.1537 149.2588 144.0992
12771 NM_005370 RAB8A 1521.862 1079.464 1448.148 1659.63
17230 NM_005207 CRKL 2303.275 2153.237 1954.374 2426.392
3952 NM_00100148KRTAP5-5 175.6658 199.9131 166.7358 179.5708



4776 --- --- 10.63938 4.467813 1.861566 1.891644
7483 NR_002225 RPS26L 3435.069 2481.595 3578.18 4036.874

11781 NM_178500 PHOSPHO1 110.3645 101.9472 114.5982 106.9016
26924 NM_003611 OFD1 262.2741 334.8548 373.1467 287.9653
26004 NM_173198 NR4A3 123.8263 214.6985 146.921 130.2379
17213 NM_022720 DGCR8 871.527 732.7502 850.0486 899.1096
18842 AF134979 NPCDR1 94.94217 84.81584 72.94682 91.67849
10611 NM_172089 TNFSF12-TNF 554.5493 583.1413 540.2475 470.3076
5571 --- --- 45.45546 49.31546 38.6827 30.22718
181 NM_182744 NBL1 846.1001 1220.96 582.7617 1047.96

26650 NM_00108039KIAA0368 2379.86 2255.735 2553.416 2670.879
5310 NM_005117 FGF19 81.33827 99.89984 83.59142 99.95821

28549 --- --- 9.029508 7.920133 14.1322 14.75305
5951 NM_032786 ZC3H10 340.5489 398.3879 350.8656 414.5812
4182 NM_052854 CREB3L1 164.501 129.5101 123.2979 157.7595

11133 NM_017728 TMEM104 996.3853 767.3132 1018.622 800.873
22533 --- --- 363.6163 382.9618 388.8569 380.6535
13429 NM_005934 MLLT1 1369.84 987.1382 1191.03 1334.59
26723 NM_173690 C9orf126 579.9827 514.9908 524.1929 746.7376
17560 NM_015672 RIMBP3 117.0108 93.66941 127.5773 128.4475
15666 --- --- 8.060336 5.883268 4.314828 4.973568
22860 NM_019036 HMGCLL1 51.15205 49.29589 28.07898 47.16067
7543 NM_00100448OR11H6 64.2945 60.75936 65.64549 66.82562

19962 NM_032432 ABLIM2 155.0756 149.0707 139.598 151.0746
28008 ENST0000035CXorf18 1138.139 1289.934 1160.644 836.1678
14989 NM_014140 SMARCAL1 781.9147 809.5057 686.7042 783.9247
27952 NM_021183 RAP2C 959.1387 923.9866 1010.501 982.2513
28176 NR_001554 CSPG4LYP1 237.2882 475.6461 307.0309 223.964
28254 NR_001554 CSPG4LYP1 237.2882 475.6461 307.0309 223.964
19507 NM_006206 PDGFRA 97.3519 92.61266 83.66478 101.5825
18434 --- --- 25.91628 22.61322 36.87752 40.09457
23520 BC063788 FLJ37078 260.8033 248.422 239.227 252.8524
25256 NM_007257 PNMA2 70.13156 142.1612 50.80096 88.53999
21955 NR_002971 SNORA38 268.2213 300.9321 232.0834 257.2392
21735 --- --- 49.67967 51.01845 51.63805 58.00321
7672 NM_002408 MGAT2 1250.763 1170.944 1308.56 1554.022
4890 NM_00100516OR52E8 72.0724 65.79826 73.53171 72.02847
452 --- --- 4.190761 0.9453003 1.950729 3.492769

15877 NM_153697 ANKRD44 304.0095 1215.627 370.9918 284.0214
19395 NM_00101444CPZ 238.9213 222.7946 266.5157 242.6884
3535 NM_145011 ZNF25 181.435 270.1397 148.219 256.1296
2445 BC032957 C1orf111 90.48855 96.51192 120.6616 113.8603

20746 NM_006467 POLR3G 2177.709 3589.78 2257.607 2560.39
9065 NM_016013 NDUFAF1 278.8753 191.3682 248.1311 467.1573

25200 NM_201402  /DUB3  // DUB 87.71941 79.10661 90.11152 79.82862
15105 ENST0000030LRRFIP1 671.3613 682.1119 652.6527 671.271
16383 BC093937 LOC284751 132.1064 137.6161 127.3628 122.155
21592 NM_015981 CAMK2A 239.4499 232.1738 214.1708 230.122



21775 NM_0010402 SYCP2L 47.70859 49.84069 71.05048 47.59272
4382 NM_002689 POLA2 1582.745 1082.656 1573.207 1303.024

18264 --- --- 22.1072 24.62056 25.60843 23.34871
464 --- --- 38.42736 40.19957 32.59458 24.34231

6088 NM_006838 METAP2 2021.67 1486.898 1942.329 2451.718
26790 NM_006753 SURF6 328.0486 315.5804 369.1983 374.6367
6878 NM_016226 VPS29 1405.069 1628.703 1492.208 1944.019

19298 NM_001647 APOD 1710.654 16171.82 1698.303 169.1851
1632 NM_002885 RAP1GAP 76.34363 212.2181 74.35922 67.06217

13357 NM_203304 MEX3D 1102.59 834.7656 911.0234 958.9554
3605 NM_032997 ZWINT 1297.124 601.8234 664.248 1756.51

16444 NM_002531 NTSR1 298.3746 115.1611 100.2442 81.69372
18285 NM_032343 CHCHD6 531.3992 730.9373 446.1385 623.7844
7888 NM_016417 GLRX5 1383.17 1434.861 1584.698 1630.964

13323 NM_001009 RPS5 5903.841 5494.316 6584.764 6242.414
9747 --- --- 664.0189 750.1945 692.7155 703.2051

18609 NM_152396 METTL6 494.602 556.0015 487.0818 576.4825
28490 NM_001264 CDSN 209.7202 220.4047 221.2363 234.0053
26377 NM_006664 CCL27 129.123 138.8177 149.5864 136.9669
18658 NM_014805 EPM2AIP1 1021.679 917.9647 973.7945 874.8362
3675 --- --- 41.72479 30.35929 45.99669 53.66876

22995 NM_022765 MICAL1 596.2047 1046.421 490.5735 481.0446
16904 NM_000629 IFNAR1 1505.014 1255.806 1670.318 1302.026
15059 NM_030926 ITM2C 5104.403 7647.384 5682.759 3841.932
7729 ENST0000025LRRC9 9.344623 8.664584 14.18129 10.84626

14767 --- --- 209.2944 223.6013 223.61 224.287
15830 NM_181342 FKBP7 333.8479 731.7311 319.9451 300.7563
11644 NM_031964 KRTAP17-1 105.4837 97.96834 117.0355 121.128
6381 --- --- 15.50086 19.81202 29.66774 26.02411

21022 --- --- 36.1632 48.95618 34.48239 33.36097
10901 NM_001070 TUBG1 8013.532 6131.209 7426.016 6837.002
8791 NM_138967 SCAMP5 141.3056 322.1907 162.8474 133.4156

20272 NM_024090 ELOVL6 1301.203 857.6022 1340.336 1981.003
6479 --- --- 144.7394 131.8619 197.2524 154.5062

17580 NR_003950 ZDHHC8P 244.7346 250.7967 239.621 232.2433
18359 --- --- 694.2596 626.5642 873.2429 642.324
1256 NM_024749 VASH2 290.8282 304.8613 286.6792 292.1545

12002 NM_025161 C17orf70 644.9169 587.339 607.8743 668.6443
17843 NM_0010775 MTMR14 696.9349 695.5053 687.5181 634.7649
8630 NM_002373 MAP1A 133.9799 132.1881 153.2319 136.7431

25693 NM_133497 KCNV2 110.2799 117.5936 108.7875 111.3215
14777 NM_022826 7-Mar 2506.075 2022.215 2389.81 3260.589
10734 NM_021012 KCNJ12 178.782 205.439 163.0058 173.9941
12717 NM_006397 RNASEH2A 1508.93 1228.641 1189.851 1608.164
17816 NM_000482 APOA4 314.0252 430.2374 346.469 298.4819
26710 NM_006626 ZBTB6 712.5395 810.1694 833.0453 690.0449
15773 --- --- 50.0412 55.20674 49.82539 53.70393
20419 --- --- 6.571612 3.85457 0.819905 0.46999



22937 BC000764 C6orf166 2506.719 1999.407 2335.559 2455.852
10980 --- --- 113.3791 183.8631 103.6438 118.1191
13424 NM_000149 FUT3 89.46492 84.36729 106.8115 101.2486
7224 ENST0000028C13orf28 56.77811 56.26026 67.35414 59.71899
1879 NM_032449 CC2D1B 1085.892 947.5562 1060.478 1033.597

17130 ENST0000035C21orf105 58.87653 83.94956 78.588 67.76125
26937 NM_018360 CXorf15 1005.614 911.476 1252.209 995.3733
20398 --- --- 130.9188 124.5489 100.8119 114.1293
7520 NM_000705 ATP4B 101.9565 89.64417 111.7528 125.1245

19406 NM_0010020 DEFB108B 91.97659 104.1365 109.6865 108.4316
4469 NM_0010020 DEFB108B 91.97659 104.1365 109.6865 108.4316
7680 --- --- 277.6436 325.4179 262.2791 325.462

10192 NR_002453 LOC595101 3596.127 4898.942 3621.211 3752.354
6897 NM_138451 IQCD 77.26115 89.35374 115.4788 85.17435

21636 NM_024565 CCNJL 1001.637 646.6602 1019.842 747.1542
26730 NM_012098 ANGPTL2 1045.286 844.6102 1145.642 1020.15
7118 NM_213590 TRIM13 522.6594 497.8128 448.0865 703.5757

18734 NM_003365 UQCRC1 1834.902 1661.083 1768.631 1552.975
15281 --- --- 7.84194 1.981557 17.24941 24.12259

348 NM_018101 CDCA8 1886.71 987.761 1765.565 2310.131
26828 NM_001606 ABCA2 583.8784 1068.832 685.4171 390.4651
22903 --- --- 27.69339 19.74824 24.82997 11.86361
17252 ENST0000039IGLV6-57 104.9637 96.83707 122.5881 116.5439
20676 --- --- 10515.2 10626.03 11698.92 10617.65
12621 NM_032306 ALKBH7 269.1152 224.4515 232.0786 282.3639
28837 --- --- 7.185011 5.389098 7.002461 7.297987
3071 NM_005203 COL13A1 197.3727 179.2679 200.546 165.2389

23172 ENST0000036C6orf159  // R 115.9994 104.0915 69.5591 162.0369
20635 XM_00172278LOC10013291 29.33466 26.61048 28.0955 34.15949
8958 NR_003659 WASH3P 971.1149 996.7043 837.1194 1003.258

13070 BC028228 FLJ40125 110.7391 293.6736 133.0587 96.01946
381 NM_001905 CTPS 2178.265 1604.605 2350.903 1776.593

19447 --- --- 28.3245 20.55683 30.00795 23.71204
3051 NM_012207 HNRNPH3 2325.285 1295.894 1703.174 3166.341

13328 BC001952 MGC2752 626.3244 703.8398 651.1614 586.6299
18529 NM_130837 OPA1 2311.288 2188.818 2035.845 2854.069
13027 NM_174945 ZNF575 98.70206 98.01914 117.3638 109.5062
21806 --- --- 13.54834 13.2131 20.13858 6.438708
14313 NM_002158 FOXN2 810.9584 966.3985 839.9327 847.3636
20721 NM_003248 THBS4 180.6495 115.4932 126.3934 156.3336
23478 --- --- 10.50837 9.476863 16.17352 11.0589

253 NM_006015 ARID1A 2164.468 1747.766 2150.21 2087.997
3055 NM_018237 CCAR1 2826.02 1867.429 2415.903 3654.818
4560 NM_005467 NAALAD2 43.70576 29.41415 51.89302 56.21384

22220 --- --- 28.85596 40.04693 41.69537 24.36896
5311 ENST0000030FGF4 60.25999 52.31227 70.78001 54.38075

28689 --- --- 12.31683 12.68986 17.5264 14.86477
333 --- --- 30.41438 45.1803 25.97518 35.71386



11460 NM_015276 USP22 3407.315 3084.683 3182.794 3552.262
2299 NM_005621 S100A12 44.62605 32.84015 47.05912 38.30541
6938 ENST0000031C12orf27 63.42161 57.97786 54.44229 50.28174
3801 --- --- 88.7981 104.0665 104.7274 104.9763

21817 --- --- 4.530386 4.791353 3.468445 4.344561
26190 NM_0011228 GTF3C5 1914.591 1415.654 1790.858 1921.573
18688 NM_00109966HIGD1A 1785.471 2034.06 2011.111 1853.945
18468 NM_133462 TTC14 396.0784 434.0838 362.5321 498.1231
19979 NM_005130 FGFBP1 82.74356 71.85551 103.2665 409.874
9794 NM_005947 MT1B 2273.42 1706.773 1759.432 2911.264

15192 NM_00100200NT5C1B 265.5619 260.9344 271.9638 259.1207
17149 NM_198694 KRTAP10-5 132.7274 132.0769 131.4604 140.1487
10987 NM_152244 SNX11 462.0741 484.356 434.0213 494.7105
3928 NM_178537 B4GALNT4 134.8807 133.0286 151.5065 143.2918
6519 NM_153026 PRICKLE1 1201.573 650.4641 843.3649 1111.139

17342 NM_014662 DEPDC5 598.0182 605.4035 588.3536 619.4445
28706 --- --- 30.46899 26.67812 24.1279 38.66885
22556 --- --- 303.3533 275.8301 293.7799 266.7906
22079 NM_006245 PPP2R5D 1495.24 1202.702 1350.348 1559.824
10026 --- --- 154.8049 148.4761 156.1573 165.0584
3582 NM_021226 ARHGAP22 822.3625 258.633 237.7227 1148.262
3298 AK027209 hCG_1776259 132.3833 126.8161 127.4696 146.6412

28244 NR_001541 TTTY5 152.3393 182.4383 151.5406 159.7313
816 --- --- 49.54692 51.44699 40.36345 37.82377

17195 NR_003714 DKFZP434P21 174.5436 151.9957 170.0322 188.7882
16553 --- --- 152.0294 164.0452 151.7923 133.3867
13249 --- --- 62.94 63.40228 74.8319 90.03434
12191 NM_005925 MEP1B 24.13345 29.99023 29.14865 27.0616
27666 NM_007075 WDR45 949.682 998.0054 1172.278 566.9757
3056 NM_152709 STOX1 43.61811 43.80914 37.44952 115.5784

17383 NM_003614 GALR3 404.9201 423.7364 400.0302 397.782
25570 NM_014078 MRPL13 525.8459 407.0578 498.5378 714.5547
22356 --- --- 47.7708 43.60159 49.26677 48.02897
27657 NM_013271 PCSK1N 738.4787 736.4509 723.1474 700.9203
15102 ENST0000030LRRFIP1 196.8074 234.0415 184.1981 246.6067
1870 AF242772 LOC51336 129.7861 169.5583 103.0706 136.2101
2456 NM_053053 TADA1L 667.6072 610.1736 748.4556 681.4097
8396 --- --- 14.89263 13.6806 8.910637 17.5321
5737 XR_042179 hCG_27695 3199.877 4125.161 3548.361 3687.938
5008 NM_001584 MPPED2 63.65791 104.2639 48.25159 64.65194

27621 NM_003688 CASK 1362.696 1342.453 1333.543 1338.371
28421 NM_002116 HLA-A 7909.625 10063.73 9448.339 6430.07
28700 --- --- 23.84921 48.00063 22.90179 25.08625
24376 NM_0010976 POLR2J3 1658.583 3221.664 1438.891 1345.136
16857 --- --- 13.17544 12.0378 16.67962 20.30347
25326 NM_004198 CHRNA6 118.7001 711.4912 131.7857 69.05778
27226 --- --- 15.97842 17.51657 18.63108 26.58297
6259 --- --- 415.9552 467.7905 427.9144 442.3302



2038 NM_014597 DNTTIP2 927.9921 630.6516 950.9652 1334.988
16141 NM_019095 CRLS1 1092.689 1039.579 1149.231 1136.664
28162 NM_005058 RBMY1A1 30.44561 23.76744 31.16418 29.34788
3995 NM_0010047 OR51F2 44.03343 50.38159 51.48115 52.64121
3522 --- --- 61.57606 59.22 87.49949 66.72344
4857 --- --- 44.89521 32.98008 41.73789 30.84034
2675 NM_144567 ANGEL2 890.4924 767.7335 942.4504 820.3193
9083 NM_000119 EPB42 106.1012 93.83842 105.8749 100.2789

28557 --- --- 151.4935 126.4404 123.5288 164.2255
7144 --- --- 33.68872 29.20489 27.22516 37.23024
1740 NM_018207 TRIM62 296.6117 427.4433 279.3665 249.8162
3665 NM_007265 ECD 2301.142 1698.148 1735.27 2875.553
6560 NM_212461 PRKAG1 3717.197 3401.252 3784.388 3629.769

17357 NM_006739 MCM5 2146.71 1720.207 1785.097 1891.19
18491 NM_182917 EIF4G1 4821.165 3701.233 4812.3 5113.995
23939 NM_00108049TNRC18 740.1601 748.7736 825.2037 615.6025
21214 --- --- 24.90098 31.84567 35.61806 34.54323
7795 NM_152331 ACOT4 49.67521 59.31962 65.73018 39.18762

12779 NM_015260 SIN3B 750.9376 820.3682 689.0649 831.1362
6131 --- --- 78.18954 194.1656 68.57397 77.1888
6133 NM_152318 C12orf45 310.4322 250.8458 324.7005 414.9466

14425 --- --- 53.4282 25.37979 80.30273 72.95486
24634 BC093747  // LOC349196  / 96.84236 112.3068 116.3849 122.4797
7250 NM_0011102 GJB6 102.8122 101.8932 100.5726 100.2758

14730 --- --- 34.3529 44.34894 24.61982 31.07533
14524 NM_212481 ARID5A 248.4275 277.0481 247.0371 222.6352
2604 NM_021633 KLHL12 938.3134 936.8667 958.3971 965.699
7040 NM_145657 GSX1 499.495 545.0149 519.5836 518.0507

15672 NR_002826 LOC401010 529.1862 505.3459 496.4077 538.8739
15303 NM_006887 ZFP36L2 1323.56 1249.341 1446.509 1077.033
12521 NM_130760 MADCAM1 395.9248 383.7186 353.174 410.0553
26578 --- --- 85.66623 79.8543 92.18006 87.09396
1338 NM_00101098C1orf124 1152.013 1019.814 1270.717 1119.347
2412 NM_003564 TAGLN2 5051.253 3563.891 4760.867 5401.908

25945 AL080179 LOC645961 81.93185 97.02177 78.20586 93.01508
16163 NM_020157 OTOR 47.4245 60.28553 54.9339 56.58226
10166 NM_006985 NPIP 3970.545 4592.216 3744.794 3736.264
12075 NM_000918 P4HB 6916.601 8540.716 6656.355 5995.089
12893 XR_040842 LOC731797 69.21537 120.4191 76.18204 63.96831
5199 NR_002562 SNORD28 625.47 680.1667 485.9497 907.04
9412 AF316855  // FLJ22795  // 408.6841 466.2466 410.0582 452.9961

21398 NM_018343 RIOK2 535.2817 387.3256 490.4411 749.1429
24361 BC104841 C7orf52 99.23385 110.6681 101.9803 80.05824

35 NM_000815 GABRD 166.1304 131.598 142.2428 151.2058
18303 NM_052985 IFT122 464.8178 484.0578 450.9074 501.1244
7241 --- --- 55.66026 53.34527 50.38343 70.04963

17570 NM_080740 ZNF280A 43.26358 262.8099 61.44073 31.62656
21737 NM_033260 FOXQ1 383.2986 431.0832 447.7881 408.4862



26847 NM_138462 ZMYND19 783.4809 626.5741 795.9777 690.0989
28552 --- --- 16.18736 12.35996 16.92512 11.28233
20334 NM_018717 MAML3 844.4919 840.0618 968.08 557.4074
8969 NR_002224  /ADAM6  // AD 109.2452 101.7818 111.6966 103.1756
5220 NM_138689 PPP1R14B 4408.778 3259.885 4395.546 3428.573
6341 NM_032641 SPSB2 1470.324 1345.184 1337.345 1413.383

14324 ENST0000035FLJ42562 127.0899 125.7832 122.2864 128.2971
23860 NM_0010992 LOC643641 216.6296 284.7108 234.9089 190.1662
24694 --- --- 0.8021643 5.270853 0.5662246 0.6417733
19506 --- --- 34.45515 27.51481 25.29344 24.81226
17925 --- --- 77.33591 62.71636 86.78815 102.8817
16230 NM_002110 HCK 206.2603 210.6486 206.1696 213.2812
23333 NM_133468 BMPER 195.2863 154.977 189.9939 170.4504
26421 NM_015667 FAM75A7 219.5604 247.1221 244.6045 224.1742
5502 NM_004724 ZW10 941.1222 504.5303 847.8749 1180.115
6935 NM_015918 POP5 262.2003 217.8177 244.7892 224.4961
2482 --- --- 6.287107 14.11194 17.14221 8.321707

25182 --- --- 76.1761 34.0211 145.9079 109.3661
12595 NM_032607 CREB3L3 124.7933 125.9325 122.2481 122.0479
15118 NM_00104044ASB1 792.676 710.3427 607.3825 851.0074
10963 --- --- 103.8617 102.8248 90.64368 105.2379
10965 --- --- 103.8617 102.8248 90.64368 105.2379
7287 NM_181785 SLC46A3 513.9764 315.5262 257.5744 261.1557

25457 NR_003594 REXO1L2P 294.2989 325.9102 335.0581 307.2521
25459 NM_172239 REXO1L1 294.2989 325.9102 335.0581 307.2521
25466 NR_003594 REXO1L2P 294.2989 325.9102 335.0581 307.2521
12439 NM_00103936ZBTB7C 159.3307 143.5145 145.0463 155.469
18798 NM_020163 SEMA3G 167.7524 148.2376 169.9556 145.9507
20749 --- --- 69.83521 84.23177 64.34966 52.54707
25464 NM_172239 REXO1L1 305.5617 338.3878 347.8942 319.0086
18335 NM_0010020 CLDN18 113.3889 118.2184 101.2686 125.6176
23157 NM_031924 RSPH3 316.176 309.9969 257.7404 406.7972
9490 NM_025108 C16orf59 523.6783 504.2843 562.2487 515.9481

18374 NM_007282 RNF13 980.4131 1160.034 1051.919 1228.389
21747 NM_003804 RIPK1 1152.97 872.9038 1353.797 1099.947
10484 NM_172347 KCNG4 135.9158 135.4373 129.2552 136.0206
14285 --- --- 24.11619 26.07827 22.94818 31.12802
1026 NM_016371 HSD17B7 522.5984 364.2426 470.9895 492.5801

23943 NM_001101 ACTB 14691.66 13427.93 15052.79 13871.72
22471 NM_018303 EXOC2 1605.265 1545.143 1732.284 1729.771
11908 --- --- 16.21843 9.40704 13.95635 21.12912
19542 ENST0000024MT2A 13278.46 9756.939 10568.03 16380.65
20301 NM_001154 ANXA5 8107.861 7873.693 8389.119 8379.092
27208 BC040290 UBE2DNL 135.8729 169.4141 147.2552 144.6353
1039 --- --- 32.44816 43.81916 34.93904 43.95034

28212 --- --- 204.5939 151.4069 198.9718 221.3635
18761 NM_153273 IHPK1 1062.678 861.0497 1023.9 964.349
10923 --- --- 18.22277 12.76626 15.34916 14.86747



14347 --- --- 259.1689 283.8086 245.907 253.2892
18703 NM_020347 LZTFL1 269.1863 387.707 396.2418 341.4544
3113 --- --- 1417.591 1291.335 1420.628 1704.673

14956 NM_020923 ZDBF2 210.4222 328.9909 188.1981 208.1162
1897 NM_004872 TMEM59 2478.197 4336.711 3201.915 2714.294

16743 --- --- 40.56891 29.07947 39.37285 46.04324
4300 NM_206893 MS4A10 73.22303 93.32732 76.4843 88.64035

22361 NM_015439 CCDC28A 311.3586 258.6719 246.8732 345.4224
16673 --- --- 0.00223331 0.03053161 0.01331763 2.885243
15222 --- --- 64.54917 74.66948 56.99961 72.16396
5692 NM_024865 NANOG 79.48491 97.37589 74.64945 112.4708

10740 --- --- 138.5932 160.5044 101.6241 107.4627
3485 NM_014915 ANKRD26 313.3297 198.3088 211.2559 494.3215

20048 NM_000809 GABRA4 110.4505 111.6856 111.7167 107.1975
4565 NM_033395 KIAA1731 787.4116 654.5022 793.3747 742.7794

16251 DQ080434 C20orf144 633.1508 635.037 675.8933 610.744
19007 NM_198402 PTPLB 4751.797 2865.966 4662.471 3683.219
27169 NM_006223 PIN4 200.9301 189.3485 155.8709 250.6334
23469 NM_018264 TYW1 381.7177 226.2871 298.9103 428.335
11434 NM_001455 FOXO3 2969.833 3331.401 3223.97 2765.171
26009 NM_003692 TMEFF1 600.8831 541.8071 526.7681 555.9564
7464 NM_020121 UGCGL2 543.4705 604.2286 510.0634 456.3366

21029 NM_012484 HMMR 857.4917 492.3686 645.5426 1355.156
9804 NM_032206 NLRC5 298.1024 252.4879 286.5592 355.7603

17158 AY035381 C21orf67 129.003 146.4922 160.5573 145.9907
3845 XM_372328 PPIAP19 87.50504 144.6389 112.303 74.70819
4737 NM_006176 NRGN 346.3972 232.9025 300.6968 374.7853

19256 NM_006548 IGF2BP2 2325.546 1827.637 1402.053 2449.889
19628 AY250185 C4orf12 122.2139 107.1318 115.4588 135.807
21147 NM_017755 NSUN2 2632.451 2383.706 2992.505 2654.705
26514 NM_005077 TLE1 960.3675 1260.187 1459.629 1158.883
9752 --- --- 225.565 264.1909 223.7399 239.3805
9144 NM_020396 BCL2L10 75.20055 74.5097 51.74527 66.84933

20912 --- --- 11.08263 6.965647 11.725 5.203764
20815 --- --- 114.2246 107.7588 120.1457 107.8941
3161 NM_0010805 LIPK 12.30898 16.76078 10.99579 9.854096
4035 NM_144666 DNHD1 243.4272 261.8705 198.9479 287.012

26897 NM_000351 STS 591.7404 437.0571 828.2305 499.9671
23212 NM_025154 UNC84A 1889.489 1982.051 2025.546 1963.151
3837 NM_022494 ZDHHC6 684.1331 582.0372 612.2737 750.2064

24472 --- --- 26.79278 8.06775 23.81557 32.75245
27035 AK094108 CXorf25 45.44751 44.97319 41.17619 53.17361
17522 NM_007098 CLTCL1 431.7086 352.4923 362.7645 470.2283

969 ENST0000036OR10R3P 58.88484 51.1061 67.39716 56.35977
11599 NM_032339 C17orf37 1575.09 1941.891 1541.639 1467.904
7750 NM_0011233 ZBTB1 547.3454 591.2585 579.5186 850.8354

22318 NM_0010317 TRMT11 379.077 368.3491 384.1068 461.092
19420 NM_001775 CD38 235.0989 233.1101 245.126 267.7657



7346 NM_183422 TSC22D1 2031.996 1363.145 1634.39 2062.446
15367 NM_006430 CCT4 3335.566 2764.673 3221.628 3934.583
18633 --- --- 57.33386 45.2774 49.38739 52.39071
26664 NM_139286 CDC26 1019.846 816.4543 899.8969 905.0343
17528 NM_006440 TXNRD2 817.0145 818.9893 1005.125 804.4648
23216 NM_138445 GPR146 117.5746 191.1224 119.8005 109.486
21170 --- --- 59.69908 80.59668 78.22795 72.11035
9255 NM_005477 HCN4 693.683 664.9276 630.952 667.8494

13312 NM_003436 ZNF135 164.4893 171.3448 162.5531 170.4344
7179 --- --- 57.47982 32.61775 57.20687 52.23303
9983 NM_182531 ZNF778 602.959 417.7343 491.1195 721.3199
9286 NM_005724 TSPAN3 2462.219 3460.17 2735.385 2674.083
6195 BC122872 FLJ42957 127.1544 184.6665 140.9281 131.5233
6724 ENST0000035LOC10012994 168.6985 177.6169 142.6568 197.4747

11032 NM_021626 SCPEP1 1032.624 1548.112 1066.73 1024.382
28124 NM_003308 TSPY1 340.8401 361.8059 302.9861 336.4535
13761 NM_001533 HNRNPL 5944.849 5100.33 5184.531 6292.81
12109 NM_021074 NDUFV2 2233.382 2629.224 2382.128 2410.596
6848 --- --- 100.8977 65.16547 41.00486 127.7604
8034 --- --- 44.98359 31.18772 30.75256 47.33012
6443 NM_032918 RERG 59.9621 83.81883 77.15395 44.19926
8269 NM_0010394 KIAA0317 2601.371 2200.506 2511.138 2602.304

15404 NM_003096 SNRPG 147.6837 152.0027 149.5688 159.3427
8792 NM_021823 PPCDC 164.0101 168.6723 131.3328 182.1267
6049 BC101016 C12orf64 23.08353 22.10342 21.2689 22.72013

17320 BC092419 LOC550631 181.3625 178.1646 180.558 160.694
27753 NM_013346 SNX12 1434.468 1497.405 1624.399 1500.849
18478 NM_017644 KLHL24 805.7289 1145.755 561.5191 1120.133
20627 NM_016338 IPO11 1828.799 1402.948 1639.727 2515.601
10417 ENST0000038LOC641298 3010.344 4198.65 3113.159 3234.855
15114 NM_198582 KLHL30 103.5555 113.8283 91.59425 114.1937
27650 XM_00171482SSX10 49.59946 36.86507 45.04059 36.41141
6222 NM_000545 HNF1A 177.8913 215.0408 174.9088 178.6969

16841 NM_174981 A26B3 9.658264 104.8325 19.61585 6.22823
19763 --- --- 14.24901 8.042048 12.38941 14.19393
19853 NM_016081 PALLD 974.6209 923.0109 880.1188 1282.507
4068 NM_001124 ADM 641.1129 798.6826 979.3813 849.7143

16866 AY077696 C21orf74 111.7992 72.77251 93.32898 84.57124
18308 NM_007117 TRH 139.0145 118.5113 131.6731 171.4886
8252 --- --- 95.12742 77.45195 107.3046 134.8072

21328 --- --- 64.09177 72.47381 71.7486 63.78525
21102 NM_014594 ZNF354C 423.021 432.0988 481.0008 397.438

922 NM_004952 EFNA3 176.4261 244.1628 156.279 233.0016
4915 NM_198185 OVCH2 48.54828 36.38034 49.19067 40.69582

19342 NM_000203 IDUA 230.371 332.0367 259.3647 251.3768
4966 NM_002645 PIK3C2A 2814.335 3322.322 2822.592 4507.807
3523 --- --- 6.803158 6.003888 7.279446 5.435495

28841 --- --- 3.111175 5.280082 6.555408 6.09165



25489 NM_175634 RUNX1T1 107.3961 35.9196 90.45937 62.16658
27681 XM_938042 LOC347549 400.8197 458.3238 374.7816 399.0623

482 BC035374 C1orf83 350.2008 369.2762 400.4706 386.0955
16847 NM_144770 RBM11 28.54164 146.0474 35.99532 15.83823
27527 --- --- 97.28421 118.8732 116.8574 93.34271
28126 NM_003308 TSPY1 385.7199 413.1335 341.9355 380.6029
7955 NM_002376 MARK3 1124.274 998.0131 1018.068 1239.378
6854 NM_003006 SELPLG 242.6142 265.6342 216.7086 667.7916

15364 NR_003707 SNORA70B 75.79857 118.9602 73.30379 71.25832
4849 NM_00108539hCG_1651160 96.04497 109.2159 108.7363 92.60334

16621 NR_002781 TSPYL3 290.9659 274.8768 293.6629 291.7532
19301 --- --- 119.8409 105.2801 119.7286 105.8952
24918 NM_015886 PI15 42.83281 1123.686 168.2495 6.200911
25838 NM_015667 FAM75A7 220.949 248.3523 243.9715 224.9111
3900 NM_00100546EBF3 21.55258 24.62187 30.58309 31.21872

15164 NM_004763 ITGB1BP1 1102.265 1020.541 1175.168 1121.693
27339 NM_0011055 ANKRD58 150.2168 110.8655 144.5661 149.3477
5113 --- --- 25.41124 36.74829 34.39095 32.91331

25379 NM_003878 GGH 1080.231 1057.066 904.2635 1501.047
6504 --- --- 47.26054 51.07035 42.44014 55.44298

15144 AK123321 FLJ41327 158.5886 178.8716 148.4777 207.1281
10836 NM_024835 GGNBP2 1056.577 992.7016 1112.08 1100.139
16176 --- --- 128.5372 81.62268 113.0757 146.6304
18282 NM_182628 CCDC37 66.63219 62.85762 71.04821 61.06371
1293 NM_144989 C1orf67 419.7199 463.1391 524.4818 455.2471

19014 --- --- 13.09789 18.85077 17.72776 13.84942
11128 NM_022036 GPRC5C 185.2882 183.4346 187.269 184.1242
18742 NM_00112304LOC646450 185.7229 194.2347 209.3095 195.9794
27698 NM_0011111 IQSEC2 198.8898 219.2456 167.014 174.9368
6136 NM_152772 TCP11L2 428.7348 656.1285 257.9484 708.1923

15410 NM_015717 CD207 117.0748 148.4335 116.2863 99.67202
4373 NM_013299 SAC3D1 659.0451 622.8425 606.9112 635.5935

19957 NM_153376 CCDC96 116.5935 109.85 132.5365 138.0863
20925 NM_018938 PCDHB4 5.16171 81.65727 21.52915 2.768367
15177 BC111723 FLJ33534 64.23685 95.7528 90.97478 83.4875
14952 XM_00113357LOC729332 59.18137 49.11714 42.09592 57.55064
2149 NM_206996 SPAG17 24.57545 24.05968 30.71872 30.83174

23049 --- --- 26.67075 41.92944 68.79517 15.26175
17494 NM_203302 MGC70863 1399.649 1934.865 1398.414 1535.581
7239 NM_032436 ZNF828 1729.172 1584.862 2107.22 2178.822

17956 --- --- 93.00494 86.38611 124.1972 135.7481
27162 NM_012278 ITGB1BP2 86.60664 91.31297 76.20419 89.17434
4869 NM_00100516OR52A5 16.48891 20.17397 20.33566 17.25691

11593 NM_032875 FBXL20 669.0057 685.3466 478.0828 792.5915
6599 NM_002281 KRT81 167.6672 95.89127 64.31217 422.8744

12683 NM_199141 CARM1 2417.691 2202.943 2088.553 2385.373
16592 NM_080610 CST9L 105.2792 117.6475 119.9947 109.7561
4933 NM_020974 SCUBE2 789.0466 955.4751 812.5226 792.0181



9716 NM_005353 ITGAD 212.8967 176.0888 218.1275 220.0218
26960 BC117344 CXorf58 25.43773 31.26035 29.65901 33.34505
10420 NM_001605 AARS 3440.029 2960.827 3116.883 4160.93
18767 NM_002447 MST1R 129.5793 101.1204 148.7916 134.3922
22419 NM_000914 OPRM1 62.55977 66.27132 76.02988 70.07269
18520 NM_003722 TP63 89.02849 83.68536 92.98482 77.63352
1242 NM_018194 HHAT 381.1021 330.211 423.23 375.1864
6565 NM_006082 TUBA1B 8733.816 7604.12 8137.068 9921.755

26863 AB064665 LOC440552 9612.863 9879.985 9237.389 8937.847
1803 --- --- 63.33812 61.16064 70.30089 55.6419

23259 NM_173565 RSPH10B 53.72584 56.6572 60.20887 69.46571
11973 --- --- 445.5122 386.7542 485.2653 572.4794
8507 NR_003346  /SNRPN  // SN 5.869944 1.598791 4.476506 2.951082

16880 AY081145 C21orf41 139.8475 115.7981 128.8384 137.9021
13935 NM_000737 CGB 213.1534 229.655 236.0839 244.3541
19002 NM_002264 KPNA1 2070.557 1781.672 1920.841 2487.153
1620 NM_0011055 PLA2G2C 320.032 386.852 347.6454 325.4238

14908 NM_002491 NDUFB3 408.5648 710.541 534.4796 444.2852
14732 --- --- 0.00127713 0.00177988 0.00207819 1.248476
16321 NM_016276 SGK2 70.97002 71.90392 61.74997 90.4491
9155 NM_130810 DYX1C1 59.07517 51.39057 62.91315 82.64715
7881 NM_005532 IFI27 107.2072 140.062 90.33211 107.7753

25677 NM_030580 ZNF34 204.2598 204.6896 189.4179 227.1872
27731 NM_152424 FAM123B 206.8682 256.3044 242.339 228.4225
11120 NM_001050 SSTR2 283.179 293.484 240.005 269.2173
20809 --- --- 889.27 910.5905 1072.997 1045.792
3511 --- --- 98.07901 81.94118 99.00382 72.447

19582 NM_002993 CXCL6 150.2826 152.6135 161.5601 118.7918
22682 NM_022110 FKBPL 251.5505 195.5693 236.093 202.027
28389 NM_022110 FKBPL 251.5505 195.5693 236.093 202.027
14617 NR_003659 WASH3P 1091.373 1111.396 926.1628 1127.29
1227 NM_000715 C4BPA 53.11047 60.1049 68.39902 66.19978
9439 NM_053284 WFIKKN1 323.8405 329.8563 318.2806 310.7433
4977 NM_030754 SAA2 207.5204 1616.125 246.7791 125.4155
7816 NM_130469 JDP2 1714.436 1775.475 1520.19 1918.392

10237 ENST0000038LOC641298 3917.135 5302.368 3929.399 4020.91
21895 --- --- 340.5068 333.7196 360.8887 327.7285
21476 --- --- 3782.889 3712.549 3527.444 3920.703
19601 --- --- 1.557889 3.126449 2.240508 5.505735
7662 NM_152447 LRFN5 100.3682 117.5245 105.5028 108.3866

17561 NM_00101796YDJC 1192.831 936.1439 1125.823 1111.644
18187 --- --- 20.62333 25.78115 28.26133 19.55323

156 NM_020998 MST1 199.6172 252.4485 181.5305 172.1226
2997 ENST0000034LOC10013292 209.5391 229.1607 213.3061 219.2678
3577 ENST0000034LOC10013292 209.5391 229.1607 213.3061 219.2678
3566 BC062776 KIAA1975 209.5391 229.1607 213.3061 219.2678

17337 --- --- 14.78763 17.02809 26.48183 10.98122
5293 NM_000695 ALDH3B2 173.3174 190.0752 160.2364 170.6091



28762 --- --- 131.1178 151.4052 146.4078 138.3752
12990 NM_020971 SPTBN4 144.1117 141.9258 143.0236 155.6748
8923 --- --- 45.60348 41.39125 52.60257 43.83467
103 NM_001243 TNFRSF8 229.061 226.048 224.2864 226.8771

19980 NM_031950 FGFBP2 46.33353 945.9981 122.9502 13.96878
7367 NM_000621 HTR2A 61.44711 48.44838 47.12696 57.46854

11748 NM_00111409CDC27 3049.28 2912.165 2772.023 3744.463
28839 --- --- 88.72232 104.6247 111.6041 121.1764
2409 NM_00101366VSIG8 120.3552 137.59 114.8327 151.9579
4740 NM_025004 CCDC15 402.3262 166.6326 409.4561 312.4812

12326 NM_005559 LAMA1 188.0902 1659.486 271.9387 111.5245
27301 NM_000495 COL4A5 271.1917 325.708 282.078 318.6328
3473 BC035732 C10orf67 22.28655 23.88853 31.50976 31.66193

22838 J04755 FTHP1 1541.602 1631.947 1465.977 1553.942
13765 NM_024907 FBXO17 169.0549 546.9173 211.4991 170.0886
27590 --- --- 3057.706 2507.482 3193.749 3602.198
27163 NM_004606 TAF1 781.8981 805.7684 840.6501 1003.396
28108 NM_139214 TGIF2LY 104.8379 105.2081 96.22246 98.20042
5998 --- --- 24.04864 33.06307 68.63573 53.32947
403 NM_014663 JMJD2A 780.6112 818.2482 900.2061 936.9898

26615 --- --- 2.461267 1.376107 1.688824 2.993088
21278 NM_014473 DIMT1L 1528.017 1165.595 1457.641 1807.235
11723 NM_005497 GJC1 3141.089 2619.836 3191.448 4088.322
8169 NM_014750 DLG7 2656.569 1360.105 2556.592 4821.909
8517 NR_003356  /SNRPN  // SN 1.986694 9.146161 4.521393 2.679134

21294 --- --- 87.38502 91.56981 107.6841 108.3971
27296 ENST0000037NCBP2L 24.9284 26.30841 31.44923 32.46977
23126 NM_130900 RAET1L 583.3651 640.359 569.9719 571.1298
27217 NM_138960 TGIF2LX 104.8676 105.156 96.25381 98.20932
8888 --- --- 59.95816 75.84481 66.69993 60.10097

27106 NM_014599 MAGED2 1675.922 2898.503 1498.791 1343.101
1596 NR_002729 MSTP9 170.2359 217.2626 164.0939 152.9554

18868 --- --- 114.8825 119.4789 113.498 116.8829
18939 --- --- 44.67192 48.75967 68.4034 41.46063
8430 NM_0010047 OR4M2 38.30983 13.42512 48.82714 58.36484

61 NM_153812 PHF13 701.9924 808.2325 655.5552 841.3603
16389 --- --- 20.25415 26.72249 26.46373 19.85654
21465 --- --- 94.61269 100.6628 103.6722 104.965
7536 NM_00100406OR4K1 32.43177 27.9873 38.86022 27.05282

17749 X58061 RNU13P1 9.874891 0.00915433 11.89779 1.545037
22247 --- --- 26.37218 24.38304 30.64872 27.97845
16986 NM_198690 KRTAP10-9 249.3314 247.1723 214.3174 248.6334
27863 --- --- 3.985896 1.409958 6.121019 0.6816726
15392 NM_015463 CNRIP1 1415.312 1014.342 1050.866 1395.154
28744 --- --- 3.262231 2.143054 5.300848 4.258039
12867 NM_014910 ZNF507 1154.929 1042.503 1287.635 1406.815
25987 BC022957 C9orf102 841.4691 791.2193 859.6115 1105.903
23992 XR_017256 LOC340274 12.78078 33.28933 23.83203 31.67628



11471 --- --- 5.853582 0.01595215 13.5343 3.49718
7151 NM_024808 C13orf34 729.3763 400.0703 600.9966 1106.264
1183 --- --- 28.52149 24.3949 22.14782 26.04728

20093 --- --- 132.3717 202.0648 162.1649 121.3498
15522 NM_025190 ANKRD36B 799.7604 1034.132 590.1024 1182.514
6664 NM_173595 ANKRD52 2183.402 1320.361 1831.69 2317.293
9277 NM_005701 SNUPN 807.2872 780.7728 863.1126 1050.04

12132 --- --- 5.60258 3.872462 1.776505 7.458884
15806 --- --- 97.72189 128.8313 91.60555 100.3363
19278 NM_021032 FGF12 614.4299 434.338 487.0898 510.6197
11017 NM_175575 WFIKKN2 153.2747 165.9133 127.8143 160.8472
10438 NM_017530 ZNF821 132.644 153.3523 136.1927 126.1546
13156 NM_00107718MYH14 210.1826 313.172 235.1321 206.4562
27280 BC017665 CXorf39 2260.656 2095.584 2120.436 2734.962
27610 --- --- 75.69446 132.6724 70.44356 64.16357
22187 NM_006670 TPBG 1462.189 1135.258 1262.393 1281.298
17487 NM_024866 ADM2 191.9086 226.5424 185.3338 198.311
17153 NM_181686 KRTAP12-1 87.34216 97.63548 107.174 99.93002
16647 NM_178468 FAM83C 161.2548 168.9724 153.3276 161.3633
16468 NM_207349 PRR17 240.3855 257.9174 250.5368 194.3113
11765 --- --- 20.91178 14.11104 14.49637 16.77702
9682 NM_181718 ASPHD1 225.6839 487.9078 236.4722 227.66

18262 NM_0011135 PARP15 104.1029 82.33051 105.614 124.6823
15032 BC008048 LOC440934 190.7525 223.0083 195.0902 184.3736
26554 NM_013417 IARS 4237.858 4220.619 4071.599 4617.403
16106 NM_080751 TMC2 114.936 103.6989 96.71638 107.1304
5512 NM_000482 APOA4 258.5258 367.7023 284.1219 244.6762

23631 NM_015908 ARS2 1643.36 1306.352 1634.143 1552.935
2653 --- --- 18.36004 23.01862 12.94599 17.25444
7930 --- --- 10.87553 7.389174 11.97294 15.068
1405 NM_0010019 OR2G3 48.97086 34.48901 47.61434 55.9121
908 --- --- 10.72092 5.753809 13.89289 16.69349

6574 --- --- 176.4268 372.0387 125.4291 130.4935
5933 ENST0000032OR2AP1 27.58395 25.47332 26.25082 28.40047

15015 NM_018089 ANKZF1 287.8108 502.6555 294.671 253.0797
138 NM_015291 DNAJC16 1104.632 1573.66 1218.527 1173.238

16970 NM_003683 RRP1 959.7456 836.2476 825.4005 908.558
28792 --- --- 9.925842 12.17263 4.861607 9.554248
21922 BC139904 FLJ45422 2347.218 3008.162 2535.22 1840.884
28426 BC139904 FLJ45422 2347.218 3008.162 2535.22 1840.884
2765 AF193050 PP2672 46.18981 21.8929 42.02435 50.55744
3790 NM_00100134BLOC1S2 518.1313 478.8315 449.1322 484.2813

21892 NM_032507 PGBD1 283.0256 200.8399 248.8007 342.0683
9750 NM_014321 ORC6L 515.5887 330.9079 394.7812 674.3773
1735 NM_153756 FNDC5 125.3491 100.5475 120.5954 118.4853

18357 --- --- 9.261307 5.421532 4.544035 4.892497
20718 --- --- 88.0211 77.55799 75.39669 86.50871
23230 --- --- 88.5156 85.32572 116.1992 100.003



5894 NM_00100430ZNF740 693.7292 641.332 600.617 748.8675
19502 NM_023940 RASL11B 105.8857 104.1834 103.5264 94.66714
16040 NM_019850 NGEF 133.7721 131.0829 128.5715 127.7426
19971 NM_005114 HS3ST1 360.6121 359.7229 362.3577 357.2855
22960 NM_014165 C6orf66 785.978 657.473 905.7424 1180.537
20089 NM_021114 SPINK2 59.64393 66.2243 69.89554 86.06012
11532 NM_183377 ACCN1 50.45573 49.43745 69.15295 56.32759

194 NM_004807 HS6ST1 628.3154 772.6409 593.8594 501.1372
8461 NR_003329  /SNRPN  // SN 1462.062 2322.453 2280.287 1731.508

16119 --- --- 16.56513 13.16527 19.30833 21.59653
22070 AY465895 HCRP1 64.55447 68.2957 78.43542 67.49775
15521 NM_025190 ANKRD36B 929.0618 1204.276 686.4929 1393.771
19602 NM_020859 SHROOM3 461.3348 356.5591 619.4895 388.1044
4255 --- --- 52.99244 54.063 50.84299 45.44238
9109 --- --- 4.631347 0.02435574 0.8432618 5.366864
5237 NM_005468 NAALADL1 160.8011 164.6414 160.3406 168.9213
7065 --- --- 27.65059 21.29908 21.41331 27.85215

24044 NM_012322 LSM5 1210.344 1064.019 1475.164 1143.078
7281 NM_153371 LNX2 778.313 855.4186 759.2245 989.528
1542 NM_138346 KIAA2013 948.2473 1029.599 800.2139 938.881

26267 NM_014878 KIAA0020 883.8794 550.7972 835.2371 1115.293
26583 NM_033331 CDC14B 583.2267 706.9949 534.6808 577.8945
27915 NM_00108014RP6-166C19. 155.0192 164.7647 162.0133 150.6338
27916 NM_00108014RP6-166C19. 155.0192 164.7647 162.0133 150.6338
27917 NM_00108014RP6-166C19. 155.0192 164.7647 162.0133 150.6338
27918 NM_00108014RP6-166C19. 155.0192 164.7647 162.0133 150.6338
27920 NM_0010801 RP6-166C19. 155.0192 164.7647 162.0133 150.6338
27921 NM_00108014RP6-166C19. 155.0192 164.7647 162.0133 150.6338
27922 NM_00108014RP6-166C19. 155.0192 164.7647 162.0133 150.6338
27923 NM_00108014RP6-166C19. 155.0192 164.7647 162.0133 150.6338
27924 NM_00108014RP6-166C19. 155.0192 164.7647 162.0133 150.6338

528 --- --- 8.471483 10.19331 9.160519 15.77143
14920 --- --- 5.951719 3.535829 3.456946 3.783738
9577 NM_006985 NPIP 2907.453 3375.291 2906.806 3014.771

14937 BC132950 ALS2CR16 600.1185 741.6046 499.3165 621.8658
4461 BC004224 C11orf76 221.1147 193.586 201.7035 232.4211

10557 ENST0000033LOC730889 140.0972 115.2673 119.4749 137.7872
26166 NM_000050 ASS1 117.4019 202.0357 148.9116 145.359
9664 NM_032815 NFATC2IP 972.0536 844.3075 847.6552 857.2319

17821 NM_152783 D2HGDH 322.237 370.8959 270.8611 367.3188
3723 NM_144590 ANKRD22 54.04761 56.69651 42.60939 52.00746

13651 NM_025245 PBX4 315.9142 467.835 299.8329 302.7581
3557 NM_00107766CTGLF3 968.9226 707.9789 699.2552 1015.055

16930 --- --- 8.38455 6.54933 16.32923 8.292827
3129 NM_032372 DYDC2 45.14016 50.65569 45.94859 31.59057

11534 NM_002981 CCL1 125.3096 133.9767 127.2866 101.7941
27171 NM_033053 DMRTC1 145.2715 122.3253 111.9352 146.9787
8524 NM_000810 GABRA5 94.6001 199.9025 73.53632 83.27373



23490 NM_0010776 VPS37D 281.6664 328.1428 307.0427 287.7437
22022 NM_182548 LHFPL5 83.72811 84.03397 86.89758 74.85703
11387 NM_006042 HS3ST3A1 137.5774 137.4023 124.72 107.481
22010 NM_017754 UHRF1BP1 522.6349 428.3621 490.041 542.1453
18746 NM_000884 IMPDH2 3447.959 2876.377 3395.686 2956.14
14459 NM_006590 USP39 1974.985 2044.563 2013.847 2005.137
26822 NM_178469 LCN8 211.9507 232.8969 195.7404 208.5679
25524 --- --- 166.3291 182.4541 171.3213 224.9355
20507 --- --- 14.64102 12.24359 32.16825 22.02443

252 NM_002953 RPS6KA1 1314.352 978.4853 1229.148 1385.945
23359 ENST0000032LOC10012795 70.08442 63.33801 59.4838 59.97716
27134 NM_000044 AR 397.704 540.4291 412.5274 344.7427
24958 --- --- 32.72903 13.69505 23.00279 45.27213
25196 --- --- 204.2543 227.7302 252.9657 222.7456
7757 BC070365 C14orf53 14.61685 23.73312 13.45155 13.18172
9093 --- --- 12.04945 12.49959 17.56009 13.01172
9095 --- --- 12.04945 12.49959 17.56009 13.01172

15173 NM_002539 ODC1 3766.887 2719.322 2827.679 4434.433
24217 NM_152559 WBSCR27 212.1117 221.497 204.3402 178.4707
28750 --- --- 119.376 110.4059 130.6516 106.2867
20821 NM_152546 SRFBP1 1208.605 996.0167 1075.155 1705.256
28082 BT007337  // HMGN1  // HM 4066.629 3613.805 3874.906 4100
4187 NM_000506 F2 66.43365 94.07083 79.71931 77.92595
7648 ENST0000039FLJ42220 49.28279 56.77082 57.29943 52.74305

12371 --- --- 98.76289 56.03117 69.37662 130.0447
21174 --- --- 30.24999 49.62532 24.6878 38.88534
14924 ENST0000029FLJ39061 60.79157 51.53412 52.95738 63.42248
3978 NM_003156 STIM1 837.0741 694.2217 757.7993 792.2852

24629 NM_201402  /DUB3  // DUB 89.29868 79.27288 89.90907 80.0596
22207 NM_030960 SPACA1 113.2116 106.7997 105.4573 109.5698
17296 ENST0000021LOC10013056 4362.342 3694.277 4342.648 5186.739
15817 NM_0010804 EVX2 207.1727 165.2342 179.0992 218.7752
25842 BC027338 MGC21881 278.967 304.6113 279.4071 297.2254
26448 BC027338 MGC21881 278.967 304.6113 279.4071 297.2254
26651 --- --- 167.4995 252.2038 149.5972 151.6816
19302 --- --- 24.71943 30.66611 66.68255 19.4683
7439 NM_024546 RNF219 532.1722 364.6575 454.1207 800.2944

22720 NM_054111 IHPK3 81.67882 88.89077 104.7956 98.60568
21837 NM_003512 HIST1H2AC 6055.219 4423.675 5417.819 5389.372

886 NM_173080 SPRR4 173.1206 182.3877 174.791 162.1855
23991 --- --- 185.1228 171.7522 179.7378 206.4186
23675 NM_000441 SLC26A4 73.77825 98.82461 65.07253 73.9735
27454 NM_00101154MAGEA4 25.32378 283.505 41.10009 19.63218
2214 --- --- 111.4729 148.0607 142.1101 133.3206

18990 NM_000187 HGD 167.1043 44.43548 44.30981 235.7381
19328 NM_000187 HGD 167.1043 44.43548 44.30981 235.7381
3037 NM_032199 ARID5B 490.1752 1098.947 787.0007 509.857
3574 NM_00107766CTGLF3 846.6715 609.2506 624.9697 878.8444



5151 NM_0010053 OR10V1 77.53319 51.90567 85.37417 83.74725
539 NM_020794 LRRC7 98.70272 54.81568 91.21354 67.1679

25722 NM_033516 TPD52L3 20.35261 33.91099 30.37286 32.39375
15078 --- --- 43.83532 45.25404 42.45988 49.09211
26951 NM_004595 SMS 2231.936 2112.138 2491.772 3240.555
14991 NM_000597 IGFBP2 68.79496 128.6748 76.37146 79.79344
22481 --- --- 108.085 126.577 109.8552 110.1961
8196 NM_006246 PPP2R5E 1263.365 969.3057 1223.292 1525.821

27303 XM_0017138 LOC10013436 10487.4 10335.68 10857.1 10474.31
23797 NM_0010016 OR9A4 53.44507 48.85474 59.58384 74.22577
25321 --- --- 731.3158 490.3692 718.6811 758.8651
26659 --- --- 255.6431 226.7629 236.8094 276.3341
3919 NM_00108099FRG2B 90.76643 126.8794 115.4526 95.65172

18408 --- --- 114.22 93.67699 108.772 131.7651
1197 NM_002725 PRELP 140.353 136.5272 132.8736 143.9177

14413 NM_031288 ZNHIT4 343.2263 335.4157 327.0192 259.2459
26260 AY341950 FAM138A 55.95145 60.29465 68.59145 60.18031
10751 NM_014238 KSR1 335.6959 413.6685 473.8262 326.8642
26470 NM_001170 AQP7 40.27224 27.48459 58.27886 73.3014
9198 NM_003922 HERC1 708.364 673.6993 696.9166 737.6841

25366 NM_138969 RDHE2 19.17577 23.84982 24.73858 21.93581
4841 --- --- 208.2197 292.0583 219.3424 170.281

19489 NM_207330 NPAL1 697.1981 722.9274 553.3609 651.1786
14602 --- --- 215.0659 174.7764 243.9225 256.4386
6849 --- --- 43.44575 33.28957 42.73981 34.77022
4110 NM_019028 ZDHHC13 1761.626 1504.949 1790.367 2050.984
7552 --- --- 8.450594 0.09914084 5.490467 8.036631
7258 NM_145061 C13orf3 2146.942 847.1672 1771.561 2623.573
7653 ENST0000033C14orf25 63.79729 60.17837 65.72039 74.21066

25482 NM_004929 CALB1 72.12754 75.67567 78.71532 78.08896
1278 --- --- 142.3042 151.958 142.5272 148.512

12605 NM_152362 TNFAIP8L1 402.7569 258.68 375.0334 449.6102
16828 NM_020713 ZNF512B 429.6979 359.66 487.0708 499.9773
14658 NM_130773 CNTNAP5 38.04572 36.00529 45.69537 31.90683
19297 --- --- 153.7558 159.3642 134.7968 156.3306
6316 NM_020374 C12orf4 872.4525 829.0252 848.2319 1268.333

28569 --- --- 80.79105 71.94883 94.88453 89.25155
11543 NM_00110458SLFN11 1360.626 832.322 1024.773 1646.875
22073 --- --- 31.96143 31.61025 16.37764 25.58296
25171 NM_201402  /DUB3  // DUB 91.66105 81.34177 92.28666 82.20291
1011 NM_021642 FCGR2A 435.1618 376.2145 544.6752 575.0313
8609 NM_007236 CHP 4003.589 3880.123 3829.751 4116.253

24115 NR_002991 SNORA5C 447.4724 517.9572 384.9041 442.1146
14970 --- --- 39.43757 32.05696 44.19051 36.97046
10208 NM_033266 ERN2 123.0603 109.3042 121.2001 115.7065
8391 NM_001823 CKB 76.78754 309.1044 76.9305 171.3297

20840 NM_016048 ISOC1 841.3867 645.1503 768.9225 1113.044
6540 NM_0010175 VDR 1093.002 891.4284 1248.065 681.3407



1622 NM_024544 MUL1 825.903 813.7174 878.7451 837.3199
6004 NM_178169 RASSF3 1447.012 1688.251 1647.512 1663.227
9130 NM_152647 C15orf33 68.34364 66.43912 54.83204 78.63411
4573 NM_0010986 HEPHL1 41.08113 36.8135 35.68691 46.80375
4331 NM_000327 ROM1 139.3558 144.6562 146.0675 141.4444

20082 --- --- 24.66173 9.210873 20.63506 24.30749
5992 NM_006313 USP15 819.2497 656.3864 858.5312 1194.689

18610 --- --- 17.45714 10.04909 3.980829 22.521
25835 BC118602 FAM74A1 66.34579 67.64687 60.03612 52.25365
6655 NM_001780 CD63 4410.673 5709.414 4512.423 4415.884

11184 NM_001168 BIRC5 1266.15 760.067 1163.004 1624.376
7978 NM_033271 BTBD6 792.5936 546.4637 818.798 652.9711

18139 --- --- 2.85926 4.071711 3.775094 4.469089
24859 --- --- 11.84034 10.37269 13.85046 13.88877
16295 NM_004139 LBP 72.2197 89.64684 87.85273 57.01637
22762 --- --- 69.32204 97.74018 81.15481 67.04263
20037 NM_207406 CCDC4 368.6449 444.5435 385.4352 380.7535
17437 BC068568 LOC339674 193.2303 181.7696 209.2561 192.9533
3811 NM_002779 PSD 121.4433 168.1929 144.5911 144.8804

13188 NM_144684 ZNF480 1060.464 1045.3 1257.75 1172.151
20873 --- --- 76.46279 94.93687 63.67152 75.94998
1975 NM_015017 USP33 943.3647 913.7002 913.4371 1161.88

20440 NM_021973 HAND2 138.4273 146.7586 170.5506 116.448
27199 NM_032553 GPR174 30.42755 10.82839 21.71176 32.88517
21194 NM_016107 ZFR 3492.718 3218.07 3547.943 3471.7
24720 --- --- 59.30642 80.63852 66.1422 57.9411

99 NR_002754 RNU5E 1606.034 2103.342 3157.231 2001.731
27765 NM_018486 HDAC8 1620.537 1578.346 1655.728 1782.876
3266 --- --- 113.4372 138.106 121.8192 98.34256
3177 NM_182765 HECTD2 809.9031 639.6347 764.3759 868.4567

26805 NM_182974 GLT6D1 80.56779 75.03776 91.11963 77.77474
25058 NM_016018 PHF20L1 1246.781 801.1005 1129.916 1679.772
25961 BC028712 ANKRD19 82.53373 75.95056 104.2489 124.9585
12025 NM_003004 SECTM1 322.3757 274.8122 680.9499 147.894
27597 NR_002784 SMEK3P 34.66825 46.04373 30.82741 24.15211
19899 NM_004477 FRG1 454.934 351.3958 507.8 466.6069
28367 NM_005514 HLA-B 7313.543 8950.457 8748.019 5352.517
1963 --- --- 0.01275859 7.353135 7.769618 1.342112

26339 NM_022901 LRRC19 20.1712 17.65027 25.48673 15.93976
26795 NM_020385 REXO4 429.1611 296.3993 409.5042 491.0557
3059 NM_004728 DDX21 2659.977 1409.553 2015.838 2921.672
960 --- --- 123.1115 41.92021 132.5243 133.7345

23118 NM_207360 ZC3H12D 274.4435 267.4836 265.6955 205.9655
4152 NM_000610 CD44 8171.112 7581.964 8449.814 8352.991

26503 --- --- 29.26809 37.59929 48.30799 53.89682
24767 NM_024567 HMBOX1 577.2023 756.6843 679.8064 540.0612
10045 NM_005326 HAGH 1157.648 1497.412 956.3914 970.6404
7192 --- --- 222.3616 243.0229 241.0906 194.0396



13384 NM_003260 TLE2 237.6241 237.0001 220.0719 269.7188
27233 --- --- 4.913068 4.11876 3.054574 4.005169
10941 BC035159 FLJ35848 24.8812 40.88589 28.20114 18.67681
4326 NM_006551 SCGB1D2 172.059 189.3524 165.1205 188.1662

19813 NM_000910 NPY2R 233.0692 192.475 214.866 204.525
318 NM_052998 ADC 202.9113 257.5638 153.5264 245.3255

9452 NM_0010136 LOC388199 119.1769 143.0642 140.2604 112.9533
24947 --- --- 64.91608 42.87438 45.05081 75.89388
6750 NM_139136 KCNC2 312.6821 360.1436 322.5489 314.0309
7668 BC009702 DNAJC19 1022.562 828.9496 914.7594 1151.772
2354 NR_002974 SNORA42 301.4185 359.8549 439.9541 366.4515
288 NM_016258 YTHDF2 1499.296 1558.326 1783.901 1961.11
571 NM_006417 IFI44 676.6422 556.5746 542.6173 340.6044

21900 NM_0010052 OR2J3 53.20438 62.44317 73.36308 54.53563
6115 --- --- 211.8893 281.7849 238.4419 161.6355

14309 NM_000251 MSH2 947.7369 762.3258 907.1418 1488.582
4750 NM_138294 PATE 36.77676 29.82553 45.52075 45.09859

17435 NM_004599 SREBF2 1485.619 1687.928 1507.171 1883.239
3449 NM_024948 C10orf97 460.5344 610.6138 430.4115 587.4292
4181 NM_152312 GYLTL1B 139.4393 165.2351 144.299 150.1297
5146 --- --- 66.84143 59.40015 49.48674 69.68259

28017 NM_173078 SLITRK4 133.3517 134.7269 125.0066 90.66859
26224 --- --- 13.17703 19.04112 19.43291 20.65317
23792 NM_018980 TAS2R5 174.184 156.8431 120.6987 136.5192
6455 --- --- 44.0496 19.1846 59.21662 64.29209

12227 NM_002747 MAPK4 280.1598 275.3542 277.1719 269.4519
22650 NM_005514 HLA-B 7181.303 8849.714 8546.496 5200.361
12192 NR_003558 WBP11P1 1318.672 932.4232 1198.416 1346.91
5775 NM_006152 LRMP 71.87218 72.06845 79.5507 68.45876

19606 NM_006419 CXCL13 44.47446 35.82401 43.69643 35.95588
20461 NM_153343 ENPP6 68.43011 79.96845 62.45377 64.17493

375 NM_152373 ZNF684 74.07902 76.91997 102.6773 82.70323
6960 NM_022782 MPHOSPH9 1809.423 1415.317 1744.096 1643

24603 AF063598 C7orf13 114.9339 160.8316 129.0168 121.2648
19891 NM_000892 KLKB1 53.82256 33.78707 51.95523 37.93563
10256 NR_002453 LOC595101 3495.106 4776.417 3593.392 3712.212
12797 NM_014256 B3GNT3 321.5312 314.925 374.0406 389.8171
26944 NM_000284 PDHA1 1987.148 1559.764 2010.778 2364.116
12547 NM_177401 MIDN 1188.412 1127.704 1325.324 845.8734
14002 NM_032679 ZNF577 124.439 231.9761 128.9914 135.4503
5144 --- --- 50.81254 46.60094 64.81767 45.71505
8668 --- --- 53.17733 67.1791 60.44744 56.20624
3486 --- --- 29.6451 25.58473 28.52342 34.1421
2996 NM_00107766CTGLF3 1121.884 802.67 809.9677 1145.502
3567 NM_00107766CTGLF3 1121.884 802.67 809.9677 1145.502

20087 BC024223 TXNDC9 356.8056 338.64 401.9789 530.6658
10945 NM_016438 HIGD1B 82.56837 93.11594 109.8308 100.0801
24605 NM_005515 MNX1 433.3816 387.0385 402.703 404.0365



24039 BC019243 C7orf24 602.4046 461.7637 723.5197 554.4572
25364 NM_005372 MOS 75.63499 85.7704 85.1279 97.3329

541 U82382 PIN1L 607.1443 475.7544 564.1876 606.7048
16773 NM_080617 CBLN4 251.7032 248.3076 266.6309 238.0617
14752 NM_007115 TNFAIP6 42.08234 494.9167 85.44536 36.57814

370 NM_005857 ZMPSTE24 3007.477 2749.052 3340.772 2929.677
14175 XR_038318 LOC729992 620.4171 720.9651 755.5685 930.3972
4343 NM_033101 LGALS12 89.64262 99.90969 92.87779 96.05187

13838 XR_037541 LOC10013090 216.2104 53.63863 56.49189 730.4979
22644 NM_001264 CDSN 218.5889 222.7007 232.7423 246.24
19139 NM_023915 GPR87 165.5054 186.7638 169.9446 214.6113
13986 NM_022046 KLK14 127.0138 101.8675 121.9258 114.1595
5010 NM_181807 DCDC1 27.19142 32.74694 31.4945 37.72465

16046 NM_005737 ARL4C 1753.348 514.7914 1002.554 2347.385
19446 --- --- 37.28637 32.7868 40.07061 40.27851
18188 AK127584 LOC131909 44.08334 27.90677 37.99493 99.0759
7875 NM_020818 KIAA1409 44.30907 51.55374 47.8406 55.40951
1681 BC012790 FAM46B 523.1607 440.7871 563.1298 488.6444

27635 --- --- 1274.979 792.8417 902.3919 1683.385
9643 NM_001169 AQP8 144.5245 146.4694 151.2818 157.9398

11235 NM_015721 GEMIN4 500.3286 399.6357 575.1165 616.3573
2362 NM_0010043 VHLL 82.35384 76.40012 95.0197 82.06327

13878 NM_004943 DMWD 1096.262 1032.908 1188.953 879.613
12456 --- --- 15.62583 12.91978 20.85342 17.3614
10081 --- --- 120.3248 233.4242 138.5927 129.569
1878 NM_138417 KTI12 1305.324 1233.488 1346.092 1303.677

24012 --- --- 12.9744 8.382017 9.045934 7.235519
8837 --- --- 88.27801 102.0981 65.35901 83.35551

19549 NM_053039 UGT2B28 35.18013 36.66764 40.99274 31.5325
7828 NM_020431 TMEM63C 107.8908 142.4756 97.42534 94.11008

19607 NM_020236 MRPL1 440.4731 344.8991 449.3438 671.0317
8780 NM_020851 ISLR2 70.07693 81.69512 63.90672 68.56378
8203 NM_002083 GPX2 65.98181 61.93505 56.87529 60.83045

23600 NM_213603 ZNF789 284.4686 432.3615 290.54 295.3337
14415 NM_022492 TTC31 310.9136 361.3515 339.5839 280.6563
19785 NM_001957 EDNRA 384.4803 137.6901 169.3991 579.7311
18774 NM_007182 RASSF1 467.248 417.3476 520.283 344.2334
2905 NM_152725 SLC39A12 54.18031 71.35804 78.91292 61.13762

10228 NM_001054 SULT1A2 80.33836 62.10269 76.72866 81.71353
24748 NM_152562 CDCA2 1955.836 1279.582 2181.658 1536.931
21722 NM_152283 ZFP62 274.881 271.6055 256.8939 419.9225
24671 --- --- 54.01979 43.11913 61.16124 54.42063
28371 NM_004639 BAT3 2307.006 2012.286 2140.108 2301.947
28498 NM_004639 BAT3 2307.006 2012.286 2140.108 2301.947

109 --- --- 50.68869 56.34842 62.792 50.0224
10775 NM_005208 CRYBA1 121.9833 114.8819 126.2638 131.7508
28376 NM_025261 LY6G6C 117.644 106.8201 103.4336 103.0734
6284 AF490258 KIAA1545 900.8342 1030.199 848.2442 915.1168



25462 NR_003594 REXO1L2P 267.6315 312.4874 313.5356 284.3872
4642 NM_017868 TTC12 280.6355 286.818 255.6227 391.8657
4271 NM_0010044 OR1S1 24.50687 21.17325 18.78451 31.95992

18014 NM_003212 TDGF1 21.00308 29.49065 13.66704 20.80371
20326 NM_014331 SLC7A11 3619.437 3397.457 3158.675 859.9873
25795 NM_015297 KIAA1045 62.89 74.74141 75.95586 70.75329
26900 NM_00100188VCX3B 88.89965 92.76553 89.59502 83.06111
20333 BC029405 H3F3A 4984.525 3939.127 5414.87 5429.339
14218 NM_000183 HADHB 1567.65 2133.823 1489.653 1976.224
23828 NM_012369 OR2F1 105.7767 119.5624 107.954 106.2412
22178 --- --- 55.23571 70.90356 81.67648 72.3466
16198 XR_036930 LOC651452 86.19174 74.73078 73.00348 93.32395
27532 NM_016378 VCX2 77.93698 90.87928 81.85429 78.03519
25255 NM_022659 EBF2 45.54199 38.78825 54.02269 29.29448
27900 NM_017544 NKRF 782.0154 757.921 862.2736 1016.306
23614 NM_012447 STAG3 130.2272 126.2423 128.662 113.0652
24416 NM_014705 DOCK4 1734.421 1168.027 1395.588 1520.694
20956 NM_054023 SCGB3A2 44.36081 57.12693 42.93478 45.29242
8225 --- --- 30.51759 14.07344 18.55843 8.55671
1329 AK291013 KIAA0133 880.194 757.3604 1065.056 865.8575

17807 NM_033200 LMF2 1617.135 1719.6 1353.937 1493.158
3441 NM_0010338 DCLRE1C 593.0414 569.0997 528.1847 588.903

12013 NM_006907 PYCR1 779.669 854.7569 634.551 910.4014
15383 NM_004161 RAB1A 3719.626 4103.771 3769.466 4076.23
23525 --- --- 93.01457 95.56308 118.3922 69.80434
23644 --- --- 93.01457 95.56308 118.3922 69.80434
24183 --- --- 93.01457 95.56308 118.3922 69.80434
24141 --- --- 89.82335 80.35473 104.3184 100.9127
27759 --- --- 16.01601 8.414473 8.815126 7.559092
21014 NM_145049 UBLCP1 1144.545 1032.031 968.6503 1481.078
21412 --- --- 47.37226 56.41289 60.32515 50.25583
9691 NM_013292 MYLPF 125.3952 142.9417 148.5104 143.5694

11069 BC046200 C17orf82 66.60036 85.14674 76.23612 61.83968
3132 NM_207372 SH2D4B 108.4956 126.0407 120.6638 98.26675
7554 NM_006683 FAM12A 74.35648 57.107 59.59066 68.79551

20559 BC022250 C5orf23 56.02059 59.99049 44.41953 69.31081
14964 NM_005048 PTH2R 38.72463 37.28419 46.97931 59.1257
14243 NM_007266 GPN1 1134.262 913.0307 1175.241 1084.244
5004 NM_031217 KIF18A 1515.631 685.97 1226.734 2350.54

11397 NM_006382 CDRT1 103.4243 89.59581 131.8218 106.8322
9578 NM_006985 NPIP 3038.845 3518.285 3033.56 3145.446

25977 --- --- 60.41086 57.83434 71.58727 61.6708
9176 NR_002927 HSP90AB4P 933.9626 680.8549 805.9604 889.3583

24762 --- --- 33.16925 26.53845 34.90397 33.00086
22081 BC011933 C6orf153 2385.753 1549.118 2376.383 2024.642
9475 NM_174903 RNF151 169.402 155.9207 161.2711 190.2901
7256 XR_016327 LOC338870 28.63598 24.22042 33.53102 39.34746

24699 NM_016353 ZDHHC2 1390.807 792.613 1301.529 1394.242



5338 --- --- 123.1034 101.7401 118.3694 106.9825
1943 --- --- 44.96539 35.45328 53.71213 61.25526

24083 NM_152682 RWDD4A 972.3788 964.7438 1268.851 1098.478
16609 ENST0000037CTD-2514C3. 520.7465 557.5303 592.1479 742.7902
6951 NM_002956 CLIP1 1883.154 1899.181 1821.986 1945.346
9881 NM_032830 CIRH1A 5800.744 4569.428 5933.053 6648.941

18856 NM_015520 MAGI1 565.9727 794.6555 638.2014 613.1102
7182 NM_153456 HS6ST3 245.024 284.7553 242.2373 267.868

12598 NM_018074 CCDC94 785.3295 498.4475 612.6147 818.3623
24284 NM_014590 ERVWE1 68.20936 56.99461 102.3456 49.12587
3915 NM_004092 ECHS1 1613.137 1740.657 1255.736 1948.935

21584 --- --- 168.671 219.5102 162.6271 187.8794
16664 NM_024918 DSN1 1923.315 1552.596 1635.188 1817.874
19691 NM_006583 RRH 51.07424 31.73015 46.22419 52.75116
22107 NM_145026 SPATS1 114.9809 329.8583 126.9022 86.64577
26833 NM_013379 DPP7 2948.275 4199.367 3066.131 2446.689
6875 NM_016238 ANAPC7 1835.278 1653.193 1730.615 2177.033

16785 NM_030776 ZBP1 108.0796 128.5531 126.8152 110.2665
8497 NR_003313  /SNRPN  // SN 2.111238 7.403281 5.012921 6.603199

27794 NM_014496 RPS6KA6 264.6326 246.5669 232.8066 262.6429
21800 --- --- 35.49202 34.63701 33.1543 48.53197
9485 NM_032271 TRAF7 1312.576 1180.777 1371.595 1164.327

17597 NR_003081 GSTTP1 147.5541 101.3976 99.82944 110.6559
16375 NR_002433 SNORD12C 735.2001 889.3417 786.9225 542.7681
27051 NM_017883 WDR13 829.4786 831.9755 789.4356 633.6983
17330 BC042980 C22orf27 50.35056 45.50884 58.85952 48.28776
12569 NM_182973 TMPRSS9 296.6945 364.6198 315.5155 323.3304
21714 XR_017054 LOC646093 58.20618 83.14784 66.18062 81.48616
24016 --- --- 54.72756 68.97906 61.00094 67.58941
1427 NM_0010054 OR2T6 14.71227 13.47655 24.85519 31.08579

20386 --- --- 3.912176 3.241313 5.092046 6.907302
18732 NM_033199 UCN2 144.4268 1410.214 166.4643 70.59011
18791 NM_015426 WDR51A 470.1845 285.7356 419.354 354.3428
4001 NM_0010019 OR52J3 51.19057 61.80085 58.02127 50.85049
1634 NM_005529 HSPG2 799.1973 2769.516 1171.985 582.1777
3248 --- --- 0.2535401 0.00532387 1.368483 1.854787

20359 NM_031956 TTC29 24.32749 19.89796 26.22763 24.65079
3418 --- --- 106.7221 66.26776 133.8028 106.0545

25518 NM_152628 SNX31 70.15497 71.28349 75.17791 93.4463
19329 NM_000647 CCR2 31.64271 41.13186 37.63706 31.07187
18941 NM_018010 IFT57 395.7209 429.9563 514.2568 449.0153
15694 --- --- 29.54716 23.28043 28.45505 35.03565
15331 NM_004801 NRXN1 92.22039 87.40681 80.92226 89.17582
7751 NM_021979 HSPA2 291.1959 2859.805 398.1644 193.4705

15601 AY427952 PS1TP4 195.3178 276.3925 223.6005 193.5382
5652 NM_017417 GALNT8 54.40315 61.05703 47.19842 55.85387
8568 --- --- 6.762232 8.633833 16.46826 8.873549

17287 NM_000496 CRYBB2 120.7616 148.5811 138.1035 147.6924



15158 ENST0000038FLJ42418 69.10461 49.45617 97.23402 100.1136
2406 NM_00100446OR10J3 123.1117 128.4344 177.5238 150.1647

10415 --- --- 10.80959 2.321629 6.029271 5.100111
20882 NM_000358 TGFBI 10213.71 7693.065 10426.77 7334.919
24712 --- --- 550.7393 543.1526 602.8951 551.6252
10367 BC126109 CCDC79 15.66663 9.874028 17.72248 22.60078
25111 NM_138431 MFSD3 766.2473 861.1035 647.7285 1028.763
16460 NM_017806 LIME1 386.3726 424.5519 401.8537 414.1199
2868 NM_004566 PFKFB3 1088.934 1098.101 827.9146 984.1147
7618 --- --- 6.478665 5.320133 3.68327 5.408573
1424 NM_017504 OR2M4 107.3336 91.21973 159.0654 85.21382
9027 NM_018648 NOLA3 2957.21 2324.572 2781.154 3029.893

15480 --- --- 64.65669 78.47736 87.24835 72.07228
4519 --- --- 171.8488 141.3193 225.3061 175.1142

13299 NM_020880 ZNF530 447.1326 336.7728 446.1146 382.6558
25038 NM_144963 FAM91A1 3189.724 2816.561 2860.058 3539.38
22464 NM_022138 SMOC2 66.00372 53.40657 69.71107 61.29205
12675 NM_022377 ICAM4 57.2738 115.3295 85.02454 31.45557
18928 --- --- 31.4075 38.60052 8.981981 69.09155
8965 XR_017229 LOC441711 677.2793 758.907 619.3555 803.7754
8982 XR_017229 LOC441711 677.2793 758.907 619.3555 803.7754

13887 NM_207393 IGFL3 108.1284 130.474 127.9192 125.5617
13869 NM_005619 RTN2 305.2546 429.2256 283.3643 345.1747
16043 NM_00100139HCG3 117.692 137.0895 126.8028 117.0649
5970 NM_005412 SHMT2 3376.568 2753.209 3284.25 3464.708

28853 --- --- 55.97357 72.9328 55.60872 54.75479
18913 NM_0010425 MINA 604.9695 634.4619 733.5554 939.1371
3074 NM_014431 KIAA1274 142.6987 143.84 151.6524 128.3099
2398 NM_0010052 OR6K2 174.1303 140.2665 166.721 167.6146

12698 NM_152355 ZNF441 97.02702 148.5834 84.17119 84.78598
21902 NM_0010052 OR2J3 27.31913 20.54842 47.57625 21.42341
9788 NM_176870 MT1M 2433.551 1711.335 1756.133 3083.849
5419 NM_016540 GPR83 103.8446 94.91238 98.72289 91.37867

25994 NM_004473 FOXE1 101.1738 112.729 104.6669 103.8651
3998 NM_0010047 OR51T1 30.01824 31.20701 30.15942 29.03661

23246 NM_015622 C7orf28A 2720.121 2446.898 2834.009 2484.159
485 NM_147161 ACOT11 433.6576 349.9295 308.6694 461.7098

11724 NM_004247 EFTUD2 4330.84 3715.599 3911.234 4275.92
16300 NM_00101808ADIG 203.6451 214.2482 175.4192 159.1155
1827 XM_00172532LOC10012949 663.9994 382.1933 581.4698 885.5135

22777 NM_018561 USP49 284.9069 322.155 282.8429 366.1802
7994 NM_0010053 A26C2 12.52332 121.762 25.59409 14.09142

18483 AY956761 HSP90AA5P 355.6609 67.93754 394.9704 628.7245
21399 --- --- 27.89829 42.67852 40.03182 31.24195
2875 XM_927664 TCEB1P3 54.22808 42.36551 48.71133 66.04633

15235 NM_178553 C2orf53 196.6806 239.6737 201.7484 157.9066
845 --- --- 34.99456 29.25917 33.06412 37.43673

28661 --- --- 130.5165 110.8094 158.4204 137.8758



13488 NM_058164 OLFM2 902.1717 3002.278 884.1777 691.7633
2944 NM_032517 LYZL1 24.94931 24.29469 38.17728 14.52897
1395 --- --- 3.49332 0.00273164 0.00168657 0.0032162

23116 NM_00104268SHPRH 610.7111 419.591 473.9342 739.5105
24297 NM_000446 PON1 48.22959 43.06487 49.99174 58.22492
19430 --- --- 65.94042 42.52828 32.26516 33.4947
14926 BC118982 LOC339809 51.68725 58.79612 61.04022 69.29345
18677 NM_017886 ULK4 197.5599 158.631 203.356 175.2538
4667 NM_004788 UBE4A 4329.785 3445.585 4641.698 4687.773

15282 NM_006449 CDC42EP3 3707.296 4007.279 4472.181 2739.955
11680 BC049370 FAM134C 1294.723 1519.737 1183.25 1359.494

596 --- --- 189.2926 185.358 142.472 170.1628
4568 NR_002569 SCARNA9 204.3419 313.5808 252.0148 267.5497

13073 NM_000164 GIPR 269.7312 369.851 289.6559 274.5304
26331 NM_176891 IFNE1 13.97083 14.04842 14.11235 8.873113
28150 NM_004677 XKRY 29.99207 17.26414 35.41806 29.05184
28220 NM_004677 XKRY 29.99207 17.26414 35.41806 29.05184
26898 NM_013452 VCX 83.6371 95.41632 86.17282 84.36418
17270 --- --- 448.2978 272.7467 601.1893 259.0614
20847 NM_020240 CDC42SE2 1624.866 1611.68 1555.908 1774.352
2654 NM_001773 CD34 100.3901 100.0252 145.205 99.89651
4238 NM_00100549OR5J2 29.83292 48.18663 35.4623 34.50688

18013 ENST0000029LUZPP1 139.8463 160.636 140.1914 180.7227
22114 NM_0010108 TDRD6 38.58353 46.33939 40.06113 38.04045
9968 AB058761 ZNF469 185.6353 162.3948 179.8592 191.2903

16578 --- --- 444.9402 337.0746 608.6534 520.8514
9938 --- --- 39.05057 34.05593 34.36883 44.38823

17366 NM_013416 NCF4 70.36251 77.40563 78.54063 74.74829
4497 NM_007256 SLCO2B1 100.405 156.7536 94.11382 89.80952

19468 --- --- 47.40329 37.50166 49.10563 23.64376
2590 NM_003281 TNNI1 121.0271 154.9007 129.5554 148.2654
455 NM_021952 ELAVL4 48.65941 56.89266 54.66591 39.16191

6168 ENST0000033LOC10013113 179.9538 165.673 195.2145 191.1439
7705 NM_017943 FBXO34 850.0482 717.5975 747.2287 987.3552

15629 NM_017969 IWS1 1383.92 1121.822 1333.649 1354.205
24100 NM_033508 GCK 171.7692 185.2624 191.417 184.6554
5806 NM_012062 DNM1L 2697.187 2479.319 2378.104 3534.8

25089 ENST0000032BREA2 98.26222 76.90206 84.04215 86.26588
26614 NM_147180 PPP3R2 112.7878 114.3486 129.3432 79.93774
25143 ENST0000038OR7E125P 167.1843 216.9603 242.4333 204.6533
23301 --- --- 89.30528 96.82547 102.4846 97.51435
23958 NM_015622 C7orf28A 3486.998 3086.458 3673.279 3165.884
27633 --- --- 454.2413 329.3902 234.9196 490.7896
5240 NM_014205 ZNHIT2 188.1001 233.9177 196.9169 204.9543

15254 --- --- 61.7198 69.85493 63.34504 70.84503
20705 NM_018046 AGGF1 1482.644 1361.927 1510.211 1583.249
13831 NM_0010318 PSG6 95.40503 83.57985 133.2426 125.7983
4911 NM_003696 OR6A2 16.4629 27.2811 28.90085 10.35266



28813 --- --- 91.03078 103.2815 124.1823 69.59946
20717 --- --- 171.435 177.3242 164.1652 187.8909
19463 NM_006859 LIAS 346.4225 262.4817 285.8095 421.5499
9992 NM_052988 CDK10 1252.014 810.578 1029.92 1287.637

16843 --- --- 391.8666 457.222 443.8095 306.5771
12977 NM_003169 SUPT5H 1280.195 1602.583 1442.364 1586.127
14681 --- --- 0.7822748 3.753783 2.705129 3.879001
7060 --- --- 20.97 16.08808 24.442 22.28867
8125 NM_014267 C11orf58 6726.498 7206.82 5493.701 7745.877
2698 NM_005681 TAF1A 459.5421 359.1871 463.5494 450.0123

15736 --- --- 9.969549 16.91359 17.34722 18.21391
6889 NM_024953 C12orf30 1451.496 1417.019 1330.79 1481.429

22400 NM_203395 IYD 85.01811 111.1826 94.42268 86.68233
19063 --- --- 89.89744 59.74992 81.3449 47.26041
2167 --- --- 3148.26 2466.857 3678.282 3500.912
2202 --- --- 3148.26 2466.857 3678.282 3500.912

23322 NM_000823 GHRHR 155.5887 145.1171 150.8501 147.3307
22969 NM_0010401 MCHR2 147.5983 165.0912 164.8321 148.0358
14665 NM_005291 GPR17 165.7633 145.298 132.6061 154.9724
13173 BC126357 FLJ40235 111.8148 112.4995 90.59041 103.6745
4557 NM_020358 TRIM49 247.1202 320.8188 309.5027 260.1251

25056 --- --- 24.99013 20.34979 6.853658 11.45972
9546 AF204269 LOC10013141 32.1269 41.54756 34.62686 35.89248

10138 ENST0000034LOC400499 62.98433 53.96705 58.13568 58.37204
11690 --- --- 9.189033 7.275102 10.38345 20.34041
9098 NM_0010335 SERINC4 135.4311 136.9127 131.7731 151.8949

19737 --- --- 4.611023 28.14821 2.566454 2.604138
6272 --- --- 73.00346 86.01177 76.12457 82.54707

18331 NM_025246 TMEM22 701.6077 297.4113 488.3654 756.8494
6660 NM_006928 SILV 55.77445 22352.38 2886.09 63.8448

20759 AY168789 C5orf27 155.3376 162.4411 172.4732 153.9666
4247 --- --- 67.28024 56.58518 72.70599 64.65342

19339 NM_002477 MYL5 150.183 133.8797 139.9667 165.7832
5750 NM_007178 STRAP 2435.205 1816.694 2183.54 2922.021

16269 NM_198398 ERGIC3 3681.869 5775.805 3981.077 3249.871
25955 --- --- 15.00577 14.19973 16.0881 16.19871
15040 --- --- 342.6095 267.4938 383.3973 376.1677
16392 ENST0000037TSHZ2 16.9742 46.54208 30.21855 18.6204
8234 NM_003049 SLC10A1 106.5224 92.1293 109.8353 109.5809

17194 NR_003714 DKFZP434P21 166.0089 195.9672 204.6392 172.3359
24453 XM_00112794tcag7.977 36.50851 36.61888 49.11871 50.50304

624 --- --- 2.416645 1.733139 3.707744 3.774732
11393 NM_031898 TEKT3 53.55688 37.69868 64.86954 73.37151
4850 NM_00100516OR52B4 60.38897 57.81166 57.82229 68.39946

11187 NM_030968 C1QTNF1 451.6021 832.623 590.2901 664.7282
8108 NM_017917 PPP2R3C 490.9988 457.8723 506.8696 710.3712
331 --- --- 1294.073 1523.705 1379.006 1363.867

15095 NM_020311 CXCR7 59.85872 47.8641 59.98491 42.05471



7735 --- --- 28.95765 41.54676 29.06699 37.63309
26170 NM_014285 EXOSC2 3640.484 3016.752 3691.854 3537.152
21780 NM_001955 EDN1 284.1276 321.8568 1251.091 198.8593
22888 NM_00102529DPPA5 50.63109 41.75452 40.64058 37.15232
26245 NM_014434 NDOR1 465.8356 452.1587 463.2311 467.7471
5873 NM_015416 LETMD1 1624.595 1559.906 1451.593 1770.136
8113 NM_016586 MBIP 1100.463 1144.881 1093.12 1449.295
5036 NM_020929 LRRC4C 44.50557 64.30804 57.1594 54.10274
3122 NM_00109969EIF5AL1 5846.186 4761.813 5823.785 5906.649
3468 --- --- 6.607881 10.97262 9.842748 7.168586

11383 NM_144680 ZNF18 158.9549 190.972 201.2929 179.4178
18428 --- --- 1064.106 778.2485 1055.234 1161.332
25122 BC037297 FAM87A 99.52324 85.30898 74.04008 95.45054
23255 BC001076 C7orf26 1302.338 896.2797 1386.489 1011.025
4831 NM_0010144 CARS 1088.922 1157.795 994.1915 1295.528

28158 NM_00103956RPS4Y2 45.70959 60.33996 55.40587 42.22066
5049 NM_004308 ARHGAP1 2760.868 1623.477 2663.021 2875.131

23456 NM_173517 VKORC1L1 2923.237 2174.461 2786.2 2835.146
6220 NM_000017 ACADS 333.2982 489.5091 380.6453 405.9729

22353 NM_00100878SLC35D3 345.1579 429.7191 394.2767 373.5822
9071 NM_00108049PLA2G4E 147.3078 149.6512 145.0804 136.9814

17804 NM_012401 PLXNB2 2726.749 2779.304 2907.152 2786.969
2525 NM_014625 NPHS2 107.3988 106.4901 98.40041 107.3984

10478 NM_00108044SLC38A8 160.4065 176.195 169.343 162.3665
25926 BC104780 FLJ43950 87.89135 117.8993 94.52783 83.89425
1436 NR_003659 WASH3P 892.4171 852.1868 753.6313 921.5195
3714 --- --- 14.04219 9.485997 13.57178 11.45997

21886 NM_025231 ZSCAN16 71.74389 45.15723 91.6685 93.87263
15789 NM_024622 FASTKD1 324.2336 445.5782 358.115 360.618

807 NR_003242 C1orf152 8026.984 7077.138 8173.355 7747.714
20047 NM_130902 COX7B2 46.91648 53.97147 63.56111 54.76288
23042 NM_024581 C6orf60 177.9459 181.3341 171.371 171.273
27081 NR_003933 hCG_1749005 334.2611 269.8048 379.8541 339.1952
16896 --- --- 29.46312 27.09977 31.93159 24.63165
5680 NM_138425 C12orf57 2532.696 1807.657 2004.139 1792.437

11807 NM_00109964TMEM100 26.41601 24.79374 24.90593 35.45842
21569 NM_020117 LARS 2350.403 2410.107 2389.868 2669.525
25470 NR_003594 REXO1L2P 269.7679 298.7659 313.2739 280.721
21126 ENST0000036FLJ44896 43.6982 56.47296 35.39371 40.36229
14523 NM_015341 NCAPH 3142.106 2191.315 2977.19 2380.481
16102 NM_0010400 SIRPA 822.1045 2706.714 1043.051 756.5839

498 --- --- 402.8731 430.4803 373.9739 404.36
26182 NM_032536 NTNG2 229.2023 214.4221 215.1219 225.6372
10758 NM_021137 TNFAIP1 2366.313 1802.831 2212.601 2305.592
19650 BC051694 MGC48628 40.86458 30.83923 43.44132 44.65339
26846 NM_138778 WDR85 331.092 262.6059 326.9692 372.8008
9033 NM_005159 ACTC1 308.0236 210.344 294.6462 327.9305

18390 NM_002886 RAP2B 1937.339 2181.02 1792.491 2330.906



5549 --- --- 85.72482 110.7389 85.55518 90.87171
21179 XM_373079 LOC391769 704.4671 588.0301 730.1559 621.3433
9798 NM_005952 MT1X 2248.462 1980.195 1768.49 2707.606
9025 AL136908 C15orf29 534.7906 463.0541 476.477 668.6714

17256 ENST0000039IGLV7-46 42.47414 37.03155 45.87504 53.39214
1848 NM_005897 IPP 648.563 896.6845 503.4996 1023.931

26580 --- --- 17.53851 25.04869 26.20493 18.95755
16540 --- --- 43.66183 29.68272 37.13307 48.75028
28304 NM_181717 HCG27 139.7801 155.4727 119.1499 136.8378
9060 NM_133639 RHOV 277.7961 210.4831 282.0942 269.3087

18629 --- --- 27.87368 18.80919 30.89991 32.56303
10250 NM_003586 DOC2A 191.7964 231.7086 217.1913 223.6753
19669 NM_017935 BANK1 64.58952 52.81231 58.21097 57.59135
17245 NM_152612 CCDC116 219.1902 221.559 220.0369 222.6727
23388 NM_006060 IKZF1 85.08412 59.88952 72.48598 86.76575
21095 NM_022762 RMND5B 512.6901 598.9604 586.2667 514.8596
5054 NM_032389 ARFGAP2 925.4865 665.1041 932.5099 982.0479

14126 BC066918 C1orf119 1614.198 2304.086 1560.818 1509.946
672 BC066918 C1orf119 1614.198 2304.086 1560.818 1509.946

12558 BC100791 LOC126520 535.9794 563.6105 561.0663 527.7588
12401 NM_0011055 C18orf34 50.71473 27.38779 46.41353 52.48899
27246 NM_016608 ARMCX1 910.6786 816.6121 1061.533 1026.203
5626 NM_173593 B4GALNT3 234.2369 447.8004 239.4625 174.7726

11832 NM_015294 TRIM37 1229.699 1128.389 1063.514 1277.033
1159 NM_030787 CFHR5 94.04939 104.6276 101.1304 65.14496
9451 NM_022092 CHTF18 344.112 306.5569 355.9971 343.6447

21487 NM_014423 AFF4 2853.062 3013.856 2689.896 3342.111
14471 NM_022662 ANAPC1 849.5945 757.9056 941.2767 970.0609
27259 NM_030639 BHLHB9 133.8096 146.8267 134.5746 148.4443
17936 NM_002078 GOLGA4 1105.263 797.7614 1356.294 1096.95
7360 NM_001872 CPB2 59.0672 47.20547 48.58372 52.43749

28662 --- --- 26.27048 38.6915 29.43913 26.51042
5200 NR_002563 SNORD27 260.9293 200.3443 196.7745 341.827

15703 NM_018557 LRP1B 38.3843 35.91058 38.38723 37.18071
12767 NM_00100446OR10H4 36.89105 44.52387 50.82592 41.38024
11320 NM_153357 SLC16A11 120.1661 104.7514 115.2185 117.5837
10056 NM_002528 NTHL1 353.6679 347.9711 352.3118 360.38
22333 --- --- 194.3077 163.7645 222.1602 158.3344
27244 NM_019597 HNRNPH2 1691.131 1390.722 1566.102 2232.319
13937 NM_033043 CGB5 223.4466 235.5181 241.8648 253.0411
7596 NM_004563 PCK2 328.9522 386.9992 274.8582 452.4099
193 --- --- 12.91087 5.354701 10.59523 3.727684

6194 --- --- 14.64211 18.53436 14.4549 21.35353
25798 --- --- 91.12018 92.10929 84.88312 84.90518
25449 NM_005536 IMPA1 1660.707 1480.649 1462.537 2274.461
21390 NM_002064 GLRX 1339.158 2250.582 982.0225 2682.456
25299 --- --- 177.2299 183.8532 169.2694 171.555
7696 --- --- 257.8816 473.0145 332.2319 263.9782



28161 NM_0010061 RBMY1B 29.97644 22.44173 30.13362 28.70072
28240 NM_0010061 RBMY1B 29.97644 22.44173 30.13362 28.70072
3103 --- --- 355.24 271.8073 249.2901 319.1891
5086 NM_0010055 OR4A47 47.18042 83.79545 69.75445 39.36754

16683 --- --- 28.77599 13.09651 27.38383 12.55935
24970 NM_015029 POP1 972.4868 557.2189 927.0703 1367.75
3623 --- --- 305.8364 392.6338 300.2598 329.7963

20158 NM_002416 CXCL9 36.39865 30.34292 35.84126 29.12429
4660 --- --- 120.7867 102.4459 133.8137 129.2156
7406 --- --- 84.18759 65.01157 76.60207 85.09988

10592 BC040148 RNASEK 1407.869 1419.963 1524.199 1435.946
22671 NM_021177 LSM2 990.8397 556.2906 990.2363 1040.652
28380 NM_021177 LSM2 990.8397 556.2906 990.2363 1040.652
28504 NM_021177 LSM2 990.8397 556.2906 990.2363 1040.652
2608 NM_002479 MYOG 144.1158 139.7519 144.1695 163.3743

12076 NM_004309 ARHGDIA 3635.383 2289.205 3432.165 3452.211
21763 NM_031480 RIOK1 858.9794 664.7929 1082.149 828.236
17169 --- --- 395.6245 392.8382 438.4508 403.2857
2240 NM_181873 MTMR11 431.435 365.6456 390.3822 417.5165

26236 NM_000954 PTGDS 341.6737 401.1948 391.4092 366.5394
6981 --- --- 137.4119 117.6604 153.1452 156.3069
9207 NM_002537 OAZ2 1387.521 1304.308 1241.037 1415.356

22457 ENST0000028CCR6 285.2752 280.6406 309.1117 300.9244
17727 --- --- 46.77094 25.97906 56.79449 55.0644
28630 --- --- 18.40426 32.96706 22.16688 16.93086
22427 NM_003898 SYNJ2 1615.92 1084.42 1516.731 1329.059
2863 NM_005185 CALML3 115.4516 124.8779 140.3879 140.5199

27414 NM_005462 MAGEC1 56.21355 249.6022 108.9171 68.79622
20704 NM_001882 CRHBP 245.9413 269.8559 1547.483 175.3769
19907 XR_036877 LOC654254 248.45 286.2189 295.4821 292.8163
13918 NM_000979 RPL18 10843.4 11076.08 10638.19 11146.76
12586 ENST0000032LOC10012856 286.9763 317.3266 279.3336 215.3092
16331 NM_024331 C20orf121 987.7434 599.7867 836.6848 750.6393
14362 NM_00100538ACTR2 7306.088 7444.256 7179.807 7735.817
7984 BC016028 C14orf80 256.0985 220.3819 233.7143 244.6382

12746 NM_032433 ZNF333 165.402 150.4798 150.5933 174.6098
5716 NM_205852 CLEC12B 61.56417 45.97394 71.67442 55.17355
357 NM_004552 NDUFS5 2613.873 3087.481 3173.899 2726.404

28866 --- --- 46.8171 25.54304 37.16769 47.98468
27197 NM_005296 LPAR4 54.05979 43.9245 46.90225 51.38531
1202 NM_014827 ZC3H11A 1910.333 1738.771 2326.246 2192.827
4671 NM_00108044TTC36 190.4401 209.1228 222.0431 154.7145

14552 BC064421 C2orf29 2521.449 2288.625 2296.441 2871.838
11600 NM_012481 IKZF3 66.90738 41.38501 68.49255 86.1395
22649 NM_002117  /HLA-C  // HLA 5559 6694.805 6506.076 4173.282
26882 NM_000451 SHOX 101.1428 111.808 126.8007 108.9369
28098 NM_000451 SHOX 101.1428 111.808 126.8007 108.9369
15228 XM_940553 LOC391358 510.0997 517.0768 588.496 514.121



2020 NR_003287 LOC10000858 19084.03 19693.94 19648.41 20175.95
17116 NM_005656 TMPRSS2 56.13195 62.95139 54.18464 62.21242
11647 NM_021013 KRT34 170.3898 168.0526 174.7653 189.139
5342 NM_015531 C2CD3 1355.7 857.6241 1230.42 1091.856
3886 M21191 ALDOAP2 1087.706 1195.681 1172.924 1009.638
1618 NM_000300 PLA2G2A 92.44183 95.45435 93.95805 74.62896

13208 --- --- 310.5116 233.0543 339.049 523.9361
28235 NR_001542 TTTY10 190.975 237.854 207.7286 143.4283
4414 --- --- 129.1324 133.0535 124.6849 120.7039

21125 --- --- 21.38693 27.96675 24.14895 17.15648
8335 NM_014216 ITPK1 1518.568 1640.596 1290.478 1081.595
5206 NM_004254 SLC22A8 71.65132 59.99269 73.49413 88.7367

23138 NM_012419 RGS17 341.4182 307.3945 321.1299 327.4969
12018 NM_016286 DCXR 1811.397 1516.525 1773.651 1977.022
11161 BC035511 FAM100B 1864.9 1552.61 1568.167 1687.594
20178 NM_152545 RASGEF1B 106.2895 94.58643 110.2161 111.1482
26591 NM_024639 ZNF322A 280.6837 246.3108 288.3879 282.3684
2236 NM_003528 HIST2H2BE 751.2048 541.121 1581.178 421.4922

20736 --- --- 6.947744 4.690248 5.182937 3.819941
2722 --- --- 591.0652 485.261 636.6516 747.4474
3593 NM_006327 TIMM23 3624.047 2751.183 2993.854 4264.388

11825 BC022189 C17orf47 31.94236 17.54504 40.59106 37.38961
16087 NM_030931 DEFB126 41.79428 34.85925 46.41634 44.60813

674 NM_006513 SARS 1933.087 2185.122 1658.412 2378.782
27624 --- --- 6.111488 9.251594 7.069208 6.918185
16552 AF258585 LOC10013164 71.19411 74.50565 67.86272 83.59725
7212 XM_00171825LOC390424 723.4224 497.8508 655.0075 918.0741

15048 --- --- 36.91879 24.37486 37.55112 30.81627
1308 NM_178549 ZNF678 124.4771 86.45371 132.5327 195.294
3983 NM_0010051 OR52K2 84.87182 83.7979 99.21363 97.4259

11529 NM_015194 MYO1D 494.3363 1642.635 892.6848 609.4999
23052 NM_016063 HDDC2 1498.95 1786.234 1683.878 1723.812
18351 NM_0010804 ZBTB38 3430.924 1852.663 2764.702 3896.49
11170 ENST0000034LOC124512 1179.294 1276.305 1226.017 1208.448

72 --- --- 103.3 135.2166 108.7032 125.828
3841 NM_018017 C10orf118 297.6085 321.6965 312.6125 321.4049
9792 NM_005946 MT1A 3016.748 1591.328 2328.335 3459.66

16226 --- --- 31.97221 42.23616 55.27686 57.09388
10654 --- --- 178.9899 189.0789 191.3118 173.8182
19040 NM_007354 C3orf27 144.2719 139.8826 157.0857 149.18

49 NM_004402 DFFB 246.0728 312.1505 265.5614 262.3473
28202 --- --- 7.631619 7.446759 5.230479 5.064164
16036 BC067110 ECEL1P2 453.9051 415.7025 400.1056 474.9754
20103 --- --- 67.93085 43.5724 103.9022 51.61354
3583 NM_0010069 LRRC18 83.07127 73.57719 101.3627 85.29936

10982 --- --- 62.3448 78.98392 73.34184 77.09767
3935 NM_000797 DRD4 319.2845 319.9304 298.5549 309.7379
3366 --- --- 102.9333 120.262 124.6159 111.2025



7960 NM_005552 KLC1 1673.819 1501.69 1642.636 2031.297
20976 NM_001804 CDX1 985.132 1003.118 870.2324 926.3043
9513 --- --- 205.8771 257.9402 249.3097 234.1235

23156 BC024224 LOC202459 380.1472 371.6768 461.0268 453.4739
13122 NM_033043 CGB5 209.4026 220.1568 223.4282 239.0536
26087 NM_0010052 OR1L4 229.9743 176.0468 209.0597 218.4509
22284 NM_016104 RWDD1 927.4404 856.4404 788.7704 1061.604
25600 --- --- 20.87206 30.53197 18.58265 27.22853
15890 --- --- 62.48952 82.29711 49.8467 55.15471
17290 BC047380 CRYBB2P1 773.0362 821.337 651.8037 704.4185
24386 NM_198999 SLC26A5 44.06515 41.52345 44.00837 55.91202
11108 NM_016627 AMZ2 2291.308 2676.931 2095.093 2362.922
9817 NM_005886 KATNB1 777.9543 697.6085 544.863 698.408

22442 NM_003057 SLC22A1 166.3081 167.5656 177.1553 173.787
9745 --- --- 257.6203 270.3763 257.311 227.8683

13809 NM_198540 B3GNT8 98.08514 91.80406 88.49168 93.54295
21660 --- --- 41.72586 35.28596 44.26888 40.55264
17627 NM_019103 ZMAT5 387.0557 372.7057 403.3552 370.7356
18500 NM_00103978C3orf65 41.39089 44.87574 41.52262 37.31422
20737 --- --- 5.782523 5.113965 3.409588 5.972725
26887 NM_002414 CD99 2135.675 2940.258 2135.852 2309.895
28103 NM_002414 CD99 2135.675 2940.258 2135.852 2309.895
14325 NM_002954 RPS27A 4037.569 3703.378 4218.832 4571.786
7378 NM_018191 RCBTB1 653.4088 691.0168 513.6643 818.1146

15527 NM_004418 DUSP2 251.5804 280.1395 274.8554 240.9474
22900 --- --- 228.2504 275.7859 294.8404 230.0783
12229 NM_018696 ELAC1 216.045 151.0784 218.9839 194.741
22350 NM_018945 PDE7B 90.03469 54.36169 83.23782 117.3411
6739 NM_032735 BEST3 42.06317 24.11918 41.52868 59.41397

21401 --- --- 1.63175 0.5301205 2.5046 1.719606
20920 --- --- 226.3363 179.72 326.9657 225.7221
5979 ENST0000028KIF5A 149.2065 190.2232 148.1142 134.362

20610 NM_024415 DDX4 70.50848 60.47008 61.00021 74.80332
18114 NM_213609 FAM19A1 32.32577 25.43588 37.68504 29.70495
25708 --- --- 47.42112 23.57163 29.72886 27.93794
13187 NM_0010108 ZNF766 339.1831 436.7418 396.1799 410.3887
19120 --- --- 6.387941 4.063839 6.715258 7.076698
20913 NM_006083 IK 1401.58 858.2164 1185.216 1618.332
12379 --- --- 128.6463 143.9428 157.4575 164.9469
24944 NM_016023 OTUD6B 1564.275 1084.171 1148.37 1872.603
14668 --- --- 107.7349 115.6907 171.5725 169.0614
12221 BC042146 KIAA0427 371.7279 435.0066 381.7615 452.0722
8845 NM_172217 IL16 169.4287 638.8016 163.1078 143.3083

22736 NM_003137 SRPK1 4114.144 3308.562 4488.83 3927.408
22252 --- --- 12.93057 11.75574 14.10502 12.05258
12502 NM_152676 FBXO15 54.09509 73.85131 66.80151 56.46418
1715 NR_004054 SNORD103A 138.9508 118.6599 123 132.4592
1716 NR_004054 SNORD103A 138.9508 118.6599 123 132.4592



20434 NM_016228 AADAT 1073.955 617.8285 1053.503 874.6293
15642 NM_0010997 A26C1B 7851.43 6750.8 7475.917 7531.212
11814 NM_007146 VEZF1 2681.589 2030.421 2582.152 2745.964
3663 --- --- 71.87728 67.53096 57.16211 94.2131

12842 BC034499 ZNF738 442.7225 1050.783 393.1824 416.762
409 NM_004047 ATP6V0B 1119.139 1008.868 1467.54 833.1746

25144 BC093747 LOC349196 100.101 113.5676 125.0915 120.3838
25159 BC093747 LOC349196 100.101 113.5676 125.0915 120.3838
27247 XM_00171788LOC653354 679.7625 626.2119 808.6345 1009.525
2244 BC132992 C1orf138 122.5607 120.57 109.52 114.7456
1093 NM_032126 C1orf49 39.10563 35.81899 36.21147 27.72472

13063 ENST0000022LOC284352 909.9241 1044.54 968.7655 890.9347
5005 --- --- 30.85513 29.48991 30.86005 37.19631

20059 NM_015030 FRYL 2071.523 1370.722 2043.463 1758.503
13458 --- --- 70.62301 88.09024 68.86756 99.79696
9942 NM_001537 HSBP1 1190.636 1389.018 1037.451 1686.458

13380 NM_145173 DIRAS1 415.5895 501.6946 418.6935 402.3114
7134 NM_006418 OLFM4 50.43233 57.27026 53.31367 50.36796
7839 --- --- 53.27567 56.21031 69.49866 54.49221
6263 NM_052907 TMEM132B 70.43683 64.25099 58.62358 66.6489

10400 NM_024939 RBM35B 192.2498 183.7646 182.4093 195.6952
13116 NM_014330 PPP1R15A 1101.729 1006.361 1332.211 1215.421

899 --- --- 48.34579 45.53287 40.65297 48.28683
14678 --- --- 2.425062 1.589333 0.12217 0.966796
28361 NM_001264 CDSN 227.6049 231.6417 241.7376 255.1426
13604 NM_006387 CHERP 1418.822 1093.615 1523.247 1603.978
24294 NM_005868 BET1 477.5244 945.6796 605.6056 554.1508
15274 --- --- 28.43501 26.03019 32.18081 33.83798
25619 NM_016601 KCNK9 113.6545 135.9388 110.0865 123.4781
26871 ENST0000036CYTB 14333.6 14470.3 14638.62 14533.03
20917 NM_144723 ZMAT2 1493.138 958.1334 1151.245 1806.428
4644 --- --- 90.99548 114.4443 96.41763 61.15907

25785 --- --- 26.50732 38.61338 30.94607 29.86192
5195 NR_000008 SNORD22 376.0438 274.9799 285.666 511.6055
100 NM_000302 PLOD1 4190.852 7402.027 4209.064 3638.181

5302 --- --- 71.55032 95.51038 81.79194 81.11219
22929 NR_003044 SNORD50B 173.6314 228.034 145.1491 268.1704
3670 --- --- 37.82506 25.07406 35.96923 41.58391

13851 NM_00103174LYPD5 162.6541 182.7451 176.7254 152.4739
1119 --- --- 13.96579 13.84328 8.577242 6.095538

27274 NM_004780 TCEAL1 292.9316 260.3005 366.3105 281.8091
17319 BC008289 MGC20647 179.2987 123.607 138.7981 178.5818

87 --- --- 421.9717 396.5123 432.0637 459.08
17512 ENST0000035LOC10012911 209.2389 202.4281 239.7769 170.2967
13452 NM_174895 PCP2 321.4006 273.3182 300.9144 322.0082
12155 --- --- 109.5818 133.8549 141.6423 226.4525
2400 ENST0000032OR6K3 87.64093 81.70024 81.3863 75.44098
7230 NM_003891 PROZ 106.3726 94.13063 106.3089 106.2487



9816 NM_032269 CCDC135 82.97395 89.57048 88.81493 86.67725
17602 AY358961  // DKFZP434P21 180.3591 236.5773 185.9144 189.7464
11833 NM_182620 FAM33A 1807.004 1313.56 1857.737 2273.337
4555 NM_024114 TRIM48 47.7515 67.2513 52.19487 47.78265
5408 NM_024114 TRIM48 47.7515 67.2513 52.19487 47.78265

16111 --- --- 144.874 122.5713 130.4966 148.243
8482 NR_001291 SNORD115-1 7.034015 7.793272 8.66991 4.626795

21736 --- --- 60.68233 97.77943 55.91441 51.8982
9410 NM_0010124 GOLGA8G 256.8789 304.559 269.8867 274.0454
3879 XM_940698 NKX1-2 199.4839 166.5965 194.1977 195.7141

21009 NM_017872 THG1L 530.5891 440.4667 456.2484 741.3834
25965 NM_032310 C9orf89 1067.026 1045.587 973.7307 743.8182
26112 NM_014007 ZBTB43 381.1976 407.1852 456.6948 395.4647
5908 --- --- 58.40771 52.88324 67.86402 64.58228

18954 NM_024508 ZBED2 102.6473 111.4367 117.2887 107.9296
6384 NM_005127 CLEC2B 232.3554 129.6663 199.3556 292.6222
4567 NR_002569 SCARNA9 191.2481 237.4619 222.5736 247.0449
7931 --- --- 2.978611 3.235837 2.84877 9.155952

17526 NM_003277 CLDN5 407.9363 409.0424 433.5207 388.2959
22111 --- --- 10.5575 4.714329 13.3332 6.12575
23423 --- --- 3.3814 0.8437113 1.4512 3.084655
3402 NM_001300 KLF6 1344.086 1426.427 1206.562 1599.845
818 --- --- 105.2636 87.72423 123.9927 109.6008

28641 --- --- 5.21454 2.683344 5.217007 5.162712
1594 ENST0000027ESPNP 242.6965 237.3482 172.7161 177.8031
1849 NM_003629 PIK3R3 568.0995 3775.397 814.4692 672.4882

20516 NM_012073 CCT5 4876.748 4413.977 5015.188 4850.091
16597 NM_001322 CST2 129.1377 129.6847 142.0369 131.2266
23071 NM_003569 STX7 863.164 1502.271 653.2849 1380.49

246 --- --- 14.76581 19.90382 12.54242 15.38177
8719 NM_203373 FBXL22 184.9451 234.602 167.1235 198.7683

19432 XM_00172388LOC10013007 280.4966 236.6208 357.9976 308.0473
13240 NM_013289 KIR3DL1 66.51942 74.24246 58.89432 65.07517
5498 --- --- 113.5912 142.7553 120.2877 76.44148

13372 NM_144616 JSRP1 474.0289 547.1075 472.4086 466.7463
20387 --- --- 4.207225 5.051223 5.565559 6.142096
10661 NM_017775 TTC19 1473.366 1739.45 1529.1 1388.053
6555 NM_016594 FKBP11 531.1312 493.3263 474.2295 527.459

22571 NM_005323 HIST1H1T 44.62342 72.44208 53.79051 48.02636
14754 NM_018151 RIF1 1744.113 1370.73 1774.862 1625.93

204 BC016053 HSPC157 192.6743 296.4075 174.2991 330.2144
17458 NM_006953 UPK3A 253.7869 262.2343 247.9477 250.9413
14845 NM_003659 AGPS 2058.255 1916.022 1786.488 2484.327
3973 --- --- 171.6977 193.5726 215.7716 189.2467

11963 NM_003016 SFRS2 3390.307 2739.384 3443.064 3744.216
21732 NM_020185 DUSP22 451.3357 380.4807 494.3728 446.551
22621 NM_030876 OR5V1 35.8259 42.84961 36.57499 39.0927
28242 NM_004676 PRY 226.0872 209.3188 186.9665 202.9567



8518 NR_001291 SNORD115-1 7.220037 8.007283 8.916502 4.762142
15948 --- --- 5.599724 3.030682 4.639511 4.868699
21738 NM_001452 FOXF2 1994.488 1075.876 2160.49 1417.917
7255 --- --- 137.0642 73.13963 110.1189 164.3124

13406 NM_025241 UBXD1 892.322 1007.921 817.36 882.1788
26870 ENST0000039ND5 10196.93 10907.08 10488.07 10132.96
26803 --- --- 563.5793 643.1871 613.0682 443.3881
25729 NM_000550 TYRP1 44.21228 11787.77 1217.305 56.29845
14695 NM_0010835 A26C1A 17.31409 201.1113 27.24869 15.18635
11733 --- --- 226.4431 118.4622 296.856 210.6805
6240 --- --- 47.93975 31.68129 54.82598 44.02576

15362 --- --- 503.3321 444.8723 463.9977 458.8502
21231 NM_005410 SEPP1 13.37871 35.96399 14.36849 12.79441
11961 --- --- 125.0026 189.7129 137.7208 132.7193
22403 --- --- 91.29944 57.43604 56.29278 51.59962
2976 --- --- 137.0724 157.9773 126.4857 153.7571

17422 --- --- 29.77968 17.58619 20.09218 26.67462
27564 --- --- 32.75467 38.17585 30.45688 49.87384
13516 NM_145045 CCDC151 80.2113 49.16047 78.52462 91.05718
16130 NM_175839 SMOX 607.0106 791.6782 534.9435 365.2684
7907 NM_006668 CYP46A1 266.6944 275.5834 239.3395 268.1886

13416 BC036545 PLAC2 588.4921 725.8442 553.7028 614.2059
15643 NM_0010997 A26C1B 16.10144 192.2511 26.56032 14.43309

60 NM_005341 ZBTB48 198.2486 271.6723 219.6461 243.9281
13401 NM_030662 MAP2K2 2249.517 2029.295 2135.741 2311.409
19794 ENST0000034LOC729566 54.31604 36.86835 38.88062 56.08251
20674 NM_022132 MCCC2 1540.4 1494.98 1604.517 1758.962
28268 NM_022132 MCCC2 1540.4 1494.98 1604.517 1758.962
27914 NM_00108014RP6-166C19.6 68.2493 100.8609 81.21912 79.94991
20832 BC130495 FLJ27505 35.92964 34.10045 34.99079 38.08078
18508 AB209021 EIF4A2 410.4892 281.9059 448.1479 432.7735
21092 NM_0010795 FAM153C 86.3755 137.8235 110.6753 85.12937
25388 --- --- 36.57573 29.84969 34.58353 33.81081
21408 --- --- 6.279917 0.09254188 10.33243 1.555483
17504 NM_031890 CECR6 478.7215 501.6888 426.5829 443.503
19777 NM_002940 ABCE1 2068.585 1626.675 2618.11 3093.729
13724 NM_0010424 ZNF565 89.63168 73.91177 85.2746 97.91369
6877 NM_016301 GPN3 822.9394 809.8754 841.9639 829.5188

14096 --- --- 11.28766 16.17934 14.43416 16.23878
2316 NM_020699 GATAD2B 3384.054 2853.475 3568.225 2893.543

18223 NM_017945 SLC35A5 1610.968 1500.524 1795.706 1607.931
14785 --- --- 12.04432 4.569896 13.68368 12.61825
18091 NM_00101250CCDC66 263.1975 196.0048 232.1584 300.1655
26752 NM_052844 WDR34 1573.711 1249.144 1709.709 1246.869
26559 NM_001393 ECM2 62.00708 75.20233 69.28738 73.48423
24113 NM_004749 TBRG4 2238.88 1969.505 2322.526 2039.251
5857 NM_000486 AQP2 188.2797 212.5788 165.4003 178.586

21039 --- --- 7.951067 10.30728 9.285797 10.06081



4802 NM_024698 SLC25A22 643.1296 504.0368 618.207 623.029
22217 --- --- 23.97335 22.37806 20.56676 25.84394
11732 NM_003954 MAP3K14 366.7968 235.4776 273.0359 309.6787
5242 NM_032431 SYVN1 1400.028 1311.954 1570.129 1018.636

25663 NM_012162 FBXL6 393.7367 292.445 316.2692 348.246
16112 NM_080739 C20orf141 130.8604 161.1397 134.8484 110.7293
9502 NM_145252 LOC124220 270.7103 257.8573 262.5616 217.0317
8437 --- --- 225.4238 231.5142 213.6708 220.3078

14846 --- --- 12.33283 12.17944 14.55106 11.08518
3267 BC015994 C10orf32 101.2493 73.83418 104.2505 153.6456

20900 --- --- 73.9517 95.57027 65.47575 86.5291
12945 ENST0000031ZNF540 32.98668 29.94534 68.67493 31.65841
28215 NM_007125 UTY 70.19 61.78907 76.7415 66.19599
11628 XM_00112700KRTAP1-4 951.933 815.8816 881.5136 835.5254
20412 NM_017923 1-Mar 57.32167 45.59224 52.27529 45.87036
26241 NM_016219 MAN1B1 1129.328 1518.618 1210.604 1014.788
5720 NM_002262 KLRD1 28.20101 39.53863 33.65665 18.7471

15792 --- --- 16.3666 22.48112 20.63279 28.18438
11236 NM_016080 GLOD4 532.5295 570.3549 496.6198 770.9429
11804 NM_0010825 CA10 53.06319 53.40099 60.89936 57.70948
24503 --- --- 30.87287 58.44847 36.85704 32.71075
6694 NM_001478 B4GALNT1 420.8145 75.68207 64.69491 285.7067

25591 ENST0000032TMEM75 74.16305 78.10805 65.64207 73.52718
12157 --- --- 56.57478 55.62072 50.63535 56.84115
9504 NM_032296 FLYWCH1 465.7039 579.1725 392.421 523.3451
3847 BC021737 C10orf82 101.1517 108.5346 111.1864 102.1841

15306 NM_0011013 hCG_1645220 82.41991 60.86357 86.11053 95.21852
23399 --- --- 92.68191 95.5943 116.3089 105.9448
5264 NM_015399 BRMS1 518.6555 336.5036 521.0133 552.0771

16557 --- --- 0.1386745 0.00125049 0.0094344 0.204093
15988 AF439399 RESP18 181.1734 154.9294 164.9697 182.8047
11119 --- --- 127.8029 137.4666 142.0317 124.6339
27764 NM_004143 CITED1 363.6487 337.2649 567.1653 297.9176
14892 NM_002157 HSPE1 1633.249 1592.708 1667.9 1646.818
26567 --- --- 45.68446 51.41169 48.29512 45.62758
7113 NM_031915 SETDB2 175.522 200.4068 148.6514 172.4901

20726 NM_006909 RASGRF2 61.15742 68.10039 71.25747 91.0946
9232 ENST0000038LOC10013179 31.0634 57.16807 83.46435 55.59949

11511 --- --- 230.4312 264.1644 244.3049 172.6663
13185 --- --- 13.02421 10.63931 14.40272 9.672055
3974 NR_002720 TRPC2 92.78983 115.0067 102.6943 74.90914
4464 NM_005553 KRTAP5-9 294.2227 277.9288 330.9598 325.8842
1865 NM_032785 AGBL4 75.19379 72.23756 83.56865 78.70565
3912 --- --- 212.8302 299.7285 222.2026 195.0349
8964 NM_0010014 LOC283767 60.31193 58.28772 71.31513 57.0707

24431 --- --- 43.61343 47.41416 45.49287 44.422
12752 NM_012114 CASP14 45.06507 54.09131 44.99234 44.86662
12330 --- --- 33.4304 29.78602 48.68454 59.95552



8819 NM_018602 DNAJA4 493.9565 363.2936 196.2187 505.4258
6150 --- --- 99.88106 96.38388 119.4316 115.5308
4367 ENST0000031LOC439914 79.50418 88.38499 71.91448 76.64888

13934 NM_000894 LHB 346.3623 331.7035 352.3347 417.1831
27480 NM_020061 OPN1LW 177.3874 137.085 176.4408 204.5943
17640 NM_014303 PES1 1371.842 1120.351 1370.777 1358.566
18506 NM_000893 KNG1 39.0374 45.27117 41.71833 43.42853
26654 NM_173521 C9orf84 17.67714 20.77916 19.91152 22.42185
3036 BC041932 C10orf107 21.32225 17.21779 18.51641 20.64289

17326 --- --- 96.48893 251.1677 94.62369 93.50062
7647 --- --- 39.23933 49.24444 42.76659 42.2964

13566 ENST0000034PALM3 153.1596 171.3569 169.7211 167.076
14143 --- --- 4.930974 4.959479 8.448021 9.604373
21960 NM_00100369C6orf21 122.3031 129.1602 122.465 125.575
28316 NM_00100369C6orf21 122.3031 129.1602 122.465 125.575
11004 NM_000023 SGCA 216.4243 215.4533 218.2261 213.9668
11913 BC101214 C17orf54 53.22852 80.90202 76.86647 70.68679
3875 XM_00171535LOC10012816 723.6825 453.8792 750.2738 799.4433
9582 NM_015027 PDXDC1 1479.456 2144.253 1485.556 1482.311

22190 NM_153362 PRSS35 63.02622 180.7372 77.42632 61.30654
28562 --- --- 11.83653 12.90553 13.46575 14.06271
19721 --- --- 805.6504 822.3775 887.9333 830.4766
5449 NM_002427 MMP13 41.66335 43.75458 38.08818 36.16497

11836 NM_016077 PTRH2 1110.039 1236.682 1334.334 1089.233
22444 NM_000301 PLG 225.3072 284.5469 190.6346 281.1394

476 NM_153703 PODN 161.992 167.9012 132.8293 142.693
13885 NM_005091 PGLYRP1 164.6835 151.4806 158.3045 129.7823
9253 NR_002780 HIGD2BP 130.0399 108.1419 117.1224 135.5374
7610 NM_004554 NFATC4 257.2212 267.6108 228.6098 221.8477

19577 --- --- 56.92129 52.96271 52.64852 63.68604
15039 NM_022915 MRPL44 902.386 1308.425 879.6052 1005.476
4211 NM_024114 TRIM48 44.73208 42.33816 69.21548 66.19265

16483 NM_015985 ANGPT4 107.7391 104.9903 108.9284 110.1987
6526  BC125190  //RACGAP1P  // 817.9872 408.8054 677.8103 1005.318
5111 NM_00100528OR9G4 53.69778 52.58782 47.68007 48.67407

15608 --- --- 118.7214 174.1421 120.8259 167.6595
160 NM_014675 CROCC 168.0493 190.2802 169.5729 178.9307

20354 NM_199324 OTUD4 1407.058 947.1641 1590.072 1626.158
10670 NM_014695 CCDC144A 386.4345 477.1887 363.3618 373.3799
28028 NM_032508 TMEM185A 709.3719 816.9291 804.5097 753.5319
9566 --- --- 649.627 780.5863 651.3387 695.9301

14032 NR_002938 LOC284379 83.30696 110.8272 91.57828 129.8499
15680 --- --- 31.39972 30.78095 28.12243 27.67293
24335 NM_005916 MCM7 3578.165 2442.159 3212.49 3019.816
8089 --- --- 8.340333 4.100548 8.486979 10.19626

13776 NM_001828 CLC 52.53223 55.20274 43.53283 54.04759
23871 NM_130759 GIMAP1 507.2473 551.0784 528.8942 525.6967
5017 --- --- 77.42847 97.59992 88.40192 68.19251



9733 --- --- 1321.65 1647.273 1303.644 1130.477
26454 --- --- 729.5612 579.4767 577.5796 751.796
2576 --- --- 212.9987 265.3578 272.1708 141.0195
2897 --- --- 15.95688 16.63863 5.471309 13.23212
9045 NM_003134 SRP14 1601.889 1766.889 1827.656 2138.473
7453 --- --- 54.17261 40.20306 56.5764 45.53069
7471 --- --- 100.4571 110.5739 135.4766 123.5876

16061 ENST0000033LOC151174 117.5114 111.5044 129.4202 118.1929
27130 NM_00101088ZC3H12B 52.79192 68.22958 62.14901 53.72949
21718 NM_182925 FLT4 100.1621 91.30233 106.1342 121.6414
15253 NM_017910 FLJ20628 604.673 869.5395 637.4871 688.5891
12389 NM_024423 DSC3 26.97006 13.44897 26.90267 22.85571
19862 NM_0010401 KIAA1712 262.9062 202.7538 222.0688 327.1945
3021 NM_012242 DKK1 2936.681 2004.548 3270.715 2516.998

10214 ENST0000039HMGN2 5267.096 3121.368 5199.943 6728.187
9170 NM_003888 ALDH1A2 83.97952 96.67235 91.71017 82.77925
2493 ENST0000036LOC646870 77.98978 145.0602 95.04419 99.56984
7005 BC007232 FAM58A 675.6128 552.7434 783.2171 550.4997

23081 --- --- 148.1078 149.9541 176.2649 159.7245
17239 NM_015672 RIMBP3 87.59882 75.35854 102.8266 101.1207

991 NR_002190 SUMO1P3 33.98442 26.59813 24.27292 43.82514
16160 --- --- 47.60936 41.99147 37.88954 51.62325
17446 NM_001197 BIK 308.0401 348.282 344.0821 328.8738
25880 --- --- 572.3174 322.8592 484.2783 539.1265
19080 --- --- 30.96467 18.23553 34.2734 38.63126

136 NM_033440 ELA2A 149.0708 136.4433 138.0675 163.1952
9772 --- --- 404.2257 549.3621 645.045 309.2743

27425 NM_0010096 SPANXN1 20.33267 25.59128 26.07035 22.46477
2154 --- --- 38.98574 35.85198 40.69416 34.4811

11472 --- --- 37.88675 40.90577 40.59367 54.11416
2956 NM_153368 GJD4 275.9831 304.4134 317.5016 277.8982
4279 NM_0010047 OR5A1 65.0858 66.86589 68.89678 95.16977

19011 NM_002213 ITGB5 4415.184 5678.112 4939.483 3600.145
11862 NM_020198 CCDC47 1641.353 1478.001 1484.022 2058.313
13080 NM_006247 PPP5C 1500.55 1318.964 1561.822 1469.306
23218 NM_00108046UNCX 439.4163 478.3021 410.7672 432.0401
18918 --- --- 272.6417 154.4546 252.8298 216.1382
25040 --- --- 106.9256 129.0536 113.058 104.7674
8939 NM_198243 ASB7 565.9128 744.0416 477.9443 649.1744

16044 NM_018410 HJURP 3039.622 2229.155 3058.317 2523.819
16417 NM_020673 RAB22A 1579.052 1383.742 1681.967 1468.768
10533 NM_172367 TUSC5 161.0923 166.5827 177.3767 165.1857
18423 NM_00108044OTOL1 83.9968 96.60021 87.63955 85.1623
2139 --- --- 94.07799 132.5077 97.84496 108.4592
5223 NM_015080 NRXN2 242.7543 247.9623 237.3619 249.4382

10051 NM_002952 RPS2 10468.51 10732.07 10282.19 10741.17
27521 --- --- 486.8033 567.8752 563.5899 500.119
10284 NM_013258 PYCARD 154.8768 1174.782 217.253 136.28



19667 NM_014395 DAPP1 48.71394 102.1716 68.94552 48.23801
13029 NM_024327 ZNF576 273.3419 261.4577 336.1201 250.3474
11727 NM_00108044KIF18B 1074.775 505.4274 855.332 1141.387
13826 NM_001712 CEACAM1 124.2412 4980.115 417.5633 51.23558
16689 NM_052846 EMILIN3 220.432 246.3034 205.5308 226.3313
3119 NM_00109969EIF5AL1 5697.486 4651.055 5693.351 5738.129

21188 --- --- 91.22617 586.5481 98.62697 76.38933
12537 NM_032551 KISS1R 550.9364 518.9839 508.4087 497.0095
26637 NM_014334 C9orf4 458.4614 543.3672 453.7309 392.104
22602 NM_003514 HIST1H2AM 885.4855 605.7543 913.813 774.589
12826 NM_015329 KIAA0892 913.6153 931.9276 811.3177 869.9994
22967 NM_005190 CCNC 2709.647 2700.148 2521.407 3513.278
16650 BC112060 C20orf173 43.1412 47.98719 46.74736 53.21616
7919 --- --- 110.1172 103.1062 129.8506 106.0721

26680 BC104240 C9orf27 40.42706 31.7386 27.06641 24.94024
2273 NM_00108396TDRKH 325.8054 397.4458 318.8299 475.9314

15753 NM_013450 BAZ2B 415.355 388.8296 378.1571 547.5965
21374 NM_004365 CETN3 211.1107 156.3907 159.0811 291.396
14962 NM_152523 CCNYL1 640.7829 647.9099 729.3541 718.9855
22259 NM_003080 SMPD2 1260 1260.685 1176.004 1307.342
22853 NM_003643 GCM1 66.80241 75.90405 77.61084 92.70719
5469 NM_000855 GUCY1A2 603.4296 480.8344 679.1782 450.018

14270 NM_206943 LTBP1 774.2143 828.2244 744.7189 790.2949
14352 NM_0010015 UGP2 1052.278 1215.799 1158.266 1205.751
14569 NM_024093 C2orf49 794.0685 827.0208 804.5591 963.1966
7512 NM_006322 TUBGCP3 1522.429 930.8708 1389.727 1605.788

10444 XR_017565 LOC441506 3290.592 2716.487 3618.42 3118.083
2552 NM_030934 C1orf25 1350.071 1186.64 1457.189 1447.26

17856 NM_018462 C3orf10 2895.762 3643.141 3273.261 2794.106
19364 NM_001528 HGFAC 135.6536 136.7758 128.5411 119.9483
26905 --- --- 20.84545 22.6304 23.75869 29.55313
19969 NM_053042 ZNF518B 27.14102 426.4253 52.12891 22.01894
26423 BC027338 MGC21881 351.1967 387.5898 356.882 377.6463
7018 NM_000231 SGCG 61.40255 54.71655 73.2261 78.4565

16687 NM_015035 ZHX3 667.1533 582.8925 622.4023 747.1614
25922 --- --- 2.697797 22.69813 17.49677 5.586772
5427 NM_201278 MTMR2 3019.067 2381.086 3105.257 2898.345
3196 NM_018063 HELLS 1031.208 639.3719 560.7594 1257.471
5121 NM_003627 SLC43A1 669.5278 641.4434 636.613 629.9851

13739 NM_152484 ZNF569 155.0485 128.9137 207.8997 141.6127
2570 NM_018136 ASPM 2868.464 1546.857 2722.271 4295.76

12061 NM_000160 GCGR 610.6053 768.8583 762.0643 743.2596
25233 NM_139278 LGI3 108.9216 124.7864 108.1661 95.90296
21675 AF151875 HSPC111 1009.906 737.5603 1121.194 938.7125
16917 --- --- 11.41853 10.8094 14.68521 18.38173
27229 --- --- 79.53929 79.08699 82.35255 80.79979
9064 NM_007280 OIP5 749.1682 437.1491 638.4124 1043.196

18210 --- --- 28.43463 16.01522 40.685 32.82707



359 --- --- 310.3883 269.8086 338.4376 370.0067
8646 BC029537 C15orf43 53.85838 41.36892 46.6626 46.15339

17806 NM_002972 SBF1 932.0284 1044.269 844.0114 956.4973
15815 NM_001689 ATP5G3 1505.147 1651.253 1418.634 1488.918
10617 NM_004870 MPDU1 3683.783 3026.468 4018.226 2948.839
17049 NM_0010777 KRTAP27-1 57.51339 59.66318 55.14569 74.8771
12085 NM_014410 CLUL1 63.84465 97.41582 63.22763 51.8924
18682 NM_000729 CCK 159.2627 154.7677 144.6636 145.5569
4305 NM_006725 CD6 132.8669 148.0299 137.7709 132.5251
7143 NM_030794 TDRD3 729.2556 1251.218 841.4862 837.3306

15501 --- --- 1.22226 0.00240427 0.0020716 0.00368313
26819 NM_006412 AGPAT2 915.8209 971.52 915.8673 925.2883
17367 NM_000395 CSF2RB 125.12 119.4473 166.1906 130.875
28105 NM_001008 RPS4Y1 46.94928 305.3539 62.98954 34.69693
20358 NM_00102999SLC10A7 624.3224 581.8375 670.9561 629.79
7253 NM_022459 XPO4 1517.953 1185.079 1513.517 1899.345
786 AK289533 FAM108A1 1635.758 1870.377 1584.195 1402.08
798 AK289533 FAM108A1 1635.758 1870.377 1584.195 1402.08

16047 --- --- 205.7095 168.4799 257.7925 183.5202
2351 NM_0010375 GON4L 909.9979 841.4808 1075.142 966.0464

11139 NM_004695 SLC16A5 349.139 456.1294 304.5183 430.7133
22918 NM_015525 IBTK 1987.252 1917.2 1993.41 2469.243
13996 NM_001245 SIGLEC6 294.9559 250.4048 305.44 312.4695
11237 --- --- 87.18915 100.1723 77.39595 100.1014
5184 NM_203422 LOC221091 751.3388 777.184 719.4195 611.8187
3980 NM_001033 RRM1 4613.927 2961.256 4015.577 6169.122

13589 NM_024794 ABHD9 110.1298 110.0506 109.5744 99.60568
20803 NM_022828 YTHDC2 801.6496 815.7377 735.5085 1044.391
26764 NM_004878 PTGES 230.9544 664.4866 252.2925 224.888
22659 NM_004639 BAT3 2245.884 1958.745 2076.09 2223.295

6 --- --- 2285.943 1672.769 2188.491 2104.029
11738 --- --- 93.99581 84.02625 79.76109 87.20906
13794 NM_000713 BLVRB 425.4704 680.2364 363.4386 556.4374
25577 NM_0010179 ZHX1 1200.19 880.5903 769.0662 1551.165
26719 NM_033334 NR6A1 361.5782 433.8732 338.1078 320.1292
28677 --- --- 370.0618 368.7009 320.9391 388.2264
4981 NM_00104069UEVLD 1200.156 1181.34 1006.97 1808.061
720 NM_022836 DCLRE1B 798.2028 695.2842 638.5491 957.488

6815 --- --- 32.96222 15.64989 25.26446 46.07414
26883 NM_006140 CSF2RA 79.8882 164.5366 81.28127 80.28541
28099 NM_006140 CSF2RA 79.8882 164.5366 81.28127 80.28541
18723 NM_002375 MAP4 2427.903 2176.971 2320.59 2374.799
17301 --- --- 89.33558 97.35773 106.3563 105.2393
7814 NM_024643 C14orf140 73.55695 97.35429 77.77678 111.9044
225 NM_00101098C1orf130 716.3151 719.8489 700.0153 676.5865

20629 AY358733 IPO11 52.55577 50.87008 59.40067 60.69028
12807 NM_032683 FKSG24 1710.609 1100.521 1286.548 1276.132
7892 ENST0000033LOC10013320 69.74638 72.41553 62.31829 69.34335



13836 NM_002780 PSG4 177.7559 102.0318 153.5408 171.6717
8262 NM_005589 ALDH6A1 1325.46 1996.024 1124.165 1853.681

17430 NM_001469 XRCC6 4357.458 3767.999 4698.785 4384.054
6176 --- --- 42.19419 40.65571 47.29885 44.94946

26588 NM_001333 CTSL2 108.0585 183.0488 96.88201 114.1097
26192 NR_001275 CELP 114.0727 168.2898 131.3902 101.022
17199 NM_053006 TSSK2 40.41085 32.3979 66.86221 81.18756
3710 NM_017551 GRID1 190.7052 235.5337 194.8711 223.5742

25985 --- --- 228.7885 286.6976 180.224 231.3851
22545 --- --- 2.450817 3.474797 4.44323 3.185384
2767 NR_002956 SNORA14B 265.5092 224.1118 367.1316 302.5569

26128 --- --- 264.4099 259.3621 272.2384 251.1308
20455 --- --- 1285.608 754.4672 1575.646 861.0922
10267 NM_033410 ZNF764 375.9463 450.8332 368.8515 315.5499
5093 NM_003697 OR5F1 81.7037 79.99879 90.17983 86.64859
1641 NM_003196 TCEA3 290.5113 420.2688 371.3542 243.5392

26089 ENST0000037LOC729012 3918.076 2906.365 3713.698 4777.005
12837 BC067843 ZNF66 71.49117 215.3864 65.08255 64.82474
17905 --- --- 8.76187 19.87416 21.48984 15.20962
23780 --- --- 55.08376 76.9495 68.33109 58.13231
7886 NR_015340 SERPINA13 77.47786 81.83038 95.89422 103.6948

23152 --- --- 572.9504 322.0566 515.1025 708.4531
5559 NM_018400 SCN3B 140.1432 168.9792 143.3765 146.6307
3404 AB037902 tAKR 63.55642 89.95062 82.59674 51.04542

24827 --- --- 71.41013 72.67455 69.8828 53.90665
2058 --- --- 9.618085 13.59037 8.753227 12.21632

26759 NM_000755 CRAT 918.1543 1070.269 952.9653 936.7764
1840 NM_024602 HECTD3 1192.068 1199.486 1071.809 1192.094

25711 --- --- 20.27982 17.6896 15.21642 18.73442
9036 NM_024865 NANOG 85.48376 101.6925 83.68259 118.076

10678 --- --- 80.49537 56.8717 68.64909 71.91344
13802 --- --- 173.7699 131.3472 160.8303 178.4152
17142 NM_013369 DNMT3L 59.64502 48.37109 68.0061 63.12062
3916 NM_00101250SPRN 428.7518 524.3004 457.3545 447.2366

17345 NM_003405 YWHAH 3251.434 2336.375 3092.814 3477.835
25719 NM_005511 MLANA 49.0474 16765.62 1333.433 55.58007
7348 NM_012345 NUFIP1 1443.269 1132.404 1487.246 2129.846

21200 NM_181435 C1QTNF3 102.9063 129.6864 120.209 120.2652
1377 NM_003679 KMO 35.12931 37.44494 45.79722 33.65014
6113 NM_002465 MYBPC1 74.23274 75.98523 69.61925 89.53417
3558 ENST0000031LOC10013241 56.04938 41.56133 33.84317 75.67146
3591 ENST0000031LOC10013241 56.04938 41.56133 33.84317 75.67146
6819 NM_015054 UHRF1BP1L 992.6247 901.2218 940.7012 1278.183

28804 --- --- 71.804 40.72187 98.69299 79.266
22515 --- --- 24.64709 20.06302 27.40664 27.00339
11488 NM_006461 SPAG5 2066.216 1263.023 2218.54 1584.155
7540 NM_0010047 OR4K17 123.6202 111.3013 123.0192 159.3356

17689 NM_153609 TMPRSS6 117.8951 117.7901 106.4093 113.4078



18622 NM_144715 EFHB 31.30689 25.73156 26.99709 33.64353
23015 NM_002037 FYN 1230.068 1859.447 1324.654 1017.09
1403 ENST0000036C1orf150 33.00073 40.73004 39.12722 36.19466
7496 --- --- 32.66073 32.94347 42.79997 33.25817
8669 NM_003645 SLC27A2 41.16197 26.30688 47.45758 32.20549
783 NM_0010976 GPR89C 972.3221 905.5052 1029.343 937.0244

4321 NM_004183 BEST1 123.1464 2084.495 211.5938 72.48738
9529 NM_015041 CLUAP1 314.9684 282.944 352.1592 325.9637

10065 NM_0010482 CEMP1 135.5781 110.2972 114.1411 123.7212
7650 NM_006194 PAX9 163.5803 192.4422 175.4732 218.3321

28645 --- --- 14.57398 20.9608 21.03022 28.70247
1475 ENST0000037KIAA1751 114.8685 134.9684 109.0688 130.626

11787 NM_170685 TAC4 147.8156 166.8101 152.6356 163.9758
25791 --- --- 36.08365 42.39077 39.60603 38.1302
17144 --- --- 4.901323 6.542903 2.244883 3.00452
27672 NM_003785 PAGE1 107.5466 96.48924 116.0566 95.69322
21468 NM_178450 3-Mar 298.6467 777.5942 240.9952 261.183
27231 --- --- 67.78585 104.4724 81.19064 60.33638
25938 --- --- 1111.197 574.3922 987.5178 1410.48
13535 NM_0010808 ZNF799  // ZN 112.0311 69.00953 83.36267 164.5876
24683 NM_004462 FDFT1 4668.406 5044.672 4805.176 5197.922
3895 BC131825 C10orf141 88.95724 74.74184 82.43159 89.09213
4674 --- --- 31.55479 18.18399 19.97619 31.3601

24150 --- --- 4.370383 1.830065 4.044482 5.813358
19098 NM_002899 RBP1 123.4373 98.62128 114.7618 126.6455
8474 NR_003341  /SNRPN  // SN 73.5708 145.3847 146.7848 123.8135
7454 NM_001922 DCT 56.93582 25170.63 1886.601 45.10356

26225 BC032097 FAM69B 303.206 677.5684 327.4801 295.4953
17967 NM_003973 RPL14 2323.147 2246.292 2310.762 2367.575
12684 BC011833 C19orf52 361.3245 319.9575 310.4817 431.7837
25257 NM_000680 ADRA1A 123.092 111.0514 114.4531 107.7093
6322 --- --- 167.7892 186.4048 166.3077 171.0679
356 BC119745 C1orf108 1243.343 1685.489 1190.342 1304.651

26720 NM_007209 RPL35 8138.777 7760.13 8551.84 7711.678
12259 NM_031891 CDH20 46.69417 53.34287 29.36619 52.29422
8986 NM_002487 NDN 14.50607 1301.791 116.3099 19.08749
9428 NM_006849 PDIA2 146.0436 165.442 150.9482 137.0997
1593 ENST0000037EIF1AX 3060 2431.912 3235.055 3869.052

23069 NM_001901 CTGF 3863.78 2060.445 2324.243 3778.01
9966 NM_020655 JPH3 140.4597 125.9554 128.5952 126.6107

13506 NM_006858 TMED1 382.4097 369.0585 402.1235 393.726
9298 NM_000743 CHRNA3 130.7922 170.7779 144.7529 149.9481
3077 NM_170744 UNC5B 319.7821 149.3047 199.5777 207.8825

26297 NM_005454 CER1 63.35684 41.55122 67.07288 60.54836
20000 NM_018176 LGI2 471.6903 514.1237 385.8257 375.7961
15112 NM_016510 SCLY 1129.958 931.381 935.9482 1006.683
16916 --- --- 5.127437 5.53164 5.998519 5.613708
13341 ENST0000035FLJ45684 70.36429 63.49265 69.014 72.82655



27193 --- --- 6.741335 2.605156 3.115289 2.257931
28094 --- --- 6.741335 2.605156 3.115289 2.257931
23962 --- --- 115.7561 129.2491 137.6317 165.2644
19423 --- --- 34.77642 31.54925 26.6447 32.08602
2447 NM_178550 C1orf110 33.39707 45.49171 48.06498 47.91735
3433 NM_145314 C10orf49 138.489 152.1805 138.3627 147.3256
1713 NM_014654 SDC3 2068.357 5075.402 2263.441 1643.91
9300 NM_014272 ADAMTS7 387.7178 449.3841 389.9633 341.3646

12630 NM_144614 MBD3L2 129.2452 127.3343 132.4919 141.5909
15706 --- --- 6.044107 4.104906 5.561131 4.580766
19448 NM_032456 PCDH7 85.21989 280.3397 85.79008 93.9408
26748 NM_004486 GOLGA2 1068.177 1147.339 982.1364 996.7615
17827 --- --- 619.2573 691.2606 660.2513 771.2982
7725 NM_016651 DACT1 363.9307 580.2034 371.8429 283.68

24052 --- --- 28.67551 19.25509 18.0052 16.56873
7834 BC113986 C14orf178 163.5331 156.492 163.8943 157.0672

25497 NM_057749 CCNE2 1290.622 988.6847 1174.217 2083.057
4164 --- --- 65.63321 69.88172 72.80524 66.81867
2190 --- --- 15.97876 2.922436 6.904149 8.302648

21772 NM_017906 PAK1IP1 1283.879 1196.973 1887.352 1296.424
25360 --- --- 34.76102 22.43818 38.21395 32.71255
27371 NM_016542 RP6-213H19. 1379.097 1232.385 1408.715 1663.492
11312 NM_014336 AIPL1 167.2019 174.7174 164.1835 162.8612
1389 --- --- 4.301105 1.673644 4.435611 4.48179

24680 BC132945 C8orf49 152.1272 218.4201 215.1524 125.6256
26197 NR_002447  /RPL7A  // SNO 548.5076 398.9373 904.2753 936.3782
21077 ENST0000031EIF4E1B 354.4472 380.0032 359.3225 387.0702

309 NM_052841 TSSK3 75.89015 140.282 71.00945 77.97157
4771 --- --- 119.9447 115.9921 137.1365 135.3472

11766 NM_002147 HOXB5 307.7076 264.1215 216.9241 266.0709
20279 --- --- 2.309399 3.316681 0.4157027 0.5278044
23287 --- --- 1577.693 1387.029 1271.68 1437.686
18117 --- --- 117.0097 116.9199 119.6039 115.3028
25359 --- --- 30.60145 26.17752 39.07701 32.75478
19869 --- --- 10.75425 7.473706 9.064568 7.637917
24089 NM_002787 PSMA2 3820.655 5237.544 4461.156 3753.739
11316 NM_177550 SLC13A5 153.8318 178.3628 169.2531 177.1385
14798 NM_005771 DHRS9 60.58427 51.76826 70.33313 66.63835
10517 NM_000135 FANCA 652.7131 431.9629 508.1765 704.5188
23279 NM_178559 ABCB5 53.34222 270.5204 83.46341 62.15698
17234 NM_005446 P2RX6 91.85713 196.3332 105.2072 93.24496
11873 NM_001433 ERN1 772.8273 763.7957 728.3085 711.1827

41 NM_014638 PLCH2 343.5741 358.3547 322.6248 338.893
25721 NM_016275 SELT 8464.51 8115.289 8582.55 9823.671
25055 --- --- 388.7645 354.7011 425.7988 406.6609
7320 ENST0000029UFM1 73.27789 78.04054 69.6367 97.32446

14406 NM_001615 ACTG2 988.9506 1088.987 1068.673 1002.492
17857 --- --- 78.22566 98.44447 80.13634 83.16963



1917 NM_145243 OMA1 467.7215 523.4849 596.0531 594.5845
24149 --- --- 21.48441 26.86226 42.01056 52.38232
28501 NM_025261 LY6G6C 113.665 105.6587 101.978 101.2193
4349 NM_024771 NAT11 950.3938 703.5356 796.0542 1017.657
3438 NM_018027 FRMD4A 660.3452 867.5451 527.9681 1001.592

21957 --- --- 130.7494 126.0466 86.59548 125.5171
23819 NM_003461 ZYX 2991.607 2174.222 2835.402 2805.262
25409 --- --- 25.63331 23.40702 18.21901 22.78646
12843 NM_0010766 ZNF493 71.51668 104.1912 71.34548 109.9722
16906 NM_138927 SON 2750.75 2217.976 2533.323 3093.192
28206 --- --- 50.24352 56.28741 71.59541 35.65073
12756 --- --- 39.16391 49.39351 45.17523 57.12987
4596 --- --- 62.61966 77.86412 81.28162 56.97553

20372 --- --- 21.71238 15.72653 22.15204 22.96176
1536 NM_003132 SRM 3360.089 3298.448 3500.475 2791.81

12024 NM_006137 CD7 388.4274 392.0365 393.8719 367.7911
448 NM_012186 FOXE3 643.8326 690.8201 637.91 636.0104

3742 --- --- 77.40192 89.87206 74.3215 59.94524
24684 --- --- 97.1047 105.5863 94.18319 97.03208
9675 NM_014298 QPRT 1643.14 2604.893 1693.887 2746.827
2787 --- --- 11.70098 14.7612 21.60161 14.46613
7758 NM_020806 GPHN 861.6846 692.5692 853.8387 971.9057
5821 --- --- 150.9409 89.67013 169.891 185.9704

22605 NR_002936 LOC222699 580.639 515.4968 614.7025 562.939
12391 NM_024421 DSC1 57.75778 54.75773 79.13074 63.43044

905 NM_014847 UBAP2L 5985.412 5661.562 6182.166 5941.542
8589 NM_00101370EIF2AK4 3282.436 2308.662 3476.547 3011.622

26090 NM_0010019 OR5C1 178.596 188.3651 187.7939 199.1769
23026 NM_000493 COL10A1 69.47003 79.24032 91.92957 63.27941
20078 NM_004898 CLOCK 1642.47 1352.803 1881.13 1556.165
4134 --- --- 30.16393 36.39106 29.76351 40.49155

10857 NM_032192 PPP1R1B 389.3698 407.6948 360.1534 288.3198
7951 NM_030943 AMN 497.4809 510.2261 484.46 423.0509

13203 NM_00100430ZNF813 968.9656 1010.223 1028.372 1286.644
3565 NM_00104008ANXA8 113.9128 87.34106 97.12519 100.1619

24824 NM_005662 VDAC3 3997.925 3463.585 4411.349 3850.103
14316 NM_172311 STON1-GTF2A 182.3753 323.7868 157.3004 181.2929
13721 NM_152658 THAP8 387.8372 520.2841 420.0835 344.3934

876 NM_178356 LCE4A 192.136 186.1132 219.2739 196.8831
10171 NM_015092 SMG1 2292.526 2298.357 2302.034 2602.177
28066 NM_001586 TEX28 95.09825 92.82774 92.70229 100.347
28067 NM_001586 TEX28 95.09825 92.82774 92.70229 100.347

946 NM_032323 TMEM79 171.2395 158.8631 173.4003 157.1128
11875 NM_00110139hCG_1793136 35.9147 52.68521 45.70672 41.47899
1822 NM_022821 ELOVL1 3593.127 2776.912 3522.228 3425.494

21153 NM_003966 SEMA5A 168.459 1953.884 201.8587 155.2689
20675 NM_004291 CARTPT 71.69355 83.26476 85.95903 60.0692
28269 NM_004291 CARTPT 71.69355 83.26476 85.95903 60.0692



20652 NM_031966 CCNB1 2924.912 1616.128 2388.734 4060.727
16742 --- --- 5.782294 2.295396 0.858617 2.272688
21875 NM_003521 HIST1H2BM 86.23324 453.716 58.43184 88.66714
20450 --- --- 178.0985 121.6858 135.0123 130.397
11124 NM_032646 TTYH2 156.1192 2598.07 287.9767 145.3313
22954 NM_004440 EPHA7 24.86276 19.73652 26.85025 28.6849
25295 --- --- 3090.324 2395.254 3236.894 2839.09
28591 --- --- 103.5512 86.61711 66.48779 125.4711
26005 NM_017919 STX17 713.4424 702.6676 681.0728 856.2632
20036 --- --- 28.06787 27.64818 35.31883 43.93685
22808 NM_018135 MRPS18A 2205.538 2151.649 2158.986 1921.331
14804 NM_003142 SSB 2725.206 2323.297 2697.708 3345.272

728 NM_138959 VANGL1 1606.059 1284.208 1240.956 1804.833
18052 --- --- 359.8105 344.448 412.6779 379.0468
5058 NM_00108054SPI1 182.3031 144.0674 190.3117 164.0121
4046 NM_198474 OLFML1 63.67514 53.35295 68.10909 63.33075

19094 NM_0010136 LOC389151 380.2741 440.0789 367.321 336.3111
5208 NM_199352 SLC22A25 52.07275 57.00589 57.48407 52.41088

26534 NM_024617 ZCCHC6 695.1979 602.4882 553.9043 860.7868
19158 ENST0000030METT5D1 768.7291 711.0223 760.1638 981.9799
8967 NM_207355 A26B1 42.4109 333.761 47.47735 36.22382
1484 NM_0010109 HES5 401.4788 377.7426 427.5442 395.271

23144 --- --- 151.0493 165.2257 139.5911 84.11086
22476 NM_030666 SERPINB1 1902.531 1449.034 1495.276 2063.026
8378 --- --- 14.75066 3.484777 6.297923 10.55582
5608 --- --- 20.68169 9.630133 18.32829 22.04455

27963 --- --- 83.27299 85.36172 75.80573 82.27132
533 NM_144701 IL23R 17.81436 13.51287 18.82482 17.94483

26547 NM_017594 DIRAS2 142.5764 177.5657 149.8074 156.5889
24107 NM_012412 H2AFV 3288.405 2683.534 3109.875 3040.247
3048 --- --- 11.97003 10.54966 3.936085 6.107511

13007 NM_00104259TMEM91 204.404 291.8043 198.4832 226.5385
24632 NM_152250 DEFB105A 31.7974 44.67778 52.66728 34.63473
25168 NM_152250 DEFB105A 31.7974 44.67778 52.66728 34.63473
20060 NM_015030 FRYL 991.1889 555.7255 1024.62 815.8955
12301 NM_014913 ADNP2 1199.346 1094.227 1085.793 1179.054

32 NM_080875 MIB2 395.9091 498.4574 373.1585 458.7723
1844 --- --- 30.43291 67.35938 27.10569 39.64075

24668 NM_198464 UNQ9391 100.7105 108.9155 112.3647 109.1981
15402 ENST0000026C2orf42 458.2918 378.0065 412.424 373.1984
22622 NM_030959 OR12D3 62.568 61.36296 59.45132 65.41845
27598 NM_0010179 WDR42B 73.87859 62.10685 66.69546 70.00396
8300 NM_015859 GTF2A1 2848.729 2395.857 2833.245 2962.529
2488 --- --- 210.3865 213.063 207.123 220.1479
471 NM_00104269MGC52498 74.14324 90.26559 81.02263 82.63079

14291 BC032412 MGC40574 74.17039 87.83819 64.22437 65.12744
24657  NM_0010400LOC650293 161.4272 213.4014 227.4194 197.3676
1544 NM_002521 NPPB 212.4716 286.8909 192.8389 232.7404



5936 NM_001487 BLOC1S1 914.7075 803.2143 882.6513 991.1796
6986 ENST0000032LOC10012884 97.39008 94.75702 95.94939 71.65199
8922 NM_015710 GLTSCR2 2977.718 3864.832 2756.85 3935.87

12836 NM_052852 ZNF486 77.02804 758.173 94.73619 72.26456
25694 DQ246450 DSERG1 13.59428 12.42884 14.57652 18.69158
25739 NM_017738 CNTLN 522.4411 377.6624 444.6008 661.9128
9446 NM_024042 METRN 427.9691 420.2831 431.6136 420.9289

18440 --- --- 72.27681 66.54442 62.82994 52.9496
13750 NM_033256 PPP1R14A 148.7947 136.7601 141.3515 134.6995
27267 NM_0010318 RAB40AL 90.48158 72.71839 96.66943 101.5735
12400 NM_020805 KLHL14 249.4309 270.7651 227.5895 263.5158
8464 NR_003332  /SNRPN  // SN 2089.069 3727.658 3019.437 2608.2
8466 NR_003332  /SNRPN  // SN 2089.069 3727.658 3019.437 2608.2

16452 NM_139317 BIRC7 159.1964 276.8495 176.6424 143.5087
264 NM_005281 GPR3 1193.799 1083.702 1115.633 1276.795

12339 NM_0010181 LOC440350 2136.106 2620.332 1991.501 2014.529
10954 NR_002225 RPS26L 5034.177 3988.713 5348.854 5785.165
27368 NM_207009 FAM45A 708.8152 906.4009 732.778 791.1463
23363 NM_015983 UBE2D4 1396.656 1091.298 1674.161 1256.403
10150 NM_003561 PLA2G10 28.61818 36.40516 25.49604 48.20459
26374 NM_024348 DCTN3 1240.75 1205.851 1233.092 1225.727
3203 AK123423 CC2D2B 3.179105 3.618695 11.33768 21.06772
535 NM_001559 IL12RB2 283.5187 1958.872 315.9235 224.4147

9702 NM_001330 CTF1 228.6842 284.6217 276.446 257.6793
19252 NM_001966 EHHADH 303.6541 305.891 239.326 306.0248
23202 NM_005618 DLL1 147.2528 148.2872 150.4393 154.3926
10073 NM_152891 PRSS33 250.4338 318.6589 240.4673 205.7393
1116 NM_000721 CACNA1E 149.0979 123.858 154.9931 126.4431

11444 NM_002952 RPS2 10337.18 10625.26 10168.92 10504.57
13993 NM_033130 SIGLEC10 210.224 174.2412 216.9993 206.6423
23194 AB016899 C6orf54 118.0661 112.3171 111.1194 97.1606
28366 NM_002117  /HLA-C  // HLA 5667.697 6816.643 6649.132 4284.929

887 NM_005987 SPRR1A 189.6322 210.341 207.9106 220.8189
10770 NM_178170 NEK8 332.564 306.1314 325.0725 332.7729
11503 NM_002822 TWF1 2792.214 2652.875 2780.01 3798.225
12618 NM_004058 CAPS 569.2284 680.8962 541.7328 532.0018
18830 --- --- 9.745879 9.563688 14.71809 13.82574

653 --- --- 106.4679 118.5618 108.355 96.53333
27583 --- --- 78.5059 83.81158 69.12593 67.89993
10199 ENST0000033DKFZp547E08 1946.962 2732.129 1886.855 1942.118
9624 BC063703 LOC595101 1946.962 2732.129 1886.855 1942.118

14435 --- --- 38.13073 28.9834 28.29346 36.38068
22674 NM_025257 SLC44A4 164.4467 183.1285 177.6404 178.9356
28382 NM_025257 SLC44A4 164.4467 183.1285 177.6404 178.9356
28507 NM_025257 SLC44A4 164.4467 183.1285 177.6404 178.9356
11692 --- --- 121.6117 173.3622 156.8552 148.4584
5686 --- --- 15.01322 24.00279 15.29133 14.52352
9825 --- --- 158.7159 191.6969 149.3175 157.6416



8044 NM_014977 ACIN1 1392.427 1048.697 1271.833 1882.387
25616 --- --- 36.97097 30.96535 36.67078 36.11225
8563 NM_014783 ARHGAP11A 2170.099 1231.242 2125.093 3063.701
3035 NM_001786 CDC2 1450.671 1082.125 1489.113 2218.93

26327 NM_021002 IFNA6 35.8396 44.58027 33.04534 31.20584
15516 NM_032788 ZNF514 250.3244 210.8116 257.437 236.2497
10560 --- --- 321.3059 187.1598 410.08 316.8472
8890 NM_020212 WDR93 87.81003 87.13623 84.94426 84.63605
5388 NM_001364 DLG2 44.92503 35.25064 41.73894 39.18584
5051 --- --- 95.50185 103.5068 68.4376 81.02199

17663 --- --- 81.97623 80.51907 78.67142 86.43019
7468 --- --- 169.8556 177.5686 249.5608 187.5568
2230 NM_00102459HIST2H2BF 214.3964 4708.701 650.2873 171.1154

25093 NM_198572 SPATC1 298.8265 320.9098 313.0613 292.9105
2495 NM_198493 ANKRD45 26.30784 26.51734 28.06246 25.5171
9473 NM_031208 FAHD1 428.9586 473.4403 440.8999 572.2958
8660 NM_205850 SLC24A5 50.09072 3556.136 294.7225 68.65264
6966 NM_145058 RILPL2 609.1586 488.8682 526.8259 654.3342

20885 NM_006790 MYOT 40.62639 29.70859 39.01766 35.82192
3238 NM_003987 PAX2 181.5407 152.5624 167.5944 177.5663
4790 NM_00101230TMEM16J 207.3391 225.2951 219.3344 221.4477
9108 --- --- 133.6893 167.8015 144.0915 153.702

20079 --- --- 22.96522 18.78086 18.49401 22.35175
7422 NM_014953 DIS3 1138.444 779.4297 1227.489 1441.882
6258 NM_181709 FAM101A 324.8803 304.371 323.593 308.0555

24640  NM_0010400LOC650293 151.0275 198.9768 212.6238 184.191
16024 NM_000867 HTR2B 62.68454 940.5515 110.7581 53.5021
16311 NM_003286 TOP1 3583.161 3097.527 3783.2 4623.179
22306 NM_181794 PKIB 163.1175 100.8242 135.9058 214.3543
3192 NM_005097 LGI1 39.80075 34.89416 47.80942 50.125

19976 --- --- 78.59282 1464.15 150.7504 67.37947
14451 NM_032213 RBED1 212.3018 209.2445 198.8825 207.767
12915 NM_007000 UPK1A 69.11507 128.6332 99.29866 75.97684
19068 NM_032169 ACAD11 290.7817 528.4362 271.1864 465.939
5173 NM_206998 SCGB1D4 117.9517 143.8933 130.489 151.6478
8721 NM_024798 SNX22 283.8086 308.0472 247.3062 251.9978

18128 AY956766 HSP90AB5P 109.8506 89.55286 108.7228 104.2458
26952 NM_000444 PHEX 115.8007 134.4744 157.7639 172.9627
13330 AY341950 FAM138A 56.18382 52.39201 66.68505 56.72094
1437 AY341950 FAM138A 56.18382 52.39201 66.68505 56.72094

19118 NM_020359 PLSCR2 162.0918 175.6307 150.5111 160.765
16333 --- --- 11.85093 18.10939 16.62752 25.47915
9378 NM_003981 PRC1 3361.186 1877.51 2830.621 4082.031

16717 NM_020398 SPINLW1 25.12038 31.54357 28.22748 32.28484
5171 NM_013401 RAB3IL1 241.5627 185.6941 294.7323 202.1682
1675 --- --- 107.9586 93.24562 95.50134 99.41637
8114 NM_003317 NKX2-1 204.2869 213.6466 210.0036 224.1327
8086 XM_00172045LOC649445 1128.061 594.1447 1130.286 1363.712



12676 NM_003259 ICAM5 967.7667 1184.38 993.6598 1030.033
24116 NR_002990 SNORA5B 124.4513 125.1755 124.771 154.9978
24576 NM_173681 ATG9B 140.4268 173.4642 156.4631 155.7832
7238 NM_023011 UPF3A 914.4244 1033.059 778.6435 992.1508

15180 --- --- 713.6783 324.2138 711.6104 624.9601
10879 ENST0000039LOC728318 82.50822 67.84062 98.06686 122.4224
1233 ENST0000036LOC148696 249.598 245.8466 271.0559 285.7295
5109 NM_00100474OR5M1 25.96418 20.71561 28.73944 32.39538

18568 --- --- 59.8223 63.05655 63.99514 63.69886
18585 AF220047 C3orf10 266.4091 318.0565 273.453 384.4246
18146 --- --- 2.161444 0.02244687 1.594875 0.00471337
10641 NM_004246 GLP2R 95.95113 76.08275 80.68896 89.60524
25916 NM_058179 PSAT1 1266.102 1243.706 1199.233 1472.582
11743 --- --- 0.01965492 0.01016309 4.293882 4.54543
4515 ENST0000035DKFZp434E11 129.5316 159.3917 149.5187 98.20502
8137 NM_018139 C14orf104 917.8707 798.553 1043.35 1161.736
6518 NM_033114 ZCRB1 944.722 764.9088 1032.083 1391.047
9742 --- --- 585.1606 789.7391 550.6486 500.1788

16886 NM_181620 KRTAP22-1 107.1688 94.15996 100.74 122.8544
18033 NM_178173 CCDC36 50.4341 246.884 67.5858 56.99153
14086 NM_144690 ZNF582 117.3087 157.8713 148.9346 126.0607
14299 BC029359 C2orf34 272.6164 414.1793 296.4595 379.0792
12725 NM_004907 IER2 753.9572 635.2324 528.3457 742.4168
7107 NM_020377 CYSLTR2 22.52077 24.3485 16.14895 17.96539
5148 NM_002556 OSBP 2177.019 2043.581 1831.359 2391.106

18270 NM_000373 UMPS 1360.123 1152.247 1536.325 1426.529
10735 NR_003678 C20orf191 912.5299 384.4817 878.8518 954.9556
19363 NM_198229 RGS12 212.2248 210.1885 205.9656 183.7006
2303 --- --- 437.1073 609.6899 400.306 560.0845

27386 NM_0010425 SLC9A6 1313.087 1487.758 1458.355 1394.525
12733 BC080575 LOC90379 804.431 586.4424 627.7773 739.199
23047 --- --- 15.30971 6.231479 16.14996 8.416978
28537 --- --- 99.24277 138.2883 125.3741 78.49525
11596 --- --- 33.4582 25.95029 22.04275 38.50164
16750 NM_004776 B4GALT5 3949.614 5862.131 4955.894 4133.525
6441 NM_152321 ERP27 212.6779 271.7257 207.1063 255.3501
2134 NM_002506 NGF 405.9981 425.4084 396.6193 392.343
7222 BC029889 C13orf16 145.0271 166.9094 163.9893 154.5858
2221 NM_00102459HIST2H2BF 88.80022 2337.288 309.4313 79.38767

16398 NM_019888 MC3R 201.3457 171.4428 183.3274 212.1915
80 NM_052960 RBP7 63.21929 59.46906 64.90534 66.813

6616 NM_015848 KRT76 124.0734 119.5738 130.5154 143.1036
25640 BC000203 C8orf51 203.8444 172.8638 190.0873 203.7784
17562 NM_013313 YPEL1 93.34722 198.98 85.35185 123.7352
10995 NM_153446 B4GALNT2 71.66653 87.75153 81.58707 77.01556
11413 --- --- 46.51598 47.74946 42.05446 50.80023
28111 NM_003308 TSPY1 389.2714 437.5331 350.4048 384.3193
13774 NM_152361 EID2B 104.1301 121.995 109.8979 140.8494



24289 NM_017654 SAMD9 1128.837 886.186 915.9996 904.6261
18253 --- --- 66.08684 73.34079 75.27203 85.4446
24682 --- --- 895.4154 773.8121 888.0733 1207.776
20586 NM_000163 GHR 466.1148 450.365 347.1006 408.3016
22336 NM_175067 TAAR6 39.73234 38.11213 47.1968 44.5773
10643 NM_020233 C17orf48 179.8811 294.834 237.589 229.5706
18329 NM_002718 PPP2R3A 1333.701 873.1821 1009.151 1836.219
7683 NM_181533 ABHD12B 44.85552 44.25913 35.42514 55.16538

25312 NM_006913 RNF5 1205.44 995.103 1132.063 1126.496
4686 NM_016146 TRAPPC4 1338.295 1009.189 1238.412 1439.949

14453 NM_198482 SH2D6 167.4199 207.1119 170.2101 179.2311
15543 NM_025190 ANKRD36B 298.5185 402.3241 250.1184 523.6105
23690 NM_001233 CAV2 2105.623 1959.181 2170.747 1952.398
2691 NM_012414 RAB3GAP2 1860.727 2077.256 2066.155 2100.841
5176 NM_022830 TUT1 338.1004 319.1492 340.0024 342.6545

10111 NM_016256 NAGPA 397.1703 525.366 404.8093 416.027
13414 ENST0000031C19orf31 159.137 162.3562 193.2446 174.2608
11204 NM_012418 FSCN2 146.7287 161.7381 126.9138 136.0116
9142 NM_153374 LYSMD2 226.3602 183.0751 233.1877 272.9892

18087 NM_018725 IL17RB 57.23096 62.16293 63.77212 56.60209
13137 NR_000018 SNORD35A 2212.165 1916.743 2894.009 2609.823
25999 NM_024642 GALNT12 356.7989 521.9406 372.0953 655.2789
8695 --- --- 1.678909 3.417791 2.557184 3.516567

24655 AK090418  // LOC349196  / 97.89307 113.6393 126.5515 123.6047
24637 BC093747 LOC349196 97.89307 113.6393 126.5515 123.6047
24638 BC093747 LOC349196 97.89307 113.6393 126.5515 123.6047
24654 BC093747 LOC349196 97.89307 113.6393 126.5515 123.6047
10841 NM_173625 C17orf78 28.23141 33.00645 29.86108 25.19409
8838 NM_000137 FAH 1801.577 2986.18 1785.332 2322.758
4521 NR_003287 LOC10000858 13869.33 15192.93 15128.39 14627.02

11607 NM_001067 TOP2A 5247.635 2831.214 4768.887 6019.124
15621 --- --- 9.526121 1.976194 5.706969 8.724697
22555 NM_014722 C6orf32 44.84957 213.7589 42.47807 43.9296
4024 NM_00100518OR56B4 64.25111 58.34242 57.2382 64.91283

28735 --- --- 3.800699 3.04247 3.617774 3.533623
1882 BC015313 C1orf163 743.0297 561.5375 816.8008 1116.497

11797 NM_052855 ANKRD40 2385.474 1905.661 2371.934 2274.107
12332 --- --- 31.51536 23.80835 32.18983 33.23366
14780 NM_005805 PSMD14 2410.188 2109.25 2533.65 2376.751
3856 NM_153810 C10orf46 2041.449 2428.408 2215.234 2240.403

14825 NM_024583 SCRN3 441.2624 659.7223 574.364 562.0618
5323 NM_014042 C11orf51 914.2397 850.2382 785.8386 1309.918

21076 --- --- 17.42369 22.29919 24.43772 27.49502
6188 BC022092 C12orf52 590.9237 549.9982 628.6132 646.3397

26228 NM_024718 C9orf86 874.9161 913.1992 1009.006 948.3587
28691 --- --- 37.96918 49.75645 52.55045 46.92152
16027 NR_002921 SNORA75 403.9397 483.4316 287.3575 363.6959
16169 --- --- 4.376876 4.537794 8.538083 10.07897



27571 NM_0010798 GPR64 143.7481 116.6151 129.6524 118.8188
25654 NM_178564 NRBP2 376.8371 551.378 293.8164 449.4872
1478 NM_182533 C1orf86 258.7191 291.4703 256.6472 278.2321

11012 NM_022827 SPATA20 1140.179 1311.298 1183.567 946.2292
9508 NM_020982 CLDN9 109.4947 84.2092 117.8424 111.6434
8995 NM_000275 OCA2 77.81181 1101.589 145.6227 87.05772
5396 AF238487 OR7E13P 20.58931 43.29345 36.01028 28.66931

12597 NM_005755 EBI3 108.3214 110.3242 117.6923 116.1584
13876 NM_175875 SIX5 269.4513 325.486 278.1678 275.932
14998 NM_000578 SLC11A1 84.01334 54.2616 73.96603 72.98672

570 NM_006820 IFI44L 139.9865 265.537 178.1213 284.475
572 --- --- 121.7873 84.36929 106.5019 93.51079

22972 NM_020771 HACE1 868.3299 1016.01 680.7385 799.0097
7623 --- --- 2.636004 0.9506885 3.236408 4.112299

11757 --- --- 38.92617 47.53575 22.44769 26.66995
10558 --- --- 26.86683 28.377 30.27357 30.34118
8002 NR_002312 RPPH1 1348.85 1552.671 2144.642 1449.62

14166 BC120930 C2orf50 157.4 147.4832 138.0713 149.258
25557 --- --- 13.78083 10.17161 12.74025 16.6209
14040 NM_024316 LENG1 163.1436 134.8109 174.1111 158.47
4002 --- --- 22.7198 23.72367 25.50211 20.62114
1554 NM_00103936PRAMEF10  // 78.67457 84.02547 85.28446 83.581

14704 NM_080386 TUBA3D 1070.873 920.0723 959.6873 1127.531
4364 NM_012094 PRDX5 1261.19 1283.841 1469.063 1418.617

16356 NM_080752 ZSWIM3 267.8849 226.1738 319.8364 248.5707
743 NM_000198 HSD3B2 43.20587 56.49483 34.14756 52.77473

13149 NM_030973 MED25 633.4409 635.9626 673.0372 694.0399
8363 --- --- 119.2876 108.3672 110.6547 110.154

25913 BC130654 LOC642947 112.8946 110.9747 87.08292 112.0291
20489 NM_018942 HMX1 949.7694 982.0476 848.5844 949.4607
6198 NM_153348 FBXW8 660.957 748.6722 555.8267 698.0562
1271 --- --- 41.69471 58.9072 58.10608 47.75636

16781 --- --- 15.9839 27.70173 19.99678 20.89871
7677 --- --- 84.49677 85.54359 97.88454 88.21169

26537 BC027471 LOC440173 42.03572 53.30571 56.99744 50.34475
16453 NM_175609 ARFGAP1 1448.319 1794.276 1348.766 1317.274
6899 NM_006843 SDS 82.7458 87.47332 95.89883 100.7751

17466 NM_005036 PPARA 480.1151 538.289 444.7548 585.9846
18230 NM_024638 QTRTD1 1001.212 664.7112 935.9773 1228.876
23306 BC035889 LOC285943 180.647 131.6465 115.9703 152.5224
18946 NM_014429 MORC1 26.0043 340.5428 38.18278 27.77408
10913 NM_000151 G6PC 73.01048 86.22567 78.01939 78.423
8607 NM_024111 CHAC1 179.9795 210.4218 179.0663 195.4649

13444 NM_00108049EMR4 89.25043 77.96589 82.59126 91.90947
20253 NM_025212 CXXC4 104.3225 131.4024 114.6561 110.127
27642 NM_006950 SYN1 183.1757 193.8983 199.8611 207.541
12355 NM_207355 A26B1 63.71032 561.84 64.35959 53.6429

507 --- --- 134.4125 156.8993 145.1607 166.5617



5282 NM_020441 CORO1B 713.0178 589.584 722.5775 659.7509
20657 NM_00103860MARVELD2 97.25929 110.0287 86.73735 109.1902
28262 NM_00103860MARVELD2 97.25929 110.0287 86.73735 109.1902
6967 NM_178314 RILPL1 323.2489 426.4233 230.9983 366.9165

25331 --- --- 76.14783 21.89756 27.72811 17.07496
18473 NM_014616 ATP11B 2600.17 2328.518 2490.997 2577.146

186 NM_022819 PLA2G2F 126.2375 140.9797 151.9469 170.3431
8528 NM_0010124 GOLGA8G 222.8741 262.5832 233.4417 238.377
8997 NM_0010124 GOLGA8G 222.8741 262.5832 233.4417 238.377

28335 NM_002931 RING1 793.3181 789.6283 903.018 703.5856
11234 NM_018289 VPS53 1685.621 2254.001 1766.227 1852.32
8244 NM_033141 MAP3K9 672.8955 522.5823 530.5748 745.9438
6167 NM_152591 CCDC63 68.55701 63.13529 68.73956 60.94536

16470 NM_182647 OPRL1 165.8516 156.3562 162.7271 146.782
14739 --- --- 5.742859 3.221004 10.50871 12.04768
7895 NM_000710 BDKRB1 94.8371 129.6942 103.3198 80.96284

13789 --- --- 113.9494 99.69769 113.7015 87.90731
13183 NM_002030 FPR3 41.01645 42.81097 35.46144 39.55494

956 NM_005973 PRCC 2274.352 1886.322 2567.446 2076.911
21498 --- --- 18.71599 9.074708 15.68958 25.86384
6408 NM_023920 TAS2R13 112.6042 87.14967 89.16167 140.7541
1744 --- --- 55.87449 50.2116 46.21217 50.87669

10792 NM_018404 CENTA2 281.2878 266.3126 284.8661 263.1396
19846 NM_012464 TLL1 41.43523 27.24774 35.19924 39.10081
18827 ENST0000035DNHD2 19.81907 18.5673 22.03698 16.94455
18952 --- --- 18.3285 31.70037 26.22992 18.10321
24154 ENST0000038LOC441233 65.33965 24.85868 55.4109 44.05572
8000 NM_138376 TTC5 250.4853 262.3898 229.3404 317.3972
4899 NM_145040 PRKCDBP 3437.05 2908.076 3920.701 2946.036

26130 ENST0000033LOC389791 46.23553 40.89372 32.05033 38.18079
11403 --- --- 19.06067 34.68822 23.30364 27.60204
20725 NM_002439 MSH3 1330.74 1270.738 1173.461 1539.535
25342 NM_024593 EFCAB1 23.50472 15.26375 19.86071 17.34625
16026 NM_005381 NCL 4975.867 4308.405 4767.262 5815.487
9466 NM_016111 TELO2 352.8783 322.194 346.4041 332.9358

10008 NM_018032 LUC7L 629.2853 616.7805 508.7356 664.54
27396 ENST0000035LOC10013262 73.89036 61.14637 87.57701 74.78409
22567 NM_003537 HIST1H3B 5261.921 4536.903 4925.444 4603.047
7012 NM_138284 IL17D 446.1361 476.542 472.4008 444.7871
1194 NM_015053 PPFIA4 130.2643 295.7282 159.4324 130.2378

14122 NM_0010835 KIR3DS1 56.68251 62.58334 55.32395 54.03038
14819 NM_002610 PDK1 823.2654 3388.409 1146.842 759.957
28701 --- --- 24.82693 20.20008 27.42006 24.10118
11456 NM_005557 KRT16 268.5435 242.9789 255.7848 246.8024
27110 NM_207339 PAGE2 25.81881 10.22104 6.726411 7.89688
16829 NM_080621 SAMD10 329.3233 325.2813 354.231 313.1845
18197 --- --- 69.60052 54.2046 57.54607 81.32049
18372 NM_032383 HPS3 3136.313 4293.761 3291.542 3443.415



28635 --- --- 17.03782 29.92171 17.27526 19.47093
12144 BC028407 ANKRD30B 0.00431588 155.5607 16.11226 4.103139
7245 NM_130785 TPTE2 0.00257153 68.66418 4.535597 0.00237931

22133 NR_001445  /RN7SK  // RN 14131.41 13064.99 14835 14006.81
24985 --- --- 23.106 30.04758 21.82533 32.70922
10589 NM_000697 ALOX12 79.48879 75.981 86.61188 76.5892
1778 NM_006802 SF3A3 3531.677 2759.729 3317.749 4277.667
647 NM_022049 GPR88 382.0402 413.8764 355.744 374.4055

12946 --- --- 4.086891 3.990581 4.774017 3.513626
5284 NM_206997 GPR152 116.5208 134.7756 107.3033 123.4396
8915 NM_006011 ST8SIA2 121.9237 125.7684 124.3218 103.577

24142 AK125790 LOC401357 206.8742 203.8729 264.5489 260.0083
8496  NR_003312  SNRPN  // SN 6.313909 7.785258 20.5528 7.916012

24538 NM_000420 KEL 65.26282 71.37051 82.4939 61.47785
18462 NM_178042 ACTL6A 2740.393 1799.374 2104.485 3218.795
26711 NM_020924 ZBTB26 481.2637 465.1921 502.3483 457.8751
7393 AK124707 RP11-327P2.4 95.60796 210.1999 114.1708 101.6585
7988 BC030286 FAM30A 155.7288 159.2869 122.6628 112.2001
5098 NM_00100474OR5T2 32.94616 27.31103 37.35022 31.11641

11560 NM_021006 CCL3L1 336.9189 303.6461 337.3692 324.4019
11562 NM_021006 CCL3L1 336.9189 303.6461 337.3692 324.4019
12071 NM_021006 CCL3L1 336.9189 303.6461 337.3692 324.4019
9522 AK093979 ZNF75A 195.6136 222.7023 256.6004 248.3058

26342 NM_018325 C9orf72 308.8042 304.2592 306.8234 403.5589
195 NM_032264 NBPF3 513.2842 484.9245 474.5498 576.5607

21238 BC036867 C5orf34 470.7585 228.11 529.379 326.2889
2492 NM_003326 TNFSF4 77.43497 91.86012 77.10635 63.94648

14811 NM_015530 GORASP2 3478.207 4045.594 3541.287 3718.415
13317 NM_021089 ZNF8 437.5336 503.6071 478.4839 541.5924
5932 NM_00100549OR6C4 54.73959 49.38825 46.15718 49.32072

23396 --- --- 138.4 120.9312 123.491 126.2243
16450 NM_022082 C20orf59 71.58773 1325.354 107.0276 73.44697
15188 --- --- 502.1499 528.037 617.853 511.9409
16737 NM_199441 ZNF334 91.6324 150.3813 99.67938 118.4458
11066 --- --- 79.29343 97.44929 42.92134 76.73261
1788 ENST0000033LOC10013049 66.05025 81.7168 64.12029 70.47352

11418 AF467442 SMCR5 51.34466 67.07693 53.70527 58.49857
4994 BC058160 LOC554234 94.89825 91.86551 110.5968 135.2791

24994 --- --- 3.541905 5.091479 3.715931 5.765166
8858 NR_003011 SCARNA15 7.719382 15.31803 7.695637 10.53523

25673 NM_0010246 LRRC24 849.0109 951.8978 767.9162 844.2715
21008 --- --- 32.47069 22.19725 33.74302 28.44449
23987 NM_152774 TMEM196 61.02299 67.57553 60.99618 55.15808
12653 NM_004218 RAB11B 2262.293 2179.514 2062.129 2098.662
25178 NM_024607 PPP1R3B 238.0701 361.3456 295.7831 289.1459
20251 NM_001813 CENPE 975.3926 438.6652 1069.281 1523.453
27354 NM_0010427 STAG2 1797.862 1460.468 1822.606 2260.216
28782 --- --- 50.52978 56.85658 71.60192 59.81859



26553 --- --- 64.35503 98.83627 97.84492 69.75304
1760 NM_145047 C1orf102 128.1054 177.6435 155.1096 113.9917

19029 BC032025 C3orf22 75.33244 85.29694 79.00767 76.46658
2098 NM_178454 TMEM77 1415.462 2445.033 1332.824 2026.438

22064 NM_005586 MDFI 302.3727 301.2063 317.1113 284.4894
15421 NM_0010804 FBXO41 222.4742 280.2678 252.8298 217.8882
22130 NM_018100 EFHC1 499.0654 529.3642 455.6617 458.0283
16165 NM_002594 PCSK2 92.62569 1902.152 162.0951 94.72686
26075 --- --- 62.21414 52.27578 69.97472 84.1268
12768 ENST0000037LOC126536 64.9112 84.74183 81.03708 84.7988
13845 NM_182498 ZNF428 479.2293 637.2302 567.313 565.1835
19160 --- --- 57.16082 76.95733 47.54376 49.48622
3375 NM_173541 C10orf91 105.6598 84.69267 90.39386 92.68337

17930 --- --- 69.68387 110.4782 69.8553 56.17885
2627 NM_015375 RIPK5 368.0729 789.9058 414.6974 405.2393
8216 --- --- 85.77785 81.95041 75.51111 65.69218

25485 NM_00100849TMEM64 2002.479 2942.046 2119.3 2091.032
24515 NM_030647 JHDM1D 182.5309 286.4198 218.7704 121.074
25516 NM_183419 RNF19A 1183.873 1686.725 1063.33 1679.889
28808 --- --- 30.95451 30.69978 39.68535 33.47182
13302 NM_152677 ZSCAN4 23.43541 21.49945 23.12638 28.71546
3578 NM_00107766CTGLF3 915.2557 673.1366 675.342 927.2394
2325 NM_152263 TPM3 880.1146 785.2709 810.9622 810.6821
387 NM_006347 PPIH 671.5553 583.2103 662.7654 917.5217

22346 --- --- 175.1766 124.9121 187.7979 189.4881
18166 NM_00100548OR5H2 21.14596 24.00397 32.51208 25.25077
20773 --- --- 87.65921 98.20496 107.0203 80.82894
25463  AF495523 REXO1L1 472.0898 400.6843 1084.792 282.2705
25467  AF495523 REXO1L1 472.0898 400.6843 1084.792 282.2705
25458 --- --- 472.0898 400.6843 1084.792 282.2705
25461 --- --- 472.0898 400.6843 1084.792 282.2705
25465 AF495523 REXO1L1 472.0898 400.6843 1084.792 282.2705
8850 ENST0000034LOC10013435 268.212 333.8202 270.0692 253.0202
8856 ENST0000034LOC10013435 268.212 333.8202 270.0692 253.0202
9322 ENST0000034LOC10013435 268.212 333.8202 270.0692 253.0202
3734 --- --- 7.556998 5.690975 6.819456 2.637347

10760 NM_015077 SARM1 99.68095 282.3761 163.306 117.297
1742 NM_198040 PHC2 1068.967 1209.022 1148.31 1177.264

16967 ENST0000035HIST1H2BK 6093.607 3874.264 5867.667 5204.603
18402 --- --- 28.99474 50.31379 41.69886 55.39267
3778 BC006131 C10orf33 264.1223 388.237 230.1974 213.5431

23908 --- --- 148.2751 118.8435 138.5773 159.6431
6861 NM_213596 FOXN4 333.7038 328.9419 325.8606 301.858
9195 AK092594 LOC10012897 114.4962 120.219 120.1352 130.1243
2072 NM_013386 SLC25A24 1542.622 1189.561 1519.52 1891.145

17433 --- --- 150.0321 162.8803 169.8196 138.4553
24368 NM_138403 MYLC2PL 75.84413 87.00211 79.31818 74.71544
3009 ENST0000037TIMM23 3999.031 3001.779 3234.362 4599.042



3765 --- --- 8.674207 4.967486 5.263577 12.72272
11459 --- --- 0.00475373 4.064244 7.902769 2.394148
16207 BC012542 GINS1 2162.281 1486.82 1921.5 1792.32
15513 BC042429 LOC442028 43.07137 40.9572 66.76956 50.77785
4237 NM_00100520OR8H3 30.09332 44.16159 39.24001 47.44894

15656 NM_0010835 A26C1A 95.98331 978.3509 99.78971 84.01514
14829 --- --- 10.79099 14.14363 10.8916 9.034898
10983 NM_003110 SP2 836.9282 499.3874 771.2603 762.8517
17072 --- --- 81.58705 78.29554 72.48565 78.51495
24556 --- --- 28.94799 28.00775 40.78519 32.94973
1950 NM_024911 GPR177 2623.429 2349.266 2691.278 2999.796
2618 NM_198447 GOLT1A 157.769 181.5995 155.6962 155.3598

27733 NM_017677 MTMR8 48.64907 125.7053 56.54019 61.07067
4258 --- --- 38.37054 55.94439 41.36911 38.28157

10241 NR_002453 LOC595101 2785.759 3859.481 2792.481 2984.706
21662 --- --- 5.136509 7.307405 4.213917 3.672335
14131 NM_00102988GLTPD1 252.0201 210.9627 293.7463 251.9933
26352 NM_001497 B4GALT1 1971.038 2289.427 2024.387 1935.017
12265 --- --- 55.93578 72.9906 65.49696 45.85015
11756 NM_006807 CBX1 1876.265 1385.084 1565.621 2562.731
4643 NM_178510 ANKK1 473.009 472.4433 456.1193 449.8622

12664 NM_003451 ZNF177 207.4896 229.1571 216.7836 207.4886
27000 NM_004615 TSPAN7 764.1382 6142.777 821.2076 613.1879
26761 --- --- 178.063 219.4554 168.8192 173.9212
6367 NM_0010400 LOC650293 164.5288 257.4285 313.3409 251.5327

25165 BC093747  // LOC349196  / 91.67253 111.3744 123.4383 123.4991
25161 BC093747 LOC349196 91.67253 111.3744 123.4383 123.4991
25162 BC093747 LOC349196 91.67253 111.3744 123.4383 123.4991
25163 BC093747 LOC349196 91.67253 111.3744 123.4383 123.4991
25164 BC093747 LOC349196 91.67253 111.3744 123.4383 123.4991

840 NM_004698 PRPF3 1795.685 1479.993 1752.136 2343.849
3041 --- --- 0.5735878 0.9009166 5.589696 1.478763
141 NM_015164 PLEKHM2 1917.981 2459.273 2075.923 2109.438

22267 --- --- 10.34733 4.135854 8.332549 7.773222
11240 NM_021962 ABR 1345.016 1696.628 1472.186 1452.44
3800 --- --- 26.67281 38.18007 33.52252 41.73774
6151 NM_001917 DAO 45.69045 55.7574 51.38617 41.87805

22902 --- --- 36.19889 15.04229 38.19679 59.55653
17347 NM_00108049LOC402057 934.7626 976.6014 1173.293 1152.793
18221 NM_024616 C3orf52 415.7425 354.1367 416.2612 387.0459
13942 NM_002152 HRC 105.5553 106.1751 101.8135 106.2009
8948 --- --- 634.6732 1713.251 859.099 460.7548
8952 --- --- 634.6732 1713.251 859.099 460.7548

26385 NM_004629 FANCG 1014.148 755.4227 946.907 776.4979
16913 NM_058182 C21orf51 1084.442 1061.893 1020.195 1105.682
18480 NM_182537 HTR3D 86.25836 102.4357 109.326 106.8416
10984 NM_018129 PNPO 2832.078 1815.582 2175.996 3087.064
10060 BC039154 C16orf79 263.7545 342.6423 293.0464 299.9504



17132 NM_00102520U2AF1 5186.586 3882.491 4020.044 5106.68
10322 --- --- 50.33433 60.27918 70.55115 60.66083
13714 ENST0000038PRODH2 210.3453 217.097 227.0221 208.0083
5131 NM_0010044 OR10Q1 161.3371 151.2767 178.7582 175.3901
8181 --- --- 104.9189 113.7392 110.691 117.3107

18271 --- --- 68.7858 76.83049 59.56481 81.22601
3200 ENST0000039C10orf129 72.17716 62.20399 63.79549 71.53947

18911 --- --- 581.6783 395.9026 561.2294 490.9884
23668 --- --- 19.20197 10.68757 11.17222 12.82221
4449 NM_002335 LRP5 582.8755 792.9547 703.1856 493.6061

17325 ENST0000032SEC14L4 29.94595 40.59682 42.46702 34.50707
24126 --- --- 37.17087 39.81171 38.68677 30.69671
26825 NM_003792 EDF1 2795.474 2660.579 3122.839 2370.508
8584 NM_0010424 FAM98B 263.1784 235.8441 257.5837 364.1828

28620 --- --- 31.48938 50.17728 45.17629 31.20103
23924 BC132760 LOC401296 149.1828 147.1227 165.7041 145.8826
25428 --- --- 6.557354 10.7934 10.61426 10.04945
5309 NM_153451 ORAOV1 316.1 221.4383 228.05 326.2763
2938 --- --- 9.055058 7.200431 9.280201 14.28442
4368 NM_018484 SLC22A11 223.6747 212.7964 218.2884 223.6299
133 BC015238 FHAD1 97.27425 133.5309 127.1862 114.8575

24374 --- --- 301.6329 353.9992 322.8339 308.8595
15136 NM_013325 ATG4B 551.7198 799.9976 501.2494 528.8193
8186 ENST0000028C14orf38 49.19782 58.67112 44.65916 54.5027

13682 --- --- 3.743748 6.435369 5.299633 2.989506
28239 NR_001537 TTTY13 105.0004 98.67439 106.581 100.9165
12790 NM_138401 FAM125A 506.3043 548.0873 542.4167 413.3261
14688 AY713301 TISP43 39.02236 33.62547 29.73047 15.19384
15658 AY713301 TISP43 39.02236 33.62547 29.73047 15.19384
22510 NM_005906 MAK 39.12663 42.23218 51.75789 38.82909
22433 ENST0000036LOC10013096 82.3194 80.99271 76.13509 68.36737
10397 --- --- 144.3463 177.8906 167.4622 143.2537
15205 --- --- 10.85303 7.200242 13.95235 17.19373
13929 NM_001190 BCAT2 547.2526 695.8635 680.8062 694.0088
7590 --- --- 390.667 429.7614 461.7303 402.8311
4891 XM_372371 LOC390084 48.9062 55.32016 53.7823 58.09714
5815 ENST0000038MUC19 46.42358 42.0694 44.67162 54.32474

22956 --- --- 11.89981 16.55368 10.71076 19.45614
10521 NM_0010981 PRDM7 81.88203 2560.122 120.6941 60.21732

656 NM_020978 AMY2B 123.8101 161.5642 128.0799 189.2376
13879 NM_030785 RSHL1 276.1049 280.1356 274.6364 248.7598

104 NM_001066 TNFRSF1B 195.9983 278.2005 248.0279 163.7928
1198 NM_014359 OPTC 121.9976 124.9767 117.5147 124.8176

25148 BC093747 LOC349196 98.38316 114.4234 124.6616 132.1783
25149 BC093747 LOC349196 98.38316 114.4234 124.6616 132.1783
23086 NM_017651 AHI1 543.2376 410.0046 487.0182 637.0456
13905 NM_003827 NAPA 2032.495 1869.484 2142.348 1974.93
20972 NM_133263 PPARGC1B 197.1878 204.6779 204.2997 246.9529



5155 NM_001062 TCN1 24.36163 338.5256 51.03418 49.37854
14621 NM_005721 ACTR3 4761.083 4841.877 4870.694 5057.245
23838 NR_002158 OR2A20P 275.3398 560.6772 132.7859 410.769
10395 NM_022357 DPEP3 138.7933 148.7077 121.6848 140.7218
21665 --- --- 1195.445 1144.013 1287.822 1113.504
15907 --- --- 89.40603 72.06509 85.23782 135.8086
19684 NM_005327 HADH 1231.598 1072.957 1251.097 1289.155
8504 NR_003497  /SNRPN  // HB 0.4580408 4.470876 4.13104 2.043715
7441 --- --- 144.4331 180.1568 142.2906 166.1451

16510 NM_023068 SIGLEC1 372.9214 403.2935 366.326 381.5599
7086 NM_003701 TNFSF11 221.8746 292.5943 212.5836 192.4562

21198 NM_016180 SLC45A2 64.85346 1941.127 72.54182 40.84065
16094 NM_021158 TRIB3 702.4593 629.2339 630.6679 789.3762
7891 --- --- 40.30145 20.79465 34.17018 16.67495

14207 BC050462 FLJ30851 132.5186 95.40835 69.42787 72.93385
7991 NM_0010052 OR11H1 50.60786 51.37868 51.49559 52.85965
7860 NM_022054 KCNK13 179.7899 237.1099 190.7963 213.2421

17819 NM_013325 ATG4B 573.962 833.2134 520.9131 550.4254
18707 NM_002343 LTF 63.67605 63.55351 76.71644 70.76791
26696 NM_016322 RAB14 3671.151 2708.941 3429.745 3550.397
24481 --- --- 19.61888 28.46568 18.56009 13.07116
12443 NM_017653 DYM 2407.292 2461.136 2769.105 2114.347
11351 NM_014232 VAMP2 619.6891 765.0753 717.168 598.9573
5201 NR_002564 SNORD26 1151.756 1165.095 945.0183 1516.655
1953 NM_0011141 DEPDC1 1885.448 1373.721 1982.832 3117.207
628 --- --- 860.2117 1013.375 825.9396 885.6664

21136 NM_198253 TERT 222.3409 217.0651 241.2147 216.8511
6842 NM_0010341 ALDH1L2 29.12765 909.223 69.37917 30.41788
7247 NM_0010396 ZMYM5 472.4537 500.237 435.2298 617.9505
8775 NM_0010247 CD276 1621.92 2292.156 1678.987 1547.069

11162 --- --- 10.9404 16.66064 12.61378 12.36172
16566 XR_041836 HSPC072 52.56036 33.74276 75.41694 60.21934
21370 NM_153354 TMEM161B 1997.681 2733.579 2097.685 1902.833
5196 NR_002560 SNORD31 374.6463 267.3447 239.6957 429.6837

13805 --- --- 128.0252 116.4851 141.7243 207.7312
11537 NM_006584 CCT6B 80.09928 94.91647 75.34068 77.2081
26784 --- --- 86.42516 88.43726 130.0976 93.77399
6368 --- --- 157.0489 201.5039 245.3277 199.3772

22517 --- --- 48.13945 68.26859 82.03871 66.06528
20488 ENST0000040MGC39584 86.87498 133.0813 77.81548 87.07893
10266 NM_023931 ZNF747 361.1646 354.2275 368.4126 297.182

415 NM_018150 C1orf164 1736.753 1806.503 1758.905 1639.586
14721 NM_058241 CCNT2 1246.545 1748.455 1491.909 1476.969
9802 NM_014685 HERPUD1 1661.53 1929.397 1624.179 2098.31
4061 NM_003442 ZNF143 723.7735 679.7182 632.7695 1088.046

18204 --- --- 5.404429 1.471839 5.891218 6.093107
17166 ENST0000021C21orf111 165.0386 161.597 156.375 181.3945
12712 NM_153358 ZNF791 964.4584 1149.666 911.6894 1028.967



2472 NM_000130 F5 61.27605 52.27767 61.23809 49.17342
15000 --- --- 110.6796 137.2573 107.7755 103.6658
5172 NM_002032 FTH1 8208.933 8770.432 8368.474 8445.404

17897 --- --- 42.76723 69.4963 57.45109 77.45735
987 NM_000702 ATP1A2 203.919 240.192 195.7211 150.7662

18668 NM_006514 SCN10A 60.23222 52.95966 65.23312 65.01776
8533 ENST0000039HMGN2 5551.176 3297.251 5451.561 7009.429
3674 NM_152586 USP54 508.1001 677.1833 566.63 562.3716

14349 NM_014562 OTX1 398.1301 450.1075 369.7349 407.1869
25218 NM_201553 FGL1 11.68571 16.09147 17.11987 13.15118
7368 --- --- 59.98286 51.55128 67.2633 59.43641

17238 NR_003714 DKFZP434P21 86.85844 88.73655 67.21188 84.20438
17550 NR_003714 DKFZP434P21 86.85844 88.73655 67.21188 84.20438
16590 NM_130794 CST11 57.35547 41.69456 43.83137 44.58221
18606 NM_022340 ZFYVE20 376.7658 356.0643 359.017 448.6513
10236 NM_0010181 LOC440350 2334.373 3054.112 2538.154 2311.617
27261 --- --- 57.82629 81.39523 73.38007 79.57897
18684 NM_004206 SEC22C 1271.626 1028.423 1187.839 1135.635
8096 --- --- 18.56983 12.16121 20.82232 18.61666

26325 NM_002169 IFNA5 37.57058 30.86875 57.41823 38.11315
28001 --- --- 104.2869 135.5409 106.9042 99.00921
9333 NM_199330 HOMER2 380.7893 510.194 503.6336 390.5726

17034 NM_052954 CYYR1 86.74326 77.93807 100.7333 86.84885
4611 NM_0010397 LOC643923 102.1122 76.85455 93.31625 112.1672
5078 --- --- 33.82487 61.72545 47.46955 34.60147

22037 NM_004373 COX6A1 3950.997 3902.015 4078.173 4759.387
12303 NM_005131 THOC1 847.1713 562.451 700.6992 1381.815
1756 NM_014408 TRAPPC3 2170.153 1970.869 2058.363 2656.115
1445 AF284753 UIMC1 498.9689 320.4291 758.9479 376.0917

26877 AF284753 UIMC1 498.9689 320.4291 758.9479 376.0917
26636 --- --- 110.5452 110.065 67.29776 99.36134
16778 NM_001719 BMP7 143.3053 238.0473 138.1184 124.0981
26211 ENST0000031LOC401557 54.59183 53.38017 41.56994 38.31834
4420 NM_001104 ACTN3 130.569 109.2278 129.9581 110.8027

12823 NM_004386 NCAN 144.5406 137.0949 142.0735 137.1855
21040 --- --- 15.15988 24.42375 34.07015 20.43922
9828 --- --- 173.8502 170.5851 185.5194 209.8449
7832 --- --- 59.05785 26.9023 47.63974 40.7785

20985 NM_000405 GM2A 1546.515 2527.241 1524.67 1512.016
26716 AY567967 LOC613206 109.357 77.36221 91.26572 104.7204
7949 --- --- 31.87143 25.28906 31.58441 29.94943

17567 ENST0000033LOC649179 57.20713 58.90249 75.62904 63.19316
9205 XM_00172662UNQ353 513.884 330.4198 429.3541 462.1814
6546 NM_002289 LALBA 17.84452 15.90543 24.03233 23.01413

13963 NR_002798 NAPSB 129.6757 143.9488 129.0414 145.0352
23318 NM_002047 GARS 3887.126 3457.785 3669.011 4099.93
15529 NM_017849 TMEM127 1838.314 1634.68 1890.836 1481.26
8256 NM_203309 HEATR4 54.54329 58.03273 63.38084 65.31741



504 --- --- 23.14758 35.72466 29.14801 21.74132
11993 ENST0000032LOC10013117 74.22698 57.26488 72.15511 75.83223
10858 NM_006804 STARD3 1906.063 1616.277 1721.105 1855.527
3848 NM_025015 HSPA12A 518.1077 875.676 562.85 485.8871

16469 NM_198723 TCEA2 265.0269 367.3527 155.5156 279.1517
10943 --- --- 326.4597 180.8 232.6958 325.7459
8921 NM_018349 MCTP2 39.25248 1278.43 63.19294 32.6817

15126 NM_005301 GPR35 170.6796 167.7149 166.4834 168.8596
21389 NM_031952 SPATA9 38.30593 36.29454 42.54486 37.72898
17536 ENST0000035RIMBP3B 50.19666 58.40165 72.02291 70.18183
26290 AK292632 C9orf123 3252.332 3152.567 3127.495 3797.431
27230 --- --- 22.61973 10.7456 32.11271 36.71489
15685 NM_025052 YSK4 22.54117 22.67451 18.26447 22.6486
5081 ENST0000024TYRL 45.42621 301.3306 66.77018 62.55249

18410 NM_00104270IQCJ 411.4481 77.54898 91.55788 70.52273
23820 NM_177437 TAS2R60 44.09172 34.87266 49.50838 67.19913
24537 NM_019841 TRPV5 103.5435 85.93793 106.9455 99.10268
2670 --- --- 97.31241 85.08547 99.72275 85.99359

11801 --- --- 250.1185 276.5605 337.0595 259.2157
18957 NM_183061 SLC9A10 25.39364 35.41125 28.64744 28.51583
18296 --- --- 171.3059 219.4172 256.045 224.798
18976 --- --- 23.257 27.56663 16.38746 21.70539
12762 NM_023944 CYP4F12 62.68076 60.20218 68.98103 60.73867
27524 --- --- 8.083464 5.328386 6.05931 4.687555
12561 NM_001319 CSNK1G2 1864.19 1547.669 1668.756 2076.985
7528 NM_0010053 A26C2 805.0569 4358.919 825.1205 759.416

24527 AK098171 FLJ40852 118.1355 105.2134 138.6174 140.8344
27318 NM_000868 HTR2C 120.2621 91.19846 104.3294 113.6188
20465 NM_004346 CASP3 836.6215 828.4809 842.2422 1146.598
18896 NM_000158 GBE1 1350.62 1811.933 1439.482 1431.321
3247 --- --- 54.83362 62.25771 52.04995 45.65305

21997 NM_024165 PHF1 974.7693 784.5667 884.4293 625.6466
18159 NM_153605 DKFZp667G2 1110.249 1097.805 1245.64 1213.652
7061 NM_015032 PDS5B 1159.265 816.547 1146.094 1498.647

10281 NM_024006 VKORC1 3666.969 6411.537 4151.099 2806.956
3793 --- --- 18.03661 15.23833 21.95855 18.27704

20043 --- --- 121.896 184.3685 141.5766 167.1567
17129 NM_018669 WDR4 699.4781 568.8507 666.0336 616.0817

645 NM_003729 RTCD1 1597.379 1479.978 1727.094 1729.299
2749 NM_000029 AGT 94.87364 123.983 127.1168 119.2624
5614 --- --- 229.6556 264.1715 243.1505 220.2811

28719 --- --- 136.9461 158.3507 177.5175 123.4214
10007 NM_0010773 C16orf35 1461.181 1247.431 1431.459 1455.176
7289 BC027486 hCG_2020170 118.5159 134.8962 134.9806 158.799

18194 NM_024548 CEP97 1821.596 1250.323 1913.204 1439.325
26252 NM_006647 NOXA1 252.8177 279.3287 234.0365 240.9315
12931 NM_001749 CAPNS1 4236.394 4266.854 4016.366 4104.895
28674 --- --- 56.06049 20.8351 49.31681 14.73489



73 NM_004285 H6PD 946.2925 1743.78 909.5803 1394.926
6181 NM_014954 RPH3A 64.12429 283.6431 67.97871 61.30481

23389 --- --- 78.52604 66.52234 135.1435 88.0913
8458 NR_003326  /SNRPN  // SN 47.92517 89.7672 83.1206 55.33626
1743 NM_052896 CSMD2 95.13016 99.76973 96.66698 107.6801

18246 --- --- 46.04263 17.25026 49.94755 81.08381
28321 NM_0010404 C6orf48 1867.51 1756.583 1646.775 1698.177
28454 NM_0010404 C6orf48 1867.51 1756.583 1646.775 1698.177
25792 NM_000155 GALT 326.9393 432.8813 325.3383 346.3397
10622 NM_001406 EFNB3 99.28669 146.9069 103.4288 70.12097
7591 ENST0000035C14orf167 54.36101 55.18316 67.5136 97.8847

18619 --- --- 158.9277 261.9265 135.7772 110.3936
23169 --- --- 618.319 606.6568 563.0046 541.7739
12424 --- --- 10.2826 5.817852 8.906187 8.316553
22056 --- --- 27.26892 18.39987 34.41678 18.12311
5669 NM_000616 CD4 54.31221 60.27165 68.16138 66.79905
5858 NM_001651 AQP5 172.2764 233.7116 192.9973 217.0199

23986 NM_0010029 TWISTNB 1185.845 1127.785 1204.921 1261.87
28652 --- --- 1.775115 6.661835 1.655361 1.243967
10629 NM_000180 GUCY2D 172.14 188.5864 162.8739 166.8191
21050 NM_021025 TLX3 81.01777 87.13167 66.48892 84.59704
11994 NM_00108039AATK 178.7081 178.1194 186.2329 172.8582
8551 ENST0000022LOC390561 113.6948 115.2133 98.08173 137.5647
6106 NM_174942 GAS2L3 3213.901 2395.07 3047.237 3961.475

14654 --- --- 27.56857 36.01118 24.27889 22.84672
6995 --- --- 165.9564 188.9037 174.3297 174.1131

14290 --- --- 32.2981 55.47425 40.00338 40.38478
27022 NM_152869 RGN 42.3939 42.61693 46.4304 53.28508
2180 NM_007053 CD160 34.08162 22.9801 35.34846 28.85073

12015 NM_178493 NOTUM 173.5237 211.2024 170.6837 172.9055
3226 BC110810 C10orf132 561.8802 758.4176 567.4974 514.7636

12377 --- --- 109.7795 126.6536 137.2393 120.1497
24561 NM_00100166ZNF425 122.6802 131.084 114.0466 165.9264
7999 --- --- 21.0221 26.92431 23.81031 26.44102
6902 --- --- 46.42393 36.24591 57.0633 64.46463

11410 NM_012452 TNFRSF13B 524.9712 548.9525 484.9718 448.2595
11657 NM_000226 KRT9 63.85827 75.85158 87.97028 83.76192
7701 NM_199421 SOCS4 1088.667 883.5504 1048.596 1055.944

15299 NM_133329 KCNG3 207.0716 486.8712 200.879 172.7324
21969 NR_002742 SNORD52 437.115 366.2486 378.0147 362.9027
19046 AK056377 KIAA1257 62.40085 79.48048 65.44827 76.1806
21165 --- --- 12.40188 7.560223 12.02703 11.88881
25986 ENST0000032C9orf102 1711.938 1853.126 1660.46 1889.301
5954 NM_021019 MYL6 5600.598 4109.864 5638.214 6253.506

27444 NM_003828 MTMR1 1781.374 1360.411 1825.812 2001.111
17360 NM_030642 APOL5 65.50247 76.87784 65.47449 53.19055
1834 NM_153274 BEST4 106.5159 134.6431 127.9037 113.2051
4334 NM_012202 GNG3 140.9524 91.58922 154.7262 172.0254



18041 NM_003458 BSN 421.2162 482.7504 393.0152 416.1494
12562 NM_00103984C19orf36 175.701 186.3833 168.304 167.0427
15189 NM_024624 SMC6 1051.359 748.7036 1023.069 930.7206
27260 --- --- 80.39526 58.34896 66.83141 76.16754
5003 M30627 HSP90AA2 2685.061 1529.227 2486.219 3559.566

26002 NM_006808 SEC61B 2384.041 2350.329 2301.954 2407.947
20982 NM_0011228 MYOZ3 156.7292 178.3384 149.239 165.0498
26466 NM_199135 FOXD4L3 396.1047 470.9555 395.8623 361.8924
8328 NM_152332 TC2N 97.39169 147.7339 94.6776 83.20068

27236 NM_001325 CSTF2 1070.663 778.1646 1265.39 1039.978
9079 NM_138477 CDAN1 461.9441 357.4147 417.4668 492.8091

13134 NR_000021 SNORD32A 2339.495 2767.02 2806.657 2638.301
26026 NM_00107980FKTN 681.5427 655.3145 592.1016 822.3303
2530 NM_032360 ACBD6 352.954 280.1007 357.6054 399.466

11926 NM_006356 ATP5H 1826.776 2022.113 1698.917 2391.668
20712 NM_001713 BHMT 81.05798 64.96592 66.57921 86.33833
9087 NM_152455 ZSCAN29 459.0279 387.4065 466.2907 573.2877

18399 NM_003471 KCNAB1 58.24583 136.8926 64.05067 52.76823
4289 NM_000139 MS4A2 24.44134 15.90529 26.32004 28.26936

20862 NM_052971 LEAP2 116.7359 110.6466 115.4213 114.421
6650 --- --- 36.94189 38.51468 25.40062 20.2649

25787 --- --- 181.2362 198.0263 203.5579 177.0597
8398 NM_207379 TMEM179 117.1235 105.2175 104.3288 127.6159
5101 NM_00100474OR5M9 58.92873 54.09589 62.96814 61.6595

14085 --- --- 5.515842 11.70084 10.35966 10.37595
9128 NM_004236 COPS2 2347.211 2917.194 2783.796 3284.096
880 NM_178353 LCE1E 357.6213 404.2899 375.8104 318.5955

6274 BC093897 LOC338797 104.9535 110.4334 118.8441 107.6222
16210 BC131537 C20orf91 66.7501 96.05108 88.82881 72.32364
4351 NM_017670 OTUB1 2598.893 2203.246 2529.16 2366.923

12317 --- --- 63.01458 67.58389 112.6557 102.218
11023 AB065085 OK/KNS-CL.3 146.7539 135.5537 123.5544 191.6265
17808 NM_005138 SCO2 297.9538 275.82 280.8648 307.9782
13611 --- --- 40.40716 37.11904 43.89507 40.56079
8557 --- --- 40.70114 36.69707 41.34394 43.90956

13270 NM_153447 NLRP5 118.0269 122.2014 126.7171 114.0923
18881 --- --- 20.39769 17.45749 17.80071 15.94705
15654 AK093281 C2orf14 33.2187 200.241 42.10864 36.40738
20132 --- --- 44.55602 43.50529 42.88066 44.71601
2678 AK289533 FAM108A1 1214.495 1429.525 1190.049 1099.055
6522 NM_002822 TWF1 2558.407 2483.332 2556.887 3402.508

14071 NM_014501 UBE2S 3504.076 2938.81 3846.889 2744.432
6224 NM_002562 P2RX7 103.3481 644.393 131.2985 100.3139

22331 NM_005021 ENPP3 65.05006 93.32687 73.30723 64.50793
17692 NM_001051 SSTR3 202.2809 212.4816 202.4065 174.3936
5768 NM_000415 IAPP 24.4682 8.847314 16.1664 24.76316

17496 NM_0010040 A26C3 874.324 6185.269 890.7474 834.8021
2300 NM_002964 S100A8 49.70959 43.11904 48.31498 45.46138



17010 ENST0000030LOC400858 2.898233 123.6064 13.8525 9.419615
2324 --- --- 11.76562 14.1832 7.374446 4.264099
3225 NM_00100226ZFYVE27 391.1183 405.7682 325.3277 401.08
7455 NM_014305 TGDS 408.6077 597.7781 453.7544 447.9278
812 AK095105 FLJ37786 204.6859 157.7696 231.2029 214.3117

27065 NM_033215 PPP1R3F 400.3643 467.6147 411.3191 361.8598
27333 NM_145305 SLC25A43 916.1854 888.4308 1024.524 802.3679
3798 NM_006562 LBX1 431.5463 360.4945 361.5201 349.9715

19832 NM_014247 RAPGEF2 889.0236 727.6351 826.7534 869.2377
16016 --- --- 133.9761 125.8197 116.9835 99.57513
6141 ENST0000028C12orf23 2092.485 2199.717 1991.952 2142.588

21075 NM_017675 PCDH24 105.7688 107.5753 117.4795 103.0398
23094 NM_052962 IL22RA2 52.87803 64.30522 46.76016 43.90276
9228 NR_004388 SCARNA14 28.98782 30.43287 37.06003 20.55315

17886 NM_014296 CAPN7 1031.46 1157.677 978.845 1133.085
4003 --- --- 72.05663 101.7623 98.15997 135.2345
4004 --- --- 72.05663 101.7623 98.15997 135.2345
8205 NM_145113 MAX 2054.362 1849.058 2178.545 2028.694
5295 --- --- 116.9296 131.4149 181.0369 142.5538
7217 NM_001846 COL4A2 1838.197 1393.462 1763.304 1634.023

17491 NM_012324 MAPK8IP2 316.4806 276.1582 265.0914 295.914
5318 NM_00100540KRTAP5-11 277.9861 270.21 266.5336 277.6659
5145 --- --- 39.27146 23.08185 43.70956 27.97286

16471 NM_004535 MYT1 92.02807 81.61146 85.36123 91.96481
9084 NM_201631 TGM5 88.96694 81.51682 76.23397 74.83424

20877 --- --- 1159.465 652.5406 944.887 1092.716
22431 NM_020823 TMEM181 2905.888 2618.577 2865.238 2909.248
6993 NM_006231 POLE 959.3669 825.2726 896.5986 955.6808

19183 --- --- 4.124432 3.322895 3.792835 6.942552
20033 --- --- 171.0704 162.9581 167.8009 169.8397
15778 NM_006920 SCN1A 36.51842 27.08656 32.01353 31.57864
7365 --- --- 145.0036 169.2625 209.9697 199.58

19006 NM_183357 ADCY5 185.8306 174.9152 167.485 133.0945
21475 NM_133372 FNIP1 2498.995 2177.602 2183.932 2834.658
20639 NM_015342 PPWD1 1175.527 852.1339 942.3195 1660.754
9118 --- --- 66.8733 62.90165 68.87253 54.65147

14699 --- --- 1.889419 5.58571 2.172715 7.147473
1148 NM_002922 RGS1 46.62897 246.9448 64.93106 48.43466

24013 NM_031243 HNRNPA2B1 5695.944 4690.881 5650.915 5562.008
11408 NM_000422 KRT17 593.5814 652.9053 589.8887 570.7364
13483 NM_0010087 ZNF121 1380.359 1422.479 1493.477 1727.922
22549 --- --- 184.5038 216.2469 188.9107 168.8202

523 --- --- 450.1263 328.0134 355.5421 492.4305
7685 --- --- 139.3475 88.2087 112.884 136.4567

13342 NM_194460 RNF126 1633.823 1282.324 1316.305 1484.053
25592 BC070152 CCDC26 34.09365 81.79718 53.12715 49.0194
19018 NM_003794 SNX4 620.743 1026.242 772.3136 787.6855
11137 NM_001545 ICT1 1441.32 890.9478 1112.943 1712.585



7002 --- --- 22.4904 37.82228 20.19987 25.09602
3726 NM_000235 LIPA 1821.602 2693.945 1416.063 2601.892

13403 NM_144615 TMIGD2 438.6102 433.0548 394.7084 402.3383
10738 ENST0000036FLJ36000 56.644 68.43353 91.56493 50.8391
27262 --- --- 3.820356 5.805874 2.71838 4.264464
10172 --- --- 148.3623 198.6916 150.6036 147.2813
20393 NM_017419 ACCN5 55.05591 39.8851 45.54286 53.70267
21559 NM_016580 PCDH12 93.79493 109.0498 102.3161 79.9451
22395 NM_025218 ULBP1 260.9243 224.6397 196.8583 221.2155
28166 NM_004676 PRY 222.9442 205.7479 184.1225 200.9046
9374 NM_006384 CIB1 1457.833 1407.54 1242.154 1510.685
6620 NM_173352 KRT78 77.59553 80.23477 75.77314 79.01472

18539 ENST0000035LOC10012826 150.9248 119.8567 121.7054 184.6255
18243 NM_015900 PLA1A 97.0767 3230.003 160.392 106.1391
3604 NM_033056 PCDH15 25.82796 28.04626 36.26329 24.10822

13977 NM_012427 KLK5 182.6493 180.3303 205.025 201.1798
7855 --- --- 8.10199 9.945195 2.515715 8.643468

19192 NM_014498 GOLIM4 2594.172 2222.381 2348.319 2364.766
16987 NM_181688 KRTAP10-10 396.0202 427.1426 397.2587 398.562
27201 BX537938 FAM46D 101.9814 98.14831 95.94634 94.25556
12385 AK056805 hCG_38480 89.24762 112.4018 91.42122 98.40088
20193 AB064670 OK/SW-CL.36 31.02705 41.85509 31.74725 26.80521
4514 NM_000260 MYO7A 117.7071 118.7224 109.5736 127.7682

21247 NM_176806 MOCS2 835.8221 616.318 918.1865 826.8534
4113 NM_0010985 HTATIP2 1267.932 757.6801 1120.748 1583.909
322 NM_145205 HMGB4 39.71148 48.30691 37.62012 37.56693

17752 NR_002570 CYP2D7P1 185.8851 252.6853 177.9428 175.039
10800 --- --- 399.5331 490.8921 406.3591 325.8492
9894 NM_173619 MGC34761 185.6158 200.5195 216.4474 177.5543
3868 NM_0010019 ATE1 857.7803 1089.339 861.639 942.261
654 AF395440 HEJ1 43.59874 34.88013 33.2799 41.87527

27944 --- --- 12.06424 8.503078 11.72958 11.78084
26025 NM_207647 FSD1L 98.26418 106.1337 68.3362 131.7644
9012 NM_002420 TRPM1 74.74703 100.6019 80.79697 72.20451

27505 --- --- 50.65679 55.20235 65.6516 56.58158
28087 --- --- 50.65679 55.20235 65.6516 56.58158
17127 --- --- 0.00280383 0.00341847 0.00209993 1.403202
18564 --- --- 25.855 31.02863 36.52965 28.1689
18184 --- --- 4.153136 7.909586 2.330905 7.828133
10445 NM_173619 MGC34761 178.1689 192.5798 207.7633 170.4854
19533 BC041126 EXOC5 880.201 823.3965 989.8452 1335.287
17978 NM_152393 KBTBD5 108.3035 93.48531 105.0599 94.64975
16764 NM_006045 ATP9A 1171.488 1209.475 1236.662 813.998
18848 NM_003716 CADPS 42.64622 2517.604 55.43031 46.88669
6206 NM_014365 HSPB8 240.0462 872.6447 163.5354 256.2868

28718 --- --- 25.76164 36.92646 28.32485 23.47393
24899 --- --- 15.8926 14.15164 8.097158 11.62553
21488 --- --- 496.9633 361.9627 411.4506 419.408



26918 NM_138636 TLR8 48.02062 29.34953 37.40463 31.5477
15611 NM_001426 EN1 620.741 661.732 583.3445 615.306
24541 NM_0011227 tcag7.1217 159.1195 171.0136 151.5468 202.1024
16596 NM_001898 CST1 422.7322 33635.14 568.7756 123.7447
20203 NM_178135 HSD17B13 32.09427 28.52711 36.25534 41.51545
19756 --- --- 114.4355 104.08 108.1896 108.5306
5974 NM_031479 INHBE 133.12 112.773 120.1387 115.8936

27849 NM_0010029 H2BFWT 111.8431 105.3314 90.56589 118.1581
22378 NM_024694 C6orf103 24.22736 23.48054 19.33116 18.71169
5546 NM_002855 PVRL1 209.5791 107.0506 171.0931 236.0717
7642 NM_032594 INSM2 233.7109 257.4087 235.8257 218.84

13903 NM_015063 SLC8A2 310.2881 373.9971 290.1032 334.5748
610 NM_0010124 C1orf146 18.6184 10.45491 19.28875 19.09244

16007 --- --- 154.333 156.3321 164.1504 135.1023
14690 AK093281 C2orf14 29.80621 195.0708 36.51753 32.42094
4234 --- --- 31.85571 31.04102 38.36151 28.80325
768 NM_004892 SEC22B 2449.423 3611.297 2550.638 2711.161

17809 NM_0011137 TYMP 247.7838 340.8338 306.5122 212.7591
7872 NM_001275 CHGA 75.66853 83.54829 82.65541 72.77975

21288 --- --- 10.69985 11.85175 7.836062 17.30375
26044 --- --- 30.85523 27.01682 33.62976 30.7302
23578 NM_016116 ASB4 26.19608 38.56578 25.04353 38.18264
26751 --- --- 78.77538 109.2525 121.357 77.79518
17798 NM_00108044TTLL8 103.0278 84.2458 95.07043 89.89951
8046 NM_012244 SLC7A8 87.62103 3385.596 150.8254 116.645

26490 --- --- 29.10382 37.49422 28.43761 38.10006
26750 NM_015679 TRUB2 2542.107 2155.469 2548.404 2369.819
20604 NM_052870 SNX18 280.0018 541.5068 310.3676 285.7958
2310 NM_020672 S100A14 111.4178 112.9991 121.6482 119.8891
7561 NM_00102999METT11D1 975.7885 844.84 862.9882 919.4996
1694 NM_002946 RPA2 613.0323 495.7798 553.3976 670.9861
4767 NM_138788 TMEM45B 69.96176 65.3632 68.65664 72.45401

25874 ENST0000032LOC10013213 1635.84 1336.875 1788.694 1590.672
15045 NM_004504 HRB 5264.138 6567.106 5205.173 5586.996
3218 NM_198046 ZDHHC16 2253.63 1933.455 1997.2 2477.685

27986 NM_173470 TMEM32 1918.32 1496.62 1924.33 1878.398
12218 AF119875 IER3IP1 22.36125 19.70274 36.92056 23.38242
2249 NM_207042 ENSA 1320.403 1245.193 1440.45 1488.226
6982 --- --- 43.11336 30.42904 30.23652 35.73157

26338 NM_00103168PLAA 2211.15 1859.66 2408.39 2204.861
17402 NM_004711 SYNGR1 493.9565 1182.763 607.1732 360.5815
13755 NM_00104260MAP4K1 68.37635 72.11166 58.57162 66.12893
22452 --- --- 4.254683 2.516317 4.951996 2.701977
10593 NM_181844 BCL6B 237.2068 292.6027 261.2965 257.9323
20724 AY358256 FAM151B 107.1341 115.2721 88.11069 131.9175
25611 --- --- 133.639 196.7315 136.2658 178.689
6117 --- --- 14.8835 11.99757 7.412204 5.942563

11835 --- --- 13.90639 19.38831 20.84794 20.14183



7191 --- --- 28.36882 33.54979 28.36636 37.47569
4552 NM_000372 TYR 43.43637 2753.753 84.24782 60.51217

28493 NM_005514 HLA-B 7678.321 9229.65 9105.314 5770.161
4439 NM_198517 TBC1D10C 167.8758 126.2347 165.2201 156.0041

27006 NM_00103959USP9X 2664.327 2707.314 2647.579 2991.456
8487 NR_001291 SNORD115-1 5.785511 6.864788 21.20089 6.383285
8505 NR_001291 SNORD115-1 5.785511 6.864788 21.20089 6.383285
8512 NR_001291 SNORD115-1 5.785511 6.864788 21.20089 6.383285
8519 NR_001291 SNORD115-1 5.785511 6.864788 21.20089 6.383285

10763 NM_003593 FOXN1 159.5 171.9655 133.7809 160.4781
7626 NM_0010300 ARHGAP5 2110.705 2260.001 2354.38 2278.164
2082 NM_002959 SORT1 2988.073 5972.42 3246.66 3161.037
8655 --- --- 16.14311 27.03407 15.92772 28.68075

23394 --- --- 38.97247 32.75663 42.78334 43.02592
22393 BC016788 LRP11 290.4106 268.4655 261.9855 237.564
8502 NR_001291 SNORD115-1 5.77878 6.857304 21.18521 6.380085
3704 NM_00109969EIF5AL1 5605.483 4634.394 5641.684 5591.523

18789 NM_000992 RPL29 1501.26 1759.078 1909.834 1228.436
21507 NM_004893 H2AFY 4172.618 2982.318 3543.72 4990.15
22434 NM_032532 FNDC1 109.1933 134.88 116.0163 112.4807
25425 NM_005648 TCEB1 1983.064 1694.398 1808.76 2299.797
13471 NM_144693 ZNF558 121.0214 6139.31 122.4568 106.7903

974 NM_005531 IFI16 2935.219 2894.629 3084.254 3600.159
24903 --- --- 173.3392 139.1386 196.8898 180.4338
14489 --- --- 406.5888 427.2531 447.6294 424.4011
12016 --- --- 159.9248 215.6865 155.1912 158.4191
8664 --- --- 15.956 17.60038 22.00099 12.18834

18926 --- --- 11.59622 2.384889 8.789502 30.77978
11870 NM_000626 CD79B 181.6645 183.0456 173.1865 180.8801
14053 NM_145057 CDC42EP5 588.8344 631.3707 584.616 561.078
12829 NM_153221 CILP2 360.7922 332.9716 355.7338 332.5683
12256 --- --- 70.72424 49.67027 54.17689 53.87378
16757 NM_080829 C20orf175 152.4652 161.8371 138.704 149.7771
12662 NM_0010799 OR7E24 40.08326 25.47129 50.53286 49.13273

703 --- --- 31.29733 38.56946 33.59321 35.73302
16532 --- --- 24.74135 20.98062 22.438 26.56581
4183 NM_00110554DGKZ 413.762 357.4253 415.9676 414.8443
6698 NM_005371 METTL1 399.0028 273.9671 334.9827 456.9872

11616 NM_181537 KRT27 94.18116 94.00062 101.138 99.74818
22044 ENST0000037FLJ45825 19.65497 32.59402 25.93492 33.03273
11859 --- --- 58.23387 67.52596 51.47471 59.38146
22866 --- --- 0.00082692 0.2962588 0.00133905 0.00061473
14059 NM_000363 TNNI3 283.8541 273.7134 248.2189 276.5812
8508 NR_003347  /SNRPN  // SN 11.03526 15.78699 13.87548 8.388855

25408 NM_024504 PRDM14 73.21246 71.55083 71.22836 71.15816
24540 NR_002140 OR6W1P 71.90022 63.67334 75.41824 69.00928
2695 --- --- 2.957492 3.198073 2.373204 3.591099

16817 NM_172107 KCNQ2 109.4416 124.2357 106.3129 112.9318



1476 --- --- 197.6183 199.5677 221.6049 195.5862
27789 NM_152694 ZCCHC5 36.99196 21.25345 29.61925 31.87076
2394 NM_00100518OR6Y1 52.93606 58.8859 65.97997 63.22364

13251 NM_032701 SUV420H2 546.322 587.9177 525.3461 476.8074
12008 NM_004309 ARHGDIA 3640.044 2464.014 3380.155 3403.247
17300 --- --- 5.238901 1.519702 2.904537 4.11279
3343 NM_002775 HTRA1 851.4142 6491.332 1079.365 603.0766

14781 NM_006593 TBR1 131.1675 167.5915 138.1767 147.2772
4987 NM_003476 CSRP3 62.50251 56.46738 54.75882 66.10136

20105 NM_018227 UBA6 2396.129 2003.512 2396.446 2333.631
7655 NM_00100779TTC6 33.96752 30.39775 32.16495 36.18504

23932 --- --- 67.09994 514.3288 46.80674 54.24712
23933 --- --- 67.09994 514.3288 46.80674 54.24712
4139 NM_00107678QSER1 3132.504 2448.201 3127.92 3860.55
8629 NM_014444 TUBGCP4 1486.649 1285.647 1585.126 1684.725

26234 NM_178536 LCN12 298.8501 305.5056 290.2998 294.3578
12954 --- --- 99.03606 108.5788 115.9249 134.9083
15382 --- --- 12.36193 13.03977 17.84916 19.0424
22150 NM_0010316 ZNF451 1125.868 1258.421 945.9898 1366.382
26538 BC068978 LOC494127 190.3181 184.995 180.5523 183.8406
15836 --- --- 182.2357 193.5785 174.0623 174.4223
18904 --- --- 0.00185123 0.00094137 0.00102618 3.427446
5164 NM_153611 CYBASC3 853.6174 1061.781 823.8481 904.9726

25907 --- --- 8.236728 10.86415 7.889029 6.629967
20313 NM_152778 MFSD8 719.2377 638.3278 706.8976 664.8813
25252 --- --- 246.9308 309.0681 280.0001 301.446
25695 --- --- 44.94685 56.70152 65.19038 52.52512
17280 NM_016327 UPB1 76.20181 82.47529 88.34768 89.55788
18578 NM_022094 CIDEC 125.3258 147.5618 130.1256 121.5334
24896 NM_024870 DEPDC2 68.76295 58.75577 68.90086 59.32858
27734 NM_018684 KIAA1166 34.00246 340.0852 51.79261 26.14142
13919 NM_0010804 LMTK3 245.8566 253.5455 244.0745 235.1757
5400 --- --- 41.91241 49.53674 53.03105 57.33152

23332 --- --- 69.46069 77.39389 78.45587 77.29594
24306 --- --- 1.758173 0.00061725 0.00053949 0.00047048
9417 NM_005332 HBZ 0.00054341 13.58472 0.00115027 0.00036692

23533 --- --- 0.00087603 6.260855 0.00279931 0.00128681
26966 NM_016937 POLA1 1149.892 883.481 1174.03 1181.728
18875 --- --- 40.63894 35.69371 51.91885 42.70276
12920 NM_00103988C19orf55 564.2119 516.0862 577.7217 574.3
14411 NM_00104040MTHFD2 1836.934 2043.18 1945.752 2016.94
12962 NM_013234 EIF3K 3801.469 4002.277 4328.094 3843.872
10795 BC062632 LOC400590 163.3838 195.079 224.0423 165.2626
9541 NM_016936 UBN1 703.7227 613.1238 795.2617 658.6122

12759 NM_000984 RPL23A 6941.039 6248.365 6916.305 7828.266
850 NM_138278 BNIPL 77.91917 60.21683 72.26091 66.61563

27697 NM_004187 JARID1C 1703.938 1764.996 1702.006 1442.755
10799 --- --- 523.2797 316.3322 675.7115 787.0804



23269 NM_00111270SCIN 70.98507 6641.253 78.81161 73.59739
5812 NM_0010136 ALG10B 1321.684 1256.063 1301.138 1240.676

25444 NM_002677 PMP2 45.52863 647.4968 52.57832 45.25853
2596 --- --- 10.59908 25.74258 27.93163 13.99339

26132 NM_024112 C9orf16 998.5997 2111.417 1266.446 975.6482
27852 NM_031274 TEX13A 52.01374 43.42037 54.98867 41.18618
10635 --- --- 5.569647 5.79071 5.603795 9.941621
9824 NM_020465 NDRG4 196.5372 211.8177 184.2551 183.9556

17755 NR_002184 dJ222E13.2 2390.673 2075.162 1941.16 2412.858
24091 NM_018224 C7orf44 3433.525 4290.925 3627.448 3597.462
8155 --- --- 152.991 212.831 153.6568 150.5842
7649 --- --- 66.29096 80.59185 76.16949 81.12381

24362 NM_178176 MOGAT3 119.2006 140.0581 130.9325 119.4081
17995 NM_033210 ZNF502 22.95645 18.15099 25.43947 15.69501
13210 --- --- 9.500759 8.723331 11.71336 4.813811
27743 --- --- 4.934474 3.474761 3.805325 4.840937
4592 --- --- 65.48483 506.1705 52.21408 58.73316

16409 --- --- 16.12824 19.29474 15.4951 26.81292
13742 --- --- 11.91537 9.190376 8.563592 5.169046
3615 NM_178505 TMEM26 108.2503 136.6313 106.6264 96.75293
5437 NM_004621 TRPC6 174.3457 181.2695 162.8382 165.1628

18189 NM_017819 RG9MTD1 642.9459 826.8013 996.3478 777.9683
13124 NM_003089 SNRP70 1706.323 1700.152 1688.744 1790.777
20466 NM_024629 MLF1IP 699.2977 566.5802 709.6658 907.368
15184 NM_015909 NAG 1136.753 1669.481 1070.05 1162.431
26532 --- --- 198.0768 152.7803 224.5198 167.5614
4908 NM_022061 MRPL17 2995.939 4383.799 2953.146 3230.974

12538 NM_005224 ARID3A 429.9521 586.8804 460.7595 418.094
27872 --- --- 0.00113908 0.00125429 5.001761 0.00581085
10207 NM_024675 PALB2 866.9518 770.3113 854.5309 945.3011
18080 NM_206825 GNL3 1332.727 1431.506 1746.556 1518.92
7095 --- --- 162.2861 225.8721 215.2531 184.5718

16400 NM_0010335 CSTF1 1694.695 1964.094 1592.365 1628.621
4630 NM_001541 HSPB2 774.1322 702.0869 650.7162 824.0711

16599 NM_178311 GGTLC1 216.5591 245.2035 184.1711 210.1271
8680 --- --- 304.9074 241.1846 342.0021 269.3635
1391 --- --- 78.84505 78.30147 112.8313 83.67742
6586 --- --- 52.06228 41.35234 55.29373 57.26475

10288 BC009308 C16orf58 722.08 982.7744 823.0883 585.3953
13618 NM_004335 BST2 54.26664 1618.57 106.6899 64.66587
28578 --- --- 105.5345 105.9965 99.25912 101.6793
27707 NM_020922 WNK3 28.91854 57.34862 38.81961 30.97493

545 --- --- 354.2177 128.3531 297.8981 454.2665
3047 NM_178011 LRRTM3 67.56058 68.83386 86.37474 85.71378

25638 NM_002347 LY6H 159.7803 171.6506 156.5032 155.7712
868 NM_019060 CRCT1 96.84442 86.40536 113.0205 107.9239

1013 NM_004001 FCGR2B 39.91092 111.8471 29.1554 37.41336
9862 NM_018430 TSNAXIP1 89.02213 94.2112 86.57375 90.24606



23074 NM_00103308TAAR2 53.9259 38.06841 40.88729 38.83132
14225 NM_020134 DPYSL5 140.0425 476.9771 126.8678 129.2122
8586 --- --- 0.00201453 0.00142792 0.0082356 0.00105399
6940 NM_003733 OASL 688.4136 284.9293 261.8438 188.9812

13930 NM_016246 HSD17B14 54.65511 152.1081 61.6856 56.30408
4230 --- --- 24.6147 29.47557 24.98864 35.529

19656 NM_020159 SMARCAD1 1032.883 732.462 1059.953 983.0982
26961 NM_001415 EIF2S3 4266.621 4272.57 4510.176 4633.296
26497 NM_000689 ALDH1A1 73.6683 4061.425 70.32616 80.62951

588 NM_004921 CLCA3 32.08932 30.66702 25.6098 31.32093
10218 --- --- 52.22949 56.00403 58.54301 46.15391
14803 --- --- 78.36674 80.71079 70.88441 79.77013
25618 NM_152888 COL22A1 190.3771 239.8974 193.2922 158.3548
13635 NM_000095 COMP 178.6644 171.4226 155.8205 168.1175
21267 NM_00101799ACTBL2 256.9151 234.3573 117.2005 185.1373
24205 NM_178125 TRIM50 88.102 71.12453 63.91475 66.47102
13899 NM_017854 TMEM160 1501.969 1814.265 1548.254 1652.417
14079 NM_176820 NLRP9 60.89595 34.0373 48.06479 59.70655
3141 NM_018999 KIAA1128 1600.862 1526.239 1712.495 1822.27

27751 NM_032803 SLC7A3 70.27056 52.27353 59.15648 60.43509
4614 NM_000019 ACAT1 1088.76 1022.334 995.2076 1524.367

14517 --- --- 138.5415 132.8953 131.2601 135.2861
814 NM_000798 DRD5 96.09666 97.81448 112.4925 92.28522

23794 --- --- 139.6126 205.9082 144.5127 186.6692
12924 --- --- 97.15181 100.0882 95.96113 89.65337
15137 NM_032329 ING5 237.124 208.033 221.3441 236.7595
26204 NM_000787 DBH 123.6304 119.0087 110.2017 110.1801
24705 NM_000662 NAT1 224.1378 158.3668 293.1349 206.6746
16403 --- --- 26.16452 28.29967 27.23198 30.41153
7076 NM_014252 SLC25A15 688.419 506.3462 890.1058 621.6266

26962 --- --- 50.61187 32.30527 51.49911 71.38264
14326 ENST0000029LOC344405 258.4442 239.6741 256.1273 246.2622
4361 NM_033310 KCNK4 148.304 193.7023 169.2524 178.2435

13446 NM_144614 MBD3L2 144.7315 137.4967 153.9309 151.7843
22004 NM_020804 PACSIN1 115.1286 127.1793 119.3146 120.1207
9812 NM_032940 POLR2C 1929.695 1482.06 1793.65 2119.489
7244 NM_006001 TUBA3C 778.7646 739.1882 756.8574 764.0497

27275 NM_182541 TMEM31 68.35693 48.87842 65.75969 51.64543
8481 NR_001291 SNORD115-1 5.673352 6.715299 21.0088 6.298007
8485 NR_001291 SNORD115-1 5.673352 6.715299 21.0088 6.298007
8488 NR_001291 SNORD115-1 5.673352 6.715299 21.0088 6.298007
5379 --- --- 33.07142 27.8434 33.46689 30.51063

20114 NM_001076 UGT2B15 53.65019 43.42759 77.20947 62.45545
20115 NM_001076 UGT2B15 53.65019 43.42759 77.20947 62.45545
7962 NM_153046 TDRD9 34.71541 46.06025 40.31871 41.30966

24353 NM_016188 ACTL6B 288.1071 315.0184 311.7097 282.2597
11489 NM_014680 KIAA0100 2755.418 2515.158 2725.778 2656.833
8993 NM_000814 GABRB3 140.8948 415.7052 106.585 111.6307



28130 NR_001533 TTTY8 61.18427 50.17157 53.34447 56.01574
28197 NR_001533 TTTY8 61.18427 50.17157 53.34447 56.01574
2543 NM_015039 NMNAT2 360.257 116.598 191.7865 267.5793

17418 --- --- 36.87206 24.02345 19.92859 26.02379
10117 NM_003470 USP7 2713.897 2510.802 2752.427 3022.933
6832 NM_00111128IGF1 107.01 86.79108 100.7261 107.942

11617 NM_181535 KRT28 26.83675 28.95461 29.0415 19.74799
27047 NM_177439 FTSJ1 1745.986 1050.043 1610.906 1464.019
8291 NM_199265 THSD3 237.5069 291.7931 238.6303 235.3983

47 NM_005427 TP73 295.5784 355.2367 269.6194 314.8268
16438 NM_144498 OSBPL2 469.7563 844.8102 505.3714 479.3601
26930 --- --- 33.70562 18.75565 35.11066 24.92345
4051 NM_003320 TUB 183.6296 308.1387 214.07 177.2376

21942 NM_181717 HCG27 117.0889 129.9228 97.68557 109.4209
12857 --- --- 82.37763 84.85266 116.7981 94.00941
28734 --- --- 23.4937 47.61008 39.28137 26.72517
23365 NM_014063 DBNL 1779.427 1331.608 1791.279 1409.138
27352 BC029405 H3F3A 5559.847 5034.634 6162.6 6052.126
15803 NM_003111 SP3 1724.099 1742.152 1688.602 1732.873
15546 --- --- 118.2455 162.313 127.6244 110.6003
10485 --- --- 191.3511 117.1965 166.9751 180.7449
7302 --- --- 25.47488 33.77656 30.26877 46.1893

21189 NM_013235 RNASEN 1584.713 998.5784 1445.141 1343.542
12531 BC052236 C19orf21 137.3213 122.897 143.3461 140.4821
5207 BC034394 SLC22A24 32.32188 23.23369 31.17564 27.13303

26507 NM_138818 PRUNE2 64.77766 1982.344 63.61555 75.99863
14084 NM_024303 ZSCAN5 117.0804 84.48802 154.8374 103.0524
27063 NM_002668 PLP2 7706.874 4994.183 7441.936 7072.657
20280 --- --- 0.1701778 5.169527 0.00962004 5.314815
7848 NM_003608 GPR65 41.73043 35.33487 29.24482 26.86107
7806 NM_182894 VSX2 231.2758 184.9035 222.0528 190.6013
5246 --- --- 263.402 205.4198 211.5005 223.3727

23440 --- --- 160.2778 234.5801 166.1344 213.0311
11704 NM_002722 PPY 60.79387 47.22275 44.18098 51.96291
14026 NM_024733 ZNF665 12.83091 10.17543 12.58714 17.57236
8088 --- --- 60.51244 97.95251 66.31643 72.84408
5726 NM_001987 ETV6 2453.814 1374.212 1648.036 2164.27

22023 NM_001315 MAPK14 2011.271 1695.438 1724.862 2103.97
7837 NM_000369 TSHR 65.99717 55.07474 65.62843 60.95393

18775 NM_015896 ZMYND10 105.0003 121.1312 107.0051 105.4067
21686 NM_00102988PFN3 188.6568 188.0398 191.429 176.454
14311 NM_000179 MSH6 1121.516 1052.938 1204.508 1276.779
10440 NM_017853 TXNL4B 1141.052 974.6088 1258.614 1095.474
5634 NM_0010390 LRTM2 74.58254 51.8026 63.19605 70.34454

14028 NM_182609 ZNF677 25.31217 25.37905 29.69191 25.84601
21624 NM_032782 HAVCR2 50.49033 53.27064 69.47884 49.12925
21494 NM_006930 SKP1 1339.681 1355.127 1215.133 1505.205
27008 NM_001356 DDX3X 2605.792 1841.573 2555.762 3035.276



26709 NM_00110058RC3H2 1924.769 1742.901 2098.252 2010.937
25472 NM_138817 SLC7A13 15.54649 14.77027 10.53968 17.0425
20215 NM_153757 NAP1L5 177.7898 218.3933 178.7847 241.5433
3445 BC029034 C10orf111 632.7357 718.1163 653.9214 680.6014

12230 NM_005359 SMAD4 1974.474 1999.393 1934.198 1932.733
6860 NM_0010016 ALKBH2 240.9309 253.6328 294.4667 212.2425

11866 NM_022557 GH2 78.97485 89.25988 89.47767 81.20304
24428 --- --- 13.24262 12.36829 19.69396 16.61783
9158 NM_006154 NEDD4 2048.943 1217.022 2164.311 1661.708

16691 --- --- 16.92972 11.55966 19.32129 28.6298
4027 BC031612 C11orf42 76.19055 88.39265 69.75724 92.46267
6984 NM_194356 STX2 1525.275 1469.06 1354.301 1514.204

20026 --- --- 346.44 282.6028 329.9313 365.101
23285 --- --- 20.04368 14.89765 23.40384 21.43334
9486 NM_022372 GBL 1405.178 1282.755 1237.05 1376.915

11007 NM_152463 EME1 336.4177 307.1669 295.552 333.1071
2743 NM_001100 ACTA1 1300.667 1084.831 1277.78 1197.814

16199 --- --- 75.88496 79.01975 71.78009 79.00653
16693 NM_133170 PTPRT 86.70222 79.37518 94.18671 97.40047
3683 NM_00100389DUPD1 228.1286 285.6039 250.2077 234.7823

13253 NM_000991 RPL28 4285.689 3842.448 4644.87 4255.143
12510 NM_00102510MBP 139.1238 11446.21 166.6499 193.4668
8480 NR_003296 SNORD115-4 0.9788319 0.5009948 0.00167015 0.508637

15355 --- --- 102.8121 116.2005 114.8726 100.1344
10406 --- --- 11.36308 7.704032 15.91018 7.428336
24691 NM_020844 C8orf79 104.8373 123.7244 112.5911 120.9226
17739 NM_032758 PHF5A 1311.035 1161.464 1508.947 1173.5
7059 NM_000059 BRCA2 869.9188 478.6778 792.9648 1148.99

15300 NM_148962 OXER1 210.0053 213.2148 242.7366 200.7584
28633 --- --- 162.375 128.5643 173.1929 192.574
19912 NM_006651 CPLX1 299.046 363.8224 276.6666 319.2775
8772 NM_033028 BBS4 464.1963 487.37 469.1133 534.7838

21670 ENST0000037FLJ16171 152.1748 97.6079 105.1856 105.3497
22497 --- --- 31.21516 36.33439 46.97936 31.34896
8293 --- --- 89.44477 124.9616 92.85754 95.35863
6830 NM_024057 NUP37 903.0457 803.6827 759.0494 1346.994

14141 NM_199235 COLEC11 167.9768 206.1922 188.6789 164.019
8243 NM_005466 MED6 812.0364 683.9421 798.7286 1030.68

11637 NM_031854 KRTAP4-12 282.3071 303.6193 318.7927 307.4501
12037 NM_031854 KRTAP4-12 282.3071 303.6193 318.7927 307.4501
10552 NM_012373 OR3A3 126.8154 74.32934 117.1245 125.4385
1160 NM_201253 CRB1 48.1488 54.27592 58.12533 55.40125

17648 --- --- 14.13876 22.17877 17.79851 12.38022
26006 NM_014425 INVS 517.3 560.5632 453.9395 678.4602
24009 NM_018947 CYCS 1576.116 1550.497 2015.82 1682.786
12766 DQ249310 UCA1 3814.603 475.4656 232.9321 3997.459
15075 NM_004846 EIF4E2 1482.843 1694.386 1911.719 1740.359
7401 NM_007015 LECT1 60.86129 60.65939 52.37339 60.35595



4993 NM_148893 SVIP 622.2488 659.82 752.4348 667.4516
7890 NM_199206 TCL1B 84.54218 100.2211 74.02576 70.92329
9248 NM_00101264GRAMD2 60.96703 69.60186 79.69057 69.41048

25530 --- --- 20.61249 17.14921 12.58416 31.09672
9458 NM_021098 CACNA1H 145.8435 169.7929 153.6389 159.4923
1383 --- --- 257.4208 270.3508 302.3793 294.8739

27536 NM_000273 GPR143 155.5835 984.2651 170.8106 166.8995
19206 --- --- 62.5251 73.87232 75.03622 66.38592
8207 ENST0000033LOC10012823 27.01455 14.94886 18.59733 22.21864

27824 NM_032946 NXF5 74.53687 65.84039 82.0307 97.30793
12106 --- --- 102.6992 90.88523 98.20299 102.8567
4951 --- --- 292.0583 272.3619 256.7553 306.4596

19897 --- --- 1053.121 455.544 1000.23 1428.915
1057 BC091516 C1orf112 1088.652 744.2278 1228.032 962.0803

22711 NM_172208 TAPBP 3152.337 3175.549 3258.782 2517.734
11126 NM_153209 KIF19 151.9386 141.6824 177.296 177.1895
3533 --- --- 3.519365 7.214962 7.876194 5.821517
9964 --- --- 28.41352 20.17251 32.41049 24.62057

18334 NM_004189 SOX14 189.0889 172.206 171.7812 195.3358
4896 --- --- 30.85734 35.95148 35.9657 37.73583
1603 NM_018715 RCC2 3311.131 3380.823 3467.168 3352.876

17781 NM_148674 SMC1B 15.52809 27.13059 24.2239 28.35667
12593 NM_170678 ITGB1BP3 429.4869 586.4681 477.6782 512.985
27523 --- --- 68.31742 76.08867 83.19093 64.38393
19561 NM_006685 SMR3B 29.62727 41.5307 32.47686 28.6508
24517 --- --- 30.7487 29.00166 21.70338 41.35912

580 NM_025065 BXDC5 1678.148 1831.001 1651.338 2189.682
27483 NM_000117 EMD 1936.392 1778.917 1876.116 1826.565
24179 AK090474 LOC441245 278.3325 236.7741 278.7154 306.7383
13598 NM_001082 CYP4F2 206.2741 203.7513 222.6184 180.729
24825 BC013035 C8orf40 772.7697 926.811 828.0552 776.9066
21958 NM_001320 CSNK2B 5747.075 4402.289 5688.75 5462.312
19050 NM_003418 CNBP 3219.055 3208.656 2981.598 3955.266
7638 NM_003136 SRP54 1948.268 1843.309 2097.989 2341.476

25612 --- --- 16.29572 21.08619 33.8855 30.4483
3891 --- --- 22.21708 12.36432 13.99204 16.17502

15857 --- --- 17.33522 5.848439 13.29125 21.5623
2433 NM_030916 PVRL4 103.6416 109.8422 108.8438 80.75876

18328 NM_004441 EPHB1 456.0735 199.678 138.6757 485.675
7347 --- --- 37.72343 36.68789 28.80956 34.8288

22123 NM_172238 TFAP2D 37.39152 28.36605 35.21841 38.37411
19338 NM_000283 PDE6B 98.36757 112.4841 115.1501 107.8165
24189 --- --- 35.60817 30.1242 42.86062 36.0359
12062 NM_00100224ANAPC11 572.5824 553.1714 515.9803 590.0797
2739 --- --- 3215.687 2725.962 3143.522 2849.836

25944 AK093374 FAM75C1 16.60705 31.81216 32.54589 34.3827
6230 --- --- 267.9828 425.667 286.6859 266.7818

20856 NM_002188 IL13 67.3703 55.09278 61.99589 61.25983



2226 --- --- 101.3225 109.5214 136.1615 111.5967
16045 ENST0000037MSL3L2 190.0987 79.0139 153.8142 213.6736

268 NM_177424 STX12 1395.404 1446.676 1410.277 1699.514
20165 --- --- 16.25209 9.973518 13.05507 12.2321
7423 --- --- 33.72811 30.34055 49.1597 34.87397

16788 NR_003505 PPP4R1L 186.8489 252.8713 167.0318 193.2726
24593 NM_016203 PRKAG2 867.1388 391.7959 859.2056 921.7446
25492 NM_004063 CDH17 27.18277 39.53782 26.96031 30.71135
5023 NM_005574 LMO2 142.5717 148.9512 144.6092 155.2337

28608 --- --- 2351.963 1640.222 2240.352 2277.142
15238 NM_003459 SLC30A3 210.9361 304.3791 266.4826 195.6296
13505 --- --- 13.07294 0.03175337 12.00259 23.26836
22831 NM_001131 CRISP1 48.26062 45.44189 48.91153 36.98388
3018 --- --- 40.91921 53.65797 54.70197 60.55395

20071 NM_032622 LNX1 90.15003 76.33183 86.09489 78.38167
15954 NM_000465 BARD1 932.2712 916.7343 897.5488 929.9348
16835 --- --- 67.14239 66.14404 58.81483 50.78677
27699 NM_006306 SMC1A 2692.234 2085.947 2911.079 2516.373
26154 NM_178001 PPP2R4 2084.508 1679.49 2315.286 1952.192
20459 NM_152682 RWDD4A 721.559 753.5154 967.9152 857.5125
3748 NM_006744 RBP4 51.57663 50.98827 53.62178 47.26538

25353 --- --- 356.3675 308.1861 337.978 358.8129
22413 NM_003381 VIP 25.30837 30.55609 35.74406 30.74237
5296 BC063712 LOC645332 308.5866 352.1178 353.8856 347.4338

18461 --- --- 965.4767 1048.883 1038.717 1095.087
26609 NM_001701 BAAT 63.4549 240.3146 51.95021 56.59031

608 NM_183242 BTBD8 72.29958 76.00915 66.79138 109.4614
13564 NM_024825 PODNL1 98.99102 136.9469 104.4902 85.4261
17421 NM_014248 RBX1 2586.188 3691.605 2518.353 2481.173
15360 --- --- 180.2729 110.8557 169.9991 274.876
28665 --- --- 52.54771 35.2099 46.3617 29.48311

473 NM_024646 ZYG11B 1469.414 1652.613 1477.483 1861.066
11419 NM_00100529SREBF1 635.6748 615.959 740.5631 737.7928
25649 NM_003313 TSTA3 2071.465 1800.869 1731.917 1788.591
18790 NM_001947 DUSP7 3949.296 2316.872 3354.259 2755.689
9200 NM_032231 FAM96A 1115.528 1225.527 1316.317 1183.329

23751 --- --- 48.18142 62.09879 56.99589 45.36792
28314 NM_001320 CSNK2B 6515.342 4978.869 6465 6186.48
15710 --- --- 2.671062 1.726549 1.81236 4.498633
27010 NM_0010975 GPR34 17.55404 17.87446 17.0246 17.26303
22865 --- --- 80.89825 66.14398 89.24957 72.57285
5553 --- --- 78.81525 92.66947 92.8839 74.44579

10276 NM_004765 BCL7C 869.8533 709.0585 868.5421 753.9011
19483 XR_039291 LOC402175 587.8272 451.59 663.6631 643.0255
9631 --- --- 5.979331 6.547622 9.360065 3.70106

22912 --- --- 46.60982 41.69669 57.75433 44.98524
479 --- --- 67.5657 71.42132 69.02655 72.40894

2176 NM_032305 POLR3GL 217.9458 229.7612 240.5656 256.7113



23353 --- --- 18.73742 25.63365 27.66477 24.06532
5649 NM_006479 RAD51AP1 617.7433 502.3007 606.8967 835.4346

15029 XM_929587 LOC646644 1567.714 1065.885 1684.813 2178.528
21167 NM_00110256 11-Mar 32.74578 40.35532 70.50591 57.2508
6906 NM_016569 TBX3 2165.443 980.1774 922.4312 1994.144

27108 NM_014481 APEX2 876.4467 695.6106 942.8475 717.218
16980 ENST0000033C21orf30 90.05437 96.9126 108.8986 99.38904
19970 NM_052964 MIST 101.4901 92.33256 96.28931 112.43
16567 ENST0000027LOC10012849 32.35546 32.0594 32.26405 33.16811
25440 NM_0010337 ZNF704 271.4641 810.6665 257.1271 229.9612
27677 NM_00101374DGKK 130.632 100.1071 115.4195 143.582
14877 NM_002194 INPP1 413.1815 331.0854 321.7559 450.5745
7796 NM_00103716ACOT6 51.99444 60.7597 55.2313 56.56074

14050 NM_012276 LILRA4 82.40067 105.1123 93.73808 93.6042
2505 NR_003942 SNORD76 1229.852 1527.652 1566.572 1412.956

13348 NM_002695 POLR2E 4035.845 3061.435 3258.078 4115.696
23397 NM_182546 VSTM2A 179.3404 211.1582 179.258 183.3706
22910 NM_017934 PHIP 2355.537 1782.724 2313.725 2188.517
25400 --- --- 10.17888 4.787548 8.589865 12.92451
13808 NM_020158 EXOSC5 1148.697 1381.518 1238.914 794.4439
20528 NM_012304 FBXL7 225.0158 631.3771 107.2673 509.7649
18037 --- --- 17.88507 234.6322 19.63062 21.16702
15670 --- --- 1.630975 4.436629 1.905917 1.701649
13698 --- --- 423.3614 418.3268 431.8151 392.0181
3339 NM_206862 TACC2 323.2256 174.2294 264.3827 303.8388

26625 NM_004235 KLF4 292.1305 183.335 327.6779 284.8193
13803 ENST0000038CYP2G1P 84.46852 77.2476 105.9238 96.18107
16692 --- --- 67.85327 91.11072 66.33816 53.37444
2806 NM_031844 HNRNPU 4471.493 3967.322 4804.653 5048.209

12718 NM_014975 MAST1 82.64121 72.56234 91.65289 85.63256
10151 NM_0010795 ABCC6 234.8528 261.3321 256.1431 270.2012
14404 NM_0010804 FLJ43987 99.98956 87.33033 91.78404 103.1358
10988 BC010732 LOC404266 168.0634 190.1383 184.9951 173.4208
25216 NM_004686 MTMR7 41.56788 37.26832 42.73473 36.71497
13559 NM_000068 CACNA1A 190.6946 185.0645 181.8562 175.4661
27206 NM_000307 POU3F4 86.16416 82.74018 83.75931 94.00776
22909 --- --- 29.8804 667.3839 32.80392 44.93234
25155 --- --- 29.8804 667.3839 32.80392 44.93234
14827 NM_002107  /H3F3A  // H3F 4586.396 3924.631 4924.133 4864.402

55 NM_00102459HES3 135.094 129.1367 142.1084 126.4734
1206 NM_015090 NFASC 304.1151 290.4139 271.185 262.6211

15660 --- --- 217.3382 195.7628 222.7844 231.4479
17643 --- --- 229.134 242.9298 235.254 272.7176
26184 NM_020064 BARHL1 283.1914 279.9261 244.8431 271.567
3774 NM_021732 AVPI1 333.4621 765.9875 349.4028 358.8034

15169 AY358123 UNQ5830 63.00409 77.59055 70.03734 69.70409
18163 NM_0010055 OR5H15 43.98974 37.10273 42.59711 40.86582
10009 NM_183337 RGS11 106.6503 92.90712 98.28727 95.94477



4986 NM_054030 MRGPRX2 78.18608 92.65298 79.17211 72.70272
26523 NM_032307 C9orf64 702.6049 441.3952 712.3281 817.7718
28237 --- --- 135.6893 144.6485 140.2069 145.0906
14377 NM_001153 ANXA4 1023.474 1300.109 1106.439 1317.204
16115 NM_001501 GNRH2 136.1199 150.8996 189.1059 140.7868
1295 ENST0000032DNAH14  // C 66.82213 61.95781 93.0655 81.23007

22080 NM_057161 KLHDC3 3041.648 2525.763 2653.662 2736.646
26247 NM_080877 SLC34A3 170.6681 209.4436 183.9707 180.7981
28702 --- --- 10.63676 11.37424 17.7349 12.21772
12814 NM_0011004 C19orf60 723.4208 878.8059 880.6364 708.564
10531 NM_013337 TIMM22 1492.637 1247.55 1519.487 1389.257
17758 BC014647 dJ222E13.2 89.30088 137.7219 79.94022 94.07155
2328 NM_00101084SHE 319.2143 302.6906 315.8031 315.2587

22789 --- --- 7.103315 10.76909 11.18434 8.312333
12581 NM_003775 S1PR4 228.8495 231.3311 205.2053 212.3671
13884 NM_002516 NOVA2 319.9675 400.9882 333.3842 349.4696
25380 NM_000370 TTPA 282.3121 259.0533 332.2265 299.1949
17521 NM_005984 SLC25A1 1927.685 1948.677 1724.573 1790.252
21472 NM_005340 HINT1 1756.739 1604.274 1682.107 1772.229
13468 NM_012335 MYO1F 157.9331 153.5351 164.6416 153.5492
5154 NM_005142 GIF 70.35423 59.55654 68.21621 66.85535
3278 NM_004832 GSTO1 1227.754 1195.528 831.2709 1617.347

13975 NM_004917 KLK4 147.8693 171.8036 142.2739 152.415
7251 NM_015974 CRYL1 308.9532 487.7589 291.1928 428.455

20250 NM_020139 BDH2 140.5888 197.6544 178.7822 180.2548
14408 NM_144993 TET3 337.2201 262.315 375.9096 373.4719
19350 NM_006342 TACC3 1800.354 1013.016 1661.532 2037.759
20576 NM_018034 WDR70 807.4282 483.0205 677.5813 925.2205
17812 NM_000487 ARSA 309.4178 790.7283 335.1956 299.3175
17942 NM_015873 VILL 253.7213 231.51 267.5904 251.4502
9379 --- --- 148.8037 110.27 150.9054 146.3221
4273 NM_170768 ZFP91-CNTF 1880.015 1468.032 1949.962 1703.066

28387 NM_032470 TNXB 87.48891 102.6336 93.61594 100.9274
28511 NM_032470 TNXB 87.48891 102.6336 93.61594 100.9274
26590 --- --- 34.24425 22.7819 17.31497 47.31526
11404 NM_181716 PRR6 23.80311 223.3459 22.48366 38.67852
23496 NM_022170 EIF4H 5319.753 4670.278 5343.87 4948.092
1997 NM_020729 ODF2L 390.2593 363.7678 357.3039 594.8571

13793 NM_013368 SERTAD3 1029.385 1048.861 1054.669 756.238
6582 --- --- 22.28791 22.66712 22.61929 34.5456

13902 NM_020160 MEIS3 142.0005 148.9241 145.3761 121.884
13437 NM_006087 TUBB4 496.696 2165.552 624.2569 498.6695
12716 NM_002229 JUNB 1185.36 1706.196 1049.166 1323.408
16545 --- --- 8.837996 14.5209 10.3193 13.91895
22411 --- --- 5.011626 4.396286 2.919796 4.561987

108 NM_0011031 AADACL3 71.27428 64.58308 61.90651 67.81915
13676 --- --- 36.09935 416.5032 27.7004 45.31322
14155 --- --- 6.606262 5.510005 8.683393 6.629312



20844 --- --- 126.831 150.736 154.9075 122.5412
17212 --- --- 222.4054 289.1771 239.9314 226.1032
6931 NM_003769 SFRS9 2020.147 1848.164 1938.257 2453.932

18833 BC040291 FAM116A 1525.014 1287.574 1395.294 1309.421
20236 NM_021970 MAP2K1IP1 875.8167 1130.997 1192.418 1086.182
15929 NM_0010804 PLEKHM3 570.2388 771.184 509.1277 518.6517
16725 NM_003279 TNNC2 135.235 145.4653 119.1019 126.9291
20961 NM_0010404 SPINK9 17.25335 10.07277 14.81505 11.8524
8460 NR_003328  /SNRPN  // SN 25.90636 26.27149 44.34758 23.61671
4473 NM_145309 LRRC51 210.7416 172.2547 189.7957 248.3756

26506 NM_015225 PRUNE2 58.41788 546.5471 81.44997 76.53655
27103 --- --- 122.9911 126.8522 112.1025 91.86644
11719 NM_000419 ITGA2B 173.7247 178.5318 165.041 165.6025
2016 NM_020063 BARHL2 168.5643 191.1599 173.6333 163.7932

24551 NR_002157 OR2A9P 227.1247 481.5485 106.5733 336.3627
17102 --- --- 43.87105 28.96693 59.35533 36.49167
15327 NM_000233 LHCGR 60.74589 57.74925 56.2387 58.3051
21872 NM_003509 HIST1H2AI 946.619 631.3051 1296.4 791.3931
9915 NM_0010181 LOC440350 1746.146 2075.854 1711.783 1726.24

19234 --- --- 97.46576 96.91855 89.11314 92.03475
1526 NM_00100956CLSTN1 1889.017 2694.501 1940.645 2206.091

25981 --- --- 43.64342 20.75899 32.56103 30.04043
6608 NM_000424 KRT5 146.2186 176.1506 178.7469 165.7363

22000 --- --- 121.3907 105.6994 124.8471 117.5939
18793 NM_007284 TWF2 2842.53 2897.864 2859.557 2070.51
15637 NM_004807 HS6ST1 2115.68 2300.731 2048.612 1843.479
28410 NM_172208 TAPBP 4166.94 4216.489 4398.563 3304.274
6471 --- --- 531.7683 349.1713 546.8634 382.3914
2313 --- --- 72.43127 38.02775 24.10103 44.72161

21999 NM_152735 ZBTB9 493.6677 351.3394 539.9185 402.1057
13013 NM_00104028DMRTC2 284.3027 294.094 291.6603 281.1089
1918 --- --- 75.3918 76.82195 96.18142 85.72603

24287 NM_001259 CDK6 2277.355 2672.009 4051.481 2820.952
17590 --- --- 186.5965 152.3589 155.3436 144.9604
12097 --- --- 251.6935 232.5505 239.6433 236.3073
4575 NM_00108048LOC390243 217.0111 236.9468 233.4839 203.6687
3491 NM_00103484PTCHD3 39.21932 34.02866 35.92057 43.30936

28865 --- --- 1002.309 824.0402 851.4085 1117.606
11754 NM_016429 COPZ2 597.8583 757.9618 493.7798 395.5262
24320 --- --- 43.31367 59.54278 57.19767 54.6488
24793 --- --- 75.01493 48.62337 55.97182 62.05593

826 --- --- 89.55665 80.82297 124.4962 58.08327
24620 NM_018941 CLN8 450.493 423.267 450.8424 371.4153
24104 NM_013389 NPC1L1 152.5914 162.1493 152.2943 170.5236
25744 NM_006570 RRAGA 1381.547 1888.078 1359.45 1393.494
15009 NM_006522 WNT6 310.9665 360.7405 317.3784 306.8396
19433 NM_020973 GBA3 77.56817 72.08549 74.2411 77.01154
9517 NM_012360 OR1F1 161.7286 198.6178 212.2516 195.0791



17922 NM_015442 CNOT10 771.9117 611.1252 826.8466 726.333
25754 AF211119 C9orf53 105.1374 97.5909 96.54837 97.3299
24888 --- --- 30.09675 29.9378 23.69036 28.57345
9645 --- --- 114.1124 56.05026 163.1574 161.6928

18518 --- --- 23.67715 33.50122 22.79655 30.26967
2876 NM_0010250 CUGBP2 347.8847 429.0563 399.6076 359.485
2958 NM_052997 ANKRD30A 0.00155752 0.00381563 0.09685454 0.00102664
505 --- --- 28.21795 20.44805 24.58145 19.85333

24085 ENST0000030C7orf11 914.6163 1088.219 970.3381 1034.439
13114 NM_019113 FGF21 86.42583 56.34295 92.51666 89.075
5850 NM_005480 TROAP 936.1693 454.1721 792.1882 998.5744

23483 NM_003602 FKBP6 23.72691 37.39666 31.22316 29.00811
22574 NM_003530 HIST1H3D 6892.044 4355.358 6708.205 5813.039
17644 NM_080430 SELM 230.7073 301.4253 238.8213 218.7888
3414 NM_019046 ANKRD16 156.4659 213.1129 136.5657 202.1248
5997 ENST0000033RPL14 6013.06 5025.063 5843.387 6565.283

19215 --- --- 3.996211 5.345145 2.591372 4.370719
10043 NM_080861 SPSB3 505.6646 645.4558 499.8187 514.407
1951 XM_015717 LOC149224 64.41106 42.54024 56.84026 57.40567

21991 NM_002931 RING1 739.8626 740.9844 851.5364 659.9901
10292 NM_016212 TP53TG3 110.3822 204.0955 140.7834 96.90072
9727 NM_016212 TP53TG3 110.3822 204.0955 140.7834 96.90072

10222 NM_0010181 LOC440350 1712.133 2017.341 1684.867 1685.734
25816 NM_014791 MELK 2225.755 1653.859 1925.217 2642.72
24690 --- --- 435.3653 385.7424 454.4501 450.917
2395 ENST0000033OR6P1 82.14889 80.58045 76.84717 67.78902

12982 XM_00172334LOC148003 23.57168 16.16357 25.08397 25.44336
25311 BC139744 FLJ43582 64.20589 67.08602 76.28817 67.08038
16348 NM_080753 WFDC10A 46.97287 61.1608 65.54937 47.02026
9559 NM_002484 NUBP1 1018.61 691.7773 1065.032 936.4755

20170 --- --- 15.45138 15.53685 28.48151 25.29915
27363 NM_006649 UTP14A 1028.931 916.4965 1297.786 1111.662
21084 NM_006480 RGS14 349.1681 280.1691 327.5988 344.519
10403 NM_018667 SMPD3 116.936 123.5061 133.2311 104.1592
16462 --- --- 624.7294 719.9212 618.0377 578.5494
26745 NM_025072 PTGES2 941.5721 1274.177 968.1555 888.2926
22456 NM_031409 CCR6 73.6666 76.23003 70.10349 118.9986
3635 NM_001057 TACR2 166.0135 160.5021 146.9382 156.1438

16976 NM_0010020 PFKL 1313.72 2074.031 1237.123 1062.725
8515 NR_003303  /SNRPN  // SN 7.887879 8.813136 28.9979 8.93224

21348 NM_004269 MED27 1689.295 1200.813 1488.01 1672.402
27833 --- --- 17.88623 17.14413 9.399106 13.05501
5433 --- --- 41.00367 42.5201 33.51006 35.96394

10578 NM_004505 USP6 104.125 103.2539 119.4346 94.00849
14759 NM_002239 KCNJ3 34.74871 43.38178 49.03048 23.87065
10528 NM_024792 FAM57A 1457.571 1841.875 1762.635 1444.869
8804 XR_037629 LOC391532 34.48059 17.88677 19.57603 25.25295
7844 --- --- 146.5059 116.1773 161.9492 166.1797



4264 NM_015959 TXNDC14 2929.526 2619.941 3214.775 2511.729
1170 NM_0011055 FAM58B 262.5489 285.0589 268.8267 254.9318

24557 --- --- 184.4207 233.3591 165.2926 159.3279
4438 NM_004584 RAD9A 649.184 459.5125 567.4442 502.0112
7043 --- --- 1214.129 980.6409 1249.104 1038.089
5341 ENST0000033C2CD3 296.3304 172.5626 328.3708 241.3187
6401 NM_023919 TAS2R7 25.58309 26.49639 31.51124 31.64807
8330 NM_006329 FBLN5 148.2228 505.4966 161.041 172.1609

27240 NM_006733 CENPI 1883.62 1175.136 1714.253 1557.837
2159 NM_00104798NBPF7 66.30157 62.01264 68.51964 63.02863

20514 --- --- 47.7041 49.4552 43.88677 56.76289
16221 NM_181353 ID1 1359.554 1038.452 619.7202 961.913
18575 NM_003656 CAMK1 807.6509 592.7159 795.763 625.0281
19649 NM_007351 MMRN1 74.28598 62.36139 63.1206 59.09967
4621 NM_004109 FDX1 997.8518 1120.685 975.7761 1133.56
4212 NM_0010052 OR4A16 53.92631 66.24273 52.32465 43.74421
2179 NM_006468 POLR3C 1470.967 1274.506 1625.465 1432.667

25859 BC006438  // LOC10013216 856.8251 653.0399 959.5214 798.7336
27450 NM_173493 PASD1 64.42192 51.33213 55.44288 51.49489
7311 --- --- 71.75971 53.14899 51.97309 65.55983

25070 --- --- 30.92165 22.8589 25.83599 26.89184
7189 NM_005766 FARP1 1374.865 1447.973 1334.475 1405.695
442 ENST0000033LOC374973 55.18282 85.28242 60.14791 52.58422

13335 NM_017550 MIER2 402.2493 377.9264 382.1609 391.3318
1453 NM_021170 HES4 579.6534 545.1979 543.792 499.7211

15626 AK127469 ERCC3 88.45026 85.99937 69.31311 76.06625
27632 AY358764 CXorf36 47.45167 47.30622 50.82975 49.43218
1140 NM_005807 PRG4 52.12169 47.00959 67.72598 59.28479

10232 --- --- 18.91233 14.7802 17.39613 13.99003
10892 NM_00100134NKIRAS2 1232.862 1255.508 1260.238 1110.966
10164 --- --- 2363.661 1698.563 2341.475 2539.878
9981 ENST0000032C16orf81 170.713 183.5286 163.9574 166.8301

15524 NM_207328 LOC150763 381.0262 388.9481 388.3428 379.3971
17063 NM_181619 KRTAP21-1 25.37479 36.2923 39.09759 29.25086
1112 NM_020950 KIAA1614 162.8949 174.9352 160.4388 129.1109

17131 NM_000071 CBS 493.4756 603.2115 411.9968 483.0479
8576 ENST0000039ZNF770 25.43839 35.89779 46.37341 60.30849

28776 --- --- 32.00331 4.485326 26.98258 32.16764
4441 NM_003952 RPS6KB2 1113.509 999.3716 1080.146 1052.02

11515 --- --- 84.12357 111.8079 92.96088 81.51894
25885 ENST0000031LOC10013213 1428.228 1200.688 1578.361 1432.24
26429 ENST0000031LOC10013213 1428.228 1200.688 1578.361 1432.24
16097 NM_031424 FAM110A 488.8583 297.1001 495.7071 475.2381
20569 NM_024867 SPEF2 105.7629 61.30982 79.9175 104.4227
21545 NM_000591 CD14 195.2398 221.4316 194.5972 191.2012
19939 BC044637 LOC348926 506.4054 466.6667 557.9951 494.9818
16727 NM_080608 C20orf165 218.3209 239.4227 208.0686 200.9017
17858 --- --- 252.9888 292.6769 313.5819 281.9475



28745 --- --- 8.856002 15.96559 6.177374 7.805027
20040 NM_198353 KCTD8 180.9754 200.3975 196.9781 157.7925
9876 NM_001793 CDH3 138.4188 427.8272 159.9851 141.9788
7184 --- --- 44.86139 48.9155 48.23775 48.07267

28419 BC068238 LOC554223 590.3262 663.7338 603.6311 537.616
5483 NM_207429 FLJ45803 109.6643 119.9044 101.0767 87.06528
8491 NR_003307  /SNRPN  // SN 2.089478 7.481574 3.405071 0.7158998

10487 NM_021149 COTL1 3358.422 3190.257 4410.859 4069.642
11330 --- --- 14.27814 16.65904 16.89197 22.73878
22850 --- --- 99.51757 47.85027 103.138 65.13798
20012 --- --- 10.55696 4.105294 11.41887 15.27566
1074 --- --- 121.012 138.738 128.158 107.6971

15504 NM_000798 DRD5 96.58262 96.03014 111.4309 92.61356
21953 NM_001623 AIF1 123.9783 161.2086 139.8212 134.658
28311 NM_001623 AIF1 123.9783 161.2086 139.8212 134.658
28447 NM_001623 AIF1 123.9783 161.2086 139.8212 134.658
25823 NM_014907 FRMPD1 102.0576 86.53762 97.71697 112.8637
3890 NM_018180 DHX32 800.1506 948.549 740.4583 1082.785
6465 NM_144667 FLJ32894 81.68413 70.71989 85.50304 77.57981

24050 --- --- 66.82509 62.02762 79.95254 83.43387
22312 NM_152553 RNF217 1096.603 1020.491 1173.611 1068.027
22208 NM_006813 PNRC1 1018.098 1622.958 1040.346 1209.916
14182 --- --- 64.71698 80.37117 69.89556 68.33277
11694 NM_007296 BRCA1 926.2448 617.5311 806.3831 874.6816
3636 NM_020999 NEUROG3 118.4808 134.6088 108.8813 110.2821

26095 NM_173689 CRB2 173.9022 200.4752 186.7938 193.7211
27336 --- --- 22.43221 21.53132 20.11582 26.56878
22496 --- --- 86.42286 135.5227 94.8999 76.74114
18770 NM_003549 HYAL3 230.1864 221.7892 219.2192 213.4583
12827 NM_015965 NDUFA13 387.7658 409.5908 437.7406 422.4528
4928 --- --- 190.0383 106.1354 187.0687 121.2791
6764 NM_002480 PPP1R12A 2974.442 2000.533 2626.062 3632.63

20332 --- --- 130.8254 122.1543 187.5978 148.3591
14546 NM_015904 EIF5B 1812.623 1610.353 1805.412 1920.662
23752 NM_080385 CPA5 40.6814 28.1087 30.91758 37.33869
4292 NM_021201 MS4A7 35.7944 34.57871 37.08112 35.74817

16805 NM_080473 GATA5 477.8146 491.8849 461.1605 463.3184
26 NM_152228 TAS1R3 274.4573 345.1173 292.0439 300.3754

27310 NM_018466 ALG13 776.9221 710.3816 1148.562 782.1725
1250 NR_004389 SNORA16B 64.20954 39.46496 52.06219 57.18067
1299 NM_002107  /H3F3A  // H3F 4564.565 3956.78 4880.915 4813.045

16031 BC033054 C2orf52 74.56503 81.03419 69.83455 127.3981
17797 NM_00100169IL17REL 98.04819 91.83808 93.93325 105.6268
3326 NM_207009 FAM45A 1349.55 1668.431 1320.16 1434.846
4242 NM_00100290OR8K1 27.65311 24.39495 25.66981 33.06232
385 NM_024664 PPCS 603.0516 782.0817 620.2756 691.5799

20227 NM_001968 EIF4E 586.4306 470.0729 695.4542 534.5847
7126 NM_031290 CCDC70 108.3098 147.6469 121.4688 106.6465



19917 NM_012445 SPON2 126.688 333.7282 153.4615 118.5891
17899 NM_0010087 HMG1L1 5469.807 4182.422 5196.496 6763.155
1809 NM_001956 EDN2 182.5938 162.1724 165.902 173.114
7379 NM_032565 EBPL 1202.669 1174.078 1164.909 1264.821

16604 NM_025176 RP4-691N24. 381.2358 475.473 361.8888 379.8051
2364 NM_006365 C1orf61 52.0587 65.57188 60.2358 56.33576

28835 --- --- 332.6607 161.7042 271.9422 400.2722
8081 NM_001836 CMA1 49.60968 57.45514 42.1392 49.86574

14917 --- --- 3.476309 1.516105 2.521157 3.607961
1787 --- --- 152.1057 162.4212 176.0105 147.4403
1147 NM_0010391 RGS21 21.02775 29.14686 49.42838 25.68011
1105 --- --- 411.9223 322.4216 459.0113 387.2757

16217 NM_014012 REM1 202.5579 238.0504 260.649 208.7789
2824 --- --- 10.63656 9.830941 16.92831 14.34178
9053 NM_207380 C15orf52 459.7993 341.4557 456.8475 409.3982
5166 NM_004200 SYT7 230.2895 200.8342 209.2421 238.7355

15333 --- --- 140.2088 151.6902 157.8056 144.2177
23033 NM_145062 ZUFSP 189.6419 152.2196 157.0187 261.0063
5583 NM_152722 HEPACAM 60.64257 57.94447 79.4006 76.59453

23872 NM_018384 GIMAP5 83.68564 92.01882 89.61431 101.8979
12876 NM_002333 LRP3 199.7674 241.4594 223.0544 207.3868
9273 BC006530 LOC554175 229.6513 279.2145 237.206 226.0907
8631 NM_00101500CKMT1A 180.3889 470.9721 195.6642 192.2725
8633 NM_00101500CKMT1A 180.3889 470.9721 195.6642 192.2725

14163 --- --- 98.22047 112.1458 111.0722 109.3135
8774 NM_00104236LOC283677 69.64902 63.97267 63.91581 62.22993
9782 NR_003276 CES4 121.691 118.0819 104.0588 110.5998
9280 NM_138573 NRG4 80.01786 92.22488 85.2636 79.72573

17667 NM_203377 MB 141.8506 147.3046 129.5145 127.164
6110 --- --- 2.185432 3.182239 4.024577 5.626703

21250 --- --- 146.4299 133.3853 131.5374 139.1384
27857 NM_138382 RIPPLY1 99.03901 116.9271 129.4209 118.9219
19892 NM_000128 F11 41.43248 50.49998 38.31097 43.40342
12859 --- --- 68.77061 67.23174 57.88063 55.05646
25488 --- --- 9.052274 16.21426 17.23795 15.41445
28284 NM_002127 HLA-G 4615.62 5430.013 5470.645 3719.71
28420 NM_002127 HLA-G 4615.62 5430.013 5470.645 3719.71
6396 NM_002259 KLRC1 25.26603 34.16183 30.37045 30.42858

18623 ENST0000033C3orf48 34.53007 48.85904 31.54231 47.33666
4883 NM_017481 UBQLN3 86.3774 60.75064 77.02861 80.71381

26457 ENST0000032LOC10013213 1583.938 1297.45 1725.42 1550.739
17440 NM_0010020 FAM109B 475.7756 401.4333 510.9038 464.1618
17346 --- --- 107.6873 103.8918 95.10925 107.8324
5231 --- --- 77.01029 68.97977 81.37099 83.35191
3019 NM_0010795 ASAH2B 953.9761 404.4874 848.7029 1254.121

24413 NM_00102460LOC154907 29.07526 20.77478 28.52321 27.53686
2262 NM_030913 SEMA6C 134.1511 153.97 132.455 140.7272

18391 AF086445 LOC152118 11.36959 24.11209 27.84397 32.72861



155 --- --- 5.361015 10.58554 12.3181 0.00459885
6614 NM_006121 KRT1 112.7604 123.4816 112.953 117.557

24990 --- --- 25.47927 21.05522 15.45452 29.44622
25375 --- --- 15.91944 13.44405 15.77255 14.20289
9844 NM_001755 CBFB 3814.412 2794.546 3607.824 4392.233
9261 NM_022369 STRA6 354.6278 228.4455 254.9294 205.8918

23057 NM_014702 KIAA0408 121.5294 244.4363 95.30902 97.8654
13454 NM_198492 CLEC4G 504.7844 528.144 546.3126 527.4905
22131 NM_014051 TMEM14A 2109.033 2456.738 2297.023 2188.124
14980 XM_00171728LOC10012820 55.2001 38.44307 51.55643 73.45628
23382 NM_003364 UPP1 1133.029 1125.671 1176.5 835.957
27494 NM_001363 DKC1 1889.921 1412.906 1972.06 2217.294
5751 NM_015954 DERA 765.4294 612.8143 645.465 860.3448

17427 NM_003216 TEF 461.7575 486.3062 508.3659 415.2337
10309 --- --- 61.76585 57.28166 60.73834 71.21103
11500 NM_178860 SEZ6 129.9594 118.2984 128.2136 133.2686

714 NM_020963 MOV10 1141.53 1780.412 1089.933 1104.608
19783 NM_004575 POU4F2 90.32614 89.99231 82.24516 91.52387
11583 NM_007144 PCGF2 1745.902 1280.571 1490.523 1473.315
28604 --- --- 19.04285 20.33668 19.303 39.66358
21978 NM_006913 RNF5 1313.912 1042.821 1203.92 1181.407
28462 NM_006913 RNF5 1313.912 1042.821 1203.92 1181.407
10402 --- --- 157.3473 164.421 158.6841 153.5162
23879 NM_007188 ABCB8 173.9781 228.0211 173.4997 170.2724
8705 --- --- 12.0928 13.23537 10.67214 14.19664

27787 NM_015975 TAF9B 2431.76 1629.53 2474.9 3138.987
28092 NM_015975 TAF9B 2431.76 1629.53 2474.9 3138.987
4278 NM_0010047 OR5AN1 40.0835 54.7381 43.29884 53.76597
1297 NM_003133 SRP9 3399.954 3332.458 4017.686 3751.466

10671 --- --- 13.66988 24.0505 22.47125 25.31513
9564 --- --- 16.92474 25.75938 22.01153 22.73288

28362 NM_014069 PSORS1C2 145.0282 173.1293 161.6207 141.0857
14273 --- --- 5.529267 2.093071 5.332279 5.767934
15831 NM_133378 TTN 50.14335 83.94452 56.94153 52.42342
21213 NM_153485 NUP155 5062.759 4051.048 4683.999 4592.932
20853 BC130299 LOC441108 442.163 473.6541 412.4718 438.4956
20524 AY358688 UNQ1870 208.7133 196.8334 205.0506 317.4211
19109 --- --- 9.307409 4.64695 3.922366 11.36633
16480 NM_033129 SCRT2 104.8807 134.3353 114.9472 109.97

135 NM_007272 CTRC 169.5498 189.7948 197.2831 224.1588
1188 NM_00101740LGR6 71.11237 82.31879 87.24001 81.45638
870 NM_178433 LCE3B 383.5711 397.8804 340.5529 357.6254

19949 NM_147127 EVC2 144.9236 112.6811 134.4028 152.8228
3553 --- --- 5.837893 12.35843 6.018294 8.415964

19412 NM_000798 DRD5 282.6246 260.7839 274.4561 270.0021
19985 --- --- 104.0103 108.7591 107.9407 88.70722
28056 NM_005745 BCAP31 2105.596 2371.507 2104.824 1859.458
13588 NM_000435 NOTCH3 178.5262 270.4378 194.8284 171.1314



25728 --- --- 76.50831 83.11669 83.83344 73.32346
2392 NM_0010044 OR10K2 13.95939 26.82995 25.23728 26.71325

22145 NM_001526 HCRTR2 66.10421 61.57519 68.0703 64.39326
14363 BC033059 FLJ16124 124.2059 160.2737 114.9809 120.4897
9883 --- --- 0.00364297 0.5515263 0.00248234 5.347979
9902 NM_001740 CALB2 75.65926 58.8004 36.43137 60.54349
1266 NM_003238 TGFB2 1088.683 845.2665 1384.108 787.7296
5493 --- --- 26.73172 28.99741 21.82218 22.89018

24408 --- --- 102.048 57.9947 93.29099 86.14462
21849 NM_006995 BTN2A2 525.5282 821.0798 570.8019 551.2236
19809 NM_005141 FGB 83.17436 87.15446 80.00195 84.38448
23051 NM_006073 TRDN 16.82023 12.76747 14.22342 13.7718
18412 NM_000882 IL12A 59.51051 47.49172 55.59118 67.87383
13214 --- --- 2.388504 5.287262 5.110116 1.267392
10968 --- --- 34.38987 39.96096 42.85212 36.60188
28113 NR_001538 TTTY1 49.1041 73.72378 56.81179 52.19185
28209 NR_001538 TTTY1 49.1041 73.72378 56.81179 52.19185
10946 NM_213607 CCDC103 139.6261 157.3065 172.8972 163.6588

336 NM_017629 EIF2C4 432.6849 581.5153 435.7971 534.3485
25339 --- --- 26.35186 29.76062 29.51069 28.72442
20813 --- --- 26.65101 21.70098 18.88977 23.07246
25190 BC132953 C8orf15 38.21171 39.56019 21.47128 59.51514
5410 NM_012124 CHORDC1 2472.968 1325.367 2150.795 3492.281
1772 NM_0010994 EPHA10 83.56921 83.2154 93.21279 77.40063

22625 NM_001470 GABBR1 526.7639 1028.763 476.4128 488.2794
28545 --- --- 63.09671 39.27528 26.76684 41.78764
15233 NM_006569 CGREF1 168.6967 219.7169 171.1015 145.9699
21879 NM_003527 HIST1H2BO 628.0457 429.6133 606.9142 517.9346
17488 NM_017584 MIOX 151.7522 213.6347 199.5428 190.7132
2702 NM_003268 TLR5 212.9088 326.4472 227.8883 185.7406

15076 NM_025202 EFHD1 266.8015 304.0004 277.4747 217.6651
4835 NM_00103916MRGPRE 140.0685 134.1761 155.6516 165.894
3337 NM_018117 BRWD2 617.9756 949.5755 674.9324 716.0174
9593 --- --- 49.87172 37.36282 54.89907 52.52671
4235 NM_0010037 OR8I2 149.3081 100.75 146.8678 161.4324
575 NM_182948 PRKACB 1531.406 1296.794 1322.904 1768.536

14376 --- --- 8.238076 6.516247 10.71376 9.546995
5107 NM_00100524OR5M11 44.78308 32.40393 50.88758 56.08815

27420 --- --- 96.96912 64.33772 69.19463 95.9698
2147 --- --- 3.551215 1.259558 1.823621 1.69364

27770 NM_033053 DMRTC1 113.9751 101.2573 106.4294 111.0066
8016 NM_00101226RNASE13 47.19593 56.81265 55.08935 56.44947

26452 BC121813 FAM74A4 55.54068 58.15269 52.85698 45.70569
20018 NM_030956 TLR10 45.00913 52.60136 51.18793 52.57355
17181 AY026351 LOC440888 18.41303 11.83933 15.70311 11.14721
10806 NM_00109850ZNF207 4438.646 3995.236 4264.033 4380.805
13441 NM_0010804 GPR108 2138.047 2414.618 2367.533 1773.288
1269 --- --- 45.38415 54.96783 53.6788 43.08184



4175 NM_020229 PRDM11 118.1494 100.4334 109.382 121.5554
6859 --- --- 3.89069 3.165864 6.995864 5.055942
9771 NM_025134 CHD9 1601.252 1305.005 1615.025 2032.656
9498 NM_018992 KCTD5 1274.243 1177.037 1136.014 1152.249

18648 AY358209 UNQ6490 231.8916 286.041 326.196 283.356
24045 --- --- 172.6091 168.0555 181.0658 188.7513
13085 --- --- 264.3052 229.3103 324.0197 200.4808
20247 --- --- 56.67247 50.37459 38.06203 48.86715
17589 NM_198440 DERL3 165.4965 166.3976 178.2006 146.1156
13959 NM_052884 SIGLEC11 122.2636 117.1204 120.3379 140.9325
9737 --- --- 389.2583 496.6574 423.8751 369.2856

14370 NM_014882 ARHGAP25 70.45497 119.694 71.1913 71.17766
25221 NM_015310 PSD3 492.968 464.7541 400.8647 519.348
23008 NR_002932 LOC442245 155.3026 250.3305 190.6917 212.7523
5181 NM_030628 INTS5 686.9372 551.2532 622.0415 700.0547

25325 NM_006749 SLC20A2 850.147 880.548 1136.25 701.2864
9448 NM_207112 HAGHL 270.1953 317.9019 281.86 237.2231
8794 NM_018652 GOLGA6B 123.4595 131.4865 112.3086 124.1383

26911 NM_005333 HCCS 1155.089 1039.662 1322.638 1220.583
10935 --- --- 39.9383 40.366 37.88396 38.6032
20492 NM_0010804 LOC389257 121.9272 132.04 126.1225 120.8511
15425 NM_016058 TPRKB 425.1106 376.3639 433.6865 421.0728
26633 --- --- 148.2409 186.0558 159.7354 151.7834
11107 BC080624 LOC440461 502.6841 536.3938 510.7886 431.8415
16704 NM_182970 RIMS4 137.2964 121.1938 119.8965 128.4915
17299 CT841515 KIAA1648 72.4843 74.41231 56.37664 77.55582
20027 --- --- 30.56912 30.33419 30.428 28.12701
28347 NM_001470 GABBR1 578.7744 1170.649 530.5284 541.33
9641 ENST0000032LOC554206 65.66663 97.31489 71.03458 85.2469
4576 NM_017704 ANKRD49 230.872 226.0784 274.3141 342.4737
4365 NM_032251 CCDC88B 124.8384 136.6551 144.2649 146.2493
6228 NM_032790 ORAI1 644.9515 611.1649 767.6804 590.6554

27939 NM_017413 APLN 240.442 172.5971 284.2902 177.2955
8247 --- --- 16.51761 14.79819 13.16199 12.87307

11726 NM_00108044KIF18B 1620.932 706.1145 1335.339 1626.229
18562 NM_016302 CRBN 498.6432 649.7366 495.8606 565.2145
1397 NM_016002 SCCPDH 1137.555 1787.803 1498.145 1354.086
2760 --- --- 25.79182 21.13739 29.02369 32.19737

14193 AY189285 LOC10013137 125.1019 147.3969 124.2301 122.3476
19035 --- --- 78.87949 83.07387 74.84636 81.6161
7876 NM_182971 COX8C 91.72741 99.12856 93.71433 95.43873

11058 --- --- 865.1613 1074.5 469.7518 789.6323
20653 NM_022909 CENPH 310.4084 230.8225 268.6056 428.1928
5239 ENST0000033LOC399904 179.1803 151.6261 202.6585 185.2546
9640 NM_052944 SLC5A11 104.5938 92.41017 106.5521 103.6749
6796 --- --- 88.94277 89.97056 93.08592 102.2624

10559 NM_144611 CYB5D2 267.9658 370.491 211.4094 329.784
10798 NM_032932 RAB11FIP4 123.4903 265.1843 123.1406 114.0846



5521 NM_174934 SCN4B 135.9321 140.7565 139.908 130.5353
26101 --- --- 71.468 63.24507 74.25413 64.4959
11401 AB062397 UBE2S 3698.231 3062.364 4085.208 2920.83
10541 NM_014853 SGSM2 330.6624 427.0902 322.6645 395.6144
4662 --- --- 113.5405 136.8047 135.0586 107.1832
2069 --- --- 63.70874 60.877 45.36002 56.91277

13957 NM_032375 AKT1S1 1454.164 1212.203 1615.289 1185.8
4833 NM_020896 OSBPL5 478.3629 607.8979 584.0279 354.4123

24021 NM_019102 HOXA5 469.6041 599.7805 388.732 451.0349
1349 --- --- 16.2318 20.40481 20.62574 32.27447

19857 NM_00103484GALNT17 53.1239 64.16848 61.00461 69.72347
12865 NM_003796 C19orf2 2098.565 2613.592 2328.189 2320.523
8031 NM_001344 DAD1 9193.839 10810.83 9087.444 9051.098

16656 NM_184234 RBM39 3052.875 3378.999 2928.076 3275.821
23940 NM_00108049TNRC18 640.8694 697.3823 573.1041 599.2658
17114 NM_001389 DSCAM 411.6426 404.9615 406.0234 418.8664
11050 NM_018149 C17orf71 623.2303 591.6768 588.9664 658.3807
21613 NM_000171 GLRA1 54.77343 72.11676 55.55618 61.08704
25456 NM_001738 CA1 39.99382 22.99359 38.06343 36.59674
5095 NM_00100406OR8J3 13.65909 10.68119 22.44913 18.68778

20014 --- --- 82.11776 94.61868 90.70922 90.46502
10224 NM_0010181 LOC440350 1706.548 2022.157 1683.74 1680.033
26677 NM_005118 TNFSF15 119.6432 97.82672 97.77637 126.9921
16957 NM_207627 ABCG1 155.6101 118.2237 151.2515 119.9335
26276 --- --- 3.579763 12.59835 7.582527 6.754319
10246 NM_012410 SEZ6L2 296.3885 687.6644 380.4049 237.6087
19757 --- --- 132.213 87.70007 130.3764 139.9634
11662 --- --- 146.9394 175.3086 161.7478 130.2578
8493 NR_003309  /SNRPN  // SN 4.367833 8.074262 17.3137 7.608686
8494 NR_003309  /SNRPN  // SN 4.367833 8.074262 17.3137 7.608686
8495 NR_003309  /SNRPN  // SN 4.367833 8.074262 17.3137 7.608686

14427 --- --- 43.72531 51.4847 30.64141 44.68452
4131 NM_181706 DPH4 305.7111 306.1665 337.9264 401.9315

22844 NM_012288 TRAM2 5607.739 4196.51 5500.565 4873.811
7532 NM_00100550OR4M1 35.81524 32.20469 45.73442 25.3044

23856 --- --- 49.37953 53.05738 61.13461 51.5083
25285 --- --- 1.126314 3.688236 2.326673 1.330057
22698 NM_004159 PSMB8 406.0855 336.1015 522.3849 372.1192
28400 NM_004159 PSMB8 406.0855 336.1015 522.3849 372.1192
28521 NM_004159 PSMB8 406.0855 336.1015 522.3849 372.1192
8722 --- --- 91.37454 90.06021 108.6866 118.3447

19883 NM_152683 CCDC111 270.6537 257.2643 270.3832 389.6623
21540 NM_002622 PFDN1 2607.944 2461.047 2270.422 3140.648
6550 NM_001240 CCNT1 2169.147 1635.436 2057.236 2460.349
1672 NM_183008 UBXD5 202.134 245.688 215.2956 219.1073

27018 --- --- 20.77202 17.32362 15.74693 15.45965
22324 --- --- 22.57509 33.26191 20.82531 30.33041

723 --- --- 18.62847 33.08648 25.99789 24.94421



13999 NM_0010986 SIGLEC14 152.4662 151.8039 183.6588 158.2585
23707 NM_012269 HYAL4 18.82852 29.28587 21.89772 24.97671
16384 NM_002827 PTPN1 2807.954 2639.625 2981.479 2739.74
9456 --- --- 134.0849 149.5412 146.0801 140.4324
5972 --- --- 60.75894 71.78253 54.21363 81.06956
6703 --- --- 24.37139 25.82744 30.24631 32.15919

20556 --- --- 42.28078 44.76334 31.26528 38.65206
13537 NM_152601 ZNF709 88.25542 115.6224 120.8827 100.3306
7243 --- --- 117.9228 125.2864 657.8133 47.96505

24144 --- --- 9.450417 5.624928 6.408911 11.2423
12786 NM_152363 ANKLE1 375.1982 323.8738 388.1906 302.5008
18812 NM_018403 DCP1A 1643.884 1176.982 1640.726 1394.736
16945 NM_006198 PCP4 106.7926 114.6603 121.1325 110.8669
13658 NM_033196 ZNF682 14.67764 30.14929 6.596629 14.24082
2443 NM_000569 FCGR3A 131.9795 118.5467 111.639 118.6885

21015 --- --- 26.31393 20.65596 27.05235 19.70773
19044 --- --- 1825.793 2050.885 1819.236 1444.027
3619 NM_013266 CTNNA3 73.25649 46.37218 73.78406 70.99317

21984 NM_005104 BRD2 3387.489 2709.258 3054.109 3176.787
20009 --- --- 11.39072 14.91561 18.73794 26.66506
10308 NM_030790 ITFG1 1796.363 2018.671 1811.465 1919.602
17551 NR_003714 DKFZP434P21 175.1114 231.5852 192.9768 199.3376
20191 NM_133636 HEL308 333.7914 236.6056 330.3293 314.7575
27503 NM_00101799H2AFB1 169.0791 144.7107 180.4401 155.8484
3865 NM_024834 C10orf119 1963.236 1819.182 1892.442 2036.271

13672 NM_003430 ZNF91 232.2027 414.7463 250.1679 413.4084
22893 NM_001402 EEF1A1 391.5204 324.3679 289.8949 435.0047
13703 NM_152481 TMEM162 149.6675 157.722 147.2005 171.094
21520 NM_003551 NME5 29.44101 32.06597 37.16947 32.35778
1342 --- --- 9.001381 7.249261 6.775694 8.578888

16790 --- --- 132.5476 160.1829 149.5103 130.9012
14328 NM_080667 CCDC104 225.9791 375.7083 230.5819 274.7409
14639 NM_00102999hCG_17324 80.46613 74.43404 79.37621 84.01469
15688 --- --- 217.0452 256.8562 229.2106 223.8624
17415 NM_005297 MCHR1 202.2889 185.3144 191.4078 204.5285
15585 NM_005054 RGPD5 2662.894 2710.894 2729.846 3359.397
15035 --- --- 119.2161 109.9905 119.2421 137.2613
17469 NM_018006 TRMU 605.1638 618.8251 609.877 632.6232
28728 --- --- 46.26492 35.75607 49.5467 43.85134
15459 --- --- 76.17065 88.03489 86.50267 76.64435

973 NM_152501 PYHIN1 145.2176 102.3722 150.013 121.1524
16822 NM_012384 GMEB2 854.8936 809.8015 857.6447 877.1244
22036 NM_173558 FGD2 200.3629 226.0982 210.3702 201.2531
3659 --- --- 54.22717 70.0946 59.25632 72.77374

24635 AK090418 LOC349196 117.4333 128.1348 127.1036 135.9686
24636 AK090418 LOC349196 117.4333 128.1348 127.1036 135.9686
6213 NM_004373 COX6A1 5056.989 5034.688 5190.979 6087.945

13060 NM_007056 SFRS16 428.9635 468.6138 455.1408 415.866



3867 NM_000141 FGFR2 79.93858 65.69898 85.17332 80.84306
21155 NM_199133 LOC134145 385.4812 332.0555 350.0995 395.4316
3434 NM_006214 PHYH 564.3676 441.9581 498.9264 652.215

22138 --- --- 43.18496 45.43043 41.66258 49.65054
25303 NM_152413 GOT1L1 61.59256 62.8711 122.5471 100.6001
4952 --- --- 0.04589676 0.00549941 0.628595 0.0024649
9227 NM_017858 TIPIN 581.6376 453.6192 721.6965 622.053

13219 NM_031896 CACNG7 209.3975 184.3534 186.1734 220.8705
23240 --- --- 75.72544 75.52517 60.86733 63.44169
5259 ENST0000032LOC10013123 82.68292 114.6486 97.2748 83.71024
4079 NM_0010805 RASSF10 139.7441 123.7937 138.4093 131.0878
1534 BC126349 C1orf127 227.1104 263.2609 242.5403 264.6498

10828 --- --- 95.32457 87.0578 113.4842 78.08664
27980 NM_007131 ZNF75 168.5017 114.9829 178.3684 136.2474
1843 NM_007170 TESK2 379.2677 1611.564 372.3926 367.2703

28752 --- --- 29.96444 36.88375 31.98957 28.15294
27097 NM_014138 FAM156A 357.9746 349.5281 309.7738 338.2368
19510 --- --- 6.668051 5.22193 3.762448 5.31024
10096 NM_004380 CREBBP 2160.587 1483.599 2274.441 2269.384
12082 BC041849 ROCK1 36.26815 52.54269 191.5362 61.53399
23125 ENST0000036RAET1G 405.7272 283.017 321.5558 371.7256
15794 ENST0000037LOC440925 73.15417 59.54704 84.03735 73.18579
17541 NM_153334 SCARF2 821.6447 876.7437 824.9553 600.9307
28651 --- --- 40.33476 40.98486 24.92542 35.9321
20034 --- --- 64.99889 71.32198 53.22969 69.23497
2583 --- --- 3.661504 0.00162216 0.7195626 0.9226431

26023 --- --- 226.6854 222.0048 197.8869 216.6437
10496 ENST0000025FBXO31 254.7548 236.2617 296.5733 257.7939
12777 NM_024074 TMEM38A 264.3729 438.5829 268.584 293.4755
11212 NM_148896 NPB 504.2731 628.892 492.2508 519.3358
12063 NM_148896 NPB 504.2731 628.892 492.2508 519.3358
19062 NM_014065 ASTE1 201.0292 124.4842 230.1459 192.3233
14858 --- --- 91.01999 65.7611 80.08657 81.6129
6589 BC014228 LOC494150 235.1906 283.6377 255.5838 228.0919

12530 NM_002579 PALM 429.6174 429.6914 435.4832 426.4051
22553 NM_016614 TTRAP 1143.864 1009.916 1122.57 1619.178
2791 --- --- 45.81121 31.26461 35.85617 39.26283
7586 NM_138460 CMTM5 158.8408 116.5998 144.6131 135.6972
4409 --- --- 169.8486 186.0401 139.3701 175.0233
5494 NM_138789 PIH1D2 30.49456 28.62913 26.22985 46.50132

11612 NM_152349 KRT222P 32.40198 24.34435 29.53832 29.61753
2902 NM_002438 MRC1 49.50276 42.66581 50.74839 50.55991
2904 NM_002438 MRC1 49.50276 42.66581 50.74839 50.55991

19723 --- --- 45.66791 52.48753 32.43216 42.2829
24277 --- --- 4.936536 2.409272 2.228687 5.846763
16365 NM_030777 SLC2A10 400.8258 1059.556 454.337 398.095
28644 --- --- 35.35513 44.64075 29.29598 64.8159
1702 AY277594 C1orf79 371.9693 524.9601 413.3495 496.3914



2414 NM_033438 SLAMF9 105.5666 267.6687 108.3324 111.8478
12657 NM_145208 MBD3L1 21.1447 16.36288 21.74933 15.89947
2138 --- --- 37.01923 43.27422 52.06729 58.24967

15337 --- --- 99.28162 112.9153 82.57056 109.5675
1460 NM_030649 CENTB5 319.8329 379.1823 286.3612 301.053
6654 NM_002206 ITGA7 98.33307 450.1288 91.17593 102.3912

11513 NM_001045 SLC6A4 57.70501 49.69956 55.72675 54.46239
14535 NM_001079 ZAP70 135.3449 97.75541 120.5173 118.7799
4969 NM_000525 KCNJ11 64.98811 96.08705 81.77093 86.2555
6551 NM_015270 ADCY6 728.3497 887.1567 694.2646 643.2264

16719 --- --- 36.05454 32.16609 41.06361 42.50988
14192 --- --- 34.43378 28.86787 33.00494 31.89658
8991 NM_024490 ATP10A 86.70867 153.1988 87.14921 82.75989

17120 NM_015500 C2CD2 275.071 509.3731 108.919 496.7401
25060 NM_003882 WISP1 222.2874 257.7647 246.5395 231.1865
17612 NM_002430 MN1 277.8453 179.9935 208.1269 238.5611
26645 --- --- 6.923494 10.81278 8.162786 11.15457
10703 NM_152351 SLC5A10 240.0347 254.9628 239.2254 225.2876
25820 NM_012203 GRHPR 1127.259 1435.547 1097.531 1277.501
24536 NM_018646 TRPV6 13.9003 22.06577 28.84566 40.35891
19490 --- --- 81.75761 51.86305 105.2327 66.01638
17002 --- --- 16.12747 23.09359 19.81981 29.1215
1573 NM_024758 AGMAT 445.5651 251.3595 554.3867 435.3318

18531 NM_005524 HES1 710.965 865.2251 460.9589 497.544
1695 NM_001990 EYA3 1419.846 1324.241 1221.719 1730.46

14239 NM_173853 KRTCAP3 185.267 235.1532 216.621 207.1951
16442 --- --- 8.666811 9.22277 7.376505 10.24251
28532 NM_003190 TAPBP 4769.936 4790.061 5076.61 3789.758
27312 NM_00100430ZCCHC16 69.71696 69.76041 88.20037 73.0285
4635 NM_003002 SDHD 1323.098 994.5953 1197.543 1319.714

16407 --- --- 3.285175 0.01719885 2.885576 4.933775
27761 NM_017669 ERCC6L 400.6449 185.1972 437.5482 359.5643
10080 NM_032805 ZSCAN10 206.133 210.251 194.5897 185.01
9506 NM_172229 KREMEN2 666.2305 735.0154 658.8207 639.4019
7798 --- --- 128.1618 87.40462 120.4467 146.9563

17919 --- --- 89.25053 104.0374 103.2063 83.54115
3345 NR_003570 FLJ46361 114.7754 141.7228 115.5853 116.357

16279 NM_014902 DLGAP4 974.9211 968.0987 979.0611 932.1355
13790 NM_144685 HIPK4 129.5926 116.3677 132.1678 103.8419
13938 NM_033142 CGB7 251.5864 279.8034 256.1238 268.1118
4679 --- --- 122.3521 119.2875 99.11027 108.2786
7000 --- --- 26.8491 23.11416 24.92524 26.1415

12468 --- --- 32.23823 48.4758 26.85046 13.01704
21185 NM_006727 CDH10 57.70228 72.17731 61.09838 61.60422
2932 NM_019043 APBB1IP 55.69896 64.97763 44.66447 41.21763
4796 NM_004031 IRF7 249.3135 280.6793 232.4224 256.1909

26221 NM_015160 PMPCA 1081.878 1141.856 1083.449 1143.19
953 NM_021817 HAPLN2 181.2961 213.8176 195.3477 183.8065



8053 --- --- 11.28185 8.235706 10.58237 9.427758
26658 --- --- 175.7053 174.2956 168.7796 206.7341
28204 --- --- 16.58727 21.83549 28.18725 30.72825
26663 NM_015258 FKBP15 1502.421 1555.979 1473.902 1737.584
10814 NM_005623 CCL8 54.93091 67.23431 53.44796 50.94514
3453 NM_012425 RSU1 3408.649 2445.136 2944.532 3384.131
6373 BC028195 C12orf33 117.5252 103.834 116.2871 107.4786

24989 --- --- 16.96616 10.2695 8.492695 11.81165
255 --- --- 90.30981 96.25948 70.6876 87.22423

8167 NM_000161 GCH1 311.7189 190.9605 305.7848 414.6372
12851 NM_020855 ZNF492 33.19746 28.30245 21.94865 18.03168
27315 --- --- 128.0821 122.3793 141.5168 162.5046
6508 NM_017641 KIF21A 426.4778 285.7913 360.6116 567.4856
2632 NM_033102 SLC45A3 581.2104 557.963 524.3491 576.5457
4430 NM_177963 SYT12 103.9389 128.7005 123.21 106.2579
4310 NM_015533 DAK 342.2171 465.9726 323.258 416.2846
5758 --- --- 142.944 201.7401 159.9066 157.6315
1480 NM_024848 MORN1 196.1204 321.761 163.8828 303.623
4518 --- --- 367.5927 340.3491 297.9982 254.9832

22225 BC036379 KIAA0776 1364.685 1130.406 1177.239 1776.179
729 NM_018420 SLC22A15 392.4379 671.4421 322.838 497.4521

10483 DQ323994 LOC654780 86.34529 52.96875 79.19783 62.41151
27204 NM_003022 SH3BGRL 2117.623 2472.625 2622.86 2577.763
9297 --- --- 175.612 164.8354 189.0372 176.788

18094 --- --- 21.20712 13.08614 19.31975 21.44213
15691 NM_005915 MCM6 1814.558 1389.495 1750.154 1912.29
18757 NM_032316 NICN1 631.9553 784.9682 605.3663 614.0171
23903 --- --- 29.39241 24.90647 34.37939 31.12057
12486 ENST0000030PHLPP 24.06558 22.86463 19.16822 21.19372
8539 ENST0000035DKFZP434L18 88.18696 128.8224 101.5127 90.43201

15077 --- --- 273.3494 281.7753 283.2044 267.3449
24639 BC093747 LOC349196 102.9139 113.8372 135.3728 126.1376
24656 BC093747 LOC349196 102.9139 113.8372 135.3728 126.1376
10597 NM_001042 SLC2A4 143.3622 137.2146 136.2324 143.5549
11227 NM_022158 FN3K 170.2869 358.8729 138.8974 331.9894
8160 NM_014584 ERO1L 3197.133 5930.263 4033.658 3575.307

14954 NR_002589 SNORD51 187.6462 296.268 150.5878 212.6284
13916 NM_018273 TMEM143 130.8646 163.2103 122.3882 157.7443
17334 NM_0010028 PIB5PA 175.8422 129.557 179.3751 156.897
4991 --- --- 94.30598 91.30286 83.31862 82.64778

14876 NM_0010425 MGC13057 88.8092 113.6507 106.7567 104.3929
12916 NM_014383 ZBTB32 136.8133 148.5429 128.2209 116.3866
19676 --- --- 38.6431 42.31122 33.70727 34.10899
5975 NM_005269 GLI1 87.67848 93.27293 100.2888 95.58582

16724 NM_080614 WFDC3 322.7218 366.3789 311.8385 291.3595
23641 NM_133457 EMID2 214.1271 221.4449 238.8897 226.0776
4550 --- --- 7.549874 7.004697 6.820821 6.690209

24412 NM_182529 THAP5 455.5129 442.3174 525.3316 437.6993



20025 BC008502 C4orf34 343.0531 467.9641 282.0287 381.7243
9224 --- --- 74.33627 98.08318 82.11417 109.5378

28618 --- --- 52.36448 51.12867 79.1478 47.02407
5574 NM_00100519OR8B4 59.97109 66.82671 46.70658 54.90922
6936 --- --- 78.87673 117.1161 98.27641 84.65802

28587 --- --- 3.413498 8.351872 5.054672 5.834857
28574 --- --- 132.898 87.94582 275.7571 178.1088
5182 NM_024099 C11orf48 686.8024 439.2516 572.8738 612.6667
3739 NM_003133 SRP9 4174.473 4094.414 4904.509 4595.612

18425 XM_941513 LOC131055 390.512 311.062 414.8052 426.5295
12860 ENST0000033VSTM2B 643.6458 710.1969 634.8355 639.8118
8064 NM_002818 PSME2 1611.667 1772.109 2030.681 1598.387
9744 --- --- 459.2825 547.0131 449.8877 369.3651

15801 --- --- 704.6042 264.4357 837.6867 636.9465
1077 NM_000639 FASLG 129.3853 127.723 123.5659 139.6446
2490 NM_153747 PIGC 553.2264 503.7717 667.514 560.0153
3903 NM_004052 BNIP3 1721.477 5529.851 2365.324 4059.049
6071 --- --- 12.80781 24.93882 19.85075 17.44895

21053 NM_003862 FGF18 501.091 550.9589 458.5053 461.8899
7687 --- --- 63.6407 69.33389 66.00793 79.24409

22319 NM_00101250C6orf173 293.7086 142.4621 245.9424 375.0908
17549 NM_004173 SLC7A4 303.4509 276.0513 296.055 276.6688
27443 NM_000252 MTM1 440.8121 317.9581 526.1971 442.7804
8781 NM_005545 ISLR 124.0551 148.5611 131.3648 131.3484
8812 --- --- 7.708487 8.880658 15.3629 6.826129

17253 NM_007128 VPREB1 91.271 98.69811 76.55177 82.79779
21881 NM_012367 OR2B6 51.55074 59.1561 62.84001 58.3921
5919 NM_021191 NEUROD4 50.82921 71.95669 60.52109 58.47256
4921 NM_00100374OR10A3 154.8161 183.0976 162.1894 161.4336
1663 NM_020485 RHCE 32.99825 78.51856 41.0936 41.82942
2686 NM_004446 EPRS 3025.377 2668.749 3293.629 3347.556
1762 NM_031280 MRPS15 3546.549 3411.103 3509.022 4171.909

24953 --- --- 33.66672 38.95216 32.0927 42.68126
27232 --- --- 51.39991 48.08931 45.16287 37.13063
14429 NM_00100838REG3G 78.44487 72.12088 88.51517 78.30441
16756 --- --- 985.894 935.0707 1142.504 1157.201
2870 NM_002216 ITIH2 38.04787 41.45148 36.67152 36.36167
486 NM_00103946C1orf175 140.3027 111.5898 134.4008 144.4289

17684 NM_002854 PVALB 139.3845 181.087 149.9786 131.0112
5983 NM_133489 SLC26A10 82.59804 78.77582 79.7784 78.81712

19103 --- --- 2.928072 8.942024 11.85028 7.6656
23580 --- --- 20.36151 32.69042 23.64869 30.36581
19579 NM_001134 AFP 47.54521 36.17323 53.12245 37.45996
10501 NM_001739 CA5A 68.86779 89.80739 69.97041 66.53169
16617 NM_138578 BCL2L1 3365.315 1833.676 2836.311 2879.24
11381 NM_00110138hCG_1776018 145.9375 153.7264 137.442 145.2713
2950 --- --- 134.5561 152.8961 154.7377 131.8165
9414 ENST0000032LOC10013216 91.13577 106.1203 120.9264 118.1635



7130 NR_002793 LOC220115 73.04475 99.82552 75.49939 94.87047
17686 BC042635 C22orf33 47.32773 69.5487 58.98239 60.31203
25972 --- --- 37.70222 52.51513 42.19028 57.07903
18704 NM_024513 FYCO1 628.8387 765.1834 771.7716 714.0449
8932 NM_000875 IGF1R 946.0831 1852.942 1265.674 955.3045

24774 NM_000553 WRN 527.8925 533.1992 463.2438 640.7861
24187 --- --- 91.73247 138.451 110.8738 82.30276
16818 NM_001958 EEF1A2 226.2248 421.3868 249.4683 224.1337
22540 --- --- 18.76426 1.718089 25.28573 17.97857
23191 AB016901 C6orf123 78.18378 104.4573 83.18395 95.70336
23207 AB016901 C6orf123 78.18378 104.4573 83.18395 95.70336
28479 NM_001470 GABBR1 601.1369 1227.649 561.4656 578.4726
9491 NM_006181 NTN2L 646.6746 733.0069 602.4138 606.6463
2220 --- --- 202.4032 193.8813 237.933 143.7246
6733 NM_017440 MDM1 192.2498 129.772 178.8641 224.8577
8758 --- --- 185.1936 181.1879 212.3231 231.1621
6978 BC009492 MGC16384 179.4624 275.5736 133.7039 162.0008
3133 NM_00101084NRG3 76.60951 114.1239 69.9969 80.4106
377 --- --- 28.41832 40.64828 29.78962 32.46508

15452 NM_006507 REG1B 39.89999 33.33743 38.27565 42.04807
1172 NM_005298 GPR25 288.1453 305.4259 280.7852 287.5685

20914 NM_018502 TMCO6 635.4571 533.2207 552.1117 599.6624
3026 --- --- 39.54805 54.66925 49.31745 44.7879

27405 --- --- 71.40834 54.92889 86.59597 88.60793
25696 BC007366 C9orf70 217.459 217.548 198.1714 210.4966
3512 NM_004521 KIF5B 5551.263 3596.679 5087.096 6307.852

17863 NM_014229 SLC6A11 134.9772 109.5775 131.193 136.0454
4894 NM_0010019 OR56A1 97.34077 98.76598 97.68613 106.8547

21110 --- --- 28.47744 34.51064 38.68797 24.2935
25757 --- --- 38.32911 29.42152 42.59851 53.37644
13670 BC021822 ZNF99 40.93388 57.50012 35.08398 47.38949
18982 NM_022135 POPDC2 34.45178 51.64133 40.41213 29.7368
11492 NM_031934 RAB34 2326.249 1741.005 2025.337 2094.535

120 NM_00103936PRAMEF10 87.81675 91.335 89.06179 92.99111
123 NM_00103936PRAMEF10 87.81675 91.335 89.06179 92.99111

2541 --- --- 204.5907 241.6017 181.3838 143.784
5497 ENST0000033C11orf34 38.1703 54.27575 56.11914 44.6117

28205 NR_001548 TTTY11 47.15215 25.10993 54.0587 57.29207
2487 XM_060328 LOC127099 49.39487 55.1408 41.66471 50.09639
9107 --- --- 29.85841 39.87667 24.74467 30.97664
2486 NM_003762 VAMP4 819.3 1030.809 811.1113 763.0972

13131 NM_153329 ALDH16A1 716.5285 542.4435 755.0192 620.1741
12540 NM_138690 GRIN3B 672.566 697.0006 596.2839 640.5128
13536 NM_005815 ZNF443 59.42978 36.01145 33.9548 73.88403
7925 NR_003219 SNORD114-2 20.38935 29.08909 27.91624 18.39157

15605 --- --- 33.80035 27.92696 27.28679 35.89691
16443 NM_016354 SLCO4A1 1904.074 515.2264 1376.69 958.694
1776 NM_005955 MTF1 982.3846 880.4369 1198.416 994.702



17165 AF427488 C21orf93 142.2374 149.5857 155.8776 162.4286
10933 NM_080863 ASB16 169.9473 140.1835 153.3007 167.7111
9840 NM_003869 CES2 793.4155 828.8217 883.2233 881.4299

21734 --- --- 108.6856 145.0625 217.809 101.901
20980 --- --- 12.09483 19.87055 21.94028 18.88289
20898 NM_199189 MATR3 2437.478 1883.876 2393.878 2956.462

564 --- --- 69.97092 84.634 81.06563 71.35464
25925 --- --- 113.8432 103.8251 119.075 117.5842
1369 --- --- 3.63826 6.672101 6.874614 5.878248

14382 --- --- 166.8038 188.5983 176.0328 173.5781
22274 --- --- 157.2721 200.5343 188.0941 161.0552
3853 --- --- 55.37674 67.67094 49.74154 45.73382

18474 NM_032047 B3GNT5 1034.46 943.0399 1066.041 1628.323
1010 NM_002155 HSPA6 462.0594 642.2303 409.2098 435.6979

14164 NM_00103936ATP6V1C2 102.1992 126.439 99.61545 99.49541
24813 NM_194294 INDOL1 34.59804 14.57398 24.95852 28.84089

782 NM_002614 PDZK1 71.65238 84.29391 73.01702 68.97588
28566 --- --- 58.6782 65.72034 64.66111 69.55078
14789 NM_021007 SCN2A 46.98756 35.56468 59.06738 49.08398
22665 NM_025261 LY6G6C 103.6147 94.49715 91.11635 92.29666
11962 NM_00108146JMJD6 619.1071 729.1762 659.1681 632.2797
11731 NM_152343 C17orf46 124.9483 125.8042 113.5673 119.4997
25382 --- --- 84.09599 70.62946 91.1724 94.8248
1734 NM_003680 YARS 1808.635 1918.761 2013.875 2117.402
5123 NM_004223 UBE2L6 751.8324 896.6465 800.438 667.1375

14626 --- --- 13.12858 18.20909 9.939002 19.25449
7646 --- --- 91.52492 104.2783 107.135 98.7096
3403 AY423624 LOC10012835 68.44562 65.64783 68.05987 75.25637
5215 --- --- 0.01952909 0.03518315 0.7077644 1.92029

25623 BC033223 SLC45A4 179.7746 165.7269 225.5479 182.075
15808 ENST0000033FLJ46347 240.1366 278.589 274.994 273.4063
2672 NM_015471 NSL1 1887.109 1777.862 1916.05 2394.413
6476 --- --- 54.17671 62.46717 46.17514 56.35561
9842 NM_173815 FLJ37464 105.8561 108.1909 98.11154 104.5695

13924 NM_182574 FLJ36070 244.1884 276.2492 236.0394 248.4891
2578 --- --- 5.548048 4.155426 3.800871 5.712501

26083 --- --- 47.72919 48.59999 44.39826 42.15801
23407 NM_015969 MRPS17 425.333 375.5963 440.5827 456.2799
23045 NM_152730 C6orf170 192.5087 224.1033 140.4383 193.8533
2284 NM_002016 FLG 126.7954 89.75925 214.6656 84.26765

11728 NM_006688 C1QL1 276.2311 434.1371 307.5505 344.1536
25101 NM_0010805 SCXB 243.4748 245.3142 226.7203 222.0418
25104 NM_0010805 SCXB 243.4748 245.3142 226.7203 222.0418
14525 AY358167 UNQ5814 119.9119 133.5041 109.3394 114.3738
12655 NM_005968 HNRNPM 3299.649 2547.838 2897.039 4078.141
14439 J00146 LOC1720 1967.071 1169.664 1856.32 2692.189
1863 AF251047 LOC10012892 16.83384 24.24055 12.3854 11.78349

14533 NM_025190 ANKRD36B 728.0322 1129.82 562.2412 1095.539



15485 NM_172101 CD8B 103.9945 127.837 123.4621 142.1393
24669 NM_0010400 C8orf74 110.8053 126.642 105.4456 91.52924
27998 --- --- 33.94101 19.12915 24.49109 40.24651
6431 NM_000834 GRIN2B 47.08396 54.49723 44.70268 50.76341
5814 NM_198578 LRRK2 99.70885 124.8739 89.91586 166.5148
2439 NM_00107748NR1I3 113.8457 109.751 123.3456 120.1882

13646 ENST0000029HAPLN4 568.1444 629.0475 574.6688 545.9656
587 NM_012128 CLCA4 32.43758 29.76919 31.08144 34.29218

28571 --- --- 80.64384 75.42046 78.32425 72.0437
16148 --- --- 23.55292 8.468947 46.82149 46.03388
11163 --- --- 23.2452 20.76576 24.0677 39.60382
20213 NM_032906 PIGY 2233.455 2603.73 2512.277 2957.838
10286 NM_005205 COX6A2 325.6501 298.6027 307.9653 305.3713
27180 NM_203303 ZCCHC13 88.57023 96.03986 79.95006 79.55296
19909 NM_133474 ZNF721 501.8063 494.6563 534.4343 788.6746
14756 NM_152522 ARL6IP6 910.2628 492.77 689.2778 795.0885
18826 NM_130387 ASB14 49.44498 46.83391 48.42022 49.29573
26589 AY358791 UNQ5836 92.4845 102.8556 115.5374 96.84429
22946 NM_021244 RRAGD 1706.346 2583.357 1764.795 2500.76
15624 NM_00100166CYP27C1 125.6008 75.45171 91.60239 58.52005
27466 ENST0000033ZFP92 57.86272 62.29482 74.4472 60.45189
2999 NM_153034 ZNF488 101.0739 87.30573 114.067 130.6814
248 NM_001803 CD52 126.0953 118.5334 110.3772 121.0869

28803 --- --- 222.8194 199.3572 230.2425 195.6957
27189 NM_020932 MAGEE1 215.153 205.7164 166.7186 179.6121
1150 NM_002954 RPS27A 4522.606 4348.788 4766.487 5072.164

25419 --- --- 37.45617 35.9593 42.3082 31.99093
24359 --- --- 151.9806 157.9173 163.0356 185.8154
7639 NM_173607 C14orf24 543.7939 472.9764 601.6642 554.722
2377 NM_014215 INSRR 110.2057 118.8279 127.0438 132.9866
7417 --- --- 9.559581 11.76539 2.058931 6.46462

15497 BC073791 IGKC 201.1434 205.534 181.8136 186.067
17027 --- --- 4.677716 4.611982 6.205356 4.577417
1320 --- --- 217.4434 29.44154 336.8586 316.8323

17957 NM_017875 SLC25A38 1663.375 1398.359 1691.925 1378.012
16714 ENST0000030PIGT 53.66575 41.5461 44.24825 48.31805
3069 --- --- 5.035961 5.294698 6.391848 5.20952
2257 --- --- 205.5606 205.6398 170.2856 193.8423

10774 NM_016518 PIPOX 283.8463 320.2123 236.3033 252.6639
21452 --- --- 209.8318 83.28245 186.4644 220.272
27607 --- --- 15.16106 28.83827 33.26184 16.10283
10291 AY026351 LOC440888 16.01691 10.9318 17.9874 15.74537
6078 NM_005761 PLXNC1 78.41209 1487.975 138.5081 210.5479
9106 --- --- 86.69658 69.23849 42.50756 117.8233

20686 --- --- 149.2047 130.171 217.322 156.0773
9011 --- --- 29.82307 35.37745 29.05468 26.55259

11623 NM_182497 KRT40 152.0694 140.2875 167.3742 201.2903
12047 NM_182497 KRT40 152.0694 140.2875 167.3742 201.2903



3004 NM_020549 CHAT 88.46445 98.37453 108.873 93.98108
12455 NM_031939 MRO 58.05153 69.54792 61.33263 51.44046
4636 NM_031275 TEX12 43.74964 31.12767 31.99647 44.49283

18276 --- --- 302.1478 299.026 292.8905 251.6266
9659 NM_007245 ATXN2L 1431.094 978.8126 1407.43 1024.865

28327 NM_006913 RNF5 1949.861 1523.223 1732.793 1713.309
1034 NM_0010052 LRRC52 117.659 153.5883 140.4823 121.9947
1376 --- --- 49.4519 25.47483 35.20395 32.09771

20147 ENST0000032LOC541467 124.703 150.5791 136.3274 133.5758
21538 --- --- 20.54652 12.91171 20.32386 18.07754
1158 NM_005666 CFHR2 14.30572 12.28167 29.04666 13.07565

19932 --- --- 10.16614 12.55421 12.1895 13.48933
10551 --- --- 234.7916 293.4415 216.2026 227.9377
12183 NM_001944 DSG3 99.67226 109.8025 115.827 116.556
10132 NM_003745 SOCS1 224.6589 274.1112 251.9478 195.267
19578 NM_000477 ALB 114.6328 111.8211 109.028 124.7347
21779 NM_002114 HIVEP1 968.2376 743.3459 1140.985 1053.906
13573 NM_000955 PTGER1 244.9004 281.5113 279.9387 243.8375
17112 NM_152505 LCA5L 85.68327 83.90244 72.22299 81.95696
28118 NR_001551 TTTY12 34.93707 33.60108 37.17738 38.27592
17671 --- --- 8.143388 12.1896 9.877554 16.14132
28466 NM_005104 BRD2 3293.405 2643.149 2978.283 3105.524
15580 NM_000272 NPHP1 95.71387 100.5417 82.80767 128.4858
13252 NM_139172 TMEM190 195.6219 198.5051 198.3798 180.6818
7654 --- --- 37.81131 35.51395 37.94757 41.45191

10302 NM_198490 RAB43 820.0608 1075.289 899.873 675.5686
16090 NM_207469 DEFB132 144.1193 141.723 174.2259 147.0201
4807 NM_019009 TOLLIP 815.801 881.0045 724.8392 905.9773

14644 NM_020909 EPB41L5 343.1846 436.7707 233.5474 443.779
9905 --- --- 27.41259 34.58338 40.69073 35.80516

27330 NM_173798 ZCCHC12 57.99951 66.77444 66.30422 66.26791
13148 NM_014203 AP2A1 2489.005 2824.469 2744.248 2490.348
2738 NM_033445 HIST3H2A 349.5881 305.4037 470.0702 197.1487

20889 NM_005733 KIF20A 4114.345 2111.67 3394.868 5317.806
26955 NM_182699 DDX53 30.10834 22.96044 21.27777 32.26876
27843 NM_012286 MORF4L2 3997.981 3545.258 4224.617 3961.648
27670 NM_005183 CACNA1F 106.6095 87.45538 108.6867 117.5129
25263 --- --- 33.97752 51.33686 36.91491 46.59044
15816 NM_030650 KIAA1715 1849.504 2799.606 1832.255 1900.47
24152 --- --- 9.189026 5.505835 6.263042 10.984
4696 --- --- 128.4077 161.5422 122.2486 130.6343

16266 NM_006690 MMP24 227.4048 206.4494 230.9411 242.9791
24140 --- --- 23.85377 20.86499 26.62969 36.33074
17913 NM_00102484TGFBR2 3616.587 3523.579 3222.985 3750.931
19767 NM_153702 ELMOD2 360.0644 318.573 321.0688 459.0645

726 NM_000549 TSHB 20.1496 16.14742 26.85602 21.82159
947 NM_144627 C1orf182 89.7002 73.31041 85.39392 86.75984

26178 NM_013318 KIAA0515 1841.905 1780.146 1754.87 1926.752



15172 --- --- 34.38444 29.64749 24.90366 37.99522
11915 NM_174892 CD300LB 169.286 221.4815 214.8667 196.4639
26675 --- --- 7.879808 8.684893 6.68934 8.541049
22645 NM_014069 PSORS1C2 147.844 178.7442 164.6601 143.5292
19233 NM_181426 CCDC39 40.96709 31.73166 41.95725 49.40641
7460 --- --- 19.34059 16.03213 14.4349 25.36689

27001 NM_021242 MID1IP1 1036.714 836.3195 1049.547 1083.351
1514 NM_012102 RERE 1122.62 1389.235 1086.632 1265.705

15873 --- --- 253.508 254.5273 228.2606 293.3451
3395 NM_014974 DIP2C 439.6767 800.6398 355.7715 596.9914

28351 NM_007028 TRIM31 60.3788 41.6862 57.78163 54.83299
23438 --- --- 34.5421 33.31701 52.6172 40.10951
21454 --- --- 5.510986 6.339087 4.921429 6.151231
8816 NM_018200 HMG20A 1196.628 1304.695 1114.497 1254.764

13421 BC008985 MGC24975 280.76 333.2638 304.6547 250.7806
4791 --- --- 864.4999 883.0731 952.8433 772.156
9801 NM_000339 SLC12A3 151.4119 166.6504 157.1815 158.7719

18278 --- --- 90.15846 115.0885 126.0618 112.3772
13235 NR_003061 LILRP2 152.0365 144.6686 195.3496 156.2387
16948 ENST0000033C21orf130 72.86008 76.60902 94.96261 85.29101
6624 --- --- 13.76122 5.995413 10.96901 11.64945

18205 --- --- 58.3819 73.02364 76.16733 77.36829
16078 NM_182501 MTERFD2 220.0622 185.8059 225.7738 225.0864
14985 NM_138390 TMEM169 214.3065 294.9691 204.5247 192.6431
27964 --- --- 57.28778 38.54998 48.96154 74.32598
3317 NM_005396 PNLIPRP2 54.32314 65.92542 68.02426 47.81446

14815 NM_003642 HAT1 2159.243 2213.262 2445.955 2098.732
22782 AK074567 C6orf132 2404.547 2466.973 2269.33 2500.766
26965 NM_005391 PDK3 753.6603 1835.309 987.9565 860.4055
25128 --- --- 35.93383 26.03551 27.75743 41.3
8811 NM_145805 ISL2 231.1884 213.4694 237.0936 200.8708
213 --- --- 23.27195 29.80706 29.60118 26.46478

5025 NM_198381 ELF5 132.0882 155.6513 153.0629 125.7389
5132 NM_207374 OR10W1 69.8489 93.26958 70.69495 88.17876

14736 --- --- 4.042955 2.989605 7.902505 5.995614
16899 BC117397 C21orf49 48.25121 45.64601 37.21309 55.35325
13534 NM_030824 ZNF442 117.9426 101.9535 122.8483 116.1337
13001 NM_000766 CYP2A13 175.1023 170.7748 208.9943 176.4306
17489 NM_152299 NCAPH2 636.7949 442.1878 522.4351 481.7367
4534 AK292399 C11orf82 1084.066 763.2357 1053.851 948.3813
8787 NM_021819 LMAN1L 109.3466 108.857 105.2788 93.57177
7508 --- --- 188.1459 209.3459 193.7977 206.2752

23793 --- --- 34.6991 33.37634 52.73098 40.08841
28660 --- --- 73.2535 76.69112 74.61643 69.53813
21409 --- --- 6.793315 7.143063 8.78146 6.728292
9039 BC066972 LOC161635 526.8823 461.5302 426.2169 568.4354
8008 NM_0011103 RNASE9 35.71179 34.98555 34.95424 31.78464

22913 BC070061 FLJ13744 66.11897 79.99962 68.28166 41.29074



9601 NM_153208 IQCK 410.2944 402.7281 387.4234 409.1235
28740 --- --- 127.3073 79.06947 121.929 144.3201
8756 NM_138555 KIF23 3151.607 2082.194 2768.458 3851.469

24304 --- --- 77.07774 80.99503 71.52987 75.22793
28185 --- --- 158.1178 151.8143 91.69991 177.7411
9356 --- --- 11.64955 8.877705 13.06543 17.33894

16405 BC107704 C20orf106 73.37162 102.5888 79.03229 96.72479
20497 NM_004237 TRIP13 2256.037 1618.316 2363.264 2019.507
3308 --- --- 16.4972 20.38843 17.44846 23.28195
4885 NM_00100528OR52H1 73.59946 69.48418 79.44537 70.52616
6268 NM_007197 FZD10 202.8069 195.2238 186.8373 180.5997

18738 NM_016453 NCKIPSD 449.5333 499.2923 451.9837 396.2475
4972 NM_012139 SERGEF 708.2017 847.2375 656.3262 925.3424
1063 NR_002601 FMO6P 35.88158 46.78464 35.44373 33.33608

14232 NM_175769 TCF23 188.6638 219.9865 205.046 175.7657
24028 NM_022170 EIF4H 5742.357 5101.472 5667.257 5410.276
18265 NM_032839 DIRC2 3149.13 3390.559 3353.347 2981.378
6153 --- --- 79.3988 76.80509 78.77824 53.72194

26707 NM_0010044 OR1B1 143.3866 152.4501 156.2797 116.1595
2460 NM_003851 CREG1 1285.85 1885.056 2095.092 1472.621
3344 NM_007329 DMBT1 82.78345 99.73758 70.22694 95.84687

27844 NM_0010244 GLRA4 109.4036 111.0972 128.5758 110.748
24512 NM_198508 KLRG2 273.2185 299.3745 279.1761 243.1511
10596 NM_203413 C17orf81 1399.689 1216.051 1119.265 1606.84
23913 NM_002735 PRKAR1B 371.4475 336.2405 508.3932 411.3804
8805 XR_018174 LOC441728 209.4599 325.9435 181.3556 222.4524
6826 NM_153694 SYCP3 37.52484 93.28479 21.62262 25.43445
7373 ENST0000037RP11-90M2.3 40.73748 57.49502 37.10292 36.87699

19955 NM_152301 MRFAP1L1 661.5822 563.5549 632.5179 680.1309
12599 NM_020209 SHD 101.115 116.0273 101.5986 106.2183
28378 NM_001288 CLIC1 7959.577 6414.573 7559.452 8128.342
21171 NM_012334 MYO10 975.6309 1966.054 395.2307 1842.096
13186 NM_014225 PPP2R1A 3710.516 3509.509 3941.627 3532.706
21104 BC130442 LOC285679 61.36569 49.90291 63.71577 69.43108
25712 --- --- 79.12357 60.63382 63.37054 66.51804
21544 NM_133174 APBB3 384.1464 502.4033 390.8755 319.7738
25414 --- --- 87.64259 82.01733 63.01333 110.5505
2677 NM_005401 PTPN14 5290.125 3003.518 5036.628 5402.071

13874 NM_177542 SNRPD2 1026.826 1066.98 1285.137 1106.197
5691 AY151139 LOC360030 34.4207 46.67384 42.09224 44.02439

23732 NR_002187 tcag7.1015 1176.468 1191.413 1272.333 1152.352
15526 NM_0010020 ASTL 143.1172 125.0066 129.0537 130.3607
4007 --- --- 58.53891 47.48 52.34482 50.04815

15870 NM_004226 STK17B 2187.087 2747.242 1489.87 2842.283
18977 NM_00101588IGSF11 142.9682 453.0979 221.5024 183.3849
14689  ENST000003 FKSG30 4983.328 4721.003 4976.026 4872.145
17170 --- --- 167.48 152.9246 154.4649 162.5049
27170 --- --- 106.4735 135.2452 95.3086 105.8593



18059 NM_004947 DOCK3 134.2194 126.3399 161.1558 159.1773
12748 --- --- 45.46291 44.4587 50.99008 48.82784
1291 NM_014184 CNIH4 2876.803 3380.221 3351.435 2586.61

17573 NM_014433 RTDR1 110.1826 90.65451 101.9618 110.4678
20019 NM_003263 TLR1 106.8221 137.501 112.1945 128.1064
28120 --- --- 16.14858 19.60518 19.64036 16.52889
15226 NM_018263 ASXL2 2036.674 1560.783 2129.79 2127.998
13243 NM_002255 KIR2DL4 82.44713 75.53007 75.01958 81.3716
5228 NM_130802 MEN1 1015.345 766.861 854.2164 1041.862
319 NM_152493 ZNF362 748.0051 574.3913 639.1064 611.3746

6562 NM_144593 RHEBL1 177.623 131.3014 158.2561 158.1814
10577 NM_153018 ZFP3 88.93681 89.93573 102.2581 100.3767
9617 NM_144672 OTOA 109.2364 114.7568 96.06842 105.5283

26152 ENST0000035FAM73B 226.2011 223.1484 213.0735 224.4582
9885 NM_016101 NIP7 4159.282 2582.261 3723.588 5085.787

18554 --- --- 47.8368 19.78064 40.33744 44.92133
13000 NM_000767 CYP2B6 40.28362 48.89488 27.94107 31.40489
4680 NM_006760 UPK2 155.4858 133.2002 161.3478 147.5207
8643 NM_182985 TRIM69 202.3724 153.4742 191.8815 193.544
5977 NM_052897 MBD6 842.233 632.9115 807.6534 759.0876
4529 --- --- 7.328911 7.351073 7.413748 8.393133
2721 --- --- 77.24939 120.4042 100.4757 71.85738

14380 --- --- 61.92854 74.01759 62.8667 96.91418
24839 --- --- 10.65744 4.455229 7.334542 7.589867
13723 NM_001864 COX7A1 59.01853 70.85368 70.52621 73.48217
4825 NM_014555 TRPM5 170.6445 216.1945 155.0025 193.5233

17097 --- --- 44.35214 40.54836 41.63419 31.25359
25480 --- --- 74.80891 71.97154 113.1928 133.2222
28551 --- --- 56.39596 71.83297 90.69929 67.10996
18580 NM_207351 PRRT3 731.93 792.1886 740.3854 697.9961
24564 --- --- 15.44794 17.51077 25.45562 17.90625
24473 --- --- 30.79256 44.19663 36.00032 34.02856
25844 NR_003366 ANKRD20B 163.0235 124.6219 126.2785 133.3115
26431 NR_003366 ANKRD20B 163.0235 124.6219 126.2785 133.3115
18206 --- --- 7.168713 13.02998 14.17889 15.81116
13310 BC044949 LOC10012839 170.2668 270.0552 193.924 259.9933
20447 NM_080874 ASB5 66.5612 55.63813 59.74043 62.46652
14828 --- --- 58.76314 64.71384 90.26454 107.6678
15711 --- --- 11.26178 13.58229 9.440167 10.57687
3382 NM_145202 PRAP1 217.2557 267.3443 194.5516 232.971
5703 NM_080387 CLEC4D 24.89556 20.70465 29.24501 25.27642

16504 NM_014731 ProSAPiP1 327.0851 342.2975 311.8827 317.427
15967 NM_022152 TMBIM1 5233.125 6394.574 4904.022 5441.787
1582 NM_018994 FBXO42 634.5943 894.9302 662.1071 778.5609
5091 NM_00100549OR10AG1 30.1994 45.04518 34.91205 35.85406
1755 NM_005202 COL8A2 680.7459 798.7863 712.5223 628.4694

10917 NM_005440 RND2 175.4901 233.0975 185.6765 158.3501
5136 NM_00100556OR5B2 22.37051 14.86826 18.9431 20.99201



18361 NM_0010804 SR140 2855.463 2126.151 2942.876 3555.186
10469 AF201935 C16orf61 3083.109 2882.914 3200.556 2540.393
24119 NM_138295 PKD1L1 97.56029 116.8808 99.0181 89.27631
22806 NM_020750 XPO5 2716.622 2385.213 2997.657 2663.843
8251 NM_021260 ZFYVE1 579.3221 683.9465 628.0615 534.0254
8231 NM_004450 ERH 6784.207 6099.298 6753.73 7866.281
6485 NM_006390 IPO8 1399.426 1488.252 1286.49 1531.45

20777 ENST0000032LOC10013070 32.76714 38.49428 38.31104 44.62598
8325 NM_0010801 PP8961 112.5805 115.348 131.6691 109.1007

12971 NM_172140 IL29 234.1042 237.8647 225.6828 213.4302
12882 NM_014686 KIAA0355 734.608 793.3081 685.845 782.41

904 --- --- 6.37941 7.060648 7.169908 6.895933
4287 NM_173801 PLAC1L 48.96737 41.03853 38.88726 35.24034

26250 NM_015456 COBRA1 2272.831 1707.483 2172.687 2321.183
8807 XR_018174 LOC441728 88.26338 85.51286 48.58683 96.63258

22637 NM_007243 NRM 1010.967 675.6528 903.1321 823.0933
10633 NM_016492 RANGRF 355.8323 399.9047 365.2135 341.0658
19425 NM_025205 MED28 750.5427 749.1172 812.6824 899.3127
14367 NM_002664 PLEK 15.32288 38.37315 45.26402 35.24777
21326 NM_0010992 C5orf37 950.3578 784.4835 1035.988 895.4374
15387 NM_138458 WDR92 296.9964 288.7889 266.3051 384.5216
18186 --- --- 80.76582 99.37039 84.55946 74.20838
15613 BC126397 LOC130355 117.6359 103.317 152.4797 121.5694
26670 ENST0000031FLJ31713 316.6544 307.8456 281.1524 287.5482
27788 NM_006639 CYSLTR1 20.18916 25.32286 37.88231 31.03784
21778 --- --- 65.13134 93.22128 74.85992 61.71812
25371 NM_000780 CYP7A1 27.00044 35.19086 28.15734 32.53155
6544 NM_0010041 OR10AD1 66.49298 79.57166 69.76756 65.44663

13552 NM_006563 KLF1 442.8193 370.6043 417.9615 400.3965
1110 XR_038100 LOC10013051 1407.585 1361.839 1560.549 1535.061

24405 --- --- 18.758 30.56728 10.7835 22.515
13112 NR_004401 SEC1 127.8712 158.4572 105.7677 126.3925
22764 NM_020737 LRFN2 66.97654 60.96543 64.93971 77.56951
5050 NM_0010089 CKAP5 3864.879 2553.341 3678.849 4797.122

17924 NM_005508 CCR4 95.11486 107.755 111.5306 100.3992
23249 --- --- 42.30961 33.81037 44.13968 41.46968
14609 NM_173842 IL1RN 27.66475 32.30096 29.15516 37.23532
23386 XM_00171437LOC10013098 41.15555 29.40047 32.14682 31.49598
12454 NM_0011016 CXXC1 480.2162 346.643 427.4091 428.4913
2075 NM_152763 C1orf62 38.05547 34.58051 64.55344 33.76728

14003 NM_023074 ZNF649 351.8987 417.1956 374.9164 419.9887
14204 NM_0010804 LOC388931 32.32986 27.87264 33.48676 29.22264
22942 NM_002042 GABRR1 166.8326 170.864 206.1542 169.9144
5931 NM_0010055 OR6C68 12.80172 14.76307 17.5106 11.94559

21907 NM_030883 OR2H1 179.2075 253.764 181.9971 234.3235
3050 NM_032578 MYPN 343.62 125.9049 408.3145 327.0585
4545 NM_016401 C11orf73 684.9526 776.7737 781.3616 866.1658
1807 NM_144990 SLFNL1 172.791 156.7542 178.4589 171.0758



25078 NM_178172 GPIHBP1 281.703 274.1575 255.4899 251.1843
16117 NM_000915 OXT 386.0302 360.1855 357.5636 346.7336
22570 NM_005319 HIST1H1C 3108.421 2044.118 3003.734 2490.282
21106 NM_001746 CANX 9689.118 9687.827 9683.322 9976.559

889 NM_003125 SPRR1B 316.0052 244.1828 302.9546 323.0773
28598 --- --- 92.0801 65.20225 81.2402 84.40944
11447 --- --- 23.1682 20.88892 22.05788 23.57211
22627 NR_002139 HCG4 228.7678 442.2048 273.566 209.1589
11422 --- --- 13.54534 14.62524 18.21429 15.32139
7986 --- --- 109.4248 133.2206 110.4981 106.2417

17775 NM_014351 SULT4A1 66.10763 92.19628 84.57865 67.73587
6851 NM_004072 CMKLR1 55.21532 69.21551 56.88011 57.20328

10821 NM_173167 UNC45B 86.33614 56.16513 90.27007 92.51964
27271 NM_206917 NGFRAP1 1139.894 1024.197 1053.533 1172.972
19772 NM_032557 USP38 1115.26 960.6251 1246.681 1140.005
19408 --- --- 58.60106 31.80464 50.65112 75.82339
22561 --- --- 192.7903 119.3095 192.76 146.6899
3971 --- --- 75.74896 77.51011 76.57244 77.21003

21803 NM_182757 RNF144B 217.6038 536.3057 294.7104 452.2411
8752 BC101594 TMEM84 79.1318 86.01616 94.56464 91.78335
312 --- --- 3.400684 1.945492 3.666677 4.325761

23403 --- --- 47.25531 28.34379 40.63958 37.2784
7537 NM_00100548OR4K15 20.95074 42.91455 29.65328 31.48797

18392 --- --- 10.88184 9.146795 12.22745 7.919117
28119 --- --- 15.26411 9.362021 11.12451 11.32332
15294 NM_025264 THUMPD2 462.5836 461.12 462.0099 633.9806
22587 --- --- 29.70745 17.6153 22.4014 36.92761
10358 --- --- 71.9786 73.41238 93.42675 86.60069
19711 --- --- 3.925212 16.67987 10.92194 5.911367
5767 --- --- 9.873568 2.870197 13.73818 12.03354

23548 NM_138290 RUNDC3B 151.6033 123.1249 129.9369 198.0944
12245 --- --- 27.75443 25.88076 19.81893 25.10163
8069 NM_138476 MDP-1 122.8582 145.5567 95.29786 117.1907

18919 --- --- 42.88105 33.24414 54.51088 48.11441
2103 --- --- 10.62133 8.77052 17.34815 14.06618
2496 --- --- 25.95365 28.51605 29.61252 26.99713

16260 NM_021202 TP53INP2 498.7348 537.6248 538.7816 468.869
18467 --- --- 40.3527 21.02583 36.29388 20.84459
23632 ENST0000033MUC3B 84.43033 93.41129 88.66734 80.24295
15592 NM_005054 RGPD5 2756.909 2803.503 2820.328 3466.646
16634 NM_000687 AHCY 1959.942 2129.627 2080.487 2149.855
24999 NM_015420 WDSOF1 1059.808 1025.359 1034.437 1465.169

425 --- --- 19.28673 25.70773 22.01253 26.52599
20117 --- --- 122.8431 190.0033 144.2157 160.4227
9332 NM_0010071 FSD2 74.25789 71.10307 72.46969 74.68595
7789 NM_021239 RBM25 1765.979 1314 1904.375 2382.592
5678 NM_001975 ENO2 922.3212 2730.521 726.1351 1737.903

13572 NM_005804 DDX39 1512.134 847.7687 1298.601 1456.495



14099 NM_024762 ZNF552 162.8519 191.9019 183.3495 184.7213
22924 NM_014895 KIAA1009 139.6064 96.01403 121.0717 190.9303
6347 NM_031491 RBP5 268.453 270.476 256.4627 253.6151

27603 NM_031894 FTHL17 225.6662 261.1805 233.3517 203.9256
16146 NM_000933 PLCB4 1144.219 924.1257 693.2409 1013.885
20391 --- --- 175.1385 168.0347 137.0263 169.914
2628 NM_030952 NUAK2 335.1788 349.8036 451.6148 495.1777

22997 BC101714 C6orf224 24.93873 29.49357 25.37094 35.54033
8432 NM_00108084LOC650137 6.306376 8.356976 10.33413 14.95041

11096 --- --- 15.59792 17.58133 14.09849 15.42859
3222 BC037252 C10orf62 52.54292 53.11983 64.17056 53.42833

15738 --- --- 36.24106 18.78415 44.45074 43.4561
14573 NM_172099 CD8B 212.3903 246.574 219.7981 213.718
10885 NM_005801 EIF1 8069.168 7001.358 7958.396 7611.394
21301 NM_022892 NAIP 499.1688 568.9938 376.2924 653.3453
21580 --- --- 69.22306 83.29363 79.09263 78.03277
26098 AY278562 GPR144 136.8941 182.3408 177.4906 158.6374
17785 BC009388 LOC554174 108.0119 108.6333 99.40052 105.0057
6721 --- --- 75.14599 103.3788 74.8322 53.91881

27926 ENST0000037RP1-57A13.2 267.086 139.2008 235.5775 297.5002
28817 --- --- 15.70723 32.49105 36.70537 32.5671
23701 NM_024913 C7orf58 536.7423 1037.683 879.6818 1034.756
16508 NM_145762 GFRA4 373.0182 402.8545 393.0726 374.5068
12461 NR_002970 SNORA37 404.6282 372.8925 585.6916 382.1392
4540 NM_032273 TMEM126A 361.8477 333.1107 374.6633 335.8035

14738 --- --- 27.33338 46.47006 33.5163 20.07258
13524 NM_00108049ZNF823 148.502 108.3654 100.9091 184.4875
10908 NM_173478 CNTD1 381.2222 418.9375 361.6982 428.5136
7870 NM_024832 RIN3 669.0065 491.2228 691.6235 642.7297
4333 NM_0010853 LOC790955 463.3808 307.0005 375.7329 450.2395

14146 AK123041 FLJ41046 89.99765 110.8272 92.76085 89.5464
18458 NM_006218 PIK3CA 1552.28 1160.035 1230.133 1681.564
7440 NM_022118 RBM26 1451.122 1074.384 1511.635 1850.371

22365 NM_016485 VTA1 1896.388 1522.022 2000.195 2580.257
23889 --- --- 59.35183 57.62939 60.58337 57.4858
26708 NM_005388 PDCL 975.9041 790.7535 816.329 1169.817
20594 --- --- 136.3738 94.97719 126.4404 126.3224
4562 NM_005959 MTNR1B 87.83549 74.15787 111.2736 110.3001

15591 NM_032494 ZC3H8 310.3831 312.6931 314.121 345.1758
3899 --- --- 77.71035 66.96037 88.65761 70.29884

21197 --- --- 28.28513 26.44773 44.04801 35.39136
11999 NM_178520 TMEM105 156.6235 180.9259 172.8531 155.7246
16832 BC036837 LOC198437 347.0422 350.3816 342.6215 324.9031
21703 NM_000843 GRM6 282.2401 283.5861 313.7088 354.3328
25080 NM_138465 GLI4 219.5326 266.6338 230.8275 232.721
16898 --- --- 80.20993 80.21407 82.76511 73.8007
8610 NM_016359 NUSAP1 3707.186 2344.365 3519.036 4469.153

24909 NM_004770 KCNB2 114.5438 120.4909 96.72173 108.3715



9602 NM_017888 ACSM5 64.843 76.95872 62.47301 68.02876
4574 NM_015368 PANX1 1173.016 1966.478 1467.987 1427.997
2957 --- --- 16.20206 44.41774 15.98181 33.16067

10134 NM_021247 PRM3 105.6098 115.0938 112.9248 114.1159
11547 XM_940940 SLFN14 27.30568 47.46317 39.22268 31.02058
17089 NM_000219 KCNE1 113.2452 133.3161 127.319 109.8941
17221 --- --- 23.69384 17.43022 26.03572 25.46746
17243 --- --- 23.69384 17.43022 26.03572 25.46746
17556 --- --- 23.69384 17.43022 26.03572 25.46746
24030 NM_175061 JAZF1 541.5988 823.6685 500.6994 785.3732
13980 NM_144505 KLK8 182.0987 190.3337 179.5594 180.1906
20065 NM_0010246 LOC339977 58.88228 48.52218 46.28814 47.27039
19299 NM_018406 MUC4 72.05124 69.64712 80.7011 74.69946
28159 --- --- 50.79877 45.12566 50.52981 46.67635
11289 NM_014520 MYBBP1A 1263.026 1057.862 1283.13 1273.758
23254 NM_018106 ZDHHC4 1323.247 1471.862 1218.373 1416.063
8425 NM_0010124 GOLGA8E 245.5325 268.4614 249.2755 259.9174
8636 NM_00101810SERF2 1545.743 1548.466 1338.697 1485.653

11286 NM_015113 ZZEF1 728.7051 674.9416 756.069 736.0005
7443 --- --- 84.16696 84.36444 89.92667 67.17943

21304 NM_004536 NAIP 433.4622 495.7415 327.5716 566.5389
28264 NM_004536 NAIP 433.4622 495.7415 327.5716 566.5389
2676 XM_00171486LOC643330 38.65323 36.65527 48.70608 51.1487
7265 NM_014363 SACS 2353.293 1455.365 2498.773 3369.144
393 --- --- 37.29653 47.55906 35.71039 37.25924

8151 NM_020921 NIN 1436.363 1228.075 1533.152 1527.305
20607 NM_006144 GZMA 128.9477 148.6973 141.9682 155.5392
13624 NM_005535 IL12RB1 154.2419 150.3896 146.6194 163.0371

360 NM_181809 BMP8A 153.9161 226.149 151.828 163.8263
17079 NM_019596 C21orf62 49.69345 44.98974 53.84702 51.40208
12513 ENST0000031FLJ25715 123.1413 104.0892 85.13761 121.462
19786 NM_018241 TMEM34 2696.235 2211.423 2798.354 2668.428
16873 AF304442 C21orf118 58.38611 66.72212 71.68626 56.07576
14630 NM_006773 DDX18 1976.897 2112.082 2214.079 2260.244
12231 --- --- 2.692498 9.601454 5.936172 4.179647
10104 NM_145253 FAM100A 1443.624 1538.063 1348.676 1469.965
22335 NM_053278 TAAR8 45.99274 64.65481 43.33568 50.97439
12878 NM_001806 CEBPG 509.6461 490.8873 544.4744 496.8842
22862 NM_030820 COL21A1 93.96935 83.08446 102.5747 88.69063
20238 NM_002106 H2AFZ 5636.569 4507.726 5898.064 5355.644
5478 --- --- 63.90147 51.77801 60.41912 54.21951

26691 NM_012164 FBXW2 1995.525 1531.421 1954.493 1816.587
2386 NM_052938 FCRL1 103.2029 96.70075 107.9578 98.78722
2519 NM_004319 ASTN1 273.8039 289.537 296.3067 264.0739

14430 NM_002909 REG1A 78.91169 78.52985 97.31816 87.45129
19519 NM_020722 KIAA1211 214.7225 247.9704 181.2757 220.3619
21526 NM_004730 ETF1 2060.8 1534.957 2056.845 2260.872
4578 NM_152431 PIWIL4 61.90915 87.64094 67.16898 55.80437



20702 NM_005242 F2RL1 3516.513 423.8971 819.9811 1017.02
25486 NM_018710 TMEM55A 994.0463 1144.113 858.5989 1266.773
16706 NM_006809 TOMM34 3459.516 2302.431 3283.031 3619.696
28356 NM_007243 NRM 1218.467 816.1697 1083.07 981.5767
28485 NM_007243 NRM 1218.467 816.1697 1083.07 981.5767

345 NM_025079 ZC3H12A 365.7965 1410.443 925.7617 660.5486
7670 --- --- 125.2942 139.9784 121.7641 123.8608
2853 --- --- 13.12616 6.064978 13.37176 12.19166

14875 BC089438 HNRNPC 4056.29 3064.635 4066.447 5659.262
26605 NM_015051 TXNDC4 2329.6 2296.87 2501.639 2379.542
9399 ENST0000037LOC440313 154.0009 106.0162 148.4917 121.5367

21394 NM_0010404 ERAP1 1444.716 1736.39 1766.536 1163.357
1506 NM_018198 DNAJC11 1460.408 1471.522 1468.362 1785.795

25198 NM_0010330 DEFB134 34.58388 63.47697 38.15296 39.8225
14179 NM_004939 DDX1 3356.625 2902.288 3446.418 3687.184
25270 --- --- 68.06492 82.81287 73.03205 62.42469
20888 --- --- 10.07978 2.064559 7.994771 7.44901
7713 ENST0000039EXOC5 20.4836 24.72499 21.56401 30.39565
7921 NR_003232 SNORD113-4 3.163123 5.685758 6.347831 5.221949

23083 --- --- 26.13396 27.05791 25.20312 26.12866
11943 NM_033452 TRIM47 381.2205 346.7742 488.3354 351.5941
25993 NM_002486 NCBP1 2938.65 2356.391 2872.651 3567.131
17803 NM_002751 MAPK11 303.0306 263.785 263.7548 269.2293
2727 --- --- 66.37753 61.62733 66.34733 73.48098

21557 NM_032420 PCDH1 779.1806 497.4241 423.655 181.4738
21172 --- --- 15.98187 9.607137 9.284389 13.24748
21315 --- --- 48.61327 76.62926 62.49223 47.89288
2799 --- --- 138.8521 147.7807 140.1937 117.6486

17985 NM_016006 ABHD5 1241.276 931.1685 1407.47 1368.7
2315 ENST0000036INTS3 141.9769 109.5591 122.9022 166.86
8200 NM_0010402 ESR2 85.35635 61.81717 83.35276 96.32423

26111 NM_002316 LMX1B 187.6749 189.9983 188.8388 154.9381
5723 --- --- 86.70512 80.18322 67.01021 80.95887

22667 NM_001288 CLIC1 7206.466 5809.793 6858.952 7318.926
9349 --- --- 3.915419 6.84876 6.130706 6.659419

21748 NM_004332 BPHL 648.2144 1008.47 657.6139 598.124
8981 ENST0000031LOC10013202 64.61134 56.40256 73.96919 58.95647

21023 NM_000811 GABRA6 245.0547 275.981 238.5383 246.7813
24033 NM_014817 KIAA0644 548.1719 527.0398 572.8488 444.93
20641 NM_0010937 FLJ13611 408.1431 389.3726 381.1102 547.8894
10174 NM_016641 GDE1 768.268 1138.924 861.8671 1027.945
25077 ENST0000039C8orf31 237.2917 164.5326 150.7267 141.2379
9866 NM_198443 NRN1L 211.0419 199.9061 188.8705 207.3229
132 NM_018022 TMEM51 399.3047 605.1049 361.4133 560.8875

1521 NM_024980 GPR157 535.1121 1284.278 552.0659 559.7565
20767 --- --- 59.76794 69.61524 37.31408 50.49282

361 --- --- 0.01152312 0.00428305 15.58315 1.373218
4765 --- --- 312.5353 401.7008 249.2877 244.5455



8230 --- --- 306.929 420.2279 288.2086 338.9513
1813 NM_032257 ZMYND12 60.27469 106.0234 73.40951 70.37858

10694 NM_000422 KRT17 386.5987 401.3951 395.8415 354.0586
3840 NM_014881 DCLRE1A 408.5009 335.9068 429.0427 441.9442

27727 --- --- 273.7602 275.7668 274.192 266.2291
21575 NM_003122 SPINK1 33.78296 68.62295 45.66477 43.45048
1419 NM_00100468OR2L3 61.18253 43.69325 48.80407 49.53162

27014 --- --- 621.6432 759.9984 720.5836 470.2336
18430 NM_00108046LOC344657 72.46629 66.52888 87.20886 108.0655
1045 NM_0010804 DUSP27 132.4276 143.2917 140.5105 124.5019

21790 --- --- 32.098 34.11268 22.7957 31.40542
22293 NM_138459 NUS1 5059.783 4442.938 4576.167 5240.273
27222 --- --- 46.45901 77.74406 55.8293 51.17646
25806 NM_001216 CA9 114.5112 1475.894 357.5712 250.3474
7035 NR_002574 SNORD102 56.53196 58.75763 33.8276 67.65601

28832 --- --- 18.4313 13.47838 9.706142 13.26616
23425 --- --- 13.46638 16.40668 19.03035 17.96988

469 NM_032864 PRPF38A 1844.689 1357.135 1883.064 2464.223
2822 NM_00100449OR2B11 76.95072 73.23685 89.9871 104.1564
6711 ENST0000032C12orf61 630.696 674.3778 637.0811 586.856

14102 NM_133460 ZNF418 266.4033 306.2569 239.1592 192.7895
21255 NM_019030 DHX29 1404.296 979.3242 1339.064 1994.268
3268 --- --- 14.9854 12.47624 9.947946 12.00804

14449 NM_031283 TCF7L1 435.6488 596.7451 407.0906 498.5205
18068 NM_0010039 PARP3 656.7936 687.7794 610.8111 542.5961
26878 ENST0000036ND6 988.4738 783.0067 869.2398 1068.495
18477 --- --- 14.5973 23.96878 20.2007 17.10056

590 --- --- 636.2432 540.3712 705.484 725.7446
3640 --- --- 39.21457 36.21604 37.19885 41.57975
6775 BC038413 C12orf50 33.96328 45.16581 51.7677 39.52577
7558 XR_041734 LOC643332 83.6052 88.98026 84.01269 80.59371
1127 NM_001357 DHX9 3381.891 2521.236 3760.809 3505.835
749 NM_006623 PHGDH 1638.482 3254.737 1620.336 1864.12

6917 --- --- 175.441 193.209 187.6572 198.4118
1135 --- --- 46.53397 40.94471 46.98325 53.03339
6260 --- --- 5.315883 4.702415 3.566287 8.336605

19621 --- --- 134.8479 132.2323 111.8562 143.932
5700 --- --- 119.3472 143.2008 145.3985 144.5521

22779 NM_004275 MED20 1420.456 1000.558 1282.299 1765.216
8498 NR_003303  /SNRPN  // SN 3.95795 4.467192 20.52467 5.595342

17569 NM_080764 ZNF280B 105.2059 203.3849 114.5962 112.2042
18594 NM_002880 RAF1 2861.121 2597.463 2521.858 3058.725
8594 NM_033286 C15orf23 3213.171 1538.037 2683.963 3792.774

23317 NM_147128 ZNRF2 979.6147 949.3129 937.1077 880.0935
25212 NM_139167 SGCZ 33.11976 26.29006 35.29725 39.66255
28721 --- --- 111.0163 121.1033 103.1213 188.9068
25334 --- --- 40.77177 28.78823 27.27438 46.6806
6469 --- --- 11.00657 14.33462 11.79413 15.51137



19627 NM_001263 CDS1 197.7047 146.823 218.0716 323.8502
28154 NR_001530 TTTY9A 51.9872 47.59687 50.01016 49.55166
28226 NR_001530 TTTY9A 51.9872 47.59687 50.01016 49.55166
11740 --- --- 249.3004 240.5759 239.1277 242.5033
16499 NM_174856 IDH3B 2419.692 2380.215 2390.697 2432.985
11082 NM_005828 WDR68 2461.012 1978.38 2107.959 2265.19
13365 BC020512 FAM108A1 357.2992 418.6007 313.9406 313.107
11014 NM_003786 ABCC3 346.2172 395.7418 365.0107 234.8113
1207 NM_005076 CNTN2 178.3097 157.922 151.926 168.3074
4932 NM_020645 NRIP3 1139.282 1347.724 789.6452 1538.47

12276 --- --- 41.78355 32.61426 29.35532 30.82374
16643 NM_015638 TRPC4AP 2202.443 3101.707 2155.285 2071.548
23062 NM_033515 ARHGAP18 1583.884 917.601 1388.24 1445.327
23858 NM_198455 SSPO 293.5115 310.3293 284.2217 300.6761
11125 NM_023036 DNAI2 128.8391 138.8934 133.1348 139.6324
7158 ENST0000031FLJ35379 156.3545 180.0772 162.2263 184.9307

25564 NM_002546 TNFRSF11B 805.6661 288.1074 432.2913 571.7704
4828 NM_003311 PHLDA2 1820.563 1117.44 1896.698 1229.825
9921 NM_018975 TERF2IP 991.4501 943.343 893.2378 1050.653
173 NM_002584 PAX7 118.4207 156.8291 120.8877 121.3855

22548 --- --- 64.61407 64.67468 70.7842 59.60929
17651 --- --- 13.83576 6.432665 14.5464 12.22298
27594 --- --- 70.12939 57.05071 65.83686 66.25411
7901 BC093661 C14orf177 80.07337 77.27138 71.53992 73.33273

21046 NM_0010348 KCNIP1 50.90672 37.02991 48.11841 67.96791
26324  NM_021268 IFNA17 74.9029 77.00443 76.95306 78.66216
8092 NM_00108389STRN3 1198.083 1306.985 1144.001 1280.8
4522 NM_003251 THRSP 114.986 111.3943 106.6688 102.2449

15901 NM_152388 ALS2CR4 734.2095 850.5435 752.7215 783.772
3243 NM_030971 SFXN3 928.7106 1318.669 977.5807 1014.763
1046 NM_002697 POU2F1 1544.99 1487.067 1884.21 1552.155

27011 NM_080817 GPR82 11.97289 10.05294 13.26392 13.46087
8822 NM_0010136 LOC123688 174.5705 320.2608 140.6318 288.1962
8156 --- --- 96.5976 105.9312 114.5939 98.35899
5567 NM_00100446OR10G7 133.7762 196.339 136.6161 96.42498

17470 NM_015124 GRAMD4 380.7889 968.6877 342.6527 346.863
27817 --- --- 11.51292 10.25972 12.16388 12.19572
10594 NM_201566 SLC16A13 358.9875 295.9873 341.3478 526.1135
19732 NM_139243 ADAD1 76.37049 109.7408 107.2159 92.0218
9946 NM_178452 LRRC50 132.483 132.2124 141.0777 133.8022

18711 NM_199183 TESSP5 158.3283 166.1631 172.1078 161.4797
16285 BC017557 RBL1 81.26453 69.06012 82.85397 88.43546
25931 NM_024945 RMI1 537.577 352.1417 562.197 698.1705
18327 NM_025180 CEP63 545.4323 411.7379 510.2291 719.6356
27931 NM_0010136 WDR40C 919.6131 851.0175 822.4012 858.6954
1142 AY854248 C1orf27 654.0885 679.7232 804.9196 731.3239

22670 --- --- 4905.21 4459.902 5121.643 3432.458
3399 NM_004508 IDI1 939.8634 643.8676 775.8492 1676.074



13352 --- --- 158.6977 186.8232 168.0465 170.503
5106 --- --- 46.79405 26.26064 41.31247 40.95131

13484 NM_152289 ZNF561 500.0489 517.6677 584.4681 559.4968
2823 NM_198074 OR2C3 35.99459 53.69967 46.25593 42.75006

25286 --- --- 7.484287 1.811294 7.16358 3.499618
13033 AF187986 ZNF155 184.7027 228.6278 184.8463 208.0354
2558 NM_002597 PDC 26.75312 30.20085 25.36654 27.58564

28676 --- --- 86.54684 178.457 85.17815 91.52102
18273 --- --- 0.01420328 0.6735725 5.208452 1.487537
9289 NM_032808 LINGO1 97.47992 122.692 107.1005 86.55194

11275 NM_032598 SPATA22 57.14167 95.29099 58.44865 56.43552
6831 NM_002674 PMCH 23.40544 13.15617 21.29265 18.23579
9663 NM_001770 CD19 111.9739 113.8823 98.47108 117.2654

17067 NM_0010992 KRTAP19-8 34.72709 10.22571 41.06606 47.27617
28503 NM_001288 CLIC1 7986.932 6452.16 7598.519 8079.567
23141 --- --- 3.731219 5.843705 9.71931 4.412389

129 NM_015209 RP1-21O18.1 605.4646 574.723 486.7171 644.8504
24338 --- --- 152.0306 98.00956 131.1024 173.6001
26441 XM_00171436LOC10013199 84.3269 100.2306 86.43021 75.72137
20143 NM_002994 CXCL5 272.5157 332.2524 249.9618 284.1763
17895 NM_144633 KCNH8 43.26712 54.91108 47.10513 50.61001
12999 NR_001278 CYP2B7P1 18.79404 19.60031 34.21087 27.50796
1580 NM_153213 ARHGEF19 208.8171 250.5207 204.4487 222.9042

24449 NM_178827 IQUB 12.90134 16.07407 21.07471 15.73094
25320 NM_020476 ANK1 95.3418 89.32309 100.8609 95.43463
15586 NM_032260 RGPD5 2703.398 2717.796 2845.793 3334.584
18260 NM_014367 C3orf28 375.584 972.8998 569.7858 533.8411
11865 NM_022644 CSH2 142.5578 235.7474 107.9596 128.0515
11624 NM_033185 KRTAP3-3 58.93009 64.0207 58.75885 67.10193
12046 NM_033185 KRTAP3-3 58.93009 64.0207 58.75885 67.10193
8424 AK127783 LOC400968 91.93124 104.0098 108.7011 105.5414

19043 --- --- 86.04639 84.22068 72.60011 85.43208
21379 BC020584 C5orf21 993.8492 940.6837 1120.056 1278.395
9741 --- --- 527.4376 657.1561 533.3553 449.6319

20308 NM_021803 IL21 23.63487 31.97179 36.48001 21.0353
3561 NR_003611 BMS1P5 1107.315 942.9229 939.7855 1168.264
7815 NM_005252 FOS 183.6181 849.0026 164.0811 182.1614

11989 --- --- 95.56244 108.1731 108.5376 104.5845
9841 NM_024922 CES3 89.45265 99.8629 96.78326 97.46898

18755 NM_001664 RHOA 8894.64 7724.443 8616.103 8207.442
4138 NM_024081 PRRG4 306.0078 247.4773 301.0055 301.1493

14922 --- --- 41.3971 31.95132 37.10314 38.59505
12356 --- --- 43.82825 38.74214 39.9917 43.03038
27133 NM_138737 HEPH 75.7739 87.34869 69.38045 70.52393
27210 NM_021998 ZNF711 85.63199 66.16582 86.49422 94.67973
2330 NM_001111 ADAR 2858.236 2625.839 3370.269 2839.069

21031 --- --- 85.2265 68.65143 102.5827 110.1554
8428 ENST0000033DKFZP547L11 256.3846 384.4389 345.8284 295.0206



1179 --- --- 51.33298 47.6333 32.59346 73.13196
277 NM_031459 SESN2 441.0504 423.763 558.7182 338.8433

15081 BC130307 UNQ830 633.1849 726.1271 626.3728 592.729
4335 NM_173810 TTC9C 789.4257 705.7838 620.1055 744.6611
6577 NM_013277 RACGAP1 4042.033 2896.518 3590.791 4837.13

18220 NM_0010425 TMPRSS7 80.82281 92.94428 91.8799 101.7582
7228 NM_000131 F7 256.109 275.0062 231.4066 290.1002

22722 NM_002418 MLN 158.1844 171.1607 140.1295 137.5929
19770 NM_172174 IL15 47.12442 23.74389 30.6704 59.05099
10213 --- --- 7.779827 12.0528 13.73531 5.035574
26066 NM_153045 C9orf91 717.8973 875.0875 919.3311 509.4459
15495 --- --- 63.5456 71.61295 71.74889 78.72649
17673 --- --- 237.6327 307.2241 273.7845 235.0478
8118 --- --- 27.93104 10.04142 12.79099 9.588207

21071 NM_198567 C5orf25 548.4592 532.9942 452.0107 567.3079
24138 NM_016139 CHCHD2 1742.894 1324.266 1704.148 1455.35
4647 NM_213621 HTR3A 129.9286 156.1719 139.7138 137.6945

19790 --- --- 36.61231 26.83747 24.83199 35.11688
174 NM_016183 MRTO4 1058.752 764.9423 1062.415 1442.189

17000 NM_006031 PCNT 622.2698 394.7326 549.7823 552.5818
2234 --- --- 6364.061 5357.304 6295.831 5090.47

20001 NM_153825 SEPSECS 405.3506 412.1662 375.781 413.8175
11207 NM_199287 CCDC137 478.3885 338.6104 460.4339 601.5236
11258 --- --- 392.225 434.5723 426.4019 342.4012
11592 NM_198993 STAC2 186.5459 155.3119 195.2276 186.6531
19070 --- --- 122.0697 134.9685 152.9482 113.2854
17006 ENST0000030FLJ45055  // 1729.186 1812.322 1743.743 2052.767
1440 NM_203477 MGC70863 1729.186 1812.322 1743.743 2052.767

18350 NM_0010804 ZBTB38 8196.605 4940.954 6828.825 8479.232
6696 NM_000075 CDK4 7344.125 5820.326 6879.971 6972.444
4040 NM_207186 OR10A4 67.92825 67.28615 76.25508 73.70647

28449 NM_001320 CSNK2B 5394.684 4145.367 5343.595 5073.827
20469 NM_020827 KIAA1430 1865.087 1705.269 2230.428 1903.078
6771 NM_182767 SLC6A15 1386.729 1295.58 1252.698 1316.344

22384 NM_005715 UST 645.5615 671.6379 614.6563 639.6744
1173 BC106877 C1orf106 344.8198 223.9329 349.1443 244.9024
5257 NM_032325 EIF1AD 1707.767 1127.521 1570.906 1367.607

13727 NM_020917 ZFP14 64.89975 75.61394 82.27284 76.54852
6143 --- --- 366.724 374.1148 427.1049 397.543
3662 --- --- 7.193816 9.900826 7.436947 8.649303
6745 BC093901 LOC283392 712.3943 507.3138 520.312 619.6211
7120 NR_002605 DLEU1 448.5416 368.6347 571.0493 433.465
3335 NM_0010300 PPAPDC1A 438.5741 986.7729 230.1469 387.5905

14950 --- --- 99.00604 92.8856 113.1522 111.4115
5125 NM_153450 MED19 401.5314 316.2747 348.1807 363.8181
4352 NM_013280 FLRT1 138.6858 146.5388 137.916 131.1931
537 --- --- 14.97408 14.66411 6.141871 10.92995

26893 --- --- 84.69421 53.07991 123.7704 72.23003



1108 --- --- 75.32105 94.01107 90.76078 99.22492
25397 --- --- 28.96831 37.56076 20.68178 20.43947
28306 NM_00101170MCCD1 165.6693 179.6134 190.8218 166.9324
28442 NM_00101170MCCD1 165.6693 179.6134 190.8218 166.9324
10610 NM_000937 POLR2A 3149.997 2628.285 3278.018 3062.715
17407 NM_021096 CACNA1I 191.368 174.5747 187.4399 192.4372
10120 --- --- 204.8465 159.9928 286.4557 197.2579
21844 NM_003532 HIST1H3E 917.1631 736.6854 863.2161 952.7406
25540 BC029562 C8orf56 60.36864 73.67772 51.87088 64.39294
7062 NM_004795 KL 186.2365 185.7614 180.5124 180.4726
6102 NM_017988 SCYL2 2565.497 2402.676 2232.325 3093.778

20740 NR_003719 NBPF22P 90.99693 81.16233 91.29411 88.39386
7193 --- --- 30.07594 44.78382 36.46997 18.58749

14653 NM_005270 GLI2 161.3476 85.94506 108.5267 94.27111
13893 NM_145056 DACT3 330.4568 303.4437 294.627 279.1364
8983 NM_0010014 LOC283767 63.62635 55.0733 72.86306 58.00254

27025 NM_005676 RBM10 1476.257 1297.721 1586.88 1378.943
2197 --- --- 81.64951 65.53208 77.64143 79.91716

23809 NM_00100166OR6V1 72.81473 60.99488 81.67554 85.07717
10681 --- --- 7.167198 4.437574 8.060313 7.398141

734 NM_001767 CD2 71.31973 68.34107 66.93422 69.87968
11354 NM_004217 AURKB 1932.51 1308.303 1855.855 1991.562
14872 NM_019048 ASNSD1 738.0283 745.7968 807.5536 814.6036
26160 NM_006676 USP20 368.4382 399.3589 354.1865 410.2796
20457 NM_0011113 CLDN22 44.47047 48.0636 42.9224 49.95741
10630 NM_001141 ALOX15B 184.8118 176.8268 186.8963 170.5773
2021 --- --- 124.3677 85.66472 136.4595 121.3699

26684 --- --- 5.084356 7.445503 8.364388 9.043349
24663 NM_153332 THEX1 607.0931 481.529 633.0922 783.1107
11887 NM_004655 AXIN2 113.5495 159.3474 123.3711 148.6961
17455 NM_00101298RP3-474I12.5 141.8627 161.2298 130.3366 127.2908
17575 --- --- 101.1244 102.3343 99.63283 102.5799
1025 AY423733 DDR2 926.1553 1001.654 1142.776 982.7473
6788 --- --- 12.80388 34.12314 51.17574 26.10486

18921 NM_014820 TOMM70A 1453.9 1239.363 1654.501 1472.36
13605 --- --- 173.1658 184.6517 172.3402 186.0068
3384 NM_138384 MTG1 1074.755 1017.523 947.3726 1122.784
5732 NM_001310 CREBL2 2811.37 2978.907 2717.426 2756.818
2391 NM_0010044 OR10T2 37.56179 29.98079 44.47404 43.28341

16883 NM_181600 KRTAP13-4 151.0657 129.0416 159.1642 145.6604
24438 --- --- 16.36558 11.00716 25.6599 17.68838
16799 AF172328 LSM14B 85.96311 63.58931 80.05901 90.06509
21293 NM_005582 CD180 25.7081 44.18785 37.85032 30.06247
14812 NM_025000 C2orf37 463.0699 402.6229 389.4409 541.2453
8135 --- --- 194.225 149.5686 150.1254 241.9075

16186 BC028708 C20orf26 81.12888 86.95744 75.22748 81.87035
19630 NM_0010256 ARHGAP24 431.8651 327.7349 361.4997 392.7794
4755 NM_017547 FOXRED1 2031.997 1232.444 1594.073 1892.114



19569 NM_00103744RUFY3 353.0539 736.9922 324.5293 421.0457
25249 NM_003155 STC1 976.1615 3203.548 1396.627 1802.263
18305 NM_153833 H1FOO 222.9877 256.9762 230.8215 226.6362
19086 NM_173543 DZIP1L 164.0289 175.057 142.126 163.0191
4844 --- --- 48.7858 33.34393 38.98547 69.44699

24118 NM_022748 TNS3 1574.039 1610.174 1978.056 1282.578
18981 NM_005191 CD80 61.39318 83.20337 74.84692 71.08746
10591 NM_0010043 RNASEK 1464.107 1511.538 1693.453 1498.495
27758 NM_001504 CXCR3 205.7831 177.5042 173.6156 215.8684
27928 NM_0010815 THOC2 2219.401 1842.148 2399.179 2374.542
27660 NM_006875 PIM2 313.3224 402.954 403.9649 360.7833
15875 AY358249 C2orf66 83.26158 118.3076 83.581 72.34238
24291 BC139906 LOC253012 17.43017 13.54879 15.23093 17.47309
19526 NM_000938 POLR2B 3370.652 2878.212 3595.828 3369.527
23391 --- --- 102.1614 62.7047 101.1625 128.7523
18379 NM_016275 SELT 6875.405 7141.161 6829.396 8327.565
27804 --- --- 46.18323 36.17093 38.28456 41.14504
23122 NM_198887 NUP43 3219.616 2784.458 2775.497 3716.147
4832 --- --- 222.9541 121.3479 165.1183 172.527
4342 NM_080866 SLC22A9 78.60923 89.13058 76.8686 73.82994

28788 --- --- 31.76784 34.51736 24.36698 36.01939
16296 --- --- 31.34692 24.87747 43.77356 23.51995
13420 NM_004793 LONP1 661.1691 735.4375 641.3278 662.9465
14549 NM_024065 PDCL3 849.4822 621.2863 851.4983 860.0999
23652 --- --- 26.19066 18.19526 21.35298 15.38438
23650 BC029175 MGC35361 124.4962 101.8233 112.1558 139.0317
18883 --- --- 208.9804 255.6151 216.9756 187.6519
21416 NM_031438 NUDT12 394.1158 521.2032 337.6517 663.0629
16189 NM_012255 XRN2 2025.747 1759.728 2149.887 2253.8
10380 NM_016140 TPPP3 107.4425 121.7741 98.06415 108.1611

400 NM_001255 CDC20 3359.343 1831.71 2965.468 4167.693
16984 NM_198689 KRTAP10-7 316.3123 302.2072 289.9039 256.806
3456 NM_0010044 ST8SIA6 62.0067 457.0849 66.10459 110.2134

13174 NM_0011013 LOC402665 55.32257 44.81987 31.02965 45.43311
10816 NM_207313 TMEM132E 224.1813 221.1912 206.1461 229.7648
26360 NM_018449 UBAP2 2145.352 1689.347 2227.505 2355.17
14969 NM_199229 RPE 1480.016 1751.483 1463.665 1707.034
26212 BC034752 C9orf62 222.1769 215.8805 207.8828 215.5097
4133 --- --- 83.18086 74.0206 116.521 101.0735
2403 --- --- 57.71476 34.04601 54.3726 60.35771

18336 NM_015396 ARMC8 919.7749 743.5217 812.915 1076.02
15298 NM_004718 COX7A2L 1572.598 1894.891 1491.291 1629.464
19559 NM_033122 C4orf35 16.84542 23.76601 16.29207 21.09868
12869 NM_004708 PDCD5 1709.143 1858.882 2039.888 1824.382
14929 NM_001204 BMPR2 2465.478 2714.787 2157.071 2604.569
18038 --- --- 26.52483 33.06515 26.44117 28.90897
27797 NM_024921 POF1B 31.5627 22.27856 28.73911 34.48757
19491 NM_020846 SLAIN2 3465.844 2986.403 3560.69 3481.475



20551 NM_178140 PDZD2 858.2297 394.0774 574.8272 595.6384
21133 NM_024786 ZDHHC11 136.6322 132.897 158.7657 155.4776
2242 NM_030920 ANP32E 1938.936 1263.298 2112.187 1924.02

21666 --- --- 234.4196 234.6133 270.9704 211.3361
26954 --- --- 11.44323 20.49781 27.75336 26.46755
13706 NM_198538 SBSN 106.0482 108.079 92.36303 102.1158
11361 ENST0000039LOC643904 465.3608 452.7756 436.7835 453.5698
26843 NM_0010331 ENTPD8 154.9899 165.8705 155.8622 151.9366
15443 ENST0000039SEMA4F 177.5756 182.412 218.3753 155.3118
15783 --- --- 89.85016 69.67291 67.6935 85.29533
14467 ENST0000035LOC400965 95.07995 119.7741 129.5683 108.8334
22609 BC101557 ZSCAN23 137.5859 134.9489 120.0476 112.9031
6502 --- --- 424.9394 300.619 501.2336 332.1813

10079 NM_0011031 CCDC64B 122.9786 131.938 145.4846 132.9935
3996 --- --- 19.90888 27.31739 25.92223 24.9711

17323 NM_016498 MTP18 475.1062 441.379 402.6792 517.0557
21914 NM_002127 HLA-G 4045.597 5194.284 4801.308 3330.692
11861 NM_153335 LYK5 386.4467 362.2473 374.5191 421.616
26335 NM_004432 ELAVL2 62.04805 50.41785 67.86588 60.51796
28074 NM_019848 SLC10A3 645.3246 468.0242 692.7758 511.1542
4015 NM_00100518OR56B1 55.54336 40.3189 64.33244 57.24573

85 NM_198544 APITD1 289.6623 250.1415 319.5566 328.2271
24790 --- --- 3.487815 2.236197 4.131797 4.990498
22035 NM_153370 PI16 121.2741 107.6604 115.3793 126.8278
17730 NM_003932 ST13 3729.114 4357.55 3788.953 4373.448
10929 AF143236 C17orf88 358.3116 390.4514 355.6464 392.9064
26315 NM_004529 MLLT3 809.7913 870.0173 873.315 961.3117
3505 --- --- 123.5839 116.7016 112.3849 126.3528
1109 NM_033343 LHX4 91.73497 81.62842 94.57677 115.9163

20790 NM_138773 SLC25A46 2480.063 2268.927 2195.597 2754.391
8682 --- --- 10.4044 19.3912 5.802019 11.85604

24613 NM_003382 VIPR2 117.1805 125.5887 132.5706 124.6332
11160 NM_180990 ZACN 122.8029 151.1582 144.0726 125.3919
16723 NM_172006 WFDC10B 126.1294 144.4688 157.9479 130.7792
4402 NM_006442 DRAP1 3941.742 2896.624 3927.426 3521.255

20978 NM_0010086 TCOF1 1061.888 831.7064 956.566 964.8284
15403 NM_022173 TIA1 1388.075 1526.032 1448.31 1741.365
18846 NM_002166 ID2 423.3178 431.8971 424.8099 415.1585
8720 NM_003099 SNX1 1094.666 1046.142 967.9214 1130.308
7615 NM_005249 FOXG1 148.1916 149.7457 140.5947 111.6666
1003 NM_004106 FCER1G 69.18207 100.702 61.24509 53.77274

21863 NM_080596 HIST1H2AH 506.5474 235.5739 545.8287 459.732
20411 NM_032136 TKTL2 129.3987 126.0381 134.7318 130.8175
9573 --- --- 47.96167 59.24409 65.40569 45.8103

13121 NM_033378 CGB2 245.6528 288.5809 270.5078 270.6837
27290 NM_020384 CLDN2 67.91604 63.31496 59.5813 69.75163
2687 --- --- 178.6977 207.9069 139.3233 172.537
3730 BC043217 FLJ37201 35.68533 53.33819 43.81322 38.83788



23219 NM_002360 MAFK 417.3682 370.2613 403.8492 344.0867
6377 --- --- 20.42967 13.85036 27.14553 25.97959

13157 NM_007121 NR1H2 1294.758 1240.439 1328.342 1057.798
24857 NR_004385 RNU105C 91.80737 74.79498 87.36009 92.71021
21645 --- --- 6.1822 5.630076 10.15128 7.105767
9150 NM_004498 ONECUT1 416.8507 486.6007 431.622 437.5928

21568 BC130586 PLAC8L1 89.74707 88.71136 90.1997 73.5317
69 --- --- 93.46928 90.24864 85.33124 93.18312

26894 --- --- 29.16074 36.98209 26.71978 27.85781
19459 NM_025132 WDR19 391.1521 413.1361 318.1594 485.2325
19152 AK128002 FLJ46120 124.1524 130.1665 142.4731 125.2106
26227 NM_0010393 KIAA1984 129.3425 151.6239 130.6408 128.2963
20015 --- --- 75.75379 82.33438 69.65781 70.03348
6990 --- --- 128.8959 149.9627 142.9659 118.55
6691 NM_032496 ARHGAP9 151.0163 142.1676 150.0841 145.3411

15265 NM_032574 DPY30 1673.641 2357.918 1937.321 1954.947
4983 NM_173588 IGSF22 108.3884 138.7043 111.8905 92.60337

10446 NM_012201 GLG1 3531.21 3947.463 3348.533 3640.438
642 --- --- 8.698486 5.754677 11.93119 7.932366

23210 AK097459 LOC10013208 94.87626 90.20198 96.7847 97.69112
14306 NM_014011 SOCS5 1246.244 1329.557 1393.364 1188.302
15138 NM_152783 D2HGDH 300.827 342.0153 248.8769 322.5016
26853 --- --- 16026.59 11221.66 12935.52 16070.57
24745 NM_003817 ADAM7 33.04663 26.29767 34.71395 30.58223
27919 NM_00108014RP6-166C19.6 171.132 190.325 184.7494 166.7128

189 BC142686 FAM43B 1707.999 1619.833 1671.904 1500.985
3205 NM_0010017 CC2D2B 26.45074 20.9447 30.90959 19.48512

21183 --- --- 26.84477 15.74303 17.26365 29.14585
24907 NM_0010117 XKR9 53.27006 92.49551 65.62472 69.60586
10607 NM_004112 FGF11 326.2376 448.7285 376.9164 354.3289
9909 NM_005143 HP 26.74696 14.37271 2.001863 15.92299
8419 --- --- 279.4588 265.6234 298.8858 279.7703
5520 NM_00107726TMPRSS13 107.9272 75.39387 96.69215 96.49696
2363 NM_005998 CCT3 4463.477 3690.952 4490.648 5049.761
2880 --- --- 15.61179 15.86377 12.30027 18.86969

13820 NM_019884 GSK3A 2800.041 2661.604 2876.254 2357.802
2815 NM_033213 ZNF670 195.2576 170.9037 196.068 214.1406

27341 NM_178813 AKAP14 23.06626 20.35123 14.31974 21.31135
18733 NM_000094 COL7A1 166.8051 184.414 166.9861 148.3936
4751 NM_145014 HYLS1 512.9877 262.8686 562.4804 768.9602

19801 ENST0000030DKFZP434I07 168.467 140.0757 132.2143 134.8183
1857 NR_002788 CYP4Z2P 15.29743 12.01813 14.34445 18.47376

20577 NM_152403 EGFLAM 71.25781 58.89897 70.02111 52.07211
5595 NM_153767 KCNJ1 37.03188 33.40581 42.44024 43.37847

17855 --- --- 12.7178 11.22229 10.68062 14.11388
2555 --- --- 22.94641 22.60134 28.4994 29.27805

13612 NM_033417 NY-SAR-48 281.7509 216.268 270.1548 332.3017
4887 NM_0010019 OR52N5 28.24428 36.45011 52.2931 37.29755



17737 --- --- 43.30935 39.92046 34.8931 43.43624
9572 NM_014048 MKL2 1026.212 839.6382 1160.348 1196.687
1519 NM_207420 SLC2A7 80.91526 75.09367 89.46198 85.95496

27304 NM_018698 NXT2 1014.879 1120.932 1200.493 1227.476
21589 --- --- 4.43133 3.478244 5.365112 1.853915
16815 NM_152864 NKAIN4 66.31742 101.9685 80.2469 86.88982
13987 NM_145232 ATPBD3 310.725 410.932 296.3445 299.4557
10609 NM_054028 AMAC1L2 293.0362 382.8138 305.5471 247.5226
25569 --- --- 20.41458 38.64341 17.69913 29.13614
12888 NM_00102999ZNF181 190.1793 255.7121 214.2924 268.1625
17255 --- --- 382.2236 340.6034 404.4911 416.7301
3575 NR_003611 BMS1P5 892.2841 754.4338 755.8099 939.7385

28106 NM_003411 ZFY 164.5348 383.0787 174.3743 182.0894
4766 NM_003658 BARX2 179.7859 231.0946 180.5472 174.7083

16979 NM_030891 LRRC3 602.2765 733.1366 604.6295 674.958
17060 NM_181604 KRTAP6-2 236.7213 158.9073 218.9961 203.1763
5659 NM_002342 LTBR 2660.246 2471.37 2615.241 2586.17

23436 NM_002040 GABPA 973.3075 854.9269 872.204 1017.763
7489 BC132748 LOC196541 50.77317 45.72977 38.68724 49.33202
9409 --- --- 31.72821 27.47977 32.72555 29.8562

17355 NM_005488 TOM1 742.9221 906.7963 738.0207 620.8091
21964 NM_025259 MSH5 187.8574 222.0278 157.854 195.9572
19664 NM_015143 METAP1 2589.598 1726.62 2398.758 2823.485
14586 NM_005054 RGPD5 2474.421 2536.74 2550.393 3099.27
9030 NM_00102356GOLGA8B 786.9561 1235.946 716.749 866.636

13976 XM_936901 LOC390956 38.22105 30.93894 42.25035 49.1111
7589 AB209653 DHRS2 108.4175 98.7651 114.914 93.81274

27867 --- --- 31.86919 35.75101 31.55642 23.58791
23189 AK127120 LOC401286 84.61979 95.80286 94.87946 89.00161
23205 AK127120 LOC401286 84.61979 95.80286 94.87946 89.00161
15986 NM_002846 PTPRN 109.228 105.5407 99.8122 112.3914
26046 --- --- 6.563631 4.299974 7.958565 13.84278
1352 NM_004837 GGPS1 659.4909 521.8294 691.2377 734.6379

19106 NM_019001 XRN1 1924.125 1886.389 1595.765 2093.014
10330 NM_00102519CES1 175.8182 191.5748 165.5154 154.4264
14708 ENST0000032FKSG30 5959.019 5369.168 5788.581 5715.508
3085 NM_019058 DDIT4 442.509 1773.479 512.7809 584.5925

20842 ENST0000033KIAA1024L 20.56513 11.50476 10.79038 18.02357
10534 NM_152348 WDR81 396.4689 466.8419 399.1322 424.9284
9809 NM_002996 CX3CL1 136.3588 198.8093 143.8878 137.5054

17409 NM_004810 GRAP2 75.4868 73.10762 73.9257 82.50364
3086 --- --- 10.44721 16.19267 9.04535 3.823075

15668 --- --- 4.57674 3.569585 3.86598 9.256455
11906 NM_139177 SLC39A11 378.0328 644.3429 333.5145 573.0893
7210 NM_172370 DAOA 117.2566 122.1878 103.1641 107.9157

12112 --- --- 23.32677 19.80159 26.25177 27.08478
2274 NM_0010044 LINGO4 141.8248 137.1504 145.9983 138.749

18356 --- --- 34.04541 34.66243 33.89184 35.47765



2453 NM_000696 ALDH9A1 1658.894 1594.565 1870.667 1949.109
10118 --- --- 80.38566 78.83734 81.81251 65.04024
14893 NM_199482 MOBKL3 1075.47 1528.845 1234.942 1201.251
5336 --- --- 21.3366 12.99787 5.138183 17.27719

28063 NM_005334 HCFC1 3242.928 2154.719 3286.01 3413.568
5229 NM_017525 CDC42BPG 135.5833 127.0117 134.7144 159.4978

22490 --- --- 56.43911 51.23635 74.24164 63.31657
14113 NM_012254 SLC27A5 81.58263 90.04755 106.3589 92.54677
25504 --- --- 82.13762 62.61042 98.69435 79.17782
16042 NM_018218 USP40 393.6903 454.9908 343.78 458.5719
5128 --- --- 86.84009 67.84531 100.2454 97.71764

22968 --- --- 0.7917551 0.00202419 0.00629061 0.01989763
30 NM_031921 ATAD3B 1137.868 1022.047 1235.152 1118.293

22680 NR_001284 TNXA 152.716 169.0886 158.8927 158.7496
16646 NM_002212 EIF6 3896.381 2926.078 4141.228 3353.958
18078 NM_015136 STAB1 116.465 110.2369 119.2186 118.9571
16308 NM_021931 DHX35 758.8492 561.5774 662.9808 706.1478
18689 NM_004391 CYP8B1 44.39315 38.205 57.76203 67.67562
13882 NM_00101264LOC339344 377.8891 451.3115 458.3673 356.4749
15678 BC029821 LOC554226 42.70965 50.20803 44.81235 33.52042
27369 BC063790 RP13-102H20 97.77676 82.994 101.5359 91.02497
14933 --- --- 0.7548734 1.775078 4.35079 4.737847
28300 NM_020442 VARS2 376.7527 332.8814 364.8587 382.7097
5550 NM_00100178BLID 401.0514 302.45 170.1861 422.0526

16861 NM_024944 CHODL 227.3492 264.252 250.936 240.9723
26783 NM_000368 TSC1 1420.009 1172.522 1342.429 1402.518

864 AK093351 FLJ36032 59.53259 45.89065 52.21422 53.50749
14062 NM_002842 PTPRH 238.6317 426.8119 189.7366 206.1109
15512 --- --- 13.51577 7.652135 9.270734 16.02733
26433 --- --- 13.51577 7.652135 9.270734 16.02733
25895 NM_00101094C9orf135 36.62674 40.12604 43.48488 42.44007
13286 NM_0010158 AURKC 144.6569 157.359 127.1953 143.373
10055 NM_178167 ZNF598 513.562 514.5295 555.4412 473.7058
10979 NM_013351 TBX21 123.8727 144.1644 121.3159 113.7572
12240 NM_015879 ST8SIA3 64.41945 39.1618 46.05895 41.65644
11783 NM_002634 PHB 6551.497 5763.448 5807.759 6380.58
14604 NM_019618 IL1F9 63.36464 57.03265 65.33376 68.64641
8615 NM_00108054MGA 1190.346 876.9443 1325.441 1262.461

26617 NM_00100196OR13C3 19.88364 21.28462 23.6822 13.27918
9494 NM_015944 AMDHD2 575.9808 883.8622 547.0065 614.627
9855 NM_000196 HSD11B2 90.14464 85.48392 73.87053 82.13383
2383 NM_031282 FCRL4 132.066 128.8357 138.4236 118.4717

15679 --- --- 47.69304 44.04123 60.51974 43.45274
26135 --- --- 214.8326 319.305 207.0754 232.3578
16039 NM_002242 KCNJ13 29.57711 64.98075 32.53732 20.68327

77 NM_005026 PIK3CD 405.7054 752.6877 448.4256 675.7973
16067 NM_004544 NDUFA10 1481.304 1491.377 1312.766 1359.339
23524 NM_030570 UPK3B 186.0304 278.597 234.9818 237.5638



21937 NM_020442 VARS2 374.5584 338.5885 364.4997 386.0898
17518 NM_022719 DGCR14 167.5296 151.9623 141.2684 154.221
18373 NM_004617 TM4SF4 99.22456 99.97868 91.61284 100.7745
5385 --- --- 115.6698 106.6859 110.428 97.51648

20857 NM_000589 IL4 26.20187 24.70323 29.34931 31.664
3091 BC015394 FAM149B1 489.9681 595.2858 501.0548 702.0954

11839 NM_016125 RNFT1 933.0194 1064.794 935.0085 1134.534
27969 NM_021796 PLAC1 81.03299 69.25793 91.80688 87.89094
13494 NM_0010317 FDX1L 518.1635 430.5798 555.556 571.4349
19680 NM_004757 SCYE1 586.3804 508.1722 582.443 713.3595
17445 J04119 RNU12P 136.3601 201.6292 146.8777 126.4891
16108 NR_002981 SNORA51 167.0757 164.3183 150.3681 197.0863
10649 ENST0000031FLJ34690 50.70216 42.37263 59.31534 49.83668
15258 NM_144575 CAPN13 52.05523 64.81634 59.24778 58.30901
10074 BC042597 MGC52282 156.2817 187.9801 155.2706 144.4286
7181 NM_006260 DNAJC3 1305.382 1072.666 1477.655 1351.471

25340 --- --- 15.35915 11.53317 25.86485 18.48715
23112 --- --- 27.57297 37.97816 23.19371 30.91989

837 BC017761 C1orf54 52.87209 62.48447 59.54329 45.51852
9908 NM_001361 DHODH 326.9134 407.3536 356.9714 319.1507
9416 NM_002434 MPG 965.748 1112.997 979.5352 987.2966

10650 NM_153604 MYOCD 37.14598 31.74328 41.551 38.88172
19999 NM_173463 CCDC149 156.8098 158.3619 180.0822 157.8531
3287 NM_005445 SMC3 1640.75 1023.26 1620.658 1857.46
1014 --- --- 67.74857 57.68747 74.48795 55.15711
4203 NM_0010055 OR4A47 52.38268 52.9204 66.04518 40.22654

27818 NM_004085 TIMM8A 864.4067 580.2631 1158.167 831.6992
16571 NM_016652 CRNKL1 716.7411 833.3347 824.301 846.9143
17976 NM_005385 NKTR 690.0635 668.3456 720.8762 790.6188
16770 NM_003657 BCAS1 108.7568 119.5081 152.7319 155.4304
5453 --- --- 40.87157 14.25627 47.75626 42.49625
667 NM_173532 FNDC7 21.24301 26.00211 28.20791 38.96379

13669 NM_0010986 ZNF98 1296.252 1531.821 1271.136 1527.471
26257 NM_000718 CACNA1B 115.8188 100.4258 107.2064 121.9715
15405 BC014975 FAM136A 1302.815 1013.116 1345.207 1561.967
17055 NM_181609 KRTAP19-3 57.23204 76.56274 60.16013 51.0852
13470 NM_178525 MGC33407 239.8987 291.0232 226.5824 236.4882
2427 NM_016382 CD244 49.17278 38.34205 36.31615 43.61672

23025 NM_002031 FRK 107.472 186.0806 125.7966 216.4274
20778 NM_000919 PAM 1850.58 2377.971 1988.678 1948.604
11828 --- --- 114.7719 230.1812 142.1302 128.5014
26167 --- --- 149.6978 183.8549 154.6403 155.8201
20646 ENST0000038FLJ46010 59.9947 68.02758 52.11543 48.32418
9525 --- --- 62.4274 50.39429 83.14769 51.77414
6330 NM_0010337 NOL1 1664.437 1132.733 1640.584 1921.373
3258 NM_002502 NFKB2 512.6332 702.4509 637.4492 601.3094

20463 AK097110 MGC24125 140.5847 170.1102 143.7294 147.7324
606 NM_207189 BRDT 36.22547 40.54337 39.80883 40.33385



24583 XR_018506 LOC392843 14.523 34.07537 0.7603476 3.163018
14009 BC032805 ZNF616 94.42001 114.551 115.0561 120.2126
2802 NM_014812 CEP170 3518.774 3442.859 3921.074 4146.141

13242 NM_012312  /KIR2DS2  // K 189.4965 199.1101 162.2074 176.692
20816 NM_000414 HSD17B4 1458.037 1461.417 1352.319 1800.799
6095 --- --- 4.828914 1.716676 9.18981 3.272096
1660 NM_00103168RUNX3 478.9872 1528.896 340.7083 418.2446

19479 NM_0010299 WDR21B 53.98769 37.44693 60.97881 61.48217
25957 NM_00101226CENPP 368.9786 219.9433 284.384 421.6055
20098 --- --- 34.1843 49.23006 36.92941 49.79555
27745 --- --- 15.78541 10.85812 5.561535 12.18113
21782 NM_030948 PHACTR1 324.4651 273.486 407.0887 414.8981
27302 --- --- 2.07587 5.582145 1.248172 4.773423
18167 NM_0010055 OR5K4 17.36561 29.45537 31.14719 20.02803

282 --- --- 20.28947 33.375 22.87676 44.06869
13030 NM_019612 IRGC 88.4268 101.6111 99.15247 93.18675
14633 NM_016133 INSIG2 318.8908 695.1767 322.0407 510.1625
8007 AF190748 GAFA1 40.48337 57.51036 65.79595 38.57306
4907 NM_003737 DCHS1 211.5298 301.5713 260.8265 229.0978

16492 NM_178460 SIRPD 160.2952 113.9282 84.68408 106.3142
24608 NM_002847 PTPRN2 198.8778 158.82 152.4059 170.1538
20076 --- --- 4.640309 4.556654 2.755007 2.744749
7752 BC068989 C14orf50 54.81578 66.4227 48.90504 81.19991

24022 NM_024014 HOXA6 826.8102 727.4251 720.5373 720.569
23221 ENST0000031LOC10012837 260.273 238.2914 257.8835 270.3975
22932 --- --- 5.466517 7.202678 7.52039 5.897175
19441 ENST0000032LOC389203 546.4192 589.3374 515.5427 582.9412
2062 NM_001439 EXTL2 528.0948 645.8191 517.5258 593.0475
5781 --- --- 2.370882 0.5663759 4.07415 0.130428
8139 NM_004713 SDCCAG1 878.3003 658.9504 905.097 1117.245

19036 NM_003707 RUVBL1 1929.622 1541.152 2100.409 2129.798
984 NM_0010043 FCRL6 160.6247 168.035 154.8901 153.5304

24147 --- --- 2.524448 5.990698 5.792922 3.705004
12149 NM_006938 SNRPD1 1037.427 542.4785 1002.717 1352.258
18212 NM_016388 TRAT1 33.76754 34.21704 29.91021 30.66238
3090 NM_015901 NUDT13 104.2591 100.6664 89.56203 108.5406

10252 NM_004608 TBX6 123.5751 171.7642 124.3235 152.6177
22770 ENST0000033TREML3 77.87142 71.28636 76.77935 78.95112
20859 NM_175873 ANKRD43 847.0359 875.5956 767.2322 809.9973
28065 NM_004992 MECP2 2234.223 2145.86 2237.519 2141.184
25559 --- --- 226.2788 186.2534 224.3016 159.1331
21365 AF258587 LOC645261 80.63386 56.66112 66.93055 67.80246
5197 NR_002561 SNORD30 1060.275 892.1323 691.7859 1105.031
7896 NM_016472 C14orf129 342.9669 474.8952 442.9158 449.6039

16762 NM_002237 KCNG1 446.4344 342.2735 360.9073 352.0175
25781 --- --- 63.90976 67.53558 79.15531 45.81569
2034 --- --- 368.8849 290.4542 627.8757 255.0729
294 --- --- 69.41039 58.09207 56.12114 71.69914



14646 --- --- 3.369423 1.134211 3.13714 3.502727
8702 L17330 C15orf31 143.7889 138.9815 150.4214 144.2956

27284 NM_152423 MUM1L1 66.66079 151.1915 91.34961 75.22232
5581 --- --- 409.6561 318.05 330.2851 446.9319

19336 NM_003441 ZNF141 168.5083 275.4545 127.9324 292.8593
2160 NM_021794 ADAM30 24.01652 30.49729 28.93591 30.11242
9258 NM_004809 STOML1 153.0796 151.966 169.8176 162.2357
3509 ENST0000035LOC390414 88.42711 71.13773 63.81867 78.81747

17997 NM_020242 KIF15 987.2852 649.2587 1078.083 936.9125
6040 NM_152779 GLIPR1L1 50.33117 69.93116 69.28259 57.21827

17517 NM_005137 DGCR2 1048.587 1117.281 1110.532 1025.964
24962 --- --- 63.56252 55.70987 41.16653 58.11208
4252 NM_0010053 OR5AK2 32.56185 32.29544 23.50681 23.93568
2384 NM_052939 FCRL3 151.6932 130.9603 153.6901 150.7993

27448 NM_004224 GPR50 142.3657 112.2709 125.3463 127.7248
26792 NM_181491 MED22 612.3878 534.6591 629.7131 596.9697
1083 NM_032522 ZBTB37 327.6945 356.7602 416.9736 385.0321
3536 --- --- 65.44983 76.14678 61.80344 83.67039

15465 NM_017750 RETSAT 883.3647 1307.63 882.0104 1129.984
18700 --- --- 5.949242 10.39747 10.03869 6.410254
12947 --- --- 53.61589 101.7664 53.63223 45.70393
12122 NM_182978 GNAL 92.74541 328.0898 113.7886 133.4271
26835 XM_00171502TMEM210 274.6074 242.1067 265.0146 238.29
8556 --- --- 319.7482 231.0035 281.713 292.0399

24925 --- --- 47.79866 37.68929 30.02315 45.4194
21878 NM_003511 HIST1H2AL 1821.553 1922.152 1779.634 1380.229
17690 NM_000878 IL2RB 107.4968 121.9421 98.21066 107.7952
19950 NM_001313 CRMP1 249.7722 238.0276 241.5311 266.6898
22215 --- --- 145.5049 133.8807 90.61903 145.0431
18899 NM_0011227 POU1F1 50.71525 41.48272 39.1584 51.52243
26920 NM_015507 EGFL6 83.81618 105.834 84.7873 80.93269
4658 NM_0010015 TAGLN 107.0687 31.11934 95.53552 132.4455

19493 NM_175619 ZAR1 305.7725 299.1726 318.9154 281.0583
11553 NM_145654 RDM1 111.5233 152.5015 132.7409 109.6745
10077 NM_021195 CLDN6 48.64732 60.0417 36.43333 54.57125
24736 --- --- 48.08095 44.27413 54.75604 61.82784

287 --- --- 14.58699 16.22243 19.05851 7.585524
9226 NM_032445 MEGF11 199.2671 181.3007 210.2204 198.1199
6255 NM_00108390DNAH10 46.81409 36.88854 42.87278 53.51279
8305 --- --- 2.939286 2.18693 3.76036 0.01673471

22731 NM_0010937 TCP11 210.9736 243.9844 188.7722 220.4752
19199 NM_024727 LRRC31 21.31933 32.89017 23.84641 23.31544
13012 NM_001815 CEACAM3 309.7153 317.6691 312.7754 339.1505
7264 --- --- 20.72916 14.99772 21.75452 20.18798

28868 --- --- 4.119255 3.018488 4.115201 1.875782
7563 NM_173846 TPPP2 76.76516 96.9053 80.2158 98.27516
7970 ENST0000037LOC388022 912.3716 1186.158 899.8156 871.8696

12932 NM_007145 ZNF146 1932.054 1763.244 2041.182 2570.057



22772 NM_018643 TREM1 91.77106 137.5048 93.49226 79.33185
16025 --- --- 48.55783 26.22491 55.45305 80.10392
1537 NM_00100199EXOSC10 4732.674 4707 4539.493 5107.781

15466 NM_001747 CAPG 849.7874 3870.139 382.9268 2124.133
20621 AF163475 PART1 18.84586 25.36584 28.82949 28.7777
19521 NM_006947 SRP72 3420.722 2353.382 3301.303 3999.978
22970 NM_005068 SIM1 106.3137 91.27024 92.83206 131.637

613 NM_000969 RPL5 4774.63 4913.087 4546.993 5349.971
8592 NM_020168 PAK6 128.1084 116.9629 125.9377 135.1524

25812 NM_021111 RECK 379.6283 501.8647 391.9199 474.2674
11626 NM_031958 KRTAP3-1 133.6053 140.793 145.7689 150.3271
12044 NM_031958 KRTAP3-1 133.6053 140.793 145.7689 150.3271
19791 --- --- 20.82054 29.08064 33.13221 27.22484
16874 AF427489 C21orf94 33.68939 27.97079 31.73609 29.85668
25736 --- --- 7.056755 7.96128 4.888814 6.730365
26303 --- --- 374.4025 362.8154 376.8167 395.1491
3700 NM_003019 SFTPD 170.5162 173.4109 164.7111 165.789
2080 NM_00103229PSRC1 600.3932 444.3155 611.6844 670.34
240 NM_152835 PDIK1L 296.2282 232.427 343.6458 357.7368

3510 NM_018287 ARHGAP12 1309.793 1370.307 1360.674 1507.691
7652 NM_138731 MIPOL1 257.1258 233.6936 276.1196 295.9694

23418 --- --- 6.797114 6.893828 4.947549 5.727622
22559 --- --- 14.23781 8.287981 9.362329 12.63901
26106 --- --- 35.84041 31.95481 46.99951 32.92601
6339 --- --- 188.5837 164.4708 175.7857 167.3283
532 NM_020948 MIER1 905.7756 955.6157 902.52 1113.207

20252 NM_001059 TACR3 50.62963 59.9453 56.0472 71.01668
28482 NM_003449 TRIM26 891.0246 591.9307 790.4869 769.3276
9749 --- --- 660.1436 789.7081 656.144 620.9445

13456 ENST0000032FLJ22184 284.5982 302.9022 255.8249 277.4086
12465 ENST0000038FLJ45743 63.59415 60.24705 61.13062 58.34151
23370 NM_031449 ZMIZ2 929.7572 863.3735 894.2578 859.4971
6355 NM_020634 GDF3 55.25486 73.52643 62.6912 57.18583

23147 --- --- 396.6419 317.8787 332.8849 391.1448
15674 NM_00108536FAM128A 1972.042 2333.967 1720.31 1898.018
7467 AY956767 HSP90AB6P 273.3857 255.9765 280.2729 292.4994

23915 NM_0010316 COX19 125.1288 118.2829 122.7795 119.9838
6929 NM_002442 MSI1 368.823 453.4981 375.4591 349.1469

13165 NM_033068 ACPT 254.535 265.3802 265.3346 240.0527
21901 NM_030905 OR2J2 72.87608 75.10664 67.21349 69.87772
28277 NM_030905 OR2J2 72.87608 75.10664 67.21349 69.87772

411 NM_152499 CCDC24 461.2128 616.416 532.4381 522.7324
8429 AK127783 LOC400968 73.73845 86.58893 88.09261 83.60218

14782 --- --- 74.00136 62.62597 89.46728 57.00313
26866 ENST0000039ND4L 9655.961 9800.301 9625.606 9335.717
20109 NM_207407 TMPRSS11F 31.69727 28.82619 30.03235 33.93727
2405 --- --- 22.75732 41.58989 41.25497 24.8396

22196 NM_000865 HTR1E 74.38607 78.845 73.89694 62.74381



16322 NM_016004 IFT52 494.3898 619.7004 565.4149 589.7445
8767 NM_00108046TMEM202 35.01537 23.45738 38.4827 22.30822
7813 --- --- 18.98594 8.475881 22.89573 15.49313

10025 --- --- 192.6327 212.5867 202.2535 203.1575
5457 --- --- 35.73308 33.35528 41.15488 37.23981

10362 NM_001797 CDH11 100.5064 116.1327 98.61728 101.8712
27024 NR_000041 RNU12 100.8149 133.8159 88.13765 92.15199
23096 NM_175747 OLIG3 57.13043 74.57371 54.20234 62.49289
19678 NM_0010317 GSTCD 785.8996 613.8651 725.0989 773.8231
13399 ENST0000034UNQ9165 193.9086 181.4706 166.8881 203.7296
3166 NM_000043 FAS 431.1604 305.3173 609.3041 654.7982

25762 --- --- 18.4636 17.21645 11.59954 16.09886
23907 --- --- 75.46324 102.7945 92.25754 103.0034
6290 NM_003428 ZNF84 389.5969 482.6459 379.2578 583.6111

22760 --- --- 429.5362 416.9464 424.6903 461.6592
5072 --- --- 57.9099 38.18118 29.94661 42.20589
5076 NM_00100470OR4C46 86.06995 84.88212 104.9034 94.16125

16215 --- --- 3.735011 3.723925 5.160822 4.84705
4872 ENST0000032OR52Z1P 64.79722 60.26672 66.23917 73.66348

23936 NM_020144 PAPOLB 151.7208 129.7363 153.416 149.4778
11083 NM_016360 CCDC44 830.7518 636.2962 727.1583 912.2796
9397 --- --- 9.122235 12.92075 11.8015 14.7832

27999 AK055382 FLJ30672 111.4308 83.0771 119.4067 160.0307
11130 NM_152460 C17orf77 30.6682 38.69674 40.12305 34.9119
21511 NM_000590 IL9 48.02152 67.81948 79.55886 57.61743
14454 --- --- 27.99813 24.95201 29.31444 31.43643
7841 --- --- 12.52037 13.56666 25.29428 17.24219

28153 NR_003509 HSFY2 23.65323 18.59329 20.98874 16.46695
28227 NR_003509 HSFY2 23.65323 18.59329 20.98874 16.46695
1539 NM_012168 FBXO2 393.5708 475.3362 394.6979 345.1917
4711 --- --- 82.10503 89.52438 73.18651 77.86256

12 ENST0000032LOC643837 163.7616 112.7196 188.7285 141.9411
20720 NM_153610 CMYA5 291.0493 379.1979 324.0254 335.1866
19856 NM_173872 CLCN3 1337.167 1924.19 1421.454 1533.408
27075 NM_007003 PAGE4 46.22882 75.19897 48.25563 53.59283
13842 NM_014297 ETHE1 897.7263 1163.062 910.5795 898.6991
7628 --- --- 148.1483 166.0943 174.5731 237.9729

21932 NM_0011099 C6orf136 442.5206 315.7311 407.1697 365.3598
26500 BC034033 C9orf41 598.2801 679.3029 754.265 758.8897
4852 --- --- 88.99271 77.55738 91.97819 90.7935

28781 --- --- 10.86243 11.57288 15.87543 17.12005
7557 NM_002935 RNASE3 142.6123 99.72773 126.0243 133.2989
7566 NM_018071 FLJ10357 308.6773 307.7573 314.7862 317.0342
8871 NR_004859 SCAND2 351.1477 532.3661 315.7619 353.3974

14480 --- --- 20.46735 7.35135 10.8004 16.26448
17791 ENST0000031FLJ32756 44.45225 65.48878 41.00278 49.16223
17289 --- --- 124.2392 192.1725 142.2927 116.7539
10642 ENST0000031LOC10012967 73.40668 59.28377 72.23353 72.00575



20030 ENST0000038LOC344967 887.9977 1543.018 799.1334 893.5819
12346 NM_024899 CEP76 522.9745 353.8475 423.1241 598.7103
13784 NM_024877 CNTD2 247.5436 301.5907 232.2908 204.0891
27211 --- --- 90.03683 63.20229 110.3115 87.28564
18713 NM_000258 MYL3 95.66668 85.90728 81.77207 94.48003
19725 --- --- 131.5126 112.4803 150.6452 126.7856
3727 NM_213606 SLC16A12 47.16265 43.70123 51.37656 55.61182
8290 BC015054 C14orf133 762.9348 810.8372 903.3271 821.6313

11092 NM_003835 RGS9 148.8441 150.2922 171.8412 116.8031
27277 NM_194324 MGC39900 137.6313 116.9143 152.4122 194.7483
19713 NM_004784 NDST3 67.50356 42.53246 61.51765 65.15226
27391 NM_014500 HTATSF1 565.3065 391.7949 575.4186 793.9965
21229 NM_000436 OXCT1 1368.853 889.7266 1185.727 1646.032
23465 --- --- 50.53589 46.72139 45.48623 52.29516
13823 NM_032488 CNFN 121.0777 151.4303 147.6983 124.0442
1559 NM_00101369PRAMEF3  // P 120.8178 119.8737 121.2905 109.0194

21464 --- --- 5.885746 4.3295 4.887383 5.546033
22402 NM_015440 MTHFD1L 1378.751 1179.074 1500.424 1295.102
15894 --- --- 230.3131 158.8836 173.2073 200.6487
9635 NM_022097 CHP2 66.3488 65.939 67.30978 64.33509

21935 NM_001517 GTF2H4 516.4548 420.3587 477.691 507.6564
28299 NM_001517 GTF2H4 516.4548 420.3587 477.691 507.6564
28436 NM_001517 GTF2H4 516.4548 420.3587 477.691 507.6564
25860 --- --- 24.66881 32.8588 13.61554 39.14764
22905 --- --- 59.2127 51.33769 50.02263 51.47252
18381 --- --- 66.47549 55.04246 69.48569 88.60113
9187 NM_0010028 ANXA2 6468.655 5309.141 6915.739 7472.201
4243 NM_00100520OR8J1 20.81977 30.03692 27.06081 25.69087

24828 --- --- 16.98912 21.07493 16.18131 14.41263
10882 NM_031963 KRTAP9-8 258.8245 285.4674 283.6974 269.477
26151 NM_015354 NUP188 3685.584 2498.965 3858.147 3058.596
12457 --- --- 39.61411 45.67116 46.60275 29.92849
4338 NM_199337 TMEM179B 2991.131 3411.364 3084.103 2342.59

20195 NM_014991 WDFY3 1279.445 1097.979 1196.493 1328.021
18012 NM_031440 RTP3 77.45232 100.9601 82.65692 72.75512
5130 NM_0010044 OR1S2 36.71742 39.8008 29.98619 37.34774

20205 --- --- 165.2647 155.4277 140.9709 133.8834
10765 NM_000984 RPL23A 5950.06 5060.704 5808.73 6625.446
28656 --- --- 36.04458 31.49324 38.24998 36.39437
3825 BC043367 FAM26A 68.36153 83.63008 71.27498 79.21133

13218 NM_002739 PRKCG 104.5376 90.48354 101.5954 92.34781
8236 NM_033262 SLC8A3 31.59697 55.1483 40.40293 40.54673

23444 NM_006524 ZNF138 319.7835 272.7776 337.4335 313.5545
22244 NM_016487 C6orf203 180.4914 153.3939 203.5283 264.2967
3956 NM_138567 SYT8 314.0475 341.3995 330.5195 321.372

19288 --- --- 70.05258 60.33782 76.96902 84.4705
5510 NM_003904 ZNF259 2092.918 1490.626 2113.937 1697.612

16933 --- --- 82.14018 86.82684 69.08372 86.33827



11938 NM_000154 GALK1 590.0977 515.6531 548.9788 580.2781
5006 --- --- 68.2033 79.78108 64.09074 53.53542

16270 NM_003116 SPAG4 227.1892 663.4471 266.875 248.9595
10188 NM_017539 DNAH3 53.84386 41.14302 57.81194 52.90295
1515 BC104430 DKFZp566H08 110.3789 164.4848 100.4915 113.1593
2086 NM_005272 GNAT2 892.4383 877.1823 792.556 834.4096

11972 --- --- 224.4274 243.3113 221.836 234.3446
110 BC029894 C1orf158 43.74583 43.86709 48.31562 57.18532

8168 NM_007086 WDHD1 982.4712 744.3441 840.2133 1364.973
23494 NM_000501 ELN 696.5357 743.0769 662.7297 691.9294
9179 NM_024755 SLTM 1136.938 765.0484 1145.09 1502.297
978 NM_002001 FCER1A 44.46447 46.01722 44.59857 52.36906

6061 NM_181783 TMTC3 2275.921 2039.373 2485.836 2300.763
25510 NM_006281 STK3 1180.387 703.3369 1071.974 1300.962
15640 BC111988 LOC151121 109.71 137.1369 113.7708 135.0481
6126 NM_013320 HCFC2 681.7682 478.963 610.75 665.8671

17141 NM_015259 ICOSLG 176.7148 194.2047 194.2006 165.4439
13228 NM_052925 LENG8 981.7556 1518.49 855.0623 1263.827
26829 NM_004479 FUT7 175.9514 196.2464 179.9074 171.8746
20754 --- --- 11.96375 11.38648 8.034014 12.96488
27500 AY438030 BRCC3 1319.145 991.0233 1462.854 1457.909
5953 NM_002475 MYL6B 803.017 818.8638 822.1584 845.774
460 --- --- 16.01102 6.134914 12.83173 9.763767

7993  ENST000003 FKSG30 6527.824 6219.619 6734.157 6669.348
4129 NM_000510 FSHB 80.56236 59.63482 79.43981 76.13285

14209 --- --- 93.69524 147.6979 125.6395 119.9807
11649 NM_003770 KRT37 167.9927 148.2751 157.6071 154.7498
22541 --- --- 23.4086 22.90669 29.99973 24.63683

950 NM_00110566TTC24 253.0915 270.8005 260.2318 211.9468
11349 NM_032580 HES7 235.1128 225.1748 231.7065 216.8252
6880 NM_139283 PPTC7 1753.824 1601.578 1545.559 1694.921

27755 NM_000206 IL2RG 96.5151 122.4635 84.95364 93.859
7187 --- --- 5.233525 3.664807 7.167164 3.043863
3281 NM_014978 SORCS3 110.5205 106.3633 103.4482 101.883
6199 NM_007370 RFC5 1627.197 1106.922 1307.146 1491.344

13391 NM_00108054C19orf29 606.1174 590.6712 521.6302 647.4186
7083 --- --- 91.65875 104.2463 104.2576 94.01797
5616 BC106032 LOC283174 26.55103 48.77483 46.9003 40.88828
7728 NM_016475 C14orf100 1294.006 1642.434 1496.293 1447.803

20553 --- --- 176.8068 176.8228 175.2123 218.0655
8569 NM_001036 RYR3 122.9998 113.3006 125.0504 119.3107

27576 NM_152780 MAP7D2 52.84594 87.47874 54.28809 59.66927
24854 NM_005285 NPBWR1 105.9529 108.6045 116.6057 101.0447
7893 BC042922 C14orf132 113.8277 154.2021 120.74 112.8844

19753 --- --- 63.23998 85.4558 72.34576 94.51901
27855 --- --- 24.87976 30.66931 12.18694 25.22812

707 NM_007204 DDX20 1576.827 1706.988 1649.063 2079.609
4208 NM_0010019 OR4C13 35.12044 25.39359 43.84074 58.11567



2642 --- --- 15.33721 22.20453 15.18709 18.7616
8478 NR_003294  /SNRPN  // SN 0.8356641 2.771788 4.276161 3.289423

25702 NM_004972 JAK2 341.4267 344.5193 263.2693 468.021
494 --- --- 98.27763 106.86 124.2344 112.481

11473 ENST0000030NOS2C 641.5006 676.4263 652.9416 629.1399
26762 NM_199350 C9orf50 357.4694 343.0361 375.9732 313.7495
2388 ENST0000033hCG_1994895 109.6076 61.0492 91.8193 86.75624

26072 NM_007018 CEP110 354.0811 237.4451 357.0006 475.5967
19110 --- --- 1658.608 1302.502 1791.538 1500.983
17311 NM_021076 NEFH 101.1297 78.93313 103.1738 99.97279
24002 NM_013293 TRA2A 3779.25 3085.326 3763.182 4451.55
25610 --- --- 25.71104 24.77083 26.17494 21.78704
24191 --- --- 89.68856 100.3165 100.5658 108.0828
17853 ENST0000032LOC442075 440.6972 279.6531 309.4345 401.5264
19754 --- --- 52.59243 66.27754 68.64809 81.48404
15374 NR_003131 LOC388955 2033.711 1703.095 2165.713 1865.164

202 --- --- 15.1052 29.28394 25.35839 21.23517
26022 NM_018376 NIPSNAP3B 66.0015 73.79656 43.35574 56.1362
16748 NM_004975 KCNB1 126.0928 94.88121 119.265 99.55978
9180 NM_004998 MYO1E 1387.747 1653.774 1312.397 1363.446

26857 ENST0000039ND2 3561.18 2537.6 3205.802 2929.596
7793 NM_00103716ACOT1 629.6964 978.867 732.3876 666.9849

22170 NM_018665 DDX43 32.97488 29.28419 33.16345 39.20845
6215 NM_00103749DYNLL1 3721.64 3149.022 3716.651 3625.591
6510 --- --- 141.6333 122.3972 166.3721 189.2643
9154 NM_004748 CCPG1 421.6189 422.2423 416.7371 370.5569

22355 ENST0000027LOC10013112 78.55253 60.62988 69.07852 73.10614
5492 NM_001885 CRYAB 56.75261 104.0363 57.83437 53.75401

19513 --- --- 191.8804 194.6397 165.0839 199.8486
7125 NM_052950 WDFY2 699.2684 680.8369 797.3638 703.9484

14397 --- --- 13.3757 3.617835 8.1457 13.08812
7535 NM_00100548OR4K5 40.31077 35.99651 35.25486 37.71786
7822 NM_017926 C14orf118 1207.765 1117.326 1237.328 1427.882

27513 NM_001636 SLC25A6 6451.86 7648.461 5850.146 7614.753
28190 NM_001636 SLC25A6 6451.86 7648.461 5850.146 7614.753
12984 NM_203471 LGALS14 81.84388 71.11079 66.54053 76.4538

90 --- --- 16.10727 5.702022 10.3531 18.43878
4341 NM_0010397 SLC22A10 101.494 93.9911 99.73771 96.0789

17231 --- --- 19.15112 23.883 10.53244 9.581875
18471 --- --- 25.8225 24.87277 16.573 14.77635

867 NM_178438 LCE5A 189.0835 196.9205 186.4821 186.0948
2340 NM_007112 THBS3 164.506 289.2737 181.6862 142.228

22632 NM_003449 TRIM26 819.0798 541.1974 734.9521 702.7679
777 NM_003846 PEX11B 1561.022 1865.225 2126.169 1703.762

23439 --- --- 25.00518 18.84491 22.46056 19.95671
22706 NM_080680 COL11A2 219.2624 260.2626 223.4174 214.3687
24693 --- --- 147.3882 119.0628 161.5037 145.9128
24881 --- --- 146.9815 55.1844 202.0816 134.2796



2697 NM_024746 HHIPL2 197.4666 205.4514 177.8585 197.6673
982 XR_017178 LOC646446 69.92894 71.68005 87.01965 59.36269

27901 NM_145799 6-Sep 678.4406 1055.95 835.0035 868.0752
14052 NM_198988 LENG9 216.31 246.4076 249.2394 251.0815
20619 BC063534 C5orf29 31.16568 34.76453 40.7243 37.7865
7490 AK125984 FLJ40176 42.35267 47.69822 46.52777 73.19321
7404 --- --- 37.15836 42.60146 35.43795 46.46602
1838 NM_020365 EIF2B3 748.7501 631.0377 789.7837 815.6337
3905 ENST0000032LOC10012883 78.63805 64.85834 61.42086 71.26316
5347 NM_005472 KCNE3 61.44824 59.6519 54.49356 60.71252

24326 NM_017460 CYP3A4 15.72925 22.75286 14.6445 15.19898
18571 NM_020165 RAD18 1439.655 1191.429 1335.95 1324.901
2598 --- --- 126.8796 132.6577 131.5278 126.2215

27156 --- --- 56.77126 61.55759 53.33441 52.70942
12027 NM_00110040C17orf62 783.6613 709.7516 754.0194 645.2462
28763 --- --- 16.64656 7.029267 14.01659 14.94921
25690 --- --- 37.49984 33.9674 31.90667 36.12355
15812 NM_0010395 CHRNA1 150.0445 136.065 172.509 136.3401
14616 AY341952 FAM138F 56.73206 53.25814 66.54169 54.85483
14180 --- --- 2.824133 4.992928 3.129145 0.3932847
19789 --- --- 101.1315 156.9395 120.2378 131.3755
3271 XM_0017231 hCG_2024410 281.0409 268.4289 272.8266 316.7469

11672 NM_201434 RAB5C 8061.67 7134.668 7763.668 7028.701
8021 NM_007192 SUPT16H 3198.883 2218.452 3117.796 3896.821
8020 NM_031314 HNRNPC 5453.065 4123.428 5311.098 6590.948

25704 --- --- 107.9999 116.4558 109.8919 121.9766
1988 NM_018298 MCOLN3 598.7982 867.4674 488.6879 657.6917

15455 --- --- 35.3839 24.26483 36.11279 29.29922
12983 BC128606 LOC400696 28.85473 43.84723 36.7923 39.83693
23046 --- --- 52.94037 13.47294 24.31085 49.40022
11309 NM_020162 DHX33 1193.061 1405 1251.053 1419.792
8221 --- --- 9.644239 8.361337 14.43875 12.79757

22255 --- --- 17.60331 13.61945 16.85633 18.20893
1795 NM_022120 OXCT2 426.2801 442.1877 414.6594 412.4367
362 BC072388 OXCT2 426.2801 442.1877 414.6594 412.4367

13542 NM_016145 C19orf56 931.7417 1139.725 1032.37 947.5798
5305 NM_181515 MRPL21 1509.499 1115.264 1709.067 1636.176

21917 NR_001434 HLA-H 4815.774 6085.288 6008.318 4038.573
3775 NM_003015 SFRP5 301.1107 343.7825 318.2849 296.2276

13812 NM_001817 CEACAM4 135.0054 163.7542 143.3566 124.689
19692 NM_198506 LRIT3 43.54056 34.895 44.6637 50.08592
20347 AK074381 GAB1 184.1888 139.5752 167.9582 175.5323
7336 NM_004294 MTRF1 291.5624 373.1518 326.8947 361.0146
433 NM_015112 MAST2 1488.953 1361.051 1667.954 1396.243

16936 AB066291 DSCR10 70.43699 67.67382 80.58766 68.17567
22007 --- --- 15.99347 20.29919 22.16085 14.28469
22472 NM_148959 HUS1B 209.7657 274.1756 220.8144 232.8589
5482 --- --- 115.9754 99.57948 120.3117 112.2355



27558 --- --- 3.269692 8.037924 6.301565 7.413863
22270 NM_153369 KIAA1919 618.9329 720.5234 560.2894 667.6663
23105 NM_002511 NMBR 58.93472 54.41241 55.97001 59.10394
10466 --- --- 90.10697 89.91569 91.71896 89.56486
9766 NM_033119 NKD1 262.8604 256.264 256.7686 241.2527
2336 NM_144622 DCST2 126.5244 100.4272 126.8221 164.1937

23822 NM_176883 TAS2R41 66.91833 53.17753 64.5638 76.69228
10717 --- --- 193.3062 207.9824 185.1409 231.8845
6178 --- --- 57.75744 80.85094 72.0711 38.63938

26794 NM_003172 SURF1 697.7088 931.9577 754.8059 714.8508
27481 NM_020061 OPN1LW 167.5226 141.3055 168.8761 183.0662
7418 --- --- 3.971289 4.280028 6.561094 4.199671

18141 NM_014043 CHMP2B 1024.438 839.9203 1048.026 1035.144
14412 NM_032118 WDR54 345.1484 670.8942 326.8902 516.5724
27495 NR_002969 SNORA36A 50.17479 39.59342 56.28359 59.05471
22440 NM_000876 IGF2R 3128.93 4020.9 2953.284 2865.856
3162 NM_00110246LIPN 20.65031 23.85099 15.80905 22.7897
1825 NM_201649 SLC6A9 341.3441 288.5111 399.2145 155.2257

13106 NM_170720 KCNJ14 68.42689 95.68272 81.74342 64.68767
28851 --- --- 37.82279 35.72601 30.21152 33.99438
18386 --- --- 396.121 356.8403 307.4517 398.0002

700 NR_003928 RP11-165H20 38.00396 51.61452 45.54993 49.40987
13901 NM_014417 BBC3 338.423 377.7406 400.0596 309.0164
19209 --- --- 110.4987 78.58069 105.6957 104.9186
3011 NM_002443 MSMB 21.88171 22.47922 20.23162 30.87763

23056 --- --- 104.4184 83.29214 65.25026 75.77632
26313 --- --- 44.98939 50.54206 39.91649 43.93959
25884  ENST000003 RP11-146D12 101.6651 63.89434 95.91913 125.9233
26430 ENST0000031RP11-146D12 101.6651 63.89434 95.91913 125.9233
18583 NR_002786 CIDECP 267.4767 294.6012 287.3514 265.13
26581 NM_007001 SLC35D2 2119.046 1905.937 2316.785 2231.633
14797 NM_021176 G6PC2 24.89226 17.74145 44.81195 32.35269
12898 NM_144779 FXYD5 4170.826 3560.859 4682.974 3311.741
24471 --- --- 98.57465 128.3543 129.3637 84.52397
6166 NM_0010825 TCTN1 691.2869 1009.909 772.7182 599.7747

17349 ENST0000032LOC10013026 140.9287 131.7314 152.9624 152.1237
13230 NM_00104760KIR3DX1 51.41663 36.8308 49.62486 45.21438
19966 NM_020041 SLC2A9 111.45 145.1985 103.2569 103.4815
2592 NM_004078 CSRP1 3797.633 3660.56 3222.403 4256.208

14167 NM_152391 PQLC3 420.9034 1388.667 435.8695 446.1829
27954 --- --- 5.593664 2.233432 4.379868 20.79603
18712 NM_182702 TESSP2 572.0695 707.0532 596.2 542.6276

450 --- --- 140.032 176.3998 157.6002 187.6211
14905 NM_014670 BZW1 3607.56 3383.771 3382.075 4790.69
12778 NM_0010075 NWD1 104.9426 107.4701 122.3657 119.0467
6340 NM_031299 CDCA3 902.149 369.0089 741.0388 1070.116

28146 --- --- 146.8298 126.1724 118.9228 110.3944
28224 --- --- 146.8298 126.1724 118.9228 110.3944



13358 --- --- 86.02534 83.43738 66.04062 78.25208
21175 BC093861 FLJ34047 112.696 130.4774 131.2964 126.4162

388 NM_004559 YBX1 8661.051 7578.004 8463.216 9423.209
20713 --- --- 39.91854 31.70398 38.35699 40.80579
13103 NM_012451 SYNGR4 156.4853 171.6842 162.7762 141.1458
14089 NM_006210 PEG3 101.5549 106.2342 91.36467 103.3071
8884 NM_002201 ISG20 319.2688 443.1349 287.391 296.7904
8423 --- --- 16.26754 25.15813 23.03843 23.63471

26564 NM_004148 NINJ1 840.8782 1041.353 814.7835 663.7132
12435 --- --- 5.321852 5.55212 1.646839 5.627618
13449 NM_000208 INSR 109.1163 243.8409 48.80634 79.84344
22978 --- --- 72.29632 73.18342 60.06585 81.51885
6601 NM_002283 KRT85 150.0938 127.3028 143.1561 113.224

15328 NM_000145 FSHR 32.77025 47.46891 48.69368 27.96592
795 --- --- 44.18964 20.91839 38.32522 37.33757

17050 NM_181624 KRTAP23-1 111.3159 128.798 127.8049 110.574
9243 XM_00113383LOC729611 36.27306 33.54037 29.17496 32.95236

10803 NM_052888 LRRC37B 282.4048 265.2076 279.1277 287.9016
15569 --- --- 42.63701 26.74989 40.88588 40.77244
12611 NM_181710 ZNRF4 67.59509 89.35448 100.4235 86.37453
14011 --- --- 15.50217 17.07261 22.16879 23.8889
8521 NR_003362  /SNRPN  // SN 5.889081 6.639617 13.34166 7.720899
4708 NM_003105 SORL1 75.52231 580.0335 98.40301 118.0874

20822 NM_207317 ZNF474 88.00854 83.39365 84.64053 89.86771
19918 ENST0000031LOC10013087 230.734 258.9207 237.2937 234.7605
15148 NM_015677 SH3YL1 138.0314 254.1736 162.3777 153.6304
13783 NM_152479 TTC9B 1770.891 2000.33 1926.75 1872.336
15722 AF131802 C2orf25 2414.672 2029.085 2558.693 2804.6
16761 NM_002237 KCNG1 677.717 449.8513 539.2123 440.7244
15740 --- --- 85.63299 79.002 80.94619 79.51682
27013 --- --- 97.56982 99.10478 90.19772 104.9984
9405 --- --- 11.23536 8.273068 8.108946 11.15009
5593 NM_032531 KIRREL3 175.4775 176.3579 249.9704 185.713

24882 NM_014637 MTFR1 1535.798 1040.954 1071.263 1616.986
21740 --- --- 37.73435 43.27016 44.24952 43.67023
21377 ENST0000033LOC729040 232.6909 240.1882 221.6786 241.636
20512 NM_020546 ADCY2 150.3074 325.7423 174.7446 163.3132
22495 ENST0000032RP3-398D13. 203.3992 250.7374 227.2214 182.8608

719 NM_152900 MAGI3 545.7764 509.7052 407.4378 675.7431
27970 --- --- 79.33502 75.87476 71.68767 82.63863
25594 BC017297 FAM49B 2040.51 1687.914 2012.829 2551.493
2933 --- --- 12.50061 18.38425 3.63587 17.19753
2057 --- --- 16.93347 6.317014 11.08433 10.91841

18915 NM_019895 CLDND1 4747.148 4815.358 4786.907 4334.543
23576 --- --- 7.76255 17.0251 18.57554 16.531
4128 NM_152636 METT5D1 171.8468 181.3031 163.0069 196.534
4815 --- --- 127.4313 274.2908 112.1351 160.3681
5754 NM_004570 PIK3C2G 35.59792 34.6525 32.65168 37.46287



3288 --- --- 69.56066 42.35608 74.72752 85.19798
14383 NM_006196 PCBP1 3615.695 3306.533 3756.72 3698.589
19505 NM_133267 GSX2 636.8495 662.8698 649.9852 682.743
22630 NM_007028 TRIM31 64.08453 40.42388 59.66891 55.98123

938 NM_181885 RXFP4 173.5627 167.0666 187.6794 174.7615
14203 NM_0010804 LOC388931 187.7146 236.4058 184.1241 149.9235
5126 --- --- 72.38107 76.93808 88.20151 80.48005
1753 NM_022111 CLSPN 725.0067 424.4808 698.7367 703.8323

14351 NM_005917 MDH1 1350.823 2335.368 1514.955 1616.833
14656 --- --- 72.79591 90.04994 97.95553 91.16101
22347 --- --- 420.1343 413.7507 346.4925 352.08
1066 NM_002022 FMO4 89.28848 149.0759 99.00397 112.2757

1 --- --- 58.08368 66.08675 46.33005 50.36879
12517 --- --- 58.08368 66.08675 46.33005 50.36879
21898 --- --- 1067.899 829.9207 1109.542 1029.12
12892 NM_182983 HPN 162.1984 184.3112 171.5963 155.4393
3417 --- --- 78.61661 58.40599 70.03722 64.4743
8288 NM_0011134 C14orf148 64.92079 105.6286 74.95055 90.30196

18710 NM_013270 TSP50 199.2958 294.0147 208.7368 188.0443
11064 NM_0010994 BCAS3 723.3804 1055.168 659.4597 832.1055
23850 --- --- 93.72754 111.7757 80.72779 78.67715
21916 ENST0000039HCG9 37.18134 39.54116 36.98461 40.01095
28286 ENST0000039HCG9 37.18134 39.54116 36.98461 40.01095
21234 ENST0000031FLJ90723 217.6496 176.7745 187.2532 244.6052
27477 NM_000054 AVPR2 145.4775 104.9371 142.8341 142.1476
25808 NM_00108049RGP1 892.5637 914.6935 778.3971 797.904
18967 NM_00100989KIAA2018 1610.713 1171.23 1663.761 1765.818

122 NM_0010998 PRAMEF20 106.3309 83.59388 93.57852 88.32843
6135 BC013920 OCC-1 3805.65 2914.296 3650.15 3523.138
1896 NM_0010109 LDLRAD1 169.5402 164.8032 194.9292 176.0165
1474 ENST0000032hCG_1647286 120.5841 145.0336 129.6299 133.7704
2292 NM_0010174 SPRR2B 125.5236 86.123 135.7227 99.44986

16993 AF426268 C21orf89 106.268 114.1067 109.2307 104.8016
9129 --- --- 58.96228 88.36647 72.17832 74.61883
9501 NM_006799 PRSS21 356.5353 364.4983 339.504 297.952
8459 NR_003327  /SNRPN  // SN 3.43864 16.54566 14.19168 7.723701

16267 BC085019 GDF5OS 58.1474 54.16099 46.41018 39.41795
18574 NM_198560 LHFPL4 214.1193 196.3863 214.8928 221.6985
21754 AF210650 C6orf50 14.1614 23.99647 23.65305 17.81256
18512 NM_173216 ST6GAL1 1218.384 3176.082 1685.784 1109.894
10178 NM_00100724GP2 122.2332 92.77706 109.1024 126.8695
8143 NM_024558 C14orf138 205.7486 202.5703 184.8587 250.4071

27393 --- --- 24.2938 20.72869 29.21381 30.13706
3893 --- --- 11.7952 8.407808 13.66203 7.368948

27563 --- --- 53.26039 61.52387 51.57651 71.70707
24077 NM_001635 AMPH 64.11897 124.1091 79.16151 64.07392
28577 --- --- 1.06648 0.00876148 6.750176 4.564195
7519 --- --- 194.5481 139.3622 175.9088 272.9043



12783 NM_024578 OCEL1 177.7699 272.9977 179.472 207.0971
3822 --- --- 245.0336 214.2464 248.4911 265.3514

21956 NM_019101 APOM 85.94329 95.57372 90.26316 86.99856
28313 NM_019101 APOM 85.94329 95.57372 90.26316 86.99856
28448 NM_019101 APOM 85.94329 95.57372 90.26316 86.99856
3297 NM_030756 TCF7L2 842.2009 773.1546 976.9163 669.2003

19034 NM_007283 MGLL 1454.588 1106.317 2155.864 1662.099
17709 NM_152868 KCNJ4 1760.454 1901.404 1765.814 1791.805

854 NM_024575 TNFAIP8L2 76.37906 108.4883 98.28898 93.50393
22128 NM_002190 IL17A 130.2415 99.26579 125.2009 109.2964
14642 --- --- 26.76397 25.00776 37.91623 31.24882
26865 ENST0000036ND3 6589.303 6453.594 6499.497 6741.077
18659 ENST0000029RPL29P4  // R 3044.085 3777.343 3503.156 3041.903
27151 NM_0010327 RAB41 91.24184 85.80628 88.80574 100.2297
15124 NM_018226 RNPEPL1 1039.368 1165.432 988.6664 930.0709
9574 --- --- 94.26338 101.9023 121.9938 83.15697

28590 --- --- 72.34299 50.46196 45.86069 66.49837
15266 --- --- 49.74306 71.72581 48.40461 52.64644
2146 --- --- 93.88777 107.2785 120.7176 103.6258

27763 --- --- 33.42312 10.78556 46.04205 25.74825
16216 NM_153324 DEFB123 145.1116 160.6461 169.9787 146.3614
11293 NM_014389 PELP1 656.8055 568.1591 691.3522 654.6705
22881 --- --- 37.74078 11.08498 22.54424 37.5109
5471 NM_138775 ALKBH8 467.2888 271.4796 455.9388 422.1653

25393 BC055413 LOC286187 8.921715 10.18903 7.088995 8.624716
6627 NM_000966 RARG 666.2292 586.079 524.9116 534.7132

19956 --- --- 92.33067 72.59727 82.04188 75.50324
13141 --- --- 378.0588 293.1303 587.1913 359.6805
7063 NM_002915 RFC3 2153.208 1686.24 2104.743 2017.461

13873 --- --- 104.6489 125.8877 98.8148 102.9601
27491 NM_0010998 IKBKG 622.0286 446.9938 556.6118 554.479
20183 AY316301 C4orf11 40.61633 32.61996 39.94904 40.32153
25774 NM_014471 SPINK4 63.02558 78.90456 73.31315 67.3492
20150 NM_015436 RCHY1 731.481 643.4544 803.694 865.2788
7429 NM_014832 TBC1D4 1254.373 835.8447 1051.14 1298.827

14508 --- --- 0.00273373 1.135907 5.461946 1.841283
3908 BC044661 C10orf93 79.26115 80.94683 74.69608 81.59798

24890 NM_013257 SGK3 785.716 1337.141 614.0026 1360.799
13798 --- --- 5.933922 30.16335 8.231904 10.42345
22885 --- --- 47.03971 72.56442 53.43435 50.80974
9764 NM_00104028PAPD5 1180.432 813.0687 1109.444 1372.041

15903 NM_020919 ALS2 517.605 529.4118 477.7778 554.6133
12420 NM_024430 PSTPIP2 187.2585 64.7354 150.3386 188.6883
15675 BC043584 MGC50273 419.3092 541.2001 393.6017 365.0356
2573 NM_144977 DENND1B 740.9312 573.6895 782.2735 788.9566

21459 NM_153223 CCDC100 1096.646 903.6972 886.7198 1059.003
8446 --- --- 19.98959 37.90543 14.23326 31.94211
8319 ENST0000032LOC283588 43.04073 56.88926 29.76854 44.87206



220 NM_007260 LYPLA2 1611.398 1865.785 1726.685 1371.633
6731 NM_018402 IL26 14.71267 13.25467 16.19707 13.99025

27934 --- --- 61.41861 38.70772 16.50773 43.29938
14682 --- --- 48.67017 47.12863 59.47875 71.59035
6584 --- --- 70.13598 72.00166 80.19943 102.207
4984 NM_006906 PTPN5 134.1476 132.3782 135.9143 137.8324

22025 NM_015695 BRPF3 807.3705 604.3206 795.6372 738.9648
9362 NM_005928 MFGE8 1945.882 6255.396 2292.835 1758.257
8116 --- --- 73.44868 67.38198 86.76113 80.82052

12849 --- --- 26.84902 23.4582 27.49714 32.7607
19689 NM_017918 CCDC109B 578.3331 444.0091 733.8665 571.7133
5319 ENST0000035LOC10013331 277.4789 279.7693 177.8797 291.1266

10911 NM_003734 AOC3 108.0027 80.32619 85.19461 105.6789
19065 NM_007208 MRPL3 3076.027 3217.362 3088.087 3321.178
15701 --- --- 90.3225 126.4894 111.9552 83.33397
16944 NM_00108044IGSF5 88.5883 70.92421 89.0032 75.83221
24418 --- --- 8.707854 3.638829 3.691797 3.982186
16681 NR_003017 SNORA71C 2464.793 1886.795 3139.442 2476.993
5053 NM_002334 LRP4 659.0565 905.2742 676.5555 886.624
7356 --- --- 22.28308 26.44059 20.69182 27.23018

25584 ENST0000032C8orf54 36.94771 23.50274 32.48276 34.93303
25756 --- --- 37.10875 23.62685 41.70731 50.12622
27962 --- --- 14.1959 0.00782382 18.93778 10.79925
21860 --- --- 175.106 184.8461 179.4461 141.1182
10902 XM_497547 LOC441795 52.60733 46.46193 54.99984 46.30056
11811 --- --- 69.66335 78.34511 93.28408 49.96885
8180 AK292513 C14orf37 300.6458 426.763 279.2673 487.1771

11169 --- --- 139.8845 154.9468 162.8846 121.2251
22763 ENST0000037FLJ41649 43.64061 60.26345 49.57986 42.11246
27283 NM_198465 NRK 50.74252 26.3936 45.91478 51.01883
15692 NM_001349 DARS 2104.801 2192.616 2103.43 2854.566
13078 NM_198541 IGFL1 132.5887 125.5537 129.9216 117.6822
7637 NR_002937 C14orf19 33.63477 31.05009 45.51979 55.26016
1853 NM_003684 MKNK1 1554.754 1455.998 1515.368 1801.17

13325 NM_207395 ZNF324B 831.3862 890.5446 930.0051 900.5894
23591 AK054626 FLJ30064 93.56826 104.3606 103.58 143.5668
26397 NM_172312 SPAG8 113.9193 109.4657 97.00102 110.4167
13006 NM_052848 CCDC97 918.8619 819.7943 1179.053 836.561
7912 NM_207117 C14orf68 186.8791 254.1858 238.8308 220.533
2320 NM_006694 JTB 1810.937 1679.309 2211.043 1868.156

12295 NM_171999 SALL3 146.6411 139.4111 150.5908 130.8878
17456 NM_181333 PRR5 315.856 389.4469 286.272 329.77
9813 NM_153837 GPR114 199.7834 204.6852 221.4983 221.0681
4245 --- --- 87.08553 67.05621 74.78365 78.98594

22188 NM_015018 DOPEY1 289.4588 269.628 274.0813 365.0145
6108 NM_014503 UTP20 1883.815 1275.494 1865.428 1838.559
8656 NM_012388 PLDN 1692.479 1633.297 1576.647 2064.704

17760 NM_000398 CYB5R3 5065.785 4567.542 5076.436 4411.427



8283 NM_174976 ZDHHC22 53.64557 68.44848 60.214 72.01373
1766 XR_039475 LOC10012866 36.59721 46.83797 36.88918 45.88535

11382 --- --- 10.5221 6.642501 14.56878 10.5112
3638 --- --- 2.548723 3.820076 1.076022 2.763103

16205 --- --- 213.6848 215.4807 222.8491 185.8078
1368 --- --- 38.22699 46.42281 48.00309 41.22748
2093 NM_005549 KCNA10 121.7515 131.5565 142.7985 114.731

22755 BC022007 C6orf64 425.1099 293.9554 389.4338 451.1945
17048 NM_203405 KRTAP26-1 106.4661 157.7656 142.5201 143.5216
15593 NM_152515 CKAP2L 2852.716 1634.759 2860.502 2352.334
22754 XM_00171649LOC10012865 29.90788 50.91712 38.96749 36.65599
15936 NM_014617 CRYGA 54.9812 73.12183 68.12515 61.21932
17208 L20860 GP1BB 350.0793 458.284 450.1525 256.2219
5661 NM_018009 TAPBPL 394.0901 406.2558 442.5404 329.0059
9014 NM_130901 OTUD7A 778.2992 751.9425 728.1622 737.1499
7617 --- --- 84.63978 116.885 120.8456 112.5997

24432 BC015403 TPM3 9678.875 9028.96 9645.837 10050.28
14582 NM_006267 RANBP2 1346.479 1339.725 1602.278 1546.154
8788 NM_00103000CPLX3 275.9028 332.5105 303.9118 271.732

27214 NM_019117 KLHL4 67.44292 63.34873 47.46766 76.96222
9515 NM_004220 ZNF213 255.4928 246.2034 283.9614 229.2281

10013 --- --- 108.8026 101.7983 112.0678 95.56844
3888 NM_147191 MMP21 108.0984 95.03905 103.2833 108.5879

12944 NM_0010136 ZNF793 67.14413 42.2985 69.74659 56.10294
4527 --- --- 2.740907 3.994388 2.287452 2.436897

22689 NM_006781 C6orf10 21.38647 17.41485 28.48126 17.55326
1962 --- --- 174.2073 215.0794 196.7833 154.2853

26936 NM_032796 SYAP1 1429.841 1175.456 1640.745 1699.345
6065 NM_0010252 CLLU1 30.35417 25.17931 27.38513 23.67514
4595 NM_006106 YAP1 3114.411 2444.631 2951.08 3301.369

15607 --- --- 7.93991 9.996164 10.59498 8.634513
2461 NM_018417 ADCY10 34.57726 42.09368 36.26702 29.32551

19136 NM_052995 CLRN1 74.57459 99.5691 85.77524 88.80505
27489 NM_004699 FAM50A 3538.064 3405.857 3563.974 3430.082
8567 --- --- 23.22376 33.22407 20.72401 21.78181

24146 --- --- 122.9448 240.0097 119.606 108.2897
20357 --- --- 29.75347 38.13121 59.53986 50.64849
20216 NM_014883 FAM13A1 360.3165 447.5993 378.6341 449.776
18382 NM_207365 AADACL2 28.76603 29.57937 24.16001 21.0238
24652 NM_004942 DEFB4 85.71166 78.02876 94.68443 85.46503
25150 NM_004942 DEFB4 85.71166 78.02876 94.68443 85.46503
12687 NM_000527 LDLR 5403.746 4433.055 5937.261 5487.374
22565 NM_005325 HIST1H1A 1325.686 2585.616 883.1101 1567.219
21246 --- --- 38.78493 48.16291 34.83859 36.17334
27404 --- --- 390.138 297.4647 376.9706 418.5987
10631 --- --- 88.03643 84.35455 92.66099 104.8709
10272 --- --- 2.449334 12.21109 6.611003 8.651896
17909 --- --- 31.67056 37.08931 31.3373 27.15441



9930 NM_0011006 CENPN 2966.04 1778.723 2692.126 3095.717
13015 NM_001783 CD79A 164.3209 147.5197 157.2275 165.9245
26808 NM_016172 UBAC1 1531.881 1211.745 1543.993 1305.473
26398 NM_032593 HINT2 736.218 823.6534 720.583 798.8965
3478 NM_020200 PRTFDC1 20.37705 15.93143 23.07891 22.8094
8694 --- --- 3.850704 4.281498 2.542504 4.252476

14934 --- --- 10.20824 12.79906 19.58194 15.89976
17861 NM_014760 TATDN2 995.2974 824.6776 982.2505 971.8961
19387 BC004397 MGC10981 91.25641 60.93596 99.93357 97.09053
20600 NM_006350 FST 121.1317 100.7962 97.63552 134.7183
16997 NM_001849 COL6A2 991.7158 1040.038 1145.85 949.5209
4353 NM_006819 STIP1 3525.914 2346.771 3042.609 3675.763

20727 NM_001825 CKMT2 97.24345 86.50194 89.49295 75.70762
8558 ENST0000032LOC10013085 140.3022 188.2016 151.2972 168.9448

14885 --- --- 3.24364 5.915421 10.41958 10.98448
4063 BX641032 WEE1 575.5012 568.4449 429.4277 724.8256

25133 NM_005218 DEFB1 36.71468 37.87807 39.09585 56.91699
3525 --- --- 37.75851 55.87727 24.07073 31.42074

22780 --- --- 32.14856 41.84138 42.35785 36.40268
15665 --- --- 5.345192 5.538012 4.358069 5.989241
17247 --- --- 78.26612 87.1553 64.70821 63.467
21486 NM_005260 GDF9 76.25896 74.01107 77.82875 81.5602
8723 NM_016213 TRIP4 697.9037 598.8829 712.1358 768.9236

22747 BC026012 C6orf128 107.4172 82.88013 95.66449 105.3577
4340 --- --- 10.63223 18.61819 21.02131 25.90687

27680 --- --- 65.18955 64.75974 68.92159 66.79304
13772 NM_019088 PAF1 1570.986 1316.81 1657.63 1742.266
18844 --- --- 32.94675 68.64499 20.18341 40.29272
12397 --- --- 158.1828 195.678 157.061 169.2614

601 NM_182976 ZNF326 803.3246 633.9238 811.502 826.4647
27026 NM_003334 UBA1 5125.714 5840.485 5457.529 5032.322
6784 NM_007035 KERA 48.47998 32.25727 46.59483 41.40259

13402 NM_016539 SIRT6 565.3903 496.4255 490.6469 491.1136
26563 NM_031486 ZNF484 497.3308 490.3512 445.8596 613.9397
20771 --- --- 719.9887 388.1368 561.0036 645.3961
12963 NM_004924 ACTN4 11949.07 12086.62 11466.63 11968.2
7718 NM_002788 PSMA3 1375.976 1318.189 1651.081 2030.556

27089 AK096379 RP11-114H20 68.71822 60.77005 69.74159 59.82904
27684 AK096379 RP11-114H20 68.71822 60.77005 69.74159 59.82904
27343 NM_006777 ZBTB33 1917.839 2211.241 1955.082 2207.462
25141 NM_021010 DEFA5 127.0868 124.6348 144.7443 151.9264
8273 NM_00104010MLH3 552.5452 383.4258 533.2081 532.5706
4124 NM_203371 FIBIN 42.789 49.86101 48.84013 43.25964
8030 --- --- 101.5025 95.48694 109.4638 104.5745

26856 ENST0000039ND2 10787.07 10518.23 10864.27 10622.17
23022 NM_153612 HS3ST5 88.64914 84.76183 95.80131 79.74522
22231 NM_021620 PRDM13 265.6205 279.9551 244.1613 237.545
7799 --- --- 15.44608 13.69275 19.68233 17.85087



17137 BC111558 LOC284837 96.84763 74.35965 93.4782 83.4667
28775 --- --- 48.52142 49.32872 62.20415 78.17199
24794 NM_025069 ZNF703 517.7276 662.8202 449.2503 516.8605
21242 NM_004465 FGF10 93.1627 94.4035 91.44044 89.1062
6505 --- --- 110.9185 123.0761 122.1428 122.2894

17759 NM_032311 POLDIP3 1502.739 1239.577 1500.958 1284.237
11464 --- --- 83.54563 68.25932 71.68787 75.22453
20171 NM_144571 CNOT6L 585.5195 568.5195 600.3466 663.6801
4260 --- --- 11.73262 7.691589 17.75211 13.95231

12658 NM_0010044 OR1M1 63.81498 103.0264 84.7756 95.52766
26060 NM_133374 ZNF618 602.0076 449.9106 561.4163 471.0522
6709 NM_178539 FAM19A2 25.1454 55.96764 36.12369 66.47493
6287 NM_138575 PGAM5 2135.007 1537.39 2040.778 2109.481

26504 NM_018339 RFK 1905.219 1728.288 1975.117 2203.957
12226 NM_0010395 C18orf24 811.3512 347.0619 877.0249 597.9877

267 BC025768 FAM76A 583.8552 660.046 580.437 859.7875
24853 AF293366 PCMTD1 25.81725 33.98809 31.70988 55.04875
8500 NR_003495  /SNRPN  // HB 17.48571 17.03446 22.85827 16.90108
3143 --- --- 32.978 32.10895 41.54572 38.28507

18683 NM_144634 LYZL4 130.5966 128.306 146.2227 127.0349
4434 NM_001619 ADRBK1 1011.731 749.4144 835.1494 852.3752

12705 --- --- 61.55889 54.29829 36.42317 67.61391
12668 NM_015725 RDH8 133.6749 130.1075 124.2043 110.5483
20442 NM_012180 FBXO8 1019.51 964.1128 913.6753 1015.268
28541 --- --- 2.971109 4.453619 2.526032 1.769067
28542 --- --- 2.971109 4.453619 2.526032 1.769067
27875 ENST0000037GNG5 3789.583 3151.212 3980.119 3641.646
23783 --- --- 25.70846 19.71908 22.42614 23.24619
27582 NM_014332 SMPX 47.77741 58.11848 44.21343 52.45112
5682 --- --- 102.7039 149.414 110.767 108.006

10726 --- --- 13.02222 26.68661 24.16329 25.70773
22465 BC051700 C6orf120 879.2025 1067.138 887.4193 1025.021
21354 --- --- 20747.72 19217.77 19869.49 21369.67
27932 --- --- 20747.72 19217.77 19869.49 21369.67
22953 --- --- 26.54361 18.98283 25.24927 20.76795
19922 NM_006527 SLBP 2081.817 1524.947 1958.665 2419.695
10092 NM_178844 NLRC3 154.3833 129.9375 143.5908 145.1
4526 --- --- 76.40652 91.19607 89.88195 82.12579

28480 NM_007028 TRIM31 66.91393 44.53199 57.94245 53.92042
6169 NM_015267 CUX2 156.242 148.4262 149.5047 165.301

15373 --- --- 739.9615 765.767 814.8679 906.688
4836 NM_007152 ZNF195 573.7377 663.8785 539.5721 809.6576

20322 --- --- 20.00081 28.28016 27.52197 18.67088
21044 NM_012188 FOXI1 335.3018 346.6575 352.6699 264.7039
11988 NM_000199 SGSH 595.0855 842.6464 775.8127 666.2594
16008 NM_000092 COL4A4 84.02667 105.9815 88.036 100.9851
26699 NR_003191 GGTA1 93.1805 93.95789 82.41872 87.9947
12959 NM_0010425 SPRED3 284.5919 323.5692 307.3569 254.77



4772 ENST0000031FLJ34521 269.4539 270.8011 304.6652 253.1329
23075 NM_138327 TAAR1 39.75489 43.23057 41.77261 49.98982
25361 NM_002806 PSMC6 984.5724 922.5387 1244.024 1458.214
20992 AK090581 GALNT10 303.3671 168.9337 214.351 317.8707
21721 NM_0011146 MGAT1 930.9998 1179.027 812.0422 783.5325
22408 X74439 ESR1 109.7988 134.7759 118.6241 102.7352
7797 NM_031427 DNAL1 134.9958 151.8595 157.5414 170.0019

24437 NM_012338 TSPAN12 178.1193 65.36124 135.9008 231.9137
6111 --- --- 26.52344 27.70806 29.43756 29.02228
4978 NM_000331 SAA1 201.6964 1266.794 338.647 311.0146
4269 --- --- 57.19583 55.45597 69.0994 59.98249

26980 ENST0000037LOC652904 762.848 548.9726 732.4933 802.2164
1609 NM_201252 AFAR3 250.0511 282.8883 253.2666 250.6307
1037 XR_019504 LOC391126 138.1329 148.5887 156.4812 147.8764

18818 NM_020678 LRTM1 121.3525 102.6792 108.5575 126.4794
13138 NM_001015 RPS11 9430.206 9572.384 9728.754 9308.165
6887 AF229831 C12orf47 155.5382 161.9772 114.1028 215.8613
5105 --- --- 4.446586 0.00263106 0.01314095 0.4839014
2494 NM_178527 SLC9A11 13.99905 11.33809 17.58058 15.1256
7581 NM_00109978PSMB11 119.7645 113.577 121.2786 116.3008
8422 ENST0000039IGHV7-81 42.16779 44.94609 43.16925 47.43895

16507 NM_00100998C20orf194 525.9097 831.3566 535.5206 661.3035
12174 --- --- 12.48995 6.452316 5.02953 8.698784
1639 NM_00110239HNRNPR 3155.396 2522.087 3125.623 3950.386

13583 ENST0000030OR7A2P 44.88715 57.41626 65.83573 56.27604
9783 NM_020988 GNAO1 192.4504 569.9564 249.6121 196.3344
8730 NM_00110136hCG_1645727 164.0929 188.2226 175.2344 159.4746

10387 NM_030819 GFOD2 278.6481 214.4185 270.688 309.216
10958 NM_175882 IMP5 252.293 300.3484 270.2511 253.4022
25536 --- --- 12.60829 6.93982 10.67761 12.03926
8111 --- --- 28.35255 46.0695 37.6717 32.74268

19623 NM_024672 THAP9 157.5834 147.6563 133.6833 166.1412
13639 NM_004838 HOMER3 1307.069 1233.564 1589.235 1199.678
4463 NM_00101250KRTAP5-7 621.6082 606.4039 608.1682 576.4771

12412 NM_020180 BRUNOL4 153.9366 155.1104 155.0423 150.6063
21275 NM_00104824DKFZP686E21 1510.859 874.8036 1240.219 1572.128
26014 --- --- 9.122869 14.8601 16.32229 16.34952
15749 --- --- 972.4414 1202.711 1045.646 997.1873
17622 NM_012265 RHBDD3 267.386 317.6642 298.9714 209.9617

989 NM_001231 CASQ1 58.51129 40.19685 58.44633 62.96701
15117 --- --- 25.24535 32.8637 19.47599 26.60996
5801 --- --- 1.599325 0.06809267 2.42956 0.4697299

26231 NM_206920 MAMDC4 246.1491 250.7579 231.2161 206.0108
27620 NM_002952 RPS2 11500.84 11273.37 11528.68 11488.95
13375 NM_016199 LSM7 410.7666 286.2692 328.1007 415.4069
7149 --- --- 80.80997 100.962 84.7492 72.6213

20780 NM_015216 HISPPD1 1483.338 1126.737 1376.832 1796.578
10708 NM_014964 EPN2 891.0947 1127.85 969.8885 875.4069



6576 NM_012306 FAIM2 105.7125 121.4764 108.8628 109.0431
5860 NM_020039 ACCN2 333.5591 520.3371 356.8081 419.4739
2943 BC033839 C10orf126 101.7465 133.7675 107.0886 120.4226
675 NM_001408 CELSR2 784.0544 1178.031 779.7713 732.8407

16272 ENST0000036BXDC1 2210.601 1946.383 2496.454 2702.688
18665 AK127051 ACAA1 53.64574 66.50363 45.664 51.33493
13474 NM_00100519OR7G1 63.08571 71.97107 81.44126 75.47823
19218 --- --- 40.42737 29.56462 27.83842 34.14865
14706 NM_138770 CCDC74A 151.4174 121.5084 140.6579 111.4449
24073 --- --- 36.09069 23.00883 31.35486 35.70758
10693 ENST0000033LOC339240 184.6134 182.0482 189.8837 215.5376
6835 --- --- 2.951208 6.152215 5.881652 5.525621

11152 ENST0000037LOC643008 199.3452 192.7766 149.5304 194.6299
13827 NM_001816 CEACAM8 76.72998 90.36272 78.87125 81.81731
12492 BC029565 C18orf20 37.1786 43.38723 46.92451 39.00401
20810 NM_002823 PTMA 10985.03 10082.21 10490.93 10972.42
25402 --- --- 4.139183 2.315863 6.327129 3.34672
8012 --- --- 90.16647 56.26044 86.69838 81.0115

20953 NM_006706 TCERG1 2008.619 1514.051 1892.994 2405.237
14526 NM_00111338FER1L5 87.27453 133.1425 107.4699 103.3582
17718 NM_175709 CBX7 335.6656 439.8271 345.0551 252.132
15932 --- --- 46.05467 39.44653 48.64329 59.65054
9956 --- --- 54.60239 32.32699 49.21415 65.88827
7553 NM_001145 ANG 161.2578 219.9708 127.6601 184.5139

16914 NM_053277 CLIC6 93.14587 97.08083 101.3531 85.84399
10899 NM_025233 COASY 1256.833 1026.711 1136.508 1180.03
15255 NM_00102988FLJ34931 98.96254 136.3279 128.4947 123.0434
11044 NM_058216 RAD51C 585.0574 407.4663 467.7124 720.9244
7568 NM_020366 RPGRIP1 67.47945 51.00534 54.34489 56.50084

25943 NM_178828 C9orf79 94.28603 81.65865 89.27688 81.24605
7408 --- --- 93.03355 99.08761 89.07425 90.27465
6012 NM_033647 HELB 261.6208 276.5181 307.1674 282.1321
4937 NM_00101799GNG10 4151.272 4754.737 4628.059 5257.748

12949 --- --- 4.596833 5.603928 9.90837 8.281872
21405 --- --- 86.08187 48.5429 72.26913 84.09465
18417 --- --- 44.8688 33.71009 39.66632 58.35779
15132 ENST0000033HDLBP 123.6488 131.6077 95.22543 151.6974
14684 --- --- 0.5254802 7.505979 3.167716 4.802932
5568 ENST0000033OR10D4P 20.13523 23.79253 17.15935 23.9875

17532 NM_023004 RTN4R 588.014 645.5126 538.0097 553.9223
4867 NM_00100516OR52E2 52.6904 47.87419 55.02335 54.65925

26146 --- --- 3.56636 2.047485 2.856801 3.553801
6398 NM_018048 MAGOHB 1433.773 1057.107 1242.394 1524.809

28546 --- --- 24.90245 20.20325 26.31652 27.48009
5013 --- --- 658.838 771.8593 656.8677 756.1757

20413 --- --- 155.3194 156.8208 132.8633 178.6071
10011 NM_006428 MRPL28 2627.459 2819.643 2443.438 2499.042
3474 --- --- 13.72594 10.05825 15.76537 11.5234



9411 NM_0010124 GOLGA8G 261.2833 293.714 257.0937 271.0518
15326 --- --- 18.04 16.94502 13.16775 15.56186
4246 NM_00100474OR5M3 19.86689 16.26426 10.12797 21.79961
5187 NM_024784 ZBTB3 206.0042 143.9592 203.6504 216.5894

20588 NM_003432 ZNF131 1327.679 964.1042 1211.019 1467.932
28533 NM_001350 DAXX 887.3225 564.8769 877.1339 727.0791
4142 NM_005734 HIPK3 1263.955 1659.652 1478.835 1475.376

19191 NM_007217 PDCD10 797.118 774.1384 772.8441 949.1544
13787 --- --- 13.46979 11.29208 14.06217 17.40935
19279 --- --- 55.23127 62.95768 53.5997 41.39021
23058 NM_0010109 C6orf190 43.61639 35.18399 37.44524 34.4267
26649 NM_205859 OR2K2 40.77204 50.11752 44.72716 33.8413
4451 NM_015973 GAL 134.8878 195.2004 144.2719 132.6534

25188 NM_017884 PINX1 384.9676 361.0984 351.5651 470.4344
8764 --- --- 104.7264 114.5487 104.5226 97.42327
4074 U32331 RIG 74.00112 72.44143 72.62508 96.83459
4296 NM_0010124 MS4A13 107.4328 130.1836 110.0386 97.36214

25534 --- --- 80.57566 109.003 96.22011 78.57417
301 NM_012316 KPNA6 3661.275 3432.339 3564.431 3465.552

20439 --- --- 142.8262 183.4525 161.0218 155.9597
8444 NM_022807 SNRPN 435.558 707.2427 398.3922 530.1257

20418 --- --- 17.79865 27.34371 23.67711 32.47425
3208 NM_004088 DNTT 58.32537 64.83566 52.62496 48.74174
5122 NM_012456 TIMM10 1081.094 795.6675 1059.037 936.8366

17474 ENST0000039FLJ44385 76.8214 101.1535 74.42322 77.24124
5743 --- --- 34.83967 37.53601 37.68839 44.09489
4021 ENST0000031OR52E5 49.94988 42.57544 45.43541 46.2555

17241 ENST0000024TMEM191A 574.444 794.3825 573.0903 486.3013
24332 NM_181538 GJC3 140.996 184.7723 138.8695 120.2921
14636 NM_182915 STEAP3 1021.987 736.6367 1389.804 1204.745
18592 NR_003112 GSTM1L 378.7634 615.2186 418.5328 208.4279
12006 NM_0010075 DYSFIP1 104.7886 128.1651 113.5357 130.368
15472 NM_000542 SFTPB 116.9653 131.4413 132.1749 134.8129
4905 NM_006284 TAF10 4078.281 4358.601 3910.079 3944.651

20003 --- --- 4.262789 9.912453 28.00395 8.529531
21952 NM_007161 LST1 188.9377 205.5694 197.6563 196.3336
28310 NM_007161 LST1 188.9377 205.5694 197.6563 196.3336
28446 NM_007161 LST1 188.9377 205.5694 197.6563 196.3336
3616 NM_145307 RTKN2 190.4893 170.7961 206.4566 309.1439
691 NM_00101089SLC6A17 45.75023 259.7672 84.27763 74.2642

21630 NM_014666 CLINT1 3529.823 3316.713 3482.404 3916.848
25259 NM_171982 TRIM35 388.042 410.1667 417.1242 341.6734
13634 NM_004750 CRLF1 1190.097 1433.638 1105.05 1152.647
28793 --- --- 11.61271 11.33143 9.74072 12.41265
5374 NM_004549 NDUFC2 5480.644 4877.35 5588.912 5746.713

21854 NM_001732 BTN1A1 61.99713 56.76957 72.45532 71.86592
23 NM_002978 SCNN1D 158.3662 177.9414 178.7798 171.7665

25053 --- --- 389.0896 519.2324 350.4144 404.2454



10867 NM_003250 THRA 1037.66 1131.479 945.6494 964.3123
11020 ENST0000037FLJ42842 45.40743 52.09406 49.01196 47.01711
7229 NM_000504 F10 192.1808 167.227 191.2104 172.071
9058 NM_017726 PPP1R14D 97.29002 112.0869 115.3541 98.52785
6119 BC098313 C12orf48 708.655 457.447 579.3021 896.82

14490 --- --- 7.290912 5.793889 16.43795 5.057723
1279 NM_198551 MIA3 765.4901 770.4957 889.1467 867.9106

26103 NM_0010454 WDR38 168.8795 185.4808 197.8123 186.9201
19141 NM_022788 P2RY12 32.14856 48.02372 37.6904 37.4345
8908 NM_002569 FURIN 1399.931 1468.851 1270.586 1234.225

13922 NM_001217 CA11 245.3877 506.8058 268.849 189.319
5580 BC064919 C11orf61 885.131 686.7351 720.7596 881.4265
6306 NM_202002 FOXM1 3841.36 1585.803 3094.49 3827.612

15142 NM_173821 FLJ33590 175.9081 169.9934 192.4622 175.0844
22631 NM_006778 TRIM10 168.8729 150.1817 169.0578 154.3315
28481 NM_006778 TRIM10 168.8729 150.1817 169.0578 154.3315
14826 --- --- 154.5541 153.9529 151.0187 189.3626
17534  BC128239  //GGT1  // GGT 204.6684 214.7628 235.6477 183.5577
23233 X58060 RNU13P2 163.1109 224.6223 100.2521 169.7688
1386 NM_016076 FAM152A 2058.378 1526.239 2039.476 2098.034
5780 --- --- 27.57719 37.09865 25.47474 20.33862

12367 --- --- 148.6043 144.7906 192.3946 148.6882
6751 NM_032606 CAPS2 79.75813 105.802 85.56018 148.8774

14123 NM_020535 KIR2DL5A 148.8342 161.8628 138.44 143.3394
7127 NM_0010041 ALG11 710.046 671.1072 648.4484 807.2474
8537 --- --- 140.8038 128.7002 152.4971 173.2458

10500 NM_003486 SLC7A5 6578.456 4032.563 5771.992 1613.814
22532 NM_005124 NUP153 4065.359 3473.07 4524.931 4191.111
6094 NM_152905 NEDD1 1181.426 934.4933 1007.514 1523.202
6648 NM_053283 DCD 110.9936 84.76319 132.711 124.4054

27321 ENST0000032CXorf55 21.07048 10.49725 11.17928 9.151493
13545 NM_013433 TNPO2 2026.96 2298.673 1937.919 1806.138
9836 NM_144673 CMTM2 112.8519 130.9104 121.7269 114.393

24276 BC028365 MGC26647 50.82892 32.77828 50.35258 45.40419
4037 NM_00100448OR2AG1 170.8799 200.603 173.7426 175.6693

25974 --- --- 9.767382 11.63893 5.778719 10.2586
5035 --- --- 7.674137 5.240954 9.626996 8.479753

16326 NM_024034 GDAP1L1 104.8254 95.85246 101.6313 93.75936
4295 NM_017716 MS4A12 50.12672 34.39632 41.42796 35.82195

13581 NM_017506 OR7A5 32.80939 33.21013 31.65326 29.19152
7577 NM_004995 MMP14 2706.186 3167.227 2134.151 2377.106
2150 --- --- 7.258262 12.27931 6.603372 8.790229

20716 XR_015551 LOC728820 34.92081 68.97653 50.67265 36.83825
7128 --- --- 66.85769 97.91609 92.92778 95.88861

19388 BC031673 LOC389199 415.1162 509.321 413.427 319.4211
6515 --- --- 0.3773123 0.1075271 2.389875 2.821185

17122 BC063412 C21orf128 98.5445 108.223 115.0271 116.0616
5719 NM_031412 GABARAPL1 1138.112 1170.589 1146.705 973.4058



13453 NM_002002 FCER2 116.558 161.5524 125.8763 123.207
19314 NM_0010776 C3orf43 67.98693 70.65628 72.84296 59.57309
24450 --- --- 13.00642 15.80286 21.79462 21.95128
24424 NM_002711 PPP1R3A 29.63928 21.14619 23.97595 27.11829
9892 NM_173619 MGC34761 184.6547 202.5131 217.7887 178.8286
7918 --- --- 9.602129 1.16864 9.337556 18.83464

12407 NM_0010988 C18orf37 129.1373 87.13144 151.608 146.6239
20145 L10403 PPBPL2 50.56857 61.74492 63.49291 51.3591
19800 --- --- 64.08238 67.71751 51.30994 68.12337
18266 NM_006810 PDIA5 940.407 1276.166 812.6978 1136.865
11279 NM_014604 TAX1BP3 2013.854 1277.867 2009.759 2023.707
24574 --- --- 110.3977 109.7073 102.9031 115.0816
20555 --- --- 12.52061 19.14259 8.700282 11.19597
6229 NM_0010808 TMEM120B 1026.061 1513.008 1199.419 910.2847
3885 BC062717 C10orf122 36.31051 41.98914 36.8531 24.15596
823 ENST0000036LOC644634  / 256.7335 257.9205 262.8635 241.363

15244 NM_177983 PPM1G 2005.079 1749.331 2301.139 1954.932
19643 --- --- 657.9656 725.5012 767.3416 764.3137
28086 NM_001289 CLIC2 29.25203 28.75535 32.92223 39.69476
14109 NM_198458 ZNF497 357.7486 414.513 364.7014 353.9187
19511 NM_024592 SRD5A3 1633.322 1614.036 1883.773 1833.293
10229 NM_177534 SULT1A1 76.03329 92.86226 58.3132 73.91307
4121 --- --- 81.51313 58.13684 103.8932 73.90668

21877 NM_003520 HIST1H2BN 948.8263 607.5912 882.26 704.7305
26024 NM_080546 SLC44A1 2026.997 3282.512 2071.96 2274.254
27623 --- --- 293.2119 257.5614 311.0383 322.6767
7712 --- --- 38.34619 51.19275 37.39297 34.90182

10537 NM_002945 RPA1 1297.772 1229.538 1249.669 1619.585
26007 --- --- 148.0509 142.8486 140.758 163.8734
14758 --- --- 35.621 22.0082 33.34214 42.43991
6950 NM_022916 VPS33A 784.1053 790.3092 891.3227 930.7975
3475 --- --- 93.20029 97.91151 95.68439 106.3567

23556 NM_00103970FLJ21062 30.42474 50.2156 29.4824 37.85692
12879 NM_022467 CHST8 198.114 201.9713 201.6779 206.3204
7463 --- --- 45.01469 70.673 61.84809 66.9213

11541 NM_00101444NLE1 410.3051 372.7679 421.9045 451.6187
4940 --- --- 20923.67 19395.21 20021.76 21541.7

12239 BC035018 FAM44C 2024.395 2037.457 1982.937 1957.866
7565 NM_138331 RNASE8 98.43324 67.42044 84.01512 74.24034

22240 --- --- 204.4263 184.7335 275.3751 173.0096
16680 NR_002911 SNORA71A 1790.621 1637.932 2310.605 1875.386
19674 NM_017628 TET2 998.7258 779.2424 1196.13 1077.339
16073 --- --- 166.7332 216.7203 143.4132 144.9798
3901 NM_174937 TCERG1L 633.0318 741.4844 675.4553 620.4812
4070 BC028123 LOC10012982 159.206 184.3176 177.7593 163.7778

12871 NM_0011108 TDRD12 72.40752 68.95181 82.11974 63.22419
290 NM_203342 EPB41 533.5834 652.7849 537.3995 875.9634

20404 --- --- 109.3935 103.3316 137.2195 131.1835



22429 NM_020245 TULP4 1649.996 1593.356 1630.889 1597.363
20389 --- --- 4.667564 2.60594 2.716587 4.385048
24850 NM_018967 SNTG1 36.99466 40.55476 26.14631 31.7146
9497 ENST0000038FLJ42627 354.3795 374.717 325.3684 354.3711

17786 ENST0000033LOC642648 477.3933 547.7152 472.1496 510.7422
10729 NR_003554 LOC220594 801.3071 891.9623 765.7179 977.9566
22300 --- --- 8.544926 15.19744 16.03997 9.660898
16051 NM_024726 IQCA 45.93111 37.58397 41.08204 35.07027
22423 --- --- 20.09615 26.86235 14.10788 24.38282
2010 NM_207398 GBP7 144.4832 184.3628 164.7422 150.1258

19436 --- --- 44.00825 55.35323 71.31411 43.07653
920 NM_207196 ADAM15 1357.281 1709.091 1550.475 1346.444

19654 --- --- 11.38434 7.073141 9.497627 4.409617
8510 NR_003349  /SNRPN  // SN 2.773576 3.436126 6.073137 7.011553
3463 --- --- 7.0091 4.099077 10.36782 9.490286

18727 NM_005793 NME6 477.7684 295.951 539.1286 465.2066
18097 NM_007159 SLMAP 1889.203 1396.047 1977.771 1863.283
11301 NM_015099 CAMTA2 771.8109 677.4993 764.0825 686.049
9803 NM_000078 CETP 107.2376 73.67912 114.9181 106.4657
316 NM_002143 HPCA 147.1056 129.7183 149.1552 135.0828

2964 NR_003086 HSD17B7P2 239.979 161.7633 172.8623 230.2748
27402 --- --- 0.8293317 3.462478 3.586215 4.103892
27896 --- --- 14.46523 12.46189 17.17501 13.25707
19061 --- --- 35.14594 43.71505 45.32504 39.99979
13810 NM_018035 ATP5SL 1450.204 1341.028 1433.433 1537.257
15377 NM_020651 PELI1 443.8667 581.4817 489.1735 429.0235
21491 --- --- 19.33191 15.49164 12.71735 16.01682
9758 --- --- 150.149 176.0675 163.1545 161.7029
6144 AK124835 BTBD11 17.24031 9.855636 6.484228 15.97705

15088 NM_152879 DGKD 1410.42 1511.493 1378.828 1128.931
20500 NM_182632 SLC6A18 250.7918 205.7399 235.4356 239.0746
13083 --- --- 29.37945 34.55977 34.82277 29.50136
1301 --- --- 53.69695 28.46002 36.47905 37.80939

12554 NM_001018 RPS15 3257.999 3741.141 2964.844 3458.261
22120 --- --- 47.70531 49.04337 50.07858 50.64102
16028 NR_002908 SNORD20 39.96556 33.93936 29.13953 45.25234
14870 NM_000090 COL3A1 137.7695 150.0761 142.5897 138.1065
5638 NM_002014 FKBP4 2505.652 1872.336 2047.704 2673.224

17061 NM_181602 KRTAP6-1 223.7914 249.5635 231.0345 225.0358
23873 NM_018487 TMEM176A 60.60313 61.41401 72.78784 72.60465
24060 --- --- 6.006053 10.32903 5.783633 9.052438
7195 --- --- 10736.15 10666 11150.25 10408.51
4155 AF274942 LOC10013010 313.483 344.5065 253.7445 334.7457

12176 NM_144662 PSMA8 318.8746 315.7352 244.5298 271.662
19895 NM_178556 TRIML1 31.88819 30.93573 36.98947 34.80947
8193 NM_0010179 TMEM30B 143.5175 103.9065 119.5664 118.1033

15556 NM_016316 REV1 603.0999 648.2125 537.8113 689.9773
28230 ENST0000033TTTY14 173.0108 203.5569 162.5816 180.1265



602 --- --- 70.92634 89.77201 82.34346 75.38293
7003 --- --- 50.84862 60.21059 60.07048 64.34276

15616 BC112205 FLJ14816 49.77004 59.08142 54.12605 48.83293
13786 AY358191 UNQ6167 143.9973 157.908 145.743 162.7137
17485 --- --- 57.52354 42.56807 63.26332 82.30595
14576 NM_021815 SLC5A7 36.05248 30.25434 32.24847 33.71169
6619 NM_175834 KRT79 171.283 132.6967 133.0813 114.867

21453 --- --- 28.54704 31.31697 35.64093 25.02554
6379 NM_030653 DDX11 1156.897 1153.366 988.9582 1067.532
424 NM_004073 PLK3 423.5535 548.5315 385.933 438.0744

14607 NM_032556 IL1F10 56.72501 46.56289 75.69215 63.34211
18627 --- --- 75.93474 88.92996 86.81 74.95289
22091 NM_080604 TJAP1 620.856 573.5115 658.5787 552.6851
12314 --- --- 395.8051 312.613 336.847 402.803
9330 NM_004644 AP3B2 129.4933 178.4597 104.4525 124.461

23636 NM_00104010MUC17 62.61758 54.58586 65.98701 49.36475
10173 --- --- 124.741 142.9469 133.5765 116.0683
8468 NR_003335  /SNRPN  // SN 117.6272 535.6235 195.3244 137.3365

15669 --- --- 2.061652 3.200411 3.389338 2.964654
24799 NM_004095 EIF4EBP1 1569.44 1514.74 1615.126 858.9887
15974 NM_017521 FEV 398.4804 467.8006 394.2046 346.0559
10156 NM_006985 NPIP 1719.784 2402.333 1782.182 1777.566
17603 NM_00100849PIWIL3 38.68717 40.30453 51.57661 46.86739
11522 NM_006495 EVI2B 487.7519 321.9762 689.9542 413.788
9149 NM_019600 KIAA1370 387.1211 422.3545 457.9135 518.2021
8304 --- --- 20.5264 22.63939 29.21649 15.01262

22638 NM_014641 MDC1 978.9777 586.6166 745.926 991.0463
28357 NM_014641 MDC1 978.9777 586.6166 745.926 991.0463
14958 NM_014929 FASTKD2 674.7606 771.7964 842.9103 792.1363
19565 NM_016519 AMBN 14.80352 16.8796 25.22573 17.85866
7704 --- --- 2257.769 1129.089 2332.802 2127.885

18559 --- --- 55.89717 70.61691 67.64788 68.45601
16147 NM_012261 C20orf103 66.52848 47.07917 67.84593 55.71751
3471 XM_00171672LOC340900 49.80938 40.18938 47.89996 48.77672
1659 --- --- 7.557538 11.32379 8.102329 11.33387

16275 BC114945 C20orf152 117.473 121.0173 120.5439 98.91077
12184 NM_001943 DSG2 1674.197 1827.361 1369.009 2469.845
15821 XM_00172220LOC10013199 56.8619 61.05847 54.48877 59.89927
16306 --- --- 142.0623 171.8272 150.4539 150.9958
23489 NM_003508 FZD9 732.2878 681.4216 753.9792 681.0004
9203 NM_022048 CSNK1G1 797.7242 727.7404 790.7316 771.1631

24991 --- --- 38.66156 52.99817 48.54981 50.9604
551 NM_000016 ACADM 1561.224 1783.191 1608.032 2054.621

6853 NM_181724 TMEM119 147.5224 140.995 124.8386 154.725
13747 NM_152360 ZNF573 113.9372 128.1891 137.5375 141.6516
20561 NM_016568 RXFP3 182.5449 192.7578 177.3141 161.3748
16535 NM_020341 PAK7 81.32809 113.56 93.64969 82.03288
1306 --- --- 63.21865 57.25199 59.18531 68.65928



27438 NM_016153 HSFX1 181.4787 197.9502 201.1171 164.259
28027 NM_016153 HSFX1 181.4787 197.9502 201.1171 164.259
5508 --- --- 67.32572 50.1611 78.64634 78.10327

16057 --- --- 9.281388 15.68149 14.45929 16.58912
21638 NM_022090 LOC63920 163.9838 204.1796 152.3094 197.9714
7168 --- --- 4.591407 1.732865 3.126614 1.678064
1901 AY358629 FAM151A 157.6396 176.2138 150.4109 149.9863
9159 --- --- 33.61588 39.51487 27.76768 27.57688

10032 --- --- 1364.498 1512.37 1360.478 1321.019
25558 NM_014112 TRPS1 1426.81 1189.24 1471.236 1596.726
15846 NM_182521 ZSWIM2 43.61916 41.03236 43.10352 38.20645
3290 NM_145341 PDCD4 449.8964 520.2003 481.8379 594.7436

14614 NM_012184 FOXD4L1 406.8239 479.8011 435.1304 418.8514
26872 --- --- 354.4032 392.2223 494.6525 707.1896
14547 NM_0010117 NMS 104.0854 87.97747 93.81676 88.67258
20164 NM_00104278FLJ25770 19.90839 16.75634 24.72904 22.72948
27622 --- --- 12.67213 11.06955 8.468725 11.89321
9208 NM_194272 RBPMS2 151.5122 250.261 174.1278 198.2547
9453 NM_014587 SOX8 300.5561 253.1275 269.7021 273.2643
4028 NM_0010373 CNGA4 60.05833 59.35983 77.53164 74.20746
9590 NM_006985 NPIP 3640.986 4192.076 3424.202 3448.171

27888 --- --- 92.77979 100.5876 99.92238 110.6215
1591 BC006312 CROCCL1 428.9455 426.2435 410.6093 435.8373

17915 --- --- 241.0893 315.1766 294.9879 282.1433
15103 ENST0000030LRRFIP1 121.6734 194.6919 133.1376 153.8148
3450 --- --- 7.165661 3.895433 3.385379 7.161457

21671 NM_000794 DRD1 54.69956 45.07998 34.12111 43.03161
28844 --- --- 30.49587 57.19307 33.1916 23.48075
6315 NM_020996 FGF6 243.7361 235.8496 246.3952 212.7395

18057 NM_016173 HEMK1 431.1744 474.2838 365.5061 376.008
20053 NM_152995 NFXL1 658.4681 631.2324 698.6221 740.9266
24137 NM_006213 PHKG1 74.39327 57.7496 56.34214 74.86025
15775 NM_006922 SCN3A 31.44064 42.13113 31.35032 33.05246
22713 NM_001350 DAXX 857.7388 550.0948 854.1716 707.842
1877 NM_015913 TXNDC12 2337.49 3001.719 2701.229 3055.709
9547 --- --- 45.7902 53.87155 50.95862 36.64253

15620 NM_032390 MKI67IP 1914.547 2495.881 2392.759 2567.444
12615 NM_152784 TMEM146 120.2853 133.2248 119.4068 115.0435
19462 --- --- 44.4072 42.22551 63.05933 50.42953
21882 --- --- 44.24909 42.1545 35.95326 34.98432

773 NM_006472 TXNIP 2897.5 7549.249 4925.695 978.0489
14711 --- --- 373.0701 445.4698 418.0995 326.035
17992 NM_173658 ZNF660 59.67554 72.58641 62.43285 45.93843
28414 NM_030905 OR2J2 74.87778 79.87899 68.46768 71.74958
11933 NM_0011261 SLC25A19 503.227 330.2109 418.2273 527.5468
25920 NM_0010109 CHCHD9 610.4506 474.6129 646.0827 549.419
18487 NM_018358 ABCF3 1200.261 979.3942 1060.154 1061.422
15332 --- --- 37.19069 10.50619 50.19238 19.53923



3396 --- --- 132.0435 180.1078 137.9993 186.731
11035 NM_138962 MSI2 652.616 1268.139 684.6876 791.6662
13883 NM_00102986NANOS2 200.7367 175.5313 176.9711 205.6873
17810 NM_00101444LOC440836 79.30996 111.6158 92.25591 73.90147
26530 NM_016548 GOLM1 2769.484 3739.567 3001.709 3275.494
8219 NM_015346 ZFYVE26 919.053 856.8269 954.6313 1065.194

48 NM_152492 CCDC27 236.7568 254.5787 243.4917 237.1008
28145 --- --- 40.02927 61.64558 52.7175 42.2461
28225 --- --- 40.02927 61.64558 52.7175 42.2461
25066 --- --- 110.1581 145.1175 106.2195 114.3174
7950 NM_145725 TRAF3 669.0922 669.2574 773.8637 780.5046
6145 NM_007062 PWP1 2023.74 1977.154 1922.948 2686.726
1028 NM_145697 NUF2 1229.738 864.8347 1436.361 1489.478
1023 NM_00101479DDR2 1952.378 1908.895 2493.437 1867.173
4537 --- --- 1759.373 1571.594 1909.853 1196.038

14125 NM_014512 KIR2DS1 82.92661 96.72795 88.47556 88.53069
28510 NM_005510 DOM3Z 429.7341 479.7398 469.1362 470.9211
18149 --- --- 51.14454 64.07739 61.17512 57.84186
24943 NM_022351 NECAB1 123.4837 113.1087 127.7026 114.5621
5871 NM_014033 METTL7A 78.43349 100.2273 90.66007 104.466
1421 NM_00100469OR2M5 55.61658 55.60323 64.56589 67.11663

10158 NM_014647 KIAA0430 1421.404 1405.015 1614.588 1578.568
5747 NM_175874 C12orf60 73.6569 106.5976 68.91448 101.912

26969 XM_00171513MAGEB6B 134.2292 118.9876 106.0637 131.1827
20614 --- --- 128.0468 0.3509304 119.6546 137.1025
7274 --- --- 86.43971 102.1591 74.32738 67.79942

15751 --- --- 92.66802 61.10775 121.0379 82.84337
6722 NM_007191 WIF1 41.56538 41.90664 43.90657 39.5542

12874 NM_018025 GPATCH1 595.4055 552.5318 600.5551 612.4894
9013 --- --- 228.4831 297.3502 234.1966 222.7173

26092 NM_012197 RABGAP1 1550.671 1723.033 1553.323 1596.895
20905 --- --- 158.0799 105.5125 179.3265 157.2122
24308 NM_133436 ASNS 423.43 627.5449 515.4306 321.6271
16004 NM_003590 CUL3 3275.167 3143.219 3368.696 3538.952
22977 NM_004849 ATG5 1074.722 924.8842 975.683 1265.123
17392 NM_00100288CBY1 694.0162 814.5952 718.6052 883.528
14650 NM_002881 RALB 1160.092 1429.188 1102.588 1275.594
11127 NM_181790 GPR142 219.9105 257.3522 232.0842 210.3835
25735 NM_00103969SNAPC3 2890.749 2414.409 2551.581 2845.754
14000 NM_001523 HAS1 400.7578 435.3388 384.9213 379.8304
4653 BC111797 FAM55B 41.13134 38.18643 38.4541 31.33983

17052 NM_181622 KRTAP13-3 113.5476 83.12585 97.61586 118.4522
22814 --- --- 30.29673 23.83486 38.25409 35.74823
3927 NM_003641 IFITM1 701.5768 1439.462 754.9798 464.3634

28605 --- --- 12.37497 3.020148 7.257151 20.95791
22768 NM_018965 TREM2 106.3357 114.8786 96.98859 112.1687
13281 --- --- 4.530762 4.072741 5.219968 5.138708
26520 NM_013438 UBQLN1 4955.074 4762.893 4903.715 5162.43



16037 NM_004826 ECEL1 325.4813 350.4821 310.274 308.5925
23280 --- --- 26.08476 25.80923 23.78329 29.95589
4125 NM_003986 BBOX1 19.98307 22.85675 23.38182 17.34512

24686 NM_0010330 DEFB136 56.37184 61.40898 46.60658 66.39731
14553 NM_145686 MAP4K4 3385.541 2426.18 2639.123 2761.608
2246 --- --- 197.2297 217.1397 174.1357 236.4787
1837 NM_003738 PTCH2 147.2508 126.2386 123.5753 137.0575
6296 NM_016615 SLC6A13 83.4633 86.71327 78.99113 89.26616
3639 --- --- 11.45956 5.524316 16.95513 15.59373
7493 NM_024089 KDELC1 766.6937 587.4538 1117.978 762.4904

19362 NM_00104269LOC345222 653.4204 683.4531 635.1738 626.6682
11303 NM_0011045 GPR172B 174.1291 160.901 168.4672 167.7613
8397 --- --- 282.6943 296.5916 280.4119 262.4378
1535 NM_006610 MASP2 76.68321 80.36903 76.61711 76.34743

21583 --- --- 18.07217 17.99368 25.51076 10.1815
7564 NM_032572 RNASE7 130.1285 170.3223 136.614 144.2798

16777 --- --- 140.1736 162.4094 140.5796 136.8459
19774 NM_003601 SMARCA5 2045.19 1821.748 2231.252 2659.575
18249 --- --- 3.480018 1.019749 5.218321 0.2477815
6949 NM_019887 DIABLO 979.2714 899.1576 998.8032 929.944

16937 NM_002243 KCNJ15 73.11974 66.5479 95.66159 83.58008
2043 NM_000350 ABCA4 65.67882 61.96036 75.45578 55.49269
3369 --- --- 19.61094 30.73465 26.31915 24.44296

16429 NM_177980 CDH26 89.57793 94.78091 93.58105 92.46641
17362 --- --- 88.09989 111.561 101.3967 120.5993
18200 --- --- 38.72818 49.30517 62.4024 37.90593
22173 --- --- 175.377 186.1358 172.0659 158.3595
1527 BC130506 FLJ16126 107.0672 111.8286 96.01301 111.5407

18759 NM_198722 AMIGO3 450.5813 380.244 429.2738 390.2129
858 NM_020832 ZNF687 723.0253 779.2279 948.7442 807.0519

27187 BC001220 CXorf26 973.666 692.9445 1120.655 1014.07
12491 NM_006919 SERPINB3 13.35684 17.83282 21.12396 19.05485
2737 NM_003493 HIST3H3 205.6043 134.9835 210.6321 185.351
6542 NM_014554 SENP1 2449.226 1790.8 2278.997 2299.999

12220 AB027121 C18orf12 69.72142 68.9438 64.63184 65.93478
1030 --- --- 61.46473 63.59136 79.33791 65.54903
2774 --- --- 0.1856392 0.00756946 1.83895 0.4449595
5702 --- --- 21.0307 9.285881 17.26873 18.7104

27808 NM_00110524PCDH19 58.29982 67.22665 59.50018 63.34483
21254 NM_021147 CCNO 403.2428 362.7706 355.9924 347.4106
17416 AF336880 tcag7.1056 430.3556 520.9258 463.8039 417.4154
4276 NM_022074 FAM111A 1696.453 1121.245 1755.827 1615.339

28142 NM_004679 VCY 65.93341 86.50705 69.9101 80.87742
28216 NM_004679 VCY 65.93341 86.50705 69.9101 80.87742
2096 --- --- 267.0018 275.501 509.4218 214.551

27264 --- --- 68.65135 59.03493 56.64557 77.0771
15334 --- --- 85.44738 44.818 92.84592 100.3159
14416 NM_016170 TLX2 332.8936 411.5253 310.5603 323.9752



20086 NM_032495 HOPX 88.7926 108.7116 90.05579 93.28982
11509 NM_032854 CORO6 79.37261 89.85945 91.59205 77.46862
13490 NM_031917 ANGPTL6 984.0814 1189.737 970.7413 987.3745
9029 NM_181077 GOLGA8A 786.2128 1242.926 707.6229 870.8786
8663 NM_014335 EID1 2755.697 2963.45 2468.026 3011.42

21108 NM_145867 LTC4S 238.6292 231.356 225.3143 209.6846
26401 NM_019897 OR2S2 111.8877 128.1723 121.7342 101.1074
11851 --- --- 41.22337 29.30366 43.70333 31.61713
11671 NM_021078 GCN5L2 1479.663 1223.885 1199.611 1702.638
2605 --- --- 341.4826 345.4768 326.4086 373.7102
7865 AF170294 PTMAP7 1743.052 1424.172 1618.752 1707.272

16200 BC030637 C20orf39 133.6985 142.3676 130.5246 119.601
3729 --- --- 70.13689 73.75621 73.62669 75.19046

19798 NM_183375 ESSPL 87.0884 79.88487 91.02554 102.7839
14046 --- --- 0.00072794 0.5062182 1.300023 5.650251
26903 --- --- 25.14814 30.99118 37.30878 26.70679
22146 NM_207410 GFRAL 23.02396 43.89209 35.03506 40.92203
15293 --- --- 35.58875 51.57032 51.83273 33.3152
24470 AF503918 CDC26 818.1315 650.7157 796.8538 874.728
1489 NM_001409 MEGF6 237.663 295.0988 245.0547 237.9881

13153 NR_002825 SIGLECP16 72.48148 67.73548 82.74068 75.31371
12290 AK126293 FLJ44313 338.5869 575.7218 383.9192 392.9254
25555 --- --- 1.518768 2.185486 3.561589 3.628485
5000 NM_018362 LIN7C 2186.819 2015.431 2436.446 2702.057

26153 NM_020438 DOLPP1 657.0236 459.9382 606.5989 592.5963
22232 --- --- 17.86717 17.31014 18.97501 21.1973
17106 ENST0000032C21orf104 72.14642 98.61442 70.77991 81.95838
12083 NM_005151 USP14 3280.634 2726.435 3230.663 3872.677
19482 --- --- 137.9376 164.9628 157.7194 145.8936
23458 NM_00102494ASL 551.4457 500.967 538.9578 538.8267
22072 NM_015255 UBR2 1410.946 1441.074 1407.868 1651.368
20997 NM_014180 MRPL22 1101.519 748.25 883.4514 1230.366
6789 --- --- 58.44373 45.69778 61.33601 56.25725

25671 --- --- 160.3965 161.8989 176.5871 145.5583
8047 --- --- 25.74375 28.51037 31.08214 28.55372
3859 NR_002917 SNORA19 75.69714 64.32554 59.22419 79.21658
1563 NM_0010998 PRAMEF18 61.63633 63.30026 59.4726 67.73994
1566 NM_0010998 PRAMEF18 61.63633 63.30026 59.4726 67.73994

10853 AY358253 UNQ9353 94.21825 80.32513 91.53033 115.3443
11203 NM_0010805 BAHCC1 197.8976 294.6439 224.6277 188.5115
26515 --- --- 58.07534 78.64522 77.91863 64.00529
19317 --- --- 72.34754 98.45602 69.28355 55.97902
6158 NM_000431 MVK 527.7937 375.2545 476.2506 756.8965
4724 NM_00100446OR10G8 60.84212 54.88038 52.38971 61.00016

15533 NM_030805 LMAN2L 755.4953 980.8889 636.256 881.6607
23150 --- --- 20.32266 6.787629 18.33473 12.78995
4039 NM_00100446OR10A2 24.39962 19.28443 22.43328 20.7227
6896 --- --- 48.94887 43.85256 41.41319 34.55149



15864 NM_003151 STAT4 44.23736 68.40022 75.51663 55.46536
22894 NM_012434 SLC17A5 861.4244 1277.433 804.0657 882.4308
14537 ENST0000036TMEM131 110.0204 81.59172 106.7807 102.9223
17988 ENST0000030FLJ36157 365.9646 465.8687 347.3097 326.5517
8689 NM_207036 TCF12 4435.301 3124.367 4272.925 4030.333
9833 BC029263 TK2 75.30692 85.1253 70.84788 88.09849
8402 --- --- 151.2694 131.6109 156.8079 95.02077

12628 ENST0000038FLJ25758 50.44917 43.10553 65.10119 52.39341
13247 NM_017852 NLRP2 29.58604 37.12213 43.49194 46.19004
20526 NM_138348 FAM105B 528.2385 433.0094 597.6395 526.588
3002 BC032420 WDFY4 164.935 168.8035 172.5526 169.9165
8337 NM_032490 C14orf142 631.5618 722.8552 793.9971 828.9562
641 NM_012243 SLC35A3 575.3331 582.3088 536.3154 612.7696

15698 --- --- 452.5148 285.652 464.9952 348.7683
8237 --- --- 78.99428 141.96 99.77817 85.93406

13489 NM_015719 COL5A3 189.007 217.5495 208.9323 179.7782
1508 NM_021995 UTS2 11.81627 13.18583 15.50672 16.96983

21467 --- --- 4.687695 0.9782646 7.150803 6.770099
22964 NM_017421 COQ3 369.2687 237.5666 331.0687 523.6586
21055 ENST0000037FLJ40453 27.41539 6.095139 24.08016 23.2766

116 NM_00101369PRAMEF3  // P 106.1787 112.3019 113.2011 94.20999
11048 --- --- 34.0621 47.97304 53.10016 55.75492

484 ENST0000036C1orf191 179.002 193.3092 172.5852 190.1186
19974 NM_001189 NKX3-2 162.6765 174.5373 164.1318 148.0499
1283 BC031066 C1orf65 138.837 149.2293 125.0958 120.4087

25031 --- --- 0.04749372 15.85922 7.637911 2.214961
12028 AF090930 PRO0478 30.07753 43.53772 33.05514 39.58158
20785 --- --- 1829.431 1202.184 1334.035 1544.735
21899 ENST0000037OR2J1 11.6848 8.614411 18.8152 13.28885
2839 NM_00100196OR2T11 59.14326 58.75666 65.47266 53.60173
9240 --- --- 136.0283 141.4599 149.1414 131.0531

20044 NM_173536 GABRG1 15.50927 26.3966 15.47671 15.506
3214 --- --- 79.56258 87.84617 79.70464 80.65313

10408 --- --- 171.7768 165.2086 190.046 121.4614
10066 ENST0000038FLJ42627 351.6612 381.4577 325.529 356.0578
27348 --- --- 1737.524 1259.227 1907.447 1774.721
24511 --- --- 25.1727 35.19438 26.50714 26.21423
6387 NM_016509 CLEC1B 83.32215 109.4373 95.58027 77.18572

17302 NM_172002 HSCB 234.3335 181.0697 224.3032 207.3405
27501 NM_003372 VBP1 798.7885 618.8438 906.9991 1069.306
9384 --- --- 53.08516 69.77673 58.08868 45.96859

18894 --- --- 25.38568 38.86089 21.19977 23.61064
16804 AK290299 C20orf151 234.6567 240.3013 233.1155 232.4413
11753 NM_024320 ATAD4 69.64954 69.9723 74.24547 59.87668
15747 NM_138803 CCDC148 36.79714 22.34487 39.99187 32.74901
2083 NM_002790 PSMA5 1239.698 1386.74 1074.078 1512.048

17464 --- --- 135.9106 112.2241 112.5867 130.9952
15531 NM_0010805 LINCR 243.7032 279.8231 238.8752 262.2259



28753 --- --- 2.072374 0.01527663 0.00405632 0.4751579
28232 --- --- 36.56369 38.76782 38.00021 28.98489
3902 ENST0000034FLJ46300 163.6268 152.0031 160.8931 166.466
4917 NM_153444 OR5P2 32.11994 15.37581 54.82849 24.5257

10448 ENST0000033LOC10013234 673.8349 639.3717 720.6938 687.2945
16928 --- --- 217.9832 218.4766 198.1634 184.2669
22791 NM_003192 TBCC 490.5097 383.2425 480.6707 427.0104
14223 NM_017877 C2orf18 1690.32 1576.451 1615.761 1364.673
22855 --- --- 18.71239 7.428428 12.11532 12.34184
18588 NM_0010013 ATP2B2 110.7667 116.3399 115.5168 111.7765
10494 BC043250 DKFZp434O0 27.97583 2.692663 1.544755 23.18205
27463 NM_032882 PNMA6A 92.46982 80.29115 144.1951 86.66839
1845 NM_002574 PRDX1 5819.017 5768.685 6225.545 6187.952
860 NM_020770 CGN 96.65998 89.8167 128.565 95.99216

18388 --- --- 16.81168 32.04371 25.85135 21.99434
19176 NM_0010937 hCG_16001 7024.814 6266.895 6984.205 7817.338
9210 NM_016630 SPG21 3389.372 2975.575 3579.09 3501.62
7176 --- --- 59.56712 50.49022 55.96721 79.04344

26467 NM_201453 CBWD3 1088.393 1183.329 1020.675 1333.732
2784 --- --- 4.145752 6.365651 7.361639 7.779891

17263 NM_153615 RGL4 83.66754 82.05987 92.01959 83.00842
18217 NM_145753 PHLDB2 939.137 636.686 958.3219 780.7603
6486 NM_0010022 CAPRIN2 964.888 1487.926 742.3403 1288.377

26147 NM_018201 TBC1D13 1646.609 1264.767 1796.293 1584.9
4633 NM_001931 DLAT 1812.163 1167.053 1608.077 1986.095
4406 NM_001323 CST6 206.7876 148.8662 183.5866 163.3326

18942 NM_014981 MYH15 71.05872 79.84026 75.99603 79.75976
25227 --- --- 269.034 247.3154 298.5763 263.9431
1366 --- --- 4093.842 3627.903 4024.497 3987.372
6593 NM_016293 BIN2 62.09822 53.2688 62.93939 66.58502
7161 ENST0000037IRG1 53.12836 57.69167 59.14495 56.17548

27269 NM_152278 TCEAL7 137.3134 116.6068 160.5295 162.6956
245 NM_022778 CCDC21 904.2746 681.5557 791.5829 972.6562

10603 NM_020795 NLGN2 487.5852 635.4144 505.3006 372.9624
4768 ENST0000032C11orf37 79.62465 89.98154 91.25635 72.23736

21131 --- --- 84.11923 119.0258 76.88174 102.8702
13911 NM_003706 PLA2G4C 42.86872 97.10889 82.76701 47.70995
10977 NM_002265 KPNB1 5231.137 4748.754 5076.11 5360.203
9569 NM_0010805 SNX29 649.742 624.8908 653.6654 671.3428

21838 NM_005321 HIST1H1E 13140.65 12385.46 13418.78 13207.79
3183 NM_004523 KIF11 2838.271 1778.339 2606.35 3458.961
3884 ENST0000039FLJ40536 86.0789 109.623 82.75391 76.79641

16491 --- --- 2.499943 14.95814 8.652299 11.19643
13049 NM_012116 CBLC 221.3239 237.4252 204.3165 263.5201
4581 NM_032102 SFRS2B 3177.71 2769.485 3218.358 3196.101

21537 --- --- 155.1857 184.2682 172.7124 186.1989
25601 NM_00108039OC90 85.93498 67.82536 93.73434 96.41708
16021 NM_080424 SP110 273.8054 484.061 336.4508 379.5406



24949 NM_153704 TMEM67 522.4872 709.0997 472.3332 612.9109
14820 --- --- 219.9655 232.0964 179.7524 200.0201
28203 --- --- 49.65297 38.87418 32.9787 33.02716
11957 NM_134268 CYGB 165.5388 212.2321 159.9796 144.8536
7697 NM_005192 CDKN3 1191.426 1048.334 1247.225 1644.869

12437 NM_005901 SMAD2 699.3966 752.6932 835.9383 797.3415
15270 NM_015475 FAM98A 2876.77 2973.909 3331.901 3622.518
9440 BC001912 C16orf14 250.9596 328.8628 287.3666 282.8047

24181 NM_016038 SBDS 2981.151 1695.804 2825.422 3213.067
14914 NM_001228 CASP8 1106.773 1337.155 1069.593 1349.355
15199 NM_00100694SDC1 911.5887 824.4163 677.7748 771.4402
5193 NM_018093 WDR74 2341.234 2131.259 2262.815 2180.19
7745 --- --- 108.4165 132.0925 113.9334 123.3767

19296 NM_006241 PPP1R2 2348.716 2524.449 1846.098 2358.48
9124 NM_014985 CEP152 603.6719 318.1514 527.9076 513.2215
4005 NM_0010047 OR51B6 102.3789 72.42832 90.32381 66.23064
4780 NM_00108040GLB1L3 55.48781 75.54989 65.79088 59.01147

28412 NM_001350 DAXX 891.4885 578.4613 867.3711 736.6008
13057 NM_000483 APOC2 145.3822 141.4911 154.2115 156.3694
14124 NM_014513 KIR2DS5 53.02919 83.33428 41.76849 57.10168
16767 --- --- 33.76406 31.83058 18.77187 33.08304
21596 --- --- 221.1699 149.2533 201.2321 198.2647
9134 NM_005254 GABPB2 1269.66 1137.913 1298.935 1475.052
2634 --- --- 90.3004 94.54729 88.04462 126.2816
5214 AB231752 MGC3032 1210.585 1293.819 1198.612 1098.984

26409 NM_012166 FBXO10 2186.809 2343.542 2381.146 2212.517
25670 NM_003923 FOXH1 106.0074 128.2137 117.0146 122.1972
25062 NM_006558 KHDRBS3 2449.424 1055.894 2308.917 1888.035
16223 NM_012112 TPX2 4822.866 2963.718 4803.087 5419.002
12299 NM_012283 KCNG2 235.4227 228.5412 215.5966 221.3997
22179 --- --- 23.37315 29.813 26.81082 34.08856
13667 NM_0010014 ZNF676 18.4332 23.94951 38.27727 28.18776
23420 --- --- 3.730749 2.620286 4.162959 3.10573
1275 NM_022746 MOSC1 92.4577 91.55417 76.1188 81.36345
4171 NM_032592 ACCS 121.8669 206.9303 129.4777 147.4787
2989 NM_005972 PPYR1 19.8567 27.58097 18.08987 9.335972

17564 NM_002745 MAPK1 6981.665 6440.926 6642.405 6798.332
6427 NM_0010805 GSG1 155.107 155.5706 138.1496 185.1167
143 NM_00101364TMEM82 179.1781 237.083 251.4134 193.8734

16418 NM_004738 VAPB 1363.791 1714.646 1421.431 1452.461
20406 --- --- 1.20575 0.251582 4.546797 2.020706
25460 NM_172239 REXO1L1 198.5004 206.8858 242.5612 212.121
18203 --- --- 2125.837 1974.106 2470.272 1414.088
16610 NR_003678 C20orf191 151.3512 140.6772 151.479 154.0345
3882 --- --- 11.91688 8.501853 5.05068 9.313349
4253 NM_0010052 LRRC55 101.1199 102.8687 114.8298 98.6378

27800 AF284768 RPSAP15 2013.622 1633.62 2144.097 2009.653
4294 NM_152866 MS4A1 37.32413 23.86764 38.23914 30.34292



19863 NM_014269 ADAM29 43.3849 52.66174 32.8259 43.80397
11109 NM_014960 ARSG 409.3687 609.4341 373.7939 481.897
10679 NM_020201 NT5M 586.7372 697.3748 561.0167 527.3526
27976 AK123302 CXorf48 211.9463 304.8201 200.5237 215.9969
17086 NM_001697 ATP5O 2922.533 2744.426 2600.008 3231.389
6669 NM_001638 APOF 58.60091 52.57457 55.3834 61.73503

21913 BC051362 LOC554223 471.1286 551.5116 481.6498 423.7808
10459 NM_024533 CHST5 105.0353 126.7328 112.588 87.9436
20546 --- --- 83.104 112.9329 67.93079 84.21758
18884 --- --- 157.6167 152.2158 164.9365 151.0409
16467 NM_012469 PRPF6 1879.022 1958.187 1868.246 1809.141
13870 NM_00101798OPA3 348.6997 286.8194 379.494 336.9023
14854 --- --- 170.1622 189.506 185.539 151.3504
17124 NM_005423 TFF2 161.0245 122.1692 151.918 129.2069
24038 NM_006092 NOD1 306.4765 283.8969 264.7302 268.3031
13093 --- --- 124.3709 116.0735 113.8581 127.3689
11292 NM_001140 ALOX15 144.5303 161.6693 145.1755 152.1413
26381 ENST0000029C9orf144 36.49326 31.8728 44.12965 35.27983
2477 NM_181093 SCYL3 605.1404 594.2723 749.2533 709.2659

10716 --- --- 7.455255 7.969452 16.07948 13.91338
1832 --- --- 141.3621 81.76932 539.0553 71.58624
9767 NM_022162 NOD2 92.47447 104.9673 106.1085 97.56493

27507 NM_005638 VAMP7 3358.933 3469.55 3611.099 3794.135
28187 NM_005638 VAMP7 3358.933 3469.55 3611.099 3794.135
12291 BC119776 FLJ44881 49.28859 64.89516 70.57819 46.20957
19688 NM_006323 SEC24B 2596.1 2094.084 2739.798 2810.065

7 --- --- 250.2162 121.9235 398.1586 339.5353
17642 NM_014941 MORC2 1211.953 1038.924 1169.37 1290.955
26264 --- --- 31.14432 33.96778 54.23293 53.22532
24112 ENST0000025NACAD 138.0026 145.7496 141.059 132.6956
22266 NM_138408 GTF3C6 2286.01 1478.405 2833.798 2169.316
7248 NM_021954 GJA3 369.3197 469.2051 395.9066 383.1472
9157 NM_173814 PRTG 266.5196 627.4244 273.366 299.7774
4866 NM_00100474OR51A2 30.84043 52.60766 57.38789 39.9208

25872 BC027338 MGC21881 270.7603 285.4543 272.6841 307.0339
22226 NM_020482 FHL5 40.41993 44.55636 39.00978 47.4325
4779 NM_014384 ACAD8 454.5584 454.7907 482.698 421.2162

11036 AK021772 FLJ11710 98.75259 106.7728 87.9412 99.73622
4424 BC007641 TMEM137 306.0359 275.4972 213.4116 287.7687

11495 --- --- 10.02191 11.87401 26.2137 12.67964
16382 NM_005194 CEBPB 1689.657 2924.406 2502.85 1100.721
13983 NM_144947 KLK11 121.535 129.9683 127.2076 140.7735
2064 --- --- 41.20166 34.09682 49.78028 38.16421

12430 NM_145653 TCEB3C 111.376 103.8395 129.7695 122.906
26262 NM_018491 CBWD1 1127.537 1248.345 1082.575 1385.392
16367 AK056171 LOC10013149 97.23616 80.76011 87.65131 90.19411
13730 NM_0010127 ZNF260 727.2549 749.5779 860.9335 908.6893
19480 NM_006345 SLC30A9 1670.394 1708.186 1707.978 1816.192



10926 NM_004941 DHX8 1595.742 1430.32 1559.927 1422.296
19164 --- --- 13.2131 21.41713 17.83049 17.20435
1662 NM_020317 C1orf63 306.0046 313.263 193.7707 371.6492

25535 --- --- 6.219193 11.52202 5.000567 3.249178
23692 NM_000245 MET 3906.015 3063.053 4358.33 3846.11
4668 NM_006476 ATP5L 2362.848 2415.96 2231.853 2659.67
5556 NR_003125 LOC85391 309.2895 327.8999 256.9486 332.8463
8725 --- --- 54.73561 51.94703 47.14624 75.43359
6402 NM_023918 TAS2R8 35.57536 36.76011 49.74776 42.61686

25319 NM_152568 NKX6-3 521.1324 654.2713 531.4633 557.8676
21607 --- --- 52.89878 51.01603 48.90443 44.94124
7947 NM_014844 KIAA0329 356.1225 408.3548 366.9095 403.2333

21474 NM_016340 RAPGEF6 884.5745 704.506 874.3789 1092.99
18695 BC008468 KIAA1143 873.6913 954.3673 1028.104 991.1051
6473 NM_030762 BHLHB3 476.934 2108.901 525.597 479.4636
615 --- --- 44.58403 116.4481 49.76838 78.99183

23764 BC030651 AGBL3 41.42375 30.19988 34.59376 29.11514
7091 NM_00101089SERP2 107.3294 132.7479 125.4809 121.762

11001 NM_138281 DLX4 259.7594 286.1895 267.4911 231.4031
21184 --- --- 208.3885 114.6558 295.5799 146.5009
14888 NM_0010805 CCDC150 113.9023 94.46287 102.3381 115.6056
14899 BC017959 C2orf47 577.7584 558.0573 547.2169 632.7129
22494 NM_000129 F13A1 87.48828 82.05939 71.21255 96.0302
28051 NM_207107 UCHL5IP 519.7751 394.646 485.1255 536.2712
21656 NM_005990 STK10 1153.783 1436.797 1383.4 1376.549
22263 --- --- 15.58622 12.05686 4.117783 19.7372
5190 NM_006362 NXF1 2451.834 1907.5 2450.474 2311.792

23787 --- --- 5.304551 2.14765 7.334805 7.745314
17817 BC057848 FLJ43315 21.37242 11.32385 28.60991 30.51994
13513 NM_198536 TMEM205 1072.983 1374.084 958.1724 962.9133
10399 --- --- 12.12496 15.28138 24.97155 16.93005
3909 --- --- 26.41081 33.05006 34.76992 31.12424

12210 NM_007163 SLC14A2 99.1196 91.28693 87.81876 90.76743
8555 ENST0000033LOC283711 79.55977 66.88671 58.39215 64.10085

27654 NM_033518 SLC38A5 74.88634 78.17422 97.54585 88.38927
14994 NM_152862 ARPC2 6287.89 6354.235 6663.132 6750.266
7164 --- --- 49.62725 44.05499 41.96542 50.92295

20275 NM_052864 TIFA 464.879 456.5989 707.1318 550.0292
28857 --- --- 0.9046161 5.667042 14.67338 0.0130264
1239 NM_014388 C1orf107 1246.07 868.6374 1519.653 1583.872
9426 NM_001176 ARHGDIG 215.1305 226.0127 235.5514 216.2982

10391 NM_001907 CTRL 220.8414 211.3761 201.6545 208.7332
2861 NM_053049 UCN3 101.6117 102.5865 94.46255 102.2671
9484 NM_014353 RAB26 424.1317 507.0935 403.1792 435.1776
3984 AF143328 OR52K3P 115.7386 108.2177 110.7453 102.8798

21771 --- --- 52.63935 47.13879 54.35842 55.32383
26885 BC093994 CXYorf2 167.4179 149.769 155.6103 173.6649
26568 NM_021570 BARX1 278.9393 356.0515 290.2438 275.9091



21041 --- --- 7.85856 7.509081 3.340237 7.079351
20739 XR_019029 LOC645181 420.6835 419.2451 463.9557 409.8425
9649 NM_181078 IL21R 123.8234 144.4141 132.1573 133.3756
9835 NM_052999 CMTM1 821.0115 717.0654 923.2252 990.8693

15287 NM_198963 DHX57 713.47 610.5208 731.6121 763.4948
26271 --- --- 15.09339 5.347482 13.92473 9.700469
9266 NM_025083 EDC3 1490.124 1510.573 1520.29 1557.493
8066 NM_006405 TM9SF1 2161.215 2080.738 2324.738 2176.271

22898 NM_015687 FILIP1 52.35123 32.7384 45.74754 41.33956
4661 NM_014956 CEP164 361.8741 200.5817 331.43 356.7797

21996 NM_002263 KIFC1 1723.917 950.3284 1432.32 1789.351
17148 NM_198696 KRTAP10-3 146.8052 218.0158 190.3071 167.2253
1068 NM_015172 BAT2D1 5885.3 4530.789 6456.149 5673.496

24315 NM_152913 TMEM130 186.3339 195.7857 194.9938 189.4241
15409 NM_173535 CLEC4F 139.8824 123.2714 120.4376 128.0214

325 BC064845 C1orf94 53.44696 56.1505 52.14432 47.49102
18213 --- --- 21.93456 32.60997 44.14711 11.35655
8560 ENST0000035LOC10012997 80.75496 78.63561 99.70238 93.55045

13433 NM_003685 KHSRP 2783.391 2158.668 2436.884 2732.279
27703 --- --- 37.79293 49.62035 44.83044 44.25838
23190 BC093745 LOC441178 31.29007 38.4909 38.5926 23.92209
23206 BC093745 LOC441178 31.29007 38.4909 38.5926 23.92209
5896 NM_012291 ESPL1 1069.21 640.7451 1124.068 1100.995

22243 NM_018292 QRSL1 770.6465 496.5205 609.9316 946.66
16180 NM_080820 DTD1 1243.381 1207.324 1072.443 1234.671
17138 --- --- 35.98499 30.58887 30.15285 34.90247
24992 --- --- 5.444006 3.748937 3.357366 4.801215
26848 NM_032937 C9orf37 673.2258 546.8262 642.7206 689.7988
7719 --- --- 85.21725 62.30143 73.00108 88.44131

16 NM_005101 ISG15 352.8082 235.6346 329.8742 297.8898
17343 --- --- 4.268555 18.30237 8.052954 15.1779
19540 --- --- 64.02151 85.13428 75.00355 54.34976
13839 NM_014400 LYPD3 262.2483 303.4918 280.1806 222.1406
25023 --- --- 4.755547 6.387323 4.138094 4.369782
5978 NM_004984 KIF5A 109.702 110.3268 111.3901 99.35715

27323 NM_016383 LUZP4 23.04021 26.67528 30.07053 32.6338
8245 ENST0000032C14orf56 60.72137 63.1685 59.08083 48.94573

21118 NM_152547 BTNL9 184.4258 198.0763 163.4732 161.8696
5893 ENST0000032HIGD1A 2119.19 2071.399 2324.79 2268.951

24530 --- --- 1028.385 1041.01 917.1978 987.9151
27953 NM_018388 MBNL3 926.212 651.4002 1227.938 951.0502
16639 NM_014071 NCOA6 1243.421 1046.087 1213.487 1266.642
18219 NM_013259 TAGLN3 46.39315 66.73965 80.43167 29.79174
24722 NM_001978 EPB49 250.1902 228.5349 246.1489 215.3595
7398 NR_002816 THSD1P 118.7167 176.6281 100.7368 146.6662

21489 NM_017665 ZCCHC10 151.1648 114.3541 149.473 197.794
1912 NM_021080 DAB1 113.5575 112.1348 127.7583 110.4334
9320 NM_001021 RPS17 7004.22 7594.737 7512.764 7499.025



9328 NM_001021 RPS17 7004.22 7594.737 7512.764 7499.025
25191 ENST0000035C8orf8 6.651694 3.007732 7.472675 7.370281
26806 NM_0010124 SOHLH1 218.1083 227.3181 222.5864 208.1772
15391 --- --- 7.221855 19.17015 11.42631 15.44985
16122 NM_021873 CDC25B 2367.936 1817.396 2310.316 2140.183
2181 NM_016334 GPR89B 1135.986 994.9996 1165.342 1050.866
3138 NM_207373 C10orf99 134.5967 100.3685 124.6848 125.8729
3975 NM_004314 ART1 258.9847 294.1107 249.6499 243.6934

23544 NM_000840 GRM3 128.1067 99.47911 120.2314 141.9883
19411 AF073924 OR7E35P 111.2538 71.27222 121.3326 95.19205
28712 --- --- 20.68087 31.00756 26.83147 14.16142
4466 ENST0000032OR7E87P 72.74166 76.18934 105.8436 87.24068

25090 NM_139021 MAPK15 235.0771 222.4937 220.0653 214.1674
23842 --- --- 5931.346 4351.168 5335.421 6095.079
14592 NM_006343 MERTK 75.02467 240.3833 74.05784 114.86
19282 NM_032279 ATP13A4 68.93011 77.24406 79.72949 71.38293
21791 --- --- 464.6841 389.2806 503.3771 637.776
17934 --- --- 38.32651 16.04718 42.82231 17.69042
14766 --- --- 3.171629 5.496955 6.18969 5.239275
5297 NM_030930 UNC93B1 973.0433 1207.726 875.7307 991.7451

13507 NM_024029 YIPF2 1377.53 1612.952 1314.544 1217.229
28715 --- --- 190.2203 173.5298 201.1671 146.0243
11255 NM_052928 SMYD4 461.0479 458.0578 378.1679 461.8241

754 NM_00102459HIST2H2BF 6309.044 5287.047 6205.09 5603.245
27596 XM_372200 LOC389842 1026.778 580.9927 895.3436 1045.812

405 --- --- 22.70041 8.357813 6.251144 20.51496
28034 --- --- 78.33948 53.7515 72.21772 56.80725
15645 NM_138770 CCDC74A 140.6592 109.4856 128.2407 104.7617

215 NM_138479 C1orf213 99.48392 127.7709 101.993 114.5346
16335 NM_022358 KCNK15 456.5174 433.9389 422.4933 367.7873
21746 NM_00101298FAM136B 170.8425 177.3277 196.7622 202.6923
12659 NM_020933 ZNF317 689.5097 646.2328 701.5094 746.4172
24628 NR_003668 DEFB109 51.81454 37.29785 50.38748 45.87255
25172 NR_003668 DEFB109 51.81454 37.29785 50.38748 45.87255
18944 NM_032579 RETNLB 72.12115 92.49922 94.22646 70.45972
12010 NM_002861 PCYT2 1250.496 1114.02 1201.967 1283.288
14410 --- --- 54.40571 49.78185 56.50746 58.9251
3300 NM_033338 CASP7 321.1828 281.7915 335.1317 328.6926

12535 NM_001972 ELA2 274.9427 322.4959 257.3542 268.506
27041 NM_205856 SPACA5 88.06087 90.15044 89.37325 78.29247
8217 NM_016026 RDH11 1824.6 1633.072 1761.36 2061.313

17333 NM_134269 SMTN 1522.287 770.5242 1628.344 1442.848
16360 NM_004994 MMP9 159.8217 172.6528 131.5306 141.9131
16049 NM_212556 ASB18 122.7019 148.2267 118.5113 110.3562
21600 NM_052860 ZNF300 272.708 293.0957 316.3629 318.8124
13234 NM_006847 LILRB4 84.03445 58.80516 83.7935 79.85706
10202 NM_020718 USP31 1174.735 1026.194 1140.438 1279.323
1605 NM_003748 ALDH4A1 359.3111 361.6147 321.512 325.8315



14743 --- --- 14.01398 12.70005 17.76616 14.24138
20647 XR_018309 LOC202227 423.5556 408.7328 510.6561 409.2169
1572 NM_001229 CASP9 856.7507 948.1664 859.3235 841.1923

17004 --- --- 46.36745 60.73242 63.7094 77.94356
23136 NM_012177 FBXO5 1842.568 1176.505 1751.586 2041.591
3601 NM_138933 A1CF 105.761 113.1063 135.9217 110.2541
4492 NM_006591 POLD3 847.0407 428.7278 685.4496 1021.714

24648 NM_152251 DEFB106A 34.17924 22.59706 39.94386 38.65655
25154 NM_152251 DEFB106A 34.17924 22.59706 39.94386 38.65655
16721 --- --- 3408.129 3519.044 3397.874 2919.798
24348 BC031966 LOC402573 195.8527 165.454 186.2081 219.8558
11830 --- --- 115.936 148.0819 129.0878 105.3772
7470 NM_178861 RNF113B 80.49124 116.9285 98.97907 82.50687

23497 NM_032464 LAT2 192.6196 195.6408 194.451 190.3609
1442 --- --- 2779.125 3630.015 2698.535 2734.782

26874 --- --- 2779.125 3630.015 2698.535 2734.782
7631 --- --- 2779.125 3630.015 2698.535 2734.782
4819 NR_003512 INS-IGF2 393.653 407.0112 379.7122 396.1047

16659 --- --- 1.425754 4.498968 6.647919 3.822411
17146 NM_198691 KRTAP10-1 396.361 473.3346 362.7937 332.6841
12121 NM_054028 AMAC1L2 384.0511 462.9139 385.0255 316.5255
11709 NM_005474 HDAC5 641.4192 684.1664 604.1891 599.1467

651 --- --- 47.91865 45.36485 59.51263 48.42104
14938 NM_0010992 NBEAL1 628.7967 783.2214 521.985 725.6556
21233 NM_0010142 C5orf39 191.4722 82.28569 135.7595 174.8673
17306 --- --- 47.3588 65.82864 49.36897 51.82473
24482 --- --- 4.941882 8.365423 6.579342 6.902642
5096 NM_0010040 OR8K5 4.833488 9.988351 9.028179 12.40671

10747 --- --- 7.433823 6.945683 8.890291 7.655072
16548 --- --- 22.80675 29.95412 22.57724 26.51074
5803 NM_018169 C12orf35 1042.53 923.8429 1255.008 1178.603

27080 --- --- 14.61478 4.80577 14.12195 10.15147
28149 --- --- 9.029742 2.855318 5.301598 10.23518
28221 --- --- 9.029742 2.855318 5.301598 10.23518
27449 BC110800 LOC203547 1872.192 1814.142 2066.723 1909.289
17468 NM_016426 GTSE1 1784.61 952.3701 1494.376 1947.771
3626 NM_145178 ATOH7 58.42525 57.74348 75.18912 86.32821
7660 NM_054024 MIA2 38.56703 14.32696 33.35732 35.69921

13888 --- --- 2.974859 1.171816 3.160817 3.068989
26158 NM_016307 PRRX2 299.4345 258.785 274.8343 283.3697

923 --- --- 46.84414 44.87567 53.59806 37.06072
7819 --- --- 23.91753 25.8705 26.87034 13.84697

18007 NM_006564 CXCR6 52.59507 64.54823 57.8904 60.29417
8246 ENST0000035C14orf57 24.31593 19.14206 43.7834 31.86368

14222 NM_002246 KCNK3 722.2521 164.1137 144.6287 1131.461
22828 NM_003296 CRISP2 141.8273 147.0939 150.6261 147.8794
26616 NM_0010019 OR13C4 36.68571 46.85869 29.70719 25.37838
18640 NM_005442 EOMES 300.3309 341.9143 323.4156 329.5154



3507 NM_183058 LYZL2 13.06932 16.68386 36.5684 21.05314
6180 NM_002834 PTPN11 3367.973 2970.434 3157.583 3798.584

26539 BC086877 LOC392364 117.841 141.6504 94.77503 93.08651
17744 --- --- 22.51198 22.78764 27.19428 14.06389
2993 NM_00107766CTGLF3 559.2117 405.4011 424.283 559.8439

26077 BC133690 C9orf18 48.06533 32.32862 46.18325 26.74806
6893 NM_004658 RASAL1 130.6608 119.9241 143.9311 134.8029

25027 NM_021110 COL14A1 75.13373 86.18124 83.68053 73.50108
4624 --- --- 43.48348 48.21839 24.538 40.29349

19810 NM_004744 LRAT 123.4669 239.0825 164.3437 160.944
6964 --- --- 120.0592 108.3981 103.9865 140.2216
3314 --- --- 15.67235 9.350281 18.97683 13.64591

12602 NM_005483 CHAF1A 830.8475 590.1965 678.0244 899.9577
13248 NM_133180 EPS8L1 114.1499 136.4442 114.9555 127.5607
10490 NM_016095 GINS2 1379.281 949.8207 1401.088 1312.904
11025 NM_002126 HLF 84.87172 62.50998 84.48756 94.65037
14386 NM_012476 VAX2 319.9873 387.6806 295.8623 286.8748

230 NM_003002 SDHD 3553.332 2630.754 3267.046 3786.204
6185 NM_004416 DTX1 237.2502 269.3121 266.6952 217.7665
5989 NM_033276 XRCC6BP1 741.019 662.795 691.9452 806.355
8889 NM_152259 C15orf42 1924.825 1566.873 1737.958 2116.935
9678 NM_0010425 MAZ 1237.346 949.1908 1246.095 1083.306

15886 NM_152387 KCTD18 423.2688 553.5421 472.6191 476.9648
10868 NM_00101224MSL-1 2183.263 2029.096 1807.454 2233.478
23733 --- --- 21.21428 26.81464 30.43711 24.21138
13171 NR_002804 SIGLECP3 75.16354 56.10255 73.62785 81.23508
1102 NM_173533 TDRD5 20.02136 20.23216 21.49525 29.10889

16627 NM_080675 SPAG4L 76.42364 90.17287 64.76016 76.27027
21873 NM_003509 HIST1H2AI 2737.423 2096.12 2734.624 2304.915
26861 ENST0000036COX2 13988.24 14219.47 14229.06 13444.37
20267 --- --- 23.29838 44.54384 30.68929 32.23707
21017 --- --- 33.7111 24.02889 45.939 31.53855
7906 NM_032425 HHIPL1 432.6212 453.2652 380.4608 379.7613
5874 --- --- 0.1982045 0.5793466 0.00586875 0.00269389

17083 NM_000819 GART 2344.786 1859.78 2065.986 2047.914
8110 NM_014990 GARNL1 629.5427 698.6119 845.6736 780.8298
5503 NM_020886 USP28 1098.836 996.26 1149.099 1258.236
8599 NM_170589 CASC5 2841.789 1339.478 2635.911 3522.757

14579 NM_006588 SULT1C4 23.74212 19.41886 27.98596 32.83144
15131 NM_00100189TMEM16G 195.0252 210.7461 201.3817 216.8398
3964 --- --- 67.97495 54.44915 53.12741 77.151
7147 --- --- 23.82472 26.27525 38.76568 24.82103

16009 NM_024795 TM4SF20 21.74815 15.30648 15.15087 16.72556
21143 NM_033267 IRX2 425.1432 491.5021 476.3105 379.7413
2476 NM_033418 C1orf156 221.2844 234.0473 269.5622 267.9059
7451 --- --- 84.33694 80.46478 82.03303 68.72219

21245 --- --- 6.701523 1.981489 1.22445 0.00924443
12368 NM_172241 CTAGE1 40.909 52.93714 42.10819 36.9951



4135 NM_002901 RCN1 2699.722 3576.245 3307.335 3370.815
15051 --- --- 77.69263 95.06934 82.07063 64.34787
17478 NM_0010018 PIM3 583.0879 657.0829 563.8288 524.2071
24011 NM_022150 NPVF 38.4477 34.04973 38.69288 36.65543
3416 NM_000417 IL2RA 44.50616 51.44606 60.49042 73.3496
4939 --- --- 6478.749 4997.097 6056.572 6969.595
1220 NM_0010040 DYRK3 803.4327 769.9962 940.8957 961.1594

17359 NM_030641 APOL6 655.0002 501.6508 596.3465 489.6771
14149 --- --- 83.66709 78.55943 92.74148 86.63419
3245 --- --- 185.0123 173.6194 169.2074 179.6861

13144 NM_021228 SCAF1 905.398 690.6417 941.6353 773.4854
17046 NM_199328 CLDN8 45.10042 33.02607 51.35226 37.86081
21822 --- --- 3619.688 2748.545 3235.583 3988.676
25538 --- --- 7.80613 2.026349 15.34415 3.934222
10709 --- --- 123.6727 275.4556 132.1778 115.3419
6865 --- --- 17.62667 14.44701 20.80624 15.51146
6631 NM_003717 NPFF 135.1844 118.6786 111.3111 114.8205

14896 NM_00111466PLCL1 43.46187 131.1026 49.44912 60.46114
27974 NM_0010781 FAM127C 1799.902 1260.101 1827.67 1454.873
26494 ENST0000037C9orf57 39.88307 43.50106 64.79885 57.0789
13995 NM_053003 SIGLEC12 120.5003 103.3375 121.1248 118.4609
12571 --- --- 45.80374 32.48941 39.62148 54.4694
27453 NM_005140 CNGA2 61.72323 46.11227 73.25381 53.56659
3951 AY129010 LOC399851 703.1644 685.2756 642.2712 713.5723

19514 --- --- 8.279761 6.993842 10.43237 8.193465
26786 NM_021996 GBGT1 248.256 184.6676 216.4261 245.2117
20364 NM_0010095 SH3D19 1592.899 1129.237 1811.529 1506.765

516 NR_002771 DLEU2L 36.6261 37.03252 51.75441 44.32994
19326 NM_032263 IQCG 201.0599 192.0597 159.7373 279.9027
19516 --- --- 42.11166 51.02766 52.37978 56.87328
22197 --- --- 104.1601 120.9307 115.2823 137.8786
19484 NM_021927 GUF1 1184.523 1041.849 908.7802 1376.13
26049 NM_032303 HSDL2 943.0173 785.9382 1048.127 1044.133
21841 NM_003522 HIST1H2BF 3059.053 1661.909 3011.258 2506.646
1226 NM_000716 C4BPB 70.03578 51.29723 82.7233 73.70629

20967 NM_024028 PCYOX1L 524.7454 809.9788 414.5101 534.8273
6019 ENST0000032PRO2268 68.10567 62.37916 89.82578 67.54765

17098 NM_153681 PIGP 431.751 421.2003 250.598 435.0959
6186 ENST0000033LOC387885 127.2217 122.4532 146.8168 133.0601
3786 --- --- 10.7023 9.988387 7.41291 8.336324

10812 NM_006273 CCL7 54.71864 50.975 58.24813 60.81644
9819 NM_199046 TEPP 174.9263 208.9181 165.4873 171.5499

12568 NM_0010772 SPPL2B 480.6313 656.7355 563.9329 445.7896
2714 NM_013328 PYCR2 1047.918 1097.833 1185.574 1009.47
338 NM_024852 EIF2C3 1146.05 1239.907 1318.26 1289.237

6552 NM_004818 DDX23 2382.325 2139.78 2384.313 2598.652
2566 --- --- 0.00149547 6.96263 3.760925 0.00192447

11555 NM_004590 CCL16 84.99175 87.8589 83.81602 79.52809



15594 NM_000575 IL1A 1680.24 4136.961 2760.491 2727.061
1915 AF263547 DAB1 24.09881 24.37488 19.68083 34.93478

10215 --- --- 66.13367 61.86682 83.78758 90.03963
18395 --- --- 18.12234 15.92919 18.43326 18.24119
24984 NM_024915 GRHL2 70.87516 72.1017 74.1121 84.68388
16048 NM_001485 GBX2 1034.782 1250.245 987.3511 916.0453
10602 NM_003985 TNK1 132.8642 150.8389 139.4704 131.9353
15378 ENST0000033LOC130773 159.8665 167.8049 186.4581 170.245
4990 NM_00102986DBX1 237.8036 268.9554 213.837 194.6532

20187 --- --- 18.35808 13.68668 9.464025 14.24416
24495 --- --- 52.52465 57.89672 60.28776 29.69213
12743 NM_207390 FLJ45910 229.5173 250.7619 204.9944 219.0578
28473 NM_002263 KIFC1 2004.152 1095.56 1657.701 2055.996
11812 NM_016070 MRPS23 545.7783 447.6234 542.2963 556.1259
23790 NM_016943 TAS2R3 49.5806 60.97229 48.10373 63.78225
6708 --- --- 14.51867 16.55985 13.51449 16.36655

19859 NM_017423 GALNT7 1308.662 1133.304 1500.278 1405.532
502 BC034822 MGC34796 119.727 106.7547 117.113 117.094

15019 NM_001927 DES 443.5771 474.4689 411.9709 428.9005
2626 NM_005057 RBBP5 1264.15 1164.076 1359.18 1386.24

26693 NM_015651 PHF19 1908.754 915.0753 1784.332 1948.51
3617 NM_000399 EGR2 215.4687 299.7036 219.1154 201.2372
7071 NM_016617 UFM1 1266.089 1341.665 1330.508 1391.945

20722 NM_032567 SPZ1 35.5215 22.99496 27.18997 32.68909
6558 NM_003394 WNT10B 200.4465 307.0323 247.1249 263.5573

20893 NM_001964 EGR1 871.9105 2419.441 459.4777 975.2354
24703 --- --- 80.383 90.86125 86.09456 80.80346
16575 --- --- 38.67718 43.99394 31.45107 42.44419
20820 NM_177478 FTMT 60.97993 68.68394 57.79216 68.66925
17844 NM_153635 CPNE9 62.84413 58.43368 57.16109 56.89273
17796 NM_024105 ALG12 810.2005 825.8701 653.6254 787.3329
3372 NM_006426 DPYSL4 164.0492 214.438 176.2636 161.0648
1402 NM_00100469OR2W5 83.00538 132.699 97.74894 107.3243
6470 NM_152590 IFLTD1 21.14945 25.89023 20.88027 23.55975
352 --- --- 37.38502 18.36122 29.38284 23.72254

26519 --- --- 31.25765 15.82535 30.40864 30.61563
2978 NM_145312 ZNF485 295.707 278.1115 333.2284 436.9809
1684 --- --- 717.1511 590.7028 634.5658 656.6185
1033 --- --- 79.91135 93.10332 98.98348 92.31438

20255 --- --- 165.3865 155.8328 125.8123 89.0194
4820 NM_199292 TH 190.8871 214.7144 198.866 171.0569

21249 --- --- 99.31602 85.79913 93.871 102.8444
24302 ENST0000035FLJ42280 57.53032 57.123 72.81477 68.86535
17813 --- --- 113.1379 123.7624 114.6418 98.94334
17698 NM_006498 LGALS2 114.1324 101.7494 107.6352 93.29253
16085 NM_005018 PDCD1 261.6642 269.0309 269.9922 252.0611
4020 NM_00100516OR52E4 52.27097 51.3822 76.21644 58.91678

10638 NM_004822 NTN1 602.7811 637.2397 609.3855 574.4733



17916 XM_496634 LOC344787 243.3421 166.7871 203.0588 324.9366
3855 NM_004248 PRLHR 86.2315 112.573 84.52502 69.12109

15120 ENST0000035FLJ45964 64.84472 55.69272 50.27963 67.65077
14048 NM_006865 LILRA3 91.15052 75.63084 56.31067 78.31322
24535 BC039387 LOC730441 45.63504 34.69699 31.38429 42.01174
24350 --- --- 37.61398 32.63279 40.6263 36.70661
11428 NR_003554 LOC220594 914.6534 986.7279 900.6216 973.3367
9259 NM_00103864GOLGA6 119.5482 126.3776 109.4918 117.4637
8675 NM_013243 SCG3 17.78855 18.83966 14.99588 14.68345
5470 NM_152434 CWF19L2 369.6237 175.2615 293.2284 388.4488

11777 --- --- 274.4937 463.8376 286.7631 326.9123
7167 ENST0000037PTMAP5 4264.085 3816.276 3987.414 4536.965

12935 NM_032825 ZNF382 33.22558 140.319 21.39999 136.1846
131 --- --- 112.4426 121.3746 109.6053 137.8455

2899 --- --- 30.84667 24.13013 41.69259 35.29831
10961 --- --- 224.3432 215.9418 214.3509 213.6754

106 NR_003025 SNORA59A 287.8833 368.3064 362.1504 175.4558
10714 NR_003025 SNORA59A 287.8833 368.3064 362.1504 175.4558
20368 NM_033632 FBXW7 422.222 382.3891 411.8826 437.2447
25064 --- --- 68.18548 85.44375 69.50816 69.35052
8692 NM_020980 AQP9 27.84261 32.91312 31.7139 31.50688
1873 NM_00108049C1orf34 93.78518 126.6794 99.81858 89.9333

14335 --- --- 18.07304 16.89162 23.61088 22.60808
3082 --- --- 19.54348 12.67676 18.0767 22.76278

11857 NM_152598 10-Mar 94.9045 73.75389 87.06171 110.8063
2049 --- --- 47.05495 27.98645 44.68076 32.61767

18888 ENST0000030UNC93B3 699.0094 863.0595 767.22 649.8051
22678 NM_005510 DOM3Z 327.3955 370.1255 361.8962 359.7709
28386 NM_005510 DOM3Z 327.3955 370.1255 361.8962 359.7709
16474 BC134417 C20orf96 161.3963 261.2291 167.1043 212.1167

797 NM_016334 GPR89B 1121.365 982.4943 1151.662 1042.531
82 --- --- 45.52284 65.20766 47.42555 49.39804

1785 --- --- 149.4193 131.1307 124.7429 119.3386
9521 NM_153028 ZNF75A 483.8617 582.8557 605.6705 666.6409

21444 NM_004707 ATG12 684.0142 733.1234 684.1457 880.4625
12175 NM_021624 HRH4 33.61921 29.11239 25.79693 22.4279
18945 NM_005459 GUCA1C 20.15924 47.15931 15.36652 2.571468
13840 NM_198850 PHLDB3 247.2234 276.5273 236.4874 241.4626
21585 NM_000440 PDE6A 44.25949 35.62603 45.13388 44.42365
27541 --- --- 40.00051 52.55524 44.58807 26.98381
13397 NM_001961 EEF2 8808.663 8862.389 8885.438 8828.189
1976 ENST0000034C1orf80 3393.188 2731.66 3458.131 3712.083

13627 NM_025249 KIAA1683 141.6824 153.526 172.4778 138.0807
1092 NM_170692 RASAL2 2211.64 1392.253 2047.696 1979.668

10548 NM_014565 OR1A1 79.0553 76.65984 86.29392 77.27765
5760 --- --- 44.21014 51.88967 51.29846 57.4947
7804 NM_0010246 LIN52 1176.476 815.7947 941.1122 992.7648

25914 --- --- 19.35672 19.98479 18.32179 23.52396



14501 --- --- 65.18418 47.21419 56.4316 58.31057
9478 NM_004209 SYNGR3 192.6736 211.5791 182.5206 161.5272

15532 NM_017991 KIAA1310 909.989 821.1924 739.288 894.5051
16703 BC000849 MGC5566 92.28112 97.42419 111.0146 88.13123
16001 NM_020830 WDFY1 1371.226 2574.231 1310.068 1643.983
25192 ENST0000031LOC157740 40.41572 64.07507 64.42174 48.20297
6905 --- --- 8.642797 2.543779 3.344178 4.078861
197 NM_00101369LDLRAD2 209.5107 259.6101 256.131 226.8548

25292 NM_024787 RNF122 238.2053 368.4384 208.911 208.8374
1996 --- --- 26.28906 37.66916 23.58495 22.27518
9496 BC062576 PRO0461 345.45 350.1743 387.0909 317.0352

21058 NM_003945 ATP6V0E1 6466.658 5945.519 6009.454 6723.609
5225 NM_005609 PYGM 257.2213 286.052 239.6851 256.7471

22105 NM_007355 HSP90AB1 10422.25 8452.226 9926.884 10157.45
10282 NM_002773 PRSS8 81.74114 103.2229 106.5856 76.12597
3163 EF426484 LIPM 71.8127 62.55993 62.18645 57.11795

22542 --- --- 29.99934 20.67788 24.54037 27.37965
15921 XR_039379 LOC645978 346.0959 260.0339 338.2878 272.3023
19934 NM_024309 TNIP2 642.7799 590.4843 666.9288 699.3429
1153 NM_024529 CDC73 2953.581 2707.82 3005.864 3363.335

22676 NM_181842 ZBTB12 505.3224 501.1103 491.7415 446.2931
28384 NM_181842 ZBTB12 505.3224 501.1103 491.7415 446.2931
16624 BC105014 FLJ33706 31.25996 53.85652 36.36903 34.35457
28760 --- --- 6.090734 2.55525 9.661624 5.731691
20744 --- --- 165.3198 170.1249 179.2904 178.6307
16437 ENST0000037FLJ44790 80.48127 103.0738 101.7479 101.7731
5074 NM_0010055 OR4C45 43.94487 50.38769 63.63458 46.42244
5725 --- --- 5.348161 3.57117 3.794292 3.82327

23634 --- --- 85.50065 67.76441 134.8446 108.6158
3306 NM_198795 TDRD1 31.31651 39.84842 31.2904 31.17006

10109 NM_032569 N-PAC 1591.681 1374.358 1570.876 1874.809
3506 --- --- 136.0217 146.9059 121.1566 100.4257

17736 ENST0000033LOC10012964 66.18076 78.41689 60.49009 57.40984
1658 --- --- 13.58408 19.62427 25.87001 29.56081

23451 BC111554 FLJ25037 2155.579 1646.365 2003.437 2004.983
17907 NM_017897 OXSM 403.6478 494.5798 412.6478 502.5061
22363 NM_021243 C6orf115 1084.355 764.7313 931.7842 1436.664
18024 --- --- 41.37394 48.52813 46.93179 35.15585
3560 NM_0010425 FRMPD2L1 53.39782 68.27784 73.93178 73.01955
3573 NM_0010425 FRMPD2L1 53.39782 68.27784 73.93178 73.01955
5984 NM_006812 OS9 3122.093 3625.583 3146.185 2784.338

28615 --- --- 12.27651 13.4842 9.497742 5.512455
23552 --- --- 69.12474 72.0099 66.90334 70.41621
16774 --- --- 196.028 212.6503 193.9041 173.7075
2451 NM_177398 LMX1A 219.0021 253.7852 201.7775 226.3183

26971 ENST0000037MAGEB5 38.96825 46.72334 32.56357 39.26101
22213 --- --- 32.67424 25.42805 29.16192 39.40448
18411 NM_014575 SCHIP1 1521.13 823.9454 1261.23 1594.307



11113 --- --- 17.28977 19.77559 19.0476 22.83061
16991 AF391113 C21orf70 620.529 449.2552 575.0592 554.8602
8509 NR_003348  /SNRPN  // SN 1.912377 4.65079 2.667391 3.068308

24650 NM_016512 SPAG11B 247.5889 250.0291 239.373 224.6387
21639 NM_006425 SLU7 859.5021 881.1514 775.5718 1049.911
28174 NR_001555 GOLGA2LY1 226.9424 211.6075 225.9334 224.7943
28255 NR_001555 GOLGA2LY1 226.9424 211.6075 225.9334 224.7943
28296 NM_145029 C6orf136 422.6071 282.1292 384.3632 344.8545
28433 NM_145029 C6orf136 422.6071 282.1292 384.3632 344.8545
5957 NM_144576 COQ10A 544.9583 480.0125 506.5706 555.5303

27132 --- --- 59.79997 50.89377 77.2614 68.55702
25265 NM_173833 SCARA5 111.7876 77.80145 105.3975 94.87894
26205 ENST0000037FLJ35348 115.587 125.7379 95.2706 120.5523
4176 BC130636 FLJ41423 59.79512 55.46935 68.4651 59.94642

22859 NM_00100376KLHL31 27.75055 26.032 35.72253 32.05836
12565 NM_000479 AMH 586.2248 611.6257 518.1437 552.1208
15082 NM_005383 NEU2 303.8564 317.0037 274.4293 275.0198
19467 NM_018177 N4BP2 246.7238 168.7836 243.7446 336.0018
12436 --- --- 56.47151 57.58678 62.0558 53.65841
20264 AK094992 FLJ37673 146.2478 153.0497 183.2538 152.795
12505 BC019628 C18orf51 82.4426 115.9451 98.98625 92.83285
28836 --- --- 36.71534 40.0652 45.63939 55.05194
16121 NM_052970 HSPA12B 597.2942 617.1318 593.4483 551.3723
24256 --- --- 2.057223 1.822603 2.976231 1.882023
19638 NM_020203 MEPE 41.2188 37.68952 40.83947 39.16601
5333 EF363480 KIAA0280 989.3675 842.9943 1016.556 799.7582

27768 --- --- 40.40295 39.87853 29.83655 30.64494
8298 NM_013989 DIO2 74.44902 62.83791 86.23001 63.09505
5587 NM_001612 ACRV1 52.99168 51.88507 47.08823 52.95713

14288 NM_019063 EML4 1679.702 1930.479 1980.878 2329.108
15989 NM_012100 DNPEP 982.0425 1249.56 995.3299 857.3176
7636 --- --- 128.983 125.1964 145.2917 128.2889
4056 --- --- 51.70282 61.16664 65.97891 54.35717
4916 --- --- 54.57111 31.40587 50.96148 43.24512

14623 --- --- 106.6675 94.12611 182.7713 121.2852
12747 XM_00172677LOC10012911 73.07597 68.44124 96.24763 81.78861
1378 NM_144625 WDR64 46.39341 56.78148 48.80852 44.74524

15734 NM_017892 PRPF40A 2590.885 2074.385 2491.778 3224.368
12408 --- --- 186.059 216.5443 198.4709 177.833
6681 NM_148897 SDR-O 54.05394 69.44216 77.73206 62.14392

12652 NM_139314 ANGPTL4 123.1834 571.054 116.1771 252.9359
5715 NM_138337 CLEC12A 52.94978 77.62773 64.90974 57.31057

28722 --- --- 73.47486 64.2104 62.90187 73.48646
28422 D32131 HLA-A 5052.361 6269.95 6294.833 4236.165
16035 NM_024409 NPPC 811.2671 996.106 871.6945 775.9842
10547 NM_012352 OR1A2 52.50716 53.37915 51.16614 48.84193
5337 NM_016565 CHCHD8 653.2944 476.581 637.5147 642.4468

26124 BC141809 C9orf117 97.72285 66.20703 95.18671 105.8207



18968 NM_025146 NAT13 6362.872 5055.654 6504.554 7347.738
6082 --- --- 39.66194 17.84844 31.11569 26.13165

26768 ENST0000035FLJ46836 112.2908 123.7587 123.7672 118.5248
4303 NM_024092 TMEM109 4217.747 3093.257 3867.047 3734.08

14982 --- --- 16.36229 20.84991 13.77928 17.31979
9568 NM_032167 RUNDC2A 424.4858 387.3626 376.4274 407.1235
4528 --- --- 2.524649 4.655465 4.465758 4.063728

23139 --- --- 35.50525 39.77026 29.99345 27.96842
2092 NM_006402 HBXIP 823.8173 1214.385 953.9284 945.813
2024 --- --- 231.9484 236.5398 222.9329 228.9845

20426 --- --- 6.423312 7.756654 6.694568 7.613948
22242 --- --- 10.91365 19.46279 19.0231 20.62795
7989 BC152473 KIAA0125 70.5383 61.78545 69.84464 58.43901

28002 NM_0010998 MCF2 37.62828 44.16723 45.34314 54.16644
7283 NM_0011055 PRHOXNB 111.9277 87.75417 127.8184 117.5173

11524 --- --- 44.23386 37.72148 45.39531 37.94506
25966 NM_006648 WNK2 101.4467 116.7541 98.0479 88.50061
24190 --- --- 25.3933 21.69834 33.40337 30.37497
1300 NM_031944 MIXL1 199.9094 209.4311 200.5296 185.732

27142 --- --- 108.0698 40.07534 87.24912 75.06172
11446 --- --- 15.69254 6.994924 12.13661 10.23734
27320 --- --- 11.57659 12.47438 9.33542 12.41176

344 --- --- 27.32192 5.427095 26.55634 27.67486
3740 NM_152429 FGFBP3 90.29407 73.98195 89.7104 90.23126

23413 ENST0000036LOC10013326 498.1006 507.9647 489.1507 436.6038
10324 NM_0010804 TOX3 189.3608 130.9346 216.9495 204.4552
9939 --- --- 5.933819 5.187067 6.308458 5.084806

27647 NM_006962 ZNF182 211.6248 215.6799 203.8351 228.1208
15922 --- --- 13.89846 9.05683 9.787041 17.16957
5710 NM_030653 DDX11 1132.605 1116.224 961.4047 1060.563
7567 BC031469 LOC554207 53.66253 39.20275 54.3694 44.78214
8647 --- --- 78.79925 90.03963 82.44128 82.9319

15482 --- --- 35.3995 29.86831 30.78145 51.32656
20400 BC094775 LOC201725 1158.236 776.8939 928.7171 907.036
27270 NM_016303 WBP5 987.1765 803.8964 859.0942 1295.991
19067 NM_130808 CPNE4 58.97634 38.52917 42.38208 53.79159
15493 --- --- 102.1651 146.851 104.596 80.39378
19066 NR_002985 SNORA58 67.38838 65.89309 70.77863 78.99048
3815 NM_004311 ARL3 345.1804 295.0107 275.0102 429.3019

17113 BC080530 C21orf88 54.18134 53.7754 60.10864 46.40093
14106 NM_023926 ZSCAN18 142.219 131.4077 137.3332 123.6375
3139 NM_033100 PCDH21 86.2431 84.66245 96.95874 100.9478

28834 --- --- 113.0677 113.1197 130.8003 141.9021
17100 NM_002240 KCNJ6 36.1126 25.27869 40.63583 36.46248
9638 NM_006910 RBBP6 1407.973 1318.81 1522.08 1661.183
9398 NM_018148 LINS1 221.9967 314.5028 215.4254 298.386
7278 NM_182488 USP12 984.4841 820.4503 857.7301 1057.465
113 NM_023014 PRAMEF2 38.77763 54.10826 57.07952 38.3749



9487 NM_004424 E4F1 359.4568 311.5562 376.6131 360.7914
24753 NM_173174 PTK2B 141.0275 135.4723 108.9367 130.7182
4929 NM_020643 C11orf16 88.2703 90.24979 104.8166 78.02119

14520 BC101730 LOC285033 119.5404 130.336 117.4661 121.3255
17702 AF324466 C22orf23 110.8823 110.9599 101.7404 115.8193
5273 NM_006946 SPTBN2 610.3206 475.4077 620.0063 596.9687

28165 NM_005058 RBMY1A1 28.88622 22.40862 30.10589 27.7298
5452 --- --- 0.8161874 5.028845 2.577786 2.689965

19243 NM_018622 PARL 1101.561 1183.94 1044.019 1291.113
27784 NM_000489 ATRX 766.1265 665.827 882.7274 1101.465
10827 NM_139215 TAF15 2548.973 1969.327 2588.329 3136.888
3246 NM_005521 TLX1 92.27122 81.12387 97.11486 95.73114
7215 NM_015011 MYO16 94.29749 145.1398 100.5804 102.1436
632 NM_015485 RWDD3 308.1518 311.8378 296.0901 351.806

24099 NM_021223 MYL7 82.96449 77.71647 92.73896 76.3183
24426 --- --- 65.71465 53.51759 54.88055 63.73892
18354 NM_139209 GRK7 377.5115 328.0858 322.4459 336.1899
12139 BC127726 MGC26718 148.026 168.5453 147.6206 164.6376
15910 --- --- 12.19912 9.938138 11.32342 9.685317
26718 NM_004959 NR5A1 162.3615 138.4075 125.0675 97.66544
22099 NM_00102536VEGFA 1432.141 1776.668 1529.941 1110.46
21371 --- --- 186.1348 181.2297 195.915 151.6649
5962 NM_003725 HSD17B6 51.0822 36.48123 43.2213 51.51551
7703 NR_003225 LGALS3 1143.156 3275.833 1329.678 1262.114
753 --- --- 2374.759 1766.147 2117.007 1842.565

9342 ENST0000033KIAA1920 83.07235 156.3085 123.66 109.9002
27038 NM_205856 SPACA5 71.30032 74.07275 72.83751 63.0652
28741 --- --- 51.26925 63.42872 54.60928 59.00645
1703 NR_002987 SNORA61 618.0408 837.5484 820.6516 832.1258

12201 NM_017947 MOCOS 947.7668 608.6023 858.0472 823.9984
26816 NM_014866 SEC16A 1288.987 1276.544 1408.788 1270.743
14104 BC033933 C19orf18 35.46701 25.13555 40.57866 43.86963
7666 --- --- 255.7228 244.5463 270.7103 282.5157

18584 NM_173472 C3orf24 184.0443 198.0001 181.2209 182.7422
1080 --- --- 26.92942 36.99841 34.40659 37.06355

28619 --- --- 52.67387 52.13953 41.94676 54.06851
21292 --- --- 26.02476 20.35834 29.61199 30.90637
1673 NM_0010397 AIM1L 186.0647 187.8585 172.3018 162.7325

20246 NM_181886 UBE2D3 2535.604 2290.794 2565.504 2809.929
13282 --- --- 82.10145 98.12388 83.89815 77.42015
11079 XM_00171737LOC342541 1226.475 1124.662 1331.153 1273.718
26104 NM_030978 ARPC5L 704.8966 544.8608 766.0313 734.8527

972 NM_002432 MNDA 35.3345 28.06849 25.87936 26.78994
8408 BC021276 IGHD 126.0267 139.5203 139.0212 120.5988
6866 --- --- 47.93628 41.00491 39.28885 41.29517

18561 NM_000564 IL5RA 43.278 37.0243 46.63817 44.09987
21627 NM_00100134C5orf40 82.86102 72.18682 105.048 99.40813
15900 --- --- 27.0993 28.30149 28.77282 18.62655



13373 ENST0000034C19orf35 121.3798 118.1736 132.4303 108.8707
17053 NM_181607 KRTAP19-1 125.4565 126.4594 114.0528 124.0237
28631 --- --- 194.0065 260.7124 187.8962 145.7975
8179 --- --- 33.20293 33.74053 41.16902 29.72523
8381 NM_00101796HSP90AA1 6222.425 4281.852 5750.527 7720.237

23091 NM_005923 MAP3K5 1039.059 724.3573 918.3166 838.0604
13586 NM_005071 SLC1A6 190.0681 206.0666 178.9662 177.8093
13113 NM_000511 FUT2 85.1123 76.74992 78.46057 80.31353
10121 NM_000833 GRIN2A 70.69476 49.80661 66.01981 61.23278
16172 NM_020536 CSRP2BP 484.2295 476.8793 459.3952 522.2958
26859 ENST0000036COX1 12304.16 12916.14 12823.23 11961.3
18190 NM_020357 PCNP 3764.944 3153.858 3817.52 3901.614
27367 NM_016024 RBMX2 1035.892 884.4767 998.2648 1018.33
27340 NM_004541 NDUFA1 714.924 796.9238 796.4922 830.8171
11417 NM_148172 PEMT 1857.12 1976.382 1934.305 1733.366
9120 --- --- 28.00795 34.96759 27.98495 20.91607

15652 --- --- 0.853214 2.942852 5.671123 4.755509
21963 NM_025259 MSH5 457.7505 582.1617 396.1773 458.004
13801 NM_000764 CYP2A7 136.9814 137.4086 124.1501 146.3592
23575 NM_017650 PPP1R9A 138.3088 175.6651 190.0064 195.2048

619 NM_007358 MTF2 1289.211 1105.124 1206.655 1749.001
4746 NM_004879 EI24 5029.045 4251.992 4883.641 4849.896

19422 NM_0010798 CLRN2 68.92615 55.12603 64.08851 67.25327
26839 NM_031297 RNF208 248.7255 299.935 277.7541 246.5713
26849 NM_031297 RNF208 248.7255 299.935 277.7541 246.5713
28062 NM_002910 RENBP 66.70602 73.95685 87.8583 77.02558
9736 --- --- 144.4555 173.2751 138.2451 138.6566
2314 --- --- 31.99222 41.68617 36.92902 34.2093
4098 NM_004976 KCNC1 616.7335 719.6555 615.4576 670.7045

12151 --- --- 11.13649 8.411291 7.070419 7.458367
25243 NM_002318 LOXL2 4596.622 4648.532 4666.215 3419.597
27184 --- --- 48.00732 41.28833 51.58765 44.85925
9390 NM_152449 LYSMD4 92.5198 103.189 79.70728 121.4459

21251 NM_007036 ESM1 1679.895 282.4452 234.1365 1711.341
3054 NM_030625 TET1 178.3134 274.4691 182.8693 201.0766

27263 --- --- 83.83862 73.55364 91.24611 85.10226
1203 NM_003094 SNRPE 718.6575 839.3099 864.6707 907.8618

23486 NM_000265 NCF1 124.6291 92.71043 114.7478 108.9671
21493 NM_003374 VDAC1 3106.269 3167.811 3298.955 2882.692
1268 --- --- 181.0913 154.7347 116.7055 124.9836

15769 NM_018086 FIGN 914.9349 656.3508 1074.441 982.0943
24110 NR_002952 SNORA9 427.5097 674.0455 492.0683 503.6663
24905 --- --- 60.05552 62.80445 81.40008 57.98376
16334 NM_003881 WISP2 216.8683 264.4986 217.63 186.7521
1862 ENST0000032LOC284542 172.6956 179.973 175.157 154.446
6587 NM_030809 FAM130A1 1330.017 1332.981 1302.168 1089.025

19084 --- --- 118.8635 84.98404 80.37278 159.4628
13629 NM_012321 LSM4 2663.889 2529.643 2237.913 2700.052



17161 ENST0000033C21orf122 81.71283 76.96618 106.4063 87.37228
23946 NM_173565 RSPH10B 51.11411 59.14853 54.11484 61.83055
17674 --- --- 2.762168 4.533237 4.567366 3.518063
12156 NM_005257 GATA6 1255.004 1420.968 1531.231 853.4576
12056 NM_003585 DOC2B 49.21412 64.70763 38.92643 40.17108
8336 NM_022151 MOAP1 560.1049 804.9551 545.6986 722.4512

26015 NM_001340 CYLC2 28.50605 25.95905 29.62367 25.51027
20444 NM_006529 GLRA3 57.91388 50.74587 64.15619 60.9757
4363 NM_004451 ESRRA 539.7603 486.1558 675.4728 540.0561

12495 NM_032160 DSEL 205.4007 103.7758 181.311 199.4048
21178 XM_210613 LOC285563 89.86588 80.93639 106.4084 89.55237
8099 AK289549 KIAA1143 1041.715 1162.81 1241.437 1205.505
9395 NM_178842 LASS3 63.35028 89.78567 80.86124 69.10163

24425 --- --- 68.29978 86.96324 86.08945 69.49105
18060 --- --- 54.0499 51.91788 46.32064 61.66423
26238 BC002613 C9orf142 734.0649 666.5274 711.2263 637.8794
7645 BC062480 STELLAR 195.9949 181.154 200.3774 186.2229

13990 NM_152353 CLDND2 436.9459 466.4548 469.0021 371.409
19374 NM_006005 WFS1 509.5626 468.0398 550.2619 466.531
19247 NM_033259 CAMK2N2 528.5682 645.9461 530.3745 485.92
15033 --- --- 4.65819 3.37496 3.328666 2.984637
13864 NM_001824 CKM 407.7752 424.4446 378.6046 348.4251
13047 NM_0010392 CEACAM16 153.589 116.6782 149.4555 144.0602
21943 --- --- 160.2273 197.972 138.4656 129.2767
20887 NM_058244 WNT8A 95.73856 88.15441 103.5207 91.91166
1086 --- --- 67.59885 72.11402 84.80008 71.19744
4385 NM_145719 TIGD3 593.2768 607.8392 576.798 549.0592

11222 --- --- 66.28091 80.04548 73.97493 61.03809
28863 --- --- 4.448157 4.641017 8.211055 1.871828
8770 NM_018652 GOLGA6B 119.2712 126.2346 109.7761 116.977

19915 NM_213613 SLC26A1 230.8436 231.8591 244.4692 224.8612
11481 NM_00108389SEBOX 116.3166 127.1851 120.9253 120.1643
15814 NM_001880 ATF2 2561.101 2856.248 2445.154 2817.862
7178 NM_180989 GPR180 1552.868 1859.185 1630.908 2074.129

25160 BC093747 LOC349196 89.24518 112.0165 118.5244 112.4505
6977 NM_145648 SLC15A4 2054.007 3824.592 1784.13 2657.896

16010 NM_020161 DKFZp547H02 87.28672 82.64806 91.86504 97.72691
25314 --- --- 26.89831 14.5788 16.94608 44.6026
16700 BC030259 C20orf62 74.4669 95.06713 97.28571 91.43943
10898 NM_000413 HSD17B1 154.0083 181.5767 130.0214 179.9443
19596 --- --- 805.4971 849.5377 838.3768 743.2845
13022 NM_001410 MEGF8 410.7071 717.0808 492.7557 503.0064
5619 NM_015261 NCAPD3 2177.27 1405.093 2145.092 1880.538
5456 --- --- 291.7396 312.0438 235.417 262.5091

26081 NM_0010044 OR1J4 34.03523 34.42933 39.7832 33.42573
20921 NM_018898 PCDHAC1 130.936 131.9437 139.1366 115.073
3233 --- --- 20.52666 25.1506 14.65146 23.90956
6207 NM_178499 CCDC60 67.90597 68.8234 65.60677 68.04065



9350 --- --- 13.93223 9.860806 13.90723 7.920831
10034 NM_023076 UNKL 257.3547 262.1127 292.1008 219.9307
23587 --- --- 74.15412 82.72048 61.59177 76.39481
5114 NM_005161 AGTRL1 337.3973 340.1832 285.3197 252.4413
5870 NM_182559 TMPRSS12 111.7471 78.31129 117.5252 103.6881
4698 ENST0000031LOC729173 84.92278 63.1445 78.23936 81.0826

19910 NM_007100 ATP5I 760.9059 757.5421 888.4329 784.3171
8174 NM_021728 OTX2 121.5713 135.5196 138.8828 145.4633

21702 NM_005649 ZNF354A 404.4124 513.8206 469.9673 519.9356
27009 NM_022567 NYX 475.5827 563.0169 486.2304 468.7707
4226 NM_0010047 OR5L1 153.5806 159.1815 121.7917 129.6917

10249 NM_003609 HIRIP3 248.5798 160.4613 205.5948 253.5715
27908 NM_139282 RHOXF1 76.45919 63.99984 77.63741 76.56142
21289 NM_019072 SGTB 496.7675 976.2582 472.9223 715.5488
19517 NM_025009 CEP135 494.6718 306.6156 473.8893 694.7211
25336 --- --- 24.33182 2.69284 20.37841 11.72031

801 --- --- 280.5074 313.4455 277.7727 261.352
12250 --- --- 93.4754 121.4689 104.2093 86.77295
21027 --- --- 3.857654 1.469692 0.6297312 4.816411
4571 --- --- 70.29387 79.36343 54.72632 73.88814
7627 NM_004274 AKAP6 242.0729 352.0142 218.4837 273.4956
384 NM_173642 FAM80A 257.9105 306.5205 210.192 256.3535

13267 ENST0000034RFPL4A  // RF 50.92528 65.55984 65.69785 56.77335
26201 NM_139025 ADAMTS13 289.3657 318.1467 277.8173 268.939
19812 --- --- 12.56079 5.280452 9.693141 7.563279
7551 ENST0000035LOC254028 100.1725 90.54082 76.54592 86.02679

11359 NM_213597 KRBA2 223.0181 205.852 216.7794 234.5654
28084 NM_014221 MTCP1 273.7479 237.5133 224.7329 279.9503
18135 --- --- 46.66286 71.09149 53.86584 54.69838
27987 --- --- 92.30672 101.555 91.74609 103.0385
21529 NM_015564 LRRTM2 75.79883 84.66633 58.66825 83.44808
12776 NM_032207 C19orf44 256.0911 228.4187 245.4017 275.2916
19844 NM_006745 SC4MOL 2471.426 1764.078 2223.455 3914.642
14015 NM_198457 ZNF600 74.61155 65.15637 58.81462 80.29079
23964 NM_002947 RPA3 476.2369 415.5469 478.9105 458.3653
16283 --- --- 233.7349 240.5996 259.8172 232.7286
10378 NM_0011009 KCTD19 68.09505 65.46552 61.07563 64.77409
27537 --- --- 93.14122 63.22758 101.3825 102.1131
17901 --- --- 116.601 109.5499 113.0479 129.5941
18546 NM_0011055 FBXO45 1405.913 1171.849 1258.274 1412.142
23427 --- --- 4.715178 3.882795 0.7193677 2.905354
10739 --- --- 11.99015 9.179537 8.466067 14.15457
18129 --- --- 51.25393 45.85073 52.6531 54.46411
1677 NM_018066 GPN2 573.4578 512.8306 570.8084 559.2495
3010 --- --- 309.2592 229.8319 215.9426 331.0625
3594 --- --- 309.2592 229.8319 215.9426 331.0625
9183 --- --- 19.45164 19.10534 35.23855 22.09658
9519 ENST0000032FLJ39639 230.9483 245.1216 224.6004 216.1393



11114 NM_170742 KCNJ16 43.15157 30.1225 38.7803 35.68444
16350 NM_178455 SPINT4 24.56536 26.03235 29.23496 30.05048
18008 NM_001837 CCR3 53.28613 61.93257 64.66357 66.10384
24887 BC028400 C8orf46 132.867 230.3748 150.5659 144.0625
5204 --- --- 48.73366 32.04851 66.88615 64.59422
3067 --- --- 31.78726 29.02607 38.63875 31.01612

17616 --- --- 4.0256 8.36274 7.468216 23.32948
179 NM_00103236C1orf151 1587.011 1469.451 1517.477 1678.179

14088 NM_0010058 BC37295_3 182.4165 170.229 182.0757 180.212
4620 NM_033390 ZC3H12C 758.2847 1238.872 1149.448 979.3508

14692 NM_152698 FAM123C 131.3238 113.4377 131.8895 128.3453
13928 --- --- 100.3436 115.757 105.7983 107.0885
13551 NM_001375 DNASE2 1153.868 1844.942 1198.226 1031.328

585 NM_006536 CLCA2 39.08044 35.87639 42.25265 33.1639
4834 ENST0000033MRGPRG 188.1837 215.8042 201.6149 166.2416

18310 NR_022012 COL29A1 28.65467 26.84774 26.54553 28.44768
15092 NM_006944 SPP2 59.22027 46.67563 49.25607 55.52959

431 NM_172164 NASP 1091.449 806.4937 986.2616 1384.487
9293 --- --- 33.39105 44.46039 45.50877 56.27811

28805 --- --- 27.06754 37.51981 31.99677 25.84956
27982 XR_037249 LOC644717 6.95186 2.607268 11.46781 4.971307
23627 NM_000799 EPO 176.7389 189.9013 162.3436 174.4976

780 NM_006099 PIAS3 921.0475 874.1286 1045.151 874.4692
16140 --- --- 38.31484 26.02789 22.96308 36.06614
28681 --- --- 20.7884 27.098 23.62924 21.55419
10532 ENST0000039LOC727857 179.6666 267.8547 150.4891 139.326
8152 NM_002863 PYGL 2587.925 4120.792 2777.786 2759.283

16550 BC043571 LOC613266 73.08036 79.15548 87.37705 71.38331
5439 --- --- 27.34376 21.14772 34.58167 28.36248

26778 NM_004269 MED27 731.2055 555.9095 574.0605 744.4177
17092 --- --- 7.359369 12.84206 16.14531 5.399653
9557 --- --- 159.6314 199.1469 161.6059 162.0219

16589 --- --- 44.40641 81.50605 46.59325 36.44001
24617 NM_183421 FBXO25 974.6053 1063.192 1033.547 909.8661
15145 --- --- 1049.171 1174.088 1138.03 903.2693
10655 --- --- 165.8923 180.4251 180.0943 198.3806
26091 NM_080859 OR1K1 119.3879 87.1965 109.1774 126.7671
8651 NM_004212 SLC28A2 126.5904 151.4442 122.9117 137.4028

13748 AY026504 WDR87 76.06322 94.77264 93.71043 74.56535
25776 NM_002504 NFX1 1227.401 1252.068 1251.922 1337.494
18972 NM_007136 ZNF80 39.17908 43.7832 38.24891 45.298
26140 NM_016174 CERCAM 1291.045 1854.594 1325.926 1205.24
11037 --- --- 424.0559 472.6675 449.0672 396.9119
17356 NM_002133 HMOX1 417.7625 1179.229 463.5089 606.9583
20239 NM_145244 DDIT4L 68.48334 90.72964 63.39313 100.7469
6843 NM_018171 APPL2 798.805 847.7231 884.518 831.006

10741 --- --- 91.49306 90.71967 86.96185 89.99124
14255 NM_024692 CLIP4 1241.148 1577.686 1393.193 1193.784



24275 --- --- 85.41431 121.9864 100.4123 88.84507
28305 NM_005931 MICB 1401.423 1060.663 1164.236 1237.525
9773 --- --- 417.7087 482.8986 428.1541 404.9394

25542 NM_001385 DPYS 163.8533 208.6638 175.2388 160.6302
9954 BC030801 TMEM148 148.0154 179.8065 168.052 192.5336

12319 --- --- 5.131483 4.054489 6.183239 11.08057
12334 --- --- 1.679043 0.3150648 0.01104306 4.56105
15859 NM_014362 HIBCH 399.7226 514.7183 349.2551 500.5558
23040 ENST0000036MCM9 265.7773 178.7862 269.2544 296.5281
4875 NM_000519 HBD 305.152 375.3711 314.4863 244.8346
4304 NM_017870 TMEM132A 432.5857 761.6484 535.1205 426.3846

20630 --- --- 7.433053 10.00571 16.17019 16.25019
6250 NM_020936 DDX55 558.7225 487.4927 587.2102 633.2645

21458 NM_000943 PPIC 936.4702 657.7921 901.2637 1019.477
3187 NM_000783 CYP26A1 302.2114 360.3768 342.2101 320.4527

19998 --- --- 211.5451 232.3801 238.3527 267.7811
13151 NM_024682 TBC1D17 583.4866 669.7422 629.5108 647.3866
15928 ENST0000034LOC10013198 327.2523 324.7042 335.0561 327.7811
1470 NM_023018 NADK 630.7019 677.5447 609.0651 727.1504

15125 NM_023083 CAPN10 303.0008 374.4405 318.3345 302.1194
20554 XM_00172110LOC10012960 237.3691 256.3758 241.0581 231.1535
19055 NM_003925 MBD4 1070.501 901.1981 1118.031 1123.001
19904 NM_033178 DUX4 284.5605 325.1881 327.7286 283.8199
20879 --- --- 116.7594 153.7149 112.5743 126.6501
18370 NM_001870 CPA3 54.54359 43.86895 45.39268 54.86655
10768 NR_000014 SNORD42A 169.167 134.8511 129.2153 173.6257
8789 NM_00103000CPLX3 232.3899 294.2196 266.3594 236.6211
4715 --- --- 46.67205 32.9007 63.73839 49.57877
6723 BC107865 LOC204010 124.2141 58.27539 201.9772 161.5631

21207 NM_174914 UGT3A2 171.4582 127.6423 166.1618 167.5609
1428 NM_030904 OR2T1 66.02318 61.55474 79.35486 47.08007
7935 --- --- 71.7716 85.81271 84.82619 88.65771

22467 BC101251 C6orf208 82.29848 99.21499 79.20647 71.13904
9982 NM_004933 CDH15 230.3368 248.0506 218.9067 226.7697
4369 NM_144585 SLC22A12 176.3384 152.1275 175.893 152.9118

22871 --- --- 29.14549 21.09202 24.97957 27.97043
19931 NM_020972 ZFYVE28 157.9602 198.802 178.6575 157.4944
27250 --- --- 42.16376 49.78856 44.31234 42.41937
4720 NM_00100519OR8D4 22.66483 24.51365 31.92602 25.54087

28784 --- --- 43.39516 39.55713 50.77792 39.69298
13619 --- --- 601.0123 638.3897 585.4893 453.2937
10277 BC101464 LOC283932 72.62739 69.426 71.19168 85.32635
13008 NM_000709 BCKDHA 666.8799 1500.75 681.5858 764.2733
18484 NM_003907 EIF2B5 772.8881 643.6141 752.7972 707.4726
20380 NM_000508 FGA 33.00986 34.59392 34.82553 37.80477
14619 ENST0000027LOC652595  / 41.113 47.59537 54.34588 29.58983
4666 NM_000073 CD3G 122.2111 130.4148 141.3606 133.8335
7337 --- --- 80.36087 43.10981 71.86708 76.90166



11636 NM_033059 KRTAP4-11 409.5716 388.7145 416.5136 400.2579
6675 NR_003046 SNORD59B 175.9572 150.6933 175.3995 176.7765
2892 NM_0010808 MEIG1 13.74535 17.15991 16.69665 17.55018

28684 --- --- 11.91657 16.21547 21.34345 14.26178
5436 NM_000926 PGR 43.67579 53.60343 45.9748 34.56025

27200 NM_016954 TBX22 63.94976 35.20433 53.36968 69.25186
25115 NM_003416 ZNF7 396.6392 442.2359 406.9833 539.7222
21187 NM_016279 CDH9 26.61561 29.46561 36.23511 26.92495
5362 --- --- 11.37284 8.503492 12.46203 13.71286
4837 --- --- 884.3574 2184.414 1116.947 926.7408

15454 NM_138938 REG3A 55.10744 43.61434 50.81999 50.54428
25932 --- --- 116.1837 83.38018 102.3155 104.2111
12087 NM_0010997 ADCYAP1 103.2127 145.9755 108.888 128.585
8879 NM_152336 AGBL1 54.72398 58.66945 61.19856 66.09183
9003 --- --- 95.84084 125.961 112.616 99.71844
4713 NM_019604 CRTAM 44.98235 53.98716 62.88543 51.15554

11722 NM_144609 CCDC43 1114.085 802.2479 1067.457 1386.581
18365 --- --- 61.8135 41.77573 61.78122 56.88213
3305 --- --- 7.020705 6.233979 12.8338 10.12827

27669 NM_003179 SYP 86.88178 86.40866 85.0827 78.242
4268 NM_00100518OR6Q1 40.28028 48.23808 44.25516 43.86048
4298 NM_031457 MS4A8B 98.7417 86.28963 110.0884 126.704

22595 NM_021066 HIST1H2AJ 235.6976 412.2159 256.2999 270.1346
12527 NM_020637 FGF22 372.7971 423.1555 384.7873 359.209
22832 DQ012023 DEFB133 39.14215 46.79402 41.17877 32.21376
17722 NR_000028 SNORD83B 294.6858 377.5382 370.518 271.062
19622 NM_021204 ENOPH1 1328.863 1103.19 1369.009 1425.821
20568 --- --- 32.8911 40.70337 33.06971 46.17337

276 NM_178191 ATPIF1 1141.894 1285.527 1135.005 1212.966
14802 NM_144711 KLHL23 359.6698 354.2285 329.1023 457.3635
25617 NM_015912 FAM135B 62.35896 58.74218 63.37459 58.39178
10436 --- --- 57.48386 35.22626 47.73347 58.92625
27139 NM_004429 EFNB1 310.6352 322.2804 288.5635 305.7863
4228 NM_0010047 OR5L2 130.7097 131.3627 158.8766 134.8608

24259 NM_000601 HGF 54.72843 76.66335 64.36904 57.21468
172 --- --- 127.1242 92.72528 174.413 114.8522

4913 NM_013249 ZNF214 112.468 97.7539 128.9149 133.2038
7722 AY358266 UNQ9438 71.77055 92.86421 86.77269 74.56938

16533 NM_017545 HAO1 33.44868 54.12623 54.21286 45.92698
12661 --- --- 42.0294 54.97079 50.64409 47.06442
12350 NM_000529 MC2R 44.0695 44.03069 51.31413 57.1707
1029 --- --- 17.63081 17.55589 24.85762 15.11332

19369 NM_014392 D4S234E 70.56525 137.3078 67.32977 80.39894
20958 NM_0010013 SPINK5L2 15.90306 21.85559 28.15611 15.42836
22908 NM_000863 HTR1B 481.313 425.7807 419.0796 422.6289
7909 --- --- 260.8725 206.2865 242.7091 230.6077
7219 NM_018210 FLJ10769 1068.295 991.9359 1146.333 1157.845

25746 --- --- 37.44758 26.93089 39.34208 35.71575



7858 NR_003543 hCG_2040201 604.9922 754.1605 626.9473 579.0992
12234 BC036054 C18orf54 855.3538 418.0001 770.4668 739.9581
20362 NM_000901 NR3C2 246.4059 175.6071 245.4163 259.3068
21358 --- --- 2156.987 2049.296 2178.485 2263.227
18250 NM_005513 GTF2E1 645.1866 551.0397 612.006 750.5864
19882 --- --- 37.20453 47.0489 36.56936 42.9833

293 --- --- 99.94313 84.22076 84.88136 89.35751
26434 BC121813 FAM74A4 71.26656 77.46429 80.60729 61.14296
17186 NM_031413 CECR2 97.54315 128.9587 101.7855 77.5473
15962 NM_003284 TNP1 138.9049 116.8807 94.68213 109.1007
9681 NM_017458 MVP 902.603 964.5461 793.0817 932.8531

23963 NM_00103776COL28A1 81.52279 79.83678 74.67363 57.53696
5102 NM_00100474OR5M3 45.2669 33.5038 46.50423 47.16663

11268 NM_002548 OR1D2 69.57422 68.75053 56.76254 59.92543
19527 --- --- 16.19871 22.3519 24.36723 28.34678
12078 NM_002861 PCYT2 1091.367 962.6078 1045.466 1116.898
7609 NM_181657 LTB4R 203.2776 179.8482 182.3143 193.1094

17704 NM_013356 SLC16A8 603.7874 705.1599 576.2465 607.1689
13048 NM_005178 BCL3 991.0018 1079.938 1147.044 751.3772
25807 NM_006368 CREB3 1080.665 1512.678 1016.074 1136.289
20690 NM_000521 HEXB 4086.168 4108.127 3921.657 4388.62
7085 NM_016248 AKAP11 1020.573 696.2725 997.6673 1175.084

21756 NM_00108540C6orf201 94.76602 96.33648 100.1134 93.46983
27342 NM_032498 RHOXF2 99.03049 78.00782 88.66715 103.4419
27907 NM_032498 RHOXF2 99.03049 78.00782 88.66715 103.4419
2874 XR_041252 LOC389936 27.06195 29.95915 44.86692 38.40747

22258 --- --- 75.35661 85.00755 96.7732 110.2619
13949 --- --- 167.4119 202.9039 186.9937 155.3313
21730 NM_00104046BTNL8 180.7878 180.8503 187.627 166.3153
8061 ENST0000039C14orf165 40.49928 61.4691 45.31752 48.84011
7479 --- --- 4.441361 6.289347 4.253262 5.121589

19613 AF388200 GDEP 10.42024 13.29064 5.412412 7.954161
3889 NM_000375 UROS 1262.798 1518.594 1214.22 1381.147

12976 NM_022835 PLEKHG2 961.5196 850.4066 978.9649 945.9288
7539 NM_0010047 OR4L1 56.12205 46.43657 50.52581 61.34797

28155 NM_0010058 CYorf15A 34.11383 67.25145 40.94275 39.16505
26246 BC052297 MGC59937 188.5094 204.9093 192.3622 182.4303
26809 NM_144653 BTBD14A 858.1989 818.3114 765.9796 740.6498
3660 NM_032562 PLA2G12B 102.6645 103.9044 105.3579 114.9977

10107 NM_144605 12-Sep 62.04928 76.52013 61.21934 64.35915
15220 NM_0010352 POMC 155.4856 155.655 149.4831 143.2028
5387 --- --- 137.0928 150.4168 121.3141 121.8001

20698  XM_0017185LOC10012956 625.8903 525.9404 662.8043 706.4614
28790 --- --- 14.25415 14.18466 16.92027 24.22255
10112 NM_152459 MGC45438 221.065 210.6979 207.9364 222.3638
11921 NM_000835 GRIN2C 171.5278 177.7338 173.1109 171.9643
12907 NM_005306 FFAR2 51.58192 52.09781 58.88648 54.85561
9111 NM_144565 DUOXA1 209.7433 227.3054 252.6776 226.5844



10723 AY358202 UNQ1944 43.90616 47.8467 56.31746 44.46011
5143 --- --- 52.16016 55.89037 52.56724 72.59133
5718 NM_153022 C12orf59 150.4975 120.5059 136.5835 137.8011

20177 NM_006259 PRKG2 21.39311 94.62009 33.78949 34.14739
21866 --- --- 78.85432 94.15489 80.68886 84.56235
3410 NM_024803 TUBAL3 49.64385 52.29657 47.06021 46.55615

27516 NM_004729 ZBED1 1756.471 1715.008 1772.032 1699.15
28193 NM_004729 ZBED1 1756.471 1715.008 1772.032 1699.15
13621 NM_0010804 UNC13A 40.16317 75.08612 43.76258 44.4258
5761 NM_000921 PDE3A 99.97635 74.52731 70.11073 77.73389
5744 --- --- 11.60814 13.40997 12.69646 18.82672
7926 ENST0000038FLJ41170 72.30441 85.12158 80.99644 85.4564

20687 NM_032175 UTP15 1177.043 842.7202 1086.922 1293.976
23226 NM_00104016LFNG 122.3747 135.2413 130.3613 133.955
16426 NM_207032 EDN3 312.1608 319.9874 323.0015 288.7103
23242 --- --- 22.80041 13.10682 16.27422 23.23835
27140 NM_015686 FAM155B 173.6223 222.8085 180.5779 162.9704
11659 NM_005557 KRT16 139.7419 178.6031 169.142 141.4261
23982 NM_175886 PRPS1L1 210.1057 127.501 241.0986 249.8345
15559 --- --- 252.7456 181.1179 314.497 247.0841
17636 NM_00101798RNF215 579.8866 706.111 557.6021 531.9993
6393 --- --- 74.90245 114.9262 51.12559 76.18346

26945 --- --- 15.34853 0.00769988 0.00449282 18.49688
3145 --- --- 42.18797 60.45627 61.82553 51.71144

12772 NM_032855 HSH2D 69.19516 71.63406 64.1823 83.45555
1754 --- --- 766.0618 458.972 900.5659 809.8785
5618 NM_014987 IGSF9B 99.38522 107.4193 106.6335 101.309
8410 --- --- 164.0198 150.0836 140.5652 146.1414

11660 NM_000422 KRT17 194.0984 166.8192 170.8644 158.3119
8073 NM_004581 RABGGTA 873.285 613.3354 1040.312 673.2184

17209 NM_080647 TBX1 258.7592 320.6826 272.9592 233.6934
9345 NM_032856 WDR73 909.5855 993.5653 897.6021 1032.977
9483 --- --- 84.87829 108.0084 83.76579 101.5743

25258 NM_030795 STMN4 153.8448 164.732 151.9058 150.7403
23917 --- --- 642.241 705.0615 571.5715 503.7906
15987 --- --- 21.33304 20.41146 27.49932 23.67568
15236 --- --- 113.0405 157.4377 134.4885 98.04991
19000 NM_0010179 CCDC58 539.5146 534.7573 724.0166 632.077
7279 --- --- 29.7631 34.06998 37.05805 48.96135

26194 --- --- 51.19378 26.11405 67.86709 67.25872
26426 --- --- 38.07502 41.22517 59.07765 40.63358
4145 --- --- 60.55405 31.42258 48.17639 52.78394

20122 NM_021139 UGT2B4 15.59753 8.591038 16.47161 12.29837
5730 --- --- 79.03148 82.90888 74.00771 68.69803

27566 BC037301 CXorf20 36.89819 28.05732 42.26424 36.38505
18762 AY358221 LOC389118 122.0958 133.8556 128.7184 120.8894
4256 --- --- 89.00444 109.473 82.07139 111.6066
1821 NM_182517 C1orf210 92.85033 102.442 112.236 117.1563



14714 --- --- 178.8485 193.9302 184.2938 193.6334
12476 NM_181654 CPLX4 23.792 28.69455 27.34883 33.28796
9312 NM_0010805 TMC3 65.89104 69.66038 71.82773 73.7309

23097 NM_021635 PBOV1 7.978799 8.385785 16.03301 14.48332
18469 NM_0010134 FXR1 4413.979 3688.96 3839.354 4829.203
9606 --- --- 14.46956 14.00948 20.15416 21.89188
9636 NM_002738 PRKCB1 90.23393 104.8068 96.4046 100.2642

26105 --- --- 107.7935 89.36093 101.8998 112.5084
28556 --- --- 52.53064 115.9856 58.96767 41.00491
14897 AK290476 FLJ32063 74.02734 58.19613 66.17435 73.56668
15492 NM_001443 FABP1 35.88222 23.82839 37.78798 37.96135
25137 --- --- 117.1017 113.9193 103.4386 110.667
25139 AF355799 DEFT1P 117.1017 113.9193 103.4386 110.667
17503 NM_0010378 GAB4 305.812 341.0919 325.8121 292.359
9698 NM_006662 SRCAP 1610.277 1121.335 1589.887 1443.295

21513 AF071111 SMAD5OS 64.46043 42.33624 65.75412 73.62331
5903 NM_134323 TARBP2 844.359 769.3244 962.8763 785.4254

23211 NM_017802 HEATR2 2227.531 1812.98 2033.403 2083.254
14894 --- --- 97.75829 115.2914 102.2525 99.76506
4161 --- --- 3.570163 1.71636 0.9652678 2.330383

26779 NM_015046 SETX 1604.488 1522.437 1675.864 1853.796
2458 NM_005814 GPA33 130.7743 131.0078 130.3534 115.2046

16871 NM_002040 GABPA 631.1862 612.7178 577.4738 664.3295
20241 NM_000944 PPP3CA 1893.644 1722.732 1940.112 2119.598
23985 NM_152898 FERD3L 98.45224 105.2133 112.5758 99.51196
6422 NM_018050 MANSC1 704.3787 651.0018 853.4216 728.5991

23252 NM_018890 RAC1 1915.378 1424.104 1742.95 1607.844
9604 ENST0000035LOC10012948 48.54235 31.01258 28.73925 23.14716

27049 NM_006579 EBP 1649.163 1144.067 1703.583 1666.647
15401 NM_152792 ASPRV1 96.08969 100.2092 94.94679 103.7096
26512 --- --- 61.89689 76.65147 61.25432 65.80042
6477 NM_018164 C12orf11 1693.638 1392.64 1398.684 2297.192

10374 NM_0010407 LOC653319 394.449 317.5859 340.1771 377.2361
23925 NM_003550 MAD1L1 596.7852 589.3483 558.1565 644.2964
24435 NM_033427 CTTNBP2 63.58113 146.4998 61.13327 77.47167

598 NM_015350 LRRC8B 336.8087 446.5666 398.354 490.385
19503 NM_030917 FIP1L1 1558.691 1788.921 1734.091 1959.51
27358 --- --- 109.3227 112.9381 85.84957 105.918
27696 NM_014138 FAM156A 341.7046 357.7419 287.2399 337.1387
25123 NM_175075 C8orf42 411.4308 471.6828 401.6457 378.5294
4232 NM_0010019 OR5AS1 40.51092 42.85435 62.12357 47.17818

14555 AY358263 UNQ9419 36.04587 22.9033 35.62223 23.1739
7055 NM_194318 B3GALTL 750.873 434.7466 789.2007 684.4031

14469 NM_0010244 RGPD1 2217.928 2153.593 2322.229 2650.487
15489 NM_0010244 RGPD1 2217.928 2153.593 2322.229 2650.487
23373 NM_005856 RAMP3 271.396 241.3561 267.0951 248.9745
25011 --- --- 1.010613 1.797816 0.08609729 2.052474
12640 NM_174918 C19orf59 159.2178 172.4241 166.3367 164.3595



15206 --- --- 42.75788 43.18554 47.72596 48.21445
4328 NM_0010839 ASRGL1 177.9538 283.3889 133.5082 263.4308
4855 --- --- 98.94795 104.8515 134.5122 92.48892
4213 NM_0010052 OR4A15 26.3782 36.41564 36.47488 33.71335

27546 NM_0010116 TRAPPC2 174.7985 202.9312 201.9175 174.1829
891 NM_000427 LOR 447.5759 399.6902 489.8167 476.1048

27432 AY258285 FTH1 13028.27 13058.37 12645.94 13193.4
2531 --- --- 58.45367 25.54661 47.68073 59.8974

18537 NM_004168 SDHA 1195.31 1009.645 919.7115 1326.992
23266 --- --- 31.78615 31.42831 38.55433 23.65966
25013 --- --- 212.4065 254.9807 206.3641 227.7544
1422 NM_00100468OR2M2 26.23335 23.82615 41.668 20.40346

25315 NR_001569 ADAM3A 57.33698 55.83783 59.37987 69.15048
20848 NM_000588 IL3 94.84792 121.6066 114.2032 85.04893
24967 NM_002380 MATN2 110.4628 324.0818 158.232 181.0486
10523 NM_152338 ZG16 67.84803 76.60929 62.16963 55.90754
4117 NM_213599 TMEM16E 285.0532 327.0702 350.7907 294.6918

18701 BC047037 LOC644714 302.258 273.4662 335.2286 322.4736
17892 NM_054110 GALNTL2 85.45516 82.79281 88.7383 85.23528
27433 --- --- 927.5693 678.2818 1010.4 897.9602
4285 NM_0010047 OR4D9 41.06085 41.10571 36.16363 29.02342

17024 NM_006806 BTG3 523.6981 580.3839 466.8709 565.1436
22603 NM_033057 OR2B2 15.58151 36.89967 20.88202 18.00687
16820 NM_080823 SRMS 173.5153 121.8372 164.4076 165.0578
15393 DQ904332 FBXO48 109.4658 133.1321 101.2809 122.3637
7544 ENST0000031OR11H7P 43.14949 58.91824 41.46409 38.0794
779 NM_144698 ANKRD35 107.2554 117.6188 126.5963 101.8127

21334 NM_032109 OTP 96.96703 108.707 108.5769 96.12413
18663 NM_006225 PLCD1 327.749 325.3344 296.5305 295.9473
4236 NM_00100520OR8H2 40.94461 52.89972 35.28798 42.66262
4484 NM_032871 RELT 333.1399 267.4738 305.6154 322.1538
339 NM_014466 TEKT2 97.44671 111.2107 82.53754 92.14674

9912 --- --- 104.1333 130.3118 121.7818 104.966
27090 NM_130777 XAGE2 77.15253 99.21329 85.53535 82.72735
27687 NM_130777 XAGE2 77.15253 99.21329 85.53535 82.72735
20207 --- --- 53.56249 24.12994 61.14816 34.19322
10510 NM_005187 CBFA2T3 206.0172 211.9015 196.0465 192.1619
15661 NM_00100999LOC130074 1726.501 1416.013 1698.59 1580.362
2865 NM_017782 C10orf18 2226.894 1546.264 2078.536 2649.871
5332 --- --- 48.84525 63.22911 37.97913 58.86169
2883 --- --- 28.09384 25.52958 33.90887 30.27583

10986 NM_003204 NFE2L1 3320.601 4008.249 3636.895 2717.213
16867 --- --- 7.770991 5.661803 4.428934 6.032257
7478 --- --- 16.35231 14.31661 33.4362 31.58434

18621 --- --- 4.374823 6.389001 5.981338 6.219157
14090 NM_052882 ZIM3 29.7959 40.68284 37.54039 29.5703
3239 NM_018121 C10orf6 663.2834 446.3675 573.0693 741.551

25471 NM_033126 PSKH2 84.96299 53.4033 90.03709 76.02991



5277 ENST0000032PRO1880 55.32922 13.39627 39.20741 51.87634
2485 NM_000261 MYOC 52.455 51.94591 51.05309 40.92375

21667 NM_003714 STC2 1528.66 812.7221 2649.782 763.0113
13229 NM_002288 LAIR2 218.7442 198.665 244.5283 238.6886
19624 NM_016129 COPS4 1094.6 1188.697 1301.43 1563.133
1541 NM_005957 MTHFR 325.4316 504.5018 366.5634 459.6678

26760 NM_203434 IER5L 1277.518 1262.541 1220.061 1100.134
14047 NM_005874 LILRB2 71.9917 80.86585 94.58786 74.63921
23237 BC031661 LOC389458 251.6714 265.7246 226.9654 252.6501
8054 NM_000257 MYH7 244.5723 236.229 239.8676 226.4149

16674 --- --- 72.25993 75.46954 88.11755 69.62817
26700 NM_194252 TTLL11 391.0203 306.9665 337.8235 309.0746
1117 --- --- 7.033087 8.575091 10.52659 7.582115

25539 --- --- 5.638152 2.937471 2.404513 2.418963
8667 NM_020234 DTWD1 200.5698 127.3387 259.0692 259.1159

28770 --- --- 54.81333 48.71644 49.82244 46.07635
22428 NM_207118 GTF2H5 786.4423 518.2519 824.3168 902.7141
27359 NM_0011227 RP13-218H24 28.37892 24.75153 39.29153 30.11984
13700 NM_00100724ZNF599 92.63705 148.7129 114.5054 106.9135
26587 ENST0000037HIATL2 2642.311 3111.472 2481.903 2817.777
24188 --- --- 41.16406 16.02535 64.50911 52.6848
6536 NM_006025 P11 74.08434 68.52557 85.98417 77.00739
2475 NM_000450 SELE 48.55109 46.87873 53.28445 38.19101

12225 --- --- 40.25394 37.65466 47.61472 45.26725
16118 NM_033453 ITPA 606.4073 557.164 709.6323 592.4342
13606 NM_024881 SLC35E1 2069.779 2712.738 2083.858 1937.239
7899 NM_032632 PAPOLA 5139.71 3860.6 4993.785 6173.1
6021 --- --- 9.998551 9.17936 10.60673 5.226046

22883 --- --- 36.10962 30.65911 35.14268 34.7919
18799 NM_003280 TNNC1 174.5307 170.9578 162.0396 132.2206
26970 NM_173523 MAGEB6 85.87269 67.18538 81.51424 78.92801
5378 NM_024678 NARS2 1185.926 1498.221 956.6774 1802.678
3862 NM_006793 PRDX3 1654.222 1913.759 1887.872 1999.911
6663 NM_194358 RNF41 790.2217 692.6017 857.0806 726.7898
3581 NM_0010180 FRMPD2 46.13553 60.59555 60.57288 49.81914

17277 NR_003714 DKFZP434P21 193.4802 194.5958 216.4919 185.8262
9959 AF384996 MUSP1 67.62972 76.61726 69.32186 55.13695
2840 NM_0010018 OR2T35 84.39439 84.28632 87.56693 82.16487
5924 --- --- 11.35142 10.16563 25.60267 15.58798

15034 NM_152386 SGPP2 312.3296 363.3887 343.2045 348.7104
283 NR_003109 TRSPAP1 632.5055 620.2137 577.2289 777.6364

13182 NM_001462 FPR2 39.19402 28.92768 40.06233 39.84606
22935 NM_198568 GJB7 40.34103 24.34535 44.87162 40.63871

185 NM_000929 PLA2G5 62.73057 75.16055 77.01436 89.91396
6334 NM_032489 ACRBP 193.9406 199.2654 197.7218 199.1257

23757 --- --- 150.2498 169.2348 138.2179 158.6915
4717 --- --- 18.33569 23.03541 29.77304 32.72283

15428 NM_212552 BOLA3 4421.034 4507.061 4809.577 4282.444



712 NM_006135 CAPZA1 3473.761 3210.986 3511.797 4238.366
18720 --- --- 62.58012 72.36339 78.1103 65.85436
25061 --- --- 0.6609316 2.11064 0.00758716 1.123452
25892 NM_000144 FXN 1170.208 873.6909 1028.978 1314.122
16050 --- --- 43.78899 30.24872 28.15033 24.76319
11911 NM_012121 CDC42EP4 848.6482 620.4917 779.101 733.1588
12278 --- --- 5.838319 7.245261 4.841074 3.9203
19614 --- --- 32.34088 25.8233 27.40647 31.45095
4639 BC020894 LOC10013268 63.21513 49.55923 58.1629 56.186

10844 --- --- 15.05056 12.21872 21.35715 20.83912
11564 --- --- 15.05056 12.21872 21.35715 20.83912
11575 --- --- 15.05056 12.21872 21.35715 20.83912
12057 --- --- 15.05056 12.21872 21.35715 20.83912
1683 --- --- 37.57734 38.42437 37.78715 34.42431
4118 NM_020346 SLC17A6 85.81231 79.21896 56.13992 88.31048
3210 --- --- 33.59956 42.78223 59.64232 49.24571

24796 NM_007198 PROSC 1246.742 1045.186 1073.019 1440.551
6732 NM_020525 IL22 49.17395 42.05783 60.83263 54.73917
499 NM_0011134 FGGY 231.6039 289.3797 216.6194 290.9311

12434 AY669508 FUSSEL18 341.0412 407.6789 311.8569 311.073
8121 NM_175060 CLEC14A 91.95496 109.8594 98.18262 77.67716
1947 NM_018841 GNG12 6225.307 5211.199 6469.331 6543.573

26085 NM_0010052 OR1L1 10.43912 12.28312 22.95737 19.21971
1884 --- --- 6.331794 12.52385 12.22466 11.55198

13973 NM_017509 KLK15 223.1543 210.913 231.4201 209.3023
21706 NM_005520 HNRNPH1 3258.726 2424.706 2943.47 3379.358
5325 AF229166 LOC220077 246.9513 207.1583 241.7732 202.8623

13231 NM_006866 LILRA2 69.54847 75.99594 97.54018 73.91586
5697 NM_015509 NECAP1 1209.956 750.524 1024.116 1110.717

19535 --- --- 3.176381 5.299616 3.4766 3.387887
2113 NM_015967 PTPN22 186.955 145.6258 175.6585 228.9926

27345 --- --- 7.499834 6.917088 8.624648 9.919645
15940 --- --- 32.47331 25.32022 27.27597 27.66505

873 NM_178429 LCE2C 49.8066 45.01063 37.50238 57.76624
15696 NM_007226 NXPH2 414.5525 431.3934 443.9032 366.7897
8549 --- --- 83.28445 71.73785 68.37407 112.6137
8734 --- --- 20.61174 27.24752 30.22607 27.07071

16096 --- --- 18.34023 18.22592 15.54833 20.5913
11571 NM_007010 DDX52 1690.735 1321.239 1637.141 1756.549
2421 --- --- 309.6463 293.1502 242.8611 317.7709

13216 --- --- 9.286989 11.73163 13.38123 13.90022
3641 --- --- 5.248151 5.806813 6.348503 6.844856
7218 --- --- 118.2595 85.52896 100.0615 122.8867

19861 BC122524 NBLA00301 49.77349 41.20035 46.34601 52.81715
19903 NM_033178  /DUX4  // DUX 169.0039 201.1953 229.3631 154.2337
19906 NM_033178  /DUX4  // DUX 169.0039 201.1953 229.3631 154.2337
8499 NR_022010 PAR4 1.995857 3.23665 3.225626 2.081953

11241 --- --- 17.98198 16.26275 17.75482 21.60338



26206 NM_017588 WDR5 1982.857 1344.299 2007.16 1992.315
24219 --- --- 26.62828 22.9827 29.02059 23.44846
20519 --- --- 155.8144 138.498 141.7266 160.5844
2289 NM_178431 LCE3A 246.3224 225.3637 259.0138 247.9604
2019 NM_0010179 HFM1 10.44863 26.68754 14.70873 21.58453
2141 --- --- 533.8764 440.8819 357.4767 610.8457

15599 NM_203302 MGC70863 1951.927 2462.588 1933.994 2268.963
2311 NM_005979 S100A13 953.9705 863.0525 809.597 1096.657

17782 --- --- 259.7299 357.9383 255.94 269.6724
27407 --- --- 721.8827 712.3939 735.3604 678.692
8393 NM_0011001 XRCC3 372.6475 325.6159 320.3144 360.6693
6651 NM_00100549OR6C6 41.33729 38.74209 48.41843 41.969

11216 NM_212492 GPS1 2563.733 2156.17 2351.081 2164.715
24255 --- --- 12.34662 12.1624 2.039639 8.809921
19765 NM_002413 MGST2 378.8689 440.9465 294.0006 478.2406
18694 ENST0000031LOC285346 1144.961 886.5223 982.9358 1030.597
3038 --- --- 13.90577 8.691878 15.01662 12.84596
8220 --- --- 14.47744 7.73296 4.961096 13.04251
5324 NM_005169 PHOX2A 231.2498 196.8867 209.8736 201.6893
784 --- --- 135.3748 197.0147 138.0382 140.2695

19742 NM_014278 HSPA4L 1573.047 1041.855 1640.084 2176.43
2387 NM_005894 CD5L 108.3782 95.4331 99.86893 96.78566

26836 NM_013366 ANAPC2 589.5067 458.2997 566.9545 576.3573
11633 BC063625 KRTAP2-4 895.3342 613.7322 1021.397 1244.229
12040 BC063625 KRTAP2-4 895.3342 613.7322 1021.397 1244.229
19354 NM_178557 NAT8L 190.3797 296.6575 193.1761 168.6388
22830 NM_138733 PGK2 49.95835 74.58306 52.78724 63.1323
8674 NM_181789 GLDN 86.5612 53.55938 90.79463 90.51878

24601 NM_0011031 CNPY1 29.7604 30.10613 38.3419 36.62004
6068 --- --- 16.3674 16.17017 13.98749 12.64972

28737 --- --- 49.73959 28.6888 38.61092 45.01605
21729 NM_032765 TRIM52 202.7228 180.0403 148.2567 229.4542
27392 NM_016267 VGLL1 89.44065 87.69621 83.0508 91.99299
5735 NM_030817 APOLD1 310.4443 2325.189 315.159 646.7515
8355 NM_152592 C14orf49 491.9483 443.0961 668.89 279.5862

28564 --- --- 58.63084 62.98058 71.29705 64.21723
28565 --- --- 58.63084 62.98058 71.29705 64.21723
4224 NM_00100196OR5D13 26.152 34.80569 26.53243 24.16442

28093 NM_000489 ATRX 533.3022 412.1335 670.6776 820.6666
21744 AK123663 DKFZp686I15 212.3386 221.6921 186.227 226.1485
3315 NM_000936 PNLIP 32.90695 28.54847 32.58516 25.99814
8209 --- --- 17.88974 11.31129 21.08976 25.52146
3272 NM_032727 INA 85.51519 131.7309 104.0928 82.82495

20544 --- --- 14.1707 15.07339 12.04528 13.8901
19078 NM_015391 ANAPC13 1510.124 1358.576 1800.647 1544.773
15149 NM_0010029 FAM150B 507.8145 528.4254 467.6275 456.3931
9249 NM_182470 PKM2 8298.601 8365.359 8137.367 8202.174

15424 NM_016347 NAT8B 122.9947 120.0021 136.965 118.1143



24939 NM_003821 RIPK2 1376.948 1344.385 1456.424 1491.699
11157 NM_001258 CDK3 545.9159 505.0412 515.2735 532.9451
25016 BC142621 LOC441376 438.2037 303.682 423.1992 434.6607

270 NM_138558 PPP1R8 1502.718 1334.373 1371.576 1694.452
24973 NM_053001 OSR2 138.2357 97.1136 149.3524 132.266
23894 ENST0000037FLJ16734 49.83257 53.07008 71.65889 53.30458
24006 --- --- 6.498292 4.594114 4.377175 8.900143
8350 NM_173850 SERPINA12 71.71397 71.25549 70.25583 66.3985
9455 --- --- 182.7938 186.4756 170.409 160.1251

23244 NM_003088 FSCN1 3871.648 3080.263 3721.403 3507.93
14927 NM_015934 NOP5/NOP58 2120.811 1920.251 2378.584 2646.7
10046 BC029829 C16orf73 25.78941 22.48373 22.47696 33.32829
14942 NM_006139 CD28 32.42854 32.56141 32.56317 31.26471
24653 XM_00172038LOC729346 142.7707 152.5574 150.0273 165.6183
17958 NM_002295 RPSA 6926.436 6254.496 7367.027 6676.348
20603 NM_006308 HSPB3 40.23018 57.40386 58.54145 57.97357
7007 ENST0000026PBRM1 59.03901 69.45692 54.16569 66.14223
4006 NM_0010047 OR51M1 56.14809 54.2704 67.75757 78.02884
1149 NM_002927 RGS13 46.67431 61.20066 55.07391 47.14844
7133 ENST0000037RP11-431O22 262.6839 201.3829 284.9801 279.1231

26456 XM_0017202 LOC10013278 34.38308 65.54454 37.29164 30.8179
26472 XM_0017202 LOC10013278 34.38308 65.54454 37.29164 30.8179
7473 NM_005073 SLC15A1 62.38052 53.83046 63.24369 63.6421

10477 --- --- 101.1272 112.6767 88.91473 81.24168
8202 NM_0010248 SPTB 81.36016 65.59919 86.23379 86.0896

20765 --- --- 430.7577 439.8868 562.2446 438.4444
14083 NM_0010804 hCG_2042202 27.04429 5.898515 42.39581 40.73691
26986 BC035026 FAM47B 113.607 112.4185 128.409 104.4203
9021 NM_00110318FMN1 464.7129 881.9411 467.0839 600.75
4930 NM_020646 ASCL3 71.10944 53.0901 66.68288 66.35724

21265 NM_152622 MIER3 867.417 799.5342 901.0851 911.2542
10686 NM_016239 MYO15A 167.3434 171.7522 177.1522 176.3546
9164 NM_018365 MNS1 238.1655 168.5747 227.1566 267.6064

19868 NM_018248 NEIL3 1581.862 1109.657 1823.899 1505.678
3401 NM_014889 PITRM1 2950.893 2281.283 2557.521 2802.38

15471 BC057834 LOC388969 1005.236 1218.976 904.7256 961.6357
8648 NM_003104 SORD 1250.89 1552.538 1588.685 1442.901

10614 NR_002918 SNORA48 1870.611 2509.7 2340.598 2019.6
23541 --- --- 78.39761 72.90151 62.86829 82.30284
23127 NM_024518 ULBP3 804.8839 554.4435 789.9149 815.7687
21335 NM_004607 TBCA 1312.259 1182.898 1168.439 1308.963
28862 --- --- 13.291 8.314672 3.892596 2.131245
5075 ENST0000031OR4C5 94.33402 128.0783 104.9976 92.22536

15523 --- --- 96.27723 101.5041 110.461 96.84505
19814 --- --- 3.71896 2.655162 3.044439 3.390627
13818 NM_002698 POU2F2 280.9324 316.1417 356.0122 312.8672
24193 NM_00101744CALN1 57.24677 77.61623 55.71758 58.6493
23961 NR_002163  /OR7E37P  // O 712.4535 1891.221 1016.045 743.6014



26626 --- --- 19.27188 18.39579 35.32693 35.80352
6214 NM_176818 GATC 2154.705 1944.368 2291.954 2046.776

11572 NM_000458 HNF1B 123.4595 94.28721 125.8497 117.3012
2106 NM_004980 KCND3 62.22342 46.01804 61.99789 68.5115

27435 ENST0000032IDS  // LOC72 2419.371 3242.115 2463.747 2229.791
15481 BC004419 VPS24 1416.036 1104.119 1421.376 1601.212
17658 NM_006605 RFPL2 85.81821 102.8594 48.79423 80.89444
7376 NM_001268 RCBTB2 262.8824 296.1985 187.265 307.696

10179 NM_003361 UMOD 146.5556 134.5719 137.8493 140.0352
6753 XR_038919 LOC390345 652.6871 611.3663 362.1705 1120.96

12428 NM_145653 TCEB3C 98.76777 89.51141 122.1247 108.6739
3695 BC028617 C10orf56 668.9212 788.0828 678.6441 623.8089
5536 NM_002105 H2AFX 2671.513 1354.41 2360.65 2186.1

21441 NM_021649 TICAM2 3001.06 2985.645 2883.047 3129.652
15953 --- --- 34.39236 27.18265 35.78523 40.31546
3481 --- --- 6.431206 5.610147 3.501398 1.958212

22765 NM_173561 UNC5CL 100.9007 87.21954 88.26974 83.00973
14055 NM_00108389GP6 153.4864 194.3647 159.9779 129.2041
23953 --- --- 11.65069 25.9019 17.4276 26.27803
22773 --- --- 67.80718 89.5719 73.92975 64.24036
8782 NM_025055 CCDC33 137.7212 144.086 125.7007 129.7598

25075 NM_002066 GML 150.4959 162.7341 157.2455 143.4743
1211 --- --- 35.31318 38.75185 41.05734 24.89757

20232 NM_000668 ADH1B 28.26007 23.86771 35.23223 31.00556
4566 --- --- 35.53249 39.15118 24.71241 33.90505
2594 NM_138795 ARL8A 2220.096 2229.936 2303.477 2081.414

21699 NM_173465 COL23A1 434.4303 492.6862 438.5413 437.7647
17756 BC121118 CTA-126B4.3 1735.132 1582.607 1350.436 1761.784
7761 --- --- 11.4061 11.47174 7.354601 10.58016
7922 NR_003194 SNORD114-2 22.61503 10.19999 9.448647 10.95742

23869 NM_018326 GIMAP4 26.22226 35.2951 33.49972 31.26908
21407 --- --- 6.960027 3.550706 3.299138 5.566777
11010 NM_032133 MYCBPAP 62.83925 64.89529 50.21828 65.15981
5406 NM_020358 TRIM49 213.1259 280.3361 269.8154 238.4498

13094 NM_015711 GLTSCR1 704.8397 547.1205 685.578 694.3012
8173 --- --- 124.0316 115.8647 102.4972 111.6838
2856 NM_0010401 AKR1CL2 1223.457 1578.368 1254.927 1222.83

13244 NM_012314 KIR2DS4 126.4629 151.4759 122.2447 122.5959
13447 NM_144614 MBD3L2 105.1222 106.3279 117.6445 106.7203
13448 NM_144614 MBD3L2 105.1222 106.3279 117.6445 106.7203
12937 NM_003419 ZNF345 65.05954 108.1502 75.9068 99.39404
27909 BC022359 CXorf42 131.113 207.1045 126.8924 129.4705
2548 --- --- 56.03318 33.60762 51.75484 57.29071
7206 NM_017693 BIVM 725.4146 541.3625 834.4197 832.5028

24082 --- --- 6.200049 3.328087 4.924415 3.463234
10021 NM_00102519MPFL 313.6217 404.3214 302.1372 309.9579
23003 NM_033125 SLC22A16 67.36668 75.4677 95.42112 54.40887
13677 --- --- 65.73377 82.55944 61.68538 68.22704



16244 NM_178466 C20orf71 74.42886 91.01135 93.61566 75.04165
17964 --- --- 69.45662 67.26961 54.46979 44.00414
2497 NM_033319 CENPL 752.5311 421.2455 793.4839 648.4961

16842 --- --- 19.39816 8.39184 17.56302 12.21903
22577 NM_003547 HIST1H4G 199.4102 127.5231 237.1723 150.045
24236 NM_006072 CCL26 56.49386 66.3924 66.62357 60.976
6541 NM_001844 COL2A1 182.1157 184.1197 189.5422 183.655
9274 NM_006715 MAN2C1 664.7648 830.1937 552.2434 655.0953

11272 NM_002550 OR3A1 61.43548 88.04887 103.1207 88.27655
4538 --- --- 71.74107 102.5608 94.63014 75.57836

28692 --- --- 38.79503 51.90006 50.39072 49.41415
12774 NM_032493 AP1M1 2476.706 1972.71 2360.681 2386.942
24553 NM_0010804 NOBOX 123.2612 122.4609 109.6211 133.9735
10932 AK291924 C17orf53 958.3934 604.2956 801.2481 932.8657
21865 --- --- 15.31634 15.29521 24.32355 14.68234
17258 NM_002073 GNAZ 418.7155 494.3568 421.0487 361.6253
22057 NM_0010108 BZRPL1 135.8466 134.1768 141.6234 156.8917
22090 --- --- 4.186167 6.238331 7.778317 7.205976
23089 NM_014739 BCLAF1 2816.99 1322.885 2802.951 3369.115
6105 NM_005123 NR1H4 19.43996 13.21115 13.64463 18.70188
3448 NM_003638 ITGA8 65.12579 41.46413 49.45069 47.47501

22129 NM_133367 PAQR8 519.1561 759.1025 562.3394 459.7479
25293 --- --- 59.75065 82.95301 60.91749 60.82636
4868 NM_0010052 OR52A4 46.22356 40.42876 42.60025 37.04267
4297 BC029583 C11orf64 46.66136 59.96061 49.70214 51.76272
8835 --- --- 233.6737 209.3159 199.7928 226.104
4949 --- --- 131.7617 172.5818 137.1888 156.826
7688 --- --- 89.86629 96.74068 108.2609 107.7921

16760 NM_003859 DPM1 2421.254 3294.429 3271.07 2858.895
19902 NM_033178 DUX4 319.5318 357.8421 391.1408 304.8448
23937 NM_00110060MMD2 166.5338 182.1693 162.3871 155.3003
21130 NM_004174 SLC9A3 425.7719 481.8233 398.5849 372.5395
1680 BC033143 C1orf172 201.5547 213.9476 223.9675 214.7779

23743 --- --- 57.62386 37.47845 20.28586 63.37589
17773 NM_173050 SCUBE1 242.2402 310.386 223.9352 228.335
12380 NM_0010075 SS18 1544.978 1107.021 1476.888 1705.816
13189 NM_173530 ZNF610 79.41409 102.021 75.67709 95.68551
3637 --- --- 6.20844 3.640768 0.9160201 3.822746

10564 NM_0011149 SMTNL2 228.3423 255.3365 258.8703 197.2894
21345 NR_004845 LOC644936 2908.331 2790.036 3347.582 2976.484
6362 NM_004054 C3AR1 114.1636 160.845 124.2449 158.7525

19434 NM_003102 SOD3 134.6134 155.6285 145.4483 113.5472
22922 NM_002395 ME1 1196.733 2319.109 1376.867 1651.611
13981 NM_012315 KLK9 128.1054 125.9933 118.3834 133.3232
20869 NM_015288 PHF15 1147.888 909.1783 1110.373 1104.339
25376 --- --- 70.12051 85.52003 74.40816 66.60495
3221 NM_138413 C10orf65 144.9734 180.3902 170.0093 147.5122

13115 NM_006666 RUVBL2 1988.721 1928.541 2070.125 1980.509



11271 NM_002551 OR3A2 80.9586 74.70543 80.20983 69.9458
11073 --- --- 42.41362 45.84307 36.07893 47.83207
11363 --- --- 132.6992 127.712 148.1677 103.8605
23408 NM_001483 GBAS 2888.549 2999.558 2841.504 3098.694
27052 NM_000377 WAS 176.0014 126.7638 157.3557 160.396
20929 NM_018940 PCDHB7 92.09164 116.1023 80.61644 110.0665
21352 NM_000791 DHFR 2470.988 1826.351 2291.787 3176.697
11288 NM_003342 UBE2G1 3959.301 3771.188 4164.254 4023.111
10697 NM_006451 PAIP1 660.9778 481.8288 708.8418 639.7679
2701 --- --- 4.697136 0.6809931 2.892711 2.38255
6209 NM_207311 CCDC64 99.43844 143.4132 100.5324 101.7481
3655 NM_014767 SPOCK2 229.2566 245.8579 283.1774 249.6998
6328 NM_016497 MRPL51 4963.088 4389.119 5058.93 5034.403
6497 --- --- 31.84733 40.77229 42.08025 43.05875
8506 NR_003345  /SNRPN  // SN 5.117169 5.615218 7.924953 3.719583

19076 NM_00100586RYK 4844.395 4965.427 4642.271 4700.882
25574 --- --- 41.56676 50.16973 44.08304 42.7086

844 NM_019032 ADAMTSL4 90.09918 141.2493 107.1178 86.02943
19879 NM_021942 C4orf41 1073.544 1122.465 1189.144 1154.688
23535 --- --- 37.97617 43.71337 47.97546 49.05343
22652 --- --- 40.76626 35.656 44.28643 47.15812
12258 --- --- 10.54849 8.583158 13.06819 8.539912
7575 NM_005015 OXA1L 5647.822 4976.296 5742.328 5752.278
6366 AK074886 LOC389634 471.7691 553.8431 464.5852 472.9626
930 NM_002004 FDPS 1284.075 898.824 1202.354 1638.219

26412 NM_016042 EXOSC3 767.6902 500.9302 777.803 934.6753
26570 --- --- 225.4169 250.0878 212.7323 267.0371
28544 --- --- 8.923529 0.8350208 4.87211 2.111816
15784 --- --- 29.51197 30.85896 49.60784 36.90782
28693 --- --- 49.57719 20.6672 57.5145 55.16026
11291 --- --- 131.2846 84.79759 91.75269 113.4139
6118 NM_018370 DRAM 894.9055 872.1281 890.5532 883.5751

17384 NM_016091 EIF3EIP 5956.97 6316.287 6419.365 5762.37
7502 NM_002312 LIG4 559.4927 409.1322 563.7517 734.1631
8559 NM_000746 CHRNA7 146.9979 238.2455 181.094 145.6096

10260 NM_052838 1-Sep 91.05035 101.2449 104.6408 85.49264
4632 NM_0010379 DIXDC1 529.8378 404.3123 419.9371 420.5369

18234 --- --- 202.8731 73.05624 177.0647 267.7708
13284 NM_020903 USP29 41.05507 35.95274 54.68866 47.24614
9735 --- --- 613.1978 775.0815 656.5529 564.4481

11299 NM_005022 PFN1 6857.369 5735.473 6732.243 6070.249
18917 NM_080927 DCBLD2 10089.99 8972.194 10630.83 10407.85
13603 NM_145046 CALR3 419.9233 489.1488 438.4173 406.4189
21884 --- --- 72.00265 45.44181 70.36432 64.3746
12381 NM_000791 DHFR 2643.525 1886.476 2457.189 3365.514
5880 NM_182608 ANKRD33 76.05153 66.66207 79.34077 82.24752

18311 NM_00110260COL6A6 89.62829 83.62698 95.77325 89.42289
3977 NM_014489 FRAG1 817.2744 1024.628 856.8285 892.3544



11998 ENST0000033C17orf55 324.3015 371.3047 321.8958 268.0429
14188 NM_00110556MSGN1 168.7943 172.3861 167.3338 157.1691
1290 --- --- 21.75652 18.42694 25.67189 25.12651

14233 NM_016085 C2orf28 3417.713 4612.426 3566.347 3045.961
11193 NM_024110 CARD14 132.438 153.1361 124.4697 127.1088
18010 NM_000579 CCR5 97.25304 127.0959 132.9728 120.4969
19330 NM_000579 CCR5 97.25304 127.0959 132.9728 120.4969
15717 NM_002552 ORC4L 548.8498 479.0887 607.1131 741.8936
7148 --- --- 180.5913 260.3009 187.3062 160.9146

12544 NM_002085 GPX4 5242.365 5368.923 4637.197 4825.365
970 NM_0010044 OR10Z1 75.54279 72.43146 95.98907 77.518

13423 NM_000150 FUT6 349.2126 409.8848 343.304 367.5693
22635 NM_003587 DHX16 1251.385 863.7139 1160.627 1082.828
13595 NM_052890 PGLYRP2 45.6592 37.48295 33.89311 42.31184
19054 BC066975 C3orf25 67.72391 78.83189 52.6662 64.52737
26850 BC052297 MGC59937 192.1176 213.5431 205.4509 192.0845
6360 --- --- 84.09683 127.9872 100.2542 80.38932

22843 NM_002388 MCM3 2986.003 2105.429 2471.764 3291.625
14067 NM_144613 COX6B2 172.937 235.5561 161.8223 136.1782
4381 NM_0010043 SLC22A20 131.7152 121.567 107.0543 108.8389

27289 NM_017752 TBC1D8B 184.0093 263.6298 166.28 236.5244
1371 --- --- 6.967516 5.026944 4.917664 8.935035

10881 NM_031962 KRTAP9-3 79.20052 113.5786 99.60851 85.08253
20438 NM_007281 SCRG1 52.83987 78.58784 55.42859 55.2667
22069 NM_000409 GUCA1A 111.4198 129.6295 123.615 140.5907
17631 NM_020530 OSM 175.609 202.641 199.7707 170.6898
14627 --- --- 1.476344 1.195433 0.2348427 0.818139
25839 BC121813 FAM74A4 55.51573 62.86016 56.45919 46.51071
16568 ENST0000031LOC10013026 81.61412 78.94115 64.3391 81.53391
12253 NM_002091 GRP 181.7499 156.9273 202.0454 170.7763
12870 NM_207391 RGS9BP 87.97969 117.7381 108.9545 90.62947
7395 NM_000053 ATP7B 119.0593 215.8047 92.85671 158.6458
1276 --- --- 11.00636 14.06995 10.522 6.40536

11084 NM_203351 MAP3K3 671.6918 454.3316 502.6698 619.7271
11826 NM_198393 TEX14 72.11768 52.52648 75.97867 71.43784
1318 NM_175055 HIST3H2BB 478.5116 226.4351 513.319 268.7363

27673 BC093943 LOC158572 101.2493 102.6251 92.92861 87.46506
16339 NM_002638 PI3 120.4313 147.4355 135.7739 137.7701
3563 NM_031912 SYT15 168.1249 229.1806 187.1212 170.8226

13464 NM_005001 NDUFA7 984.8494 1196.401 908.1132 1098.376
23213 XR_041000 FLJ44124 126.8179 175.0406 93.22407 121.1822

796 NM_005267 GJA8 115.3457 128.094 115.7095 161.5086
26185 NM_012204 GTF3C4 1106.554 1129.027 1354.794 1325.263
9372 BC053602 C15orf38 662.9688 636.0911 541.0485 593.72

15394 NM_014482 BMP10 35.78315 30.56978 37.6101 33.78428
16476 NM_177559 CSNK2A1 4906.138 4987.508 5001.97 4892.036
25718 --- --- 17.93483 15.41047 9.127238 20.36166
13139 NM_004107 FCGRT 652.0023 753.7169 730.2764 585.0565



18077 NM_007184 NISCH 1048.166 1306.442 941.2448 1045.352
9763 --- --- 268.522 266.9632 260.8692 273.3229
6611 NM_080747 KRT72 128.6791 153.4741 126.8798 131.2928
3202 ENST0000037LOC10012788 8.39331 9.254679 8.632133 8.222979
568 NM_017655 GIPC2 135.4265 100.145 119.9718 116.5197

28534 --- --- 291.4962 315.9572 328.3593 282.3139
13815 NM_006423 RABAC1 770.2969 1092.425 676.5446 841.7501
19121 NM_032153 ZIC4 80.05991 80.66147 85.96258 81.23926
24406 NM_000111 SLC26A3 22.78072 21.94029 28.58751 28.27175
10029 ENST0000029GS85  // C10o 331.5289 322.8315 277.6943 275.3684
1701 --- --- 18.41537 14.11452 9.910897 16.72774

16466 --- --- 21.51308 52.39645 25.84427 21.62658
1958 NM_005455 ZRANB2 1687.724 2136.925 1710.062 2494.679

10831 --- --- 73.28773 59.07292 67.59215 66.57114
27062 NM_024859 MAGIX 279.8058 315.8893 219.9182 286.1393
5224 NM_0010986 RASGRP2 196.7867 184.3513 190.1598 178.5014

12981 NM_013268 LGALS13 16.60303 42.46628 41.60486 25.76641
10822 NM_144975 SLFN5 2897.238 3946.366 3334.259 2735.358
15718 --- --- 115.9586 103.6103 107.6349 120.0785
24761 NM_006228 PNOC 171.6063 217.7255 166.1017 183.6228
26592 AK097847 LOC286359 42.44255 67.883 80.69658 17.81475
1617 NM_014589 PLA2G2E 168.4545 166.8101 166.2574 173.9702

10460 NM_0010774 FLJ22167 331.1591 280.1095 323.5043 278.1852
6248 NM_180699 U1SNRNPBP 250.552 222.2141 193.3927 280.3178

13517 NM_001420 ELAVL3 286.7682 294.1368 286.0056 252.2518
18455 NM_005832 KCNMB2 48.73248 75.43462 52.96241 62.46477
17111 --- --- 36.17145 45.83953 43.52536 31.57933
7915 NM_003836 DLK1 175.5976 146.5505 173.6619 158.4068

15315 --- --- 123.1147 195.3926 152.6652 186.9929
18301 NM_00100610C3orf37 2446.017 2271.919 2209.176 2835.878
19025 --- --- 153.7532 185.6447 163.757 163.2375
14056 NM_138412 RDH13 377.872 430.7326 367.5245 332.802
17070 NM_018944 C21orf45 1045.946 723.6255 916.5023 1078.547
26336 NM_0010041 TUSC1 201.6078 268.4769 219.4497 194.971
16876 NM_006447 USP16 962.0933 754.4312 1112.534 985.1786
13889 NM_032040 CCDC8 142.0482 129.3197 160.4233 147.2921
26915 --- --- 0.00453356 2.526775 4.442736 1.181919
18466 --- --- 8.626021 5.122052 7.362463 9.646779
1643 --- --- 54.2672 81.8287 98.34891 58.22078

26053 NM_001859 SLC31A1 3177.328 3824.279 3195.59 3084.535
20532 --- --- 189.9507 203.0185 207.1093 195.8016
7927 --- --- 17.09625 21.42932 19.51957 28.20646

25706 --- --- 1.972793 0.7780455 0.00759837 0.00400081
25288 --- --- 2.465386 2.007498 4.167272 3.675383
22511 NM_004752 GCM2 75.32576 79.38777 69.58681 56.29609
13212 --- --- 9.884539 4.509857 8.029051 6.922373
23628 NM_003386 ZAN 122.5332 118.6329 112.4167 116.4286
6989 --- --- 35.20153 46.05169 47.91336 40.12309



19566 NM_031889 ENAM 59.84634 74.63864 47.73529 55.1791
14557 NM_003854 IL1RL2 188.2863 138.3625 188.4857 165.9409
9366 NM_198525 KIF7 248.4684 361.5755 176.5776 302.7191

11700 NM_025237 SOST 179.9876 200.2243 213.7826 172.8476
2002 NM_001514 GTF2B 814.5451 1174.786 950.8329 1166.735

23863 NM_138434 C7orf29 136.1669 154.66 135.3721 109.9996
2945 --- --- 105.4903 94.20495 68.88308 134.581

17340 NM_004147 DRG1 2469.391 2284.319 2172.079 2462.742
25900 NM_138691 TMC1 36.87867 39.88579 46.47489 41.37961
22147 --- --- 15.13267 24.43037 13.34985 17.29156
2572 NM_144977 DENND1B 716.3793 596.9035 751.398 835.9161

28640 --- --- 196.1457 273.0646 198.7558 256.5091
6514 --- --- 6.362466 15.75316 10.99437 13.05958

19761 --- --- 6.682301 6.867674 8.856721 5.192011
20814 NM_014350 TNFAIP8 202.44 131.4122 193.5694 188.6063
21295 --- --- 233.526 250.1859 261.0571 239.2034
27864 NM_031273 TEX13B 96.81218 84.19527 95.63937 100.3876
13897 NM_005628 SLC1A5 3934.996 3853.948 5449.83 2460.728
15848 --- --- 72.89132 72.68201 84.90746 54.22499
22749 NM_138493 C6orf129 366.8208 389.7744 338.9143 391.8189
2158 NM_032044 REG4 77.33553 80.02208 85.44525 68.93837
508 NM_019079 L1TD1 21.686 10.14618 21.87306 15.46274

5565 NM_0010044 OR10S1 126.4353 114.6402 118.3812 122.2011
15277 NM_0010323 SULT6B1 32.81883 25.42761 32.98515 22.96457
20073 NM_0010115 LOC402176 92.84837 104.21 97.04659 101.2166
9540 NM_139170 C16orf71 112.1154 115.747 121.7305 108.8775

14944 NM_005214 CTLA4 79.8948 80.14093 88.19857 86.4163
11264 NM_024086 METT10D 492.9167 382.0867 443.6523 533.0777
23412 NM_00104246SUMF2 5710.566 7496.261 5746.571 5806
14108 NM_130786 A1BG 281.8653 215.1308 260.9421 226.3224
15746 --- --- 9.001152 3.84707 9.933692 8.425242
23158 NM_054114 TAGAP 72.22395 84.4545 68.65673 59.2758
27853 --- --- 22.63141 15.61457 19.15998 24.29476
2373 --- --- 95.34929 115.1348 108.5424 99.15627

21505 --- --- 406.8312 287.6139 366.3391 454.7633
25852 --- --- 680.5308 693.3207 838.8224 800.7917
2684 --- --- 140.3034 169.95 177.5902 132.413

15439 NM_133637 DQX1 74.55091 76.56582 68.9718 83.51836
12642 XR_039731 LOC10012939 94.42841 24.41086 74.93661 76.82827

88 NM_007375 TARDBP 2290.522 1938.303 2168.266 2559.962
5670 NM_019858 GPR162 93.6557 63.47646 69.53954 74.91029
6512 --- --- 36.63699 39.39897 41.30871 40.28365

28584 --- --- 168.3228 185.5987 203.7703 158.2536
26329 NM_000605 IFNA2 30.01543 42.10889 33.93899 33.76004
18171 NM_005290 GPR15 39.04535 46.65181 40.05512 40.35912
16208 --- --- 29.69697 36.33298 24.56245 38.55113
1584 NM_198546 SPATA21 99.50894 101.3086 105.9926 101.5396

16586 AF258576 LOC200261 371.8029 280.363 305.9708 315.1795



26775 AF467069 RAPGEF1 44.78362 37.73442 55.98785 33.61682
8658 --- --- 27.57057 24.93767 28.80951 19.63521

17439 NM_152613 WBP2NL 107.8117 116.4069 101.2837 98.3601
15304 NM_022065 THADA 1004.666 919.573 1042.331 1058.305
21794 NM_013262 MYLIP 717.282 1049.746 954.8458 668.5136
6388 NM_016511 CLEC1A 88.26625 79.54797 76.77434 84.90344

22017 NM_021922 FANCE 692.4296 401.8587 619.5297 566.489
9425 NM_032039 ITFG3 1085.143 1708.662 1208.943 1097.407
1587 AK125737 LOC440570 72.99389 66.69056 88.55228 83.28835

15344 NM_00100536MTIF2 639.9491 592.7349 624.5481 729.4366
3359 NM_016567 BCCIP 880.4447 628.9185 739.0764 1176.215

14156 NM_005680 TAF1B 1076.256 931.7253 1112.191 1210.674
6572 NM_020941 KIAA1602 273.3281 238.0545 268.6863 250.2328
4654 --- --- 30.61914 39.27967 28.2948 35.89463

25235 --- --- 271.0349 367.216 334.0211 301.1467
1103 NM_173509 C1orf76 72.49946 97.03086 90.33414 86.67835

12208 --- --- 29.07493 33.06162 34.00311 28.41414
14379 NM_006857 RY1 1111.188 944.5685 1235.073 1248.065
9847 NM_00104066HSF4 271.5912 357.5257 230.8533 253.2936

27529 NM_016379 VCX3A 83.14135 87.82252 87.16699 85.2896
11141 --- --- 20.42604 28.01158 22.35035 17.05183
17074 BC027970 C21orf77 103.9426 105.8009 100.2213 101.7934
14652 --- --- 7.725346 4.881101 10.02792 6.220645
10039 NM_0010136 LOC390667 132.7942 163.2548 151.7433 129.0184
20875 NM_024715 TXNDC15 1055.832 1192.211 1021.663 989.6584

95 NM_198545 C1orf187 286.6903 334.0346 307.7719 311.5361
13201 ENST0000035LOC91664 370.3235 362.7092 416.1374 522.1329
12750 NM_012377 OR7C2 65.3021 55.93671 88.00787 64.63197
3607 --- --- 37.0424 30.96103 37.33336 33.80048

18454 --- --- 13.75871 25.89855 28.49352 23.10726
25184 --- --- 59.15691 49.77351 61.25191 77.55396
11409 BC128223 TBC1D27 125.2788 114.1051 119.5248 113.8259

884 NM_030663 SMCP 64.10765 77.25434 71.46716 68.75854
9637 NM_006539 CACNG3 68.01086 94.0134 62.16032 72.90821

20376 NM_003013 SFRP2 245.308 236.8453 258.0891 226.6162
13762 NM_198445 FLJ45909 107.6531 119.251 135.5288 111.7952
22869 NM_016571 GLULD1 31.13665 40.19525 33.4784 28.94249
19660 --- --- 436.8171 312.4478 405.0312 356.4199
15663 --- --- 6.010784 14.19047 6.651871 8.458687
4465 NM_0010127 KRTAP5-10 456.0821 492.0196 443.3574 425.2579
2233 NM_003516 HIST2H2AA3 5441.349 4290.641 5178.649 3660.709
827 NM_003516 HIST2H2AA3 5441.349 4290.641 5178.649 3660.709

7150 --- --- 318.3885 348.778 305.7569 306.899
13594 NM_022904 FLJ21438 100.4196 84.26904 105.7827 96.17458
13223 NM_015629 PRPF31 2255.839 2038.58 2330.078 2233.765

775 NM_153713 LIX1L 2303.593 2095.293 2529.153 2327.677
5862 NM_005276 GPD1 83.69172 94.84859 106.4518 114.4662
5177 NM_004739 MTA2 3971.829 2655.364 3657.625 3498.302



6321 NM_000552 VWF 115.0157 103.0298 108.2487 104.6704
7116 NM_138450 ARL11 68.18752 58.92229 52.70793 55.09675

16813 BC134343 C20orf51 88.92606 89.47026 108.4236 90.96929
23766 NM_182489 STRA8 73.83213 73.89646 79.32933 62.44049
13791 NM_020956 PRX 267.3475 323.7845 281.9624 252.3551
6506 --- --- 26.78471 30.48707 42.16665 36.7126
2115 NM_0010109 BCL2L15 68.64471 68.80698 66.1381 74.14888

16826 ENST0000030C20orf181 200.1504 215.8379 228.5867 221.214
8033 ENST0000031OR6J1 93.46731 104.0774 102.0989 83.82407
2510 --- --- 53.86666 75.56662 57.97001 58.29799

20745 --- --- 140.2835 178.4518 157.1501 179.2901
21691 NM_016222 DDX41 2101.17 2284.649 1725.335 1950.17
11269 NM_003555 OR1G1 49.03842 61.83003 52.32402 39.54736
2668 --- --- 152.3889 125.3948 138.8043 168.256
2465 BC007072 RP4-747L4.3 91.4708 88.59256 114.5408 118.9315

18808 BC101247 LOC285398 160.4603 149.1848 175.5825 114.2745
15946 --- --- 4.199706 3.877888 6.3169 6.488618
9215 NM_003613 CILP 57.60961 48.32627 58.78798 53.83022
581 NM_0010814 SPATA1 45.47229 52.61767 37.89693 41.50064

12287 NM_032649 CNDP1 163.1315 145.9639 156.7761 139.3757
19138 NM_014879 P2RY14 58.9147 30.3977 61.78561 48.24167
7574 NM_022060 ABHD4 1108.685 1001.119 1185.718 1064.585

18086 NM_000720 CACNA1D 62.01545 177.3363 79.66501 80.34171
17839 --- --- 49.89692 49.80291 47.29873 38.01584
12282 --- --- 343.1144 280.4218 352.9408 322.5176
6267 --- --- 220.6776 291.1832 231.4564 204.1447
8343 NM_032036 FAM14A 925.9827 1408.06 923.7701 1068.323

10419 NM_058219 EXOSC6 1149.717 1254.17 1126.364 1035.885
28830 --- --- 2.500066 4.477871 5.508362 3.350484
26641 NM_00101299C9orf152 28.61375 35.21687 28.46504 28.04957
25625 NM_005293 GPR20 131.9283 107.4146 133.8497 109.5761
14538 NM_144992 VWA3B 40.85564 36.95058 39.23227 38.61477
17128 NM_080860 RSPH1 67.91261 99.12582 75.42857 84.94832
12064 NM_033061 KRTAP4-7 260.8191 245.4526 258.8334 264.0285
24993 --- --- 50.62308 51.01769 81.15419 47.44872
24292 NM_001742 CALCR 22.95624 31.76003 30.27363 26.73366
10924 --- --- 54.64555 80.08413 63.28045 60.95037
22349 NM_005375 MYB 184.8784 169.1626 186.5031 232.079
22807 NM_019096 GTPBP2 2087.713 2262.024 2071.681 1711.655

228 NM_016124 RHD 120.3382 147.4941 143.6298 139.4643
21941 NM_007109 TCF19 1604.109 884.9869 1388.739 1278.987
28303 NM_007109 TCF19 1604.109 884.9869 1388.739 1278.987
16859 --- --- 25.1562 17.71401 26.23693 21.64875
4510 NM_018367 PHCA 1879.132 1498.357 1369.92 1978.127

16454 NM_020882 COL20A1 213.4387 238.8133 227.8729 221.8191
266 --- --- 48.22026 72.70083 60.11644 54.08048

1995 NM_152890 COL24A1 61.30994 58.49461 61.69316 65.98359
2690 --- --- 12.21253 12.53447 14.83685 8.05586



12376 --- --- 212.905 245.9267 212.1537 203.037
11198 NM_020761 KIAA1303 1038.09 1044.011 1014.809 983.9785
16317 --- --- 3.983562 3.69238 2.85254 1.303336
12811 NM_032627 SSBP4 564.5972 451.1744 506.3963 537.2826
13966 NM_138334 JOSD2 374.5587 516.6613 482.7263 305.032
19413 --- --- 33.25383 10.51124 33.21695 30.12712
12972 NM_018028 SAMD4B 1618.24 1291.549 1588.775 1460.178
17733 --- --- 35.87515 37.56071 50.05552 39.0055
1050 NM_018442 IQWD1 1763.302 2237.774 1806.589 1913.304

22606 NM_019110 ZKSCAN4 272.3397 266.4199 225.4796 269.6826
6132 --- --- 30.17451 14.72954 16.97045 30.32393

21710 --- --- 98.02938 87.66122 74.51922 95.27853
7080 NR_002163 OR7E37P 872.7361 2216.695 1081.731 944.6611

16864 --- --- 146.7348 180.0923 156.3772 148.2381
26610 NM_019051 MRPL50 1568.352 1841.047 1983.673 1749.292
13398 NR_002602 SNORD37 56.30468 60.48221 51.61984 68.30862
19017 NM_021964 ZNF148 1526.159 1570.387 1595.354 1752.304
26788 ENST0000037LCN1L1 28.39576 36.1939 88.1562 44.08973
8907 NM_000057 BLM 1113.184 835.4634 974.0346 1124.218

23253 --- --- 103.0259 115.7439 146.8805 112.0964
5555 NM_006597 HSPA8 15629.67 13995.84 15676.28 15580.38

13434 NM_173637 SLC25A41 117.7668 166.9019 127.2192 124.7645
3955 XM_938903 LOC649839 93.40523 101.638 109.0007 99.03428

12709 --- --- 15.4439 8.242947 30.25774 21.86162
13906 BC101050 ZNF541 101.4276 95.85438 115.1593 106.5283
27324 NM_005032 PLS3 3075.393 2957.141 3224.292 3946.5
17910 AF086095 C3orf68 117.4109 120.3009 126.0495 131.7549
11892 --- --- 74.06746 58.183 72.07271 96.18024
5026 NM_015957 APIP 488.912 377.9506 443.0731 426.0436

18651 NM_015551 SUSD5 253.2867 360.7712 150.9988 292.2218
22299 --- --- 160.6827 193.8655 165.1848 147.6936
7338 NR_002163 OR7E37P 906.8011 2297.385 1128.205 981.1456

14438 --- --- 81.22253 103.9562 102.388 89.23692
16665 BC113405 C20orf117 778.6104 698.6331 850.8887 715.4733
11414 NM_003653 COPS3 4257.62 3699.728 4027.857 4338.286
5276 --- --- 0.2249663 2.252044 4.577924 14.32716

12098 NM_170695 TGIF1 559.7837 561.6039 528.567 547.9505
24855 NM_170587 RGS20 312.0966 338.9287 322.2032 430.9965

306 NM_032648 C1orf90 136.7943 194.1392 163.8463 130.0748
19580 NM_001133 AFM 48.91192 46.24933 41.83562 40.15119
26527 --- --- 79.66833 52.35902 92.73533 76.6057
23859 NM_198455 SSPO 246.9649 235.575 235.264 228.988
16363 ENST0000037C20orf157 139.5723 179.3665 139.4083 140.6253
12178 ENST0000035C18orf16 75.27994 76.34675 54.57325 67.67685
22191 NM_00100999C6orf159 283.9289 290.3223 253.9757 273.4694
9048 --- --- 103.0615 111.8595 126.7273 106.6401

27676 NM_003886 AKAP4 39.92063 63.80117 49.88898 43.54732
2640 ENST0000036C1orf147 132.1819 142.7462 136.6129 160.936



14399 NM_004097 EMX1 208.2288 184.067 215.1685 190.2171
7022 NM_178540 C1QTNF9 50.27242 70.84507 30.56662 52.77364

20503 AY249325 C5orf38 158.1395 186.2713 171.4732 148.5755
15361 NM_144709 PUS10 182.2758 134.0834 182.5347 242.8595
19935 NM_001120 MFSD10 806.631 983.5684 853.1431 792.3923
16182 NM_178483 C20orf79 55.22247 62.19757 46.67912 50.16761
14775 NR_002163  /OR7E37P  // O 914.9784 2307.528 1127.815 990.6127
24667 --- --- 20.90317 28.32011 1.259706 34.279
1924 --- --- 81.02172 117.1914 90.99976 97.26398

13326 NM_014347 ZNF324 328.0171 367.3277 394.5876 320.5607
7973 --- --- 156.249 200.8123 143.1718 155.467
7099 ENST0000037RP11-139H14 132.5636 148.7081 143.5842 149.5248

21549 --- --- 126.9006 125.2832 121.7018 105.1607
26299 BC142985 C9orf52 242.6318 209.2726 223.0502 256.9169
12429 NM_145653 TCEB3C 101.5351 90.46062 124.7718 110.6048
24811 NM_014237 ADAM18 39.92387 48.42527 39.8149 33.64764
8679 NM_002748 MAPK6 1206.732 1050.936 1376.893 1563.851
2834 NM_00100469OR2M7 49.3266 38.0053 46.02537 48.02716

24834 NM_00100536A26A1 20.34166 19.11837 23.98767 27.86415
24195 BC068520 TYW1B 177.023 112.8005 152.6931 163.3225
18866 NM_198271 LMOD3 25.19496 19.24883 25.86064 21.21445
17021 --- --- 5.060637 7.422085 7.360568 6.30066
21946 NM_005931 MICB 1628.849 1193.455 1336.336 1415.384
9211 NM_139242 MTFMT 975.5605 1151.765 942.8673 1109.422

28018 NM_0010096 SPANXN2 41.35277 44.46634 62.19977 44.4071
8899 --- --- 72.21423 70.03184 67.37521 74.67627

14281 --- --- 115.3383 144.958 104.9317 91.70184
14279 NM_144713 FAM82A 109.619 129.8106 154.4075 135.2144
25281 NM_031271 TEX15 48.77043 114.7954 32.76036 74.09944
22362 AF110640 CCRL1 56.36749 84.80597 63.84717 61.46936
27779 BC152557 KIAA2022 226.9808 269.718 202.6125 247.3608
20179 AB014771 MOP-1 26.27389 17.65155 19.64684 24.82872
8354 BC008299 C14orf139 648.0966 560.5196 961.957 336.8803

13834 NM_031246 PSG2 28.02372 8.72108 21.42566 22.28324
7445 --- --- 37.20278 49.02143 37.33144 46.80863

18333 NM_144717 IL20RB 148.6124 128.1057 110.7102 133.059
5088 NM_00100470OR4C11 44.37454 44.91262 47.91049 39.93528

23164 NR_002965 SNORA29 66.5856 53.78729 56.54083 65.36575
2101 NM_024102 WDR77 1435.589 1124.735 1281.265 1728.079

20397 --- --- 24.53901 28.41292 13.86766 28.26175
22098 --- --- 79.89679 79.62455 92.97946 78.47171
24880 NM_152414 BHLHB5 1246.31 1403.112 1158.304 1285.677
3025 --- --- 70.54608 89.57882 99.10326 81.03903

23432 AK131575 ZNF716 83.0186 76.55869 73.17601 92.08051
2639 BC071785 C1orf186 137.9157 182.1377 140.4308 146.1226
2466 --- --- 7.302964 8.356719 12.87325 7.682003
6047 NM_014903 NAV3 1119.17 683.8522 1373.634 1601.999

26389 --- --- 35.41279 36.10833 37.42735 40.10365



15292 NM_003618 MAP4K3 966.1605 1266.091 1194.421 1106.764
18398 ENST0000031VN2R1P 55.9431 55.45758 63.31618 54.64748
11912 ENST0000039SDK2 170.4976 145.3805 161.2152 172.224
6568 NM_0010082 C1QL4 218.1251 318.4487 195.5841 232.8249

12375 --- --- 209.2335 124.3179 177.1292 110.2296
12579 BC001528 GNA11 2113.029 1459.629 1784.823 1884.177
5674 NM_000365 TPI1 4509.081 4960.383 4268.67 4710.269

25827 --- --- 19.41526 19.1703 26.97958 32.7177
11905 --- --- 6.139541 5.826495 6.155119 4.848446
1570 ENST0000040RP1-21O18.1 109.216 128.9449 96.98377 123.0573

17908 NM_052953 LRRC3B 190.5863 216.869 201.6143 183.6961
2333 NM_020524 PBXIP1 283.2619 550.2022 359.5602 307.7272

23708 NM_003117 SPAM1 28.33354 29.79471 25.29211 20.46234
4763 NM_000890 KCNJ5 178.3037 233.7189 169.6421 168.5589

15525 NM_000682 ADRA2B 304.7075 359.8703 298.0415 259.3028
12017 NM_144998 STRA13 1058.081 669.0581 947.3637 927.3203
13759 NM_006149 LGALS4 161.6082 198.624 196.1905 149.0807
16246 NM_130852 PLUNC 104.1649 121.493 98.93078 95.85184
25202 NM_018088 FAM90A1 77.52971 81.86694 80.07107 61.13964
5500 --- --- 21.56396 33.8275 25.8884 24.80374

28774 --- --- 17.68823 13.80398 26.41226 18.58981
20242 --- --- 72.03499 62.56981 64.6727 83.64527
1311 NM_183062 MPN2 98.07654 103.3273 101.0105 113.8109

17023 --- --- 79.01063 92.78427 87.5472 83.48901
5423 --- --- 115.6141 154.693 146.6219 119.989
4162 --- --- 31.44365 48.57045 53.77559 37.18845
3598 --- --- 67.93166 61.1812 55.13964 54.44438

14220 ENST0000028C2orf39 45.80905 34.21302 50.45773 43.8491
21057 NM_016093 RPL26L1 234.3993 182.5057 205.4794 284.9717
2272 NM_031420 MRPL9 2689.972 2228.471 2875.699 2962.14

26016 NM_0010425 SMC2 2155.983 1335.003 2125.354 2164.129
10133 NM_005425 TNP2 152.5367 194.9549 174.0522 163.515
22005 --- --- 49.43103 63.8154 65.81436 50.80211
12296 NM_198531 ATP9B 270.0432 392.0565 256.7766 282.9491

349 --- --- 39.48722 55.19214 40.88774 29.34762
4327 NM_002411 SCGB2A2 152.5868 188.3241 154.2377 171.9509

26876 --- --- 1073.102 1367.605 1362.687 1238.307
15150 NM_152834 TMEM18 778.8434 670.5946 792.4215 803.922
17056 NM_181610 KRTAP19-4 23.01141 18.2067 28.5853 21.0682
15449 --- --- 46.93733 27.06331 36.08836 36.15441
1099 --- --- 91.5227 111.0754 95.79926 96.11012

20567 NM_194283 DNAJC21 1605.998 1239.603 1462.009 1781.588
17240 NM_015094 HIC2 961.2717 829.725 1000.842 870.5782
5316 ENST0000033FLJ42102 124.4922 102.1813 132.6606 136.9001

14374 --- --- 4.309892 6.828475 4.415829 5.952867
11681 NM_024927 PLEKHH3 230.3138 225.5841 216.2424 210.3355
4723 NM_0010019 OR10G9 73.14854 80.70988 81.04212 75.43436
445 NM_178134 CYP4Z1 78.2066 73.00889 80.91358 92.09674



15684 NM_030923 TMEM163 88.26171 75.76345 87.60828 80.46513
21842 NM_003545 HIST1H4E 3094.202 3923.364 3174.027 2911.14
12159 NM_002894 RBBP8 1355.012 1048.494 1455.58 1730.052

45 NM_014448 ARHGEF16 171.02 203.93 180.5208 171.4365
8299 NM_152446 C14orf145 491.5891 340.6082 479.784 488.9589
6872 NM_057169 GIT2 2426.763 2215.793 2628.058 2649.453

22502 NM_004280 EEF1E1 591.5997 493.5119 672.4478 594.5865
8198 --- --- 70.13647 47.17366 83.26714 64.3284

18696 AK127837 FLJ20209 449.7119 641.1884 545.6785 546.3172
15854 NM_014585 SLC40A1 122.7781 138.5539 98.55 131.483
28488 NM_205854 SFTPG 122.6446 121.6283 106.9847 110.2402
21069 NM_006650 CPLX2 101.4073 104.3002 81.95248 87.79238
6285 NM_170683 P2RX2 135.9777 164.6366 138.2413 153.353

22525 --- --- 108.0834 128.4221 135.4156 108.6338
2652 --- --- 28.9226 15.79026 18.8449 26.54256

18277 --- --- 908.3121 2221.924 1107.591 980.4611
5518 NM_001680 FXYD2 348.4986 298.536 374.8517 332.3019

27079 NM_033031 CCNB3 83.68302 79.69849 105.7113 105.4025
28355 NM_003587 DHX16 1273.29 869.8122 1181.166 1103.577
27618 BC025334 CXorf38 444.5582 452.6274 421.4315 465.7548
3897 NM_152311 CLRN3 42.95165 34.766 38.93613 35.61598

28736 --- --- 32.3497 49.56292 42.59002 42.71066
14229 NM_007046 EMILIN1 223.5328 224.1174 233.0174 211.3499
19132 --- --- 8.458431 16.80634 11.17895 10.21069
22739 NM_016135 ETV7 101.9898 126.693 121.2309 113.864
21470 NM_001999 FBN2 2055.875 1858.327 2211.859 2220.603
5561 NM_00100518OR6X1 51.89133 43.20128 90.7733 68.57099
4882 NM_00100528OR51I1 69.05296 90.68629 83.79921 62.9091

10677 --- --- 52.12222 71.6652 61.03348 51.20846
21012 --- --- 50.27452 35.09172 61.92567 59.49145
7476 NM_005292 GPR18 53.92689 62.5212 53.30619 54.66881

23537 --- --- 237.1842 216.1941 197.2501 298.0642
1749 --- --- 210.6857 176.337 260.6685 250.3957

14583 NM_144978 CCDC138 226.9477 224.9712 211.0205 320.6632
1636 --- --- 22.07208 42.60389 39.76061 29.01168

16615 NM_0010118 DEFB121 55.79786 73.28597 65.0045 71.71282
11558 NM_002983 CCL3 140.6899 123.7528 134.0744 122.4823
7526 XM_0017202 LOC10013278 4.523909 11.30879 7.682488 5.372219

19324 NM_014687 KIAA0226 971.3441 757.9676 867.0293 976.637
20029 NM_00110039PDS5A 2595.629 1875.283 2557.261 2928.448
19179 --- --- 41.55334 39.76675 31.77219 27.71189
15231 NM_194248 OTOF 74.02025 87.91965 82.11501 73.31738
21700 NM_020666 CLK4 199.4296 259.0428 224.4462 239.6875
18527 --- --- 13.18311 7.219294 21.17699 15.21766

511 NM_032852 ATG4C 569.8068 639.8273 593.8926 838.4676
22947 NM_020466 LYRM2 983.2854 734.6059 1083.965 1233.272
14801 NM_004792 PPIG 526.067 349.0353 498.9229 634.4234
23983 --- --- 48.28138 23.52156 58.61254 56.65747



19410 XR_042369 LOC644517 706.063 785.2946 750.8434 620.9734
9077 NM_153260 LRRC57 755.4087 607.3347 716.0309 787.9796

24977 NM_005034 POLR2K 2579.379 3123.141 2592.998 3308.138
20220 --- --- 121.3713 110.5659 98.93285 107.5219
10815 NM_005408 CCL13 73.49696 88.83671 83.36465 59.66632
1047 NM_052862 RCSD1 205.9996 231.1055 228.416 191.8057

22100 --- --- 62.852 67.64558 87.23753 69.24754
15232 NM_00102988CIB4 52.2704 35.61088 60.4286 46.74303
1130 NM_173156 SMG7 2497.033 2096.298 2671.213 2363.85

10887 --- --- 178.1477 140.9953 138.1154 150.2862
9940 --- --- 74.33207 64.57703 66.03625 67.28245
506 --- --- 456.5343 649.5475 482.6017 514.6927

20753 NM_152548 FAM81B 37.21634 32.34787 42.9383 28.48817
1999 ENST0000033LOC339524 92.35569 83.96729 99.25258 78.3906
8704 --- --- 238.7159 271.0554 313.6509 265.0608

19843 --- --- 58.05975 25.46084 34.73871 44.67611
22245 --- --- 4.867008 9.617697 12.02669 7.37842
12382 --- --- 6.01937 3.704938 9.364376 2.433622
14995 NM_00107719GPBAR1 283.0306 297.1988 278.2803 289.3408
24071 ENST0000039TRGV9 66.4962 72.33739 74.35568 87.13262

730 BC128148 C1orf161 66.97612 95.67423 73.18298 68.75015
4874 NM_000518 HBB 51.67588 48.31706 74.92844 45.60168
2484 --- --- 165.3316 224.2791 212.7572 174.7712
603 --- --- 119.5582 110.4777 141.2982 110.7021

8783 NM_006465 ARID3B 87.4972 109.9031 108.4148 110.4766
25898 NM_182505 C9orf85 481.969 480.2204 436.2681 511.6355
26210 NM_014279 OLFM1 159.7453 162.1209 160.6997 152.6392
21570 NM_194251 GPR151 72.28249 58.12675 78.29754 65.42632
15598 BC005070 MGC13005 161.0282 288.0343 193.3724 168.8149
1495 NM_015102 NPHP4 261.7832 343.8272 250.6817 306.1862

26041 --- --- 152.5356 96.73795 196.0706 112.8569
27175 NM_005193 CDX4 36.47692 47.65866 44.83221 42.6718
7966 NM_015656 KIF26A 283.7379 275.7786 306.0603 281.9295

27869 NM_001522 GUCY2F 63.22426 64.60461 63.84188 53.54146
27084 BC046248 LOC340602 161.5887 172.0599 190.2927 196.6961
19875 --- --- 170.0934 188.33 191.4467 191.4095
18870 --- --- 53.29386 55.09393 62.86392 54.58064
9403 NM_002570 PCSK6 80.1076 94.6227 73.61041 81.14442
9145 NM_006578 GNB5 803.832 503.1711 796.4913 743.05

23429 --- --- 278.6494 260.2294 278.6157 266.202
11217 --- --- 158.7972 217.9287 153.4447 179.3579
13258 XM_00171840LOC10013314 171.6892 142.6537 221.358 150.6164
3295 NM_145206 VTI1A 412.3506 332.9419 335.5155 391.6346
8575 NM_175741 C15orf55 59.12121 56.4867 61.27803 61.73588
638 NM_014839 LPPR4 90.83184 96.71938 120.6142 90.58113

3057 --- --- 4.316113 6.053221 3.668209 5.130425
21311 NM_152625 ZNF366 107.5376 124.6689 92.66464 98.71265
1550 NM_004753 DHRS3 4402.75 3751.088 4132.833 2602.821



11156 ENST0000029CDK3 910.677 751.229 830.2833 944.5106
24281 BC026112 LOC401387 20.7805 17.08084 11.51565 12.84226
2425 NM_003037 SLAMF1 43.65429 60.34657 52.26254 52.35806

27866 NM_033641 COL4A6 88.10537 77.6463 97.28979 84.88307
18582 ENST0000038LOC401052 114.5433 185.0505 136.5286 113.7552
17411 NM_00102484TNRC6B 1174.456 1111.539 1131.72 1217.179
7175 --- --- 59.36252 61.40314 59.47923 60.06902

26218 NM_0010016 LCN9 79.20272 84.87627 79.66228 81.24196
25378 NM_004318 ASPH 3102.584 3057.265 3035.058 3354.058
16657 --- --- 69.36893 84.80697 73.58559 55.50716
14622 NM_020868 DPP10 43.92667 66.45941 53.66714 47.13985
6028 BC101820 C12orf28 57.89769 57.04481 58.70355 64.59742
1990 AY486332 C1orf52 677.3635 688.9832 651.6458 854.212

28033 --- --- 15.77617 39.42997 11.42055 12.64838
8516 NR_003355  /SNRPN  // SN 4.791166 5.302055 8.149031 0.7721587

20229 NM_000670 ADH4 43.60556 37.51058 45.07878 44.26944
20787 NM_005246 FER 836.3667 784.4864 720.9935 982.4484
25661 NM_012079 DGAT1 1341.778 1484.299 1278.831 1144.115
25684 NM_012079 DGAT1 1341.778 1484.299 1278.831 1144.115
9373 NM_002168 IDH2 1157.109 1636.692 994.2114 1081.213

14458 NM_016494 RNF181 1264.378 1985.122 1221.675 1249.78
1400 --- --- 74.30919 74.13908 60.30601 57.10424
8301 U32944 DYNLL1 3438.922 2948.945 3587.264 3594.927

14128 NM_017900 AURKAIP1 1018.325 1127.445 1022.07 963.808
19670 NM_003998 NFKB1 2228.699 1892.208 2625.488 2237.085
17449 --- --- 29.94003 39.45587 37.43142 36.55108
7693 NM_0010996 GPR137C 243.4088 194.5174 253.6646 234.0516
6041 NM_152436 GLIPR1L2 44.36581 30.51213 25.30121 37.21771

14574 NM_005054 RGPD5 2716.384 2736.912 2809.653 3275.88
20640 --- --- 2.602573 0.08220266 1.221703 2.285304
20994 --- --- 21.73642 43.22753 18.32469 30.30505
8348 NM_0010804 SERPINA11 102.9344 116.6337 129.6287 110.7984

17868 NM_133625 SYN2 254.3193 281.7298 242.877 240.321
4097 NM_002478 MYOD1 140.0453 132.1987 132.6741 123.9419

19289 --- --- 11.26928 2.345814 8.720034 12.07893
519 NM_005012 ROR1 1050.784 910.9019 1065.404 866.0107

4378 --- --- 21.24852 17.09753 24.69605 18.567
14763 --- --- 1.104355 1.550515 3.328287 0.5077927
1814 NM_00112339CLDN19 328.9903 385.6748 361.9846 316.5268
4710 --- --- 36.91831 42.67195 40.08243 38.25686
1457 NM_016547 SDF4 946.4721 1364.653 969.5416 954.9773
6187 --- --- 258.5168 282.3582 309.6921 295.6704

12875 NM_173479 WDR88 228.2379 203.2805 205.5389 233.8066
2577 --- --- 10.90228 10.96874 13.88403 10.33817

28704 --- --- 30.32145 24.36118 26.83096 28.83069
5377 NM_080491 GAB2 591.3816 682.7687 695.3743 630.2275

14437 --- --- 40.55597 49.65007 41.95523 38.26778
5435 --- --- 95.10851 64.70404 99.70042 115.3607



21906 NM_013941 OR10C1 68.29942 50.31392 67.62963 62.70597
5711 --- --- 23.08024 31.83725 8.716291 13.75192

10475 --- --- 83.49078 96.73872 93.74256 92.01437
1382 ENST0000033LOC440742 37.74574 23.79117 32.56641 31.67805

21421 NM_001962 EFNA5 1559.895 1373.031 1661.014 1375.075
24323 --- --- 133.1648 129.4472 140.9052 136.5783

708 --- --- 8.85579 8.629225 13.00734 5.528955
9538 --- --- 107.5703 95.38271 103.9741 107.4811

23129 --- --- 29.89639 26.23669 17.93584 21.56163
12998 --- --- 46.2003 69.96889 46.21496 42.93415
11186 --- --- 148.5905 139.0296 147.1638 162.7526
12448 NM_00108046MYO5B 92.81963 63.71425 87.73163 94.87133
8868 --- --- 73.69756 87.86366 84.51412 69.24941

20233 NM_000669 ADH1C 71.02087 69.592 74.84203 70.77746
1056 NM_003666 BLZF1 1898.121 1893.291 2226.22 2114.293
5895 NM_032889 MFSD5 717.1001 621.5064 735.6856 619.3481
6089 NM_003095 SNRPF 465.6753 301.5017 450.7246 570.8026

12578 NM_002067 GNA11 3019.786 2427.969 2597.77 2801.254
6805 --- --- 6.147076 6.100485 12.19669 8.323688

11093 --- --- 57.12745 39.98848 52.89184 56.37126
10530 NM_018146 RNMTL1 413.827 350.8732 404.5282 416.8594
17582 NM_020070 IGLL1 359.0553 395.4566 362.0593 335.2866

2 --- --- 31.1532 27.55346 31.5444 32.66044
27910 NM_017938 FAM70A 188.208 1878.189 477.9119 404.8559
25960 --- --- 495.2727 307.6453 457.9958 478.527
8326 NM_024764 CATSPERB 34.12156 35.88545 52.27877 42.88551

22725 NM_006703 NUDT3 1987.504 2283.554 2047.501 1998.34
9066 --- --- 6.925548 5.504825 13.34941 7.944328

12858 --- --- 167.2668 152.2936 180.4333 155.6985
7334 --- --- 51.27306 76.48158 57.95873 58.89262

10223 NM_00103780EIF3C 7547.94 6895.424 8307.268 6573.18
9660 NM_00103780EIF3C 7547.94 6895.424 8307.268 6573.18
5440 NM_052932 TMEM123 5301.781 5551.125 5527.97 5682.684

28133 XM_00171380LOC10013018 499.5253 487.4059 708.8882 494.7838
14800 NM_006063 KBTBD10 71.17352 79.3278 67.03568 44.18535
11561 NM_0010014 TBC1D3C 368.0482 503.1296 367.5258 411.0649
17436 --- --- 16.12713 19.57503 17.14621 20.78991
18054 BC028000 C3orf45 128.6447 128.9396 144.9254 125.0494
1185 NM_020216 RNPEP 2596.877 2492.915 2657.72 2692.48

20772 --- --- 180.6699 177.6271 169.1837 168.922
23877 ENST0000035ABCB8 391.2882 503.3263 386.6107 367.4962
17310 NM_021026 RFPL1 28.83789 24.56219 31.64116 39.3325
19893 --- --- 7.432426 3.456484 20.75131 9.342678
21316 --- --- 144.8386 191.0668 164.4465 137.8802
22075 NM_198486 RPL7L1 2308.989 1836.791 2467.255 2122.146
15614 NM_002980 SCTR 122.7244 108.5057 125.775 102.5954
7853 --- --- 8.005407 17.36848 10.60707 16.26265
9091 NM_153700 STRC 112.6147 152.171 150.7013 115.5663



12793 NM_173544 FAM129C 114.2967 108.9072 113.085 129.9089
13052 NM_006114 TOMM40 1319.572 958.3643 1334.628 1198.484
7587 NM_015514 NGDN 578.7804 599.3591 767.9521 813.9779
1384 NM_0010129 C1orf100 58.97372 61.93604 71.32874 52.63169
5921 NM_00100524OR9K2 65.94657 72.6007 62.25262 72.43376

15571 NM_0010244 RGPD1 3032.31 2987.622 3172.395 3623.497
18236 BC130475 C3orf30 20.60113 25.93013 22.92444 20.04617
7240 ENST0000031RP11-195B21 165.9572 113.626 128.6687 146.6503

28494 NM_004640 BAT1 6510.09 6680.42 6273.962 6697.689
21271 --- --- 17.92833 28.92835 11.15101 20.01207
23553 NR_003551 DPY19L2P4 361.2601 427.5465 343.8124 325.9335
8067 NM_014169 CHMP4A 460.1364 305.8612 455.8249 508.4857

23753 NM_001868 CPA1 133.3145 157.319 144.1311 131.3453
7295 NM_00101438KATNAL1 950.3906 723.8693 709.6526 943.5886
1477 --- --- 114.4429 131.8679 113.2007 92.98721
4450 NM_018312 SAPS3 2594.71 2821.759 2442.403 3170.899
4107 NM_002301 LDHC 52.14424 70.80539 45.73543 43.76082
1193 NM_138391 TMEM183A 3069.281 2678.049 3487.062 3206.098
4542 --- --- 46.01962 31.77439 42.97767 50.9368

24862 NM_052898 XKR4 112.8069 111.0762 105.6253 98.22712
16003 NM_024785 FAM124B 58.72781 51.72312 76.23823 71.13685
5656 NM_002527 NTF3 60.44361 55.55764 64.55784 56.27232

21933 NM_178014 TUBB 13255.21 11707.92 13118.7 13231.84
28297 NM_178014 TUBB 13255.21 11707.92 13118.7 13231.84
28434 NM_178014 TUBB 13255.21 11707.92 13118.7 13231.84
17155 NM_006936 SUMO3 3200.84 2057.26 2556.584 2950.484
1491 NM_207306 KIAA0495 57.03638 194.1011 86.5668 83.44962

16512 NM_015417 SPEF1 145.5017 186.0082 142.5448 137.5607
22624 NM_006398 UBD 79.61572 94.07289 70.74065 89.82175
18178 NM_018309 TBC1D23 1174.068 1023.61 1132.75 1393.006
9760 BC021718 C16orf78 74.09894 84.19299 66.10192 59.46096

17043 --- --- 12.20781 12.46889 18.98208 17.8558
21113 NM_00104046BTNL8 166.6988 168.2681 174.3853 156.1518
19131 NM_00107980TMEM183B 2940.954 2535.64 3302.229 3033.722
25636 NM_000497 CYP11B1 188.3252 269.8726 212.3942 219.1305
12780 NM_003950 F2RL3 242.5783 221.9389 222.4695 226.4977
4648 NM_006006 ZBTB16 264.804 241.5319 272.9362 257.0995

27313 XM_00171937LOC203510 56.36418 28.47881 55.26421 43.96684
19129 --- --- 273.5825 328.7676 326.5828 278.4981
17611 NM_001887 CRYBB1 111.4337 124.0552 122.7578 99.75642
1839 XM_941423 LOC128192 180.8757 177.9424 224.1034 191.0503

17051 NM_181621 KRTAP13-2 22.92666 17.27686 33.3947 28.55425
12964 NM_00104250GAL7 332.9422 420.5631 359.2457 342.5207
28624 --- --- 92.06976 86.87869 80.0201 83.32276
19512 NM_018475 TMEM165 2519.868 2719.609 2606.007 2440.063
19728 --- --- 42.0081 26.69604 49.37812 40.54729
19494 NM_0010798 OCIAD1 1646.487 1398.09 1741.172 1879.479
2838 --- --- 15.39632 30.56475 27.68924 25.68637



13626 NM_000923 PDE4C 167.3707 160.9377 180.1681 147.6787
5731 NM_058169 LOH12CR1 328.4909 347.8456 340.0943 338.4452

15567 NM_004257 TGFBRAP1 2033.374 2104.203 2117.765 2288.046
12940 NM_152604 ZNF383 350.0671 428.65 384.1328 359.5793
21508 NM_130848 C5orf20 72.47166 74.67815 88.7079 79.24697
7765 --- --- 20.98619 15.52307 19.72415 27.71922

26308 AF533709 FAM29A 1225.507 904.4518 1093.442 1198.459
27936 NM_138289 ACTRT1 35.37963 39.07426 37.49303 30.98264
6337 AK289648 C12orf53 179.8652 178.8945 172.364 162.2079

12905 NM_005304 FFAR3 78.83236 70.98463 80.12403 73.73292
7940 --- --- 15.06824 18.04647 14.36054 10.24807
4248 NM_0010047 OR5AR1 79.2406 65.07611 74.44612 64.0014

13562 --- --- 241.6324 277.6421 245.5787 195.5223
3716 --- --- 113.9829 106.4061 90.70769 95.95733

14068 AK128284 FAM71E2 120.7636 131.0789 99.49142 115.8644
18903 --- --- 6.482 4.056374 2.773268 2.060282
9697 NM_0011050 FBRS 667.3107 600.2366 592.6665 566.2988

19365 NM_173660 DOK7 416.5436 410.5488 417.6656 377.1548
3925 NM_025092 ATHL1 229.322 226.2991 196.2633 204.2414

12824 --- --- 9.739221 9.543715 4.147289 5.1967
11867 NM_022640 CSH1 154.8506 168.0883 159.6454 164.7808
3109 ENST0000037C10orf41 118.4349 148.7329 123.1341 134.1364

26613 NM_133445 GRIN3A 36.03424 47.79046 53.61883 46.45482
2124 BC063894 DENND2C 28.66388 26.78893 27.87107 29.35237

28596 --- --- 20.22334 45.3265 22.01363 17.47421
23748 NM_001869 CPA2 41.76206 37.13206 30.35641 29.94325
6852 NM_014706 SART3 993.247 839.1985 881.7849 954.1223

13179 --- --- 26.4773 45.40448 49.90969 36.21295
24820 --- --- 16.5253 7.437398 8.90309 12.52241
8133 --- --- 5.991815 4.518278 2.218575 6.495281
6804 NM_021229 NTN4 986.9699 745.0833 848.3242 663.3797

22543 --- --- 43.63031 63.53447 39.35277 41.27068
20541 --- --- 6.805052 7.114134 9.565215 6.305669
11951 NM_001454 FOXJ1 174.0911 175.9241 173.2507 171.7945
1927 NM_181712 KANK4 144.6545 158.9456 164.066 162.8761
3193 NM_153226 TMEM20 616.4556 564.9836 641.0123 629.0699

22618 NM_0010052 OR2B3P 27.06464 41.09972 58.0748 32.97516
28341 NM_0010052 OR2B3P 27.06464 41.09972 58.0748 32.97516
28476 NM_0010052 OR2B3P 27.06464 41.09972 58.0748 32.97516
4871 --- --- 62.29684 46.07699 61.53891 70.45194

12257 --- --- 12.90104 13.08204 16.72322 14.38312
8531 NM_014015 DEXI 991.572 1640.599 918.4365 1037.911
8978 NM_014015 DEXI 991.572 1640.599 918.4365 1037.911
6066 BC107813 LOC338809 56.65325 87.95515 67.48461 69.63368

14645 --- --- 12.45935 12.95741 11.75155 19.14995
14343 NM_152392 AHSA2 362.2003 450.5336 225.4376 397.519
28585 --- --- 12.64026 23.36148 16.25659 18.82541
9094 NM_153700 STRC 118.2632 160.1522 155.8398 120.9422



28538 --- --- 20.38677 25.43554 19.13486 17.98324
1465 NM_0010395 CCNL2 702.7664 1126.729 576.2933 794.871
6642 NM_020370 GPR84 87.76585 144.3972 111.5506 122.0124

19552 NM_000200 HTN3 21.63763 19.83855 18.14424 21.57104
16612 --- --- 194.4816 245.6622 218.0333 242.7202
1408 AY358215 OR9H1P 32.96723 31.94642 46.47548 29.04972
3497 --- --- 85.34939 83.81573 78.46588 97.49797

12342 --- --- 45.17219 44.17451 38.93442 52.50937
20402 NM_152543 FLJ25371 6.869783 17.53252 13.39495 14.93196
22126 --- --- 54.62269 68.07105 68.80555 64.91962
14137 NM_000547 TPO 62.11807 73.91402 70.97253 67.89986
1869 --- --- 262.3317 274.3192 175.5314 270.4507

28148 NM_170723 CDY1 47.11528 61.10213 53.37807 56.01467
12014 XR_041346 LOC255275 385.8922 411.6497 384.4065 364.8794
10396 NM_022355 DPEP2 162.0966 210.9619 179.1693 174.6601
18692 NM_018075 TMEM16K 1563.065 1269.057 1414.386 1466.559
7585 NM_022789 IL25 62.49974 72.21161 60.41468 61.32694

15499 --- --- 429.1602 472.8669 446.2232 394.4726
11853 AK123839 LOC10012911 355.0358 293.4621 280.3546 350.6179
17309 NM_006478 GAS2L1 560.0213 359.0719 474.4443 500.2929

893 NM_002965 S100A9 144.0024 115.1951 135.1794 135.2688
2529 --- --- 76.57925 62.83829 80.46095 84.21715

21745 NM_000904 NQO2 817.6918 1467.011 704.0909 941.7514
24249 NM_006682 FGL2 60.39906 69.46284 64.92636 53.80708
22613 --- --- 5.51194 13.04408 6.203361 12.92768
21805 NM_001546 ID4 279.4208 291.5629 258.3748 241.6841
13512 NM_004283 RAB3D 436.6797 577.9204 510.6811 446.011
21430 --- --- 240.7538 216.5456 230.5237 183.6972
11159 NM_003857 GALR2 286.2091 207.665 244.1502 234.8495

733 ENST0000036C1orf137 55.32348 41.34312 41.32524 68.42366
26851 NM_053045 TMEM203 565.8435 529.0984 595.7089 572.6318
27419 --- --- 25.18058 25.16381 27.4491 30.08404
14431 NM_004389 CTNNA2 404.7834 470.4722 457.8243 442.3149
22761 NM_005943 MOCS1 579.0718 541.3671 619.0418 519.5891
13378 --- --- 55.24034 67.72671 51.22523 44.57103
23087 --- --- 1.925706 4.030298 4.392293 6.574593
1431 NM_00100469OR2T5 28.52285 33.5206 43.09061 33.27947

42 BC022547 C1orf93 541.9207 680.7702 548.5705 550.6378
441 NM_172225 DMBX1 242.8374 281.3836 255.4108 241.5823

21067 NM_022304 HRH2 149.7243 141.8566 137.0267 115.5073
25953 --- --- 805.5045 1924.807 1012.861 889.8823
23480 NM_022479 WBSCR17 57.23196 59.15541 58.73989 54.9935
3950 NR_021489 LOC338651 58.05202 53.31642 54.29865 42.84134
6948 NM_0010143 IL31 55.85913 72.1329 78.77247 60.42118
9863 NM_020457 THAP11 1083.99 739.6866 997.8722 985.3187

22250 --- --- 3.84E-05 4.00E-05 4.19E-05 4.16E-05
24027 NM_000522 HOXA13 698.4863 931.6912 668.2601 724.3262
12248 --- --- 25.00808 26.62634 33.04319 25.21207



19719 NM_133477 SYNPO2 67.04131 68.43063 49.00367 77.95627
8659 NM_153618 SEMA6D 46.81491 272.4077 55.37606 101.9966

25002 NM_030788 TM7SF4 23.77389 36.37442 43.91715 26.51146
2581 NM_014875 KIF14 1544.685 775.6761 1566.067 2032.605
4846 --- --- 129.886 101.132 118.9857 133.7576
4109 NM_153347 TMEM86A 211.1473 345.9211 180.9174 179.8235

11650 NM_006771 KRT38 192.4762 243.8295 196.5798 183.6673
12358 --- --- 1.757006 3.107086 1.131581 1.561137
16446 NM_007346 OGFR 869.8381 846.7624 815.14 791.7354
28809 --- --- 9.807368 3.544425 4.048169 5.46015

58 --- --- 151.1537 209.521 148.1276 139.6614
21888 --- --- 478.4476 432.3021 442.4083 566.0235
26032 --- --- 57.09197 55.5812 44.8819 48.91199
8977 NM_144599 NIPA1 1262.704 1408.958 1205.15 1293.734

16840 --- --- 0.0044574 6.420988 3.371683 0.00564718
7242 --- --- 0.0044574 6.420988 3.371683 0.00564718

24366 --- --- 46.6595 24.59423 50.27323 34.71503
11072 NM_173503 EFCAB3 47.9272 55.1448 45.26962 43.55519

668 NM_007269 STXBP3 949.4256 843.5581 1024.37 1334.603
9051 NM_00103990C15orf56 244.228 259.969 250.7733 261.3769

26364 NM_194313 KIF24 290.6062 212.1127 239.9007 305.9796
21619 NM_015465 GEMIN5 1907.106 1496.73 1955.219 1955.187
21205 NM_144647 CAPSL 106.0254 94.86737 87.65823 84.0923
26450 NR_003670 KGFLP2 97.85677 137.6984 95.54453 108.0611
7734 --- --- 281.7472 142.9064 325.1855 303.0668

11791 NM_032595 PPP1R9B 599.5212 518.0573 582.0045 552.7137
813 NM_000798 DRD5 137.3784 139.1995 164.6735 120.224

19155 AK289890 C3orf33 137.431 235.3199 163.4022 229.47
12969 NM_0010014 LOC342897 431.8224 397.6349 408.0947 379.8189
17123 NM_003226 TFF3 220.9235 214.3508 254.2357 208.9672
4016 NM_0010051 OR52N4 26.50907 21.25063 20.83662 22.11134

12694 NM_002743 PRKCSH 5116.633 4978.647 4621.803 4205.095
15891 NM_006190 ORC2L 1274.009 1056.828 1245.36 1470.094
21096 NM_031266 HNRNPAB 5342.414 4164.132 4998.559 5072.441
2018 NM_0010179 HFM1 19.05033 18.87667 12.74264 23.15818

26964 AY736017 FAM48B1 81.51157 36.46206 93.55463 115.8993
27589 AY736017 FAM48B1 81.51157 36.46206 93.55463 115.8993
10805 NM_138328 RHBDL3 112.8027 131.6536 124.6754 134.8248
4312 NM_016499 MGC13379 200.2967 118.8364 243.7316 212.2292
2766 NM_014765 TOMM20 2046.43 2238.918 2539.503 2238.621

27712 BC017571 FAM104B 174.8779 177.451 172.0584 189.2343
18048 NM_004186 SEMA3F 435.9155 144.2345 156.901 277.7295
3732 --- --- 27.64 20.97045 34.33001 31.65611

16961 NM_002606 PDE9A 238.1653 247.1298 235.6189 233.5034
27906 NM_024528 NKAP 392.8724 297.2044 421.9679 467.0775
5900 NM_020547 AMHR2 106.1695 115.1087 118.2555 120.2538
2413 NM_020789 IGSF9 283.2521 304.4835 273.4225 257.9828
2533 --- --- 91.92439 96.94691 113.3317 100.9811



12321 NM_003409 ZFP161 666.4774 606.6827 644.3625 747.7114
2718 NM_173083 LIN9 542.5812 449.3607 681.0361 620.0313

14394 NM_005791 MPHOSPH10 437.5605 348.2762 469.252 501.585
14918 --- --- 0.05226494 1.093997 3.352603 1.330241
3165 ENST0000031LOC10013211 101.2977 105.7747 106.9942 104.4261

15732 --- --- 20.87869 16.17924 22.80264 20.30592
17171 NM_006657 FTCD 670.7994 657.8807 610.2962 624.7756
15186 --- --- 131.6241 176.5481 131.0648 153.1852
3360 NM_145235 FANK1 77.94547 47.82145 61.97834 58.22179

28184 --- --- 87.17657 104.4996 108.8994 90.39759
4598 NM_001166 BIRC2 2122.179 1648.282 2659.986 2030.9
3017 --- --- 40.09957 26.64355 45.3109 39.32702

19990 NM_153686 LCORL 776.7118 543.9877 861.9269 950.6138
16464 NM_080622 C20orf135 547.5656 501.6213 548.0398 443.554
1908 --- --- 24.4763 34.9455 28.63463 49.18549

13994 NM_014442 SIGLEC8 206.2719 163.2085 210.8896 190.5668
1051 NM_152902 TIPRL 1495.337 1611.946 1896.937 1667.239
2830 NM_0010019 OR11L1 106.8615 95.5294 108.3422 112.7181
5285 NM_025124 TMEM134 789.8329 1171.644 770.7699 646.6619

19634 NM_024047 NUDT9 357.6608 234.5971 325.6995 419.3554
6707 --- --- 4.61202 4.01984 2.475666 8.104884

20966 NM_152407 GRPEL2 1958.709 1682.387 1956.199 1852.793
19114 XM_0017176 LOC257039 87.28976 98.24826 89.87256 70.44908
10658 NM_178571 TBC1D26 97.66905 69.97123 116.9222 102.9403
22593 NM_007149 ZNF184 420.7744 366.8795 461.7986 483.5161
13662 --- --- 242.2267 288.3675 250.795 244.0129
24196 --- --- 23.84055 13.95931 20.33325 21.08047
16124 NM_020746 VISA 1128.193 1004.858 1046.343 985.581
19455 NM_006607 PTTG2 241.7102 220.4041 245.7976 301.0015
28714 --- --- 43.64594 49.01186 70.16236 47.03699
15737 --- --- 5.773082 1.387246 4.750062 11.1849
19817 --- --- 1.820075 6.456538 1.620542 2.039488
19498 NM_00104040DCUN1D4 1219.248 1254.886 1222.414 1474.553
9235 NM_017882 CLN6 2960.18 2403.178 3071.969 2520.197

11111 ENST0000024ABCA10 6.735623 6.328216 8.618814 9.688515
11971 AK128065 DNAH17 129.857 123.2178 123.544 123.2894
17297 NM_001886 CRYBA4 223.1756 244.0561 226.9189 201.076
8218 --- --- 4.39695 8.848012 17.29961 9.088795

25698 NM_203453 PPAPDC2 294.1435 203.0197 296.4411 236.9477
22254 NM_032131 ARMC2 94.52455 85.50352 91.40595 114.4474
27561 NM_002893 RBBP7 6376.154 6176.31 6705.629 7489.098
1493 NM_014704 KIAA0562 893.7062 1112.057 890.3077 1014.982

19475 --- --- 42.17701 58.80161 42.53897 46.26342
695 NM_032414 PROK1 142.2297 127.8271 149.5105 128.888

18407 NM_024996 GFM1 1596.93 1364.085 1528.325 1740.184
5623 BC024764 IQSEC3 1906.538 1930.734 1767.432 1693.662

21664 NM_004387 NKX2-5 608.4601 595.092 606.8375 544.9464
12335 --- --- 16.46532 27.58402 20.24751 24.414



1665 BC000209 C1orf135 523.0256 483.6712 527.1226 585.858
22475 NM_0010124 MYLK4 107.4787 84.1328 111.501 103.798
8182 --- --- 35.42799 31.33612 38.2362 56.06944

15841 NM_001463 FRZB 46.86523 64.9653 53.78936 49.04439
24826 NM_000749 CHRNB3 45.72119 43.72171 48.75593 44.54141
6957 NM_024667 VPS37B 904.5162 690.6375 1016.389 756.0898

14392 NR_002163 OR7E37P 848.4233 2004.636 1066.96 926.5856
5797 --- --- 38.23186 27.70886 39.3531 32.98378

20155 NM_006239 PPEF2 62.33223 72.6486 57.32239 77.83947
14735 --- --- 51.81377 50.06201 73.19135 59.44047
14177 --- --- 30.22144 25.63858 28.56786 40.41351
10590 NM_0010043 RNASEK 4667.278 4799.807 5229.726 4654.621
17505 NM_033070 CECR5 731.4772 738.2084 747.1796 805.9385
19620 --- --- 113.0905 110.4831 84.76117 103.5854
13616 NM_020959 TMEM16H 287.319 332.1686 243.6288 265.3539
9651 --- --- 17.64616 16.26124 25.44346 21.15307

23791 NM_016944 TAS2R4 63.65963 49.04513 24.81022 68.92247
25205 NR_003668 DEFB109 70.21852 49.58751 67.45241 64.07079
2137 NM_005599 NHLH2 118.6677 102.2049 111.9508 114.2501

21264 XR_016376 LOC441073 23.56367 8.041736 47.67936 40.04998
15470 NM_0010317 TMEM150 256.2228 442.2634 315.9906 263.5745
19013 NM_020733 HEG1 5118.466 3899 4879.402 2632.749
22415 --- --- 80.04339 80.76004 87.72565 84.92022
23796 --- --- 26.28568 38.51859 30.28897 23.18496
20751 --- --- 2.027456 7.810988 8.068208 5.029815
11178 NM_018996 TNRC6C 680.7003 435.9214 695.6893 632.5135
13457 NM_007260 LYPLA2 938.6019 1125.422 1101.975 901.15
27224 --- --- 10.30011 12.09239 7.062286 10.34626
7887 BX648898 FLJ45244 76.68706 69.52444 62.42067 74.05045

16174 --- --- 49.55342 47.17242 58.5447 41.57815
22531 XR_015600 LOC728380 23.38894 11.62836 41.12437 33.27927
26233 NM_000606 C8G 292.2294 308.282 288.1318 265.5267
18488 ENST0000027LOC90113 184.0281 181.0053 170.2695 163.8785
16591 --- --- 30.81387 44.31595 39.1762 36.03956
2984 NM_00107766CTGLF3 702.9252 479.373 533.1813 681.7604

14625 --- --- 4.382699 2.165791 2.979363 2.931946
2375 NM_004494 HDGF 6467.381 5824.204 7298.886 7354.581

14294 NM_016008 DYNC2LI1 88.1461 157.4549 105.9101 126.0187
8058 --- --- 79.27005 88.98053 85.13055 100.1626

15776 NM_004482 GALNT3 58.79959 167.507 42.3316 113.6495
14648 --- --- 111.5474 162.6251 155.0976 125.7519
23250 --- --- 90.17779 99.84505 90.34323 99.12867
1633 NM_032236 USP48 1104.446 1722.86 1129.656 1483.281

13913 --- --- 90.05584 113.6535 88.75691 102.982
13553 NM_0011055 SYCE2 88.63422 105.4767 83.37045 93.64006
9185 NM_004492 GTF2A2 1869.043 1259.136 2116.485 2002.552

22941 NM_080743 SRrp35 351.4594 389.5618 379.184 390.7474
18291 NM_207335 KLHDC6 66.79205 60.81244 69.62197 66.12847



16185 NM_016100 NAT5 768.1533 671.615 777.7281 842.5239
26513 --- --- 1.043367 2.584586 0.00434499 1.555722
8823 --- --- 51.52891 54.79679 35.77996 42.24699

21423 NM_022824 FBXL17 644.0065 617.5599 588.8466 641.0737
18912 --- --- 3205.278 2106.027 2905.087 3461.002
21353 --- --- 3205.278 2106.027 2905.087 3461.002
12518 --- --- 30.4324 26.73394 31.20108 31.95774
9627 NM_006043 HS3ST2 323.2751 344.3298 314.9016 306.5317

16633 NM_003908 EIF2S2 3338.225 2750.121 3595.953 3496.339
27738 --- --- 5.464947 3.408878 4.527405 5.063906
8026 NM_019852 METTL3 1307.504 1020.069 1271.163 1349.693
2155 --- --- 203.7402 380.1414 264.1501 228.124

13329 AK024448 WASH1 583.6134 485.6269 476.8294 581.433
21397 NM_153234 LIX1 30.40635 39.81484 39.48934 30.29338
7996 --- --- 79.6795 103.2803 84.50282 73.65661

26976 --- --- 68.66373 81.57963 60.15622 51.96602
18164 --- --- 41.46326 39.50261 35.65096 38.17479
1426 NM_00100469OR2T4 18.49286 14.85777 16.98583 21.50368

19679 NM_00103304NPNT 151.5951 173.7167 156.9865 154.6473
24664 ENST0000038LOC10012915 96.95909 66.5326 106.6043 58.11927
18015 NM_147196 TMIE 103.8498 104.1024 90.21733 68.26032
17594 NR_003081 GSTTP1 79.20895 81.65083 83.99009 81.77159
22513 NM_207582 HERV-FRD 78.35587 92.7084 74.17207 79.62473
23175 --- --- 64.31574 53.00243 74.88766 64.34608
24354 NM_022574 GIGYF1 236.9645 309.5804 224.7831 222.5754
5186 NM_0010795 HNRNPUL2 2333.617 1698.568 2005.364 2447.288
1750 NM_024874 KIAA0319L 1450.057 2321.567 1567.167 1459.225

25142 --- --- 331.899 367.9235 349.9089 290.326
2271 --- --- 3.348636 0.9375578 13.71073 3.33936

26683 NR_003708 SNORA70C 28.76355 32.56149 36.24921 32.29147
25327 NM_018105 THAP1 467.7216 344.7875 521.6075 531.3801
11231 NM_006987 RPH3AL 136.6392 118.1462 108.2467 145.4846
22840 NM_152857 WTAP 3589.876 3748.211 4254.318 4355.968
4122 NM_00100990LUZP2 72.72543 52.02665 69.0601 66.0393
4944 NM_130385 MRVI1 99.94115 72.23158 80.60747 85.17329

17283 --- --- 315.9612 333.1226 306.567 261.0636
24327 NM_000777 CYP3A5 72.69924 87.67173 98.26868 94.12778
4416 --- --- 193.3289 216.4786 202.5228 189.5187

11143 NM_015971 MRPS7 3316.706 2631.29 2965.429 3610.433
5688 NM_014718 CLSTN3 648.5386 945.6234 674.4325 652.2283

16972 NM_003274 TMEM1 1799.257 1284.816 1489.886 1555.77
23243 XR_037019 LOC10013386 102.8145 86.85777 102.5028 105.14
2609 NM_004997 MYBPH 147.757 179.4918 142.8275 156.218
3932 AK093839 LOC692247 96.01497 70.51958 89.03726 85.51943
3986 NM_0010041 OR52M1 145.3131 110.8607 135.2221 140.8222

16092 NM_006943 SOX12 663.6613 793.0958 690.0741 671.6766
16577 NM_033176 NKX2-4 438.5812 553.7687 415.673 378.9951
26988 NM_0010999 MAGEB16 34.53289 33.12265 41.3864 28.29262



6227 --- --- 17.13968 13.83363 14.07456 14.31693
15016 NM_003691 STK16 381.1189 405.1553 353.5767 390.7281
6649 NM_0010988 KIAA0748 42.09497 30.72567 25.2022 33.01371
9056 NM_018145 FAM82C 1151.226 860.8218 1175.378 1144.91

25887 NM_201453 CBWD3 1223.874 1343.08 1151.545 1476.486
11521 NM_002544 OMG 23.13941 25.5337 27.84802 22.46352
14843 --- --- 29.27932 20.39162 30.25979 27.78152
27497 NM_00101799H2AFB1 179.0027 161.8929 187.0871 164.6601
28089 NM_00101799H2AFB1 179.0027 161.8929 187.0871 164.6601
10936 --- --- 15.26262 12.90286 10.1052 12.53719
17499 NM_014406 CCT8L2 210.3728 208.9033 231.1333 190.8922
18643 --- --- 67.46611 60.28556 72.94705 75.38849
7391 --- --- 46.97865 39.82802 31.04871 32.96965
6976 --- --- 39.12505 33.83286 45.64378 32.92302

15768 NM_033272 KCNH7 46.56692 48.52822 49.25328 45.14679
6554 --- --- 453.5376 349.9437 566.9449 394.7873

14898 BC036456 FLJ38973 519.2329 686.2541 545.4584 571.3646
1973 NM_005482 PIGK 1312.771 1610.376 1304.7 1448.753

16816 NM_000744 CHRNA4 140.6465 144.8613 158.2989 133.6756
21608 NM_001447 FAT2 60.65387 94.36899 77.08693 75.62974

949 --- --- 38.19 29.83969 36.95057 46.14613
19162 --- --- 147.0883 160.9454 134.0926 140.6712
23844 --- --- 25.89478 36.4618 32.75062 25.08139
25709 --- --- 20.01772 18.06941 15.18725 21.34052
12519 NM_00100524OR4F17 19.36206 23.1177 27.58791 22.13884

3 NM_00100524OR4F17 19.36206 23.1177 27.58791 22.13884
9408 NM_00100524OR4F17 19.36206 23.1177 27.58791 22.13884

14680 --- --- 6.000451 4.411057 11.87028 9.549528
15667 --- --- 6.000451 4.411057 11.87028 9.549528
22460 NM_031949 TTLL2 85.9306 73.88566 70.10126 74.02602
13757 NM_00104250GAL7 335.2081 423.9317 366.2546 344.6692

176 ENST0000037LOC644083 87.44927 103.9306 94.62504 93.66164
10038 NM_001287 CLCN7 1608.152 2338.755 1401.139 1581.965
27251 --- --- 4.491062 4.679157 3.722035 4.263196
8990 NM_130839 UBE3A 1278.24 1357.74 1289.456 1317.012

21368 --- --- 101.2364 106.5582 101.2578 105.0562
927 NM_025058 TRIM46 167.885 176.4041 166.3881 159.6664

18180 NM_018004 TMEM45A 205.2266 745.538 258.0706 387.486
13819 NM_133328 DEDD2 795.9984 848.5315 810.8492 849.8366
9683 NM_0010836 LOC124446 351.4084 405.4326 314.8125 336.3796
4508 NM_020193 C11orf30 1169.375 685.1851 1052.098 1175.94

12060 NM_0010014 TBC1D3B 402.2297 553.4615 399.8707 450.1583
3705 NM_000429 MAT1A 99.59973 84.2088 100.4594 101.6739

24076 --- --- 1.549632 20.45526 42.68642 24.39874
6203 --- --- 30.13776 11.54953 31.25846 22.31879

15068 NM_022730 COPS7B 1288.08 1234.611 1219.797 1364.77
22302 --- --- 2.07986 3.386072 2.658091 2.792913
25494 NM_012415 RAD54B 766.5491 571.7424 642.2278 1019.903



23810 NM_002652 PIP 122.786 105.697 124.0358 123.6111
20534 ENST0000033LOC391742  / 122.4218 126.4144 117.5223 126.2291
2212 --- --- 613.7517 703.059 655.7306 571.7847

25424 --- --- 438.5561 475.208 416.7989 456.5994
18292 --- --- 83.28393 69.59187 84.29222 76.96494
25731 NM_203403 C9orf150 603.522 734.5135 540.7114 453.9576
5542 NM_015645 C1QTNF5 214.2699 185.2365 226.7129 219.285
2927 --- --- 141.4533 172.5573 166.1492 159.5017

23088 NM_00109928FAM54A 426.9296 362.3371 375.2501 407.0818
6923 BC052611 PXN 425.9437 437.1582 306.8109 418.3141

16349 NM_172005 WFDC13 111.3152 124.7296 128.9581 125.0606
3661 NM_000917 P4HA1 1168.756 2485.715 1145.806 1331.262

24979 --- --- 42.01558 64.67488 65.01905 49.84594
22816 NM_00111408CLIC5 42.79142 48.03539 53.33894 44.7516
16713 NM_014477 C20orf10 79.39517 79.2958 72.70274 67.70782
24696 --- --- 22.27972 21.78734 19.89452 15.95233
22453 --- --- 132.6934 137.613 134.6233 138.0132
24659 ENST0000031LOC10012942 101.3629 185.7756 96.36058 100.2261
17581 BC036910 LOC388882 56.81157 60.4412 70.82728 54.37749
18106 NM_144642 SYNPR 52.36131 68.12507 53.23228 53.87187
14997 BC052750 C2orf62 144.7665 173.7692 138.3305 128.343
10615 NR_002912 SNORA67 727.8002 885.6008 775.787 734.2109
20650 --- --- 3.083472 2.367347 3.602882 5.150258
12993 NM_025194 ITPKC 209.8448 243.6738 220.7586 235.9343
6160 NM_032300 TCHP 539.4025 324.5042 526.196 577.0749
4148 --- --- 0.00592067 4.764923 18.44922 13.18005
5024 NM_145804 ABTB2 427.5253 521.5776 452.0092 463.1715

25984 NM_00101089C9orf102 748.7055 822.6959 747.0525 910.2374
26993 ENST0000025LOC10013126 423.795 376.1906 385.7585 452.7498
10549 NM_003552 OR1D4 96.34163 89.38906 97.33744 100.2066
23166 NM_145727 LPAL2 297.559 167.479 203.438 218.2086
1601 NM_003000 SDHB 3030.626 3193.661 3029.827 3751.921

20130 --- --- 114.8255 123.9506 139.9662 125.9765
26275 --- --- 16.6468 17.86996 12.73895 19.62022
8927 --- --- 56.2412 66.54481 55.04131 54.89165

14441 NR_003663 LOC388965 112.0396 109.5926 136.5929 116.4339
5127 --- --- 24.01096 42.19856 37.1145 27.43247

12616 NM_004558 NRTN 190.7007 233.1014 205.2571 192.7882
18608 NM_004844 SH3BP5 443.2121 741.3218 422.8043 597.459
13770 NM_020862 LRFN1 234.2089 277.8501 249.207 225.3476
21097 --- --- 107.4936 85.87151 113.7031 99.63902
13813 L31792 CEACAM7 31.21617 30.65645 41.49981 30.66358
13837 NM_002784 PSG9 167.0978 138.8242 256.2366 158.9816
28238 NR_001574 RBMY2EP 22.93816 16.18632 18.82916 20.27033
1164 NM_002838 PTPRC 26.47495 26.08717 31.70607 25.01714
6490 NM_144973 MGC24039 1106.526 951.6441 1073.968 1169.929
3519 NM_003873 NRP1 3383.999 2250.161 3303.253 2676.818
5358 NM_00103954FLJ33790 224.0614 212.4813 237.1719 195.9577



5729 --- --- 77.60133 80.14719 84.98814 77.67647
10019 NM_0010317 CCDC78 113.0025 139.7597 120.515 121.1839
8340 NM_178013 PRIMA1 434.5028 488.5337 466.5725 453.6492

20682 --- --- 22.71622 36.86064 24.72319 21.57984
10748 --- --- 0.9694139 4.785499 1.64373 1.759119
9520 NM_005741 ZNF263 381.0031 448.7621 398.6294 420.9938
2061 NM_001918 DBT 608.4036 536.3725 613.0099 706.5049
2066 NM_058170 OLFM3 34.3535 25.11222 39.15224 16.45862
3828 NM_000494 COL17A1 132.5788 130.207 117.8181 135.1602

17982 --- --- 29.48071 31.91457 55.06395 44.77272
20365 NM_004564 PET112L 406.9775 307.1328 268.6446 435.701

544 NM_001902 CTH 167.6065 416.9286 159.0927 215.0563
26478 NM_201453 CBWD3 1243.229 1376.682 1174.612 1505.989
24172 --- --- 14.16305 21.85208 21.99943 18.9545
26648 --- --- 216.7991 222.6317 165.0965 194.3188
8065 NM_024658 IPO4 2039.006 1540.928 2220.191 1974.23

14477 --- --- 6.065264 14.70771 11.35677 19.05119
27845 NM_016370 RAB9B 158.4773 143.5296 156.4173 192.9667
5281 NM_00100870PPP1CA 3300.325 2629.055 2936.3 3033.569

21431 NM_004772 C5orf13 3852.31 2117.45 2783.224 2340.529
28675 --- --- 38.65734 43.19298 36.7642 28.95967
1187 NM_004767 GPR37L1 260.5875 282.2779 250.4191 250.1517

25063 AF220264 C8orf17 152.8652 115.8994 132.4474 142.8866
1231 NM_175710 CR1L 63.02162 62.17263 114.6655 46.51608
9184 --- --- 58.01168 83.9203 57.6008 66.16528

28690 --- --- 64.58594 69.8633 84.16556 71.56808
19202 NM_020949 SLC7A14 87.65211 124.0005 141.1602 132.8869
2239 NM_005850 SF3B4 1493.347 1017.393 1630.071 1239.383

23866 NM_173680 ZNF775 311.1428 374.4265 306.2404 289.6856
28821 --- --- 97.28111 101.4718 89.56879 87.26968
28648 --- --- 18.75182 4.279141 20.15713 15.18066
9391 NR_003260 C15orf51 87.60652 92.32097 99.96698 84.37083

10227 NM_00104248NUPR1 139.6506 251.622 138.4336 100.0772
17332 --- --- 62.98702 44.38209 66.42142 69.36948
19695 NM_001977 ENPEP 345.2223 418.976 331.1662 332.1348
7794 NM_006821 ACOT2 466.0146 694.7681 548.4865 562.3394

19450 ENST0000035FLJ16686 33.7859 32.27202 31.45225 29.92856
303 NM_024296 CCDC28B 189.5816 137.2676 216.9871 201.1477

11584 NM_003559 PIP4K2B 1576.771 1716.577 1567.344 1739.641
19217 NM_031955 SPATA16 32.91307 31.65314 39.0198 30.43914
16411 --- --- 250.3872 243.9371 267.8112 207.3807
18160 NM_054106 OR5AC2 59.98932 68.12548 55.2594 58.64369
27355 --- --- 4.830347 11.01766 8.858506 11.41047
7277 NM_005288 GPR12 105.3288 118.2438 109.3756 111.1982
6029 NM_014515 CNOT2 2584.646 2215.982 2757.962 3026.675
7573 X01403 TRA@ 33.32998 22.38985 30.46505 29.42999
4120 --- --- 108.4931 166.6936 106.448 105.9492

14697 --- --- 1.320485 3.910152 5.861373 0.8029745



503 NM_176877 INADL 208.5711 405.7333 219.5404 254.2185
14613 NM_018491 CBWD1 1276.54 1382.056 1244.063 1560.784
21522 NM_139199 BRD8 890.7271 581.3873 768.3637 950.7211
16072 NM_148961 OTOS 421.6743 431.5734 360.1687 368.0217
26991 NM_0010137 FAM47C 138.4018 139.128 130.9363 168.9769
24627 NM_018088 FAM90A1 78.62863 56.63739 103.8048 61.29128
16374 NR_003605 C20orf199 980.0541 1332.487 929.3514 1031.268
24318 EU126604 KPNA7 80.58882 76.50189 88.63735 82.09457
12904 NM_005303 FFAR1 162.0381 185.384 138.657 152.7794
17196 NM_005675 DGCR6 221.6229 296.4373 218.6835 227.5163
23750 --- --- 25.13341 29.77492 31.37343 30.31089
11296 XM_00171552LOC10013297 42.07668 21.80078 43.61443 38.24702
16155 NM_080826 C20orf82 152.1243 593.4805 132.5384 207.3588
4756 --- --- 55.86131 60.13626 61.81527 60.87961

19122 NM_020131 UBQLN4 323.311 209.4176 385.9048 289.2239
27705 --- --- 2.93033 5.588236 4.695102 4.032164
6147 NM_014653 WSCD2 85.50453 77.67504 87.84216 75.80795

18105 --- --- 61.79509 69.93127 72.95758 58.43495
9127 --- --- 72.49384 86.41823 88.38872 75.0042

13197 AK127846 FLJ45949 60.52614 60.45362 61.39957 67.89909
13439 NM_003807 TNFSF14 130.7139 228.64 189.4138 166.2031
24161 --- --- 1.703418 1.148386 3.296825 2.627422
4707 NM_006918 SC5DL 1167.493 1118.832 1388.87 1470.12
9947 NM_139174 ADAD2 259.1564 265.4458 249.5182 244.0026

25166 --- --- 113.6278 144.7219 138.7399 135.4487
17029 AY035383 C21orf42 38.05571 41.18139 41.5041 40.75703
25830 --- --- 63.36026 56.54679 80.35653 57.59731
16373 NM_017895 DDX27 954.6693 908.4883 1029.977 966.0743
24298 NM_000940 PON3 118.044 124.5105 109.4489 97.3422
22148 NM_152731 C6orf65 270.8491 156.8912 340.8266 291.4774
18245 NM_003889 NR1I2 83.23328 95.20338 97.58822 80.21996
1774 NM_173641 EPHA10 445.5923 533.0757 439.9403 380.8363

16996 NM_001848 COL6A1 1566.068 1496.414 1775.027 1207.781
1364 --- --- 109.7597 123.7616 119.5033 106.7701
5445 NM_002425 MMP10 67.78075 58.34996 56.96041 57.64072

27718 --- --- 52.67708 53.45191 41.8565 55.10494
10473 AF220234 GAFA2 83.1454 103.7887 81.03821 94.30347
15437 NM_0010098 LBX2 174.4694 201.9832 177.5065 198.9248
3738 NM_005398 PPP1R3C 755.3149 764.893 651.583 664.5398

17645 NM_015715 PLA2G3 189.2136 178.0803 177.5571 170.2335
24357 NM_015831 ACHE 160.8306 186.3271 154.4442 148.5669
22253 NM_001455 FOXO3 298.7457 308.6677 285.6911 248.9685
2931 NM_000818 GAD2 79.99211 94.11233 79.51225 81.83615

22581 NM_003543 HIST1H4H 1357.717 945.8744 1149.471 979.3784
15089 NM_000463 UGT1A1 71.32949 70.95227 78.55605 69.42953
19568 --- --- 16.9546 19.56085 18.57388 16.20979
28850 --- --- 13.57486 9.807485 16.99372 14.66588
1581 BC002946 C1orf89 213.7694 249.244 222.5637 212.9076



16738 ENST0000027C20orf123 392.1335 397.3383 382.6995 326.5928
24214 --- --- 16.99182 33.05254 27.2598 34.69147
17618 NM_005080 XBP1 1942.192 2731.037 2272.715 2118.422
1765 --- --- 23.82428 19.74187 31.93226 21.01236
354 --- --- 8.662075 9.914104 18.08103 22.18749

5830 BC026344 FLJ20489 508.4738 427.9854 519.6456 441.3643
18549 NM_002577 PAK2 3257.455 2437.263 3053.906 3230.788
17361 --- --- 4.567515 0.6909733 0.8579572 2.324285
28439 NM_007109 TCF19 1648.728 927.7711 1423.307 1336.38
18735 NM_00100826TMEM89 267.4776 296.258 264.5559 258.7265
17028 --- --- 68.46195 69.56178 82.93961 70.64687
22223 NM_006581 FUT9 44.13734 34.31801 39.59331 52.39945
5866 --- --- 8.774382 20.32245 8.54522 10.51181

26621 NM_005502 ABCA1 2504.427 1334.217 1944.238 1919.781
11890 NM_014877 HELZ 2187.868 1813.501 2372.637 2290.5
6495 --- --- 27.22367 14.63585 29.22875 36.67027
6201 --- --- 5108.478 4988.98 5002.918 4991.775

25525 --- --- 130.7078 157.5067 128.2248 114.6816
5799 --- --- 6.948402 14.48953 7.991263 8.829355
7477 NM_004951 EBI2 38.28064 52.17575 33.88996 39.98271

25626 NM_207414 FLJ43860 132.8478 103.7815 135.4863 129.3611
22931 --- --- 62.82509 80.6965 64.73505 81.72227
7732 NM_007374 SIX6 186.2533 189.3771 172.8386 186.7421

27644 NM_0011141 ELK1 1111.356 989.5239 1101.447 916.6245
22767 NM_178174 TREML1 199.4833 191.523 195.6798 194.1341
26854 --- --- 8571.931 6856.884 7858.817 8916.976
1115 --- --- 58.58081 52.80768 57.53668 51.61714
8525 NM_033223 GABRG3 483.4959 724.2997 583.4346 587.9004

19203 --- --- 90.86394 102.9101 82.00762 85.65845
27830 NM_021992 TMSL8 53.71591 57.66106 61.84824 57.71478
9470 NM_015133 MAPK8IP3 577.6456 677.4442 532.5331 540.9205

25491 NM_203390 RBM12B 810.9394 738.2936 794.9517 863.0818
24969 BC062359 C8orf47 131.0121 137.2577 149.8408 142.3944
20817 NM_182761 LOC340069 92.34283 85.19081 74.00651 82.75134
26607 NM_017746 TEX10 2276.883 2248.008 2032.228 2569.102
27194 NM_001866 COX7B 250.3458 213.907 310.3399 315.2254
3108 ENST0000037LOC439985 62.88876 69.22614 60.50117 66.11805

18523 --- --- 44.89151 44.6004 43.3723 46.95726
25578 --- --- 12.87995 17.82574 6.260507 19.13014
19968 --- --- 144.4433 160.0733 116.0921 150.4509
27258 NM_0010040 GPRASP2 285.0223 202.2175 277.4908 354.3964
7998 NM_0010047 OR4K13 48.09476 47.11896 59.37643 58.38197

28575 --- --- 211.9339 203.736 196.0337 218.3974
15828 NM_00107719PDE11A 77.81814 109.7254 102.1655 129.057
12567 AY358234 UNQ6493 177.1184 147.1565 180.6356 152.5337
20756 NM_199243 GPR150 351.9016 376.3179 356.6405 321.3251
27172 BC041962 CXorf50 103.9734 87.24632 105.411 96.3068

688 NM_006621 AHCYL1 4153.157 5135.03 3770.781 4811.408



5842 AK131005 LOC255411 11.98127 8.072127 20.1194 8.517698
19905 NM_033178  /DUX4  // DUX 295.9746 339.6578 337.5003 291.9217
10731 XR_042379 LOC401875 112.4486 133.0471 162.1799 145.578
13923 BC018654 LOC126147 160.4773 208.2448 159.5292 153.5826
10434 NM_000353 TAT 46.48207 47.72662 61.22759 53.42701
2567 --- --- 9.326119 4.231768 9.300682 8.075648
2334 NM_138300 PYGO2 638.702 538.733 773.1019 571.953

10369 NM_004062 CDH16 131.4118 115.1996 119.6015 111.4089
23669 NM_002649 PIK3CG 701.5256 346.528 879.0245 747.1888
19295 --- --- 174.4508 215.2694 168.0048 191.3493
15346 --- --- 4.231284 1.553059 4.725288 4.887025
22061 NM_198153 TREML4 152.0707 148.1203 145.4321 156.5998
18984 NM_002093 GSK3B 3860.765 3509.609 3993.036 3908.99
14119 NM_014219 KIR2DL2 77.4799 105.0317 79.87611 75.048
25771 --- --- 84.73211 93.95479 103.4822 108.3212
12422 --- --- 122.5105 135.8492 126.5426 98.51662
25845  ENST000003 RP11-146D12 92.58144 61.8507 78.54865 91.89738
22474 NM_152554 C6orf195 94.03457 93.76332 104.6395 91.80536
5796 NM_030653 DDX11 1139.054 1154.771 999.4152 1085.41

14077 NM_032836 FIZ1 1160.889 1053.597 1175.027 1078.756
22066 --- --- 50.01402 47.64241 37.78218 40.90203
16293 NM_021215 C20orf77 1572.354 1679.477 1512.154 1457.645
11134 NM_178160 OTOP2 176.7291 178.6253 184.9716 165.7909
15183 --- --- 7.436505 4.914457 12.20686 12.29259
15310 --- --- 101.215 108.4813 123.0103 94.09884
21796 NM_006877 GMPR 380.677 1573.192 436.9192 529.7152
19876 NM_017632 CDKN2AIP 537.1285 536.1962 624.6967 712.9092
27127 --- --- 4.624369 4.927908 3.369905 4.226163
15171 --- --- 28.77831 23.49782 38.19204 37.27793
24018 NM_006735 HOXA2 547.4197 300.8022 417.0959 439.2689
11248 --- --- 183.9707 232.73 183.7766 205.0768
17187 NM_031481 SLC25A18 171.2331 156.2351 246.5311 159.8675
7903 --- --- 57.96909 45.29411 59.64115 58.1692

18947 --- --- 32.4868 70.11447 47.42672 53.88159
1354 --- --- 2.355047 3.545972 1.79461 2.640282

10570 NM_002798 PSMB6 4433.791 4289.3 4247.25 5107.103
17878 NM_024334 TMEM43 2115.684 2115.789 2343.341 1784.327
18225 NM_033254 BOC 99.90636 155.8377 117.3906 112.5429
17654 CT841517 C22orf30 1331.505 1261.369 1416.215 1483.213
2835 NM_00100469OR2T29 28.12335 32.48429 41.67765 30.46476

17408 NM_006003 UQCRFS1 2521.269 2629.585 2717.339 2735.282
20169 --- --- 958.1264 733.9024 992.2388 920.9677
13912 NM_000234 LIG1 736.7874 617.1207 721.0103 720.6727
13028 AK129550 LOC390940 142.6525 114.2615 147.8983 148.8692
4897 NM_0010040 OR52B2 92.35576 99.56248 116.0488 101.3311

18445 --- --- 109.044 118.753 93.10971 122.2666
24049 NM_00100200NT5C3 215.7091 263.8832 214.1703 211.0658
27146 NM_001551 IGBP1 897.2108 1111.577 964.1889 1085.226



7103 NM_018283 NUDT15 631.6414 436.7612 629.9051 660.2542
15031 NM_153038 CCDC140 83.25798 84.86913 81.84482 83.80862
16594 NM_000099 CST3 2719.155 3868.433 3029.639 2710.283
19476 NM_004181 UCHL1 3034.789 2328.714 2980.558 2241.805
19367 NM_000683 ADRA2C 375.5406 458.0179 355.4896 359.6473
11590 ENST0000026LOC10013193 71.8823 49.48504 64.17717 78.64458
26984 XR_017164 LOC139431 139.306 133.8441 149.4576 137.094
16486 NM_080489 SDCBP2 255.7832 216.8571 285.6511 263.4339
9676 NM_152338 ZG16 88.07086 105.2033 91.35696 77.09316

10048 NM_00100960HS3ST6 280.6192 267.0784 227.3906 227.4617
21248 NM_019087 ARL15 606.6931 691.2051 522.7154 779.6279
25474 --- --- 64.77431 61.3806 72.07228 55.94958
1686 NM_003665 FCN3 104.0236 107.5649 125.2829 120.4986

27562 --- --- 6.671757 9.349123 4.54525 6.650394
17454 NM_022141 PARVG 96.26765 93.84612 109.8629 89.97536
22447 --- --- 5.102067 1.803378 3.275407 2.53011
15273 NM_003162 STRN 1772.158 1722.837 1807.699 2020.665
25687 NM_021951 DMRT1 87.69818 69.91771 88.04718 78.47053
16830 NM_018419 SOX18 299.2707 350.5156 325.8344 304.8199
22206 --- --- 71.41948 73.27509 81.30031 75.27687
14701 --- --- 5.474711 3.696411 3.256368 4.666563
25001 --- --- 20.72075 26.94559 37.96896 31.11157
15291 NM_00100956CDKL4 14.77543 20.4702 16.13852 15.67039
2974 --- --- 36.68079 65.48037 43.46109 49.78123
3342 NM_021622 PLEKHA1 531.5047 657.5958 616.2092 679.6151

16661 NM_032214 SLA2 83.75412 70.1742 87.11202 86.50884
2613 XM_00171937LOC10013272 393.8441 265.6637 452.946 508.6637
4919 --- --- 25.51573 14.59155 11.84187 14.88368

12584 NM_205843 NFIC 2158.367 1683.929 2052.037 2034.959
16536 NM_018848 MKKS 579.0575 445.8596 539.2916 556.1909
2998 NM_00104008ANXA8 130.7866 91.66825 115.1363 110.9749
3244 NM_030929 KAZALD1 284.458 306.7078 239.4334 210.9179

25014 --- --- 56.84735 57.90882 51.03936 49.92918
13743 --- --- 0.7592642 0.4986663 12.27631 2.635494
21663 --- --- 28.40643 34.53959 40.92456 21.88508
19249 NM_000460 THPO 185.8198 202.0659 211.1525 203.1553
16075 NM_00110246AQP12B 231.8644 266.5807 249.7176 233.6721
7824 NM_014909 VASH1 187.1606 209.2917 186.9859 193.8524

15193 --- --- 29.94946 14.75406 27.9165 29.24081
20262 --- --- 49.77418 76.77991 57.69735 45.17021
18348 NM_080862 SPSB4 142.3069 132.4305 110.8258 130.7293
25206 NM_018088 FAM90A1 79.41493 83.89436 82.86948 63.06896
16135 BC031676 LOC643406 87.31923 56.70631 62.01852 83.40741
22485 BC056908 C6orf145 2592.829 1549.168 2358.49 1878.068
22524 --- --- 20.70594 24.78488 17.76961 19.67111
27430 NM_002024 FMR1 1284.551 1172.862 1379.89 1446.836
26912 NM_182680 AMELX 91.98491 76.79816 77.03404 73.01795
19485 --- --- 6.012725 1.090177 2.858055 1.443058



4955 --- --- 10.77417 8.689279 11.32752 10.86676
4716 --- --- 1532.438 932.8517 1195.753 1333.128

23114 --- --- 46.80409 39.22004 47.46679 52.01602
22033 XM_00172200FLJ43093 157.5617 162.6468 197.9216 160.3609
13754 NM_170604 RASGRP4 33.85531 50.17331 56.08078 48.24174
7190 --- --- 25.60728 25.90279 30.80682 26.23165
2557 NM_003292 TPR 1744.758 1281.477 2011.502 2253.887

20090 --- --- 39.53278 18.60328 34.18057 47.04076
11166 NR_004397 SNORD1C 335.7878 585.888 517.6755 418.0028
11233 BC029560 VPS53 847.5774 1153.111 927.5103 968.8657
19168 --- --- 23.88917 15.1131 19.79008 24.55168
1629 NM_003760 EIF4G3 1949.49 2124.839 2104.896 2165.323
1668 NM_203401 STMN1 3880.783 2678.788 3853.821 3893.525

25537 --- --- 4.91093 4.525239 5.946002 5.67205
2281 NM_007113 TCHH 239.0892 230.6894 228.3605 218.9549

18551 BC062368 LOC152217 835.8094 766.0765 700.8439 805.2155
21840 NM_003523 HIST1H2BE 947.6408 687.1413 888.921 769.0492
1178 XR_039010 LOC10012888 128.3628 164.5064 119.0425 147.3051

14296 --- --- 38.64514 50.12503 33.46614 52.00021
17632 CR456449 LOC652968 274.8189 406.7679 290.7061 296.3931
6338 NM_005439 MLF2 5997.735 5022.727 5404.024 5459.224
1157 NM_006684 CFHR4 38.52662 52.40997 48.58434 54.61201
107 NM_0010136 AADACL4 27.74185 41.42275 35.80446 35.40323

22158 --- --- 66.69203 88.81483 78.39358 74.6741
19975 NM_148894 FAM44A 942.2277 757.5187 992.4985 1137.813
16126 --- --- 37.06189 38.31123 29.49173 38.33715
17217 ENST0000029LOC440792 115.845 89.92805 120.1689 128.7538
19257 NM_004593 SFRS10 5272.175 4339.942 5155.668 5561.981
24151 --- --- 7.611247 10.10445 21.07318 17.02406
2200 --- --- 194.9273 212.8518 185.9167 177.4687

25007 NM_003301 TRHR 50.96956 40.07104 47.13137 51.96927
4556 ENST0000033TRIM64 47.22878 38.39997 61.45933 54.77315
5407 ENST0000033TRIM64 47.22878 38.39997 61.45933 54.77315

25634 NM_023946 LYNX1 310.5503 285.4833 305.9425 282.4785
12215 NM_152470 RNF165 71.37096 68.61653 66.26434 84.73656
18839 NM_138805 FAM3D 130.8506 128.6117 124.0949 123.489
7028 NM_014089 NUPL1 1816.663 1737.131 1874.922 2005.229

21277 --- --- 10.22211 18.11726 16.03985 8.474447
17224 --- --- 91.77574 126.3588 111.2621 97.1836
4689 NM_014807 C2CD2L 712.4659 455.4311 642.7695 515.7413

13717 NM_003332 TYROBP 485.598 644.7959 492.975 458.2812
2959 --- --- 55.60169 47.83192 48.73652 49.98013

16964 NM_000394 CRYAA 502.1485 621.4871 501.3548 482.0891
4564 --- --- 138.614 174.2279 131.136 130.2487

28576 --- --- 0.6044793 0.00226643 6.568324 3.774394
16380 --- --- 89.65369 104.027 90.14419 91.14869
12841 NM_133473 ZNF431 328.0042 320.6617 297.4375 439.5919
1982 NM_005274 GNG5 1830.805 1829.457 1776.156 1999.363



9922 NM_033401 CNTNAP4 83.88267 88.19316 76.52305 79.90089
25129 --- --- 33.62746 25.96141 33.27154 33.80389
9113 XM_928304 hCG_1793639 46.97175 47.28111 65.92577 52.07241
6014 NM_018448 CAND1 2557.708 2460.856 2477.246 3271.417

16892 NM_014586 HUNK 175.1122 158.1488 209.0024 168.4043
13311 NM_182572 ZSCAN1 172.449 184.8954 199.2617 192.0389
23192 NM_00104250C6orf124 265.6985 297.5134 274.1587 239.9626
2588 NM_000364 TNNT2 111.7923 110.7424 104.146 97.40546
4221 --- --- 30.10239 45.77296 46.95137 54.88676

22065 NM_013397 PRICKLE4 995.5758 1049.303 1069.243 981.2281
12654 NM_016496 2-Mar 358.3696 599.2325 340.4056 370.3334
13192 AB091368 ZNF534 97.17645 111.6886 109.0481 106.3096
2199 --- --- 277.8867 268.3639 313.7037 258.2858

15596 NM_014438 IL1F8 45.56534 56.70877 44.06062 45.2405
11916 NM_006678 CD300C 162.6747 178.8627 184.9606 170.9866
23959 BC008657  // LOC441453  / 776.6338 1754.949 1062.036 879.5803
26013 NM_019592 RNF20 900.6537 926.2062 1008.926 991.1395
11559 NM_0010014 TBC1D3B 388.9006 538.1246 387.339 435.1888
15638 --- --- 137.5113 95.78787 166.6705 145.3391
27776 --- --- 85.50048 65.81006 93.13398 79.82851
18275 NR_002163  /OR7E37P  // O 849.7353 2105.136 1072.447 935.085
20701 --- --- 44.97576 50.27202 55.18761 55.72456
2771 --- --- 21.65701 17.02537 25.04415 25.18158

25720 NM_033439 IL33 17.06557 27.67238 22.01415 19.62381
4585 --- --- 77.38298 84.95819 80.65385 85.69711

28222 NM_170723 CDY1 40.51379 50.2536 44.30738 51.64337
17182 AK097082 psiTPTE22 102.1897 134.6192 92.84616 125.508
1646 AF010144 RP5-886K2.1 96.62777 125.9769 94.68423 101.1502

12467 NM_004786 TXNL1 2014.342 1856.753 2240.505 2008.859
16328 --- --- 24.85368 10.74491 16.38668 7.007352
22802 NM_014345 ZNF318 1116.044 762.9847 1075.224 1152.588
11563 NM_00104028TBC1D3G 392.165 543.0435 389.1795 437.8163
6704 --- --- 13.53428 10.55861 20.64744 12.95959
9047 --- --- 1.674047 1.999241 3.13603 3.072991

24707 NM_000015 NAT2 31.72863 30.20759 41.60646 39.60506
26631 NM_003640 IKBKAP 1770.253 1684.255 1887.308 1924.705
7874 NM_175748 C14orf130 645.5148 522.8877 716.3594 650.5692

24224 NM_000265 NCF1 126.5451 89.83123 113.4622 111.7705
20303 NM_001237 CCNA2 4260.851 2499.031 4075.819 4875.644
16593 NM_00100869CST9 37.44003 31.45027 46.40363 35.18207
18345 NM_152616 TRIM42 113.0559 90.53812 101.2576 104.4463
23885 --- --- 28.59491 26.91831 21.88729 24.40921
26088 NM_0010044 OR1L6 278.8045 296.3527 289.4741 278.0042
12493 --- --- 125.83 147.985 146.7206 113.8094
11565 NM_00104028TBC1D3G 392.6817 542.8206 386.4014 436.8373
2795 NM_000143 FH 1320.672 1121.4 1439.627 1442.085
597 NM_198460 GBP6 23.99645 25.78632 20.95883 21.21643

22229 --- --- 209.1227 292.1098 303.7267 242.5282



24475 --- --- 5.398143 2.797418 10.91106 5.172946
8027 NM_005407 SALL2 69.50933 111.5391 63.64599 72.78103

24103 --- --- 3.426072 7.488907 3.706925 6.904068
681 --- --- 265.7852 304.084 229.1177 252.5542

16194 NM_022482 GZF1 416.2083 481.2942 396.7354 469.6543
28649 --- --- 125.3221 138.5844 118.5172 129.2808
20429 --- --- 85.83208 79.592 84.94234 103.7789
2054 --- --- 55.59873 21.75553 42.93053 48.45802

22273 NM_0010137 RFPL4B 36.74425 57.10918 38.25893 43.71637
17980 NM_207404 ZNF662 121.6687 171.2873 146.19 149.4729
5603 NM_020228 PRDM10 558.8704 410.2583 548.4833 685.7366

10190 NM_001888 CRYM 223.9922 152.5625 189.0746 203.7731
13910 NM_019855 CABP5 114.8724 127.3952 98.21706 107.464
18955 AY358772 UNQ5840 327.3837 391.8677 330.5431 286.8849
6416 NM_181429 TAS2R42 63.46125 55.56336 62.42968 65.55882
5976 NM_004990 MARS 2670.392 2470.621 2742.275 2141.66

24185 --- --- 7.831344 11.17945 12.39879 5.384421
26209 NM_004108 FCN2 332.7507 378.8845 393.1995 352.1665
18020 --- --- 132.7578 124.0546 138.7424 155.2381
6067 NM_0010043 PLEKHG7 35.60303 41.12341 25.67288 30.02941

15930 --- --- 121.0522 132.8376 115.9841 118.8876
394 NM_0011013 hCG_23177 299.3938 335.2952 364.4591 310.4937

4539 NM_018480 TMEM126B 639.236 597.3885 585.3785 770.398
16404 --- --- 86.0368 80.20856 82.92074 78.9286
5071 NM_015231 NUP160 1897.456 1465.543 1956.957 1872.518

10304 NM_182493 MYLK3 144.2104 139.9376 140.9808 138.1712
17327 NM_000355 TCN2 386.133 445.2523 513.8651 291.4956
19703 --- --- 76.00533 103.8409 83.50876 85.26961
11868 NM_022579 CSHL1 193.4328 213.314 208.6265 193.3142
1730 NM_018045 BSDC1 654.424 775.7238 647.0901 587.6114

11321 NM_182906 CLEC10A 94.73992 92.77899 87.51206 88.56325
10015 --- --- 582.8642 645.0751 531.2538 497.9449
25962 --- --- 50.68317 54.65145 66.66882 83.24947
10177 NM_0010029 GPR139 588.8054 759.1325 607.4412 593.5558
12179 --- --- 36.39926 27.25024 28.99819 30.54897
14503 --- --- 26.28915 25.03802 35.60655 33.59099
2211 --- --- 26.28915 25.03802 35.60655 33.59099

28617 --- --- 1189.435 712.8147 1401.293 980.1339
25271 --- --- 122.2967 85.74386 97.78376 93.93709
25929 --- --- 109.2954 121.0109 98.90394 129.6855
26349  NM_153809 TAF1L 275.6499 288.1915 285.6869 281.5282
20352 NM_002099 GYPA 27.74441 8.241507 18.0163 26.72497
4947 NM_198516 GALNTL4 94.81831 153.1273 94.1881 95.96662

16227 NM_0010117 XKR7 683.5716 713.1482 569.6858 656.4689
23416 --- --- 5.117175 8.397159 8.3855 3.577806
21429 NM_139164 STARD4 1113.747 513.3727 650.1105 1054.472
16837 --- --- 3.948972 4.798352 3.493076 3.418314
11367 NM_0010108 PIK3R6 87.03178 87.7765 86.67157 80.56033



12116 NM_0010985 TXNDC2 85.63346 66.46388 89.59077 94.94659
24457 NM_000845 GRM8 51.01192 48.20868 50.15568 43.26376
1120 --- --- 57.46585 46.73057 39.07705 54.57442

25737 AY422473 C9orf93 109.4377 68.60445 93.43532 142.2427
8973 ENST0000033LOC642131 126.2271 85.04239 140.8349 106.5689

20498 NM_033120 NKD2 215.2951 198.4474 196.1321 193.8398
19037 --- --- 187.4559 202.8647 184.6929 196.0558
1518 --- --- 22.1305 11.03322 21.78966 35.52462

11774 NM_173623 TTLL6 51.00645 72.81448 43.89272 48.78862
10636 NM_153007 ODF4 112.9404 136.0757 128.116 136.5966
19228 NM_171830 KCNMB3 106.5085 123.5489 117.4391 101.1389
9359 --- --- 149.1326 107.9749 112.152 143.9786
5624 NM_015232 IQSEC3 234.947 285.8649 208.3127 236.9007
8968 --- --- 3.129129 0.00104926 0.00303138 5.63965
5922 NM_00100528OR10A7 45.34486 45.91035 44.92043 45.59751

25822 NM_022490 POLR1E 1672.326 1175.984 1767.199 1887.971
23448 BC111554 FLJ25037 2306.102 1688.63 2158.611 2159.3
7852 NM_144596 TTC8 749.7928 874.5356 784.2077 933.6128
3356 NM_032182 KIAA0157 835.8011 701.7341 841.7602 882.9918

12523 NM_001728 BSG 4297.542 4795.014 3909.757 4480.166
13256 AF086519 LOC284297 260.1999 324.9616 268.3209 264.6255
10538 NM_001383 DPH1 638.392 524.1361 580.1124 531.56
5961 --- --- 12.74627 0.02212774 3.766792 7.466208

19919 NM_0010126 CTBP1 2737.614 2152.259 2479.391 2457.994
7694 NM_002806 PSMC6 1535.462 1478.752 1848.126 1996.315
8565 AK057017 C15orf45 50.01671 55.76683 52.05225 56.39437
3191 NM_006204 PDE6C 31.52164 26.14637 27.96412 27.51977

26989 NM_152632 CXorf22 26.18155 28.93263 22.47982 27.66101
7384 --- --- 47.21957 34.26052 39.7292 38.39831

28765 --- --- 39.9537 45.90686 36.00833 34.65676
12070 NM_00104028TBC1D3G 405.4906 562.3796 400.4698 451.3482
22819 NM_016593 CYP39A1 55.59042 79.77647 53.19117 68.41409
15791 NM_014168 METTL5 745.7451 801.7517 640.1707 874.3401
4797 NM_021924 MUPCDH 190.9982 208.3652 182.8121 165.2716

16887 NM_181615 KRTAP20-1 44.84517 47.1935 50.50234 50.77169
25758 --- --- 47.07917 70.54554 56.54214 62.07678
9553 NM_014117 C16orf72 1767.703 1657.714 1935.098 1846.512

21621 --- --- 12.9967 8.277075 19.18645 17.92901
4676 --- --- 184.8949 186.0572 154.2325 149.5987

22719 AY568085 C6orf125 1376.245 1807.671 1481.214 1331.361
26378 NM_006274 CCL19 140.9192 141.3648 145.2334 138.9685
16587 --- --- 60.63294 53.37011 68.0602 64.96099
10991 NM_005175 ATP5G1 7433.787 7229.053 7018.079 8244.554
25037 --- --- 3.999602 4.268507 5.105694 5.609657
3023 --- --- 1.011982 2.247018 0.01184706 0.5184419

17987 --- --- 389.1942 382.5893 371.2056 374.0367
12187 --- --- 14.55704 6.959316 8.608398 11.29035
10089 --- --- 164.8232 214.2975 178.4118 157.5135



20458 XM_00171466LOC10013246 15.10649 10.56219 14.05782 22.09413
25132 NM_207411 XKR5 336.5083 375.5127 357.8008 344.4949
4130 BC047775 C11orf46 586.3239 746.2945 696.1985 775.6395
3994 --- --- 44.50229 41.59782 44.89075 44.90194

12242 --- --- 81.74322 102.772 82.47822 78.11647
4468 NM_018172 FAM86C 430.4787 444.1919 497.3855 417.4843

10018 NM_153350 FBXL16 242.4466 265.834 246.145 244.5698
627 --- --- 54.48034 36.65807 46.08033 46.91133

21314 --- --- 9.087199 8.872168 4.362054 15.82603
17073 NR_002996 SNORA80 359.8712 316.6163 399.7365 329.583
12345 --- --- 50.63456 64.00256 40.67117 69.29046
25029 --- --- 67.04556 66.75113 56.23118 56.52324
27782 NM_138703 MAGEE2 61.32338 60.0935 66.49905 73.79543
12450 --- --- 40.73373 33.33672 47.01596 42.34176
11214 NM_144999 LRRC45 382.3587 215.0234 308.7778 364.3616
4823 AB029488 C11orf21 300.6983 345.7421 285.0449 280.5273
9005 XM_00171867LOC728388 106.0392 92.12731 119.2943 101.9603

22837 ENST0000033RPS17L4 535.0089 600.378 555.8077 376.6078
6314 NM_020638 FGF23 135.355 122.4582 132.8789 125.5591
745 --- --- 29.00096 22.32741 56.354 37.85298

15182 --- --- 83.58981 108.6246 93.03759 91.93974
27573 NM_031892 SH3KBP1 3020.101 2473.51 3197.417 2371.058
8375 XM_00172369LOC10013095 229.4779 235.5367 224.5097 191.5132

16580 NM_002509 NKX2-2 90.41075 135.483 100.783 106.7865
7632 --- --- 59.29445 65.16086 59.82791 63.35593

28 NM_0010392 ATAD3C 555.8071 450.3774 608.0161 572.4138
19715 NR_003135 CEP170L 711.0546 648.6019 1077.157 930.9668
5969 --- --- 2.684191 5.81763 5.341383 4.707168

11923 NM_178128 FADS6 118.9781 131.8569 137.5856 129.9872
7142 --- --- 64.6587 22.25412 26.15767 50.51449

12293 NM_001480 GALR1 68.20889 60.53776 67.22334 60.57744
9581 NM_006985 NPIP 2649.093 3488.082 2585.543 2575.856

24433 NM_003391 WNT2 78.18782 96.32406 95.062 97.31755
428 NM_025077 TOE1 895.3478 634.34 870.6256 843.155

22904 NM_001563 IMPG1 62.14091 65.92463 66.21618 59.70452
12084 NM_004066 CETN1 70.26147 61.08214 64.03893 79.19177
25609 --- --- 13.34593 14.0694 8.421655 8.419421
2243 NM_016022 APH1A 1866.102 1763.781 2215.698 1599.551
7307 --- --- 133.5713 198.6126 108.7022 162.5995

25372 NM_003580 NSMAF 2317.408 1775.451 2047.301 1965.462
2773 --- --- 10.91546 3.307092 9.314191 6.947864

10044 NM_004970 IGFALS 193.3849 267.0876 231.3152 195.6064
5209 NM_054108 HRASLS5 128.9149 153.2448 125.395 135.1937
4323 NM_00104069INCENP 1871.856 1089.406 1658.319 1839.536
5585 AK055281 FLJ30719 76.71151 64.46928 76.21833 73.27999

19230 NM_020409 MRPL47 1553.744 1737.031 1752.943 1577.917
2887 NM_182751 MCM10 1254.748 677.5273 1082.711 1230.859

21903 --- --- 95.81878 90.64353 91.55571 88.69523



11884 --- --- 37.85046 31.12911 48.55348 51.06753
4199 NM_0010047 OR4X1 92.2159 110.9902 123.3354 106.0441
622 --- --- 5.29615 9.406038 2.879549 4.156463

28580 --- --- 3.22054 4.846377 11.3982 10.37785
24096 NM_000290 PGAM2 304.3847 426.4682 311.6338 295.1209
23414 ENST0000034LOC27320  // 493.1935 454.3505 538.7276 381.3058
4200 NM_0010047 OR4S1 57.08591 82.10396 65.25363 59.56001

25185 --- --- 22.26234 26.09151 28.17631 21.39755
9717 NM_024742 ARMC5 255.706 273.9791 279.3994 233.3276
1516 --- --- 62.53151 87.75924 54.12299 77.11539

20004 --- --- 10.87053 2.392039 8.469346 11.73868
9850 NM_024712 ELMO3 133.8448 148.7432 121.8909 132.6205

16214 NM_054112 DEFB118 73.95955 79.26102 78.2591 84.79171
9629 NM_000336 SCNN1B 227.4036 252.4389 232.9913 241.8679
677 NM_153340 ATXN7L2 238.2317 261.59 246.6818 247.7635

18860 NM_003848 SUCLG2 1651.663 1350.088 1508.611 1756.69
1087 NM_014412 CACYBP 1380.269 1086.508 1488.344 1462.328

20431 NM_017867 C4orf27 443.9694 325.1486 386.6586 448.9741
13728 NM_133466 ZNF545 406.8296 324.5688 413.8983 513.6526
6686 NM_015257 TMEM194 2566.261 1987.38 2440.991 2115.997

17030 NM_080794 MRPL39 1060.309 1109.311 1003.662 1169.089
13500 NM_030760 S1PR5 236.5378 295.202 251.8152 237.5207
26697 AF220263 C9orf31 58.16092 55.23315 64.72215 63.00503
18579 --- --- 55.52747 93.29204 42.44886 57.78869
21808 --- --- 37.88103 22.09539 33.10662 32.75314
9652 --- --- 76.15714 79.72085 93.77617 91.75062

13067 NM_177417 KLC3 301.8091 346.1962 328.5783 287.2519
17429 NM_014460 CSDC2 238.9319 260.9463 210.0779 195.9499
28720 --- --- 9.522017 8.121336 8.403694 8.501816
21215 --- --- 33.13148 40.52476 33.55663 31.22101
26517 NM_152573 RASEF 89.4296 1184.034 84.90044 779.5649
16394 ENST0000037RP4-724E16.2 243.7759 211.3463 218.3437 233.0647
10601 NM_198154 TMEM95 93.01309 103.3784 108.0433 95.2215
23215 NM_017781 CYP2W1 300.7613 332.2862 316.6079 285.0179
19311 --- --- 56.77229 70.55001 54.62493 48.36958
4467 --- --- 64.71252 46.44123 73.87733 59.41357
6583 --- --- 14.77549 17.47232 14.84528 10.77697

22653 CR456707 PPIA 6354.906 6144.052 6198.415 6176.458
24676 ENST0000028C8orf12 51.5563 64.61193 48.9036 64.92595
26827 NM_004669 CLIC3 107.2096 121.0625 123.7724 106.1169
22938 NM_016083 CNR1 30.93451 39.44228 27.2599 44.53779
27720 NM_201286 USP51 308.8487 301.8246 324.5815 268.0821
5845 NM_033124 CCDC65 50.61646 58.96598 58.89781 61.26616
2816 NM_024804 ZNF669 271.7299 216.9767 293.6848 330.139

13266 ENST0000034RFPL4A  // RF 53.50486 56.38637 64.52017 52.54418
11854 NM_0010014 TBC1D3B 283.1006 391.6471 284.4166 316.211
27356 NM_002351 SH2D1A 45.28687 40.42834 55.64116 50.54405
1238 NM_025228 TRAF3IP3 59.86629 60.66165 73.2744 59.06981



26175 --- --- 45.49773 41.27502 56.42336 50.77787
8062 NM_006177 NRL 333.0841 334.2372 382.7982 336.3987

12761 NM_000896 CYP4F3 95.94685 120.8562 100.7975 104.799
9694 --- --- 8.935723 1.014313 5.378219 11.60834

21068 --- --- 18.46394 10.61051 13.03996 16.76358
21587 --- --- 23.61371 21.4016 22.86646 25.11579
21206 NM_152404 UGT3A1 42.88111 38.81237 53.83314 50.17011
18239 NM_152305 KTELC1 446.098 463.8609 538.0283 545.4934
21066 --- --- 54.13538 60.38588 43.74926 37.42694
16289 NM_005386 NNAT 143.088 152.3794 143.6224 128.481
4299 NM_0010988 MS4A15 249.712 264.7229 201.0543 242.5129
8954 NM_0010053 OR4F6 66.45666 87.00788 85.08878 83.28161

68 NM_00108039SLC45A1 123.0196 120.2149 89.89226 96.6633
2429 NM_080878 ITLN2 44.64144 67.67299 49.10221 54.00933
1547 --- --- 330.8773 452.4536 350.4254 226.2843

26990 BC101698 CXorf59 24.62715 31.82746 29.80212 17.56743
7257 --- --- 11.93726 20.08836 13.51681 26.38953

18418 NM_025047 ARL14 102.5596 128.7874 111.3402 119.9767
15603 --- --- 45.95411 35.47895 43.33709 51.85974
27042 NM_006743 RBM3 3238.25 2746.846 2972.457 3732.514
27442 NM_005491 MAMLD1 284.0679 267.5726 172.7803 303.7068
2005 --- --- 50.98093 39.92804 55.09478 46.94963

21657 NM_152277 UBTD2 786.6979 937.1845 1028.581 1103.06
15476 NM_015425 POLR1A 1280.818 1343.489 1536.911 1429.942
14747 NM_018328 MBD5 646.2208 530.1459 707.1183 763.5876
26890 NM_0010117 ARSH 63.43037 81.42754 64.36345 67.2567
18110 --- --- 56.79939 64.26426 63.74898 61.00602
17265 BC113450 C22orf15 69.35033 68.42984 85.82459 75.40822
21422 --- --- 81.73675 69.99232 83.25578 84.00899
17348 NM_000343 SLC5A1 120.8898 123.6998 113.4239 98.57401
5563 NM_00101374PMP22CD 40.54545 31.77094 49.88121 55.61285

23473 --- --- 104.3002 130.2469 114.2227 98.59624
9943 NM_012213 MLYCD 256.2076 316.5822 277.6594 238.5526

14256 NM_016061 YPEL5 907.0979 1770.433 1016.022 1182.751
6332 NR_003012 SCARNA11 141.1023 172.0449 152.9306 158.8276
9246 NM_0010937 hCG_2004593 1950.325 2122.78 2254.811 2120.123

15515 NM_031902 MRPS5 1926.377 1667.219 1935.33 1945.675
7370 --- --- 81.55489 82.48011 86.13165 75.65244

14315 ENST0000037FLJ46838 166.9967 200.5063 161.2382 180.7886
26935 NM_004057 S100G 37.96471 17.28094 32.00241 28.23254
16988 NM_198692 KRTAP10-11 404.0164 424.291 362.434 351.2299
14310 ENST0000036LOC10013155 75.33193 84.67626 85.39428 86.32927
18120 NM_018971 GPR27 883.1117 1019.162 883.7603 784.649
19393 --- --- 161.3714 197.3878 212.0094 206.9284
4996 NM_178498 SLC5A12 54.95125 47.99962 52.54701 54.12145
5291 NM_005995 TBX10 143.8717 136.9176 142.0229 144.1431

27048 NM_022825 PORCN 1211.63 1189.23 1118.466 712.1631
19697 NM_152400 C4orf32 1204.027 1006.103 1270.628 1167.626



14675 --- --- 4.009559 5.411466 4.446763 3.265878
18127 --- --- 192.4052 184.2791 244.4697 232.8655
19112 NM_198504 PAQR9 91.47177 82.45681 98.26158 86.21066
10088 --- --- 3.014819 5.164409 4.000694 3.967861
14487 ENST0000039LOC651751 347.9862 361.1067 362.6143 337.696
10889 NM_152467 KLHL10 28.39547 31.69343 41.93405 46.75015
2187 --- --- 75.09466 81.61256 77.4232 75.41904
3185 NM_019053 EXOC6 601.7178 391.7174 697.387 777.5831
4943 NM_006691 LYVE1 29.19386 24.4123 31.53596 22.70657

21597 --- --- 30.50521 22.27864 30.25336 30.92561
542 NM_004768 SFRS11 3055.573 3299.147 3081.202 3885.831

11629 NM_030966 KRTAP1-3 301.9566 298.7598 297.2308 297.0969
12042 NM_030966 KRTAP1-3 301.9566 298.7598 297.2308 297.0969
15809 NM_004882 CIR 308.9016 303.0423 299.0898 354.5698
25924 --- --- 4.928432 7.03891 5.670677 6.406974
10620 NM_001678 ATP1B2 303.6886 372.4111 356.1545 279.1657
26379 NM_002989 CCL21 102.6366 123.9724 112.1414 99.37251
23032 XM_00172325RP11-259P20 62.05711 45.72977 60.94551 54.62968
23862 NM_023942 LRRC61 161.1153 233.0493 182.7996 174.939
6807 NM_002108 HAL 68.04471 66.19776 73.21981 76.72398

15879 NM_002156 HSPD1 4681.251 3287.409 4783.126 4877.621
7420 NM_080759 DACH1 175.1031 133.9959 264.2237 208.4687
3961 ENST0000033IGF2 75.51911 83.33303 98.09028 72.78713
5451 --- --- 21.1208 12.60846 34.16615 45.56544

17410 NM_138435 FAM83F 108.8355 122.7826 130.0494 118.3412
22175 --- --- 26.46091 31.55788 16.30999 41.5534
14142 NM_018436 ALLC 37.18475 44.59859 33.91918 37.63933
26813 NM_003086 SNAPC4 287.432 306.7844 306.6283 292.0281

369 NM_00100874TMCO2 53.03596 43.82512 51.68049 55.12026
14151 --- --- 27.90124 22.21058 25.28384 33.11564
22880 NM_080742 B3GAT2 260.5578 280.4614 295.6036 267.8733
4748 NM_152713 STT3A 8329.171 6554.478 7571.081 7577.197

11550 NM_024302 MMP28 134.8058 125.3024 117.4522 133.9521
15366 BC107162 FLJ13305 107.5901 167.9257 113.6638 166.7988
23467 NM_017994 C7orf42 5380.622 4262.598 4919.82 4546.878
14976 --- --- 3.78559 4.773357 5.209048 7.093458
23274 --- --- 49.43988 54.56493 41.34007 50.97577
9285 --- --- 191.3605 197.6957 221.9397 212.0542
2198 --- --- 76.03619 76.27792 98.06891 77.58229

24815 --- --- 65.27156 46.99619 55.3459 55.89153
24914 --- --- 195.2028 174.8536 209.6437 180.4654
20277 NM_0010997 LOC91431 272.7541 178.4207 214.05 280.0117
9139 NM_207381 TNFAIP8L3 462.0999 543.5511 415.4431 375.6785

18934 --- --- 283.5225 279.8426 286.0931 234.9924
10801 --- --- 14.17763 24.05359 24.72327 26.84458
8959 --- --- 160.2986 179.1211 153.8501 187.0486
5913 NM_031157 HNRNPA1 1125.231 865.4665 921.6075 1115.916

18786 NM_004704 RRP9 970.8391 718.7861 946.7672 816.6576



19019 NM_022776 OSBPL11 1069.918 829.0022 1172.138 1190.656
8748 NM_016166 PIAS1 3603.291 2511.088 3559.681 4170.591
6667 NM_014871 PAN2 643.1791 754.0252 539.0414 749.4993

11536 BC133004 FLJ44815 89.88522 69.01907 80.42436 82.79276
6783 NM_004950 EPYC 44.34438 37.51284 42.46387 44.00505
7724 --- --- 13.20304 0.8966264 8.931851 12.71605

13209 NM_0010127 DPRX 84.40509 32.89627 78.95974 60.29694
15494 --- --- 20.73098 12.80381 22.68354 15.86647
2895 --- --- 19.81803 20.74732 24.9412 24.21992

24427 --- --- 45.9919 52.72395 43.90923 58.99599
16132 NM_012409 PRND 84.09811 65.69772 97.23766 89.3682
5384 NM_014488 RAB30 325.4437 430.2894 350.7719 434.6127
5637 --- --- 33.98356 40.40245 40.71922 35.36474

19648 NM_145715 TIGD2 240.5803 231.4575 287.7948 295.2981
20587 BC101385 LOC153684 192.0081 138.43 127.4373 187.1394
19941 NM_177998 OTOP1 139.1732 92.96422 150.771 109.4122
21260 NM_024669 ANKRD55 65.04291 35.39763 51.26032 60.41208
25915 NM_00109880CEP78 1199.464 870.8992 1108.63 1579.535
18170 NM_0010047 OR5K2 23.09872 34.36592 28.63542 25.47957
8581 --- --- 45.5077 50.93923 53.57505 47.4625

11776 NM_007241 SNF8 1710.346 1384.339 1613.502 1712.515
14813 NM_024843 CYBRD1 2790.768 2843.417 2861.954 2707.2
23665 --- --- 31.97477 26.18109 27.49002 32.19196
27785 NM_032121 MAGT1 1746.326 1567.976 1544.007 1714.443
24153 --- --- 33.87665 38.75514 43.97432 37.96882
4968 --- --- 49.8941 52.7322 66.69884 74.52422

27878 NM_000555 DCX 95.17628 149.3025 109.5923 92.18702
9856 --- --- 113.4739 71.11275 123.7073 72.74501

18309 AY358247 UNQ6125 45.5879 36.97818 46.70042 36.43415
18674 NM_194293 XIRP1 77.21825 90.72215 92.86546 86.15445
15871 NM_020760 HECW2 341.9379 174.0082 258.4948 291.0815
12732 NM_017721 CC2D1A 430.9009 434.8217 428.8214 428.4012

27 NM_022834 VWA1 511.9757 599.6922 491.6053 441.5438
16616 NM_00103750DEFB124 173.6389 250.981 201.1032 170.6685
12110 NM_015208 ANKRD12 913.7102 649.5378 1012.969 966.765
19108 NM_001184 ATR 1034.251 892.6818 926.5334 1281.913
28157 NM_004681 EIF1AY 57.08961 116.644 51.50291 72.21453
20533 --- --- 71.9461 73.20171 74.89323 87.47975
21757 AY870321 KU-MEL-3 50.41902 32.99804 45.74149 37.34974
26611 NM_000035 ALDOB 63.72363 68.2542 73.38924 64.73959
2600 --- --- 8.263643 8.766443 13.61756 12.3926

20102 --- --- 72.38599 83.88611 93.48153 76.69175
22790 NM_000322 PRPH2 78.66492 71.09218 81.06364 74.98674
9646 AF536240 C16orf82 271.3326 263.9507 328.7882 221.4805
9770 --- --- 4527.991 3711.114 4735.051 4633.51

20424 NM_017631 DDX60 842.7469 437.4416 471.1753 548.1929
6154 NM_003362 UNG 1891.92 1419.987 1601.98 2108.201

24080 ENST0000029LOC340286 41.12989 49.01461 66.3998 49.73532



18255 NM_018456 EAF2 85.85641 122.2355 107.3593 126.309
24283 --- --- 30.49354 32.27536 30.02569 39.78654
23337 --- --- 264.0706 191.3572 290.7544 235.6941
9556 --- --- 16.45371 14.97094 9.917459 16.97317

26261 NM_012184 FOXD4L1 154.1009 179.1809 162.6872 148.426
19079 NM_178554 KY 152.5564 133.228 139.9485 149.814
28025 DQ160194 FLJ44451 110.7338 137.1857 96.26315 121.1171
8115 NM_014360 NKX2-8 413.0441 450.1423 410.8286 385.6013

20176 NM_058172 ANTXR2 2607.507 1733.942 1952.531 2299.574
4209 AB231717 LOC646813 1179.285 817.4781 1341.504 1176.293

26282 NM_006911 RLN1 74.16212 84.4239 97.8597 89.91359
23342 --- --- 47.73938 43.50959 43.32659 38.37133
10162 NM_001171 ABCC6 226.2298 253.7325 254.1226 231.174
27475 NM_006280 SSR4 877.94 1224.252 960.0197 817.0323
5934 NM_206899 OR10P1 117.3597 88.34924 84.13634 104.5373
1630 NM_001397 ECE1 3966.657 4405.972 4127.052 3139.674

12125 BX648696 DKFZp779B16 34.72905 38.68032 40.48527 36.62134
20421 NM_0010401 SPOCK3 35.8512 43.13417 34.16167 34.27059
27826 --- --- 8.952249 3.351692 6.020059 7.007023
14796 NM_0010397 NOSTRIN 58.6639 67.34152 66.27402 63.74924
5210 NM_017878 HRASLS2 32.65965 24.03006 27.74768 32.18599

26884 NM_002183 IL3RA 64.27373 64.07092 82.91874 68.86872
28100 NM_002183 IL3RA 64.27373 64.07092 82.91874 68.86872
21681 NM_002115 HK3 93.66424 97.00751 87.37247 102.1682
18000 NM_015004 EXOSC7 662.0394 547.535 640.9318 674.3139
8523 --- --- 61.9969 59.46986 87.9766 61.99104

18342 --- --- 279.3174 294.5008 348.231 312.0366
6423 NM_030640 DUSP16 486.9343 614.503 518.7337 597.8836

26619 NM_00100448OR13C2 20.14713 18.14418 16.50515 16.39199
18889 XR_015272 LOC728060 27.35659 60.14617 58.9427 51.93618
6276 NM_004592 SFRS8 1430.576 1244.761 1339.135 1470.1

21668 --- --- 22.21524 7.690814 26.46064 19.70387
15641 BC132694 LOC440905 2.246401 247.4728 29.5988 57.27784
17635 CR456347 KIAA1656 45.31694 65.74004 53.74521 54.24976
2587 NM_016456 TMEM9 1167.972 1431.979 1196.805 1195.483
3374 NM_138499 PWWP2B 784.1698 825.7451 715.3265 760.0322
6910 NM_017899 TESC 303.3009 333.049 282.9916 221.1524
7154 --- --- 25.49717 26.09222 21.67686 16.88675

19665 BC074759 C4orf17 22.07267 27.60385 24.95004 26.16633
14391 NR_002185 OR7E91P 118.8103 133.5177 113.9054 111.5594
27856 NM_024657 MORC4 931.4037 1007.632 941.8498 888.178
5964 NM_007264 GPR182 103.4672 96.16233 114.6374 101.6651

24883 NM_033105 DNAJC5B 32.68594 38.25048 23.15332 40.76469
20296 NM_024574 C4orf31 299.5889 481.5334 274.5062 321.0659
20743 --- --- 2.583936 4.015362 4.991678 2.998945

874 NM_014357 LCE2B 574.0754 666.5812 525.9443 573.4428
20797 NM_000038 APC 1127.651 884.6928 1100.058 1318.389
28757 --- --- 2.726827 3.66444 2.578685 3.567322



2829 NM_00100196OR14A16 35.04589 38.29479 44.49913 41.46959
25332 --- --- 5.800365 3.335778 3.184604 3.38424
28621 --- --- 15.43496 7.524777 11.25153 14.32846
7498 NM_004093 EFNB2 467.4479 234.995 326.0734 372.4675
4864 NM_0010052 OR51G1 48.3589 28.52796 59.02823 51.21755

25433 NM_000880 IL7 280.7809 144.3998 317.3758 297.4385
24065 --- --- 81.42044 90.02719 78.96793 78.11391
17941 --- --- 76.64819 91.54242 76.02912 75.15671
18202 --- --- 9.504805 15.37513 5.83213 14.45479
4218 NM_0010041 OR4P4 38.98863 36.08088 38.51457 45.48756

24726 --- --- 138.3211 134.761 134.1858 131.9208
3586 NM_0010805 DRGX 110.5181 142.4661 142.5054 126.6139

27375 BC017868 FAM122C 353.3233 426.0979 314.5801 346.2508
15325 --- --- 15.08115 17.37871 25.09734 19.87545
2975 NM_173160 FXYD4 146.2448 133.4774 159.0704 117.2124
1331 NM_007357 COG2 498.9622 420.3659 650.3879 556.0229
6038 NM_013381 TRHDE 761.1033 121.6893 202.7709 577.5443

15388 --- --- 144.9624 137.625 137.7734 128.4932
12921 NM_052948 SNX26 259.02 250.8561 267.0223 272.627
9163 --- --- 33.01119 37.13094 8.367844 33.71168

14136 NM_018968 SNTG2 136.6361 165.1262 152.2027 146.3966
12801 NM_138442 CCDC124 1787.275 1758.247 1499.599 1802.149
7388 NR_003923 GUCY1B2 34.83242 40.94287 35.35368 36.40303

15997 --- --- 35.63063 28.95168 49.31056 31.39311
235 NM_019557 FAM54B 984.1215 1139.271 1042.051 1075.151

27736 NM_007268 VSIG4 86.44627 86.67806 79.97204 87.19961
23325 NM_006658 C7orf16 121.4043 125.2266 123.0615 124.104
13018 NM_133444 ZNF526 401.1605 454.5905 441.4341 426.2265
23620 ENST0000030C7orf51 323.3232 351.9264 329.4116 311.0398
14235 NM_173650 DNAJC5G 41.08631 44.55997 34.13636 44.71568
21590 NM_005211 CSF1R 99.18533 105.7369 88.56948 86.8252
19694 --- --- 39.85862 40.44302 36.23637 33.03291
22487 NM_206836 PECI 1865.338 1455.483 1954.606 1866.604
21826 --- --- 102.259 119.6385 99.70017 98.96633
4948 NR_002207 CSNK2A1P 3744.24 4201.634 4030.367 4082.317
2649 --- --- 44.26536 62.16925 46.78511 62.74311

21192 NM_00104044MTMR12 1824.9 1316.348 1695.63 1826.377
7355 ENST0000029FLJ32682 31.90299 36.47019 43.13569 35.41222

12609 NM_00104820UHRF1 2845.37 1506.024 2334.081 2941.832
9299 NM_000750 CHRNB4 212.0077 269.1805 190.5189 170.6661

12193 NM_030632 ASXL3 59.42011 39.68171 51.09745 50.88541
8755 --- --- 247.9676 253.8519 259.8579 214.9311

27890 ENST0000031LOC642776 148.5065 119.4227 133.7201 108.7749
19567 NM_020368 UTP3 662.8799 515.2514 766.7812 813.9899
22873 ENST0000023EGFL10 25.7974 31.57207 27.23463 32.48932
27397 NM_003413 ZIC3 147.879 144.0959 140.8724 122.4736
17040 NM_006585 CCT8 1774.623 1280.17 1545.39 1751.781
3797 NM_024895 PDZD7 205.4804 267.3432 222.2777 213.7105



22486 BC039349 C6orf146 110.7505 147.0591 139.136 111.1775
16559 NM_021220 OVOL2 270.0774 304.1408 273.6366 240.8148
3549 NR_002726 HNRNPA3P1 718.2061 766.1179 761.5811 1054.695
9160 uc003hkt.1 CNOT6L 963.1658 938.2232 935.1535 1121.193

10687 --- --- 16.81771 20.28456 24.22202 21.47764
16292 NM_080607 VSTM2L 282.6889 365.2341 254.668 286.9929
24014 BC128257 KIAA0087 76.17352 88.8483 91.20798 88.56307
6269 NM_004764 PIWIL1 83.21792 110.9754 97.56864 84.31122

13649 --- --- 122.8517 111.9727 104.5735 116.7971
16506 NM_032034 SLC4A11 299.5914 342.5569 288.65 331.4487
3338 --- --- 30.02183 25.30521 31.54391 20.23973

16013 NM_030623 SPHKAP 59.33685 48.19537 57.92528 65.95505
201 NM_005747 ELA3A 249.9785 259.4675 229.0792 240.2351

4988 NM_024680 E2F8 763.2252 523.6675 717.272 706.8704
12360 --- --- 4.372875 0.00143653 5.630662 5.65153
5996 --- --- 9.536856 19.62602 10.74094 3.907217

19644 --- --- 91.72875 106.214 94.47612 103.5072
21212 --- --- 60.1032 45.3744 37.21585 48.81982
22829 NM_006061 CRISP3 46.83214 41.33465 42.21706 39.51108
14254 NM_199280 LOC165186 290.5829 281.6898 274.734 293.2131
23428 --- --- 2.138183 5.766172 1.922452 3.385423
13862 NM_024108 TRAPPC6A 199.9444 381.2786 167.598 230.5828
23023 --- --- 56.27526 51.64922 66.86266 58.32849
6165 NM_152442 RAD9B 24.85349 31.16156 20.66945 29.1914

15573 NM_032528 ST6GAL2 160.7604 139.395 140.9916 117.1734
4580 NM_018039 JMJD2D 228.7079 222.7635 195.6552 230.0893

25921 NM_007005 TLE4 1000.286 477.4887 862.5505 828.8675
15983 NM_00107719ATG9A 1366.107 1404.916 1225.57 1131.176
2346 NM_000298 PKLR 194.3856 174.0608 167.953 157.3712

21286 NM_022145 CENPK 1198.072 940.0602 1034.938 1268.59
2736 NM_016102 TRIM17 121.4819 137.7059 135.9667 127.826

26787 NM_014581 OBP2B 97.05963 87.0172 79.30162 77.53701
26821 NM_198946 LCN6 163.7713 168.3176 157.4965 133.9869
5357 --- --- 644.3343 759.6425 659.6087 608.1997
3554 NM_00100429OR13A1 49.716 48.76011 59.92931 55.7441

17065 AB096962 KRTAP7-1 50.90217 64.96824 65.61571 66.83558
25501 NM_0010015 GDF6 74.35482 70.37284 76.63867 58.6945
10321 NM_182854 SNX20 91.57657 97.81228 97.26031 88.79655
16974 NM_004649 C21orf33 488.1737 573.9357 485.0792 419.9048
16086 NM_153325 DEFB125 35.77224 34.30979 39.78409 26.95179
25152 NM_016512 SPAG11B 257.9125 262.1976 240.1731 228.8677
2994 NM_001630 ANXA8L2 135.3039 95.17951 119.9127 114.094
5029 NM_015430 DKFZP586H2 120.7468 129.4445 136.2565 91.6886

21419 --- --- 7.150234 2.713243 9.411756 9.020943
23835 --- --- 80.68788 67.59209 85.47215 79.70205
19286 NM_004488 GP5 273.0182 271.1433 289.6796 257.2484
3442 --- --- 502.5023 1097.969 611.4345 560.836

14591 NM_138621 BCL2L11 198.638 396.3978 184.4356 238.9901



1614 --- --- 55.84116 64.47462 66.35435 61.6741
4627 NM_015191 SNF1LK2 1163.581 806.1744 1116.518 1014.05
5539 NM_006500 MCAM 2325.475 5027.563 2144.14 2717.934

20415 NM_0010124 TRIM61 88.78389 112.6318 121.5397 76.76113
2663 NM_002497 NEK2 1715.145 1146.845 1797.233 1983.989

16212 NM_0010377 DEFB115 77.97861 92.99373 91.02242 93.61111
14967 --- --- 111.2122 75.06892 102.8055 91.26019
13473 NM_00100519OR7G2 31.83972 39.59827 43.36662 41.46021
20536 XM_936262  /LOC391764  / 106.4721 195.9775 152.7125 159.1569
5892 NM_003578 SOAT2 102.0249 96.44031 120.4155 102.7912
4314 --- --- 131.9073 105.719 110.6807 97.76021
4017 --- --- 39.68482 39.06408 45.17849 42.18033

19442 NM_005349 RBPJ 2549.308 2550.065 2653.379 2923.072
16521 --- --- 157.3348 137.8555 171.9117 161.9951
3409 --- --- 73.05099 81.13486 71.44955 58.10667
7838 --- --- 60.69456 59.02611 52.54991 43.22572
5727 NM_030766 BCL2L14 89.55466 64.30622 97.54985 94.69353

10571 NM_002663 PLD2 699.6113 703.4398 628.1523 647.2053
12171 --- --- 30.03265 30.51029 22.33464 24.41188
1920 ENST0000035AK2 4028.174 4909.288 3814.002 4761.633
7616 ENST0000033C14orf23 95.30256 104.9707 85.97472 101.4322
3093 --- --- 31.8765 44.45824 43.39589 46.05421

15133 NM_00100849 2-Sep 4508.11 4616.118 4300.131 4475.431
16448 XR_039224 LOC10013291 169.5623 181.0185 205.9924 186.1805
27423 NM_00101298UBE2NL 648.6201 466.684 738.7823 870.1484
9394 BC028144 FLJ42289 31.05836 29.20106 29.78349 23.19314

10251 NM_031478 FAM57B 235.7561 262.3666 254.3711 205.003
10000 NR_003228 AFG3L1 320.9508 266.0887 305.9066 367.7192
22262 NM_015891 CDC40 1074.318 933.3027 932.4683 1243.878
18001 NM_003278 CLEC3B 446.2062 584.3925 519.4537 457.1277
26237 NM_207510 FLJ45224 163.2274 187.209 198.818 174.6658
4801 NM_016564 CEND1 336.3482 394.3122 323.8668 332.0746
491 NM_174936 PCSK9 191.1734 241.0082 207.3095 197.4341

19837 --- --- 45.38742 36.38439 28.09653 51.17036
21007 --- --- 5.887843 20.22577 17.50889 11.20316
9891 --- --- 38.37083 44.04848 39.34381 46.36572

16369 --- --- 60.54513 66.24583 66.04041 68.10479
23807 NM_004445 EPHB6 95.3312 111.3181 89.22936 100.7286
14044 NM_00108144LILRB5 102.304 108.6581 103.4167 93.48411
18198 NM_175056 ZPLD1 74.86738 84.78539 80.34457 80.17225
11798 BC128165 C17orf73 85.68349 92.59064 105.794 99.2822
6217 NM_0010336 CABP1 70.26006 70.50121 85.46478 82.81711

25995 --- --- 61.38478 67.46907 76.56862 72.36264
18498 --- --- 23.81532 33.90907 37.17899 25.09569
19653 --- --- 226.1812 232.1146 196.3472 208.5594
3079 --- --- 51.47054 59.84783 43.29497 58.63329

19416 NM_031911 C1QTNF7 36.70961 30.57178 29.45821 33.72506
27242 --- --- 13.52187 6.552894 4.487199 10.3421



26363 --- --- 146.3795 147.4674 138.6487 151.8918
16220 --- --- 201.6369 241.4099 195.3184 185.7279
6537 ENST0000026HSU79275 138.1804 156.7302 149.1864 137.3477

12734 NM_080864 RLN3 180.911 153.1043 173.6549 160.5562
11965 NM_00100168FLJ45079 55.39854 40.9407 61.15304 52.07038
11065 --- --- 59.81269 56.88079 89.70605 91.2953
27716 --- --- 32.46022 38.48367 29.42873 27.60052
28594 --- --- 3.829755 25.53789 14.61085 10.4473
12158 --- --- 24.67354 22.28137 12.9486 24.45773
14492 --- --- 85.42706 78.84566 67.17439 81.10868
15066 BC024251 C2orf57 95.58295 119.2721 110.0708 108.91
15002 NM_005444 RQCD1 3253.385 3480.182 3087.348 3415.54
2481 --- --- 4.734862 2.311234 6.230343 7.362169
869 NM_178434 LCE3C 133.9676 123.3586 146.5438 139.0396

1820 ENST0000031LOC10013175 74.85419 101.7488 85.05009 100.2185
17216 CR456358 FLJ32575 120.0789 116.7934 138.6646 106.0996
20100 --- --- 1.528054 4.42308 1.620144 1.583239
24783 --- --- 6.771945 9.419838 11.65275 12.41741
27854 NM_000354 SERPINA7 19.98843 33.14852 20.42329 20.80104
1823 NM_201542 MED8 1011.077 1158.505 1033.492 1067.423

26258 uc004com.1 TUBB4Q 887.0027 744.8206 947.5966 1039.909
3697 --- --- 316.9161 287.2556 238.7922 347.01
3699 --- --- 316.9161 287.2556 238.7922 347.01
1946 --- --- 22.00145 24.00482 38.59584 28.52211
8985 NM_019066 MAGEL2 35.39157 58.04893 43.57426 35.69226

16343 --- --- 35.55708 33.07135 54.27147 39.3845
11714 NM_000342 SLC4A1 104.5185 91.72492 91.42087 98.51398
10160 AY507846 C16orf63 1957.873 2100.254 1912.517 2209.673
13622 NM_005543 INSL3 147.941 146.7084 142.336 124.1396
12005 BC090923 C17orf90 862.1411 937.3087 793.9506 773.8007
12639 NM_020415 RETN 546.9937 574.6905 553.3498 520.4797
17139 --- --- 25.20982 19.57514 29.96335 24.4958
18515 --- --- 17.81396 27.07992 23.55766 18.62726
7562 NM_014579 SLC39A2 63.47271 44.42349 70.12451 71.91599

17675 NM_030643 APOL4 74.87637 43.74599 94.05575 96.6162
13081 ENST0000037LOC400707 99.13496 87.08351 107.3379 111.3278
19925 --- --- 67.38965 90.41189 63.36758 71.55794

149 NM_004070 CLCNKA 212.4601 164.6697 193.3366 185.0696
26770 NM_032843 FIBCD1 218.6411 239.5895 204.7882 208.9579
15464 --- --- 24.55284 33.15565 28.51481 27.60016
16406 BC105792 C20orf107 179.4855 216.3965 172.9014 219.677

167 NM_207421 PADI6 53.91248 63.3125 64.01178 58.33118
3387 NM_033178 DUX4 149.0826 175.7511 213.6689 139.0933
3388 NM_033178 DUX4 149.0826 175.7511 213.6689 139.0933
3389 NM_033178 DUX4 149.0826 175.7511 213.6689 139.0933
3391 NM_033178 DUX4 149.0826 175.7511 213.6689 139.0933
3392 NM_033178 DUX4 149.0826 175.7511 213.6689 139.0933
1964 BC062795 LRRC44 2.781839 6.079797 5.107455 3.819335



20865 --- --- 81.51168 73.96889 88.54077 79.86943
20290 NM_00100170LOC401152 573.5009 1264.929 648.5787 844.7493
19056 NM_015103 PLXND1 605.3229 573.3167 400.9372 483.3058
6641 --- --- 9.569232 6.694877 9.254132 11.87145
5963 --- --- 50.4576 66.84001 53.82527 43.59398
5289 BC104448 C11orf72 79.19466 90.1864 88.66218 90.33297

17189 ENST0000033C22orf37 63.01757 93.0295 78.97588 63.60965
21471 --- --- 26.74327 23.67013 23.09072 22.61634
18641 NM_022461 AZI2 1030.889 988.0505 1244.036 1168.084
23065 NM_001431 EPB41L2 2839.313 2573.119 2925.477 2830.212
23622 NM_033506 FBXO24 68.92368 85.05324 71.60374 77.10221
25725 XR_018419 LOC392285 4595.633 4450.305 4427.902 4307.694
10737 BC031617 FAM27L 90.79272 94.28703 92.17657 94.0322
6928 NM_000928 PLA2G1B 117.3093 88.16283 122.0113 105.3278

20460 --- --- 8.046487 17.17781 9.730829 10.28698
22416 --- --- 1.455003 3.934142 2.722937 2.376578
2483 --- --- 66.44447 72.18866 59.21298 56.70184

27950 --- --- 150.4998 88.23335 167.8561 114.0679
11652 NM_002280 KRT35 55.39005 63.27804 62.30045 63.78173
2512 --- --- 2.373038 3.951729 7.239109 3.695312
6001 --- --- 48.61627 43.37983 56.99738 42.16712

13184 NM_0010317 ZNF613 187.5772 198.3876 206.9819 230.1491
22714 NM_007260 LYPLA2 1549.781 1685.324 1880.484 1400.938
11595 --- --- 1.628941 2.179903 10.78377 6.437499
20762 NM_005575 LNPEP 3176.471 2508.099 3195.107 3278.065
7823 NM_004452 ESRRB 74.00542 48.20056 85.75567 90.09253

26354 --- --- 7.869771 11.71171 6.485744 8.978013
16168 NM_178477 BANF2 50.54773 50.20364 48.44658 47.01079
6193 --- --- 42.05487 65.49274 54.63342 51.78094

13511 --- --- 121.298 103.2243 118.2774 136.0414
4824 NM_016093 RPL26L1 992.2438 806.6729 880.4164 1112.253

23324 NM_194300 CCDC129 104.2332 86.5668 87.86349 95.92757
284 NM_152304 RAB42 30.71438 28.11131 36.05523 28.50779

19829 NM_004453 ETFDH 306.84 259.1453 368.2211 396.4146
7075 --- --- 17.60861 25.81264 24.65794 25.90305

19303 NM_004168 SDHA 1825.768 1667.418 1379.037 1896.567
4609 NM_015423 AASDHPPT 1973.922 1706.816 1956.631 2185.262
6060 --- --- 25.68415 22.86244 25.49234 20.09153

25607 NM_006096 NDRG1 1813.703 5058.419 3459.09 2419.517
1957 NM_000957 PTGER3 73.40835 79.8292 74.63289 67.25359

11038 NM_080677 DYNLL2 1827.59 1865.271 1850.092 1796.947
1081 --- --- 45.15117 43.42494 45.87527 46.9471

13221 NM_145814 CACNG6 492.4427 494.6565 498.261 401.0365
3170 NM_001548 IFIT1 717.9619 320.9225 227.1085 341.6487
5820 --- --- 92.95502 111.8944 131.7665 107.7402

18192 --- --- 10.58024 9.182729 12.93683 8.995122
27816 NM_024885 TAF7L 63.42043 84.26822 60.16652 94.09615
7781 NM_015351 TTC9 167.4546 252.6127 173.6544 185.7054



27838 NM_153333 TCEAL8 690.1969 590.9963 645.7052 892.2617
10390 NM_025082 CENPT 548.9063 447.3474 581.9175 679.2775

418 --- --- 14.74913 19.52869 15.10517 22.41848
8022 NM_020920 CHD8 1403.637 1194.659 1456.483 1606.816

13880 NM_004819 SYMPK 1711.344 1763.302 1721.379 1529.764
18069 NM_080865 GPR62 619.1817 732.4855 698.1672 608.6786
2337 NM_018973 DPM3 1001.524 1156.592 1026.301 1144.966
1928 --- --- 23.98176 23.80816 41.60531 34.58133

13814 NM_173506 LYPD4 88.04709 108.1038 82.61059 72.96398
16994 NM_030582 COL18A1 492.8577 527.4089 475.394 397.1149
27053 NM_003173 SUV39H1 927.2888 538.9407 877.152 824.6104
28322 NM_000063 C2 69.02775 103.3455 77.93792 68.10445
28455 NM_000063 C2 69.02775 103.3455 77.93792 68.10445
25437 --- --- 3.94238 2.481148 2.07699 3.08167
14762 --- --- 1544.664 1741.214 1471.458 1731.609
19325 XM_00171949LOC10012965 1729.642 1465.523 1979.278 1844.715
8924 --- --- 89.65536 37.59045 108.2885 113.4041

13780 NM_018457 PRR13 1873.141 2157.125 2035.178 2125.915
17197 NR_002733 DGCR5 403.215 466.7532 359.4879 348.7609
13087 NM_002517 NPAS1 99.22004 198.338 113.3475 110.5128
2366 NM_005920 MEF2D 1326.804 1258.253 1160.53 1194.073

21366 --- --- 75.90985 75.07621 97.36037 77.27253
24810 NR_001448 ADAM5P 15.1003 16.50125 22.76764 17.52341
14168 --- --- 29.40119 17.41071 33.68848 27.64226
19088 NM_016216 DBR1 535.665 403.265 479.6979 608.954
14593 --- --- 120.8668 129.4876 137.399 128.5019
20572 --- --- 14.26563 3.832767 11.40894 10.5107
24781 --- --- 167.0272 134.2548 156.0934 166.9933
24836 --- --- 51.27762 52.76844 52.73212 42.43571
9656 NM_018690 APOB48R 65.35957 102.3534 70.17037 81.952

25585 BC101502 C8orf78 51.17346 73.15141 63.77512 74.86045
15542 NM_025190 ANKRD36B 673.1658 1132.417 528.1871 968.7824
4989 --- --- 24.70358 23.66959 30.32029 30.62647
2089 NM_006492 ALX3 465.5313 505.3084 478.7808 443.9439
7296 NM_002128 HMGB1 1538.088 1428.194 1469.231 1943.65

12707 --- --- 8.0392 2.716374 10.45209 4.861141
17884 NM_152536 FGD5 55.82523 44.26709 56.03333 58.36462
25019 --- --- 65.57526 57.91048 52.35622 60.5005
8076 NM_139247 ADCY4 139.2873 121.4076 123.1379 109.7966
6446 ENST0000034LOC729025 37.91311 30.58417 32.87729 32.35382

14127 NM_0010395 CCNL2 656.5936 1057.448 542.2679 739.611
26643 NM_0010039 TXNDC8 22.06229 9.744974 20.65729 16.74712
23167 NM_005577 LPA 115.4306 99.56133 90.09077 102.035
10863 NM_199321 ZPBP2 52.29962 60.76576 63.63899 51.70232
2946 NM_001826 CKS1B 3702.823 2878.282 3574.807 3904.478
6249 NM_006815 TMED2 7972.878 7323.239 7441.479 8352.298

12800 NM_000453 SLC5A5 103.2932 87.2951 97.20358 74.16988
16809 ENST0000024C20orf90 256.3228 242.6441 237.5434 236.5772



997 NM_152366 KLHDC9 68.54912 63.2699 66.81348 67.20966
9795 NM_005949 MT1F 1652.207 1720.367 1133.432 3249.751

19551 NM_003154 STATH 10.16595 18.96494 14.00042 16.78887
23731 --- --- 104.4 112.2279 96.44549 108.6586
28055 NM_00103958PNCK 235.1524 296.7494 254.9183 274.019
7515 NM_024719 GRTP1 240.2698 275.085 247.2798 235.6789

22797 --- --- 885.0238 1056.919 868.2094 846.122
872 NM_178430 LCE2D 82.48406 68.52164 82.6019 88.45972

5486 --- --- 150.5562 150.5379 142.2004 120.2532
1332 NM_006615 CAPN9 60.61372 59.8473 63.45613 68.00105

26974 NM_182506 MAGEB10 83.96041 71.12633 95.56674 85.57007
25304 NM_000025 ADRB3 86.20081 106.2126 104.2118 120.3169
6496 --- --- 18.30183 9.007109 27.09995 14.86564

24369 --- --- 31.06185 29.29734 29.98444 42.62659
11992 BC110822 FLJ90757 236.3229 279.4016 219.0408 243.8108
17928 NM_013374 PDCD6IP 3087.543 2784.8 3266.6 3184.193
11840 NM_0010014 TBC1D3B 304.5018 429.6927 311.7392 340.7735
10779 --- --- 83.47301 104.8968 111.7833 81.05605
1337 NM_014236 GNPAT 1153.472 1150.035 1337.512 1363.013

25751 NM_002170 IFNA8 85.04401 70.40298 75.839 98.36598
25333 --- --- 14.25131 17.24054 13.55198 12.82337
3355 --- --- 20.13597 14.73278 12.10621 23.71757

26403 --- --- 90.65144 87.19118 80.87774 85.39665
27265 --- --- 54.20666 52.31544 55.18432 64.28321

414 --- --- 31.54484 32.49369 40.289 27.66205
22323 --- --- 6.313724 15.24853 6.06741 13.14211
8548 --- --- 711.2872 481.5545 547.7527 855.2173
4816 NM_001909 CTSD 4162.995 6369.709 3552.967 4473.973

21279 NM_001826 CKS1B 4077.618 3161.386 3902.571 4275.052
20349 ENST0000032FREM3 44.93581 54.34909 57.70562 53.44202
15214 --- --- 18.00013 16.17149 15.38862 12.66658
17700 --- --- 104.6218 100.07 102.9343 96.06042
15563 NM_153836 CREG2 213.5611 244.5066 250.3905 219.9351
2638 NM_052934 SLC26A9 87.57098 69.75973 80.21784 75.79447
4811 NM_0010043 KRTAP5-2 366.4233 402.185 382.4202 423.9066
3190 NM_181745 GPR120 57.67279 25.65157 59.54586 48.24176

14844 NM_194247 HNRNPA3 3575.775 3252.168 3617.194 4332.445
2252 NM_032132 HORMAD1 27.15088 30.90734 20.55408 20.10774
9713 NM_0010082 TRIM72 85.43864 100.6243 108.3416 108.7283

11145 --- --- 23.19458 30.41673 36.35646 23.22913
9495 NM_002613 PDPK1 1551.439 1537.633 1724.462 1735.73

23132 --- --- 22.30764 25.29684 23.59074 18.95046
22916 ENST0000023LOC10013150 8.764432 18.50722 9.873438 10.04318
11021 NM_032559 KIF2B 81.11285 68.29132 92.10869 87.47247
13502 NM_001800 CDKN2D 707.7296 664.9238 674.0081 643.5439

805 --- --- 490.9025 1441.01 583.4219 597.1927
15049 --- --- 26.09076 31.67779 27.15054 23.43078
8106 NM_013448 BAZ1A 1802.324 1323.465 1972.281 2317.649



22640 --- --- 54.3432 9.882692 23.91286 21.32756
15933 NM_006891 CRYGD 119.1992 94.31335 100.0966 153.584
13733 BC052603 LOC342892 1030.13 1306.125 1106.401 1308.2
1133 --- --- 32.96449 28.34566 49.50106 39.08746

10972 NM_00100284MYL4 81.89932 53.22614 71.8906 84.87167
13628 NM_005354 JUND 955.3134 791.9224 847.5585 759.5396

577 --- --- 28.19134 20.8571 27.13353 33.09049
5926 NM_054104 OR6C3 57.7416 81.71419 71.45365 62.20478

10393 NM_000229 LCAT 264.4278 233.3196 266.7541 233.6142
28536 --- --- 21.423 24.07851 30.53028 27.03307
15588 ENST0000037FLJ44006 74.26375 56.23564 63.92169 64.8595
20420 --- --- 39.22832 29.23631 47.48815 48.36711
7362 --- --- 168.3878 227.6498 181.8385 237.0085
9665 NM_032038 SPNS1 1150.325 1224.386 995.9106 1041.649

19265 NM_052969 RPL39L 936.3002 654.9872 838.2364 872.3861
17041 --- --- 88.24534 63.76129 91.83376 75.24525
14266 NM_032312 YIPF4 801.9457 1185.306 815.084 829.2787
28859 --- --- 15.24793 20.53284 17.77261 22.35977
17374 NM_013365 GGA1 693.9268 1231.514 720.5787 707.6523
15301 NM_012205 HAAO 197.3764 247.9431 231.5518 203.0483
8697 --- --- 234.2116 226.5146 256.2844 288.8578
7387 --- --- 183.629 223.2561 167.2643 141.7711
6879 --- --- 174.5928 153.8969 125.3032 177.6808
3390 NM_033178 DUX4 154.9678 181.0093 220.5588 145.1308

21768 --- --- 7.441227 11.43679 11.75381 13.4057
2014 NR_002830 LOC492303 199.6283 195.3112 168.2332 201.0322
2426 NM_001778 CD48 77.04861 71.39423 61.45804 67.908

20819 --- --- 45.41757 41.59608 47.7217 49.44878
18519 NM_198485 TPRG1 66.24575 61.46882 47.49514 51.7032
25662 NM_031309 SCRT1 151.2013 127.4625 146.8045 165.4641
13541 NM_000528 MAN2B1 1281.302 1766.456 1454.916 1364.07
9927 NM_005752 CLEC3A 69.82816 83.31535 83.86108 82.50801
3164 NM_020799 STAMBPL1 589.0182 602.3473 783.3253 728.3011

27377 NM_0010781 FAM127A 2384.741 2534.935 2658.183 2181.527
24846 ENST0000034FLJ46365 81.94582 97.04738 83.70376 89.56401
19954 ENST0000032LOC10013313 145.9759 133.0295 166.5266 174.6761
16918 --- --- 409.3229 438.5585 361.3057 395.6229
25445 NM_001442 FABP4 18.4819 24.23926 25.70508 15.4018
21324 ENST0000027ANKRD31 53.38223 48.73996 56.91307 54.85809
2772 --- --- 181.0145 219.8684 191.9531 145.9228

22534 --- --- 1.706757 0.00444608 8.91538 2.544128
19426 NM_022346 NCAPG 2357.037 1347.977 2182.696 2702.538
11935 --- --- 81.39521 94.40845 94.03769 86.72109
19262 NM_018138 TBCCD1 749.7625 573.9848 627.4998 754.1172
20125 NM_005420 SULT1E1 18.0122 21.30379 13.07025 20.48215
9288 AF216224 C15orf5 65.11604 45.27804 54.58596 58.82425

20052 --- --- 57.8166 86.1581 65.48379 61.41576
5927 NM_00100549OR6C75 20.72182 15.27511 24.38294 24.83804



16772 --- --- 58.37181 59.17629 64.35012 70.23753
13741 NM_016536 ZNF571 48.16959 89.31955 76.83904 67.31919
19530 --- --- 5.598983 6.673194 10.55965 6.61892
26548 --- --- 576.8196 1080.365 686.3294 571.3243
19008 NM_053025 MYLK 958.4438 455.8589 791.5237 722.7097
28280 NM_013941 OR10C1 90.11963 60.62949 90.2583 81.78175
28415 NM_013941 OR10C1 90.11963 60.62949 90.2583 81.78175
26217 NM_00101804PAEP 484.1689 552.8683 410.7354 405.4648
25110 NM_005309 GPT 151.9646 117.1893 135.0194 133.317
4488 NM_153614 DNAJB13 81.64619 68.79718 73.18496 81.96626

24532 NM_013252 CLEC5A 47.20777 47.23596 52.47717 48.79073
6022 NM_007007 CPSF6 1275.829 1123.786 1218.493 1395.73

10098 NM_0010988 SRL 70.75111 64.45599 72.86032 87.11214
11789 NM_005220 DLX3 97.93044 96.79245 93.59066 82.05689
26162 AK125285 LOC10012978 256.268 331.7179 251.6154 235.062
23642 NM_181552 CUX1 848.3741 927.986 765.7049 884.9962
20099 --- --- 6.73338 2.882499 4.312704 2.284332
10189 NM_003460 ZP2 57.32467 61.35836 55.35141 50.08479
1799 --- --- 89.78767 51.06697 69.91251 94.27509
8148 --- --- 55.35384 31.99494 49.7689 49.49498

25280 NM_0010095 PPP2CB 1558.111 1326.638 1603.65 1551.881
17205 NM_002688 5-Sep 155.4586 211.4432 183.4818 136.7515
26033 NM_002874 RAD23B 4223 4169.111 4407.871 4592.3
13715 NM_004646 NPHS1 82.49767 90.15032 86.4025 75.36218
19563 NM_152291 MUC7 90.90352 101.4747 100.5102 99.18494
14253 --- --- 357.5913 595.0745 304.259 423.0179
12749 --- --- 52.49027 60.00875 51.60941 55.58835
5601 --- --- 47.56784 34.49284 43.83335 45.44418

21442 --- --- 55.41727 63.22312 64.00922 53.64123
2715 NM_003240 LEFTY2 284.7327 297.7484 309.6859 267.9384

14667 --- --- 71.9923 69.07107 55.27581 63.68622
11759 --- --- 60.23244 36.18274 48.06664 50.19884
10264 --- --- 299.1095 380.7767 337.7701 365.205
20189 NM_015697 COQ2 998.4025 729.3365 996.3651 1012.489
6359 --- --- 21.64815 22.96348 24.59392 19.65876
9251 NM_052840 BRUNOL6 138.8106 154.147 145.1442 144.5897

14761 --- --- 2.660391 9.025502 7.8014 1.209434
25967 --- --- 26.89615 33.79454 36.37263 26.54342
19460 --- --- 8.670074 11.20817 9.190018 9.28966
19154 --- --- 22.09775 29.02078 23.61711 24.52657
12038 NM_033059 KRTAP4-11 193.6697 185.818 208.3104 193.1599
10895 NM_005177 ATP6V0A1 1311.174 2009.469 1413.01 1729.264
14709 NM_013310 C2orf27 347.794 376.102 348.9243 390.2318
2673 BC035742 LOC149643 18.42183 14.41358 23.42484 23.08494
9369 NM_018670 MESP1 461.8301 538.3725 494.184 438.3061

28156 NM_032576 CYorf15B 94.7336 73.55744 101.8691 108.9804
3629 NM_00108044DNA2 588.1948 409.6056 534.1281 585.3333
6953 NM_198261 RSRC2 1218.209 884.2574 1069.114 1406.037



9178 --- --- 230.9716 257.9727 227.5641 226.3844
9309 AK097452 LOC10013374 53.00642 63.63283 72.73708 67.57521
6146 NM_203436 ASCL4 52.8947 35.28662 42.47762 47.101
4407 NM_006842 SF3B2 2281.682 1972.344 2339.451 2293.788

15260 AY358806 UNQ3029 58.68288 51.63241 53.09848 43.74773
12302 NM_020040 TUBB4Q 2981.068 2650.265 3057.629 2909.64
16955 ENST0000035C21orf121 83.67225 94.8473 103.7903 70.19483
26289 --- --- 1724.578 1643.484 2171.283 2210.681
21959 NM_021221 LY6G5B 603.882 445.127 488.1689 504.5089
23035 NM_148963 GPRC6A 33.34461 41.034 27.51249 24.24663
22329 NM_016377 AKAP7 138.024 123.1792 135.239 152.8761
13215 --- --- 11.11585 7.161972 10.66064 9.603882
17162 --- --- 36.25227 33.11671 29.00983 36.70089
9438 NM_021168 RAB40C 1023.623 1024.252 1229.367 1006.768

13084 NM_00103988FKRP 253.2219 343.6917 282.8198 253.4731
26485 --- --- 0.364208 1.699918 4.743566 5.634876
11822 NM_0010804 HSF5 141.0693 131.9347 127.0163 134.7171
14889 --- --- 23.80598 20.45051 24.41064 15.44135
14133 NM_006625 FUSIP1 2413.844 2228.817 2669.799 2812.226
5641 NM_031465 C12orf32 2732.006 1699.122 2428.233 2636.363
3378 NM_152643 KNDC1 160.1493 155.915 173.9588 161.3444
1952 NM_000329 RPE65 20.83117 28.53942 32.15966 28.25455

17572 AY358961  // DKFZP434P21 167.0377 226.021 180.175 201.1085
10325 --- --- 37.61156 44.63097 43.89354 55.62956
20957 NM_006846 SPINK5 46.6695 47.46872 56.83804 46.54448
16062 NM_018645 HES6 96.15166 137.4877 92.60932 108.998
8962 --- --- 51.96828 37.57262 56.97449 59.27054
8970 --- --- 51.96828 37.57262 56.97449 59.27054

21378 NM_020801 ARRDC3 2064.888 3572.635 3026.864 2338.419
21211 NM_023073 C5orf42 752.9664 447.9246 614.3386 713.9814
3987 NM_0010051 OR52I2 30.92288 21.6294 21.14604 26.73426

15442 BC025997 C2orf65 132.9363 152.6624 137.6346 130.066
10068 ENST0000038PDPK2 2354.591 2194.181 2239.115 2153.635
16515 NM_000678 ADRA1D 234.8557 279.4971 233.0257 205.2676
4976 NM_006512 SAA4 49.60136 57.19862 59.40194 46.70134

17472 --- --- 155.8244 146.2109 159.2108 158.0004
7825 NM_194287 C14orf166B 63.06825 86.66973 80.03064 72.61375

21990 --- --- 372.0269 458.3679 321.4958 297.5243
22598 NM_005322 HIST1H1B 4885.365 3152.696 4552.524 4557.266
20484 NM_020040 TUBB4Q 797.8483 596.4259 885.8171 827.6513
3725 NM_003956 CH25H 109.4327 130.6975 92.86763 113.9675
9295 NM_015162 ACSBG1 111.8252 113.4848 104.4076 104.6523

11573 NM_0010014 TBC1D3C 398.1064 562.5441 396.5753 444.5934
23942 NM_024963 FBXL18 778.9709 625.6823 790.9886 751.1146
20328 --- --- 11.92345 11.00225 15.8475 15.31163

199 --- --- 73.51943 16.74849 38.02744 33.52491
21173 --- --- 70.41286 73.85658 64.36425 69.99474
8642 NM_004048 B2M 5205.118 5280.692 5593.439 5316.49



10028 NM_207419 C1QTNF8 197.5939 240.5123 221.2725 208.6708
14988 --- --- 58.52518 71.98947 71.58202 59.04633
7676 --- --- 25.36291 26.03057 19.60419 27.40755

28711 --- --- 11.80781 26.65244 21.97672 11.39812
22042 --- --- 77.94446 81.03828 80.93365 83.77824
2379 --- --- 61.73239 51.25055 41.66372 66.77711

22857 --- --- 47.37389 46.42281 55.19217 55.31876
23832 NM_0010041 OR2A12 17.61023 34.89235 32.8556 22.10193
24778 --- --- 184.6184 116.3793 161.4822 193.2772
26630 NM_006686 ACTL7B 179.2786 194.7888 156.1932 177.706
11165 NM_001088 AANAT 77.31223 85.04917 85.16425 91.79249
20946 NM_015071 ARHGAP26 554.8048 506.3274 522.5531 622.4403
1432 NM_0010133 OR2G6 79.06461 93.40697 72.60463 87.52776
3274 NM_014976 PDCD11 1295.023 1040.931 1279.646 1311.531
5844 NM_000725 CACNB3 866.1026 733.5774 717.3887 740.7469

26669 NM_017443 POLE3 1940.271 1534.803 1809.938 2157.323
8673 NM_007347 AP4E1 1171.159 1058.423 1180.857 1308.148

23827 NM_00100468OR2F2 80.22072 60.83268 80.47692 53.20929
15022 NM_018674 ACCN4 80.52839 80.31796 69.82205 70.08888
8891 --- --- 122.2683 104.2019 111.5189 115.3151

11976 --- --- 34.55342 34.54385 26.18349 35.75476
4239 NM_00100474OR5T3 8.013162 14.76875 9.430408 17.85573

22979 NM_032730 RTN4IP1 284.9929 209.5274 233.7623 353.0096
5097 ENST0000031OR8J2P 53.94559 31.81825 37.58375 48.4632

28845 --- --- 112.7676 176.404 126.6904 117.5021
4322 ENST0000035LOC399900 60.34506 70.25223 61.02441 77.59132

19600 NM_003943 STBD1 158.8038 159.9886 138.4789 157.731
20505 --- --- 161.6481 182.3123 192.0355 165.8942
2782 --- --- 3.399769 8.638561 6.259096 5.477047

21970 NM_000063 C2 66.38918 99.37083 75.20371 65.74836
23384 NR_003595 CDC14C 407.6306 455.8936 371.0138 278.7437
21392 --- --- 4.64103 3.122332 3.24922 2.790531
14786 --- --- 14.5248 6.937173 14.67216 18.85003
22371 NM_032860 LTV1 904.0742 507.3825 975.2947 1104.661
12965 NM_002503 NFKBIB 836.7549 869.9929 966.9073 732.6139
27568 --- --- 64.88729 58.21193 104.7065 44.98984
16095 NM_031229 RBCK1 1623.25 1821.545 1812.689 1210.359
15858 NM_005259 MSTN 9.619255 26.64056 15.35853 15.94413
3898 NM_002417 MKI67 3727.216 2108.214 3966.544 4238.062

13025 NM_031451 TEX101 50.72828 54.43172 43.13469 50.8138
7879 NM_023112 OTUB2 566.7879 411.2238 557.8713 567.9122
3685 NM_0010072 DUSP13 133.6582 126.1791 152.2836 122.5706

22771 --- --- 154.7235 212.8767 173.3292 143.8186
26802 NM_002003 FCN1 157.3401 138.2067 153.3546 137.0883
14318 NM_00100870CHAC2 433.2243 272.4676 505.7259 521.7892
7604 NM_00104820REC8 189.401 180.6488 184.1927 179.652
3340 NM_144587 BTBD16 80.66373 86.64964 75.09383 77.26469

22437 NM_014161 MRPL18 1799.93 1204.559 1638.504 1826.245



28800 --- --- 21.16329 18.13674 26.75253 29.79665
18199 --- --- 231.935 309.2097 212.0959 194.9848
12311 NM_022840 METTL4 1111.285 815.3552 1020.381 1087.933
23048 --- --- 8.336241 4.931634 9.214842 7.042082
3824 BC036193 FAM26C 107.9523 103.8962 97.8795 105.2611
2893 NM_018324 OLAH 33.22128 23.84107 21.58396 32.63147

11750 NM_145255 MRPL10 648.2071 549.5404 653.2581 560.6371
19699 --- --- 61.36542 69.04184 76.38721 68.05274
9116 --- --- 142.8205 135.7128 139.3966 125.3267

28601 --- --- 65.01764 84.79794 67.38993 80.31842
13055 NM_001646 APOC4 422.8528 531.5315 437.2404 409.7362
23554 NM_012449 STEAP1 307.1081 362.6942 323.1991 520.7815
7270 --- --- 24.50752 33.78748 28.77378 31.07395

11817 NM_000250 MPO 112.3863 93.91823 100.595 110.7384
11506 --- --- 72.10259 95.95664 77.85716 85.59446
5772 NM_018686 CMAS 1192.74 1331.805 1040.238 1323.279
2079 NM_00112296C1orf194 216.3986 210.297 191.9257 213.8964
4531 --- --- 3.864338 2.685536 4.913245 4.265005
5847 NM_005430 WNT1 341.0334 304.9493 316.7764 299.5393

10384 NM_001138 AGRP 344.2739 312.4644 317.1281 306.671
17095 NM_144492 CLDN14 99.8838 133.1481 135.9296 98.90812
5205 NM_004790 SLC22A6 164.598 155.5358 155.7266 141.8358

24743 NM_014265 ADAM28 64.71114 90.73309 90.0954 79.34133
7171 NM_015567 SLITRK5 510.3576 446.6783 531.2198 545.913

12861 NM_006627 POP4 1565.67 1609.956 1632.662 1669.343
20278 BC044799 C4orf21 284.172 199.7658 231.8004 267.6923
22939 NM_003800 RNGTT 1198.514 969.8466 1259.656 1329.036
20625 BC111982 FLJ37543 87.29646 110.0298 94.68413 95.08831
26868 --- --- 2448.949 1960.027 2136.189 2376.022
16924 NM_015358 MORC3 635.2131 589.3371 623.095 698.8237
14957 NM_003812 ADAM23 222.3821 1752.424 128.316 608.2217
10705 ENST0000034LOC400581 118.9168 87.10555 95.10327 97.62779

367 --- --- 40.30156 51.19872 43.63457 59.74087
5077 NM_0010019 OR4C13 82.46875 65.27218 87.9087 82.58848
9704 NM_152288 ORAI3 804.0159 1158.168 757.6346 839.0419

14360 --- --- 112.8081 71.55098 91.0862 103.9832
1540 NM_006341 MAD2L2 924.689 1197.684 744.1186 984.5619
1887 NM_006671 SLC1A7 103.8871 106.86 90.93114 82.96042

21186 --- --- 21.90803 13.31055 21.93004 20.72467
1835 NM_0010136 TCTEX1D4 107.0721 116.4236 95.48406 112.9526

28207 NR_001547 RBMY1A3P 24.93211 20.94225 27.76896 22.47869
22724 NM_178508 C6orf1 448.174 361.4478 437.7041 325.5851
24633 NM_00103766DEFB107A 18.50988 15.75439 17.59196 17.14194
25167 NM_00103766DEFB107A 18.50988 15.75439 17.59196 17.14194
20695 ENST0000034LOC728780 88.97616 67.76974 87.28649 83.26408
18439 NM_005602 CLDN11 353.6168 429.5901 358.5643 336.8261
15458 --- --- 4.639139 4.276797 5.304017 3.734012
18174 --- --- 335.0423 220.1396 198.5429 397.9146



6270 --- --- 439.5105 482.8832 418.5677 406.8369
20119 NM_024743 UGT2A3 23.54848 28.41862 22.89824 21.59869
2297 NM_052891 PGLYRP3 52.61096 51.45703 58.52332 54.09939

23328 --- --- 32.81061 30.2704 28.24005 39.93857
23336 --- --- 32.81061 30.2704 28.24005 39.93857
9730 --- --- 156.9028 232.2163 196.5744 162.6092

13432 NM_004158 PSPN 239.5507 247.4337 262.6579 220.3954
9500 ENST0000039TESSP1 645.3732 699.3558 637.0139 571.3727
7209 AK096424 LOC121952 45.73771 44.73815 47.11252 50.36097
5160 --- --- 13.31469 13.80421 16.57785 11.73888

15635 NM_031445 AMMECR1L 488.5403 675.4638 475.8579 546.0805
10715 --- --- 141.2311 160.1745 155.3618 140.1316
8768 NM_005744 ARIH1 2404.247 2734.066 2442.646 2685.004

26577 AF170307 C9orf130 177.9755 237.8835 206.4819 211.4787
22757 NM_031460 KCNK17 163.9412 185.2443 192.2655 167.3061
26789 NM_020469 ABO 145.7989 186.6253 177.3733 159.4686
14779 NM_004180 TANK 655.0775 777.4008 806.3705 758.9474
13909 DQ227497 BSPH1 7.293725 9.398508 9.506275 4.702066
21989 NM_014234 HSD17B8 206.7037 301.4629 217.6347 221.5288
28334 NM_014234 HSD17B8 206.7037 301.4629 217.6347 221.5288
28469 NM_014234 HSD17B8 206.7037 301.4629 217.6347 221.5288
1222 NM_153758 IL19 47.39308 53.59946 57.65536 57.88248

28838 --- --- 35.42334 29.08698 34.32896 33.87052
17414 --- --- 118.5692 150.8865 124.381 124.983
5753 --- --- 17.36927 14.67377 8.773005 14.85342
9102 --- --- 5729.835 5200.285 5427.118 5204.403
986 NM_004983 KCNJ9 89.05657 82.83846 99.24286 83.40487

18716 NM_022342 KIF9 80.56229 87.50743 91.15308 98.05608
5808 NM_032834 ALG10 1247.099 1230.654 1190.439 1253.023

19981 NM_006017 PROM1 46.111 80.82913 44.43698 61.39993
18532 --- --- 168.4944 175.8992 147.3597 137.0477
7333 NM_152903 KBTBD6 633.1451 621.2255 629.6564 645.464

20448 NM_005429 VEGFC 631.8149 503.078 517.046 514.3525
27809 NM_003270 TSPAN6 1696.567 1849.396 2003.888 1946.971
16810 NM_006602 TCFL5 1305.012 2055.646 1265.342 1429.057
15970 NM_005081 ZNF142 801.725 640.2875 758.4748 779.6351
16412 NM_012444 SPO11 12.16949 6.878279 11.78236 8.844897
3528 --- --- 3.618261 11.9318 3.765603 9.368748

20802 --- --- 182.1535 156.3744 169.4823 162.6321
6204 NM_194286 KIAA1853 252.2267 221.4783 250.0515 219.2428
3924 NM_138329 NLRP6 113.623 121.557 127.3786 104.0433

12862 NM_024310 PLEKHF1 216.1658 294.5417 261.1862 218.4771
5299 NM_017635 SUV420H1 725.2253 907.256 718.0955 815.7493
6963 NM_018183 SBNO1 2168.035 2322.719 2207.07 2665.273

28438 NM_00101090C6orf205 388.1714 339.6052 359.4908 409.8332
67 NM_007262 PARK7 3549.301 4350.95 3591.294 4230.63

14381 NM_002357 MXD1 468.4275 540.2529 514.457 342.1636
3631 --- --- 13.32602 8.2244 7.496398 10.58207



27314 --- --- 62.03951 64.34505 56.79636 59.24565
531 NM_152665 TCTEX1D1 207.9124 226.6355 194.4513 222.3708

21403 --- --- 6.749249 19.91714 10.24276 11.08435
25633 NM_205545 LYPD2 488.4594 505.4694 519.6691 406.9332
21530 NM_0010376 SIL1 584.6568 759.107 519.2127 576.7981
8475 NR_003361  /SNRPN  // SN 14.5984 27.08768 21.11116 22.85534
5398 --- --- 4.518004 7.114549 3.797762 6.624545

17845 NM_00100369BRPF1 921.318 677.5502 892.2778 866.6948
25423 NM_00100148UBE2W 1477.265 1504.327 1275.485 1517.696
22664 NR_003673 LY6G6E 175.3838 139.2631 180.812 188.2318
28375 NR_003673 LY6G6E 175.3838 139.2631 180.812 188.2318
28500 NR_003673 LY6G6E 175.3838 139.2631 180.812 188.2318

971 NM_00100518OR6K6 64.38517 51.07339 54.06593 55.63041
21897 ENST0000038C6orf100 136.1386 146.4516 123.8207 118.8175
20382 NM_00103958MAP9 288.1194 233.7823 291.1427 349.6218
12329 --- --- 26.30773 16.52362 29.09822 30.69647
15557 NM_002285 AFF3 584.3746 456.3441 329.6777 529.193
28090 AK098235 LOC401622 583.5584 576.933 725.673 688.3567
28315 NM_021221 LY6G5B 750.9258 548.9487 630.3707 655.5605
9823 NM_0011261 GINS3 787.1054 485.5189 732.2732 845.905

12629 NM_144614 MBD3L2 105.1478 105.2979 117.9129 109.9824
19874 --- --- 20.91751 30.83241 25.68758 30.52482
9162 NM_022841 RFXDC2 1755.782 1323.496 1906.505 1965.866

19101 XR_040865 FLJ11827 6.30841 18.5495 22.66846 12.7646
9732 XM_925865 CCNYL3 31.50358 40.85417 25.88186 36.61157

16572 ENST0000035hCG_2019139 127.998 143.8639 118.809 126.4366
10059 NM_020764 CASKIN1 115.6788 101.8699 101.9315 103.3304
14402 NM_015120 ALMS1 699.2596 610.1104 772.8157 795.8823
16595 NM_001899 CST4 274.8571 322.5489 277.5846 275.8731
16701 NM_006811 SERINC3 6809.492 6215.103 6937.084 6098.848
4196 NM_002843 PTPRJ 3589.334 4033.434 3913.78 3356.877

17793 ENST0000038RP11-191L9.1 77.7153 115.5548 92.47455 87.9209
27960 --- --- 46.71471 40.12465 49.12284 63.48803
12974 NM_017592 MED29 1017.67 954.7755 1043.952 995.9548
7031 --- --- 14.38767 8.953125 9.807371 15.16329

15609 --- --- 19.24374 9.948307 14.34681 18.40356
9888 NM_030579 CYB5B 4865.55 4629.771 4307.448 5018.259
915 NM_001826 CKS1B 1878.835 1700.221 1597.154 1918.455

23357 --- --- 46.79479 54.8718 48.05712 32.45136
6927 --- --- 116.7126 147.1695 160.8717 129.769
2102 NM_020683 ADORA3 74.17075 90.36559 82.71284 75.69933

28016 NM_00100960SPANXN3 5.743177 3.788333 5.757091 1.074736
1597 --- --- 8.763811 20.26289 11.24899 0.7628393

12901 NM_021175 HAMP 136.2731 186.8221 177.6242 152.7543
22289 NM_182645 VGLL2 171.887 163.895 162.1735 167.2
3064 NM_025130 HKDC1 100.2516 101.6715 115.5077 109.0568
1719 NM_004102 FABP3 62.86838 60.1272 76.62483 69.82542
1513 --- --- 33.67944 26.44058 38.32736 36.49636



19916 BC101258 RNF212 114.0269 161.2802 143.7569 117.5171
10315 --- --- 57.32982 71.34409 72.94077 58.97042

373 NM_198494 ZNF642 221.4758 189.1583 208.0068 228.4147
10619 NM_001040 SHBG 133.7892 104.7236 119.8926 108.4941
26552 NM_006415 SPTLC1 1159.924 1178.446 1161.18 1351.737
12263 NM_017742 ZCCHC2 565.7031 611.2343 601.0397 522.8329
18302 ENST0000038C3orf47 173.9214 186.2352 158.3239 178.629
9594 NM_016138 COQ7 441.5863 441.7525 428.6269 469.2593
4721 NM_00100196OR4D5 93.35235 109.2324 104.9363 102.336

10886 NM_000805 GAST 321.3337 230.9944 295.8506 271.713
25846 BC043420 CBWD5 1070.916 1174.944 971.7824 1271.572
2735 NM_145214 TRIM11 483.952 358.3391 482.051 409.2206

22216 NM_032602 GJA10 37.11404 49.11805 48.53641 49.69242
28543 --- --- 4.814798 3.171659 6.992404 7.717569
24968 --- --- 51.64366 52.9812 49.94447 45.68469
19710 --- --- 44.5704 46.41725 58.08723 50.19718
15905 NM_003352 SUMO1 1236.58 1573.219 1341.073 1514.19
28867 --- --- 56.86785 57.64162 53.71816 76.97131
28806 --- --- 18.40361 26.78646 17.81128 30.07445
27152 NM_012310 KIF4A 1761.762 892.8202 1833.145 1946.24
20617 NM_022913 GPBP1 1963.822 1712.695 1816.022 2279.085
22562 NM_005074 SLC17A1 54.83081 74.35035 69.84173 63.78963
15926 --- --- 84.77499 87.36812 99.54584 78.33613
6086 --- --- 28.4129 41.36243 21.70186 44.40407

18989 --- --- 38.89849 41.73336 45.5963 59.03047
8573 NM_016454 TMEM85 4582.405 3871.018 4412.465 4356.487

13021 NM_173633 TMEM145 457.8281 451.6169 386.4957 402.2531
2671 NM_018664 BATF3 493.9852 386.3827 465.0296 456.0202
8707 NM_004751 GCNT3 234.0886 206.944 238.2259 262.81

25615 --- --- 47.77471 44.51033 40.09191 47.19022
1671 NM_032588 TRIM63 70.61762 162.9554 71.88581 90.71034

24728 NM_018068 PIWIL2 27.55083 40.93808 42.61375 34.5274
16307 NM_030919 FAM83D 2466.992 1575.662 2425.749 2425.26
5511 NM_052968 APOA5 160.4118 176.5362 170.8368 155.5657

20998 NM_012310 KIF4A 541.8762 325.3456 559.4485 672.6344
26891 NM_004042 ARSF 90.02809 90.45563 79.71718 81.99832
21013 --- --- 126.5184 137.3085 112.2451 112.3421
10784 --- --- 107.8941 113.1206 126.3216 103.2543
21739 --- --- 408.8728 458.198 430.1577 443.2613
2145 NM_024626 VTCN1 493.4112 355.1872 475.1469 534.1702

12186 --- --- 27.22174 12.02672 31.03925 20.03732
18598 AY358240 UNQ6487 192.4915 193.1465 190.1658 184.4275
2399 NM_0010053 OR6K3 24.23968 34.08732 33.60293 28.29149

27721 ENST0000034RP11-167P23 57.81936 47.02213 65.52978 41.33966
16546 --- --- 145.4907 170.2926 171.3289 156.5983
13238 NM_014511 KIR2DL3 47.86616 55.50112 59.41982 38.70906
23812 NM_176882 TAS2R40 21.76106 26.67955 43.42569 34.39905
1931 NM_014288 ITGB3BP 730.3895 852.04 687.1458 842.2154



16458 NM_032957 RTEL1 432.0024 344.5298 393.4453 397.0621
1610 NM_012067 AKR7A3 1177.858 1162.512 1111.994 1173.749

20056 --- --- 27.15294 46.94426 49.27007 69.77644
1944 --- --- 37.52169 10.14172 5.731421 16.69419

17493 NM_001097 ACR 220.5117 157.7252 205.0038 188.387
17314 --- --- 165.4137 174.1189 198.9598 175.1162
16055 --- --- 35.62159 21.49563 31.90129 32.18925
26274 --- --- 42.42347 54.95786 39.98986 50.54671
25072 NM_005672 PSCA 152.6409 247.9507 143.2208 162.9127
11465 --- --- 142.2364 79.64708 116.8919 118.1966
27207 NM_021118 CYLC1 27.7589 21.88563 26.70704 26.17552

18 --- --- 168.8922 211.4149 181.233 171.4846
23747 BC017587 C7orf45 28.64863 32.69149 29.42574 33.01213
9247 NM_006901 MYO9A 778.1879 674.9746 785.1663 809.0728

18834 --- --- 251.0251 252.0988 260.0039 272.1526
20436 --- --- 92.59726 80.35997 71.17648 99.89887
17047 NM_0010854 KRTAP24-1 145.7779 159.3958 185.4991 156.2981
10301 NM_024745 SHCBP1 2453.309 1434.145 2134.396 2616.633
14561 NM_0010115 SLC9A4 112.2778 110.8563 103.4817 95.01054
16187 NM_002196 INSM1 924.428 896.8077 902.1833 841.8303
19178 NM_001041 SI 35.20206 30.84356 34.03934 35.61027

567 NM_007034 DNAJB4 554.5995 539.2009 457.2397 606.847
22201 AK292584 C6orf165 34.64854 22.69164 36.9095 37.37093
7495 AY138548 G30 33.56992 35.04848 52.48388 52.0446

22582 --- --- 8.889567 6.466161 7.593103 6.850281
11893 --- --- 75.78101 80.85992 88.35234 83.19053
10095 NM_016292 TRAP1 2594.869 2764.34 2355.335 2618.384
9597 BC118600 LOC728276 210.6943 235.5553 185.8258 186.3298

17657 NM_0010108 RP1-127L4.6 167.6635 135.1016 164.1659 154.8594
15484 NM_001768 CD8A 192.3878 210.5997 174.2293 157.524
19851 --- --- 45.76283 50.50165 47.04108 49.69116
2119 BC063894 DENND2C 36.18858 27.47719 41.37347 36.70897

28068 NM_001586 TEX28 106.0598 106.5385 103.3116 109.7302
3746 NM_013451 FER1L3 6463.065 4557.738 6953.721 5656.188

27379 NM_152695 ZNF449 153.5015 165.1855 181.7357 183.848
28756 --- --- 62.79264 80.04839 80.01264 64.73872
20504 NM_024337 IRX1 193.3982 226.1629 188.1133 171.3178
25779 --- --- 118.6327 123.691 134.0737 106.9845
15541 NM_199336 FAHD2B 425.0268 714.5327 385.2629 482.431
1937 --- --- 40.49035 30.15735 31.99707 38.15613

16684 NM_005461 MAFB 99.43563 152.782 122.9935 112.8094
11016 NM_016424 CROP 1028.81 985.0272 957.8433 1103.092
21134 NM_023924 BRD9 974.4078 958.3019 1134.596 1067.286
9899 BC029804 C16orf77 268.7336 357.5624 263.4501 259.0319

26012 NM_003452 ZNF189 352.715 465.5872 362.5109 441.4986
21180 --- --- 142.8832 88.02183 187.3937 138.7742
19792 NM_00104026DCLK2 228.8262 128.1795 168.5307 176.4235
15269 --- --- 52.17801 36.62514 58.00372 41.51855



19781 NM_007080 LSM6 665.4117 509.0773 888.1283 790.6811
7316 --- --- 25.46597 19.02404 33.865 25.43719
3053 --- --- 46.52497 20.33471 43.23776 49.75374
6684 NM_00100666TAC3 66.90728 66.87818 48.73561 62.02744
6573 NM_020941 KIAA1602 158.1664 154.9687 166.0062 168.6777
2646 NM_00112298FCAMR 104.5597 81.6845 109.8107 108.796

20671 --- --- 33.54895 46.76015 38.13349 38.39901
23895 NM_0010393 DPP6 99.62135 84.6286 105.9976 98.46357
3275 NM_004210 NEURL 353.5286 338.7759 355.8647 331.5908

15878 NM_012433 SF3B1 3138.515 2981.106 3173.278 3624.95
2622 --- --- 65.22771 75.0482 80.1037 86.00765

27584 --- --- 37.35987 29.65641 33.89092 32.23771
22121 NM_018132 CENPQ 286.1469 334.8764 347.4085 389.1127
12606 ENST0000038C19orf30 97.05039 114.2561 102.8201 98.93164
21262 --- --- 132.5183 152.795 164.8352 129.1713
2961 --- --- 31.57717 44.65365 39.11398 36.44176

13418 NM_014649 SAFB2 695.6906 494.768 643.4434 748.3765
771 --- --- 678.812 608.6725 888.3141 880.6927

23572 --- --- 3.318693 2.930988 2.783096 0.394199
16268 NM_007186 CEP250 321.0346 309.0962 323.3091 443.0691
2036 --- --- 86.80801 101.0056 93.42847 70.61239
2918 --- --- 99.75471 123.7858 123.1606 97.12704

23199 NM_018288 PHF10 1161.642 927.0164 908.4614 1069.453
21546 NM_002488 NDUFA2 989.9957 1089.112 961.7155 1164.183
11390 NM_00100168FLJ45831 103.8365 142.1281 138.78 128.3597

298 NM_001525 HCRTR1 132.0871 116.0269 138.1515 115.6411
10422 --- --- 114.3057 119.169 94.2972 101.4213
4608 NM_000829 GRIA4 96.68723 85.21078 87.92438 100.5623

22143 --- --- 2.11524 12.91831 6.246796 8.19524
17465 --- --- 215.4853 259.7719 195.8373 198.6154
1543 NM_006172 NPPA 55.31265 75.40641 74.80978 75.94151

23960 XR_037560 UNC93B2 386.4861 473.0028 406.2826 380.2303
4318 NM_004111 FEN1 1678.773 1174.219 1547.269 1809.729
7644 NM_032352 BRMS1L 176.6417 140.4635 232.5488 216.0019

25856 --- --- 144.131 187.2869 181.5214 142.163
25864 --- --- 144.131 187.2869 181.5214 142.163
25875 --- --- 144.131 187.2869 181.5214 142.163
26440 --- --- 144.131 187.2869 181.5214 142.163
26444 --- --- 144.131 187.2869 181.5214 142.163
23398 --- --- 16.13891 5.506499 18.38085 15.96147
19576 --- --- 10.91863 14.98654 7.253191 14.67302

988 NM_144699 ATP1A4 87.49598 85.43071 89.93818 74.06986
17448 NM_0010443 MPPED1 697.5731 808.8437 686.6234 643.7537
27316 --- --- 90.20401 125.1222 116.0306 102.8935
4634 NM_018195 C11orf57 978.7234 731.6183 1020.844 972.3879

17441 BC024237 C22orf32 483.3605 654.0187 515.8093 514.0445
11666 NM_018143 KLHL11 2326.925 2015.975 2184.612 2242.741
20257 NM_033115 MGC16169 796.4718 705.9117 724.2952 848.2789



13563 BC119719 C19orf57 246.762 269.8163 289.7083 251.1823
17710 NM_006386 DDX17 5053.13 4402.388 4767.301 5167.487
21654 NM_004137 KCNMB1 104.9363 101.1135 106.6978 110.2382
24330 NM_0010052 OR2AE1 68.33438 72.11256 52.097 59.17717
5188 --- --- 312.3087 381.4348 291.5695 341.8782

16716 NM_080827 WFDC6 90.73779 98.47611 80.17706 91.60861
23060 --- --- 203.9227 183.3187 213.3481 210.712
17099 NM_006052 DSCR3 2595.608 2356.685 2135.671 2400.255
21760 NM_006567 FARS2 1403.724 1075.28 1333.801 1350.108

454 --- --- 44.33542 24.63042 31.64594 36.2537
5147 NM_0010019 OR5A2 48.03603 47.1339 56.47625 41.8807

27605 AK292354 FAM47A 52.3932 73.86981 78.81374 56.5901
2635 NM_003929 RAB7L1 1700.025 1658.455 1941.208 2063.763

15432 ENST0000029LOC388963 110.6289 141.3665 137.8743 110.8515
3346 XM_00113136LOC729800 93.28644 68.77164 97.81599 98.63434

10772 --- --- 7.59187 10.1143 16.00178 9.926641
4814 AK124823 FAM99A 43.73215 13.0786 29.20873 43.50312
5818 --- --- 11.37559 13.04372 15.99314 14.21739

16981 --- --- 6.329091 1.096722 3.010138 3.670965
14866 NM_018471 ZC3H15 2008.787 2029.335 1981.151 2376.849
28276 NM_0010052 OR2J3 63.77007 59.02311 79.46451 58.94601
28413 NM_0010052 OR2J3 63.77007 59.02311 79.46451 58.94601
20230 NM_0011024 ADH6 37.93735 33.12949 35.77893 26.60253
1136 NM_030806 C1orf21 592.7678 1541.511 621.6219 831.207

20593 NM_016640 MRPS30 2470.542 2181.82 2268.188 2108.534
5073 --- --- 64.25645 89.29309 70.19003 88.7001

22499 NM_205864 CAGE1 47.23074 33.74485 40.10683 42.41367
17358 NM_014310 RASD2 116.4305 172.0639 121.0091 116.0355
22067 NM_004053 BYSL 1165.477 957.0856 1257.806 1160.294
24706 --- --- 9.123208 3.869001 5.059457 9.453191
20317 --- --- 68.60329 89.70969 77.73469 70.03867
17364 --- --- 14.99376 23.49614 23.88034 21.12166
1464 NM_017900 AURKAIP1 881.5028 973.9056 901.6553 844.9377

18481 NM_130770 HTR3C 95.78577 128.8181 111.3588 111.5228
16965 AK123727 FLJ41733 99.12635 79.21299 93.267 94.15604
3677 NM_0011141 SYNPO2L 68.12925 65.55275 71.65501 67.48019
6120 NM_004316 ASCL1 138.826 164.3622 142.2265 132.5889
4655 NM_000040 APOC3 375.8626 407.1628 366.5128 380.9441

15636 NM_024545 SAP130 2452.434 1922.667 2341.874 2280.348
5434 --- --- 5.057132 1.529456 5.310267 2.843337
8802 NM_175881 ODF3L1 78.63482 84.87212 84.61553 65.1396
630 NM_00111410SLC44A3 103.7833 296.4834 111.9283 204.7315

23208 NM_018452 C6orf35 503.636 407.5569 499.5911 568.7929
2901 NM_00109884FAM23A 144.3345 158.9144 128.0004 159.9174
2903 NM_00109884FAM23A 144.3345 158.9144 128.0004 159.9174

27059 --- --- 46.25492 29.90267 60.35928 54.19153
21909 NM_007160 OR2H2 335.9242 269.5825 333.4785 306.1221
2065 NM_002295 RPSA 5771.345 5155.352 6215.107 5640.512



27517 NM_001669 ARSD 279.8963 394.0216 315.6011 257.5358
5011 NM_144981 IMMP1L 165.9423 135.373 173.1809 199.4259
8154 --- --- 81.73608 106.3459 90.86517 85.43588

26706 NM_0010044 OR1L8 76.67775 77.32884 96.07488 76.81318
18831 --- --- 47.63947 33.61427 53.69582 56.77333
27715 --- --- 0.02602933 0.5502314 1.420365 0.1837564
23055 NM_0010020 ECHDC1 1314.909 978.0461 1351.25 1609.117
9621 --- --- 130.6454 112.6625 127.2975 109.0409

25976 NM_032558 HIATL1 2507.605 2895.873 2391.356 2570.301
3770 NM_015179 RRP12 1089.653 751.4059 1053.388 1061.598
3180 ENST0000027NOLA2 1760.113 1492.076 1729.395 1607.082

19096 NM_004766 COPB2 3005.849 2777.862 2712.848 3344.478
14465 NM_018433 JMJD1A 751.678 1419.313 850.2781 909.4513
2565 --- --- 134.8906 172.6866 157.6467 162.4429
5099 NM_00100519OR8H1 21.46249 28.91449 27.42429 19.2057

20206 NM_004684 SPARCL1 41.84419 52.71555 42.26926 40.7713
9063 --- --- 55.31446 72.7751 58.30499 62.77777

27248 NM_016607 ARMCX3 496.6059 520.9529 483.0544 656.8723
18022 NM_004345 CAMP 266.0135 308.521 277.1011 259.4414
10789 --- --- 77.24588 92.79483 77.68891 73.88615
28547 --- --- 2440.402 3170.632 2820.264 2430.705

21 NM_153254 TTLL10 252.7899 245.4141 250.2765 226.3848
5852 NM_023071 SPATS2 1177.372 1451.54 1019.101 1392.401

12773 AF151902 FAM32A 1561.579 1317.16 1422.945 1585.117
5599 --- --- 126.5588 171.9893 150.0128 146.58

19739 --- --- 69.86504 92.63942 68.93016 54.96769
9740 XM_00112823FLJ26245 288.2675 301.1237 306.787 284.3588
5100 NM_00100474OR5R1 36.72565 52.77991 50.81831 47.18863
7159 --- --- 44.48179 79.26753 70.06946 51.21718

27479 NM_020061 OPN1LW 21.68631 33.08107 5.991832 16.50996
8100 NM_022073 EGLN3 292.4549 435.3756 335.8774 325.5221

10137 NM_002761 PRM1 76.60148 75.85698 69.41759 83.85088
28602 --- --- 78.39703 88.21856 101.0487 62.93245
5985 NM_005981 TSPAN31 1698.068 2470.068 1610.952 1717.059

10646 AK095052 LOC284033 48.29005 46.18282 43.90676 47.34267
23455 ENST0000030DKFZp434F14 113.8714 89.36649 103.311 112.1373
14951 --- --- 19.95045 15.01881 15.20212 14.87679
8373 NM_004184 WARS 2657.566 3991.545 2869.97 2212.477
7902 --- --- 73.21692 55.61576 142.5694 78.22677
9402 BC067846 SNRPA1 257.9296 216.2155 135.4064 266.3793

19052 NR_003111 RPL32P3 721.2679 883.8526 655.9611 731.0173
19465 NM_005339 UBE2K 4199.381 3447.946 4322.885 4709.543

557 NM_152996 ST6GALNAC3 418.522 601.7241 660.6827 534.8217
20748 --- --- 13.80903 9.469748 4.774724 3.263801
15699 --- --- 9.476967 0.8634183 2.73127 4.096944
28241 NM_0010061 RBMY1B 25.92854 22.61602 24.98266 23.86373
16953 --- --- 37.25996 33.09406 32.02799 27.8525
5853 NM_012284 KCNH3 239.0154 296.2832 248.4095 226.0116



14481 NM_152670 C2orf51 94.05711 109.9448 99.29179 91.21332
26141 NM_002540 ODF2 1593.951 1444.559 1584.484 1767.446
6740 ENST0000036LOC10013161 13.39137 23.17623 17.86179 19.40414
6914 NM_018639 WSB2 5401.91 4663.577 5275.904 5413.123
292 NM_133178 PTPRU 160.1393 363.1255 214.1488 176.7719

1549 --- --- 144.1375 123.6774 138.2461 107.501
985 NM_020125 SLAMF8 81.40922 98.11379 96.41071 93.28732

25901 --- --- 22.92272 37.55799 39.17588 31.43272
8796 NM_00103864GOLGA6 49.53837 80.82791 69.19599 73.89754
5079 ENST0000034LOC732416 51.53563 85.8569 69.69609 61.64629

27865 NM_002814 PSMD10 2640.544 2471.964 2900.593 3124.862
24155 --- --- 8.247172 6.496566 6.934197 7.264813
11834 --- --- 23.59484 13.91709 16.78882 22.39906
5060 NM_005055 RAPSN 263.8938 281.4983 283.4374 257.4965
3393 NM_177987 RP11-631M21 269.047 308.7901 254.8085 276.1419

10769 NR_000009 SNORD4B 625.8053 680.7667 558.0895 660.7702
21519 --- --- 4.111187 0.9795781 2.266862 4.362419
17929 NM_016300 ARPP-21 72.35277 50.95574 82.49207 76.10697
21687 NM_000505 F12 186.4341 232.7195 197.0926 193.594
7317 NM_006475 POSTN 26.30564 35.72031 28.53854 35.9338

25759 --- --- 9.918022 10.20706 13.99459 15.85016
1355 --- --- 41.23592 23.36893 22.54959 13.3629

23801 --- --- 38.88296 31.59088 41.48464 39.8557
8974 NM_0010124 GOLGA8E 239.5951 261.9769 237.1039 254.5157

21586 --- --- 86.02979 98.00487 99.67459 87.10177
16640 NR_002165 HMG4L 75.70618 80.17156 42.05437 74.01361
28673 --- --- 340.0502 419.1152 299.8208 308.6208
20522 --- --- 20.42929 24.47702 18.95227 34.14941
7594 NM_138360 LRRC16B 132.0506 114.5307 140.2923 128.4598

18908 NM_0010018 STX19 62.86875 89.08141 71.5611 80.96996
16175 BC033985 MGC44328 56.64468 58.27386 53.71856 79.21918
22594 NM_003519 HIST1H2BL 1785.61 1586.371 1708.232 1383.381
5920 --- --- 104.4246 104.7028 123.8067 100.3243
2359 NM_024897 PAQR6 314.7807 422.9189 312.2062 336.536

16457 BC000912 C20orf195 167.5541 178.6886 186.7058 163.3651
14727 NM_0010804 THSD7B 37.81923 31.555 39.70398 37.74163
15305 --- --- 9.389829 10.3397 7.351363 10.77392
4415 NM_178864 NPAS4 94.4402 82.21678 97.1517 79.92313

22334 NM_175057 TAAR9 71.43621 66.19808 70.76424 81.83889
26020 --- --- 47.97987 56.47702 49.57058 59.32495
7449 BC036697 RP11-114G1. 330.3142 325.7173 344.8401 349.0559

27374 NM_000194 HPRT1 1121.587 1132.912 1368.268 1414.851
18452 --- --- 28.23551 12.78232 22.24888 17.52495
20408 --- --- 310.9119 234.3449 307.6655 296.944
21404 --- --- 310.9119 234.3449 307.6655 296.944
21502 --- --- 310.9119 234.3449 307.6655 296.944
13332 ENST0000038FLJ45445 1545.775 1446.009 1421.716 1414.979
11997 NM_00103798SLC38A10 778.9448 1051.318 764.4041 648.3791



25298 --- --- 17.83756 13.28231 13.91497 17.22634
4358 NM_004470 FKBP2 257.5999 212.5296 229.7283 289.6277

24602 NM_000193 SHH 244.4734 262.664 266.0926 238.9568
9177 --- --- 87.93103 86.53277 73.72078 105.4567

13199 NM_173856 VN1R2 61.98849 65.91547 82.41958 67.82933
748 XR_039185 LOC391081 152.6231 156.1613 129.2423 145.8152

22172 --- --- 47.42258 56.48342 39.62701 41.0679
17045 NM_012131 CLDN17 28.17143 30.73083 30.65525 32.2608
11474 NM_000625 NOS2A 187.6284 182.2693 229.4346 185.8098
18290 NM_172027 ABTB1 276.1631 363.2901 315.0024 225.4562
23833 NM_00100548OR2A2 47.60238 45.98131 47.87555 55.29674
2121 BC063894 DENND2C 75.89557 84.61785 85.36217 61.18647

20951 NM_018989 RBM27 1882.409 1498.451 1791.297 2095.942
15888 --- --- 51.5294 36.86221 43.21837 41.17487

34 NM_138705 CALML6 76.9859 58.64954 66.99836 82.62949
11089 --- --- 117.1749 63.84722 123.5572 88.87047
3701 XM_926017 LOC642521 252.1636 158.7312 252.7988 273.3157
6858 NM_018711 SVOP 41.14354 41.12162 38.71386 36.40467

23517 NR_002955 SNORA14A 130.8625 104.2421 148.3401 121.2587
6513 --- --- 4.608387 3.149981 8.488665 2.208484

13758 --- --- 14.51363 16.44436 23.69262 25.13523
24816 --- --- 24.36463 23.85331 22.48447 26.33762
27190 --- --- 48.80749 38.18388 55.66689 48.22066
28096 --- --- 48.80749 38.18388 55.66689 48.22066
25780 --- --- 61.54837 83.36876 81.75981 56.4615
27897 NM_020721 RP13-347D8. 25.89598 24.42188 28.97051 22.30106
27335 --- --- 173.1852 195.764 202.9622 200.9543
1983 NM_004388 CTBS 776.7427 1715.428 869.9063 1046.147

16602 NM_014588 VSX1 120.8304 131.4687 134.6365 119.2221
24594 --- --- 85.19314 128.2447 87.85577 102.6519
8683 --- --- 82.12686 87.741 87.70896 83.65866

11086 NM_002805 PSMC5 1530.278 837.8575 1266.169 1469.671
21005 NM_0010373 CYFIP2 235.2182 485.6271 401.7079 279.0375
11610 --- --- 75.06866 74.25068 62.92659 70.88192
14342 NM_032506 KIAA1841 221.7913 230.7331 174.6857 245.141
7920 NR_003231 SNORD113-3 12.4683 10.38503 21.85481 16.25282

23264 NM_152745 NXPH1 110.8241 130.0405 97.27415 98.57491
15047 NM_178821 WDR69 31.68567 32.10366 31.8349 50.18235
16838 AF427489 C21orf94 0.01067218 0.00197371 8.003376 5.296988
22957 --- --- 151.5185 141.1876 142.4642 150.8105
13600 NM_054113 CIB3 78.54121 60.66255 69.11087 73.09782
10702 NM_002767 PRPSAP2 642.1404 597.8959 617.1914 640.3778
22955 --- --- 381.571 383.8841 397.8859 316.662

209 NM_00111410C1QC 95.62566 76.70464 108.5409 85.44237
6806 NM_182496 CCDC38 52.46447 70.95319 59.17146 52.32933

28177 NM_170723 CDY1 40.28482 50.36937 46.79558 50.61763
28253 NM_170723 CDY1 40.28482 50.36937 46.79558 50.61763
4240 NM_00100474OR5T1 8.531769 3.615902 5.209496 5.417988



18085 --- --- 28.63552 37.08712 35.78647 30.18621
15157 --- --- 72.44945 71.14944 84.40742 81.2476
26437 --- --- 103.8729 136.7937 120.4987 91.05789
27173 BC041962 CXorf50 76.68461 79.80442 87.63097 73.86432
14814 NM_001378 DYNC1I2 716.5452 588.9 647.4531 800.2828
25949 NM_005226 S1PR3 217.1047 275.0121 157.8454 224.1199
16249 --- --- 42.27513 32.52573 35.15636 34.01963
3197 NM_000772 CYP2C18 46.9557 66.62575 69.79351 50.57982

23756 ENST0000033FLJ40288 35.71022 34.74275 35.46303 30.41776
13668 CR542242 RPL34 5660.292 7098.265 6372.692 5856.479
5569 NM_0010029 OR8D1 54.87351 38.67868 52.05463 55.07142
4593 NM_020802 KIAA1377 136.5039 128.3889 158.3745 141.3432

14178 NM_145175 FAM84A 712.8284 778.4111 655.1974 626.5272
4388 NR_002819 MALAT1 7657.444 7788.462 7159.098 7833.044

12490 NM_002974 SERPINB4 59.97503 68.67582 55.20686 87.60739
8693 --- --- 2.030238 2.042233 3.984643 2.772186

27249 --- --- 16.4625 4.791873 16.33133 19.24383
7015 NM_002010 FGF9 32.22264 53.65416 44.5549 33.17496
4403 NM_152762 TSGA10IP 360.4487 331.6674 335.8712 327.9082

14542 --- --- 6.525567 12.37367 2.72508 5.49829
18267 NM_012430 SEC22A 652.2941 718.2632 646.3788 753.1866
17621 --- --- 6.238077 13.36814 6.414088 8.197929
28229 NR_001544 CYorf14 27.36822 32.39009 29.2193 27.12844
1375 --- --- 129.3647 123.3146 53.25356 79.9002

11482 NM_000638 VTN 142.0382 124.4757 146.7222 127.4296
23618 NM_013439 PILRA 234.9324 246.383 230.6861 243.368
7868 --- --- 98.2244 65.35371 134.8451 97.71564
3312 NM_198515 C10orf96 19.35746 19.50259 18.69979 16.68914

11129 NM_007261 CD300A 154.6359 159.225 133.4956 158.8245
9711 NM_182958 MYST1 491.9095 445.5061 527.75 472.7244

22029 NM_003017 SFRS3 3456.271 3344.41 3556.623 4099.932
22818 NM_005822 RCAN2 137.043 87.93651 150.9901 120.4664
14174 NM_145693 LPIN1 831.9063 1217.87 851.9631 1253.082
15704 --- --- 9.67557 9.415627 17.61696 11.71111
8370 NM_206918 DEGS2 888.4372 1067.022 968.2742 835.5809
6525 NM_0010043 DBX2 70.50794 87.08739 87.33218 61.73497
526 AB088847 BPA-1 42.38475 41.60918 31.72882 36.85044

24084 --- --- 224.2645 246.9904 237.3876 204.2599
7854 BC069658 PRO1768 44.94301 37.47138 51.37346 51.09223

14170 --- --- 135.1351 142.4464 125.9749 117.3181
11131 NM_175738 RAB37 76.93695 77.15215 76.39603 78.04783
8926 --- --- 77.61848 75.61626 93.25838 69.96518
7394 AF338231 CTAGE3 56.34554 59.71708 46.05927 43.49092

26183 BC118593 RP11-738I14. 125.0702 87.7159 99.17391 114.6564
12689 NM_012466 TSPAN16 51.41437 84.77396 75.91055 82.2719
14317 --- --- 68.87019 71.47617 70.77872 84.12351
3394 --- --- 83.99874 90.14365 47.5559 81.59786

27526 --- --- 3.383356 1.624947 5.007606 2.649483



4010 NM_00100516OR52D1 83.2869 69.24097 76.95357 76.35285
3766 NM_003061 SLIT1 109.494 110.7659 131.8156 114.1176

10752 NM_009587 LGALS9 45.51232 4.117765 51.05659 38.91945
15488 BC069048 LOC285074 1818.25 1802.723 1681.662 1883.607
28603 --- --- 97.82718 76.89532 87.70643 92.58184
19323 NM_203314 BDH1 407.4803 265.8156 338.7203 369.2834
5028 --- --- 11.65366 13.88557 5.333574 16.87553
6604 NM_004693 KRT75 71.54729 59.30581 76.43979 82.68627

22980 --- --- 4.687973 1.758858 11.12364 12.06588
2298 NM_020393 PGLYRP4 77.32798 79.96055 74.81503 77.88472

20540 NR_003921 PMCHL1 8.703876 9.260566 12.39788 18.95403
14339 --- --- 2.788036 6.331834 8.156143 5.942061
20733 NM_022550 XRCC4 323.5874 389.6123 304.9693 472.8489
27894 --- --- 59.689 41.92829 40.99342 45.91652
14074 NM_024710 ISOC2 641.5711 716.3514 593.2365 568.2232
24568 --- --- 21.86639 13.86713 18.46134 3.629482
11043 NM_006151 LPO 63.83438 67.25739 66.8115 66.70153
3548 ENST0000031LOC10013119 61.32642 52.99465 61.04008 57.42011

14423 --- --- 6.601786 5.096152 10.8769 5.992585
5584 BC132716 LOC219854 725.8422 740.2497 734.054 773.9933
2428 NM_017625 ITLN1 23.67765 39.2085 31.43323 31.06129

20210 --- --- 43.16256 28.74711 62.95975 32.69809
4440 NM_020811 KIAA1394 240.9281 256.4468 236.804 221.5675

16052 --- --- 119.3095 146.633 123.8051 106.3301
3324 NM_199461 NANOS1 501.251 736.0203 467.0815 447.6465

27273 NM_0010069 TCEAL3 288.5537 235.6734 348.8059 275.9955
23605 --- --- 22.13659 11.73018 21.77733 21.42096
10261 --- --- 93.92594 103.0071 111.8504 89.39469

459 NM_001262 CDKN2C 497.8933 264.3871 488.5973 376.9174
13160 NM_004533 MYBPC2 72.40479 85.65662 69.67016 67.54977
22658 NM_147130 NCR3 114.9999 118.1603 138.5768 133.4652
28370 NM_147130 NCR3 114.9999 118.1603 138.5768 133.4652
28497 NM_147130 NCR3 114.9999 118.1603 138.5768 133.4652
12997 NM_080732 EGLN2 674.603 584.3962 697.1042 642.6944
27061 --- --- 50.36649 69.25559 51.24188 53.24059
14515 NM_016044 FAHD2A 523.9315 684.2389 457.4215 538.871
11098 NM_014405 CACNG4 220.992 145.6897 197.6387 210.5572
27757 NR_002226 INGX 542.2388 471.9859 511.4541 470.6468
14478 NM_198274 SMYD1 31.70347 30.64041 41.59803 26.70054
14070 NM_000641 IL11 298.077 360.5758 270.8069 227.9774
11800 NM_003971 SPAG9 2148.248 2219.9 1939.219 2306.025
27266 --- --- 29.09575 29.81652 24.96631 33.58501
3550 NM_000609 CXCL12 221.7197 293.5686 266.5465 218.0431

15889 NM_131916 PPIL3 869.5886 1031.029 835.1469 1069.773
5527 BC006134 MGC13053 45.42792 56.95318 47.03121 50.50599
6873 BC133010 FLJ40142 110.1908 182.5144 130.3141 143.0894
841 NM_015203 KIAA0460 2909.134 2271.664 3418.031 2693.97

27801 --- --- 57.75227 85.44939 65.78733 52.00033



27395 --- --- 69.67033 71.36823 70.39323 62.84673
25082 --- --- 87.32734 44.82284 94.37499 90.7364
12137 NM_003799 RNMT 640.6237 840.1213 790.0391 832.0756
11604 --- --- 21.55671 20.27543 9.194149 15.55094
7500 --- --- 137.9919 130.7959 131.892 135.6996

23433 BC033982 LOC641719 66.92603 70.72705 94.46599 74.28701
24157 BC033982 LOC641719 66.92603 70.72705 94.46599 74.28701
10114 --- --- 15.69875 15.23058 12.48855 12.34488
20378 NM_002669 PLRG1 1707.557 1355.582 1931.899 2080.736

29 NM_018188 ATAD3A 986.7948 865.3875 1005.383 950.2463
3953 ENST0000038LOC10013246 84.91379 84.4763 112.3979 104.1843
3874 NM_022466 IKZF5 625.3438 601.9081 579.8733 704.1242

21384 --- --- 2938.337 1764.446 2477.638 2580.497
26879 --- --- 2938.337 1764.446 2477.638 2580.497
24709 --- --- 28.63436 31.45317 27.15617 25.51015
16127 --- --- 249.5605 261.9051 161.5487 260.5161
25247 ENST0000032NKX2-6 116.4611 117.4768 108.1322 128.5041
9611 NM_145865 ANKS4B 53.01133 59.69216 74.93875 75.29391
3498 --- --- 49.47815 30.51928 56.82452 53.9586
206 NM_0010836 ZBTB40 1076.109 1008.702 1071.682 1259.128

16694 --- --- 0.04032419 2.329232 6.649369 0.3216045
28802 --- --- 14.04888 11.71845 9.278234 10.38684
13233 NM_006669 LILRB1 64.26565 78.65237 61.87537 70.70038
5728  ENST000003 PTMAP4  // PT 5982.666 5664.788 5816.726 6420.139
4599 --- --- 31.93974 46.64995 32.47545 28.12434

17017 NM_198996 LIPI 21.24076 23.44333 23.05594 28.73909
20886 NM_014386 PKD2L2 133.4572 118.9008 84.74139 116.5573
11211 NM_00100224ANAPC11 887.2037 867.3762 794.8886 891.3098
10283 NM_173502 PRSS36 280.4157 302.7356 300.1927 263.4283
19284 NM_0010805 CPN2 329.0378 330.9071 322.1363 273.5014
2042 --- --- 5.424526 9.82608 5.18284 10.20957

15375 ENST0000032FLJ36848 261.9947 293.3517 228.4273 237.5031
11795 NM_018509 LRRC59 5109.427 3846.385 4204.678 5331.113
13344 NM_024888 PRG2 179.9368 164.2874 162.5749 155.6282
22469 NM_003194 TBP 1327.411 787.1813 1168.621 1264.475
6765 --- --- 36.76929 28.0596 30.72738 47.18524

27575 --- --- 107.113 81.05178 96.37653 102.062
20008 ENST0000038FLJ45721 37.47619 46.16515 34.11655 32.26586
3227 NM_014472 C10orf28 432.0489 424.1399 350.8901 545.5823
6412 NM_176888 TAS2R48 167.014 133.5664 119.3389 168.7178

23781 --- --- 63.18967 85.7608 66.1314 42.5455
7669 --- --- 10.21675 10.38801 12.9193 10.93621
9658 NM_0010180 LOC440348 1653.101 1969.012 1673.735 1761.324

11613 NM_019016 KRT24 154.3018 159.2063 171.2953 142.5765
21477 NM_015256 ACSL6 183.9594 202.9232 201.8728 177.0646
14977 NM_024532 SPAG16 449.9149 558.5612 499.96 531.3909
27191 ENST0000035FGF16 63.67568 67.6874 61.03301 56.48511
4169 ENST0000033LOC387763 380.942 470.7398 392.9716 345.2294



9904 NM_00101796MARVELD3 151.6466 136.1647 124.6627 148.8054
824 NM_000566 FCGR1A 26.1862 34.21019 40.61882 41.12864

2692 --- --- 133.5995 144.2692 161.918 161.5037
7861 --- --- 46.49828 54.81478 55.8265 54.65635

22093 --- --- 12.58188 11.47547 7.765007 20.93357
15949 --- --- 38.698 91.31648 81.30559 82.15871

487 NM_004623 TTC4 575.8156 532.1074 562.4363 617.6139
13263 NM_013333 EPN1 1105.636 1001.322 1137.154 984.3765
20846 NM_181705 LYRM7 403.4675 359.4904 466.7479 426.4657
19366 AK092743 FLJ35424 74.27803 79.0129 62.08421 68.60567
18161 NM_0010053 OR5H1 47.77331 33.3719 42.16729 42.32594
4693 NM_024791 PDZD3 59.99593 54.6723 57.59888 58.10609
7572 BC032242 MGC40069 29.2295 25.42872 29.22714 28.09958

26479 BC029780 C9orf71 56.74055 65.38031 62.80717 64.31697
26179 NR_002914 SNORD62A 143.5421 102.5184 138.5161 132.9539
26180 NR_002914 SNORD62A 143.5421 102.5184 138.5161 132.9539
13991 NM_005601 NKG7 226.6028 251.3836 244.0036 234.3625
25136 M21130 DEFA1 54.99524 55.78479 62.63306 62.63688
25138 NM_004084 DEFA1 54.99524 55.78479 62.63306 62.63688
25140 NM_005217 DEFA3 54.99524 55.78479 62.63306 62.63688
19840 NM_152620 TRIM60 144.3805 121.2818 152.2987 145.4583
19351 NM_000142 FGFR3 125.157 133.835 126.2368 117.7083
13644 NM_176880 NR2C2AP 521.8652 444.2046 459.6612 516.7628
10612 NM_015670 SENP3 1343.906 1250.361 1430.029 1265.346
24651 NM_018661 DEFB103A 93.1347 117.5252 103.3969 88.53951
25151 NM_018661 DEFB103A 93.1347 117.5252 103.3969 88.53951
3720 --- --- 57.48689 58.36911 51.41626 59.01335
1254 --- --- 66.7724 81.72266 67.16765 57.44246

18475 --- --- 110.8264 143.0486 135.1508 103.6941
18795 --- --- 68.34936 85.51421 60.0069 65.81136
1062 NM_006894 FMO3 42.37476 33.02291 39.4439 39.0201

24731 NM_005605 PPP3CC 423.3495 476.2998 431.0869 424.4096
27239 NM_021637 TMEM35 82.26716 88.03411 93.56715 88.05566
22479 NM_004568 SERPINB6 1452.873 1513.39 1101.744 1223.003
16371 NM_001316 CSE1L 4887.441 4938.554 5267.274 5656.457
25282 NM_00101550PURG 107.6847 133.9149 101.5839 86.96918
4491 --- --- 41.30028 61.62526 44.49227 44.14766
1615 NM_181719 TMCO4 333.7005 271.3445 391.4787 341.0858

15980 NM_144712 SLC23A3 109.6181 106.4349 108.1 109.3893
24609 --- --- 34.07489 34.49467 35.67009 41.47149
5872 --- --- 4.799648 3.50835 2.777251 8.932413

26332 --- --- 46.27473 50.47954 50.41711 52.36098
27520 NM_015419 MXRA5 118.9793 115.3613 133.1263 122.2176
8078 --- --- 30.48145 33.34842 19.24733 30.40612

20131 NM_000583 GC 22.64556 18.20646 27.00647 18.32439
6317 NM_006422 AKAP3 58.63343 45.27234 57.65364 70.6419
3252 --- --- 13.43487 24.03185 26.46562 25.16816

17019 NM_022136 SAMSN1 18.13428 19.19234 20.01534 24.01387



19240 --- --- 123.9792 127.5606 102.8733 109.6071
11589 NM_020405 PLXDC1 342.0293 343.3329 349.1766 329.5905
9132 NM_002112 HDC 46.94643 35.14035 49.51517 37.52197
6070 --- --- 24.08121 37.26184 36.53289 31.45168

23430 --- --- 8.860834 7.54881 16.90752 10.37061
8395 NM_004894 C14orf2 1646.252 1781.222 2196.217 2187.036
5622 NM_054025 B3GAT1 87.54669 114.6649 91.48487 92.3303

13556 NM_005583 LYL1 219.2172 265.3147 222.5487 205.134
644 NM_019083 CCDC76 834.759 873.66 970.6147 1000.225

16881 AY077697 C21orf9 63.35762 56.6097 62.84739 76.91758
9413 NR_003246 FLJ40113 346.5131 420.3863 328.3361 421.7319
5129 NM_0010052 OR9I1 48.89391 51.13809 43.33039 53.68717

23610 NM_004722 AP4M1 409.7528 424.9302 337.3388 398.245
13349 NM_014963 SBNO2 1026.81 1142.322 1140.67 967.5756
11796 NM_001267 CHAD 157.0447 197.9907 182.3073 180.556
19677 BC105695 FLJ20184 55.66953 44.24627 47.92456 66.98997
1200 BC000988 C1orf217 62.1483 66.41927 53.78812 67.04058
2224 --- --- 381.1297 1347.282 481.7031 469.2503

12216 BC093850 C18orf23 74.95787 89.31233 84.55598 71.64116
1687 NM_207397 CD164L2 205.7664 219.2043 175.2593 165.0739

28783 --- --- 77.47314 54.90056 63.37098 87.09467
8665 NM_0010015 GALK2 875.8586 801.4853 862.7263 1004.288

22750 NM_153487 MDGA1 258.3083 383.8564 195.8214 281.4534
7339 --- --- 63.48745 76.78454 106.4828 77.0156
964 NM_001763 CD1A 58.93297 61.40041 56.95675 55.88152

18505 NM_000412 HRG 40.47239 67.38314 54.82924 46.85585
11295 NM_182566 VMO1 40.38639 53.35094 41.7644 50.68535
15895 --- --- 3.646758 1.568278 2.653888 2.360501
5092 ENST0000039OR7E5P 690.7863 1444.738 883.0132 772.8896

26365 --- --- 122.5446 124.518 145.1411 149.9574
22530 --- --- 90.02712 75.79802 86.96569 84.33736
10022 NM_058192 RPUSD1 346.7905 248.8507 367.1838 331.9309
27117 --- --- 162.0414 149.968 201.3092 141.0636
17772 ENST0000033FLJ30901 165.5155 193.9826 171.7569 179.6178
4244 NM_00100520OR8U1 41.39792 40.78849 48.0975 44.22104
2948 --- --- 40.17285 37.5912 33.44979 35.11951
7364 NM_025113 C13orf18 44.0629 57.19093 32.5518 54.19169

14139 --- --- 149.4542 155.3602 147.5405 157.8879
20342 --- --- 26.88751 13.75639 22.18552 21.73827
16619 NM_080611 DUSP15 231.6891 238.9608 256.3212 218.9446
2023 --- --- 161.1212 174.3433 190.118 158.6559

23834 NM_0010016 OR2A14 39.45331 42.78273 47.08005 52.50196
1138 NM_017673 C1orf26 149.2589 167.5962 155.9076 199.9373
4293 NM_023945 MS4A5 35.78847 29.44316 38.89354 34.68954

15330 --- --- 15.17357 14.96064 24.65433 19.36652
2229 ENST0000033LOC729127 65.6186 92.96212 96.32664 74.494
2232 NM_00100546HIST2H3A 4142.529 3142.756 4014.348 2938.689
828 NM_00100546HIST2H3A 4142.529 3142.756 4014.348 2938.689



6566 --- --- 96.10365 121.9513 112.6895 101.0959
28786 --- --- 53.21284 40.97 42.37346 45.6304
4115 NM_004211 SLC6A5 49.7118 44.48599 49.35912 47.39433

14076 NM_152600 ZNF579 676.5937 633.7012 644.4332 575.3172
18404 BC126187 C3orf55 80.04913 102.8026 86.76788 85.24336
8848 NR_003246 FLJ40113 303.7804 354.2603 290.833 362.4209
8854 NR_003246 FLJ40113 303.7804 354.2603 290.833 362.4209
320 --- --- 44.98627 63.10979 59.90053 51.86446

4185 NM_014741 HARBI1 2005.484 1732.156 2057.501 1827.89
28710 --- --- 19.68856 23.0443 17.78149 19.97093
20471 NM_018359 UFSP2 386.6647 283.7723 393.6497 507.8023
12205 --- --- 17.49811 9.862598 24.17655 23.91584
3128 NM_0010129 PLAC9 104.0654 124.7038 101.955 107.6048

22738 ENST0000034C6orf222 111.8959 136.4724 120.3141 111.0635
24460 NM_006193 PAX4 75.37163 103.3889 84.77104 86.24073
19201 NM_020949 SLC7A14 45.21272 43.91096 58.42086 49.81584
17888 --- --- 198.3984 255.064 218.1381 191.5801
23186 AK000385 RNASET2 109.3499 112.0794 113.2402 97.99825
16990 NM_198699 KRTAP10-12 598.892 719.1986 553.0474 512.4464
8960 XM_00171592LOC646057 35.21264 20.36701 29.7284 33.96831

17506 NM_017424 CECR1 35.2384 38.89687 42.74831 40.35552
24462 NM_022143 LRRC4 73.3159 121.3053 81.80792 86.39948
23896 NM_024012 HTR5A 65.50803 95.60378 100.7755 94.51648
23769 NM_0010066 CHRM2 117.2389 104.0034 138.7842 121.5059
13932 NM_003323 TULP2 87.88399 100.6551 93.69289 96.09539
17281 NM_004175 SNRPD3 1150.492 967.602 1212.087 1354.901
16089 NM_080831 DEFB129 76.82944 47.73923 81.0395 87.46004
9479 --- --- 163.3654 178.7459 163.6439 182.7726
4216 NM_0010019 OR4C15 38.70678 34.82001 33.69147 37.7108
7771 NM_018375 SLC39A9 2313.406 2190.034 2530.587 2286.806

23338 NM_001788 7-Sep 1864.204 1351.909 1952.892 2052.822
17066 NM_175858 KRTAP11-1 101.4627 126.3788 116.7879 104.0275
18286 NM_032242 PLXNA1 1575.649 1693.305 1789.047 1540.921
9720 NM_016633 ERAF 57.90706 62.96827 72.88338 64.16196

12828 NM_198537 FLJ44968 545.8331 562.0118 460.1966 484.3431
2723 XR_039983 RP11-118H4. 338.5672 266.3695 326.9169 359.7159

12153 --- --- 168.0246 193.0248 176.7122 173.7526
4339 NM_00101266SLC3A2 3605.018 2779.782 3445.341 2135.843

21693 AF086197 LOC202181 183.9528 236.8576 176.2048 216.8991
11635 NM_033059 KRTAP4-11 415.1688 430.8401 456.0363 433.6128
5534 NM_001467 SLC37A4 1097.868 1091.411 1178.542 1046.566

17042 --- --- 127.5271 166.9746 177.9172 161.5895
3034 --- --- 58.03465 50.6418 81.0755 64.70008
7016 --- --- 57.68547 66.07053 50.38363 64.22517
7643 --- --- 49.49775 21.68432 32.2697 38.30957

13675 --- --- 105.2138 95.55402 138.0339 112.3568
19573 NM_000788 DCK 1494.566 1094.693 1398.178 1521.261
4478 NM_000803 FOLR2 193.7053 201.8525 171.3936 172.1307



3173 XM_061427 LOC119358 271.1438 268.3045 326.8517 312.0242
15939 --- --- 5.034845 9.830872 10.16771 7.363372
5089 NM_00100196OR5W2 44.56007 43.6716 29.97124 45.90056
1664 AK054768 LOC646471 160.0132 189.8301 160.6777 145.4881

25667 NM_013432 NFKBIL2 356.0348 265.5559 289.4285 321.2391
12592 NM_033064 ATCAY 85.55669 116.0928 91.83067 92.65016
5383 NM_199418 PRCP 1515.164 1863.265 1567.783 1642.619

10209 --- --- 9.165645 7.561602 15.02849 12.76204
18671 --- --- 20.85 50.52028 32.11549 34.34061
5840 NM_00100520OR8S1 53.81983 64.25105 46.43672 55.80529

18304 NM_000539 RHO 94.05146 84.81722 80.38918 64.87569
15802 XM_939418 LOC643997 494.5643 503.3951 466.492 442.0876
24309 ENST0000033LOC441268 1292.873 1614.397 1286.056 1174.323
14241 NM_032266 C2orf16 58.23784 65.83557 62.78036 55.62354
25229 NM_003974 DOK2 128.3891 168.4007 132.2063 133.5771
3570 NM_016204 GDF2 290.0267 397.9565 296.0686 291.6854

21595 NM_0010250 RPS14 8753.605 8675.183 8309.826 9202.411
8606 NM_019074 DLL4 92.668 84.44728 79.91129 99.16113
5995 --- --- 34.24265 37.78131 34.45405 40.67561
6407 NM_002723 PRB4 142.8067 155.642 124.1634 133.8428
4336 NM_002696 POLR2G 1046.913 833.791 1025.233 1013.989
2290 NM_178351 LCE1C 375.9592 482.6102 367.4246 368.622
4487 NM_025155 PAAF1 496.4073 544.3513 441.5578 587.2308

28214 XR_037920 LOC644768 19.04538 17.53114 25.76469 20.22385
8142 NM_0010148 LOC196913 90.95007 86.40533 86.35337 105.8619
633 --- --- 36.73923 48.96304 33.98628 36.87328

28607 --- --- 7.997941 8.42306 6.845977 7.29793
4011 NM_00100516OR52B6 41.73072 45.64135 47.99283 53.6882

27973 --- --- 0.8632056 5.043081 3.441227 5.267596
11551 NM_152781 C17orf66 71.49889 68.11721 68.09859 78.53912
19270 AF315716 LOC10013231 27.84862 33.99896 34.78947 33.9817
19610 --- --- 99.44281 103.2495 99.58442 109.9005
19657 NM_006457 PDLIM5 1304.52 1008.624 1277.833 1204.546
4524 NM_020798 USP35 208.8634 245.8591 184.9029 232.6236

18027 NM_015933 CCDC72 1956.615 2101.507 2111.338 2578.896
23468 --- --- 137.9077 172.1743 140.9715 144.664
13962 NM_004977 KCNC3 128.9576 209.4649 131.3978 153.5144
12575 NM_024967 ZNF556 68.74857 94.17967 79.25679 68.1682
15555 NM_005783 TXNDC9 505.8891 531.2559 500.1331 660.7027
16543 NM_016649 ESF1 512.3467 378.3014 500.6957 593.8358
15587 NM_004336 BUB1 2735.814 2206.657 2685.565 3317.394
26910 --- --- 19.13736 11.03988 11.67552 15.67636
28006 NM_005634 SOX3 643.921 770.3804 688.4981 588.3954
6200 NM_002567 PEBP1 1751.208 2311.134 1569.961 2266.156

10711 NM_007148 ZNF179 69.14825 60.81794 71.76722 75.1892
14772 BC021739 LOC554201 246.1535 385.7155 261.5645 333.229
2175 --- --- 25.43803 41.21581 35.70633 30.53113
751 --- --- 25.43803 41.21581 35.70633 30.53113



1898 NM_201546 CDCP2 73.88593 83.36134 63.94705 69.20957
18857 --- --- 13.11898 15.21407 15.39735 9.918488
19965 --- --- 41.11172 46.7728 41.73783 43.45588
17619 --- --- 72.37843 78.19508 61.7075 86.5295
23717 NM_000230 LEP 83.12843 100.6966 99.68874 76.89069
16484 NM_0010298 RSPO4 176.9086 182.5296 178.2263 166.49
9018 --- --- 113.7646 66.99711 92.89525 144.52

20007 NM_000730 CCKAR 72.55502 58.80413 90.14782 89.62222
23162 NM_030752 TCP1 7377.296 5360.745 6677.923 7703.109
5110 NM_0010029 OR5AP2 43.60811 29.84816 47.04547 36.06322
8388 --- --- 31.92463 29.11132 26.26484 37.57037

14511 NM_002371 MAL 98.28944 96.34668 114.4466 114.0024
10265 NM_024671 ZNF768 593.6552 576.459 529.4967 560.492
25772 NM_001539 DNAJA1 2181.312 1583.81 1999.029 2625.309
28558 --- --- 81.81504 107.4717 73.21929 91.03136
27007 --- --- 73.29072 73.00058 75.51458 62.1591
6389 NM_197947 CLEC7A 37.75294 37.31143 41.02077 33.367

26785 NM_006266 RALGDS 395.261 602.7853 396.6077 423.7128
22696 NM_002120 HLA-DOB 93.21846 133.4845 105.9335 123.3973
11427 ENST0000030NOS2B 373.98 404.8813 386.3093 361.3363
7534 NM_00100550OR4K2 38.67113 40.03768 47.55299 34.55003

10125 NM_144674 TEKT5 170.1446 165.279 158.264 146.9169
20427 NM_032783 CBR4 304.6021 350.5598 216.4471 352.145
19698 NM_018569 C4orf16 493.4326 503.0565 608.3209 610.7325
22906 --- --- 16.24905 11.84624 11.40773 14.26811
14960 NM_004379 CREB1 2022.896 1890.09 2047.251 2361.126
4559 --- --- 35.77454 27.87171 46.80446 34.60931

19701 NM_016648 LARP7 503.6027 363.4307 593.6838 631.5457
26736 NM_170600 SH2D3C 228.4843 176.3879 190.7884 202.5398
17225 NM_00100389MED15 3344.271 3603.834 3258.013 3373.82
3516 NM_006333 C1D 586.9459 453.4971 586.4639 592.7376

17699 --- --- 225.6717 200.3948 220.0985 204.4207
23341 NM_018685 ANLN 6388.943 3824.054 6305.678 7211.878
10050 NM_005061 RPL3L 330.8995 469.9097 312.7286 350.6574
25890 NM_003558 PIP5K1B 41.01894 39.31585 34.14988 43.05467
7711 NM_017799 C14orf101 1016.683 1325.498 997.0381 1104.738

11407 NM_020787 ZNF624 178.687 161.2401 175.9119 201.7582
15302 --- --- 0.08745358 14.86094 17.96802 16.23674
24372 NM_017621 ALKBH4 210.9762 228.2822 217.8666 195.2908
2015 --- --- 39.13359 35.55434 38.76112 37.7804
9579 --- --- 215.9554 248.0249 203.8064 210.0806

18705 NM_005283 XCR1 151.7953 143.9682 163.0566 149.6716
11244 NM_0010807 MYO1C 3424.846 3600.602 3265.297 2851.377
16368 NM_181659 NCOA3 2198.189 2082.327 2306.878 2252.399
20591 --- --- 155.9384 122.9849 175.2531 175.5883
27202 --- --- 1.964059 4.695971 2.814976 4.909936
23604 NM_022820 CYP3A43 160.3988 149.7054 141.7378 151.977

112 NM_023013 PRAMEF1 32.33642 42.29091 39.05352 37.76645



2744 NM_018230 NUP133 1245.237 968.1555 1386.603 1469.711
8824 NM_002789 PSMA4 2465.032 2917.561 3027.289 3278.907

10012 NM_021259 TMEM8 1347.064 2166.553 1129.322 1315.474
3477 NM_020824 ARHGAP21 1839.847 1419.288 1927.371 1833.896

19706 --- --- 64.8615 74.65257 72.07327 64.78333
7599 NM_203402 FIT1 129.8578 124.5332 143.469 119.0082

21647 --- --- 11.88825 25.70515 16.90866 26.64505
4227 NM_0010019 OR5D18 63.19502 55.92313 60.4624 58.2544

26017 NM_00100448OR13F1 64.11565 47.63002 71.8439 71.9436
19611 NM_198892 BMP2K 1397.979 1331.384 1610.874 1823.094
12660 NM_175883 OR7D2 54.85565 51.07962 59.36847 55.77765
3167 NM_001547 IFIT2 900.2904 273.246 272.69 345.9482
678 NM_182580 CYB561D1 304.4708 365.5523 331.8401 325.6745

27150 NM_004312 ARR3 81.95488 98.55052 82.28049 77.94209
14611 NR_015377 LOC654433 48.17252 73.75235 51.63269 98.55571
24098 NM_006230 POLD2 3903.709 2896.198 3245.569 3256.98
10598 ENST0000033EIF5A 431.1665 371.2193 397.7774 402.735
4092 BC008657  // LOC441453  / 799.214 1674.682 1025.867 878.9612

28398 NM_002120 HLA-DOB 96.0512 137.2735 109.2239 127.2328
24547 NM_178561 CTAGE6 47.04984 70.81644 46.50622 58.59056
3696 NM_006926 SFTPA2B 126.8477 132.7172 120.2048 131.5624
3698 NM_006926 SFTPA2B 126.8477 132.7172 120.2048 131.5624
4543 --- --- 102.7635 88.21104 151.6548 108.204

10363 ENST0000035FLJ27243 142.2238 173.0185 156.4459 169.8368
24162 --- --- 4.974823 3.87978 5.031006 4.691628
7846 --- --- 160.8737 149.7222 168.2137 155.133

23573 --- --- 45.84739 32.83635 63.53009 36.84869
13277 NM_020813 ZNF471 99.14632 127.6023 148.4076 116.1805
4892 NM_0010051 OR52L1 82.11178 60.89627 78.10564 103.3122
5345 NM_182904 P4HA3 124.4903 123.8079 118.6115 119.3076

12534 NM_002777 PRTN3 644.3156 619.7618 644.7918 603.8906
24758 --- --- 121.2118 133.9247 118.9336 116.183
25438 --- --- 66.44157 64.14982 73.48195 55.20386
18626 --- --- 84.1703 119.9422 82.35799 78.4099

705 BC017973 C1orf162 94.98849 97.74427 101.1052 114.2019
16364 XM_0017221 LOC10013086 72.98341 70.65309 73.93053 73.60777

492 --- --- 5.332637 4.737237 1.426715 3.201935
19180 NM_014926 SLITRK3 31.31232 36.71436 51.32391 41.82968
4214 ENST0000031OR4A13P 27.78927 25.01284 26.29459 21.15134
6251 --- --- 109.9729 140.47 136.7001 108.9169
8840 --- --- 13.26973 12.46031 18.55851 12.49185
3590 NM_003631 PARG 493.4117 316.3653 409.4274 471.2273

11091 --- --- 47.92699 54.65388 58.06068 43.8041
18897 --- --- 50.43959 60.42339 59.54921 51.42592
3432 --- --- 221.499 272.356 232.5582 223.3717

27293 XR_016590 KRT18P49 99.00365 0.3488873 81.46833 48.18559
10536 NM_002615 SERPINF1 22.57256 152.1125 37.62557 33.16425
16377 --- --- 6.106697 4.15506 8.176587 3.818749



8296 --- --- 126.4367 200.4584 139.3996 156.614
14871 NM_032168 WDR75 1832.935 1851.908 2001.711 2148.12
1911 NM_000066 C8B 73.12265 82.29829 83.32333 74.74846
5564 NM_00100518OR6T1 99.45992 86.13541 93.62836 95.97402
8564 NM_003020 SCG5 232.7212 110.2877 131.1452 259.0563

19474 --- --- 9.045956 1.431109 7.903047 6.417111
16091 NM_033089 ZCCHC3 504.8238 504.9425 566.1401 515.4937
13964 NM_004851 NAPSA 84.34461 82.92628 72.49377 74.61643
8591 NM_001211 BUB1B 2396.316 1511.296 2353.491 2870.217
8661 NM_000338 SLC12A1 23.22003 23.7876 17.40471 20.07043
7723 NM_014749 KIAA0586 1590.516 921.4086 1619.972 1853.857

15168 --- --- 11.36837 16.42988 14.09471 11.5684
7924 NR_003198 SNORD114-6 7.572585 10.7845 7.335226 7.467677

25156 NM_018088 FAM90A1 95.6492 79.67546 113.2455 80.84987
3304 NM_000684 ADRB1 322.0518 388.0036 355.4902 322.7934
9482 NM_000548 TSC2 1215.541 1358 1315.299 1100.572

18785 NM_152397 IQCF1 59.7974 49.5878 75.29226 28.63544
20955 NM_0011127 STK32A 94.59543 645.0989 57.9725 293.005
17377 NM_002305 LGALS1 9790.046 11875.89 9924.658 10289.08
13374 NM_00110139hCG_2040376 129.3697 144.9588 150.8295 128.0335
17062 NM_181617 KRTAP21-2 79.04442 86.20358 74.34382 64.48864
10148 --- --- 21.29902 16.55015 13.29261 17.01185
10756 NR_002181 PPY2 268.913 305.5977 229.4687 232.2355
21100 NM_182594 ZNF454 125.0279 141.6712 124.8906 138.3287
27671 NM_014009 FOXP3 106.3556 106.6948 97.82117 108.5208
10454 NM_00102520CTRB2 183.9712 185.8573 167.3358 178.5484
13597 --- --- 51.46217 47.54966 42.84762 53.36161
10773 NM_005702 ERAL1 2532.422 1895.242 2392.047 2388.747
23241 NM_00104066SLC29A4 375.7686 647.2571 392.2076 457.7077
24803 NM_015214 DDHD2 860.3875 1021.689 906.5225 928.5846
1867 NM_032110 DMRTA2 1264.788 1422.643 1281.357 1172.534
6085 --- --- 2.482945 4.610475 3.392526 0.0031959

18441 --- --- 17.14088 6.597939 16.75959 22.39791
7827 NM_033426 KIAA1737 504.5601 510.7829 557.317 586.0119
4840 --- --- 186.8443 221.2654 232.7416 201.4073

21813 ENST0000035LOC390414 90.11571 105.306 89.90367 76.36225
23811 NM_176881 TAS2R39 54.15134 42.78352 59.22482 55.56782
13636 NM_001492 GDF1 229.6446 282.9819 270.5559 255.2828
22811 NM_004556 NFKBIE 486.8764 478.7134 706.3049 550.512
13129 NM_014419 DKKL1 68.13924 160.5012 69.24693 54.84502
19586 NM_00100434MTHFD2L 308.4353 302.7272 425.1014 386.9668
11206 NM_031945 TSPAN10 133.3065 201.3369 136.4633 128.6366
14227 NM_017727 FLJ20254 2821.798 3168.042 2769.458 2432.657
6846 NM_0010330 MTERFD3 155.8164 176.4343 184.3715 203.7594

17826 NM_175607 CNTN4 31.208 32.27961 36.20953 29.78538
1568 --- --- 22.27253 32.41518 36.28652 16.54662

18693 NM_181489 ZNF445 752.9061 716.9059 812.3643 850.5745
8902 --- --- 68.73283 102.9424 91.15208 79.7635



7260 --- --- 76.46346 82.31685 85.84293 83.64125
4088 NM_0010318 INSC 152.8488 99.72588 107.1058 155.876

18933 --- --- 8.402667 8.115083 5.33739 8.553917
7602 NM_017999 RNF31 157.187 119.721 151.3855 154.9191
8678 --- --- 141.4411 136.2048 103.3686 145.1484

17125 NM_003225 TFF1 152.0267 157.3648 156.0107 128.0711
31 --- --- 115.568 162.2523 119.3047 103.2511

24274 NM_024636 STEAP4 30.62825 30.12415 39.41755 34.72421
16164 --- --- 29.67081 24.62584 34.98942 31.37192
13768 NM_00108046SYCN 471.9797 531.842 559.6104 463.7535
4022 NM_00100344OR56A3 88.17822 99.62277 105.1431 97.42313
6081 XM_00171802LOC283398 548.8433 371.0843 524.5159 554.7701

15647 NM_207312 TUBA3E 247.9244 254.688 298.2962 274.7065
11769 NM_024016 HOXB8 673.4221 586.2704 636.9605 591.2545
5247 NM_005714 KCNK7 175.5983 195.9258 177.1175 172.1742

11110 NM_212472 PRKAR1A 4536.53 4530.231 4234.455 4913.339
18314 NM_024800 NEK11 119.3467 94.29895 99.42503 120.8151
27141 NM_001399 EDA 309.7379 353.9777 307.3518 300.7765
8120 --- --- 61.68805 99.76823 67.94984 69.5506

17835 NM_181874 GRM7 54.84072 51.80985 63.57364 52.14709
11384 --- --- 20.12102 16.67366 26.47928 22.65714
26191 NM_001807 CEL 117.5669 108.7408 105.6126 128.1263
13091 NM_018485 GPR77 71.53973 58.07971 62.29031 64.47205
23421 --- --- 52.167 56.34553 60.3921 55.63972
18499 NM_021627 SENP2 1161.301 810.6109 1089.242 1147.983
12310 --- --- 148.4537 162.8763 202.4456 176.5391
18804 NM_002218 ITIH4 119.6346 119.283 138.3347 126.5325
25047 --- --- 62.32551 51.44438 55.80591 79.57546
13529 NM_021143 ZNF20 94.80515 77.06448 89.38336 98.47015
25406 --- --- 40.17112 39.19773 38.56387 30.48537
22397 NM_030949 PPP1R14C 623.3043 605.0449 566.0386 565.3513
11778 --- --- 50.03028 40.24916 55.17559 49.8802
17025 NM_0011004 C21orf91 219.2892 628.8958 108.3315 406.2823
5835 BC036801 LOC387856 123.0435 151.2635 136.1996 130.6339

28842 --- --- 48.40717 49.95208 47.23108 46.67978
10086 --- --- 251.1267 174.3071 272.4524 236.5307
20396 --- --- 40.24253 41.87791 47.65667 42.44418
22156 BC024198 LOC442229 63.27755 48.28861 59.07381 71.80891
22199 NM_00104249C6orf162 395.834 504.4231 367.6443 469.2312
27462 NM_013364 PNMA3 99.05881 90.33004 98.02072 100.6012
3781 NM_002079 GOT1 2704.081 2087.533 2363.562 2106.874

19997 NM_001358 DHX15 2863.288 2151.8 2938.673 3152.238
14809 --- --- 7.577811 10.77021 8.587921 7.496109
25692 NM_003383 VLDLR 339.5135 993.9199 411.8643 388.7586
15719 --- --- 8.159127 9.691166 9.4989 11.39865
2283 NM_0010099 HRNR 32.55656 24.45961 36.87434 39.77674

16668 NM_152503 C20orf132 93.23068 82.53283 83.94736 107.6831
28346 NM_006398 UBD 81.03484 93.38264 71.30208 92.14285



14395 NM_014497 ZNF638 962.1053 1026.229 1142.79 1264.541
1223 NM_018724 IL20 42.24906 32.7052 39.86855 32.91477
6670 NM_003920 TIMELESS 905.7305 489.2923 804.914 868.7952

18337 NM_012219 MRAS 502.6341 567.4355 443.4199 422.0933
8483 NR_003299  /SNRPN  // SN 7.984484 7.13935 17.71407 11.93962

24898 BC041961 C8orf34 43.85632 50.22 45.84446 48.9297
22788 --- --- 21.28719 10.7255 7.279986 18.76887
21804 --- --- 79.35517 110.0254 95.68534 77.01031
10376 NM_012163 LRRC29 162.4022 179.6324 161.248 161.5454
23898 NM_198336 INSIG1 1646.144 888.1865 1708.068 2006.25
14907 --- --- 12.89287 16.78489 14.90015 17.17032
16995 NM_020528 PCBP3 124.3254 124.923 125.1635 125.3562
19027 AY358102 UNQ2790 246.9086 207.9091 258.8458 231.2231
2126 NM_198459 DENND2C 73.72696 184.7595 81.83404 155.6324

17425 NM_031488 L3MBTL2 397.3621 506.9336 410.0027 447.1706
25826 --- --- 148.3838 120.0325 153.3346 176.0552
19784 --- --- 22.79616 17.83616 19.63004 24.46927

821 NM_178230  /PPIAL4  // PPI 2624.2 2573.533 2653.265 2609.458
2171 NM_178230 PPIAL4 2624.2 2573.533 2653.265 2609.458
9518 NR_002169 OR1F2P 66.45126 44.1459 123.5505 118.9499
968 NM_0010044 OR10R2 27.40645 35.0842 27.95758 30.13183

26018 NM_00100448OR13C8 25.74798 36.79989 22.88254 29.63812
13946 NM_178449 PTH2 435.0505 459.2444 428.4847 413.947
2385 NM_030764 FCRL2 76.28223 59.20737 70.68039 58.32315

10981 NM_033413 LRRC46 114.1516 108.2874 121.9333 141.541
704 NM_001688 ATP5F1 2471.15 3039.841 2828.766 3084.23

14066 NM_00108548LOC284417 114.3975 136.2178 122.9033 124.7209
24328 NM_000765 CYP3A7 66.08498 83.33696 78.7935 69.08788
11574 NM_0010014 TBC1D3C 395.6721 560.1979 393.0813 438.6898

56 AY358179 UNQ6193 157.8604 175.1707 170.1988 142.9505
24788 NM_080872 UNC5D 461.3294 451.9377 452.948 419.7136
27337 NM_001152 SLC25A5 7331.069 6411.651 7258.129 7619.137
3687 NM_032772 ZNF503 322.8313 464.817 284.7928 345.6895

25246 NM_006167 NKX3-1 325.1855 253.0452 314.5669 273.3801
9563 --- --- 59.1089 64.83783 45.04145 55.42457
2026 NM_053274 GLMN 401.6894 366.4363 395.3282 540.5045

26881 NM_018390 PLCXD1 260.2929 510.7268 254.8907 393.7778
3752 --- --- 6.962957 2.407376 5.193038 4.414169

21753 NM_012135 FAM50B 191.8878 421.7693 175.1443 246.3099
11697 --- --- 182.9391 210.1402 199.4089 158.1798
12459 --- --- 92.65799 131.3979 113.2169 100.0269
16582 NM_021784 FOXA2 137.8645 174.6296 134.0374 128.9635
28319 ENST0000039C6orf26 524.1171 580.9716 423.805 521.8309
4709 --- --- 22.42864 0.4656036 25.65965 0.07578167
2546 NM_203454 APOBEC4 34.67904 32.70657 41.30529 38.80919

13158 NM_002691 POLD1 540.7754 552.2311 551.2069 594.1609
22923 NM_014841 SNAP91 231.4762 282.8477 258.5449 255.2326
24926 NM_0011055 ZBTB10 758.8315 768.6059 671.5107 763.7453



13363 NM_020695 REXO1 796.5728 525.3629 652.2569 678.9852
15074 NM_005199 CHRNG 534.7952 482.8885 517.4127 472.6775
6226 NM_194271 RNF34 857.3787 601.4857 846.7081 892.2483

18231 NM_173799 VSTM3 65.62284 72.43572 83.11457 89.83652
28136 XR_042499 LOC652811 78.28685 57.41661 74.42599 65.09308
21896 NM_001509 GPX5 50.27321 50.76322 57.52543 58.61374
21380 NM_153216 POU5F2 245.1119 283.4621 253.4415 220.2729
18675 NM_001337 CX3CR1 31.52329 19.53309 40.44968 34.04984
10877 BC126421 KRTAP4-7 311.7881 306.2954 340.0189 325.2704
15225 --- --- 15.87488 19.28909 16.15966 19.69673
9171 --- --- 0.4107812 3.825131 6.598497 2.300137

25253 NM_000825 GNRH1 105.3754 104.7461 96.66232 97.35088
26639 --- --- 46.02625 49.3375 44.42975 46.27417
14543 BC021264 C2orf15 22.31845 40.85346 41.93089 39.07465
19673 --- --- 18.48568 12.97451 18.411 19.69811
6034 NM_018279 TMEM19 1550.299 1134.85 1310.556 1726.224

15617 --- --- 199.0489 144.7069 214.4165 155.1154
1429 NM_0010041 OR2T2 78.29878 85.23568 83.41342 75.17312
5064 NM_016506 KBTBD4 744.8897 643.9416 764.4685 722.5951

20016 --- --- 110.043 102.4772 84.55818 100.1451
27349 NM_012084 GLUD2 682.5767 754.1574 628.7943 591.0432
3881 NM_212554 METTL10 474.2897 487.8969 462.2616 562.2819

20620 NM_138453 RAB3C 55.52533 44.74387 41.8588 56.1887
27148 NM_0010135 DGAT2L3 51.83252 73.72788 60.96682 56.35167
4379 NM_0010087 SPDYC 200.2039 246.2915 201.8643 193.8512

26188 NM_004188 GFI1B 200.7808 202.915 185.9752 192.4813
12957 ENST0000031C19orf15 119.0378 144.3495 126.5925 133.3718
5763 NM_017435 SLCO1C1 27.96287 39.21227 29.29321 30.20269

24143 NM_033273 ZNF479 80.23498 182.1828 105.7637 126.263
16711 NM_003833 MATN4 106.3319 102.5007 126.0202 127.1479
24384 --- --- 181.8044 177.9018 189.2822 181.5772
4810 NM_0010059 KRTAP5-1 649.1188 764.9816 631.2106 640.9902

20755 NM_198150 ARSK 1051.123 774.3211 840.4878 1082.515
9424 XM_00172125LOC10012947 1615.635 820.6643 1272.609 1319.412

17509 NM_197966 BID 1621.871 1454.962 1540.641 1803.667
13737 NM_152655 ZNF585A 193.855 224.4381 195.6727 214.3643
17983 NM_017719 SNRK 1133.127 952.0272 921.8364 1083.305
9435 BC016613 LOC146325 309.3654 304.6967 342.3797 279.5241

18457 --- --- 28.39457 26.15492 37.68428 31.054
26280 NM_007179 INSL6 59.6949 50.23617 63.15607 51.51342
1731 NM_178547 ZBTB8OS 563.8955 576.9644 642.7465 746.4418
2170 --- --- 168.7729 242.5056 171.1213 251.0317
2172 --- --- 168.7729 242.5056 171.1213 251.0317

24167 BC063653 LOC441239 316.7033 233.4372 301.4994 281.796
979 NM_012351 OR10J1 31.25737 39.16956 45.07162 36.59118

27827 NM_0010069 TCEAL6 582.5763 416.9489 554.874 637.1135
932 --- --- 87.20343 97.96767 100.9526 90.79239

11365 ENST0000032LOC388333 95.28331 104.0561 99.18063 75.53159



19042 --- --- 58.81101 66.33679 69.31948 62.43896
382 NM_007102 GUCA2B 1076.015 1019.735 995.1045 974.8635

22827 NM_000324 RHAG 73.4177 98.72802 65.30602 70.00262
9932 NM_017429 BCMO1 42.10605 46.33104 51.74076 42.8835

21098 NM_058230 ZNF354B 233.0676 208.5835 203.084 257.2906
6432 --- --- 20.7922 17.02842 16.61635 15.12984
4116 NM_006157 NELL1 46.71402 23.95375 41.67449 48.33609

24563 --- --- 59.70757 55.19807 91.70111 49.20337
21908 --- --- 610.8972 637.6424 591.0209 589.5229

679 NM_031936 GPR61 157.9314 165.6483 151.4116 135.883
5372 NM_033547 INTS4 965.8903 725.0778 974.5428 971.158
1721 NM_001856 COL16A1 217.2818 247.2315 215.2072 217.3307

15695 BT007161 YWHAE 6658.401 6399.568 6623.173 7051.061
3689 --- --- 5.360692 5.308997 5.538433 5.284558

22679 NM_019105 TNXB 111.1003 113.559 112.1549 112.5509
21355 --- --- 1776.264 1193.008 1492.324 1839.654
5308 ENST0000037FLJ42258 354.2087 378.3473 321.837 364.8025

15309 --- --- 12.36087 8.400962 13.15218 16.88789
26586 NM_00100166ZNF782 218.1367 222.4611 196.0129 257.5571
10067 ENST0000035PDPK1 224.2915 259.9762 229.9736 278.0954
10070 ENST0000035PDPK1 224.2915 259.9762 229.9736 278.0954
10447 --- --- 62.85293 56.55969 48.92526 63.827
6700 AK022448 AVIL 182.474 138.414 218.548 193.0702
3140 NM_002921 RGR 88.96574 89.13819 103.8209 85.51904

25527 --- --- 1.774921 1.451153 3.7723 5.615481
8263 --- --- 91.86943 151.683 106.9326 75.76437
2878 NM_024693 ECHDC3 350.874 415.9511 253.6915 351.8455

14365 NM_019002 ETAA1 328.6028 290.1829 355.0017 385.9524
17420 --- --- 183.1071 194.1996 212.7118 178.7654
17107 NM_003720 PSMG1 1622.02 1352.794 1430.72 1669.543
22180 --- --- 10.0171 10.6257 10.68111 5.93484
28195 --- --- 66.14246 99.84382 88.96928 82.11514
28097 NM_018390 PLCXD1 267.5545 534.2276 264.4334 413.3668
22730 NM_005643 TAF11 489.9948 347.2199 383.3639 507.385
9468 NM_020825 CRAMP1L 255.9949 252.8237 245.9174 245.866

18185 --- --- 104.7772 86.13914 107.9219 126.9705
23123 NM_032832 LRP11 885.7383 715.973 689.548 758.3687
1280 NM_144695 C1orf58 3574.613 2680.686 3448.395 3672.048
412 NM_173484 KLF17 82.95229 95.15417 88.65611 83.00083

26550 NM_005384 NFIL3 316.5359 485.3255 402.4763 353.1302
5537 NM_001382 DPAGT1 2558.416 1832.646 2816.388 2200.064
7550 NM_0010129 RNASE10 41.72826 63.76078 48.20716 46.07477
4283 --- --- 12.91167 12.27908 12.28647 15.89466
3589 NM_018245 OGDHL 152.2012 120.1265 142.0296 150.1697

23934 NM_018059 RADIL 167.5585 147.1259 190.3182 180.8169
2264 NM_013353 TMOD4 42.07095 46.26468 45.16396 49.43261
2047 NM_144988 ALG14 589.8651 692.4842 639.5679 667.7702
1859 NM_005764 PDZK1IP1 218.3473 321.5403 233.8385 214.2931



18691 --- --- 13.34284 12.1957 17.12642 12.54125
15108 ENST0000030LRRFIP1 216.412 184.3718 180.0635 268.3968
14483 ENST0000039IGKV4-1 26.51942 33.97044 30.3093 32.17461
2169 NM_178230 PPIAL4 4469.576 4340.023 4556.112 4484.087

10942 NM_145663 DBF4B 411.2944 280.0298 341.5751 408.7501
14928 --- --- 25.29574 30.5639 27.55889 27.73662
10289 BC107073 VN1R3 92.60223 93.59021 114.4547 94.23799
11669 NM_0010136 ZNF385C 120.6149 138.871 101.3422 108.5873
21947 NM_00101170MCCD1 170.4584 193.0739 196.4747 187.8631
1456 NM_003327 TNFRSF4 172.5936 223.1332 160.8594 170.8

27814 BC034272 CXorf34 1065.41 677.4791 1056.138 1132.208
24732 NM_005775 SORBS3 466.668 322.3265 357.9004 361.0965
10621 NM_018081 WDR79 806.6144 593.6593 762.0802 724.8951
19359 NM_182982 GRK4 79.4082 78.43153 78.7657 80.99812
17286 NM_004076 CRYBB3 222.0887 221.9425 183.172 219.1404

879 NM_178354 LCE1F 340.265 374.027 355.8208 286.0934
13921 NM_001352 DBP 377.307 514.5967 409.1184 344.1226

335 NM_178548 TFAP2E 672.7423 710.6387 664.014 581.9162
2864 --- --- 69.17389 46.42975 73.49213 58.17439
4265 NM_170746 C11orf31 362.62 319.0887 372.949 420.9928

16170 BC016869 C20orf72 1134.543 1164.804 1151.257 1509.782
7285 NM_004119 FLT3 52.12635 49.93589 50.31668 57.65139

26867 --- --- 2649.063 2626.372 2761.915 2933.289
25580 NM_014109 ATAD2 2862.242 1920.177 2693.565 3198.485
11658 NM_000526 KRT14 390.6073 370.9154 344.9374 341.0378
25344 NM_144651 PXDNL 69.64603 79.5914 72.0562 71.89053
10416 NR_003610 PDXDC2 1249.724 1784.594 1131.56 1330.51
17871 --- --- 124.9962 150.8662 113.493 118.1574
9666 NM_014387 LAT 342.2087 375.5393 344.2792 360.604
1792 NM_032526 NT5C1A 130.5087 134.3587 123.4796 106.7069

17576 --- --- 76.86414 103.5949 80.05108 77.6703
20545 --- --- 11.24471 9.157015 7.44698 11.50436

462 --- --- 11.17689 2.116174 13.97008 12.74911
21021 NM_004219 PTTG1 1535.749 1270.39 1428.55 1793.666

243 NM_006314 CNKSR1 115.1605 125.3591 114.1602 113.1287
16386 NM_032521 PARD6B 972.4019 1143.434 1086.202 984.9301
8580 BC006254 C15orf41 1351.126 1122.591 1611.672 1441.546
2094 NM_004974 KCNA2 30.82808 22.77237 25.76941 32.02123

27114 --- --- 21.00549 27.73289 29.99921 23.0805
15223 NM_021907 DTNB 532.8913 709.9661 577.4747 523.6207
19558 NM_005212 CSN3 34.96525 35.53155 35.36303 40.63199
7058 NM_023037 FRY 116.8365 146.9089 108.1911 98.00684

14904 --- --- 27.37744 23.25456 31.00632 26.52578
6930 NM_016399 TRIAP1 1963.822 1690.682 1976.249 2112.518

11877 --- --- 4.939266 5.651303 6.536272 3.497673
17763 --- --- 105.6496 144.1937 125.6989 106.2533
4048 --- --- 108.1601 111.5508 110.629 99.11224
8438 NM_0010124 GOLGA8E 237.8094 256.7099 240.1231 249.4324



9777 NM_024335 IRX6 295.8247 390.9619 313.7501 266.6368
15453 NR_002714 REGL 50.88234 29.01142 44.9271 43.62689
6671 NM_012064 MIP 74.31042 59.55172 78.37695 61.44124
3341 --- --- 83.03864 93.35207 84.07605 83.42866

24483 --- --- 175.5731 207.7473 196.5983 159.3244
22132 --- --- 51.93678 64.26248 56.53593 64.93643
20194 NM_006168 NKX6-1 332.4507 285.4816 328.3792 326.8971
7987 --- --- 99.1302 87.56875 110.3005 96.92357
5937 NM_002905 RDH5 155.4736 252.1605 135.1853 153.6096

22186 --- --- 37.4137 43.19866 55.46704 47.6744
13045 NM_006505 PVR 3432.567 3099.672 3620.055 2960.433
11347 NM_001139 ALOX12B 96.94944 119.1059 106.2892 85.02596
1548 --- --- 2.173369 4.920006 0.1965724 4.231329
446 NM_00101096CYP4A22 74.81898 84.34402 79.63094 83.79724

1218 NM_014002 IKBKE 685.1633 762.1804 767.767 737.4929
11352 NM_032354 TMEM107 295.8468 377.5839 265.7049 375.2063
4817 --- --- 215.9523 278.7927 215.8481 213.708

13170 NM_014385 SIGLEC7 195.6237 232.8774 210.867 196.4515
22383 --- --- 67.18052 86.12592 63.41425 66.59892
23557 --- --- 27.80556 37.06141 31.46549 27.17747
12238 --- --- 76.95063 67.17285 106.3801 92.61524
15917 NM_017759 FLJ20309 1202.19 877.9526 1221.718 1175.098
14195 --- --- 138.9041 159.4704 155.4374 122.6246
23180 NM_175922 PRR18 465.2119 457.1372 439.9836 459.8691
15708 --- --- 5.69775 3.059794 3.198873 3.897378
2205 NM_178230 PPIAL4 2548.099 2479.618 2562.958 2506.327

22062 NM_004828 NCR2 204.0917 189.556 201.381 230.9703
7678 NM_001663 ARF6 3657.453 2907.239 3357.938 3773.629

15960 --- --- 670.1641 574.5856 630.1955 577.5324
13410 NM_019107 C19orf10 1580.18 1494.063 1424.765 1483.035
17990 ENST0000031LOC285346 65.20731 38.70814 65.93898 57.78875
2104 --- --- 92.70753 115.0623 122.2771 98.48695

20199 NM_197965 SLC10A6 127.8408 114.9895 127.7907 111.2819
13239 NM_014218 KIR2DL1 77.17975 95.4432 86.63062 80.13613
15931 --- --- 200.0446 246.8242 204.459 201.9167
23851 --- --- 24.54202 43.04584 36.1531 31.21086
12589 AK097999 C19orf29OS 164.3688 171.2765 172.6844 171.6367
1387 NM_198076 FAM36A 841.1069 1089.641 1002.417 919.5944

22454 NM_007045 FGFR1OP 480.0045 395.2982 571.9949 530.9297
4291 NM_139249 MS4A6E 42.6435 31.77052 36.95484 41.16077
3367 BC036527 CTAGEP 39.21299 28.64665 38.56131 35.76738

17867 ENST0000035LOC10013092 62.73049 45.58701 79.78397 64.96025
11224 NM_0010386 NARF 991.4031 1263.461 872.8129 1041.721
19099 NM_178177 NMNAT3 84.28833 82.37363 82.83743 81.36025
2467 NM_003175 XCL2 56.64536 43.57002 41.86684 48.508

28134 ENST0000037DUX4  // LOC 151.1423 86.02304 138.2547 79.76035
19264 NM_002916 RFC4 2339.049 1745.195 2197.094 2358.115
4337 NM_006473 TAF6L 568.2534 406.2129 542.2078 555.3205



21993 NM_003782 B3GALT4 304.9932 318.6896 265.4748 280.8261
28337 NM_003782 B3GALT4 304.9932 318.6896 265.4748 280.8261
28471 NM_003782 B3GALT4 304.9932 318.6896 265.4748 280.8261

422 NR_001456 SNORD38A 140.6946 99.28262 121.6031 139.1064
8068 NM_014169 CHMP4A 220.6942 173.2454 232.9308 242.9676

12328 --- --- 104.0457 121.3717 111.385 94.83904
7831 NM_012111 AHSA1 2053.7 1524.742 2091.132 2223.762

17545 ENST0000035LOC729495 775.4482 854.9766 748.3006 705.6072
9427 NM_001176 ARHGDIG 228.4784 292.1632 234.6836 234.2897
6629 NM_152860 SP7 214.9403 197.2331 230.8027 200.7778

17412 NM_000026 ADSL 1913.938 1907.128 1887.767 1933.347
16238 NM_025227 BPIL1 178.5636 200.6034 163.6815 178.008
13010 NM_004363 CEACAM5 119.8004 101.8094 122.3796 106.176
7045 --- --- 32.87459 28.03676 17.56761 39.21868

19675 ENST0000026TET2 934.5765 633.4566 1201.957 892.9893
26958 NM_006406 PRDX4 984.2311 1066.934 1073.702 1139.685
23251 NM_032172 USP42 1238.841 1137.928 1195.129 1115.08
19242 NM_024871 MAP6D1 1792.453 3576.267 1510.389 2157.436
16971 NM_020132 AGPAT3 1461.921 1392.238 1269.965 1317.232
9375 AF180519 GABARAPL3 247.3667 214.7047 253.9815 221.4456

19661 --- --- 8.793237 4.395897 22.22322 21.55152
6243 NM_024623 OGFOD2 256.3572 249.6123 236.3648 246.2064

12034 AK126018 B3GNTL1 239.6919 230.2922 245.6328 223.8093
7492 ENST0000037C13orf27 770.358 573.3361 932.5919 994.6652
1134 --- --- 80.89524 74.87733 84.26374 84.493
4956 --- --- 4.921514 2.939624 10.86191 2.21991

11448 --- --- 4.974077 4.4704 4.351133 1.370764
3869 NM_017615 NSMCE4A 478.4261 597.0621 580.7928 672.1722

20837 NM_0010482 CTXN3 54.21384 45.74799 54.25961 47.96041
25548 NM_178565 RSPO2 65.12886 48.93322 55.2123 54.06412
25453 --- --- 6.322177 3.432766 3.982563 3.339767
12988 --- --- 4.451146 11.05035 5.350571 6.88933
10553 NM_000049 ASPA 11.61085 33.14775 20.92607 15.62802
11454 --- --- 6.661677 4.886764 8.264242 5.604743
28742 --- --- 21.94632 22.53226 19.61942 20.02318

33 NM_006983 MMP23B 323.946 320.9244 326.4665 293.1255
24056 --- --- 56.5661 52.95553 61.53186 54.69773
11386 NM_018127 ELAC2 1821.458 1467.649 2031.775 1919.579
28019 --- --- 8.824594 5.438128 5.178908 4.684898
1192 BC032956 LOC641515 89.14146 84.37176 95.97482 89.48593
4812 NM_00101270KRTAP5-3 564.4775 680.0424 581.217 551.2164

20547 BC121073 LOC729862 166.071 94.14619 156.4032 181.1736
10143 NM_015659 RSL1D1 3924.009 3548.563 4229.322 4450.589
26387 NM_013442 STOML2 3413.916 3751.129 3283.166 3456.247
17801 NM_032019 HDAC10 326.1309 348.2616 289.9373 290.897
10123 --- --- 39.04512 67.38289 39.17682 36.92963
13422 NM_020175 DUS3L 737.907 496.6978 662.0745 654.1776
6383 NM_001781 CD69 24.11803 20.42679 31.48691 22.85073



24343 NM_152742 GPC2 89.63716 125.7854 111.0653 98.24966
8579 --- --- 115.3243 158.2503 120.7976 116.1009
5545 NM_006288 THY1 73.79989 104.9435 76.25549 81.36477
1674 NM_0011147 ZNF683 137.4934 154.6579 148.4103 149.4031

25752 NM_024013 IFNA1 57.50383 60.35749 57.79633 59.78966
27482 NM_012253 TKTL1 113.2288 142.5889 105.5976 118.5712
10873 NM_001254 CDC6 2242.805 1073.168 1891.726 2349.41
2517 NM_022457 RFWD2 750.6583 670.7899 780.0839 792.8167

11189 NM_178543 ENPP7 174.2007 152.8573 165.5488 178.6614
10742 --- --- 104.728 139.9678 106.8455 113.7429
8546 ENST0000034GOLGA9P 527.0316 867.6219 565.7241 707.6551

17604 CR456388 bA9F11.1 48.35524 65.97331 63.23015 65.35664
16059 BC031945 C2orf19 33.36188 56.93353 41.89684 38.52771
5740 NM_020853 KIAA1467 588.9584 1377.594 859.9806 820.1913

14783 NM_022058 SLC4A10 55.70624 67.84821 58.78246 52.09375
15262 NM_000348 SRD5A2 66.63077 76.92425 74.59676 64.47664
13877 NM_004409 DMPK 655.4805 712.5191 615.1086 598.7593
23165 NM_003058 SLC22A2 98.18373 87.72932 115.7987 108.3468
13159 NM_003121 SPIB 115.6526 135.9497 105.2874 109.6259
22296 --- --- 65.49346 60.04557 47.37781 69.61118
9380 NM_018668 VPS33B 523.2433 680.5993 580.7884 639.4561

28046 NM_004344 CETN2 850.3093 1080.46 972.4058 1210.873
6556 NM_001659 ARF3 4631.556 5383.454 4561.813 4878.184

25447 NM_00110528LOC646486 19.90226 21.41144 31.0902 25.54706
13412 NM_182919 TICAM1 584.3465 533.9177 706.5074 511.2837
2503 NR_002750 SNORD44 689.9421 828.6333 871.1068 659.2549
436 NM_003579 RAD54L 877.6721 622.2819 740.2658 771.1583

3168 NM_00103168IFIT3 1118.979 426.2624 539.9614 749.5453
24852 --- --- 24.13337 15.31112 20.1296 20.20078
20265 NM_031279 AGXT2L1 24.6655 26.04047 26.11757 26.00256
13059 NM_006509 RELB 378.0963 480.0245 517.2742 414.6366
19421 ENST0000030FLJ39653 364.8582 358.8769 316.4273 308.7902
28780 --- --- 117.4698 104.9178 116.1445 96.72453
26953 NM_152577 ZNF645 39.63379 35.81282 34.48865 38.21943
22281 AF086130 FAM26F 108.2776 131.7197 107.9729 122.0266
23405 --- --- 13.58638 11.41601 11.60446 17.9938
22619 --- --- 28.71573 34.61568 27.11213 25.62576
6735 XM_0017234 LOC645422 84.57914 71.64464 106.1413 111.0434

16519 --- --- 188.1544 210.0338 179.8308 182.7655
6883 NM_000432 MYL2 63.82312 68.57275 58.09666 57.48953

28143 NM_014893 NLGN4Y 72.80237 98.61942 81.85497 85.94597
19309 --- --- 41.95453 48.17529 47.09753 48.59586

787 --- --- 22.18471 6.97508 17.64598 15.57667
799 --- --- 22.18471 6.97508 17.64598 15.57667

8543 --- --- 305.388 249.5871 270.9811 370.5157
9007 --- --- 305.388 249.5871 270.9811 370.5157

25734 --- --- 119.4656 150.6521 132.5096 129.3703
21139 NM_024830 LPCAT1 1299.237 1658.597 1234.504 1547.109



8358 ENST0000033LOC10013081 27.42729 33.34755 34.69571 35.7584
13100 BC043386 LOC374920 575.9521 720.2581 572.3177 599.05
2836 NM_0010018 OR2T34 154.1982 129.9111 159.1996 144.6971
9239 --- --- 75.16956 71.0015 54.02193 58.08636

23148 ENST0000033C6orf35  // LO 535.064 411.5646 526.131 603.6204
22108 NM_001253 CDC5L 3111.296 2188.36 3002.792 3540.887
16753 --- --- 66.89606 73.98412 61.23571 68.43124
15676 --- --- 108.139 119.263 114.5815 89.21763
15371 --- --- 61.28273 41.63398 58.06633 58.84361
13381 NM_213568 SLC39A3 566.9169 546.1832 468.2519 497.7046
14657 NM_004622 TSN 1266.408 1394.262 1108.128 1449.507
21644 --- --- 33.22874 21.04432 21.73498 24.77782
12822 NM_003721 RFXANK 811.3901 800.0322 836.5663 706.3906
23020 --- --- 64.30148 68.31688 66.71298 58.08863
24844 --- --- 18.13358 15.48698 16.37939 24.55413
23761 NM_020299 AKR1B10 24.6998 19.03214 37.50082 29.14998
27993 NM_002139 RBMX 3018.825 1996.231 3182.36 2919.784
13271 NM_018337 ZNF444 290.1321 368.4749 308.4525 258.7529
15130 NM_002712 PPP1R7 2408.45 2402.139 2217.961 2518.879
9467 NM_024600 TMEM204 473.6134 503.795 392.4497 408.4026

25441 --- --- 355.1031 368.8522 280.8368 243.3376
13142 NM_000951 PRRG2 61.46181 60.70357 65.83368 73.34846
3976 --- --- 43.12605 45.33636 41.05197 53.48049
546 NM_003838 FPGT 432.9419 663.475 469.3044 577.9311

6531 --- --- 96.22752 89.30111 87.25909 97.54951
1985 NM_014021 SSX2IP 619.2812 660.4202 682.2328 814.9798
3068 --- --- 11.28712 24.60203 21.1631 18.49015

17380 --- --- 34.60482 46.20553 49.02406 43.18367
16549 --- --- 49.27538 65.5618 56.07329 68.90089
1933 --- --- 51.45026 32.57603 57.062 53.91109
5315 --- --- 27.3642 28.78913 27.13883 50.77712

24938 NM_173538 CNBD1 36.64094 44.8504 42.31673 48.3078
15286 NM_00103168SFRS7 2071.9 2117.357 2314.702 2411.517
19438 NM_013367 ANAPC4 720.1381 569.4182 727.1776 807.5609
1571 BC128126 C1orf126 38.91032 73.41959 47.07724 56.36699
9173 --- --- 43.86416 31.4584 36.99009 40.39663

23758 --- --- 20.0245 8.575119 24.60095 16.11909
23477 --- --- 48.50845 36.84816 33.98895 35.70106
1199 NM_00100139ATP2B4 1589.547 2231.177 1355.871 1796.05

25635 NM_003695 LY6D 241.238 272.5318 237.0373 239.5394
27174 NM_0010129 PABPC1L2A 586.464 655.2562 591.1789 528.4667
5351 AK026249 FLJ22596 80.83482 93.71023 71.33078 84.33414

13637 BC004943 MGC10814 128.2706 164.2035 145.6286 124.0765
6612 NM_175068 KRT73 58.80639 70.77496 61.17532 63.72913

22051 --- --- 39.38069 54.63915 42.92094 47.20039
1048 AY194294 LOC10012875 165.0408 129.4965 155.6415 159.8083

18254 NM_016298 FBXO40 62.38493 60.69963 73.30111 64.3031
27496 NR_002984 SNORA56 145.3806 115.6593 150.2005 119.9581



3098 NM_015037 KIAA0913 403.3485 364.8395 310.7883 331.2356
9623 NM_018119 POLR3E 1041.402 881.2071 1144.467 1091.189

14450 --- --- 8.022956 3.608613 6.15623 9.572107
17962 NM_015460 MYRIP 183.7795 165.9634 177.0372 159.3645
14199 --- --- 22.49516 24.2017 44.18069 24.35358
6006 --- --- 19.45676 9.766638 12.22607 19.23566

14659 --- --- 17.54594 28.36099 19.32171 17.51337
18792 NM_017442 TLR9 149.6518 156.1952 166.0824 146.1605
27219 NM_032967 PCDH11X 53.36906 59.8865 47.26516 46.1095
16698 NM_016470 C20orf111 596.8989 735.9409 672.951 766.3637
23247 NM_006303 JTV1 1631.098 1405.796 1715.861 1760.156

57 NM_031475 ESPN 754.8843 916.8867 780.3038 693.3727
16264 --- --- 44.78084 46.54523 49.4838 48.70367
14751 NM_194317 LYPD6 131.5521 125.0467 128.8999 128.4194
19796 --- --- 32.29297 23.10991 31.31042 33.3429
1005 NM_00110256PCP4L1 138.0418 163.5542 158.9461 155.1325

11638 BC126421 KRTAP4-7 320.5796 346.7612 374.7299 355.2231
18235 --- --- 129.9497 144.8701 147.6894 112.3422
18476 --- --- 110.4831 143.4021 123.3903 123.2039

829 NM_003517 HIST2H2AC 6413.658 5408.215 6237.251 4463.397
2615 NM_018208 ETNK2 649.6312 1033.992 697.1781 662.5333

13077 NM_0010029 IGFL2 84.97958 72.54682 66.6229 101.2157
5135 NM_00100546OR5B3 94.98755 113.3994 100.1763 106.9696

16939 --- --- 12.12371 13.45213 10.53889 14.79921
20430 NM_012224 NEK1 473.6893 362.9438 378.64 524.7194
18076 NM_016483 PHF7 854.4604 696.3213 720.9352 671.0179
19407 NM_00104044DEFB131 10.07548 14.20137 15.3903 17.91721

885 NM_005547 IVL 153.5901 176.1172 152.0842 141.6574
10787 NM_015594 TBC1D29 135.8888 132.9942 126.338 132.8085
8188 NM_016029 DHRS7 427.0245 511.7739 396.7097 442.2385

11630 NM_030967 KRTAP1-1 428.6234 418.2441 419.8136 418.4085
12041 NM_030967 KRTAP1-1 428.6234 418.2441 419.8136 418.4085
10093 NM_032444 BTBD12 400.4613 313.9361 411.9696 437.6094
16401 NM_020356 CASS4 93.01997 97.96685 110.6321 91.21992
2012 ENST0000037GBP5 89.706 80.30428 73.66972 83.35855

15902 NM_033066 MPP4 242.8025 111.7035 280.8013 409.453
21719 --- --- 111.474 93.9449 92.75649 82.84769
27125 --- --- 4.639916 6.488325 9.160058 10.41462
23131 NM_017909 RMND1 372.0644 352.5402 330.9301 424.7916
11055 NM_004859 CLTC 6310.702 5602.399 5971.889 6729.237
10516 NM_004913 C16orf7 192.764 151.9777 179.7496 181.637
16539 --- --- 76.03512 96.29248 84.21557 64.45152
8814 NM_003978 PSTPIP1 118.3424 89.72272 127.4887 115.6756

14901 --- --- 179.4029 226.3115 228.8293 198.4317
26620 NM_0010019 OR13C9 33.28333 27.44549 27.56173 29.83146
22805 NM_015388 YIPF3 2200 2757.747 2363.642 1946.542
28048 AK289879 PNMA6A 339.0865 431.1805 412.1421 387.1514
11031 --- --- 229.9334 306.3846 263.7686 204.6877



6246 --- --- 29.31321 13.31845 28.64133 33.29659
21720 NM_0010016 OR2Y1 107.5703 91.87936 101.0107 96.73037
16983 NM_198687 KRTAP10-4 425.1602 501.2478 452.4262 414.0796
27754 NM_00102526LOC158830 57.69414 41.64546 46.0591 42.31041
3462 --- --- 1.862173 7.040143 3.498205 3.179514
1769 NM_013285 GNL2 1687.645 1734.305 1656.275 2003.402

13875 NM_00108046FBXO46 688.793 674.7847 637.1904 534.4271
4749 NM_001274 CHEK1 2165.758 1163.161 1745.295 2292.413

14577 NM_00100874SULT1C3 33.99238 37.84941 41.45875 34.19083
28170 NM_020363 DAZ2 79.39353 70.15298 87.61018 82.1896
28173 NM_004081 DAZ1 79.39353 70.15298 87.61018 82.1896
28246 NM_004081 DAZ1 79.39353 70.15298 87.61018 82.1896
9316 NR_003246 FLJ40113 268.6995 326.6147 243.1254 314.813

22623 NM_052967 MAS1L 61.76238 76.16007 68.49764 69.09698
28345 NM_052967 MAS1L 61.76238 76.16007 68.49764 69.09698
28478 NM_052967 MAS1L 61.76238 76.16007 68.49764 69.09698
26320  NM_021068 IFNA4 75.80026 78.93436 80.12835 71.14275
20491 NM_052909 PLEKHG4B 302.46 213.3365 265.475 261.6342
25274 --- --- 495.8167 717.4518 524.778 522.3397
16797 ENST0000031RP11-429E11 51.23451 61.0887 51.94798 48.42603
25688 NM_021240 DMRT3 203.0277 169.7145 190.4957 200.2486
21862 NM_003495 HIST1H4I 813.9757 473.7195 863.7465 577.3843
15765 NM_002054 GCG 45.60368 30.17423 29.69045 31.09977
18503 NM_001622 AHSG 47.61605 49.28403 65.25928 53.33259
4734 NM_032811 TBRG1 1580.467 1183.986 1462.897 1270.641

20799 NM_003135 SRP19 606.0065 573.9216 757.4786 752.6073
11843 NM_032582 USP32 1905.15 2226.53 1888.733 2183.66

170 NM_032880 IGSF21 194.1134 181.6112 170.8143 175.6756
17579 --- --- 62.24523 91.91084 74.3395 85.96094
10976 --- --- 226.7603 252.6947 159.3045 259.7559
11202 ENST0000035FLJ44861 182.5133 200.6063 189.0912 173.4149
6327 NM_199245 VAMP1 324.0137 284.5843 254.3615 306.2889

28152 --- --- 44.57612 44.11359 54.15379 46.36938
28228 --- --- 44.57612 44.11359 54.15379 46.36938
14666 NM_032740 SFT2D3 522.5944 603.6923 502.537 498.3433
22328 NM_052913 TMEM200A 151.9053 63.87859 62.11494 127.9992
9685 NM_173618 CCDC95 365.4652 364.9231 393.87 356.4185

15729 NM_012097 ARL5A 1124.614 1095.881 1225.485 1292.781
17862 AF280797 C3orf42 205.0591 181.0315 178.3813 196.0444
23716 --- --- 194.3961 244.0699 201.4247 178.7669
11554 NM_020426 LYZL6 25.92378 24.11926 29.5443 22.09973
15604 --- --- 942.4941 875.3568 868.8475 885.4006
19729 NM_00103419EXOSC9 1164.668 797.382 1169.745 1200.504
27846 --- --- 22.8993 0.184395 15.7439 21.60868
10546 --- --- 124.0254 142.3615 140.5261 113.6063
16833 NM_005286 NPBWR2 65.6079 74.20003 66.70316 69.64145
23229 NM_133463 AMZ1 208.8675 198.3882 183.3107 200.8366
1652 NM_006625 FUSIP1 2297.616 2051.929 2496.044 2678.362



1304 NM_020247 CABC1 390.295 574.6145 457.23 402.0136
28257 NM_020364 DAZ3 84.85884 74.18803 93.71349 87.21851
21926 NM_005516 HLA-E 3577.968 4331.407 3800.943 3100.114
23864 --- --- 11.50487 7.882167 17.82861 12.63253
4377 NM_004927 MRPL49 1721.13 1196.031 1607.861 1734.897

14045 NM_0010814 LILRB3 120.7863 117.635 142.977 109.5936
20654 NM_033281 MRPS36 608.2927 510.1903 622.9279 598.0976
20049 --- --- 10.97588 15.42075 18.69236 13.91897
7170 --- --- 4.15147 9.74626 12.0583 8.189369
4663 NM_001558 IL10RA 72.87778 56.60831 67.68738 67.07201

18183 --- --- 16.03382 8.856955 9.198073 13.20694
11081 NM_030779 KCNH6 107.6851 78.64156 91.60551 79.30612
6481 NM_016570 ERGIC2 2110.688 2429.213 2218.679 2442.311

12512 --- --- 88.38919 80.3405 89.70171 77.77626
2422 --- --- 12.72501 18.88574 17.52442 15.84614

25407 --- --- 24.59899 29.94979 26.42705 23.84042
3760 NM_013314 BLNK 79.25518 70.68715 65.32106 73.36549

19888 NM_003265 TLR3 671.6965 498.531 826.4972 640.2067
12249 NM_006785 MALT1 1100.816 674.3361 1008.813 1064.326
24866 --- --- 9.957783 11.82398 17.9431 12.14148
6219 NM_0010805 UNC119B 602.0069 661.2045 557.2985 598.5831
6109 --- --- 38.753 47.12231 35.89245 33.02705

12950 --- --- 29.71502 27.22132 36.35004 16.53725
27713 --- --- 24.60297 5.329352 36.16002 44.74829
15844 --- --- 8.248153 4.676933 7.369824 5.281009
22392 NM_005389 PCMT1 3058.55 3682.949 3070.184 3900.051
6716 --- --- 178.4578 171.6459 182.1271 173.6473

10978 NM_014726 TBKBP1 429.3474 460.0676 452.046 460.8737
11768 NM_004502 HOXB7 535.6721 368.7053 494.5578 605.6
23581 --- --- 45.85905 58.07604 50.9515 46.85482
10453 NM_153486 LDHD 204.4896 221.813 200.184 187.7591
22406 BC011348 C6orf211 679.5414 658.2759 773.8945 853.683
2017 NM_201269 ZNF644 1027.882 1049.387 1136.782 1363.728

15261 NM_000379 XDH 120.9069 96.6646 114.2661 121.4815
10105 NM_133450 ANKS3 177.8619 199.8391 178.7125 172.5063
9165 --- --- 14.73659 11.03122 17.23676 11.78586

15218 --- --- 14.08095 17.07121 12.01488 11.13441
16771 NM_000782 CYP24A1 981.6498 36.94558 45.20622 580.0999
20057 --- --- 15.22971 0.3813234 13.96908 19.16621
6137 --- --- 43.03407 65.06715 37.54224 44.37906

27807 ENST0000036EPAG 120.5444 83.00964 130.1581 154.8032
28732 --- --- 27.62231 32.88749 33.97464 42.5752
16424 NM_030773 TUBB1 1612.447 1315.687 1550.016 1535.055
9612 NM_00110136FLJ41766 103.0714 140.6003 103.1304 122.9886

26498 NM_017662 TRPM6 68.21449 58.38929 69.39635 57.52354
26384 NM_007126 VCP 5532.872 5581.873 5361.805 5745.686
5523 NM_0010985 AMICA1 76.79206 82.63962 78.82213 68.34831
2716 NM_152608 C1orf55 965.4318 839.5278 900.0416 862.9322



13089 NM_015603 CCDC9 428.5013 450.0835 400.7189 420.2461
19090 NM_024491 CEP70 429.7279 522.0529 509.4453 593.4937
16240 NM_182658 C20orf185 138.6298 167.3693 145.2795 110.2646
12819 NM_019070 DDX49 730.9315 636.1431 700.7091 686.0848
26322 NM_002171 IFNA10 14.97037 19.72659 27.39916 25.30613
6223 --- --- 63.4183 71.27247 63.82927 65.22998

14001 NM_002029 FPR1 76.75615 70.65282 61.78815 71.82481
23077 NM_078625 VNN3 32.24444 30.60293 34.67598 38.90316
3571 NM_004962 GDF10 180.5386 172.2132 164.0385 155.3564

13771 NM_004877 GMFG 88.79353 109.706 67.69344 68.79356
17303 NM_173510 CCDC117 1356.967 974.6509 1437.282 1513.764
9962 NM_005251 FOXC2 1050.395 1139.948 1026.352 897.1143
7742 ENST0000038FLJ43390 51.82934 57.74229 69.30371 64.9701

17951 NM_005107 ENDOGL1 322.2406 164.2213 274.7294 290.5774
25745 --- --- 133.8709 138.1922 136.908 114.8843
3215 --- --- 23.62595 27.50961 36.18196 27.92379
3857 --- --- 5.970757 4.608892 1.53098 3.224639
5474 NM_002519 NPAT 1411.628 1385.094 1272.803 1563.432
1892 NM_018087 TMEM48 2074.265 1691.506 2086.219 1897.893

22899 --- --- 18.99846 17.72695 25.43389 15.39907
24230 NR_003602 LOC541473 138.1932 115.3534 133.6768 131.7223
18959 NM_022488 ATG3 3173.618 2789.906 3123.194 3486.115
28520 NM_000544 TAP2 1639.43 1179.265 1814.783 1496.921
19967 NM_017491 WDR1 4308.09 4318.808 4486.414 4048.74
1096 NM_152663 RALGPS2 1748.315 1143.339 1764.624 1802.034

15345 NM_018084 CCDC88A 1386.354 1871.262 1430.768 1942.795
5450 NM_032299 DCUN1D5 1313.633 1184.206 1300.082 1456.825

21020 --- --- 96.42158 97.92268 92.83093 93.22399
28292 NM_005516 HLA-E 3728.007 4477.305 3949.299 3209.768
28429 NM_005516 HLA-E 3728.007 4477.305 3949.299 3209.768
7595 NM_006032 CPNE6 189.7824 188.9958 226.259 211.3381

24649 NM_080389 DEFB104A 38.01353 32.04706 42.14967 36.5249
25153 NM_080389 DEFB104A 38.01353 32.04706 42.14967 36.5249
7300 --- --- 168.9304 154.0467 139.0016 154.8036

26047 --- --- 6.609973 5.253347 0.3193707 3.532053
12316 NM_004746 DLGAP1 123.319 103.1718 114.7866 107.8952
23195 NM_024919 FRMD1 67.81379 77.74548 77.91694 69.75083
16784 NM_080618 CTCFL 81.74252 81.88762 64.23032 73.342
27726 NM_007156 ZXDA 1015.758 929.4482 785.0864 960.47
18670 --- --- 19.35492 33.51756 11.38947 17.79389
18248 NM_004547 NDUFB4 2703.331 2400.94 2881.163 2646.618
19332 NM_004547 NDUFB4 2703.331 2400.94 2881.163 2646.618
19315 NM_182627 WDR53 449.9382 332.5576 372.616 458.4657
24041 NM_001883 CRHR2 85.45112 99.11685 90.24496 92.21923
6372 NM_002355 M6PR 6562.773 5684.509 6242.814 6261.435

12180 NM_001942 DSG1 36.28782 31.04135 40.57218 40.73072
24090 --- --- 77.1385 61.32222 89.00893 72.36699
5104 NM_00100528OR5M8 62.35328 70.4407 64.28502 77.43018



19069 NM_153240 NPHP3 652.5482 746.5659 731.5838 720.4966
9811 NM_020312 COQ9 1735.279 1420.518 1677.702 1899.37
9746 --- --- 84.20581 98.26966 97.13056 84.38105

27143 --- --- 34.4152 30.49897 27.37379 39.84028
13992 NM_030657 LIM2 233.8308 284.8083 265.8675 213.0361
23220 XM_00171705ELFN1 247.9628 198.0057 240.1677 218.5721
23740 --- --- 34.98763 65.83546 52.1803 51.30146
8514 NR_003353  /SNRPN  // SN 7.391065 2.367739 8.338293 4.721627

27750 --- --- 14.80983 13.29661 12.19343 13.62753
83 NM_015074 KIF1B 959.5797 1554.448 894.1391 1304.88

579 NM_021233 DNASE2B 53.64474 47.3392 63.40862 57.21458
21158 NM_004394 DAP 3428.369 2418.616 2985.486 3513.779
7780 --- --- 111.9581 128.865 114.513 109.8674
3458 NM_014241 PTPLA 455.5686 652.3302 519.5896 554.693
676 NM_00104070SYPL2 539.5384 560.0098 572.9336 487.6383

17626 NM_003634 NIPSNAP1 1123.966 1706.983 1129.872 1382.335
3490 --- --- 13.61257 10.14304 6.464024 8.623477
497 --- --- 121.2289 131.1292 127.1989 131.1552
137 NM_015849 RP11-265F14 150.5533 147.1169 135.0407 135.0698

17214 NM_002882 RANBP1 1781.066 1318.767 1640.782 1821.048
15119 --- --- 27.65124 35.55196 29.6706 33.25798
18131 NM_0011247 FRG2C 20.01715 23.93153 21.39594 29.31493
7997 NM_0010047 OR4K14 69.66595 79.49921 80.88201 84.72464

19140 NM_023914 P2RY13 34.68788 41.99587 44.84566 41.45352
19305 NM_0010396 ZDHHC19 165.1303 189.7859 185.7538 172.6186
2245 --- --- 237.5373 210.8167 212.262 357.498

24641 NM_018088 FAM90A1 93.33765 88.05376 109.4091 84.19301
24645 NM_018088 FAM90A1 93.33765 88.05376 109.4091 84.19301
9245 NM_020147 THAP10 506.4899 196.6185 393.0002 415.8675
2732 BC002843 C1orf35 455.0976 417.0672 393.8089 416.2064

16824 NM_003224 ARFRP1 447.0524 450.6443 409.011 408.238
1616 NM_019062 RNF186 154.0285 105.3019 141.2325 141.2098
1585 BC033082 CROCCL2 244.4995 230.6838 187.1974 229.8028
9567 NM_001192 TNFRSF17 16.02618 15.99044 19.29578 14.64074

17315 NM_00100368UCRC 3078.94 3032.875 2979.731 3154.818
8601 NM_005258 GCHFR 415.8484 393.7948 524.2598 460.1445

21755 NM_003913 PRPF4B 1635.816 1490.44 1729.05 1894.346
10997 ENST0000032FLJ40194 107.1169 119.0298 121.682 119.0647
27840 NM_032621 BEX2 322.7797 381.356 293.2363 363.2527
21195 --- --- 17.66658 20.97619 39.12303 27.54337
6894 --- --- 7.75615 9.224969 5.914875 12.20858

26223 NM_016215 EGFL7 442.8122 593.1083 442.7951 437.1638
23804 NM_002769 PRSS1 56.01245 48.04041 41.37638 45.29667
6265 ENST0000031TMEM132C 85.61434 86.81929 101.7103 88.26705

22854 --- --- 14.1666 22.40339 10.71478 15.28735
534 --- --- 79.94955 96.1853 101.1588 93.5248

13716 NM_139239 NFKBID 185.2408 271.447 217.9518 228.9656
6460 NM_005691 ABCC9 85.73303 47.16358 47.51326 68.1601



3380 NM_014468 VENTX 126.151 167.0949 135.5111 111.507
5575 NM_012378 OR8B8 40.1682 26.15784 52.92521 28.76831

13947 NM_020309 SLC17A7 237.0933 243.3967 230.8315 207.2543
13547 NM_024038 C19orf43 1397.939 1314.527 1285.351 1293.903
19471 NM_017581 CHRNA9 49.54288 57.67812 40.88667 44.09926
20266 NM_198721 COL25A1 125.2271 143.5275 133.9422 113.001
7777 --- --- 31.38905 42.49212 45.8311 39.00559
2689 --- --- 17.09924 25.60379 15.67736 22.18336
3469 --- --- 95.02943 99.41811 94.21166 82.09837

23703 --- --- 48.32183 45.89266 42.88071 41.71086
3541 --- --- 30.23393 39.67293 28.59593 31.62167

11549 NM_139285 GAS2L2 211.9719 231.6496 241.4648 207.4948
18678 --- --- 48.09677 47.95275 43.24786 54.57309
22993 NM_006016 CD164 6155.366 5556.853 6358.104 6373.875
28858 --- --- 2338.989 1136.398 2002.748 1796.047
21625 NM_004270 MED7 306.5924 337.3514 342.5074 336.1199
24331 NM_033017 TRIM4 467.4373 678.5204 410.9991 464.165
1525 ENST0000037C1orf200 145.8186 139.0629 146.6129 145.3565

14560 NM_003853 IL18RAP 37.28611 25.20636 31.68951 37.93615
18924 NM_020654 SENP7 232.9176 208.4044 244.8107 264.0938
18956 NM_0010087 GCET2 67.28168 74.47267 80.57146 78.89951
13392 NM_012398 PIP5K1C 1337.504 1111.695 1282.628 1304.449
11542 NM_152462 AMAC1 97.22437 103.4062 82.5962 93.84759
3003 NM_199459 C10orf71 69.88681 63.6043 76.98456 66.07411

27771 NM_0010129 PABPC1L2A 474.5801 532.0811 484.3875 427.3167
2168 --- --- 3394.167 3306.459 4074.429 3802.421
2204 --- --- 3394.167 3306.459 4074.429 3802.421

11276 NM_145068 TRPV3 84.56977 85.15543 91.48265 86.55227
23297 --- --- 150.0242 147.4069 160.3283 129.9396
28634 --- --- 101.0387 122.1824 125.1184 116.0506
3711 --- --- 135.4202 144.7966 159.8231 137.962

10146 ENST0000031hCG_1983896 51.65718 68.88505 61.10972 59.37151
12403 --- --- 67.05802 79.48636 114.1848 64.7793
2798 NM_00100434MAP1LC3C 98.40859 105.9731 94.46091 107.785

11 ENST0000032FAM87B 93.9837 96.72533 103.5635 126.2676
2270 NM_007185 TNRC4 203.8052 215.3537 184.0929 195.1338

25732 --- --- 54.8434 53.81577 72.9994 58.65465
5219 --- --- 136.2075 142.9407 128.9563 128.9167

13694 NM_000285 PEPD 3369.953 4250.817 3348.157 3655.229
20106 NM_000406 GNRHR 25.27101 19.78753 25.62622 25.78163
5668 NM_002286 LAG3 188.6143 215.8661 182.1978 165.9868
5928 NM_0010055 OR6C65 23.94679 38.99257 34.3378 32.71804

12700 NM_152357 ZNF440 258.942 247.9493 239.2287 293.5222
10845 NM_0010014 TBC1D3C 413.0524 589.131 413.454 454.9656
11323 NM_001671 ASGR1 153.762 166.1966 138.6995 143.9129
17952 --- --- 56.22948 76.88505 65.58159 56.12474
9923 --- --- 94.84459 104.2069 102.3519 93.23492

18176 BC006512 C3orf26 2192.6 1260.371 2411.521 2250.346



2489 --- --- 109.7905 116.5158 100.9477 102.6417
13613 NM_005234 NR2F6 1344.21 1462.458 1380.283 1202.12
24927 NM_001444 FABP5 915.7635 773.857 850.8918 1082.917
2586 XM_940966 ASCL5 80.00816 62.84303 90.38689 76.58729
4275 AY457926 FAM111B 1694.044 938.801 1691.992 2098.295

16605 NM_152667 NANP 446.7913 370.6546 503.2349 459.7101
26107 NM_005833 RABEPK 446.0051 361.9099 364.8562 480.4705
3684 --- --- 1789.431 1611.689 1696.68 1716.553

10253 NM_031477 YPEL3 361.4962 444.1602 385.3625 329.9203
10463 --- --- 211.9587 223.0966 232.2145 250.7873
27215 NM_033048 CPXCR1 30.67141 43.04327 40.82765 37.37434
7100 --- --- 21.60396 14.13192 10.56044 14.45088

16686 --- --- 15.78128 25.02568 19.49742 19.38834
11239 ENST0000033LOC10013087 49.4964 121.2059 85.72491 84.56422
4754 --- --- 81.953 87.73386 74.75935 93.56401

14258 NM_030915 LBH 101.189 179.1096 93.75391 116.5001
10928 NM_145273 CD300LG 219.0757 224.317 233.4319 200.4518
21776 --- --- 16.75704 15.7088 20.05794 18.02589
21223 NM_206907 PRKAA1 2627.317 2254.937 2260.052 2493.279
3520 --- --- 209.84 103.6728 205.3488 175.1215

25956 --- --- 2.719168 6.122987 6.002044 3.071532
18878 --- --- 25.30497 15.35115 19.14089 18.4372
8232 AF284217 C14orf162 86.80436 97.44687 96.55089 86.3228

18049 NM_144499 GNAT1 752.9642 699.3494 743.9011 767.0477
14111 ENST0000032FLJ39005 120.5786 139.9698 141.3188 109.4002
8443 NM_018958 C15orf2 158.9735 159.7663 166.866 136.731

15104 ENST0000030LRRFIP1 656.136 827.4995 634.2397 646.8967
19982 --- --- 12.54448 21.38789 15.91375 24.52626
13476 NM_00100519OR7D4 70.93093 76.62487 67.18919 76.66782
7411 --- --- 47.39078 81.23315 81.76534 55.78849

22758 NM_032115 KCNK16 149.9835 149.6948 147.0436 131.4519
12711 --- --- 13.10116 23.71892 9.747642 7.141412
23330 NM_198428 BBS9 583.3956 748.7862 658.5598 713.2816
20111 NM_182502 TMPRSS11B 13.60437 13.54137 9.777911 17.95304
20693 NM_000859 HMGCR 2109.173 1772.344 1979.773 2926.498
12091 NM_015295 SMCHD1 1920.622 1264.179 1898.554 2026.072
6685 NM_005379 MYO1A 108.5635 96.72787 121.8914 104.798

11627 NM_031957 KRTAP1-5 330.1306 346.1074 326.1355 305.7052
12043 NM_031957 KRTAP1-5 330.1306 346.1074 326.1355 305.7052
22983 NM_020381 PDSS2 326.9454 265.1962 280.4534 339.9761
15786 NM_020675 SPC25 731.9055 385.048 795.0717 700.1296
22852 --- --- 316.0141 320.2561 320.5923 343.2849
22817 NM_021572 ENPP5 52.9715 298.4266 90.58054 118.3321
7866 --- --- 115.5345 110.2565 93.60551 107.9321

26946 --- --- 84.24951 70.29577 103.9196 76.05647
517 NM_002633 PGM1 1560.958 2739.536 1810.996 1835.77

12873 --- --- 3.800407 0.00869159 4.583035 6.907138
17963 --- --- 6.102196 7.010158 11.67966 10.42325



8418 AK128421 IGH@ 156.9085 115.2408 138.8951 123.5481
12357 AF427489 C21orf94 15.11607 13.7843 21.8973 20.01663
5925 NM_00100518OR6C1 25.63461 28.88136 22.97155 26.52463

17879 NM_014463 LSM3 1079.986 1255.178 1297.377 1538.004
22152 NM_000947 PRIM2 1515.516 969.5491 1374.332 1605.057
19672 NM_00100838CISD2 1894.93 1794.381 1841.318 1953.074
24751 NM_004331 BNIP3L 2306.055 4916.547 2543.273 3369.744
2164 NM_000566 FCGR1A 28.1949 37.32438 41.99551 44.89229

26029 --- --- 98.76974 121.041 107.1993 117.0771
3293 NM_058222 TECTB 45.73698 50.17212 36.74259 38.21907

21821 NM_015895 GMNN 743.0092 381.2784 858.9075 859.3621
4533 ENST0000039LOC10013042 50.02998 37.63887 44.93996 36.02028

20127 NM_144646 IGJ 20.99745 38.16685 25.35327 24.62556
20897 --- --- 40.07256 33.07823 39.74346 41.01124
13491 NM_003755 EIF3G 3347.41 3366.22 2789.921 3189.48
15348 NM_00112296SMEK2 2234.013 1976.965 2230.905 2422.325
10033 NM_0010014 C16orf42 506.4222 514.7126 556.9221 541.1992
11368 NM_014308 PIK3R5 130.3476 116.6577 115.1596 121.5684
5262 NM_020404 CD248 106.209 83.03127 107.8488 91.17501
6864 --- --- 106.8568 121.4759 112.8572 145.6139

15083 NM_0010179 INPP5D 131.834 145.9337 138.7328 137.7073
9062 NM_152596 EXDL1 110.6797 119.7239 109.0936 104.8419

12315 NM_003803 MYOM1 42.58574 42.4369 55.43145 50.04503
10880 NM_031961 KRTAP9-2 225.7164 226.9207 245.2338 225.9419
19089 NM_178130 TXNDC6 73.12976 84.83787 97.34957 75.64394
14700 --- --- 13.19628 10.73449 9.830153 8.058966
27656 --- --- 6.53209 5.570999 10.36636 5.559274
12622 NM_139161 CRB3 288.0268 396.9673 312.2872 286.3698
10664 NM_004278 PIGL 394.3445 412.6192 300.6921 395.4767
19186 --- --- 3.954708 3.241773 4.227079 4.448465
6738 NM_201550 LRRC10 56.28286 70.22019 61.28248 54.77404
1926 NM_032027 TM2D1 477.9612 722.1459 520.3072 489.7479

15822 --- --- 6.991131 4.903214 12.83445 8.090796
4198 NM_0010047 OR4X2 86.30039 76.2595 69.15129 84.447

24164 --- --- 2.093685 5.036754 1.460139 2.030928
321 NM_145238 ZSCAN20 154.3887 177.6326 164.1481 182.0292

11566 --- --- 24.08461 32.50529 31.40421 25.37084
19488 AF547222 LOC280665 38.48343 20.67319 53.25637 49.94152
17172 BC084577 C21orf56 463.9313 405.2875 472.9508 421.2255
13548 NM_013312 HOOK2 160.5258 234.9553 130.4666 197.2092
1619 NM_012400 PLA2G2D 680.9798 720.825 601.0153 636.9592
7570 BC071758 TRA@ 64.59008 73.45528 59.00211 70.28201
8184 NM_022571 GPR135 551.9911 513.4699 479.282 543.6928
2446 NM_053282 SH2D1B 65.78027 24.32768 48.63825 72.44714
6676 NR_002737 SNORD59A 65.02541 100.4145 75.09605 92.0831

28553 --- --- 106.7486 152.9156 126.9128 111.9822
7877 BC009073 C14orf152 126.4091 141.2271 124.7399 113.2204

19163 NM_006884 SHOX2 553.4604 393.0684 446.3468 563.1431



6376  ENST000003 PTMAP4  // PT 6136.883 5717.382 5947.954 6452.453
169 NM_030812 ACTL8 119.9567 122.0814 123.7103 112.4802

4685 NM_198489 CCDC84 411.4587 263.8384 340.4182 471.8992
24079 ENST0000029LOC340286 84.40536 40.95045 54.27985 96.0502
1088 NM_022093 TNN 48.44647 51.72932 69.16162 54.76401
5630 NM_213655 HSN2 462.0045 357.4879 238.4724 437.179
3896 AK127642 LOC387720 265.2924 284.9543 257.1204 218.5394

16181 --- --- 122.1996 115.5451 97.09628 102.1782
15160 ENST0000034LOC10012958 94.41544 120.5112 117.0409 114.9431
24122 NM_007009 ZPBP 78.79925 85.23951 82.63798 71.29024
14529 NM_017623 CNNM3 1057.909 1044.864 1073.217 1008.558
20485  ENST000003 DUX4C 199.3744 223.6467 239.7176 180.5293
26931 NM_007220 CA5B 371.8142 451.3013 382.4213 323.9188
9990 NM_004413 DPEP1 163.0002 186.8587 182.3186 144.4149

10024 NM_022773 LMF1 90.40216 233.3273 93.28024 126.4074
3146 NM_0010300 OPN4 145.3831 168.5415 158.9413 153.9511

12908 NM_014364 GAPDHS 150.0973 304.1187 161.1893 183.7855
5202 NR_002565 SNORD25 241.2301 169.038 207.9484 212.3288

25697 NM_004170 SLC1A1 210.3824 365.293 200.9084 181.9193
13101 NM_153608 ZNF114 529.0531 222.0671 191.1049 495.7588
26347 NM_005802 TOPORS 753.6902 600.2941 807.8492 983.0777
25049 --- --- 31.92416 23.63433 34.33368 30.08166
21154 NM_019599 TAS2R1 49.43653 45.61921 68.29827 54.36341
14165 NM_002236 KCNF1 152.8667 207.5541 163.7874 155.5564
4400 NM_001335 CTSW 152.4004 145.7958 125.5845 135.9805
7622 NM_007077 AP4S1 81.80297 43.33681 77.84093 84.80602
6099 NM_181861 APAF1 559.1215 690.4227 546.2668 730.111
9653 --- --- 5.062169 7.379396 5.584917 5.913644

26407 NM_016734 PAX5 144.4824 159.3939 150.4483 139.1707
9489 NM_001761 CCNF 1050.416 660.2836 1047.543 954.7851

27003 XM_936849 LOC347411 694.9819 649.2646 690.0381 700.3069
16496 --- --- 16.42545 27.94945 24.56385 29.23714
17502 --- --- 31.91258 27.27238 27.11464 29.27833
12679 NM_020428 SLC44A2 2912.443 3420.919 2867.514 2399.958
2977 ENST0000031ZNF487 130.6615 115.5395 133.2239 154.319

27325 NM_000686 AGTR2 20.56717 15.98661 21.36987 21.41157
548 NM_138467 TYW3 1363.047 1026.42 1345.24 1456.176

16213 --- --- 45.82424 39.42096 42.04782 29.24746
27043 --- --- 41.25014 33.41328 33.46474 29.52984
7506 --- --- 68.6462 77.06649 68.29372 65.27514

24467 ENST0000029CRIM2 218.2615 220.4171 206.1417 198.4216
18601 NM_144636 CHCHD4 338.4191 189.856 287.1605 309.8211
25939 BC132741 FLJ45537 101.5353 95.23319 96.32401 96.26633
14837 --- --- 0.9284635 4.517975 1.048221 0.4501047
10328 NM_024336 IRX3 207.4845 243.0674 199.7653 200.1014
15483 NM_005667 RNF103 557.7506 779.6891 503.4258 599.0296
6026 NM_006431 CCT2 4045.613 3012.566 3873.257 4658.706

14677 --- --- 1.051732 1.918397 2.89347 0.00227752



8892 NM_0010399 MESP2 282.7131 254.1312 281.1923 248.3667
3728 NM_148977 PANK1 397.1038 352.1156 397.5805 410.3423

43 NM_080431 ACTRT2 128.1828 144.3407 163.3453 140.3927
27112 --- --- 44.4874 64.82641 26.98651 52.48621
15462 XR_019555 LOC647302 280.9046 439.5801 342.6665 415.5563
15716 --- --- 23.58891 11.15746 19.31785 23.60336
11230 ENST0000034LOC653051 116.6737 196.8954 138.8678 148.2934
4625 NM_207430 FLJ46266 182.331 157.3622 180.5939 175.1132

22468 NM_032448 FAM120B 1366.839 1189.128 1368.132 1452.974
2685 NM_018713 SLC30A10 109.6222 125.4928 115.0445 108.6412

11634 NM_033184 KRTAP2-4 581.3731 574.1049 627.0167 628.3519
12039 NM_033184 KRTAP2-4 581.3731 574.1049 627.0167 628.3519
23007 --- --- 16.93619 12.86282 14.21538 25.73964
11210 NM_012140 SLC25A10 694.5754 489.3625 621.444 648.3194
9088 --- --- 95.13058 100.2789 81.59554 98.33529

22921 NM_015599 PGM3 1241.086 1088.017 1282.513 1489.612
10216 NM_145080 NSMCE1 538.6089 740.0749 571.1458 672.49
12864 --- --- 61.3291 75.0873 60.49752 75.16102
9067 NM_002344 LTK 87.99589 102.2118 103.8536 99.2504

19855 --- --- 52.08574 88.10613 71.88121 65.03709
26869 --- --- 2132.517 1385.107 2102.039 2020.812
28828 --- --- 79.01492 71.69115 57.03009 83.00453
13109 NM_004605 SULT2B1 116.1608 121.8993 122.3374 94.93728
2424 NM_003874 CD84 57.76619 66.84877 69.23367 76.11088

16103 NM_080836 STK35 931.54 1356.571 980.5328 994.2836
5162 NM_152718 VWCE 183.1432 182.4237 189.4924 180.4033
4587 --- --- 131.1833 113.4266 119.0731 115.4233

23037 --- --- 81.79671 47.6799 78.03439 61.77853
20858 NM_00103978CCNI2 125.1144 149.1987 119.9759 127.2123
15070 NM_001632 ALPP 74.07104 85.09522 46.72791 53.73204
28144 --- --- 38.74096 24.70123 37.43575 39.2897
28218 --- --- 38.74096 24.70123 37.43575 39.2897
17385 --- --- 70.10859 75.88457 67.50192 68.43082
3383 NM_152911 PAOX 1006.221 1061.488 961.9333 933.6501

21939 NM_00101090C6orf205 319.7202 270.7896 294.786 339.9221
21564 NM_000176 NR3C1 1707.584 1268.9 1845.678 1659.222
24032 --- --- 2593.448 2582.479 2419.1 2618.042
11849 NM_032043 BRIP1 1107.365 714.7109 932.2477 1096.291
23867 NM_175571 GIMAP8 121.4683 153.2589 115.5277 106.4626
19948 --- --- 36.39469 33.39735 65.88478 40.53728
26777 --- --- 346.2474 398.4129 403.044 351.427
13695 XM_00172167LOC388532 14.67657 20.60709 18.57674 18.2567
12525 NM_005317 GZMM 321.4235 380.6401 325.05 299.7662
26729 AF159054 LOC51145 53.07069 63.74573 63.58938 52.35839
7054 BC030277 C13orf26 40.41413 27.27258 29.89073 37.99603
7714 BC013174 C14orf108 711.0353 700.0801 775.0146 900.4957

14025 NM_032584 ZNF347 31.93851 62.85787 35.4216 40.26336
24893 --- --- 104.981 109.8236 64.28295 110.2006



2658 NM_006147 IRF6 80.02012 64.65298 104.7107 81.76134
154 ENST0000036LOC644634 69.46991 102.8116 85.79967 64.08179

22344 NM_004865 TBPL1 1176.701 900.238 1145.436 1238.973
26888 NM_175569 XG 238.7865 266.7991 209.0126 189.3931
19347 NM_00101740MAEA 1358.838 1117.248 1267.148 1518.2
19028 NM_144639 UROC1 81.50056 99.39227 96.59758 78.34133
5361 --- --- 33.96857 42.96705 30.14407 31.65373

20549 NM_004932 CDH6 65.78715 64.08227 66.93005 63.02743
1125 AF510428 RGSL1 30.45815 29.61331 32.87023 28.57262

27129 --- --- 23.61789 27.42102 27.4391 22.89419
15600 ENST0000031bA395L14.13 120.2523 153.3893 116.7694 97.41947
19327 NR_003291 LOC348840 89.76977 68.2274 61.47072 105.1663
11476 --- --- 43.84172 48.82945 31.59921 50.62144
25005 --- --- 32.38445 33.77216 33.16977 33.88662
11846 XM_00113390LOC729621 174.92 181.1504 185.8384 158.4252
6782 BC027600 C12orf12 60.11506 47.82846 47.40301 42.67249

22745 NM_016059 PPIL1 1574.998 1188.737 1550.191 1676.253
27831 --- --- 95.1874 101.7439 73.3515 75.23064

690 NM_203412 UBL4B 67.2096 51.92487 60.23283 62.01502
1490 NM_017818 WDR8 354.947 344.2186 397.3777 337.5194

20075 --- --- 37.64199 35.18598 44.3938 40.88569
416 AY254217 MGC33556 79.7109 90.30063 97.22886 77.99618

19258 NM_004454 ETV5 2107.839 2443.97 1916.102 1808.489
6682 NM_003708 RDH16 75.23827 73.13134 71.68008 76.33508

22812 NM_182539 TCTE1 154.6846 167.3188 182.9865 136.0114
10762 NM_003984 SLC13A2 137.3693 143.4702 150.4463 143.0507
9201 --- --- 70.46119 68.26387 72.17061 65.66717
7136 BC120931 FLJ40296 126.1772 116.0711 158.6777 134.4533
7137 BC120931 FLJ40296 126.1772 116.0711 158.6777 134.4533
7138 BC120931 FLJ40296 126.1772 116.0711 158.6777 134.4533
7139 BC120931 FLJ40296 126.1772 116.0711 158.6777 134.4533
7140 BC120931 FLJ40296 126.1772 116.0711 158.6777 134.4533
4277 NM_015177 DTX4 323.7219 407.0076 361.0244 395.2978
1393 AB209286 EFCAB2 54.56201 59.66131 69.84045 64.76933

22848 NM_000847 GSTA3 47.22777 26.54852 49.74102 41.22429
8843 NM_022566 MESDC1 1070.08 976.266 959.4205 962.7101

23594 --- --- 37.17133 64.14676 63.19416 51.34471
6987 --- --- 14.25541 18.10313 14.21713 12.27584

20468 NR_003542 UNQ9368 108.2535 80.24037 107.0653 105.0284
20808 NM_016144 COMMD10 602.9503 619.5142 675.7004 759.976
5152 NM_001444 FABP5 911.5852 761.0662 845.392 1073.72
7413 AK098560 FLJ25694 201.3168 234.0763 213.8463 220.0341

14887 --- --- 66.6451 77.45644 82.1946 83.58973
21460 --- --- 10.76686 13.14608 16.19971 18.73181
1676 --- --- 16.79974 15.95888 24.90626 23.37956

27675 --- --- 41.47148 44.60879 40.99226 48.43009
20971 --- --- 87.17242 82.22433 73.77361 95.13217
28101 AF193043 CXYorf2 176.7932 153.8732 162.9791 193.2463



21697 NR_003281 GMCL1L 20.46243 20.73682 21.49843 24.19404
18323 --- --- 4.386059 3.96349 2.134142 2.383524
25602 ENST0000026OC90 68.94555 77.18218 79.88806 71.94339
1903 NM_017904 TTC22 91.77329 106.0677 80.03357 70.49702

26037 --- --- 140.2147 132.3239 163.831 129.9817
25479 --- --- 24.10194 10.08071 15.64 21.64831
17321 NM_012429 SEC14L2 703.1917 648.9113 525.1054 591.6583
3424 NM_207423 FLJ45983 98.94196 125.0511 98.30158 91.98357

24924 NM_007029 STMN2 70.31362 69.32897 80.15853 69.05999
12090 NM_015295 SMCHD1 2089.331 1385.389 2010.929 2128.986
6742 NM_002849 PTPRR 88.70029 72.73225 66.64095 66.90301

18853 ENST0000033LOC401070 40.11522 47.50821 44.6337 49.24891
3033 --- --- 23.05859 17.47818 22.42402 21.12903

26399 NM_00101244C9orf128 74.12723 69.04931 61.47356 66.23056
27821 NM_019007 ARMCX6 1028.212 1016.947 1058.705 1132.595
2109 NM_005167 PPM1J 259.5354 300.3738 250.6951 245.6219
7074 NM_020751 COG6 918.4313 976.9934 868.9092 1180.123
5048 BC036925 C11orf77 183.491 146.2752 198.0496 195.4115

26011 NM_207299 RP11-35N6.1 324.2316 262.9888 326.925 286.529
14301 NM_005400 PRKCE 518.7284 744.5034 425.0079 523.1156

878 NM_0010252 KPRP 108.2082 91.60954 111.2794 109.5447
28061 NM_003491 ARD1A 2207.151 1954.469 2374.84 2126.295
6934 --- --- 82.31456 109.6741 110.971 84.84908

13408 NM_052972 LRG1 332.6639 356.8011 298.6678 343.2444
21616 NM_004821 HAND1 67.34119 59.16254 70.40701 70.3702
15505 NM_000798 DRD5 180.7325 191.3903 209.8287 166.8244
17948 NM_004803 SLC22A14 77.61801 53.99928 84.48734 70.40861
22753 NM_006708 GLO1 4498.941 4557.577 4397.896 5188.774
22127 --- --- 75.53976 82.62753 69.05248 66.08183
20571 NM_005983 SKP2 4625.365 3718.144 4773.32 5105.663

820 NM_000566 FCGR1A 16.22464 32.82072 31.38671 39.52124
11577 --- --- 202.1604 224.1758 145.3122 231.1253
12058 --- --- 202.1604 224.1758 145.3122 231.1253
26688 --- --- 375.6083 470.943 433.3793 423.5251
25973 --- --- 157.7712 152.9231 131.465 166.6127
13708 --- --- 204.9265 265.5449 196.6376 233.3893
9554 --- --- 156.9296 171.887 137.5229 123.5031

24042 NM_022728 NEUROD6 28.40693 41.65391 37.73108 38.96626
26368 NM_032596 C9orf24 195.9755 214.7867 182.854 181.4286
11809 NM_004645 COIL 1463.777 1204.208 1403.814 1902.609
18850 NM_025075 THOC7 875.6099 1124.769 933.0584 1135.222
13898 NM_004069 AP2S1 2008.871 2064.532 2191.136 1879.218
4386 NM_031904 FRMD8 274.831 261.434 239.1442 272.6037
6790 NM_003566 EEA1 1500.036 1164.17 1796.313 1882.536

21132 NM_007030 TPPP 134.7016 187.3755 131.1476 137.8429
2803 NM_181690 AKT3 2809.827 2812.411 2955.523 2702.521

21435 NM_032028 TSSK1B 131.6997 128.8624 113.5637 131.0096
17201 --- --- 51.73503 29.31901 49.64895 61.27713



14436 --- --- 5.389496 8.156482 9.990556 11.45546
1861 NM_00104816STIL 2364.516 1370.088 2267.654 2456.942

23679 --- --- 34.02756 40.35256 49.4712 42.85485
5443 NM_022122 MMP27 57.0225 66.57841 67.76366 71.03131

27054 NM_00108048GLOD5 64.72365 68.48919 70.99545 74.17052
19385 NM_020777 SORCS2 167.1511 170.5099 167.407 170.914
7465 --- --- 30.40585 24.05206 29.2504 28.53363
2970 --- --- 9.610697 6.874063 5.231848 9.570436

13915 NM_144577 CCDC114 138.5445 123.1806 144.4614 133.2074
3216 NM_005479 FRAT1 225.3014 176.0353 183.7266 197.7922
2979 AB235418 RP11-285G1. 147.4533 110.0663 118.0206 137.2084

11259 --- --- 266.2032 277.1023 251.1148 234.5609
222 NM_198173 GRHL3 140.0691 150.6892 138.4854 129.3044

10351 --- --- 22.99187 14.13406 22.05586 17.01114
23635 ENST0000030MUC12 80.89638 86.1861 63.7005 71.82412
22729 --- --- 125.8526 113.1037 95.14833 104.9665
22009 NM_003093 SNRPC 908.7121 770.6564 934.4821 895.3138
5112 --- --- 35.76983 22.03917 37.96333 29.63193

18272 --- --- 67.74392 50.17811 41.36074 62.75848
11416 NM_016084 RASD1 275.5385 288.5733 266.2045 235.0075
27638 NM_032591 SLC9A7 1822.897 2165.533 1536.896 1559.156
28787 --- --- 47.70614 57.6425 62.54222 58.28638
21890 NM_0010075 NKAPL 30.86733 46.70467 42.74584 35.44366
14792 NM_152381 XIRP2 77.70622 72.91396 72.58894 72.26666
14368 NM_173545 C2orf13 279.8949 396.3935 302.5331 324.6671
27426 NM_032539 SLITRK2 167.3285 273.8976 185.7409 188.7166
4008 NM_0010047 OR51Q1 94.89487 74.83961 102.9775 98.5763

26122 --- --- 84.89551 73.22449 99.3022 104.704
12327 --- --- 304.7728 436.8264 411.1464 378.1777

192 --- --- 799.4368 924.5373 943.9492 775.6874
3156 NM_004897 MINPP1 1495.209 1544.042 1214.485 1456.548

25410 --- --- 2560.189 2259.538 2537.51 2474.437
13023 NM_001410 MEGF8 127.708 200.325 169.5954 158.5893
1132 BC022030 C1orf19 1591.949 1301.56 1916.773 1550.135
9437 NM_004204 PIGQ 579.7337 614.1384 524.7486 470.0507

11818 NM_004758 BZRAP1 167.7377 193.8123 157.8578 152.8019
7706 --- --- 163.1921 214.7547 177.8251 229.4478

11249 --- --- 58.81873 68.7717 67.40333 67.45039
22690 NM_019602 BTNL2 128.5941 148.1238 101.5173 134.178
28394 NM_019602 BTNL2 128.5941 148.1238 101.5173 134.178
28516 NM_019602 BTNL2 128.5941 148.1238 101.5173 134.178
10569 NM_00101498GLTPD2 299.2224 298.9733 287.6346 271.2988

550 --- --- 24.40788 18.1268 28.81015 21.56258
13020 NM_199285 PRR19 111.0206 80.70142 112.7346 104.4788
26815 NM_019892 INPP5E 596.5802 500.5208 517.0957 579.8286
1625 NM_005216 DDOST 4396.309 5550.204 4659.3 4480.701
9834 --- --- 5.458768 6.631475 9.604295 6.74956
5438 NM_178127 ANGPTL5 17.95177 14.88085 10.66067 8.364975



4551 --- --- 61.57715 57.92765 58.65062 53.63509
18681 --- --- 36.07867 31.33469 28.96903 46.50457
23768 --- --- 24.30581 22.51056 21.98907 15.94336
5062 --- --- 96.49022 61.99757 27.93162 53.23668
1993 --- --- 81.68261 80.17545 87.21163 76.52328

11691 NM_025267 AARSD1 588.1495 528.4258 496.0844 551.1797
5762 NR_003286 LOC10000858 14283.68 14571.25 15516.95 14784.89

18447 --- --- 9.211239 8.347715 20.41693 16.34781
22076 NM_138296 PTCRA 363.6834 450.9171 384.1666 355.1548
24871 --- --- 53.84644 60.65981 51.66009 66.08491
4251 ENST0000032OR5AK3P 58.03716 36.87646 55.20364 45.39162
4413 NM_153266 TMEM151A 508.7372 589.3309 490.5921 439.0133

12890 NM_020895 GRAMD1A 989.1992 1184.558 1006.816 862.0151
11980 NM_005567 LGALS3BP 3182.354 4890.79 3565.417 2766.134
9810 NM_002987 CCL17 194.2827 254.0201 182.7579 195.3554

16663 --- --- 61.69404 60.25653 70.8892 67.27143
5684 NM_006331 EMG1 1512.953 1034.875 1437.416 1498.704

14729 NM_00100166SPOPL 758.913 591.5583 566.5412 802.7067
2825 NM_00100548OR13G1 45.34546 52.64101 55.04085 59.30845
910 NM_080429 AQP10 53.86333 60.2353 66.81178 53.70836

15219 --- --- 11.90177 8.562248 18.5338 16.33869
20319 --- --- 45.26613 48.65808 46.00514 42.49335
5344 --- --- 64.26443 64.00639 61.96172 66.57367
4501 NM_001235 SERPINH1 3831.987 4092.136 3792.337 3382.894

11181 AY358510 UNQ464 258.9304 259.7085 245.5787 240.7
19690 NM_018983 NOLA1 944.8091 793.2184 1024.919 1147.778
11006 NM_022167 XYLT2 849.2028 901.3345 768.1318 784.9018
22463 NM_030615 KIF25 123.9194 77.99603 117.687 128.7387
15467 --- --- 63.59746 23.22734 43.56071 65.68417
22666 NM_013974 DDAH2 448.889 416.4266 434.043 526.9509
19071 NM_007027 TOPBP1 2951.945 2131.925 2744.324 3076.696
21649 --- --- 29.05375 47.01247 32.98566 26.68015
10285 NM_152901 PYDC1 138.6175 163.973 155.0769 135.2841

323 NM_145205 HMGB4 52.25103 63.55603 50.56955 56.09828
9536 AY358225 UNQ3118 83.91416 124.5981 74.34026 87.05576

25021 NM_006438 COLEC10 249.2732 105.0671 67.04675 150.3805
11983 NM_0010825 HRNBP3 120.6626 132.9001 117.6449 118.4199
11761 NM_002144 HOXB1 249.3745 306.7775 272.7806 253.1706
8013 --- --- 71.45773 68.2952 74.39984 81.62161
1385 BC032859 C1orf101 177.0308 163.6211 154.9741 148.3058

13417 --- --- 1348.055 1302.109 1668.63 1574.248
2539 NM_0011024 RGS8 96.60773 92.41612 111.8654 92.50132

20002 --- --- 81.88316 101.6823 81.09158 83.28653
13224 NM_014516 CNOT3 1232.858 878.8203 1253.422 1158.771
16277 --- --- 140.8224 160.2185 122.8449 140.4935
20969 --- --- 14.35174 18.35173 20.42447 14.41837
16652 AY461812 FER1L4 85.16294 259.2936 81.07388 113.0323
7450 --- --- 157.3363 175.0589 194.7176 207.2832



6453 --- --- 19.49534 22.67788 19.09527 22.81233
5290 NM_181843 NUDT8 248.2767 234.5088 276.5758 253.7397
7684 NM_030755 TXNDC1 3651.937 3840.818 4068.126 4337.144

18679 --- --- 6.042787 8.450294 7.635291 10.02786
329 NM_002060 GJA4 180.3951 167.9099 162.8723 161.6919

17080 --- --- 291.8983 312.0731 301.8007 271.2211
3084 --- --- 322.8751 387.8407 258.353 325.4909
3991 --- --- 85.5807 94.29758 75.86123 91.70477
2143 --- --- 153.1571 87.31005 163.0176 115.8056

28696 --- --- 13.15101 17.81102 20.18328 8.887674
10124 NM_001424 EMP2 2550.592 2264.697 2415.944 2033.508
8009 NM_145250 RNASE11 16.41901 8.893811 17.0016 13.47815

25051 NR_002304 POU5F1P1 85.91098 79.10081 80.35765 50.58183
2144 NM_025188 TRIM45 230.9904 237.6285 207.6369 267.645

15010 NM_025216 WNT10A 210.6366 252.4389 199.8708 190.9803
4665 NM_000733 CD3E 129.1325 150.7732 126.118 137.2554
7768 --- --- 51.52741 45.67605 44.13441 44.27868

12765 NM_00100446OR10H5 456.7564 359.4867 426.7306 423.5513
17507 --- --- 23.57945 23.03782 28.4777 21.00361
8711 NM_207322 FAM148A 160.3694 194.323 149.1615 153.2852
5655 NM_002234 KCNA5 112.1278 91.1954 103.0205 97.38664

12312 --- --- 20.88881 21.87552 18.21543 18.08795
25420 BC042877 RPESP 212.3834 278.395 217.6957 214.4193
2191 NM_016361 ACP6 1006.594 1068.131 977.8617 1029.786

13577 NM_032571 EMR3 48.50324 51.90229 64.6179 44.42374
21809 NM_017774 CDKAL1 1623.814 1262.08 1614.967 1688.14
7374 NM_020357 PCNP 3234.275 2271.283 3278.199 3296.054
6457 NM_021957 GYS2 33.90351 32.0938 34.1684 43.00985

15460 NM_003849 SUCLG1 1183.953 1444.191 1192.738 1535.838
23502 NM_000265 NCF1 134.4131 92.64018 120.0123 127.1048
12815 NM_012109 TMEM59L 196.0161 237.9698 194.5127 180.74
2256 --- --- 9.470283 4.217209 11.99168 10.50608

26475 BC043420 CBWD5 740.8081 873.641 673.0574 884.6122
11463 NM_152914 MGC33894 1109.002 1103.071 1034.526 944.8514
5613 NM_00101239OPCML 63.58163 41.85126 56.98214 51.11421

15972 NM_017431 PRKAG3 137.1773 128.5467 163.1372 128.9017
13241 NM_006737 KIR3DL2 106.5831 103.264 94.47813 103.7716
1492 NM_020710 LRRC47 1333.58 1561.078 1176.585 1429.505

23840 NM_005435 ARHGEF5 161.7731 277.9772 167.9919 257.7067
10154 NM_173474 NTAN1 815.7012 826.6799 843.9446 850.9203
2185 AK128227 LOC10013023 90.11227 171.2125 80.20669 87.91171
2196 AK128227 LOC10013023 90.11227 171.2125 80.20669 87.91171
3887 ENST0000031FLJ37035 85.44534 112.0726 96.80338 103.3097

10129 --- --- 1.767648 1.523672 4.200858 1.932493
20564 NM_144725 FLJ25439 32.8553 22.7251 29.48282 31.2044
16638 NM_080476 PIGU 2262.584 1843.607 2374.332 1966.422
14321 NM_00110039FLJ40298 57.0267 75.53512 58.38146 50.24032
24531 NM_0010082 LOC136242 52.22814 49.2559 59.86602 54.28791



10057 NM_00100994PKD1 550.1318 680.7773 579.4039 479.2905
21551 NM_031947 SLC25A2 66.16963 75.76971 83.27881 69.08385
19225 --- --- 143.5909 143.5841 128.3299 125.0974
3545 --- --- 78.93148 92.32731 79.38697 74.20203

16958 --- --- 86.65195 113.9817 87.33085 82.30519
20154 --- --- 3.534395 4.006603 11.79727 12.38708
17033 --- --- 186.0614 209.547 169.8111 173.2808
14485 --- --- 30.92025 41.15521 50.19977 34.07964
15502 --- --- 30.92025 41.15521 50.19977 34.07964
16598 NM_001900 CST5 147.1597 164.835 190.9196 148.0814
2536 NM_172000 TEDDM1 60.96289 43.445 73.96606 48.15694

13336 NM_016585 THEG 159.4305 164.1066 132.0461 144.4252
5046 NM_017749 AMBRA1 1034.193 1016.77 1004.114 1024.852
2081 NM_00101098MYBPHL 67.95251 81.72128 70.1131 64.90076

28795 --- --- 62.55274 54.76706 59.41914 67.67916
26622 --- --- 6.46345 4.509181 5.244071 5.941527
23837 --- --- 11.75747 26.87493 6.850532 18.26509
28589 --- --- 14.01113 22.21862 22.32554 24.21101
16323 NM_002466 MYBL2 2620.952 1702.175 2676.922 2495.47
12120 NM_003826 NAPG 1396.272 1323.17 1230.59 1605.402
24168 M27879 ZNF117 362.7622 378.3363 289.3624 411.7195
19428 --- --- 24.91186 30.59149 35.38691 31.79347
20085 NM_002703 PPAT 1325.947 1120.974 1330.051 1503.435
28104 --- --- 32.73666 26.00526 28.75348 34.8547
28548 --- --- 1799.95 1313.641 1693.257 1818.075
12092 --- --- 51.05488 57.92299 68.30931 55.30725
3603 NM_000242 MBL2 91.13789 142.1315 104.1648 103.9993

12499 AY262164 GTSCR1 41.61821 45.86381 38.82516 46.26345
4474 --- --- 105.2678 104.7388 131.0769 118.7847
3913 NM_015722 CALY 983.5615 1274.365 969.5226 921.2055

13544 NM_032301 FBXW9 325.1566 367.7283 293.8779 356.5904
13664 NM_173531 ZNF100 207.1516 222.94 176.7352 287.834
26557 NM_005014 OMD 14.66838 17.84511 12.51241 20.88107
2473 NM_003005 SELP 37.23098 38.66451 43.38178 34.21216
9256 NM_012428 NPTN 3490.506 3296.828 3491.426 3261.953

24160 --- --- 14.1422 10.51304 17.72392 15.0601
23009 --- --- 67.34739 86.56419 67.32834 55.72642
21623 NM_012206 HAVCR1 47.59536 38.76783 56.50665 50.13634
19923 NM_138385 TMEM129 711.8086 935.9141 738.5929 716.9388
27719 NM_0010179 PAGE3 56.52726 57.6423 49.36514 34.85429

875 NM_178428 LCE2A 341.1334 403.2111 344.1866 330.2441
23616 BC056606 tcag7.1017 238.7333 323.1164 253.5554 203.7126
21497 NM_080656 CDKN2AIPNL 999.3979 987.8087 869.6651 1008.687
18330 NM_000532 PCCB 1871.507 1969.591 1800.325 2228.039
27203 --- --- 15.24382 11.1165 19.21392 24.45765
12760 NM_007253 CYP4F8 101.3488 70.7515 82.18602 85.40285
1786 --- --- 83.55813 123.6813 86.64856 99.95948

20872 NM_014829 DDX46 1881.484 1558.784 2007.765 2193.189



1804 NM_014747 RIMS3 160.0383 169.3042 161.9418 164.5357
9586 NM_017668 NDE1 1457.666 1240.385 1291.623 1394.594

27295 NM_002764 PRPS1 1886.545 1495 1926 1935.705
22949 --- --- 9.786229 2.535144 13.52493 3.385957
20730 --- --- 85.49113 65.40258 53.5557 76.11628
18083 NM_002217 ITIH3 105.9908 108.1238 113.5073 100.7511
19221 --- --- 59.59907 68.89012 53.80911 59.10488
19440 NM_006424 SLC34A2 66.20122 75.75732 71.23655 60.74749
28708 --- --- 210.6114 168.5005 195.9908 252.2241
2312 NM_004515 ILF2 8091.515 6791.096 8180.281 8873.739
5901 NM_018457 PRR13 1834.769 2134.091 1973.083 2072.748

24673 NM_054028 AMAC1L2 209.8156 207.0273 195.521 203.2328
4865 NM_0010053 OR51A4 49.89608 65.1093 50.79597 51.28935

13596 NM_013940 OR10H1 46.79243 47.90623 51.85663 48.7413
12604 --- --- 96.16322 69.30979 103.2617 102.8729
7207 --- --- 100.4992 197.0292 175.7186 127.3997

11245 NM_130766 SKIP 1060.346 970.5378 913.7264 803.9409
3864 NM_0010339 TIAL1 905.2853 1013.819 979.0139 1037.169

12839 NM_025189 ZNF430 315.9656 328.1439 287.2589 419.8677
27474 NM_014370 SRPK3 275.967 313.985 284.21 255.6702
27286 --- --- 142.7632 86.95396 190.0209 137.4299
4190 NM_005693 NR1H3 292.5508 338.5451 294.757 355.843
781 NM_014455 ZNF364 2127.723 1711.53 2226.661 2034.467

19554 NR_003720 CSN1S2A 42.68383 51.10161 43.13557 36.3153
17150 NM_198688 KRTAP10-6 248.3135 266.6063 250.825 263.6161
18630 --- --- 26.55233 36.88065 31.76858 22.98146
13388 NM_032753 RAX2 183.331 183.5327 157.8488 165.7804
7109 NM_0010796 FNDC3A 1936.343 1724.834 1950.335 2159.028
5943 NM_001798 CDK2 2279.832 3017.781 1943.44 2459.805

21317 NM_003633 ENC1 1659.204 1040.454 1413.703 1610.281
26082 NM_0010044 OR1N2 28.71819 26.54863 41.74477 33.51091
3256 NM_152310 ELOVL3 106.5878 128.9003 114.3846 114.1291
2610 NM_001276 CHI3L1 154.0516 166.7241 192.7643 157.2934

27881 NM_178175 LHFPL1 48.67127 73.94469 73.06693 50.42692
3357 NM_017580 ZRANB1 1194.505 1247.629 1027.924 1233.674

27291 BC033510 CXorf41 27.23774 24.05994 22.53842 22.11032
1868 NM_007051 FAF1 1634.572 1464.09 1662.117 1615.767
9099 NM_005926 MFAP1 614.9206 459.6454 553.6873 766.0972
4525 --- --- 141.0212 163.3062 151.5401 126.2314

10297 AK128823 FLJ46121 233.3962 266.4425 250.0387 233.1796
236 --- --- 72.08823 84.5704 83.44472 74.13766

21319 --- --- 7.612887 2.657215 6.326749 4.404881
20307 NM_000586 IL2 13.93715 7.150236 6.331323 9.390753
4219 NM_0010040 OR4S2 23.06157 26.44535 23.66294 19.34601

19492 NM_152679 SLC10A4 245.5441 277.6283 289.6617 266.1735
7117 BC030655 LOC220429 108.7543 82.31392 91.22765 111.3507
8285 NM_021257 NGB 184.2103 211.0782 164.6027 178.3748

18472 --- --- 490.5613 313.2954 456.2512 425.2119



22597 NM_003510 HIST1H2AK 1890.714 910.7662 2763.053 1727.177
18137 --- --- 14.49942 10.71124 15.47937 14.76236
11243 NM_016823 CRK 3378.558 3063.517 3315.61 3647.244
17059 NM_181614 KRTAP19-7 34.3177 51.13684 44.25584 41.00146
26296 NM_178566 ZDHHC21 879.0234 560.2999 1048.717 954.5781
16564 NM_006606 RBBP9 973.1462 1091.445 1137.743 1212.869
10999 NM_007225 NXPH3 150.6958 155.4343 159.2391 147.174
27153 --- --- 155.3042 181.1388 214.3353 185.6926
6692 NM_004083 DDIT3 449.2071 487.0745 513.8011 365.3033

27663 NM_020137 GRIPAP1 353.7984 314.4846 337.8132 320.4488
11168 NR_004395 SNORD1A 109.3182 110.5825 80.36973 110.5261
21445 AK092445 LOC10013201 90.14564 43.59642 78.20083 89.91425
5898 NM_021640 C12orf10 1135.577 1153.151 1076.994 980.3881
2908 --- --- 36.90364 44.33891 42.31028 52.44914
6042 NM_006851 GLIPR1 3676.745 3136.761 4416.851 4674.907

15116 NM_015650 TRAF3IP1 548.3804 580.5862 525.8817 627.5493
2033 --- --- 206.0481 238.8167 208.5121 227.1253
9851 NM_014187 TMEM208 748.9401 534.5216 690.6268 717.1191
701 NM_201653 CHIA 77.78986 99.94476 89.85945 70.15646

22539 --- --- 12.67985 9.320111 24.04467 18.53805
26635 --- --- 84.54505 87.53905 73.96496 97.56593
10749 NM_015626 WSB1 1809.176 1975.351 1644.401 1936.538
1738 NM_013411 AK2 1152.267 1479.819 1125.552 1328.188
7414 --- --- 4803.09 4434.713 4818.046 5551.297

16081 --- --- 4.444439 4.184039 5.968194 3.948186
4350 NM_004074 COX8A 1793.211 2084.57 1951.84 1602.978
4649 NM_006169 NNMT 1026.271 1386.006 694.5757 709.5889

25294 NM_024025 DUSP26 121.8591 118.8561 109.9724 110.9666
24053 AY312368 AAA1 46.41507 39.16124 44.65551 40.10953
26480 NM_002732 PRKACG 111.6254 114.1633 96.83509 102.8132
11470 --- --- 0.9355423 0.5368209 3.140037 0.00713882
22835 NM_0010377 DEFB110 33.53222 23.52205 23.0447 30.06976
26323 NM_002173 IFNA16 11.21971 6.023844 8.008743 9.859179
20126 NM_001891 CSN2 133.9854 135.7994 138.1482 152.3194
8427 --- --- 74.05199 110.0626 94.09517 81.27582
5016 NM_00100839CCDC73 16.2462 39.14054 30.27433 33.90053

27255 NR_002216 NXF4 53.81055 45.55041 47.10747 50.2885
17219 ENST0000024TMEM191A 510.341 604.0759 486.4259 444.5955
27381 NM_182540 DDX26B 302.0497 312.73 311.7595 347.9941
8831 AK127037 ANKRD34C 72.18392 73.06889 73.81502 68.29955
9661 NM_015503 SH2B1 183.9509 221.2506 185.0813 193.5025

13118 NM_014475 DHDH 123.5108 142.7802 111.4943 110.3595
28399 NM_018833 TAP2 1531.239 1084.064 1712.42 1420.21
26662 NM_003408 ZFP37 190.2258 129.2602 176.4449 201.365
7695 NM_145251 STYX 1444.115 1479.161 1591.992 1745.829
5993 NM_015026 MON2 1269.941 1295.089 1218.586 1464.389
7555 NM_022360 FAM12B 30.06572 21.09076 25.26055 23.9013

12607 --- --- 87.81178 96.83006 90.74281 89.29616



15056 --- --- 10.01477 8.869304 10.8872 10.87984
24573 NM_024711 GIMAP6 156.1893 155.6681 156.9846 157.3069
4861 ENST0000032OR51H1P 91.35378 62.2499 78.33281 84.66756

26525 NM_022127 SLC28A3 86.20502 128.8681 88.24153 100.3046
1970 NM_152697 SLC44A5 156.5486 149.0236 183.3779 166.6508
8867 NR_003246 FLJ40113 211.4015 264.8816 201.2077 250.3669

28622 --- --- 4.365041 2.776098 3.206047 2.247201
27465 NM_00108048ZNF275 436.298 544.4714 450.7037 448.4554
3175 --- --- 59.40559 58.18357 66.23763 68.18758
5905 NM_173860 HOXC12 1058.404 1231.276 1013.917 1014.32
7048 ENST0000040LOC440131 94.06996 80.56812 80.36128 89.90675

13859 NM_00110259CEACAM20 65.30799 82.9818 81.05701 72.18789
53 NM_207396 RNF207 137.1789 292.5109 118.1185 175.514

11620 NM_019010 KRT20 107.1675 98.67637 92.03806 89.0257
11027 NM_00110240PCTP 922.1439 1018.889 1051.707 1104.685
10300 --- --- 42.32259 38.40551 44.16184 43.78999
19938 --- --- 333.9829 568.3708 424.7068 402.2007
27205 --- --- 7.600202 9.842429 10.91659 8.098203
14580 NM_181453 GCC2 831.6856 982.1736 920.5072 1086.582
6365 --- --- 285.8163 291.0307 316.648 295.1073

13858 NM_013256 ZNF180 394.0362 372.9619 385.2464 461.7718
20361 AK096041 LOC10012957 70.81814 76.31223 85.99183 91.05677
3709 NM_015613 LRIT1 65.18353 68.50391 58.80488 63.87205
5793 NM_018099 MLSTD1 2059.622 1834.881 2237.182 2525.688
2088 NM_139053 EPS8L3 203.9322 193.9271 198.3989 199.6854

26618 NM_00100448OR13C5 88.41316 84.31167 92.62372 59.16995
15843 AF057356 CACYBP 4130.324 3202.936 4809.724 4632.886
11191 NM_017950 CCDC40 489.6373 577.1573 524.5139 502.7675
3032 --- --- 15.16272 11.11158 19.98911 10.27295

17235 --- --- 68.37511 65.83834 73.82189 61.2217
26551 NM_004560 ROR2 69.18965 84.29996 94.28251 75.52289
19824 NM_000824 GLRB 267.9214 164.6592 307.3122 259.1089
20329 NM_032623 OSAP 154.8529 137.5307 144.3612 155.7909
19958 NM_025196 GRPEL1 1417.566 1169.228 1279.247 1403.253
10023 NM_016541 GNG13 167.7447 162.1178 162.0613 154.1767
20781 BC009203 C5orf30 895.2849 1069.96 688.3787 897.2858
10170 NM_015161 ARL6IP1 11149.68 9656.566 11325.78 11914.79
18783 --- --- 19.06723 27.61541 22.41627 26.71941
18657 --- --- 26.76657 40.57183 35.3373 28.00648
27502 AK127459 LOC401622 405.3915 360.2411 480.8875 485.363
12741 NM_003096 SNRPG 2258.374 1929.913 2381.892 2418.1
17475 --- --- 230.8011 212.8753 226.414 208.7165
22846 NM_145740 GSTA1 54.16327 53.25543 45.47565 54.74639
22414 --- --- 1.023826 0.00330229 0.00075957 0.8353609
25446 --- --- 6297.421 6502.648 6160.87 6509.31
14983 NM_004044 ATIC 2810.325 2845.463 3019.114 3187.39
22643 NM_014070 C6orf15 218.1402 164.3723 198.3987 213.8848
19285 NM_130830 LRRC15 994.7769 1197.627 944.8081 925.9749



5699 NM_0010043 ZNF705A 16.19032 6.724171 15.38952 4.98573
8050 NM_016609 SLC22A17 415.5476 531.5079 447.6385 412.4782

16749 NM_000961 PTGIS 126.708 142.8409 115.9811 107.6798
15564 ENST0000037FLJ42986 151.8132 45.41798 21.48441 63.04915
27760 NM_0010244 RGAG4 95.97298 102.95 84.94068 87.57792
1724 NM_080391 PTP4A2 5309.939 5560.729 5375.214 5757.873

10161 --- --- 81.80826 76.8344 87.37595 70.48932
9096 NR_002318 CATSPER2P1 243.1368 385.3164 264.6447 381.1176

24744 NM_014479 ADAMDEC1 62.90118 64.55772 51.52823 53.41091
24305 NM_005221 DLX5 75.87098 59.39704 77.50518 70.93239
7739 NM_003082 SNAPC1 2197.508 2097.94 2489.131 2563.217

12656 NM_00100469OR2Z1 153.0079 165.4996 168.5018 158.183
20750 NM_005654 NR2F1 715.9575 408.8974 364.1576 489.7439
7096 --- --- 534.3833 728.8946 541.0419 553.5186

24607 --- --- 212.6306 256.7376 224.9844 197.0696
17877 NR_002223 TPRXL 978.9177 751.7869 915.6288 899.688
19960 NM_00108538PSAPL1 110.946 112.1111 111.3718 102.7323
17965 NM_005875 EIF1B 1085.832 828.7127 1178.008 871.1732

376 NM_014223 NFYC 1105.657 1101.097 1090.773 1093.931
24036 NM_014766 SCRN1 5029.075 4382.39 5129.446 4791.058
8097 --- --- 9.859797 1.038574 1.114817 5.817511

21146 NM_032286 MED10 774.6163 646.6038 750.723 745.6617
2222 NM_0011233 HIST2H3D 5765.755 4597.629 5562.761 4157.315

19766 NM_032547 SCOC 552.7119 680.5623 656.6123 678.9695
4433 --- --- 121.734 177.8051 118.2577 131.0596

22369 NM_003630 PEX3 642.7126 537.1133 549.3333 747.7714
10392 NM_002801 PSMB10 243.9339 191.4856 247.559 196.7871
16351 ENST0000030C20orf168 45.47332 59.45216 39.03033 39.29252
3251 NM_015448 RP11-529I10. 462.2288 541.7933 337.732 520.4613
1019 NM_007348 ATF6 3411.126 3395.08 3721.46 3450.844

10912 --- --- 101.0363 199.319 126.5055 115.8576
22449 --- --- 142.1152 183.9262 173.7969 149.465
26080 NM_054107 OR1J2 54.93836 73.26343 63.27554 46.73057

919 NM_152494 DCST1 174.9402 166.613 198.7789 169.0684
7108 --- --- 100.0296 68.91501 99.60422 108.8042

21919 NM_021959 PPP1R11 1991.369 1691.994 2102.695 1804.789
28287 NM_021959 PPP1R11 1991.369 1691.994 2102.695 1804.789

214 --- --- 118.2962 159.1758 157.7966 127.3283
21024 NM_000806 GABRA1 60.64286 74.68253 56.71798 58.79726
5625 NM_032358 CCDC77 672.7273 436.9974 484.1425 692.4954

12365 --- --- 22.66761 35.23857 22.8322 25.80433
6364 NM_018088 FAM90A1 110.903 93.80727 93.43181 95.01215

27177 NM_0010992 FXYD8 103.0317 106.2868 93.57156 89.81835
20451 --- --- 2.520207 3.792656 4.351044 8.449572
20104 NM_001812 CENPC1 474.9289 358.6534 453.7914 451.5499
9709 NM_014699 ZNF646 650.1472 698.296 635.6739 603.5261

16669 NM_021081 GHRH 100.0232 120.1834 120.5338 102.6814
25297 --- --- 62.97516 63.70407 48.21656 61.20756



8503 NR_003496  /SNRPN  // HB 4.318825 6.503928 16.07144 3.003545
27884 --- --- 13.09051 22.65365 15.98613 17.37024
22001 AY383627 GGNBP1 96.12643 107.6469 103.9279 106.1131
10645 DQ070854 FLJ45455 189.7182 166.4405 176.7208 174.4786
5382 NM_175885 MGC33846 482.9909 592.2816 534.3803 486.4951

24505 NM_174959 SVOPL 93.41942 86.09943 91.13657 89.24087
25632 NM_020427 SLURP1 179.3745 184.4794 207.2863 197.3863
8726 --- --- 12.48605 19.20824 18.97678 23.31616

18756 NM_000481 AMT 119.6072 120.3271 109.0396 108.6099
19548 --- --- 27.56098 36.16378 33.22937 30.28683
14554 NM_004633 IL1R2 113.598 80.03773 117.7735 95.52335
8011 NM_00100196OR6S1 40.11993 57.21493 44.96458 41.46176

18541 --- --- 43.86443 46.01171 55.67929 59.48946
23442 BC033523 ZNF679 30.8951 28.86107 43.66125 39.79146
16722 NM_147197 WFDC11 41.50622 36.08505 29.78509 41.08388
23271 --- --- 36.33662 44.08328 27.36054 35.82377
5265 NM_006876 B3GNT1 448.7945 780.6337 550.2861 552.494
1698 --- --- 76.1171 86.62817 81.50679 81.84937

26996 NM_000397 CYBB 66.74021 74.3953 68.09638 81.39116
7821 NM_00110256C14orf179 335.5627 427.6181 409.0608 459.5045
8253 --- --- 103.7119 107.8743 145.1698 146.0468
6965 ENST0000031FLJ12151 58.35588 73.65553 54.86228 67.96075

10314 --- --- 5.463916 10.13891 15.56547 12.22159
6390 NM_002543 OLR1 53.04639 45.00062 43.71418 42.21535
809 NM_178230 PPIAL4 6004.398 5779.969 5982.606 5881.287
811 NM_178230 PPIAL4 6004.398 5779.969 5982.606 5881.287

2356 NM_004723 ARHGEF2 1557.958 1549.908 1894.649 979.3781
12189 NM_016271 RNF138 619.7575 513.006 718.0815 684.2637
22097 --- --- 18.77837 47.48265 29.60282 25.93267
27631 --- --- 47.05576 37.99212 62.48671 32.06278
19951 ENST0000039SH3D19  // FL 39.97293 53.44966 20.4624 26.02683
13245 NM_002000 FCAR 70.51929 71.39442 81.22327 77.01418
2937 NM_032844 MASTL 2363.792 1562.293 1875.345 2373.069
2625 NM_203376 TMEM81 195.8078 160.8633 220.212 223.6879
9961 ENST0000030FLJ30679 117.3421 130.9633 103.3618 109.9369

25546 NM_139166 ABRA 87.43645 92.87354 78.30982 88.97891
19833 NM_006174 NPY5R 28.05375 29.98973 35.76247 28.72204
17419 --- --- 32.78007 18.24656 18.25629 27.53017
23672 NM_005295 GPR22 30.25116 34.14911 25.40323 26.28751
7110 --- --- 194.3512 199.0831 132.7476 169.8153

22269 NM_018593 SLC16A10 603.5288 1005.487 603.5353 806.2531
26845 NM_0010985 PNPLA7 203.3896 230.0389 203.1329 186.0892
17818 NM_000040 APOC3 404.9188 434.8636 394.2007 405.8556

237 --- --- 96.11006 114.6407 89.24734 105.1847
25608 NM_003033 ST3GAL1 574.6133 1029.05 674.7532 689.8679
16041 --- --- 32.86908 29.19657 35.21766 31.85446
15837 NM_020943 KIAA1604 779.4402 552.7158 853.735 919.3894
15024 NM_002191 INHA 118.7695 150.2694 135.8872 130.2301



13725 --- --- 77.3606 84.35659 96.22063 70.78867
5391 NM_152723 CCDC89 84.34449 76.56435 68.37354 72.3167

15509 NR_003366 ANKRD20B 123.7805 115.1508 113.9294 150.7808
940 NM_020387 RAB25 35.65036 37.78005 37.41388 30.82505

7390 NM_012141 INTS6 663.7352 688.8766 677.1119 736.472
20416 NM_00110038TMEM192 2195.216 1712.492 2278.417 2144.878
5653 NM_002235 KCNA6 75.45669 140.0524 94.25028 109.6201

18092 NM_181727 SPATA12 72.20205 54.47634 65.69685 62.36653
24109 NM_033054 MYO1G 105.4748 115.7461 117.5982 119.3668
13979 NM_139277 KLK7 105.1653 107.73 126.6586 110.0065
11491 NM_152465 PROCA1 109.9062 129.4733 153.1456 134.924
11578 NM_0010043 GPR179 183.7266 224.7694 193.8344 176.3852
12268 NM_080474 SERPINB12 70.58713 61.39429 55.19013 61.74346
14475 --- --- 2388.208 1928.263 2425.516 2270.85
15690 --- --- 55.16688 73.56483 66.70502 62.56325

604 NM_003503 CDC7 683.1641 451.705 580.537 858.9452
24906 --- --- 46.25661 40.57654 48.90477 51.23637
8776 NM_153356 TBC1D21 342.8658 331.8535 343.4473 307.6881

20566 NM_018321 BXDC2 1577.386 960.4181 1742.766 1633.894
1404 NM_0010019 OR2G2 77.27122 73.34638 62.92959 72.41772
7089 BC035749 C13orf31 212.4515 219.2712 325.8217 261.6458

13532 NM_016264 ZNF44 192.5364 167.4621 164.3941 182.1968
24499 --- --- 44.37512 42.10381 33.03709 47.29342
17637 NM_174975 SEC14L3 56.10773 53.09031 64.12199 60.51677
9533 NM_138440 VASN 248.8648 377.448 307.0942 234.4171

10744 --- --- 10.38548 22.13777 16.64235 33.38079
10790 BC047718 SUZ12P 1129.343 1089.962 1249.423 1101.784
17774 NM_022785 EFCAB6 67.68459 86.78046 78.82048 79.41938
25416 --- --- 26.02357 20.69797 30.32353 23.23769
5635 NM_000719 CACNA1C 111.3531 84.8672 102.4176 94.05019
5681 NM_080549 PTPN6 139.0907 129.2886 145.2613 143.0029

19583 NM_002620 PF4V1 146.0872 176.8514 165.9803 159.502
22050 NM_001371 DNAH8 25.28844 23.03517 26.87864 25.58024
27378 --- --- 57.77444 79.62029 90.38409 62.01161
27979 --- --- 57.77444 79.62029 90.38409 62.01161
22769 NM_024807 TREML2 163.8918 199.9048 195.7675 160.7194
26376 NM_005866 OPRS1 3162.554 2986.81 2871.427 3076.198
8274 NM_203488 ACYP1 313.8359 302.5841 321.4702 396.6278

15705 --- --- 115.0907 147.4549 111.5792 108.2316
20042 NM_138335 GNPDA2 576.0891 513.2427 544.1898 601.163
23196 NM_214462 DACT2 61.26933 79.82671 63.24625 60.15874
25911 XM_937292 LOC645225 15.79997 8.47472 18.82348 15.73665
9967 NM_079837 BANP 352.9656 292.6813 339.9429 378.8112

26810 NM_178138 LHX3 129.7085 144.1284 136.7537 117.2341
6175 NM_006817 ERP29 724.7389 667.216 710.2292 700.4339

11370 NM_0011055 DHRS7C 81.74541 83.48475 77.05457 65.1469
12929 ENST0000026LOC728361 189.9679 192.5506 165.855 187.874
3134 --- --- 139.6068 150.5569 140.8409 112.0285



16284 BC130646 C20orf118 137.5212 174.9626 152.1997 128.7401
22668 NM_025258 C6orf27 157.0972 182.2515 165.9146 161.3354
2275 NM_005060 RORC 250.5784 220.4545 259.1524 228.8309

13866 NM_000400 ERCC2 1626.923 1626.162 1708.686 1544.391
13779 NM_003890 FCGBP 112.7548 112.1988 131.8868 108.3105
25035 --- --- 145.9778 168.5307 164.5528 144.8958
18949 NM_018189 DPPA4 55.72015 59.24314 51.36663 51.938
23108 NM_032020 FUCA2 1980.23 1876.165 1983.268 2148.495
2348 NM_018489 ASH1L 2186.782 1761.522 2629.162 2257.334

25707 --- --- 7.240242 8.539463 2.55212 6.957125
21228 NM_0010054 PLCXD3 40.42945 56.56316 56.61557 55.34122
6862 NM_031954 KCTD10 1520.121 1194.006 1488.188 1421.494

28687 --- --- 110.61 108.6716 107.1627 88.33959
16963 NM_004571 PKNOX1 445.2104 378.1021 428.4446 458.9785
20385 --- --- 16.01923 20.84051 12.94649 12.80487
1006 NM_003001 SDHC 1031.083 876.6376 1160.443 995.9481

16613 NM_0010377 DEFB116 67.42963 85.60824 87.45576 66.26199
26202 BC030558 C9orf7 278.563 311.9253 284.1258 268.2083
1234 NM_00110454LOC642587 81.21719 90.39336 94.12746 82.87173
6712 NM_020700 PPM1H 382.7177 686.3599 395.6076 532.255

24575 NM_014020 TMEM176B 106.6291 118.318 106.3999 114.6826
11385 --- --- 1.994779 5.874017 2.20083 3.014968

64 --- --- 80.70083 76.84991 75.37298 97.01237
28377 NM_013974 DDAH2 480.1817 439.4212 459.6359 556.8815
28502 NM_013974 DDAH2 480.1817 439.4212 459.6359 556.8815
23392 NM_182595 DKFZp564N24 130.37 147.7285 122.1717 120.0313
19391 --- --- 69.50006 25.13658 87.19584 48.30915
5600 AK127847 FLJ45950 221.9543 88.33617 127.7487 172.5267

23385 NM_198570 VWC2 166.6763 230.6501 201.0609 178.1149
1588 --- --- 710.7097 684.1481 755.5544 693.5081

27445 --- --- 2.968754 5.162863 5.465283 4.498227
1302 NM_00100366C1orf95 107.0792 145.8555 167.6834 151.2084
7351 --- --- 389.8086 421.3813 415.3183 458.7798

19273 --- --- 26.75494 39.49813 36.09151 27.85457
11026 --- --- 38.91602 28.59924 38.81961 43.19066
22181 NM_00101084IRAK1BP1 259.2413 201.2202 280.653 297.5526
22404 --- --- 2.051077 1.348812 3.035661 3.47042
19841 NM_0011055 TRIM75 45.92804 38.57139 35.78151 51.20646

265 NM_015933 CCDC72 1498.171 1495.714 1621.566 1946.182
25076 NM_002346 LY6E 1467.548 2028.218 1590.726 1320.607
4572 --- --- 107.4637 153.5878 113.844 105.6259

17183 NR_001591 psiTPTE22 51.72153 87.3764 46.78396 47.86971
25988 NM_014282 HABP4 631.1756 818.2182 623.0192 664.4934
21272 NM_018369 DEPDC1B 1109.261 783.2737 1160.339 1320.959
23298 NM_000905 NPY 281.1968 348.2443 294.8328 274.6782
25866 BC006438 LOC10013216 742.5909 600.813 721.5077 721.0684
26425 ENST0000033LOC10013216 742.5909 600.813 721.5077 721.0684
15450 NM_024993 LRRTM4 66.61641 91.97008 67.10846 65.82986



5717 NM_207345 CLEC9A 51.32158 70.8912 62.58406 61.7174
22184 NM_183050 BCKDHB 860.5124 880.452 823.3923 1001.975
23945 --- --- 1088.598 1027.77 1175.39 1217.42
11106 NM_002266 KPNA2 9267.475 6133.64 8741.52 9492.067
22135 AK095315 FBXO9 272.6694 224.0932 202.103 203.9735
8513 NR_003352  /SNRPN  // SN 10.74893 6.733095 13.1054 15.50306

23331 ENST0000031FLJ20712 94.23576 92.1873 91.28909 84.04452
8333 NM_004545 NDUFB1 707.9352 718.7233 657.3098 724.4374

15553 NM_175735 LYG2 37.1894 48.28697 36.74781 42.41409
14724 NM_015361 R3HDM1 1161.637 909.5351 1213.893 1246.384
12758 NM_173483 CYP4F22 201.2216 176.5839 163.3095 182.2145
5070 --- --- 424.268 510.0567 387.8601 488.7536

10375 NM_178516 EXOC3L 252.1376 246.4254 249.6227 232.6547
23685 --- --- 106.1609 113.7545 115.492 101.4709
17298 --- --- 9.888853 8.893376 12.33335 15.65713
26820 NM_0010017 LCN10 398.2552 441.965 376.3312 406.4222
9459 NM_003294 TPSAB1 175.5683 189.4625 183.2542 146.693
5083 NM_0010052 OR4C12 25.7845 28.05559 28.27287 22.59212

25581 NM_058229 FBXO32 1402.91 2273.676 954.7679 1575.752
24468 AK122706 CRIM2 289.864 352.6341 293.3222 279.4331
23104 --- --- 44.06972 60.53538 53.68105 44.79322
11149 NR_003587 MYO15B 114.7868 114.195 132.7292 99.7008
9343 NR_003246 FLJ40113 291.2596 353.8257 273.7045 351.6687

17540 --- --- 83.38847 68.71259 83.7391 94.55641
7749 NM_004857 AKAP5 50.64499 35.31815 46.18143 70.12151
3614 --- --- 113.8185 117.9948 102.958 106.5299
8177 BC117405 C14orf105 62.314 50.03765 49.18529 55.2657

14746 --- --- 20.32031 12.05401 6.334151 12.67328
9945 NM_019065 NECAB2 142.9825 151.5846 142.5679 128.4229
6382 NM_172004 CLECL1 38.04876 44.77122 52.45045 36.24606

19668 --- --- 25.91891 33.50985 24.92295 31.09127
1569 --- --- 96.73782 116.2957 111.9283 88.95063

21573 NM_001387 DPYSL3 1103.891 669.457 1094.363 1048.409
12373 --- --- 12.97822 20.87714 16.38993 15.33379
13984 NM_145894 KLK12 73.02896 142.8146 98.18119 97.19197
21269 NM_0011046 PDE4D 323.7162 820.2591 269.6763 479.0824
25199 NM_00103780DEFB130 37.69892 27.18391 31.43747 34.78708
25204 NM_00103780DEFB130 37.69892 27.18391 31.43747 34.78708
20788 --- --- 54.64196 42.81116 47.35701 56.71833
28642 --- --- 210.9198 267.9708 224.0831 251.8585

822 --- --- 138.0751 217.5176 140.144 216.1955
7560 --- --- 71.00692 34.56698 77.68481 61.30215

24851 --- --- 60.64292 55.37047 59.50733 60.98774
25651 NM_198488 FAM83H 283.7533 307.5692 286.721 252.2924
18991 NM_173825 RABL3 2128.788 1944.092 1902.058 2341.705
23633 AF147791 MUC12 234.9624 302.2975 228.5853 218.1992
16352 --- --- 33.5092 35.8907 29.73591 32.1466
19048 NM_198490 RAB43 690.225 674.1328 654.0327 545.9195



5180 NM_198335 GANAB 6140.016 6653.131 6077.041 5756.524
6048 NM_005639 SYT1 538.4495 351.9585 513.1274 274.4594

27421 --- --- 13.12173 8.682207 15.53607 13.76558
7975 NM_0011127 KIAA0284 590.9796 691.2862 573.7527 597.8264
1244 --- --- 747.345 505.7413 760.1297 662.1144
4605 --- --- 0.9955398 0.5096738 0.00095233 1.705807

22617 NM_030903 OR2W1 29.61627 35.26705 31.48942 23.09357
28340 NM_030903 OR2W1 29.61627 35.26705 31.48942 23.09357
28475 NM_030903 OR2W1 29.61627 35.26705 31.48942 23.09357
15143 AK095698 FLJ38379 85.96108 93.53735 119.1053 121.1365
13167 NM_00103004KLK3 108.9402 134.0847 137.8781 114.7134
5868 --- --- 8.795043 3.147834 6.493679 7.758657

19382 NM_020773 TBC1D14 1061.07 1724.913 1062.428 1248.949
2231 NM_0011233 HIST2H3D 6622.42 5003.67 6411.625 4733.759
9073 NM_213600 PLA2G4F 78.02798 73.88674 73.92868 72.93319
1759 NM_032881 LSM10 756.8464 707.0778 706.9194 870.9161

27693 NM_0010096 SPANXN5 60.71497 51.30622 55.22868 48.89447
15724 ENST0000029FLJ32955 14.0422 16.16511 22.76089 12.71886
16192 NM_001052 SSTR4 89.71983 168.3129 120.3641 105.2174
15152 NM_015025 MYT1L 107.4553 113.4862 98.60729 111.3954
9614 --- --- 99.49866 116.9749 98.43735 77.86299
4064 BX641032 WEE1 376.9118 334.9343 262.5502 421.0374

18999 --- --- 53.20581 62.77028 53.00293 45.82485
26328 NM_006900 IFNA13 152.6432 144.9025 119.0711 134.3679
21905 NM_013936 OR12D2 17.58381 14.12003 19.34858 15.62752
2777 NM_002508 NID1 2673.648 2486.683 2694.402 2446.236

25948 NM_145283 NXNL2 641.8551 733.2534 580.4137 570.6193
4160 --- --- 25.26907 26.72011 31.31152 34.70378

13 NM_152486 SAMD11 331.4599 330.8376 315.1815 293.0345
6578 NM_147190 LASS5 1343.772 1717.611 1298.252 1322.911

17519 NM_022719 DGCR14 495.9518 440.9715 458.9159 460.9016
27105 NM_019067 GNL3L 1618.961 1335.775 1970.552 1623.786
7271 NM_018451 CENPJ 908.3892 729.3748 807.1875 950.5009
7235 ENST0000033GRK1 207.5524 209.4957 173.3593 171.0145

28831 --- --- 81.09064 81.37989 71.13096 111.0524
8449 NR_003317  /SNRPN  // SN 132.147 155.5115 161.1347 122.0671

11314 NM_014804 KIAA0753 527.5242 565.771 582.7268 648.274
20735 --- --- 49.38024 57.60552 65.15034 60.62716
20367 --- --- 97.10768 56.50246 93.26586 81.43331
11528 --- --- 16.47013 17.11195 21.42755 22.73705
6138 NM_018082 POLR3B 750.9143 465.6206 769.1673 806.3846
1647 --- --- 226.5016 260.0636 266.8583 226.7681

23378 ENST0000032EPS15L2 31.22179 27.97997 32.10426 28.93771
11622 NM_213656 KRT39 74.50198 56.72344 65.39718 66.11887
12048 NM_213656 KRT39 74.50198 56.72344 65.39718 66.11887
12387 NM_031422 CHST9 89.24294 122.3889 75.14055 87.23643
16642 NM_000178 GSS 1731.903 2225.917 1822.569 1845.472
3496 --- --- 71.43679 68.66935 69.03806 73.01353



14292 --- --- 28.81156 8.856585 1.868004 17.76266
28360 NM_014070 C6orf15 231.4891 174.0152 204.7743 215.8751
12254 XM_00172016LOC10013197 167.5347 183.0691 170.7923 147.8997
9528 NM_00108360FLJ14154 1385.569 1279.906 1430.207 1244.361

26747 --- --- 139.8718 152.6725 152.4155 133.2564
8465 NR_003333  /SNRPN  // SN 6.083917 13.24451 8.648088 11.20239

15127 NM_00110246AQP12B 240.8757 262.2818 256.9626 244.3379
16415 NM_002591 PCK1 92.5764 97.51734 110.2187 83.75251
25398 --- --- 19.11265 8.745016 5.493503 19.43369
17457 NM_153645 NUP50 1533.956 1192.829 1410.531 1977.063
21767 BC028580 MGC26597 136.2031 137.1389 205.452 165.2565
19926 --- --- 66.68623 57.21511 76.93704 70.68397
10967 NM_003396 WNT9B 213.7386 248.2161 218.4911 196.4336
12363 --- --- 39.37637 34.00032 28.58941 26.31209
24919 NM_031461 CRISPLD1 583.9616 476.4435 428.7939 634.0715

977 NM_002036 DARC 133.8073 140.2813 157.9765 138.8472
6999 NM_183238 ZNF605 255.449 270.3087 223.7164 299.5695

20050 NM_017845 COMMD8 530.988 469.2122 609.0097 687.3408
3736 --- --- 2.015517 5.598957 2.648758 3.548276

20634 --- --- 20.30694 18.18325 12.35252 19.08894
18877 --- --- 2.239499 0.00176092 1.877837 0.00281778
3427 NM_00108049USP6NL 1153.17 1063.484 1289.906 1201.664

26741 NM_173492 PIP5KL1 148.1871 182.5411 137.6399 149.6827
3776 NM_018058 CRTAC1 84.94887 114.014 91.84627 89.87661
2368 NM_178229 IQGAP3 1581.025 950.3933 1721.6 1360.037
2332 NM_006556 PMVK 410.8611 315.3413 444.6142 447.0616

24031 --- --- 5.250914 18.04099 4.364887 12.65947
752 BC035696 FAM72A 1661.255 1098.709 1783.521 1675.377

17269 ENST0000038LOC284890 46.90471 47.97549 47.75795 42.84345
5234 NM_130769 GPHA2 105.5148 102.0347 118.1404 109.3628

12896 NM_005031 FXYD1 205.6655 252.054 207.9699 195.4559
23773 --- --- 261.7822 294.6447 303.4944 218.0567
4739 AY275431 HEPN1 77.24225 75.71266 84.58778 81.33282
8130 --- --- 6.08034 0.4776799 3.203403 2.761937

26242 --- --- 26.87186 24.95331 36.48375 31.37471
26940 NM_198270 NHS 345.5718 267.5999 328.8814 360.1853
16940 --- --- 19.13691 15.81193 12.55728 18.60582
20482 --- --- 194.6432 167.1167 156.6534 169.6364

379 NM_004700 KCNQ4 97.67616 86.35532 82.9345 95.26617
18843 XM_00172605LOC131691 64.96034 79.42856 97.78395 81.81921
27431 NM_152578 FMR1NB 209.2223 207.3776 204.8766 180.867
5167 ENST0000024DKFZP434K02 93.812 114.0398 110.7332 97.93669
2521 ENST0000034FLJ44005 463.5912 511.332 447.1643 439.6343
7020 NM_00101444PCOTH 97.86861 98.49192 139.9163 153

21437 NM_005023 PGGT1B 846.8305 736.5683 768.415 976.9257
5238 NM_080668 CDCA5 871.3578 452.0235 731.587 702.5675

26318 NM_002177 IFNW1 40.11377 45.85353 50.77599 58.09398
17768 NM_0010085 TTLL1 246.7653 608.0952 346.5439 261.8102



27929 --- --- 5.077882 11.3524 16.04935 5.068057
1757 BC071697 C1orf78 411.7369 429.0409 413.0276 337.7317

10031 NM_003294 TPSAB1 168.3608 181.3532 175.1673 140.4591
4345 NM_201428 RTN3 941.577 776.67 847.6589 1026.466

16158 --- --- 41.80143 35.03711 32.69127 30.99233
12072 NM_002266 KPNA2 8712.566 5776.772 8147.843 8914.508
25647 AY358690 UNQ601 193.8368 131.0705 141.9364 197.4039
11597 NM_006160 NEUROD2 281.3623 334.3201 303.8566 275.4874
25248 --- --- 28.90528 33.22706 26.72372 29.6815
27806 --- --- 16.37553 16.92262 11.06126 8.280036
26165 ENST0000037HMCN2 210.4458 203.9152 174.1608 182.3518
3465 NM_00101089C10orf113 43.09298 47.24762 40.30357 40.07758
1690 NM_005248 FGR 218.1481 193.8363 221.0846 184.6189

11376 NM_005963 MYH1 24.66494 20.56843 25.1163 22.39094
12536 NM_001928 CFD 329.9905 347.5322 326.0356 298.2172
5043 NM_057174 PEX16 323.6144 339.2671 376.7889 322.3694

14036 NM_144687 NLRP12 55.88594 35.49401 56.59106 54.24153
1175 NM_000299 PKP1 141.9339 138.3088 141.8738 124.2578

18298 NM_024768 CCDC48 287.2878 330.2188 247.3914 297.7402
11061 --- --- 252.7908 236.6366 265.1031 282.8961
13359 NM_003926 MBD3 672.3561 541.8813 623.027 648.2839
14231 NM_032604 ABHD1 219.5661 268.9831 250.6892 236.9395
16849 --- --- 14.8744 8.862316 11.22597 10.55573
3461 --- --- 7.872772 6.79552 5.020733 9.489841

25703 --- --- 156.4624 117.4914 98.21678 161.6895
23875 NM_000603 NOS3 117.888 141.3056 128.9039 129.8532
3761 NM_033207 OPALIN 110.0303 107.166 111.5113 105.33

25983 --- --- 106.2751 121.9095 136.1933 105.1146
3400 NM_018702 ADARB2 176.2495 169.7967 163.332 153.8472

23606 --- --- 8.152831 7.828317 6.168036 6.658733
14259 NM_182551 LYCAT 2260.172 2441.875 2285.52 2397.119

158 --- --- 16.15531 28.89041 29.96057 23.51829
5038 NM_021926 ALX4 427.211 438.4102 453.0848 376.127
343 NM_024676 C1orf113 110.7372 250.8034 133.5233 152.5163

8278 ENST0000023LOC341912 50.4185 66.79929 49.52144 49.04428
24501 NM_004717 DGKI 177.1252 151.2228 149.3087 190.3744
23092 --- --- 39.58189 55.04961 46.90413 39.87486
5367 NM_182833 GDPD4 67.46278 56.92079 74.39865 68.28246

28654 --- --- 47.79474 66.44573 44.39016 42.58036
10287 BC036762 MGC46336 206.7867 239.0072 209.29 192.1113
21965 ENST0000039C6orf26 455.1861 494.63 369.7825 456.071
23133 NM_182961 SYNE1 222.1212 201.0738 242.8923 235.2526
22642 NM_205854 SFTPG 114.9073 111.9727 102.6013 104.5328
13152 NM_012068 ATF5 610.7781 430.7364 720.6409 512.3252
14202 --- --- 430.6671 540.3406 490.4065 424.0713
4941 --- --- 2223.052 1888.516 2059.979 2157.284

17152 NM_181684 KRTAP12-2 303.8308 301.7835 307.5738 312.9536
27674 --- --- 27.07141 10.08277 18.08746 31.49669



18482 NM_182589 HTR3E 70.03583 81.68839 74.9573 72.14926
22610 NM_182701 GPX6 59.68209 74.6344 59.43242 54.89738
5431 NM_024725 CCDC82 534.8749 387.4448 467.4565 524.6548

18050 NM_006841 SLC38A3 95.43001 71.28727 84.33343 72.95963
22872 ENST0000037LOC10013427 25.5012 21.90309 28.35365 37.76931
13278 NM_020828 ZFP28 157.6953 159.7964 149.4285 157.0987
25231 NM_005144 HR 179.4266 202.3788 169.7789 170.8507
11847 --- --- 54.61975 57.20323 45.92394 52.70786
28807 --- --- 38.10404 30.34906 17.28649 24.4902
26317 NM_002176 IFNB1 30.30022 23.63219 32.66279 25.60401
15241 NM_001521 GTF3C2 1951.656 1775.929 1922.322 1706.742
28365 NM_004640 BAT1 6359.998 6492.623 6142.534 6649.703
2792 --- --- 3.055562 4.029261 4.576112 3.520537

10254 NM_024307 GDPD3 90.6059 94.36166 96.32984 101.2391
24972 NM_020697 KCNS2 434.8446 476.7255 400.8921 402.6307
3379 NM_003577 UTF1 342.9562 405.1302 348.0659 307.6115
2522 ENST0000032LOC646976 156.1744 185.7308 157.614 125.3759

14915 --- --- 94.29707 51.72727 187.8402 115.3278
4961 NM_0010339 CALCA 201.1548 243.1171 248.2731 232.262
6351 --- --- 12.77162 1.806404 24.54787 24.12776
207 NM_020526 EPHA8 97.45724 107.094 106.502 86.07893

10136 NM_002762 PRM2 140.9388 179.1406 135.0715 136.127
19835 --- --- 464.5682 344.6987 440.6411 420.5286
8830 --- --- 66.06052 56.0716 79.82653 75.02652

26661 NM_033051 SLC46A2 161.9403 164.167 169.6428 153.1242
9609 NM_020424 LYRM1 437.0531 512.3254 537.2689 543.0857

18565 --- --- 77.68324 22.74353 31.58777 56.37574
15623 NM_139343 BIN1 569.8624 586.4078 681.4332 583.2753
1350 --- --- 84.62846 139.5178 113.8946 130.1347

28747 --- --- 11.49345 11.68721 15.426 11.73808
24480 NM_138693 KLF14 354.9787 363.4305 340.9299 328.2977
9038 --- --- 69.15974 57.70837 67.49718 66.45504

14696 --- --- 16.9862 55.77917 14.51497 32.1553
16950 NM_058186 FAM3B 189.1743 162.67 185.4954 165.2102
21004 --- --- 40.01806 35.40647 38.56641 30.91965
12690 NM_00108050LOC126075 128.1986 172.6288 117.514 132.6087
8302 NM_033104 STON2 63.55221 103.2319 78.67362 86.61562

27145 --- --- 8.055261 8.356219 13.13936 8.176874
7303 NM_178006 STARD13 646.3135 705.7818 834.818 759.9727

11302 NM_213726 INCA1 221.1812 280.3708 215.846 240.4977
16654 --- --- 31.54818 30.40832 45.46618 35.84172
7953 NM_001969 EIF5 2804.399 1865.143 2686.933 3136.335

10847 NM_014598 SOCS7 627.6092 642.3596 697.9186 539.0035
6570 BC035621 C12orf25 75.98453 77.31032 87.33987 82.87667

17961 NR_003090 MOBP 116.4232 106.0578 115.0018 101.5421
171 NM_152375 KLHDC7A 179.7827 188.0018 171.1505 164.6161

23547 --- --- 42.28212 34.21025 45.9087 44.91406
28122 --- --- 43.04211 25.56256 29.90101 54.25456



23705 NM_080928 ASB15 27.1564 21.14306 40.23556 28.94429
23493 NM_182504 WBSCR28 126.2274 138.3436 117.0886 125.6271
21641 NM_021911 GABRB2 148.4348 151.5249 148.5337 125.6699
20041 NM_182592 YIPF7 80.52746 66.52428 79.37851 70.83767
12140 --- --- 32.38928 20.65698 27.69647 37.79582
23795 --- --- 4.675463 7.169792 5.628009 8.477434
21346 --- --- 39.67849 43.87497 50.10976 48.75684
19015 NM_024628 SLC12A8 398.0295 319.376 317.4496 251.2095
27599 --- --- 82.52242 70.89193 94.85812 89.12543
16218 --- --- 71.46606 76.23074 99.46304 73.27449
8617 NR_015346 LOC10013704 231.9209 260.0014 221.6775 224.2857
967 NM_0010044 OR10K1 66.64314 62.24949 71.5772 55.23373

2847 ENST0000038C10orf108 206.7865 238.5001 201.5854 212.9027
9460 NM_012217 TPSD1 129.266 158.7334 150.9151 123.0278

16485 ENST0000038C20orf46 79.52978 99.77184 79.30146 70.80122
21402 NM_001270 CHD1 1383.359 1310.059 1308.927 1587.364
12417 NM_020783 SYT4 151.7739 159.0002 122.7967 131.3145
2223 ENST0000036GCUD2  // FA 1204.881 826.2296 1286.513 1241.467

20552 --- --- 48.33647 68.56872 53.65683 49.62753
23073 BC095548 TAAR3 40.76321 58.43892 42.32144 34.51742
12753 NM_0010047 OR1I1 157.0316 201.0356 163.6641 180.5979
3136 --- --- 40.32152 34.61187 56.83093 41.89803

23519 --- --- 0.00257957 6.934074 1.425385 1.383635
2285 NM_00101434FLG2 64.19851 39.78903 66.22604 57.91015

18446 --- --- 15.67545 33.36637 22.66444 24.82536
10526 --- --- 21.58875 22.30709 37.13762 23.73858
3810 NM_005029 PITX3 449.0027 509.2494 468.7381 465.7712
8018 --- --- 88.84695 89.45617 96.23328 94.31567
3452 NM_00101090C1QL3 257.5394 361.5764 299.4265 278.5169

11586 NM_000978 RPL23 2974.442 3405.604 2934.596 3241.041
17661 NM_174932 BPIL2 32.56007 50.37509 38.01001 41.13896
10628 NM_00103714CNTROB 690.154 590.1481 614.0621 671.0418

600 NM_018103 LRRC8D 1631.733 2007.702 1654.594 1598.868
18416 --- --- 96.94682 60.05343 68.76662 66.9222
11631 NM_00112338KRTAP2-1 1045.856 1026.406 1128.045 1148.341

451 NM_00101154SLC5A9 77.05192 79.73546 65.92892 72.69518
6100 BC031221 FAM71C 78.71284 88.84345 84.19379 89.32453
9138 NM_032802 SPPL2A 3315.766 2883.26 3758.207 3084.47

10555 NM_00101476TMEM93 653.553 613.1691 676.4313 679.2928
12361 NM_052911 ESCO1 541.1052 627.5573 567.0252 730.2159
10830 NM_002984 CCL4 45.75124 49.38481 61.26284 66.93633
15376 NM_016516 VPS54 488.0913 499.8762 427.6184 571.2787
27640 --- --- 33.76358 19.01004 27.41319 29.24298
10897 ENST0000022HSD17B1 311.4816 360.6092 288.9973 307.3112
16968 NM_015056 RRP1B 1554.107 989.6575 1476.823 1526.936

232 NM_015627 LDLRAP1 616.2252 701.2732 485.9039 669.5457
6370 NM_020661 AICDA 46.3562 63.35986 54.7678 56.30567

28540 --- --- 89.77956 114.6033 102.4867 97.3064



13487 NM_017703 FBXL12 595.7581 497.3806 538.9888 525.5005
27892 NM_0010179 CXorf61 22.6506 22.74529 14.35165 17.70674
6530 NM_018976 SLC38A2 8125.856 6697.014 8523.382 6852.735
6535 NM_024604 RPAP3 1423.333 852.2405 1461.041 1683.29

25583 NM_0010039 ANXA13 25.69745 21.9975 35.6435 29.06845
9949 NM_014861 ATP2C2 121.4356 125.8756 131.8666 135.976

16413 NM_003610 RAE1 1454.887 1509.713 1695.702 1627.333
2928 NM_024838 THNSL1 349.4044 343.6188 338.1148 507.1653

24068 XR_018778 LOC442668 128.3907 81.02645 101.0924 102.0937
21606 NM_181776 SLC36A2 45.61542 56.89035 37.10184 46.47334
14683 --- --- 216.4975 213.2431 224.328 197.2367
2350 NM_139118 YY1AP1 1756.208 1586.7 2101.923 1832.741

16834 BC024764 IQSEC3 597.4315 619.249 542.0204 536.1065
13425 NM_002034 FUT5 294.6096 362.1382 239.1032 235.8215
27551 NM_080873 ASB11 58.45999 67.30908 65.89583 56.27376
21333 --- --- 2.158885 138.3591 4.322561 10.15012
20684 NM_153217 TMEM174 47.67642 56.90778 42.99345 46.45301
7327 --- --- 76.30077 108.5858 84.69472 78.77205
2611 NM_003465 CHIT1 109.4714 119.5869 121.9338 103.5593
5232 --- --- 256.7465 283.0354 250.0458 212.8587

22221 --- --- 29.58386 23.77027 35.34404 27.42544
1423 NM_00100468OR2M3 49.0327 57.69166 80.84809 55.50132

18218 NM_018394 ABHD10 848.4055 870.4338 895.0089 1032.206
5604 --- --- 255.8019 228.1991 245.5498 211.5033

23102 NM_153235 TXLNB 60.9401 68.25202 54.89559 61.2532
24549 EF560743 FLJ43692 163.7805 301.994 182.4164 252.1579
3147 NM_007078 LDB3 84.82082 123.3251 85.14609 93.78846
9001 NM_015307 KIAA0574 178.7268 164.661 186.9365 181.4051
2282 NM_00112296RPTN 26.48795 36.58301 24.37136 29.16479

21062 ENST0000034LOC133491 98.34717 110.5475 89.3277 93.64489
23431 --- --- 51.9055 54.32659 52.34773 50.19323
17339 CR456348 FLJ20464 108.6541 146.5655 100.1676 110.7037

63 NM_015215 CAMTA1 326.7705 495.6468 349.6228 403.4045
1717 NM_024522 NKAIN1 155.7385 159.5997 145.3059 140.8014

23935 --- --- 24.86238 27.03081 35.94411 24.01791
200 --- --- 159.7009 157.3669 153.0803 131.3718

4394 NM_032223 PCNXL3 2028.27 1895.591 2069.685 1908.924
10014 NM_032366 C16orf13 699.0419 774.9198 818.1804 566.7085
2593 NM_012134 LMOD1 74.22952 81.80746 84.45173 86.36223

28829 --- --- 48.24077 42.23018 58.03746 45.05871
28109 NM_032971 PCDH11Y 50.22196 59.63025 43.48315 42.96193
20144 NM_002090 CXCL3 526.0839 584.5895 590.9116 480.1713
10502 NM_00100168C16orf85 105.5426 124.5446 98.9269 111.0237
7894 NM_000623 BDKRB2 97.07966 124.2927 112.87 117.9188

27055 NM_002049 GATA1 140.098 148.0364 149.8602 138.3478
18259 NM_005213 CSTA 67.91541 55.86974 73.47387 69.89286
4106 NM_005566 LDHA 12288.97 13079.25 12702.28 13434.31
2516 NM_003285 TNR 52.95799 47.35081 66.52951 46.93977



20863 --- --- 119.3117 150.791 118.7579 106.6518
24904 --- --- 29.595 16.13794 27.94754 21.58951
1204 NM_005686 SOX13 313.1463 541.3574 308.6575 370.4851
3820 --- --- 65.02323 68.2944 54.46928 61.31712

14527 NM_00107740FER1L5 105.1587 133.2339 97.19999 102.4596
7412 --- --- 14.89836 19.24567 12.33701 19.21772
238 --- --- 27.78931 19.84008 22.84439 21.96618

24642 NM_018088 FAM90A1 91.70419 83.17019 109.4582 80.10634
24643 NM_018088 FAM90A1 91.70419 83.17019 109.4582 80.10634
24644 NM_018088 FAM90A1 91.70419 83.17019 109.4582 80.10634
24646 NM_018088 FAM90A1 91.70419 83.17019 109.4582 80.10634
18207 NM_032600 CCDC54 23.80342 21.48626 21.83917 30.43627
16919 --- --- 49.29521 61.07714 46.08514 55.06757
2740 --- --- 77.58759 68.85221 72.34801 84.85323
8282 NM_024496 C14orf4 1360.233 1397.764 1376.373 1201.765
2827 --- --- 34.68235 39.66196 52.79523 42.79088
117 ENST0000037LOC441873 93.55516 96.68359 94.03514 89.60841

27940 NM_016032 ZDHHC9 2125.421 2751.342 2630.381 1938.459
12073 NM_00103990FLJ44838 53.45798 28.50896 38.7834 43.32248
15230 NM_153835 GPR113 161.7535 173.846 178.6359 160.3057
3750 NR_002319 PIPSL 338.1187 247.9115 391.976 346.5742

11262 NM_020310 MNT 464.0398 607.7783 509.8279 460.4726
1468 NM_024011 CDC2L2 765.598 718.1962 631.679 870.0541

20022 NM_002913 RFC1 1983.093 1531.831 1785.105 2178.887
20948 --- --- 158.2709 250.2603 146.7368 172.3538
6534 --- --- 52.95974 53.49902 53.43813 44.08668

14216 --- --- 35.6146 29.00906 26.01109 30.71816
28707 --- --- 22.04719 23.57824 28.21431 30.55644
23802 --- --- 36.99125 10.95766 26.8252 43.4248
27514 NM_004192 ASMTL 153.5069 247.436 142.2478 157.7001
26307 AK292245 FAM154A 69.81287 38.80062 66.10924 54.78468
16956 NM_0010044 UMODL1 111.2733 101.51 119.3735 103.769
7389 --- --- 57.45456 35.61162 71.74943 56.43724

14959 NM_173077 CPO 77.02569 68.72556 69.38545 84.33722
6418 NM_005039 PRB1 173.1543 212.9726 172.9589 165.8204
9168 --- --- 115.4729 108.3318 133.31 138.2851

12755 --- --- 129.4027 119.8828 110.9225 103.4091
13168 NM_0010022 KLK2 141.4663 147.9474 167.063 155.8206
20784 --- --- 18.19924 16.04525 15.46488 14.38464
16685 --- --- 44.46225 49.39678 51.84407 54.2971
10335 --- --- 612.3923 790.4578 671.1448 797.9976
18987 NM_0010996 LRRC58 3797.972 3192 3437.132 3850.918
27977 AY352211 CXorf48 83.26703 105.6028 74.12396 105.4259
27711 NM_000032 ALAS2 161.1428 102.7865 140.3872 154.1115
25432 --- --- 14.61181 6.65774 10.68563 15.62862
21395 --- --- 65.37643 45.29128 121.2312 52.48191
11078 NM_025185 TANC2 988.2432 1171.316 899.088 872.5146
19986 --- --- 37.12325 25.78682 39.06183 33.49548



12366 --- --- 15.84806 20.98826 15.051 14.9176
17696 NM_002405 MFNG 69.51207 66.87167 88.07736 79.45662

402 NM_002840 PTPRF 2526.346 2440.502 2976.481 2491.034
5269 NM_003793 CTSF 347.7771 704.1522 471.5683 314.5413
5321 --- --- 59.03596 27.66943 53.54163 50.86971

10063 NM_080594 RNPS1 2770.532 2598.189 2979.333 3010.443
19177 --- --- 266.1124 242.4012 256.9501 232.5234
13002 NM_000774 CYP2F1 84.34897 112.709 95.66901 99.40196
1163 NM_133494 NEK7 2112.05 1670.876 2112.847 2257.65

26196 NM_000972 RPL7A 995.0671 1066.726 948.3832 979.3198
1210 NM_181644 MFSD4 235.2686 219.1834 237.1683 252.2531

16720 NM_147198 WFDC9 35.61186 35.16493 37.86104 35.29731
1319 ENST0000030RNF187 1334.993 1497.204 1490.731 987.2234

20446 NM_144644 SPATA4 157.3378 196.698 178.0831 165.2721
4177 ENST0000037DKFZp779M0 314.6612 326.6487 334.0872 321.4434
126 NM_0010998 PRAMEF20 105.9656 78.2336 100.5527 92.06227

19115 --- --- 17.11917 32.38969 20.11665 16.56608
22740 NM_152990 PXT1 12.69224 17.08847 17.68747 15.5166
19881 NM_020225 STOX2 136.4214 232.8654 120.2889 150.8642

380 --- --- 152.2825 77.22234 97.28824 124.4632
9119 --- --- 4.754331 10.01436 5.044249 4.772362
9291 ENST0000037GOLGA6  // G 49.2063 56.90705 72.23895 59.78871

17955 NM_005201 CCR8 57.29692 56.9451 50.61919 66.96537
14263 NM_014946 SPAST 666.3696 705.0571 758.9598 766.1402
16966 BC128187 C21orf125 94.79962 79.68817 96.2084 83.81054
13321 NM_005762 TRIM28 5962.111 4924.439 6030.346 6024.02
2114 NM_018364 RSBN1 637.7001 762.4592 541.1979 693.812

23589 NM_177455 BHLHB8 748.3421 781.1968 711.3163 723.4858
9301 --- --- 10.16684 3.618118 8.67664 7.576366

19085 --- --- 108.4404 120.8982 102.301 100.2596
24005 --- --- 25.33126 35.81773 31.77598 25.40301
10914 NM_173079 RUNDC1 357.4442 385.2998 365.1119 389.7103

443 NM_0010997 CYP4B1 94.57624 82.49798 96.98734 90.73403
9335 BC019820 C15orf40 512.4369 482.4279 505.0648 617.5765
6069 --- --- 906.7258 1146.529 919.9954 882.2819
3649 NM_018055 NODAL 80.13462 50.11834 84.45172 65.43313

13953 NM_021733 TSKS 100.1904 83.78532 97.35106 97.74651
15795 NM_012290 TLK1 2300.839 1978.839 2254.581 2325.601
24721 NM_003867 FGF17 410.7356 387.255 408.212 398.1378
5505 NM_152315 FAM55A 45.50138 38.14155 54.22815 34.64376

24358 --- --- 118.7136 96.76764 108.9024 116.4175
14135 AF274944 LOC10012818 61.98558 95.19083 78.31931 63.27282
24913 NM_015364 LY96 593.0313 579.4 687.2732 787.7385
9392 NM_139057 ADAMTS17 253.8308 452.6588 252.0296 283.5782

10524 NM_007317 KIF22 1919.967 1539.469 1895.966 1828.046
25863 BC006438 LOC10013216 586.5329 471.2769 590.7857 575.1695
23890 ENST0000002CCT8L1 168.3 144.2338 190.3669 143.4349
23462 --- --- 115.8398 127.6313 122.2706 110.8875



16848 NR_003087 ABCC13 50.27677 47.40384 46.07503 46.17223
11790 NM_174920 SAMD14 175.9371 202.3763 157.9545 162.7659
23443 NM_016220 ZNF107 517.7406 451.8319 512.0388 623.6064

196 NM_000478 ALPL 76.16447 92.94408 71.11985 77.33028
21846 NM_003524 HIST1H2BH 5772.768 4214.888 5556.629 4635.618
21503 --- --- 61.85775 60.31268 77.69391 58.11489
11643 NM_033060 KRTAP4-1 206.0997 206.6237 232.6674 205.0523
25329 --- --- 45.75073 63.20347 64.3664 57.39678
20903 NM_016463 CXXC5 711.4848 1011.024 632.063 594.8689
18690 NM_032806 C3orf39 381.1695 428.9233 407.64 412.474
10071 NM_031948 PRSS27 451.1357 440.9852 424.2137 439.4242
7409 --- --- 31.18355 31.02451 34.56168 27.52949

19182 --- --- 28.56437 31.52402 22.56523 34.24207
27945 NM_178471 GPR119 88.17702 77.68906 87.90038 82.69627
7081 NM_014059 C13orf15 973.664 133.8916 202.7149 593.905

15648 --- --- 2.693337 3.671961 5.378426 2.16153
23823 NM_178561 CTAGE6 59.72226 87.13946 60.22851 77.90492
20680 NM_002270 TNPO1 4667.775 4152.548 4741.406 5156.034
8409 ENST0000039IGHE 110.897 118.9234 83.52705 84.6558

15385 --- --- 33.55017 30.83566 45.66071 32.44663
21672 --- --- 185.819 186.0228 196.5191 220.9223
5009 ENST0000039DCDC5 53.86714 44.61581 51.53067 57.87778
1826 --- --- 34.28156 24.92929 18.26491 16.13034

24086 NM_002192 INHBA 7471.978 1262.987 675.3601 4063.746
203 --- --- 130.6355 128.2639 125.7273 107.297

9055 --- --- 5.193758 5.352709 7.336221 4.928915
24615 AK094159 FLJ36840 720.4666 593.806 517.7587 702.4749
10840 NM_012138 AATF 2333.589 1806.752 2682.396 2626.219
16875 AY063458 C21orf100 30.50242 21.33849 31.467 38.67668
12830 NM_033204 ZNF101 501.1335 341.523 419.3865 507.9034
19343 NM_0010043 FGFRL1 596.1745 1146.132 338.4358 591.9109
8913 NM_014848 SV2B 46.15938 60.02999 46.16594 50.08861

21128 BC029796 LOC116349 178.9563 171.8318 157.7318 173.033
20094 --- --- 4.197298 1.792402 1.537142 4.641361
21456 --- --- 34.69352 39.27235 32.31562 37.4148
27120 --- --- 0.01396702 5.218113 0.9972706 2.596928
3788 NM_001278 CHUK 1057.699 764.1992 921.7247 1140.467
9618 NM_003366 UQCRC2 2912.618 3346.102 2684.727 3460.726
1061 NM_025063 C1orf129 23.83747 62.55991 29.84067 23.76202

20394 NM_001334 CTSO 651.4261 931.6223 629.9228 621.2912
536 --- --- 97.83532 87.52129 102.1644 89.64749

22020 BC033033 C6orf81 128.7136 151.9609 152.8026 123.3842
8045 NM_001805 CEBPE 135.1502 153.6434 157.2127 148.2956
285 NR_004407 RNU11 333.737 646.5851 439.3775 424.1742

2449 --- --- 58.76643 57.52856 60.07491 51.37056
24849 --- --- 32.57893 29.71904 41.54869 25.63971
11080 NM_000789 ACE 242.5683 231.3328 233.7809 218.3753
16862 ENST0000035PPIA 9006.003 8656.313 9047.553 9220.341



23401 NM_018697 LANCL2 1551.276 938.9777 1526.853 1620.057
892 --- --- 49.45442 60.64002 45.16575 56.92645

21240 XM_938790 LOC283412 188.4769 224.528 242.582 181.108
8654 NR_022014 C15orf21 62.82612 69.13329 69.92956 61.48018

13908 NM_003167 SULT2A1 34.78468 42.18188 26.63562 36.81473
15041 NM_020864 KIAA1486 51.22155 61.78091 54.90395 59.62807
12631 NM_024341 ZNF557 223.4383 184.7351 230.3752 228.8205
27858 NM_024657 MORC4 580.1708 697.7037 617.7933 601.8795
23841 --- --- 30.90086 30.03352 27.19326 23.97602
3791 NM_016112 PKD2L1 124.9088 118.5381 139.9819 127.9352

25287 --- --- 14.32203 12.18447 6.451744 14.50681
16710 NM_003064 SLPI 171.9373 195.7579 183.5765 154.5706
12383 --- --- 13.29567 7.234022 13.05932 16.80749
3883 NM_022802 CTBP2 490.2733 499.9476 366.4927 503.9204

25937 ENST0000035LOC10013043 95.76735 78.10619 104.0802 100.6328
2891 NM_024670 SUV39H2 1715.38 1207.859 1600.255 1874.75
2992 NR_003601 ANTXRL 23.59676 18.96303 25.33661 32.06298

24724 NM_003018 SFTPC 103.908 128.3646 99.45336 102.7888
19735 NM_145207 SPATA5 1124.405 1024.812 1078.658 1258.402
6190 NM_173542 P76 1122.302 1675.61 1263.397 1020.225

19271 --- --- 11.52114 9.30068 15.58753 12.08723
27094 --- --- 16.69125 5.228455 16.96175 13.23759
16670 NM_006698 BLCAP 1922.2 2561.185 2056.35 2040.837
21026 --- --- 94.86595 71.65788 110.9588 105.7905
16291 NM_030877 CTNNBL1 965.1685 1057.939 860.2933 1087.079
18162 NM_0010055 OR5H14 27.95867 19.0173 23.39995 23.18784
9302 NM_004390 CTSH 513.6243 2134.57 618.8404 794.3198
7641 NM_002791 PSMA6 2897.129 3806.732 3925.352 3867.825

22394 NM_025217 ULBP2 777.291 434.438 493.7993 553.6429
1260 NM_016343 CENPF 3872.542 2489.335 4486.055 4239.248

21658 --- --- 175.9393 179.5208 166.6438 173.8661
9677 NM_007317 KIF22 1908.847 1539.137 1881.376 1816.659
5108 NM_00100474OR5M10 37.65113 42.71782 27.68542 43.17489
8590 --- --- 112.075 105.8317 102.1865 122.0471

18143 NM_000866 HTR1F 61.83202 76.68261 69.60207 58.44634
3149 --- --- 374.2983 528.888 374.8895 359.7025
3702 XM_00172365LOC642538 235.2368 160.2993 256.0344 268.711

22984 NM_198081 SCML4 118.6398 112.6204 100.339 102.6034
26526 --- --- 7.401001 5.040612 9.1603 13.21624
21287 NM_001656 TRIM23 264.4113 253.878 242.4149 305.2209
21270 --- --- 43.00196 67.88415 64.50249 49.37712

981 ENST0000028OR10J6P 32.49175 51.45716 43.18659 20.9755
9387 NM_0011026 LOC145814 79.18935 59.55089 84.53548 59.89791

11614 NM_181534 KRT25 86.23366 102.5977 97.82822 91.17517
918 NM_015872 ZBTB7B 277.9436 359.0449 277.2011 270.446

4233 --- --- 13.59596 18.41861 16.63367 14.29785
24698 NM_181723 EFHA2 168.2774 197.0742 128.8921 166.9957
3484 --- --- 45.23229 41.96896 29.26504 57.39935



18339 NM_0010330 FAIM 248.5519 245.8059 360.6169 369.2862
16942 NM_007341 SH3BGR 81.13531 90.72449 78.70248 88.91192
12936 NM_152603 ZNF567 153.8555 222.059 194.4708 232.6681
3421 --- --- 4.549216 4.361025 8.003452 5.520756

25927 ENST0000034FLJ44082 47.49356 40.02008 49.35161 45.09246
3476 ENST0000025LOC10012866 57.49792 76.26298 67.4678 61.90377

10115 NM_015421 TMEM186 236.061 255.0688 244.0173 268.7642
22654 NM_004640 BAT1 5921.059 6025.129 5688.322 6200.863
23149 --- --- 189.8467 290.7664 218.1803 208.1738
3063 NM_003171 SUPV3L1 1659.537 1424.48 1478.88 1680.232

20699 NM_006633 IQGAP2 73.544 67.6548 85.10587 81.43561
8763 --- --- 3.529436 0.3066243 4.07171 3.121957

27781 NM_144969 ZDHHC15 115.8207 91.48512 105.7582 116.0205
22834 NM_0010377 DEFB113 62.50737 65.47562 60.04588 66.85646
3957 NM_003282 TNNI2 163.9601 159.5465 156.9482 143.8627

18456 --- --- 172.2614 135.5612 250.9969 173.6042
18153 --- --- 20.6541 20.17495 18.29685 25.72449
27198 NM_014499 P2RY10 38.41285 31.53001 35.78643 33.37576
8127 NM_017658 KLHL28 429.7453 572.6292 502.5698 507.6705

15707 --- --- 69.38963 106.1824 75.55724 65.58553
16441 BC110595 C20orf166 182.7247 187.7261 162.5334 186.8585
7112 NM_030911 CDADC1 245.9312 187.9396 238.6291 267.6328
5103 --- --- 13.5852 23.08223 20.71457 17.93499

21500 --- --- 5.280411 4.091883 3.328875 2.590482
5783 NM_004264 MED21 2084 2364.776 1839.746 2206.112

13712 NM_021232 PRODH2 143.9878 143.9207 138.1952 118.2561
10278 NM_052874 STX1B 78.49937 103.1444 94.11308 85.92508
15909 --- --- 1.376983 3.948189 2.50671 4.269585
3564 XM_00171522LOC10013264 167.9236 101.077 157.264 141.0507

27149 --- --- 126.3559 90.57374 146.0193 114.3719
16219 NM_178580 HM13 3281.916 3508.051 3057.336 3030.398
15389 NM_000945 PPP3R1 1788.926 1888.71 2281.583 1987.794
13069 NM_006732 FOSB 137.1854 277.0753 148.7086 163.0872
20244 --- --- 184.5494 178.5342 163.7923 170.0402
5168 AF086763 C11orf10 957.7102 1312.728 1122.44 943.0813
9194 --- --- 119.098 107.879 97.11929 120.7103

12441 --- --- 52.05814 68.65445 67.50695 57.25038
25124 AK090404 FLJ00290 68.27322 102.1358 65.45045 72.21817
16780 --- --- 24.02459 20.30289 30.35847 29.68926
20596 --- --- 5.023785 4.840416 7.071268 6.893579
12636 NM_006702 PNPLA6 976.1616 890.8337 721.9766 843.6418
17999 NM_003241 TGM4 110.357 116.0072 107.6948 111.1966
18053 NM_004636 SEMA3B 78.85949 244.0244 70.67343 89.9124
18821 U88965 C3orf51 68.41649 52.22581 65.96915 73.01613
9655 NM_0010808 LOC390688 286.0458 268.8242 299.3228 258.5528
6955 NM_006018 GPR109B 41.55012 49.36942 35.78486 34.84147
9114 --- --- 46.26289 51.67182 56.84655 46.49794

14456 NM_003761 VAMP8 907.9301 1276.302 818.9142 1035.243



23201 BC119778 C6orf122 28.60985 37.33551 34.21164 31.39676
15390 --- --- 89.02499 110.4461 92.5851 97.95708
1336 NM_00100434TRIM67 298.1073 321.7725 347.3567 307.2159

20392 --- --- 33.33175 33.98563 34.18023 42.22323
27885 --- --- 28.06726 18.67131 25.17237 16.07532
18150 --- --- 77.52691 75.59325 80.23981 70.81071
26767 NM_015033 FNBP1 856.9836 875.1848 919.1733 911.5261
14986 NM_021141 XRCC5 4781.874 4006.77 4755.615 5198.399
15869 NM_018897 DNAH7 43.61286 43.47862 40.14624 39.91767
18724 --- --- 50.12767 55.41309 62.81029 65.78816
1008 --- --- 586.7658 702.0474 507.7484 484.8407
6439 NM_021071 ART4 39.79544 33.34638 30.65849 34.07636

27990 --- --- 89.19378 55.78457 71.59534 71.28158
2286 NM_016190 CRNN 91.37985 90.62647 102.4501 99.67423

19852 --- --- 65.52328 52.33604 61.86816 54.51851
17599 ENST0000032FLJ34651 249.6794 266.8203 317.8713 258.5313
16787 ENST0000037ANKRD60 780.4393 932.9664 654.5636 710.3702
6356 NM_130441 CLEC4C 39.93398 47.52731 47.07396 50.71452
9315 --- --- 61.4737 67.17649 66.34115 70.20516

10360 NM_001796 CDH8 65.89618 74.94392 84.74841 67.46439
18612 --- --- 146.2101 166.115 139.5088 137.2096
16696 --- --- 546.8366 697.8304 616.4939 469.6676
19740 NM_015693 INTU 236.8745 197.8593 242.1273 239.899
13967 NM_0010246 LOC554235 166.213 222.9809 196.357 178.778
25991 NM_014290 TDRD7 597.8995 876.6929 535.4205 842.275
4657 NM_0010404 SIDT2 786.6772 1017.518 836.4074 797.3578

23339 ENST0000038PP13004 129.0101 169.7043 139.4793 118.7124
25593 NM_031415 MLZE 23.0216 24.19392 25.83095 23.65122
13107 NM_017457 PSCD2 2690.053 2048.468 2775.79 2447.299
5823 NM_00111418IRAK4 608.2345 574.6581 526.6566 755.9082

16465 NM_025219 DNAJC5 956.1656 953.652 974.5126 954.4905
12093 --- --- 19.29467 22.11658 35.50779 23.4344
7124 --- --- 19.54211 18.48039 20.32023 20.78422
7525 --- --- 306.1627 391.2613 363.5747 261.2187
1773 --- --- 25.63297 9.685678 32.3368 35.05368
3947 ENST0000035MUC2 153.2088 158.3295 148.203 147.1709

22911 NM_004242 HMGN3 551.5345 412.9176 550.3707 624.764
26555 NM_017948 NOL8 1476.634 1091.776 1525.606 1755.892
14972 NM_001875 CPS1 414.1139 631.6272 410.8566 490.0451
19854 --- --- 16.46499 12.47647 11.83963 17.54719

556 NM_002440 MSH4 22.85874 31.00316 33.20977 33.831
19704 NM_001148 ANK2 541.9522 911.8592 573.99 591.2514
5839 BC031670 C12orf54 32.64122 30.11834 50.83284 40.94699

26079 NM_000962 PTGS1 117.572 130.708 130.8032 132.1835
17896 NM_004162 RAB5A 3016.313 3001.515 2891.434 3187.595
13285 NM_003417 ZNF264 677.3495 752.8602 650.2974 664.2975
16451 --- --- 13.58968 2.136534 10.22571 6.409033
9738 --- --- 905.3391 1111.778 960.6508 899.2941



26823 ENST0000039LCN8 102.2325 104.5076 138.4556 122.7649
20798 --- --- 55.55022 64.64965 58.04921 62.58051
2561 --- --- 5.869095 4.311664 2.956568 6.387752
9874 --- --- 30.984 36.60402 23.99531 36.38886

15731 NM_005843 STAM2 1589.257 1180.844 1622.751 1790.136
21428 --- --- 65.21259 80.25803 90.27885 83.01174
17206 NM_000407 GP1BB 169.3945 236.168 199.2307 142.8661
8826 XR_018310 LOC646934 209.8457 266.8507 188.1969 267.6593

18862 NM_182522 FAM19A4 99.05177 103.0133 103.5613 86.53689
18130 AY363225 HNRNPA3 4574.859 4123.55 4507.483 5257.107
12533 NM_001700 AZU1 195.9089 207.1617 204.5836 174.6522

198 NM_007352 ELA3B 347.7867 405.7 345.5049 328.4558
7297 NM_006644 HSPH1 4769.691 2526.733 4095.354 5267.749
9719 NM_003041 SLC5A2 243.7717 258.1167 235.4915 233.8371

11205 --- --- 25.36859 31.66584 37.52846 28.96162
5085 NM_0010052 OR4A5 76.92226 96.58938 83.98114 95.01931
3861 NM_213649 SFXN4 845.6238 757.4288 874.9238 900.4527

17229 NM_004782 SNAP29 1778.388 1893.715 1785.87 1898.803
8687 NM_198524 TEX9 122.866 187.528 121.2705 182.3453

16779 --- --- 120.173 106.5036 125.3242 110.0431
11924 NM_173477 USH1G 326.6463 426.8043 364.9409 291.4964
3993 NM_021801 MMP26 54.67881 40.78461 43.5931 42.89124

13580 NM_198944 OR7C1 51.44561 43.04581 48.43087 56.7771
28167 ENST0000036RBMY1E 53.60652 37.24591 21.76775 31.39668
28181 ENST0000036RBMY1E 53.60652 37.24591 21.76775 31.39668
28249 ENST0000036RBMY1E 53.60652 37.24591 21.76775 31.39668
12442 NM_005904 SMAD7 309.145 267.7767 297.6293 264.5298
25950 NM_001827 CKS2 6078.215 5774.796 5816.393 5252.057
1124 BC142944 RGSL1 22.32694 22.18958 30.83194 25.49006
1282 NM_032890 DISP1 287.7531 230.2041 324.7119 287.569

15418 NM_144579 SFXN5 439.5282 423.8782 411.6774 446.871
20496 NM_018140 CEP72 515.7735 388.8987 459.992 499.6749
19671 XM_00172476LOC728607 356.0099 357.3147 380.7303 374.2766
19595 NM_003715 USO1 3152.24 3140.988 3325.561 3844.99
28583 --- --- 11.96945 32.18597 30.40768 20.18621
21226 NM_173489 FLJ40243 35.77459 46.85869 41.03701 40.1219
1512 --- --- 116.7975 134.4573 135.9614 111.5946
7905 --- --- 478.2903 491.5946 484.0948 465.3824

11246 NM_006224 PITPNA 2402.224 2605.401 2596.967 2568.012
5061 --- --- 20.28331 11.98086 8.915283 21.01381
4398 NM_152760 SNX32 63.84522 55.87748 55.69495 56.6405
7503 --- --- 74.85673 90.38351 73.10346 86.88795

28819 --- --- 77.66635 101.2457 94.8019 88.0075
11588 NM_0010087 FBXO47 18.38207 15.34405 19.4541 19.54713
3286 NM_004419 DUSP5 597.3089 438.6377 402.9665 505.998
2754 NM_152379 C1orf131 192.6039 143.138 237.8268 188.0692

19074 NM_025041 C3orf36 55.9477 89.84676 62.82785 73.7443
14499 ENST0000039LOC10013010 602.5665 634.0681 621.4803 516.723



14961 --- --- 16.35824 19.20642 24.19989 26.1035
14327 --- --- 38.59936 30.26065 41.03014 32.98744
5018 NM_001326 CSTF3 1056.371 666.0579 1080.519 1229.633
8741 NR_003105 ZWILCH 1799.759 1197.074 1696.647 1933.031

23651 --- --- 63.40769 78.69277 66.86889 70.35288
16069 NM_0010808 LOC643905 127.6522 133.3934 144.3735 133.2914
19760 --- --- 129.7418 152.3096 124.6653 109.3603
17981 ENST0000027LOC729085 107.3376 114.5194 90.79747 109.0285
10489 BC093665 FAM92B 444.4243 344.4786 401.5995 392.9256
6238 NM_014708 KNTC1 1287.556 1060.284 1110.858 1279.5

19276 ENST0000034UTS2D 37.22308 48.99088 49.23608 45.22285
11311 NM_033004 NLRP1 418.9716 616.762 380.2235 417.9379
5861 NM_003076 SMARCD1 2990.633 2437.895 3134.38 3012.589

27545 ENST0000034LOC645769 97.85796 101.0254 78.58562 83.12407
27154 NM_017711 GDPD2 84.8122 81.45823 90.58277 88.44739
19762 NM_057175 NARG1 2283.037 1617.713 2443.772 2778.45

846 --- --- 294.0789 182.5084 326.2171 325.0171
28812 --- --- 1072.724 415.617 766.6464 664.683
27023 --- --- 15.21422 2.575517 6.936017 9.566386
16088 NM_139074 DEFB127 17.05051 20.58699 20.59942 20.63947
8306 --- --- 4.959271 2.49796 5.399005 3.297067

10568 NM_003963 TM4SF5 307.4969 346.6624 312.2084 281.8417
14389 NM_024933 ANKRD53 114.0396 109.0452 122.3586 84.78674

694 NM_022768 RBM15 843.8755 959.5966 790.6214 977.4629
5153 NM_017840 MRPL16 1287.475 912.1487 1188.152 1308.153
9032 NM_020660 GJD2 210.8396 168.646 202.1807 193.7603

22239 --- --- 94.0919 66.71743 61.53817 71.25416
25506 NM_033512 TSPYL5 49.04574 49.47876 44.12272 41.88528
10653 NM_006041 HS3ST3B1 90.22746 74.41686 84.40727 78.21018
18624 NM_0010124 SGOL1 1512.642 882.6785 1592.972 1400.133
10030 NM_012467 TPSG1 525.3634 531.2416 486.5166 451.922
24801 --- --- 63.86145 84.52186 79.90843 69.013
21327 --- --- 82.47898 70.42403 54.21108 78.36195
27039 --- --- 19.92699 23.32438 36.50227 23.0375
8019 NM_0010047 OR5AU1 89.22508 106.686 81.9277 92.44807
1501 NM_019089 HES2 234.9207 238.284 241.2923 226.2778
4127 --- --- 34.21396 19.11047 35.71913 28.69038

10279 NM_024706 ZNF668 120.9967 126.4314 152.9309 138.4643
11059 NM_003161 RPS6KB1 1467.708 1265.175 1293.659 1503.818
12970 NM_172138 IL28A 123.6935 112.8269 143.0498 122.6375
10878 BC126421 KRTAP4-7 406.9748 401.5947 431.3801 428.3067
27439 NM_005365 MAGEA9 287.7114 292.556 331.9834 280.9544
28026 NM_005365 MAGEA9 287.7114 292.556 331.9834 280.9544
3080 NM_022124 CDH23 107.8874 87.66343 99.64324 90.21275
2855 --- --- 108.9589 114.3953 106.5372 88.56869

26705 NM_012363 OR1N1 49.36366 44.23638 46.55512 57.84459
22489 NM_006638 RPP40 401.5758 280.8604 497.6913 469.8877
19515 NM_0010249 EXOC1 1565.298 1344.458 1564.924 1751.469



26078 NM_138777 MRRF 1122.886 925.6667 1167.217 1256.708
26862 --- --- 1959.687 1446.739 2027.402 1813.352

9 --- --- 1959.687 1446.739 2027.402 1813.352
1533 NM_00107984CASZ1 118.0331 97.23488 89.28632 97.29558

21801 BC047037 LOC644714 246.2786 201.2982 255.1583 251.9805
16565 --- --- 2.39845 5.887403 6.687021 5.211136
20140 --- --- 50.65836 59.32253 50.88898 43.09476
16123 BC043344 C20orf29 627.5737 465.8119 562.7025 578.392
3787 NM_0011006 ERLIN1 3248.517 2520.89 3036.715 2887.876

17769 ENST0000033KIAA1654 217.0483 228.0016 217.109 228.1951
9110 NM_014080 DUOX2 113.8535 136.1421 115.7571 122.77

20950 NM_152550 SH3RF2 484.9278 265.621 573.6218 554.5893
6717 NM_152440 FLJ32549 496.7151 584.5938 502.544 583.8954
1692 --- --- 6.626234 3.557078 3.574678 5.425808

15574 BC004487 MGC10701 237.024 252.2116 268.3728 275.7065
3144 --- --- 34.14285 45.29319 38.44158 40.75552

23449 --- --- 68.67357 61.34382 64.64033 71.88101
7169 --- --- 13.21176 18.85537 14.17537 18.83808
9321 NR_003246 FLJ40113 311.1823 379.6807 302.63 362.9362

15700 --- --- 1748.069 1299.949 1328.432 1308.26
1707 --- --- 25.17044 33.60023 27.96648 21.4524

19523 --- --- 95.21825 65.29162 89.75161 102.424
18108 --- --- 24.04226 32.35718 25.44105 24.40729
13237 NM_015868 KIR2DL3 108.3199 151.5909 109.8811 111.5366
9634 NM_005030 PLK1 5871.166 3098.937 5709.098 5208.058

25012 --- --- 12.22783 8.744572 7.208271 9.509068
21680 NM_00100150SNCB 391.7138 431.2982 414.417 407.8278
17459 NM_00110459FAM118A 651.4547 713.0388 533.2336 728.4327
26510 NM_002072 GNAQ 2899.695 3533.035 2504.51 3153.115
14224 NM_001809 CENPA 1402.752 1057.411 1389.109 1177.821
26366 --- --- 71.55421 51.46304 75.19352 89.575
2952 --- --- 49.13724 43.08055 48.17754 62.76563

25201 NR_003668 DEFB109 107.5566 69.41613 94.82754 104.5742
7786 NM_015556 SIPA1L1 1473.966 933.1912 1098.515 1377.143

14097 NM_00108538ZNF154 73.60271 71.86559 56.63074 64.08206
13343 NM_214710 PRSSL1 162.6637 177.2184 160.709 155.3609
13064 NM_212550 BLOC1S3 1084.992 1147.943 889.2767 1060.856
7845 --- --- 11.15346 4.026717 7.022836 13.61628

12462 NM_139171 STARD6 22.47305 22.18849 13.99185 18.17115
16159 --- --- 3.507945 0.1867644 13.70585 10.59585
16193 NM_013248 NXT1 659.3324 648.4066 659.6545 665.5085
12671 NM_00104066PPAN-P2RY11 380.8316 377.6836 407.3471 363.5434
22697 NM_000544 TAP2 1554.645 1147.145 1749.347 1458.598
16082 NM_006374 STK25 1736.405 1940.283 1709.985 1738.948
23615 NM_024070 PVRIG 268.9034 278.1335 285.0971 294.2177
6003 NM_013254 TBK1 1023.018 973.778 1075.809 1324.859
5748 NM_006205 PDE6H 109.0898 113.0334 123.825 111.2203

24010 NM_138811 C7orf31 558.9536 556.3121 556.7571 574.4015



9589 NM_006985 NPIP 2591.471 3331.524 2488.421 2445.1
19880 --- --- 101.7408 147.1347 91.15897 121.4769
1965 NM_0011056 LRRC44 53.24505 77.79455 64.38363 78.36349

17054 NM_181608 KRTAP19-2 96.62092 69.74086 106.362 98.46375
15884 --- --- 39.95589 33.00944 43.40466 37.20188
19246 NM_005787 ALG3 4520.912 4176.765 4315.467 3416.473
2207 NM_178230 PPIAL4 9456.613 9202.237 9361.042 9283.881
697 --- --- 54.42864 36.77956 68.11576 59.67518

11423 NM_145691 ATPAF2 713.016 783.8033 787.2966 688.6856
3120 NM_005411 SFTPA1B 130.2039 125.828 120.6131 131.5655
3123 NM_005411 SFTPA1B 130.2039 125.828 120.6131 131.5655

20510 NM_006999 POLS 1449.453 1294.558 1487.107 1364.359
19605 NM_004354 CCNG2 1047.789 1380.081 1133.087 1119.244

397 NM_144626 TMEM125 147.3476 180.4887 182.7074 136.9772
392 NM_015911 ZNF691 219.5121 182.623 219.8325 264.7954

19095 AK128089 FLJ46210 31.71732 28.97624 30.73016 28.93583
23699 --- --- 5.526677 2.184258 5.465583 3.410369
5566 ENST0000030OR10G6 85.66409 75.65277 93.28158 79.99481
7371 NM_003850 SUCLA2 916.2755 963.1743 1062.223 1176.628

23334 NM_207172 NPSR1 89.79941 54.44767 93.59483 76.49598
16775 NM_198433 AURKA 3696.712 2200.936 3886.691 3798.612
16885 NM_181605 KRTAP6-3 325.6734 321.7444 312.5879 311.0678
13792 NM_013376 SERTAD1 327.6647 266.8555 294.3226 278.5322
26689 NM_018249 CDK5RAP2 972.1415 821.6342 940.6117 1042.351

365 NM_006367 CAP1 6493.312 6752.918 6597.699 7243.974
2556 --- --- 47.19678 54.44287 50.04071 44.59136

22961 NM_198468 C6orf167 1408.731 898.2081 1013.218 1366.791
28573 --- --- 13.08579 9.207778 21.56919 25.93703
21490 NM_015082 FSTL4 117.5308 86.58793 110.5255 99.69173
7667 NM_020937 FANCM 322.3043 189.9711 299.66 355.3156

18191 --- --- 26.73498 30.10703 29.04406 33.80257
6062 --- --- 41.62341 33.60978 35.62235 33.36553

16497 NM_003091 SNRPB 4866.406 5026.457 4475.328 4564.926
15313 AY358255 UNQ6975 152.7774 154.3186 161.3547 129.0826
21344 --- --- 32.82818 44.5947 34.49773 33.177
15787 NM_003742 ABCB11 48.50793 50.13704 55.08102 50.21507
21396 --- --- 15.32427 10.01093 7.902422 9.422665
13204 NR_003148 LOC147804 5300.339 4675.341 5244.375 4915.25
21531 --- --- 84.85316 95.83434 106.3345 80.95731
25324 NM_014420 DKK4 87.5457 80.84834 80.04702 74.97
10127 --- --- 112.8864 99.0796 114.7009 101.7826
11815 NM_00107816SFRS1 5747.259 4641.354 5471.345 6203.282
12649 NM_005624 CCL25 202.1479 212.9635 206.7472 187.0705
18943 NM_020890 KIAA1524 1875.267 1217.713 1934.697 1881.965
8620 NM_003825 SNAP23 2372.019 2010.28 1893.5 2592.839
2909 --- --- 2.375393 1.807908 4.733161 2.155408
6291 NM_003440 ZNF140 307.9584 260.6576 328.497 370.1579

15129 NM_0010804 SNED1 273.0606 245.4754 236.3982 198.5398



14902 NM_152524 SGOL2 949.736 766.463 1106.877 1107.733
13419 NM_205767 P117 405.1861 436.1388 429.3075 363.687
14035 --- --- 38.06629 36.45906 42.57732 29.20174
22287 NM_173560 RFXDC1 29.3703 37.88 27.5998 32.35121
1167 --- --- 44.96523 23.93682 55.14369 51.77618

23712 NM_020369 FSCN3 48.77752 43.23515 45.55737 44.93689
1398 BC101243 LOC149134 55.22051 55.74945 56.31042 50.48856
582 NM_145172 WDR63 29.14033 57.81664 48.5252 45.29596

13821 NM_006494 ERF 899.2346 904.0785 917.879 758.1776
9542 NM_014692 SEC14L5 160.2493 175.3189 172.4682 141.2875
8385 --- --- 15.26354 11.53237 28.22793 14.13818

21363 --- --- 153.2204 129.0528 165.6464 208.1342
19633 --- --- 2.35366 18.28232 6.090829 6.422085
9420 NM_000558 HBA1 326.2741 356.4204 327.1437 308.0799
9421 NM_000558 HBA1 326.2741 356.4204 327.1437 308.0799

12504 --- --- 409.7947 349.1747 390.37 317.4418
1049 NM_003953 MPZL1 1625.384 1808.2 1565.47 1786.332
1679 NM_021969 NR0B2 98.47421 95.24088 96.39417 95.47062
7359 NM_015070 ZC3H13 1061.097 988.8793 1190.561 1330.099

12813 NM_0010339 UBA52 4900.027 4893.927 4735.627 4987.454
21633 NM_144726 RNF145 1525.659 2443.347 1440.502 1998.203
20834 ENST0000035LOC10013179 76.33624 62.33601 55.98086 76.76745
11794 NM_016504 MRPL27 785.9598 582.2846 772.1303 771.6945
9464 NM_032520 GNPTG 1027.681 1474.834 948.7596 1048.031

18702 NM_020208 SLC6A20 265.7736 266.6068 281.0285 241.802
1121 --- --- 35.70381 16.92702 28.91901 46.10928

12757 --- --- 70.00012 52.88607 78.86044 87.74922
26852 --- --- 9078.295 7828.217 8457.544 9250.864
5636 NM_000719 CACNA1C 85.49795 59.40195 76.4052 69.10113
6974 NM_032656 DHX37 519.4948 381.3415 488.6845 512.4276

27128 --- --- 27.76066 45.54639 38.3719 36.86984
15867 --- --- 54.51435 66.76969 47.22779 60.05093
15280 --- --- 50.71859 48.72044 42.74677 47.20733
24525 ENST0000037LOC401410 48.55244 52.29333 47.69279 52.1353
14197 XM_00171998LOC10012927 21.68714 15.96215 29.93349 21.03371
27350 --- --- 32.30355 39.24865 42.39086 39.05538
27729 NM_00101296SPIN4 1136.419 749.7498 1178.177 1091.498
9480 NM_0010994 NPW 195.7938 247.6888 199.356 173.4175
6761 --- --- 58.6142 57.99396 50.34997 48.13056

19562 NM_021225 PROL1 44.79133 50.53401 43.48471 49.96189
21166 NM_00110256 11-Mar 45.60834 27.93385 36.79287 41.7526
5349 --- --- 65.98935 96.51557 84.67653 74.80709

14129 BC035696 FAM72A 1635.014 1063.741 1778.392 1621.21
16276 NM_012156 EPB41L1 193.8395 451.4982 225.6539 286.664
14073 ENST0000037LOC729956 566.54 607.8287 616.7888 515.6642
17788 NM_006071 PKDREJ 94.33702 89.96668 93.2791 102.9013
20339 BC041818 LOC152586 80.21256 77.6213 84.86442 56.01476
15950 --- --- 3.746695 4.212387 17.92574 9.203261



25228 NM_001495 GFRA2 47.45572 68.16287 39.84249 43.74016
10130 NM_0010795 FAM18A 518.0837 491.4104 443.9478 447.494
7779 --- --- 54.44358 71.43323 59.4458 56.10873
1699 NM_000952 PTAFR 151.7233 141.7547 155.8894 151.8713

10522 --- --- 279.3097 155.6295 246.7553 237.643
14426 --- --- 151.2688 175.5682 141.4627 146.4009
23952 --- --- 231.7871 241.8118 188.0595 282.7857
27609 XM_936275 FTHL19 176.0819 182.7646 189.5686 187.9112
14332 --- --- 92.24893 117.4192 133.413 100.6936
22084 NM_003131 SRF 2419.237 2088.421 2299.289 2015.861
26248 NM_006088 TUBB2C 11740.43 9393.066 12177.63 12078.88
5939 NM_014182 ORMDL2 1971.116 1822.432 2075.231 1831.59
1312 NM_033131 WNT3A 188.8646 189.8092 182.9397 182.01

20825 NM_014035 SNX24 811.4101 551.8892 795.3898 636.9528
19123 NM_003071 HLTF 2538.356 2728.066 2367.966 2845.145
9233 NM_024666 FLJ11506 690.6487 572.0176 623.3951 744.1819

28869 --- --- 33.01659 38.60092 26.67409 30.6878
1430 NM_00100549OR2T3 153.7854 135.3584 159.5807 144.268

27185 --- --- 12.18905 1.92414 2.116521 4.01553
10405 --- --- 288.0941 239.7211 313.3989 256.3721
28623 --- --- 21.17947 15.71273 25.77154 11.00356
2753 ENST0000031FLJ30430 95.3423 48.40209 104.9168 75.56107

17167 BC111539 C21orf123 247.1631 301.6617 270.2913 273.8133
14566 NM_006236 POU3F3 538.2082 544.8549 513.9882 468.5062
7880 BC015423 FAM14B 245.0937 233.1738 234.8173 266.4027

22151 NM_004282 BAG2 1713.812 1264.349 1604.974 1867.444
23350 ENST0000035LOC646999 154.8877 201.3639 145.8709 167.3229
6421 --- --- 140.723 170.7247 170.3852 146.346

21191 NM_022130 GOLPH3 3720.011 2967.714 3250.084 3364.334
5879 NM_004302 ACVR1B 598.0945 630.433 623.7202 536.1308
8294 NM_006020 ALKBH1 603.0615 435.9947 683.5039 664.3245

11435 --- --- 72.20271 62.42781 63.41674 71.29159
7514 BC008975 PCID2 341.9938 363.4484 279.6589 349.6309

19963 --- --- 4.410737 6.005427 3.057678 5.468709
9944 NM_013370 OSGIN1 274.5543 294.8692 262.2407 275.4585

17151 NM_198698 KRTAP12-4 207.341 228.3024 244.44 214.7209
26019 NM_00100448OR13D1 25.1824 19.43372 12.49515 16.30697
14117 NM_198055 MZF1 196.5472 256.0295 197.2708 219.5353
22330 NM_000045 ARG1 35.31023 28.99149 40.5294 29.12796
20320 XR_016991 LOC646187 113.1274 69.27966 78.39552 95.98711
18132 XR_040610 LOC440015 284.9959 460.2597 342.0587 266.323
12481 XM_00171479hCG_1659830 52.05601 51.56849 42.03754 58.5438
6053 BC029120 C12orf26 215.1472 176.4702 292.9055 250.2631

27837 --- --- 66.74342 146.7007 142.8083 111.6948
3858 NM_003750 EIF3A 3888.923 3709.637 4081.353 4233.021
2934 NM_014317 PDSS1 1181.378 983.4792 1030.486 1138.263

14300 NM_005413 SIX3 2339.02 2515.631 2442.727 2359.792
23818 NM_000083 CLCN1 141.4564 101.7106 125.9799 128.6504



11632 ENST0000039LOC728943  / 1035.365 1014.054 1117.471 1145.061
23270 NM_212460 ARL4A 256.4545 242.4474 279.7734 264.888
20694 NM_016218 POLK 871.3267 830.2365 761.9818 1008.059
14200 BC015667 KLHL29 387.3345 379.7276 477.6147 399.1129
25975 BC047702 ZNF169 204.5676 202.067 225.2107 206.8631
27394 NM_000074 CD40LG 23.37375 36.04684 29.31951 30.41117
16113 BC021178 C20orf141 233.1613 258.2379 268.9348 193.1413
27860 NM_018301 RBM41 314.7216 274.6897 316.5916 393.2018
23313 NM_0010805 WIPF3 91.76221 109.627 122.4463 86.60358
14679 --- --- 8.631562 9.769425 5.791007 5.472672
20294 NM_002358 MAD2L1 2213.754 1646.39 2154.564 2260.964
8421 BC002792 LOC90925 261.9669 292.6509 314.0238 284.2943
8239 AF226729 C14orf112 2070.298 2684.627 2492.833 2765.281

19574 NM_00109848SLC4A4 174.8958 404.9 145.8358 328.288
10883 NM_033191 KRTAP9-4 248.5133 237.4902 261.256 243.9989
28191 NM_004192 ASMTL 126.5338 231.8223 119.285 131.3742
16658 --- --- 13.61455 22.82623 14.82298 12.18716
26676 --- --- 7.764701 4.994719 3.55481 7.442348
22590 ENST0000037POM121L2 42.33867 36.44656 37.55551 36.23122
8261 --- --- 108.5431 158.2548 109.513 129.1733
9191 NM_00100759FAM148B 624.8723 719.9797 585.4404 524.3589
4423 NM_006328 RBM14 440.5345 388.9485 362.972 470.1512

10230 NM_0010808 LOC390688 274.2885 262.1805 299.7392 249.2609
12484 --- --- 48.11705 44.33813 42.74395 55.6206
2509 NM_172071 RC3H1 1835.33 1770.215 2133.375 2062.05

21504 --- --- 1230.012 1169.989 1229.3 1312.447
9465 --- --- 200.3495 230.8833 175.2822 186.6833

20535 ENST0000033LOC391742 52.64542 29.95759 48.92548 48.46894
14031 --- --- 60.58331 59.27442 52.70827 65.86013
22058 NM_006789 APOBEC2 69.75043 75.22318 66.06342 58.30274
25276 EU518495 MBOAT4 43.22679 45.51701 53.38504 51.97953
18686 NM_020707 HHATL 118.6033 136.7002 121.3051 97.26897
17082 NM_017833 C21orf55 70.14416 70.7815 65.33138 91.58807

46 NM_182752 TPRG1L 1393.522 2384.998 1669.522 1666.725
17902 NM_003341 UBE2E1 1839.85 2334.918 1997.804 2294.191
21690 NM_024872 DOK3 221.832 225.7359 205.0036 212.1143
28827 --- --- 10.04311 19.91008 15.76639 14.84665
8501 NR_003342  /SNRPN  // SN 6.969022 3.702103 6.325212 9.281597

16447 NM_001853 COL9A3 253.5164 331.498 243.7877 253.2408
39 --- --- 77.38214 92.25175 87.21039 74.2541

17085 NM_145858 CRYZL1 423.8163 445.8363 365.3441 488.8748
5084 NR_003034 LOC441601 733.6816 538.0559 780.1393 806.7396

11850 NM_020748 INTS2 916.3861 859.4989 784.2785 1097.548
10219 NM_00110976GSG1L 365.8187 377.7977 341.4914 337.4381
4753 NM_024556 FAM118B 2164.531 1395.031 1811.67 2267.066

12449 --- --- 88.66058 92.95982 89.45827 85.28244
3411 NM_017422 CALML5 189.9247 215.836 162.1628 157.7121

27030 --- --- 76.49554 58.74031 68.95176 75.61179



15840 NM_005019 PDE1A 19.89926 27.36897 23.65907 22.47071
6046 NM_015336 ZDHHC17 675.2466 698.5715 680.6877 769.5341

16354 NM_181802 UBE2C 1828.893 1070.148 1756.381 1474.324
12693 --- --- 25.55814 27.75687 19.9293 13.77276
27390 NM_001727 BRS3 32.60952 45.86873 29.37531 28.11372
24211 NM_032951 MLXIPL 121.6836 106.9514 101.9475 115.8533
10793 --- --- 26.88819 20.81299 15.57324 24.0298
4288 NM_006138 MS4A3 22.14336 26.91295 34.54767 19.32149

25373 --- --- 486.3719 572.4625 498.0719 455.7077
4530 --- --- 150.1934 144.0618 155.8622 127.7324

19409 XM_00171430UNC93B3 389.3299 475.392 409.1199 383.974
14051 NM_002287 LAIR1 112.8426 119.0578 99.68343 112.1296
1449 BC017762 FLJ22639 162.0345 196.561 155.4437 158.9267
4038 NM_178168 OR10A5 11.9968 6.168765 15.30381 12.46375

23741 NM_005011 NRF1 621.3345 497.2643 611.867 618.3803
15073 NM_000751 CHRND 187.7211 218.3368 207.188 186.9498
17447 NM_000714 TSPO 2497.088 2832.625 2910.059 2061.928

635 --- --- 37.22715 22.44283 39.97138 44.89825
4541 NM_173556 CCDC83 30.17439 23.52082 23.8581 27.25745

15456 NM_178839 LRRTM1 101.1182 95.88747 117.8699 91.88954
8297 BX248745 LOC10013149 61.3589 41.31002 54.68914 55.07527
1880 NM_004153 ORC1L 697.4686 463.3589 668.713 780.4858

26198 NR_000017  /RPL7A  // SNO 1282.584 1070.993 1614.257 1565.564
23053 --- --- 227.5029 211.3748 244.5247 205.1256
23457 BC014249 VKORC1L1 82.27709 66.95208 73.79627 99.61464
11373 NM_003802 MYH13 78.44546 70.33616 64.59621 73.61986
9976 BC111769 FLJ40448 94.93662 99.58435 90.59473 79.48515
1728 BC041632 LOC339483 303.3799 707.0046 333.562 392.4201

12305 BC028301 C18orf56 321.2373 286.7454 277.6074 302.3655
12266 NM_194449 PHLPP 635.7434 744.7112 636.1542 639.0875
14726 NM_014607 UBXD2 1767.489 1817.653 1621.447 2007.672
19236 NM_020640 DCUN1D1 1498.873 1381.1 1504.915 1724.108
23829 NM_00100528OR6B1 51.62817 40.73984 71.03973 50.85921
28625 --- --- 46.64132 41.08974 57.78629 49.15922
24097 NM_013284 POLM 578.9742 475.2694 463.4375 524.3437
15288 --- --- 19.1522 9.771353 21.62375 30.37889
10583 --- --- 36.50429 26.76465 48.28468 38.85462
27978 --- --- 15.73903 21.37961 18.61047 26.8428
21331 NM_032367 ZBED3 598.7584 561.3663 664.4091 520.8845
15268 --- --- 4.672132 7.116012 4.497341 3.687847
11071 --- --- 15.38084 12.09482 18.85616 14.71272
21874 NM_003536 HIST1H3H 3729.253 2813.107 3195.107 3029.125
22251 NM_145315 LACE1 341.9785 252.7576 248.0792 350.2109
17460 NM_015653 RIBC2 73.56528 83.58678 86.47541 104.9238
18005 NM_031200 CCR9 95.20526 81.51009 70.81094 86.58688
19556 NM_017855 ODAM 47.58593 55.4663 50.67693 44.39185
2318 NM_181715 CRTC2 1270.098 994.6819 1364.249 1049.305

12134 NM_032142 CEP192 1028.578 902.788 945.7042 1127.605



1205 NM_002393 MDM4 750.1992 897.3669 919.8541 784.5679
2579 --- --- 71.31524 49.9181 68.35994 80.44866
3843 --- --- 26.03961 31.29376 26.21539 29.56585

14687 NM_0010795 CFC1B 217.7423 219.7047 223.463 197.8831
12182 --- --- 104.7453 97.2569 137.0033 122.469
24581 NM_0010988 GBX1 71.34684 66.77296 110.0987 75.14211
26266 AF424541 FLJ35024 210.7777 288.9255 229.8625 238.305
12099 ENST0000031FLJ35776 402.6541 348.1805 370.7192 449.9542
20769 --- --- 39.01078 41.17418 42.46249 37.46239
23001 NM_00112336C6orf186 46.34734 21.19347 39.25521 43.59212
27995 NM_054021 GPR101 89.71437 94.33717 106.8644 101.4797
5675 NR_002803 LOC283345 246.3909 160.3404 211.9088 256.0362

10185 NM_017736 THUMPD1 773.0698 540.6758 852.3286 897.5228
5059 NM_002804 PSMC3 2115.574 1453.353 1977.94 2064.797

10259 NM_015527 TBC1D10B 633.2971 488.4149 636.9777 543.1852
3838 NM_198060 NRAP 98.90788 96.84192 103.1548 85.57477

10153 XM_00112828LOC728138 1755.144 2544.061 1773.63 1823.989
18451 --- --- 13.93763 3.158734 9.720739 9.579192
15257 --- --- 66.03883 80.78354 68.48346 59.94553
15998 --- --- 3.896116 0.2376856 12.10331 6.727036
5779 NM_005086 SSPN 447.505 668.222 392.0362 460.9926

15659 NM_032545 CFC1 226.8125 228.7728 232.7701 206.1084
23115 NM_032145 FBXO30 1766.561 1426.506 1536.4 1781.604
8798 NM_017828 COMMD4 710.0591 652.3792 728.8242 721.6971
9324 NR_003246 FLJ40113 308.6212 375.289 298.8905 360.8472
2059 NM_194292 SASS6 696.9484 443.1792 801.416 745.0967
3188 --- --- 49.99228 67.38239 53.24512 42.45718

16318 --- --- 42.32439 55.62967 49.49284 54.72812
890 NM_0010108 LELP1 178.2791 174.9756 198.512 178.6706

10167 NM_006985 NPIP 2681.886 3347.114 2576.069 2537.18
8051 NM_005864 EFS 143.3811 144.4911 151.6655 139.5817

20080 NM_152401 PDCL2 111.9794 126.6914 130.0488 117.4143
25442 --- --- 29.59412 42.90902 36.4267 37.79745
4472 NM_173042 IL18BP 427.1012 354.0181 426.6321 425.7383
269 --- --- 37.27581 19.07131 25.91816 22.99671

26947 --- --- 42.13771 50.79274 36.97584 43.67624
21684 NM_031300 MXD3 457.5761 366.3132 428.9883 421.4482
27542 --- --- 507.6553 523.325 552.79 426.4082
17173 NM_002340 LSS 1071.793 979.7461 998.317 1230.138
25881 --- --- 151.3607 183.2258 161.2336 159.1587
25882 --- --- 151.3607 183.2258 161.2336 159.1587
14346 --- --- 73.12546 95.43813 66.24725 78.13316
23064 NM_0010173 SAMD3 39.96813 33.62076 40.49877 35.63555
21611 --- --- 6.497918 8.194802 0.08430687 7.629996
17672 NM_014349 APOL3 192.2243 122.7919 218.6192 172.1887
1507 ENST0000031LOC10012947 66.4032 93.67775 67.81442 72.27112
8793 NM_015492 C15orf39 405.5536 467.1808 405.8932 366.4409
3320 NM_003054 SLC18A2 111.0896 117.8483 115.715 112.0074



1214 BC035696 FAM72A 1714.816 1121.735 1848.131 1687.094
7671 NM_152329 PPIL5 576.4084 396.5864 613.0972 643.4761

25963 NM_0010835 FGD3 200.9146 207.3652 205.7928 193.0257
8672 --- --- 204.6294 197.5376 201.236 184.421

10200 BC021724 C16orf65 25.46086 35.39576 28.58181 30.71155
13968 NM_0010804 LRRC4B 230.9865 334.3944 228.0628 229.6888
10584 ENST0000030FAM64A 763.2766 599.5258 889.6974 685.7625
21117 --- --- 45.68176 62.40852 50.2895 49.78224
12418 --- --- 20.39736 12.86614 20.76753 19.25557
15052 NM_007237 SP140 159.3467 150.972 162.6116 182.6563
2157 NM_005518 HMGCS2 175.5196 209.5321 174.1591 161.4525

11813 NM_017949 CUEDC1 735.0484 592.6125 753.118 587.7044
28301 NM_00101090C6orf205 331.3149 269.2204 304.4212 359.7206
10581 NM_024039 MIS12 751.5597 538.325 782.0058 895.2972
28679 --- --- 108.5106 75.72489 98.94806 83.77432
21049 --- --- 52.45701 49.30624 45.1646 63.9498
4847 --- --- 172.1694 132.6496 164.4066 197.2649
5923 NM_00100549OR6C74 46.61729 51.68267 44.99522 42.52053
3318 BX647301 DKFZp781N10 57.75278 65.50173 64.32884 64.88358
6419 NM_006248 PRB2 167.5835 200.6744 167.7598 165.2445

15386 NM_006333 C1D 519.5252 401.313 521.6874 540.3376
17520 NM_005315 GSC2 319.6449 363.32 328.8034 266.3575
16606 --- --- 31.1663 31.67532 23.9074 32.74853
11051 NM_182569 GDPD1 192.078 324.3917 181.8651 241.5538
18603 NM_0010804 GRIP2 138.0988 154.4726 132.3059 122.8156
19929 BC003648 C4orf15 280.3384 229.0608 270.5733 319.8466
11771 --- --- 149.538 187.144 154.2963 187.8376
14120 NM_012312 KIR2DS2 78.18954 92.50886 79.92396 75.5583
6632 --- --- 99.54426 86.79536 92.47375 97.86563
5280 --- --- 64.40533 110.9825 70.77881 82.38588

22940 --- --- 20.18321 13.86504 22.20072 21.16864
15307 NM_022436 ABCG5 70.55884 63.34608 80.50064 73.21577
24647 NM_018088 FAM90A1 87.57803 67.2856 106.6097 79.23824
5646 --- --- 500.1711 305.9455 520.6719 519.4528

25469 AF495523 REXO1L1 157.4556 125.614 315.5676 122.6569
28666 --- --- 37.54376 23.80321 41.33587 32.00245
21550 --- --- 174.2133 186.4691 177.9914 185.1075
20051 NM_006587 CORIN 54.80951 45.52309 47.33783 59.89102
6640 NM_006163 NFE2 88.52271 93.92977 90.69828 101.347

13479 NM_198535 ZNF699 169.943 156.4078 109.6681 157.7989
19836 --- --- 25.80121 21.95417 22.80968 21.45916
19873 NM_024949 WWC2 1006.521 702.0297 923.8593 983.5175
27357 --- --- 6.548456 16.27529 4.794389 8.155724
13704 NM_207392 KRTDAP 176.4281 238.5135 214.1028 182.9147
14748 NM_015630 EPC2 1360.086 903.659 1461.89 1413.066
4909 NR_003945 GVIN1 79.47118 87.31643 86.21868 73.82404

23198 NM_182552 WDR27 287.1068 292.7487 246.1134 324.9193
18813 --- --- 4.645098 5.560947 6.857246 6.184893



1169 --- --- 16.22862 18.32657 30.55561 21.30565
28861 --- --- 67.23758 69.89857 75.17941 80.05458
22592 AK095259 LOC439938 55.94443 59.12937 42.18179 57.56487
15203 BC017473 C2orf43 592.5078 409.6864 524.4221 629.8627
10509 NM_000512 GALNS 1139.027 1548.162 1192.786 1288.478
20123 NM_006798 UGT2A1 45.26478 35.66536 40.38579 52.97125
2988 NM_014696 GPRIN2 124.8138 121.7272 133.8209 123.0361

17284 NM_00103994SGSM1 160.4284 141.0092 160.7135 195.7973
10255 NM_0010400 MAPK3 1951.49 2411.716 1905.653 1901.065
8082 NM_001911 CTSG 180.8088 232.3564 181.6171 166.6969

15781 NM_002976 SCN7A 25.32626 25.71718 25.80923 26.28126
17761 AF092923 ATP5L2 188.7293 216.3419 203.0667 204.8925
17678 NM_012473 TXN2 1844.877 2020.99 2025.868 1735.256
23658 NM_199000 LHFPL3 73.25036 72.35529 66.5182 82.66788
20291 NM_000134 FABP2 17.30688 25.37358 27.4107 22.44102

241 NM_024869 GRRP1 1243.285 1237.768 1180.796 1242.044
22583 --- --- 9.289587 18.61657 11.25701 9.786152
13236 NM_153443 KIR3DL3 95.13915 91.66323 91.89349 92.94894
17846 NM_0010259 TTLL3 158.5867 205.9866 127.9503 178.7057
1910 NM_00100430C1orf168 62.63065 43.09378 55.12254 52.23423

22087 NM_006672 SLC22A7 81.0588 89.48783 82.97688 98.12563
2186 AK128227 LOC10013023 279.696 263.814 303.9294 242.5193

28440 NM_181717 HCG27 110.5038 172.4482 131.4711 102.5968
3198 NM_000769 CYP2C19 140.8948 106.6084 128.2568 144.9313

27326 NM_007231 SLC6A14 28.57092 42.00965 26.73081 30.07433
27732 NM_130388 ASB12 85.3005 94.80195 105.9406 78.79334
11062 BC048806 C17orf64 78.58491 98.70612 92.56297 90.48748
9449 --- --- 149.1297 150.3891 146.9122 123.5318

16901 NM_138983 OLIG1 167.5421 188.8412 156.7241 160.4431
948 NM_020407 RHBG 165.8333 181.7231 196.9079 198.1788

17842 NM_0010805 SETD5 3285.854 3024.176 3064.93 3192.128
21036 NM_002887 RARS 2513.947 1603.906 2415.849 2859.314
24789 --- --- 75.71227 106.1834 75.49258 79.2338
20731 BC093982 LOC92270 174.7285 266.4569 155.5908 212.7989
22203 --- --- 7.373264 2.990251 4.567492 2.510777
19570 --- --- 37.58836 24.19777 33.27057 32.59779
24111 ENST0000033LOC10012836 146.656 173.6163 166.6229 160.3846
26505 --- --- 45.28901 36.02876 34.57163 49.14582
8006 NM_0011008 TMEM55B 573.5467 536.9955 518.3366 483.1719
8878 NM_006738 AKAP13 1093.113 853.4622 1060.877 1050.977
9423 NM_005331 HBQ1 372.0569 391.8514 362.1019 322.5658

25520 --- --- 22.52662 33.13842 27.41199 36.15839
20353 NM_014885 ANAPC10 308.4897 259.6855 324.8841 361.814
7466 --- --- 0.00015331 0.00073343 0.00080086 0.00047931

22657 NM_002341 LTB 461.1507 560.2161 493.6472 438.3223
28369 NM_002341 LTB 461.1507 560.2161 493.6472 438.3223
28496 NM_002341 LTB 461.1507 560.2161 493.6472 438.3223
26665 NM_145051 RNF183 119.1764 128.1419 96.91849 117.546



490 NM_057176 BSND 101.6215 79.49551 94.05967 101.9193
10573 NM_000173 GP1BA 67.11537 97.36243 88.4279 73.7037
22117 NM_153839 GPR111 52.68985 47.42524 53.24447 62.41339
25672 NM_004260 RECQL4 675.7799 496.7677 522.5718 548.761
17020 NM_003489 NRIP1 3900.642 3502.03 2989.213 4286.527
21979 --- --- 163.3148 159.1667 208.3232 171.2004
19058 --- --- 131.8039 146.0355 149.0211 132.4906
23314 --- --- 27.036 33.92212 31.23082 18.13994
27135 --- --- 58.30028 125.391 98.43737 79.86562
16628 NM_016408 CDK5RAP1 601.8777 635.7516 578.8088 687.9534
2276 NM_182578 THEM5 71.05994 67.16254 82.73923 60.9285

13213 --- --- 25.29563 14.72236 27.72296 21.92018
6189 NM_017901 TPCN1 1281.036 1929.222 1781.445 1257.337
5705 --- --- 150.4487 154.3814 156.5921 136.6345

21449 --- --- 74.51949 41.64704 102.4761 73.15874
23024 --- --- 38.99997 57.57962 35.78296 36.01596
10183 --- --- 9.883888 5.07533 10.66179 5.691174
20752 NM_032290 ANKRD32 177.0978 148.6165 147.7963 213.146
24529 --- --- 57.81791 67.26916 80.04765 64.28032
4678 NM_001716 CXCR5 32.46066 37.82725 48.37277 34.67169

28279 NM_013936 OR12D2 17.34857 13.46391 20.5774 15.30025
15872 --- --- 50.61913 28.84992 22.1679 37.734
21145 BC132707 FLJ33360 93.63899 128.98 92.02446 105.3417
3780 NM_021828 HPSE2 102.6315 124.2975 88.21179 90.6303

20149 --- --- 93.45657 112.0397 116.8882 97.68111
28005 NM_00101340RP11-35F15.2 35.83099 38.9534 36.24448 43.42144
20200 NM_144645 C4orf36 99.86952 66.56414 64.42818 94.7199
2430 NM_016946 F11R 1220.547 1967.795 1962.746 1658.467
7268 ENST0000035FLJ46358 176.7956 157.3486 178.6694 168.0276

14830 --- --- 38.1862 31.76024 31.83826 21.87725
23417 --- --- 5.507619 3.424098 7.460152 3.815923
2441 NM_0010136 C1orf192 32.82064 42.86148 40.53383 40.87992
6438 NM_00101369LOC440087 32.85489 30.71651 28.33524 32.34922

24757 --- --- 23.88512 9.393867 19.08621 25.36687
20293 NM_001083 PDE5A 132.0026 92.55631 74.78357 79.20567
22375 NM_0011143 GRM1 120.5132 114.3014 103.7294 104.7316
28489 NM_014070 C6orf15 240.6856 181.0894 208.2508 219.4128
20977 NM_014228 SLC6A7 80.64214 93.86933 102.8111 81.81393
20281 --- --- 6.948847 1.87411 2.963404 5.174827
1511 NM_018948 ERRFI1 4320.44 4587.502 4538.82 3613.168
1741 NM_0010804 A3GALT2 77.48754 82.9189 76.03223 68.2365

10135 --- --- 211.2172 250.4036 219.3887 191.9097
16915 --- --- 6.306433 6.200281 6.077502 3.372065
2216 --- --- 37.00916 36.98276 34.04665 20.62354

18034 --- --- 13.72129 4.628448 12.79881 5.708362
9759 ENST0000039FLJ44674 70.12838 51.09045 58.03146 70.54085
1166 --- --- 30.35488 26.10215 24.68942 23.04946
3708 NM_0010179 LRIT2 54.94624 52.28596 46.97295 52.91173



27499 NM_023934 FUNDC2 625.0898 528.0283 807.3033 672.7477
21081 NM_213647 FGFR4 211.0647 229.7524 180.7659 228.7431
26027 NM_005421 TAL2 94.41974 94.11268 118.8537 107.8994
14716 --- --- 24.45448 30.9555 30.42209 32.37522
8903 XR_015442 LOC728477 898.5909 839.6413 906.5932 826.6256
3735 NM_014391 ANKRD1 1572.348 355.2498 475.5134 764.9579
7530 NM_172194 OR4Q3 41.65854 23.90649 68.22883 48.98421
2237 NM_175065 HIST2H2AB 5580.888 4612.522 5081.057 3859.8
7967 BC041103 C14orf180 420.0548 435.6204 439.3585 417.362
7691 NM_000953 PTGDR 137.0542 117.4746 148.1492 142.4314
921 NM_005227 EFNA4 549.274 531.2411 520.5958 550.0856

14060 NM_178837 C19orf51 171.7573 247.4066 184.3688 190.708
19952 NM_144720 JAKMIP1 100.0986 96.23842 98.35568 85.67008
17568 BC094816 FAM108A1 1382.086 1588.092 1348.818 1280.459
25131 ENST0000032LOC10013111 33.9517 37.49929 22.13277 49.3655
12542 NM_019112 ABCA7 240.168 293.2781 249.3315 231.5791
22106 ENST0000032TMEM151B 472.0988 544.48 538.1299 493.3137
2821 NM_032752 ZNF496 777.5201 615.57 746.2792 639.1083

24341 NM_024637 GAL3ST4 171.1171 242.8522 223.099 171.382
3954 NM_0010124 KRTAP5-6 164.9181 127.7689 182.0705 157.5112

23130 NM_020861 ZBTB2 1108.737 662.8352 1035.664 1133.728
16569 --- --- 60.28215 49.93919 70.66777 56.84005
1455 NM_004195 TNFRSF18 375.2208 438.4665 335.4047 336.2191

11322 NM_080912 ASGR2 221.0351 262.1971 205.1466 221.3575
23523 NM_020892 DTX2 163.9144 135.1151 155.4746 142.5436
1893 --- --- 26.55735 33.15685 22.72665 25.95763
1265 NM_016052 RRP15 1143.444 784.8546 1465.132 1325.817

19718 BC006565 KIAA1627 1005.659 855.2517 1051.32 1202.907
1245 NM_018254 RCOR3 1078.368 873.9362 1252.964 1025.652
3303 NM_198514 NHLRC2 1245.517 1048.099 1216.477 1256.755

19281 NM_198505 ATP13A5 51.42151 50.31079 51.35958 56.00481
71 NM_001215 CA6 41.97821 21.47296 48.23102 46.72676

27690 --- --- 68.06951 80.80985 83.45666 74.18773
20539 --- --- 835.6241 638.8842 900.4344 951.4739
21694 NM_0010795 FAM153B 67.19697 95.93581 69.07036 77.26846

435 BC034422 C1orf190 275.5799 356.2628 282.2698 286.0057
6344 NM_005768 MBOAT5 2681.546 2286.61 2978.698 2569.23

10856 NM_016507 CRKRS 1944.117 1504.798 1882.337 2154.744
14058 NM_003283 TNNT1 280.6143 399.3078 194.1785 261.6351
2520 NM_033127 SEC16B 88.19614 103.0198 104.8711 110.2207

19437 NM_024936 ZCCHC4 606.6277 483.7314 597.0744 624.4853
6059 NM_00100989C12orf29 649.9009 712.1884 805.181 867.0067

28024 NM_000202 IDS 2115.555 2864.633 2000.874 2153.191
23532 NR_003680 MGC34774 506.5309 560.2655 519.2542 555.3235
7545 NM_0010044 OR11H4 59.64573 69.12247 71.33105 47.94403

27766 --- --- 86.33255 68.28566 90.22126 100.1623
7046 NM_015932 POMP 5073.704 4869.748 5726.465 5615.292

22879 NM_001851 COL9A1 93.15471 91.87803 93.7403 77.862



26287 AF090921 C9orf38 22.65684 25.36006 20.34194 24.81765
4166 --- --- 15.56924 22.06347 23.17517 19.32297
9739 --- --- 352.1595 372.0407 342.927 313.7579

26714 NM_020946 DENND1A 952.7249 905.1421 932.8291 1010.829
5831 NM_024056 TMEM106C 3355.869 2807.937 3461.493 4007.483
9705 NM_014712 SETD1A 1018.527 806.2104 938.179 912.0602
1567 ENST0000040LRRC38 169.5364 125.5954 168.6859 146.6209

16068 NM_0010058 OR6B2 42.10685 51.84239 61.58184 36.40842
8345 NM_001756 SERPINA6 57.88415 62.54313 69.27022 55.45507

15363 NM_014709 USP34 2163.327 2243.061 2322.145 2579.467
1562 NM_00102466PRAMEF13 41.71559 40.39803 58.60652 38.89212
1565 NM_00102466PRAMEF13 41.71559 40.39803 58.60652 38.89212

16305 NM_015568 PPP1R16B 104.6913 103.643 87.84479 99.1015
4270 NM_00100528OR9Q2 304.3447 253.2951 353.4538 282.1926
5463 NM_052889 COP1 53.50091 67.34644 56.10431 75.19682

12475 NM_013435 RAX 335.0827 382.0081 307.3182 288.0839
16747 NM_021035 ZNFX1 1682.301 2488.448 1818.018 1888.787
12138 NM_005913 MC5R 94.21552 81.6993 103.8042 100.0432
25387 NM_000756 CRH 82.54472 80.18127 87.85513 77.02069
13501 NM_023008 KRI1 460.04 373.9361 438.3176 472.5605
24316 --- --- 40.60406 42.23412 30.49726 33.58509
27744 --- --- 77.15563 81.09835 79.02742 73.42013
10582 NM_015253 WSCD1 77.5435 106.1611 83.31856 90.93736
27218 NM_080832 PABPC5 50.01304 50.17166 66.43363 53.65998
15908 --- --- 65.58257 60.38974 70.92175 52.52031
28021 --- --- 22.82969 18.22844 21.79909 18.4578
16064 ENST0000034FLJ43879 87.83007 81.89133 93.90092 100.9892
12241 NM_004852 ONECUT2 238.8852 360.4633 247.3403 313.0178
15979 NM_024782 NHEJ1 494.2458 546.839 473.2154 534.7656
16516 NM_177549 PRNT 40.47153 42.87519 48.29188 44.26525
17780 NM_00100988C22orf9 1429.123 2689.583 1113.565 1639.343
1473 BC114926 C1orf222 104.9834 121.6716 115.4633 112.2859

13650 NM_032037 TSSK6 53.8327 64.15305 77.91881 52.11493
24448 NM_022444 SLC13A1 49.83514 49.44164 45.43563 44.08014
19686 NM_021227 DC2 3773.595 4339.444 4200.229 4151.322
15097 NM_024101 MLPH 512.4947 942.0567 272.8284 461.6777
4687 NM_021729 VPS11 1165.449 789.5187 974.8391 827.5143

18885 --- --- 338.8236 709.698 473.2735 422.0385
25656 NM_032789 PARP10 239.4509 235.0508 263.2233 259.483
2279 NM_005620 S100A11 4455.083 3188.821 5088.787 3911.742

11369 NM_004853 STX8 746.9535 852.1047 697.7751 828.2505
13287 ENST0000035ZNF805 629.7042 800.3816 627.6118 664.7496
26702 NM_014368 LHX6 179.402 159.6872 192.7959 165.0949
2700 --- --- 12.44516 7.453876 11.84422 14.9558

14530 --- --- 296.8854 387.7946 310.2809 279.8374
12352 NM_145287 ZNF519 154.0456 112.4631 120.1684 155.4748
27601 BC020611 CXorf21 16.6106 9.997953 18.1341 18.21597
11910 ENST0000034CPSF4L 56.90726 61.07791 98.53687 66.45905



18165 NM_0010054 OR5H6 30.15573 39.80835 32.92992 30.76251
12583 NM_021938 BRUNOL5 285.5234 297.1305 299.3135 267.7823
11718 --- --- 20.10027 32.09315 38.16765 25.4528
20645 NM_139168 SFRS12 926.5511 689.2739 883.8987 985.8545
11319 --- --- 121.7808 108.3185 116.6997 132.7519
15202 NM_022460 HS1BP3 246.0185 277.7153 227.251 234.074
13907 NM_198479 TPRX1 67.85023 64.13991 59.66813 74.89164
16427 NM_080672 PHACTR3 220.5526 258.3417 266.3221 235.8115
4179 NM_021117 CRY2 434.9905 670.5596 394.8749 449.7039

21851 NM_024018 BTN2A3 183.8503 190.7248 203.8437 218.3495
17115 NM_182832 PLAC4 38.87672 34.14335 54.43878 39.44313
26465 AK127288 LOC440896 60.47566 68.25557 65.53484 66.58563
13268 NM_134444 NLRP4 55.21295 54.11999 59.60694 51.7623
26834 NM_0010136 LRRC26 735.6431 897.7053 676.2179 660.3739
8010 NM_0010248 RNASE12 20.95569 16.29832 23.1069 21.48516

26139 NM_030914 URM1 1152.354 988.9308 1355.94 1080.68
25073 NM_017527 LY6K 449.8136 233.746 438.2995 353.0309
4262 NM_006831 CLP1 397.2941 323.9106 413.3444 450.11
6124 NM_003211 TDG 362.3828 210.703 351.951 373.2927

23161 --- --- 172.9399 183.1259 184.9858 219.412
5677 NM_201650 LRRC23 120.4691 214.452 123.6204 141.9185

27778 NM_183353 RNF12 2065.154 1891.344 2263.852 2336.471
6645 NM_144594 GTSF1 36.91837 66.24714 49.44067 50.80461

23135 --- --- 32.14711 39.77205 31.26936 42.89777
19222 --- --- 141.2032 173.302 145.2993 145.0056
19625 NM_016067 MRPS18C 230.3577 164.0993 240.3361 248.605
22285 NM_00101089RSHL3 36.09636 50.64653 36.12893 42.8285
15852 NM_052952 DIRC1 127.8726 181.6149 153.1114 133.1083
20157 NM_018115 SDAD1 1588.123 1194.737 1735.031 1726.734
12566 NM_004152 OAZ1 9151.545 9140.779 7601.747 9282.272
2053 AK092728 FLJ35409 98.68518 71.10799 77.87778 102.688

12699 NM_152356 ZNF491 59.79021 63.08565 76.40775 65.83005
21236 NM_0010982 HMGCS1 1414.594 816.9834 1224.616 1870.113
4470 --- --- 37.32885 33.09039 55.6657 36.7882

15353 --- --- 19.39037 23.63955 18.18334 15.48759
21510 NM_004887 CXCL14 164.2412 169.6467 146.9975 141.7736
16495 NM_024411 PDYN 54.37461 54.93271 59.24767 57.84828
7556 NM_005615 RNASE6 54.69661 43.69049 65.23578 68.61042

14462 NM_017952 PTCD3 1583.14 1961.763 1511.021 2004.829
20864 NM_002154 HSPA4 3117.6 2491.286 2905.151 3706.749
1036 BC012108 LOC440700 78.04204 93.65948 78.24658 86.71767

19307 NM_152773 TCTEX1D2 400.8919 198.7654 222.4114 351.482
5467 NM_032424 KIAA1826 471.3014 420.2386 507.7858 564.2658

15422 NM_001965 EGR4 179.1374 175.8865 142.7645 156.3915
8857 NR_003246 FLJ40113 216.1258 262.1666 204.0126 255.1711
7873 NM_015676 C14orf109 3462.673 4033.175 3744.108 4007.196

25997 --- --- 22.43422 20.77654 23.40831 26.33852
15893 --- --- 2.399415 3.195882 2.553494 4.123056



17688 --- --- 140.7286 228.798 162.6533 141.1375
15013 ENST0000027FAM134A 961.6683 908.8959 949.1158 806.3382
28766 --- --- 10.38999 8.127292 12.99885 8.273204
18745 --- --- 146.6033 145.1804 164.3138 146.5952
18625 --- --- 97.80827 138.7298 134.9694 113.2665
5252 NM_005507 CFL1 7538.588 5782.777 7081.469 6766.565

11060 NM_000717 CA4 135.9025 119.4507 178.9661 146.6858
27476 NM_00103976LCAP 148.8177 144.3268 140.3953 142.5411
8048 --- --- 34.61508 47.1377 49.62495 34.47028

14640 NM_00110519TMEM177 1050.996 1333.786 1091.158 1121.851
18935 --- --- 5.258704 3.331737 3.559382 3.501834
7321 NM_145286 STOML3 36.52636 40.51141 40.86755 40.3746

20775 --- --- 98.24748 81.69072 111.7177 97.40125
22214 NM_012115 CASP8AP2 591.581 391.8641 506.202 670.3794
23393 BC111041 FAM29A 1436.595 912.5009 1186.668 1466.086
23972 --- --- 4.057482 7.102305 3.710458 13.99004
25773 --- --- 56.15995 59.1053 53.43142 62.39402
18299 NM_000174 GP9 197.5383 188.8906 189.8654 184.3865
8284 --- --- 43.42444 50.61372 45.57677 53.08017

21605 NM_181774 SLC36A3 49.98935 45.43186 50.23693 53.66757
13337 ENST0000033FAM148C 212.5084 194.4305 216.0359 195.4866
17613 NM_012399 PITPNB 1952.921 1896.648 2028.794 1910.462
13125 NM_022165 LIN7B 580.0193 661.8063 592.6734 629.5988
15412 --- --- 189.6848 185.1113 221.7827 174.3836
11556 NM_032962 CCL14 138.4648 130.9857 143.496 164.4203
6754 --- --- 61.37236 68.30739 58.63359 67.08918

14185 --- --- 24.84308 29.26492 34.17987 33.67683
15067 AF452640 PTMA 878.3383 878.7516 819.6675 833.5311
19134 NM_152394 C3orf44 41.55494 47.01183 45.34655 45.80627
10587 NM_153230 FBXO39 170.8622 167.3166 184.2598 158.6406
19636 NM_004407 DMP1 83.95596 88.26476 75.79626 93.19654

139 XM_934920 LOC645317 1084.5 815.8867 1122.324 905.8468
12975 NM_003407 ZFP36 510.1961 380.438 563.3176 370.1714
11375 NM_017533 MYH4 48.88954 61.13765 52.45942 45.92772
8138 NM_002692 POLE2 505.3314 420.7977 530.3095 579.147
1229 NM_0010066 CR2 29.99367 30.05655 36.90514 30.73962

22054 DQ168992 TDRG1 127.599 140.1616 133.9688 126.2147
27534 NM_174951 FAM9A 20.66466 17.48064 21.90764 23.41779
6295 NM_003044 SLC6A12 116.5137 110.2057 106.8702 102.917
7056 NM_130806 RXFP2 39.25152 50.40004 67.14846 43.23772

15043 NM_000091 COL4A3 110.4549 133.1663 137.8545 123.1751
17473 NM_015381 FAM19A5 300.7249 317.4332 314.1599 279.6875
2265 NM_005997 VPS72 2484.043 2649.941 2765.991 2154.407
1916 AF263547 DAB1 106.0741 125.819 120.8702 105.0236

19743 NM_014264 PLK4 1503.458 786.1398 1371.362 1419.667
3654 NM_002778 PSAP 5518.242 8003.06 5895.995 5625.34

21717 NM_052863 SCGB3A1 430.6266 523.5804 428.8507 375.4321
12911 NM_015302 KIAA0841 630.1547 561.8152 646.8268 625.3659



14023 NM_00110260ZNF160 374.5995 775.0883 439.5198 605.5838
12472 XR_037053 LOC10013299 1774.27 1471.288 1595.882 2028.27
26292 --- --- 4.328707 6.156944 6.676584 6.550564
28628 --- --- 152.7392 152.3133 150.1898 135.5041
19550 NM_001890 CSN1S1 16.78288 16.27996 19.0774 18.40414
13495 NM_133452 RAVER1 759.9807 522.3956 690.9366 615.3029
27637 NM_00103989ZNF674 199.9778 147.6852 232.7616 273.9302
2128 NM_000036 AMPD1 21.29427 22.51735 31.23638 31.22944

19189 NM_006217 SERPINI2 43.92693 32.77972 36.1582 33.38047
13752 NM_033557 YIF1B 1765.106 2245.973 1864.947 1631.658
14551 NM_00109969RPL31 2799.489 3538.184 2798.979 3346.527
1067 --- --- 30.2409 23.7172 37.9143 38.1255
9971 NM_013278 IL17C 328.6829 339.8238 328.2806 310.0189

21547 NM_194249 DND1 399.0945 526.7652 367.7223 360.1151
5222 AF110774 HSPC152 7007.973 6620.357 7622.863 6895.832

16183 NM_020689 SLC24A3 84.88543 95.38532 75.20802 71.24776
21281 NM_030940 ISCA1 1507.842 1431.347 1560.165 1836.726
13459 NM_206833 CTXN1 330.7936 375.4221 315.4063 342.0054
17344 --- --- 4.042937 13.81898 15.49619 13.16097
10201 NM_001802 CDR2 787.5962 762.3698 712.0357 790.4063
16252 NM_0010246 C20orf134 195.1123 228.8981 205.349 187.8853
16229 --- --- 88.32531 91.06514 119.0598 90.78442



E_4 E_5 C#obs E#obs C.Mn E.Mn C.SD
552.2326 557.556 3 3 419.5505 552.946433 1.58794607
9.431254 20.51196 3 3 256.9045 16.4766413 6.36504346
442.1104 380.3784 3 3 4282.71033 387.854367 170.096454
48.23465 38.4723 3 3 441.6983 40.61448 20.9094123
57.82029 53.93691 3 3 887.277967 57.9402467 48.6111197
33.78165 29.09315 3 3 7362.77067 33.2876733 431.528592
37.94104 54.54445 3 3 357.206367 43.3767933 16.0936228
4.213923 0.00234426 3 3 458.915933 1.45204669 28.2488006
563.6858 549.1417 3 3 76.2921667 573.072133 9.58513937
1685.63 1603.934 3 3 6968.33733 1776.60967 240.751318

1683.983 1722.306 3 3 1375.983 1702.59533 8.68940395
238.4493 231.51 3 3 371.5853 234.8037 8.29127372
28.91494 25.87465 3 3 6035.62 28.9329 402.063275
32.59042 33.59228 3 3 203.532167 30.66089 10.7695283
359.9308 411.1545 3 3 2876.33533 421.112367 154.623154

27.128 21.54762 3 3 5601.134 25.1081333 400.364609
343.7095 390.3231 3 3 1007.00003 357.056133 37.3645057
12.6521 18.69571 3 3 2299.773 14.3089 171.715926

46.80199 50.30191 3 3 157.7746 52.5733933 4.04917127
11.84788 8.62081 3 3 188.993933 12.84973 12.959532
1965.324 2150.72 3 3 5055.30233 2041.804 228.210352
20.80118 22.30741 3 3 134.213233 22.84953 8.88115042
705.8773 1238.828 3 3 9925.23933 835.596867 667.142763
4.694843 4.822438 3 3 40.0703567 6.091638 1.64776652
20.50298 8.979129 3 3 3913.45733 17.1098663 326.182812
7.69679 8.495366 3 3 75.6336733 6.79864167 5.34651399

665.4481 1000.575 3 3 4649.37833 870.0718 265.857722
19.97592 7.912252 3 3 7525.981 18.432024 643.595174
135.6208 192.7656 3 3 3236.32967 141.43941 260.902857
140.962 200.3196 3 3 3361.981 147.008737 271.626258
140.962 200.3196 3 3 3361.981 147.008737 271.626258

74.40129 127.2821 3 3 1621.26567 143.98423 99.6782917
2560.618 2568.788 3 3 1922.69567 2543.148 38.951864
1464.893 1646.441 3 3 136.742123 1535.124 75.4612165
26.63556 9.845344 3 3 7186.328 21.8569713 650.006395
26.63556 9.845344 3 3 7186.328 21.8569713 650.006395
1168.512 1434.8 3 3 3221.95067 1334.595 94.7921391
21.91791 53.65815 3 3 545.0481 39.2259033 43.7403693
65.97807 76.42787 3 3 5656.399 72.77412 516.138578
51.05758 49.70842 3 3 321.092633 50.5686533 25.0706324
364.2036 382.9178 3 3 838.0549 378.230267 40.7999688
449.8772 317.9389 3 3 2646.30267 409.8896 196.806463
17.03787 6.855996 3 3 3370.91233 13.2254287 320.361047
169.4033 176.0806 3 3 57.01095 171.453833 10.301075
17.89648 6.47922 3 3 3504.618 13.17247 340.270896
2039.149 1965.038 3 3 4011.17267 2010.52867 191.109656
1545.219 1771.829 3 3 6671.376 1776.778 421.443336



319.2735 321.9662 3 3 221.385467 321.461033 9.70409643
512.4248 570.2521 3 3 1305.80467 541.296567 70.3653495
1569.594 1643.553 3 3 730.522867 1618.32867 77.6864737
59.60089 42.96641 3 3 177.853867 49.68217 9.27897312
56.41199 54.08452 3 3 12.910759 56.95534 3.06733384
243.6902 273.3107 3 3 1080.22777 270.622467 77.9414581
2427.408 3352.79 3 3 10344.0197 2940.22833 599.356828
202.3642 200.495 3 3 600.241833 201.203667 41.6771491
202.3642 200.495 3 3 600.241833 201.203667 41.6771491
115.4837 96.35496 3 3 2191.61633 96.2469533 218.941201
217.8616 202.0026 3 3 731.425067 217.064633 52.1402017
80.0687 61.69087 3 3 470.196633 73.2178567 41.2806103

5.202452 1.223778 3 3 475.3218 4.39630367 50.5842134
4.15622 1.99227 3 3 54.39859 4.76902767 4.34073791

136.8195 231.9693 3 3 1366.50867 194.1535 116.575467
77.86973 84.16898 3 3 138.0297 77.8603033 1.66402448
844.6387 865.6024 3 3 84.9618433 894.228933 58.3772059
533.7911 513.8425 3 3 312.6542 512.7162 5.27326331
225.8993 250.3479 3 3 1132.277 262.611 86.7336978
869.8494 758.0701 3 3 2332.426 860.525833 132.308737
148.0029 128.3815 3 3 338.248433 132.7749 18.7053563
752.1595 769.0639 3 3 110.934567 756.079667 71.6843834
158.1606 153.9372 3 3 1790.248 152.103133 184.822316
32.92406 29.1404 3 3 213.463967 33.7713867 19.9536326
153.9859 148.6437 3 3 268.539133 158.2556 2.94483959
153.9859 148.6437 3 3 268.539133 158.2556 2.94483959
46.35032 8.473348 3 3 456.8026 36.345386 41.7201462
241.7208 340.9424 3 3 2613.29367 311.312967 258.809098
268.9366 316.4205 3 3 967.238033 308.592233 67.1412039
231.8017 193.3618 3 3 1172.62467 259.6746 64.7497312
920.3427 913.8478 3 3 408.526533 931.533433 56.1583919
1016.198 752.8636 3 3 3616.16267 958.010867 256.918594
14.64964 8.294021 3 3 2115.79067 14.3275103 253.044262
756.5096 803.623 3 3 166.759267 770.8722 67.0731928
77.13735 108.8781 3 3 310.393467 98.7954833 17.3168378
14.87004 8.404517 3 3 2167.69933 14.5445123 260.174869
124.2845 132.6161 3 3 78.1793467 131.1654 1.39845566
645.3036 697.546 3 3 288.2639 676.1173 38.5096804
169.7657 176.8807 3 3 89.9710767 168.6009 3.51408993
1660.988 1558.263 3 3 4236.45367 1566.697 312.864553
380.9448 342.4992 3 3 628.794833 358.981533 26.6703361
566.3712 490.4285 3 3 976.066333 530.215267 39.8523711
1889.795 2018.274 3 3 1109.36433 1929.97067 66.7454955
152.8351 147.088 3 3 268.7685 157.333733 4.54933946
55.67642 62.15603 3 3 2649.01033 62.7962567 324.340515
349.1901 380.2807 3 3 1415.47867 345.2632 129.305885
1427.859 1258.499 3 3 409.5343 1366.96167 75.0662455

0.3484827 0.00464378 3 3 46.70796 0.50588216 5.8277552



52.19125 51.72851 3 3 148.343967 52.1328233 12.2784024
120.4877 116.6518 3 3 4566.11267 113.1927 568.793874
88.46291 104.094 3 3 788.581133 87.9320467 87.9994655
488.7676 569.8002 3 3 111.95545 534.094067 34.7383008
194.6607 215.359 3 3 359.453267 200.202833 15.7481822
132.0245 92.25009 3 3 391.356067 117.73603 27.8148246
126.451 128.8699 3 3 88.7580133 127.3081 4.83327951

25.40756 55.34263 3 3 1321.601 35.1863067 167.575938
25.40756 55.34263 3 3 1321.601 35.1863067 167.575938
41.09931 63.57726 3 3 1420.38133 47.00764 179.560214
180.2046 169.7226 3 3 109.4299 173.461267 6.03863043
26.73135 26.00236 3 3 81.73199 27.3714133 7.04057046
466.8042 595.9496 3 3 1257.73067 516.708533 71.0889891
2314.377 2340.629 3 3 3775.87967 2382.931 160.215636
81.95918 60.16861 3 3 18451.3967 70.0272233 2471.0163
14.09725 5.388899 3 3 889.8205 9.53478333 118.418223
8.017106 11.21258 3 3 23.4609333 9.90047533 0.73471123
1032.628 1177.213 3 3 1835.21167 1126.05233 50.6472489
272.8107 247.6808 3 3 113.881667 253.980167 9.00047378
465.3609 503.8671 3 3 811.536033 484.040233 39.7493124
76.27361 110.5251 3 3 2048.12733 85.9449233 264.05532
20.94149 26.83546 3 3 1332.94133 21.09464 177.046955
327.9574 350.2744 3 3 1609.47 392.0095 136.475965
257.8718 279.1561 3 3 491.052633 279.6969 18.1939129
571.9899 653.1931 3 3 1043.15167 593.4415 32.1969888

636.29 631.8753 3 3 1151.13933 654.7884 57.6516164
71.26304 106.7832 3 3 1889.539 83.16489 246.738264
2183.155 2345.622 3 3 4366.80433 2227.905 274.704694
1008.63 1206.185 3 3 93.08834 1057.30307 14.4528744

64.24107 102.0942 3 3 316.547933 78.13384 25.2188769
459.6032 481.1056 3 3 358.4678 475.955333 7.09667039
526.2042 534.4136 3 3 622.496233 525.894767 10.0677287
702.3212 816.8835 3 3 2828.64033 867.2929 186.928641
95.07086 35.08061 3 3 1891.891 57.77229 251.019806
3415.531 3280.438 3 3 1745.884 3377.403 208.970422
1935.332 2396.084 3 3 329.0977 2187.44567 107.872118
81.2616 60.894 3 3 189.296367 70.9227667 12.8446505

1192.891 744.3938 3 3 4667.95733 1028.5086 443.518847
26.60957 14.14788 3 3 3148.48433 22.6670967 436.271889
382.8139 357.659 3 3 231.916333 365.2443 10.6548725
2416.45 2371.053 3 3 3114.243 2428.30933 71.2370526

2938.457 3370.695 3 3 1429.61033 3218.974 65.6991152
129.4601 132.1083 3 3 759.135433 153.535867 75.8110188
756.9603 807.2857 3 3 520.015033 774.0033 21.4868133
1661.981 1764.27 3 3 2160.54733 1689.17933 11.3279882
299.4214 266.9415 3 3 136.847533 290.440767 7.28153436
31.2651 26.51692 3 3 245.438133 35.7073967 27.2117249
2447.39 2402.778 3 3 3155.79033 2459.587 75.5807221



370.8885 364.8483 3 3 1537.87567 428.071867 118.333342
227.6331 247.9956 3 3 340.037433 236.234267 10.3296393
550.8557 471.8987 3 3 2715.833 489.7175 311.979898
2518.02 2514.663 3 3 1447.635 2504.99 149.197401
97.9295 66.02393 3 3 375.437567 76.85803 38.5384633

1506.173 1778.422 3 3 3023.372 1642.02167 143.860436
198.1337 208.2761 3 3 90.84005 208.613533 13.1299613
168.9635 144.621 3 3 308.817033 158.052067 17.808778
229.4613 99.12134 3 3 10237.9113 603.80988 1159.25899
296.4549 280.2214 3 3 1072.82667 274.6764 112.290367
98.62873 36.29684 3 3 1971.76533 59.87113 273.76341
580.2769 555.6209 3 3 180.932667 543.648233 28.7565122
4.547219 9.833684 3 3 369.8269 7.74629 52.300404
54.70965 63.18871 3 3 474.2738 65.4517067 57.92279
401.0654 345.8314 3 3 804.785933 384.1797 51.0495075
1875.704 2050.485 3 3 1320.22033 1985.40767 12.7139851
44.44907 33.25627 3 3 617.611567 45.7345567 81.9753767
683.7891 684.1757 3 3 1168.06567 681.520967 70.5291983
11.79384 8.946209 3 3 637.089433 10.3360963 91.0670489
18.80803 10.85345 3 3 80.9120167 13.26291 8.59829993
628.5752 570.5105 3 3 1042.59057 604.585367 56.3345111
70.12413 75.63351 3 3 103.101253 71.9845067 3.29927911
6921.493 6800.96 3 3 6446.31367 6858.69767 4.67022487

825.95 1008.497 3 3 2782.55067 933.892533 254.766013
154.9145 161.9341 3 3 35.3940367 165.626167 14.151132
217.8777 482.2007 3 3 3052.94433 363.8282 372.870744
1.023506 0.00659352 3 3 583.041933 3.53602984 85.2493193
147.1092 153.3888 3 3 58.4163967 143.6977 4.4156326
2527.412 2673.448 3 3 6419.00067 2676.12233 531.611195
8367.329 8183.196 3 3 6457.696 8295.772 252.803513
27.53239 18.55277 3 3 146.0891 25.4740967 16.7215573
1322.55 1369.199 3 3 1020.6678 1332.014 31.7820838

2057.179 2247.266 3 3 3939.934 2244.542 169.926975
238.6575 268.0823 3 3 118.376 259.556867 10.473473
393.1383 411.2883 3 3 619.262 418.5328 3.31815814
10.66895 5.602304 3 3 124.6695 12.3758513 14.800858
5804.824 4095.639 3 3 12955.5233 5297.159 466.443153
805.9042 841.4373 3 3 396.8748 835.815833 59.5501576
219.3131 181.5455 3 3 1194.30267 193.886667 148.353551
219.3131 181.5455 3 3 1194.30267 193.886667 148.353551
850.3703 910.3888 3 3 465.688233 856.971967 30.1986026
209.5564 209.7909 3 3 77.14554 216.0875 17.7055565
175.3772 163.2837 3 3 652.291633 163.472867 72.678792
222.7015 198.7525 3 3 102.909287 208.393867 9.66536565
769.911 751.0558 3 3 966.804467 755.163933 29.0816883

644.8279 446.9894 3 3 2250.628 621.3313 185.193217
36.09823 49.7014 3 3 399.919267 42.7579567 53.7787606
88.94103 86.92768 3 3 324.834567 100.34317 26.4509118



87.98132 64.01562 3 3 11975.968 76.6587533 1810.06685
397.777 420.9873 3 3 270.413267 400.3935 4.05420033
1234.87 1195.708 3 3 1410.659 1224.97833 11.7925384

5119.447 5726.491 3 3 2386.26067 5432.27133 353.072364
17.65593 16.66049 3 3 261.729133 17.2391 37.458755
21.21996 16.59942 3 3 2816.66167 19.12573 428.694199
870.1433 854.3207 3 3 8614.21233 722.169567 1185.69281
282.7517 254.421 3 3 614.948867 274.239767 49.4401982
3.542759 2.347948 3 3 41.0007033 3.548747 5.6284978
35.27889 59.59459 3 3 436.651067 51.53004 57.5211671
32.59087 25.99588 3 3 912.6499 33.57113 135.020411
46.44455 44.85406 3 3 66.0382267 46.05035 2.89748688
100.2207 120.9575 3 3 1071.5711 110.4389 148.03418
37.97364 37.79321 3 3 251.487867 49.3629 24.0668644
201.5699 241.3957 3 3 43.9239967 216.423867 15.4957877
265.0014 325.5277 3 3 70.48323 290.403733 13.2162873
1036.176 959.1954 3 3 372.280267 1036.41713 68.3269894
361.0829 352.6404 3 3 1051.49083 351.032033 108.470394
105.203 94.03267 3 3 358.495633 95.1484433 39.8773884

1506.267 1445.367 3 3 2940.75867 1425.12167 216.985185
6.464365 3.289001 3 3 454.211867 5.942533 69.8267095
36.39132 22.88437 3 3 5717.49933 32.5803533 887.226616
590.9847 614.3505 3 3 425.003167 605.678433 25.1601897
92.5829 68.59348 3 3 345.1265 79.3510433 39.7486223

53.18912 15.84615 3 3 295.764733 35.5156467 36.2609945
8.001341 8.642665 3 3 54.8805033 7.06925333 7.18063025
105.2319 130.0757 3 3 555.6 106.396297 66.6829697
3424.312 3403.075 3 3 5222.52533 3497.635 228.561217
2399.314 2198.06 3 3 6345.53267 2147.96667 597.663766
128.3117 125.7742 3 3 393.162333 118.4236 40.6138025
58.17709 66.44515 3 3 32.2732733 63.2470867 2.14028745
25.0077 20.5449 3 3 569.192767 28.4693233 85.769771

922.7142 893.3726 3 3 1216.54767 922.170033 37.9004807
71.47617 75.63828 3 3 42.7925133 72.67046 4.06962168
176.8957 173.982 3 3 156.696967 175.295467 2.61476156
1263.683 1225.221 3 3 2154.404 1288.33267 115.838202
73.41921 86.60374 3 3 140.023533 80.8815 6.75140154
21.46496 21.85508 3 3 567.500467 26.47078 87.0381883
17.22734 15.86875 3 3 38.8745867 16.93106 3.41941078
5.586272 2.336693 3 3 2352.03467 6.91283833 379.447632
216.0455 212.9851 3 3 163.8985 216.493367 7.63966788
125.7275 76.04729 3 3 278.0769 94.0746633 11.8961587
125.1051 76.17339 3 3 1441.58933 105.421597 216.192528
2351.922 2283.729 3 3 2959.83233 2354.60367 67.3304607
268.761 261.2366 3 3 174.624533 259.207667 8.76041643

528.9127 636.3051 3 3 933.3537 577.009667 20.6157122
34.37193 12.07982 3 3 957.992033 21.7523833 152.864218
1496.974 1513.445 3 3 1722.382 1490.21967 26.5807179



1736.762 2084.56 3 3 4820.91733 1852.615 443.579439
96.42747 96.02944 3 3 64.27258 93.47269 0.40368058
599.4502 567.4013 3 3 932.1532 610.5749 17.9004766
143.808 230.026 3 3 1477.072 176.247833 208.98721

314.7881 579.2585 3 3 1549.75933 454.5407 122.420505
1183.648 1231.706 3 3 605.717933 1159.12333 26.3369937
19.78914 18.89895 3 3 953.545667 21.2773467 154.073911
125.8503 116.9289 3 3 27.5253667 126.934267 12.580889
178.8579 175.9753 3 3 153.276433 177.492867 3.74290875
345.0718 656.6812 3 3 2706.32133 478.0713 332.681194
6.044249 9.368509 3 3 581.499067 8.60392267 94.9677832
28.85776 35.94376 3 3 764.052767 27.6146033 121.866797
5074.355 5171.539 3 3 2039.39 4992.217 431.848306
103.3515 102.9447 3 3 162.1287 104.492567 9.31396304
1202.134 1254.866 3 3 2496.956 1247.31167 203.955076
944.4216 903.9716 3 3 2107.775 979.975733 160.014076
283.7358 224.3851 3 3 1214.88033 250.708533 157.875449
655.5405 705.6581 3 3 494.208467 680.1801 18.3101907
880.419 3009.094 3 3 9017.74133 1684.10433 403.760744

715.5975 684.6671 3 3 482.882967 689.822967 25.2582183
461.5822 527.1271 3 3 1503.42767 529.810033 147.080076
4893.206 5252.126 3 3 3363.04967 4975.84333 111.634461
328.7706 336.1397 3 3 454.675033 339.005833 15.2382741
1217.01 1399.956 3 3 2539.068 1306.60167 184.894215

45.64966 26.82234 3 3 2244.49033 34.2286333 370.375369
1074.815 1065.952 3 3 326.519767 1041.06137 108.684187
5.803278 3.73858 3 3 2062.61433 7.51797267 345.276729
62.47593 65.87476 3 3 1690.05167 84.5909633 267.796622
133.2314 75.39371 3 3 27600.0667 97.7201367 4635.2296
29.62185 26.17754 3 3 1225.68933 34.4278967 200.567253
1265.259 1198.043 3 3 686.393033 1269.88833 64.8546298
422.9796 204.5413 3 3 4975.26033 380.464133 760.189383
288.3626 272.1092 3 3 5221.57033 321.4578 825.833088
49.81096 49.27705 3 3 34.02924 50.63 2.06898582
224.7093 219.5562 3 3 314.071267 216.647633 13.2288425
1825.552 1212.877 3 3 4077.50233 1668.80333 74.1524002
1.573549 1.618836 3 3 10.0120757 1.86603633 1.29867312
23.74696 26.90532 3 3 1357.35567 30.87954 224.575299
80.13956 61.89916 3 3 425.964433 69.1506133 59.7213589
249.0751 234.3354 3 3 164.047 237.147933 6.09452997
2802.547 3061.293 3 3 1947.10733 2938.602 107.048952
28.70978 26.57561 3 3 83.42075 25.73906 9.17286699
203.6205 200.8015 3 3 123.819167 210.5384 2.71035254
28.02204 28.54814 3 3 37.00745 28.09023 1.45539579
3.240298 14.44829 3 3 1860.94333 7.013687 315.4505
2177.494 2305.783 3 3 4471.29467 2155.97967 359.648949
563.1456 573.0889 3 3 636.711967 568.618067 10.4430034
438.6389 572.29 3 3 2359.734 524.325867 303.789423



1049.503 1230.449 3 3 151.96966 1089.05137 98.2367079
229.5986 157.6139 3 3 620.2116 207.630733 55.5257261
5085.109 6425.52 3 3 11208.97 5848.02333 603.736673
29.85655 76.58908 3 3 1679.877 56.8671367 276.665958
547.4008 571.5593 3 3 3246.43833 630.702767 430.503806
17.37184 17.50569 3 3 129.9267 18.3866933 19.1015529
54.30882 57.71996 3 3 1922.33 61.21626 320.209638
48.34182 52.90235 3 3 2271.364 57.5659167 381.955193
4855.645 5366.551 3 3 1875.96067 4957.67733 384.486727
27.00738 19.36113 3 3 961.7839 24.4099367 162.024193
1380.95 1340.702 3 3 2852.90067 1448.24633 190.665677

11.70651 2.903133 3 3 2243.615 11.617541 389.060485
391.6897 650.2181 3 3 1466.555 568.143233 33.8862553
268.8409 419.7898 3 3 881.386667 325.981567 51.9430184
3457.896 3314.639 3 3 4777.74933 3471.35767 159.068113
665.5471 728.2474 3 3 1480.825 751.923233 79.2297037
1206.559 1157.726 3 3 1438.78067 1192.555 30.7634444
900.3423 1002.962 3 3 1506.36033 992.938767 19.3631963
73.23415 72.1799 3 3 236.393 62.1662367 24.5631759
90.60883 82.83736 3 3 8859.166 80.7674067 1543.0064
1047.087 938.309 3 3 2428.63333 973.571933 247.776721
1419.819 1410.369 3 3 207.88507 1406.46933 210.218367
67.36778 45.02866 3 3 546.894733 82.79718 66.5071551
34.09512 21.49651 3 3 105.64346 32.2496833 8.23051821
1981.174 1890.454 3 3 2389.24667 1945.918 61.0557495
143.969 128.6141 3 3 40.1082 138.7345 15.0253312

65.04539 31.86135 3 3 3094.60633 63.5648733 534.314471
1541.347 1635.524 3 3 2545.80767 1631.20667 135.59408
4015.09 3967.674 3 3 2676.876 3910.33933 165.158605

251.0582 259.5769 3 3 713.323833 282.8787 59.1781692
199.7017 182.0557 3 3 106.811467 187.5224 9.6107782
199.7017 182.0557 3 3 106.811467 187.5224 9.6107782
223.5759 242.9562 3 3 1663.11367 233.327867 252.948468
109.4324 131.6452 3 3 293.347267 120.178767 28.5768563
222.7262 266.9209 3 3 113.8661 245.445033 7.44670825
596.5364 533.6884 3 3 1153.985 576.182567 95.7255512
6.88338 7.764273 3 3 441.650633 10.0942243 76.4754796

28.09156 21.74651 3 3 643.621833 31.8548133 108.128418
2770.593 2503.219 3 3 1088.08227 2555.149 173.951625
154.1371 146.2761 3 3 73.2790067 151.241167 13.1971458
1106.984 1058.431 3 3 1665.49333 1082.353 101.141593
1133.397 1625.611 3 3 3663.33533 1503.24233 205.823241
195.1882 196.4252 3 3 234.133467 191.747233 2.74284466
49.94357 44.30767 3 3 6.68346667 44.01326 2.75433464
349.6808 353.8293 3 3 259.4157 344.3156 7.78260181
192.9211 187.4221 3 3 98.7843 193.692367 15.6592269
607.0665 539.3704 3 3 1041.37417 580.451867 74.5213066
203.9664 212.761 3 3 799.812333 208.978267 106.060064



18.3148 19.45282 3 3 39.3481833 20.37933 2.14889574
538.9011 552.7782 3 3 320.739433 561.6058 32.9500353
152.7681 156.7235 3 3 100.259243 155.2427 9.66152667
1164.259 1575.644 3 3 122.035747 1372.934 91.8597388
62.23564 27.06427 3 3 3038.89767 59.8809433 536.232231
186.326 208.7361 3 3 1437.98233 207.701867 220.97481

635.6958 561.6404 3 3 235.702867 600.9806 54.3946305
2.105003 6.396828 3 3 734.034067 2.83698745 132.013017
5.211235 4.209733 3 3 1.636803 4.86133433 0.142255
1750.188 1896.893 3 3 3081.69467 1864.77033 194.546965
681.535 565.5605 3 3 2178.943 721.073167 193.85848

71.76211 82.02372 3 3 695.818933 75.84966 112.050965
247.1946 285.1372 3 3 604.854767 268.198833 57.8107926
27.90263 32.4969 3 3 4707.682 25.74341 847.931352
361.468 307.2426 3 3 696.680367 331.226267 60.2681226
193.276 216.555 3 3 123.571733 202.978033 7.80628431

874.7839 982.7546 3 3 447.042067 968.139167 37.339301
354.1888 335.5315 3 3 677.7469 348.381867 58.7959853
17.3399 25.35699 3 3 696.080933 20.2242733 122.778926

1691.941 1530.641 3 3 761.865067 1640.09633 128.601244
57.6455 22.0704 3 3 2772.883 54.6156433 493.634587

140.1344 192.2408 3 3 783.002433 162.769133 109.678553
124.8662 116.9806 3 3 146.733067 120.1994 2.49346486
365.428 374.0468 3 3 258.536233 363.7276 15.5056062
102.167 65.3943 3 3 383.214633 107.788967 21.2644505

265.8555 152.8264 3 3 553.263333 221.0546 8.06605162
592.3284 503.9688 3 3 2551.92767 533.231367 364.643641
1337.721 1329.361 3 3 2418.82733 1358.64767 188.933541
598.5594 572.1146 3 3 313.056367 569.412333 35.5837639
57.30919 22.08065 3 3 2782.80833 54.4436867 499.45792
503.6232 447.1429 3 3 1347.606 514.515567 134.051286
640.1661 763.4106 3 3 193.0637 694.013533 66.9070475
287.1747 270.251 3 3 113.280043 292.536067 20.9340991
1553.127 1770.395 3 3 2797.72333 1723.33867 125.688649
80.63354 45.63573 3 3 199.481367 64.8052067 17.3520061
5.83361 6.714471 3 3 3375.504 5.72839867 621.197165

942.8882 1302.327 3 3 2910.76667 1216.3484 198.337671
942.8882 1302.327 3 3 2910.76667 1216.3484 198.337671
244.5292 230.261 3 3 888.515933 257.3814 111.166899
2119.734 2294.811 3 3 1520.006 2210.54267 92.7817807
29.50966 35.28159 3 3 955.6784 27.2417633 171.472575
881.2303 704.6277 3 3 1874.94067 872.540667 86.9903697

28.764 8.494149 3 3 430.525533 20.072953 75.2597423
448.8677 511.2496 3 3 260.553 496.5506 10.9750871
599.1605 535.1649 3 3 803.696833 578.177433 18.9333895
273.7674 263.2969 3 3 203.981667 264.9377 7.85509384
58.76647 15.35908 3 3 2820.094 53.4894167 512.214641
697.0125 485.3002 3 3 1620.80267 544.2879 148.995767



45.04679 50.41978 3 3 92.88126 50.64022 5.39395813
2193.573 2582.487 3 3 1213.152 2391.69667 101.809513
322.1758 295.9059 3 3 148.516667 322.1388 18.9555316
1189.324 1664.008 3 3 4263.68767 1321.64967 459.471917
185.6808 187.6564 3 3 220.352533 188.0752 5.41141273
103.011 98.39177 3 3 1305.81367 103.992957 224.048781

275.5978 328.8377 3 3 702.356267 314.5921 63.7360937
1581.798 1804.882 3 3 812.729567 1662.331 98.9575951
306.4529 376.7248 3 3 4537.446 347.6867 780.836986
283.4622 372.0149 3 3 1612.24533 322.990033 236.40314
2.450128 4.394074 3 3 1875.16733 4.47535633 349.247882
107.3925 110.5205 3 3 67.4436267 106.527433 5.76143482
89.36436 101.3202 3 3 162.619533 95.5558533 11.0359348
3116.313 2768.826 3 3 1370.53767 3011.00333 223.863333
74.25305 77.58952 3 3 47.8786267 78.9838767 1.75025523
280.3185 320.9621 3 3 39.1726467 318.075233 37.5662973
533.2618 509.8339 3 3 1548.56767 493.7509 191.525095
5263.863 4909.9 3 3 2925.98767 5077.46533 362.331492
164.4099 203.046 3 3 419.770767 196.866867 29.3250104
58.01898 235.3627 3 3 1130.9917 155.958193 159.398412
2015.786 3227.743 3 3 9178.695 2633.46833 1070.71861
237.8307 200.7867 3 3 623.360167 224.544233 72.205075
992.1104 879.294 3 3 1924.81833 1006.5078 108.144936
36.72773 32.23238 3 3 185.304967 34.7487433 28.2732924
977.8206 1287.223 3 3 2401.53967 1127.12787 183.590217
330.3086 570.819 3 3 1468.83433 454.435133 148.668607
1818.336 2715.205 3 3 5039.45833 2372.26233 137.188975
1038.325 1080.354 3 3 2662.393 1071.311 299.093241
286.6219 326.8226 3 3 161.556367 301.281633 14.2970012
3222.989 3158.122 3 3 687.313433 3061.815 388.499041
2267.631 2313.997 3 3 3240.94267 2377.95833 57.8026578
1318.614 1270.617 3 3 2262.21933 1353.84333 135.801994
853.0127 786.4563 3 3 437.5213 830.086033 63.9788677
375.0928 348.2809 3 3 147.032433 366.472933 38.5579732
235.2156 286.0286 3 3 507.453133 261.117633 39.2487556
2255.845 2084.272 3 3 1341.60733 2115.44133 72.7471936
587.0682 603.4903 3 3 507.0608 604.6793 3.3897625
1322.625 1429.734 3 3 2488.06167 1339.439 201.842461
2978.468 3205.532 3 3 4193.38367 3154.75967 119.482698
58.10994 82.41632 3 3 1316.97833 73.16443 236.115016
292.282 229.9928 3 3 536.651767 272.242233 34.4707745

424.8011 376.5156 3 3 955.792133 418.439733 94.4377133
189.9454 196.065 3 3 364.184 207.965533 14.248865
7.285529 5.058798 3 3 275.967133 9.25709233 50.4982258
32.75998 9.233267 3 3 229.8564 30.141019 32.5608135
2012.287 2464.443 3 3 3750.039 2283.067 145.38853
1181.763 1652.857 3 3 4273.80233 1315.55833 481.554999
526.7335 556.9891 3 3 348.913067 554.768633 28.5695176



19.77689 22.53486 3 3 1284.52267 23.6201 240.895335
482.2961 474.123 3 3 131.78217 495.2219 62.7682036
1073.253 1192.627 3 3 5386.84833 1060.86223 815.507478
1374.379 1464.328 3 3 945.314033 1457.364 56.9125477
114.7541 118.9914 3 3 89.1286067 117.488933 4.88634317
13.80163 6.978229 3 3 825.7172 14.0121663 155.483305
231.4181 197.2244 3 3 95.39359 218.2585 14.8065333
451.5504 375.9874 3 3 728.5448 408.698067 47.737621
1822.687 1887.691 3 3 2875.263 1892.34533 174.868666
58.34484 12.43387 3 3 2709.60667 50.39866 511.033966

2223.1 2209.342 3 3 3397.35667 2315.362 118.018081
4108.532 4138.83 3 3 6628.17933 3910.90367 371.777722
709.1746 584.2363 3 3 1578.60433 664.496067 162.033957
106.2952 112.8947 3 3 59.0802933 106.121217 5.95341344
1519.16 1619.369 3 3 579.095933 1612.55833 178.274292

1453.668 1500.974 3 3 753.408367 1454.77267 127.948328
362.0089 374.1601 3 3 580.507867 387.841367 13.6552864
535.6775 547.0596 3 3 474.476267 541.648133 11.6992586
326.0264 361.2729 3 3 205.081867 348.973867 19.5555777
57.13874 42.80605 3 3 356.7421 49.75807 59.1131962
484.2932 463.0663 3 3 1158.10367 401.5291 76.6939557
777.9742 740.8382 3 3 2777.982 854.951467 334.682872
2442.677 2478.308 3 3 1781.40667 2521.129 96.6047201
25.81298 10.8512 3 3 1858.206 15.8552233 358.092985
10.79893 1.386966 3 3 193.296567 5.70645067 36.169472
1262.172 1336.002 3 3 719.018167 1265.72833 81.3372245
45.53143 62.83253 3 3 177.848633 63.91097 11.5301822
520.7369 460.0794 3 3 3372.49633 493.637933 559.452453
386.6211 407.9903 3 3 1004.1564 438.305233 83.5963553
830.8018 676.2007 3 3 6771.73233 724.088067 1174.51038
56.09617 48.43187 3 3 30.27701 53.09552 1.73364767
16.01342 10.54939 3 3 197.3039 16.5624533 34.715115
197.3815 141.6922 3 3 545.5878 196.466567 41.1779859
110.551 11.89901 3 3 1024.82757 58.4999933 182.167483

28.73523 15.56273 3 3 12692.0633 24.81995 2475.64336
135.0504 89.38694 3 3 1271.12133 115.451313 224.64093
1042.404 1108.801 3 3 2095.29767 1111.51533 178.962886
18.99817 22.33265 3 3 44.78407 19.6666333 4.28396653
6171.855 6408.842 3 3 5166.665 6211.91733 96.9237136
743.9883 854.6103 3 3 418.703333 817.414267 45.3848601
160.0611 202.6514 3 3 2035.59167 164.9421 365.264056
10.83934 7.258105 3 3 29.72465 10.5221083 2.11555384
938.9327 919.2714 3 3 1781.20467 988.641033 116.051405
251.3388 314.5273 3 3 465.486333 290.3244 4.537728
101.4043 97.06509 3 3 62.9791633 98.4162967 6.46223889
2374.827 2541.759 3 3 3415.29833 2522.74033 106.684979

1668.6 1926.237 3 3 822.154067 1755.32 108.95472
154.5701 131.3101 3 3 35447.5533 135.999067 6957.52839



154.5701 131.3101 3 3 35447.5533 135.999067 6957.52839
23.79436 23.41394 3 3 8.01865933 24.68903 2.68991566
26.21634 9.183052 3 3 2006.48467 22.363584 391.016425
111.301 98.49417 3 3 63.5687633 104.122457 4.59977198

144.6894 122.5408 3 3 34753.95 127.1126 6829.38735
144.6894 122.5408 3 3 34753.95 127.1126 6829.38735
379.8448 863.2851 3 3 3059.999 632.0287 413.218454
379.8448 863.2851 3 3 3059.999 632.0287 413.218454
900.4448 965.0624 3 3 1274.13633 952.189567 43.1358904
122.0909 105.0218 3 3 28464.8333 108.451427 5597.96711
138.7935 119.2658 3 3 33204.82 123.2411 6532.83941
3149.494 3840.307 3 3 809.3528 3371.96133 303.628753
2158.604 1508.793 3 3 7412.24 2101.122 885.661681
429.2216 432.7332 3 3 357.4331 433.222367 14.3929897
646.1188 633.9621 3 3 397.854467 652.371333 45.2945892
489.9892 501.615 3 3 392.711867 492.518933 18.0575284
331.4145 409.6425 3 3 847.501833 377.002933 84.0280704
49.09597 148.8082 3 3 545.0507 80.9548967 71.0379112
274.4075 324.7996 3 3 932.914767 356.0554 54.412621
812.5687 879.0834 3 3 1335.94667 853.504433 89.0783697
444.8648 392.9172 3 3 641.0421 424.609333 32.945316
142.8407 148.7956 3 3 337.8196 155.338633 32.2619502
395.1659 600.3406 3 3 1820.954 462.810767 243.148917
83.10232 84.31675 3 3 54.0688367 84.0771967 5.9227774
338.0897 338.3325 3 3 487.9182 339.721867 29.4597378
321.0471 325.884 3 3 273.1121 319.296367 5.27214518
7.45292 0.06451747 3 3 1024.9419 4.80027416 204.994896

21.02408 19.30995 3 3 379.491067 22.0832133 71.8529944
226.9879 284.7715 3 3 96.2775167 252.712767 11.2556677
402.5915 424.5322 3 3 973.072433 428.741667 105.810209
283.2728 275.0973 3 3 212.333367 272.992633 4.21603087
192.0692 149.8307 3 3 486.776467 184.660733 51.983082
149.9154 180.6612 3 3 62.1217533 173.749967 7.58326581
353.4536 324.1751 3 3 761.343267 361.9607 68.5317376
242.9254 284.0167 3 3 91.9945067 255.2441 21.5804323
7.222509 0.04385773 3 3 988.744567 4.59282491 199.118971
441.9912 499.4417 3 3 150.50002 466.609667 56.7329209
1322.631 1547.402 3 3 677.982867 1487.25133 77.8873012
687.1842 713.7015 3 3 580.191033 690.4531 5.01811426
596.3331 671.6868 3 3 958.443633 636.887667 53.023157
206.148 205.5855 3 3 146.535333 203.4301 10.7417149

1946.905 1999.627 3 3 5165.46167 2025.43767 630.226339
2002.783 2219.517 3 3 1441.15467 2113.58867 82.8534983
2552.036 3033.422 3 3 4430.77733 2844.90933 193.784211
1170.58 1470.202 3 3 2410.22633 1330.331 159.36927

32.66829 31.87972 3 3 18.9828867 31.2179533 1.63720566
636.3559 536.1355 3 3 1042.48783 605.686933 65.0708822
98.25291 118.5703 3 3 410.8415 116.008837 57.6511938



3087.426 3915.578 3 3 632.7393 3710.72067 299.783065
21.03771 29.27093 3 3 279.4476 22.25466 52.0482869
91.51229 203.4637 3 3 1231.0053 146.72273 214.24076
124.8728 117.2115 3 3 100.397803 120.773633 1.56864989
1221.18 1324.677 3 3 990.934933 1283.07967 24.0928751

575.3748 535.8796 3 3 1070.7473 561.8418 101.594027
591.5463 548.6143 3 3 8867.13867 623.279433 1683.04601
2251.511 2144.859 3 3 1676.427 2157.32033 42.6739431
571.5461 740.0153 3 3 84.7615067 691.333767 67.3002061
843.0526 796.5229 3 3 439.4656 833.8793 73.3642763
755.2046 921.192 3 3 1387.72867 846.185867 72.1972103
320.0449 279.3143 3 3 1127.6648 299.789467 168.262771
430.0908 396.3555 3 3 754.0415 413.6507 67.6864572
1655.779 2193.594 3 3 276.522033 1897.46633 189.630269
107.9028 103.3711 3 3 76.3248267 109.096233 2.03804779
125.7817 98.12229 3 3 628.6566 111.81203 105.139962
44.54265 1.930656 3 3 786.187967 28.4121553 153.820542
1470.693 1362.576 3 3 789.200433 1366.534 60.0336784
734.3657 759.4371 3 3 527.2739 726.3708 15.9043211
326.3954 321.9571 3 3 495.708367 331.302067 31.3961489
10.57645 0.02332225 3 3 225.099233 3.82625808 45.1246631
100.034 86.6105 3 3 25.80546 88.77865 7.8015556

2847.438 3160.181 3 3 1010.32383 2972.21767 368.072033
814.1103 945.6534 3 3 1417.569 886.0585 86.7087815
814.1103 945.6534 3 3 1417.569 886.0585 86.7087815
14.0449 5.26159 3 3 3550.31833 14.3153167 727.698769

3737.972 4025.627 3 3 1467.289 3965.31933 472.290353
83.42076 76.32956 3 3 144.211933 76.5673067 12.2022354
2042.266 1935.758 3 3 2482.20467 2023.826 49.5668667
75.17735 62.10983 3 3 250.1209 86.1293933 13.5365321
1302.714 1494.219 3 3 2060.922 1399.34 97.1377168
2833.746 2486.618 3 3 612.3644 2681.23733 388.070449
6417.763 7194.531 3 3 2974.63167 6730.01067 657.028244
295.343 201.7665 3 3 2914.104 249.797267 547.970642

171.4387 173.4156 3 3 214.654533 174.954967 6.86484227
203.4287 155.9352 3 3 345.926367 185.2668 21.0831449
851.7207 837.4919 3 3 2385.00233 869.277067 310.510225
2112.425 2051.156 3 3 1567.774 2132.47233 70.8269297
1601.614 1818.763 3 3 1110.58467 1728.463 59.7157988
1012.281 950.5481 3 3 2044.63833 1079.3527 100.979611
4494.795 5457.788 3 3 1812.99433 5084.82733 438.870453
462.0238 373.8932 3 3 1983.594 455.903467 307.367858
624.572 672.2239 3 3 464.449 649.854267 30.1700655

1864.074 1955.577 3 3 1013.60397 1845.525 124.431158
744.0245 1027.497 3 3 2067.34333 819.183667 184.705109
388.1743 301.3755 3 3 3596.30267 373.229133 668.456766
566.942 537.8557 3 3 905.4108 567.8149 63.4653138

839.2858 976.0536 3 3 1460.00567 914.039633 90.3896742



191.0044 181.922 3 3 54.3268 182.903933 25.7033003
33.0582 9.965103 3 3 484.695167 19.552721 96.292407

1656.555 1326.491 3 3 4064.65533 1623.236 424.507775
497.9794 587.1962 3 3 1009.70783 576.717533 51.8705413
44.24434 49.77851 3 3 70.29381 46.5097667 4.03883943
351.4421 302.0038 3 3 953.439533 333.8727 126.694599
88.83344 82.79868 3 3 118.2801 84.8678 6.09561233
1097.04 1367.551 3 3 329.611533 1236.14633 133.193184
97.5295 139.3444 3 3 1657.45167 115.272867 322.530478

315.2429 321.8366 3 3 3585.83367 315.204867 685.56914
69.6375 62.08128 3 3 356.668133 67.71994 60.4162724
69.6375 62.08128 3 3 356.668133 67.71994 60.4162724

137.2919 172.0295 3 3 53.0461433 158.466467 12.0026615
169.9192 182.4307 3 3 231.2381 177.878533 8.81821558
466.4033 356.023 3 3 113.960143 420.566133 28.9929773
466.4033 356.023 3 3 113.960143 420.566133 28.9929773
361.8695 375.7749 3 3 668.8775 392.020033 41.5847801
143.2795 98.98148 3 3 280.851167 130.860827 14.9884066
26.43479 10.90977 3 3 84.8201567 21.16057 10.0603169
100.1251 76.26965 3 3 614.506933 144.679817 9.72677826
11.25929 1.082026 3 3 296.494233 6.72901967 60.9450002
43.56042 35.68781 3 3 333.8217 37.4286767 62.4252353
1729.301 1742.627 3 3 848.914933 1669.08433 129.023171
827.8087 1597.038 3 3 3262.13167 1227.34557 192.33242
13.81856 20.37982 3 3 793.766767 16.80357 164.545043
722.6063 654.9353 3 3 169.164603 653.5436 75.2465983
419.1216 499.4139 3 3 165.332167 455.8663 46.360404
727.9762 596.2021 3 3 1077.63233 662.1857 58.5513875
26.31418 13.68238 3 3 125.759233 21.9439433 20.8389719
7171.156 7474.543 3 3 5274.85933 7185.99367 292.147994
29.55601 22.79234 3 3 121.72669 21.5087133 19.4034028
578.8317 501.7011 3 3 1256.226 597.483233 91.1949817
298.7659 326.1425 3 3 146.3555 300.199967 20.8091328
100.4974 103.5866 3 3 117.986333 100.347667 1.75521915
58.70397 41.39043 3 3 171.494267 55.1468167 21.4496031
206.6586 150.4943 3 3 415.8239 196.872333 19.5352696
623.0195 839.9884 3 3 1889.55133 732.5144 221.369398
540.0482 448.7722 3 3 986.583233 520.722067 75.5147221
523.2084 457.2737 3 3 1229.34133 498.316633 151.704157
80.46288 84.59787 3 3 316.343633 107.783417 8.22752697
469.417 407.65 3 3 219.1964 453.0233 30.3689225

84.38331 78.2599 3 3 117.193333 82.19931 6.66673626
581.9626 548.6274 3 3 752.765667 578.2403 24.8247699
125.5419 123.0702 3 3 155.669633 125.9884 5.51311753
161.9539 91.53689 3 3 28415.57 126.294097 6059.77875
12.29193 19.38107 3 3 619.438233 13.3968843 129.751688
59.26856 92.89079 3 3 407.295167 78.81407 68.2726092
394.4579 360.0219 3 3 845.392167 370.742167 99.8278256



177.7587 194.9977 3 3 281.770333 191.724833 14.6276609
2146.075 2128.365 3 3 1299.62133 2163.01167 179.966713
304.3258 318.1461 3 3 680.1374 312.733833 78.7176103
2819.975 2069.596 3 3 7612.87367 2563.07 999.688236
3398.394 3808.503 3 3 4930.30833 3661.46467 150.067215
2633.662 2442.039 3 3 1827.88867 2580.09833 108.197745
215.3168 318.3752 3 3 950.010533 328.914867 60.8108916
958.6366 903.8115 3 3 190.157933 976.7147 147.531712
1192.42 1377.814 3 3 277.2198 1202.44067 103.423379

1542.112 1687.597 3 3 2032.07967 1604.09267 53.7230606
3392.892 3533.554 3 3 2824.17033 3488.81667 116.854148
30.96136 12.46705 3 3 171.302267 17.3174753 31.0197673
1090.062 1214.628 3 3 1864.21767 1174.84133 129.57514
745.3495 663.9271 3 3 477.194767 714.965433 25.7907487
26.60028 23.40565 3 3 1503.304 23.0479633 320.167717
897.374 833.515 3 3 356.914 903.4014 92.9618863

194.5973 214.5404 3 3 588.061567 235.450167 53.5124656
82.01035 69.72658 3 3 307.138367 80.64488 47.940631
1855.051 1822.722 3 3 1460.30467 1812.83433 59.4526398
959.322 1137.337 3 3 475.149967 1033.746 77.9981764

4773.368 3575.296 3 3 9624.867 4659.98467 302.826827
99.04455 91.15868 3 3 66.2433167 92.83362 1.49822564
197.3712 208.0597 3 3 297.2056 208.769433 15.1433454
352.5804 406.1177 3 3 724.205867 401.117633 52.6900403
6586.821 6703.405 3 3 5495.39633 6554.992 158.752462
2615.099 3033.71 3 3 188.887 2553.66367 19.160079
3425.168 4275.551 3 3 650.0182 3818.47733 540.054226
143.1622 133.1886 3 3 216.895467 137.479067 16.5068548
2906.039 3171.945 3 3 1790.25067 3042.4 237.866271
102.5814 111.7043 3 3 73.7622533 107.0583 5.64634863
1099.941 1218.117 3 3 2379.128 1163.54667 258.438829
1922.391 1842.768 3 3 1091.25903 1874.769 165.750846
52.8028 47.51152 3 3 32.7743533 50.7321933 2.71648924

113.0124 99.26545 3 3 66.1151767 106.63265 5.50483518
50.15894 32.58306 3 3 1891.85767 42.5952033 404.03039
50.62036 49.57673 3 3 787.965633 44.0230733 162.288414
42.50647 53.54993 3 3 1441.57367 60.4914067 301.266296
894.3427 940.4034 3 3 462.116333 934.672767 96.2154346
178.5107 173.7278 3 3 237.430167 172.7722 12.6847103
3460.64 3534.296 3 3 5932.807 3387.521 522.795108
545.479 550.9442 3 3 463.417933 555.551 15.4400485

1713.551 1814.43 3 3 1234.549 1797.092 96.7730429
223.7292 299.4438 3 3 722.7803 286.696033 76.3155158
2224.623 2243.25 3 3 7428.12933 1841.12233 1019.86736
178.9555 93.70828 3 3 501.823367 168.96766 18.4042695
868.9807 915.175 3 3 1410.70233 939.419233 58.9145699
370.0267 650.0342 3 3 1540.51433 492.790367 180.404361
31.4047 32.31083 3 3 2129.08533 39.6333533 459.761001



231.2523 332.3428 3 3 577.2928 280.867167 41.2856386
3214.772 3259.389 3 3 2726.24133 3300.562 58.4224626
5048.146 4949.765 3 3 4734.50567 4997.67367 30.8471998
883.7763 908.0711 3 3 606.935267 910.008533 61.1326032
658.127 641.7986 3 3 1932.723 715.982533 243.124419

28.87546 5.628072 3 3 105.280993 20.315384 13.7783382
2605.985 2480.874 3 3 3064.28267 2493.50933 67.8211855
29.30252 41.27983 3 3 533.783033 44.2199633 107.220383
13.44287 9.162553 3 3 191.668 14.0944343 39.0427862
486.9795 710.5595 3 3 2990.23867 564.028267 523.524116
887.0709 877.0602 3 3 785.953433 872.595533 8.71928163
38.97167 52.3177 3 3 1335.801 40.88522 287.40786
105.9033 104.9514 3 3 757.037533 104.694433 144.942446
311.7733 553.164 3 3 1031.101 427.223933 57.9789991
2275.355 2079.228 3 3 1245.365 2197.35067 184.240953
899.2177 873.5778 3 3 1382.51367 911.604333 94.291734
317.6092 411.9779 3 3 66.8452367 384.891967 39.6390227
16.71937 22.91481 3 3 972.241633 22.6202767 211.331946
1915.433 2023.891 3 3 3550.784 2044.79367 304.542035
111.7581 161.9669 3 3 4281.25233 125.923067 925.562359
1094.611 1090.541 3 3 1654.375 1142.95333 73.3110642
130.9504 141.9991 3 3 65.91394 131.2103 9.92738866
380.3458 324.1845 3 3 1087.24077 413.794767 102.126884
478.3562 566.1754 3 3 1307.39267 556.355733 150.954113
167.2879 158.3196 3 3 41.48953 151.459567 14.0887112
6351.379 6488.708 3 3 5332.032 6335.29733 155.413001
194.4261 201.616 3 3 161.9118 194.796367 3.17145542
961.1398 940.5646 3 3 1464.88433 964.286733 109.17895
2458.459 2818.811 3 3 1763.06967 2662.84067 79.9179961
1020.99 996.9567 3 3 1658.04167 1042.8969 124.049934

7448.385 8064.601 3 3 5287.96467 7567.34233 241.690177
240.7717 259.8756 3 3 329.456333 246.086133 14.2730714
45.28281 42.0328 3 3 265.162533 36.5431967 49.6900853
557.3931 449.8833 3 3 851.696067 469.313667 30.379545
919.4556 980.9594 3 3 1854.72867 1048.77033 50.5568686
51.82452 45.52472 3 3 136.853933 57.1753167 9.67839305
931.3013 897.0412 3 3 1163.361 938.751833 20.9831219
2338.177 2456.296 3 3 1444.28767 2428.67 206.282055
1103.774 1039.409 3 3 610.225967 1119.281 72.4327362
578.5347 452.6409 3 3 1201.531 546.812167 121.622475
565.3479 456.0807 3 3 863.970933 475.856433 31.566855
795.8196 690.7079 3 3 130.176273 694.051733 78.1687372
1573.727 1816.492 3 3 3159.757 1839.504 106.735488
840.6403 832.0369 3 3 1375.505 795.114433 109.639265
677.0412 796.0328 3 3 1313.03267 766.0982 95.1976403
92.17327 96.40507 3 3 158.228867 90.3223033 13.5301839
650.5294 740.1204 3 3 397.2896 701.217833 50.9175583
219.5513 253.6962 3 3 61.8774133 241.110733 35.862389



1373.315 1331.249 3 3 1126.84 1329.28267 7.83092657
241.7006 231.8585 3 3 376.6882 248.1636 20.7395482
17.83154 18.4549 3 3 44.2359433 20.08278 4.29061985
42.03239 58.42507 3 3 602.890067 47.7830567 125.111281
7.572321 15.85892 3 3 225.985733 12.095157 48.1752802
561.6586 546.5054 3 3 1906.916 584.006933 294.533877
167.877 157.127 3 3 207.660833 164.087767 7.78927786

726.9367 688.5131 3 3 145.413323 735.712733 123.135744
2487.864 2022.519 3 3 6426.08767 2459.39967 793.107635
2164.258 2343.032 3 3 3401.88333 2206.08333 242.594097
5871.076 6060.346 3 3 3173.09633 6145.82233 592.244143
11.22441 4.617812 3 3 191.864533 6.85855 41.924495
32.2704 25.87326 3 3 201.8878 26.80529 39.519849

80.10554 89.22518 3 3 152.346867 88.2159133 12.426747
1484.761 973.9865 3 3 2950.30233 1364.34583 102.29152
274.8684 346.0972 3 3 101.84263 329.007167 19.4210973
1021.73 1102.339 3 3 707.3349 1060.98567 69.7080696

1377.242 1431.894 3 3 1900.1 1419.23067 102.968948
642.6956 732.6042 3 3 1033.77013 696.033033 60.731644
427.793 348.596 3 3 1819.29767 412.7844 315.145386

116.1844 86.49216 3 3 619.975633 91.8807933 118.37105
191.9323 234.7714 3 3 398.489267 220.998767 31.7422017
624.4733 701.9824 3 3 364.184767 678.726567 54.1878031
1017.747 982.4736 3 3 663.995833 1006.98787 75.3821951
3266.909 3287.849 3 3 5852.83767 3299.179 581.954413
3048.271 2777.432 3 3 1833.64067 2821.202 85.9249119
23.73904 7.98721 3 3 779.962367 11.6698523 175.467082
92.13902 111.2055 3 3 371.925733 126.072273 35.9409095
170.1919 175.7609 3 3 96.2828433 178.971067 15.5850118
729.1154 537.5981 3 3 3520.853 725.199167 613.19752
405.6418 468.629 3 3 2142.01267 479.824933 372.394307
2636.046 2397.269 3 3 1205.718 2668.517 170.293429
78.03249 27.0146 3 3 1061.87717 42.5008533 231.64841
1961.257 1879.421 3 3 3336.99567 2020.57467 243.806608
163.4492 417.9061 3 3 997.9372 275.3997 103.083425
14.90589 17.76711 3 3 23.0431133 16.1310067 0.58869006
103.1955 90.06181 3 3 587.867567 111.51777 106.113316
94.10601 92.47929 3 3 121.2291 94.1027833 6.01569159
163.4358 152.7159 3 3 202.252 159.785733 7.59725867
163.4358 152.7159 3 3 202.252 159.785733 7.59725867
3362.495 3818.731 3 3 4913.76033 3650.801 146.064322
1192.913 1197.412 3 3 827.2987 1227.14433 73.3542133
252.3242 299.7901 3 3 136.087933 288.420267 14.3636405
153.6228 143.5005 3 3 87.30357 151.014233 13.0872001
13.9613 13.09175 3 3 1394.775 18.0392567 317.254807

117.5504 98.25428 3 3 45.1604 109.660093 10.902271
22.31243 24.89157 3 3 549.981367 30.4837967 119.220343
3667.564 3653.864 3 3 2094.069 3771.67833 335.854983



5117.916 4795.666 3 3 3980.332 5054.047 84.2788503
1731.698 1536.272 3 3 762.858 1641.36767 177.27425
161.2919 175.8776 3 3 608.923667 199.951033 76.8852263
1381.667 1202.455 3 3 3025.84567 1418.368 286.483451
10.76122 19.78537 3 3 85.0843033 15.7861167 15.3404101
411.0949 377.3056 3 3 1093.65453 447.4018 116.319216
1059.062 958.0537 3 3 1553.46467 1006.5649 115.878904
24.90162 7.426456 3 3 577.107733 17.025022 129.359837

1346.3 1410.088 3 3 1793.11967 1420.697 31.6063575
1346.568 1564.81 3 3 2193.31633 1501.72333 86.2854833
740.6982 756.267 3 3 1154.534 764.836467 85.4818816
102.0006 73.60921 3 3 167.608533 90.8479167 9.40044367
74.98047 63.49841 3 3 41.8302667 68.73831 2.30728691
615.3392 577.1293 3 3 1457.63433 632.6728 179.963581
869.9371 1088.386 3 3 419.7915 985.473867 72.3245198
854.7314 959.3177 3 3 159.38734 935.9701 165.323268
19.13817 15.74136 3 3 30.86065 16.9492533 2.61695548
121.1653 107.169 3 3 503.9485 146.033833 61.9588895
2176.198 2708.287 3 3 5059.81433 2298.847 529.785845
6436.302 7078.357 3 3 3217.941 6722.93033 747.813747
693.1467 701.2429 3 3 473.521 704.8003 52.053126
127.0971 121.8506 3 3 276.935833 141.0976 12.8470858
40.18098 46.38897 3 3 1652.746 50.34544 373.16501
64.8507 62.34724 3 3 474.986233 79.5165467 87.9272068
226.559 203.1317 3 3 405.382133 217.614467 41.9337116

831.2228 582.4135 3 3 2694.592 748.8256 430.458008
3067.137 3028.118 3 3 2713.627 3068.32067 72.0151479
1.82875 0.01865146 3 3 1049.8656 1.90843415 244.934147
1272.58 1408.088 3 3 1953.54867 1359.389 116.683067

943.1061 1029.501 3 3 438.230367 974.649867 116.151926
943.1061 1029.501 3 3 438.230367 974.649867 116.151926
102.2368 75.35915 3 3 867.39 102.359183 177.039521
1317.745 1179.035 3 3 671.344167 1203.57 68.5172184
1764.778 2099.073 3 3 493.228133 1822.55533 182.199038
567.481 606.0331 3 3 1130.719 626.8294 93.6036514

728.3817 642.2777 3 3 1480.28233 735.982867 144.549341
198.2676 184.8984 3 3 85.7291 193.7711 24.1724121
105.2596 109.0412 3 3 75.8174267 106.047933 6.57732026
333.3669 339.7736 3 3 288.022567 336.1686 10.8366183
309.5909 276.3637 3 3 170.158467 305.9989 15.3629115
1000.487 910.39 3 3 1590.56133 996.370333 111.767598
4286.303 4493.247 3 3 3520.703 4477.57133 130.090331
497.9063 405.1155 3 3 2365.971 533.273167 405.010316
125.072 132.6476 3 3 1855.02567 129.220933 406.443621

7.862163 13.52438 3 3 1311.04863 10.7910677 306.363228
16.36488 19.41714 3 3 86.29545 16.5148333 16.2002134
14.98697 5.800851 3 3 1267.5005 9.512035 296.504873
398.7237 524.9152 3 3 1198.71167 534.9086 67.0133123



214.6882 108.4553 3 3 1332.14467 153.210833 272.515644
2337.705 2344.318 3 3 4433.67133 2369.51967 484.559933
764.7724 1011.961 3 3 130.20906 878.738733 125.107397
474.6746 486.476 3 3 980.6011 521.7575 81.2656964
229.7305 235.3856 3 3 138.042367 232.7194 22.1651409
474.5231 449.3816 3 3 105.148747 488.7875 76.7120319
130.3176 168.3427 3 3 298.2016 150.004733 29.3498724
270.0695 314.3775 3 3 664.661967 287.3982 85.8933177
3458.448 3963.057 3 3 5426.975 3635.51233 313.9787
92.03613 62.46609 3 3 1944.31233 69.9024467 442.594243
14.52348 11.36095 3 3 67.57922 16.08277 10.7754438
207.6459 196.7221 3 3 116.022467 207.2077 18.9583151
12.08637 11.07679 3 3 7.582195 12.0800167 0.36877285
87.58992 89.4818 3 3 1274.38467 93.6244067 279.802589
1463.992 2096.277 3 3 3590.604 1709.14533 289.941345
39.25564 40.37503 3 3 1927.292 45.5069733 446.279942

239.74 267.1662 3 3 184.3854 251.035333 6.67591884
76.21534 89.43889 3 3 46.1100633 81.7713667 4.95659012
419.8991 492.8226 3 3 976.709733 473.3591 109.898702
53.23446 50.84215 3 3 65.6405867 52.5822 2.69979677
2881.992 2462.455 3 3 3968.32233 2758.54133 126.908106
1027.844 1004.565 3 3 346.5004 995.9934 149.699502
20.90021 36.80953 3 3 847.834333 28.9895933 194.223066
492.5697 297.987 3 3 1113.58133 433.0201 111.191473
108.9977 516.2009 3 3 1807.556 291.175667 294.937204
299.4098 391.4119 3 3 905.771 396.696467 68.0192978
412.9438 545.597 3 3 1257.83833 556.849767 72.823521
11.09586 7.583907 3 3 382.916067 9.304169 88.7917738
3287.946 3716.031 3 3 4776.623 3556.896 171.149151
6903.65 6574.703 3 3 5296.41767 6762.39667 304.860111

3823.725 4024.118 3 3 2391.72633 4048.977 313.799192
511.9674 922.7209 3 3 2011.28267 652.033267 222.694929
135.858 79.31361 3 3 274.357067 113.70867 23.4438015

778.6874 802.4709 3 3 559.420033 825.0559 17.0122027
29.26521 23.33676 3 3 272.518433 23.4897733 58.9961501
997.6597 1016.266 3 3 1664.185 1017.31523 152.665914
2877.422 2912.382 3 3 2091.121 2865.73833 176.500543
604.6779 586.9022 3 3 1248.57733 647.711467 110.896327
231.7875 158.1668 3 3 384.989733 184.041767 24.032655
22.47465 19.00775 3 3 59.6582067 24.2579267 5.57371178
407.1365 433.3675 3 3 579.869967 430.088267 28.5149186
49.86148 70.87302 3 3 234.266033 62.4382533 39.489737
52.2915 24.19665 3 3 462.2639 36.22864 100.705143

1051.841 1187.094 3 3 612.7272 1125.698 101.763959
220.4301 138.0999 3 3 32246.24 196.370367 7664.44752
1769.153 1828.787 3 3 4685.51567 2057.868 439.499878
2730.819 3003.389 3 3 1538.681 2833.72067 272.150629
858.1157 922.2385 3 3 1274.93667 881.9908 87.2904449



1045.259 971.2988 3 3 1570.30933 1009.6776 128.999793
339.2368 340.4616 3 3 540.453733 354.574433 36.4948992
1031.386 672.4384 3 3 1928.09467 938.008133 42.8511111
693.1839 747.6269 3 3 1007.89563 733.268867 55.6198541
123.5401 134.9366 3 3 325.2087 133.963233 44.7653233
18.50028 6.320368 3 3 142.277633 11.9660793 30.6643757
121.6654 138.8085 3 3 89.4504767 133.377 2.84594524
59.73102 50.55531 3 3 700.865467 56.1707567 154.663412
2197.599 2089.106 3 3 5007.56367 2025.39867 684.131554
319.1543 317.5081 3 3 666.910267 313.8822 84.4147185
382.7873 404.5196 3 3 836.4172 435.520933 62.4247521
1539.534 1721.372 3 3 851.971333 1738.66433 45.0483817
100.9335 199.8544 3 3 2173.47467 137.2996 486.513291
40.87019 40.24194 3 3 151.3007 48.1164233 21.0685427
1266.771 1500.804 3 3 3158.61367 1402.46833 404.635559
625.754 728.1998 3 3 1298.854 664.246833 142.146462

1158.866 1452.561 3 3 203.041663 1335.04067 223.707424
1177.607 1122.163 3 3 2107.649 1192.16933 205.896797
120.3462 114.7771 3 3 85.607 115.822667 6.0077261
36.47369 38.37829 3 3 25.8533633 37.0009833 2.39907411
149.0573 87.85414 3 3 605.004167 104.253143 114.072631
26.64542 74.54264 3 3 3246.59767 47.2572 771.105192
180.7913 184.681 3 3 91.1249567 172.0941 6.16321978
994.5794 1101.485 3 3 1399.04233 1060.8948 57.4557254
225.3209 228.6294 3 3 1748.146 249.107767 359.695802
525.5353 613.0011 3 3 1423.191 590.643433 192.591789
774.428 1127.574 3 3 111.464947 955.419967 101.302935

530.6492 810.3589 3 3 51.72161 663.078967 45.3585316
1491.652 1152.393 3 3 2306.611 1339.941 157.304804
1281.993 1036.205 3 3 3386.74567 1272.039 455.426061
54.82949 58.50595 3 3 692.107433 50.9208967 154.548072
138.5986 128.2095 3 3 596.961233 155.8176 99.1881636
350.3719 488.7111 3 3 1170.254 503.357267 11.5981569
437.1201 365.288 3 3 164.983333 403.507667 44.9540188
198.4815 208.4773 3 3 151.512433 198.263933 4.60970563
493.4694 588.1923 3 3 836.384733 548.2682 49.4716042
88.1066 115.5177 3 3 33.68698 107.510133 5.81113845

264.7792 249.2665 3 3 763.2005 279.498033 110.255008
656.2664 653.7228 3 3 433.358533 655.712167 53.8505087
1581.112 1595.196 3 3 1159.40567 1608.641 102.732095
823.4935 861.579 3 3 1908.39367 809.156033 259.49901
865.9793 740.7953 3 3 2738.718 879.3552 427.493729
431.5056 557.6258 3 3 187.762867 509.969967 38.0340511
1088.77 963.1837 3 3 3041.58333 1139.79223 413.992192

965.5267 740.5721 3 3 124.967463 932.566267 83.9836454
778.2762 609.7239 3 3 298.2979 694.2615 46.9187819
2.140583 7.039237 3 3 4102.90967 4.764248 999.166577
2.140583 7.039237 3 3 4102.90967 4.764248 999.166577



2.140583 7.039237 3 3 4102.90967 4.764248 999.166577
2.140583 7.039237 3 3 4102.90967 4.764248 999.166577
2.140583 7.039237 3 3 4102.90967 4.764248 999.166577
297.1432 370.5622 3 3 1084.45783 309.338267 180.474598
1075.318 938.8454 3 3 1590.39367 1001.60187 126.119429
1212.419 960.3434 3 3 2441.95067 1154.44247 262.63277
504.6213 751.2318 3 3 55.861966 658.524133 60.2413213
1425.795 1258.303 3 3 1727.43233 1337.61633 44.6243672
17.99035 19.58262 3 3 12.47016 19.4447333 0.98615721
39.07631 38.41198 3 3 26.83322 39.5082933 2.78205823
149.8676 150.4127 3 3 90.5356467 143.4984 5.96269165
1179.457 1411.352 3 3 1847.86667 1280.17767 71.866992
160.9876 110.6845 3 3 3155.70367 129.486267 740.463967
1747.015 1630.022 3 3 971.5126 1681.83867 163.38625
99.1461 85.62665 3 3 15078.4667 93.1144667 3670.73747
230.043 293.5186 3 3 632.779867 236.925767 80.9708317

686.9317 702.7448 3 3 2220.53667 754.380833 344.531688
506.8259 561.7842 3 3 220.3861 503.826333 36.0007149
1867.704 1924.13 3 3 308.973143 2019.46567 360.939542
208.8465 190.4154 3 3 293.864067 202.819533 19.6413133
1098.511 946.1431 3 3 1606.71767 1031.14837 118.308076
117.5224 138.8652 3 3 74.3434567 127.856667 7.68383743
90.40785 68.60392 3 3 335.642833 77.6361 62.4649733
117.0345 128.5901 3 3 87.26709 123.2387 6.66681394
175.7733 152.8297 3 3 251.362433 168.6953 14.990707
1192.372 1287.432 3 3 2071.35133 1321.61833 108.543729
777.1789 837.5244 3 3 536.7394 833.216767 49.1015896
891.7825 957.7098 3 3 706.204667 904.652167 9.45694869
256.9793 295.5256 3 3 128.669133 274.072667 29.9416171
290.993 316.1887 3 3 174.1503 313.361933 27.0235764

11.58064 14.65989 3 3 23.40824 13.48725 1.7896544
251.7663 234.0595 3 3 634.761467 269.805733 76.4625962
91.30951 106.0628 3 3 39.0468633 98.8318367 12.7675064
2620.978 2567.412 3 3 4426.86333 2668.14733 413.905939
7.128009 5.566418 3 3 3657.32567 6.11508767 901.307557
1060.962 1233.88 3 3 660.728533 1144.88333 82.4101852
137.1845 101.2166 3 3 46.49639 121.3988 2.0726987
2468.783 2689.115 3 3 3421.77967 2630.17833 135.072561
9.189626 7.323698 3 3 1396.15667 8.336864 342.971869
3102.26 3548.738 3 3 1688.60533 3233.29233 265.314734

1292.773 1335.006 3 3 1042.98923 1340.48133 53.3099926
983.812 921.3898 3 3 1467.74467 958.8343 121.548826
3566.46 3465.251 3 3 3127.096 3563.52667 47.8794294

409.6114 468.9952 3 3 150.6322 420.6425 50.4383566
513.1964 607.4766 3 3 1041.4354 598.8217 73.1245239
3695.675 3931.728 3 3 1849.86 3976.042 429.252302
768.5283 997.0236 3 3 1458.75467 921.747333 9.03514529
117.5402 92.25719 3 3 1273.299 115.61913 286.418275



435.8078 479.0974 3 3 342.8164 456.090167 17.7909085
75.57019 83.39533 3 3 126.878667 80.6452367 10.601651
190.327 165.0281 3 3 447.976033 173.429833 66.5949123

63.29747 49.24318 3 3 367.104167 54.2144067 77.3143709
15.01583 34.6436 3 3 484.834933 25.2674333 113.776979
244.1185 250.9922 3 3 78.4099933 272.0317 22.532516
3652.615 3555.871 3 3 749.424067 3697.69 713.243897
1219.766 1092.053 3 3 199.85863 1111.957 203.894023
47.43054 30.41491 3 3 130.189733 38.7200033 21.118263
1013.281 962.6583 3 3 1325.12867 961.723833 74.0073934
1013.281 962.6583 3 3 1325.12867 961.723833 74.0073934
4432.971 5104.908 3 3 2786.677 4717.07233 331.789354
1467.817 1625.152 3 3 984.535267 1580.42933 111.239168
130.5724 133.3249 3 3 80.1997 130.799633 12.3660686
304.9031 405.867 3 3 117.670833 344.769533 17.7534466
490.6774 554.738 3 3 723.163867 504.728367 31.1448563
201.3602 113.6798 3 3 780.450067 206.793033 106.279841
327.0506 464.3228 3 3 748.441433 403.848267 49.9933802
1300.181 1598.675 3 3 2540.162 1477.07833 214.423059
960.1733 880.5786 3 3 1857.16767 908.3599 232.844008
204.2095 195.6601 3 3 376.911267 203.791433 42.5408037
27.28828 15.49225 3 3 190.109267 19.1509067 42.1507666
5448.021 5689.89 3 3 3055.291 5628.54233 623.398584
34212.4 36515.57 3 3 3505.67033 40604.17 1548.44588

1569.327 1454.442 3 3 2275.15533 1557.69567 150.647861
34.44583 32.57131 3 3 215.254767 27.7084967 45.8791147
839.3909 904.1012 3 3 442.360033 930.057033 60.8046282
304.7493 292.438 3 3 164.556567 301.4757 33.4045246
2306.837 2450.488 3 3 1440.76233 2320.982 183.279098
132.6742 125.4878 3 3 336.275267 137.175967 47.8036459
269.9677 331.686 3 3 167.776533 306.7753 12.6532595
23.42562 11.23035 3 3 333.426467 18.83875 78.7629288
293.7696 278.7983 3 3 217.548767 278.726667 3.04934339
461.8112 983.2853 3 3 2138.435 671.5584 245.640308
431.149 439.5035 3 3 235.616133 420.6153 38.7508083

540.2894 541.3784 3 3 730.025733 551.447267 41.0199119
113.2718 122.0278 3 3 64.5297533 123.135733 10.4062395
3706.635 3699.813 3 3 2868.01867 3675.78 197.72282
1223.054 1078.718 3 3 1571.696 1115.74967 65.3643804
46.64573 43.66393 3 3 292.078567 52.86861 58.7236495
1868.027 1900.676 3 3 1248.82133 1898.78067 160.949042
168.6326 141.4386 3 3 270.4874 165.955033 12.2769311
599.7112 524.7255 3 3 402.5788 560.633067 13.1154153
104.592 103.1261 3 3 964.554167 94.8877067 218.636074

77.37066 66.93549 3 3 139.919533 70.96083 16.4587875
733.6844 716.2033 3 3 1646.64533 747.324133 223.283522
936.7218 1124.247 3 3 188.649897 967.054467 132.98643
558.6729 529.6961 3 3 811.877833 539.818233 66.6550903



2453.292 2185.241 3 3 4989.11167 2610.43333 296.268587
242.2111 241.4422 3 3 156.794167 240.1478 20.8304042
1158.734 989.4845 3 3 246.9601 1155.39683 160.156259
994.498 1235.831 3 3 4217.49167 1065.45043 782.611455

2456.256 3178.547 3 3 323.46528 2608.45667 269.085355
1401.882 1544.958 3 3 1863.55833 1468.014 69.2908003
1681.653 2265.25 3 3 6630.44467 1874.14133 1154.37813
1336.479 1353.886 3 3 1719.83833 1350.035 92.7686461
277.6381 296.1154 3 3 215.2313 281.103967 9.61814074
43.23599 8.948379 3 3 163.518667 22.6640197 30.7055088
39.24928 31.24712 3 3 59.63106 33.7786367 4.51274335
716.103 888.6641 3 3 1812.46667 865.164833 195.664356
227.577 218.6133 3 3 443.705833 225.33 55.0081874

21.85873 23.25042 3 3 17.96479 22.1595467 0.42124226
1965.699 2448.239 3 3 459.2032 2170.57233 355.061673
452.0659 608.2097 3 3 151.492893 558.6302 46.136037
297.2819 381.3752 3 3 29.6676793 378.343767 38.5626097
1349.691 1505.921 3 3 2600.08133 1389.56867 289.463212
1181.361 1504.552 3 3 224.034547 1344.82233 233.990433
238.4049 225.5191 3 3 848.8617 287.1514 105.572273
548.4979 610.8356 3 3 379.182533 582.6755 40.9023188
18.91195 21.08339 3 3 12.1843367 19.5446267 1.30586657
221.4245 218.4124 3 3 366.7817 205.4089 32.4352738
4653.279 4954.521 3 3 5482.33533 4775.203 84.9867079
56.93261 35.75346 3 3 191.620733 47.3962267 35.0942659
215.0192 217.5872 3 3 263.2664 221.9233 3.78317743
937.4734 1149.74 3 3 351.1512 984.1124 64.1266305
1549.766 1762.628 3 3 674.7645 1735.12867 207.246259
1152.889 1343.617 3 3 2282.68533 1198.69633 244.559794
226.0965 267.892 3 3 495.9589 272.399233 29.541997
2547.114 3939.61 3 3 369.66012 3342.66967 244.385214
85.88781 36.38831 3 3 221.8051 52.7872333 32.161047
1535.599 1582.832 3 3 2443.686 1507.508 220.10408
2806.764 2696.887 3 3 4407.099 2747.44067 419.932484
707.0435 768.0716 3 3 2076.74667 713.2366 344.112549
202.3334 184.0189 3 3 108.981193 200.9001 16.9878376
5352.375 5859.46 3 3 1178.5448 5674.795 1113.9722
21.10715 7.61442 3 3 197.899733 15.7537467 46.00368

0.1080904 2.459338 3 3 616.6271 1.9999478 157.117188
128.5059 146.7243 3 3 11676.7217 131.0433 2951.75647
56.88616 53.58206 3 3 782.6907 54.4194467 186.236006
943.1105 950.9993 3 3 266.748033 929.8763 166.921089
872.5035 1216.314 3 3 192.504067 1052.99417 136.612072
2260.928 2562.646 3 3 429.006667 2228.54867 297.648666
54.22794 54.22839 3 3 118.3712 52.4839733 16.6061211
206.1314 199.7905 3 3 166.478433 207.784233 5.67069935
279.2095 269.8563 3 3 218.0727 269.4401 8.57765509
1672.756 1750.383 3 3 1416.45633 1747.19567 43.2391669



9906.307 9701.482 3 3 7558.21933 9673.91467 482.743232
930.0087 1082.209 3 3 1852.41267 961.032233 200.855357
234.133 151.3201 3 3 433.952433 198.682967 42.6703848
1.02971 0.00169226 3 3 8.76434967 0.3588904 2.07756177

628.9068 536.4313 3 3 987.6068 578.090167 94.0754213
67.44118 129.6194 3 3 338.0888 93.33725 53.8607479
17.76274 13.11731 3 3 371.0037 14.3758033 91.593927
2.336471 5.452186 3 3 2379.466 4.172827 610.747767
34.26598 34.53545 3 3 116.497287 29.3727333 20.6401949
797.2036 475.1784 3 3 1519.65733 613.2048 163.895482
274.7326 263.3211 3 3 84.76395 273.1161 47.5909015
6309.862 6446.515 3 3 5367.58833 6292.719 173.51184
1083.677 1495.685 3 3 2505.27433 1273.425 239.514334

450.08 451.7553 3 3 253.5214 474.613733 39.4496533
57.91704 50.74112 3 3 113.72507 50.9494767 14.6392069
346.2054 257.9838 3 3 56.60856 311.1544 46.0127844
2641.136 2884.354 3 3 2260.35233 2800.23067 20.0858578
324.9271 304.8917 3 3 496.595867 317.2092 45.0392355
1700.231 1858.174 3 3 2616.85833 1808.594 186.412207
64.02025 44.79014 3 3 239.412267 55.96597 46.3540016
1582.407 1498.508 3 3 863.3114 1580.45967 166.754477
882.4792 802.586 3 3 1091.91533 829.171967 49.8295281
11.33138 13.3302 3 3 216.720867 13.1311633 52.6106619
883.2983 807.7347 3 3 538.4161 867.742633 65.8875661
455.5047 418.4862 3 3 1138.72733 475.019267 157.463692
57.17112 75.51441 3 3 2177.40533 67.1831267 545.959411
19.76377 22.6195 3 3 418.0571 21.5157867 102.663968
37.09184 45.28793 3 3 288.570933 42.24492 63.6298054
221.3693 233.7659 3 3 172.303967 231.7426 12.0948765
298.6956 330.3594 3 3 882.034167 327.388033 141.086512
1821.596 1693.602 3 3 1131.7381 1723.99167 126.748316
247.7988 264.5182 3 3 327.123833 261.8972 10.8154901

24.383 16.67932 3 3 37.4876933 19.7311867 2.10340576
1184.845 863.6218 3 3 2472.81633 1067.06593 318.729461
61.2352 59.48359 3 3 37.65988 58.5077467 4.26351078
332.355 356.8897 3 3 532.4665 332.0273 45.5824187

62.78635 42.57757 3 3 123.493767 60.03525 2.59882162
115.9032 102.5275 3 3 65.0780933 107.062667 7.74776385
6258.831 6190.964 3 3 4702.067 6298.47567 392.700398
2887.566 2813.502 3 3 1766.28933 2855.73567 280.161578
436.7495 418.385 3 3 625.3116 442.468467 38.7519054
590.0361 561.2039 3 3 933.197 606.564467 64.1113136
833.5879 842.29 3 3 1029.753 806.171767 18.0351447
2705.12 2571.01 3 3 451.8385 2385.253 236.668305

167.4544 152.8954 3 3 445.5732 193.499567 30.1612373
609.7581 668.0466 3 3 175.142967 615.954233 103.464302
295.4022 294.6624 3 3 95.60914 323.718667 32.3983495
2708.778 2683.313 3 3 2277.968 2642.04233 7.25573456



496.5567 553.4058 3 3 373.0394 512.318167 4.81196777
1029.834 1171.871 3 3 722.634933 1126.36267 63.6950661
283.976 295.5009 3 3 779.787833 283.0478 128.868967

617.7148 622.029 3 3 424.774333 645.629733 36.3451154
406.5759 389.5391 3 3 277.973333 394.310767 28.3911989
972.9142 930.465 3 3 1221.84133 926.702933 60.0287115
82.74281 59.52623 3 3 338.129533 71.0558 68.6976373
1373.131 1472.492 3 3 1951.40733 1451.61467 109.799504
495.9095 478.7057 3 3 324.1731 503.082533 36.8973469
3094.015 3563.544 3 3 2119.81133 3391.39633 208.23335
804.7911 859.1935 3 3 565.548433 852.8097 59.900681
50.4268 66.66367 3 3 3171.85667 65.2192067 811.830701

694.1443 612.1035 3 3 467.698533 665.173967 23.3767631
318.7818 229.8816 3 3 555.981033 271.049833 59.5048578
688.4533 600.3228 3 3 887.8672 653.552267 39.517
751.4343 720.4767 3 3 180.75509 698.823567 118.386441
2067.77 2495.589 3 3 3768.89133 2262.53833 329.716351

495.5412 516.2863 3 3 740.617067 518.7579 52.6778572
608.8408 675.8367 3 3 271.634167 682.732033 74.7706805
1919.918 2071.883 3 3 1489.481 2054.265 76.9313615
193.6071 193.9718 3 3 140.944233 199.714267 11.4855414
3753.887 4672.569 3 3 847.2222 4128.77533 712.550547
553.6483 557.1826 3 3 1305.28833 608.837467 157.441385
231.0132 237.3717 3 3 352.3276 230.419867 31.1323275
1232.309 1270.781 3 3 788.7432 1208.66967 79.1256211
433.1759 418.475 3 3 736.317833 450.284267 61.5445883
13.60044 18.16142 3 3 127.6418 14.7267767 29.4842834
1442.368 1351.436 3 3 1034.66953 1421.88167 80.0640505
549.9822 476.9501 3 3 704.865667 514.107133 34.3516598
330.2282 350.7228 3 3 861.908367 388.002967 92.9484704
3874.359 4202.866 3 3 5022.19933 4107.645 128.585807
229.2043 211.0775 3 3 816.749433 225.2872 154.999309
1345.623 1384.807 3 3 1002.80583 1413.21433 65.992414
539.7169 571.0301 3 3 732.153933 556.078567 43.5907876
27.64368 46.93404 3 3 237.676967 38.3618467 51.5313614
40.69595 19.23328 3 3 163.499467 33.0030633 32.2241148
304.4004 292.1425 3 3 176.024167 297.464933 31.3895534
6310.97 6478.375 3 3 5385.61933 6315.09233 184.597873

30.00203 33.31986 3 3 1142.62563 28.2655767 293.861523
1413.049 1436.19 3 3 1963.551 1444.309 132.138907
36.12445 11.53904 3 3 256.961767 29.0983967 58.121679
529.8969 502.0468 3 3 839.273267 554.266933 32.613205
969.3852 677.6008 3 3 1826.15567 880.196533 177.237635
2325.176 2740.838 3 3 1575.94467 2475.422 57.119099
125.9859 118.5094 3 3 95.3064867 120.3471 4.348562
11.51185 10.77078 3 3 28.8534133 12.5814033 3.47945095
935.2924 1056.129 3 3 337.0901 1001.23747 164.483245
487.7153 606.4259 3 3 1423.299 589.405233 199.128159



980.1276 925.1602 3 3 531.857167 916.9402 75.9875888
2920.8 3248.047 3 3 2211.72833 3155.23667 142.726082

272.2856 282.2159 3 3 362.395967 274.665567 22.2183089
1254.966 1195.621 3 3 546.3441 1162.601 117.880558
7.264136 0.02369269 3 3 2289.375 4.7432059 604.265678
273.7076 349.5288 3 3 596.575633 296.934667 64.8163134
145.2499 263.6571 3 3 485.407533 223.1159 16.3258996
54.38965 35.49033 3 3 2416.465 45.8181833 627.397994
86.31724 103.2951 3 3 43.88076 99.6999467 8.63377999
1368.382 1355.74 3 3 879.232667 1317.569 86.5740298
1849.185 1850.168 3 3 1121.31443 1949.40467 135.232211
2646.518 2709.91 3 3 1113.36053 2677.493 413.327507
998.6157 1156.668 3 3 1968.21 1160.1279 138.788356

73.337 74.145 3 3 63.03143 73.88736 2.84149709
391.7608 447.1641 3 3 559.9847 429.935633 9.74776269
312.3775 343.4852 3 3 708.528533 339.826367 94.4184777
153.8445 140.6382 3 3 119.183333 147.1619 3.40575913
2190.708 2144.748 3 3 1500.51567 2166.313 175.346807
2300.588 2834.424 3 3 1304.31633 2556.351 197.891373
307.3846 257.1217 3 3 129.3647 269.945567 17.6580251

9.1079 3.975487 3 3 43.3581333 10.2189657 5.52527434
665.8644 644.7759 3 3 1763.75467 688.653667 279.927672
298.8026 312.3547 3 3 205.625767 295.248167 14.2475742
238.8708 265.7222 3 3 803.076533 249.792967 146.611792
830.8698 889.2501 3 3 296.864433 821.3876 119.067717
1975.348 2214.209 3 3 4440.497 2111.875 608.099539
39.69666 35.22485 3 3 218.524133 39.5660567 47.4984066
3244.195 2994.33 3 3 1973.892 3021.55967 183.857635
7.82726 30.1865 3 3 1168.40067 21.24808 305.72319

411.2906 392.5879 3 3 255.680533 389.3649 26.6488428
214.6438 309.2347 3 3 60.9752167 264.3884 26.2817407
1161.572 1297.046 3 3 589.912633 1165.58267 82.5959358
69.88557 66.93797 3 3 219.612967 64.7384633 40.8284833
1383.614 1914.537 3 3 2708.89833 1616.135 106.988694
1706.871 1601.05 3 3 901.615867 1600.33133 153.010052
493.2922 635.0319 3 3 1022.53187 600.683933 60.7801653
1691.98 1775.233 3 3 1069.9823 1827.032 114.245412

912.8203 1187.622 3 3 1772.50467 1048.3841 136.431726
263.9069 269.2701 3 3 323.0159 273.5257 4.86693685
197.5385 98.29257 3 3 884.982433 147.429923 190.949215
1024.308 955.5792 3 3 2124.368 936.703633 302.115579
193.1823 209.8932 3 3 407.2855 195.4192 55.0610165
159.5277 186.3625 3 3 980.2058 173.912233 215.413415
51.36965 44.9663 3 3 364.121733 61.0765867 77.9212812
1164.839 1291.42 3 3 667.106067 1181.382 91.8615121
297.9072 416.4951 3 3 62.0471333 350.425767 48.3870954
110.8272 105.1536 3 3 79.4214667 110.295333 6.68852848
5490.207 7863.733 3 3 1527.98953 6741.591 734.856508



3138.157 3032.502 3 3 2598.197 3115.09433 117.605741
11.87298 5.835863 3 3 898.484833 7.141128 239.422687
4217.086 4051.046 3 3 2642.822 4084.33633 368.341353
356.8754 205.3922 3 3 694.344 310.748967 47.4991975
818.6239 1009.897 3 3 407.459133 934.618367 98.3737159
588.8994 472.821 3 3 1323.35567 556.9002 192.546943
343.3948 86.03427 3 3 851.100167 184.352323 113.254076
506.3944 513.5668 3 3 871.303867 541.859 69.2600156
2820.717 2406.331 3 3 3641.98433 2624.433 178.044079
747.0405 808.5837 3 3 242.527393 786.261367 142.324453
990.1538 712.4891 3 3 2333.91767 947.690633 304.417924
879.8758 1004.032 3 3 1413.89733 950.4508 107.645287
313.5467 287.5595 3 3 168.563967 314.758367 28.0382224
143.6785 152.1948 3 3 71.1206967 140.087067 12.012588
1027.074 1118.904 3 3 462.696733 1181.80533 11.3509164
544.6167 689.8113 3 3 2169.34967 637.187333 406.179798
312.8104 217.5722 3 3 1929.25367 240.3143 451.997283
6634.727 6613.576 3 3 5669.80467 6719.514 230.517599
353.7991 323.614 3 3 596.066433 357.6452 53.4173375
902.6502 600.0624 3 3 1954.87233 822.8993 235.709584
214.6774 204.2941 3 3 131.5901 218.574367 16.7115981
278.2148 295.8663 3 3 227.789033 293.5022 10.6385435
314.0685 335.46 3 3 239.1515 315.599767 7.88023885
913.2461 1012.24 3 3 320.059 926.354167 143.317328
95.10676 101.9786 3 3 60.9659567 103.63942 6.63411049
941.5267 710.1071 3 3 1870.99933 886.798267 215.89007
2488.664 2854.723 3 3 4230.69667 2610.52867 384.856506
994.8222 966.0831 3 3 858.2199 987.776433 29.432696
544.1975 486.399 3 3 211.7728 515.376433 77.1067614
298.6332 341.6481 3 3 183.244267 322.6533 30.8056205
2597.687 3395.215 3 3 4603.26267 2997.15833 175.747167
618.0364 899.6036 3 3 2096.37733 799.297467 314.856303
124.9202 80.39346 3 3 1696.32533 122.181553 425.251602
426.5497 351.6987 3 3 206.263633 385.6752 30.5641122
21.50521 16.44925 3 3 371.0449 18.4920733 95.6670842
1.821043 1.306643 3 3 367.939233 1.638158 99.4461528
1045.791 1021.071 3 3 2221.91867 1096.29133 285.387556
748.7299 938.0167 3 3 410.8887 818.687867 38.5099955
343.2006 370.0914 3 3 545.547333 362.483733 46.8245251
707.3115 590.8357 3 3 365.731833 637.423933 40.7004276
2609.364 2505.66 3 3 4700.468 2687.572 496.12921
300.3473 268.2679 3 3 160.605633 274.126767 19.6204677
523.3887 318.2706 3 3 873.9145 430.828967 60.8635392
113.8579 106.3081 3 3 660.827233 116.056433 147.799353
355.3631 343.384 3 3 520.736067 356.718367 42.3574659
70.40293 76.37289 3 3 53.24292 71.9280467 3.25105355
1328.883 1509.11 3 3 1979.863 1460.77633 81.3228839
956.1184 1023.355 3 3 684.066167 969.3014 60.3907848



40.21248 44.15372 3 3 32.2388967 43.3210967 1.15565438
119.3627 150.956 3 3 64.7157533 130.808567 4.20128293
241.4062 306.7661 3 3 149.6163 271.172833 2.36282145
751.6233 823.7729 3 3 522.7579 771.6651 50.3605305
4569.094 5253.158 3 3 7552.66 5187.204 265.893137
166.7109 170.3133 3 3 114.042633 176.860167 9.02481589
303.5749 407.5228 3 3 643.884533 344.7919 60.1257992
2026.474 1849.413 3 3 1406.71367 1998.02967 85.9051009
5.053933 5.759945 3 3 123.081393 4.345809 32.3916424
1483.325 1622.732 3 3 2935.47467 1503.71667 375.653432
38.70835 40.85063 3 3 25.24812 38.40557 2.47730243
133.5507 111.8278 3 3 78.71172 122.553667 5.07304912
4799.332 5268.169 3 3 1603.671 5109.758 920.831327
189.0482 184.0276 3 3 516.855933 212.332933 70.2924987
31.77773 24.47695 3 3 430.661633 27.4204167 110.303463
1333.238 1643.098 3 3 3791.975 1534.47733 592.78428
70.39902 79.04002 3 3 98.1536033 74.00115 4.84703268
50.13565 53.48839 3 3 107.72085 55.9577267 12.1019851
6.07505 2.169561 3 3 171.009267 2.75204843 45.9740529

1450.587 1845.387 3 3 396.385767 1628.792 271.776338
1679.987 1592.771 3 3 1405.69833 1621.102 29.6598862
833.5222 1059.653 3 3 1811.74133 965.7024 199.690464
6.102371 0.00703561 3 3 265.047 5.4499322 70.9748161
985.0577 922.1586 3 3 601.963867 915.707567 45.870683
40.79058 27.86221 3 3 702.0947 35.0537133 182.812577
3120.431 3020.92 3 3 2319.951 3134.994 187.350295
943.5031 708.874 3 3 1798.12767 941.216367 42.9160297
376.4549 563.4993 3 3 1204.223 478.342167 175.384238
552.9501 709.6805 3 3 1065.7282 622.562667 91.8448022
218.7303 206.4151 3 3 150.305133 205.699767 7.19784403
1684.597 1599.896 3 3 3772.547 1688.971 564.918491
1556.478 1910.955 3 3 684.5849 1682.27533 189.387233
286.9097 233.24 3 3 147.916133 263.723 15.9254703
922.7274 839.3698 3 3 1439.72733 904.021067 135.555024
3333.249 3592.619 3 3 4885.35467 3537.501 322.64193
180.5753 178.0377 3 3 4124.85333 174.9954 1087.1416
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
1653.828 1903.195 3 3 2893.09867 1825.10433 253.821014
559.4456 556.2199 3 3 834.593767 584.2646 51.5538837
67.84637 49.6885 3 3 100.427963 59.1413333 6.84128546
369.2797 668.4944 3 3 5972.452 507.6094 1500.14989



75.59077 80.38775 3 3 58.88489 78.2212467 4.75090066
159.8859 141.9527 3 3 71.9974867 163.531367 8.98679261
1497.742 1489.606 3 3 622.4926 1608.65967 185.633069
465.0802 588.9216 3 3 118.875427 561.059767 87.1603708
204.4793 199.0733 3 3 253.958367 198.438533 13.9493228
326.2858 275.0855 3 3 1112.61407 348.4785 192.606915
901.3335 668.0063 3 3 2115.83267 829.445433 326.829385
3253.348 3648.971 3 3 1767.76433 3286.96367 237.691459
177.0539 171.3949 3 3 153.679167 173.343867 4.3877833
942.7667 1114.01 3 3 506.2616 1101.80457 60.3301281
564.486 537.2868 3 3 789.325667 520.2468 50.4155184

2377.053 2383.396 3 3 748.5319 2539.85367 411.373243
595.4805 611.3967 3 3 140.19784 604.1407 128.134123
1129.592 1244.63 3 3 2646.82667 1220.50767 386.250488
1042.899 837.3044 3 3 1474.68667 928.514633 109.0135
1698.888 2035.392 3 3 1000.1577 1827.27767 139.140159
1364.64 1291.155 3 3 2503.37767 1409.50933 265.370522

559.2634 765.3972 3 3 1039.673 643.541333 18.7396065
56.2618 45.21803 3 3 429.752567 84.17221 75.9894946

41.79372 39.81125 3 3 169.932633 40.58245 35.8126697
399.8056 383.0684 3 3 468.7343 400.595767 5.89165307
31.01562 16.05301 3 3 2890.64567 20.9073633 795.143185
1256.555 1355.632 3 3 983.4709 1294.40967 67.5306362
940.162 890.163 3 3 1305.90333 950.519333 72.9731375

188.8467 137.5157 3 3 276.064467 157.058333 17.840393
1002.061 1033.129 3 3 676.562733 1008.48187 89.4892007
530.3033 527.6452 3 3 2236.32933 540.863867 470.602117
3353.325 3445.681 3 3 2038.79567 3535.295 339.750348
501.9264 671.6523 3 3 79.82894 650.470933 76.0495546
1257.952 1062.093 3 3 638.7301 1155.69167 104.879883
415.0164 465.7978 3 3 1258.03433 497.5148 185.240355
1145.781 1269.263 3 3 1455.84167 1203.80433 32.5748107
1831.626 2147.22 3 3 2770.854 2002.78867 142.418909
1857.134 1790.894 3 3 2568.696 1711.99667 134.838334
293.1512 355.4227 3 3 681.004033 340.142767 85.386829
277.7777 327.7512 3 3 130.312367 306.49 41.7546799
127.1746 119.9311 3 3 92.3880667 122.6295 7.44004562
1119.913 1090.757 3 3 613.239433 1087.76167 127.91251
40.33798 35.64302 3 3 27.5394 39.13661 1.01592708
6198.694 6732.609 3 3 5372.26433 6551.29233 123.352151
864.6971 789.454 3 3 1319.89033 881.001933 69.9682969
229.825 287.0185 3 3 137.9307 256.628767 16.5094113

2858.305 2994.167 3 3 1472.175 3031.91767 389.637913
1456.12 1485.266 3 3 690.375167 1493.93167 220.558068

3979.765 4026.3 3 3 2789.747 4049.57067 342.127649
824.9677 775.1472 3 3 1599.25033 853.909667 184.782063
6288.555 5715.968 3 3 8189.10467 6184.002 365.392248
620.6513 630.0932 3 3 895.6906 652.9061 48.1217876



155.7129 177.6525 3 3 103.69967 169.7577 13.8889534
662.563 559.3804 3 3 1507.11533 582.6273 248.711948

1617.901 1499.982 3 3 2087.517 1556.88133 136.266064
475.1709 295.0117 3 3 1096.2594 441.649333 125.956188
21.58111 18.92812 3 3 976.931933 17.6485467 268.504513
211.1322 341.1553 3 3 821.737367 258.065067 140.412405
3068.089 3122.392 3 3 1522.676 2896.679 170.558389
33.65314 21.17137 3 3 108.90006 29.2792567 21.1743752
33.65314 21.17137 3 3 108.90006 29.2792567 21.1743752
964.3759 1006.042 3 3 502.151167 1021.51863 129.78064
144.8646 157.4071 3 3 75.1868033 160.008767 17.0541595
2009.877 1991.358 3 3 2473.44167 1993.089 133.827121
1333.474 803.6157 3 3 6086.919 1033.55487 1391.79449
124.9359 117.0862 3 3 90.4733267 120.1031 7.15984206
23.68174 19.66658 3 3 334.6508 20.94957 88.0210746
319.7134 361.8759 3 3 463.788267 321.515 5.93864228
18.17106 18.55213 3 3 107.713307 20.4752 24.2156193
279.8923 329.0569 3 3 161.4882 305.259467 32.0465743
766.7589 794.4116 3 3 1428.64767 792.726867 177.099341
395.2755 324.9123 3 3 1668.43233 393.1537 352.570512
5235.723 5042.128 3 3 6837.45767 5165.41233 458.266349
35.6373 47.45089 3 3 100.37869 36.6918067 14.6910585
60.6351 58.13477 3 3 82.1345867 61.0337067 5.05606306
754.462 674.1215 3 3 1063.88853 744.6882 60.7347567

2180.466 2280.454 3 3 1220.8043 2198.90867 265.300576
91.27859 85.24412 3 3 427.047633 98.5649367 90.7901402
137.0972 89.96838 3 3 739.879233 111.251293 175.606187
3096.051 4948.464 3 3 602.6593 4064.649 299.172243
490.5838 496.7088 3 3 339.763967 514.934467 32.7313035
20.17194 18.60772 3 3 25.6835967 18.80282 1.45631353
19.47335 3.147639 3 3 63.3153767 16.7394463 4.22919498
475.2737 321.4147 3 3 2296.11033 501.6921 467.730519
718.1854 607.0832 3 3 1216.98367 724.831667 68.1145513
4170.769 4591.101 3 3 921.008733 4332.57633 937.039716
120.3086 125.8683 3 3 147.612233 122.378167 6.45074546

1732.5 1719.499 3 3 2350.25733 1711.92967 178.643495
1503.267 1303.795 3 3 2113.95 1330.027 151.455218
8.313277 20.88251 3 3 330.0146 23.727199 84.8861726
464.8759 465.1945 3 3 309.203233 487.764 31.5845378
811.0209 903.3723 3 3 464.4458 874.963367 101.908943
20.67147 20.99302 3 3 17.7604033 21.2345867 0.67332701
1416.439 1930.418 3 3 254.0929 1583.79433 226.484352
859.2194 849.1276 3 3 4209.44567 784.050767 962.281544
3015.981 3481.75 3 3 1988.04767 3206.42 243.713355
488.1917 533.4251 3 3 179.34235 530.294067 90.7123309
312.9754 416.5655 3 3 97.48838 348.287067 39.3648686
75.05575 57.48367 3 3 124.5412 60.4478233 12.2802559
228.0171 226.9624 3 3 151.777867 220.996967 16.0625372



1033.851 1019.102 3 3 536.851633 989.072333 110.333383
134.1738 81.47986 3 3 313.915633 129.219287 25.9434839
2371.087 2643.156 3 3 936.0117 2403.533 349.810554
505.1816 743.9263 3 3 1740.485 565.392967 293.656191
464.3397 472.8273 3 3 912.8038 475.128533 123.513788
1140.882 710.9963 3 3 2914.01567 1053.87977 427.722506
433.3566 417.576 3 3 130.143697 468.3627 60.1527686
71.12831 98.83212 3 3 864.5159 129.204977 193.652478
781.889 908.1666 3 3 1675.54333 861.099267 220.639952

1504.279 1473.054 3 3 1236.599 1535.93133 16.6074481
28.21896 35.54423 3 3 10.2845487 31.1469667 4.47725997
52.42205 60.52439 3 3 91.6033167 57.9964733 8.2264527
4507.246 3859.048 3 3 6009.59167 4360.17767 142.454634
2082.331 2230.296 3 3 1784.61867 2165.67167 77.2900001
930.7244 547.2691 3 3 1772.929 838.890833 60.5847353
558.299 796.3926 3 3 1340.60633 638.817133 145.256506

2153.293 1956.867 3 3 1510.949 2122.18 83.5819172
258.2323 253.8173 3 3 348.7967 266.282467 15.1274613
731.4304 701.6873 3 3 1007.05767 731.842933 72.0401167
193.7703 277.0104 3 3 461.177567 246.8451 39.7867132
784.9055 953.5551 3 3 473.116767 910.7283 56.4366082
39.0288 37.40859 3 3 75.1800867 35.72134 10.3160701
182.581 89.79502 3 3 511.3188 132.935573 96.8817695
182.581 89.79502 3 3 511.3188 132.935573 96.8817695

333.3076 356.3828 3 3 197.4208 344.2537 40.1207342
5656.345 5306.971 3 3 2810.285 5182.54867 395.32059
1425.105 1380.328 3 3 1053.849 1463.94833 43.0985857
13.65735 17.29017 3 3 114.929663 12.4807657 28.6239166
405.3479 738.3122 3 3 1621.03533 586.021433 241.699869
392.4941 401.7533 3 3 735.239 414.896333 85.7004759
127.9192 150.939 3 3 75.6227067 137.647367 13.0323699
1187.188 1023.753 3 3 648.405833 1062.3635 40.6165694
445.1675 257.4688 3 3 782.252767 382.584833 34.9087585
30.25694 22.54641 3 3 64.91274 26.7818467 10.1339695
392.3256 504.3188 3 3 161.361467 467.226967 58.1954052
116.441 108.1562 3 3 147.436233 114.600133 7.38238068

302.7987 273.3839 3 3 971.0006 268.9346 196.751677
204.8034 321.2872 3 3 870.044667 239.622667 165.230885
94.29077 92.70308 3 3 78.7139067 94.0018267 4.19854397
2400.655 2542.599 3 3 3086.27033 2548.82433 24.7696661
1274.562 1482.924 3 3 391.615833 1389.72367 264.504238
95.34699 89.07943 3 3 117.752567 92.0930567 6.61907468
567.7311 677.4126 3 3 1063.6051 656.894033 83.3850845
11.55997 1.543588 3 3 2318.74167 10.0552627 659.672758
1394.054 1469.737 3 3 949.310867 1397.347 106.715526
261.3664 319.8987 3 3 144.191733 282.3704 22.3572381
4692.158 4406.603 3 3 3318.45167 4624.94667 319.764751
1673.576 1402.769 3 3 2929.24767 1645.51733 286.420687



1156.415 1271.882 3 3 807.1007 1202.04167 94.9204644
889.7837 953.6512 3 3 1749.31133 951.502967 220.21125
606.3797 939.8484 3 3 2585.257 719.618467 499.185171
306.3241 238.1015 3 3 474.1898 291.7896 20.4194316
598.8707 663.0638 3 3 1256.11733 628.856267 176.786615
131.5297 108.8108 3 3 169.2484 121.9033 6.77977522
264.2699 272.5111 3 3 1436.13667 311.683067 313.441076
2625.033 2687.687 3 3 2405.331 2671.57933 64.5197082
1476.515 1599.136 3 3 2866.56 1538.428 376.325299
147.7318 162.3302 3 3 77.85132 155.9736 21.1471456
69.8307 60.43999 3 3 133.774967 62.7970233 19.4167988

3268.541 3071.628 3 3 2361.585 3174.477 211.554496
95.76087 69.30191 3 3 254.171033 88.7520267 44.3471891
618.3524 462.8533 3 3 853.8719 509.721833 29.4396393
983.8557 1197.172 3 3 161.37576 987.424733 114.377422
459.1231 505.2338 3 3 615.644467 489.9496 24.3293993
773.1307 997.324 3 3 2852.364 791.620367 558.728785
424.0011 451.2409 3 3 824.142133 490.2356 27.0584399
83.42608 72.00713 3 3 197.367733 73.8332867 34.4186275
415.8596 358.9168 3 3 919.5033 428.977167 117.931847
409.9774 366.2279 3 3 706.777533 410.576333 72.5641812
455.8005 463.2037 3 3 316.810667 445.812 28.3726427
1022.072 960.8674 3 3 635.865067 958.1558 66.0196203
208.7774 255.6753 3 3 29.9315333 268.983033 12.0758294
351.8965 740.0725 3 3 1411.52167 501.0887 158.713161
225.9839 189.3022 3 3 81.2121767 225.9648 19.9645732
473.8579 603.1299 3 3 237.964767 533.119133 54.6070258
438.8329 411.8874 3 3 307.2114 442.908567 20.6571338
975.8062 1143.701 3 3 288.2888 1092.90773 208.699962
4826.767 4586.833 3 3 2119.57333 4421.45367 427.513396
1202.848 1084.539 3 3 2145.70967 1088.0834 283.65784
8260.383 8282.209 3 3 10227.2977 8090.00533 531.54291
238.5986 242.1402 3 3 293.519567 235.769133 14.5515426
2977.419 3376.98 3 3 4720.23167 3313.07167 264.615909
287.8248 157.7999 3 3 547.059367 246.9257 39.4879618
2225.559 3029.826 3 3 801.454467 2603.425 328.700472
52.89316 54.95298 3 3 76.6200433 55.3464867 5.54335295
147.779 103.686 3 3 280.6397 142.0249 18.038614

1123.713 1470.176 3 3 453.011833 1264.47567 148.170171
869.6696 1029.96 3 3 574.605967 957.4233 75.3981398
5844.964 5211.858 3 3 7015.408 5440.74467 290.855273
40.62927 67.49048 3 3 281.1603 52.09721 64.8730248
38.66418 20.81478 3 3 761.9364 24.0152833 213.285084
1014.343 893.8516 3 3 207.511163 935.459267 199.440041
455.814 345.1826 3 3 847.2413 437.1821 83.8490773

1215.285 1457.149 3 3 2427.93267 1380.69967 267.611747
97.04124 98.98975 3 3 62.8730167 97.1172267 9.75776053
2352.766 2407.047 3 3 1292.885 2424.29833 317.788542



428.6407 549.2721 3 3 925.025067 516.5917 90.0376733
40.23901 38.95729 3 3 75.4825933 42.1962967 8.52422102
3274.737 3596.877 3 3 2553.45233 3567.58333 92.8584588
595.8916 609.9417 3 3 276.5426 609.7358 95.741955
178.3274 110.0826 3 3 698.815767 179.7593 133.265198
109.3588 84.96609 3 3 220.772167 87.23798 32.5565866
876.125 942.1185 3 3 666.469133 939.9595 48.7076166

148.7007 224.1924 3 3 491.820567 183.804567 81.0186402
1218.832 1617.738 3 3 3949.95367 1469.66767 686.951664
2062.866 2069.531 3 3 2587.853 2131.189 70.3634352
608.6888 526.6639 3 3 946.005167 574.9511 99.0564339
1634.525 1795.399 3 3 2461.81833 1758.38333 172.514693
56.73162 58.98385 3 3 73.4215033 59.95269 0.9631342
694.9981 749.7588 3 3 486.0217 712.523833 57.4799746
2403.733 2309.249 3 3 1991.76833 2407.45733 67.9146162
1370.634 1592.19 3 3 3484.166 1572.96133 521.610738
270.4136 315.8711 3 3 465.3882 295.239233 43.8808386
2979.013 3181.755 3 3 1567.65233 3203.58367 413.879198
60.6478 97.90668 3 3 1556.04467 77.3514767 430.341753

205.6699 195.1806 3 3 147.1937 196.625067 11.6856865
1250.515 890.9178 3 3 1969.50933 1144.90927 94.1843759
28106.45 23272.91 3 3 5101.08367 25760.56 5512.69878
522.2458 519.3955 3 3 820.274533 563.736167 8.09916306
78.22615 74.19861 3 3 67.8914867 75.7909767 0.84607122
618.5319 592.5001 3 3 1996.01867 683.444333 358.0331
677.1188 705.1921 3 3 521.013267 717.418967 31.890289
23.57192 23.21003 3 3 14.70255 24.67223 1.87355812

301.04 276.1782 3 3 496.657 317.6614 6.93505346
3076.373 3203.719 3 3 2406.18167 3102.58967 182.043455
748.1548 663.9585 3 3 375.031 693.3782 80.0136915
40.89232 39.19759 3 3 33.7437933 40.5530567 1.57122168
313.7383 178.8231 3 3 613.937033 274.772633 53.3778241
3637.359 4020.592 3 3 2925.57767 3940.48967 118.795527
1430.806 1434.247 3 3 830.798733 1375.67767 125.345749
375.5614 368.1752 3 3 767.5482 380.213633 112.360438
602.9802 487.4405 3 3 841.210833 537.551533 66.2949331
166.7557 187.5876 3 3 116.8468 178.0493 14.5160485
2203.659 2386.611 3 3 1372.059 2353.38533 253.214968
555.8933 564.5294 3 3 1735.841 624.152533 306.296379
242.4686 207.5399 3 3 535.328233 233.215033 85.6167247
242.1589 228.4529 3 3 154.4555 245.042533 19.321067
258.9813 568.3159 3 3 1749.55367 409.066733 361.276089
49.78714 53.62183 3 3 30.4649533 52.6383567 6.00284212
422.3943 491.3974 3 3 178.265833 487.003967 65.6366935
221.9694 98.88451 3 3 576.951267 168.60917 102.010819
117.2069 115.2765 3 3 82.9183167 115.402667 9.38381328
3147.044 2481.16 3 3 4639.19767 2734.85467 428.368288
595.0703 663.2303 3 3 1066.1157 643.6826 116.719769



782.2062 711.4673 3 3 2542.59967 798.821967 503.589482
52.68084 45.3093 3 3 71.6924 49.7790867 5.1087114
1026.742 869.3032 3 3 1381.96433 940.895067 102.361088
133.6003 124.56 3 3 84.7539467 126.335533 10.3235205
4.826635 8.374258 3 3 1758.473 5.58734033 515.805889
649.8592 711.7601 3 3 1459.73733 705.7437 215.447224
102.9675 161.7213 3 3 2345.86833 153.412633 643.647316
817.0286 782.5144 3 3 626.1844 776.747633 8.78289573
5863.416 5789.364 3 3 1131.08343 5294.00333 806.924285
1342.667 1326.948 3 3 1089.65233 1341.15133 72.8292739
361.3092 316.1187 3 3 248.837233 349.366333 5.07562562
59.62803 57.58642 3 3 2452.98767 58.94181 705.138223
842.5455 1163.662 3 3 284.093267 1011.39783 141.214587
889.3987 897.2834 3 3 1291.00633 950.3087 18.3296354
1428.589 1825.622 3 3 423.814433 1667.713 300.276455
35.71472 36.56575 3 3 165.3764 36.1748667 38.1031106
1840.885 1185.231 3 3 140.7249 1450.683 173.78251
481.635 551.6548 3 3 298.230333 492.365567 16.9396997

944.2987 854.3842 3 3 685.039333 905.968333 45.787646
466.2387 538.7079 3 3 1079.81603 523.011967 156.353752
390.4881 452.1024 3 3 1065.266 446.022633 175.074829
203.6976 223.8535 3 3 315.4546 203.2609 25.7833837
3830.397 4120.871 3 3 2107.072 4064.02067 538.5356
459.2903 555.1249 3 3 880.892267 531.446967 81.3256934
85.13187 51.42274 3 3 312.7389 95.6710367 39.7966031
46.66353 50.24434 3 3 254.274433 52.2505633 59.3570727
1756.672 2506.153 3 3 355.756433 2175.855 378.877564
180.629 231.3134 3 3 53.8298433 220.004133 34.4220022

183.3713 108.7139 3 3 951.1815 207.359667 189.215027
7.008885 3.238924 3 3 306.320867 4.49502033 89.3170304
822.7465 841.0359 3 3 1575.72333 904.216467 154.122304
171.7983 161.7998 3 3 123.288 166.049333 11.5599495
4415.53 4276.619 3 3 2891.10767 4363.245 429.67005

440.2107 499.7322 3 3 863.939367 450.927233 114.07235
826.7119 1070.53 3 3 361.772733 935.655533 116.496171
458.3257 541.5491 3 3 216.863 466.216367 17.9817449
2667.156 2338.121 3 3 3056.58633 2472.75867 15.1778141
4.341942 0.5292318 3 3 21.22966 4.11613427 3.69443318
628.0386 599.2993 3 3 397.6209 610.862867 61.3907687
2.683814 3.733622 3 3 9.101951 3.80599433 1.05899553
50.96175 40.51993 3 3 74.7607733 44.9204833 7.01077607
902.5019 890.0184 3 3 554.6549 857.043033 58.3734788
177.1273 174.4738 3 3 145.643667 179.673467 7.44797298
820.9012 934.7829 3 3 3280.117 910.740933 699.36838
518.1105 600.4606 3 3 936.185733 587.9054 80.9865085
1185.438 1422.296 3 3 2624.88367 1287.75267 378.270871
1128.694 1077.871 3 3 840.3359 1097.22367 71.2523961
3595.664 3560.363 3 3 2696.762 3731.43033 154.188872



4829.309 5158.509 3 3 3719.15133 5055.31567 345.721806
12.51743 46.04173 3 3 2041.504 44.2332533 593.323453
24.80637 25.61292 3 3 35.22463 23.51039 1.82236288
718.7932 890.5561 3 3 1199.53033 809.724067 77.5217313
296.1626 298.6291 3 3 173.622067 320.365833 18.0097596
175.5675 168.4533 3 3 255.140933 183.358067 7.60935686
812.1707 947.4166 3 3 1958.759 929.582433 286.267347
504.9453 564.2358 3 3 193.797677 544.640567 98.6916982
700.8836 901.8103 3 3 223.252133 761.771333 104.680151
447.6049 464.9433 3 3 306.516233 457.743367 44.1625031
85.5441 89.50437 3 3 57.9886667 83.8694233 3.94360651
955.786 773.7001 3 3 1872.50367 933.817367 236.137168

117.6958 120.0045 3 3 343.920933 145.6824 36.5338203
2711.76 3140.239 3 3 2097.95767 2982.39567 119.333113

283.5207 145.8736 3 3 901.7173 260.1959 160.407554
11981.84 12040.48 3 3 9425.05367 11901.24 713.699851
295.8437 409.5164 3 3 1150.78517 343.054867 233.779873
12.43928 11.44272 3 3 1160.15493 13.47718 342.38918
134.4122 139.0661 3 3 101.946923 132.184667 3.7312529
3060.149 4324.541 3 3 6291.47667 3663.40933 463.577483
6.59999 12.71939 3 3 658.642333 10.08355 193.877651

127.5593 131.246 3 3 85.1456533 135.042267 11.1281169
2181.938 1255.728 3 3 3650.87333 1633.66967 357.546343
1208.137 1166.33 3 3 1475.82433 1214.84567 58.0488997
37.85247 20.90519 3 3 125.777663 31.54592 26.6354635
949.7224 957.0891 3 3 753.8918 934.2452 42.4197044
167.6837 166.9264 3 3 295.854467 164.2339 39.0373837
396.9812 362.8213 3 3 275.785967 368.5792 9.76616028
306.9435 308.3916 3 3 343.223233 303.8426 9.72903081
793.1365 628.0739 3 3 1338.036 759.174367 127.128423
826.4337 775.483 3 3 1043.2617 807.3704 64.9948274
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
37.13194 48.03634 3 3 253.563633 45.8415533 61.8202465
2092.727 1939.865 3 3 1334.59133 1928.61733 53.4153026
1103.253 1146.983 3 3 2314.518 1173.255 331.401549
102.2603 106.3475 3 3 188.489467 99.3015033 25.2366865
2.750539 11.70466 3 3 1188.41263 6.132559 354.880726
503.0818 330.9162 3 3 1062.3732 428.717767 168.434571
15.07927 9.271232 3 3 31.67041 13.4901107 4.02212344
64.40763 23.83821 3 3 406.808333 42.9091533 107.34908
947.1548 1160.909 3 3 239.700367 1100.10627 221.316618



607.5543 864.0462 3 3 218.859333 726.409067 80.8442716
446.281 435.3747 3 3 977.721933 383.396433 148.209303
446.281 435.3747 3 3 977.721933 383.396433 148.209303
446.281 435.3747 3 3 977.721933 383.396433 148.209303

849.1199 824.449 3 3 728.886333 836.1129 29.7569091
398.2008 565.8368 3 3 76.4209233 454.364067 60.0699049
20.09365 20.5292 3 3 293.365267 16.6928357 83.0139421
701.5417 744.3983 3 3 458.669233 700.313767 57.3759271
598.4044 719.0854 3 3 973.543833 648.712933 74.9598271
1016.605 1299.607 3 3 2062.679 1227.927 168.917742
89.26626 89.95387 3 3 76.6541933 92.2009 1.28842616
1972.381 2332.294 3 3 1311.53533 2111.18867 143.246577
459.2635 517.9848 3 3 965.0955 530.219033 105.386189
21.01883 14.96916 3 3 456.367633 18.4714467 131.915235
2787.794 2629.793 3 3 1855.73533 2737.491 248.817813
1247.439 932.2027 3 3 1875.72867 1154.4839 99.3887815
193.5639 222.2556 3 3 93.9364233 200.025433 25.1102027
2371.745 1867.721 3 3 360.899383 2235.48667 464.954152
153.7388 177.2834 3 3 110.289033 173.041667 7.06754321
1034.955 1115.37 3 3 2093.559 1149.21667 251.324721
94.17108 97.63547 3 3 57.3517233 98.6111833 11.4061399
2253.497 1707.029 3 3 349.729473 2088.569 406.995449
378.8438 346.8376 3 3 200.025833 356.022967 42.7200903
1322.617 1487.85 3 3 626.748733 1318.867 120.520375
837.2388 882.8241 3 3 1257.457 845.5933 119.752254
1851.297 1876.642 3 3 806.645933 2007.095 264.606834
921.6475 1276.227 3 3 1780.13967 1118.4905 86.5565731
342.124 303.068 3 3 463.406933 339.760233 11.6118829

49.00586 36.97321 3 3 76.4092033 41.9242067 8.32690133
36.11384 15.46365 3 3 113.927823 27.61761 23.7884147
151.3529 126.7357 3 3 93.53869 137.245533 3.72065907
975.932 992.1132 3 3 1318.73133 977.8051 102.33921

3711.012 4262.299 3 3 2915.09233 3947.47633 131.012575
379.6076 301.8647 3 3 152.475767 367.263933 24.6880186
4962.286 5483.992 3 3 2903.597 4986.78133 403.505657
673.7692 671.9013 3 3 494.497 651.138267 28.9825385
1330.778 1296.92 3 3 1839.24633 1310.17233 159.30775
96.3382 98.42191 3 3 73.9674133 101.595403 3.96407831

925.2582 1439.968 3 3 325.968033 1181.58307 32.5155465
2151.76 2302.693 3 3 1473.90167 2124.03433 35.6051872

6934.133 6786.378 3 3 1449.41123 6607.42167 1500.73395
483.4224 678.3864 3 3 1062.64187 587.003333 106.024268
49.60145 50.46841 3 3 96.03369 52.42066 12.5738729
95.26613 85.47935 3 3 39.34772 99.3719933 8.08088928
625.4656 598.9579 3 3 365.4313 654.281167 47.0891084
164.6527 203.0224 3 3 301.472233 181.159533 30.7700494
1402.288 1898.073 3 3 316.764 1679.63133 328.031655
6543.408 5646.916 3 3 1373.40423 6395.37233 1364.73652



1857.755 1860.6 3 3 1020.1973 1754.766 131.269599
519.0991 578.3369 3 3 385.2904 566.799433 34.5112025
2020.066 2126.797 3 3 3239.405 2141.31133 308.10641
1494.171 1567.488 3 3 1110.37633 1491.661 86.6715088
491.1722 508.0452 3 3 337.217467 486.1083 37.8849565
1251.082 1235.477 3 3 741.888333 1176.91067 65.2376396
237.8993 230.899 3 3 745.838033 274.380567 125.673673
4852.56 5879.931 3 3 1217.98023 4929.10433 662.990258
136.136 153.2699 3 3 197.775367 147.6776 11.5315559
222.344 255.8812 3 3 127.230033 258.0001 15.3836867

749.1256 561.8923 3 3 171.41335 668.8561 116.991145
635.0989 898.5755 3 3 1438.521 807.488167 121.187662
313.9503 340.1294 3 3 246.855533 317.865567 6.68499469
127.5638 94.87098 3 3 724.491333 112.51086 185.814637
1312.665 1515.255 3 3 983.300433 1412.63033 82.9402222
438.2394 390.7978 3 3 307.338933 409.933467 18.7982877
393.1226 386.6742 3 3 459.680833 389.399933 21.1768455
28.85511 3.480088 3 3 1665.24033 16.2491693 502.998631
2282.792 2293.035 3 3 1151.5728 2174.03667 241.828594
1810.391 1984.849 3 3 1489.346 1911.69433 91.766715

4607.2 4817.264 3 3 3695.67867 4594.886 151.734866
11.99088 11.42771 3 3 531.3516 9.98978933 159.163098
291.4848 203.5095 3 3 855.813633 261.3944 174.458368
121.9278 188.2241 3 3 1216.8189 141.982867 325.785201
299.1529 326.4511 3 3 474.710367 331.242967 26.736103
902.7936 1121.146 3 3 645.115033 1020.77887 31.9674515
636.8876 955.4319 3 3 1769.66067 801.804767 248.992238
566.9721 649.4726 3 3 927.069867 614.238 85.6000613
1976.465 1893.289 3 3 1475.341 1971.45767 131.303324
48.7257 63.19069 3 3 901.320767 63.7414933 255.569157

47.64647 54.93225 3 3 76.2957867 49.6750733 6.71867716
689.0128 624.7554 3 3 206.8873 707.228733 121.495279
1481.857 1157.604 3 3 2600.58067 1400.99933 297.399313
967.7429 1210.315 3 3 1703.75667 1087.9033 144.073063
1854.943 1887.856 3 3 1129.64003 1955.903 205.359774
1402.092 1636.446 3 3 916.456133 1510.00933 137.78162
268.6217 218.6946 3 3 484.3398 267.887867 44.7301719
533.2737 495.4087 3 3 404.855867 522.306833 27.2585202
905.3486 1078.195 3 3 1410.62967 965.689167 95.0313015
891.2502 912.4987 3 3 583.759967 935.425633 89.9749273
124.3865 138.4437 3 3 594.3442 123.097933 143.356562
2530.686 3374.049 3 3 677.7534 2748.072 314.108894
266.8869 270.1624 3 3 414.1745 255.5012 42.9980727
32.84062 31.4205 3 3 17.1600933 30.86795 3.51325812
284.784 298.3181 3 3 246.933167 286.563433 5.19331148

655.7913 751.5314 3 3 1456.954 715.451033 221.207221
7039.124 9072.437 3 3 1478.76317 8100.98433 1754.75356
807.5816 916.6893 3 3 522.3949 840.784167 71.971842



512.5511 524.7125 3 3 444.954367 530.8747 14.3994998
398.7202 457.2484 3 3 964.232933 451.213767 149.323426
87.00014 86.88138 3 3 266.413033 84.7376367 55.6142434
3250.494 3165.348 3 3 2101.23933 3303.01033 327.341623
49.96481 35.6994 3 3 78.8228967 46.7269333 0.87125314
10.67332 11.83699 3 3 16.6728733 10.4177517 1.11789198
766.9855 772.4004 3 3 414.850367 721.118433 42.0265994
1395.344 1656.554 3 3 2461.65967 1615.06867 163.593361
1196.319 1101.185 3 3 1994.175 1174.19167 243.441865
21.9319 23.03734 3 3 17.07206 22.6289 1.59624619

360.5447 329.2971 3 3 471.409033 342.160067 36.2265853
20.2559 36.35714 3 3 85.2362267 24.2825833 15.4298859

220.0953 282.8853 3 3 134.250333 245.995367 10.2982502
626.7454 860.4979 3 3 201.466193 721.0956 102.040104
4070.847 4359.387 3 3 3387.38867 4257.61333 213.706929
1246.929 1254.175 3 3 1734.10333 1322.50933 23.2402383
290.6129 298.0915 3 3 741.911067 309.6511 130.528056
1973.412 2216.6 3 3 1093.10147 2083.492 279.391529
338.8408 437.0438 3 3 139.43318 409.323033 56.0619305
204.3461 290.3769 3 3 76.99056 253.187633 31.6396499
1026.518 1060.566 3 3 2379.04533 1043.41333 411.641828
620.9817 616.441 3 3 281.5942 586.933167 76.447561
128.0934 100.7663 3 3 178.858633 115.612 13.7929812
3343.266 3884.054 3 3 1931.51133 3763.39133 423.563566
1275.868 1218.671 3 3 2131.69967 1259.59333 266.893209
88.89001 69.36572 3 3 255.5636 79.66508 53.4279037
2346.678 2465.496 3 3 3956.708 2455.38567 451.844799
1675.435 1978.604 3 3 1226.88133 1851.28767 111.615757
6855.452 7374.562 3 3 4347.86433 6860.82933 584.435011
2826.754 2998.267 3 3 3543.61367 2840.76333 156.101375
723.6335 719.538 3 3 532.4811 752.807767 41.420097
2859.442 2768.976 3 3 2287.491 2898.77133 110.824673
1239.726 986.2559 3 3 2702.84267 1244.85563 367.923571
694.5012 708.3834 3 3 1253.02633 707.513 168.378347
1046.567 862.2463 3 3 192.274977 952.081 216.422219
78.04675 78.32355 3 3 60.1203333 75.7690067 2.44266977
1045.563 631.6334 3 3 3282.08 953.9988 662.092021
4410.921 3717.766 3 3 5851.141 4030.602 441.932422
6.816115 5.365094 3 3 13.43452 6.16741567 2.13065641
1032.303 1176.962 3 3 1876.222 1090.264 231.549683
749.8455 980.8744 3 3 382.842667 888.3983 98.3738387
981.009 1452.888 3 3 2598.16633 1206.654 361.504522

1765.635 2085.906 3 3 1104.03327 1915.301 193.701212
906.1496 1265.548 3 3 477.3848 1092.33187 63.8578327
2026.046 2049.82 3 3 1708.88967 2024.92633 94.8542693
1471.004 1278.85 3 3 2037.116 1434.71467 122.976553
334.2943 190.3878 3 3 1010.51883 300.200933 198.266481
223.4032 227.7917 3 3 179.885133 220.551533 8.87967159



376.8917 413.6958 3 3 272.341533 396.560333 33.9283897
190.9024 254.6527 3 3 531.907833 238.082267 81.5569424
248.3728 328.3528 3 3 14192.8233 290.4429 4333.33525
283.3265 267.4045 3 3 88.4494967 265.814133 52.1716044
1216.744 1621.988 3 3 2137.20867 1419.49333 95.1776873
1796.387 1981.919 3 3 1392.72933 1948.954 103.778582
3798.295 3848.898 3 3 2215.969 3627.41667 278.964685
563.1578 592.6036 3 3 476.1699 575.8515 27.1715776
73.99539 66.64902 3 3 2807.41733 79.33392 851.574232

279.92 414.3694 3 3 99.6939967 343.7926 35.4407201
232.3191 226.3775 3 3 205.255833 227.122433 4.78940635
536.3158 379.0959 3 3 1594.012 459.591533 345.536771
718.6774 1298.882 3 3 84.1489667 1053.70947 39.1069095
1916.41 2342.261 3 3 1216.29867 2192.21833 189.491809

1137.056 1246.671 3 3 276.48276 1241.48033 283.992449
404.4503 460.1431 3 3 1152.1911 469.6501 201.466039
92.83927 93.14476 3 3 185.973367 97.89341 26.2166066
169.1195 132.6883 3 3 236.818467 148.793033 20.3761156
2187.433 2087.795 3 3 420.889257 2219.31967 543.065841
424.2596 485.4104 3 3 607.3937 471.2057 9.07521598
2754.253 2922.822 3 3 2152.03167 2864.28 201.826453
1182.843 1172.742 3 3 876.5849 1217.86233 81.2840601
1730.677 1917.976 3 3 1411.73033 1820.074 87.0122995
677.3359 753.6711 3 3 1162.864 750.349067 107.879624
284.6964 279.2116 3 3 1270.3177 288.840867 307.610857
118.5456 189.5497 3 3 310.636033 162.1261 26.7314347
485.5826 585.5786 3 3 823.7747 493.978633 54.9072931
3205.523 3503.757 3 3 1655.84967 3274.81267 465.727868
9.074812 9.974335 3 3 390.109033 9.74632567 119.415816
264.2824 294.4228 3 3 169.390533 265.210667 8.82744823
684.6078 736.6151 3 3 2039.63267 693.7234 420.755096
87.92596 57.6142 3 3 180.144367 78.3849267 26.4040418
3739.837 4089.203 3 3 2100.524 3779.24633 438.859099
260.1547 255.4828 3 3 338.512933 249.239533 23.6708333
146.8775 92.6581 3 3 210.594733 121.77 5.64929163
3960.934 2730.177 3 3 981.632867 3534.59433 397.04132
240.2415 233.2622 3 3 279.67 234.6856 13.2309157
617.5925 707.4465 3 3 1121.57333 721.4746 58.1306712
561.9352 559.5258 3 3 307.318733 541.812467 66.0647616
530.6088 553.5406 3 3 146.74228 524.9103 114.597153
350.1419 254.3571 3 3 597.737167 339.4957 11.9956453
53.81075 40.16493 3 3 141.7617 44.05837 29.5480542
466.9767 567.7414 3 3 1551.894 546.199467 308.497049
7.534138 14.07426 3 3 534.583633 9.25617533 165.303728
625.5919 766.3379 3 3 371.8382 747.733733 31.8781387
548.0488 629.2232 3 3 761.410667 576.907467 36.2812339
1236.429 1323.196 3 3 2334.64567 1270.26067 332.038487
17.38559 7.794231 3 3 586.2218 12.2762203 180.729481



17.86378 27.46686 3 3 82.0328167 23.9963 17.4926473
4294.593 3648.002 3 3 1358.92047 4345.985 600.403249
1114.642 1131.523 3 3 1015.40317 1136.166 29.3892689
1706.539 1866.834 3 3 325.10194 1641.968 320.976479
7818.096 6790.872 3 3 5139.10733 7319.31533 455.941996
107.6756 110.115 3 3 47.5438467 99.6842967 3.79330011
52.1865 51.65606 3 3 120.935517 52.9357233 21.3720733

2115.936 2320.578 3 3 1024.86 2366.552 320.391214
1068.629 1022.988 3 3 1519.1 1076.29067 127.29616
4884.344 4505.696 3 3 5895.40567 4768.86933 272.218068
362.3582 502.3212 3 3 679.726633 433.397533 33.7695026
2201.479 2317.186 3 3 1308.27567 2333.84167 291.086481
399.983 343.9971 3 3 545.100467 381.067867 40.6015557

174.1963 155.9984 3 3 113.204267 158.756733 1.81624381
89.0223 68.24588 3 3 649.160433 79.02245 179.6562

21.06907 8.807313 3 3 38.3296967 12.8888027 3.78933498
65.89407 44.80648 3 3 145.694533 59.3910233 24.1416059
806.8069 752.1121 3 3 1998.22833 859.803333 330.533704
938.3072 829.8444 3 3 608.745667 876.7307 63.7823165
472.2431 482.1606 3 3 1068.88503 512.744233 164.534878
1424.191 1448.267 3 3 1637.229 1398.21133 35.03042
55.86136 43.89174 3 3 652.64 48.8696267 190.774619
7658.588 7615.42 3 3 3305.74033 7252.92333 1055.60075
4545.198 4975.626 3 3 2517.49467 4618.42267 578.362771
396.2615 440.3854 3 3 845.757 438.4766 122.007524
743.5582 809.7691 3 3 489.227367 814.600867 71.9612466
7592.096 6138.473 3 3 3705.70633 7122.745 664.166211
84.63813 91.70464 3 3 100.38489 88.30735 1.43425852
234.0203 286.5946 3 3 416.120067 266.780433 37.6286482
51.60885 51.42942 3 3 55.5769267 50.8405533 0.92540374
905.1561 1060.627 3 3 388.3851 1018.03803 173.059786
3768.142 4381.9 3 3 1665.53487 4021.42733 673.097514
1493.004 1755.467 3 3 593.1602 1523.719 198.317111
17.7692 7.077718 3 3 80.0512767 10.8582987 21.0800235

2197.567 2315.09 3 3 1309.033 2327.859 292.163384
126.2705 127.1732 3 3 101.95779 128.998367 7.59248617
4340.779 4815.208 3 3 5759.14567 4366.75033 66.9554248
77.60226 83.32021 3 3 113.8375 84.3208967 5.88383713
168.0224 229.9357 3 3 82.3582633 212.342933 14.2327516
249.9949 179.7462 3 3 529.751733 242.536 68.9894596
1347.733 1280.477 3 3 2071.979 1334.181 228.822189
1584.411 1598.579 3 3 1259.01067 1645.05767 79.5016873
172.3148 156.482 3 3 83.3606367 171.1583 23.978807
231.6665 310.7134 3 3 583.407633 299.774733 63.8223463
614.8962 1036.151 3 3 2211.71733 859.899067 368.539886
1894.222 2124.932 3 3 3259.75133 2106.86133 303.40327
1991.323 1827.414 3 3 340.270617 2047.91867 479.01738
302.0518 264.1495 3 3 451.536333 295.5786 40.329788



201.4236 155.4092 3 3 83.0924733 173.724067 15.2812459
391.025 425.9841 3 3 618.0496 433.541733 35.3502336

27.50719 19.34045 3 3 51.9454533 25.4016267 6.53742854
96.20927 115.5107 3 3 151.4103 105.09589 11.0435475
127.5438 161.4598 3 3 84.8066167 147.9256 8.95002616
69.38709 112.8625 3 3 197.757833 86.7933 26.7626823
228.4129 249.1664 3 3 333.082233 247.704233 19.7803812
1032.106 953.6437 3 3 1538.925 1042.8379 126.051099
1693.234 2174.477 3 3 3747.993 2108.35 350.749058
3466.958 4333.412 3 3 2166.85633 3767.50033 138.047923
170.0984 131.9442 3 3 88.45317 150.184567 4.51752306
1648.477 1543.176 3 3 7426.77133 1718.09733 1805.1543
112.2222 108.8139 3 3 96.5038467 112.410267 3.46750913
161.1488 190.7429 3 3 379.765833 162.549 63.4968465
432.4737 388.449 3 3 2725.32667 491.902567 697.209792
10.67899 6.648489 3 3 22.09607 9.911783 2.52154254
10.67899 6.648489 3 3 22.09607 9.911783 2.52154254
2113.781 2324.378 3 3 3705.849 2075.06267 443.990308
45.29564 37.79704 3 3 105.675313 33.6373133 18.0576709
166.3836 156.7561 3 3 235.280867 165.365733 20.7559327
988.5497 1291.395 3 3 474.380267 1168.01757 153.847504
279.6242 194.8812 3 3 445.441567 218.942367 49.1890842
53.62554 76.69549 3 3 258.764067 69.1271233 58.9930397
915.6093 1057.605 3 3 3145.996 1093.0281 624.63432
373.1294 275.6478 3 3 159.517067 331.854667 21.9457689
1135.003 1045.26 3 3 1565.906 1114.29633 130.473933
1135.003 1045.26 3 3 1565.906 1114.29633 130.473933
1929.511 1870.567 3 3 1256.45533 1832.09467 138.088847
1626.566 1702.319 3 3 1306.557 1726.12 71.4642153
427.3767 507.2176 3 3 244.2301 453.4615 47.9431383
963.0333 527.0698 3 3 1856.042 785.449167 254.134929
92.00713 91.80724 3 3 61.9982567 93.3276767 9.70677679
3371.529 3820.544 3 3 2474.47533 3572.70367 266.935866
221.1962 228.9145 3 3 276.321533 230.209767 11.0815825
615.4566 638.5895 3 3 1483.08667 725.773467 171.111028
498.0722 365.1266 3 3 209.307167 444.149833 27.4324138
3327.934 3687.563 3 3 2616.24233 3584.844 214.118345
1602.782 1526.293 3 3 1128.1372 1551.41233 127.958864
2483.263 3332.647 3 3 5362.198 2918.073 656.766086
279.3365 276.9098 3 3 134.327537 294.665433 42.5675283
2073.066 2723.353 3 3 1124.007 2298.104 74.3595187
199.8183 256.7699 3 3 370.2601 220.457033 36.1292945
2308.581 1848.6 3 3 978.1412 2182.244 252.110992

98.898 95.90984 3 3 163.588867 102.75298 17.077471
821.0964 772.3884 3 3 589.968267 773.433333 35.077134
206.5684 198.4537 3 3 239.615667 200.383667 11.3094999
928.8455 1091.628 3 3 269.922973 1015.4665 224.36278
1056.593 1247.451 3 3 2623.86867 1184.49967 447.629773



1126.489 1113.334 3 3 776.802567 1150.378 107.224344
380.198 764.6431 3 3 2843.47533 583.379667 697.892749

2088.773 2306.567 3 3 1018.82143 2348.47267 318.604896
138.5749 160.5507 3 3 82.68042 144.736567 14.3190614
237.5684 193.6331 3 3 609.1742 214.176067 124.682843
173.8929 169.8687 3 3 493.689633 180.5013 99.284475
378.512 125.7848 3 3 1109.22663 274.4383 232.95688

485.7114 560.7433 3 3 325.494733 538.005133 50.8797606
1914.799 1936.511 3 3 1250.33067 2043.239 152.314522
80.93011 62.90524 3 3 127.532633 74.5556533 13.6896037
458.689 521.1426 3 3 920.3826 535.8663 89.2287609

347.9623 303.8197 3 3 170.096667 304.766933 6.93453543
7115.473 6902.276 3 3 5848.44233 6949.934 321.891031
2311.264 2297.042 3 3 1850.445 2306.07 146.307404
537.7389 519.4155 3 3 400.972 510.932767 15.2885493
6791.799 8186.162 3 3 1785.0434 7360.70767 1638.18657
606.8349 818.182 3 3 363.050967 701.0148 16.3641661
470.9118 393.7918 3 3 2899.25233 496.816967 764.130542

0.00140192 0.00163858 3 3 4.55603133 0.00185819 1.46582393
2339.828 2785.127 3 3 795.498033 2709.25333 515.234246
136.2125 106.5049 3 3 70.69442 125.449967 6.33108273
815.2922 889.3573 3 3 425.763433 852.4454 132.388055
198.354 236.2698 3 3 477.1358 230.861667 73.389834

197.0774 174.9028 3 3 142.719167 185.1269 7.84970752
204.8629 259.0496 3 3 125.2961 247.4806 9.68611071
90.2749 17.79682 3 3 181.352433 56.38919 17.0995055

26.48809 22.2353 3 3 811.2387 26.8709767 252.84473
235.6796 156.6574 3 3 340.541733 199.153 22.1505761
261.1589 238.7936 3 3 188.889033 245.960267 12.8597203
793.0002 890.2515 3 3 1423.64833 882.7214 151.703418
108.0002 75.53941 3 3 738.338133 90.88072 208.214133

1588.8 1624.792 3 3 3137.33233 1564.52333 501.714804
36.83722 37.13963 3 3 274.824567 44.2994367 73.3196118
123.0242 96.88804 3 3 314.334667 112.676947 63.5971531
40.79763 22.03554 3 3 89.42216 34.8614867 13.6670282
572.658 670.8177 3 3 1504.72367 658.945033 261.107921

1097.812 1217.075 3 3 745.288067 1230.513 70.9035596
1923.66 1960.561 3 3 1512.875 2025.575 78.9388495

1213.049 1123.108 3 3 1533.93967 1153.79333 111.661663
75.09351 65.32044 3 3 49.08196 73.1764667 3.22228916
362.8235 334.5628 3 3 397.269833 345.3321 6.9697751
230.9061 233.2084 3 3 266.486467 235.717667 7.59002775
1158.993 1017.083 3 3 595.569433 1076.55833 137.142243
24.37757 20.45117 3 3 8.151325 23.1066833 4.26012554
121.2214 126.5168 3 3 172.3494 126.826 13.5630104
203.1488 100.3598 3 3 1962.65833 186.171533 569.720455
20.87965 3.067166 3 3 39.7253733 10.4569303 1.90323035
39.43941 38.43747 3 3 36.43747 39.0839833 0.6482663



31.63908 20.96187 3 3 45.3419833 27.2819033 1.68283301
80.5134 75.15149 3 3 107.530507 79.92032 7.73420527

4639.645 4732.743 3 3 4043.61 4665.45567 192.789377
361.22 311.1075 3 3 489.472467 346.3373 34.8653414

409.1387 415.7114 3 3 228.4684 385.7889 21.5590088
78.12249 161.9938 3 3 478.386367 115.784097 109.640554
690.2367 780.8536 3 3 942.895067 748.448933 37.7642876
1374.178 1384.935 3 3 1167.96933 1419.096 43.7952563
269.9826 244.9328 3 3 449.378067 282.856167 28.7541669
2546.782 2928.097 3 3 1565.68167 2693.02533 302.524174
1358.557 1362.236 3 3 1181.329 1337.60667 31.7806726
151.2133 170.731 3 3 280.153867 159.5649 37.8207418
214.9816 213.1197 3 3 279.9737 210.694633 21.7076723
767.7396 381.9061 3 3 1492.98533 655.381 131.39535
148.4762 228.9389 3 3 470.9223 184.6513 83.5181568
3262.13 2724.96 3 3 4004.10267 3052.3 114.30663

1493.206 1576.45 3 3 2398.743 1543.97 274.030435
290.0435 420.3723 3 3 727.226833 339.517567 104.303216
179.9575 202.8251 3 3 95.1733833 178.3688 9.59481383
678.3136 829.5584 3 3 250.424767 713.148467 109.181695
163.715 164.1771 3 3 122.734367 171.197467 9.52565645

1858.658 2113.914 3 3 1410.97367 1959.93333 116.270999
329.7385 342.1736 3 3 177.958633 324.2407 42.5925007
116.8589 130.6113 3 3 227.617 128.460667 30.4461815
382.8679 330.9372 3 3 522.4998 368.360067 38.0797815
451.1388 475.4215 3 3 276.1809 466.027167 60.4410999
30.81572 55.75473 3 3 530.328267 44.3494933 157.830943
1426.093 1840.614 3 3 709.403667 1573.27333 159.473855
40.68288 37.40392 3 3 61.45263 37.3001933 7.07971958
474.9996 443.4846 3 3 586.3482 466.757967 33.1789739
2683.503 2211.648 3 3 4287.44533 2633.44 362.342366
108.5018 107.341 3 3 70.7449933 107.877867 12.0901974
179.8846 161.6221 3 3 212.516733 171.521433 9.66785439
106.7044 99.85748 3 3 390.852833 96.8017467 95.1702341
968.9429 901.005 3 3 598.966667 890.989667 46.0129095
193.0484 224.8162 3 3 327.7169 194.3345 31.7438018
1617.454 1947.665 3 3 1011.3106 1844.441 188.107194
635.6296 665.8182 3 3 946.353933 658.4421 91.9278436
2780.958 2330.877 3 3 1176.92367 2564.82267 393.643006
300.1964 315.3386 3 3 447.2101 296.463567 44.5889207
224.6235 273.4096 3 3 171.0462 246.982467 3.04389417
107.7482 106.8901 3 3 74.16755 107.424733 10.8670684
394.3754 603.9673 3 3 948.218533 472.760033 105.427571
574.4838 719.2288 3 3 334.471 637.4905 65.7697155
1404.955 1256.918 3 3 2465.44067 1487.73067 152.029372
195.3147 207.5932 3 3 774.9292 261.937333 131.022084
1277.38 1185.745 3 3 986.803367 1226.06733 62.7722977

615.0421 520.267 3 3 944.345867 578.3493 108.4431



1435.312 1316.986 3 3 2167.99633 1458.47167 173.524934
395.0749 403.5168 3 3 227.2342 421.853133 50.1445562
40.03178 10.87642 3 3 878.970367 28.6954467 278.002207
1911.652 1821.48 3 3 2655.967 1985.20267 63.2178498
143.5995 113.4191 3 3 55.32619 142.3234 3.63834718
1190.351 1133.911 3 3 2136.422 1232.26967 268.929064
2249.159 2389.994 3 3 1464.06167 2424.38367 247.518301
2012.617 1918.631 3 3 2215.834 1974.97067 61.4044326
1665.897 1483.705 3 3 982.7751 1654.841 145.20077
874.1182 933.0984 3 3 1154.509 917.868967 67.4597927
7447.482 7166.105 3 3 8238.68733 7366.30667 227.044857
2821.949 2655.101 3 3 1696.59967 2729.53 328.279785
2714.447 2582.338 3 3 1670.24333 2643.01267 312.372773
69.72591 73.67358 3 3 54.5024467 70.1388667 3.89453116
440.8209 415.625 3 3 301.0299 416.415067 29.3127593
2033.883 2904.18 3 3 493.828367 2363.84567 393.88877
276.647 250.7433 3 3 206.680267 257.674233 2.09243332

1197.156 1422.388 3 3 807.8326 1341.128 122.83916
69.81264 57.67734 3 3 544.154933 66.1169333 156.982105
860.8682 926.8901 3 3 1326.32867 865.733133 139.537664
1054.722 1061.311 3 3 210.940053 992.733567 230.892546
11.36682 5.756743 3 3 19.87199 8.911462 2.18439707
4869.521 4724.355 3 3 3706.688 4784.73133 346.598475
302.5585 294.3634 3 3 544.975467 316.102833 68.717477
276.1989 466.6655 3 3 8320.74633 391.562033 2607.99326
9.473958 5.506451 3 3 14.2366433 7.53513633 0.9665896
2343.783 2723.619 3 3 3438.81767 2633.07533 69.7992614
1362.093 1743.328 3 3 386.147967 1662.458 323.446713
2055.173 2076.36 3 3 2690.82333 1951.48433 141.903179
169.5824 120.4246 3 3 1226.711 208.2324 316.585887
365.494 404.9753 3 3 501.151567 387.208167 31.7986384

1455.422 1285.049 3 3 2067.90167 1447.372 129.657293
658.6057 969.8405 3 3 180.465167 804.142133 133.606946
287.111 337.495 3 3 1198.4906 409.726633 196.715749

994.5226 940.6338 3 3 1709.20567 1072.15047 103.455416
90.39566 67.01244 3 3 121.545 79.4474633 7.40601353
1918.263 2078.552 3 3 1286.656 1999.724 221.409002
827.6648 1440.357 3 3 3096.09467 1260.7476 474.750251
914.4399 1010.035 3 3 611.212867 956.3147 102.997135

1692 1651.221 3 3 2209.626 1616.01533 169.657525
767.6185 854.6617 3 3 215.5924 848.027733 194.212865
651.2047 554.9992 3 3 980.799667 645.019833 68.826455
1768.904 1598.293 3 3 3717.012 1834.279 558.639094
445.9362 478.8868 3 3 370.912133 452.9781 14.0706253
809.8801 1044.497 3 3 480.0841 893.1284 37.9593519
55.43828 44.96567 3 3 3661.46867 50.1442567 1195.19979
75.68173 48.64548 3 3 1270.24533 62.43133 399.605345
933.9521 1346.832 3 3 1908.633 1163.88803 128.532882



1278.068 1379.772 3 3 918.302167 1368.10767 122.417463
95.35155 148.0783 3 3 26.91269 132.518583 13.3407661
261.5714 323.3511 3 3 127.102367 276.900067 27.9497518
354.4078 268.9456 3 3 445.068867 313.397467 8.23566277
340.2714 455.0264 3 3 185.599033 395.893167 39.404013
242.9918 308.1286 3 3 628.872833 289.373867 104.966873
68.96366 59.99516 3 3 83.9155433 66.4345133 1.4119078
964.9402 1104.006 3 3 1443.54933 970.0438 85.747311

24.837 23.93894 3 3 39.0070567 26.2247767 2.76677106
643.9345 602.2478 3 3 171.15117 689.4491 126.190886
654.2922 787.2281 3 3 970.6166 723.7281 47.6525847
420.1483 468.2337 3 3 199.922133 413.592267 40.5417635
10.47548 9.705901 3 3 67.14975 7.90888767 19.2971431
764.6588 889.1086 3 3 511.0177 857.5696 80.8783793
1539.143 1326.228 3 3 2075.57033 1464.246 164.055778
10.19336 11.25141 3 3 417.076533 10.6149833 135.036294
964.3703 1116.048 3 3 1661.45967 1098.03943 138.764786
916.598 772.2888 3 3 558.304633 868.598367 60.6679301

6855.813 7145.465 3 3 5782.22067 6836.02 143.187847
74.80256 63.81787 3 3 91.50335 68.2070533 5.12227861
390.8858 319.0658 3 3 178.016133 362.401933 48.0383975
1634.545 1707.878 3 3 997.964 1699.518 225.231125
127.5333 126.1919 3 3 70.2509067 124.819967 17.7995861
405.397 376.2867 3 3 672.5649 407.050267 82.528015

351.0324 333.8877 3 3 219.7749 333.847133 33.8577989
644.6654 754.9386 3 3 460.1802 732.8574 43.8703763
11.29488 13.66001 3 3 22.1893667 13.27908 2.34108186
74.09468 47.62914 3 3 1243.92847 61.12347 393.752595
1148.46 1085.763 3 3 748.837367 1186.77533 75.7406546

193.4805 170.8766 3 3 407.1489 171.073867 75.4232565
574.685 742.5123 3 3 1067.914 697.377067 60.8005524

2715.291 3465.493 3 3 1871.99633 3094.44367 159.679885
110.4016 139.4443 3 3 269.574167 129.404867 43.7586532
431.7687 369.496 3 3 187.152333 418.566033 63.4342646
185.3871 145.9491 3 3 338.693467 153.8811 54.7466339
384.3551 312.631 3 3 212.882467 366.1827 19.8059683
473.956 382.5598 3 3 628.394033 445.318867 27.7666305

1268.059 1255.061 3 3 846.783267 1281.51033 140.756632
779.7202 1279.314 3 3 1854.44133 958.232733 109.079907
28.15471 24.79873 3 3 50.26373 29.8638367 3.0298866
1937.055 1942.672 3 3 3474.84867 2086.07233 388.553191
1515.626 1324.479 3 3 2101.49467 1488.906 136.013569
78.6815 60.90121 3 3 571.0908 82.0289367 161.769053

13.21666 11.54619 3 3 6.72100067 12.4917733 1.72811881
589.6686 587.4468 3 3 404.374367 564.340967 33.1407728
1289.769 1465.906 3 3 4123.79967 1474.89633 864.973202
871.6837 663.9283 3 3 1731.44833 810.2783 280.502333
165.0727 226.7344 3 3 328.877367 193.187133 32.9581854



615.7752 462.5957 3 3 91.0855367 594.764333 115.098996
2024.392 2180.329 3 3 1224.31733 2181.44533 278.860755
12.13779 14.83113 3 3 170.6715 15.9186 51.6033713
197.4628 236.8867 3 3 401.330033 227.094633 52.1295857
319.2794 483.8412 3 3 121.622907 418.4994 47.4108498
572.9683 599.5498 3 3 483.0668 602.4552 25.1948908
191.7574 203.8645 3 3 91.0946933 184.2638 19.6524771
127.2231 119.8944 3 3 95.57669 129.6229 2.5343841
88.08312 93.04443 3 3 74.8979933 90.35635 4.53354738
264.4961 276.8636 3 3 139.677733 294.1934 31.3802794
563.3931 630.4323 3 3 1442.66267 643.8458 252.885995
699.8827 795.1125 3 3 591.4377 760.489033 20.9222153
3358.24 3238.101 3 3 2697.75233 3253.58533 158.573295
1156.17 1307.675 3 3 2173.10367 1232.39267 306.178866

535.2975 599.3506 3 3 1408.218 643.1979 218.07252
1368.098 1698.229 3 3 2174.54 1438.505 82.726549
1469.893 1210.27 3 3 2749.574 1517.53533 244.154149
128.4975 133.1629 3 3 109.2906 135.591833 2.10878084
286.3812 236.5841 3 3 639.5191 265.414033 122.876732
3481.927 3697.874 3 3 2549.925 3501.398 258.53784
80.08438 54.05543 3 3 115.8895 64.6619867 10.4493048
34.14472 36.68492 3 3 2421.172 32.64447 802.171846
36.19305 16.07865 3 3 375.7304 27.68608 116.430712
274.3405 253.3927 3 3 456.180933 288.231933 35.9342774
274.3405 253.3927 3 3 456.180933 288.231933 35.9342774
274.3405 253.3927 3 3 456.180933 288.231933 35.9342774
468.5004 448.8739 3 3 1135.4456 516.435 182.037516
124.2084 100.5367 3 3 64.8265133 115.992367 10.7756239
875.2081 1106.667 3 3 261.7414 1060.1387 210.307656
145.4217 177.9604 3 3 335.302667 175.454067 45.3101462
2675.336 3898.633 3 3 5492.32 3232.59933 440.241791
2675.336 3898.633 3 3 5492.32 3232.59933 440.241791
311.2751 319.4142 3 3 619.355533 330.293667 93.5491284
3426.042 2472.054 3 3 1114.68733 2785.457 87.7391225
1523.98 1191.432 3 3 2470.33533 1450.29833 253.522067

348.3405 206.0086 3 3 724.424 238.8366 131.100414
1212.097 1255.894 3 3 604.604033 1142.99547 86.4089367
4470.229 4390.41 3 3 3316.21467 4308.78133 256.026011
1771.417 1464.389 3 3 4804.853 1508.23733 1082.56322
2980.375 3017.828 3 3 1094.13227 2768.927 398.239504
5225.271 5587.884 3 3 2479.122 5458.175 982.335102
3889.745 5859.282 3 3 845.570767 5045.91467 970.763916
1396.232 1295.486 3 3 2602.79067 1509.32967 229.9075
264.4091 255.3494 3 3 645.439067 305.0991 83.5543475
1011.52 1228.792 3 3 723.3968 1105.70667 64.4283729

71.17999 64.19068 3 3 80.6525667 66.53651 2.53984998
4808.168 5861.306 3 3 2361.11967 5542.595 863.313971
472.2743 474.8504 3 3 394.004067 489.106733 17.413346



1912.408 2126.21 3 3 929.0758 2163.152 316.107535
609.6232 544.661 3 3 346.3261 623.644667 34.8601356
3833.17 4307.011 3 3 2589.549 3889.595 196.876281

1404.101 1693.667 3 3 263.272587 1743.48933 339.375267
95.60341 71.73896 3 3 47.5023567 83.2843267 1.77828622
1070.41 836.869 3 3 1982.076 1026.43833 273.248856

1845.672 2074.889 3 3 1130.7958 2015.72933 258.908468
266.8194 274.129 3 3 307.5693 267.81 12.0807104
1429.021 1983.455 3 3 393.8148 1612.68033 258.164232
5994.774 5970.631 3 3 4268.931 6118.36633 579.319092
402.7209 444.3511 3 3 979.5276 458.1745 164.437496
68.48477 64.63734 3 3 84.66691 68.6668667 3.50194623
46.62191 44.79701 3 3 122.613867 46.38634 25.7337512
13.54985 29.175 3 3 314.004633 17.9398933 99.6507623
1672.225 1693.812 3 3 4045.33367 1722.70067 782.597396
2305.281 3833.742 3 3 425.1575 2889.895 121.327054
763.2986 829.16 3 3 470.2498 823.4902 104.751998
8684.729 8686.673 3 3 7447.55867 8498.518 146.478184
8684.729 8686.673 3 3 7447.55867 8498.518 146.478184
7.382117 4.207383 3 3 60.6188533 7.93367333 17.3767138
30.79778 20.35889 3 3 920.5751 26.8342933 302.56955
423.8796 559.102 3 3 71.65215 434.0446 24.2671351
327.4789 427.7489 3 3 2611.59133 416.5946 738.572386
889.967 747.1454 3 3 1244.20267 867.274433 63.8972688

95.32568 142.5702 3 3 223.7603 130.84786 2.83463649
3.639942 5.580163 3 3 14.7234 5.93206867 1.640919
434.3522 624.8611 3 3 847.4801 545.664267 24.9270735
675.9224 670.1682 3 3 505.553367 665.021567 52.1755114
784.8651 943.2205 3 3 1627.85167 805.9365 247.59263
41.09862 40.25215 3 3 412.280333 46.2065067 123.890416
538.9823 502.5642 3 3 225.2837 480.617833 48.4084182
1225.559 1801.76 3 3 2737.85767 1558.083 267.553249
1856.785 1785.017 3 3 1170.01043 1785.555 196.655039
566.2023 419.2009 3 3 1830.28433 554.743667 413.305366
1166.392 1340.338 3 3 930.1277 1242.69433 58.2124936
2783.794 3150.111 3 3 1905.17933 2962.84233 309.459075
2.310513 12.16996 3 3 1003.77367 5.96446467 339.412473
1192.805 1206.978 3 3 847.788133 1271.882 72.2837013
172.325 150.3069 3 3 126.079533 164.994367 3.68056102

2144.624 2230.478 3 3 1427.773 2187.142 254.851965
34.40977 86.86252 3 3 162.024433 52.9037967 22.6444008
653.7611 643.3903 3 3 337.458967 612.6085 69.7756617
486.5957 400.2677 3 3 109.47624 503.929 72.1336375
582.3399 718.3461 3 3 145.74702 719.095733 139.112193
420.4066 634.2612 3 3 1109.23073 529.1205 166.192364
10.40895 12.68186 3 3 23.7974267 10.562335 4.01780437
198.3474 193.4301 3 3 159.255567 203.271 7.44121621
409.9066 286.03 3 3 744.152633 374.534233 99.5502809



99.31169 97.02747 3 3 76.6138233 94.7901967 1.67942183
779.8044 1047.938 3 3 439.893167 956.067133 87.5036943
463.8401 353.7516 3 3 167.455333 388.9765 38.7152442
226.5208 98.59404 3 3 796.679367 218.46828 159.419826
159.4099 229.9563 3 3 82.67417 195.433067 15.2800433
84.39144 86.04205 3 3 110.077567 82.99855 8.36109621
1528.051 1621.475 3 3 1380.13767 1605.98767 28.8166017
1374.385 1528.792 3 3 646.9579 1360.94933 169.524572
282.5446 240.8633 3 3 174.734967 255.425033 14.3404549
4314.032 4623.271 3 3 5803.46067 4611.073 284.306704
199.0238 187.8587 3 3 154.1416 188.9175 6.95263526
240.7415 216.4906 3 3 157.324233 225.325067 18.9558557
135.4595 158.2052 3 3 259.366733 141.716467 37.4849558
435.5663 445.4783 3 3 377.827033 435.303267 16.6942978
1267.13 1221.698 3 3 1706.83033 1319.14333 15.7121533

777.7574 646.84 3 3 1052.90293 748.6944 50.2787328
18.95714 15.59646 3 3 228.7977 19.9495067 71.138041
420.7248 509.8079 3 3 239.006867 508.869167 28.3392875
79.26219 94.80842 3 3 822.982667 79.9550867 253.301914
2838.348 3178.013 3 3 1063.85937 3034.04433 649.501166
4764.837 3850.841 3 3 833.033233 4700.061 1036.22001
484.3009 448.4198 3 3 1657.973 498.920467 391.539067
191.6942 148.7547 3 3 280.456733 154.323733 25.2579765
715.0827 753.828 3 3 170.260997 732.048367 190.952578
691.0526 694.7454 3 3 1304.95033 729.4559 186.263276
934.5634 907.5137 3 3 770.4343 945.582367 39.9424249
1115.169 1202.014 3 3 1641.721 1103.3512 151.141783
17.26307 22.1828 3 3 36.8997233 21.5390567 3.41166056
647.2116 756.1741 3 3 490.430233 689.883233 35.6340365
1067.23 1150.519 3 3 835.887767 1120.71533 85.7100437

516.4444 519.9427 3 3 775.0044 530.2412 81.1064346
319.7661 203.8071 3 3 878.153267 308.177667 168.049087
12.56292 24.97174 3 3 138.443033 17.2803167 40.9284003
1097.794 968.682 3 3 1460.59 1084.085 68.5166795
1128.768 938.5741 3 3 732.3755 1037.78437 43.0221114
107.7978 106.1179 3 3 83.8924033 104.51051 5.58850012
157.4653 205.4255 3 3 336.3786 198.569367 27.8493148
954.822 1017.943 3 3 207.903217 1047.46933 265.756108

196.2057 193.3737 3 3 118.740767 209.791133 17.2756341
441.5945 510.2826 3 3 657.156033 499.2987 10.7756543
596.2491 633.862 3 3 301.161267 579.542467 70.5984617
82.72416 80.89404 3 3 135.705733 79.9860767 18.8334576
499.9593 586.8532 3 3 297.6632 547.296767 73.5161455
880.1699 940.1017 3 3 1452.90233 988.711867 77.1441763
3316.287 4961.719 3 3 957.950467 4089.198 685.775164
44.94968 45.45114 3 3 78.75706 47.90957 9.48560685
2448.084 2409.004 3 3 1513.08167 2606.75367 212.656425
918.6715 872.7696 3 3 547.526867 867.924067 96.1769528



596.0967 612.5665 3 3 455.252867 639.160933 16.6959247
16.51027 6.429986 3 3 2171.50933 11.387572 741.753342
33.53115 34.87232 3 3 2657.55567 31.8742967 901.647963

297.86 247.0537 3 3 185.783433 270.626867 13.9193396
131.0054 145.1812 3 3 64.4791467 142.6226 24.6729739
191.8134 366.1045 3 3 854.532567 281.020767 176.669484
84.58324 75.87095 3 3 156.3591 82.8276233 24.4723084
617.7297 629.6095 3 3 406.513733 625.4989 74.935023
3148.309 3803.107 3 3 1924.02433 3438.97367 399.646015
324.2056 416.9279 3 3 188.6013 390.7407 38.137796
82.17297 61.34614 3 3 195.399367 77.91411 37.5398928
685.5574 596.8015 3 3 1135.80967 700.3634 99.7742406
123.1313 98.1034 3 3 65.1622867 110.6703 9.40550523
432.9045 460.2087 3 3 847.1445 450.8822 135.447913
203.422 207.9183 3 3 137.290133 217.753733 17.9863695

3399.567 3093.665 3 3 5967.00133 3294.196 903.294484
290.4121 325.9992 3 3 698.760333 344.720333 102.619165
718.6835 881.7258 3 3 336.175633 744.253433 60.8021185
128.0499 116.6545 3 3 105.358167 122.702833 1.68636933
3017.576 2906.765 3 3 2365.46033 3036.48167 183.770265
12.10579 13.47788 3 3 459.7206 12.3152833 154.084684
73.07306 50.52317 3 3 640.738933 61.3726867 199.256657
984.5822 1213.612 3 3 659.984167 1099.9334 99.2776154
10194.6 10257.25 3 3 8562.64333 9996.12833 290.749085
832.149 805.9927 3 3 1160.877 840.327867 103.314403

614.3273 635.4953 3 3 819.205467 600.944233 61.8173521
718.5671 737.7789 3 3 506.197033 698.2313 39.9670458
1273.09 1563.79 3 3 694.0479 1450.95833 209.199796

36.88356 52.38463 3 3 72.6393433 45.1053633 5.41781909
834.7449 727.0326 3 3 1383.742 807.007533 185.976435
3551.606 4484.392 3 3 936.6014 3722.21533 665.262318
323.5641 301.0146 3 3 451.058033 300.641567 46.4483169
627.1746 545.3523 3 3 175.282733 528.8169 57.4576599
1467.657 1626.493 3 3 1153.89 1587.31133 105.852952
19.32281 20.26829 3 3 7.400239 20.4356667 4.33394982
395.3015 537.4525 3 3 178.9582 437.403533 19.6831694
277.8544 314.5627 3 3 98.65977 304.417 67.1224574
83.85671 67.92011 3 3 3734.819 77.8279067 1262.68791
97.98894 83.54779 3 3 404.304933 94.0514433 106.741823
578.8157 575.5543 3 3 665.9685 557.019133 13.8989832
168.244 149.9321 3 3 215.8884 166.9655 3.93765362

140.6175 146.5308 3 3 109.676427 145.1049 11.5740869
4226.337 4771.213 3 3 5981.306 4482.846 439.303402
5415.93 5219.105 3 3 3693.375 5438.61733 556.641771

1056.574 1296.81 3 3 473.522667 1154.28733 198.503422
1127.152 1057.538 3 3 1686.196 1146.078 158.032201
1019.809 1060.596 3 3 800.257067 1092.52067 39.7776695
189.1784 156.716 3 3 111.9423 169.802333 10.3586763



703.3488 929.0259 3 3 469.666233 819.722467 43.484303
87.92212 82.43353 3 3 47.2510767 93.31495 6.91706971
4296.45 4362.836 3 3 5838.95867 4211.42233 524.142669

281.2903 259.1997 3 3 217.230767 268.684267 13.7232374
958.6677 1067.185 3 3 2197.787 1120.7409 318.393196
850.0698 893.4733 3 3 1070.97633 861.094767 66.8772723
79.60457 73.70827 3 3 53.4967067 74.3208367 5.19423673

756.61 1033.005 3 3 410.351233 897.2686 96.6152955
76.05167 64.13568 3 3 92.3727633 68.7641467 5.1118946
312.8819 307.6737 3 3 248.345467 301.4835 10.021926
679.0746 563.1163 3 3 1928.128 684.789233 412.703892
5.89605 5.113057 3 3 2.309424 6.11492567 0.68675056

73.16179 71.53483 3 3 110.665657 75.7309667 10.5775026
119.4067 139.9059 3 3 91.5839867 132.353133 8.55771121
252.2856 130.9331 3 3 709.5198 249.4723 108.42372
1398.208 928.3466 3 3 2611.30033 1247.3862 384.228327
5143.674 6274.085 3 3 3142.76167 5494.443 456.898617
912.3336 990.3613 3 3 663.6897 939.166167 84.7122924
2.912023 11.89874 3 3 1189.04657 6.183297 410.713153
649.6712 606.7778 3 3 1620.28867 655.3748 331.061767
2270.23 2300.538 3 3 3185.86733 2432.464 57.6211822

1514.132 1398.712 3 3 1091.58027 1497.36433 107.226216
1708.229 1734.317 3 3 1976.07767 1686.397 79.3897708
242.4798 261.7533 3 3 152.897167 247.030667 29.9815223
3882.932 4954.314 3 3 1522.30317 4431.936 857.595572
997.5195 1160.857 3 3 1625.66933 1137.5815 109.036031
283.1938 333.6494 3 3 105.11956 348.651667 40.9720918
29.91097 32.86322 3 3 82.8606467 35.0067233 15.3457219
2561.67 3302.232 3 3 4048.978 2889.44567 141.992049

2498.963 1772.057 3 3 3539.02267 2240.405 197.624882
490.5965 631.6532 3 3 808.6029 573.105467 36.2406685
452.4767 520.1875 3 3 359.1668 474.9393 9.48803445
47.54013 39.06062 3 3 736.6968 39.5148033 242.726169
760.4208 805.5892 3 3 649.530667 793.496867 40.9317788
588.0046 982.0928 3 3 195.576333 789.6782 62.8850028
2818.228 3156.202 3 3 954.6903 3056.566 702.568336
3112.67 2969.327 3 3 2310.00633 3158.03833 203.054421

715.5683 877.709 3 3 311.750867 794.110233 147.3543
14.23228 13.99139 3 3 89.9613833 17.6652367 24.4536145
124.5434 145.4346 3 3 211.9539 140.0252 21.085672
101.9901 47.01345 3 3 192.5298 68.44122 31.760802
277.1447 267.7299 3 3 157.0804 273.7518 40.3927752
3253.137 4137.397 3 3 1497.83267 3495.61167 413.995344
12.27315 13.41182 3 3 17.1636167 12.56043 1.42142206
850.0042 1027.358 3 3 360.702067 975.6404 184.781664
1267.623 1715.232 3 3 2480.36633 1529.45433 236.290979
55.22815 52.02289 3 3 67.69466 53.2408267 4.74038843
873.9849 1060.971 3 3 4595.26867 873.625 1286.91566



298.6882 607.7291 3 3 1617.88467 420.477067 384.720741
223.7133 211.6013 3 3 376.9628 231.0214 45.043532
1837.061 1597.894 3 3 2715.696 1838.59433 188.833072
767.4426 961.9788 3 3 261.364467 815.468333 144.107949
2293.789 2339.396 3 3 1975.88633 2274.741 71.6600977
745.7457 1251.448 3 3 240.898 1027.6069 95.9159891
6432.385 6860.053 3 3 10268.7973 6517.67833 1274.89716
1087.31 991.2501 3 3 1940.74933 1069.00837 296.604171

428.4163 433.9328 3 3 293.9712 458.456733 32.7167344
34.1815 25.74877 3 3 491.565233 28.7782033 161.839525

518.9401 449.0113 3 3 1543.98333 589.546133 277.213685
162.0385 165.239 3 3 69.2177833 177.553133 29.2101224
1335.642 1204.691 3 3 787.6352 1350.127 123.677468
955.9256 1215.248 3 3 656.1249 1070.39053 59.5473807
1347.281 1389.617 3 3 1595.28467 1316.621 31.976649
172.2783 160.0592 3 3 231.096167 161.2754 22.1211466
1422.088 1368.819 3 3 956.625133 1352.18933 113.550069
4201.13 4996.889 3 3 11640.3973 4187.43367 2481.82953

114.1604 419.3109 3 3 934.262733 188.168133 163.234083
1050.218 1039.111 3 3 700.7055 993.955767 53.1883658
204.8186 170.0072 3 3 312.227267 183.6156 41.090299
549.3857 507.0257 3 3 327.061633 535.962767 68.8446599
112.6185 115.4266 3 3 101.105017 114.7245 4.401482
1455.348 1180.735 3 3 601.4719 1377.68733 211.301104
15.49973 27.86514 3 3 144.456237 23.3319267 41.9503554
5589.756 5092.435 3 3 4337.71967 5427.828 248.859575
5853.96 5000.899 3 3 3654.77233 5276.31433 270.838183

201.8741 216.9568 3 3 315.8007 219.687033 27.6511984
3831.476 3494.458 3 3 2847.376 3796.38567 171.349731
1169.268 903.808 3 3 2098.47133 1189.475 119.167447
71.5837 60.88732 3 3 47.0071467 68.22663 3.8842448

2234.509 2342.024 3 3 3350.10867 2425.347 215.209749
16.4556 10.65933 3 3 208.8988 17.79002 66.7342949

30.00534 14.20128 3 3 44.1409367 21.3695733 0.24056168
1034.736 1128.031 3 3 1467.94367 1108.53467 107.637569
601.3401 352.6038 3 3 1650.27233 556.2879 337.130186
70.63247 64.24603 3 3 171.156233 75.8931633 29.9805859
43.75855 44.28798 3 3 73.1455933 48.6866067 2.96191872
383.4794 398.6109 3 3 283.5968 400.392733 37.0277973
1031.634 1558.764 3 3 2402.87267 1138.9297 235.090387
1236.63 1091.997 3 3 1484.19867 1172.84367 81.0404232

214.0694 191.5312 3 3 128.7876 193.235067 10.6633945
276.6324 359.1098 3 3 482.555967 333.8953 16.4529786
990.4132 935.0715 3 3 644.167833 963.996533 109.196831
1555.12 1701.996 3 3 1206.388 1699.56 98.3312474

95.39091 121.0505 3 3 188.628267 110.71357 23.8807604
28.60831 33.93618 3 3 21.0152567 31.65552 2.55373861
50.90423 27.54541 3 3 307.828967 35.84027 94.9548557



375.974 366.5422 3 3 1046.8152 419.5358 204.619479
810.4108 606.6983 3 3 1498.93033 776.980267 200.841656
65.18291 92.6468 3 3 197.766467 59.8164067 32.8927565
1821.26 1896.736 3 3 1501.658 1925.67367 87.2156548

1186.826 1506.103 3 3 309.9724 1517.46167 261.336025
42.40884 38.96916 3 3 24.5091767 38.9915833 3.80931477
578.4983 574.9775 3 3 1077.28777 590.281933 170.222606
6.951412 7.789664 3 3 244.803633 7.06089433 83.893101
137.1828 145.5943 3 3 178.9148 138.2724 12.6063739
953.937 699.8291 3 3 201.557403 901.4367 167.977639

582.0629 494.1628 3 3 917.723633 579.1028 85.6216525
920.9984 996.9333 3 3 730.0658 947.474033 63.7197372
553.2758 539.9989 3 3 879.178267 587.837567 73.8786769
63.76009 53.79332 3 3 84.34302 56.58156 7.54424183
1338.631 779.0424 3 3 1920.62433 1025.40387 135.716962
358.2457 453.7411 3 3 658.3724 429.113067 51.7686086
2690.135 3170.936 3 3 790.013667 3381.65467 413.223687
414.4116 595.1046 3 3 1124.30233 522.214333 190.321095
96.65043 107.6708 3 3 84.20696 100.940933 0.41333063
9.570107 1.434876 3 3 295.769567 8.33664433 101.414767
314.0492 320.0805 3 3 592.313333 357.0585 45.9615762
840.9751 697.7217 3 3 1186.09733 818.580167 67.0889772
97.75908 148.603 3 3 402.243667 164.343593 36.7990432
627.5121 590.1563 3 3 912.255667 647.672233 62.3567924
5089.613 5475.208 3 3 4555.09967 5414.71133 53.6095649
1929.373 1966.648 3 3 995.837033 1979.353 343.325655
329.878 414.1177 3 3 141.72653 369.2482 68.4816762

592.0458 474.7119 3 3 755.39 545.499667 40.4849791
3711.985 4408.859 3 3 2855.125 4101.029 261.266312
647.0148 759.8738 3 3 921.181833 701.3783 53.4981219
214.2034 193.2999 3 3 417.002833 221.6801 60.9402341
149.9181 118.0299 3 3 385.087833 130.245867 88.6200603
9378.228 7884.329 3 3 2150.44557 8794.45133 2214.021
1410.734 1680.442 3 3 981.264733 1565.63767 153.18736
2371.015 2322.609 3 3 1650.95833 2247.701 120.986275
345.1862 275.9881 3 3 109.64489 294.037733 47.4449783
658.2726 607.0544 3 3 944.261733 676.5248 50.7459707
934.9543 810.4963 3 3 1596.35 961.734533 151.598274
212.4586 204.8139 3 3 158.787533 210.171633 17.6151523
886.0767 795.5407 3 3 522.8125 796.889567 40.1363768
1704.761 1710.695 3 3 1225.08233 1665.96733 138.630639
5418.258 6248.195 3 3 3937.74333 5796.57533 508.492966
1613.204 1434.973 3 3 2135.12933 1441.44867 179.254331
113.8827 109.9539 3 3 72.32976 113.1841 14.1916667
2281.854 2015.222 3 3 1247.48633 2265.161 267.965309
61.6581 91.12072 3 3 841.501667 66.3082367 274.258414
50.779 34.45069 3 3 131.214987 44.0540133 29.7434441
50.779 34.45069 3 3 131.214987 44.0540133 29.7434441



50.779 34.45069 3 3 131.214987 44.0540133 29.7434441
259.2985 224.8005 3 3 291.2811 238.080867 3.46340602
644.7687 674.6402 3 3 1161.631 724.408733 106.398324
604.6531 618.9109 3 3 1163.01967 672.882833 137.999567
3639.291 4489.096 3 3 2350.74033 3966.57 346.723406
6125.655 5847.206 3 3 6700.21233 5989.52267 210.504931
6568.534 6519.121 3 3 5453.90633 6673.374 369.816454
5192.626 4335.719 3 3 3293.86467 4789.70667 311.3269
172.7218 157.4175 3 3 116.183867 169.3954 15.5809298
25.34384 25.57575 3 3 132.472463 27.5964833 37.0838422
1588.59 1806.276 3 3 1312.54067 1725.087 85.7458908

7.572263 10.86533 3 3 39.36602 13.190001 6.04374927
1094.046 1278.823 3 3 873.130533 1232.76967 37.0181578
203.3921 266.3023 3 3 99.2964533 242.0789 37.837371
520.0323 1486.331 3 3 3054.239 863.191 561.91878
50.68442 54.37049 3 3 64.6950467 53.9294733 2.32047839
2930.793 3158.264 3 3 2276.01267 3008.22533 225.899414
116.6993 103.3451 3 3 148.9165 113.818167 8.261993
169.5727 172.1293 3 3 197.0623 170.390767 9.37445033
35.9809 70.01273 3 3 663.344067 46.32769 218.769082

307.1607 512.0007 3 3 1345.38167 428.469633 308.421116
975.8654 890.5104 3 3 523.272033 998.574933 118.484162
1447.717 1455.856 3 3 791.371733 1431.73033 225.526533
3772.052 3757.466 3 3 2792.604 3757.793 343.827047
361.3817 494.2864 3 3 811.018467 443.668767 109.537552
526.5904 434.9584 3 3 321.926867 473.6805 26.1094546
50.03651 31.18081 3 3 241.089133 60.10563 54.2353339
275.1653 299.6248 3 3 239.8442 288.568667 12.1905223
1799.969 1749.077 3 3 2241.53 1805.65467 143.658869
34.93055 12.69456 3 3 190.463767 17.7511647 59.7064384
974.4742 1039.57 3 3 1650.73733 1081.0244 154.447454
974.4742 1039.57 3 3 1650.73733 1081.0244 154.447454
974.4742 1039.57 3 3 1650.73733 1081.0244 154.447454
272.9566 323.6383 3 3 190.649233 286.646 11.1551268
48.55109 36.74085 3 3 197.571567 56.7875767 43.4823666
8034.011 7528.344 3 3 5489.476 7909.10233 795.622466
6.210283 6.365492 3 3 2356.25033 7.62241833 838.388108
71.8296 69.94458 3 3 56.58391 70.1633033 4.58727698

13.52866 13.06929 3 3 829.359433 16.60491 290.10824
418.7224 443.8109 3 3 736.157067 424.227933 109.99032
1740.544 1516.303 3 3 3189.61633 1660.82333 531.574407
255.1992 467.386 3 3 861.919867 375.3738 135.539606
4979.966 5926.197 3 3 2870.05933 5472.94433 800.06389
536.934 528.8607 3 3 418.271867 522.101833 31.791652

1424.208 1519.006 3 3 1078.64723 1435.54667 100.620623
665.3693 818.4728 3 3 253.9657 699.196533 118.309021
554.6297 397.2161 3 3 65.0578033 425.320367 52.072893
1058.244 874.3556 3 3 567.713133 1034.95853 72.8865644



472.3726 387.8919 3 3 763.542433 431.000533 111.135898
19.97148 20.94561 3 3 14.1053433 22.0756767 0.20659806
5920.492 4929.468 3 3 3714.69567 5464.526 376.058265
2378.589 2673.208 3 3 1489.764 2372.496 85.9174236
1114.215 1262.869 3 3 772.784 1244.488 116.405967
47.71189 41.85865 3 3 132.755267 45.6191233 30.9992878
425.2007 600.7284 3 3 1482.41733 529.174133 328.324389
859.0858 973.8261 3 3 521.559567 858.476467 33.9788306
7797.196 11286.41 3 3 1531.94533 8574.51467 707.574299
252.5467 250.6065 3 3 187.2374 265.658967 13.8565727
4348.078 4170.766 3 3 2810.75633 4360.51733 519.451956
43.15044 32.91294 3 3 58.0761 39.32903 3.72484541
301.2107 337.2166 3 3 212.3259 336.607333 27.4220277
175.3976 166.8216 3 3 137.916667 166.183 3.38262945
2176.244 2245.884 3 3 5182.75567 2301.76667 1020.13156
194.2735 200.4925 3 3 132.8104 196.077467 22.3541325
1005.578 623.0119 3 3 148.88371 778.345533 102.513824
106.0176 101.6139 3 3 152.496 110.034167 10.5469661
1429.634 1260.677 3 3 1975.57367 1262.399 194.441072
175.4533 270.9491 3 3 672.511733 183.219933 154.222948
5.583608 5.340712 3 3 2.558927 5.51613367 1.05061591
433.1645 355.4984 3 3 667.9858 393.1665 90.7030087
333.7882 320.8019 3 3 229.9821 314.186467 18.8943309
1359.879 1478.895 3 3 1182.95433 1413.34733 56.5640085
96.60392 53.30004 3 3 1383.99387 84.7045533 466.005205
79.84588 96.68259 3 3 127.263767 90.8442667 8.96721111
583.4164 614.0927 3 3 377.537967 627.3067 73.3215976
1986.292 1643.429 3 3 944.069733 1943.39167 223.77455
275.6264 368.87 3 3 171.72 315.667933 19.3390988
295.431 230.9679 3 3 714.349567 325.698667 82.2383832

756.0477 915.2268 3 3 340.5104 853.5324 163.460332
3553.4 3329.545 3 3 2173.536 3481.469 451.51105

150.4769 168.1425 3 3 381.688267 168.960867 74.1611849
1257.757 1141.576 3 3 1663.43633 1113.73913 116.721315
145.6571 124.479 3 3 83.7935333 138.080967 15.5820784
82.47362 79.52801 3 3 56.4018533 76.84474 0.45694489
3508.998 2784.974 3 3 5493.59333 3384.52233 525.884141
67.82902 63.9272 3 3 58.0338767 66.9585567 1.73843605
370.861 326.0102 3 3 628.0676 349.5469 97.772394

238.6524 219.5899 3 3 145.3717 241.564967 25.4076667
890.1129 785.6582 3 3 676.260833 842.430367 28.1799285
1580.999 1725.008 3 3 1223.715 1605.34667 83.1196335
146.9247 164.0172 3 3 274.502467 160.769433 39.0156322
431.0164 449.9293 3 3 751.246733 475.1884 78.6990638
73.05825 54.94377 3 3 24.8334667 71.80909 4.66529469
1105.218 1303.189 3 3 866.969633 1192.78167 60.0680544
1226.147 1352.902 3 3 773.5848 1281.87633 171.461391
6291.32 6541.514 3 3 5243.11067 6257.49733 205.965687



1178.459 901.052 3 3 1902.046 1156.99033 108.43409
2031.018 1785.213 3 3 1038.35243 1848.888 244.726865
49.22356 38.40385 3 3 101.49995 52.4187433 7.88960721
312.9478 393.0431 3 3 643.742067 380.693833 71.4435596
571.9333 1008.176 3 3 155.058567 805.171967 82.2805216
484.3669 528.4668 3 3 760.3905 496.163433 91.059242
5988.922 5092.502 3 3 3955.654 5561.96633 365.882517
132.4045 139.4603 3 3 88.1818033 143.1814 14.9653007
120.3659 136.8211 3 3 46.91283 144.468533 20.3979137
92.69084 67.42972 3 3 305.774467 75.4125833 81.7884601
547.2581 473.6652 3 3 1293.782 587.9552 213.433836
175.0068 138.8145 3 3 926.185133 181.740567 264.771575
2492.476 2191.877 3 3 1013.78857 2175.41433 264.550169
4.674117 1.785459 3 3 9.99602 2.98409433 2.03622525
335.1863 132.7223 3 3 609.521367 238.142933 87.722787
1591.133 1679.833 3 3 2002.38967 1547.37233 41.9598576
242.4973 318.1377 3 3 614.133833 286.167033 111.824022
889.1466 668.5772 3 3 1578.388 834.1913 225.742602
927.2216 1055.13 3 3 688.114067 977.627733 79.3924576
313.6534 350.057 3 3 234.9571 321.056 16.9342697
1965.334 2064.368 3 3 1556.312 2030.95333 161.824818
964.4196 902.451 3 3 749.0074 953.221567 57.5837826
16.0247 16.45704 3 3 26.16544 17.75388 1.53265511

310.5535 453.0302 3 3 138.036777 405.798167 50.8556226
930.9448 907.2415 3 3 1369.47633 994.926433 31.5213198
588.2704 535.9471 3 3 270.467367 517.010667 34.3571405
1399.541 1417.049 3 3 874.610933 1482.74867 178.252859
652.0563 553.4034 3 3 1019.45257 630.8548 122.4397
801.8734 774.0262 3 3 1115.192 809.156233 103.690958
536.5723 405.8166 3 3 890.869367 491.257233 124.492726
135.1138 123.4463 3 3 180.826533 123.504867 17.2519348
56.32709 50.49886 3 3 40.2241667 52.7346867 3.270451
179.4766 174.2056 3 3 318.134133 197.114667 26.1842546
1778.009 2091.151 3 3 968.296467 1821.80233 181.973822
900.4454 915.2971 3 3 1201.03967 892.7173 108.425682
194.0762 246.9628 3 3 105.676427 218.126867 30.7666703
109.9547 111.6848 3 3 198.235933 117.181533 27.2392821
900.5975 1118.878 3 3 671.181833 1036.80983 58.9565626
48.36724 61.91197 3 3 389.690633 54.2663433 121.47199
366.0948 502.0193 3 3 722.1942 447.27 69.3028393
309.7837 276.5602 3 3 3923.12567 286.903667 1318.92569
224.5101 303.7116 3 3 605.4009 262.0449 118.054057
1547.547 1617.806 3 3 816.272233 1671.717 267.052423
7022.085 7958.682 3 3 4331.86233 7414.22267 1007.33151
1365.355 1611.303 3 3 979.7549 1586.127 67.9335883
1139.381 1820.49 3 3 455.4976 1600.036 115.503151
477.575 735.6157 3 3 134.131337 570.057667 66.2515958

292.1905 373.3145 3 3 620.136667 324.640767 98.3182106



50.7161 33.32824 3 3 130.124447 43.7550333 29.9945044
2153.564 1524.097 3 3 765.217567 1842.449 232.587723
741.4971 699.7739 3 3 2023.25667 770.644833 446.5603
1422.891 1207.917 3 3 2599.106 1385.91067 409.985145
460.9709 383.6886 3 3 789.5061 413.9859 130.148643
1922.373 1818.847 3 3 1072.72907 1893.45033 291.248661
14.76939 10.39956 3 3 25.85338 14.3450333 1.85528868
118.7448 130.6073 3 3 390.6639 114.741823 98.6893599
229.6049 258.8586 3 3 525.983333 251.229467 98.110316
8405.23 11715.97 3 3 1766.8003 9166.72767 1452.87729

357.1724 423.4407 3 3 226.620167 367.954167 6.90302425
1108.524 1261.394 3 3 901.443067 1202.231 72.4130927
879.2663 1072.138 3 3 698.625433 994.535767 35.1056118
1410.447 1214.331 3 3 1014.28093 1312.78067 46.8014345
612.5306 610.4597 3 3 419.208067 655.944533 38.7137354
46.7145 42.8443 3 3 56.5692633 43.2880667 3.60227268

409.0213 380.1265 3 3 115.33874 419.7856 100.882013
518.5708 671.4364 3 3 904.601167 580.4899 86.4837744
186.0275 225.5366 3 3 1418.23667 219.9685 435.646181
357.4281 235.5623 3 3 52.8556 274.000433 35.6261018
1521.461 1318.8 3 3 2251.41733 1439.3 276.234668
449.6573 477.3252 3 3 557.2646 459.449067 32.1180205
641.8436 564.6451 3 3 346.814133 604.608433 85.6941918
406.685 604.7214 3 3 180.237533 507.489167 66.5653676

2185.591 2204.904 3 3 2714.477 2253.83567 133.596346
1101.546 1011.508 3 3 839.562367 1083.27467 61.1193261
8889.674 11463.38 3 3 4915.03633 9846.91033 1121.16523
1540.573 1043.305 3 3 242.38917 1421.764 269.929155
415.3395 553.2463 3 3 1248.47133 489.6841 268.263021
3.456494 11.67172 3 3 1081.5256 6.35653667 392.685827
87.90672 80.28642 3 3 201.840067 85.99105 42.0191581
1590.925 1649.408 3 3 1006.37313 1709.518 202.908102
2803.423 2078.288 3 3 1132.24667 2319.14833 110.409092
138.2783 196.3372 3 3 349.8846 165.532633 60.721513
145.6272 191.6647 3 3 74.03645 163.594933 21.574836
4538.857 3918.541 3 3 2501.68667 4396.14033 547.246042
785.4075 736.8627 3 3 1085.64933 795.073633 85.137564
10.66893 11.52692 3 3 420.658533 10.653937 149.970127
473.2829 584.8998 3 3 722.976167 498.1865 27.9685781
181.6922 215.948 3 3 1505.54933 184.715 482.301192
360.9934 291.1214 3 3 792.6442 289.0691 169.201995
46.17026 52.03785 3 3 22.1806433 45.50126 5.02789911
47.7222 35.30414 3 3 156.271 44.5429767 40.0698956

545.4725 696.5627 3 3 1097.793 689.708833 49.4547187
79.91022 74.79958 3 3 46.48239 75.6857767 9.96778719
3794.045 4124.821 3 3 4548.07433 3986.99767 111.993992
504.248 552.713 3 3 187.41455 556.6499 123.683426

3318.912 2569.406 3 3 5238.05 3099.17967 632.845765



150.0842 144.1048 3 3 119.4606 142.5383 0.48445936
536.5051 424.1278 3 3 8042.565 415.5436 2790.88082
149.3655 132.8164 3 3 206.607867 131.698233 20.4982096
485.1635 516.407 3 3 361.639633 479.967667 18.3237014
22.65245 27.94642 3 3 10.412925 23.2715 1.69284003
15.24737 13.37415 3 3 404.201633 11.9849973 143.712846
1861.586 1360.289 3 3 4918.17267 1697.519 1143.91185
555.6553 356.3768 3 3 1113.00467 545.5965 96.2535058
1116.428 1381.903 3 3 665.44 1198.005 112.52677
149.2689 162.7463 3 3 106.160133 162.615333 15.8833469
284.5934 265.0475 3 3 220.2898 267.5108 6.66254755
208.0944 188.4831 3 3 126.915833 203.4976 24.7525521
1065.139 1552.518 3 3 461.813367 1310.08533 193.879805
1168.533 735.5554 3 3 3052.36133 1196.9498 487.18107
355.1539 333.8315 3 3 213.8222 361.8084 44.0463814
144.8223 148.7267 3 3 121.115433 152.181533 6.21863211
86.51529 71.37669 3 3 104.311257 78.98372 5.41057967
2390.268 2339.444 3 3 1464.74533 2295.63633 279.564035
3003.059 3930.498 3 3 1881.6 3463.14633 350.913502
331.4996 353.2952 3 3 420.343233 348.666667 21.4122622
967.7483 1214.125 3 3 690.7348 1060.29143 22.1467998
91.44305 103.4668 3 3 45.5692267 97.2292033 18.0271117
88.9268 82.79655 3 3 47.06167 86.6912033 14.1861475

5146.592 4692.115 3 3 3870.01767 5092.95667 246.101949
23.91894 26.7355 3 3 19.5584 26.0589533 1.46434677
23.91894 26.7355 3 3 19.5584 26.0589533 1.46434677
281.844 342.5745 3 3 754.720333 345.0609 136.490577

1658.317 1683.539 3 3 1510.52167 1708.50867 30.4510244
19.8293 11.84031 3 3 73.8493933 17.1853133 20.366393

3498.824 3780.113 3 3 3038.72567 3707.39167 164.737685
399.1745 530.3892 3 3 776.5108 463.886167 94.735613
695.9706 795.8614 3 3 1001.94437 732.700433 82.6722897
31.72843 13.87427 3 3 198.102233 19.3838067 65.0311768
93.91513 96.32178 3 3 139.774833 97.8771367 14.6448722
3730.074 3538.308 3 3 2800.88767 3504.50133 87.8392847
361.8488 362.2764 3 3 186.922367 396.558567 49.1000539
529.8215 613.2867 3 3 724.1624 561.279033 39.4021541
3804.095 3740.395 3 3 993.6724 4168.009 949.229755
532.3298 802.3781 3 3 166.63704 640.092867 100.305417
60.54069 63.2855 3 3 48.1726967 60.9063433 4.14241572
428.4574 564.0668 3 3 878.700467 548.600767 45.0668113
1112.152 1424.043 3 3 454.229967 1199.63433 193.434801
2705.978 2569.734 3 3 4056.43167 2842.96367 264.756218
6394.462 6580.833 3 3 4911.61133 6222.93167 125.619364
2552.637 2764.501 3 3 1968.33467 2707.31 237.118007
681.7094 771.4335 3 3 582.386333 747.230967 20.4443593
1404.289 805.4745 3 3 148.80081 1131.7705 200.494361
7199.968 6383.401 3 3 8946.628 7085.593 217.911399



11.905 11.13442 3 3 183.790467 11.01848 63.87135
257.562 300.127 3 3 497.958667 278.9389 78.1318098

37.68364 18.33966 3 3 113.168167 34.31767 25.2445635
503.6736 606.2513 3 3 372.920767 538.4619 17.3198841
75.91544 74.89316 3 3 63.3991433 76.7386433 4.33022771
5754.95 5369.976 3 3 3086.24567 5633.72933 914.423991

3942.107 3161.07 3 3 2495.79067 3579.35767 77.2119297
1037.172 950.2875 3 3 789.062267 965.8 7.19882275
533.3232 489.8596 3 3 399.4564 495.6593 5.87496596
2732.406 2870.362 3 3 1810.25433 2808.37233 362.93863
2238.025 2190.49 3 3 2990.28933 2230.81733 278.805579
1202.665 1096.287 3 3 1404.002 1157.856 72.6131843
122.5279 104.5306 3 3 178.235233 106.362803 21.7637907
243.7837 214.692 3 3 165.755267 221.327567 4.95165304
128.4102 79.36731 3 3 880.6503 159.87107 247.585878
3861.345 3895.488 3 3 5115.01467 3648.27267 369.031543
457.1434 291.0954 3 3 646.017533 378.495733 53.6269636
68.50526 56.50245 3 3 28.06374 67.1659133 10.426902
203.4426 198.8309 3 3 343.747767 196.158167 53.96269
284.343 323.9431 3 3 170.510067 317.761433 45.070201

998.1993 1632.116 3 3 250.007967 1260.1171 175.222659
192.5987 210.2762 3 3 249.301167 204.454633 13.0796178
100.1354 116.1592 3 3 46.6300833 110.994867 21.9341202
4744.667 5172.995 3 3 3225.733 5280.85833 473.171953
515.1065 642.5133 3 3 798.422833 581.716367 48.7357835
904.6176 1232.81 3 3 382.425667 983.6613 33.6182267
559.8854 556.6271 3 3 339.386633 542.3171 70.060601
559.8854 556.6271 3 3 339.386633 542.3171 70.060601
536.8029 428.3532 3 3 777.976367 504.587567 76.8433568
1828.918 1788.261 3 3 1230.23 1887.34733 201.257764
1540.889 1444.709 3 3 650.538733 1591.85967 300.723274
1285.108 2389.882 3 3 149.1863 1725.79767 14.9390878
1158.948 1186.801 3 3 2349.55667 1145.30767 444.431046
413.4649 355.6502 3 3 106.624567 455.657133 28.3740566
86.8993 124.0238 3 3 588.0041 124.2775 168.125683

2645.678 2139.741 3 3 1204.79337 2551.981 332.262439
7599.029 7645.037 3 3 5724.01833 7697.26867 721.076681
1159.246 1227.397 3 3 1703.77033 1255.11367 123.166872
111.7798 112.7014 3 3 87.21225 110.9609 8.53340908
309.0991 427.8646 3 3 1443.91803 347.091767 401.747632
2457.975 2254.367 3 3 1640.67367 2478.28767 204.673156
1160.681 1448.323 3 3 2702.79333 1285.579 505.942352
4804.728 4284.814 3 3 3518.261 4483.85367 224.151637
1423.097 1704.991 3 3 879.726133 1556.976 208.472758
3234.106 3378.627 3 3 2735.01233 3241.58167 133.064635
11.49566 12.07727 3 3 22.916 12.08202 3.98822743
1116.067 1251.645 3 3 698.184667 1287.509 106.442084
2281.008 2305.138 3 3 2672.571 2312.61567 129.131405



53.35816 22.25143 3 3 143.558067 41.2766833 34.2512561
185.796 135.2724 3 3 238.564167 163.763967 10.3357033

384.8864 368.6754 3 3 551.118133 364.8952 65.745589
218.998 170.7553 3 3 267.631967 196.489833 10.6238065

211.5673 183.4024 3 3 266.756967 189.586467 21.0292919
8137.764 8275.491 3 3 6502.20867 8329.371 643.559898
879.6586 957.7371 3 3 663.967333 947.689233 84.543663
636.1833 662.3037 3 3 1167.24 610.028933 195.984975
13.7277 22.87342 3 3 748.770333 18.2509833 272.494904

326.6225 225.7444 3 3 626.570333 261.9157 123.906556
42.00224 37.6319 3 3 861.535833 67.3368133 292.452411
4302.327 3651.807 3 3 2985.42467 4074.17667 175.908942
633.9776 529.8997 3 3 1087.85977 584.508833 180.436812
39.3954 32.15091 3 3 290.149467 32.0669567 96.0373184
39.3954 32.15091 3 3 290.149467 32.0669567 96.0373184

1299.572 826.6273 3 3 2183.10733 1153.1101 260.012193
687.5818 819.5142 3 3 523.241 764.255767 58.3053434
242.6427 172.1905 3 3 388.311233 201.601767 59.3046941
595.527 576.5469 3 3 997.007067 654.384933 47.6363115

138.3427 125.63 3 3 221.426333 131.115233 33.0901048
886.8263 1038.236 3 3 1218.24767 980.720433 33.8634662
174.8097 195.2176 3 3 139.662867 184.7542 13.3950334
116.254 121.5011 3 3 135.724333 116.285967 5.07037582

2189.251 1992.202 3 3 3499.81333 2320.76367 159.958601
186.6474 141.6229 3 3 1822.642 158.666967 621.207755
1112.317 944.2889 3 3 608.221033 1109.71563 90.3577067
1594.447 1480.708 3 3 1921.34633 1544.73633 128.107903
683.3386 545.8107 3 3 1207.94433 687.098033 131.812647
61.0577 62.43539 3 3 39.4336167 59.1522 5.81596726

197.4987 183.6266 3 3 112.341127 202.750833 25.5317889
11.62662 12.56323 3 3 1266.7305 9.39401033 470.727483
756.4519 1283.501 3 3 85.2346833 932.018967 88.7257314
1083.653 1087.042 3 3 759.498867 1161.99667 71.3460675
5872.117 5571.741 3 3 6530.36467 5611.25267 243.251595
280.8071 312.5144 3 3 123.53878 336.204367 37.4488698
949.2826 958.6199 3 3 773.795167 978.4485 63.7033812
3524.773 3190.393 3 3 3862.95967 3342.371 97.1041932
2398.323 2405.762 3 3 4738.146 2409.32867 873.292749
569.2391 432.4116 3 3 187.945733 535.527133 93.3316184
1301.845 834.4627 3 3 424.008333 1080.82323 75.0868815
51.28553 46.09636 3 3 84.9420933 54.3576267 5.35340472
169.6902 134.7086 3 3 7550.67333 155.499233 2775.26205
1791.502 1604.065 3 3 1059.03327 1807.859 184.055681
1503.364 1541.554 3 3 2036.06 1443.40567 174.347114
688.8735 789.9603 3 3 1062.68967 762.467533 92.5137775
579.4424 505.5078 3 3 1313.515 655.911133 144.908036
1.618017 10.85089 3 3 985.179733 5.02455633 368.03222
1113.546 897.8524 3 3 2428.04733 1149.7668 395.700388



1300.291 1989.219 3 3 2804.23633 1631.612 273.538431
622.0495 704.5722 3 3 1075.634 664.005833 149.004653
752.0726 624.0995 3 3 404.935433 654.951267 37.9257117
124.849 91.30113 3 3 167.673133 113.976177 4.64631824

421.4902 399.3078 3 3 240.906667 380.932733 6.54655536
2996.238 3479.694 3 3 2207.26833 3300.42567 314.283129
1462.377 1832.507 3 3 982.4366 1601.98 117.512644
1112.102 1328.876 3 3 840.965667 1273.06467 79.7213987
290.6266 269.2612 3 3 199.4571 272.685567 22.0596115
556.9803 562.6898 3 3 1198.8671 555.761867 241.798941
1113.434 1177.039 3 3 1819.645 1181.81633 229.260646
5689.049 5208.049 3 3 3874.71967 5616.483 535.71268
4.198923 4.345546 3 3 645.9315 4.67123333 241.271282
495.4327 494.4874 3 3 937.072967 534.641033 134.930505
4.381401 7.16536 3 3 0.00792434 5.03364867 0.00665262
341.918 408.0878 3 3 559.054733 375.8421 60.4979526
100.207 94.83193 3 3 79.8720733 100.146443 5.51601111

181.1843 219.766 3 3 112.75041 194.122033 21.1507789
4855.295 4573.183 3 3 3418.041 4850.83767 464.567786
46.94024 51.5714 3 3 362.1967 55.5224233 115.077367
509.2704 550.1801 3 3 684.460067 537.517933 49.6884617
189.1303 231.284 3 3 425.336833 224.1051 68.817015
1772.409 1528.065 3 3 3083.14133 1680.40767 512.138525
232.3335 181.4864 3 3 91.4174467 229.410267 23.3503779
376.4939 385.9651 3 3 654.4053 351.046533 101.724657
2110.976 2435.839 3 3 3455.99267 2069.745 350.684887
142.3695 119.2372 3 3 66.5267367 145.022933 11.7464069
180.3026 164.8973 3 3 42.8061833 155.475733 29.5057039
457.0263 395.8395 3 3 595.417533 385.024 15.3136233
424.4952 494.205 3 3 3904.343 493.1077 1286.65349
549.0823 501.7749 3 3 393.502733 508.307567 21.012275
728.0806 646.5704 3 3 1031.66063 715.646567 100.910624
1258.462 1562.802 3 3 916.032267 1428.61133 115.695022
1449.776 1334.818 3 3 815.768233 1500.79067 168.5212
2870.189 2810.532 3 3 3852.10267 3015.606 83.1566714
301.7549 406.6389 3 3 1052.27317 349.430233 260.30761
164.9794 174.9523 3 3 191.304 171.342833 5.13952146
6515.762 9323.146 3 3 1323.44777 7531.682 1757.91254
1261.535 1495.651 3 3 1955.194 1428.19267 136.58175
1869.766 2343.748 3 3 836.5892 2354.64067 298.917478
174.4985 142.8167 3 3 210.762833 161.730867 8.05445554
294.8244 336.7721 3 3 62.6167133 382.994433 26.6892707
406.6607 561.4535 3 3 1138.94613 461.039733 241.380405
589.2214 714.7207 3 3 960.665967 650.3714 99.2482598
414.2912 368.967 3 3 480.095033 399.5455 15.1060556
626.7481 817.4852 3 3 1170.23667 736.168333 131.579661
18.36766 16.91691 3 3 1298.10557 17.8879267 484.762568
90.47868 90.01819 3 3 76.77932 87.8454667 0.42909283



106.5448 85.60413 3 3 51.4033133 97.2910567 13.7068426
56.58221 40.35926 3 3 228.133633 65.04142 54.0815242
394.9849 339.7995 3 3 284.631833 368.478567 15.5970885
343.4441 372.2614 3 3 225.065433 341.479067 30.5297341
2322.835 2477.69 3 3 1692.04 2461.98567 260.140644
2553.876 2948.054 3 3 2137.15 2720.938 85.9700354
810.4926 700.2207 3 3 1534.13433 858.7321 174.393544
213.4695 218.0271 3 3 102.092143 201.7691 28.9258152
3320.249 4458.341 3 3 6393.708 3629.196 756.268227
1840.321 1901.558 3 3 1465.51767 1921.38667 145.962639
49.0288 42.72945 3 3 56.5366933 44.3563267 2.1104473

318.1137 408.5806 3 3 987.6889 369.312533 229.877783
147.1454 107.2486 3 3 288.848833 134.781633 53.3266009
698.6699 702.666 3 3 621.899033 691.310933 20.6516254
389.954 445.9713 3 3 204.949767 467.9747 40.8277996

2116.235 1964.22 3 3 1423.99667 1940.92367 55.8500684
58.95277 47.11926 3 3 99.8200233 58.86606 10.2251185
106.5586 92.26046 3 3 76.1125633 101.14162 5.49554771
1404.963 1592.706 3 3 2020.59333 1520.58233 160.676863
5496.715 5278.56 3 3 4172.013 5224.195 259.998633
272.8558 624.8208 3 3 1570.301 476.387567 373.350385
2041.718 2041.329 3 3 2969.443 2046.541 350.440956
2196.083 2938.452 3 3 1330.97433 2478.46367 169.068287
261.8015 307.6767 3 3 451.432933 299.227733 46.7732911
1915.262 2535.223 3 3 1123.8546 2371.17433 254.376241
153.4059 99.01402 3 3 973.404567 100.05286 327.678341
153.4059 99.01402 3 3 973.404567 100.05286 327.678341
351.2042 265.2976 3 3 178.023833 324.221933 21.8442176
907.5781 965.2523 3 3 671.7374 979.630133 85.2076896
6347.766 8063.7 3 3 3320.26033 6929.03733 956.932434
99.11713 109.6116 3 3 80.0309267 101.160493 2.48629777
1432.003 2262.238 3 3 176.4442 1654.855 181.590088
599.8594 599.8492 3 3 361.9431 581.2367 76.9304365
2541.093 2423.347 3 3 1262.28733 2309.44933 256.369699
175.7277 146.6972 3 3 264.054167 168.9027 30.3768814
168.3518 226.3509 3 3 549.453167 224.153733 111.02144
291.568 291.3285 3 3 175.8605 321.930033 17.4804423

88.97389 143.363 3 3 216.4396 126.63033 10.0812711
5532.563 4062.136 3 3 7467.35867 5059.47767 306.980135
1170.718 1151.89 3 3 855.290333 1175.52667 119.076553
1161.91 863.2385 3 3 2814.32767 950.191767 685.709386

141.9081 144.5271 3 3 100.473683 137.831267 10.6659852
3902.737 3979.779 3 3 3059.21133 3811.555 173.761125
373.1716 474.6502 3 3 187.5696 462.407 62.7864788
26.76222 22.54757 3 3 44.9647333 24.0186867 7.61914356
1213.532 2417.735 3 3 241.576733 1828.32167 51.017523
36.44318 15.22531 3 3 390.130133 29.99815 136.642485
101.4852 72.05074 3 3 132.3867 87.14966 8.95781875



11.05913 11.78375 3 3 15.18087 10.755032 1.17572386
2843.475 3284.586 3 3 4104.022 3166.52467 218.110441
5.80268 10.55652 3 3 519.44 6.486562 195.537147
1095.84 1117.696 3 3 539.488367 1066.22777 187.905181

464.3508 420.6791 3 3 248.490867 420.184933 48.1174762
128.0206 115.0413 3 3 61.42038 113.077603 11.484352
82.16088 61.8394 3 3 158.535533 83.96456 16.6580967
3963.642 4373.512 3 3 2064.18967 3935.47567 552.531307
549.1855 657.7667 3 3 1184.805 692.6117 92.4079288
1058.136 1392.076 3 3 1975.77 1269.88533 196.910651
234.8667 170.9549 3 3 73.5956767 191.752733 25.3296473
90.06985 76.59953 3 3 120.824867 85.0766467 11.4862232
641.7065 620.5746 3 3 1113.73833 699.011067 105.695041
198.4665 165.1413 3 3 24159.72 158.416533 9173.14634
2034.719 2902.83 3 3 4496.71667 2424.35 658.183796
50.61612 47.31919 3 3 148.410667 48.8809967 38.0129787
210.1733 228.4572 3 3 831.9413 219.3208 234.023657
3357.828 3471.449 3 3 1876.31667 3206.44633 354.022321
355.8286 441.2297 3 3 750.675467 415.652433 117.13004
121.5132 112.5308 3 3 70.07786 119.003967 17.8430057
151.5842 153.2929 3 3 106.10058 162.431267 12.811149
1139.335 1095.63 3 3 984.574633 1134.09667 44.3694102
75.44896 70.65384 3 3 6558.425 68.8463933 2483.6907
212.2138 161.8297 3 3 634.9941 219.3301 146.801408
406.8046 211.6969 3 3 39.3036167 322.369567 41.3824847
2037.901 2239.331 3 3 1578.09233 2246.151 143.537922
319.1472 331.9562 3 3 984.808267 394.0026 192.60114
999.2878 1345.955 3 3 395.675333 1080.11223 114.272885
51.10379 61.49951 3 3 1225.47627 64.9647967 444.399248
1417.693 1108.227 3 3 2150.78433 1398.713 61.8308144
237.0282 315.084 3 3 478.402933 285.587933 60.5310378
55.95552 52.13066 3 3 284.6303 63.69663 82.9775101
67.21746 69.61822 3 3 53.7394967 67.0196633 4.31276363
965.0206 957.2469 3 3 1932.276 1083.6935 246.386032
1436.944 1512.736 3 3 1114.69287 1527.61067 123.548594
52.62416 47.93464 3 3 37.6418767 48.7756933 2.43766983
2533.375 2618.053 3 3 2050.817 2639.31233 192.335177
83.6284 86.56841 3 3 60.60737 81.6594967 5.24793828

6243.828 6328.686 3 3 5358.694 6481.158 263.723148
870.6886 948.0506 3 3 2373.52567 922.431467 554.707174
25.70879 31.63419 3 3 13.4124933 26.37286 0.28107631
1.523213 9.976133 3 3 908.9732 4.66588433 346.849617
80.58669 89.89508 3 3 315.1885 81.1132567 89.3845164
8712.207 8612.313 3 3 7292.726 8695.83533 533.060023
132.2179 103.6753 3 3 51.0386967 108.990013 7.12052594
188.5364 325.7094 3 3 54.6442633 273.4658 39.4247871
866.9963 774.664 3 3 576.7207 792.985267 49.384865
3166.362 3405.957 3 3 2070.61267 3176.5 360.5448



7129.622 6593.401 3 3 9477.99733 7290.087 288.725156
143.0103 142.8249 3 3 294.897833 154.578233 49.9742712
2096.064 2713.406 3 3 1567.21233 2505.41367 65.1539474
207.0225 217.9996 3 3 331.092233 214.241 44.4616408
1885.806 2364.003 3 3 743.186467 2069.46067 439.730043
201.4576 186.046 3 3 145.358133 186.409933 5.2788155
796.9228 591.181 3 3 1852.557 769.3487 382.00748
224.2998 141.8496 3 3 375.8097 180.227667 62.7199884
734.9225 714.4691 3 3 1100.278 778.666467 80.4033457
1305.212 1049.598 3 3 2069.36 1221.212 290.485131
35.64254 21.03129 3 3 1051.1935 27.81823 393.706686
1397.066 1249.433 3 3 4486.689 1535.10133 1072.32834
3124.906 3473.419 3 3 2185.10733 3256.55067 366.36265
4140.687 4134.401 3 3 1534.66233 4808.19767 488.052175
202.9541 273.0161 3 3 79.6435067 215.709967 5.3284122
63.1399 38.3441 3 3 196.445433 48.9594967 55.3414297

43.02755 36.26617 3 3 28.4792033 39.79302 2.73729168
93.75481 141.5299 3 3 270.663067 140.02157 21.4127817
824.7039 986.0972 3 3 1509.92167 929.400767 204.5275
395.4642 437.1888 3 3 294.096067 413.2147 40.5478775
478.064 440.5645 3 3 699.283733 489.4905 58.7937336

1172.958 1258.666 3 3 1401.48467 1213.16033 58.4172688
1378.423 1959.722 3 3 2821.747 1723.195 293.398981
162.5717 162.1486 3 3 342.8565 162.607867 69.4852387
164.9077 110.0378 3 3 279.3024 148.479633 37.7829279
1366.963 1692.8 3 3 941.3869 1602.699 150.230422
216.5818 204.4379 3 3 14574.6093 210.784367 5538.64425
559.0688 599.0549 3 3 410.5457 556.9806 36.4296179
559.0688 599.0549 3 3 410.5457 556.9806 36.4296179
559.0688 599.0549 3 3 410.5457 556.9806 36.4296179
591.2525 618.403 3 3 684.784867 586.2945 15.1336648
142.7997 109.4018 3 3 81.3244633 129.410067 5.69531751
940.4439 1409.638 3 3 2725.41733 1411.56763 184.72457
4354.063 4270.693 3 3 3411.12533 4347.87833 353.770284
118.1102 105.7423 3 3 95.46902 113.543533 1.60094905
1500.952 1392.488 3 3 1849.59367 1473.69333 126.194664
2128.426 2928.586 3 3 1162.93727 2410.06533 171.925626
1759.986 1948.04 3 3 5520.288 1717.229 1445.75879
1642.443 1362.379 3 3 2856.666 1477.551 512.110137
216.1567 146.4636 3 3 323.2858 194.449733 27.2818472
434.3231 396.4648 3 3 258.8936 432.5683 57.0748797
46.60418 46.52063 3 3 31.2040333 48.4569167 5.80123974
1871.17 2644.111 3 3 1125.49807 2279.773 219.283892

304.9506 291.3394 3 3 235.062767 294.279333 20.7946268
475.664 448.5013 3 3 623.167267 463.2861 60.2484243

152.6154 149.3309 3 3 220.063633 150.831867 26.7215067
1732.967 1494.249 3 3 1163.448 1656.77 128.708302
954.6481 1187.608 3 3 2371.007 1156.62737 430.32308



584.0916 770.7897 3 3 350.785033 739.470833 48.5850876
514.7753 368.3804 3 3 830.661633 492.484733 63.2675546
511.4266 728.4379 3 3 1091.94987 610.971867 150.525314
200.4164 184.2349 3 3 146.373333 193.632767 16.2564862
134.0719 124.4216 3 3 112.7763 128.057267 2.73554038
955.0789 952.9077 3 3 682.377833 979.9432 106.08694
955.0789 952.9077 3 3 682.377833 979.9432 106.08694
63.98079 51.64506 3 3 167.3004 60.69894 40.5076424
1401.224 1405.352 3 3 1585.31933 1369.906 60.1251302
244.9405 492.0711 3 3 748.737133 362.216433 83.8666703
125.9585 143.0433 3 3 266.089467 149.944967 35.1569912
9.480902 8.472531 3 3 405.1413 7.384385 154.084353
114.8568 108.9205 3 3 145.2205 108.9312 12.7534156
564.1013 577.0005 3 3 427.826667 585.4225 55.0020586
594.7693 636.9492 3 3 1033.13073 671.015667 100.645457
149.8073 125.7681 3 3 204.7651 147.989467 5.26569129
190.2443 310.847 3 3 475.507633 269.059133 41.7442689
337.3759 388.1278 3 3 678.956533 314.339 110.961298
170.9203 193.9171 3 3 639.2605 194.9599 170.571555
1077.035 1009.5 3 3 1333.434 1069.714 85.0080189
10.52514 3.822945 3 3 21.4273633 8.015287 3.70351577
53.95081 54.16224 3 3 820.907133 51.7249733 298.370493
1699.171 1379.254 3 3 2888.933 1574.60733 480.294315
124.7238 113.9691 3 3 228.375633 119.293333 41.9919726
1687.362 1902.573 3 3 627.8526 1878.694 450.694424
534.0782 811.097 3 3 231.468433 750.389533 56.9516329
190.6217 267.199 3 3 408.6023 245.6902 41.1113143
5491.183 5259.164 3 3 3904.966 5532.141 558.353409
55.9095 48.3732 3 3 149.729933 55.0647633 36.2146429

872.6324 655.9831 3 3 438.456833 784.492067 71.4150256
332.855 378.5222 3 3 164.325367 334.610067 50.2168722

178.1208 271.79 3 3 372.816933 218.722567 35.6900288
181.3031 169.4044 3 3 146.779033 171.1264 0.68263434
355.3221 338.0488 3 3 2037.60667 345.822167 657.224536
597.9612 957.291 3 3 1750.742 823.409233 302.180195
18.17328 1.319942 3 3 60.75019 13.4952073 14.9759187
51.21126 42.60357 3 3 137.9032 56.1106767 27.1824434
593.4289 725.3354 3 3 1082.63933 686.6958 130.844877
751.822 892.9906 3 3 583.147133 802.847867 34.223441

1193.146 1162.032 3 3 1648.11467 1207.477 162.641758
544.0726 357.6719 3 3 1011.47553 503.564333 148.395072
95.72951 109.4784 3 3 66.2655633 100.163197 10.4343736
2424.354 1718.703 3 3 3018.891 2002.47367 133.117959
1586.48 1432.559 3 3 2357.69933 1581.24033 264.572305
1695.62 1535.852 3 3 2580.13933 1571.56 376.702573

56.21537 51.94849 3 3 34.94957 52.7481 6.17676793
1939.681 2175.571 3 3 1645.772 2021.383 59.5642207
2539.642 3836.517 3 3 382.834767 2830.46067 323.900338



169.3071 148.3742 3 3 66.39825 177.9127 26.2728182
1064.171 1671.276 3 3 299.826267 1516.269 258.387207
181.7287 179.4468 3 3 221.1018 181.4146 15.3773351
11241.26 11627.64 3 3 9181.47133 11316.5133 784.241241
36.15567 43.22898 3 3 14.2339633 36.3442 5.31971492
71.01711 76.05711 3 3 53.5259133 72.88046 7.02855742
325.8055 350.3543 3 3 272.2756 341.2382 23.3252404
2234.039 2161.981 3 3 2895.16233 2190.33767 272.471338
2406.569 3358.345 3 3 787.7927 2798.53267 607.550868
2161.869 2708.921 3 3 1522.24267 2519.028 236.193105
829.8997 823.9396 3 3 1772.94267 882.873833 333.948948
164.2648 138.0366 3 3 218.877267 152.981667 21.9367277
10.37232 10.77672 3 3 7.87843067 10.2257433 0.66032924
486.5255 439.0391 3 3 819.3348 404.620167 124.817183
584.8951 579.5933 3 3 976.0875 616.813767 127.04367
650.2761 753.9237 3 3 1191.988 714.1707 178.269888
67.61276 70.4155 3 3 126.649467 65.3553633 23.0788705
291.1565 326.0981 3 3 254.573167 312.258967 12.8314517
193.0433 209.7738 3 3 84.6860467 221.146433 40.15111
2567.673 2262.107 3 3 4054.40133 2317.95 640.407785
418.2593 374.6481 3 3 632.7605 410.5649 80.5381234
896.1989 957.1813 3 3 1184.86433 956.388067 66.4604426
14.79692 17.37024 3 3 2181.88067 16.3347033 847.490881
1536.096 1226.071 3 3 1909.475 1399.278 121.920764
899.7742 1106.634 3 3 574.198733 998.7191 129.864487
161.3843 147.7468 3 3 223.3391 151.0885 26.7854411
1.26126 2.525593 3 3 0.15366872 1.90031067 0.26072625
5353.2 6300.037 3 3 3696.616 5696.45367 581.760331

499.5871 511.5986 3 3 830.0206 493.836333 129.940001
499.5871 511.5986 3 3 830.0206 493.836333 129.940001
309.1794 253.9351 3 3 407.036 297.373867 18.2025282
524.3795 377.1482 3 3 1131.5029 486.6119 233.554852
384.7705 416.0857 3 3 263.1733 383.1721 32.762683
4.909374 5.267753 3 3 3.15537067 5.34600033 0.71154856
357.7407 417.7463 3 3 304.5231 391.5685 14.8362409
1273.517 1431.702 3 3 1935.41467 1387.11733 190.692745
62.96754 48.32496 3 3 357.930567 52.9442967 119.270932
67.50414 62.49266 3 3 23.3244133 60.4282033 11.9473957
32.84417 35.40815 3 3 419.3679 30.4219767 152.383551
429.0225 592.2062 3 3 862.8823 481.446767 114.775028
11.19523 14.64948 3 3 186.984867 15.56369 67.0618204
10.44048 0.758053 3 3 31.3106233 5.40013 8.93018365
563.2992 695.4266 3 3 1119.34643 650.300633 167.862397
2512.408 2511.38 3 3 2026.05633 2584.02033 179.795908
611.4029 631.8346 3 3 347.732033 581.861967 59.9793489
3091.276 6299.989 3 3 8967.43333 4279.06567 540.25645
3438.941 2953.293 3 3 2124.208 3440.95967 169.33669
3478.12 4545.836 3 3 1688.188 3743.07433 386.886296



99.57787 121.9783 3 3 725.603 117.265423 238.487303
1042.619 869.8565 3 3 445.706033 968.779167 185.214627
51.73273 13.55744 3 3 218.707433 24.0895317 72.5514629
2324.209 1922.945 3 3 779.528533 1972.339 332.935204
4328.636 4221.266 3 3 2054.13067 4054.70467 685.331934
6443.914 5786.414 3 3 4948.211 5978.64133 6.73282712
709.4421 841.8929 3 3 264.3337 698.579733 83.2609732
61.65681 61.53282 3 3 75.4712867 61.9533467 5.27802702
1397.697 1440.116 3 3 1238.46267 1402.81067 54.3221437
253.0307 196.0102 3 3 150.1216 227.9804 9.45659874
3.538993 0.03703443 3 3 788.890033 1.24479441 309.881878
1704.63 1739.844 3 3 985.7522 1603.997 130.052549

379.4859 386.9332 3 3 509.547933 366.703233 48.2618511
50.65749 38.98166 3 3 13.8513937 43.22997 9.59314295
1646.225 1234.848 3 3 2285.26967 1408.46 271.544494
1168.872 928.2744 3 3 2216.336 1109.36647 405.380381
91.30898 79.6261 3 3 111.868067 85.3945667 8.6304808
3173.156 3047.341 3 3 1490.198 2940.669 485.67517
401.6925 364.9232 3 3 1168.05457 436.045433 272.758685
8.43217 14.59837 3 3 3177.95967 9.158129 1247.85409

1606.618 1518.816 3 3 881.012767 1703.553 208.545347
3063.44 2783.23 3 3 5005.37733 2917.64567 810.099905

209.7981 226.433 3 3 298.722967 227.016333 22.1564286
1965.893 3385.6 3 3 324.688407 2542.324 454.496429
452.8628 417.222 3 3 367.1898 426.631033 4.3610819
2067.708 1609.374 3 3 986.151167 1834.94367 243.70147
496.0819 454.7449 3 3 535.2345 476.0214 10.7951566
513.3079 569.8983 3 3 679.7444 557.279067 28.1678932
142.0358 161.6112 3 3 79.4921067 169.215267 15.7711135
62.97485 68.29564 3 3 99.50606 68.9172 10.3076839
49.63187 44.47235 3 3 71.3636233 49.9287767 6.32741028
145.2357 120.23 3 3 202.4996 132.349167 24.6831749
791.4575 1377.088 3 3 185.121903 1109.6145 213.111685
251.0233 289.2365 3 3 159.909933 293.921133 27.0867795
328.8921 432.4524 3 3 557.0196 380.7947 46.4718759
127.1536 137.6225 3 3 112.122167 133.843733 6.30920741
15.46776 5.07724 3 3 45.2843333 10.22827 12.8312108
502.1596 402.2389 3 3 240.204733 434.463433 49.4633111
474.9986 726.0336 3 3 193.4272 674.407267 62.8794737
111.716 114.647 3 3 165.419733 115.019433 19.5964963

257.2376 266.1004 3 3 372.585733 253.264933 44.6097162
161.748 273.7109 3 3 427.164733 217.5005 61.0554634

246.8539 299.182 3 3 440.023867 300.471267 9.7351013
1026.025 767.4235 3 3 1370.77733 929.671933 101.987824
185.5366 157.6815 3 3 111.70635 179.445667 18.3903658
463.9938 386.6927 3 3 1330.79833 497.3622 302.515325
658.2704 850.9329 3 3 1246.66667 744.135267 172.834447
57.94328 28.1141 3 3 307.169833 45.2549467 102.422285



7914.293 7150.576 3 3 3807.28867 8326.21467 1075.81361
160.4545 215.7369 3 3 49.8693233 166.7271 1.3869145
1109.183 1047.975 3 3 2999.859 1124.13367 736.987601
2036.331 2707.218 3 3 1002.7558 2515.828 428.181364
186.0926 194.4613 3 3 141.4855 195.263133 18.9825516
3734.073 4218.82 3 3 4716.54 3835.8 57.3438072
89.88448 96.41347 3 3 72.6571933 90.39719 3.98859979
240.8592 263.5223 3 3 522.668133 291.9348 58.9617879
2368.896 3992.042 3 3 5315.94 3150.131 271.8912
243.1637 253.9863 3 3 103.822857 230.4423 38.7074155
40.88239 53.11494 3 3 29.0023 46.66329 3.35022784
19.3894 20.41478 3 3 127.620997 18.6536967 43.1207807

276.1613 259.2147 3 3 442.077133 261.9873 70.1734361
805.8408 744.7493 3 3 2191.61733 864.737033 501.617716
1267.606 1509.207 3 3 2016.92133 1436.11367 177.752006
369.0906 316.1188 3 3 630.3445 376.9452 76.512849
836.0112 816.2777 3 3 663.971633 868.7984 32.240756
2296.854 2201.34 3 3 5324.79 2447.37933 1086.91656
434.6715 521.671 3 3 709.524967 503.7544 52.9588772
434.6715 521.671 3 3 709.524967 503.7544 52.9588772
83.04528 74.25452 3 3 183.4243 74.5533833 42.3808539
1132.929 1287.426 3 3 697.2215 1144.045 111.111308
87.96307 64.62354 3 3 121.530167 80.31314 9.10748859
129.6804 172.3094 3 3 72.4970333 153.253033 23.6215503
6.00015 2.880813 3 3 585.1219 3.76684067 230.770105

371.5734 421.9149 3 3 311.4616 390.331667 14.9517924
55.56091 36.70181 3 3 101.072737 51.87671 13.9187901
377.9859 506.6692 3 3 209.194533 423.668267 45.5052346
569.9968 556.1516 3 3 393.2303 534.985733 27.4855618

98.722 93.14814 3 3 114.367267 97.72948 5.12440895
1448.184 1407.385 3 3 945.323333 1538.56267 135.473168
951.9315 965.0916 3 3 866.707067 952.002033 31.2835786
307.073 270.8521 3 3 405.2855 302.3162 28.4942115
96.1039 60.40813 3 3 1965.489 100.673477 739.960088

746.4636 869.0549 3 3 440.417567 751.802167 46.6728882
503.0043 323.2247 3 3 81.23367 381.788233 57.0961731
85.88839 93.19818 3 3 65.9278 85.7070767 2.08725874
658.335 602.8145 3 3 372.261667 686.581167 73.7769993

2553.897 2901.77 3 3 4010.55133 2667.20033 494.06375
296.0939 431.1072 3 3 841.356433 330.4663 182.849208
729.3849 633.154 3 3 543.4287 687.0917 29.1189937
4177.561 4433.692 3 3 3624.35167 4382.93033 238.111275
679.2944 811.8332 3 3 486.2907 777.772233 77.0496747
53.27669 26.99475 3 3 486.9149 51.5292967 171.587254
41.40441 48.34858 3 3 32.5574467 46.67323 3.13195508
5.042182 2.273244 3 3 211.335733 3.079491 82.8517413
61.90129 48.18866 3 3 74.4363767 51.86603 1.82879866
1673.858 1656.165 3 3 1829.02667 1630.776 51.3758265



18.62808 17.77868 3 3 57.95812 20.8258033 14.0712042
103.3777 127.1113 3 3 760.023433 122.262767 253.525391
181.9585 232.0066 3 3 90.33418 224.0999 36.5445415

0.01083948 0.00507452 3 3 579.4017 1.97503633 230.198239
6.618281 7.427165 3 3 271.8979 11.563502 103.504363
115.6502 152.6932 3 3 59.67723 144.792733 21.7030926
355.6342 344.6397 3 3 387.878333 340.0923 5.53095751
15.16065 13.87104 3 3 186.470233 17.6975133 67.1093297
295.0222 356.6369 3 3 214.036767 326.781767 32.7479819
432.1772 478.5666 3 3 230.0055 486.113767 84.0981385
824.1429 799.5454 3 3 627.832333 844.7348 64.011744
3697.991 3939.8 3 3 5006.512 3861.608 434.601578
361.1255 309.7488 3 3 210.894367 346.9521 43.5184772
56.27904 56.61422 3 3 45.45486 54.4234233 0.71972304
157.9049 234.2094 3 3 67.02594 201.911967 36.6472588
2626.541 2646.077 3 3 639.985833 2601.16233 780.795428
792.381 698.9721 3 3 962.111533 776.800667 19.75648

1556.239 1355.464 3 3 854.660033 1493.48533 225.362762
215.9427 262.6882 3 3 157.0864 231.3283 11.9176831
1193.317 1962.148 3 3 311.820433 1516.82267 269.961571
826.7624 1161.126 3 3 1507.33233 971.709567 127.940447
43.82227 36.5763 3 3 63.5892 37.84744 8.72288503
838.2246 525.8497 3 3 219.234533 754.502733 75.235028
55.82328 43.11274 3 3 206.315967 55.0561333 59.3692218
565.5981 471.9005 3 3 362.578767 507.866567 28.7779019
118.4112 97.618 3 3 81.8698967 109.4494 2.73690042
487.3841 322.5676 3 3 1118.00927 426.657267 261.499573
2675.238 2312.998 3 3 1445.984 2423.71067 324.897432
2785.057 2176.64 3 3 1599.10267 2435.91333 116.997126
1095.147 1062.642 3 3 552.6032 1002.24307 120.790631
33.98202 45.63231 3 3 997.951367 41.9371333 383.154037
5972.503 4621.211 3 3 3479.71633 5403.71 322.684158
1562.911 1446.858 3 3 2401.23333 1582.30167 294.200198
89.25812 141.0018 3 3 292.868333 122.212507 62.1781545
663.5911 727.9572 3 3 980.050067 713.0192 97.7169105
654.801 545.4373 3 3 457.353367 596.394933 8.95171691

960.0397 943.5433 3 3 723.4257 910.7127 22.7587317
265.5974 312.4435 3 3 169.3038 299.2318 43.0930936
1307.757 1661.893 3 3 880.752933 1534.46567 173.510633
128.6168 147.3159 3 3 94.1317133 132.847733 8.68837355
121.6112 123.0522 3 3 191.456667 120.192033 28.3647515
287.0823 433.0314 3 3 153.293033 349.869 24.4396661
75.86868 87.05556 3 3 1699.39793 92.7731133 644.985916
94.34489 128.2352 3 3 454.6375 131.60383 123.769646
119.5047 109.0496 3 3 142.773767 116.792133 7.91606716
111.1506 78.31767 3 3 1636.38857 113.999357 610.580301
32.9958 31.87952 3 3 2632.46167 34.1957667 1044.07141

495.1853 549.4237 3 3 904.078333 557.9195 121.693858



195.068 159.9018 3 3 133.850367 178.1864 2.61527632
11.25133 6.923992 3 3 31.40471 6.38849397 8.63919089
133.3754 138.808 3 3 103.869733 133.968633 11.207151
1472.608 1410.02 3 3 1107.74933 1526.618 74.6175396
1054.427 1492.323 3 3 580.3424 1316.199 184.787894
322.9432 372.7756 3 3 145.519867 332.609467 65.98088
77.00804 82.94832 3 3 309.197533 84.86024 89.8614796
226.176 219.1744 3 3 190.396967 220.499267 10.971848

97.72612 82.92094 3 3 985.187933 126.024553 340.229633
31.18896 28.47457 3 3 21.05173 29.2776233 2.86508557
704.9177 576.5956 3 3 382.452533 606.406833 21.8295953
408.5606 265.5493 3 3 90.2601267 371.6459 64.3867261
710.4709 631.6855 3 3 525.0314 660.908233 33.6769664
739.5174 778.6927 3 3 1198.93967 817.3319 114.407765
1486.142 1645.635 3 3 2795.96733 1551.64033 494.394051
3848.856 3593.261 3 3 1696.769 3401.14067 385.181298
36.79902 16.77338 3 3 133.298933 35.6747 34.7949756
693.3338 576.819 3 3 1080.70063 633.4429 170.573569
213.1946 189.7659 3 3 478.144567 215.683133 102.222358
405.9196 565.2973 3 3 288.2093 497.379333 18.5870014
442.0825 537.3912 3 3 1844.74533 512.745067 533.461615
26.64873 20.34292 3 3 36.6691833 22.4225967 4.42724103
1990.152 2391.503 3 3 1570.67933 2229.39367 160.69081
288.8917 241.9876 3 3 175.309733 260.111667 23.1170276
830.5378 800.344 3 3 598.8892 859.001733 71.2959418
1794.115 1548.659 3 3 2584.28 1735.477 299.652823
219.9099 215.7635 3 3 396.6693 218.102533 71.989199
132.0032 105.4895 3 3 652.906833 117.382833 215.571863
928.0208 1249.546 3 3 299.43797 1093.83993 277.057805
1408.869 1487.483 3 3 1004.58887 1539.73867 141.192421
2201.792 2837.232 3 3 1415.982 2436.25467 218.794036
428.867 306.6634 3 3 1188.86017 417.9755 292.468759

1132.302 1090.416 3 3 916.777567 1085.16067 46.0733686
186.6463 183.8073 3 3 149.451767 195.272833 6.12541857
189.1882 179.9415 3 3 301.497467 205.535533 12.6866748
38.30093 19.48383 3 3 98.3437133 29.0543633 26.3516662
194.6551 217.4958 3 3 153.257233 217.0853 13.0570965
9512.856 10545.33 3 3 8323.47933 10246.442 441.788015
204.3199 159.841 3 3 592.0843 186.5958 162.096452
6397.088 5874.896 3 3 4676.50067 6396.47533 459.587349
3422.148 1895.448 3 3 5919.468 2939.255 794.675275
147.4443 144.1644 3 3 81.4830533 148.646033 26.6474003
5250.623 4770.036 3 3 1892.52707 5517.808 1147.65062
2504.305 3179.956 3 3 908.7158 2758.70567 651.810644

689.44 687.2789 3 3 543.408567 666.0899 31.2146901
2268.918 1807.427 3 3 3716.40533 2226.86 450.784657
126.3195 105.8935 3 3 90.2204133 115.725767 1.34099761
29.16614 37.14163 3 3 279.3587 31.2543233 100.276285



235.6234 220.4984 3 3 153.586033 239.217433 27.7645985
448.9236 684.1737 3 3 109.16072 597.9446 149.508011
110.7562 107.6804 3 3 85.76434 105.621283 4.84229137
98.58038 72.75424 3 3 145.6953 92.6451067 12.1858548
74.44569 48.01863 3 3 122.9531 61.2029067 21.2264461
7032.603 7167.85 3 3 2411.77733 6250.153 493.201431
47.67651 38.12439 3 3 72.8167533 43.74652 10.6599357
699.2653 496.3319 3 3 882.820267 605.590867 46.1310303
8413.197 8640.907 3 3 6920.15333 8707.27433 643.188223
7748.727 6801.014 3 3 5766.49767 7503.26433 337.683152
166.0735 181.4448 3 3 253.729133 182.197033 23.8162413
2500.395 2420.716 3 3 1806.59567 2552.98567 253.467328
282.368 169.7127 3 3 76.7908133 239.899767 24.9088118

736.7902 711.6877 3 3 1428.40633 691.463833 292.986675
714.3683 1061.655 3 3 1553.49467 801.024867 200.429195
232.1892 285.1624 3 3 155.0459 254.7228 29.7352959
981.0939 925.3834 3 3 372.401333 860.485633 112.089718
851.5452 882.5986 3 3 1011.56857 864.1183 57.5032629
211.3071 170.0622 3 3 113.142133 181.4406 9.23635349
111.391 62.9765 3 3 303.133733 81.05424 86.0952372

2052.975 2450.255 3 3 2890.85867 2226.63433 176.770631
20.02085 13.30046 3 3 1924.19633 20.9147133 772.044081
139.4099 172.3745 3 3 929.5447 167.229967 308.242018
943.1098 802.1223 3 3 1234.20833 855.5393 133.27832
485.2269 799.3558 3 3 126.17135 610.731033 104.963543
683.3978 760.8249 3 3 543.791633 757.3073 47.949912
569.2885 563.2419 3 3 847.7163 615.2267 41.3518458
440.744 479.2729 3 3 354.7401 442.726233 3.19209779

3199.618 4385.052 3 3 1403.7191 3776.716 760.3087
37.36637 34.15529 3 3 92.5363967 37.0912233 22.358695
1077.812 1121.329 3 3 1670.52233 1141.50067 201.241117
242.9134 433.333 3 3 655.7234 298.561867 85.5551051

633.61 850.7547 3 3 391.656 720.109433 67.6636667
2208.857 2487.862 3 3 3272.871 2488.81667 151.599657
782.9815 715.2026 3 3 1178.853 826.398267 38.2758999
309.2914 314.5034 3 3 185.7755 297.056167 37.1576648
14.57486 14.29787 3 3 7.422222 14.3938633 2.8313728
257.6597 274.3906 3 3 187.669967 277.399 29.5632475
3252.761 3996.3 3 3 2054.33867 3481.715 371.10987
231.5783 239.0179 3 3 456.525 240.605267 87.2764664
265.1313 258.5614 3 3 232.4998 266.235167 10.948141
2577.222 2777.121 3 3 2138.75633 2697.58133 201.168009
3452.392 3747.289 3 3 1657.79367 3310.17733 422.678573
1170.885 1264.644 3 3 2288.20067 1396.502 183.383743
729.1293 851.9471 3 3 1520.129 790.4947 290.509316
185.8713 181.6915 3 3 159.355767 181.883167 8.30366925
148.0919 121.8428 3 3 946.8932 130.491933 332.096872
40.26619 27.45128 3 3 52.02007 33.6151733 3.86859263



56.21269 46.89308 3 3 90.18649 58.1919867 4.00042882
1486.12 861.5193 3 3 2506.18533 1324.95843 256.504357

907.9481 864.6067 3 3 998.2833 858.001367 20.0479934
1734.949 1897.724 3 3 1483.58367 1821.646 110.843982
789.8969 932.313 3 3 584.231233 859.058 86.4510482
550.5414 500.5652 3 3 728.439067 535.758633 72.3634184
1744.318 2597.613 3 3 1037.9553 2165.132 170.731196
1554.953 1366.966 3 3 2259.07067 1556.27767 214.647785
1596.283 1318.759 3 3 2185.20933 1523.28667 201.641968
106.943 105.7186 3 3 231.540867 119.466633 39.6449983

1098.535 1211.301 3 3 1509.74133 1209.51233 53.6283385
378.5034 445.0969 3 3 234.891267 388.294433 33.8990522
9.160869 9.914481 3 3 5.60756433 9.21521033 1.30838551
3153.296 3541.044 3 3 1804.592 3244.567 525.346591
419.3034 314.5636 3 3 88.8404933 441.0363 37.8677344
2959.561 1772.91 3 3 5992.065 2828.24633 821.073088
34.49796 31.70818 3 3 9.70587933 34.9055067 9.69837335
1297.615 934.3071 3 3 675.553567 1147.1557 33.4841389
603.1791 567.532 3 3 1142.27733 669.6827 124.729034
476.9657 408.9479 3 3 771.902067 475.422367 101.626526
2020.853 2050.093 3 3 1554.474 2092.93767 195.530618
81.51961 68.67175 3 3 464.9089 92.93162 148.599975
484.7228 961.9594 3 3 1910.706 747.919267 408.394484
25.80989 27.09961 3 3 114.929797 38.96067 22.2266799
455.8685 549.8447 3 3 356.614 499.872767 34.5490542
1183.232 1481.321 3 3 929.359533 1330.268 68.1161292
937.2454 908.5116 3 3 1421.687 968.465 167.045333
1875.15 1990.571 3 3 1649.06533 1913.343 84.8937462

758.5012 848.2281 3 3 538.3144 774.036267 68.5666847
609.7155 728.9974 3 3 236.88172 651.247133 155.580029
110.287 133.1349 3 3 1411.2902 113.53053 530.76897

43.28799 52.05043 3 3 1559.52867 54.17445 616.026676
370.8212 297.1735 3 3 461.872533 337.187167 34.9090471
633.2856 964.3335 3 3 1580.225 772.020967 282.703443
2282.952 1573.144 3 3 3451.216 1871.94367 531.653912
2224.365 2547.411 3 3 1742.797 2428.04333 217.588491
946.1832 840.4758 3 3 1204.65633 942.950333 36.2144566
38.7419 39.41687 3 3 52.0974133 36.72357 4.78601847

344.1364 460.1685 3 3 597.6346 422.162 24.5217125
566.9604 842.9961 3 3 1391.05433 662.784267 254.298152
242.9011 376.6396 3 3 503.449167 292.0641 45.7355835
124.926 166.7564 3 3 335.0761 125.61018 75.5403749

3097.653 3142.284 3 3 2378.49767 3003.65467 156.80815
214.997 224.9524 3 3 131.714133 216.700567 34.0142293

23.31252 21.26664 3 3 451.855067 23.78084 175.527924
296.8702 232.3497 3 3 162.2786 256.427833 15.7987677
4003.342 3574.688 3 3 5512.63267 3708.18467 694.455278
363.0923 359.675 3 3 260.3449 350.4294 31.6612286



140.2158 128.6133 3 3 78.8965733 127.488833 14.8324757
7633.101 6549.491 3 3 3549.74 6687.736 936.694167
2255.657 1969.326 3 3 1667.01567 2115.30733 115.559045
418.5278 348.9276 3 3 223.950633 392.2181 57.8573566
1841.062 2343.075 3 3 1087.01617 2163.22633 342.240938
1118.843 922.0493 3 3 729.398467 1035.95443 73.8640731
93.47508 105.0876 3 3 222.808133 120.000193 21.5206938
201.5795 183.616 3 3 157.767667 189.1261 7.01594631
564.5902 791.5513 3 3 1031.8792 691.648367 78.2707504
1030.589 1306.469 3 3 717.751833 1220.325 124.938304
286.2328 195.0633 3 3 394.3092 239.921933 44.1524867
474.3694 333.0368 3 3 946.413533 413.017533 207.026378
407.8261 557.339 3 3 190.249467 469.7252 84.4123365
988.2772 1059.003 3 3 638.0634 970.186167 93.9857257
988.2772 1059.003 3 3 638.0634 970.186167 93.9857257
2922.01 2654.758 3 3 3949.87 2855.934 413.344009

503.2119 795.6096 3 3 107.014263 579.099667 38.596874
1220.282 1323.919 3 3 765.301667 1195.56333 105.149548
2067.777 1930.11 3 3 1688.879 2082.701 21.674617
1587.583 2220.841 3 3 430.2549 1755.85933 362.427531
2713.22 2502.266 3 3 2107.32133 2744.46 39.7402778

573.6301 686.3356 3 3 1000.75173 677.746833 87.5335424
661.0292 612.5218 3 3 507.337367 618.761067 23.2934832
71.09676 164.4074 3 3 421.091667 105.745973 119.371023
647.3741 746.3914 3 3 367.060567 644.1506 47.1602784
3992.624 3837.273 3 3 4964.20833 3923.20433 421.361449
89.45389 82.34382 3 3 69.9964167 84.7893467 4.55995778
162.0097 146.2198 3 3 187.145167 145.9438 5.05798585
793.0635 992.4187 3 3 1348.78667 908.409567 149.207078
2861.196 2641.945 3 3 1535.21167 2969.762 441.322791
262.0689 280.1246 3 3 334.9306 276.5612 20.1940634
92.70645 89.35077 3 3 149.1052 89.11089 24.4506517
721.5583 1033.847 3 3 498.34 878.730467 14.5123059
1564.151 1195.542 3 3 372.1992 1572.441 315.663509
22.02469 27.06772 3 3 774.507067 25.2343867 308.937704
290.4127 380.7743 3 3 492.5508 340.4844 42.6512161
3269.913 2865.108 3 3 1621.933 2825.08133 169.939067
216.082 248.1287 3 3 457.2263 257.199167 68.2739194

280.0838 441.066 3 3 160.176167 379.373467 25.2109366
80.8395 70.86015 3 3 469.928567 69.1337833 164.838562
7.70431 14.20911 3 3 20.08476 11.64642 0.33436309
327.427 322.9716 3 3 264.2652 314.561167 9.27594624

677.1629 785.051 3 3 507.321367 742.5491 78.2200838
2957.768 3349.9 3 3 3827.002 3146.77533 200.498801
2369.108 2059.781 3 3 1486.66633 2374.674 182.617604
499.1006 480.4886 3 3 967.474367 533.9756 161.457763
90.39285 84.58823 3 3 231.891333 90.2030967 58.2391442
1633.534 3153.07 3 3 347.828933 2281.04367 149.887812



2229.529 2558.93 3 3 3329.89 2469.89767 286.110436
2484.279 2458.369 3 3 1808.85533 2533.70733 278.935648
180.921 190.1049 3 3 158.342133 192.4958 5.63617478

1021.074 1000.989 3 3 884.300767 1012.752 52.0395948
98.08991 95.70422 3 3 115.215433 95.7577167 7.70344732
601.8499 374.8311 3 3 1506.10233 473.158333 410.711933
109.5163 95.62794 3 3 61.3407933 109.58968 14.2042318
1467.938 1543.658 3 3 1752.222 1479.90367 96.0591604
1876.682 2007.59 3 3 1371.04433 2040.09767 208.382277
1246.625 1429.651 3 3 1004.01707 1327.35633 95.6220633
611.3848 625.8535 3 3 962.589067 669.9639 81.694546
36.86373 35.5055 3 3 52.1308667 33.8829 6.37243852
7845.849 7955.725 3 3 6397.90467 8096.79167 613.044932
1575.854 1900.996 3 3 1228.353 1702.87267 91.2949703
192.2773 165.4614 3 3 137.295333 183.0346 11.2453315
2632.671 3724.44 3 3 1306.46903 3351.246 573.550022
2667.232 3811.814 3 3 587.9535 3799.321 706.774931
1658.525 1376.647 3 3 1074.14153 1486.72367 80.3845061
27.27884 22.15385 3 3 52.7158333 23.3996167 11.6442881
93.11758 65.38854 3 3 35.3749067 87.0599067 9.12381651
76.47371 71.23154 3 3 471.532867 69.4566867 166.358318
1350.058 1592.028 3 3 875.894433 1508.322 223.218412
5903.74 6863.515 3 3 4903.15767 6391.60933 386.931378

451.2805 366.418 3 3 634.865633 442.225733 35.0159846
90.52876 129.4568 3 3 260.005733 128.890587 38.7336841
192.2609 179.9232 3 3 3919.25267 188.006933 1545.93868
7309.629 8594.365 3 3 5908.00867 8264.43833 498.000584
128.4571 119.9206 3 3 105.886463 126.317533 6.31448534
4012.591 4107.062 3 3 2739.12467 4136.97733 561.835446
14356.07 14317.52 3 3 11675.1233 13843.19 276.6277
146.4187 143.821 3 3 800.986867 163.0847 262.662485
1279.112 1175.75 3 3 1817.925 1271.114 207.409528
1459.991 2515.533 3 3 279.730453 1863.97567 327.596141
1019.518 1223.186 3 3 1768.19667 1219.07967 113.517444
37.88342 27.67912 3 3 81.85227 33.77895 19.2051683
86.51044 80.74248 3 3 100.223683 84.3363833 5.79878766
378.2781 233.3498 3 3 757.8753 345.982967 138.267124
2271.49 2350.982 3 3 1658.26367 2426.54467 245.294649

906.2723 1236.323 3 3 598.2884 1054.36677 87.8981315
226.9356 289.7497 3 3 181.610233 259.235133 7.02388135
505.1235 658.4119 3 3 221.033867 588.563833 131.389052
1539.396 1510.103 3 3 1328.51267 1490.62833 28.7163601
293.4684 186.7939 3 3 958.406567 272.9207 273.971395
1299.01 1602.348 3 3 1058.387 1444.808 51.8604461

183.8449 209.2174 3 3 88.75199 229.333533 5.12434786
443.3733 595.3207 3 3 789.041633 539.239867 61.8506986
241.0533 197.3246 3 3 389.046367 222.580333 65.4027297
808.3883 802.1787 3 3 1408.192 886.969 164.156819



559.3724 515.3268 3 3 750.734067 573.2178 33.2569572
89.92481 83.42072 3 3 126.1866 87.56551 15.6539077
1247.913 1040.851 3 3 833.1913 1193.172 67.6185934
94.24817 94.56001 3 3 128.2408 100.545493 4.42775637
6.06559 3.200909 3 3 812.325167 8.90868967 334.567782

400.6028 401.4721 3 3 522.1064 411.183067 42.7324033
422.0357 495.7364 3 3 555.8645 463.060067 9.18776047
276.6627 204.4435 3 3 72.4743667 256.390933 61.7621279
66.45968 66.90585 3 3 56.59873 65.2418967 2.58635802
355.787 291.3772 3 3 202.732633 312.941567 27.0780303

3844.565 4691.115 3 3 3244.51667 4348.365 114.534541
200.2376 195.9007 3 3 289.222967 195.9403 38.6541446
177.0298 168.8708 3 3 148.7328 172.782667 9.15564489
518.3879 476.9574 3 3 235.130867 545.129233 97.5996042
2945.067 1975.642 3 3 3978.72067 2604.24667 177.718327
109.6195 60.80212 3 3 23.50424 90.65414 10.0036293
16.96141 14.85552 3 3 22.9741333 16.1544267 2.60875847
756.7736 861.9536 3 3 634.056733 800.9908 43.3014123
243.0874 181.7713 3 3 492.745267 228.1572 102.494522
291.3218 274.3245 3 3 176.3683 262.8229 5.3996381
121.9325 147.5439 3 3 362.380133 153.366933 80.0391075
30.27186 37.16541 3 3 121.754213 32.9731367 36.8903677
83.88342 85.0261 3 3 249.5915 107.71834 43.4310919
547.3123 374.7546 3 3 664.959633 446.834933 15.8178674
189.6424 156.4073 3 3 273.110133 189.439133 11.6936333
7187.148 6896.271 3 3 5813.683 7222.62333 476.398208
560.3763 653.4326 3 3 439.610667 617.874167 54.9338534
1643.51 1632.891 3 3 473.885533 1554.352 427.386952

250.6513 212.2308 3 3 162.0867 222.169067 1.94835847
199.492 264.772 3 3 138.981867 233.7848 22.2964097

32.62971 13.57817 3 3 279.094633 24.70103 105.901876
1003.673 614.9761 3 3 1638.24433 886.448367 207.904743
1686.843 1811.537 3 3 1399.58633 1693.5 43.8628533
3064.664 2555.85 3 3 1678.347 2758.464 362.441663
982.556 966.1404 3 3 831.961133 954.168867 36.3993871

1966.758 1384.169 3 3 803.745533 1814.712 189.524918
845.0744 763.9025 3 3 602.286267 804.0779 74.0395484
129.6788 114.9553 3 3 558.975467 124.123 181.803201
615.5779 622.3394 3 3 1201.24733 710.3452 130.94205
47.18175 48.19499 3 3 54.4031267 46.7609667 2.71925659
194.7182 124.5897 3 3 344.832167 176.231533 54.1203267
492.4453 454.4966 3 3 221.925233 468.9434 101.382474
555.4512 446.6389 3 3 1125.11923 573.0119 186.973657
223.063 188.5571 3 3 307.146733 212.1966 34.0832652

63.78625 91.53933 3 3 4993.70767 70.4837567 2063.33406
762.9837 1093.412 3 3 1592.361 885.1335 234.546632
674.3805 634.89 3 3 442.972967 638.672933 74.6767653
536.0989 561.7964 3 3 435.886733 571.776933 38.9526794



610.7135 673.2075 3 3 1711.84733 673.927433 430.492415
563.2971 382.7917 3 3 891.109467 520.730833 95.6503143
64.62489 67.16268 3 3 114.699823 67.5065167 19.5534459
651.7809 561.6218 3 3 1414.698 687.687433 266.952929
824.6853 937.1558 3 3 1189.65467 919.610433 71.9571867
496.4639 301.2183 3 3 844.885467 435.423633 126.331187
8018.707 7633.355 3 3 5237.25233 7451.03033 635.782572
100.8272 87.30854 3 3 77.2127233 93.6119567 1.03855229
260.2347 306.377 3 3 201.205867 284.891067 26.3501144
3258.42 3500.963 3 3 2472.99467 3296.88967 290.50488

162.6353 143.7343 3 3 62.37115 141.937367 25.4440436
162.6353 143.7343 3 3 62.37115 141.937367 25.4440436
558.7695 675.2179 3 3 432.438 596.784767 12.2515987
1437.677 2649.141 3 3 276.234033 1883.206 108.544866
112.1218 123.498 3 3 81.0428867 111.368373 2.34514986
563.035 584.4465 3 3 804.248867 613.0619 41.2414641
305.459 263.2356 3 3 196.162167 282.448067 29.3035176

416.4843 250.7014 3 3 751.163933 385.930967 92.1590892
1039.21 1105.232 3 3 741.364 1025.08617 80.4856995

271.9383 303.5959 3 3 416.697033 295.2492 46.7909503
101.0761 86.54122 3 3 54.07165 104.929473 5.84302381
81.20403 59.09489 3 3 109.835343 68.2093067 13.1685131
3594.635 4210.863 3 3 1735.74933 3513.53167 104.425573
123.9511 135.0463 3 3 168.8385 128.785967 15.8786172
604.4456 655.8202 3 3 865.675433 638.358433 91.1058484
153.1508 146.0357 3 3 119.618167 152.410067 12.4244572
108.0961 81.22291 3 3 134.100167 93.69686 10.3152011
474.0919 573.3297 3 3 327.138067 522.889667 65.878061
138.0633 109.5147 3 3 190.270167 123.231833 24.3813724
1946.018 2240.086 3 3 1537.75133 2119.735 190.98513
90.36638 76.42345 3 3 109.631733 84.4319967 7.81671212
808.042 724.0044 3 3 426.499567 714.566533 71.0570971

39.16416 40.38106 3 3 90.31498 35.8624767 21.9347147
208.4023 134.9835 3 3 1315.7602 168.8838 482.295181
258.2263 308.4693 3 3 390.4087 280.320333 38.697853
1804.68 1496.945 3 3 1018.70067 1789.906 155.474926
3317.04 5524.322 3 3 711.695067 4077.10933 667.519403

5189.052 5886.858 3 3 2552.826 5374.118 1102.75461
319.8034 304.1606 3 3 447.825567 324.390267 46.8202192
878.4685 1240.276 3 3 549.918133 1057.3245 114.800921
1207.032 1185.082 3 3 1444.87167 1233.34633 60.737781
257.4796 249.3364 3 3 229.135 259.917533 5.0413914
472.4646 572.4449 3 3 293.703533 502.871833 64.4909421
174.4762 238.2567 3 3 409.0743 229.845967 55.3708007
1031.901 1059.962 3 3 746.764767 997.4066 62.9175824
6384.939 6577.724 3 3 4688.85067 6202.80933 409.123227
155.7501 161.1163 3 3 286.613167 148.794667 55.7405795
2903.26 2693.796 3 3 4971.92933 3024.016 717.234489



139.2225 167.5538 3 3 284.197833 173.105167 28.9670675
210.7579 198.3874 3 3 374.6848 228.194733 46.0918561
3506.658 3786.027 3 3 3036.05433 3574.98767 130.960355
64.74657 70.28874 3 3 93.33528 61.9229133 8.65258459
151.9605 187.0965 3 3 65.7660567 193.668633 29.5065917
50.52412 45.30842 3 3 80.4981967 50.8519567 11.1650775
198.4858 191.6394 3 3 279.5421 193.755533 36.0618636
722.4232 697.8472 3 3 220.06147 708.6616 206.38307
226.4189 279.0818 3 3 142.578767 280.006033 21.4730323
17.16665 6.275979 3 3 552.567367 10.228218 229.505112
1561.96 1422.821 3 3 1187.017 1577.367 28.467654
20.7951 10.21133 3 3 177.216 16.3285067 67.9015026

2315.985 2122.369 3 3 1817.38133 2168.60067 71.2430703
3.020847 7.845529 3 3 234.761033 3.7003382 97.7818495
145.2708 182.0995 3 3 385.9174 187.032433 71.5578105
74.22815 46.61356 3 3 108.37659 60.6995567 14.7267424
1934.611 2023.843 3 3 1018.75777 1820.772 195.345478
318.417 337.7838 3 3 200.497033 309.143367 30.7967748

190.5784 176.085 3 3 138.1174 176.725 9.18583676
887.599 806.4928 3 3 1509.97233 853.151133 275.267841
293.013 466.162 3 3 130.897667 366.100467 43.6119178

3073.462 2798.601 3 3 2263.29067 3103.39467 154.740122
2113.395 1888.402 3 3 576.932267 2070.56033 611.480867
938.3803 1033.339 3 3 808.191167 1004.5391 60.2638835
957.8147 1067.534 3 3 792.189267 1005.21787 70.610457
173.4797 349.9178 3 3 487.3495 235.667567 39.7215656
4842.249 5033.242 3 3 3339.856 5062.20433 691.549458
201.7585 171.5448 3 3 122.754567 178.1701 10.4508456
361.8645 519.0995 3 3 205.446367 473.145667 59.4267968
137.2372 127.4088 3 3 115.485567 136.138733 3.00528093
2220.776 1785.93 3 3 4130.49833 2276.51567 590.395461
1231.712 1137.135 3 3 1836.77033 1179.499 274.94186
5599.036 6179.627 3 3 3606.19533 5875.08033 918.42793
151.0093 137.192 3 3 430.770767 129.365967 125.244377
401.3139 544.1119 3 3 2670.249 493.8095 920.867146
1739.779 1343.389 3 3 2358.41967 1650.09967 126.082555
344.463 341.3473 3 3 314.887833 339.641433 8.7268604

1159.954 1588.2 3 3 449.4626 1440.45367 343.712561
1218.579 1155.198 3 3 872.6381 1133.73833 53.1303726
221.6144 201.0981 3 3 138.626233 203.907367 22.3060823
484.3873 552.2962 3 3 914.103767 563.810067 121.655452
4426.867 5345.38 3 3 3226.802 4749.93967 390.494241
2736.224 2547.489 3 3 2311.61533 2725.27267 34.2683763
3105.525 4544.935 3 3 1487.27313 4087.14633 706.617012
49.35743 42.20668 3 3 28.8286033 48.25638 6.09865067
27.65576 22.7001 3 3 37.4009333 24.85868 4.69685663
168.1502 148.1671 3 3 103.649867 148.930067 4.02589064
484.8938 433.8947 3 3 226.8013 500.2327 88.9021743



2213.93 2035.407 3 3 1755.79133 2079.517 70.1498918
2213.93 2035.407 3 3 1755.79133 2079.517 70.1498918

298.6037 339.4423 3 3 394.241267 320.032767 24.0633491
7546.82 7394.039 3 3 6330.874 7684.01567 435.399148

1357.778 1396.023 3 3 898.708433 1340.52067 176.316338
1280.673 1185.626 3 3 779.734667 1306.22367 178.992353
167.4294 160.5916 3 3 132.6512 158.993667 6.22994985
1724.13 1376.305 3 3 1140.27633 1553.57333 27.3174964

1959.039 2361.305 3 3 3248.99467 2224.621 371.224811
4316.999 4359.071 3 3 5345.82567 4509.968 194.615599
19.41988 15.32075 3 3 957.5225 19.12307 400.329107
1100.271 898.4709 3 3 1523.743 1056.82563 139.994799
1894.445 1748.367 3 3 1134.62777 1771.792 247.395109
858.7965 843.0807 3 3 1621.80433 936.240733 252.463942
13.11528 3.605147 3 3 69.2801333 11.402839 23.6627146
381.935 442.8579 3 3 145.638673 436.5429 112.877538

192.8132 157.2467 3 3 124.159433 173.0447 10.363106
211.3374 262.8099 3 3 382.086433 244.068 51.5947588
338.2495 328.2285 3 3 450.5575 353.356867 21.9687489
912.6805 891.0212 3 3 576.383967 937.768567 140.774722
689.7355 792.0013 3 3 460.2024 759.197267 112.581561
2163.606 2384.584 3 3 1839.78333 2287.04167 154.187826
543.7119 731.3467 3 3 883.541033 650.7318 23.7043095
1890.238 1793.763 3 3 1447.30767 1926.34467 134.937165
824.9191 962.209 3 3 715.855567 897.6636 35.6648259
403.0491 323.298 3 3 787.136967 440.997967 45.9768753
1109.998 1326.76 3 3 2963.46833 1113.134 761.783982
3060.416 3041.035 3 3 1938.78433 3216.05433 464.658644
1887.585 1913.158 3 3 1654.874 1862.93867 59.523121
2783.007 2726.927 3 3 1709.28833 2557.166 114.966061
4534.952 4694.789 3 3 3165.42267 4791.21 619.250645
54.97099 79.76805 3 3 103.464627 70.30704 4.6361479
52.07319 23.98817 3 3 107.8599 43.0077967 22.3125594
255.3248 245.5741 3 3 200.989933 246.011233 16.9752062
676.5263 617.7745 3 3 906.788833 651.857567 104.742655
2687.913 2470.304 3 3 2183.82233 2600.05433 136.277638
423.3291 322.2284 3 3 109.239063 407.589833 100.559408
5124.839 5968.546 3 3 3791.125 5402.59 485.161934
450.6521 401.6058 3 3 507.1719 422.302333 25.9636408
422.9031 528.2137 3 3 165.98135 483.8049 124.661527
59.69411 66.71058 3 3 77.6926333 63.92127 4.57323809
480.2388 895.8503 3 3 83.2102767 634.503267 62.9084418
128.5935 109.471 3 3 88.9607867 118.126633 7.89836196
9.006858 9.630948 3 3 6.80962833 9.535424 1.06168469
1607.448 1733.082 3 3 502.931033 1463.55167 193.469856
156.7805 141.2447 3 3 194.4519 153.0005 14.4155781
77.08201 47.15649 3 3 2632.314 73.25206 1096.95816
36.75087 29.38081 3 3 45.2795133 30.86512 3.1801721



716.337 741.7476 3 3 1933.764 708.285933 524.231716
1197.383 1373.195 3 3 851.685933 1284.19933 163.36858
1178.337 1568.636 3 3 383.352967 1234.57553 193.486032
3601.09 3189.436 3 3 2114.03767 3548.16 515.954786
195.357 171.7568 3 3 219.492 186.145633 6.74101343
123.823 143.3634 3 3 55.96866 147.0305 29.8337138
712.378 645.8992 3 3 941.9265 683.7159 105.426945

782.9456 1022.267 3 3 619.939733 909.5874 31.4857554
724.4766 669.694 3 3 245.582167 620.767967 87.8254164
5378.35 6000.783 3 3 4491.67467 5528.33633 152.329981

386.1585 334.0163 3 3 566.160633 381.056333 65.7235049
262.9021 274.242 3 3 362.693833 283.110767 22.3977578
196.6575 250.2768 3 3 516.847867 256.3571 92.470242
347.7152 555.9482 3 3 901.273367 441.417567 166.847661
676.0098 619.5469 3 3 1147.43923 675.646167 194.766013
311.4441 334.9629 3 3 267.020733 315.3968 10.5168508
3548.081 5165.447 3 3 2159.393 4177.12033 24.5049513
1828.923 1704.075 3 3 1484.917 1804.91733 102.889423
1681.431 2464.224 3 3 826.9984 2052.863 351.05102
399.4618 501.2529 3 3 606.736567 460.6339 32.200346
999.5471 1118.885 3 3 866.540267 1104.65837 26.8670271
2076.316 1445.76 3 3 3329.40033 1916.773 443.403198
133.0041 144.6552 3 3 972.4078 184.138333 329.677674
1779.181 1716.2 3 3 2811.44567 1761.01667 450.083993
48.25885 43.92582 3 3 66.6534733 46.3993967 8.4205131
267.0344 351.2993 3 3 211.6593 317.359633 9.50550089
173.5809 180.4528 3 3 153.2494 175.0888 8.08035828
104.3654 118.0041 3 3 63.6116767 123.1323 13.4519988
1074.291 1241.821 3 3 1446.67 1174.98533 76.068526
1918.501 2490.624 3 3 1239.13367 2092.95433 125.601934
949.8987 1068.694 3 3 724.539933 965.388167 37.8949132
878.9258 941.0627 3 3 1021.2929 909.798967 36.5817555
161.5179 191.1707 3 3 135.1659 173.686 5.8313005
48.4693 42.13449 3 3 142.133 44.5122733 41.8924011

618.3046 613.7891 3 3 398.960067 644.812833 93.3831602
376.875 261.3446 3 3 534.683567 335.299033 57.0075997

120.6424 99.82004 3 3 140.4029 103.406253 2.3918154
164.4439 148.4123 3 3 204.078933 160.730633 15.1249611
110.8668 107.8216 3 3 152.301967 110.466067 17.8483745
48.62846 41.46432 3 3 106.57638 39.5588733 27.0199533
1418.246 1567.255 3 3 670.044433 1360.17467 173.49165
3131.079 3094.237 3 3 4573.65367 3196.06533 575.657503
177.4854 127.3223 3 3 82.3856733 149.3244 13.2301707
1663.352 2501.102 3 3 3099.68333 1991.74867 168.184783
717.1049 680.8348 3 3 447.4202 697.151967 106.116459

112.5 113.8432 3 3 86.3739833 109.9357 8.45047004
429.2876 644.1006 3 3 254.145967 540.539367 60.657029
736.9463 766.0578 3 3 401.9671 852.918033 82.3213199



796.1457 844.7292 3 3 1215.32367 873.268 113.246102
3277.2 3541.809 3 3 2478.72733 3261.829 176.940522

233.4494 131.658 3 3 44.02785 206.627 24.4690008
9793.4 11574.43 3 3 7182.41633 10682.2067 1220.68865

42.80275 40.19196 3 3 30.5982 44.6076633 2.42072401
751.1864 510.3524 3 3 982.678933 664.388 31.6087557
374.1087 244.627 3 3 481.2852 316.644767 26.559451
1185.563 1396.588 3 3 2273.00267 1310.52667 400.791119
136.1967 108.0448 3 3 76.4554933 127.666433 14.1128432
11.21742 8.003221 3 3 5.15059733 9.42470667 0.85132535
123.3323 114.847 3 3 106.1106 120.803267 3.67527066
3479.285 2971.047 3 3 1648.13267 3028.64867 419.081553
888.8539 821.0469 3 3 1089.57067 885.862267 61.1376015
1664.529 1819.405 3 3 1384.78933 1811.478 116.311733
1100.292 691.0131 3 3 2031.11933 1038.5487 284.577062
911.0162 856.601 3 3 301.391733 913.647633 258.20811
1116.449 1991.903 3 3 63.7024467 1354.8221 32.3320011
169.8324 186.681 3 3 233.551767 182.854133 18.6194419
4983.529 4284.784 3 3 3610.40667 4693.623 294.993406
1174.802 936.6496 3 3 566.399133 1075.73153 182.295465
857.3954 973.1614 3 3 671.3684 910.2944 85.282435
313.0845 311.3285 3 3 226.530833 301.856567 27.2443007
6.23018 5.423963 3 3 3.012893 6.10892167 1.18255242

576.2694 635.8334 3 3 303.536533 549.5493 29.956953
38.62167 44.14027 3 3 72.8862233 36.26888 12.8739908
1061.563 1042.774 3 3 1562.983 1125.07067 141.422934
143.4996 118.1193 3 3 96.2670633 134.803667 8.37536576
479.2019 534.6184 3 3 669.044167 513.402333 60.4878232
592.5259 646.682 3 3 696.4599 626.6714 5.69945634
1480.836 1726.801 3 3 2943.66733 1643.735 545.683477
931.6548 637.7428 3 3 1241.24467 788.845967 129.755875
4170.452 3499.125 3 3 1932.348 3501.66467 132.387386
1154.959 809.6679 3 3 2247.41933 1076.42063 449.003621
39.97789 31.85033 3 3 52.36297 34.8701767 6.14967089
1174.346 1320.51 3 3 867.413833 1195.099 81.6106323
279.8042 305.4401 3 3 460.528167 312.861567 52.0907608
183.1557 174.967 3 3 158.398567 179.276133 8.07410341
183.1557 174.967 3 3 158.398567 179.276133 8.07410341
104.3809 88.25846 3 3 134.186233 95.76745 14.5650768
782.0208 707.288 3 3 1086.12467 797.715433 76.3469138
68.04558 76.14931 3 3 137.915333 69.1449067 29.1337266
2625.144 2091.955 3 3 1470.98667 2474.1 280.270994
1374.674 1416.163 3 3 998.758533 1501.51633 116.054041
466.7549 359.6793 3 3 192.2298 379.471233 18.1968095
1722.328 2142.526 3 3 1141.5395 1852.45733 178.92799
291.3606 475.4869 3 3 1767.25067 349.652733 606.054598
1294.077 1160.432 3 3 1908.22567 1289.66567 236.78742
523.4382 582.1215 3 3 371.5285 572.278067 74.8968795



951.9489 962.4357 3 3 1721.81667 955.539567 332.955171
2150.423 2132.698 3 3 2882.737 2009.266 302.613363
179.5246 181.133 3 3 130.597033 172.3331 11.6923104
215.9992 325.4534 3 3 135.942933 277.341067 25.5298113
41.2592 47.72208 3 3 141.14339 42.9719933 42.4857208

3604.248 4546.448 3 3 2800.02133 3993.26633 164.955972
153.2414 110.2647 3 3 67.41458 125.4401 7.46262781
75.51033 68.17605 3 3 131.563033 77.5092233 21.0519575
1560.544 1384.269 3 3 3111.985 1600.97933 612.3434
318.7527 305.7853 3 3 229.619633 320.619567 36.2928022
822.3404 740.8596 3 3 1404.71 820.086133 242.21855
293.2609 328.9651 3 3 649.2415 324.4415 138.401314
672.4219 886.6856 3 3 240.4522 687.698 33.9653149
137.1209 283.076 3 3 39.2286467 214.372633 20.9887104
298.4988 340.2168 3 3 108.617963 381.5529 45.8470511
66.82332 88.49844 3 3 112.3155 74.6324267 11.1631704
21.55834 36.19193 3 3 919.844667 32.5424 386.496214
2847.076 2735.707 3 3 2125.173 2963.89433 203.064237
2104.131 2931.255 3 3 3870.244 2342.90533 424.774934
27.7938 24.81295 3 3 20.8657067 27.7640133 0.64878649

33.38449 47.40685 3 3 127.77065 40.6446333 37.3278319
2112.705 2004.554 3 3 1564.57033 2025.02533 184.362755
452.4421 627.9385 3 3 860.0326 526.006633 113.664185
145.2739 149.9294 3 3 123.533867 149.6384 10.5716345
642.0759 823.489 3 3 1277.46133 813.496167 114.830256
126.4235 146.5358 3 3 108.200333 140.3756 7.10296294
134.1639 115.7049 3 3 100.158353 123.5857 3.72654284
287.0125 246.9343 3 3 116.368837 248.607467 43.7920761
144.0244 161.9884 3 3 387.9622 151.695267 102.708278
846.4717 975.2489 3 3 569.027933 883.381 111.43591
482.1012 388.0972 3 3 749.076333 456.507933 112.825617
1360.458 1103.6 3 3 748.224567 1230.00833 166.693868
36.39045 27.09224 3 3 45.5430833 31.1839633 4.10190123
1168.505 1165.223 3 3 940.5498 1168.371 99.5119966
1168.505 1165.223 3 3 940.5498 1168.371 99.5119966
14.95237 25.7075 3 3 380.090667 32.3371033 150.473205
7.002605 7.336904 3 3 12.4237333 7.97539033 1.34381059
722.6843 678.2272 3 3 489.162667 676.7986 67.5053502
308.9167 242.5426 3 3 188.126367 280.9477 21.5382724
1428.577 1650.089 3 3 970.971733 1657.071 190.184583
1238.933 1219.122 3 3 700.872567 1242.28367 235.448035
820.866 823.8411 3 3 922.623767 818.967767 44.9266475

123.8979 87.57727 3 3 225.638933 122.695557 28.8957783
566.2637 582.3887 3 3 460.980233 572.0636 47.7614052
645.9047 603.0038 3 3 1475.878 676.762067 337.040377
358.2831 308.4762 3 3 188.161133 365.082367 48.571195
1683.51 1690.995 3 3 2775.58067 1791.98167 390.360613
219.613 198.16 3 3 177.8261 213.112467 8.36026529



57.5145 61.865 3 3 45.55696 57.61379 3.19378508
176.6626 77.25764 3 3 277.965467 122.64128 45.8041485
73.38851 70.19527 3 3 86.8188233 71.3477833 6.53762708
21.26488 322.9555 3 3 707.893733 155.808427 186.749789
296.501 223.4748 3 3 150.712 268.2374 33.3223263

91.26018 181.9742 3 3 300.534833 131.952627 57.6814958
4045.012 3913.456 3 3 5333.42 4016.83867 569.084898
1916.387 2989.783 3 3 518.476567 2210.30133 289.965831
672.9672 493.3968 3 3 899.074933 620.816433 50.4399069
2.199893 0.6516207 3 3 8.06080633 1.4310799 2.7988442
4302.818 4337.404 3 3 3145.08733 4265.80367 481.490201
2227.037 1607.216 3 3 453.604543 2094.27433 571.255274
238.4175 233.7593 3 3 170.7192 223.4824 7.22201371
94.15921 80.84319 3 3 122.0857 87.21505 13.7437184
841.8401 1121.835 3 3 296.288667 1094.3637 254.375783

112.87 146.1929 3 3 212.834833 137.294167 25.2451111
4434.622 3833.068 3 3 2941.58 4163.63467 440.050095
6255.443 7986.344 3 3 4268.79067 6774.62667 311.947373
663.012 976.2933 3 3 307.986567 817.947033 159.444342

112.8278 106.2085 3 3 80.3142767 103.944093 1.77042123
386.179 521.3098 3 3 271.355867 441.995867 24.8812524

935.4305 1411.024 3 3 1930.838 1157.1835 240.397597
148.2048 133.8804 3 3 120.952567 139.415533 2.52005855
150.4309 170.7402 3 3 210.669533 164.007133 16.7564445
4.903974 3.775458 3 3 7.090958 4.34985733 1.06185452
94.25732 58.96581 3 3 28.7421033 75.9738967 10.8081593
1495.289 1202.349 3 3 2501.15067 1459.033 388.912371
79.69463 58.58703 3 3 41.8395467 71.06388 6.48728817
227.2405 198.22 3 3 161.286767 215.7091 18.2672662
192.3845 238.9995 3 3 373.2287 225.130767 58.4554784
6258.101 7331.335 3 3 4545.84367 6789.76233 826.321336
205.1646 185.288 3 3 271.746267 201.8498 26.6869196
916.9219 1238.266 3 3 1578.41967 1022.28523 157.264412
1033.844 929.0986 3 3 693.429433 1046.6392 92.8186205
13.71696 11.75698 3 3 1409.02077 11.778131 614.118017
1450.708 1333.569 3 3 1089.56 1399.36767 122.320321
1327.048 1347.595 3 3 1936.25233 1454.26833 61.5166066
1086.557 1186.249 3 3 1439.34433 1165.79267 96.9623021
3815.011 4281.162 3 3 3281.55733 3981.27133 164.462911
683.0089 596.296 3 3 466.981733 637.003967 60.8007692
595.8701 777.5016 3 3 138.920333 587.0591 29.5386594
2067.57 1895.843 3 3 1395.94967 1894.811 134.851074

517.1384 557.9378 3 3 325.433667 499.673 34.1202946
971.5435 994.4603 3 3 1028.34967 969.8705 3.74981031
265.8871 229.6401 3 3 178.6596 265.145133 14.6553547
190.4659 189.4678 3 3 294.0218 187.249367 46.7719717
1148.757 1066.211 3 3 1374.46867 1112.06767 107.664046
5.04738 2.85146 3 3 171.185067 10.4533333 69.8915135



221.278 228.1218 3 3 486.5143 252.103367 91.6652087
154.4718 192.2732 3 3 228.3518 169.276967 16.4301109
1071.785 1021.049 3 3 807.370633 1089.97767 95.8425063
494.2221 502.3255 3 3 215.077447 542.812033 122.157973
14.93727 19.56433 3 3 10.4042393 16.90914 1.58972986
1452.918 1506.977 3 3 1310.67733 1534.761 5.27698553
4969.113 5027.563 3 3 3696.64233 5154.392 582.80285
923.9611 906.3195 3 3 2346.69033 1036.2452 538.689957
1300.425 1579.516 3 3 796.946533 1396.504 211.796325
828.0942 679.4475 3 3 469.8488 742.451433 92.572737
684.3351 704.7461 3 3 1154.36027 712.254133 192.447294
770.6529 1031.378 3 3 1261.27167 861.264733 97.1972746
27.05071 11.58827 3 3 150.7178 16.8180567 58.4470872
2168.518 1701.728 3 3 3741.45333 2076.553 652.613282
283.8581 305.6076 3 3 184.2625 306.091133 48.8701603
349.7133 649.458 3 3 1635.28233 525.313667 464.493542
4098.411 3453.059 3 3 2192.24767 3541.99267 295.291737
390.9113 510.7771 3 3 225.3578 420.073167 31.0033242
779.6068 886.1579 3 3 2122.74667 840.312567 563.675844
436.9792 625.1508 3 3 221.650667 503.198433 65.4131962
2325.684 2383.427 3 3 1354.568 2185.569 219.523023
128.3866 152.4549 3 3 87.18131 131.906 5.27559734
6007.021 6009.266 3 3 4701.82633 6161.12033 587.557566
176.623 170.0478 3 3 148.9984 171.264333 8.54931084

217.7997 245.0723 3 3 185.085533 238.106567 15.1482328
1377.202 1462.549 3 3 943.356233 1456.543 213.478986
325.4107 122.4278 3 3 1025.75847 178.763787 351.70893
3206.375 3519.341 3 3 2798.38033 3476.223 163.60254
63.44467 72.17701 3 3 247.0572 78.40964 72.1456825
244.6864 186.993 3 3 89.50808 217.257633 48.517618

889.91 1338.164 3 3 431.581433 1039.52053 73.5549637
1019.287 1351.212 3 3 1604.58233 1211.74067 23.3311984
73.1388 81.64269 3 3 53.0169 73.4147033 3.99736233

5540.463 4178.168 3 3 2807.21033 4840.80967 587.63545
408.8356 935.6032 3 3 1901.781 608.023733 496.273143
589.491 823.0403 3 3 1122.93283 666.045867 149.732727

204.8748 151.5463 3 3 420.476733 220.488533 42.0137763
41.75206 40.91304 3 3 1122.6065 39.3742167 479.55882
3327.364 3221.935 3 3 3933.07633 3205.31533 294.318465
734.483 827.4583 3 3 127.559867 655.086233 69.854553
63.4104 73.70218 3 3 45.8365 65.41061 4.35832386

141.6652 142.7817 3 3 302.6314 166.9782 42.0894948
5.641773 3.466571 3 3 73.66241 16.5417147 14.4180166
2732.803 3059.989 3 3 860.922167 3091.93433 913.912758
438.1002 515.1426 3 3 319.3529 452.400367 15.1776655
4242.374 4330.367 3 3 5190.31467 4240.77333 410.839309
25.87848 2.666516 3 3 891.779133 18.4041853 386.686843
55.91457 61.76382 3 3 89.31505 61.9970767 10.3932912



326.7378 416.4945 3 3 239.962467 360.0467 20.3948661
105.1306 73.29778 3 3 47.4767033 88.3881533 8.57136345
6175.865 7019.399 3 3 5274.25733 6449.88667 168.203603
70.44007 61.65495 3 3 87.2947 68.8815667 4.82390502
1783.64 1333.338 3 3 2399.03567 1592.00767 272.024557

585.0926 494.2852 3 3 230.925433 512.244233 106.068515
169.3108 178.1864 3 3 91.28234 196.1204 25.3432354
39.88376 42.50642 3 3 31.3011467 43.2472033 3.70678106
2607.245 2805.004 3 3 2034.482 2638.061 219.249013
3161.933 2565.623 3 3 3753.762 2816.85433 278.224614
1076.338 1609.385 3 3 2195.40767 1183.71327 233.701063
162.0446 199.4959 3 3 2368.222 185.771133 968.533834
772.8482 1075.275 3 3 355.2745 906.8197 190.256865
67.2225 63.00287 3 3 46.98701 63.26204 6.12226708

144.0558 183.1365 3 3 390.230567 186.8011 78.4879271
5084.532 4593.931 3 3 2378.68833 4416.34 471.595495
105.186 105.6256 3 3 78.3304267 106.4719 12.3621368

368.3708 402.3721 3 3 260.009467 397.214233 54.8191926
913.1558 825.4387 3 3 542.747867 849.503967 124.387453
88.75175 119.9015 3 3 186.5614 115.792317 18.7492753
587.2393 659.5564 3 3 346.2043 646.183267 122.077442
460.6723 440.8544 3 3 811.749267 510.105167 85.4793899
917.7042 673.6581 3 3 2460.28167 889.6301 667.748389
4205.67 4181.445 3 3 3382.34833 4215.13767 368.103043

613.2885 636.2433 3 3 969.1742 644.9481 139.366131
3455.243 4023.453 3 3 2648.634 3634.29867 279.703643
1878.92 2663.863 3 3 1088.7618 2154.12633 170.556357

272.6624 272.4334 3 3 194.5366 274.1025 35.2788696
47.95664 54.30037 3 3 38.9928233 50.69339 4.05600845
32.5416 26.42251 3 3 21.1060267 29.3607667 2.02000508

231.9076 156.8407 3 3 829.446733 233.076033 253.961143
29.45949 20.89674 3 3 111.261297 27.6133167 36.7333937
205.7859 223.4114 3 3 163.189433 206.355 9.3536243
60.58305 53.20495 3 3 123.835133 62.46121 25.2899459
21.15379 13.71776 3 3 149.454633 24.1432467 54.4298968
188.8896 182.1506 3 3 149.473467 183.549767 14.3904205
75.30698 92.90162 3 3 115.5761 81.7840433 11.5213137
1414.787 859.595 3 3 378.3436 1239.72533 196.201642
196.1658 151.7442 3 3 304.923533 186.835667 42.1186094
62.64061 71.95065 3 3 26.8638 62.0194467 11.8274523
62.64061 71.95065 3 3 26.8638 62.0194467 11.8274523
62.64061 71.95065 3 3 26.8638 62.0194467 11.8274523
161.1148 149.28 3 3 203.389767 157.589067 19.074999
4737.647 4335.423 3 3 3314.82033 4846.32367 369.993922
2.548651 2.691618 3 3 1.09072997 2.320733 0.16144814
10.65448 4.059329 3 3 20.3184833 5.305351 4.61091355
1789.859 1982.104 3 3 1553.11133 1886.293 113.186649
325.0326 360.0981 3 3 737.898833 378.908167 146.089429



140.5188 127.6242 3 3 256.5064 145.386767 45.0448122
480.5685 316.8907 3 3 98.88196 467.768433 77.8323534
567.7706 669.908 3 3 414.7257 614.132533 72.3315002
986.167 907.6116 3 3 1136.09867 896.3558 47.1711186

617.8578 775.5096 3 3 1788.93933 723.237833 466.386639
1538.006 1640.379 3 3 837.265867 1796.81733 226.250958
1264.468 1736.187 3 3 822.526167 1446.64867 114.918022
131.844 125.6781 3 3 107.889863 129.847767 9.10521079

549.3928 226.4889 3 3 1832.89967 426.3301 602.823368
1835.709 3725.099 3 3 229.185083 2559.537 206.158453
5641.338 7382 3 3 3908.216 6240.60833 324.49763
287.4229 278.7986 3 3 480.170567 310.076833 59.680723
5411.071 4746.8 3 3 3754.80033 4880.618 155.466677
1121.669 1223.865 3 3 1437.95567 1154.16567 111.328737
785.4241 680.7687 3 3 426.307133 788.077833 119.463426
82.66972 86.49677 3 3 77.14557 85.2551933 2.84400857
100.2301 88.88696 3 3 164.8314 91.64227 31.7775536
11.11363 7.942868 3 3 4.32243433 9.37255233 1.58066418
227.6229 239.6018 3 3 290.1165 221.358067 21.3638969
2267.756 2141.068 3 3 1558.21767 2100.77167 149.912773
1745.856 1558.724 3 3 1178.304 1781.872 116.50274
1678.088 2217.684 3 3 2703.026 1975.87567 174.523861
42.15604 43.93601 3 3 132.720833 52.57135 31.7814503
31.56282 32.91012 3 3 53.25341 30.74114 9.69950406
2150.934 2938.772 3 3 481.106067 2176.13767 104.708022
23.42275 27.97929 3 3 18.9703467 25.0931533 1.09145636
117.7652 82.75098 3 3 333.291267 111.341027 95.7621749
193.0371 276.823 3 3 566.9077 235.230967 142.247191
6425.368 8206.664 3 3 4444.382 6965.446 330.320652
4543.923 4423.416 3 3 4055.795 4625.86167 26.5491899
992.2686 1049.664 3 3 721.095667 1101.03653 93.8806261
960.7534 1633.38 3 3 2800.66133 1259.86747 598.09384
26.27983 20.8926 3 3 897.493467 21.6158767 391.783585
1055.002 1237.775 3 3 2507.88167 1104.54267 617.120868
153.6626 158.6643 3 3 311.8108 171.777067 56.4887931
407.5624 433.9514 3 3 325.345933 440.457733 36.288209
64.16008 69.93623 3 3 51.0192267 64.9268333 4.11460387
3.447182 4.46133 3 3 0.7636985 4.444417 1.31839384
9.025421 7.635723 3 3 3.763062 7.54840333 0.74492188
289.3393 342.3063 3 3 456.6495 331.534333 41.1980676

0.4619452 1.117125 3 3 17.72212 1.8833234 6.82790497
1049.698 921.9832 3 3 653.0657 931.916333 53.0289866
396.5169 448.5003 3 3 303.2639 452.9223 32.4267109
225.3718 180.6196 3 3 254.881133 196.5415 7.66529813
610.1134 749.2924 3 3 878.082867 677.490967 56.9050695
3599.61 3162.835 3 3 4186.49933 3464.50267 190.816984

693.8242 1112.724 3 3 250.364433 828.5245 81.5802015
391.0282 424.6571 3 3 334.703533 428.629733 14.0346396



191.3488 167.6359 3 3 127.699633 171.869433 8.83211081
163.1466 129.8215 3 3 231.363233 155.487167 25.2827466
173.2268 164.4877 3 3 268.083633 188.6882 8.46285794
6135.326 6019.787 3 3 3530.59333 5684.115 683.468293
154.5686 139.7428 3 3 187.727667 143.801533 17.329602
243.6292 126.278 3 3 53.2771733 197.7447 16.5955171
2225.788 2448.693 3 3 1816.67467 2425.091 197.718402
2732.972 3078.283 3 3 3486.453 2837.95067 203.257813
394.1484 371.1089 3 3 643.4709 421.465733 72.7259441
150.2744 122.9903 3 3 172.0482 137.9802 6.53306265
13110.15 13645.12 3 3 12425.3433 13473.58 350.221961
652.5868 710.4828 3 3 983.241333 658.2346 137.34303
1413.983 1243.206 3 3 703.201967 1473.31933 222.89383
1933.418 2223.677 3 3 834.885433 1927.013 388.87305
2554.457 4666.544 3 3 1058.15247 3554.027 369.015851
629.2679 627.3382 3 3 370.5981 598.738533 88.9889596
629.2679 627.3382 3 3 370.5981 598.738533 88.9889596
114.4674 128.2558 3 3 549.691633 149.2975 173.444724
7215.368 6868.896 3 3 5853.54867 7234.71533 495.099944
42.00686 22.88091 3 3 5528.20533 43.2138733 2468.5892
2752.997 3412.283 3 3 2274.69333 3202.38833 150.673274
1495.028 1768.17 3 3 1229.326 1699.97767 110.503414
365.0954 350.5651 3 3 304.915633 358.3909 22.9356261
112.6759 106.1341 3 3 125.823667 109.829767 6.37513
5281.946 4020.422 3 3 6108.038 4653.399 177.050843
3314.905 4198.872 3 3 2781.85233 3790.874 88.2377526
873.3613 1040.212 3 3 726.762733 968.085033 66.8936239
31.99386 27.73406 3 3 20.4049833 31.9832033 3.03208749
162.7168 117.1383 3 3 464.222167 177.873333 108.640673
1.428825 0.7704759 3 3 67.6771833 1.27938397 29.913907
248.0176 229.4879 3 3 418.4181 255.215533 67.1484072
503.9624 713.6589 3 3 981.5652 615.5931 126.738584
1240.993 1364.91 3 3 869.590867 1226.79067 68.3352807
1892.384 2438.538 3 3 1251.00547 2124.358 274.46119
1601.438 2747.892 3 3 3815.16267 1895.85367 432.083795
531.4671 582.1033 3 3 731.461367 545.580867 77.4802902
6262.032 5924.449 3 3 2827.34967 6185.165 1495.75832
481.8725 401.2984 3 3 293.982733 433.701767 46.4683958
1109.386 1230.393 3 3 679.3283 1230.475 217.02911
171.7788 145.8968 3 3 226.1179 162.949333 24.3576755
2485.532 3178.38 3 3 1459.14857 2949.63167 539.012929
25.88424 21.15936 3 3 41.6650867 24.5362367 7.14770434
388.6011 448.4232 3 3 2406.543 499.266667 848.91333
832.4549 924.5159 3 3 439.824533 895.1314 198.208807
373.5944 380.485 3 3 286.186133 365.7132 29.8661381
28.94849 18.65821 3 3 46.29493 25.6795333 7.04110952
2847.688 2486.689 3 3 2185.92767 2669.24267 122.560436
1326.365 1113.397 3 3 1878.653 1216.25767 279.389975



192.1077 367.4626 3 3 67.56156 267.953467 8.93202402
8.311293 8.704744 3 3 10.6603477 7.94882533 0.72305388
195.691 135.8665 3 3 91.0068433 162.8246 11.4535947

520.6074 594.957 3 3 385.6688 547.646867 60.5303548
1014.978 1391.693 3 3 1949.163 1241.134 250.080496
6.526873 4.270366 3 3 2.49160667 5.18382767 0.26150803
3626.832 2343.043 3 3 1431.36533 2946.39933 228.560979
321.3419 212.8488 3 3 721.030467 302.78 170.246038
213.8171 196.4916 3 3 121.0918 190.639267 16.7766398
650.0684 547.3216 3 3 363.720367 627.655433 95.3125528
1338.203 1219.093 3 3 2849.04533 1376.302 641.273
513.0351 585.5194 3 3 910.232433 558.027867 154.34297
270.143 244.1265 3 3 519.910333 251.751733 120.205486

355.5898 298.0783 3 3 259.842767 325.7833 7.68745795
65.69282 44.15349 3 3 91.5591567 57.9005767 9.44324229
390.732 431.8171 3 3 239.720067 417.132867 76.9325214

122.3226 114.3031 3 3 133.537433 119.423 4.58476302
92.96256 89.82012 3 3 62.6157167 89.8706867 11.947215
41.83042 33.08492 3 3 25.18457 37.99665 3.6924739
589.1097 488.0515 3 3 986.3194 605.8211 116.421735
2685.461 3020.721 3 3 1986.91467 3120.11967 145.514414
1544.432 1716.34 3 3 2904.91667 1650.37033 560.363979
4947.746 6140.968 3 3 3692.85867 5336.05067 259.655957
942.8271 914.0078 3 3 717.3477 983.573633 72.0857884
163.1983 172.0704 3 3 141.548767 165.589233 9.28881939
412.1341 399.1037 3 3 553.3997 405.333233 66.7364464
4343.476 4101.886 3 3 3148.743 4113.50033 374.936894
527.8167 619.0017 3 3 718.6674 564.483267 50.5867727
1204.021 1260.346 3 3 940.844533 1275.37967 128.720606
87.53313 81.53104 3 3 1304.10533 107.57409 540.63201
51.95288 173.266 3 3 2206.11267 131.989027 937.194713
1665.641 1351.793 3 3 847.429467 1622.76167 244.612302
3068.153 3250.344 3 3 2435.366 3149.217 309.975425
1042.387 1044.014 3 3 632.796067 984.369367 122.539081
684.287 705.0945 3 3 418.5942 669.0956 104.040037
3595.65 4730.482 3 3 1874.61 3821.004 325.177699

80.36521 90.08798 3 3 67.7129267 86.5798367 6.63832327
293.3827 268.7289 3 3 208.138733 267.525067 4.90347948
82.88998 99.23866 3 3 522.9451 102.85358 189.229199
3224.385 3589.353 3 3 4149.95433 3366.39933 296.772285
117.2839 121.737 3 3 95.7001 121.0229 10.9612491
401.7589 449.7831 3 3 614.9916 452.797767 51.4493532
376.4619 292.9741 3 3 548.5706 369.982767 33.0954199
344.5923 347.5939 3 3 399.272667 337.284133 23.5905693
130.3482 118.3028 3 3 146.062833 127.319367 3.03738319
102.7286 97.69876 3 3 166.3116 102.75812 28.4000382
71.6778 63.62254 3 3 743.8916 105.235947 282.487703

414.4271 514.8016 3 3 321.791067 472.7465 44.4886333



132.5296 115.5582 3 3 102.193767 122.4948 2.39471547
63.86466 69.19206 3 3 35.0427167 60.68572 5.10161709
1363.71 1397.601 3 3 530.309367 1264.94367 266.138447
135.008 147.082 3 3 103.637967 141.897867 16.2280202

381.7202 673.5565 3 3 144.87473 524.373233 91.6090621
1107.193 1187.665 3 3 835.515867 1224.19 108.986406
1455.493 1262.295 3 3 1116.00833 1383.727 60.0819158
51.2206 47.85506 3 3 67.59766 52.7768167 3.3257399

321.5756 518.007 3 3 722.275367 450.440767 52.9548498
473.1458 421.0308 3 3 829.736133 469.898633 156.65117
196.8195 171.3899 3 3 154.557033 186.703767 5.64635784
1632.15 1643.747 3 3 1208.17703 1641.20033 196.801534

2688.335 2249.571 3 3 8400.03833 2677.24267 2568.67308
2358.571 1906.408 3 3 6588.01533 2294.78033 1919.46672
1171.218 1144.55 3 3 716.088533 1271.09267 158.503043
1008.87 1097.872 3 3 813.473167 1070.227 104.019233

338.1554 257.7637 3 3 490.965633 320.2418 54.1682615
418.2 382.4988 3 3 251.069767 411.847067 68.1339845

1672.806 2222.777 3 3 4072.956 2158.18367 743.000861
1168.127 1085.414 3 3 801.281333 1186.41567 135.604239
237.7152 388.5498 3 3 68.0431733 367.9002 62.9983792
97.83244 193.586 3 3 291.8138 146.375147 45.7764871
248.4716 206.8031 3 3 149.0659 217.7012 15.7350581
946.3076 2199.146 3 3 145.94836 1549.0612 121.505862
442.1032 605.4688 3 3 1166.18993 600.021033 206.063633
215.0375 168.1488 3 3 138.689233 193.076933 7.63281221
205.1582 193.5711 3 3 172.5916 195.8323 6.41963973
405.7085 416.4223 3 3 116.724913 350.6597 19.9597514
39.04348 25.60112 3 3 52.37749 32.72356 5.88432626
11.65163 15.98098 3 3 74.6387333 12.221778 28.2456885
1726.11 1592.341 3 3 1346.083 1691.236 131.261688

69.88313 71.60861 3 3 120.397133 77.89638 14.8915938
5431.249 6595.622 3 3 2068.883 5296.10767 534.119289
478.7236 541.4218 3 3 351.380033 483.4289 22.7834565
24.62127 23.59287 3 3 15.5836733 22.86982 2.48994789
954.5402 931.29 3 3 1351.462 874.7734 182.374835
1021.21 752.5699 3 3 1662.05467 1020.93163 116.992717

779.4724 678.8297 3 3 494.3883 688.7867 21.3370588
885.3472 833.46 3 3 1621.437 852.750533 349.836776
438.1365 643.118 3 3 281.857867 585.749067 51.4709391
100.7919 84.70544 3 3 123.123733 83.43803 1.96618598
198.1481 147.2743 3 3 94.88684 172.062267 24.3823684
81.5144 77.07235 3 3 64.1343633 77.1623767 4.10612826

517.6943 637.4351 3 3 425.533 599.2159 36.1171359
853.8596 958.1363 3 3 705.669633 880.698633 41.921452
10.59731 0.03098676 3 3 327.6444 8.04639559 145.889504
106.4412 135.2129 3 3 89.5930667 122.578233 3.33770981
173.7816 202.9922 3 3 583.8154 246.099967 116.717944



869.3669 1188.236 3 3 664.080833 1055.30063 66.7330673
450.996 409.453 3 3 519.6764 436.006433 30.5260443
1997.18 1795.512 3 3 1334.88267 1965.05567 242.269133

814.4728 874.5654 3 3 2036.425 865.431067 533.457126
294.2029 277.2019 3 3 162.365567 265.461767 30.383875
119.7425 98.36297 3 3 43.16369 126.184523 21.1618776
3678.593 3623.042 3 3 4294.81867 3581.56333 302.212956
1446.764 1587.496 3 3 1859.30433 1490.14867 146.268367
224.1257 246.8874 3 3 282.3374 237.411833 16.7976843
29.98834 29.65177 3 3 44.4899733 29.7757367 6.73061823
671.0378 725.5411 3 3 768.937533 704.148867 5.7709989
2.027815 14.20181 3 3 41.4421267 12.5419917 8.89050343
420.5732 366.083 3 3 816.5472 450.5778 132.219675
979.1736 812.4652 3 3 1281.33267 924.102167 131.895076
1366.58 1197.01 3 3 2440.226 1420.28467 391.540517

1429.524 1052.764 3 3 1936.63267 1308.169 183.917618
493.5166 510.1054 3 3 1130.05097 586.3508 201.146468
508.692 602.4254 3 3 363.6954 591.5839 69.2765908

2348.429 1924.431 3 3 2802.89 2214.90333 95.5054719
934.1588 1036.318 3 3 420.7907 909.021267 173.154451
898.4536 841.5229 3 3 438.444767 793.984 91.6251372
132.2005 126.6777 3 3 112.823967 126.322167 1.21735449
4646.175 5125.476 3 3 3957.293 5142.66367 199.939627
450.0772 718.0137 3 3 94.0354133 513.078767 62.1087783
408.6329 430.9883 3 3 649.813333 383.1611 103.898752
670.1831 941.1233 3 3 375.130333 747.758667 28.14144
24.38529 94.62285 3 3 333.981433 56.11696 122.370468
140.643 136.9598 3 3 541.973833 153.809367 176.141244

1103.372 1184.259 3 3 1375.506 1135.81167 101.336737
270.1971 232.054 3 3 317.703667 250.247733 24.3407081
384.5472 302.7346 3 3 1228.15197 348.884133 401.379914

1238.2 1379.189 3 3 1982.18633 1310.18133 300.270063
73.70221 61.91864 3 3 107.998267 74.5342567 8.10300406
1998.147 2054.43 3 3 1481.39733 2166.07933 198.494304
652.8996 605.2246 3 3 385.588533 642.807433 113.198907
1004.879 1394.83 3 3 551.9839 1124.68223 119.100387
76.72913 67.00284 3 3 99.9128667 74.96709 8.88007436
13.28758 13.12709 3 3 4.690753 12.4485633 3.31232769
360.838 332.8177 3 3 672.359533 362.772633 138.851079

41.04298 35.29855 3 3 91.0046333 44.54772 18.0434535
255.5696 238.1645 3 3 329.129333 245.4711 37.376011
1394.411 1762.271 3 3 1102.838 1550.43167 78.4877951
2129.007 1691.179 3 3 1223.46003 2000.17533 234.941878
557.6447 712.0164 3 3 423.488533 628.0712 52.4347959
758.7378 784.2542 3 3 685.854433 783.386233 37.7297499
3739.126 4782.065 3 3 2322.67967 3958.304 139.313486
880.0256 1134.141 3 3 716.806333 1048.8882 44.054053
2504.697 2814.332 3 3 2105.05767 2693.13933 214.004783



960.0045 1140.343 3 3 767.917433 1056.76783 96.9125871
279.4161 170.9783 3 3 407.292867 250.1437 20.4976735
997.8364 1111.334 3 3 767.037167 1003.01133 24.2131162
78.31296 85.763 3 3 112.490467 78.0538067 13.7691699
159.858 191.3228 3 3 126.157867 174.8626 15.912685

196.1959 190.3851 3 3 135.066033 182.244333 9.84013119
5622.7 4339.759 3 3 2058.53333 4629.644 786.054798

99.90129 94.49788 3 3 69.9441967 93.5639067 8.44081375
178.3619 146.4095 3 3 118.044833 162.391867 12.7144698
49.39176 87.62118 3 3 375.5825 66.4573433 141.003971
363.1689 364.8378 3 3 589.4907 350.943267 107.482586
12.28565 10.13955 3 3 8.44916633 11.1740867 0.64695802
259.4778 304.4104 3 3 540.964767 285.614733 115.311375
1293.717 1595.583 3 3 778.989133 1351.047 142.894934
141.7764 92.05549 3 3 325.180167 147.88253 56.4053414
3449.964 3412.563 3 3 2384.49167 3483.12933 498.009913
1780.458 1836.385 3 3 1341.485 1741.46433 140.56529
4951.667 4173.262 3 3 1560.09983 4712.41733 1375.71578
344.6139 407.618 3 3 664.739333 369.223233 132.035727
68.90974 64.54936 3 3 56.7806 69.3876967 2.80111965
96.58891 120.441 3 3 145.125467 107.202137 12.5880764
238.1165 297.4428 3 3 197.127833 271.389567 15.9376534
4.947953 3.618223 3 3 1.31289837 3.802537 0.42842743
344.1804 587.2803 3 3 802.095533 463.999133 97.6850541
50.87123 25.83157 3 3 71.1883033 40.7354667 4.85427764
430.1334 545.7833 3 3 215.178833 516.7527 116.29555
50.58742 51.604 3 3 63.9854567 53.30434 3.06489462
441.9891 518.1977 3 3 1218.31647 433.34 350.954017
8.601713 21.2879 3 3 288.318533 19.6468777 123.548718
254.4449 214.0362 3 3 183.0877 234.861067 12.7064347
727.3561 787.998 3 3 439.219167 696.4929 44.135333
1439.947 1418.464 3 3 853.003767 1488.07867 274.641748
1029.898 1202.416 3 3 370.1327 1256.213 317.848
1404.591 2066.103 3 3 964.8209 1835.73 148.478755
3067.885 3600.939 3 3 2420.91167 3275.91667 273.052122
249.2655 198.0257 3 3 147.870667 221.6985 22.2412077
324.4236 433.8277 3 3 135.375593 351.346433 68.1258231
3725.518 4717.789 3 3 2460.509 4089.251 517.056498
101.972 141.1378 3 3 222.184233 121.2412 42.3165301

802.8546 727.8083 3 3 1075.66557 754.995233 142.191483
581.3638 563.8075 3 3 945.458767 635.050667 93.722143
144.2183 193.7521 3 3 59.1222567 197.413733 32.3778598
152.748 128.4878 3 3 95.5424033 142.7475 17.7587793

1217.689 1342.003 3 3 847.770633 1201.55967 67.135573
997.5985 948.9854 3 3 1315.882 1041.02397 42.3849652
1213.804 1183.277 3 3 477.3324 1065.68627 144.28455

772.9 856.9641 3 3 1254.78 840.344333 181.7057
46.93259 54.26926 3 3 675.586067 52.8490633 287.898553



23.47291 11.75259 3 3 34.8681933 18.98551 3.73504782
915.2993 1102.159 3 3 476.5831 929.297233 127.222003
186.0872 259.5974 3 3 2506.05567 187.088433 1070.20902
953.3751 1164.417 3 3 776.0668 1031.4681 23.8108616
83.20506 84.48293 3 3 69.3912933 81.0998233 2.51939603
70.67165 67.07964 3 3 57.0459 68.92669 5.19710463
1594.857 1754.665 3 3 2655.837 1617.354 463.554634
574.2311 401.5138 3 3 918.589167 515.271 158.763376
47.80969 6.049595 3 3 406.651033 27.6052183 174.38879
2232.207 2136.706 3 3 2949.214 2190.18967 348.382485
1027.587 1532.98 3 3 544.0314 1388.81433 232.600045
2210.038 2453.807 3 3 3204.04033 2456.37467 242.424662
481.898 435.5215 3 3 353.540133 444.093033 24.1452363

370.4449 519.6338 3 3 701.561067 422.157067 98.2020906
93.65493 106.1839 3 3 81.5047767 103.671743 4.91303362
4205.168 4223.583 3 3 5167.35067 4381.01833 222.543962
1349.392 1759.411 3 3 787.848867 1439.76233 99.5398945
545.5026 476.2004 3 3 366.124033 510.971867 57.5499204

159.86 233.4841 3 3 337.617067 210.2231 39.8287612
32.08076 6.216494 3 3 135.417077 26.6836447 46.976619
404.4086 422.8098 3 3 1190.7133 472.1792 317.437336
138.1273 122.3781 3 3 166.789433 132.647133 13.1048286
894.5021 891.5527 3 3 1254.44533 920.505033 147.461676
522.2178 364.9049 3 3 202.908233 497.597167 61.3629381
82.82164 78.22249 3 3 57.7890567 80.5831567 10.3289042
1202.973 1207.244 3 3 1861.67067 1249.18633 273.995555
1855.582 1913.21 3 3 1253.27533 1911.797 300.743672
53.08482 45.96383 3 3 5922.39067 177.39935 2658.88738
638.5056 634.8876 3 3 423.051567 670.964967 98.675147
567.8124 629.4937 3 3 1093.2482 616.5183 217.174346
479.2006 467.7652 3 3 514.166733 459.499133 5.09622569
1246.696 997.4072 3 3 1490.07133 1168.18307 21.2879942
158.601 137.5919 3 3 192.872233 150.926467 15.6780022

241.1283 222.337 3 3 445.517233 259.5675 71.1280964
6873.703 7403.955 3 3 5680.159 6965.043 442.703444
1463.212 1336.064 3 3 1032.164 1329.12633 10.6912128
3445.18 3318.016 3 3 2343.03533 3308.42033 425.965915
364.947 382.8807 3 3 303.7688 396.728867 15.0940792

3955.665 4731.769 3 3 2336.07267 3973.327 134.007721
424.017 364.6598 3 3 282.114033 399.065833 44.8658195

170.5099 205.3268 3 3 109.420993 178.902933 22.3313927
2079.401 2793.014 3 3 1404.28467 2343.03433 193.720608
78.54057 46.19181 3 3 26.3483267 64.4785167 6.32268676
245.5807 324.8329 3 3 184.7621 288.352867 26.9256338
561.6774 466.0848 3 3 339.087833 491.662033 35.756519
598.0665 564.317 3 3 2363.64167 581.568167 829.364882
463.9343 519.0111 3 3 368.3127 471.6498 19.4111101
1632.446 1964.307 3 3 524.266067 1719.015 512.732779



89.60763 82.69025 3 3 112.67835 86.3662733 11.7455265
610.9952 476.3848 3 3 926.7368 614.108667 42.1859474
65.27739 56.60577 3 3 76.49196 60.0236167 6.12192251
589.8354 571.8635 3 3 453.390367 594.812033 60.6043756
851.2765 983.8821 3 3 664.2064 939.5813 102.991981
612.5701 857.3795 3 3 278.3351 717.560233 161.170023
833.0487 835.0992 3 3 435.8844 752.239867 40.3990983
385.6395 396.753 3 3 296.613367 378.151533 30.0325394
30.59646 16.25418 3 3 395.228667 20.5500767 174.356446
24.23841 48.29407 3 3 113.546283 39.0779467 32.1857645
2984.324 3471.876 3 3 5028.527 2875.48633 758.10877
261.8084 195.5873 3 3 490.4172 273.969833 54.1752534
212.0751 218.1431 3 3 329.977467 217.867167 51.9560135
4062.769 4285.508 3 3 1761.88967 3722.02367 457.632445
750.7256 729.4246 3 3 947.663433 761.850033 77.2732975
1928.728 2183.51 3 3 1261.81807 2009.24033 314.076408
17.20596 8.592553 3 3 55.13373 11.540459 19.7290838
3254.767 2628.368 3 3 2035.958 3087.482 280.217141
949.7769 758.5479 3 3 547.785467 929.9716 73.4705219
4705.039 3772.025 3 3 2888.62233 4232.53733 418.65949
105.9179 112.3579 3 3 50.2376567 127.098067 17.537819
474.0243 411.8776 3 3 646.7609 452.139667 83.8193079
175.3432 222.9017 3 3 477.3764 214.228067 117.58326
247.642 215.0406 3 3 149.620867 219.805767 20.1985938

588.0335 600.0984 3 3 434.074433 627.998033 68.5737125
4854.623 4068.565 3 3 1300.37063 3994.66433 879.35359
115.9685 137.232 3 3 475.791267 133.734633 158.839362
76.12761 62.59236 3 3 53.6684367 70.8695067 3.4427711
176.8235 143.708 3 3 205.438933 162.222933 11.019067
638.5982 628.6226 3 3 2473.358 622.025733 864.133032
1591.381 2062.638 3 3 1074.20273 1742.306 142.419222
547.0078 642.5031 3 3 242.507333 573.047833 141.899208
1242.956 1796 3 3 873.5257 1590.16233 143.423819
206.5315 220.5245 3 3 157.069433 212.048 24.5725182
5566.085 6361.478 3 3 4739.86233 6051.277 440.530046
4076.102 4260.801 3 3 3201.12133 4034.38367 298.429693
301.648 320.9942 3 3 254.426067 301.898467 11.493514

4100.823 4043.499 3 3 2437.13633 4499.85033 616.069329
512.2157 563.0435 3 3 688.7096 550.3138 55.2639792
207.6402 194.8168 3 3 184.595 203.2965 4.73685822
1899.863 1707.794 3 3 847.5068 1619.24633 136.487969
3377.365 3799.185 3 3 2042.97533 3385.47267 475.335481
227.1704 380.4473 3 3 1779.701 341.171067 665.029643
1325.762 1365.685 3 3 1008.70603 1422.81567 138.801097
1305.929 1462.557 3 3 1665.06667 1392.22733 99.7607714
1053.287 1114.736 3 3 696.024933 1010.8842 68.4871189
290.3262 287.2475 3 3 126.051347 326.779533 66.9389416
1247.735 884.1408 3 3 1909.91767 1172.1046 228.534303



1363.567 1304.241 3 3 648.841067 1406.7 329.979163
1487.67 1472.534 3 3 1074.72167 1504.81433 196.477912

50.03759 42.33294 3 3 120.945467 50.2769833 32.06823
30.11007 29.07732 3 3 21.3825667 28.4187467 2.53694642
1490.389 1872.983 3 3 1189.795 1752.23933 133.406248
98.86794 89.96832 3 3 170.937267 97.7783533 33.4566538
655.2098 903.0008 3 3 1275.93933 750.5706 206.66015
124.7104 92.67474 3 3 171.437833 111.979113 22.0477609
410.2433 357.3694 3 3 554.817333 417.395333 7.57054809
1322.936 1525.998 3 3 754.6744 1309.04567 130.826081
109.7642 127.0877 3 3 86.55918 126.180367 9.42597021
250.5508 283.9614 3 3 173.027333 263.333333 38.2535497
2775.441 2502.914 3 3 2037.57167 2795.743 184.427831
150.2477 121.5211 3 3 96.20575 140.9008 12.5127182
3045.597 2951.819 3 3 3600.318 2930.52033 286.931287
591.5258 576.9267 3 3 675.956567 562.531367 36.8825138
1929.894 1794.753 3 3 2414.39233 1867.67033 247.021205
1161.91 1071.233 3 3 998.715433 1122.89267 34.8497417

14.28835 9.6127 3 3 18.66186 10.8226093 2.05784377
385.9758 440.0375 3 3 842.859767 467.003633 146.956495
42.32923 51.57804 3 3 58.63749 45.0968933 2.93695597
3476.831 3831.859 3 3 2372.842 3489.284 401.734392
398.5608 355.5661 3 3 262.3656 355.472967 7.07266269
320.3618 478.8245 3 3 162.68651 446.991367 69.2803501
25.86551 12.92032 3 3 38.6252767 21.5279833 2.97813519
156.9737 136.7793 3 3 110.159803 149.718667 14.7931265
147.0095 118.6305 3 3 179.318067 136.539667 12.6832877
111.8427 93.06291 3 3 72.2489833 105.732037 11.2680851
907.6589 672.9464 3 3 1374.38367 859.1995 174.818785
148.2705 145.3805 3 3 98.29736 137.486233 8.67097891
5124.965 5507.081 3 3 2904.49667 5021.15467 832.038236
3264.503 3080.009 3 3 2380.00467 3084.46333 279.295059
7434.14 8811.887 3 3 6106.35533 8021.64733 552.414241

582.2306 418.7805 3 3 1052.41 532.5974 223.589268
1729.168 2362.439 3 3 2717.63867 1973.25733 80.6958474
907.1776 623.9084 3 3 1404.41567 833.709767 195.168552
115.3047 95.03413 3 3 172.9931 98.4538567 31.4947347
277.8318 356.937 3 3 445.614133 317.6842 45.3796411
1304.234 1370.404 3 3 917.511333 1331.36367 191.638885
3384.714 3760.556 3 3 3025.093 3655.12933 179.386095
2243.328 1765.477 3 3 1334.16133 2036.75133 221.633142
214.4098 269.1363 3 3 336.1919 248.002167 29.2861379
822.957 708.4235 3 3 479.849433 773.9081 125.206064

1488.102 1345.646 3 3 969.309433 1546.71133 135.00143
164.8624 139.1912 3 3 312.866867 168.2758 60.6384418
1491.602 1590.084 3 3 1111.48833 1482.01433 132.881206
2105.95 1729.786 3 3 1301.029 1916.32167 220.528269

771.6711 675.3776 3 3 426.956967 669.202967 43.0620739



635.3235 419.6964 3 3 218.670233 493.388867 40.4468719
1448.356 2119.762 3 3 794.6507 1676.681 159.458651
245.3563 216.1656 3 3 355.6327 255.029833 16.3464484
428.0892 395.0379 3 3 340.186633 408.148933 26.7881684
31.01567 18.96814 3 3 62.22997 27.51653 14.5696938
2566.869 2259.203 3 3 3138.60133 2538.772 94.6250065
526.1328 405.9364 3 3 278.153733 463.848367 63.6059945
773.5546 678.8364 3 3 849.265733 723.397133 35.475949
398.4838 386.0861 3 3 508.9914 402.275167 46.8615849
7609.999 8381.727 3 3 6908.42733 7899.148 203.552437
91.35639 72.50535 3 3 120.7875 86.9417833 9.52766654
13114.88 13464.14 3 3 12442.59 13426.8433 358.578646
195.7405 170.1063 3 3 140.232367 177.390233 7.15825628
932.8243 1105.266 3 3 830.2626 1024.50477 29.6819188
2512.315 2573.722 3 3 3440.11167 2711.537 179.309618
594.7292 654.3425 3 3 403.861333 643.188333 104.080519
2815.74 3132.719 3 3 3829.61433 3027.2 331.653866

732.3857 761.0597 3 3 1365.376 775.0859 273.987445
1197.651 1225.574 3 3 902.2617 1160.39667 82.4254276
453.0659 506.8366 3 3 379.7071 467.7318 23.638973
1087.37 1091.733 3 3 960.159367 1133.54367 30.0748236
968.975 879.0118 3 3 624.1216 979.010933 130.51665

340.2742 198.7722 3 3 616.2417 286.209033 136.027327
157.3973 156.8294 3 3 138.3623 154.9611 6.9008451
188.8529 199.6138 3 3 142.966233 198.1234 24.6157334
330.8593 299.4077 3 3 478.2362 347.525867 20.6269454
312.0409 247.6372 3 3 182.720333 273.007 25.416412
154.8471 126.4636 3 3 101.412083 139.889067 11.3133533
1501.077 2389.657 3 3 367.232167 1710.059 199.835213
343.868 270.2718 3 3 558.501833 354.4289 35.1835602

4598.573 4616.854 3 3 4052.795 4551.00433 214.066224
54.79163 61.46264 3 3 51.06538 58.24846 0.61783737
2330.727 2454.385 3 3 2033.225 2502.29667 96.5313668
59.44474 82.23678 3 3 113.94537 72.67253 15.5492208
24.57223 18.95699 3 3 77.1326267 22.04625 25.9210533
154.3777 132.8125 3 3 178.297833 141.140867 13.2385606
98.62496 102.0886 3 3 80.2612433 98.0875667 7.26745776
4612.521 4936.315 3 3 4327.12767 4868.71167 113.640839
1221.34 1041.297 3 3 1535.857 1144.347 160.547913

257.4558 176.9459 3 3 306.925767 214.3251 16.6922806
14746.62 14109.18 3 3 13063.6467 14703.3167 523.576881
27.31037 28.77883 3 3 22.42378 27.9854833 2.52876699
1945.569 2483.019 3 3 2874.07767 2156.759 182.705793
385.3477 525.6729 3 3 215.2492 439.041133 74.2264037
633.6963 633.2316 3 3 907.266233 687.5258 45.578336
9.627425 5.926918 3 3 982.671067 9.265831 461.335242
956.2556 1081.718 3 3 655.5938 1002.149 149.012863
204.7007 219.6854 3 3 152.8929 203.446067 16.9955609



1701.855 1931.198 3 3 938.9463 1694.40433 265.45456
135.0551 120.7619 3 3 197.557533 139.2778 18.0295065
73.62637 62.32077 3 3 53.76393 71.4318333 1.54700527
1481.172 1624.726 3 3 1291.904 1627.46767 59.375203
4020.137 3712.442 3 3 3051.049 3950.98667 370.235887
69.16032 65.60164 3 3 61.2515233 68.6692233 2.05947166
95.52467 92.15184 3 3 1653.22147 108.280403 732.619127
17.07032 18.57858 3 3 3250.77433 23.1269733 1531.59576
1800.92 1161.688 3 3 2854.43333 1721.09567 120.899156
87.8379 73.02364 3 3 103.15478 79.0124467 8.39097524

51.75865 41.85931 3 3 86.8893033 51.50223 13.8426024
56.50826 52.26901 3 3 47.77191 55.2027533 2.4420658
1136.574 1147.683 3 3 1648.44567 1119.431 247.990656
3416.299 3875.117 3 3 2924.64 3631.80233 243.980062
2891.309 2471.06 3 3 2127.89167 2694.58733 166.495782
440.1342 303.6012 3 3 125.773947 421.623833 87.4899895
20.72838 18.13128 3 3 30.6533867 21.1106833 3.22268508
1065.622 1016.216 3 3 727.754933 1108.44833 135.732339
85.18752 85.86437 3 3 38.9592033 103.06293 2.20743834
1363.198 1560.268 3 3 1110.62467 1423.329 89.1399234
755.7236 607.5045 3 3 1436.372 720.197367 325.452934
44.75666 50.2401 3 3 73.79805 48.0846367 11.8679313
896.3734 1024.281 3 3 1440.037 931.7438 227.804253
281.7836 215.9621 3 3 408.703667 270.943467 41.8165852
361.9268 273.1353 3 3 928.154867 361.403867 254.793812
2084.05 2005.347 3 3 1510.14367 2199.57367 184.501885

77.65813 60.34449 3 3 226.8964 87.4165067 57.5366539
1113.746 896.9929 3 3 511.071967 991.464433 199.790681
66.11515 65.88595 3 3 59.7351167 66.69763 3.08360961
417.7966 510.1817 3 3 354.8307 459.741033 17.4691706
509.053 477.671 3 3 730.528267 527.523567 74.7660088

43.13291 37.36961 3 3 500.449433 36.1881467 220.892096
4511.015 4213.712 3 3 4872.854 4289.05233 197.622835
543.0518 1162.591 3 3 104.275683 793.435633 33.9041061
765.7314 709.7392 3 3 1048.21897 708.523333 151.071038
160.5527 255.9943 3 3 94.7579967 204.004 19.3486975
521.0206 405.3968 3 3 274.974233 434.7745 4.99987541
1505.727 1638.541 3 3 1222.11367 1670.59467 110.230829
824.8287 1062.053 3 3 1410.89933 938.557433 191.03754
417.0952 381.5915 3 3 256.873933 372.745333 24.7618671
203.2159 151.7678 3 3 1983.09733 161.899067 867.373023
553.441 576.4147 3 3 352.707367 521.699033 27.4334545

161.0593 292.6231 3 3 1097.0296 227.494967 409.308606
134.8775 96.21565 3 3 69.2742467 118.299083 12.2470929
1819.096 1747.273 3 3 1243.152 1898.97 237.325526
1696.606 2012.814 3 3 2574.34767 1969.209 137.916237
1223.21 978.3746 3 3 2445.55067 1232.7162 517.307685

419.0626 400.9216 3 3 325.089867 433.8241 30.0848544



103.1809 89.50059 3 3 66.7998767 94.1003767 10.3842676
2404.192 2390.289 3 3 3501.28067 2331.755 546.492904
1335.624 1585.524 3 3 1178.61033 1489.89867 62.3215464
1504.56 1431.299 3 3 1174.858 1564.973 71.4870105
673.938 898.7892 3 3 500.712267 781.231133 72.3372542

627.8364 721.6263 3 3 405.640233 623.6974 28.9034074
37.28736 36.99212 3 3 30.5158467 37.4950133 3.2732192
869.1465 957.1149 3 3 1134.15867 939.9868 67.1189089
470.6885 492.5883 3 3 601.619967 475.804767 58.2317838
1985.71 2211.853 3 3 2626.73333 2157.419 164.85709

20512.49 35244.83 3 3 6249.16367 31351.4233 7307.68514
570.5062 655.2401 3 3 750.342367 614.3514 49.1982028
4086.633 5947.614 3 3 2131.46533 4698.96167 579.942108

1941.2 1520.819 3 3 1081.94913 1887.15633 175.443046
76.56238 100.8999 3 3 158.8829 88.3357133 31.4381765
18.63874 71.50282 3 3 259.868967 39.70203 101.430039
197.868 189.4524 3 3 163.8888 192.424267 12.7958306

1401.705 1883.886 3 3 860.2552 1581.90667 223.002538
2152.751 2180.175 3 3 1717.24267 2070.97067 32.2892917
2446.753 2416.693 3 3 1888.19567 2461.489 268.740403
306.6382 163.3927 3 3 469.531467 270.733033 8.75953928
49.63166 71.57274 3 3 110.971633 66.7946667 14.5170653
78.53208 56.90771 3 3 111.146773 54.9162633 10.6840243
2.191416 0.7009788 3 3 4.91025867 1.65373593 1.31937675
743.298 822.9063 3 3 1176.35667 859.609767 61.6543021

665.6702 799.0327 3 3 1368.70333 861.0243 69.5080639
274.9254 600.2692 3 3 1876.93033 356.278367 694.852428
601.2948 473.4319 3 3 1024.69923 569.472467 200.614566

219.44 196.7288 3 3 156.484167 200.3485 11.4875024
22.71786 17.37778 3 3 47.4872133 24.2422367 7.98679949
331.0409 314.795 3 3 268.385633 319.301133 22.0996494
911.7013 913.8545 3 3 354.9575 808.056067 118.798199
41.38036 42.7854 3 3 57.1789167 41.0760333 7.47377834
183.2469 146.7617 3 3 234.050933 168.3192 24.9809885
596.5463 584.9137 3 3 1023.30993 671.958867 91.9875295
3930.593 4119.786 3 3 2769.305 3808.37567 312.194319
2281.525 1983.059 3 3 1238.02637 2360.29333 332.631129
860.5684 1216.018 3 3 1616.65533 1047.54347 206.046693
152.3013 187.9789 3 3 251.696633 163.531733 36.5284915
1928.647 1899.322 3 3 1598.41333 1978.358 143.129918
67.1372 72.38585 3 3 52.6811233 74.1277133 6.4414875

28.85235 31.84343 3 3 13.06246 34.5054233 7.17457885
102.9305 111.7727 3 3 34.2657133 92.96371 12.2671485
183.8467 188.1366 3 3 157.1557 181.366667 8.11247741
216.4285 215.3457 3 3 1172.72717 264.255233 427.201745
201.3044 179.4212 3 3 153.5088 187.081833 10.3356067
152.7545 116.8131 3 3 87.29093 130.332267 6.56344068
36.97398 43.76382 3 3 226.093533 39.7163167 89.2477894



1069.782 1035.976 3 3 1233.91933 993.3022 48.6237357
162.8625 140.2089 3 3 63.41955 180.596333 22.2007258
776.0413 823.3882 3 3 602.650633 855.9357 68.7334329
232.4212 167.6783 3 3 115.988257 203.8961 26.2398086
599.391 678.9305 3 3 497.456167 666.234267 52.7929401

231.1652 204.2583 3 3 257.003667 213.276333 14.1743484
37.19252 29.97997 3 3 19.45001 31.15363 0.91187614
815.4434 777.6025 3 3 497.265933 885.6913 102.905348
1.637797 2.579606 3 3 11.8662013 2.75231067 4.20705202
365.4356 504.7505 3 3 169.76649 474.1162 109.322815
4443.064 6415.914 3 3 8585.02967 5717.121 822.497741
2510.938 2303.763 3 3 3301.11433 2533.873 277.720036
5.702073 4.691756 3 3 3.22849667 5.352436 0.84478434
892.6885 974.1458 3 3 504.815167 965.0911 210.358352
1254.939 1267.595 3 3 930.633667 1191.49567 32.7336166
2695.704 1901.372 3 3 1159.10133 2159.61567 124.719375

193.29 240.9899 3 3 58.2996767 230.044567 75.7983473
176.8382 167.0605 3 3 154.215967 176.221833 5.76957535
4610.732 3606.12 3 3 2147.103 3850.54433 468.033153
319.0269 390.4362 3 3 566.693233 384.8894 60.3324935
776.9103 645.397 3 3 1289.02167 771.977033 215.451249
1180.86 976.2369 3 3 2314.00167 1111.79197 566.252092

1008.572 1433.816 3 3 1872.693 1116.3608 232.80043
66.67316 57.6493 3 3 88.1595333 65.88176 7.27814098
5275.341 3753.779 3 3 1589.7188 5141.302 1078.50505
3885.177 4525.863 3 3 2805.56733 3960.32767 160.638287
1652.004 2097.986 3 3 982.008567 1718.60467 50.5115197
1082.731 980.9972 3 3 1564.72633 1117.26307 147.999191
1594.517 1738.196 3 3 1361.86667 1675.58367 131.825077
824.7715 626.1246 3 3 1412.124 812.0745 225.96262
824.7715 626.1246 3 3 1412.124 812.0745 225.96262
117.7719 109.2202 3 3 91.7393233 116.0094 9.96532471
1073.227 1052.497 3 3 866.535233 1062.00933 93.5337722
883.5243 728.3817 3 3 509.538433 834.7042 126.556476
642.3444 976.6558 3 3 316.615433 773.062667 128.062749
958.3803 931.2089 3 3 487.6019 957.281867 224.776229
1242.818 1153.561 3 3 1365.94467 1220.279 38.3027904
486.2058 419.4666 3 3 574.921833 449.818733 49.9103248
908.4049 1213.646 3 3 696.828767 1134.59763 70.2897978
264.8796 264.9584 3 3 344.964933 264.1129 38.9236728
77.70911 79.60024 3 3 63.64015 75.8299067 3.10660405
40.91225 38.46172 3 3 66.5828167 43.6216833 8.62850009
375.3001 352.7939 3 3 535.3379 376.962233 72.0895281
4242.422 3553.198 3 3 2142.62667 3836.83267 732.604437
1720.39 1489.398 3 3 2988.90333 1720.27433 566.142669

1566.543 1324.908 3 3 838.2297 1452.87067 270.179693
350.6918 362.5764 3 3 406.918867 341.866333 17.1360527
182.3227 208.5613 3 3 163.390333 193.2159 4.4524828



529.8826 589.0437 3 3 1280.11243 555.234333 348.254196
4237.343 3777.913 3 3 6020.702 4084.27067 895.53913
155.4184 103.7968 3 3 231.3966 140.4317 30.1244928
450.464 446.3992 3 3 352.410867 479.568 29.1430616
88.9349 99.84445 3 3 72.12268 102.035617 1.75017773

158.5298 212.2897 3 3 125.000567 183.831867 8.70552446
139.3846 183.1787 3 3 83.0723967 149.192333 10.0040822
2424.309 2821.14 3 3 2068.04267 2589.54533 143.856175
129.2528 123.1471 3 3 143.364133 124.706367 8.07194615
258.4981 249.9068 3 3 198.4954 243.453867 10.3089761
649.019 597.6735 3 3 1109.1309 610.876667 238.31366

5.701586 14.89117 3 3 612.740433 9.83275167 291.227976
1019.169 1130.004 3 3 613.285867 1055.40233 203.580319
1755.54 1526.263 3 3 2427.951 1682.329 333.909114

1405.769 1670.293 3 3 1240.00267 1564.04267 70.6855676
275.6198 205.4948 3 3 463.678267 269.653567 70.8833287
153.1485 144.2742 3 3 116.7408 144.694133 10.6974018
182.7275 140.9581 3 3 119.990733 164.912433 2.64830399
182.7275 140.9581 3 3 119.990733 164.912433 2.64830399
182.7275 140.9581 3 3 119.990733 164.912433 2.64830399
101.7659 77.64187 3 3 198.010133 93.8376567 48.3650079
1476.315 1098.097 3 3 787.2621 1376.31567 146.709151
6786.523 6128.365 3 3 4653.92233 6604.29 846.301967
108.2452 99.65537 3 3 69.28584 97.2467233 5.43211145
1799.456 1587.285 3 3 2541.69167 1843.94667 185.928014
1799.456 1587.285 3 3 2541.69167 1843.94667 185.928014
1799.456 1587.285 3 3 2541.69167 1843.94667 185.928014
64.02741 57.51728 3 3 97.1562233 65.7871033 12.0029026
191.0332 185.5145 3 3 149.679667 191.354833 19.2419013
2943.093 3086.876 3 3 3384.80233 3032.011 151.946953
971.0933 927.8826 3 3 1321.345 1022.7293 65.6478315
722.5423 350.457 3 3 1045.34733 560.319567 136.974016
152.7649 125.6701 3 3 67.5160733 151.0088 32.1217429
2249.759 2122.321 3 3 3632.20033 2286.36733 624.476647
56.94955 46.76276 3 3 79.0622667 53.26012 11.1413568
516.7623 681.6651 3 3 847.414867 615.945067 70.1405394
341.5385 388.6107 3 3 231.547733 352.735367 49.3201365
322.0735 397.2234 3 3 486.066667 342.9447 50.5367045
479.8975 412.7042 3 3 293.791533 423.033467 34.1539276
7367.545 11247.73 3 3 4416.031 9324.83567 1375.47223
822.5001 753.8214 3 3 615.795767 771.7702 61.0417054
542.6243 367.004 3 3 987.621667 516.3363 181.917397
1111.831 1163.41 3 3 867.353967 1219.54233 91.3484347
194.0481 200.4094 3 3 340.663767 208.313433 61.1355852
688.9081 819.4973 3 3 455.4651 703.389167 49.3493388
58.60603 61.84981 3 3 35.2672833 57.7728633 9.91639691
16.79889 7.042147 3 3 22.4931267 12.0233757 1.39245991
324.9407 398.8953 3 3 229.2842 343.603733 26.4410289



2260.412 2538.21 3 3 3568.832 2560.34367 376.967604
515.3029 716.4456 3 3 1013.9799 596.6681 172.480157
230.4909 254.7572 3 3 301.888933 235.2708 27.1072088
75.2866 71.23511 3 3 58.26433 70.59111 3.20433181

74.93497 114.0532 3 3 55.5452967 99.0891233 0.5117095
272.8123 244.5183 3 3 307.706033 253.6928 20.3024191
12073.23 12110.76 3 3 9271.73733 11598.6967 737.49589
6.566324 5.269843 3 3 39.95468 12.8348723 5.39920851
480.971 489.1747 3 3 377.126267 462.424067 12.53018

89.39328 69.83137 3 3 2175.054 80.5143667 1016.29344
297.4874 142.927 3 3 1968.56567 242.3836 833.390194
690.6518 779.3747 3 3 524.6517 725.261633 85.0289428
167.5757 173.3195 3 3 126.0286 161.747333 8.10026427
23.42591 13.98312 3 3 43.0283967 23.0456467 3.92143424
323.5894 375.7314 3 3 602.1812 359.285467 113.856323
39.94202 42.26876 3 3 25.4983533 37.76786 0.86703657
1834.646 1270.637 3 3 869.796567 1625.50933 198.273582
206.2621 171.4033 3 3 575.9419 241.1213 133.981747
1283.326 1172.128 3 3 750.5246 1150.23613 128.881865
233.8517 276.0864 3 3 1760.19767 234.3135 740.218082
470.3708 583.5525 3 3 830.0592 480.705467 138.543924
1080.732 1571.769 3 3 398.48089 1256.35533 314.385917
323.437 273.4084 3 3 185.053467 331.282667 34.4140703

428.1702 397.5029 3 3 518.651767 386.995733 43.0889741
2255.341 2489.085 3 3 1337.70007 2265.484 394.413401
23.02406 24.65924 3 3 61.9943533 24.8789233 17.9333875
1477.458 1228.032 3 3 945.654867 1445.59367 132.834033
215.9945 474.0729 3 3 5888.505 321.047533 2703.16
1281.822 1188.973 3 3 949.0328 1228.273 126.967507
2605.551 3262.618 3 3 4353.21467 2994.736 563.283079
1409.546 1612.671 3 3 1127.21537 1501.17833 149.832605
14.80337 17.37675 3 3 9.99381067 16.8726467 2.77379921
449.9767 385.3344 3 3 307.862833 452.131867 17.6238226
6008.302 6959.916 3 3 5336.985 6393.93433 115.532628
91.12557 85.57348 3 3 68.43527 95.0789833 4.92800033
1.251995 15.32493 3 3 109.365397 12.8560883 45.7186817
884.8672 912.8244 3 3 514.178933 980.966867 176.408144
79.51675 66.04292 3 3 48.4148367 78.1472333 8.79598059
92.58448 80.94745 3 3 68.5405867 87.6846133 7.09573147
429.4912 421.2053 3 3 244.1203 485.671733 53.6730725
947.5943 1163.052 3 3 1799.40067 1096.79043 316.423062
1166.163 1086.32 3 3 594.879533 1289.85333 180.411693
1025.302 998.7141 3 3 1213.617 1043.9487 59.8735043
242.2002 263.0578 3 3 213.445067 261.016067 14.7196687
346.0568 416.3039 3 3 230.181433 354.872833 19.4037001
300.6629 264.5694 3 3 201.954333 280.7497 33.7054753
51.58052 45.84171 3 3 112.29288 53.7595333 26.987728
410.2791 301.6311 3 3 582.953467 341.5266 101.287721



45.50246 25.46851 3 3 80.82275 40.6576967 14.2255485
399.7089 444.4521 3 3 356.657733 430.873133 23.9873372
3837.585 4236.484 3 3 3005.623 3856.45133 185.145271
400.485 522.1005 3 3 978.3181 462.942733 243.706142

709.4409 594.5488 3 3 768.189667 642.970333 13.526305
1098.918 1800.981 3 3 2461.28833 1383.794 373.7295
343.6405 424.8593 3 3 544.846067 399.066033 52.4211523
542.0119 518.015 3 3 858.543067 522.916333 162.82031
81.90823 83.83754 3 3 75.75229 84.5802367 2.98024719
27.83087 18.525 3 3 41.7261433 22.95469 7.88141629
244.4521 239.4433 3 3 194.7417 240.075933 21.7523117
3428.824 3413.15 3 3 2474.18067 3369.459 427.890513
347.2536 328.2401 3 3 491.387967 368.080033 27.8471997
256.8716 197.4472 3 3 127.152793 220.1668 32.1580831
80.67503 53.07414 3 3 401.3283 75.0112333 158.208524
165.1526 141.3551 3 3 115.5793 148.475467 6.94800231
224.7091 287.4951 3 3 67.9257033 274.9852 90.4522073
232.4755 217.4974 3 3 198.6411 223.282767 8.955544
327.5129 426.2014 3 3 504.9361 376.951367 38.443445
508.1629 648.3937 3 3 302.5619 652.417533 88.5028759
326.0554 246.8946 3 3 748.590267 342.207733 169.020907
1718.17 1556.142 3 3 2506.47133 1694.492 375.647318

1572.003 1830.425 3 3 2283.82933 1630.36933 265.127978
649.8517 650.7351 3 3 491.165633 708.8073 32.3990462
1631.398 1812.323 3 3 3050.072 1953.935 342.740875
1378.011 1369.81 3 3 2443.09067 1491.787 417.899473
372.3913 426.1759 3 3 494.368233 410.113367 24.9460671
325.6609 188.6847 3 3 493.992067 287.179767 53.2483891
2321.921 3511.434 3 3 4385.105 2716.54967 438.16135
416.028 419.2985 3 3 115.691173 430.3836 152.327107

64.90124 72.26788 3 3 48.2644433 73.4490633 8.19843064
2146.13 1727.092 3 3 878.511133 1761.962 226.675626

1870.642 1803.427 3 3 1381.65467 1762.622 130.44273
498.5191 637.2484 3 3 405.733567 585.472767 44.6921547
105.2147 116.1142 3 3 82.68826 106.99238 8.45355085
1720.655 1642.054 3 3 1317.64733 1636.93467 130.31828
817.9644 1018.305 3 3 671.2326 954.077133 72.6389625
1275.125 1698.746 3 3 734.883333 1374.584 124.167961
18.71934 20.26088 3 3 11.9765707 18.3074467 2.19770468
443.7842 320.5108 3 3 724.882833 416.3311 124.717425
178.5751 192.2484 3 3 2090.74633 204.647167 923.668527
287.1028 330.012 3 3 727.711333 340.682467 180.087675
1910.098 1830.691 3 3 1325.44 1840.73533 244.114584
169.7123 638.0542 3 3 1054.15477 326.071533 233.232817
1855.046 2427.309 3 3 1426.83533 2136.554 197.821917
48.34852 47.56603 3 3 134.45339 49.96578 41.2733117
885.1334 892.0737 3 3 1404.49433 971.5417 156.254828
329.5867 370.2649 3 3 239.784433 343.930267 45.6755937



113.3184 109.0467 3 3 86.4956667 111.5373 12.0776915
3638.8 3427.315 3 3 2502.90567 3328.06933 162.831548

263.3546 290.453 3 3 224.4155 279.700667 22.9862617
86.76051 117.1135 3 3 294.543267 110.136103 88.0675499
128.3197 143.3447 3 3 92.71214 151.754567 4.80332967
186.9206 231.8473 3 3 543.516667 240.1259 137.321488
281.6989 283.0612 3 3 522.521567 283.7098 117.292091
14.92633 17.15884 3 3 122.717397 16.9645267 51.9179922
37.99047 15.22426 3 3 2073.71367 30.3214567 1003.87304
330.585 302.3172 3 3 924.3 304.770367 303.430941

493.0107 699.7172 3 3 891.3361 592.937733 103.849812
88.3928 83.17896 3 3 41.5281567 81.30812 17.7608061

671.6627 449.0044 3 3 1075.54583 635.225033 132.916934
171.8523 132.838 3 3 293.455533 159.472567 61.71664
111.9676 193.233 3 3 59.31733 159.542333 25.2005152
428.3083 423.8979 3 3 1265.78883 436.6543 407.448367
6269.586 6063.872 3 3 3710.44167 5632.07867 160.710553
1465.354 1944.12 3 3 1148.83283 1723.29133 146.868565
2239.111 2289.128 3 3 1769.073 2446.887 102.482219
242.679 369.8648 3 3 139.232367 295.180967 38.4997753

79.90382 78.93522 3 3 59.3419367 78.36653 9.17585962
513.3878 583.6509 3 3 365.235 590.422233 76.1162488
1286.072 1135.418 3 3 999.132433 1253.77733 67.0415901
195.1494 174.1854 3 3 830.649467 188.8441 315.811386
650.5419 763.166 3 3 464.4231 763.903433 93.8995901
1227.879 1350.514 3 3 978.997467 1387.34233 88.2448679
632.8244 1118.736 3 3 1397.41167 893.928267 38.8033854
215.9881 129.1654 3 3 83.3051833 176.0596 12.9263319
683.4082 524.8481 3 3 373.755567 614.6106 86.3975662
241.7131 190.3239 3 3 462.606633 235.087067 103.998477
923.7101 993.9768 3 3 640.914 1077.30497 54.1614128
476.6513 484.5541 3 3 733.9576 522.9308 73.7036459
845.3219 726.1847 3 3 638.987 825.3142 14.0058854
86.23568 78.40639 3 3 104.233407 82.8794933 9.72628695
1524.617 1623.141 3 3 1964.963 1497.53433 182.294046
1315.606 1123.366 3 3 896.923567 1287.715 118.17778
398.7494 397.7646 3 3 218.851633 427.868067 89.4764068
34.7578 16.85898 3 3 248.931533 24.2664833 110.464129

311.5018 360.1081 3 3 463.0494 340.606833 54.686611
679.6321 675.3573 3 3 932.270933 730.231667 39.9366531
2230.371 2538.299 3 3 723.8418 2122.259 496.794085
31.56728 12.93935 3 3 98.23296 25.7456833 34.0171163
75.91711 78.22429 3 3 47.86935 70.9482333 4.00682555
126.9174 114.6428 3 3 293.057967 129.127533 79.4019618
1229.908 868.152 3 3 661.249933 1118.70867 61.3275863
202.2781 178.8916 3 3 163.154667 193.910767 7.8077174
235.4027 203.1514 3 3 298.9461 216.6069 37.0610079
30.88626 31.46745 3 3 2167.72967 71.9021033 1033.37323



0.00152774 0.00533261 3 3 12.478181 2.01203978 3.82862294
1187.992 1390.145 3 3 1028.19817 1294.92733 84.0800607
1058.586 810.189 3 3 663.096933 951.185567 63.3762484
91.03378 87.35314 3 3 73.5430033 88.1202367 6.71681911
287.5199 219.1 3 3 528.2517 294.3645 84.5530103
553.1107 732.7758 3 3 864.764967 633.744867 68.7742963
213.7916 257.483 3 3 378.6719 247.853833 57.1140822
23.05766 23.48224 3 3 45.43837 25.6101367 8.92971257
4467.363 7210.688 3 3 2408.427 5476.51567 168.147601
69.57543 60.28552 3 3 42.4392667 61.6028933 5.92492671
197.4938 119.2189 3 3 70.1631767 179.072767 9.20615474
738.5065 643.5771 3 3 1484.484 802.6032 272.610044
183.0671 171.3973 3 3 132.0557 175.501767 20.4818919
285.6117 281.1801 3 3 853.4939 286.3191 280.735151
81.68904 78.2257 3 3 63.8429167 76.9417933 3.43180415
138.7192 98.63357 3 3 184.6683 116.547457 26.8854669
7260.79 5697.588 3 3 3352.26533 5916.43267 228.709641

450.7845 513.3425 3 3 791.9385 511.956467 124.829253
909.3247 1038.578 3 3 659.347467 1021.2039 145.858173
208.9213 190.4823 3 3 169.105767 208.841033 7.22378485
1531.455 2022.042 3 3 1032.40613 1778.13433 276.412631
74.02938 46.05167 3 3 101.348757 64.64323 8.4703642
232.7545 323.1527 3 3 636.293533 281.684633 169.740348
352.0484 308.1344 3 3 902.8146 342.125 276.294769
677.3626 736.839 3 3 572.515733 719.473167 62.9633086
799.8387 1005.26 3 3 187.7579 766.094033 125.693772
82.54207 64.63448 3 3 109.323937 70.4359667 16.1823495
445.2165 444.35 3 3 298.823 416.552267 31.8890807
997.8866 558.4963 3 3 246.6428 749.6368 107.248158
104.3055 98.16646 3 3 79.05496 104.99542 10.663108
356.3829 310.1989 3 3 280.186667 345.092167 9.24041213
1174.664 1013.846 3 3 785.681167 1199.919 48.0195879
146.9875 128.7539 3 3 94.80021 130.0424 6.2443397
129.8985 87.97047 3 3 48.5502167 110.173223 22.1694376
8349.957 7629.857 3 3 5340.29967 7528.983 643.353148
2894.782 3438.321 3 3 5214.146 2969.33133 1025.52785
115.1459 102.6933 3 3 77.6448633 110.812933 14.8894372
182.3486 304.3831 3 3 99.6622133 237.155467 28.6692883
4568.157 4350.921 3 3 1348.9785 4828.18667 1601.70352
25.03656 25.04769 3 3 14.0314667 22.8536867 2.19678353
2727.733 2496.498 3 3 1995.61333 2804.84067 191.565287
476.1207 403.4052 3 3 310.017667 460.540367 54.5057058
554.0059 618.8624 3 3 323.4209 629.782933 128.304749
49.30341 64.59586 3 3 32.9638167 53.47541 3.02543368
259.6108 265.8839 3 3 396.114167 283.435067 42.9116977
274.7453 455.316 3 3 163.688667 364.8654 42.9511547
714.0998 789.8033 3 3 627.266367 794.5468 6.1036824

54.805 60.45826 3 3 82.19076 60.0514467 9.77432358



83.50848 89.30905 3 3 94.9708 85.8112267 3.353422
1229.867 1521.157 3 3 884.866567 1403.836 207.226346
151.7944 153.2447 3 3 125.099033 152.015767 13.3346546
938.9688 829.2651 3 3 439.284833 978.8883 205.045788
7381.287 10051.99 3 3 5817.34467 8632.97533 395.744991
247.0605 236.2973 3 3 378.359633 253.0095 58.933378
3306.635 2805.104 3 3 2286.95933 3199.47367 285.072821
698.2567 521.2071 3 3 231.2532 561.693333 110.739368
324.3855 360.8931 3 3 258.531067 327.335667 11.6593659
105.6401 72.4725 3 3 31.99456 80.3469767 8.73563247
942.0237 1710.075 3 3 2264.08633 1231.71657 299.677017
87.18879 73.55786 3 3 49.6353833 91.25685 5.23280776
814.4685 664.4455 3 3 1186.88533 822.699433 80.2853629
312.573 335.5091 3 3 175.7385 296.1148 33.4738157
312.573 335.5091 3 3 175.7385 296.1148 33.4738157
312.573 335.5091 3 3 175.7385 296.1148 33.4738157

5.300056 3.967515 3 3 6.39057067 4.84186833 0.14381654
1134.652 1599.96 3 3 732.378233 1312.18367 141.783232
137.0331 105.8887 3 3 165.146867 123.270833 13.510362
611.004 683.8951 3 3 924.211567 648.026133 132.628301

26.33868 21.62838 3 3 84.3372967 23.0897733 30.3785105
51.74071 52.08155 3 3 40.6200433 50.7474433 4.6225793
2062.321 1457.383 3 3 2732.814 1828.09933 312.651712
852.6617 872.0723 3 3 751.605133 873.209567 56.7892865
199.4766 162.0792 3 3 94.8345433 170.706533 27.8486689
449.4426 345.3849 3 3 585.661933 428.829133 20.9827067
282.5507 467.0406 3 3 140.14106 365.720567 62.3035369
100.4264 94.40584 3 3 91.43576 98.13175 0.7346402
87.0231 121.6979 3 3 55.03407 97.4072467 0.77683935

7.605155 7.972488 3 3 41.7459767 5.97441333 17.5550139
87.95068 73.26336 3 3 56.2545267 78.6151033 7.64826847
960.0852 1342.738 3 3 523.674467 1060.05823 99.6598447
609.3865 479.7636 3 3 197.937653 571.642333 168.365417
3811.823 3793.551 3 3 1675.58193 3485.02133 716.172617
587.5002 582.8182 3 3 280.107267 532.869733 87.8974269
210.1394 177.1809 3 3 148.1059 190.2598 11.7059996
717.6219 882.8013 3 3 565.314133 811.026633 88.9090579
52.28302 35.63669 3 3 2544.71733 35.8015667 1253.89355
1753.358 1803.625 3 3 948.788633 1610.45233 155.005894
31.00358 42.9434 3 3 1576.5736 40.1040533 768.001732
3981.017 3247.406 3 3 2202.707 3448.67767 413.765757
42.49908 20.67497 3 3 131.771977 32.1171533 48.6009424
24.23397 37.79338 3 3 68.65481 36.4987033 11.0562723
384.9081 441.0686 3 3 679.408433 419.318767 126.511448
3660.011 3640.057 3 3 3076.98333 3692.28533 298.687691
72.76447 66.40765 3 3 52.66511 68.3998733 6.90048503
20.9222 13.40199 3 3 80.36876 18.4736433 30.6473144
164.002 130.1495 3 3 276.008733 162.3508 47.3966551



710.5159 841.1949 3 3 1803.38667 803.480333 493.726766
19.41704 11.27119 3 3 76.14604 15.5677667 30.0344869
1912.567 1953.137 3 3 1497.499 1953.24233 224.38131
1912.567 1953.137 3 3 1497.499 1953.24233 224.38131
1912.567 1953.137 3 3 1497.499 1953.24233 224.38131
57.83393 59.98168 3 3 45.0766133 56.7363033 4.32947354
57.95299 19.56679 3 3 195.5432 38.5327933 76.1979016
127.0132 95.56628 3 3 222.1889 118.97466 47.3734307
689.4987 893.3132 3 3 1062.3896 725.165667 70.2870906
107.8031 93.84631 3 3 80.8240033 103.51367 7.65455518
1380.656 1474.572 3 3 1250.86533 1430.30467 76.4232696
1415.307 2011.632 3 3 722.844567 1555.12233 97.1366571
1323.396 2247.656 3 3 645.323033 1672.20367 110.335834
3500.712 5223.055 3 3 1405.5087 4351.68467 1197.71305
515.7278 495.8596 3 3 699.3101 542.2017 46.0209203
529.021 599.2468 3 3 680.406433 545.473367 47.8819347

51.31016 44.75482 3 3 37.2918633 46.3658767 1.2621968
1278.468 1910.663 3 3 868.762567 1574.56133 154.860442
677.9961 500.1456 3 3 1116.73603 673.855667 140.658464
675.7997 833.4298 3 3 1423.55933 892.901833 84.5260745
151.9353 275.0529 3 3 492.137333 217.8185 122.710209
748.365 940.4927 3 3 589.712933 902.195233 72.739617

8388.698 8209.943 3 3 5291.63333 8404.27367 1546.96278
538.4538 767.8271 3 3 359.934833 637.158233 73.450198
318.6266 353.6284 3 3 440.9371 346.7061 39.874891
442.4795 347.6353 3 3 610.969067 435.0738 26.9241958
711.0535 920.9224 3 3 1094.85933 747.504067 72.5614622
342.9844 338.9386 3 3 292.973267 338.856733 22.6305941
281.2571 308.5344 3 3 356.378433 299.8848 23.2903414
215.359 224.3524 3 3 133.9657 254.0149 10.3228051

67.33991 55.63305 3 3 225.5809 61.78605 81.9765476
40.07557 52.16421 3 3 223.667467 57.6273167 80.6782767
2323.082 2059.73 3 3 3230.79833 2387.85233 214.131996
518.877 457.3359 3 3 356.095667 493.219367 60.919225

392.9509 380.007 3 3 577.3737 425.411333 35.0588204
46.50807 39.65031 3 3 80.4407233 50.7007833 6.07156126
186.668 206.4153 3 3 364.271 214.105 68.2639663

1460.234 1017.042 3 3 2081.278 1313.60767 287.355089
432.0374 380.4127 3 3 334.815867 413.6434 27.1139684
1751.645 2551.767 3 3 1043.2696 2086.458 318.726927
841.5614 961.3555 3 3 661.717467 857.606433 17.8845352
59.49607 49.16712 3 3 39.7502 57.3564767 4.9048871
8.162467 9.566666 3 3 24.3171767 9.93033433 6.95002984
41.27929 46.78997 3 3 34.5253 44.6529333 4.13934955
203.661 117.8137 3 3 336.492967 184.3511 48.2364032

39.33229 38.38308 3 3 80.1129033 40.8663167 19.4045458
1337.698 1143.715 3 3 1526.26167 1270.39567 66.9275144
185.0607 184.5144 3 3 149.201133 183.3693 16.9921261



333.08 269.5847 3 3 625.7233 353.427367 97.8898617
51.82803 78.74692 3 3 19.32914 57.5735267 3.14688209
147.5154 162.8772 3 3 327.315767 190.3005 31.433207
221.265 244.4348 3 3 201.6172 233.665733 11.1105116

780.2159 760.8777 3 3 1007.38487 754.9967 123.652987
1084.885 1060.897 3 3 1658.89567 1150.31133 217.476073
216.4185 156.3751 3 3 346.335833 217.863667 17.4492025
100.2707 144.671 3 3 67.02859 117.145233 7.58958096
66.57601 51.59919 3 3 40.74094 57.4351 2.50421724
603.1201 696.9376 3 3 761.862533 653.488167 27.1400619
2032.422 2363.686 3 3 2574.284 2109.66833 61.5092456
519.0542 438.1294 3 3 689.1563 508.1411 63.5701957
642.2112 661.9755 3 3 606.206333 667.336633 12.3145981
3064.253 2634.496 3 3 2331.824 2912.459 165.355789
109.4098 104.7595 3 3 81.6638967 102.975717 7.6865813
593.1763 752.3981 3 3 458.2327 650.987633 40.7050692
2002.142 1703.028 3 3 1144.3598 1945.63167 338.314669

25.088 32.93698 3 3 45.4037867 29.06452 7.23285324
221.4791 242.7607 3 3 126.613667 270.600567 26.5509717
220.7544 131.7062 3 3 523.2408 178.294467 167.923503
393.461 403.4619 3 3 620.473633 418.6834 95.2982283

58.10115 52.01358 3 3 48.43109 55.69364 1.70481311
306.9334 418.4201 3 3 196.207867 346.604067 43.124054
137.5991 124.9308 3 3 265.1648 144.415167 56.0660888
129.9942 117.0849 3 3 88.1065033 116.575333 4.32227592
40.52199 40.36545 3 3 76.7325033 46.6491033 10.6972227
149.8184 245.8696 3 3 366.541633 224.499267 26.279619
1717.731 2023.651 3 3 1215.90353 1902.507 305.721103
8.526011 3.568246 3 3 259.7696 6.16532533 127.880288
1246.861 1021.847 3 3 693.4402 1235.31567 177.537082
55.03073 54.33911 3 3 173.349433 52.6072233 60.8259332

3.7271 5.502488 3 3 10.3956277 4.480997 2.84068649
1479.23 1562.442 3 3 1092.79153 1444.93867 112.154451

6768.899 5850.657 3 3 7469.89567 6249.69567 397.139218
725.0174 951.4911 3 3 569.619833 853.429567 83.7245971
359.5108 291.1388 3 3 552.061067 349.550267 86.7529527
1161.062 1140.683 3 3 783.2916 1278.634 116.195646
3000.514 2957.714 3 3 2439.87467 2901.42367 189.13208
499.3791 709.0497 3 3 310.657733 621.6234 112.986717
129.9721 120.7522 3 3 100.24657 126.429167 12.255504
611.0515 1373.314 3 3 3060.21567 1142.47017 851.550992
6405.642 7376.374 3 3 5847.137 6839.34933 87.3075436
157.6241 215.5945 3 3 110.340227 196.828833 27.4828296
157.6241 215.5945 3 3 110.340227 196.828833 27.4828296
157.6241 215.5945 3 3 110.340227 196.828833 27.4828296
144.9765 92.19061 3 3 250.737433 137.099337 39.6294884
2503.565 3754.648 3 3 1682.39733 3029.55667 205.255732
56.13768 49.59596 3 3 62.8800067 53.3605233 3.42030358



3324.747 2980.789 3 3 2085.54733 2997.64433 332.574709
115.8723 136.3967 3 3 78.5453333 117.390437 7.11161059
1319.63 1665.338 3 3 2224.236 1414.75333 345.415131

367.5192 493.5042 3 3 268.6949 429.243633 51.0888992
838.5317 686.8405 3 3 397.052567 698.520433 71.5097102
192.6747 164.7304 3 3 62.8168733 169.787367 49.9153193
10588.32 9131.558 3 3 8358.884 9957.80933 307.104738
4953.684 4556.289 3 3 2723.27733 4517.218 783.41637
49.24741 54.78958 3 3 44.61349 54.31993 0.73137533
398.0784 1102.957 3 3 1713.787 603.5052 355.424989
125.6287 149.5576 3 3 104.93419 136.515367 10.4217896
111.1371 150.9749 3 3 66.9382033 153.377467 4.60969084
4342.329 4807.779 3 3 3722.078 4563.411 355.914626
322.3603 293.7559 3 3 237.3974 296.578767 17.2349827
4400.067 5028.349 3 3 2620.51233 5211.76367 937.097722
189.6348 201.5193 3 3 264.975133 193.587 35.4764017
5357.548 4895.009 3 3 3889.76 4951.91867 380.1245
1987.066 2195.435 3 3 1657.51067 2178.21567 189.678956
1147.612 1322.046 3 3 949.539167 1262.45333 123.373392
67.95099 64.64008 3 3 54.7935567 66.0570567 5.4436169
1690.866 1664.903 3 3 1016.7303 1863.76133 283.522302
1136.931 995.5401 3 3 815.800467 1032.12297 59.5105639
5.899402 5.292619 3 3 3.34792267 5.48062667 1.0186338
273.8643 228.5575 3 3 201.467933 258.5828 12.75744
93.49525 76.0865 3 3 121.544433 87.8768633 13.685521

962.61 1153.193 3 3 559.321133 971.863367 111.862166
98.86428 84.41121 3 3 138.5564 100.514563 9.15785103
306.083 300.7803 3 3 270.8946 300.380967 13.7426747

28.53907 26.20125 3 3 36.63021 27.57999 4.42616719
225.6591 282.1076 3 3 634.3449 296.709467 151.834205
1080.292 1061.442 3 3 1700.02133 1135.66933 263.343104
186.0805 238.274 3 3 143.346933 203.737033 6.68588179
142.7238 151.1603 3 3 74.18209 163.2728 35.0259478
182.386 170.0024 3 3 358.620067 176.162333 92.4023778

533.8998 652.1563 3 3 394.535367 560.321267 19.4359687
167.95 144.6206 3 3 195.863733 160.3328 11.8388805

169.185 129.3709 3 3 91.90335 151.899567 22.6029857
223.8741 329.8602 3 3 392.149367 267.524533 30.5627368
11.88932 17.19891 3 3 28.7815433 15.98732 5.37667837
2089.596 2214.619 3 3 2857.85 2051.77 365.290804
1371.837 1101.587 3 3 3123.29567 1378.68 840.316257
53.11128 40.92054 3 3 62.2936833 43.10737 3.45957201
2002.765 1663.018 3 3 731.4208 1625.268 219.360978
160.5325 277.0254 3 3 494.3337 221.596433 125.672024
3528.756 3998.604 3 3 2902.535 3969.39733 334.445978
64.5822 93.43385 3 3 50.9834233 82.3000033 3.56714409

620.6246 791.2149 3 3 481.212033 699.638867 70.2295711
71.71203 68.15667 3 3 54.0021867 72.22604 8.17984664



556.8347 977.5509 3 3 104.524677 659.8901 30.6875933
168.5586 156.9664 3 3 1341.17417 163.850567 598.76344
859.5906 720.6783 3 3 1204.68533 828.1826 165.837551
86.61316 60.92038 3 3 130.254667 79.7564867 19.6723578
4179.711 3721.519 3 3 2826.07633 4033.25867 551.433187
1251.15 1058.679 3 3 479.731233 1012.23957 55.617286

29.13015 39.7962 3 3 45.8976967 33.76093 2.86956026
1754.833 2120.45 3 3 3298.29633 2086.163 530.093659
602.7899 545.2531 3 3 305.0609 630.233933 130.717828
19.15748 0.615211 3 3 28.3207467 10.0628237 0.58908844
205.7538 286.4615 3 3 150.978733 241.880767 21.4551918
1858.586 1277.369 3 3 2914.61267 1731.117 445.940365
1233.358 1327.655 3 3 854.739933 1282.877 212.817578
1632.745 1712.088 3 3 2055.78533 1718.03133 147.550022
851.8928 950.3137 3 3 681.9998 934.228833 103.880663
247.5439 356.6494 3 3 558.098667 295.097367 121.785924
361.8731 452.4561 3 3 798.0455 450.244733 154.275015
374.8227 687.4534 3 3 208.187467 529.563567 48.8803122
2943.789 2882.926 3 3 2058.53 2763.192 245.904422
773.8375 1136.005 3 3 548.8883 1004.45383 117.451351
77.0658 76.57029 3 3 65.7758433 79.21569 5.44494592
219.968 179.039 3 3 153.845133 196.318 4.45344418

32.03209 29.71444 3 3 46.2160333 30.30309 7.97233452
3122.297 2744.291 3 3 2143.056 2991.223 376.032135
291.7066 303.9156 3 3 218.860267 280.3595 5.76540616
2458.527 2304.008 3 3 3925.04633 2475.73267 716.938776
270.6438 169.7724 3 3 448.761667 243.910333 81.8346313
26.21803 43.22048 3 3 17.26618 36.3301433 3.8177512
1116.474 952.6937 3 3 2025.91267 1185.2139 330.570475
1727.449 1874.628 3 3 1490.53267 1765.17533 101.835053
1933.79 2806.262 3 3 939.773167 2151.48267 221.085477

185.1076 163.902 3 3 231.701733 169.580133 28.6399983
2688.826 3001.415 3 3 1963.10333 2968.97733 439.620352
38.81709 29.88399 3 3 22.30848 34.1944833 4.09892804
83.20146 59.14937 3 3 130.740533 78.74484 19.7075183
305.7256 287.0693 3 3 206.6304 289.355 39.3556116
797.0312 385.4384 3 3 1280.53967 643.789233 234.745748
184.1783 211.399 3 3 130.753267 184.1726 1.67546156
7832.008 6601.055 3 3 5344.21233 7231.198 741.28968
167.2784 134.7867 3 3 101.871947 149.179433 17.5992066
485.8207 658.7265 3 3 353.739 553.272233 42.8460553
326.0866 531.5057 3 3 150.091587 404.975 68.6501348
21.81719 23.04409 3 3 17.3544467 24.41563 0.90790958
42.38286 49.2673 3 3 39.0552767 45.8532467 0.47319178
638.8853 709.8756 3 3 532.318767 675.848267 64.1617818
9474.017 9933.68 3 3 9098.56833 9717.185 215.993643
1396.275 1273.98 3 3 908.730567 1451.79967 180.273123
162.9601 291.1782 3 3 520.295167 231.2138 132.987396



352.7894 346.0924 3 3 634.598067 399.5983 82.9616957
2.855563 2.397345 3 3 5.883421 3.008759 1.29243098
479.9392 399.8187 3 3 323.415167 436.144133 40.975841
174.3943 170.6548 3 3 126.872733 167.008567 18.0836148
128.2741 161.9677 3 3 321.992 168.8976 64.4904208
1164.412 1532.384 3 3 2407.18 1379.76667 489.598428
939.6954 807.7882 3 3 393.4516 776.540633 75.8254793
129.1614 91.25051 3 3 45.8613167 130.860703 15.9207785
248.5607 305.1624 3 3 383.598767 271.075867 49.1486351
187.1224 155.6724 3 3 128.472533 167.550633 10.4112044
221.5216 300.351 3 3 105.232527 232.773267 18.1299789
213.6722 289.6848 3 3 660.9868 257.562767 202.713463
75.55804 49.34031 3 3 33.3949067 62.82079 7.39053342
1059.63 803.4393 3 3 573.973867 929.9093 129.544092

828.6713 836.4083 3 3 374.973633 747.3354 120.625743
323.4797 220.4699 3 3 575.549167 290.600967 132.702724
1044.769 903.0173 3 3 675.629733 915.836133 2.82045839
874.1089 841.7911 3 3 573.7156 936.309333 125.800655
234.0652 245.5907 3 3 172.7029 230.794933 24.6550074
2486.324 3459.518 3 3 1765.33633 2986.11767 392.332273
2541.585 3806.76 3 3 1627.23167 3192.86733 492.298561
2315.647 3122.975 3 3 1298.96733 2480.37833 180.475376
1052.906 1175.982 3 3 812.887067 1183.118 134.506319

0.00276163 0.00325688 3 3 22.5990033 0.0807504 11.5455125
2158.103 2308.377 3 3 1605.50333 2188.83 279.117626
105.9536 141.518 3 3 650.8527 126.902833 268.108855
88.07555 82.76179 3 3 194.405 91.5717467 51.5955328
20.03841 10.42629 3 3 64.9320667 13.3881093 25.8043935
98.07018 96.90837 3 3 84.0478067 96.5159233 6.14622352
2482.603 2295.973 3 3 1429.97167 2220.627 265.85228
571.094 616.1637 3 3 474.076367 593.846933 57.2092912

236.5785 284.6632 3 3 133.1468 236.1755 20.6709663
53.76637 40.12831 3 3 34.1084667 48.1453533 1.08145297
307.1763 476.1175 3 3 959.801733 354.750233 292.158921
1538.71 1399.308 3 3 1162.539 1575.801 77.45219

449.5394 465.135 3 3 671.659867 482.5271 86.464778
4790.744 3935.157 3 3 3482.85367 4499.621 183.843551
463.7701 531.4865 3 3 289.4217 463.367733 57.6011547
165.2483 282.2348 3 3 451.651 251.9 68.7828741
78.97894 67.33402 3 3 96.8369933 71.0596767 11.3269434
2816.599 2042.389 3 3 3373.80733 2280.74533 314.881261
60.66032 50.27741 3 3 356.062933 56.25316 153.951281
95.70705 92.54833 3 3 100.125933 92.8250367 2.5470278
2357.141 2143.831 3 3 1872.50667 2196.10933 86.0668823
16.63103 19.0613 3 3 14.8153667 18.2738033 1.06513549
227.1078 248.352 3 3 414.652033 249.455267 81.7652699
538.3843 803.2432 3 3 357.441967 714.5056 102.125181
76.04791 79.75309 3 3 61.3173433 76.1674 6.77061827



1122.725 1012.238 3 3 690.472067 988.028833 37.6751156
17.24416 25.15106 3 3 115.324137 31.0743733 39.6031212
1247.716 1300.071 3 3 1186.51433 1278.42167 38.5595573
479.0757 470.7041 3 3 375.923833 503.2542 43.1252835
795.9775 763.8578 3 3 570.559133 829.107667 100.895514
1753.017 2195.341 3 3 1436.13333 1977.53867 169.318876
5160.959 4718.804 3 3 3931.323 4780.62233 257.02401
457.0029 569.3978 3 3 959.920733 516.745967 221.046889
470.1011 397.833 3 3 302.806833 469.5853 47.5603981
133.7296 105.1346 3 3 164.758433 114.195967 19.7753167
755.6619 514.6012 3 3 303.1806 704.701467 117.026763
7.149588 6.777271 3 3 10.2829043 6.01476733 1.44747584
27.25555 25.19521 3 3 21.71402 27.0845833 2.09111235
210.9023 174.9907 3 3 234.985267 191.711667 13.0247094
156.5706 170.8083 3 3 331.767433 193.074733 49.6043906
4092.415 3598.684 3 3 3205.18667 4050.62 50.3667839
284.3178 290.4164 3 3 373.9418 292.354733 41.0174423
480.5453 450.2106 3 3 310.4765 444.3598 56.5822301
3676.515 3899.414 3 3 2543.65467 4078.05533 600.01325
161.1374 118.4818 3 3 223.197733 138.1877 38.1582815
230.5341 221.7195 3 3 522.9573 262.4618 118.495702
1503.594 1555.827 3 3 2691.206 1512.00133 606.36252
100.6195 83.85139 3 3 109.565333 88.05289 0.38617749
4286.943 4209.605 3 3 3410.53933 4376.50567 443.947723
3083.299 3061.397 3 3 3609.81867 3061.36933 281.909732
1615.751 1678.257 3 3 1155.93033 1551.034 113.555198
4353.541 4460.651 3 3 2749.68867 4035.524 150.467332
315.7796 299.4274 3 3 395.383233 296.531933 46.5200981
351.7123 393.8833 3 3 175.7723 335.549633 46.7296631
543.5098 457.0533 3 3 816.5918 498.256 158.357543
20.9567 19.45819 3 3 27.73258 20.6310267 3.5096811

120.1757 106.648 3 3 126.271633 111.9422 1.55086229
289.8588 214.0307 3 3 161.411467 245.131567 16.9846402
1122.305 1655.423 3 3 579.020633 1271.362 122.886163
1000.062 972.8265 3 3 939.1933 1003.44083 6.82549472
411.9735 407.4684 3 3 331.476367 407.400833 38.904637
271.095 367.1273 3 3 203.201433 314.390967 30.3296408

138.7481 166.6901 3 3 122.827267 159.391967 5.22474344
40.10371 40.26926 3 3 26.9428 37.8386133 3.8825363
1461.533 1313.18 3 3 1176.34433 1385.37433 78.274066
456.821 373.6003 3 3 743.816967 467.767033 101.423394

5.555161 16.52697 3 3 203.653167 10.6582933 99.4769306
2735.137 3604.797 3 3 2131.84133 3264.94467 355.04951
114.2924 118.4432 3 3 102.22802 121.3101 4.41320179
4464.225 3803.259 3 3 3048.032 4158.88433 466.81224
204.0365 233.4151 3 3 113.091013 250.842 41.8546397
335.3748 332.0582 3 3 218.154733 355.568067 60.0440833
3414.66 4158.88 3 3 2553.43933 3958.39433 547.944244



8529.648 8594.459 3 3 8212.33233 8667.402 144.840661
161.1626 157.4273 3 3 144.1858 165.305133 2.70449276
87.28303 117.074 3 3 72.2403067 101.99861 3.82892356
917.1758 671.2335 3 3 335.950967 719.170233 85.0297091
122.1589 170.6597 3 3 90.8253567 141.203233 2.97314319
351.5998 294.1073 3 3 261.4387 321.0529 10.6614199
1743.446 1793.532 3 3 2329.076 1661.59133 290.100606
50.63605 32.00555 3 3 123.196613 36.9084767 42.9521841
20.28445 17.71221 3 3 3297.75 17.1262133 1696.17104
637.7516 887.8145 3 3 505.255633 780.7149 60.7509673
4092.959 3636.958 3 3 3011.592 4018.70467 385.333321
4211.966 3347.497 3 3 2392.501 3865.85567 609.75627
425.9182 450.8114 3 3 360.186967 439.1786 38.9085959
9469.314 14989.67 3 3 5305.25167 11398.1557 499.163055
28.48318 33.69984 3 3 45.0051067 30.03463 7.06272946
422.5109 684.5678 3 3 944.209833 497.086967 163.839033
95.71725 87.67936 3 3 72.10505 88.4459967 4.86681312
5245.406 4175.881 3 3 3510.691 4782.351 363.601857
1063.732 948.2455 3 3 686.0286 1079.6045 148.148908
54.8076 46.04424 3 3 59.0132367 49.8093533 1.54466282

169.0786 150.7594 3 3 126.984767 154.688433 6.31888796
17.80465 17.69575 3 3 12.845 17.83148 2.57858311
145.7271 153.0621 3 3 260.9527 165.683 40.3268093
12.10789 1.875672 3 3 83.35887 10.7863173 36.661662
216.9051 282.4315 3 3 359.387233 238.619333 49.7450906
4678.145 3831.704 3 3 3391.456 4234.32267 101.754978
829.4673 884.5442 3 3 580.917 807.476567 75.2608451
3566.969 3211.941 3 3 1632.465 3004.12567 168.926945
3331.517 3710.139 3 3 3062.35967 3586.06833 158.61337
136.928 108.8751 3 3 273.7875 113.276207 80.3573112

719.5862 749.3324 3 3 894.978033 737.916167 79.8760503
2368.468 2886.554 3 3 2046.92 2718.348 171.656021
627.0263 574.7495 3 3 425.829967 608.190933 90.0515628
1906.338 1706.1 3 3 3461.68533 1906.68733 781.444616
34.84547 21.76175 3 3 41.6726067 28.0884267 2.59734476
2363.667 2444.5 3 3 2855.63533 2410.43167 227.208076
1147.197 1139.122 3 3 760.392933 1197.03733 206.507731
45.71555 24.53512 3 3 57.1608667 32.7046367 5.60694195

2303.5 1791.591 3 3 2545.256 2023.792 77.990108
2075.012 2628.642 3 3 1577.844 2468.49767 310.415045
2075.012 2628.642 3 3 1577.844 2468.49767 310.415045
251.5568 249.8069 3 3 218.283333 245.131167 10.0559262
2691.433 2894.66 3 3 2267.04067 2685.65267 48.1716803
118.0481 118.5033 3 3 198.995467 123.1114 38.5047808
488.3212 212.6158 3 3 665.309667 358.397467 78.8431955
17.86645 11.81235 3 3 2766.48933 15.2086667 1428.98669
9.596216 14.31332 3 3 7.48571867 12.6412553 0.44170151
1238.225 1164.776 3 3 1683.15467 1279.52 156.059059



139.9928 199.9589 3 3 111.491967 173.2923 9.95105809
1123.716 1253.042 3 3 1415.95667 1155.107 104.247739
71.82619 14.87888 3 3 179.2776 68.75339 23.4938814
419.2203 397.9123 3 3 310.442633 390.795633 26.1244503
279.1027 338.5975 3 3 168.9475 344.575367 60.1276948
956.1591 1028.23 3 3 1101.66233 954.3411 16.2440808
2542.98 3095.071 3 3 2166.44367 2777.651 139.839131
1323.37 1548.232 3 3 2063.87233 1434.19233 307.496556

8905.726 8744.524 3 3 7241.978 8993.05267 859.132238
3922.241 2958.477 3 3 2543.77767 3506.341 73.4507041
1207.151 999.6945 3 3 768.4017 1145.9275 149.618574
1213.244 1818.523 3 3 455.463467 1324.48983 54.2684705
1483.543 1342.726 3 3 1868.81367 1430.837 214.564715
2690.232 2547.872 3 3 1784.017 2760.35633 439.466362
537.7984 292.7684 3 3 804.887967 473.715 66.9162665
1233.28 1050.623 3 3 2737.19433 1321.795 661.676071

63.03556 67.61597 3 3 79.11064 64.1344033 7.16378864
135.8293 111.9524 3 3 348.820267 151.458933 90.2577318
12.76034 34.1696 3 3 134.85344 22.5689133 57.4985458
181.4251 240.9832 3 3 122.483327 201.841667 23.6677125
2584.319 1547.711 3 3 3411.23233 2174.292 334.108894
2540.868 1344.362 3 3 3508.128 2059.04667 414.482107
3195.751 2706.151 3 3 1446.16367 2631.23567 122.546407
1695.452 2070.855 3 3 2407.99033 1935.41133 131.387124
444.2559 390.1671 3 3 662.682233 471.9805 12.3594286

448.2 404.8072 3 3 330.722 411.166133 24.1297877
625.8688 515.7147 3 3 858.018133 612.079333 91.058803
1579.05 1251.445 3 3 1077.38767 1458.10433 83.9999993
79.8025 145.7206 3 3 1394.90073 110.582267 668.800648

564.6639 774.033 3 3 914.165967 668.671767 73.6433737
1685.129 1958.185 3 3 2242.29033 1693.639 118.518133
1685.129 1958.185 3 3 2242.29033 1693.639 118.518133
1685.129 1958.185 3 3 2242.29033 1693.639 118.518133
1982.991 2272.727 3 3 3034.58467 2154.21767 433.300248
317.8581 302.3246 3 3 207.695533 292.270967 30.5473977
1399.909 1404.846 3 3 1904.31167 1412.083 256.207919
650.2451 800.0342 3 3 575.390467 740.080867 33.1976598
937.1119 773.4438 3 3 620.0376 871.571233 98.6432984
1994.759 2556.792 3 3 1281.31967 2105.555 138.175925
3304.248 3676.138 3 3 3038.23267 3552.09467 160.760215
836.4364 1123.373 3 3 681.097 1008.8628 78.4958456
89.14391 149.0638 3 3 55.26831 115.83807 8.35255382
6.504149 10.45738 3 3 4.40442033 8.74320667 1.0078456
961.123 1152.198 3 3 1714.53167 1032.40183 340.43251

674.0599 768.9959 3 3 1015.62987 724.633667 144.230152
1689.676 1762.459 3 3 2314.60767 1796.74733 238.378899
3081.392 2715.495 3 3 1939.08633 2703.64033 110.1351
136.029 109.0403 3 3 156.198 125.701633 6.447586



1611.593 1820.042 3 3 2370.62133 1846.445 113.673799
878.8826 999.9572 3 3 1339.82967 956.5144 188.572432
84.63049 71.46902 3 3 64.9654267 77.69451 0.74106236
841.6125 891.3401 3 3 987.606733 874.818233 51.4418378
438.2581 344.9058 3 3 265.095067 415.953533 47.4759033
1491.064 1480.351 3 3 2281.07267 1423.13833 435.140588
929.0595 1101.179 3 3 744.827867 1081.3395 101.899566
51.41716 48.38649 3 3 38.9293233 52.4873833 5.28167842
173.6586 110.3329 3 3 552.9744 135.753467 215.555282
89.8646 48.82312 3 3 119.995533 72.4454233 12.9656808

3365.311 4274.28 3 3 2662.18433 3668.225 35.4332271
231.7264 246.9582 3 3 343.326867 235.8372 55.3571936
135.8372 113.2231 3 3 91.6297367 120.888833 8.15522921
11202.14 11722.73 3 3 10063.2097 11170.3 107.757816
80.63143 56.15377 3 3 282.5194 88.8682333 94.1052243
1706.349 1769.101 3 3 1478.87833 1680.984 23.1769507
1166.073 1402.395 3 3 1007.5081 1256.988 29.2426051
139.4036 158.125 3 3 249.349 152.954833 49.0394444
179.7654 212.3923 3 3 308.667667 212.130233 38.9150353
420.1614 399.4496 3 3 362.592433 401.491867 10.0020889
318.9393 423.7917 3 3 268.3871 375.707267 18.7500356
7218.629 7721.666 3 3 6586 7309.338 50.8345085
239.7962 240.6568 3 3 190.767367 229.530633 8.28087409
130.3811 121.4835 3 3 166.8421 130.992367 15.9925786
1647.153 1851.047 3 3 1477.946 1769.218 107.977025
1074.727 1189.544 3 3 1323.32167 1071.41357 55.1952159
1512.547 1184.939 3 3 847.7008 1268.53333 49.4992
2226.811 1685.745 3 3 1302.59167 2097.138 201.245398
71.8853 66.26834 3 3 81.1151767 70.0965533 4.72441263

37.14034 30.74149 3 3 17.483825 37.20328 8.03625484
258.2912 321.031 3 3 352.6621 284.229333 14.6024483
1340.941 1336.714 3 3 766.780767 1238.74567 176.378288
933.6885 1189.994 3 3 1451.307 1125.02817 29.1094269
39.32175 60.01022 3 3 25.10629 52.31034 8.68325351
243.3208 209.2634 3 3 162.961633 215.7092 11.7815636
130.5632 91.48801 3 3 71.2277133 111.613337 8.09951032
35.83886 33.08852 3 3 42.32236 32.3196267 3.43979119
836.0472 759.6078 3 3 438.899933 730.715433 91.9055469
6402.692 5744.61 3 3 8124.49667 5865.41267 1079.46459
390.6158 453.5807 3 3 339.963633 420.5111 28.0357805
280.6869 260.5633 3 3 188.029967 305.753367 3.26136978
363.075 257.3022 3 3 490.8395 332.365667 51.3710224

39.11647 41.65074 3 3 27.04542 38.8634433 5.46883848
346.1565 320.0174 3 3 505.809167 331.468933 90.4976776
240.4392 197.5136 3 3 53.8417933 185.917967 32.6162903
290.1805 604.6414 3 3 1564.242 352.7061 593.746675
2263.194 2691.845 3 3 1293.28867 2235.02633 147.888411
82.38258 79.11846 3 3 107.035043 77.5226267 14.3506364



318.2584 324.5612 3 3 259.136267 307.938433 10.0806588
335.098 292.7074 3 3 215.070933 344.420133 36.9641192

42.10225 31.46234 3 3 81.4323967 37.7109 22.2712685
201.2238 180.8869 3 3 4068.894 200.9284 2030.70742
354.4904 352.0376 3 3 246.742833 379.830733 52.5801322
132.3136 70.67146 3 3 255.643567 122.156953 51.7935792
2407.486 2322.838 3 3 2028.96733 2368.18467 172.953991
63.5375 47.97836 3 3 74.6230267 53.15299 6.80010075

915.7754 819.4962 3 3 532.702467 967.7602 140.780703
509.3124 823.0242 3 3 279.332033 624.609 55.761523
15088.14 16103.99 3 3 13944.7167 15311.3133 118.96146
2083.748 1720.297 3 3 1435.17067 1962.076 181.057524
819.0392 1094.068 3 3 499.624133 876.0387 27.3658519
2132.487 1675.416 3 3 1340.78133 2059.81433 132.735977
988.7279 799.0033 3 3 1427.36867 985.241067 141.158483
1978.124 1365.044 3 3 2711.17867 1743.06133 386.827144
1524.24 1184.293 3 3 878.968067 1371.85867 193.27176

298.3586 363.7692 3 3 270.102433 339.739567 6.75913419
27.85363 18.63266 3 3 11.2604597 26.0249667 3.97922099
361.099 344.0203 3 3 140.48786 309.551867 47.8162106

916.0905 1012.365 3 3 647.650767 951.485867 150.824452
418.8906 404.2213 3 3 323.488833 395.0814 23.4719016
418.8906 404.2213 3 3 323.488833 395.0814 23.4719016
418.8906 404.2213 3 3 323.488833 395.0814 23.4719016
1653.862 1489.362 3 3 1323.46033 1537.76367 50.1268925
727.4838 702.0822 3 3 613.805833 697.637167 30.0532746
1672.952 1781.836 3 3 1369.35133 1826.70633 159.353164
2321.712 2808.92 3 3 3758.00967 2583.31633 567.588994
899.5153 837.8314 3 3 1451.83767 934.286567 245.746353
5192.16 5085.407 3 3 4399.105 5262.26333 397.50562

3335.558 3194.01 3 3 3891.56067 3072.64767 265.195886
228.9394 218.3501 3 3 201.147433 219.3502 2.93236061
228.9394 218.3501 3 3 201.147433 219.3502 2.93236061
558.3648 491.1703 3 3 322.182633 486.117433 43.0051747
232.9855 188.6879 3 3 51.7921 179.080933 31.3302358
7571.124 6276.763 3 3 9529.98233 6857.12967 1245.32345
858.542 841.9373 3 3 588.701133 876.513633 144.418176

395.6111 297.1172 3 3 161.2448 410.907 48.8496672
37.20124 39.92792 3 3 48.00603 40.3054233 2.34880217
344.5866 238.7014 3 3 117.292083 264.015633 29.7804386
58.50733 76.55524 3 3 41.1977633 65.9722933 9.04316701
7606.057 6678.663 3 3 5884.31067 7191.354 502.374967
509.7693 705.8845 3 3 274.270067 552.512667 52.2476651
4618.182 5207.525 3 3 3484.75567 4633.02233 211.749606
113.3722 107.3192 3 3 90.00778 106.499483 4.70620039
133.5767 128.3439 3 3 110.0852 126.741067 4.11931966
387.1472 273.5581 3 3 555.490867 370.602967 37.8654739
353.7614 307.3915 3 3 387.831367 324.5639 21.6539511



966.9917 1013.603 3 3 698.1754 1018.32023 160.190106
818.541 1194.545 3 3 302.626697 902.477667 180.131734

727.0036 1222.082 3 3 189.207573 862.556833 165.769741
282.9572 266.7099 3 3 306.119 269.153433 14.7771507
83.79509 96.30492 3 3 63.8271733 94.13337 12.9272479
1488.23 1354.037 3 3 2123.93133 1567.55333 132.493295

138.8792 131.2891 3 3 47.7123 115.882693 13.275314
1584.137 1792.585 3 3 3077.80167 1627.595 751.796451
774.8548 996.5739 3 3 1168.18233 807.144033 74.7340501
378.8503 318.5408 3 3 242.0513 329.7326 12.6263023
1378.396 894.9231 3 3 1689.81867 1193.34503 28.1779621
2024.879 2041.859 3 3 3125.43933 2003.108 591.205396
238.9641 244.2923 3 3 152.4312 231.099733 37.3025528
190.4205 171.3903 3 3 143.038367 173.6999 4.10384196
351.7924 218.3459 3 3 618.776467 321.538 127.628786
181.4908 220.8053 3 3 437.9113 200.397233 124.111003
271.4062 271.5066 3 3 151.040633 276.519433 65.8071124
192.1791 126.1019 3 3 290.9163 171.718967 49.1053018
326.6061 337.6376 3 3 223.150667 324.792133 51.9901135
1086.035 1734.112 3 3 2265.061 1483.97567 222.753983
1448.925 1182.866 3 3 854.3023 1404.03967 209.069462
103.1981 285.9249 3 3 602.0119 186.551233 199.684723
190.9064 164.2196 3 3 140.111533 172.134367 4.63820073
582.7909 569.9836 3 3 397.637 547.123733 60.5762444
700.3124 548.6478 3 3 472.594133 623.131867 24.7758298
1863.38 1646.58 3 3 2346.17433 1806.072 249.983655

1276.535 1124.968 3 3 918.739867 1165.08067 86.7668481
5034.194 3791.32 3 3 2848.22533 4773.80167 516.636328
836.428 1020.208 3 3 154.377567 756.668633 73.1371938

475.2003 675.5392 3 3 250.3721 576.644867 141.260741
106.5868 71.33946 3 3 195.428967 102.10522 40.317273
154.0358 116.8312 3 3 60.1917467 157.469633 29.4021732
27.43905 31.69526 3 3 21.29597 29.3533767 3.69372013
1384.298 1219.724 3 3 1879.754 1332.25467 273.910138
25.62855 25.15669 3 3 202.427833 26.73639 93.27627
36.09932 32.11924 3 3 28.3084467 33.57029 1.72597151
2796.064 2662.643 3 3 2418.15433 2716.572 142.096612
3016.955 2980.056 3 3 2618.03767 3080.71 199.503241
50.04772 31.90679 3 3 22.66935 40.6268533 2.89536291
655.5506 570.0356 3 3 414.1859 581.740433 56.6163626
783.6251 971.684 3 3 462.143733 839.727533 164.619179
40.21582 19.25523 3 3 124.74069 22.0612627 51.878311
357.4715 461.4164 3 3 572.604267 410.591167 68.6607157
119.851 103.9943 3 3 90.42197 109.557767 4.89100606
2430.48 1921.153 3 3 1317.59967 2423.28567 311.778832

3515.949 2974.318 3 3 2584.06533 3448.519 118.337663
3911.633 3397.299 3 3 3022.638 3816.581 182.701331
273.1038 358.367 3 3 134.564363 316.9081 87.1062753



9132.497 14687.34 3 3 5538.22333 11253.9667 492.961359
9132.497 14687.34 3 3 5538.22333 11253.9667 492.961359
9132.497 14687.34 3 3 5538.22333 11253.9667 492.961359
9132.497 14687.34 3 3 5538.22333 11253.9667 492.961359
9132.497 14687.34 3 3 5538.22333 11253.9667 492.961359
9132.497 14687.34 3 3 5538.22333 11253.9667 492.961359
9132.497 14687.34 3 3 5538.22333 11253.9667 492.961359
9132.497 14687.34 3 3 5538.22333 11253.9667 492.961359
9132.497 14687.34 3 3 5538.22333 11253.9667 492.961359
310.477 297.0781 3 3 270.167733 309.749133 17.0788311

77.00858 45.40424 3 3 94.94848 59.85697 9.67053364
1668.291 1740.904 3 3 1228.26667 1630.53167 167.506957
4267.618 3936.312 3 3 3232.52667 4181.90633 456.96772
149.9488 150.1616 3 3 99.46199 138.293133 3.54715024
1131.318 1396.704 3 3 801.411633 1205.10633 134.956046
1064.958 939.9665 3 3 1307.70333 1019.95917 136.629533
738.0909 581.0944 3 3 104.009803 537.456167 49.3050093
201.2483 205.0638 3 3 129.80562 198.2907 35.457903
527.4015 487.0508 3 3 365.9167 475.9555 9.91690954
2258.073 1972.06 3 3 1569.816 2318.05867 122.494177
1304.397 1193.581 3 3 1935.68833 1278.506 342.097347
125.3927 317.2598 3 3 534.056 189.028667 146.635769
463.3898 379.0262 3 3 198.439333 385.4409 65.7624602
41.59315 40.10976 3 3 493.888233 41.1496167 241.418874
232.2917 194.2372 3 3 161.820867 206.6768 8.94049909
755.3672 1106.329 3 3 572.567833 996.7244 85.7431879
838.2322 910.0966 3 3 614.861333 829.026867 75.1222885
1666.973 1630.684 3 3 1471.97433 1698.01667 83.3534417
4231.016 3906.744 3 3 3179.72533 4315.216 398.168713
111.4612 103.6386 3 3 133.8192 113.015267 4.27381352
757.6882 770.9988 3 3 941.825333 785.529933 74.5814796
395.1495 582.4173 3 3 256.979967 459.570133 18.8838951
817.3868 787.2375 3 3 1085.6696 812.023767 144.274298
241.1468 190.8005 3 3 160.795367 211.940833 7.91299716
1414.962 2043.009 3 3 944.382433 1641.547 130.141551
171.496 212.4987 3 3 90.3519667 200.2289 53.0740002
52.2923 53.2525 3 3 63.5542433 52.85572 5.6897486

188.2796 113.1171 3 3 255.995567 160.706833 29.5914414
688.6179 821.686 3 3 924.995367 725.919533 65.6477507
121.9221 109.2677 3 3 87.7707333 124.7593 9.90687708
7281.045 6632.293 3 3 5765.30633 6892.93233 495.165621
93.74349 84.01842 3 3 71.8860967 92.61347 7.55558204
1833.038 1663.627 3 3 1385.52767 1704.53833 126.868374
69.9535 50.58176 3 3 143.497233 71.09036 32.4115286

66.11407 125.8481 3 3 280.382567 87.85053 97.3991569
105.8725 116.6957 3 3 76.5262 122.201667 14.4468933
1020.14 579.3705 3 3 1649.51233 807.193267 392.220023

81.93358 76.33984 3 3 105.880017 82.5338567 10.6395769



80.02814 71.55321 3 3 96.5081233 74.03482 10.8201102
2279.363 2112.164 3 3 1990.86267 2234.62233 73.8907964
2537.171 2312.138 3 3 1873.64967 2591.728 225.793913
7.087943 12.59501 3 3 18.7440067 10.6097877 3.09508176
5185.475 4880.934 3 3 4075.716 4953.27933 422.007316
954.4375 1108.241 3 3 1620.72833 1067.6985 278.709964
200.026 187.8452 3 3 223.1103 192.548767 14.986955

394.3585 349.4359 3 3 635.406667 350.697033 146.185864
651.4005 628.9615 3 3 670.086467 633.4275 11.0651248
41.32563 34.95368 3 3 44.1921667 37.3421633 1.17962367
955.214 1630.579 3 3 509.9013 1205.75467 44.9714239

994.1429 834.2715 3 3 670.901833 962.488133 104.86396
521.6819 513.898 3 3 816.599467 544.690367 137.895006
751.7423 880.8021 3 3 641.805533 859.752267 61.5622863
60.86178 47.8811 3 3 41.8777233 57.09613 1.45499347
1337.012 1343.977 3 3 1004.3543 1327.467 171.656501
1101.694 924.4895 3 3 772.444667 1053.52417 99.7285558
405.8044 429.0047 3 3 369.833067 408.000533 4.33814201
90.28524 130.0568 3 3 625.185333 87.9720233 284.750852
47.52666 64.71423 3 3 312.088867 51.2384767 139.348809
1850.289 1995.781 3 3 1490.42933 1942.12667 228.645751
139.8889 105.9762 3 3 179.994233 133.143833 5.55635533
149.6721 140.4771 3 3 96.8468433 135.5352 11.68447
1012.163 1077.89 3 3 794.5711 1132.699 93.5939915

5909.7 14220.57 3 3 808.25224 9279.17667 1241.25446
87.6444 95.20528 3 3 74.6160167 88.56848 4.15966221

1191.571 1005.823 3 3 603.956067 1239.37367 219.847046
1010.145 991.9521 3 3 1268.22433 980.728367 149.980416
1887.445 1362.265 3 3 2580.68433 1707.403 361.09419
1221.391 1503.502 3 3 1747.59067 1421.22567 21.1073306
14.84603 6.921741 3 3 20.9251633 9.93893767 4.05227175
1108.068 999.2261 3 3 1521.945 1118.38603 177.257354
664.5106 874.4266 3 3 476.084233 792.489233 127.55853
584.5865 1224.331 3 3 2836.72967 915.8259 980.646416
521.4815 285.0233 3 3 908.604933 454.221267 194.383497
854.0371 937.0883 3 3 1229.46667 906.179667 167.604699
517.7685 550.6521 3 3 605.755233 526.491833 36.9294675
1017.077 1141.859 3 3 717.230533 1029.79477 129.982513
164.1224 162.2187 3 3 195.1351 153.9078 15.236434
233.9973 373.9758 3 3 171.774233 304.8338 14.4345303
532.5353 348.7661 3 3 734.538233 468.399933 98.4314415
384.8419 543.4791 3 3 145.9616 400.810033 20.3357934
378.4535 497.309 3 3 569.378067 443.589733 30.6258795
381.8621 461.9888 3 3 317.3222 440.137667 41.8908825
12902.77 13550.54 3 3 14028.8833 13189.82 307.111885
564.5715 573.9377 3 3 316.814933 531.178733 94.3574843
1662.139 1302.001 3 3 1110.06533 1495.17433 99.6335146
387.4172 401.4724 3 3 342.226967 403.928567 27.9631916



36.58465 48.91029 3 3 18.33314 51.86211 6.16036551
1337.401 2566.02 3 3 650.913067 1963.168 346.951303
710.0959 682.558 3 3 607.961467 701.3124 47.5082471
3430.131 3086.167 3 3 2519.518 3386.33733 372.251095
66.8756 49.56528 3 3 303.1142 57.0881433 132.065712

32.93615 17.40598 3 3 162.005467 21.6040333 74.8859096
678.8983 733.9023 3 3 973.010933 744.865567 99.3809751
3139.046 2819.606 3 3 2422.47833 2954.63 233.838504
2362.21 2767.047 3 3 1920.72333 2700.54433 282.394039

2504.784 2361.582 3 3 2056.68667 2449.74533 196.989618
260.1276 215.7423 3 3 166.015667 225.217133 6.13249296
9281.651 9251.809 3 3 5815.45267 8577.33667 885.408235
1153.732 1472.937 3 3 952.5011 1332.43133 123.549802
2608.634 3386.991 3 3 4371.184 2930.18367 660.762572
1038.685 1288.505 3 3 914.930967 1192.05433 65.0619258
145.5799 104.6525 3 3 182.630733 120.860367 25.1627284
9.458784 10.55455 3 3 144.74535 9.78060467 72.6849467
51.98274 57.66293 3 3 31.12145 64.0303367 7.19806523
343.9823 316.9946 3 3 460.163533 345.574033 54.2764873
2143.667 1546.131 3 3 2530.61633 1856.81467 205.136595
5604.02 5192.929 3 3 6104.55867 5302.14 341.79186

118.0159 117.2238 3 3 90.5017233 114.521867 11.772489
34.97312 55.43818 3 3 158.039 55.12182 51.7411534
84.20901 86.70824 3 3 46.03844 91.36895 22.1485918
1379.03 885.0639 3 3 565.678333 1172.5333 202.678982

65.57643 58.64381 3 3 46.42454 60.1861033 5.65275953
105.1448 83.10643 3 3 59.1702933 89.8657133 9.90793795
49.99558 53.87174 3 3 58.69845 50.7678567 3.23558845
1942.961 2118.784 3 3 1281.96367 1881.41333 172.743673
1942.961 2118.784 3 3 1281.96367 1881.41333 172.743673
1457.641 1672.85 3 3 1195.64467 1678.10433 134.019785
122.7623 90.15974 3 3 309.8845 121.475747 96.905199
1211.457 1287.998 3 3 1049.83517 1307.976 88.0752521
2636.444 2084.107 3 3 3414.97433 2444.34967 420.708562
951.9253 1086.256 3 3 895.6624 1030.25377 19.8147977
5026.578 4907.657 3 3 4086.18733 5258.37267 377.298913
71.49012 59.32699 3 3 223.139733 94.65007 47.0093726
43.56983 26.84875 3 3 482.2391 36.3386233 240.628297
220.6402 231.7292 3 3 201.089067 223.493433 9.69091242
163.2753 151.2439 3 3 132.983433 159.7945 12.4171485
299.6815 436.4697 3 3 103.066773 315.714867 17.0518189
132.2611 96.88947 3 3 384.4436 111.993857 146.090095
594.5519 582.8525 3 3 317.466333 529.433033 50.4707565
785.8779 1702.286 3 3 287.2652 1184.9193 121.930033
2009.086 1721.779 3 3 1441.46933 2000.03067 127.016121
607.6966 491.1761 3 3 701.1067 569.929167 19.3627178
116.1382 144.7033 3 3 84.43248 123.758467 10.7312663
42.74391 38.48119 3 3 119.27694 38.8483933 43.3577579



2703.715 2720.051 3 3 3679.42133 2754.815 494.660216
2071.257 1972.298 3 3 3309.06967 1987.19 711.305573
1146.565 1045.693 3 3 908.513933 1171.87067 24.0374169
152.2203 172.3949 3 3 131.005633 164.8573 14.6518034
29.58165 23.20299 3 3 18.9844033 27.1360433 2.76650884
1103.378 1200.333 3 3 898.2336 1102.68233 51.5074159
3337.48 3518.43 3 3 2557.77 3326.07667 365.774009

12.80912 3.12497 3 3 20.35893 8.65829333 3.90833119
17.43771 26.95465 3 3 10.940048 21.2701767 2.46706471
153.5379 147.0525 3 3 100.44623 139.5441 9.55472273
461.3878 459.163 3 3 360.7604 440.256833 25.515261
1093.279 821.5984 3 3 1421.253 1002.73213 163.69186
516.2004 475.0387 3 3 382.124 529.758033 49.7717636
6415.663 6879.287 3 3 4934.73733 6394.597 616.741861
71.54814 66.68626 3 3 55.9608933 67.9817333 5.71580254
693.7769 680.1991 3 3 561.444333 658.111633 14.0932739
19.21673 17.25387 3 3 31.6596233 18.1949 7.2346394
153.7746 115.7907 3 3 345.951367 142.284567 108.026769
345.3412 448.7138 3 3 262.362567 378.951933 18.6273773
3580.572 2676.437 3 3 4918.33867 3308.58433 678.807023
1146.989 1248.801 3 3 1921.05933 1294.07833 292.210349
627.3512 529.1833 3 3 427.5736 556.168467 31.5869022
34.68006 31.93299 3 3 47.5242933 34.9501467 6.04924148
34.68006 31.93299 3 3 47.5242933 34.9501467 6.04924148
813.4475 1223.603 3 3 474.776433 954.947567 117.341587
623.5471 524.7581 3 3 422.583467 559.475333 49.3733814
81.10098 71.05171 3 3 58.2010067 77.1778133 8.79019599
763.5421 629.6115 3 3 533.776933 749.461567 28.9700361
501.4524 460.8435 3 3 724.4357 531.6082 53.9480995
25.22582 11.0835 3 3 412.700167 15.4144427 215.543444
101.7293 122.9384 3 3 90.4501667 111.0002 2.59249805
223.6952 207.6594 3 3 185.3136 213.986333 13.0217551
64.30276 48.25819 3 3 73.7767467 52.1752667 4.7683733
5610.418 6304.261 3 3 6970.416 5957.46933 427.005309
228.5928 247.1261 3 3 213.079667 241.529567 10.6123222
1096.148 1000.06 3 3 1742.912 1210.70133 44.8844523
6583.026 4269.101 3 3 2977.545 5238.35433 255.323663
6583.026 4269.101 3 3 2977.545 5238.35433 255.323663
3857.032 4236.715 3 3 3509.59567 4148.28067 231.484726
4883.861 4605.262 3 3 3955.42067 4958.37167 374.928269
407.1108 431.2691 3 3 183.382933 373.064933 64.0475658
301.4535 287.6479 3 3 138.01185 269.117433 55.5931975
2621.696 2263.003 3 3 1417.96747 2675.669 521.467811
61.06289 39.4207 3 3 73.7350267 50.4689033 6.54036717
753.0637 857.7369 3 3 131.702693 647.6194 35.7254925
724.1321 778.9971 3 3 564.4351 725.714467 70.2456786
533.0773 417.601 3 3 875.739967 535.484267 141.60809
167.6022 185.3324 3 3 327.068267 204.5985 44.542986



1189.937 1167.319 3 3 2082.69033 1144.86233 506.664274
3245.946 3698.402 3 3 5325.42467 3078.94967 989.35044
1519.882 1272.366 3 3 585.917733 1239.60767 194.158145
180.3409 250.3215 3 3 294.8343 214.495033 26.1612438
166.3158 227.2487 3 3 121.452633 189.131333 15.8837496
128.9942 188.1225 3 3 341.746567 199.461467 10.3184416
98.26729 76.83634 3 3 56.6730367 85.2170667 10.5057059
13.38261 10.38338 3 3 23.5951333 14.1929633 2.82141147
127.3191 102.5747 3 3 80.7431867 116.157667 14.6540062
2214.938 2049.187 3 3 1619.96533 2064.41633 195.042831
2214.938 2049.187 3 3 1619.96533 2064.41633 195.042831
2214.938 2049.187 3 3 1619.96533 2064.41633 195.042831
2214.938 2049.187 3 3 1619.96533 2064.41633 195.042831
536.5986 495.4799 3 3 304.9719 484.3952 78.2939969
68.97783 76.18346 3 3 104.582167 72.5417633 17.0811959
66.32822 47.72753 3 3 26.7210633 67.73439 8.31189941
857.9564 994.2935 3 3 629.215733 873.596067 69.3501636
5.228296 10.00328 3 3 12.5200233 7.84178967 0.80372333
2799.597 2463.738 3 3 1887.612 2693.39167 391.387796
224.1138 350.1631 3 3 151.337233 316.194467 39.5788752
923.0963 526.1306 3 3 344.8893 784.842033 84.9577723
1050.347 856.4523 3 3 1338.38467 1014.8781 101.757006
1898.651 2115.01 3 3 1342.46883 2208.187 299.05063
1773.157 1446.364 3 3 1290.34933 1688.439 43.0103925
673.1917 822.0982 3 3 569.441433 800.3043 44.5624036
154.3775 92.65228 3 3 238.090233 137.025093 39.20619
2018.739 1787.975 3 3 3402.958 2045.70767 688.321636
930.4785 574.0308 3 3 398.7756 737.357 40.8364857
170.8813 126.3072 3 3 359.6076 140.289833 116.645073
1117.644 886.8144 3 3 2347.15733 1018.9228 714.816135
147.7183 140.4379 3 3 175.382967 143.5977 16.9403922
971.3899 898.4504 3 3 1368.893 1009.1321 143.922978
7229.292 6557.54 3 3 5688.752 6825.742 508.695824
4261.274 3732.705 3 3 3320.80767 4111.51233 278.435401
144.8316 217.6577 3 3 105.580533 184.010333 22.0989689
161.4707 146.1906 3 3 137.278667 152.6442 2.81934263
201.0937 125.4164 3 3 429.284433 203.296167 94.9852564
2806.721 2254.593 3 3 3233.537 2546.18833 253.563807
1659.59 1862.199 3 3 1250.00167 1660.83233 100.792552

175.7487 137.1141 3 3 117.726967 157.633933 9.93103389
334.7455 538.3012 3 3 222.7932 428.307733 45.4670709
763.8698 677.2502 3 3 609.0348 711.6641 32.2121691
274.7964 469.8121 3 3 159.002867 356.528433 37.6496691
1246.527 1106.387 3 3 840.246833 1250.003 170.585516
10476.9 12690.1 3 3 4041.147 11724.34 4047.32933

100.5013 124.6668 3 3 212.2424 94.3241733 54.9077865
607.5934 1013.099 3 3 1243.90067 726.392433 133.795302
1239.013 1346.844 3 3 1597.86767 1309.795 145.205668



217.4819 197.2184 3 3 353.349367 170.41243 76.3227626
35.79358 26.97447 3 3 55.2900433 35.72063 6.23053391
128.9819 128.5075 3 3 320.319 143.8338 92.9770547
1099.761 891.0665 3 3 1593.256 1050.3095 261.493446
359.2252 335.9556 3 3 481.576067 372.980933 38.2566467
1868.902 1382.617 3 3 1000.6072 1799.45333 203.921505
3298.934 3404.298 3 3 1662.42833 2999.57633 401.446757
83.2738 122.5821 3 3 63.9662433 109.423167 10.3154625

925.4178 1049.375 3 3 848.275833 978.8774 32.4479271
1149.94 660.8322 3 3 1783.004 996.713067 316.965185

1575.432 1189.394 3 3 951.2106 1341.18933 57.037851
258.2647 229.1101 3 3 336.678867 258.1372 31.803703
241.5031 430.9723 3 3 569.324133 339.250233 82.9215514
241.5031 430.9723 3 3 569.324133 339.250233 82.9215514
2640.498 2740.801 3 3 3705.62333 2916.02433 179.603481
26.03647 16.32029 3 3 38.77223 23.3397 5.82267505
146.5974 118.6569 3 3 86.05995 128.233233 16.7644087
206.8882 264.7078 3 3 159.2886 263.236767 12.2966987
9.711829 11.52466 3 3 7.10086367 10.8784697 1.80657531
2646.355 2556.028 3 3 2284.456 2654.07067 175.016051

798.33 1155.467 3 3 529.882833 920.414567 66.1838974
675.9475 770.4554 3 3 603.131533 743.704233 49.5023645
3837.661 3219.674 3 3 2923.69 3620.57667 158.991422
3662.234 3885.797 3 3 3123.37867 3788.92067 346.652552
416.0284 502.0945 3 3 559.217433 442.7567 37.8664415
1481.289 1212.172 3 3 1689.62933 1381.02967 83.8964452
80.46822 83.25631 3 3 1966.628 84.787 1032.67721
1286.212 1769.111 3 3 3018.73467 1589.37033 738.680128
1041.011 1000.507 3 3 1119.46167 1015.56267 52.5391197
3167.175 4445.143 3 3 2093.94267 3607.319 403.980386
297.4835 382.7561 3 3 233.942967 343.874467 42.2052174
552.8805 515.4586 3 3 829.767367 594.234767 74.4552537
2360.27 1985.22 3 3 1131.7275 2019.24 362.751448

556.7111 570.6678 3 3 641.3373 553.598233 44.3442444
172.2617 154.2583 3 3 129.121667 158.763967 11.1005259
741.6793 645.2974 3 3 1217.43467 792.718167 150.114717
1789.224 1650.566 3 3 2650.07533 1617.78967 534.106918
188.2623 185.2395 3 3 509.702833 197.326933 170.575537
67.12169 61.43798 3 3 88.0854 69.36085 4.49821813
2090.822 2456.828 3 3 1731.99967 2388.61367 238.918792
1006.545 610.9225 3 3 2250.96467 774.836467 784.472643
1227.196 1366.378 3 3 1583.44733 1313.80867 127.448285
216.4132 178.2553 3 3 103.3786 229.826 36.0169344
1617.98 1227.731 3 3 879.905967 1336.796 52.6364705
1257.1 1397.98 3 3 971.444333 1279.029 128.719746

605.0361 982.5104 3 3 414.062367 779.0014 63.0343665
1256.714 1156.911 3 3 965.094233 1241.63633 130.332595
812.3246 925.6086 3 3 681.3115 920.917067 77.7727665



5034.24 3862.879 3 3 2958.38933 4403.303 530.955322
4109.423 3824.349 3 3 4689.648 3803.17333 369.901438
157.6424 152.0015 3 3 261.899033 157.1647 57.3757524
231.6856 214.958 3 3 376.2976 256.206867 32.3969468
5689.619 5186.551 3 3 4518.24767 5621.86433 451.724944
100.2628 95.36019 3 3 124.9497 92.6048167 15.1437011
147.3108 163.8595 3 3 460.417367 173.170767 154.873094
97.22266 85.0188 3 3 109.674733 84.3850167 4.52078935
2063.043 1847.341 3 3 1418.04733 1981.02233 287.05288
734.938 548.8826 3 3 461.6705 670.6699 45.8462383

73.91599 78.82389 3 3 52.8410267 79.6921033 13.3928939
239.7451 209.2936 3 3 527.4975 201.133967 174.408483
750.4632 538.9291 3 3 1139.34953 677.479233 224.213697
1419.642 2011.201 3 3 3653.965 1603.72233 1072.43242
466.0183 748.7416 3 3 1029.95337 677.181367 56.1605747
6246.546 5985.708 3 3 3656.66833 6347.548 1420.9626
132.4629 147.1768 3 3 199.558533 152.2903 12.5380678
153.8679 137.209 3 3 392.8392 170.153 114.716834
1237.821 1461.518 3 3 1043.23417 1413.65867 129.810065
11.4287 16.63617 3 3 8.124985 13.4504367 0.90119421

3783.752 4287.069 3 3 1853.84833 3532.859 186.660864
354.3543 363.233 3 3 228.0029 335.483167 43.118478
944.5859 1002.065 3 3 702.0726 1056.1243 129.212422
737.2589 740.7383 3 3 585.888133 790.215867 69.4404269
5.705939 5.636226 3 3 6.91015067 5.27112067 0.5794517
1343.617 1403.906 3 3 695.348433 1269.00233 257.38507
155.3434 252.2735 3 3 553.635633 191.5922 192.533858
2032.054 1988.712 3 3 1477.47767 1925.15233 196.850634
466.5177 362.831 3 3 267.257833 396.7148 38.0474594
1267.737 1168.77 3 3 540.123033 1063.53237 95.6781259
270.9154 259.6509 3 3 234.238567 267.5333 17.0532282
786.7241 593.2026 3 3 1056.43783 742.7761 110.657462
1561.197 1598.382 3 3 2157.98133 1609.59133 297.705887
80.23699 85.98492 3 3 54.8650067 78.7227267 10.3669733
2479.059 1499.54 3 3 907.764733 2168.867 385.260865
349.7387 387.0179 3 3 254.326233 349.136133 35.8258044
122.8047 222.9349 3 3 70.0573167 171.439667 24.9656972
15.47427 19.34822 3 3 23.6483967 17.9956433 2.23081162
3584.68 6330.595 3 3 1806.71133 4724.13467 741.476823

1760.524 1396.454 3 3 1057.10973 1659.233 240.813307
158.7152 139.3296 3 3 109.383727 157.644933 19.8579103
1651.321 1836.026 3 3 1295.81467 1862.06033 217.649993
933.2119 671.8114 3 3 422.670167 741.281133 51.7737456
658.9171 749.2532 3 3 1043.63513 773.132667 77.5558345
563.7923 756.9277 3 3 363.831733 625.861367 89.9094041
825.5069 816.6691 3 3 710.3532 810.1204 51.5867266
825.5069 816.6691 3 3 710.3532 810.1204 51.5867266
4884.917 5391.21 3 3 4338.11767 5284.719 381.090058



721.386 707.4092 3 3 472.446833 712.049967 132.240389
636.6556 955.4654 3 3 1466.91167 781.141833 343.093182
278.4337 161.2492 3 3 381.222433 242.875933 28.8086854
787.6812 770.4836 3 3 1046.08843 793.037933 137.603707
40.32629 31.34913 3 3 58.9730633 36.7329867 11.3486811
1899.582 2278.045 3 3 1722.86933 2083.77033 63.0548712
76.61832 102.4753 3 3 26.09944 76.1702767 7.96787602
284.8854 248.8618 3 3 184.8284 251.9905 19.8030785
996.2543 1154.65 3 3 882.768067 1052.50343 31.1749847
386.7284 518.9519 3 3 1230.43547 427.079533 437.417644
584.9889 541.3055 3 3 667.243767 538.496033 52.7126694
78.18499 81.63005 3 3 128.60496 78.2500867 27.673661
1742.405 1490.647 3 3 2089.009 1702.91933 86.3539965
94.69941 85.08954 3 3 123.3325 89.0195 18.3212395
322.6015 326.1726 3 3 640.276033 318.002233 178.121078
1482.562 1526.794 3 3 1346.79167 1572.97767 34.7537262
638.9445 388.1225 3 3 274.4376 553.1689 58.2653379
1387.26 1058.213 3 3 1841.017 1325.039 152.506083

49.51312 39.2549 3 3 56.5380067 44.2482367 4.47298123
204.7478 154.8726 3 3 134.548267 182.9616 8.25877764
125.6303 121.5347 3 3 133.907233 121.358167 5.41629294
87.47861 95.09059 3 3 56.45897 83.9200667 7.38058543
1207.932 1309.836 3 3 1930.781 1285.14867 351.299657
151.1421 184.2865 3 3 99.3955167 156.195733 17.8526444
121.729 110.1316 3 3 43.78994 105.730927 28.8663147

1972.689 2598.253 3 3 1551.433 2231.68667 188.94051
1104.402 853.9567 3 3 729.014667 1017.4319 74.1193762
208.7994 159.7638 3 3 399.460033 215.083633 83.6662868
5249.516 6209.284 3 3 4573.508 5737.03667 430.986774
302.4451 308.3433 3 3 266.949367 319.645367 15.3578501
302.4451 308.3433 3 3 266.949367 319.645367 15.3578501
302.4451 308.3433 3 3 266.949367 319.645367 15.3578501
32.49296 21.66711 3 3 15.4768067 26.2495033 2.07774293
373.0764 517.5172 3 3 269.627933 425.454433 32.7341069
6.99246 11.9021 3 3 18.7954867 10.8646933 2.70123303

53.11134 53.68969 3 3 38.8638067 52.1724167 7.06284542
11.15983 14.33672 3 3 18.73673 13.82242 1.20258946
1407.071 1405.008 3 3 993.2223 1517.393 217.587014
46.62628 50.15838 3 3 202.881767 61.9451067 74.5711133
31.55742 43.34971 3 3 20.1887567 34.9619967 3.71559315
923.5732 879.0289 3 3 518.990133 813.032367 52.4788705
2501.742 2428.755 3 3 573.033133 2188.02533 755.894455
2779.239 3062.161 3 3 2580.22067 2879.17167 48.3825245
560.3505 413.4869 3 3 919.053267 580.600367 59.7935318
2433.367 3204.398 3 3 1776.40433 2687.383 235.215743
2227.25 2260.091 3 3 1017.00447 2010.376 375.100824

450.3468 442.4634 3 3 726.848933 496.5664 93.7380766
2916.875 4543.597 3 3 5215.17467 3672.93633 249.201491



2848.055 4482.775 3 3 1197.60107 3352.756 686.656463
539.9822 438.7309 3 3 818.2029 520.216933 148.231374
34.04181 22.89258 3 3 48.48759 31.74661 4.80808367
1055.669 2064.959 3 3 561.680433 1548.94433 213.651719
55.91528 47.55501 3 3 68.60819 52.3167733 7.96320314
930.0291 739.9436 3 3 476.628567 781.380667 104.910724
109.6835 91.71822 3 3 697.972367 97.64514 333.334615
256.3857 296.3901 3 3 375.652567 293.255 29.0126825
1063.623 1278.926 3 3 390.4171 996.059467 97.7845439
52.65177 48.49199 3 3 39.8426 50.4842867 5.53548598
301.0287 254.9739 3 3 154.41999 315.816233 56.8576928
602.4958 581.5809 3 3 1903.902 574.7663 738.377239
299.4462 516.6587 3 3 703.682967 414.376533 118.17983
1870.424 2461.119 3 3 1427.049 2057.53133 23.7782156
1307.997 1295.808 3 3 1577.385 1360.43967 65.1421051
2786.496 3238.494 3 3 2431.12867 2944.01133 127.424168
178.1072 188.713 3 3 152.419033 197.568133 1.09478192
1900.981 1846.728 3 3 1526.37533 1966.156 183.151687
14.75314 10.74435 3 3 21.7445733 14.36699 2.2287967
525.0385 520.0638 3 3 317.643133 474.389567 25.3168131
348.2519 345.85 3 3 291.299033 365.7892 25.7482595
261.7401 229.3506 3 3 206.4991 245.183133 14.1648379
2988.952 2734.995 3 3 3544.677 2744.58567 375.176077
265.9627 245.1188 3 3 219.936 256.8823 17.5695459
337.0654 241.3011 3 3 485.886867 325.623233 40.9902716
830.2645 651.1149 3 3 558.556067 758.8788 58.4935986
292.1111 428.443 3 3 103.53572 308.2789 15.3204007
3541.796 3565.377 3 3 2958.43867 3757.035 270.871493

1203.4 1286.048 3 3 1545.00067 1135.51533 120.41146
698.6803 624.4355 3 3 474.7354 665.4532 99.2990399
306.063 281.6496 3 3 246.7348 288.171967 16.9339385

621.5331 798.8146 3 3 514.056767 699.443867 49.6041026
1821.445 1959.905 3 3 2262.73633 1818.34467 201.973998
494.0321 508.5206 3 3 323.841233 468.328033 56.3268357
391.5381 230.1612 3 3 159.064133 308.166267 19.2739505
644.1047 657.3023 3 3 479.858967 688.281067 95.9743386
1311.653 1275.902 3 3 643.170733 1147.83683 122.006113
1056.45 1001.284 3 3 591.400767 925.755867 45.6293814

174.7063 111.4102 3 3 48.1820133 128.455613 19.0169958
1567.046 1771.725 3 3 1448.75033 1661.77433 58.9008864
51.96463 32.55363 3 3 23.11135 43.9800467 5.69347125
535.2361 789.8378 3 3 1102.9399 646.390567 218.786427
349.1759 316.4933 3 3 275.352167 326.479033 20.6235862
2032.949 2274.111 3 3 2469.237 2189.27333 77.6451473
26.98295 29.18151 3 3 20.6466867 28.1664467 4.04781313
30.92483 26.90771 3 3 21.4838333 27.5632567 1.4123802
1272.919 939.3248 3 3 661.626167 1145.49493 201.331608
2174.295 1763.401 3 3 1527.548 2090.37567 110.89423



422.3171 368.1247 3 3 330.1297 402.3336 27.2140064
499.4366 443.7222 3 3 821.548633 529.1109 126.41742
2013.003 1876.708 3 3 3164.67633 1907.85467 695.879813
1770.772 1740.656 3 3 2508.903 1807.43833 381.213003
1713.586 1926.359 3 3 4254.414 1879.473 1318.52248

22.204 21.92065 3 3 25.15058 22.1703267 1.64842336
29.11776 28.61248 3 3 53.6995633 28.0026233 14.2795951
236.9499 187.866 3 3 270.876267 213.021667 21.0188306
140.7305 142.589 3 3 120.719933 138.574767 8.37594054
8051.129 8162.799 3 3 8883.958 8207.31133 331.207392
1811.783 2447.178 3 3 1300.27033 2006.18767 96.0083648
63.73383 63.86881 3 3 49.91495 69.88225 3.70184311
578.1209 494.9379 3 3 112.81491 729.595267 73.3305062
46.26296 37.01125 3 3 57.2610667 43.1981267 5.75545894
439.8438 540.2161 3 3 332.269633 482.7394 66.3757403
172.539 246.3669 3 3 319.810633 214.3404 45.2366185

533.5129 451.0324 3 3 617.531033 471.749467 60.7213752
460.7085 637.9873 3 3 747.237167 566.170467 39.4367461
1691.916 1785.109 3 3 1534.499 1816.44067 67.0131922
1660.874 1844.713 3 3 4465.393 2012.06833 1293.79003
559.2993 528.1371 3 3 427.1689 535.467933 56.7871485
655.665 581.5095 3 3 440.854 584.886967 41.4160563

57.16684 45.25092 3 3 37.2164867 49.8443767 2.97711751
245.1339 280.2785 3 3 388.8715 243.747767 72.1786996
21.45123 11.24126 3 3 27.2188567 16.37511 3.28185258
1170.971 1151.348 3 3 920.129633 1191.37333 142.169722
214.9913 253.0631 3 3 132.518367 212.5416 16.1104597
2108.057 3442.901 3 3 902.6346 2486.86533 301.995829
34.78052 31.53808 3 3 39.5765033 32.21854 3.41882202
959.6882 893.3174 3 3 509.629233 1072.61687 184.971704
187.0679 201.1754 3 3 139.243767 205.932533 30.4445496
2287.28 2439.545 3 3 1690.05833 2679.98033 32.9265536

1133.493 1110.56 3 3 912.3991 1214.43933 53.7081044
32.5434 27.0698 3 3 54.61342 35.46543 3.40182131

8266.392 6192.083 3 3 5066.26967 7094.556 402.810476
70.87043 64.37652 3 3 59.7763467 67.5296333 2.8839102
22.82422 22.61432 3 3 20.0846533 22.4810367 1.27430872
212.9599 212.2192 3 3 156.552 233.027 24.2041238
5575.761 4368.636 3 3 3872.854 5222.07367 145.770171
247.0939 247.9276 3 3 208.934133 251.1821 22.8361279
1651.624 1704.546 3 3 554.586467 1689.79967 636.319911
1195.11 1066.956 3 3 817.437233 1065.112 46.7337931

414.1776 445.0742 3 3 312.339 460.3275 61.9265148
776.9926 664.3916 3 3 1003.39633 774.831 67.0879906
577.614 928.744 3 3 408.6291 749.5419 75.9222364

73.42406 70.66222 3 3 60.8697167 72.2507567 6.22812245
88.21906 79.89604 3 3 73.4854467 83.01916 2.84574228
115.8007 116.1424 3 3 142.515933 115.8143 14.9895888



2034.11 2086.5 3 3 2655.729 2190.80533 128.006686
1211.19 1146.817 3 3 1061.56967 1158.337 25.2339281
237.408 230.1565 3 3 307.525433 225.5397 43.6314307

5159.942 5227.61 3 3 4434.542 5011.32633 63.1025036
79.02095 71.3175 3 3 46.25195 77.1152833 16.5696934
334.4836 219.1799 3 3 109.169857 302.6202 80.6087895
35.87007 38.93599 3 3 23.9039167 34.31307 1.79744201
1309.253 700.4082 3 3 2021.73633 1111.1884 367.838304
1089.597 1318.045 3 3 915.366867 1175.91 77.8911652
1042.598 1041.979 3 3 1333.65233 1050.23233 158.728669
742.6783 603.698 3 3 394.642767 636.2056 97.5117309
594.5461 532.22 3 3 660.918467 543.057867 46.68423
75.83636 63.89891 3 3 124.220633 78.8642933 19.2801966
75.83636 63.89891 3 3 124.220633 78.8642933 19.2801966
1247.058 1684.407 3 3 599.751333 1286.2358 67.8833923
1388.58 1177.862 3 3 1071.31667 1311.886 68.8965292

165.9858 203.9605 3 3 126.0593 194.130733 29.2273561
52.40789 56.01577 3 3 124.959133 44.7595533 42.0029781
52.40789 56.01577 3 3 124.959133 44.7595533 42.0029781
350.2776 325.4515 3 3 221.9365 312.176 21.0561688
1472.835 1749.44 3 3 2156.23 1583.22267 287.213913
226.6109 206.4025 3 3 159.086133 222.843333 32.6340982
123.4041 130.1456 3 3 136.417733 125.163933 4.58105617
102.0842 63.54003 3 3 123.618267 82.3690133 12.9472528
1185.867 1118.315 3 3 768.231467 1127.22667 194.629129
89.7799 68.74075 3 3 149.8042 92.6963833 19.5491873

1103.413 1258.695 3 3 2576.25233 1150.62833 797.43662
1434.731 1226.426 3 3 958.485 1332.27267 182.977852
248.6449 202.8222 3 3 316.7814 242.888733 18.025304
516.4079 591.3259 3 3 378.323267 515.065167 3.79639278
62.13939 76.59355 3 3 34.52413 62.83731 8.62535397
120.4238 101.1294 3 3 133.2961 110.664667 8.34121169
218.8557 226.3912 3 3 125.602303 255.9491 45.2864676
2203.65 1708.1 3 3 910.302933 1755.034 210.443466
484.789 597.3779 3 3 362.463533 543.8192 85.1943004

4306.692 4074.537 3 3 4921.95133 4035.08167 404.800119
778.4999 384.5673 3 3 1071.663 650.578167 57.1428427
1848.046 1058.779 3 3 758.4571 1579.175 105.047195
312.8812 296.3853 3 3 259.482333 295.778467 10.7607466
397.8621 787.3958 3 3 1138.152 667.213067 126.238495
3260.293 2851.845 3 3 3445.98433 2952.70667 60.5517287
1774.854 2121.47 3 3 2733.47033 1848.031 435.22238
87.80998 57.77477 3 3 125.9154 72.3587567 26.209575
2323.705 2022.666 3 3 1339.68867 2018.79933 229.474808
2323.705 2022.666 3 3 1339.68867 2018.79933 229.474808
330.7076 391.8793 3 3 233.022967 363.296467 66.7541052
81.66469 79.54433 3 3 55.4444367 75.30757 6.35712857
222.7133 253.5501 3 3 417.578633 266.694167 67.5983976



1024.418 1018.292 3 3 1268.66433 1044.743 119.700143
1254.353 776.4418 3 3 2390.374 1161.2406 600.647647
51.20829 61.80693 3 3 36.4092233 57.3574833 10.4734769
2954.94 2447.923 3 3 1785.37467 2676.658 432.704588

722.0084 981.9908 3 3 479.596733 796.607533 77.121879
1443.096 1540.917 3 3 1309.163 1500.39733 95.2045791
85.02271 68.56613 3 3 202.818533 72.7205167 72.6801725
152.6615 165.7169 3 3 131.354133 154.675067 8.35548861
605.5285 672.2013 3 3 1134.38007 675.4585 249.187416
542.8719 599.9063 3 3 694.268733 574.644233 61.0238794
340.3635 218.2515 3 3 163.163 285.536267 30.6322796
53.47561 37.26007 3 3 17.8394033 41.28269 7.72783538
564.1446 472.3581 3 3 820.695967 584.5922 49.954139
42.91879 27.69969 3 3 2284.98497 36.4868933 1270.90075
63.76915 56.49036 3 3 48.5168267 58.9519667 4.17026382
20.97701 26.86116 3 3 15.7137 24.8236733 3.92591529
2840.374 3059.475 3 3 2660.92667 2974.1 132.635079
76.13031 71.91869 3 3 93.0083733 69.3234367 10.4199392
75.78831 111.5996 3 3 204.542 117.66297 19.1979445
653.6607 566.5425 3 3 187.54281 532.437733 134.302414
1674.617 1625.6 3 3 1302.39367 1757.89633 175.725706
33.73614 22.41466 3 3 9.28744267 35.94182 3.08721258
1707.877 1186.442 3 3 2062.41833 1530.65767 39.3607665
60.64358 51.99973 3 3 74.2860133 56.4110333 9.13926861
84.18478 84.44551 3 3 1319.6707 85.90686 697.870393
2952.281 2285.931 3 3 1936.188 2587.84467 148.131216
184.8235 152.0485 3 3 121.4023 163.232067 14.4954991
1762.293 2197.059 3 3 1522.90967 2068.33533 156.136855
521.0323 662.0459 3 3 2090.91367 602.166167 839.166758
82.12365 93.91155 3 3 72.05576 86.62679 5.23735403
1323.151 1191.735 3 3 1429.34733 1251.64033 75.445697
1588.239 1404.711 3 3 924.1698 1546.81133 328.870374
7673.205 12479.61 3 3 4850.03667 9496.90467 369.003071
369.563 348.7262 3 3 563.244133 373.0768 104.388566

2198.146 2798.707 3 3 1687.31067 2573.591 380.232076
911.192 1076.428 3 3 1672.62 1069.17633 304.729683

39.46012 56.91729 3 3 82.8720133 51.5140633 14.3493981
160.288 142.2966 3 3 106.365223 148.046267 21.0831626

839.8937 1202.335 3 3 1474.47167 1053.42057 144.497189
1040.773 1440.081 3 3 659.247233 1157.1937 137.369721
486.1362 460.3336 3 3 566.894567 446.923033 48.7175052
1022.029 1489.976 3 3 575.9518 1161.28057 168.057494
1982.115 3207.781 3 3 1533.77967 2646.13 116.665235
81.94134 90.10121 3 3 68.72384 87.3651567 9.45786723
343.3524 270.4681 3 3 222.725467 311.438833 33.7081884
226.9668 215.3743 3 3 413.5832 233.1623 99.9132174
117.2038 136.1962 3 3 91.4046033 122.6463 13.187788
1824.035 1747.738 3 3 1559.15467 1825.20633 128.987727



295.9241 279.7064 3 3 585.3611 341.458567 102.032832
200.2396 174.8262 3 3 146.781767 181.204533 9.95466002
1707.659 1321.175 3 3 1172.88433 1536.57 60.7886004
46.96717 49.3231 3 3 34.36608 47.6351967 7.37772299
911.3969 761.3531 3 3 1184.02 909.224667 52.2296068
2391.297 3880.424 3 3 4461.00233 3108.55533 177.366764
54.02421 47.04894 3 3 61.46491 51.6674633 3.85526046
49.24294 29.10727 3 3 69.46622 41.4906567 11.5856234
230.948 172.1901 3 3 319.246633 225.349333 16.6084136
13.7193 21.51643 3 3 53.7870767 17.1592633 20.3894304

918.1654 1091.472 3 3 1198.79767 967.807867 74.4751267
97.63515 137.0106 3 3 74.9294067 116.210583 12.5279692
1300.554 1351.918 3 3 947.113733 1234.45467 25.1622488
54.24997 48.16063 3 3 63.4864233 52.1844367 5.38072694
272.1193 358.0279 3 3 125.22002 290.7683 72.1285336
1584.885 1313.896 3 3 1156.462 1538.779 68.7050877
1118.74 1155.153 3 3 999.654733 1156.30133 80.2751625

5.879855 13.00841 3 3 16.4298667 9.841685 0.89283016
806.5264 457.0812 3 3 1283.58383 679.06 283.63646
85.91881 88.45203 3 3 64.64338 85.65726 11.5599138
325.5258 533.2383 3 3 101.54798 555.83 87.8789633
23.25218 20.74004 3 3 96.7416933 30.8554 34.084005
505.7002 715.5861 3 3 389.645333 588.993067 19.7194661

770.33 765.182 3 3 1334.03133 844.889467 243.517566
880.8595 612.534 3 3 1222.46767 808.501433 160.661794
2619.697 3109.983 3 3 1951.13833 2684.516 125.828659
58.04436 48.64984 3 3 65.301 52.9836833 5.14657908
367.9989 478.3135 3 3 822.6091 473.883233 168.739823
228.9099 218.0855 3 3 245.288 222.371 11.6793343
503.641 386.295 3 3 255.222433 436.544567 83.4129334

1066.109 899.6615 3 3 462.991633 907.5243 199.571393
1238.488 837.4617 3 3 645.392067 1107.38223 119.348668
14.23964 10.80969 3 3 4.11915845 11.6859233 3.66510894
75.20142 76.40306 3 3 97.8746733 80.5046233 5.54190175
231.0296 205.8554 3 3 174.4902 211.160967 10.8031193
212.6329 207.6366 3 3 261.651367 217.7221 21.0764325
143.9936 153.7781 3 3 200.980033 137.050067 29.5963624
866.5984 832.648 3 3 698.172467 857.8826 88.0675368
73.96085 69.92935 3 3 86.16106 72.2435567 7.6377796
2103.791 1672.329 3 3 1266.4586 1987.177 303.408839
510.8983 391.0922 3 3 710.744367 504.906033 37.5234854
3205.732 3789.795 3 3 2130.16133 3197.73133 116.651967
292.2495 307.8079 3 3 163.937247 332.8178 77.1267042
1583.944 1747.439 3 3 1364.79733 1621.01267 92.6713505
1583.944 1747.439 3 3 1364.79733 1621.01267 92.6713505
133.5904 102.8628 3 3 222.014933 135.827967 35.2154805
1024.328 912.5048 3 3 587.954567 1032.5586 220.472466
85.00854 86.73508 3 3 141.7879 82.57516 33.2187814



166.2761 159.1806 3 3 129.155233 155.5353 7.60724609
209.384 243.2944 3 3 136.73519 217.245333 39.5809439

155.8663 148.8054 3 3 132.100367 152.7663 11.2037574
3663.083 4857.541 3 3 2527.50567 4402.23333 850.590906
83.21144 76.42332 3 3 162.1188 89.2579533 38.0050209
2340.804 1622.767 3 3 1283.363 2019.38367 206.728535
777.0766 1216.941 3 3 529.371067 997.545667 150.980595
5954.828 4163.707 3 3 7355.169 5250.30933 726.496554
395.4849 400.9577 3 3 201.307223 376.234533 92.1065169
101.9205 105.7117 3 3 79.31282 99.6355567 8.84083497
47.53347 45.24508 3 3 36.4739367 44.8016833 3.69609557
134.273 73.95692 3 3 204.5756 121.921707 18.9436862

178.7639 260.041 3 3 105.96269 206.879033 34.4515206
8.536662 4.606577 3 3 11.505729 6.050097 2.23512306
78.85745 53.10994 3 3 43.8674 68.43497 3.53271992
1209.715 1774.739 3 3 792.343667 1402.70133 131.507499
326.8969 553.5162 3 3 788.3396 453.561533 151.908681
178.8228 203.595 3 3 289.7632 197.5139 49.9519961
155.7689 158.4147 3 3 103.65911 177.005533 23.6401105
1023.373 2025.017 3 3 629.9544 1528.82467 109.489593
20.5433 18.32614 3 3 28.2960967 19.5082367 4.88684694

53.72343 55.26905 3 3 70.0121767 51.16259 9.03802148
600.8511 577.7263 3 3 507.334067 580.971633 37.7349919
135.4637 134.5253 3 3 163.3939 138.4153 12.9546118
8.009642 9.523189 3 3 12.6983633 9.109737 1.80747896
566.6078 643.8376 3 3 356.805967 566.395433 91.0770109
1519.088 2221.052 3 3 574.469833 1605.51767 114.761722
114.8849 175.7768 3 3 51.6736533 129.17903 15.7484672
275.3018 369.8529 3 3 454.336633 312.4259 63.4085887
1049.297 844.7997 3 3 1438.36133 937.4133 266.623635
1030.259 821.6048 3 3 663.484767 1016.70727 71.3532418
4096.716 3717.643 3 3 3098.298 4065.034 440.73601
79.11674 56.88739 3 3 47.5341933 70.2712067 5.44930926
293.6983 273.4615 3 3 178.437733 299.6724 62.581145
47.2889 38.93613 3 3 30.69315 41.2125967 2.79968437

287.4056 543.0872 3 3 169.824633 402.220867 27.8536753
125.9455 109.8792 3 3 190.192167 134.2394 12.5740471
910.0405 1155.812 3 3 573.634933 947.3459 92.3921047
334.741 248.2058 3 3 203.942567 310.127633 27.6840534
1482.18 1408.894 3 3 1010.24613 1446.986 246.940529
248.118 289.3573 3 3 545.9617 295.9613 133.328092

9139.533 8405.78 3 3 1793.616 7076.475 596.923229
9.580368 7.686477 3 3 6.77434033 9.088172 0.4830869
1088.012 1169.057 3 3 2043.00633 1348.75933 102.313469
533.9758 788.3022 3 3 358.788867 662.328233 118.147539
24.3385 15.26038 3 3 38.9596667 17.5896933 10.6845449

1533 2026.224 3 3 1257.31233 1816.548 193.420311
3092.109 2786.548 3 3 2362.874 2991.80967 312.801644



710.8571 1033.996 3 3 1260.769 910.152933 99.3294807
695.8683 704.1641 3 3 503.404067 657.419867 48.037681
1521.614 1932.221 3 3 1212.353 1706.276 191.177509
109.2448 106.9127 3 3 136.762933 110.108833 14.8052058
610.8943 532.1906 3 3 374.3354 578.7178 109.51129
560.2991 716.3619 3 3 854.229867 628.088833 101.810949
378.9691 413.0547 3 3 488.486733 402.591567 44.7180243
46.53343 61.37061 3 3 132.212533 50.9780967 45.6407853
817.3361 950.3153 3 3 656.558133 898.862967 118.996846
281.4623 213.9622 3 3 157.454733 271.026067 38.2699783
62.35244 66.63058 3 3 131.2035 78.8784067 16.5435892
141.6188 107.9521 3 3 186.745 123.921433 31.791186
162.307 136.6186 3 3 125.7248 152.402933 6.54927526
642.313 528.7697 3 3 715.810733 601.7722 16.0926179

2886.598 2491.212 3 3 1896.31933 2625.072 350.949219
95.26632 86.21747 3 3 64.2227533 96.2810967 15.0117126
57.29481 43.8283 3 3 71.73545 53.2773267 6.67427324
2822.538 2591.774 3 3 1855.78233 2543.57633 248.948945
813.3519 1250.207 3 3 245.473473 881.671333 133.449991
496.227 704.9073 3 3 944.104433 658.716567 75.8769246

35.35786 38.26824 3 3 31.6795333 38.3539267 2.32811726
1298.789 897.7592 3 3 730.587533 1151.3934 98.2518626
667.0899 1007.048 3 3 476.6902 802.6078 50.3230826
133.6082 109.5256 3 3 172.571367 129.412133 16.8499116
370.4858 322.7805 3 3 460.750133 336.982667 64.8006034
220.2851 191.5198 3 3 108.696307 250.991833 19.1270227
2788.521 4044.492 3 3 2100.43733 3295.141 178.621492
123.2387 169.8994 3 3 198.975533 143.728367 20.9180714
687.0099 700.3444 3 3 456.342833 734.9618 142.935624
125.8901 122.8497 3 3 96.96295 120.4154 11.4926423
99.32269 134.5922 3 3 163.340533 120.399163 16.165269
236.4774 241.412 3 3 199.514633 244.992333 23.7903002
629.114 786.869 3 3 412.084167 655.966067 72.5751163

115.3068 87.96651 3 3 133.3553 103.22037 10.2466136
112.753 124.6271 3 3 80.6493467 118.420467 20.8542613

108.8757 80.19135 3 3 152.468967 100.031983 24.7013814
126.5003 107.0299 3 3 151.7108 113.112833 18.8795853
16.80917 12.62992 3 3 28.31502 15.81722 6.59781723
131.535 110.7057 3 3 90.8516833 118.5635 11.1931279

1167.326 2085.666 3 3 573.223867 1490.419 106.211864
874.5266 1027.777 3 3 1159.291 964.737967 77.9143561
269.8088 256.6324 3 3 663.440267 346.232133 111.815589

95.753 98.26073 3 3 72.9348367 101.469743 14.4053094
80.42287 63.29688 3 3 113.6995 73.2577933 21.4682267
672.7057 902.8364 3 3 529.521567 763.455733 55.2919175
30.82035 33.89434 3 3 27.0387633 34.4868 1.53548672
134.4704 107.6205 3 3 156.469633 123.382133 12.8469616
839.5154 705.5645 3 3 1146.85873 744.763133 215.995015



35.9033 30.31426 3 3 53.3266433 27.8435667 11.1240444
2188.516 2110.547 3 3 1683.009 2371.51933 85.996637
2449.947 2305.72 3 3 1970.25167 2548.8 133.459805
114.8816 201.1055 3 3 66.27664 150.532067 17.9563014
95.93076 284.0977 3 3 1146.2604 156.676757 558.417421
4809.022 4338.108 3 3 3927.29967 4565.67333 281.585225
231.3378 181.0875 3 3 279.471833 212.024967 27.8115566
1985.365 1565.478 3 3 2691.67667 1975.71833 73.4330583
357.4852 316.1489 3 3 233.755067 373.946133 44.1808366
129.989 230.5707 3 3 59.14786 163.6617 16.2529528

996.3678 982.7996 3 3 1199.54267 1033.69713 56.8889158
247.4712 307.4782 3 3 146.894943 258.130667 45.6086879
8.111372 7.225379 3 3 5.472639 8.44418267 0.96247156
1597.624 1616.078 3 3 1869.202 1544.49 152.384255
571.6682 586.1649 3 3 390.635967 567.610533 99.7652332
220.8944 148.5012 3 3 90.13485 216.841533 30.2752851
2398.151 2108.282 3 3 2896.58967 2351.02933 221.461405
2385.217 1986.625 3 3 2989.588 2298.49733 284.167983
842.9598 585.0294 3 3 205.6514 638.8332 169.406126
269.5865 270.6998 3 3 231.946867 263.335967 13.7020957
74.30331 57.73275 3 3 84.7650233 66.89441 5.923971
95.77435 71.83304 3 3 228.651367 99.1777633 68.6584005
403.985 352.9868 3 3 313.676233 368.889167 9.26913503

312.6051 492.6556 3 3 226.318367 437.098867 55.562587
332.3711 289.3602 3 3 208.8154 292.870433 30.2138668
1891.408 1558.609 3 3 1177.48533 1891.59267 241.963008
5568.137 9728.861 3 3 3411.10133 7351.096 753.025141
772.5383 676.1505 3 3 1062.52863 792.8729 88.1349549
819.2737 675.0755 3 3 342.106467 671.8694 118.144253
1369.528 1501.193 3 3 2649.74733 1587.04067 549.80015
669.388 736.8068 3 3 434.709933 645.235267 59.7017498
3367.89 4384.907 3 3 5160.93667 3918.81167 499.364472

196.2534 159.4925 3 3 889.0701 167.494733 415.440701
273.0074 278.8575 3 3 309.1625 269.530333 19.7771429
82.54617 72.26755 3 3 56.78155 75.2105467 8.49332289
1871.124 1689.156 3 3 1292.9906 1848.96933 283.516377
57.7866 44.87444 3 3 32.3116167 48.1508333 3.38942253

360.3553 334.5117 3 3 256.8971 328.675533 22.1889771
1209.884 1081.774 3 3 1672.621 1169.505 280.170031
84.22694 78.4365 3 3 89.66742 82.11128 2.96780535
501.0709 677.6449 3 3 414.870067 607.757433 59.8403742
741.3276 667.0001 3 3 342.613167 747.124167 218.161469
284.9224 237.7846 3 3 318.561033 242.230767 16.9888802
364.5924 451.1379 3 3 861.8009 446.645667 225.954908
1610.698 1849.144 3 3 736.899033 1566.37233 367.256721
854.3793 842.3141 3 3 517.402867 844.1458 188.410538
3103.531 3171.004 3 3 4623.24 3176.83533 831.646384
2071.031 3110.401 3 3 4084.15467 2709.05033 564.581525



45.97267 57.17094 3 3 38.0554567 54.69564 5.6365108
2166.867 2632.995 3 3 1784.64833 2409.66067 275.2637
488.8215 334.0533 3 3 895.2598 446.519067 239.85866
463.1909 702.3412 3 3 337.6093 606.661933 90.2951872
2027.939 2550.686 3 3 1099.84013 2058.55333 280.641745
920.5905 896.5278 3 3 531.0022 818.7613 57.5265948
4792.21 5215.776 3 3 3828.886 4883.93533 532.5111

177.6535 168.3602 3 3 165.235133 174.240567 0.95972601
209.068 247.5035 3 3 304.045 229.978433 38.131795
2672.31 2301.919 3 3 1762.60167 2565.161 403.155671
83.5475 93.95895 3 3 104.190383 88.91302 7.12936366

758.4592 753.5673 3 3 652.175233 768.5625 63.6315716
825.5128 970.9129 3 3 1066.94333 916.0718 37.0158192
124.2724 109.7736 3 3 94.81134 113.351267 4.68555103
555.8123 794.3098 3 3 401.6271 651.764667 71.274108
54.87746 37.0077 3 3 66.5551633 45.64514 8.13662659
361.0671 296.8409 3 3 215.747033 375.4082 32.0424534
390.6653 523.787 3 3 577.509767 452.603167 26.9695385
20.58358 20.91115 3 3 34.3419 22.4134767 6.26712255
629.4232 383.2646 3 3 255.082333 527.3805 91.3790451
282.1594 416.2577 3 3 139.781733 308.789233 13.0134978
1488.129 1579.997 3 3 1789.64467 1577.75933 84.851272
160.7756 174.6737 3 3 137.823567 163.5604 11.0262785
170.4906 144.0552 3 3 90.85117 149.3401 27.9762457
1243.761 904.5502 3 3 755.770933 1141.75573 86.4072868
1605.338 1431.97 3 3 429.7026 1273.97733 227.730104
1105.794 878.5836 3 3 1449.89367 1087.60587 61.5799504

194.75 137.8815 3 3 98.75744 158.645567 14.7602208
1529.29 1661.795 3 3 1228.98467 1713.24633 180.893192

1188.566 757.6375 3 3 1478.63667 894.705667 222.630976
312.1119 263.5917 3 3 146.926167 255.444967 14.6043543
540.2921 486.8701 3 3 460.052967 530.179433 10.5163949
528.197 671.0983 3 3 836.8647 624.363967 90.6654046

113.2283 211.4837 3 3 254.915733 159.3862 24.9790584
1992.733 2160.9 3 3 1694.69167 2196.162 186.214999
214.8596 268.9132 3 3 121.09814 238.124867 61.8805459
588.0526 522.4337 3 3 431.3993 538.046833 43.1236124
127.0905 136.0564 3 3 89.5433167 144.017167 22.648401
538.0536 541.6883 3 3 738.551267 587.9861 25.9370205
47.69424 38.7501 3 3 28.1466067 40.95682 4.4493796
5932.495 5337.05 3 3 6559.61133 5328.55033 374.011166
1434.904 1968.63 3 3 1200.33367 1704.07067 118.921663
4413.221 4037.301 3 3 3398.861 4212.69133 432.52608
42.40081 37.07564 3 3 52.6523667 40.7291433 6.14936296
2335.328 1913.652 3 3 3222.35467 2360.81933 194.559914
673.7246 474.8572 3 3 1076.69013 501.876033 292.64309
1145.685 1506.263 3 3 1020.03567 1332.93467 17.8937121
352.8183 484.5451 3 3 573.6989 434.704167 37.4153247



34.93343 36.18678 3 3 27.5219 34.4803167 3.52443511
594.7248 789.7891 3 3 487.8117 751.850933 57.6899342
7878.94 6736.549 3 3 5999.21733 7590.84667 535.753593

1486.585 1181.941 3 3 1068.39833 1399.125 32.3711148
4746.89 8583.174 3 3 3523.469 6978.541 223.586411

860.5265 747.5275 3 3 1114.221 869.156967 65.7835966
7452.508 7331.553 3 3 5844.95633 7258.12633 784.717578
1570.165 1330.636 3 3 1068.93427 1599.56833 117.835382
3395.288 2678.001 3 3 4636.18933 3316.83067 472.619784
2391.156 2943.152 3 3 2133.98067 2673.006 147.603087
151.9246 132.1196 3 3 103.80227 135.1279 9.52268372
893.797 846.217 3 3 618.897333 873.271233 145.782682

1750.139 2265.4 3 3 1528.498 2004.56933 100.881692
1025.69 1166.736 3 3 974.846733 1105.98467 23.493548

3.634365 0.00330323 3 3 16.9965033 4.22747574 5.86560612
1319.614 1171.805 3 3 764.303267 1184.691 207.617792
309.6048 265.0766 3 3 235.12 280.030767 5.08331692
638.0466 784.1865 3 3 900.175867 730.525867 57.1072921
306.1539 432.3874 3 3 735.0519 391.669033 185.465523
1177.747 1225.301 3 3 932.2525 1247.46967 163.44596
58.06388 59.20325 3 3 48.7757667 60.75197 5.89483185
36.77131 22.55172 3 3 68.99839 30.4474467 21.2264776
317.9541 339.6933 3 3 810.0823 348.523133 266.14413
308.4102 332.9646 3 3 371.142 327.7281 18.4002769
535.0632 544.7289 3 3 731.968733 498.886233 115.437694
4256.599 5130.6 3 3 3670.51633 4605.90267 286.872742
1288.476 2199.915 3 3 497.577633 1601.03267 378.561306
92.36978 66.03111 3 3 46.29199 76.70892 11.0180708
223.5673 215.0269 3 3 235.828133 220.524567 7.52411903
2118.662 2704.644 3 3 3440.709 2312.98767 562.443205
471.7516 417.288 3 3 921.858867 550.009367 113.085133
1836.862 1572.466 3 3 2021.30933 1670.46333 144.189071
850.4246 907.478 3 3 608.028067 833.2453 100.697199
11125.99 11497.54 3 3 9997.58267 11008.8833 194.264457
974.4089 1030.444 3 3 1257.82933 1014.50297 137.457751
2826.086 4022.422 3 3 1703.07633 3292.183 669.312846
477.5807 558.8036 3 3 421.7524 554.7074 19.0013927
141.0547 126.652 3 3 102.156237 128.611833 10.1835456
192.2413 191.6898 3 3 381.761633 191.927133 110.707884
431.6579 483.4655 3 3 525.942833 441.1568 31.0892477
2052.343 3703.464 3 3 975.4362 2992.55 814.271417
441.6355 509.4789 3 3 281.342667 435.426533 45.7637134
1869.298 2198.545 3 3 2497.24767 1955.51467 233.099439
113.1905 66.35789 3 3 432.528 127.41413 163.991263
77.18485 70.35207 3 3 51.0788867 74.1660333 13.012123
256.6065 335.671 3 3 216.7448 288.734833 6.11981797
242.2383 213.8819 3 3 185.495333 243.571267 15.0255193
120.2457 72.32621 3 3 224.4915 89.0063067 74.2836934



655.861 589.9162 3 3 815.893667 646.9914 83.0042876
2358.915 2384.473 3 3 2206.09433 2379.63933 99.5486717
14.58911 13.02625 3 3 19.45183 13.2549633 3.40023331
261.5802 271.5903 3 3 239.556033 260.3134 1.96085482
228.9459 200.5687 3 3 839.217667 221.2761 360.368195
580.4922 269.9145 3 3 153.005733 446.462233 62.3841509
115.9607 101.015 3 3 81.21573 103.152177 4.77712716
1839.343 1921.295 3 3 2406.459 2006.10267 74.2988702
1404.464 1497.667 3 3 1902.975 1544.61767 123.999692
57.59844 51.15419 3 3 98.7878533 62.8615233 14.6317658
296.8452 428.2956 3 3 226.475633 357.3888 38.058399
270.7147 251.7642 3 3 283.3138 252.945033 4.31882852
479.6394 453.9828 3 3 1070.1495 541.6361 280.035109
1040.292 1736.905 3 3 682.238233 1330.09 108.544827
1361.071 1755.088 3 3 2953.40833 1804.177 480.276648
174.5388 122.77 3 3 77.06508 136.217133 7.82424834
1089.466 1094.712 3 3 916.687033 1141.826 99.4464294
236.1254 242.4687 3 3 263.546333 235.1681 14.6270624
235.9882 189.5928 3 3 165.621267 215.053033 16.7784748
2244.292 2007.868 3 3 2370.639 2097.60167 95.2483318
1229.914 1437.962 3 3 904.059133 1279.831 169.301274
345.7767 249.9611 3 3 589.824767 351.972733 90.9003696
640.9301 463.0539 3 3 368.914133 598.511333 60.2135694
58.51276 45.27985 3 3 38.95767 54.9230867 3.99811101
84.56303 68.03542 3 3 100.113727 76.3461 11.1840729
392.5507 366.9616 3 3 308.2522 410.5818 23.8850943
76.3872 53.42139 3 3 190.381667 62.9407067 73.6050475

499.1434 749.1389 3 3 407.031233 629.2204 34.8180109
180.056 193.7066 3 3 156.623033 187.3822 16.6395342

139.4211 144.6517 3 3 96.8294567 130.917533 4.52577716
952.331 1106.462 3 3 1307.31933 1059.24733 111.712533

898.9614 903.417 3 3 1320.543 912.492667 238.108743
399.8081 321.594 3 3 248.315833 342.2586 21.8180454
1906.032 1460.377 3 3 1013.1314 1813.119 345.184189
80.48732 191.9752 3 3 1290.66623 134.223773 674.930646
80.48732 191.9752 3 3 1290.66623 134.223773 674.930646
80.48732 191.9752 3 3 1290.66623 134.223773 674.930646
601.6135 660.7377 3 3 521.574867 663.7358 53.6404079
210.9409 196.8739 3 3 161.5256 210.806167 25.3131821
3.329252 2.300377 3 3 1.20853937 3.03364333 0.85693022
19.05551 21.90973 3 3 14.8032033 22.72523 2.09982938
130.7793 99.67683 3 3 1665.64217 138.12261 893.844161
126.1056 116.4145 3 3 105.478623 120.648367 7.37504642
985.806 768.8522 3 3 1293.78333 914.916267 182.411553

2647.454 4894.172 3 3 1261.32243 3568.84933 667.210515
2459.378 2549.496 3 3 2354.41033 2505.52933 76.2557805
281.1063 309.4264 3 3 227.1822 320.520933 29.6714731
597.8407 560.2638 3 3 685.079233 556.0509 61.4962223



6237.426 6290.375 3 3 5106.849 6339.928 710.404305
390.0609 362.6841 3 3 814.203 436.745967 194.595036

0.5807719 2.905462 3 3 5.03322433 1.5935283 1.62799628
17.34127 10.0575 3 3 22.82524 12.6160633 4.36549777
78.78859 54.64129 3 3 31.2847033 62.5695567 11.8014212
2928.981 3787.137 3 3 2252.47133 3178.255 117.15707
3583.311 2170.952 3 3 1489.32817 3171.395 463.707691
22.88195 9.329905 3 3 734.2451 19.8642217 418.982299
273.7312 260.6011 3 3 234.518933 259.633667 1.95107307
1275.095 1327.109 3 3 1521.164 1334.25433 89.755643
36.80272 30.11391 3 3 43.9001767 34.6221467 3.79477628

1611.8 1509.942 3 3 1158.56767 1733.75133 147.302242
215.31 176.409 3 3 292.826233 214.535467 26.2174194

34.03848 28.76702 3 3 72.4086667 37.5082267 17.3478265
1355.019 2187.402 3 3 2565.38 1723.14567 253.678485
97.23434 95.2983 3 3 77.18123 93.1159033 7.5421669
2.749593 8.607327 3 3 0.64250516 6.783741 0.880298
96.69039 78.75538 3 3 46.4458667 78.47891 4.17508294
434.6142 468.1568 3 3 848.076133 494.442033 193.209005
442.4286 811.845 3 3 151.741243 562.284367 107.016644
197.9557 247.712 3 3 337.2983 227.999267 58.5519623
107.5617 85.63768 3 3 124.9897 100.073493 7.62646867
447.0342 736.6025 3 3 1093.2636 601.886567 249.450243
87.44711 136.669 3 3 167.1394 117.360437 12.9175672
2369.771 3699.923 3 3 1672.342 2904.472 178.415966
942.3957 1410.489 3 3 656.744733 1113.28423 73.2694582
14.77062 16.44364 3 3 1035.66173 14.6593667 600.558322
83.43448 59.6966 3 3 49.6974167 74.6797967 6.7841469
1780.52 1970.465 3 3 2285.92867 1836.80833 237.283944
33.5539 33.34033 3 3 66.69801 36.19366 17.305852

2979.074 2458.958 3 3 1806.842 2959.364 467.986844
319.1766 271.0076 3 3 356.3541 288.7514 29.7007315
115.4545 117.158 3 3 136.887133 110.482117 11.7996155
109.4942 99.59673 3 3 91.7815367 102.72558 2.66667018
184.8778 226.7777 3 3 281.087933 219.2413 18.6571094
404.7503 505.0917 3 3 300.2083 492.6914 77.8407263
25.01186 14.88207 3 3 8.379127 19.3781233 3.91875434
3821.304 3694.495 3 3 2976.08133 3910.61433 478.625679
77.84452 133.5555 3 3 182.660667 116.136207 20.810528
2615.969 2956.671 3 3 2299.652 2870.30167 250.941619
535.1254 307.2324 3 3 749.652233 455.937233 115.636918
108.0668 92.67074 3 3 116.892433 96.7624667 6.52670014
658.8082 679.4335 3 3 604.624167 668.410033 36.1531721
636.454 897.3691 3 3 461.0616 759.816533 117.773323
71.9147 66.7128 3 3 105.636993 61.2546 21.9886642

798.5833 966.7912 3 3 702.371 865.327733 35.5244109
172.952 214.2648 3 3 89.89102 170.768567 16.8831702

278.4444 242.4695 3 3 225.5078 267.9046 11.6495933



530.2438 505.5014 3 3 416.1976 494.383067 17.8943938
2927.578 3209.348 3 3 2759.678 3071.78767 118.503559
712.6329 915.9691 3 3 630.270967 834.611267 54.5103788
103.5262 216.8309 3 3 681.746833 148.274833 309.048779
1207.889 1672.205 3 3 630.271467 1348.16733 316.744822
653.9169 722.6167 3 3 980.553767 692.864233 166.12103
94.21375 82.20345 3 3 73.4344467 93.8814 3.61623576
1381.302 1802.195 3 3 1124.83113 1631.00467 200.954379
1.121627 0.3875487 3 3 2.827559 0.89924023 1.04841608
969.2079 1116.945 3 3 725.0155 1119.2853 177.031019
3123.45 2414.939 3 3 1945.05133 2939.89367 363.756822

1296.793 1509.882 3 3 1920.05733 1422.05 272.276083
1300.852 762.6068 3 3 1790.435 1096.3396 288.377871
110.9699 92.91323 3 3 51.6491433 91.5273667 12.1717706
169.7943 172.8038 3 3 137.787933 168.991167 17.9344218
169.7943 172.8038 3 3 137.787933 168.991167 17.9344218
182.3969 170.5657 3 3 406.9428 191.990433 124.013399
969.9156 1383.771 3 3 1612.09633 1131.14953 178.092428
990.2917 1226.581 3 3 213.200033 891.113867 70.0869269
189.7115 188.3055 3 3 167.416267 184.3626 5.92574612
523.6899 318.3448 3 3 250.849833 439.5822 29.5964355
1277.366 1384.142 3 3 2126.50633 1345.28533 458.113966
1711.934 1366.204 3 3 2411.862 1523.65033 495.237322
9.833287 9.419743 3 3 32.8454033 9.49660333 13.8043049
2004.173 1766.793 3 3 1292.63967 1755.81833 102.50907

430.14 339.8496 3 3 529.8478 361.010967 78.788698
248.9596 235.3099 3 3 151.320433 219.506167 6.62591205
518.2844 453.1377 3 3 410.616667 475.393567 9.377523
2230.429 6878.426 3 3 316.407733 4309.679 19.317486
838.1402 1405.604 3 3 395.296067 1004.34117 88.8289808
678.1262 355.3759 3 3 1076.48707 555.7899 253.651581
2028.495 1343.71 3 3 2653.10233 1736.15167 412.011555
51.14253 36.38515 3 3 168.4943 66.5918267 44.9491981
59.56658 47.69068 3 3 74.5618867 57.32631 5.27330488
8585.346 6512.666 3 3 9675.97767 7777.50267 180.306465
2540.089 2263.166 3 3 1970.176 2365.245 177.710547
7023.252 7910.555 3 3 5338.02267 6997.97967 331.471702
386.4126 419.7366 3 3 604.8169 425.387733 97.5765092
673.5063 798.4808 3 3 513.968433 721.400767 102.714475
13.29355 42.10539 3 3 1063.675 24.1403167 615.502606
387.505 372.7486 3 3 1069.0559 418.987933 379.028432

212.8463 203.2716 3 3 660.082133 212.890767 264.705575
44.89885 39.51519 3 3 33.3996833 44.2504833 4.64411476
8920.454 6255.789 3 3 5447.04933 7833.401 209.767118
233.3943 186.0671 3 3 164.222433 208.343633 10.8686177
163.041 165.9863 3 3 145.683367 161.500167 7.64721567

2343.143 2441.781 3 3 2672.67533 2274.16833 106.754018
381.4763 368.4375 3 3 306.823533 359.957367 16.5737247



838.6177 631.9934 3 3 953.357367 719.1806 88.549885
246.044 250.3497 3 3 215.396233 241.430167 9.82449446
47.3727 47.03492 3 3 56.69597 46.4251433 5.93973397

37.15702 37.79288 3 3 29.0120533 36.0172667 3.28617577
203.245 220.2379 3 3 149.480733 197.212667 9.83699291

1292.067 1429.531 3 3 972.1874 1471.09233 215.486631
241.6233 196.4506 3 3 178.656933 218.495267 6.92345155
3753.736 4335.233 3 3 3212.58667 4118.63833 433.707018
1673.163 1248.06 3 3 2487.31067 1571.867 461.379966
72.56347 31.95352 3 3 111.112233 63.0170767 7.43676645
656.3633 713.5291 3 3 760.8893 655.398467 22.0019643
295.7881 257.2513 3 3 208.117133 264.117733 16.49591
2966.42 3630.703 3 3 2479.20567 3510.423 360.287664
70.2075 77.51058 3 3 65.2281233 73.7773567 3.52326697
2007.19 2286.19 3 3 1608.35767 2079.21967 212.258205

610.2755 627.6066 3 3 1550.94367 584.943433 570.599447
112.0122 82.08724 3 3 26.3555133 81.5956233 11.6892807
142.8605 129.6981 3 3 148.7437 132.025267 1.02875752
217.8053 235.7453 3 3 188.591467 224.6194 19.075321
196.5074 179.4491 3 3 252.921367 183.1208 39.7130129
674.301 1221.97 3 3 232.1843 838.594567 137.600892

820.4543 1399.674 3 3 342.827567 1016.4724 223.990495
511.0797 372.1916 3 3 625.851367 468.0645 43.366861
1682.647 2351.088 3 3 1026.84127 1878.45433 295.228145
2056.373 1893.552 3 3 2680.53633 2102.67833 250.097557
276.857 202.4327 3 3 139.112043 247.374133 50.8299165

1558.322 2113.146 3 3 2630.38933 1966.68033 165.942286
70.262 77.41644 3 3 86.8314633 70.6063633 7.00496067

1519.967 948.6218 3 3 1966.99733 1247.9046 317.760664
484.7676 661.4149 3 3 376.236733 582.4094 83.6259412
2175.064 2802.169 3 3 1889.429 2438.52933 31.0532697
325.4986 325.1427 3 3 249.701533 306.462167 8.62519142
7.163205 8.004828 3 3 5.088166 7.18070233 0.94138516
184.5987 174.3406 3 3 146.3063 172.3607 7.91134082
672.7204 669.6478 3 3 473.528 656.1773 105.559733
19.90566 22.83513 3 3 27.54498 21.73509 3.06934415
35.0671 28.42035 3 3 53.7382233 37.1222233 0.22672945

68.68774 53.94393 3 3 78.9496867 57.4615367 8.05482278
1251.494 645.4374 3 3 282.770067 1044.7188 293.814029
708.9296 935.5215 3 3 524.212167 807.421833 122.326732
90.97215 85.64066 3 3 58.2538367 82.33826 9.58523954
3.143339 2.261094 3 3 1.78309233 2.873882 0.37317997
1791.189 1593.096 3 3 1239.2038 1765.93233 268.939471
1028.089 607.8306 3 3 431.6325 797.5218 45.9939288
23.59699 17.79133 3 3 37.0194433 21.51784 8.65268939
1695.542 1896.229 3 3 1217.02557 1802.274 333.822134
425.233 452.0717 3 3 375.215667 426.151667 16.5122756

11.34576 3.309407 3 3 13.8166533 6.44015067 0.9096187



2240.133 1694.705 3 3 1431.83867 2071.194 196.460619
169.49 140.5432 3 3 187.505 156.938633 10.5592459

369.5178 304.0599 3 3 626.8191 375.6255 129.770361
4892.094 5062.334 3 3 5246.08333 4917.20533 142.888561
1262.111 1395.841 3 3 1039.05487 1360.92733 171.21698
1852.757 1552.57 3 3 2518.83733 1607.28433 495.750963
1471.129 1295.757 3 3 2102.10967 1504.96633 273.842347
2054.359 1871.177 3 3 935.829667 2104.802 646.40377
1653.407 917.3327 3 3 2774.56767 1466.9579 612.326729
83.40125 85.13768 3 3 158.7591 92.07791 37.436804
853.0986 833.309 3 3 1300.56767 756.886433 287.987441
1519.13 1790.599 3 3 1316.897 1781.606 101.927582

411.0346 883.861 3 3 1122.05503 615.646567 180.38595
621.6122 643.0491 3 3 1015.41277 692.419067 162.071539
29.52335 34.23855 3 3 92.3425 35.77205 33.0263888
50.26548 48.41253 3 3 86.66128 50.14659 21.748433
40.94346 54.79775 3 3 2.98107157 36.99039 3.10657093
1917.935 1633.289 3 3 1358.28867 1905.332 189.919109
1000.098 930.8312 3 3 828.294633 994.072733 78.4472108
93.03198 77.52724 3 3 65.86458 84.2182267 7.53591306
1025.985 907.6949 3 3 842.085733 1010.11263 31.0953015
68.30827 71.91748 3 3 157.112667 82.5670167 38.9357726
1811.204 2127.555 3 3 1702.58833 1997.396 60.5343099
679.749 831.0637 3 3 536.818433 778.4741 116.343919

1031.234 876.2467 3 3 593.7942 1058.4039 195.535573
689.3976 580.2446 3 3 452.230833 619.7318 79.7619906
172.3711 159.354 3 3 144.641867 169.141367 11.8295874
58.06286 44.42803 3 3 26.36701 45.82241 0.80524603
125.5619 118.8153 3 3 74.87411 112.86221 15.6207131
51.84782 47.38654 3 3 65.85379 51.1608667 8.07064541
510.8879 465.8416 3 3 403.014133 472.103267 20.1951806
114.5796 92.2793 3 3 162.720233 100.366077 35.2020813
769.6335 674.9462 3 3 1198.41513 757.872867 251.852303
130.5968 104.6881 3 3 271.453467 118.433833 90.6236476
3475.127 4723.145 3 3 1557.6697 4759.76833 1404.944
457.6365 553.5439 3 3 323.376067 541.7082 104.221242
47.72715 41.91479 3 3 38.1342433 44.07444 1.58905347
2303.472 1737.159 3 3 1268.5368 2251.06067 325.557629
206.6214 65.24778 3 3 277.376667 150.152327 14.0646603
862.9536 732.8414 3 3 1233.17967 868.009667 169.757617
5487.866 6208.465 3 3 6850.889 5949.89133 360.721046
171.7012 166.9393 3 3 212.923533 180.3214 3.50949617
199.451 161.2076 3 3 225.498567 181.769233 17.7206102

17.15358 15.66027 3 3 20.3693633 14.7814933 1.64805628
17.15358 15.66027 3 3 20.3693633 14.7814933 1.64805628
236.3156 212.4046 3 3 179.7414 214.557467 1.89529232
2065.587 1759.357 3 3 3061.62067 1992.24233 606.38928
823.8265 860.5556 3 3 947.1163 816.384333 61.6117882



1039.064 943.1387 3 3 775.3907 942.545167 25.5203546
522.166 594.5015 3 3 902.327667 617.6659 131.178781

1138.548 895.6731 3 3 1724.69867 1054.94703 376.745035
39.45583 32.82638 3 3 47.2024333 37.5344933 4.09245237
1929.762 2212.453 3 3 1719.06733 2126.35233 174.438883
345.9244 493.9654 3 3 265.777667 406.820267 33.8806441
191.7676 222.0333 3 3 271.1221 195.5938 37.9109428
210.6133 180.8102 3 3 138.487033 183.743167 9.18464219
61.03485 33.46957 3 3 405.840433 48.4860267 213.826208
38.61515 35.14587 3 3 26.7723833 34.81403 2.72754423
1092.68 1735.934 3 3 693.760633 1314.148 70.0683304

11390.66 9898.119 3 3 9145.313 10493.713 171.265359
932.345 775.5671 3 3 1167.829 845.6332 176.112534

82.53603 73.18681 3 3 66.5015333 76.0794467 1.28510256
202.0071 174.1611 3 3 157.543767 190.520033 13.4124196
2.07751 0.08088718 3 3 13.915205 1.72670006 7.15802341

774.7925 598.3074 3 3 1171.47923 753.244767 204.587088
316.1498 281.7172 3 3 205.3199 279.351 22.9541389
15.75191 22.59291 3 3 36.4669 20.1085633 9.05800045
1706.886 2115.927 3 3 2615.21467 1997.58767 270.807975
171.2158 147.6436 3 3 182.421 160.5061 5.53746247
304.6003 275.9571 3 3 234.2978 279.597967 13.8650724
300.9453 442.3694 3 3 537.8054 361.731567 76.6656307
226.3394 259.344 3 3 326.684467 260.2271 20.3170382
4615.604 5515.298 3 3 3127.06633 4756.36767 684.19016
3.720411 4.930147 3 3 12.331973 4.61263333 4.56870136
205.9594 253.838 3 3 168.816967 221.383267 14.3445961
992.053 1026.264 3 3 666.996033 1131.11967 181.160814

4286.821 4398.387 3 3 3335.507 4479.77633 642.770661
5.699636 3.686044 3 3 7.80095 4.56989867 1.64630201
214.0095 153.5737 3 3 127.653133 181.6793 11.2941439
362.4093 382.6134 3 3 483.049833 399.1174 17.847955
1324.54 1090.457 3 3 1710.12067 1248.817 240.933665

322.3388 340.5432 3 3 289.912833 333.516567 24.3115702
3093.701 3044.419 3 3 2283.69533 2899.57067 224.139072
1674.146 2342.395 3 3 1319.78567 1955.17067 160.607224
88.1193 69.40678 3 3 168.641667 81.7442367 51.151559

3543.576 3238.781 3 3 5072.61467 3551.66967 858.059108
628.6387 785.8618 3 3 455.212733 672.294067 84.878919
162.3435 155.4305 3 3 104.00147 145.668233 9.59231619
1469.583 1560.998 3 3 1597.70333 1500.56033 25.984434
329.2735 289.4539 3 3 193.239133 287.110367 36.1560847
75.81731 67.14438 3 3 59.5604167 69.3114833 1.22418764
11.25347 2.961355 3 3 14.48566 6.130488 2.28524338
155.8333 157.461 3 3 110.942233 180.272667 8.07366879
283.8225 378.877 3 3 235.782533 321.167767 8.38803543
95.84442 104.8203 3 3 83.5280767 98.2380033 6.71672049
1077.62 1019.535 3 3 1445.36867 1140.017 88.6841492



532.8149 654.0958 3 3 473.3871 620.4837 44.4181291
1502.825 1794.03 3 3 1308.72067 1626.91367 118.807323
3961.119 3231.534 3 3 2308.982 3368.628 344.156923
82.64139 72.36269 3 3 61.4468467 79.41625 8.9268984
304.4284 277.1315 3 3 87.8858533 380.3661 82.3133771
104.6969 84.79442 3 3 145.688567 99.5611733 24.5648644
42.75555 38.99562 3 3 452.768 42.1052967 247.368489
357.7313 413.3896 3 3 282.674233 426.0497 42.0640401
1610.157 1394.553 3 3 1867.268 1577.038 47.1510378
199.2182 175.864 3 3 166.6795 190.673333 6.5727584
84.07755 76.87109 3 3 44.4672533 74.07379 13.5047587
1782.172 1726.056 3 3 1521.85533 1856.557 91.8393584
3.54043 4.713552 3 3 2.560884 4.484843 0.78538974

10.02251 4.320295 3 3 178.351047 6.507387 103.545217
1723.965 2056.112 3 3 2583.43567 2036.129 131.37627
217.9893 153.7654 3 3 261.472467 184.454767 33.4454135
2168.621 1734.062 3 3 1409.03867 1977.99433 261.488583
515.0213 1353.861 3 3 57.39027 823.3343 20.5851715
131.2981 127.0869 3 3 141.095333 130.0483 6.14500718
103.8908 49.76519 3 3 21.231106 89.4883967 21.9449941
256.1071 186.9345 3 3 165.0984 233.176933 9.07411789
720.1325 869.9531 3 3 575.0959 835.780133 118.893592
657.5894 884.7702 3 3 525.1376 758.499567 80.2088741
174.7496 132.0518 3 3 115.5094 162.7797 9.69511031
314.1388 404.5047 3 3 508.080833 370.8151 66.523481
81.56399 68.37592 3 3 187.8214 98.1792033 35.6202569
482.8352 459.7416 3 3 679.330367 496.866033 100.183053
880.8087 752.4122 3 3 318.5971 1053.59363 155.9727
244.3284 262.4136 3 3 530.872567 263.6739 160.09415
2692.096 1922.088 3 3 669.052333 2185.62167 804.094647
702.2835 770.7386 3 3 472.209767 687.226167 91.7095476
788.6807 758.8109 3 3 1393.50767 889.129533 229.522081
261.5532 212.4771 3 3 182.4257 230.758333 11.5506208
801.1257 830.5387 3 3 697.285167 858.005133 62.3132481
669.2571 1012.969 3 3 437.5907 785.254633 72.5423031
4506.845 6958.472 3 3 3445.58567 5570.791 264.576615
483.8573 454.402 3 3 790.078867 524.6674 127.617678
12471.65 12109.46 3 3 11963.7567 12316.7367 103.464448
441.9312 558.2166 3 3 1131.6463 450.578433 398.598314
125.0793 83.68452 3 3 64.4045433 104.604873 12.7439453
251.3164 250.8723 3 3 290.235633 236.914733 20.8950246
938.3448 1150.992 3 3 679.3771 992.8751 128.818786
623.4902 927.9817 3 3 472.022867 773.441667 100.216929
2092.55 1764.019 3 3 2336.49933 1947.588 165.18475

563.2029 671.2776 3 3 814.1091 616.398833 106.738439
552.977 525.9933 3 3 468.190433 551.953233 43.8314977

278.9138 253.5475 3 3 135.267033 335.0002 16.1841806
684.9402 446.709 3 3 204.744067 705.819767 137.831937



923.6611 1154.684 3 3 758.862233 1072.78537 139.222818
5704.442 5441.087 3 3 4750.00567 5809.07533 475.956903
126.1364 100.0197 3 3 84.3538067 109.702467 5.57458785
603.9838 983.6054 3 3 477.1516 812.169 64.5869556
2461.748 2107.804 3 3 1889.566 2450.39067 43.8836389
989.9036 892.2619 3 3 784.134133 999.091833 67.0602615
349.316 481.7177 3 3 528.3716 406.716133 28.6833968

15.84496 23.14359 3 3 28.1440467 18.949 4.10594029
809.3517 1017.068 3 3 563.710567 847.510033 76.5872054
1170.74 1617.127 3 3 1009.1732 1406.36433 87.7731468

2477.807 3032.66 3 3 2210.44533 2728.63767 140.244575
7479.201 8476.222 3 3 6845.052 7820.02033 163.245515
58.87423 42.77906 3 3 31.6108833 48.2712 4.22308562

0.01246433 3.82804 3 3 111.950597 3.85954878 65.4820459
484.7133 620.2954 3 3 1183.03207 495.072833 399.801513
92.38716 77.52359 3 3 70.9345067 88.6734033 4.38320558
399.8147 407.3933 3 3 530.0125 426.364 48.8983109
1504.884 1597.055 3 3 1636.703 1534.82033 30.3443303
51.12318 42.51004 3 3 38.1129267 49.8737333 2.10061648
1363.666 1566.95 3 3 1183.043 1413.757 36.3931329
86.70122 96.99054 3 3 77.8880467 95.0066533 7.1885388
2005.756 2234.878 3 3 1745.29767 2053.40833 92.0460517
323.0289 298.5147 3 3 255.4904 317.296533 33.6385639
1587.659 1495.158 3 3 2919.13167 1574.81667 813.275518
368.9814 351.2234 3 3 296.342767 346.0613 15.5620048
406.5292 407.939 3 3 295.712067 412.776933 70.4835062
618.9256 563.6086 3 3 298.612933 610.338967 184.47984
4563.648 4844.257 3 3 4090.598 4872.919 347.552795
252.0639 268.5251 3 3 363.279867 286.111233 11.5572332
1108.572 863.6909 3 3 682.0129 1024.80397 154.774137
907.5209 478.15 3 3 176.318423 617.217 92.8831266
1308.438 1622.448 3 3 1754.886 1458.90433 87.2470375
797.0441 755.3902 3 3 1307.20267 897.4931 132.357393
44.96432 25.59201 3 3 20.0334467 36.7207067 1.70698112
212.1453 152.0616 3 3 92.2745367 165.4795 15.8396644
216.3796 266.4662 3 3 173.105067 261.764333 32.2459351
1073.438 1359.231 3 3 846.7389 1183.21333 134.861552
48.51545 41.94447 3 3 72.1407767 50.80654 8.02531754
327.474 316.4246 3 3 259.735633 306.8051 10.0809878

611.8243 585.4771 3 3 674.710667 590.0832 47.5177332
1517.667 1106.011 3 3 880.359067 1346.477 185.721909
1114.053 567.8653 3 3 292.095967 777.7099 29.1201328
779.095 643.1345 3 3 1058.75243 785.8406 79.003058

2702.186 2885.879 3 3 2126.033 2988.496 392.371302
1684.667 2006.706 3 3 1312.076 1799.599 236.361587
1552.999 1868.445 3 3 1246.96233 1807.75667 252.120115
162.3797 209.8672 3 3 228.544133 188.608567 3.07730672
558.6381 472.8285 3 3 438.7734 514.396433 16.6273453



76.85107 66.4911 3 3 103.083947 79.04064 4.98147954
100.5634 114.7827 3 3 135.1046 113.726967 3.0397175
408.8327 601.2711 3 3 276.380867 468.2712 19.0259526
912.8491 1003.461 3 3 768.8493 1042.5347 66.4363537
577.3524 496.7076 3 3 676.7982 528.723833 79.4594526
85.69131 77.27382 3 3 67.86927 79.4780633 4.5061344
215.0319 186.2005 3 3 160.463533 193.9435 8.6762945
161.331 140.539 3 3 133.608533 152.511867 4.16007498

3782.514 4213.098 3 3 3526.515 4095.90967 212.858824
64.47572 71.87516 3 3 89.6605433 66.2441733 13.3782653
110.5999 124.3683 3 3 71.9059033 108.37556 14.0878516
360.4816 280.0879 3 3 247.4538 323.335467 22.3241772
43.12809 54.43601 3 3 1844.80503 59.3568533 1088.86271
895.7813 728.5273 3 3 605.111767 862.0839 100.477529
1275.308 1329.222 3 3 849.1478 1434.50167 272.596108
4415.508 3758.819 3 3 3071.62433 3890.46367 160.052752
286.5355 269.4131 3 3 207.598133 314.1296 15.1148991
64.68789 62.41253 3 3 68.8490767 63.4508633 3.08586371
1936.269 1841.124 3 3 2346.722 1929.232 240.179465
804.8066 838.5995 3 3 1125.221 889.036367 82.9368272
952.8643 1004.926 3 3 760.403133 951.505067 103.324863
932.2821 1266.201 3 3 800.518 1098.18137 71.6145775
283.5716 237.0502 3 3 212.299833 258.019167 14.8962996
10.75949 9.666533 3 3 7.52198233 10.3140643 1.60500774
2340.335 3385.744 3 3 1563.284 2713.74367 391.414405
702.0911 715.6619 3 3 504.611833 666.9695 67.1562994
73.94167 72.18297 3 3 128.5522 84.3232133 18.652381
365.2801 391.2174 3 3 207.647503 372.131067 99.0183719
790.5621 671.6507 3 3 525.407 705.3021 80.8205545
604.4177 510.2115 3 3 422.901033 586.1423 72.2759139
51.02048 62.45425 3 3 31.6074567 51.2219033 4.41890207
1379.369 1502.104 3 3 1037.80157 1435.61767 234.92069
1001.461 625.3695 3 3 380.9866 747.082667 38.31818
344.1688 407.0851 3 3 186.875197 381.6059 114.341533
79.40259 52.52104 3 3 158.408333 73.7198 48.1614151
49.16954 44.62874 3 3 57.24196 49.0745133 2.36285056
76.56857 76.51064 3 3 104.240487 74.75886 17.7598041
36.81902 32.46626 3 3 52.8859933 37.8498733 6.99502907
1175.003 1470.573 3 3 905.781633 1245.43067 57.9228867
113.4135 81.6451 3 3 3176.352 93.6693 1885.22352
57.54049 57.78001 3 3 75.1369367 59.8655333 8.5242679
56.31873 65.35799 3 3 51.54065 63.3666233 3.56840194
27.26116 31.95465 3 3 37.88616 27.2918967 4.51856506
177.4265 133.632 3 3 107.1714 148.7433 5.42035069
274.7149 296.9604 3 3 237.9132 292.626367 29.3046621
1036.82 696.8105 3 3 392.683533 1009.82417 228.794323

918.8414 974.4787 3 3 691.374233 978.379367 164.483591
667.2266 678.5359 3 3 521.8553 710.443133 95.1575171



5.765162 6.686857 3 3 5.234834 6.60606767 0.24188415
45.97243 47.84253 3 3 62.4720967 49.1996 7.02590544
214.7141 266.9427 3 3 164.457567 226.239533 10.4701858
784.4228 1001.719 3 3 654.604633 863.359667 43.3404784
242.3435 203.6082 3 3 184.1336 223.390667 14.2175299
1.136967 2.350043 3 3 238.083167 2.547307 144.220151
11.30774 7.213624 3 3 3.04210633 8.17422 1.46478803
207.1077 156.2377 3 3 73.5097333 220.509533 54.1717552
60.98572 64.65557 3 3 53.50927 60.60526 0.89990548
230.3041 258.9385 3 3 198.8388 243.201167 22.9730698
23.35369 15.75339 3 3 12.7649833 19.6400367 1.81281433
283.6721 297.2219 3 3 247.277667 282.3449 14.7987105
2605.372 4327.373 3 3 1481.16393 3308.873 662.778552
10.79704 11.39442 3 3 26.85315 13.2111533 7.51032072
862.8351 610.2026 3 3 529.963467 791.336733 26.3811114
5003.321 4980.188 3 3 4031.35 4891.54467 497.734096
41.08418 26.41097 3 3 17.7803933 32.41997 4.62801213
164.1368 121.9413 3 3 101.496183 141.341367 11.9633184
90.03046 110.0209 3 3 153.0072 94.08192 33.1602692
715.4304 911.8879 3 3 395.501033 715.977467 18.607602
25.2858 11.12041 3 3 46.8453233 22.6607967 10.4990284

75.07466 94.11642 3 3 61.6514033 82.56523 7.84336421
1193.087 1232.936 3 3 1518.14733 1187.14633 197.064163
253.006 262.3957 3 3 178.494667 239.410567 19.2837067

10.48176 4.649084 3 3 20.5544467 8.827988 6.20580567
69.40297 75.17484 3 3 48.8015633 74.6245733 15.0504387
442.1041 469.9938 3 3 533.1107 434.3123 45.4556856
1018.032 733.2215 3 3 1278.02533 935.261167 115.448046
218.3205 235.1611 3 3 632.7827 262.645067 218.432847
83.33069 71.52396 3 3 67.5354433 79.8147733 2.21344191
685.2535 735.6055 3 3 549.490533 672.535733 27.7340936
657.0165 612.5827 3 3 363.706767 584.444533 101.406154
9.603089 13.02262 3 3 15.28858 11.4021297 1.65891162
664.1329 657.7325 3 3 508.383533 689.252933 99.6363422
563.9719 529.4406 3 3 408.4849 521.1543 50.3421702
405.4363 278.5001 3 3 198.0228 323.1031 28.4628747
387.7129 378.9476 3 3 291.5347 363.180567 26.4728961
1102.256 1703.438 3 3 567.5077 1341.86 353.393363
304.6817 194.6357 3 3 86.17273 274.939667 92.2655328
1014.515 1037.275 3 3 842.162167 1079.04233 112.335589
41.29153 43.62706 3 3 59.3078833 40.1578967 11.0207992
71.42622 58.8881 3 3 53.1570133 65.61593 4.33528372
438.3356 396.125 3 3 351.761367 404.627133 11.64013
741.9271 937.6492 3 3 627.9635 834.243233 80.2393221
117.0903 135.8394 3 3 208.618867 146.664233 11.8813459
26.08358 23.61282 3 3 16.95264 24.0716 3.98478199
410.7475 400.0851 3 3 544.7323 415.695533 77.2518826
284.7851 421.7541 3 3 203.7938 339.2168 40.904088



693.8363 275.4445 3 3 1049.89063 545.584133 203.883905
67.85751 64.46468 3 3 81.5627333 62.7287667 9.81978198
886.0273 979.4819 3 3 626.968033 1062.21207 139.457578
179.9301 162.6793 3 3 222.1866 183.433633 7.38153854
317.5312 318.7121 3 3 179.862667 289.5323 45.9970718
1317.287 1551.32 3 3 1187.628 1429.40967 91.8639964
862.0237 879.2692 3 3 1202.943 915.645633 158.748667
897.4254 626.8943 3 3 518.800433 843.8659 42.6987522
598.557 853.6757 3 3 392.3337 678.773967 90.5221534

343.8551 272.7921 3 3 177.126167 295.4499 59.6864299
277.0993 390.6759 3 3 147.251067 293.821967 11.4123238
157.6512 139.3469 3 3 128.714333 148.609333 8.17046226
610.4354 378.9701 3 3 718.623167 501.867033 65.830065
1129.255 1461.834 3 3 1582.77033 1262.977 89.9782985
662.5181 484.6385 3 3 951.410567 642.337667 119.47117
7005.032 7561.287 3 3 5802.83267 6919.64167 33.5968609
2072.137 2085.075 3 3 1773.48167 2075.52667 186.206776
2014.239 1891.434 3 3 1023.424 1741.15767 240.821593
3165.701 4007.12 3 3 4260.769 3496.23033 145.798338
293.6283 318.2174 3 3 151.887967 269.344667 33.0412267
504.8862 564.9966 3 3 351.610433 614.479033 80.3345153
3085.462 4577.995 3 3 1862.693 3478.121 250.6351
25.11607 22.98069 3 3 18.9063933 24.30488 3.12617883
190.5569 155.0706 3 3 112.5292 160.4101 9.88123429
306.134 480.9102 3 3 210.758833 369.172967 12.3977272

710.6714 434.8684 3 3 918.151633 566.097267 167.662874
1986.244 1817.502 3 3 1626.254 1883.23733 130.499585
5268.035 4585.047 3 3 5696.947 5045.79433 49.6028256
1892.281 1489.327 3 3 1208.83433 1641.16933 152.73609
966.2125 1009.831 3 3 727.757333 937.802267 93.7988905
62.4849 36.40644 3 3 26.1738333 48.0631233 2.68947865
71.7267 56.15549 3 3 48.1940167 63.3942167 5.1709557

128.9767 130.0246 3 3 170.432767 140.173667 2.79758452
116.9228 127.7182 3 3 95.9945867 118.058033 10.1184185
4.601096 6.000438 3 3 3.44773067 5.46890967 0.9934101
412.9693 382.2186 3 3 370.572233 399.227933 8.33182685
465.7042 366.7764 3 3 332.491467 417.1222 16.9912812
114.3288 92.88294 3 3 85.8416667 107.410013 4.41069892
3027.948 2080.821 3 3 1820.822 2676.91633 104.746628
3556.445 3568.318 3 3 4684.452 3605.60767 662.965145
43.81929 44.64061 3 3 38.0189467 42.9552567 2.06874152
156.2019 145.7019 3 3 262.3978 141.026133 72.90299
437.2309 385.4224 3 3 174.823133 354.087667 42.4413895
277.5139 282.4019 3 3 211.821967 290.659167 45.0661684
1612.208 1619.401 3 3 1543.93133 1612.604 41.9833276
139.891 117.5501 3 3 98.4716033 127.1554 13.5316313

264.9159 265.4794 3 3 242.395133 259.7647 5.19582154
165.1702 256.5929 3 3 131.293667 212.5237 20.7693246



364.0096 284.7826 3 3 175.874167 351.250767 89.7666883
216.2085 204.0629 3 3 174.273233 202.957067 11.1337052
14.19652 16.31482 3 3 13.1358533 16.0836067 0.3914654
120.923 117.0871 3 3 176.169833 123.922 31.1533154

665.8531 940.2621 3 3 384.4486 821.295133 230.991415
23.71557 29.51935 3 3 13.96208 23.7425733 1.86220602
135.0919 129.8874 3 3 77.2670867 118.299063 5.90009389
456.1727 494.0465 3 3 400.718833 475.353633 42.1612093
3564.633 3368.5 3 3 2890.36833 3584.75533 365.303964
3324.108 2700.424 3 3 1232.94353 3534.281 1057.10914
33.81374 38.75024 3 3 77.1716567 46.7017033 4.94683222
1284.918 1401.832 3 3 1771.466 1447.065 68.6777782
582.6611 566.5069 3 3 654.289233 589.434567 29.7941703
5.474447 5.061823 3 3 4.61806867 5.40667733 0.37231034
719.4745 1078.016 3 3 584.3865 906.2964 86.4686884
121.4985 106.9999 3 3 210.2463 131.286433 38.3487756
950.9703 1162.548 3 3 1661.437 1165.9951 217.460245
769.1948 1046.474 3 3 607.7334 921.973633 134.573546
148.6686 125.6875 3 3 118.675667 139.423867 4.269472
441.0611 452.9255 3 3 497.5637 458.8801 10.7669174
121.3173 91.04127 3 3 179.660133 117.418757 29.673549
7.766746 16.29486 3 3 43.8935533 19.6182487 5.96315163
976.2045 701.313 3 3 518.032067 800.0273 84.6560023
1358.04 1270.236 3 3 1006.37653 1405.91067 184.853449

58.45317 33.9086 3 3 99.3221067 45.0188333 31.288722
1469.328 1429.663 3 3 1201.946 1582.32133 48.1645074
597.2955 710.0701 3 3 785.4951 629.5086 66.5198659
66.19666 58.54168 3 3 84.7114933 67.53271 4.34438435
161.4792 126.1336 3 3 173.3742 144.183433 3.8788674
267.2219 278.6282 3 3 248.1745 274.166867 14.9256397
1371.099 1505.349 3 3 1097.48427 1390.22933 146.847606
312.4122 342.3514 3 3 278.1476 349.065133 17.3478029
1158.503 1508.936 3 3 943.2627 1312.224 142.497584
1323.386 1650.538 3 3 1149.41167 1507.078 145.895199
2080.748 1794.171 3 3 1691.93767 1948.92167 67.1046928
435.7614 374.9516 3 3 858.8311 447.153833 243.099179
276.5936 313.4307 3 3 229.145667 283.8425 20.9413991
341.1656 297.9248 3 3 251.979733 305.7389 8.61836629
734.1371 704.6303 3 3 1855.26467 812.6341 626.558328
4341.114 4847.291 3 3 4095.748 4653.74433 212.852513
26.50722 21.78419 3 3 55.7402167 23.6630167 19.7572884
1766.15 1861.884 3 3 2298.45567 1671.74467 297.366912

970.4391 759.9493 3 3 1251.62767 889.380267 194.343438
170.0745 166.53 3 3 151.539033 169.3242 10.7568119

1400 1512.75 3 3 1032.56723 1517.22733 276.294608
14.58947 5.731255 3 3 2.56865657 10.1579583 1.61410544
3469.613 4144.736 3 3 2970.80867 3765.34833 352.708708
71.22398 76.35766 3 3 134.156927 77.9512867 34.0673493



71.22398 76.35766 3 3 134.156927 77.9512867 34.0673493
1110.27 1157.756 3 3 445.550133 1350.735 418.015318

35.03212 28.47755 3 3 42.9181867 32.8346133 5.00013934
2176.722 1631.246 3 3 3392.46833 2158.44133 564.908749
98.86126 113.9099 3 3 375.5781 113.35162 162.314815
2729.359 1849.666 3 3 3188.40167 2346.83067 265.01344
231.0223 204.4279 3 3 185.294967 212.682067 6.05208296
141.4046 130.9949 3 3 105.069833 128.8257 5.27727713
1359.369 1445.258 3 3 668.490133 1224.12543 149.071562
5003.459 5843.526 3 3 4299.14867 5392.95233 532.150908
176.9446 236.1922 3 3 125.607067 191.2386 9.0758671
202.4247 198.4146 3 3 86.8329733 180.5769 47.0544479
129.2838 130.5451 3 3 190.024267 140.005833 25.73358
325.2791 289.0269 3 3 389.971667 301.8152 50.925069
440.7418 439.7411 3 3 340.8679 477.479433 55.3372313
894.6108 558.0803 3 3 1379.12167 827.091367 243.259019
2969.005 2090.801 3 3 1681.052 2720.887 340.967597
915.7288 1051.426 3 3 1159.94333 1011.25293 40.6998424
655.2202 341.8031 3 3 226.5812 493.306833 53.900521
149.7743 162.5583 3 3 136.391733 155.192167 9.65111313
1701.373 2530.163 3 3 1219.61157 2018.25467 216.245256
116.9152 116.7097 3 3 134.3804 117.059233 10.7735077
116.9152 116.7097 3 3 134.3804 117.059233 10.7735077
2919.328 2650.472 3 3 1973.91033 2601.91467 185.298077
966.6544 1046.158 3 3 845.219767 1020.60347 98.6796847
1717.024 1812.818 3 3 1398.89967 1870.80533 224.499332
184.8356 133.2036 3 3 309.436567 174.687267 75.0924101
1005.558 963.9013 3 3 747.195767 1062.47943 141.386325
132.8997 157.5063 3 3 249.565 142.115733 65.5632948
927.2842 1127.74 3 3 727.563567 969.2997 49.6390401
176.0154 187.5918 3 3 153.442533 182.083033 16.8698118
625.9648 495.8799 3 3 437.3577 591.309433 46.8739594
726.0221 585.7595 3 3 1052.00467 752.102333 47.0882702
212.7293 168.3987 3 3 147.2054 188.123933 11.8772364
81.74485 37.8289 3 3 23.3833733 58.9148367 2.46127237
300.5527 322.821 3 3 440.625467 342.112467 29.4881057
135.808 135.0811 3 3 173.533767 136.021167 23.3624713

178.1297 161.7977 3 3 124.64258 184.5614 26.2599237
526.3177 592.9384 3 3 459.815833 541.129133 20.849462
345.149 319.3499 3 3 403.886867 340.931067 33.8940798

223.8279 261.9321 3 3 359.983267 221.162567 75.6108376
333.3145 440.0065 3 3 588.859533 429.971233 36.7092657
729.9715 704.5799 3 3 590.252667 686.354433 23.7390143
1086.067 979.4191 3 3 831.401 987.343667 20.84003
1145.615 1266.95 3 3 1716.843 1316.783 148.202273
1145.615 1266.95 3 3 1716.843 1316.783 148.202273
132.8023 106.2938 3 3 95.7793267 121.762767 8.50576364
82.17049 57.3299 3 3 40.10616 64.9642033 4.19023851



546.7444 669.7491 3 3 329.525467 549.1576 67.2389684
140.6652 102.2486 3 3 157.502167 123.9141 7.22516813
31.22668 27.60727 3 3 35.7876833 30.0492233 2.88926726
4490.915 5578.894 3 3 6302.59467 4633.957 553.180356
217.7233 207.8241 3 3 165.7206 208.818167 25.5321063
107.524 90.28268 3 3 116.637767 99.2263833 6.59043264

1541.414 1244.081 3 3 566.665067 1457.82433 523.972772
54.41372 47.43442 3 3 65.44148 48.8728167 9.06375291
525.0764 486.104 3 3 330.7758 482.955467 84.3062509
837.5895 1708.355 3 3 461.2239 1578.3365 130.421648
64.00179 54.79166 3 3 47.15105 58.2123767 4.7191073
466.8177 525.8843 3 3 782.267167 543.344767 121.486149
4658.416 3443.892 3 3 2872.71 4160.27233 492.006748
154.968 146.5129 3 3 713.101 150.434967 351.365268

37.90381 40.37149 3 3 27.2074533 36.4983533 3.35580705
659.4816 462.3431 3 3 755.880367 545.398967 82.766331
150.1781 106.8201 3 3 95.2515567 130.430133 1.33911294
83.53309 69.16422 3 3 54.0401667 72.7635433 6.83022584
1796.617 1711.988 3 3 1337.029 1704.05567 207.886103
569.3051 480.4608 3 3 449.494 531.6909 22.9373992
197.4337 185.3479 3 3 172.7561 190.371833 9.03165359
1663.679 1897.209 3 3 1431.91167 1746.52733 146.94829
241.1078 390.7316 3 3 123.859663 282.176333 27.9652141
2056.776 2018.069 3 3 1660.929 1946.62633 82.4117501
45.11878 47.33301 3 3 77.25601 51.1342433 13.9010227
1094.049 961.8108 3 3 837.0425 1065.77293 108.554565
8620.967 5938.357 3 3 5239.64933 7538.04067 256.477769
62.3599 55.27151 3 3 88.9155433 58.30707 18.7867445

162.8575 171.273 3 3 141.496533 173.077833 16.2419202
137.8543 146.7097 3 3 35.60943 117.66981 28.2242537
1142.159 1448.623 3 3 1023.01577 1314.93167 93.2956517
195.5735 156.6014 3 3 227.937467 182.0497 18.3695631
46.66901 43.35457 3 3 60.89478 47.7688467 6.47341283
3819.886 3766.234 3 3 3119.89167 3760.49733 395.949142
3819.886 3766.234 3 3 3119.89167 3760.49733 395.949142
2663.268 2606.304 3 3 1856.59367 2951.19533 409.838606
3672.604 3346.982 3 3 3065.85933 3648.301 220.83716
3586.347 4681.355 3 3 2852.431 4036.783 470.40295
203.6391 176.2469 3 3 150.839767 205.490833 16.0526251

132.61 110.1268 3 3 150.868033 122.897233 13.1615578
179.6003 109.7078 3 3 205.6506 148.273067 5.47671221
1448.196 1234.589 3 3 1795.76167 1416.896 166.612471
978.3759 1147.385 3 3 877.775167 1064.16363 80.4542376
320.7344 244.1418 3 3 191.2123 266.8113 6.42870877
3620.864 2597.434 3 3 2117.11367 3357.871 395.297839
2728.12 2650.538 3 3 2324.76 2710.15433 235.46563

355.1237 538.2534 3 3 185.070067 402.655933 66.1426735
138.6019 144.3546 3 3 98.1229833 133.5328 17.160574



2314.734 2550.374 3 3 2069.826 2565.47667 171.981256
712.3413 950.6983 3 3 630.966167 853.234933 61.501636
298.2226 259.6898 3 3 546.726167 327.6546 106.593775

726.7 851.0936 3 3 393.0634 707.5202 122.889174
16.67873 21.17108 3 3 12.5603673 19.93733 3.64122338
373.6474 378.1491 3 3 209.0524 338.9706 50.3502456
133.6503 110.7553 3 3 66.7915333 112.19155 19.4518784
246.7953 199.9632 3 3 137.843233 214.7537 39.421373
95.68462 77.10134 3 3 100.611933 84.7966067 2.09008924
22.88426 21.70458 3 3 12.944305 21.49228 5.14451203
5456.626 5515.777 3 3 4099.38 5986.07267 806.215343
1248.167 1252.277 3 3 1032.4136 1205.10633 75.0044657
121.5057 114.7304 3 3 78.32065 109.51744 12.2331319
2102.774 1870.394 3 3 1684.415 2052.466 163.703516
1017.734 1706.368 3 3 768.431633 1332.64367 64.6707514
20.95727 12.85405 3 3 9.03732967 16.06605 0.9592119
864.4232 730.7836 3 3 652.518133 848.003333 54.4591876
4441.552 6003.776 3 3 6623.76533 5037.58567 527.75508
1631.75 1711.859 3 3 1170.9347 1643.64333 289.949401

745.5935 737.1862 3 3 699.0455 742.253233 26.7542193
1655.947 1442.979 3 3 1820.08233 1597.91633 32.6936668

261.07 287.4349 3 3 207.716267 285.159167 42.8188309
208.0705 328.3348 3 3 484.521267 286.251967 104.463767
3464.083 2421.683 3 3 1792.96033 2897.64333 451.258637
2311.718 2603.514 3 3 1710.66567 2398.52567 393.642745
33.68024 31.37304 3 3 37.8538867 32.68763 3.02062614
159.0569 177.101 3 3 108.697933 153.189033 5.88566186
640.8448 434.2725 3 3 364.349867 576.635767 50.4264321
103.7473 162.8838 3 3 200.787967 138.157033 24.5829781
84.52042 77.07093 3 3 94.91084 78.8216167 8.75679192
513.3005 483.4426 3 3 412.4924 487.105433 39.9534164
20.64526 36.06798 3 3 871.4796 27.62932 530.421453
455.5982 564.2922 3 3 822.853833 552.018067 143.96907
295.6299 343.4983 3 3 497.324267 345.959533 79.9527464
67.01156 69.76538 3 3 59.3135933 67.7062267 4.95456276
1953.747 2185.474 3 3 1685.905 2072.58067 213.661353

891.21 663.7147 3 3 1176.33733 862.039233 68.1996581
121.0413 107.0816 3 3 95.9531267 118.601533 9.60486698
652.5463 515.2784 3 3 450.930567 621.178733 50.8637396
1190.558 1256.341 3 3 816.2441 1116.45513 14.9492732
355.7514 248.9137 3 3 422.656567 306.049567 49.8521054
422.562 392.8941 3 3 335.8234 390.448333 8.09274398

641.0384 672.6234 3 3 1011.3988 738.861867 94.7628498
1365.162 1609.63 3 3 3049.76933 1399.93067 1019.96615
4.860096 9.777213 3 3 3.330132 7.43336767 0.76527535
800.6802 767.5938 3 3 924.550033 796.510967 75.9195834
1808.06 2037.996 3 3 1721.27733 1925.75 57.7230185

27.99248 26.90804 3 3 20.2500067 27.24506 4.35660578



826.4442 960.2308 3 3 676.868433 853.630367 56.4222293
81.92133 78.24082 3 3 73.7826267 83.0541933 2.04608012
6492.682 4985.518 3 3 4196.90233 6218.70867 602.85244
68.86012 61.99911 3 3 55.71527 69.9962833 2.5678951
866.3181 1000.687 3 3 661.679967 1013.60637 159.321761
417.6145 402.0075 3 3 362.928733 402.508867 20.0214265
1474.054 1276.18 3 3 1146.012 1453.31233 96.7089241
1908.807 2599.833 3 3 1685.80633 2238.411 33.2403054
572.9614 650.3926 3 3 516.7264 645.404733 40.8000628
572.9614 650.3926 3 3 516.7264 645.404733 40.8000628
572.9614 650.3926 3 3 516.7264 645.404733 40.8000628
110.1774 100.4156 3 3 90.2317633 109.3594 8.48473676
214.799 198.4137 3 3 176.476633 201.0037 8.8142964

254.7626 240.2798 3 3 201.012767 237.0357 11.5427939
65.75006 51.53655 3 3 44.5596267 62.1836067 5.94095856
448.3745 605.4371 3 3 372.578833 546.127333 68.5178348
671.4459 707.9827 3 3 549.080333 686.932767 84.8307096
68.31783 56.41726 3 3 48.8103667 62.19576 5.98167005
308.7667 142.6427 3 3 568.896967 282.9395 125.721245
48.13799 43.72163 3 3 64.8526667 47.4561367 10.4184993
28.8424 22.77538 3 3 1.82629612 19.7777627 3.1562633

270.9938 227.5932 3 3 189.380367 244.259267 25.5354707
54.3388 36.16602 3 3 66.0559467 46.3013867 8.33848773

248.0451 229.2192 3 3 185.335967 247.770067 34.8313947
1805.326 1763.458 3 3 2763.54633 2019.19167 234.276897
53.89063 56.715 3 3 59.7632333 53.09015 1.03271592
661.9505 739.3381 3 3 602.565067 713.1697 53.9298082
300.4864 354.8961 3 3 477.4009 357.858767 47.2086969
15.11023 25.88494 3 3 157.95175 18.5308667 87.8154912
296.0173 287.0277 3 3 222.552633 273.3597 4.44862023
1402.953 1015.322 3 3 859.700467 1288.685 129.91716
21.39978 21.67834 3 3 28.2905967 21.22366 4.42848403
397.936 338.7184 3 3 608.413533 407.505467 103.094763

532.2515 493.3159 3 3 370.046767 480.7455 37.8553049
2929.536 2563.226 3 3 2089.36867 2646.705 246.376186
491.5384 626.8159 3 3 202.315387 504.406467 151.25459
340.8382 264.3065 3 3 203.114567 283.7668 8.56038696
1418.571 875.4955 3 3 717.6163 1216.73683 105.942203
532.8619 705.7517 3 3 372.034533 574.3082 52.9334728
481.289 448.2037 3 3 380.9311 445.112633 14.7123464

211.8876 185.6726 3 3 145.1506 189.600333 19.110587
706.1254 1238.171 3 3 1533.86533 898.021033 272.714566
43.46247 41.63837 3 3 29.03052 42.9903567 8.7465876
633.7636 560.8036 3 3 373.140867 544.544433 45.5224825
1630.315 1654.349 3 3 1337.22 1626.053 180.066206
588.1165 708.9993 3 3 833.8162 660.674033 88.8627039
8463.726 5513.192 3 3 4757.52267 7183.24067 252.516994
433.6071 373.6123 3 3 312.6691 390.4949 31.7399277



387.3606 594.18 3 3 1117.9705 527.3048 353.394698
9.306265 18.33598 3 3 4.834104 16.794275 3.21401165
2002.455 1757.758 3 3 652.7963 1638.13733 444.875396
223.4945 196.6719 3 3 172.9735 203.791 9.03226613
223.4945 196.6719 3 3 172.9735 203.791 9.03226613
347.5759 316.9446 3 3 266.243767 348.513333 41.0250029
161.9758 145.4023 3 3 119.8265 148.7303 13.8598848
4273.932 5110.633 3 3 5345.78133 4547.84133 131.979672
805.5736 881.1924 3 3 456.2918 776.300733 161.542432
45.64874 26.38739 3 3 16.6356033 33.6170167 2.3428256
217.0907 326.8799 3 3 424.9594 272.9221 79.034893
6166.393 4685.347 3 3 4328.92667 5581.28933 88.170094
132.6869 129.161 3 3 100.02665 122.829433 2.97256887
296.7777 248.7068 3 3 203.796833 259.283433 10.6584059
43.48341 41.93814 3 3 57.5803833 43.9208233 8.35914647
37.82539 28.0841 3 3 52.71215 32.45592 11.8405107
187.8255 156.6557 3 3 90.6858233 188.0549 53.0370809
955.2429 808.2344 3 3 1347.66467 970.275767 168.113819
1283.159 1678.818 3 3 1946.91267 1445.868 240.754012
504.9231 335.7003 3 3 280.503933 428.707733 38.112319
459.6541 687.6742 3 3 382.978733 579.8861 49.6321036

2045.6 2138.868 3 3 1576.24 1993.871 197.168778
79.58053 77.15845 3 3 62.62862 76.6760767 8.32019156
79.58053 77.15845 3 3 62.62862 76.6760767 8.32019156
94.70207 112.3207 3 3 85.7213167 105.624357 8.258108
606.3845 625.432 3 3 572.525733 629.3609 25.7792879
12.80697 8.795567 3 3 6.077779 11.5259257 2.51613526
125.7599 141.1754 3 3 149.1587 131.3061 7.39631768
689.7046 552.163 3 3 413.884133 687.742267 109.71574
114.5337 96.36649 3 3 66.8618233 98.1670067 12.3468781
1045.366 1129.461 3 3 1548.79933 1110.12633 272.174113
37.64274 35.90703 3 3 65.1861733 37.6202133 17.3989028
369.3287 306.2715 3 3 241.5921 318.6944 17.3729421
341.6097 425.9678 3 3 476.0107 362.497367 45.2178756
1377.558 1300.96 3 3 1062.51197 1279.14067 81.1005715
97.98779 58.39906 3 3 156.7644 84.31383 40.1075066
401.1347 350.8519 3 3 507.0729 389.155533 66.6702358

2479.1 2406.199 3 3 2045.91433 2370.53433 159.642264
212.7641 129.2867 3 3 88.6359267 174.9686 34.8297114
32.22227 39.42387 3 3 42.0074667 36.02398 1.1569311
859.0124 851.3295 3 3 1019.95907 863.998867 97.7376314
1408.218 1338.31 3 3 1060.07503 1457.57333 202.82741
216.2575 216.8603 3 3 126.293233 196.7155 28.5936864
3731.445 5541.176 3 3 2678.00233 4336.63867 144.352895
974.014 999.2036 3 3 1251.28967 981.013567 170.869122

67.92883 74.17043 3 3 58.2575433 69.38344 5.64415374
6.609398 9.669571 3 3 5.504047 8.369973 0.90192886
97.46176 85.14501 3 3 101.907267 91.7678433 1.70989716



590.1143 365.204 3 3 754.5485 439.578867 151.809333
46.65572 29.61955 3 3 67.8186567 43.3069833 9.47911438
1445.52 2045.453 3 3 2715.34433 1508.68433 574.28766

799.2689 937.0352 3 3 717.036833 927.849367 50.1318445
0.01075808 13.76228 3 3 665.811267 4.59965257 420.24414

226.5573 309.9595 3 3 363.806633 273.611467 38.2506838
76.10167 42.63568 3 3 106.300163 64.5485167 18.5519838
440.337 361.5987 3 3 779.850167 378.664167 249.06454

1122.399 676.401 3 3 306.0614 782.989267 39.8721033
1762.877 1566.356 3 3 1328.83333 1762.27267 194.289383
74.16652 61.99168 3 3 54.5270233 67.9729833 6.00678359
758.8049 521.3049 3 3 313.426333 604.228967 127.584869
3123.521 2950.61 3 3 2416.369 2962.10167 310.213033
259.4032 270.7669 3 3 551.878667 337.354433 54.1462289
712.513 730.0543 3 3 996.077933 734.9147 164.280277

179.2701 181.5364 3 3 148.2233 190.488533 20.4210433
231.7643 256.4407 3 3 195.590367 237.322767 20.3766423
155.4312 149.9978 3 3 136.5712 150.1304 6.86009507
4245.58 3679.519 3 3 3248.84067 4145.77367 381.105596

266.6126 215.7344 3 3 183.971167 246.1301 29.0744312
538.9075 516.2659 3 3 309.307867 624.620767 109.207419
322.3111 266.6829 3 3 217.111467 278.763667 5.07400246
75.58953 44.07636 3 3 164.381433 62.5907567 62.7166921
6.752405 10.14462 3 3 25.29807 11.660025 6.45597212
150.9621 231.8536 3 3 1301.8286 192.035067 705.956585
372.0633 181.4968 3 3 116.639133 268.3319 7.1657469
219.7547 262.1582 3 3 313.597667 247.546233 34.5241156
115.2336 87.40544 3 3 76.7022233 102.88618 8.80672368
241.3242 283.7194 3 3 398.334933 279.6877 66.2322021
2384.161 3155.075 3 3 1752.10233 2864.244 571.966562
147.5443 152.9545 3 3 132.5819 150.3523 11.0000856
513.4879 896.8095 3 3 277.4646 640.587133 66.0186253
193.3261 174.2646 3 3 135.999467 172.541067 8.48329475
321.0616 322.6497 3 3 266.708933 307.6057 8.37388277
374.3952 236.5827 3 3 177.204133 351.707167 34.9745368

334.89 15.99239 3 3 517.834033 123.4944 172.340438
1083.594 619.0269 3 3 1461.55033 966.244967 78.5726669
193.7692 110.4869 3 3 265.169267 151.972967 58.9662907
239.1822 209.7797 3 3 170.095733 213.4486 13.5339317
3154.599 2619.758 3 3 2380.33033 3069.85533 147.479588
728.6154 747.7222 3 3 612.1591 726.876633 69.865695
1016.426 977.0269 3 3 1341.422 1039.61397 176.53315
1251.695 1486.815 3 3 845.4602 1331.39833 279.249425
600.2291 659.1793 3 3 403.513333 583.6202 77.2571957
26.67492 34.96395 3 3 40.7647967 30.48734 5.05213201
121.9813 105.9272 3 3 133.080933 113.510067 9.5457695
90.26031 89.30518 3 3 112.005567 94.6275633 7.24388553
553.8701 514.4999 3 3 413.233467 507.6147 33.5661683



225.0511 208.9424 3 3 191.5013 217.417 14.4391325
5.883482 10.14363 3 3 31.7376667 11.8651107 10.5846893
346.1104 344.9396 3 3 5907.178 280.615767 3591.78951
781.6592 891.4478 3 3 1350.63167 921.413333 224.792182
342.4314 375.5699 3 3 746.931633 369.9698 239.451331
351.6526 328.984 3 3 395.9786 343.698333 30.8628318
349.8309 450.571 3 3 315.327433 404.0687 25.1510705
1403.882 1184.983 3 3 673.985 1148.18557 125.160767
31.84014 28.05236 3 3 157.197063 39.9723867 72.8446078
785.4827 842.0865 3 3 1443.04867 777.476733 419.723335
1636.433 1982.178 3 3 1287.4882 1819.15867 292.032709
358.3656 523.6612 3 3 307.711433 456.503833 38.6316737
197.6458 209.3678 3 3 153.072967 191.368633 11.0904205
1094.294 1029.527 3 3 916.888767 1047.376 72.6403254
67.52822 40.01111 3 3 33.39999 56.73517 2.62237224
154.7567 153.1229 3 3 138.288833 152.4241 8.61089564
838.6884 783.0797 3 3 890.695167 770.5305 15.8410537
838.6884 783.0797 3 3 890.695167 770.5305 15.8410537
1624.722 1768.322 3 3 1303.07533 1678.64933 227.213319
86.79983 36.3966 3 3 3289.48267 91.7849433 2045.36681
359.3543 452.1306 3 3 280.491833 382.3623 21.424516
994.6893 1151.548 3 3 882.5697 1086.21443 101.646536
1150.664 1334.971 3 3 949.532633 1237.69133 159.615978
1933.222 2267.457 3 3 2468.14367 2113.58233 151.971316
158.8434 150.6729 3 3 256.0529 167.909933 51.4915297
1597.485 1416.793 3 3 1645.28767 1479.768 28.7972025
359.9528 417.8102 3 3 282.451767 385.2676 58.8271978
2432.279 2672.127 3 3 1875.32867 2654.38333 451.075111
444.9955 355.7051 3 3 284.4574 385.578333 39.3923148
161.484 218.7641 3 3 101.64905 173.460767 21.557984

804.6162 777.0137 3 3 645.131533 825.262233 97.9014059
328.4667 479.4094 3 3 536.813133 410.579133 26.8528372
166.137 265.3269 3 3 1247.92143 225.819133 653.27286
166.137 265.3269 3 3 1247.92143 225.819133 653.27286

203.8813 230.4469 3 3 378.217567 254.8675 42.642961
982.1627 959.6656 3 3 1553.94167 1107.7421 160.064828
273.7728 311.3374 3 3 231.5437 278.880567 2.86565193
1577.248 2566.525 3 3 1136.0037 2064.78367 331.995699
7.609417 10.37114 3 3 2.5324437 7.89313667 2.51203289
893.0452 883.59 3 3 1092.012 923.468667 89.2447825
189.9232 190.5432 3 3 176.090967 198.4345 1.9152755
189.9232 190.5432 3 3 176.090967 198.4345 1.9152755
3001.912 5242.22 3 3 2164.629 3998.793 292.133321
3.788751 0.8333257 3 3 11.024341 3.2942419 4.41940521
860.3854 859.5906 3 3 667.118033 823.457833 77.8931136
1068.265 1391.301 3 3 965.298333 1222.298 31.1605887
4.18426 2.250823 3 3 1.15559487 3.80454633 0.96158973

183.1958 159.9507 3 3 195.6905 174.009133 6.39787959



175.2809 193.8233 3 3 148.865367 180.0291 15.9096412
74.42835 92.40492 3 3 67.0326267 88.0377967 6.09336215
429.7759 363.4633 3 3 1012.06853 418.1676 378.197817
430.8672 182.6221 3 3 552.673233 323.937167 72.7879912
480.593 602.0576 3 3 328.910533 543.666067 123.810096

161.0017 89.80284 3 3 67.66499 125.725047 11.1180964
384.7317 575.3929 3 3 336.546767 497.379167 26.25011
262.9591 260.0401 3 3 229.887833 261.2598 20.1012338
793.7654 604.8882 3 3 1176.53767 817.6332 47.783047
2349.146 1838.722 3 3 1524.40967 2139.62733 291.402235
71.24153 70.03431 3 3 62.04663 73.3075533 5.53419112
215.7814 273.7427 3 3 166.2383 240.0789 36.6923015
1099.304 803.0344 3 3 1580.935 1080.9918 175.308985
108.7348 103.1782 3 3 95.16548 110.368267 5.41815749
97.26617 92.35528 3 3 69.0722967 90.42023 11.1570672
613.0507 819.2472 3 3 548.6229 734.773533 51.508596
284.3275 383.813 3 3 551.03 336.9522 128.242969
456.4203 490.5834 3 3 309.076067 470.171933 102.003652
2293.427 3340.914 3 3 1921.68067 2797.656 204.8659
1731.075 1059.281 3 3 850.1944 1407.75667 123.706542
92.09894 79.19868 3 3 75.0046167 87.2571467 3.57060823
738.8357 741.7234 3 3 981.547533 694.188367 166.705008
3089.964 3703.794 3 3 2571.901 3331.40767 362.814212
3927.36 3957.405 3 3 2854.05067 4100.32767 753.440673

244.7385 175.2902 3 3 450.056433 264.534767 64.2088483
1629.938 1545.82 3 3 1956.932 1661.414 134.744447
655.5488 823.299 3 3 502.578033 702.821933 74.4768721
30.9315 26.56038 3 3 41.4677033 30.1735933 6.47501726

1002.337 670.0458 3 3 1327.60133 932.486933 96.0534463
86.84524 83.30487 3 3 72.9658533 83.6178333 6.12241568
1334.586 1515.946 3 3 1191.78467 1424.411 119.134419
97.92336 113.757 3 3 138.216 93.9097 17.9906954
240.425 226.9049 3 3 94.2502167 285.288867 84.1480268

288.5677 291.7957 3 3 355.1267 301.318933 28.7292329
361.3548 407.5014 3 3 327.6921 386.8559 30.0143599
630.1209 807.1993 3 3 547.174567 788.991667 39.5258972
397.1513 508.3462 3 3 714.1252 404.071967 172.226658
2108.489 1893.637 3 3 1829.75933 2014.93733 45.8376125
2856.35 5163.613 3 3 2064.16267 3924.021 285.886572

1751.283 2466.606 3 3 2718.54033 2100.93533 173.497039
433.5596 579.2562 3 3 641.998333 477.0001 58.2377613
219.9595 244.0426 3 3 285.6004 225.952633 34.9465843
137.0291 263.7373 3 3 81.0742967 201.345567 44.551752
67.88954 66.9807 3 3 137.620123 65.5079733 46.3276136
673.991 396.3256 3 3 305.123367 573.048733 78.7582327

20.38908 21.34961 3 3 148.589883 21.1459867 82.0946219
304.2094 202.0569 3 3 45.3759233 203.088067 14.183097
3194.03 3284.952 3 3 2245.18733 3464.502 680.606493



697.8475 801.5023 3 3 362.825367 667.4032 124.596852
661.481 877.0299 3 3 514.283567 742.696 89.0574087

1110.322 1081.162 3 3 790.6119 1134.784 210.720564
49.74706 35.56485 3 3 54.77968 39.0217233 3.63445572
1129.075 1363.592 3 3 3287.40833 1184.809 1346.03071
715.1923 701.2715 3 3 636.0371 712.094733 48.0681316
69.09795 72.48222 3 3 46.9191033 77.6881933 15.7416612
69.09795 72.48222 3 3 46.9191033 77.6881933 15.7416612
175.7548 130.4215 3 3 209.1602 163.456 5.64723025
353.0373 299.5978 3 3 744.167433 372.9899 223.654046
211.5863 331.8489 3 3 487.430267 291.693167 105.444858
110.2536 107.4772 3 3 97.45226 111.7409 7.62754112
2575.798 1871.925 3 3 1295.93097 2303.28067 528.501987
202.9364 182.6555 3 3 170.537833 189.199033 1.81116464
1267.696 1734.445 3 3 2004.65533 1443.52267 258.174363
291.8678 192.8202 3 3 162.936567 243.376133 15.4144835
1771.66 1501.718 3 3 1359.78467 1720.373 122.112382

2985.515 3729.948 3 3 2652.35467 3412.65533 305.327998
633.4074 558.4187 3 3 253.362433 766.485033 144.935872
433.2669 591.8988 3 3 339.434767 582.9363 59.7079866
139.1787 122.4875 3 3 111.831167 135.827333 9.77093918
2335.815 1695.974 3 3 1279.3951 2155.51133 399.029509
222.1666 123.1203 3 3 309.775167 197.289033 31.6616703
534.7407 752.275 3 3 393.412833 624.562567 96.8352674
269.0304 302.0342 3 3 233.899967 286.085367 29.3728883
218.6458 139.5407 3 3 319.9212 198.777367 58.2764204
1395.049 1798.614 3 3 1227.57433 1572.62767 84.8573596
3010.903 2597.955 3 3 2222.42433 2716.29533 189.325971
2712.741 3431.802 3 3 2309.323 3000.87233 234.574725
2.901181 0.07247751 3 3 19.6826767 4.41743617 8.33757798
1542.877 1086.655 3 3 1761.516 1305.93 185.526425
375.6177 461.7597 3 3 531.154567 433.760433 37.7531509
397.5096 587.5545 3 3 339.004333 505.9314 45.5147729
109.2431 0.00850945 3 3 237.744933 66.2666198 94.3136933
305.4583 323.4342 3 3 592.1932 358.573733 129.928466
492.8591 378.3078 3 3 316.4667 423.0213 31.4964957
14.04097 6.475441 3 3 4.69381767 10.815887 0.65243324
946.1478 671.8584 3 3 500.835433 849.230733 164.609552
231.6247 228.6034 3 3 202.689733 224.720767 10.6506664
69.08487 52.64792 3 3 74.22312 59.3697567 4.24362903
285.9715 219.893 3 3 412.741967 281.5181 60.5081905
4068.273 3451.153 3 3 2214.09767 3378.66467 191.393336
10.17733 18.56213 3 3 29.0085467 15.9437167 6.81264208
186.0231 222.4346 3 3 155.5696 195.365233 9.77646828
139.763 118.1878 3 3 111.119733 128.5737 3.26802121

572.8811 502.3857 3 3 303.592133 477.902033 27.9849561
448.1987 456.0393 3 3 563.951467 431.305267 77.8306138
3032.987 2624.417 3 3 2324.08867 2913.69333 286.851571



155.8053 90.62119 3 3 53.7129133 154.261797 16.8178102
490.6553 446.2295 3 3 545.047433 480.199 29.2329295
257.1335 155.4127 3 3 729.1728 239.672933 307.418032
50.02519 40.9577 3 3 55.0792867 46.4547867 2.80246043
382.4466 458.0471 3 3 581.5723 437.0625 80.5070595
218.1888 178.8542 3 3 158.764867 198.565267 16.6603692
102.1361 101.7927 3 3 94.45139 101.038633 3.94965589
518.1833 852.1248 3 3 1183.228 738.069367 216.455067
135.5923 119.0966 3 3 208.3565 135.811567 43.8767234
1981.641 3103.951 3 3 1286.5004 2469.298 505.950456
361.5154 277.0531 3 3 219.259067 302.990667 19.0351065
2438.664 2080.052 3 3 2669.45233 2293.69533 153.549945
139.8474 113.0555 3 3 104.29524 126.556333 5.34174041
701.0508 609.2184 3 3 482.2921 621.4848 51.2840532
1151.924 1346.477 3 3 1075.263 1290.441 69.8400978
129.8199 65.09808 3 3 44.1653433 115.01816 11.676597
197.8856 157.1507 3 3 122.8871 170.223333 19.1546552
608.0448 770.9344 3 3 478.350033 661.3033 71.0542955
2699.926 2889.713 3 3 3972.73067 2925.54533 632.975935
1229.899 946.1673 3 3 724.9848 1209.45443 185.253791
123.6541 50.94342 3 3 187.9006 105.17574 24.4581911
123.6541 50.94342 3 3 187.9006 105.17574 24.4581911
89.60373 73.62035 3 3 113.63692 75.48378 20.8757474
1355.658 990.8425 3 3 2236.17033 1149.30817 679.733071
211.5611 146.8613 3 3 312.518933 211.2843 13.4223731
1699.958 2319.455 3 3 1396.91233 1933.10967 86.3681105
2758.595 1879.332 3 3 1303.09757 2338.691 506.957357
124.381 50.8185 3 3 188.885533 105.9045 23.251778

99.81206 82.53144 3 3 106.490567 88.04892 6.26616421
1110.332 1734.057 3 3 931.590467 1432.17967 89.1778054
352.1685 326.4174 3 3 242.705333 364.0303 64.7799393
233.0506 254.4089 3 3 373.6728 247.608033 80.8275526
832.9935 754.6904 3 3 1227.37267 897.469967 109.981273
174.5389 160.7223 3 3 111.895597 196.328467 22.0378555
231.6015 261.7204 3 3 449.497533 267.749167 111.183764
32.70351 34.77459 3 3 15.177276 30.5099 8.17006428
284.2359 366.5149 3 3 188.388267 305.341867 53.5818408
414.391 591.2325 3 3 290.1087 475.051433 65.5189787

28.81384 28.10995 3 3 38.6188433 28.0566767 6.81397937
56.62394 121.1445 3 3 32.33019 88.19723 16.5652139

1246.5 1540.724 3 3 1645.69667 1397.50467 65.5538006
1315.679 1456.749 3 3 2342.30667 1376.953 622.804745
733.4622 924.7717 3 3 651.3921 866.749033 78.5566827
190.8574 170.4171 3 3 137.991133 170.575667 6.3286951
817.2472 1948.015 3 3 208.6687 1203.59483 46.609698
1318.312 1178.499 3 3 1366.77933 1226.11533 44.474921
42.25708 61.81717 3 3 32.9217967 52.7633933 8.31045496
33.80213 35.93827 3 3 46.21826 34.4923133 7.51936818



2812.354 2524.652 3 3 2240.55533 2771.801 258.08487
1124.027 1464.06 3 3 887.808933 1315.046 216.652155
303.8459 99.04316 3 3 41.74124 237.079453 42.8960484
1015.059 1007.981 3 3 806.091667 1104.66633 108.007664
1454.268 1905.874 3 3 876.555133 1492.338 60.669327
553.8465 624.2907 3 3 470.8556 654.2043 15.8950391
2457.089 3355.615 3 3 3629.35067 2719.73 209.114982
1246.191 1112.024 3 3 1006.53543 1254.36867 67.0741924
249.7089 229.7168 3 3 314.192833 242.914933 44.9467051
84.72097 83.28944 3 3 63.12071 81.4081267 10.9928271
559.3024 586.934 3 3 735.6854 557.871833 111.79675
123.4058 103.5021 3 3 87.1141167 115.083933 14.9760648
2041.694 1996.236 3 3 1759.31133 1955.34933 60.1865513
652.6733 996.8995 3 3 463.5053 772.440333 50.867567
460.7263 427.6734 3 3 275.0502 453.970133 114.053971
658.1207 530.6233 3 3 490.185267 592.4008 18.7838578
1519.581 1183.711 3 3 2144.55733 1518.26267 234.103411
178.8817 140.4582 3 3 98.1157967 149.1679 20.1237643
1729.896 2113.038 3 3 1487.455 1859.65667 102.899095
571.2986 647.1215 3 3 448.303167 612.678867 99.9326066
179.7146 137.4093 3 3 279.691033 162.539 72.992959
97.32462 72.76759 3 3 114.1718 83.1753633 15.6965738
377.4297 281.9023 3 3 227.006233 366.151733 44.0439603
10.85851 10.51032 3 3 25.6626167 10.6135 9.80177407
191.4046 174.6292 3 3 164.229867 181.637367 7.249042
281.5743 293.4375 3 3 246.271333 300.872233 26.3513547
125.2721 102.1144 3 3 92.0236733 121.867433 6.61824339
255.4733 183.5506 3 3 134.091433 247.0753 43.0345552
207.6958 292.8525 3 3 183.760967 255.0694 16.7038816
120.6732 89.11295 3 3 74.0787133 101.773887 6.91465397
979.4518 764.8207 3 3 1246.264 909.4809 180.367703
991.3941 906.9874 3 3 1324.90967 999.258833 189.225595
221.9708 144.4003 3 3 75.2804533 162.819867 22.630576
3.607739 3.937349 3 3 2.87908167 3.821286 0.58609338
166.6701 178.625 3 3 206.455767 174.7599 19.4557227
927.6996 749.3365 3 3 467.759933 747.7406 26.3247653
77.20361 182.2151 3 3 322.023333 118.154823 120.597082
2989.76 2916.868 3 3 2419.90533 3160.20467 321.984046

1259.809 1622.363 3 3 850.5469 1718.51567 239.333395
222.2536 267.721 3 3 329.594667 240.4592 52.9963773
158.0917 63.50846 3 3 224.0052 125.88972 34.4146219
146.9647 165.6662 3 3 128.060867 152.301467 10.712098
400.908 466.6577 3 3 627.6622 459.536633 94.7807493

168.9875 216.7953 3 3 328.3366 222.286667 40.4175447
433.33 427.9083 3 3 340.672067 407.0642 14.452382

407.8985 429.0117 3 3 465.197433 409.515333 31.1758138
1078.155 943.7209 3 3 736.866133 1153.7583 92.0017071
43.30634 28.07156 3 3 21.0277133 33.7870567 0.78018787



680.4203 728.6479 3 3 592.910033 708.638567 71.3101024
586.668 420.3325 3 3 951.4564 594.672967 149.955532

3171.337 1818.536 3 3 1356.764 2425.35633 124.720124
2177.924 1728.962 3 3 1627.80767 1993.666 43.8408544
2422.731 1312.062 3 3 2822.737 1910.43667 203.794095
310.9453 219.3858 3 3 151.554267 243.4251 9.62344876
395.1762 1513.58 3 3 3440.97767 758.3609 1627.09241
40.85696 113.4663 3 3 1306.3365 70.48512 807.100354
681.7198 673.4413 3 3 1212.41867 800.278367 165.673106
840.2853 1142.419 3 3 1329.78967 942.510067 184.820584
55.68702 50.30235 3 3 46.4689167 54.6819067 3.6136974
123.0339 142.2137 3 3 50.20932 111.629657 14.1427869
3714.554 5092.681 3 3 3284.18133 4396.59967 234.094551
144.0218 103.7527 3 3 78.7058167 117.664567 11.3230577
182.3575 161.8963 3 3 147.610033 172.5057 12.659747
89.74934 85.03543 3 3 71.9648067 86.2398633 8.81580177
89.74934 85.03543 3 3 71.9648067 86.2398633 8.81580177
60.63663 60.46564 3 3 97.1881 67.4415867 15.3793034
68.38151 46.2489 3 3 26.2596767 51.2746667 6.02179269
1044.821 1154.706 3 3 1633.02767 1170.79933 271.003539
2062.554 1813.907 3 3 1483.657 2144.24867 210.529219
352.5261 223.1068 3 3 178.622867 294.372167 37.8557809
286.2068 253.0445 3 3 232.029733 266.644133 14.5931266
68.10397 66.46679 3 3 49.2944 73.4566367 11.65749
898.7208 969.4958 3 3 1363.729 874.7996 301.495287
1277.828 1449.683 3 3 1651.24767 1349.14767 176.606456
237.3875 253.3901 3 3 444.8175 295.917567 42.4747015
18.78538 9.333055 3 3 22.87998 14.9924783 1.33716807
1164.498 1531.45 3 3 1884.17533 1375.97133 273.844973
1310.562 1112.741 3 3 900.396933 1261.48633 197.020541
108.1642 51.35159 3 3 200.733133 92.0401633 61.8071571
588.6969 694.016 3 3 1004.45 701.742 160.2844
145.3611 162.3123 3 3 117.6342 146.957333 12.4888249
2280.666 2138.033 3 3 2922.34767 2343.089 292.513286
2280.666 2138.033 3 3 2922.34767 2343.089 292.513286
2280.666 2138.033 3 3 2922.34767 2343.089 292.513286
1989.486 1541.051 3 3 2896.073 2006.89367 339.260803
1524.185 1679.743 3 3 1310.93667 1700.25633 173.944938
82.53067 68.75471 3 3 59.3488267 73.5696233 5.17682668
1542.948 1210.796 3 3 923.053333 1559.02367 217.342341
642.6085 848.4637 3 3 574.479 747.447767 47.8962537
240.9242 415.4579 3 3 177.9311 319.3796 27.9013731
790.1882 647.5039 3 3 589.396933 752.085167 54.8932131
138.4875 108.7032 3 3 178.751367 125.1615 31.7924069
683.7035 661.5771 3 3 536.300267 660.712867 78.3165045
31.42926 33.60116 3 3 50.9570367 32.16636 12.2847425
1171.698 857.6133 3 3 659.7054 1090.3261 195.58268
210.5246 249.2165 3 3 145.061667 211.504567 22.8235714



1219.147 1399.314 3 3 1042.26267 1349.464 166.731725
69.60582 59.54996 3 3 37.5834867 58.98201 8.86779007
1306.525 977.3294 3 3 1526.70333 1207.16413 65.2733436
1566.279 1523.237 3 3 1912.855 1620.59267 138.574003
80.65057 129.6776 3 3 230.121567 123.487823 57.5087228
99.12404 88.7046 3 3 81.0535 92.4009467 4.6538268
172.1927 240.667 3 3 353.4249 213.057933 84.9470129
357.658 279.5955 3 3 381.3779 316.766133 16.4812873

402.8242 351.2553 3 3 305.6533 362.790833 11.7463962
230.7247 221.1577 3 3 559.712 276.929067 163.595049
1027.092 750.9457 3 3 1492.03533 956.5009 302.26424
99.11437 98.93223 3 3 145.476 98.5678667 30.8488865
452.251 287.29 3 3 222.038967 377.331833 58.8631851

28.80572 34.18287 3 3 19.54041 28.63187 1.99521671
45.64907 30.19537 3 3 63.5818367 41.52398 10.5903443
1661.016 2561.407 3 3 1212.95933 2015.739 221.811923

1480.2 1271.341 3 3 1759.62733 1461.25633 75.7889027
529.6216 595.8174 3 3 949.007367 643.644833 140.216181
249.8963 313.6887 3 3 231.249533 285.317633 14.5623153
240.6845 218.9304 3 3 182.012633 218.063167 5.57535655
159.5237 121.7604 3 3 194.477533 149.150267 17.7969185
154.7813 115.0614 3 3 104.96265 136.813833 5.88296765
199.7591 113.3001 3 3 224.8617 155.8872 13.8986734
4150.321 4177.715 3 3 4036.19867 4194.61433 88.815965
2117.976 2812.737 3 3 1406.27833 2268.667 293.208284
14.29523 5.466295 3 3 412.563767 9.62153 265.411892
235.6734 197.6834 3 3 176.5885 230.363633 18.2419735
4294.799 6770.499 3 3 3280.69467 5318.69 365.983273
829.0114 684.7995 3 3 1119.32053 805.235967 175.048414
112.9975 141.1926 3 3 82.7240533 134.696767 28.3079204
2396.972 2596.781 3 3 2250.891 2616.13533 72.9337085
332.415 362.5786 3 3 305.987867 340.7225 12.6148857

184.5192 171.3514 3 3 225.9478 175.1275 32.4923488
1098.673 1332.008 3 3 832.500933 1131.9716 67.3793399
8195.671 9208.796 3 3 6239.84667 8316.145 1082.15111
1221.258 1168.331 3 3 1768.91533 1296.10433 256.418445
196.3535 161.6486 3 3 131.899767 170.990333 13.0802309
185.2249 183.9021 3 3 154.0293 198.348433 16.8569753
91.68685 74.50797 3 3 135.4241 86.60424 30.4382626
7275.084 6371.16 3 3 7840.323 6688.52067 564.631408
16.49731 15.2464 3 3 13.3847133 15.8341267 1.48865749
895.0627 1000.996 3 3 664.5675 875.658033 29.6423651
157.7162 164.7741 3 3 108.1743 147.4998 9.6934301
213.7445 191.3134 3 3 152.4239 193.8396 19.8593249
285.756 701.8118 3 3 74.9595633 435.151967 53.7587491
344.411 197.9529 3 3 143.73397 315.655467 39.6577267

1043.558 1018.754 3 3 683.3576 1181.90467 199.753258
389.0589 693.0101 3 3 279.8992 543.022667 83.9792576



907.5449 850.6004 3 3 790.624233 902.632533 54.7104672
59.23618 62.71386 3 3 172.330903 64.7885667 70.6759493
12.14616 6.093202 3 3 18.20084 8.51456867 5.53598536
492.1046 295.7943 3 3 667.5624 441.304267 77.201601
291.093 420.0114 3 3 729.0886 425.729433 145.64298

375.4373 163.2224 3 3 67.5540967 243.0135 9.71252894
1061.63 1157.654 3 3 937.173033 1144.26833 113.228758

406.9632 311.7139 3 3 1118.49223 366.9971 494.223616
139.1307 156.3507 3 3 116.875833 145.237733 16.0772151
2187.11 1718.193 3 3 1504.238 2061.73367 212.399745

1065.904 947.5986 3 3 566.295 903.767433 120.162594
1410.306 1578.411 3 3 1317.70533 1518.78233 93.8993037
476.9298 464.669 3 3 381.494833 454.228767 38.0993384
159.3552 124.2184 3 3 203.8722 146.783967 32.2725236
655.124 861.0762 3 3 310.98034 831.7648 302.844775

966.9163 1332.786 3 3 585.9277 1029.56183 95.9620807
1582.447 1070.111 3 3 1781.851 1347.77367 124.14662
874.505 1018.458 3 3 599.3026 857.3799 11.7771771

246.7277 285.0056 3 3 407.1991 287.758667 66.6416186
940.6572 949.1536 3 3 1444.78467 1069.10927 124.457211
873.3095 854.8477 3 3 4113.956 846.285033 2162.14282
1400.053 1781.964 3 3 3131.937 1650.52 956.041385
84.65446 82.47757 3 3 74.0961867 86.4432 6.38415801
2087.338 2350.237 3 3 1767.60833 2308.45167 294.505552
1125.954 1079.606 3 3 568.294233 1020.79173 262.751098
972.1224 1298.207 3 3 2064.64167 1168.4968 567.518848
2126.898 2176.879 3 3 1786.55567 2156.92967 243.774002
21.55688 16.23034 3 3 10.6703717 17.82317 3.44925347
493.7792 590.4114 3 3 683.654467 539.4468 82.2257818
45.89718 30.54033 3 3 53.8291333 40.14214 3.47533077
3832.376 5129.308 3 3 3378.157 4479.33 333.728265
1751.936 1537.854 3 3 1435.46167 1738.04667 51.7232581
80.34715 62.65124 3 3 144.434267 79.1046867 40.2568075
9449.666 8210.355 3 3 7494.47 9027.79267 728.786937
976.2711 892.5515 3 3 1275.942 1006.07453 121.801527
93.2201 79.33021 3 3 106.546667 87.4294833 10.4095728

485.3517 448.7981 3 3 365.239233 480.906067 70.505491
834.6854 623.7186 3 3 970.630167 755.936033 83.5738142
125.6349 127.0865 3 3 115.1192 127.738967 7.98592821
187.9567 179.0945 3 3 205.700267 180.806667 15.1845376
184.5204 202.8675 3 3 162.0657 186.697933 5.98090058
4138.291 4401.349 3 3 3848.98833 4374.57233 266.905151
1182.072 863.08 3 3 1771.84967 1197.796 165.401671
4886.915 3132.38 3 3 2224.57233 3738.89033 137.281172
910.0043 846.594 3 3 767.7219 874.7254 63.1943258
1257.57 1238.408 3 3 786.1988 1194.04333 253.717521

93.11576 83.34222 3 3 99.3442967 87.3761133 6.08203431
258.0416 274.9482 3 3 223.836067 263.321433 24.1876713



352.9064 425.7268 3 3 520.444533 388.465733 79.6536045
2477.388 2406.575 3 3 2922.80433 2439.34333 318.886159
417.2952 547.3763 3 3 299.83 448.5292 45.7039823
464.1519 337.9856 3 3 242.580733 405.994533 87.8672125
722.099 937.2198 3 3 506.309233 772.140167 98.2983084

284.6683 219.0757 3 3 203.829367 255.828967 8.34584574
3395.795 3260.228 3 3 2882.709 3536.876 230.777173
936.1336 837.241 3 3 1008.5271 865.497433 72.3219058
1083.257 1603.532 3 3 924.649933 1322.63333 30.2796661
206.669 215.8314 3 3 230.254467 200.125967 2.89106257

375.1919 391.4718 3 3 286.493767 392.0408 67.9940986
2392.949 1819.896 3 3 1636.428 2296.8 40.806246
64.12377 60.78193 3 3 135.380233 79.2459333 23.2864366
7541.104 6684.569 3 3 6351.97433 7161.372 314.354827
1581.999 1405.22 3 3 1178.8271 1606.62867 186.359582
46.7654 51.54757 3 3 37.0878967 52.5866633 8.06992399

96.61535 67.97561 3 3 168.3593 103.335153 18.30771
1848.964 1816.456 3 3 1997.33767 1816.10233 115.883483
90.20316 65.02175 3 3 45.63675 93.0964033 10.8651387
16.54788 21.00728 3 3 13.0124167 17.82456 1.59470478
164.8771 98.51834 3 3 491.537467 150.96808 221.593545
129.7552 203.3719 3 3 64.88819 223.465833 7.6200846
1049.032 1344.086 3 3 1525.08367 1210.54833 146.444511
418.8049 296.8021 3 3 214.578267 351.572767 66.8651466
374.9332 468.6571 3 3 344.504533 417.4164 10.0884189
606.6108 1013.951 3 3 1927.967 705.3588 766.65788
513.2631 500.0488 3 3 606.520167 497.6869 70.4526387
318.2176 324.3898 3 3 421.988433 346.361467 25.3226363
544.2393 391.8443 3 3 767.236233 523.0352 107.478168
942.8807 810.5139 3 3 315.5532 980.2162 399.140145
272.0542 294.657 3 3 342.0093 282.868367 37.7121673
1027.087 1003.596 3 3 695.628167 928.247167 33.2402349
113.7042 123.7795 3 3 158.994833 122.2727 23.1424933
290.9418 346.4679 3 3 417.174667 320.282867 58.2054546
1030.498 1055.303 3 3 1172.03033 974.320133 55.5736258
1099.57 1074.317 3 3 1001.97313 1113.248 57.1081819

480.0865 554.3796 3 3 409.933167 538.908433 67.7991752
585.2653 569.8209 3 3 397.806533 608.639467 129.542376
45.18415 38.87836 3 3 55.31117 43.76886 6.33808641
470.6642 659.3923 3 3 384.557233 566.708933 76.3194228
821.7389 745.2676 3 3 609.394667 866.5585 85.0432932
2134.265 2565.933 3 3 2008.31033 2337.69967 34.2252272
85.97482 95.22952 3 3 77.9649567 88.0015667 1.75286998
587.4489 389.19 3 3 1014.18803 531.337833 297.07718
171.5126 152.8179 3 3 385.804233 159.708533 150.390464
3316.193 1916.212 3 3 1479.66267 2551.997 94.1640317
513.8104 607.0471 3 3 212.54194 566.802533 231.317231
94.68815 83.56783 3 3 98.47495 88.43149 3.53349847



596.1168 686.3788 3 3 507.838 626.936267 60.4825437
2444.519 2646.352 3 3 2097.57633 2765.90767 206.684641
154.8065 156.3479 3 3 114.704447 147.8311 17.5399816
453.6305 613.8325 3 3 829.3233 533.071167 180.653226
2184.02 2197.483 3 3 1695.701 2134.27533 275.657537

606.3348 648.0533 3 3 317.6618 555.5675 96.7836325
457.8638 406.9467 3 3 323.0295 405.423767 13.8027601
1222.213 1456.489 3 3 1042.83933 1317.99333 136.453268
742.2026 1046.316 3 3 570.2678 876.956833 133.652082
176.9986 166.3933 3 3 249.8687 188.818567 27.42792
4784.662 4164.022 3 3 2440.30267 4020.222 629.922817
968.6632 690.2139 3 3 368.979667 727.735667 83.1392199
175.4681 159.8607 3 3 100.19301 149.362867 3.35082602
56.71164 49.47092 3 3 67.2900833 56.57188 1.32525239
70.49121 116.2163 3 3 689.6091 92.7523733 397.832571
112.607 99.96204 3 3 92.0333433 111.283013 7.08890305

112.6706 127.5285 3 3 92.51013 135.0258 9.08400838
1130.53 1334.225 3 3 852.4702 1212.64767 215.285763

2421.404 3976.7 3 3 1352.17063 2874.61533 337.325001
19.94268 29.36317 3 3 18.0088133 26.3264033 0.5345124
3495.938 2034.396 3 3 1586.97267 2703.57767 105.625069
181.2532 166.1023 3 3 145.014867 172.346167 16.454908
2201.347 2076.692 3 3 936.2717 1914.54433 521.780961
658.8966 832.8508 3 3 1498.058 793.964333 454.822368
1319.176 1049.991 3 3 1726.484 1279.46267 210.084039
1844.484 2309.366 3 3 2431.04 1979.37333 92.4870603

1254.3 1537.728 3 3 2129.01033 1392.66167 471.319759
133.512 134.8488 3 3 151.363733 131.495867 12.4263281

66.89094 53.24465 3 3 98.55967 69.7543833 6.55227277
103.9759 116.3438 3 3 42.9941667 97.9314833 29.3703473
401.787 241.3644 3 3 192.909567 314.8067 8.55622079

3000.529 2752.878 3 3 2485.59767 2839.09233 190.597248
3475.625 3647.698 3 3 2522.98167 3277.12867 65.6453321
187.0444 134.4229 3 3 120.315767 163.7886 11.2171861
54.98304 61.53582 3 3 50.0055133 56.8922 2.21170145
2930.801 4778.1 3 3 1865.07733 3635.219 637.005511
2259.369 3177.453 3 3 3643.79333 2808.889 277.415019
219.4082 313.1779 3 3 152.793467 252.044933 40.0693811
4067.51 7042.163 3 3 2584.74367 5115.89 282.560951

116.6368 230.6086 3 3 299.8744 184.935033 47.8230764
800.0441 624.6411 3 3 548.902567 780.01 50.0008393
1910.808 1741.166 3 3 1495.63333 1899.48233 222.868177
2257.233 2201.018 3 3 1787.90867 2281.94033 316.591468
112.6857 142.9144 3 3 81.5725033 121.953633 19.9980033
196.598 176.836 3 3 157.322767 186.381067 16.7509672

2142.051 2442.659 3 3 2624.969 2308.914 146.199841
130.4596 135.3871 3 3 60.92393 117.589027 26.9853607
129.7592 115.931 3 3 108.395767 124.416333 7.73862596



238.5444 238.2511 3 3 175.425933 221.891133 12.2841091
406.4639 271.0712 3 3 238.193933 359.5036 26.9846441
99.23104 94.35635 3 3 158.088867 105.957997 31.0077124
151.826 174.981 3 3 125.062153 174.7455 24.2408371

370.7227 355.5767 3 3 271.0397 340.8082 25.1087926
99.28806 74.24583 3 3 132.947633 95.6315633 15.252101
1535.904 979.0082 3 3 794.676333 1312.20007 183.755736
105.6278 107.7655 3 3 82.9901733 110.9524 17.1985164
862.552 777.0297 3 3 908.023967 810.146933 46.8692274

270.8688 418.5259 3 3 166.870167 312.0516 28.7260078
35.2265 35.72844 3 3 30.98495 36.2972433 3.25647167

759.5967 993.7594 3 3 612.891367 830.810367 36.5165661
1100.982 1449.421 3 3 544.044433 1091.5813 57.8582586
3220.197 4574.109 3 3 6156.58333 3994.89767 1270.90048
457.0099 521.4444 3 3 668.905233 535.907433 19.5695793
177.0504 156.2481 3 3 132.0353 174.392767 22.7869549
448.8789 446.0066 3 3 713.816 454.473133 173.566342
368.8869 287.9104 3 3 263.064533 329.536333 18.6074947
43.94366 42.6348 3 3 17.81826 36.98368 6.75919799
750.9252 967.4689 3 3 688.0268 851.381767 10.5414445
48.80128 38.73932 3 3 34.8226433 45.9852533 4.01361585
114.753 98.93391 3 3 175.777867 113.369403 39.5631926

1034.467 972.6283 3 3 1844.46733 1071.4531 504.54867
194.6508 181.6461 3 3 246.7621 198.262533 26.6717246
3768.665 5445.293 3 3 6545.75133 3720.14467 733.218208
543.2225 533.3774 3 3 642.413833 507.8044 73.2029883
4.106173 5.708477 3 3 19.8866 8.71971 3.46495327
135.6039 105.5319 3 3 95.3621267 119.2827 5.20473146
172.6263 163.8149 3 3 190.364133 166.156733 15.2413553
403.0655 899.7544 3 3 293.473133 675.3191 49.3801969
1234.158 1688.354 3 3 1025.71207 1480.665 202.088099
114.6635 129.215 3 3 629.4677 112.755607 347.016671
308.8378 269.0455 3 3 347.237733 266.625233 32.3846626
263.2525 219.8996 3 3 195.856767 235.307667 10.7860996
32.02936 41.4307 3 3 28.1333333 38.52781 4.13356662
2305.668 2090.974 3 3 1957.04933 2285.049 120.767346
708.9964 491.601 3 3 783.9587 607.030833 47.0542412
43.49833 53.18737 3 3 37.4996133 47.81061 4.87951148
68.56561 80.56168 3 3 61.6392233 73.1112767 4.15801488
3468.43 2003.123 3 3 1561.78733 2671.57967 92.9032951

498.8263 594.8851 3 3 425.107067 605.5839 45.8091777
1193.346 984.9399 3 3 787.054233 1039.41543 102.83818
835.4582 781.0231 3 3 1030.8096 856.574567 77.4932944
459.2197 334.6084 3 3 751.4825 381.085267 239.907233
2839.506 2765.358 3 3 2277.71733 2917.197 380.11668
508.8524 613.8893 3 3 982.973067 669.192333 83.6877041
144.3093 134.6086 3 3 196.325467 141.758533 36.2039218
343.4441 394.8555 3 3 248.947167 341.155067 29.0504905



217.5796 180.5705 3 3 275.969833 198.121433 49.0262602
155.7013 180.4514 3 3 217.7166 174.5035 23.8745387
407.1405 298.7978 3 3 889.6517 429.142833 275.41772
4020.488 3981.351 3 3 5001.35967 4197.513 420.615729
517.3026 486.0405 3 3 714.992067 556.807767 44.6265356
474.0398 389.38 3 3 251.0414 409.5145 90.1544506
1616.614 1512.161 3 3 1332.20467 1657.00367 139.351038
194.982 193.1641 3 3 261.2415 180.994133 49.0785102
4719.26 4180.308 3 3 3480.18067 4261.71567 314.124216

429.5941 466.0605 3 3 606.229933 487.221167 38.0109159
1759.574 1921.099 3 3 1250.78033 1705.00367 179.568389
256.3744 228.7848 3 3 202.399833 234.954333 10.808512
35.07963 33.99855 3 3 25.2289533 40.14584 2.55170957
350.4028 338.6399 3 3 290.8554 330.945333 11.9545824
46.36244 24.23465 3 3 356.521967 49.11624 205.564038
299.4428 442.4013 3 3 240.3981 372.8061 53.4223763
1747.398 1726.847 3 3 1449.26667 1872.15667 162.883847
2098.016 1636.971 3 3 1404.011 2039.60433 204.387422
41.10769 25.55161 3 3 48.5863 33.7854367 6.2080137
666.5468 403.9066 3 3 289.776867 506.991167 42.7598132
1535.777 1661.486 3 3 2719.51433 1706.22933 654.568438
82.34769 82.07637 3 3 107.491277 87.1709767 10.6824348
1615.874 1188.966 3 3 875.7 1646.783 214.175641
268.0219 255.4684 3 3 225.2203 253.8529 12.1185686
4670.046 5371.986 3 3 2983.434 5094.25367 1374.34761
337.5915 343.8731 3 3 393.555233 351.667933 20.7416184
414.5126 290.4773 3 3 254.481267 351.071167 19.8916543
434.0104 501.2802 3 3 315.623367 438.587633 56.7557326
94.62597 166.5765 3 3 63.86788 147.67249 32.0919149
112.2142 162.062 3 3 90.61562 131.7099 7.74365829
325.8072 404.5479 3 3 296.6293 392.596567 19.7908748
241.9401 210.6369 3 3 49.1070767 177.46418 10.7292509
22.86065 19.23987 3 3 26.78607 22.39941 0.1873446
2540.762 2523.744 3 3 2185.72367 2535.90933 236.215983
159.2167 174.3434 3 3 64.6580933 140.06515 19.8639221

2449.8 2144.398 3 3 1825.50733 2444.555 293.663726
81.00816 69.386 3 3 61.1997533 75.2375567 7.49150862
2710.63 3289.618 3 3 2229.33533 2987.62333 422.016795

578.3882 654.9423 3 3 509.0771 611.292733 56.7178231
114.6309 105.5979 3 3 174.808367 126.652333 14.7771585
2487.754 2359.376 3 3 2171.172 2494.311 169.037606
425.2839 237.6462 3 3 821.0055 349.1832 303.335388
114.7055 109.1658 3 3 96.2859733 110.729733 9.13019161
655.4733 461.4964 3 3 375.490667 574.8251 89.2270362
899.2697 776.7015 3 3 1202.02233 870.284533 208.428598
2678.474 2446.698 3 3 2185.387 2561.09267 226.163101
851.2302 838.3366 3 3 742.967733 891.3131 59.4378037
86.98952 85.26247 3 3 117.676283 86.5326967 21.0392635



593.5676 506.762 3 3 188.680933 451.187667 17.1463643
1520.946 1330.823 3 3 1957.73467 1549.649 145.962931
1274.301 1640.015 3 3 1975.417 1474.10367 284.36759
2922.301 3568.07 3 3 4625.27167 3228.77333 888.375103
570.9412 439.7184 3 3 363.653233 564.3818 60.9542778
83.06554 57.02591 3 3 40.8710033 65.6814233 7.46609356
123.245 138.7782 3 3 91.3196933 120.751367 4.62599499

48.84108 42.09427 3 3 34.29056 45.4938833 6.80000474
911.6444 1142.937 3 3 787.381267 1023.32747 110.171438
3557.486 3024.738 3 3 2685.00233 3391.602 357.774455
1101.76 653.015 3 3 326.847057 1138.844 217.630427

348.5392 375.1996 3 3 595.399267 420.967933 57.6489965
17.79039 11.98673 3 3 19.8006833 15.0999667 1.26549275
1665.432 1729.398 3 3 1308.42233 1647.69633 210.874721
268.355 324.7119 3 3 257.474633 299.929733 0.4663115

3903.603 3356.496 3 3 2929.59033 3727.145 435.196709
78.50535 90.57789 3 3 103.91839 84.60926 11.6220906
540.0613 700.1086 3 3 275.291267 538.789367 75.6708017
128.2556 126.4187 3 3 110.651567 129.9916 12.2591732
832.0602 851.4994 3 3 618.297767 804.820633 108.774505
1727.676 3130.885 3 3 735.244433 2104.829 236.72137
167.0551 169.1653 3 3 235.7007 179.106833 33.3430258
22.47854 24.83143 3 3 18.39677 25.5195233 3.40055023
6132.895 4885.484 3 3 4183.13267 5355.745 417.273563
144.2746 128.2873 3 3 123.231633 136.7542 4.44021791
197.2091 212.0186 3 3 150.119 231.554467 28.7235862
113.4008 120.8424 3 3 82.6967833 115.795533 22.0436552
473.2193 859.9064 3 3 268.598367 623.195067 122.30907
1165.867 1219.27 3 3 960.475333 1198.30733 158.972789
152.5956 189.3033 3 3 232.305533 183.355567 17.504027
679.6797 910.4879 3 3 274.204633 672.973333 123.620014
65.06725 71.06564 3 3 52.22292 67.4732633 9.8610425
931.038 569.212 3 3 232.630807 647.851833 124.615783

401.0531 426.2894 3 3 550.067967 442.3919 52.1704154
356.2449 346.8499 3 3 486.163067 389.2477 7.25916067
112.2494 96.38148 3 3 127.548367 100.768693 15.1911239
3324.062 2301.101 3 3 4170.70033 2995.363 526.024563
1343.247 1399.467 3 3 1235.98733 1440.42 64.9803851
2961.894 2705.021 3 3 2297.51133 3046.93633 326.516906
1687.372 1489.881 3 3 1130.98733 1470.60067 42.6332936
2386.395 2553.249 3 3 2135.22833 2417.49833 147.273644
514.9887 270.9543 3 3 670.218933 423.435933 102.514201
1712.013 1737.787 3 3 1056.711 1541.52633 88.53438
131.9445 235.6501 3 3 324.146367 186.127033 78.2354396
124.125 111.6993 3 3 348.799967 120.647133 155.114116
508.299 904.9243 3 3 1029.57717 659.419333 132.225812

258.5666 281.0799 3 3 195.0824 258.063367 36.0085082
77.02126 51.08183 3 3 131.807647 66.4521667 42.3588037



3759.566 3875.531 3 3 3137.15967 3684.45533 286.992985
60.41708 67.60721 3 3 45.51894 72.81319 10.0213685
6231.609 6431.208 3 3 4081.17567 5978.189 1134.18939
1824.693 1635.206 3 3 2650.64233 1940.399 303.901174
405.9529 780.6614 3 3 307.260633 598.134233 64.1211089
427.4027 479.0261 3 3 348.0467 428.2495 21.2288046
6127.23 7232.441 3 3 4986.926 6449.93067 728.000831
77.559 75.47849 3 3 72.6544 75.64586 0.88752943

95.9645 81.91566 3 3 147.047533 86.4479467 40.4687225
1726.597 2115.965 3 3 1161.21833 1732.544 82.7691077
1082.776 1314.68 3 3 886.306667 1133.77933 48.4946657
50.26844 46.06321 3 3 36.142 45.43285 3.64684996
429.0336 370.1424 3 3 1511.08593 418.828833 743.478971
5090.613 6533.558 3 3 2515 6133.70367 2293.3128
580.5742 649.1842 3 3 551.3108 616.7391 28.3536435
313.4204 369.1495 3 3 510.927067 365.248633 85.8700679
1371.309 1751.402 3 3 690.2092 1350.36137 181.958028
1713.922 1822.364 3 3 2083.169 1852.38367 23.5335977
694.7405 620.8892 3 3 534.236133 677.4851 83.8215947
1222.431 1110.567 3 3 988.2325 1253.05433 83.8854379
2444.357 1728.941 3 3 1573.09067 2256.65233 54.184899
304.0182 301.6393 3 3 107.294937 263.244133 81.3867329
7.370816 10.31856 3 3 14.01116 9.11932367 2.95756233
72.7444 79.92138 3 3 66.48445 81.10012 4.29507039

382.3203 289.2353 3 3 253.3945 328.557367 17.6005035
1191.953 1715.835 3 3 1046.21137 1464.788 112.588641
1035.404 920.1526 3 3 846.359533 961.497633 45.4171909
113.0504 140.9909 3 3 93.0599667 121.816333 10.4416249

0.02705318 0.903617 3 3 6.31529267 0.31053119 4.06759786
90.34287 83.24985 3 3 65.0721333 81.1695033 3.64366702
200.9745 177.0315 3 3 278.732233 198.061833 51.4332426
780.5095 1109.483 3 3 610.307333 952.017767 165.078722
353.2245 435.7559 3 3 263.934467 441.832 79.5941399
335.3457 302.9367 3 3 402.806833 310.927567 58.935453
4000.791 4167.435 3 3 4323.81767 4127.35067 73.8723311
48.7967 45.70463 3 3 39.3301633 46.6097233 4.59436723

1060.064 1189.581 3 3 1435.972 1150.22033 178.832574
165.9341 134.4816 3 3 114.7627 145.038867 10.0182198
55.3745 46.83043 3 3 59.4826367 49.2216167 4.50342413

881.1707 985.7916 3 3 425.790733 881.554233 293.487758
994.1627 1114.903 3 3 944.5404 1103.5729 30.8299856
41.42881 51.72751 3 3 28.3314067 42.8401033 5.46434487
41.42881 51.72751 3 3 28.3314067 42.8401033 5.46434487
118.1976 101.3195 3 3 84.6353267 104.026653 2.42160804
4195.48 5824.104 3 3 3055.674 4658.25967 407.864244

417.2879 365.6649 3 3 266.4142 453.6134 64.2431055
723.1258 781.9171 3 3 648.231333 732.873767 36.4203259
5.884005 8.399829 3 3 2.700905 6.04801633 0.25485484



526.9792 778.1043 3 3 1080.8208 738.4648 129.924168
231.7726 196.8471 3 3 152.506867 199.992933 11.5896922
60.13523 54.43056 3 3 48.46901 56.0817467 3.82562201
30.87943 17.02302 3 3 41.24961 26.96251 4.50120524
462.6251 413.1395 3 3 313.738167 413.434067 47.3920408
765.2204 453.0259 3 3 1108.2896 684.347433 206.900389
241.1844 176.6341 3 3 153.290533 220.967133 25.8201263
6167.759 4378.919 3 3 3673.00867 5774.75467 717.752804
321.6819 260.0088 3 3 240.953667 297.998567 20.5119108
562.5909 776.5225 3 3 852.654867 686.681833 24.3121893
537.2311 591.0433 3 3 928.0834 654.139433 100.792251
951.5572 780.0576 3 3 1075.39267 899.033533 62.6159876
313.0573 259.1109 3 3 237.005333 281.474333 11.6745038
48.87057 40.44608 3 3 56.8688767 43.84171 7.73809299
2230.112 1979.832 3 3 1650.91333 2018.74067 159.73304
625.2835 657.8661 3 3 509.508333 606.416433 20.8095078
625.2835 657.8661 3 3 509.508333 606.416433 20.8095078
625.2835 657.8661 3 3 509.508333 606.416433 20.8095078
202.7828 133.7054 3 3 116.057643 171.2645 14.5057864
130.7571 227.5492 3 3 78.1224433 182.419333 52.2891878
5.776513 2.037125 3 3 0.54194477 3.49164 0.27220464
728.5709 725.688 3 3 624.143433 767.4715 69.0434592
696.1335 696.5269 3 3 526.103533 667.958167 83.9155935
118.5338 105.6259 3 3 92.7649267 108.162767 4.88186992
3501.199 3201.832 3 3 3044.70667 3510.783 60.6127991
309.8215 427.7825 3 3 642.811433 354.049233 187.346697
7020.296 8108.459 3 3 6543.76933 7780.194 532.464105
460.2924 1013.056 3 3 235.0737 673.207367 43.4351212
658.5669 491.4595 3 3 970.617 636.930667 184.222715
4345.38 4186.174 3 3 2787.24867 3866.92133 255.544218

201.4987 186.04 3 3 162.969067 186.7705 7.75235654
20.61551 26.39357 3 3 19.2111867 23.7183667 1.04200966
617.3204 582.4725 3 3 331.454833 560.8427 141.181582
5051.311 5485.458 3 3 3638.14633 5141.241 984.822981
271.9776 179.1344 3 3 129.651667 211.8139 21.5154814
442.0635 523.0126 3 3 355.8257 455.635133 29.8630882
693.4315 656.1787 3 3 585.461467 702.1611 61.928809
110.3661 83.3148 3 3 76.4387867 96.7805967 3.51313433
618.2843 653.7164 3 3 510.030067 619.033933 66.5744413
3603.734 3485.243 3 3 4367.5 3654.95333 446.756662
444.505 607.7473 3 3 686.2834 509.841767 85.1275271

130.6862 203.9634 3 3 62.5282233 143.271773 1.40534669
5.518982 5.499298 3 3 4.14695833 6.17170233 0.78726379
68.91074 39.97036 3 3 82.4417033 58.0080267 5.88134701
145.4476 129.5233 3 3 108.672747 134.3391 14.7749345
92.98742 116.2131 3 3 293.333733 119.07314 116.593615
1787.023 2245.916 3 3 1448.33467 1909.52733 116.782043
193.2917 303.0497 3 3 166.138233 259.2336 26.8521225



209.1524 215.1268 3 3 188.939367 208.608533 11.6930186
130.6974 136.7251 3 3 84.6009433 160.5633 23.6541166
30.99921 19.60827 3 3 33.3872233 23.20357 1.85302517
1312.564 1002.71 3 3 900.223333 1218.70233 113.320336
58.88132 57.42236 3 3 47.2927033 62.55905 7.18135017
236.056 270.4454 3 3 144.959867 229.276667 36.7198609
43.5387 43.66849 3 3 34.39945 43.3439567 6.14109582

1075.541 1005.353 3 3 917.183633 1099.73933 63.425012
223.67 175.5462 3 3 164.708133 200.054033 3.58988929

84.82269 79.82618 3 3 91.84915 82.3160667 6.0713819
18.80723 22.98174 3 3 28.3868233 22.4966933 2.0977624
9.311073 8.16232 3 3 3.916154 9.705371 3.57187649
1421.004 2074.968 3 3 1008.98293 1636.20367 205.696105
241.9395 264.5094 3 3 207.836567 257.607633 31.483909
162.7989 185.2421 3 3 203.4629 178.863 9.54443358
55.05434 47.38823 3 3 38.51882 56.24585 7.66878794
228.8268 210.5461 3 3 187.578067 219.131567 19.7080805
319.016 551.5085 3 3 822.0738 423.528 248.037492

677.3169 734.0417 3 3 583.221367 732.612133 87.3119016
167.6828 134.4942 3 3 195.642067 143.195 29.067801
293.0682 396.3255 3 3 594.2175 402.580833 68.844079
161.2685 231.9254 3 3 296.461867 209.968633 42.0941808
579.9988 703.697 3 3 504.008067 635.213533 65.0243441
649.0522 464.655 3 3 405.341733 560.912967 54.4151484
564.9794 452.9725 3 3 782.892733 572.5643 76.0314605
18.68081 11.42675 3 3 21.98899 15.30979 2.80613186
4669.291 5427.119 3 3 3332.45567 4603.24567 176.593353
85.41892 82.39574 3 3 113.66167 84.3708133 20.1379642
85.41892 82.39574 3 3 113.66167 84.3708133 20.1379642
22.42172 24.01025 3 3 19.9283867 22.53864 1.11209791
6946.941 4255.024 3 3 8656.19567 6120.54833 663.851024
264.5374 411.4537 3 3 460.380767 320.014667 54.9351412
485.4913 560.9986 3 3 463.1508 525.011633 19.7211472
87.64323 84.54492 3 3 106.11134 86.82714 13.1608205
1686.155 2550.787 3 3 1195.992 1955.84567 94.6862956
334.9658 486.7864 3 3 525.9475 413.314967 16.3374859
632.1724 770.4001 3 3 493.448967 657.748233 49.117401
84.81319 78.66827 3 3 77.3161467 83.0093367 1.09413536
1798.229 2216.252 3 3 2495.62633 2048.81367 215.374805
3177.169 1707.605 3 3 1246.27067 2352.967 143.989102
8314.665 8744.726 3 3 7911.25867 8431.79 233.130533
104.3184 67.46465 3 3 47.1393467 98.2387833 21.2048234
320.2227 381.7987 3 3 288.558967 348.5008 27.3588717
156.6381 138.6223 3 3 183.855067 143.650733 25.3594379
1012.42 968.1483 3 3 1310.75933 1069.32977 92.7282573

129.1358 96.67477 3 3 89.1044333 112.66689 1.23164187
1105.862 1102.007 3 3 404.165 957.881933 287.093029
549.1673 702.0266 3 3 755.1107 585.915867 55.7796574



35.40903 27.02735 3 3 47.8095967 32.1316867 9.8695006
41.94678 44.68516 3 3 72.6609333 49.2080533 12.5277003
30.29494 32.70721 3 3 44.34359 34.53629 4.11160898
4004.502 4599.325 3 3 2187.177 3757.22433 447.861698
1247.056 1513.259 3 3 1037.808 1307.265 32.8380654
374.059 405.3419 3 3 306.380767 423.4771 53.7797213
204.547 160.9189 3 3 429.08 207.604933 145.381477

18991.31 17924.94 3 3 17388.3033 18283.42 87.8009763
129.5545 73.80434 3 3 255.385 139.636247 36.2708562
68.32663 86.71784 3 3 92.3421 77.8174333 4.02382535
491.3811 412.9629 3 3 589.259167 400.461033 86.6784462
128.7507 105.3573 3 3 97.00972 122.8877 9.04707963
127.4903 137.024 3 3 113.627233 131.628333 11.4596917
23.31551 8.419312 3 3 1272.70483 22.0482207 865.773012
446.491 513.722 3 3 356.8374 452.697733 31.9517593
643.836 619.4614 3 3 497.490867 680.3353 93.7032505

1244.078 1071.715 3 3 860.2505 1271.78233 186.921566
20.85007 15.31949 3 3 25.3992233 17.0248767 4.75918928
96.97176 101.2725 3 3 85.3294333 95.77929 3.7797241
1689.69 2561.531 3 3 1300.9359 2076.30267 302.384596

210.5204 163.9295 3 3 226.6424 185.623333 16.0592701
180.1143 252.4382 3 3 34.82446 169.592933 29.6780518
351.3242 793.8046 3 3 907.576433 518.102133 122.696386
1096.768 1791.251 3 3 905.197867 1453.66267 154.0618
127.6735 146.8352 3 3 120.342867 136.365167 5.40843951
153.6824 195.6798 3 3 134.2693 192.055533 16.10866
530.1445 320.5455 3 3 673.777333 453.907933 99.124709
397.6224 1883.738 3 3 3240.58867 838.682567 1396.40034
1346.298 904.7608 3 3 2054.04467 1184.23693 552.201062
205.6345 115.6561 3 3 332.3118 196.0195 56.2285071
317.4134 254.771 3 3 239.293 287.027533 10.6329849
116.3089 92.12529 3 3 74.9709767 99.64777 9.1786319
336.7574 405.6685 3 3 285.551267 354.9243 18.2596229
165.5047 536.463 3 3 927.451033 309.462633 379.841961
288.2479 385.7787 3 3 588.902267 396.176167 70.7280328
288.2479 385.7787 3 3 588.902267 396.176167 70.7280328
350.6051 373.5942 3 3 305.226133 347.523833 9.58187755
451.3948 524.7039 3 3 2187.21 460.223567 1196.94587
434.2371 516.9122 3 3 373.533067 481.462567 61.6269307
579.5008 495.2905 3 3 365.627267 622.4999 91.0194156
171.5868 131.1447 3 3 100.520903 142.3591 13.8200612
56.76823 48.15332 3 3 42.11409 51.6768967 4.86405507
498.5597 704.4908 3 3 1022.5539 580.039833 286.978902
758.9526 470.9776 3 3 844.757333 604.825367 81.8279185
2001.339 1763.821 3 3 1288.7782 1857.74233 374.202952
424.115 443.0092 3 3 357.010733 413.4875 15.4586571

1267.932 1137.172 3 3 821.779933 1098.98843 24.2224204
364.8479 441.5235 3 3 326.6775 426.2277 41.4510388



341.4543 477.1486 3 3 297.507833 427.299333 50.517276
395.7874 278.4641 3 3 164.0291 300.361 38.3705379
52.20459 58.10449 3 3 48.9439767 58.0440333 2.4937757
1825.578 1947.429 3 3 1276.55297 1815.83267 348.886306
506.0008 408.551 3 3 708.942 505.761433 102.549789
270.1774 244.7916 3 3 237.501067 258.922333 7.37817146
830.7576 651.1585 3 3 496.819767 862.800367 110.215184
4.326365 1.536225 3 3 6.41474233 3.65664567 0.39123319
518.3572 531.3032 3 3 445.745067 512.623133 40.9204692
7164.595 6286.333 3 3 3180.85167 5746.24633 339.4769
451.7646 574.5765 3 3 819.928 530.7319 189.154814
11.04285 11.09693 3 3 12.5488533 10.1777727 0.57771362
37.94254 34.92456 3 3 32.2689767 36.59587 2.5905803
695.8755 835.7223 3 3 910.327033 712.072333 74.1168714
187.1706 273.4617 3 3 143.218533 216.700067 14.1022135
1043.054 1049.264 3 3 1386.52333 1116.57467 142.929337
393.5089 453.5499 3 3 279.361133 385.574067 15.6156192
12.26784 10.29493 3 3 15.9713667 11.46544 2.96075824
7033.918 6399.173 3 3 7773.257 6708.52867 669.818518
66.81231 72.17841 3 3 82.3982233 71.42773 6.32015898
252.7187 206.9159 3 3 297.0666 228.277767 41.982202
2234.777 1968.229 3 3 3252.902 1917.64667 863.26163
155.0559 149.8071 3 3 138.981933 152.2959 8.88934012
77.08197 67.4348 3 3 57.10989 75.9513533 10.3956957
117.0036 104.3051 3 3 86.2217033 109.354833 14.6420877
373.8388 418.2415 3 3 450.108833 396.764667 29.7815596
1500.803 1655.36 3 3 1294.61833 1568.41033 173.617699
42.19201 28.40155 3 3 46.7917533 34.21466 5.07517538
138.7746 114.9828 3 3 106.95 131.327967 9.36542064
2286.985 3315.232 3 3 458.271567 2198.45347 342.410803
66.09542 67.19234 3 3 53.1838767 63.9287533 5.80330746
66.09542 67.19234 3 3 53.1838767 63.9287533 5.80330746
65.18467 63.51189 3 3 52.8717733 63.4302333 7.1397549
785.249 1070.571 3 3 1233.81967 894.676833 179.641934

332.6042 437.8476 3 3 267.8113 387.296333 64.523101
709.7791 777.94 3 3 846.1702 703.3319 61.9473665
55.96103 47.48285 3 3 44.6736833 52.6214967 3.21634241

0.5116569 3.08751 3 3 8.921561 1.69734197 4.86975144
189.0562 186.2261 3 3 319.8441 214.5342 56.8047102
1441.318 1398.071 3 3 1274.394 1515.04867 21.2025277
1136.64 1484.211 3 3 764.674267 1177.86983 14.5445208

1941.597 1905.694 3 3 1739.95333 1975.65567 136.433211
959.8255 1200.351 3 3 1419.32 1046.2386 223.341574
292.5359 222.937 3 3 198.451367 258.237333 23.0005084
267.7339 641.6619 3 3 200.427 523.662633 40.760137
2792.734 2326.596 3 3 3336.90133 2667.81433 358.675881
1190.596 1296.953 3 3 1405.677 1172.91967 92.2035177
476.8157 312.4698 3 3 553.4868 391.793433 77.2062552



70.78836 71.64291 3 3 58.7780833 79.6040967 0.26267525
736.5889 1216.361 3 3 519.5307 919.881933 104.746026
178.3132 124.9489 3 3 110.179933 149.066433 2.32388656
1644.534 858.5399 3 3 2328.513 1416.48163 411.601777
113.8927 109.933 3 3 141.099967 97.2297733 16.9625608
594.3734 783.2309 3 3 491.9428 717.159233 115.837726
39.22692 38.85802 3 3 45.4591367 35.7181667 3.62101759
125.6266 148.4971 3 3 191.6695 148.044667 20.8842695
282.1357 281.4861 3 3 228.3142 268.132633 14.5736117
1447.722 677.005 3 3 441.607767 1009.34433 19.3951128
2113.31 1996.49 3 3 1667.638 2310.18233 51.1311385

1533.134 1133.101 3 3 1030.00897 1340.12967 82.4685847
565.4164 899.2788 3 3 394.4584 688.849267 93.7311905
1947.717 5414.06 3 3 419.3853 3218.252 424.454288
595.9411 765.8622 3 3 527.990733 665.563133 36.347093
1031.201 2119.909 3 3 743.1657 1588.73667 229.129604
152.3484 130.8859 3 3 179.846367 144.4426 21.7705532
2505.302 2083.655 3 3 3043.57067 2313.76367 463.70059
67.99509 87.85303 3 3 12.6726746 63.0532333 21.9265062
337.0732 361.4313 3 3 637.7817 379.271667 172.869306
132.1562 152.4456 3 3 1949.812 195.182267 1224.63345
3155.063 2630.862 3 3 2286.979 3139.69333 324.105268
1193.616 1693.92 3 3 969.102533 1452.28033 227.219925
1534.928 2447.928 3 3 1242.17933 1923.07167 69.5978693
2133.492 2195.787 3 3 1543.978 2166.423 434.71622
203.4183 170.5218 3 3 155.885233 183.330767 7.68523525
188.772 243.9692 3 3 156.9684 205.4309 5.55634915

200.9025 164.6577 3 3 132.985767 174.0611 16.4559585
258.631 223.6319 3 3 454.725 228.447467 155.948936
331.461 341.1537 3 3 481.242033 327.895433 106.290448

20.72471 38.4598 3 3 54.95604 33.0947 10.9117713
612.7375 671.2608 3 3 533.1079 614.306467 8.90253225
4755.103 4860.101 3 3 6412.44633 5038.04067 874.707918
48.08739 44.82602 3 3 34.3456233 43.7125333 4.22223398
38.19362 33.43877 3 3 49.2305767 33.9355933 9.93094745
594.8898 390.1349 3 3 1063.31727 549.4739 330.84495
194.8211 233.9878 3 3 322.809467 235.763867 44.3741874
114.1206 99.07612 3 3 94.50964 108.24004 5.28720124

49.644 66.24952 3 3 93.3702867 61.25675 20.1238585
520.7712 540.8315 3 3 733.8273 555.060267 117.648435
50.19444 46.32751 3 3 40.2376067 47.0319867 3.79917713
129.8331 143.1355 3 3 342.792233 120.310753 153.373662
1056.679 1548.578 3 3 723.84 1191.75337 101.800002
4322.411 3530.539 3 3 3192.07133 4165.562 371.62982
508.4655 450.3065 3 3 431.3714 499.655567 14.7427219
53.43766 23.56214 3 3 133.4225 34.45077 67.4669191
237.5847 236.0273 3 3 197.4996 229.655367 18.8481322
233.3909 220.5782 3 3 174.705167 213.635567 13.0717914



1162.326 1592.171 3 3 985.341733 1371.42267 164.716265
95.28631 81.70308 3 3 127.660067 94.2740633 20.0750555
119.2234 108.9467 3 3 101.79552 119.9745 5.69679762
217.2793 257.1746 3 3 282.074433 238.9451 22.5942901
1857.555 1938.192 3 3 1348.676 1749.17433 105.738378
68.12382 66.31698 3 3 72.1724133 65.97886 3.67361318
18.27883 28.27912 3 3 58.9575167 33.0641367 4.33270677
1002.121 603.1752 3 3 1374.49867 820.149967 333.220341
654.8934 727.782 3 3 496.226867 667.5834 107.140887
117.7098 88.30865 3 3 74.3653867 101.262253 11.4953872
555.3886 582.7542 3 3 327.618567 636.006433 182.637415
1560.48 1635.953 3 3 1346.84333 1615.011 182.416769

978.9269 939.8261 3 3 1368.898 1010.88 234.574438
242.0354 249.2006 3 3 211.7001 267.8771 7.81257473
199.6798 175.8707 3 3 286.0864 205.983433 45.1263048
579.7046 457.8047 3 3 346.919967 521.3558 106.365915
266.2741 326.7723 3 3 377.0815 303.078233 40.8007981
3587.044 3327.264 3 3 4074.74533 3574.86967 255.36616
999.0403 830.2312 3 3 721.5671 1005.9775 88.7534769
414.5007 457.054 3 3 582.366333 462.737467 66.7079468
91.22885 98.99299 3 3 47.8713633 91.38936 29.6824183
110.3908 110.4181 3 3 143.8874 112.8119 21.4663333
1945.842 1532.292 3 3 1357.14067 1896.89633 163.707196
211.9052 205.3543 3 3 179.8104 202.297467 10.9283344
1172.866 1134.628 3 3 1374.48933 1146.16233 159.009726
416.6536 373.0299 3 3 352.610433 388.108 3.56238184
94.01895 114.4078 3 3 83.38728 103.952517 10.2738043
6.301222 4.362302 3 3 3.07461133 5.44962933 1.34764613
32.2554 31.50746 3 3 38.3409333 29.57465 4.69176733

1328.604 1519.89 3 3 1846.258 1376.39733 305.756118
648.962 593.9861 3 3 513.1132 616.438667 66.8175755

36.38511 35.77467 3 3 31.94399 36.2667967 3.01348853
267.8108 376.2011 3 3 503.214367 349.967333 79.8750467
202.5546 180.2379 3 3 311.352067 179.033367 90.1091303
160.8625 126.1703 3 3 114.632533 141.699667 7.3093261
1688.457 1302.917 3 3 2340.148 1566.678 495.248048
160.9987 136.8883 3 3 126.365333 145.9634 4.37135537
104.8384 97.03567 3 3 86.4535833 98.0900067 5.27576523
2381.551 1837.749 3 3 1711.25167 2129.20633 108.885043
158.0059 100.815 3 3 65.1694333 117.752733 12.2764067
508.8527 377.16 3 3 112.314933 353.512167 24.4172142
58.54066 46.18935 3 3 39.60228 58.7230233 4.7530658
2230.225 2920.619 3 3 1964.88333 2827.31033 246.526176
145.6372 108.8202 3 3 88.97356 120.416133 3.75473964
313.5445 278.1659 3 3 220.342633 277.014167 14.8725438
994.6611 1031.019 3 3 902.065133 1059.69537 73.8786921
2036.535 2439.251 3 3 1746.959 2449.479 266.473612
774.1601 1054.314 3 3 724.4172 924.495067 2.51546614



352.9969 485.1959 3 3 315.245867 412.403767 14.1348886
110.6241 94.48684 3 3 133.8089 109.623813 8.74382071
296.9602 285.2548 3 3 250.781067 284.695933 20.3892206
74.42721 57.46105 3 3 53.7370067 68.3360133 4.13984143
506.5846 416.2325 3 3 563.269333 436.980033 64.1945792
301.0725 328.2025 3 3 212.260033 286.510367 13.8509109
301.0725 328.2025 3 3 212.260033 286.510367 13.8509109
110.1798 81.64766 3 3 63.4246167 89.7355367 5.213995
51.56417 57.33471 3 3 36.5164967 50.99232 7.7675512
159.3155 148.5579 3 3 177.901167 158.169233 10.5642779
260.8356 289.4529 3 3 215.964533 261.260267 15.5196199
42.60251 34.83081 3 3 30.77179 39.6913533 4.66494096
185.6109 165.2839 3 3 143.622 168.0809 5.70952463
2889.231 2429.385 3 3 2254.529 2633.94833 130.753185
2694.497 3080.773 3 3 2423.60867 2858.27067 233.412138
1360.511 1521.903 3 3 1173.24133 1384.463 78.2011666
1277.743 1424.646 3 3 1059.07533 1277.62 47.2329583
99.36091 100.3213 3 3 88.2212233 107.825403 0.79489176
254.879 218.2523 3 3 299.3605 250.7593 15.5228864

30.82083 33.15382 3 3 40.0100667 31.7642667 5.69952173
427.3939 598.6918 3 3 647.8978 504.100233 52.5970353
936.0228 1059.176 3 3 1309.78133 1071.08827 92.2460792
713.3831 807.3875 3 3 553.734033 788.936367 151.735201
403.8524 541.9804 3 3 341.776367 453.301233 17.2972281
124.0631 114.7101 3 3 91.63859 112.2783 6.30976596
1035.489 957.4078 3 3 800.8811 946.609733 40.6975602
72.41664 56.09056 3 3 46.5790833 60.9909967 2.33256062
478.7223 522.3301 3 3 355.421433 541.781433 108.67979
688.2761 372.5632 3 3 297.206233 567.968067 87.0198588
488.8617 382.855 3 3 1347.64153 468.0332 617.838576
315.3204 515.7835 3 3 229.1452 396.719533 54.5067033
1269.522 930.3201 3 3 752.149167 1217.32137 195.994461
1633.782 1739.588 3 3 1264.00113 1648.49367 258.814607
46.09367 58.42052 3 3 89.6790767 59.1829233 16.8767632
471.524 410.2063 3 3 385.750233 433.851333 8.57960368

213.7758 218.4813 3 3 182.926367 234.1963 18.2870473
135.5098 190.4941 3 3 108.020857 182.049633 30.1143453
1875.197 1517.505 3 3 1289.65867 1865.13633 220.997262
148.6917 144.6255 3 3 290.081267 146.282233 101.877096
136.6834 110.2723 3 3 145.847867 117.0711 10.8777791
265.7755 225.4666 3 3 400.8861 263.930033 89.4970747

4789.6 4107.658 3 3 3710.33267 4764.539 377.636709
1096.808 750.4356 3 3 695.7234 966.078533 36.2769808
174.463 188.5033 3 3 208.2163 175.8339 19.5394264

22.43253 16.90959 3 3 39.9282567 22.40426 11.1467918
230.3232 194.4334 3 3 163.280767 201.8917 9.86016217
1092.253 986.4764 3 3 1753.72367 1134.2788 403.745378
393.6157 454.6118 3 3 523.889133 442.132767 38.1579139



94.56701 77.19163 3 3 99.68905 82.9349467 6.29578159
363.4871 312.7538 3 3 1304.9655 368.5819 661.653326
99.27091 107.338 3 3 124.1227 101.802053 15.0884491
3710.753 4216.395 3 3 3545.05367 4059.04 204.155959
281.0164 256.2159 3 3 153.715067 235.826533 3.89677428
590.8948 378.698 3 3 797.8272 554.401633 63.6242537
576.9677 704.5988 3 3 541.2858 653.657333 42.3015595
4069.731 3884.695 3 3 3160.86233 4206.35367 620.082853
1645.348 2049.772 3 3 1399.67967 1817.392 210.453952
52.15794 63.66005 3 3 69.4280667 59.3782833 3.36790165
1193.972 912.3643 3 3 525.132767 918.926033 65.4129507
50.70247 33.71443 3 3 58.7433033 42.0019033 8.30714266
561.014 322.3333 3 3 708.518267 485.603433 70.8454519

478.1174 446.8483 3 3 322.442867 425.539967 31.9476045
222.761 189.107 3 3 168.148833 199.831167 10.5509714

23.40926 11.33677 3 3 36.7378667 19.2011933 10.4224754
203.9115 168.0611 3 3 134.081467 176.1935 16.9073629
344.2605 467.3893 3 3 502.1219 410.8531 18.3749595
859.8032 801.4226 3 3 728.020267 864.735967 71.3357002
852.4937 968.1054 3 3 689.6766 856.9831 47.5478452
481.3076 421.5083 3 3 307.0643 414.097767 26.7324261
1549.458 1439.335 3 3 1212.6531 1557.32267 212.433521
253.2031 264.0314 3 3 220.401433 248.541833 8.15630353
447.3943 448.8961 3 3 231.483367 393.698833 66.4374846
363.1827 310.2672 3 3 789.545867 381.508 278.382119
163.2659 186.636 3 3 20.81927 130.687787 9.5856907
1063.063 1246.828 3 3 958.515033 1249.08233 87.6462323
2045.137 1500.387 3 3 1221.5169 1994.614 283.750764
1170.788 1510.707 3 3 1894.11367 1356.186 341.788367
417.4897 421.2926 3 3 338.273933 400.3202 29.2121876
1033.305 746.1512 3 3 1226.87233 945.7524 99.8233734
58.27885 57.39624 3 3 51.92384 56.3472 1.74541115
29.55866 13.29261 3 3 32.7509267 20.5617467 2.61272356
145.3128 262.0553 3 3 3912.67567 184.999167 2652.37308
934.1843 1202.955 3 3 774.850733 1019.06937 69.3520556
122.5435 118.7162 3 3 107.48878 123.771967 10.0549537
7988.611 8402.21 3 3 3728.345 7503.853 2397.80332
1247.814 1584.372 3 3 1187.17833 1461.68167 60.5272431
223.7586 249.2158 3 3 202.549933 248.607967 21.7529931
538.7765 737.7339 3 3 1234.465 783.7158 172.312154
40.69054 44.14694 3 3 53.0565833 41.88126 7.71360501
318.3174 335.386 3 3 246.026467 375.960367 35.4890772
1609.04 1356.721 3 3 1660.736 1426.39933 48.7993831

2830.853 3493.973 3 3 3960.702 2939.95167 519.997452
395.6002 406.3921 3 3 422.588267 397.7835 15.88074
46.68922 34.98384 3 3 27.7190333 40.0572333 6.41777331
323.6458 480.1415 3 3 229.440433 431.990967 109.466962
222.286 292.4206 3 3 329.997133 268.853633 16.4723287



1023.87 924.3734 3 3 727.025267 938.3438 127.903351
122.3435 112.943 3 3 282.8253 124.6985 111.920769
360.8248 281.1639 3 3 552.884133 361.743967 109.480482
1093.263 932.0074 3 3 3272.46367 1057.6288 1574.73441
2416.787 1924.484 3 3 1667.775 2358.04167 275.951632
858.6133 1046.874 3 3 703.329767 901.5645 57.0097855
785.3936 720.4228 3 3 599.078967 841.7118 72.2043305
330.3789 326.3278 3 3 247.530333 311.036867 33.8618998
98.20133 88.21955 3 3 82.1933433 94.3855467 6.82106394
63.85505 78.86622 3 3 51.9260233 71.1742067 11.4875669
7.695826 5.89431 3 3 4.50440633 7.755334 1.34099973
1442.663 1334.132 3 3 1186.827 1476.93367 127.920197
48.35098 38.19063 3 3 31.4324267 40.9415367 1.99303748
68.4355 57.1847 3 3 49.2659133 60.4731433 3.99485761

159.7815 111.0589 3 3 169.447333 127.973733 10.8028527
356.1725 332.7964 3 3 505.1383 361.321933 97.7533184
1543.058 1352.241 3 3 1081.96313 1662.981 154.502441
13.15877 14.66513 3 3 8.040202 14.29383 4.35153206
679.9904 657.3298 3 3 449.288467 645.5298 133.824025
297.9923 259.8555 3 3 538.0745 283.963267 180.267869
403.0679 291.7899 3 3 174.45321 389.955833 123.155763
1161.181 913.8649 3 3 850.2511 1068.8283 78.3464742
31.16987 16.9199 3 3 39.0756667 22.4941667 9.07132972
1020.097 529.2551 3 3 349.7092 966.832033 152.841712
497.619 222.8284 3 3 596.409467 375.8616 72.2048964

2675.143 2785.043 3 3 3470.959 2929.08033 167.69836
31.60398 23.65361 3 3 17.2467633 27.1135533 5.75483023
121.2011 90.82158 3 3 56.8768033 122.511893 33.9536881
54.42993 33.09944 3 3 72.8653633 46.5537133 14.7148514
3530.032 2986.839 3 3 3643.552 3180.03933 132.48017
435.2102 450.8509 3 3 293.672867 501.891867 108.139851
498.8768 631.8809 3 3 679.7823 532.913133 58.6142355
134.0764 97.34 3 3 155.2478 114.233067 22.7049028
480.3062 532.4552 3 3 787.401367 563.144567 123.906557
1439.243 1483.263 3 3 1280.725 1528.62567 131.541259
22.22245 14.19747 3 3 12.4079467 20.34046 1.56572736
544.2715 501.9672 3 3 459.491767 509.655067 17.187322
150.0462 147.3009 3 3 116.207667 139.619433 5.70298764
248.792 233.5269 3 3 342.2265 262.862867 41.847942

56.16351 57.17039 3 3 58.84449 55.98672 1.59305326
404.6707 325.9386 3 3 254.476267 340.248567 18.2206979
1079.598 1251.069 3 3 1597.808 1251.081 179.24228
74.63555 63.46606 3 3 58.09295 75.0007567 2.99526954
112.5057 85.18753 3 3 463.763567 101.949343 258.498697
924.896 921.2251 3 3 1403.65 953.861033 317.42608

168.4831 151.957 3 3 194.634367 154.666667 25.6418047
284.6874 244.0507 3 3 190.5237 266.782867 50.5004266
393.9186 307.8613 3 3 264.495133 335.389733 2.23514112



998.0779 1704.238 3 3 69.9110067 1016.9004 6.76928613
33.98758 51.39718 3 3 25.5098633 39.82881 2.18551054
1531.165 1209.609 3 3 1002.22103 1473.31267 237.043306
159.9936 139.488 3 3 125.9002 146.4057 8.78460083
162.2806 378.6515 3 3 69.8145467 240.918267 26.3578913
268.0171 275.7704 3 3 247.661633 275.929433 18.6032044
784.1108 608.0894 3 3 956.055267 644.583067 184.572185
1140.038 1521.851 3 3 1841.966 1331.963 311.456656
978.8234 1110.26 3 3 1308.64933 1074.36513 145.565179
6151.82 7446.365 3 3 5324.41467 6509.794 226.605169

67.72777 63.37709 3 3 54.4539267 63.9467533 5.81475501
2005.899 1406.151 3 3 1253.56367 1784.33167 190.886017
147.2977 227.1453 3 3 133.841667 194.8133 11.9776863
40.69393 39.10109 3 3 35.2027367 41.97245 3.16305006
433.6228 546.492 3 3 159.216333 403.6325 71.5234052
1666.004 1258.428 3 3 607.3739 1232.09847 17.7419537
19.71406 21.11597 3 3 14.6028633 20.2680367 3.99368066
476.0177 330.7314 3 3 243.110967 373.737367 29.4742828
2669.164 2005.08 3 3 1730.346 2450.82 343.691371
99.0387 98.46675 3 3 90.29005 102.43385 5.93370506

76.09042 49.62586 3 3 44.0096367 66.1849433 6.70661767
42.55025 57.48281 3 3 69.61555 53.1375867 7.41013628
2017.708 1890.451 3 3 1611.40933 2023.36 262.660547
49.99538 41.37084 3 3 38.94388 48.60528 1.97079215
495.9534 367.9843 3 3 287.3384 429.6019 79.4850687
74.92444 63.18597 3 3 86.7089867 71.0890833 8.88041267
1537.049 1427.261 3 3 1069.59983 1377.33567 113.250483
1946.403 2183.29 3 3 1648.17467 1963.62633 80.7230071
28.32072 34.97401 3 3 50.5313233 34.9330567 9.05309575
516.6459 638.2188 3 3 450.647367 577.083233 67.4174672
130.0833 113.5533 3 3 74.0431633 117.866033 29.5826919
191.8384 179.6355 3 3 144.568167 180.0823 22.7440825
355.353 417.4161 3 3 436.444933 380.727133 23.2902993

104.7656 78.79557 3 3 74.9860633 94.5714233 2.42789887
5513.245 4166.814 3 3 3609.91967 5226.31233 668.575698
1949.957 1816.299 3 3 2463.25133 2013.03 222.442206
170.0733 167.7275 3 3 142.1265 179.874833 19.2988084
6542.298 7697.801 3 3 2845.47667 5933.816 604.858725
14.26294 17.43987 3 3 10.9008007 15.6887467 3.03777814
57.76029 41.33656 3 3 217.795267 51.2632967 119.327965
80.04602 81.24011 3 3 63.8429333 86.22908 12.8362358
889.2437 938.8438 3 3 447.053 780.474267 57.0916176
122.3298 69.04388 3 3 4877.10267 93.1555733 3437.43499
168.4862 194.9122 3 3 253.108333 193.0605 36.056707
1234.411 930.3758 3 3 675.6027 1008.05873 131.913482
637.5173 629.021 3 3 407.8822 758.375767 128.452745
278.0106 381.9956 3 3 481.2961 357.903933 53.1827892
349.7198 329.5663 3 3 309.1517 344.098333 21.6838437



40.48486 115.254 3 3 4071.31567 59.26968 2884.11758
727.6828 802.6382 3 3 605.435367 821.065367 115.137656
366.8647 365.34 3 3 282.173133 349.254633 38.3967243
346.4223 419.2557 3 3 304.2195 373.031 28.8681948

1097.4 1032.242 3 3 941.586367 1125.70033 73.142398
5151.669 4685.975 3 3 6174.72333 5150.041 573.14165
1489.666 1621.766 3 3 1182.46697 1582.49833 276.201477
425.5789 684.8181 3 3 819.955833 597.343867 59.3142178
1528.782 2118.723 3 3 1253.76 1778.478 222.223486
340.3057 296.5497 3 3 351.023133 311.909067 13.6382534
804.7477 1080.371 3 3 1448.67267 939.050867 339.796813
495.5939 521.4022 3 3 447.231733 526.098767 46.0999618
131.4681 128.9478 3 3 81.4887633 119.991773 21.2845856
2273.651 2182.833 3 3 1863.67467 2400.459 241.243367
24.60619 24.7349 3 3 32.7626033 25.28091 5.27937109
157.5148 167.3893 3 3 789.8614 198.678133 420.793422
488.5957 702.6417 3 3 868.923233 582.672667 174.616759
1057.677 1374.349 3 3 1677.81667 1296.56767 175.434146
673.0846 819.1144 3 3 587.173833 786.735067 101.750939
130.4579 106.5712 3 3 97.3584 123.8201 11.6556411
391.8675 332.0341 3 3 314.944333 363.3287 17.6867912
134.4708 194.3632 3 3 120.838633 170.151033 16.289322
27.9805 18.89651 3 3 34.24369 25.6337567 1.83290282

100.9742 68.57 3 3 114.295567 85.6441367 12.6890538
5200.545 5415.157 3 3 5798.931 5355.05533 289.823465
1498.714 933.2383 3 3 1781.13233 1266.8281 222.499368
1669.743 936.4382 3 3 307.037587 1094.79757 239.440109
364.2195 423.5042 3 3 302.248567 371.061933 4.27558914
1261.988 1015.735 3 3 1626.737 1227.43567 209.905583
222.8148 192.5939 3 3 248.671533 196.3723 28.3938606
467.9561 422.6695 3 3 322.807733 509.338433 72.5026216
458.433 400.3029 3 3 292.450967 513.1852 58.1952429

1311.103 1183.209 3 3 1072.32867 1209.34867 37.0710867
58.26491 54.39035 3 3 51.16332 58.07291 3.45287277
803.6884 1102.258 3 3 1144.083 901.1057 18.6797492
2973.37 3017.387 3 3 2415.55033 3033.93967 440.412492

268.4453 199.8208 3 3 310.0854 235.6639 41.1946845
1714.478 1900.457 3 3 1384.376 1713.13967 144.536731
166.1843 182.4022 3 3 78.5334733 153.579233 39.7333803
1250.315 1149.357 3 3 934.117067 1292.49233 196.39197
272.0396 213.2731 3 3 191.933067 242.5336 21.6774822
1662.058 2068.541 3 3 1304.2656 1856.87533 342.80198
142.3428 155.4857 3 3 116.520167 140.554367 6.93090936
227.4185 169.6647 3 3 364.313767 241.150967 40.2700878
52.59212 41.55791 3 3 34.45515 48.5644967 8.16308417
2429.527 2541.716 3 3 3040.84867 2591.04533 262.569578
243.409 213.1489 3 3 187.394767 233.2912 28.1716529

56.96574 66.20678 3 3 139.96438 54.851 60.158563



1678.315 1930.759 3 3 1543.33033 1779.88 106.845502
213.9354 254.2631 3 3 379.4532 232.615667 104.061083
25.10322 19.37164 3 3 29.3019167 21.0826333 4.79705358
260.4788 258.4233 3 3 143.055493 265.959 88.02978
396.5539 482.2853 3 3 614.131933 425.641333 126.970765
1045.393 1039.673 3 3 352.902533 844.541033 91.951926
678.3838 508.0399 3 3 456.5602 663.930067 13.1644915
25.71234 54.61032 3 3 21.0020833 42.84249 4.30571107
456.9218 593.1086 3 3 624.5203 523.943067 25.261723
353.6129 465.9638 3 3 712.925867 451.1787 165.703388
89.55064 51.01942 3 3 44.95723 74.9077567 5.74462209
515.7097 457.5781 3 3 604.0801 516.947733 19.075758
15.64035 34.77871 3 3 7.63013233 26.0688067 9.14997709
835.6644 916.5357 3 3 987.7293 853.478067 79.0032926
1049.444 942.7311 3 3 880.867733 1063.56203 30.458682
23.31127 23.88528 3 3 30.6164633 25.0656733 3.09094501
314.5731 276.3787 3 3 235.0471 284.008133 22.2073516
226.5537 218.7881 3 3 209.2777 230.761 5.45629604
911.5972 776.6453 3 3 698.255 873.8782 94.4013132
1123.713 1631.085 3 3 1857.20833 1241.27183 280.002879
526.0964 909.0248 3 3 291.121067 631.136833 37.1405704
213.2709 233.8967 3 3 197.3457 229.862567 18.1169725
333.7966 273.8486 3 3 1247.13223 305.4323 680.372232
1151.936 1365.882 3 3 1834.40767 1345.94933 301.032462
32.13678 38.107 3 3 17.113276 41.2806467 13.5200934
52.73272 64.99551 3 3 72.36615 51.8532 5.92343858
83.87441 83.99612 3 3 93.0287 81.1488767 7.11191324
37.59451 16.08112 3 3 2610.63867 25.63413 1871.27662
3886.171 4383.032 3 3 3538.38233 4269.139 404.789825
257.1069 202.5988 3 3 174.430133 247.278767 33.6021303
269.7062 268.7387 3 3 317.781667 259.167133 38.707921
1031.01 1384.393 3 3 2408.17133 1280.41467 787.405611

3873.546 4383.567 3 3 2590.17867 3771.168 532.302393
1768.527 1925.338 3 3 2082.67867 1864.344 134.02211
54.30119 36.85683 3 3 59.7156833 45.5421267 5.42088042
301.7399 357.9861 3 3 268.761333 322.367733 23.4418848
125.2945 82.13514 3 3 177.497233 122.605647 6.78602552
16.88465 12.39321 3 3 9.64709 14.9847133 3.09303092
564.9034 457.843 3 3 1219.141 648.3687 334.664494
71.41959 62.47989 3 3 85.51735 67.0761933 12.596048
5113.171 5547.078 3 3 4645.90433 5455.79633 500.238986
100.4486 80.39553 3 3 104.212033 86.40599 4.20739493
172.1128 212.9552 3 3 327.6325 199.539533 89.7721032
874.8519 517.8342 3 3 1020.74817 686.253833 163.229401
169.507 131.2082 3 3 114.182467 145.462733 8.70406232

1601.463 1488.791 3 3 939.417567 1383.57933 149.389756
87.27644 68.84972 3 3 63.00149 83.05349 7.20721328
114.8538 65.79324 3 3 55.9978033 90.3267267 4.32385746



1154.722 851.3438 3 3 732.991267 1000.09003 120.538718
9.414618 14.12475 3 3 7.14467633 11.178859 1.40587175
3078.373 3074.409 3 3 2219.38133 2827.499 94.5318551
5807.975 4435.947 3 3 6471.88 5321.519 327.225595
4740.733 3130.819 3 3 2705.944 3973.32067 440.681205

65.578 51.17403 3 3 79.0522333 58.39601 13.151669
10.20664 0.01675002 3 3 25.6251733 4.77781567 14.2381784
370.5863 273.7471 3 3 208.519067 298.895233 18.3208755
5501.707 3941.492 3 3 3336.607 4904.556 766.744369
1645.641 2177.815 3 3 1544.80433 1943.238 99.8310246
301.3803 281.8559 3 3 256.668167 301.3068 25.9671647
36.91961 30.96279 3 3 49.0092267 33.7671967 10.6594515
11.06781 15.64405 3 3 7.76151733 12.5244867 2.15921663
92.19534 71.68725 3 3 118.459667 84.5446333 21.951952
176.7232 105.8268 3 3 77.47992 150.3163 36.0658377
963.7049 1062.185 3 3 1370.642 1093.99197 135.323686
388.6278 257.318 3 3 232.638033 325.256433 14.3969062
302.9706 268.0844 3 3 360.9179 264.3916 57.2816047
838.9032 776.3662 3 3 958.4582 813.6352 100.011072
133.1758 126.4536 3 3 119.509533 132.1748 7.53650731
74.33848 61.58751 3 3 47.1048267 79.14153 11.2790884
893.041 683.4589 3 3 623.008267 773.1543 16.0434698

1895.209 1692.353 3 3 1955.07 1775.962 75.6783862
114.0943 99.1169 3 3 96.84858 110.095833 0.44638162
308.1835 221.6977 3 3 189.029467 255.179267 12.6093552

49.696 48.79216 3 3 44.6125633 49.16174 3.2749778
2268.731 2085.762 3 3 2809.89067 2349.94433 118.780729
636.6347 536.8439 3 3 922.340133 679.070967 57.0791097
5837.153 5518.615 3 3 5074.223 5715.76567 433.800662
36.17289 53.19804 3 3 70.71421 41.6468633 18.6296804
99.42917 113.2847 3 3 232.960733 106.34229 91.8618007
59.27995 32.95044 3 3 23.3603133 43.3571133 3.94215633
618.0328 404.6404 3 3 789.131067 548.160633 123.661231
2540.938 2213.728 3 3 1696.83033 2727.36567 410.12871
1032.986 1329.827 3 3 881.646933 1141.74633 95.3282219
2063.706 2101.228 3 3 1665.06267 2060.68833 284.883164
1549.224 1341.323 3 3 1158.31853 1430.585 166.909283
178.4964 138.408 3 3 126.217167 175.253233 5.20626896
2542.955 1877.555 3 3 3098.894 2346.932 365.357972
2156.096 1975.801 3 3 2828.009 2103.06967 516.553453
64.54066 72.30885 3 3 77.51562 69.0239467 4.70444413
4963.965 3813.466 3 3 2827.71733 4314.46933 909.121306
535.434 878.7072 3 3 396.6098 664.917233 58.7292033

178.7749 166.9678 3 3 141.3527 175.252433 23.6353989
899.5637 752.7417 3 3 675.8733 813.8262 65.3227541
59.46017 58.52962 3 3 41.6838633 60.24512 13.3497719
4381.646 3569.199 3 3 2954.688 4198.48267 712.853342
174.0373 166.5815 3 3 135.994567 160.546433 4.54184638



260.4968 223.96 3 3 361.1967 240.723 85.9005066
1503.904 1399.791 3 3 1302.31667 1435.44167 76.903281
1802.877 1260.5 3 3 2434.61767 1621.70533 504.215505
438.3351 313.0264 3 3 292.729167 405.818967 12.8191473
5.957128 6.686182 3 3 4.794287 6.14717367 0.86708596
705.2125 485.6089 3 3 832.000433 632.2358 71.8295612
1163.501 1082.359 3 3 1361.34567 1182.856 67.6801557
130.6874 105.5493 3 3 98.82185 117.451733 5.08783873
1382.393 1081.798 3 3 1885.246 1354.17967 288.448765
52.09861 49.20238 3 3 56.9373733 51.5773533 3.26562645
407.1133 460.8004 3 3 517.2419 437.119033 51.7432455
190.8095 222.2906 3 3 247.378533 215.4524 7.67989867
22.4608 14.68738 3 3 26.2282967 18.89731 3.6464696

652.0195 874.5192 3 3 605.091533 763.076433 30.9809035
331.3797 431.8964 3 3 266.9681 357.199967 5.781953
103.3653 101.8518 3 3 349.8219 111.777733 173.296823
100.0194 70.54013 3 3 57.0206033 85.5843033 14.7830075
2517.976 1708.425 3 3 1412.50167 2026.37733 122.852503
3354.583 2960.448 3 3 2698.95567 3130.331 241.98769
4388.081 5642.945 3 3 3786.78333 4805.22167 170.126801
1543.469 1235.794 3 3 1090.0161 1351.69267 93.1782371
332.1293 302.8015 3 3 276.911333 308.372367 8.18649888
41.36625 47.29893 3 3 53.0234167 45.09182 4.81321735
317.6956 423.4399 3 3 285.837933 364.2692 19.5070413
179.9855 314.8689 3 3 528.191567 239.608367 199.694025
24989.03 25652.69 3 3 22843.44 25064.2033 1527.80987
432.7953 450.2651 3 3 487.234367 418.6021 29.502198
1030.102 1027.041 3 3 838.8353 1003.1389 111.905407
2572.993 2179.577 3 3 1941.829 2418.56167 278.888639
2274.994 2527.139 3 3 1187.79063 2079.094 314.727942
165.1976 115.0612 3 3 424.860233 157.222333 192.112241
1325.675 1188.7 3 3 1085.9151 1295.63233 120.281816
18.13096 21.44851 3 3 15.37026 18.8346867 0.9756155
6426.984 7067.284 3 3 7676.584 6509.77567 677.531274
93.99736 84.4194 3 3 97.77799 89.8187767 3.154068
45.42532 44.95128 3 3 35.21179 43.16977 4.65954763
2023.187 1794.262 3 3 2218.14067 1901.205 201.617812
104.1796 100.7163 3 3 114.481733 96.1256967 7.61435159
329.8948 221.7172 3 3 198.6734 279.604567 23.4062122
1865.793 2222.162 3 3 1740.231 2042.55333 131.65768
436.7806 822.8647 3 3 286.817133 587.756267 78.1290921
38.52609 25.55973 3 3 22.7280067 32.1934233 2.46228943
2172.559 2248.861 3 3 4954.15967 2188.51033 2027.73399
1508.253 1720.773 3 3 1193.8948 1810.47233 279.329194
122.2644 135.4914 3 3 141.912767 126.197467 8.22160817
247.8975 219.6826 3 3 207.964133 230.000333 4.38726007
157.5542 112.0753 3 3 175.1612 139.238133 10.9038265
152.3812 117.0728 3 3 168.5304 131.852867 19.6905099



152.3812 117.0728 3 3 168.5304 131.852867 19.6905099
43.96562 33.65036 3 3 55.2021 40.31293 9.2709948
219.5989 289.3886 3 3 203.807867 267.257667 21.4755784
671.7126 871.4037 3 3 998.971567 820.233833 11.170893
98.74365 128.2337 3 3 474.170367 107.82696 268.274133
2245.917 1807.307 3 3 2707.299 2162.41567 237.750944
76.45153 19.98956 3 3 266.722733 81.5930967 119.691143
2062.361 1626.483 3 3 3001.514 2042.198 575.286785
167.6351 585.8512 3 3 117.459433 422.161967 10.5143269
914.2107 663.6686 3 3 568.6199 777.093467 85.5017704
710.5388 848.322 3 3 527.975733 732.905667 106.775216
529.355 432.1675 3 3 696.319567 534.687233 54.7706685

4441.213 6133.891 3 3 3506.91133 4964.275 339.553662
979.9756 810.9966 3 3 1152.12867 959.569733 23.199595
171.5198 138.2747 3 3 206.293433 161.488633 26.0060701
443.2707 493.6262 3 3 265.309933 422.018067 78.416599
1742.505 1252.506 3 3 1038.51093 1636.87033 273.952963
1237.201 1553.676 3 3 1038.9259 1364.25567 170.884798
605.0565 714.8745 3 3 444.810333 664.788967 151.843293
30.36275 33.43232 3 3 44.0661033 33.0412833 7.70665777
139.7916 156.0428 3 3 296.875833 135.042733 116.579985
1784.514 1703.999 3 3 1446.893 1823.60933 237.03522
895.4923 895.0717 3 3 713.635567 842.440267 24.2902962
71.55865 73.24993 3 3 67.55952 74.57088 3.43218206
70.96725 70.91106 3 3 32.3748233 67.7365067 25.402358
1600.223 1555.265 3 3 1132.3964 1721.24633 353.882318
660.6277 627.724 3 3 798.225467 672.131067 77.3606137
125.1151 69.46102 3 3 49.3333467 96.90093 21.1955565
598.5531 807.8627 3 3 521.157233 685.721267 52.7307998
625.5618 493.0472 3 3 669.87 567.0144 33.9889242
52.2776 56.41629 3 3 65.0876633 55.1162367 6.90914242

1010.191 514.5728 3 3 315.7572 695.3694 55.5338193
8.227509 13.085 3 3 7.17647633 12.208543 0.75646305
911.4694 892.0908 3 3 729.111133 961.704733 135.65808
97.87495 114.733 3 3 66.6386667 96.7616567 12.1142683
136.7496 116.2722 3 3 153.8936 133.0388 1.64497717
54.19924 61.50878 3 3 35.8951233 58.4677067 16.1654145
227.578 209.1233 3 3 199.141867 215.194667 4.94758635

735.0596 712.39 3 3 954.7347 726.412067 167.548255
408.7967 361.2127 3 3 251.4334 349.0219 26.5704092
161.1073 179.4694 3 3 147.156233 173.892933 16.2417967
420.8473 198.1312 3 3 160.968767 356.719933 40.7235084
88.90439 89.04836 3 3 100.49204 88.2575567 8.91836726
8840.416 8258.177 3 3 7890.11133 8707.84367 449.648665
222.7562 212.1868 3 3 193.520533 220.728167 18.4775564
5.25423 6.724583 3 3 4.55071967 6.54659467 0.82901303

111.8829 146.0663 3 3 175.492967 129.054933 29.6135643
338.3449 224.9198 3 3 142.6522 253.4609 32.5659543



85.3707 55.92109 3 3 43.2215233 77.84845 16.6649456
93.75477 97.33255 3 3 70.689 89.5642633 9.09692463
2326.647 1891.513 3 3 1688.70367 2203.78967 264.026838
298.7181 491.3336 3 3 262.034267 417.462767 48.2118484
577.168 691.2166 3 3 962.614333 702.349567 139.907693

1292.762 1313.644 3 3 1941.08133 1398.862 363.364169
333.1611 179.4982 3 3 535.5206 319.597067 86.0695531
16.72353 7.434014 3 3 37.5490233 13.2811847 17.1442326
275.8604 378.0631 3 3 414.6681 337.482367 17.1008121
1106.228 1303.318 3 3 1017.4403 1178.919 49.4680724
9.555445 13.17489 3 3 14.7557367 11.4206117 1.66209867
9508.327 9695.297 3 3 8506.79133 9291.66667 193.893142
377.1615 330.5797 3 3 294.300633 390.7476 20.8541744
12.05566 16.95914 3 3 10.5654103 14.92336 1.94805104
390.9487 385.4225 3 3 354.6821 385.2004 21.7255355
134.8868 149.8836 3 3 287.675867 129.974467 114.046082
466.8142 360.3508 3 3 233.857767 383.228467 80.84823
1153.799 1432.796 3 3 1024.55533 1287.715 134.576633
401.041 336.7005 3 3 305.854767 358.4258 11.8896709

5.735794 6.196476 3 3 7.74769633 5.723585 1.41422619
1528.344 1195.846 3 3 2355.60567 1587.13667 376.60355
67.66665 72.94578 3 3 55.8115633 67.35677 6.28579763
1222.131 1511.269 3 3 1101.27733 1407.55633 158.675835
371.7105 218.4295 3 3 499.920333 340.690633 41.19438
79.37163 69.95915 3 3 90.4694067 77.5602433 6.5969966
68.00666 103.6485 3 3 137.646333 95.9221533 18.0415197
1294.697 1363.978 3 3 453.032733 1085.00403 193.362828
5169.382 3399.628 3 3 2964.084 4328.739 475.563066
650.2386 760.1385 3 3 830.8912 647.046867 72.5393857
86.79443 77.28779 3 3 92.4226667 81.9292433 6.11663267
75.97089 60.17616 3 3 54.1181233 68.17006 6.72933472
545.8253 589.1058 3 3 520.867567 585.672667 28.7656339
385.0177 336.8112 3 3 513.3811 386.0887 79.719825
104.9788 75.9096 3 3 70.4812633 90.2010833 0.8416085
91.52029 65.96461 3 3 161.2554 78.8495733 59.5125089
94.15193 101.0345 3 3 79.6912967 92.7354733 3.19946129
1077.851 1196.128 3 3 1535.35967 1226.30667 157.275381
247.1852 236.4104 3 3 201.909833 233.405933 17.3664896
7076.557 6111.794 3 3 5862.477 6946.105 193.890154
2247.129 1669.776 3 3 2533.75833 1934.77367 333.394698
1322.731 1381.495 3 3 1818.913 1443.52467 226.111396
6224.736 7331.465 3 3 5823.207 6736.67533 380.8052
52.30967 41.35285 3 3 125.571197 44.4070167 59.636995
123.2649 102.5679 3 3 85.8470033 107.401703 7.47986843
561.4426 328.0668 3 3 93.91393 362.530267 74.8837344
295.0891 309.4049 3 3 246.8632 319.627533 44.0662591
242.4912 201.3043 3 3 180.371533 217.5195 16.5669565
2423.821 2679.562 3 3 2980.215 2467.54067 326.205673



1032.13 2056.637 3 3 2175.125 1380.58633 54.7804719
951.9178 889.6111 3 3 1406.62767 1051.7033 128.904146
1215.298 1177.256 3 3 1555.49633 1270.11067 167.06179
708.4653 735.3489 3 3 877.496567 737.370633 99.3120432
46.47835 42.4989 3 3 67.3344433 42.3507833 18.012779
6.477204 10.47195 3 3 5.52782333 9.756798 0.9392009
371.5464 550.5055 3 3 273.740267 440.514367 77.3344104
1498.013 976.9462 3 3 1992.32733 1348.80807 349.384772

629.69 778.3973 3 3 581.491533 701.281533 48.1597489
98.62061 95.06432 3 3 146.846267 103.327643 30.1572628
648.2757 542.4189 3 3 499.850133 601.555967 52.5074143
87.02769 81.8242 3 3 70.5053067 83.5075433 9.13846772
1102.021 996.9363 3 3 916.8812 1053.0921 85.9445083
3.723041 6.233356 3 3 9.00148933 5.916753 1.00327194
608.9301 452.8011 3 3 1348.20887 635.9313 489.248089
522.7897 362.1787 3 3 319.275867 436.944067 32.5854016
39.81398 25.81522 3 3 64.3004867 30.6556933 23.6363669
2061.841 2033.368 3 3 1436.22667 1925.813 294.907403
144.2655 184.7265 3 3 248.269833 183.506433 28.4797118
199.8456 219.6694 3 3 178.7829 212.806767 22.5825369
366.1025 310.3905 3 3 227.252667 309.8707 23.6587452
1979.911 1788.307 3 3 2262.114 1747.192 283.415217
199.6518 121.635 3 3 66.9895867 142.246667 24.0124163
242.183 187.6679 3 3 274.4571 209.208533 38.7251572

1151.448 1189.681 3 3 1462.441 1221.785 153.671113
9315 10994.52 3 3 6449.54633 9625.79567 2001.23184

12.16497 16.05353 3 3 9.92225933 13.2967 0.70927398
290.9376 368.3632 3 3 257.620533 319.648867 17.8317079
94.49311 139.2067 3 3 208.085433 117.40847 63.4258463
517.8455 499.8297 3 3 329.400033 455.657567 14.3453937
381.2372 330.3459 3 3 461.486267 381.4724 30.0023312
1551.568 1332.089 3 3 677.045767 1659.24433 614.581734
33.67706 27.97997 3 3 22.4170667 31.6563467 6.07360169
159.8494 115.4085 3 3 180.829967 130.732833 27.3335515
104.9508 79.76366 3 3 59.3741833 99.7833533 24.006909
490.4187 428.3685 3 3 391.476533 445.9342 11.3724232
1286.29 1015.113 3 3 1530.014 1237.89533 76.5770904

515.0303 441.1005 3 3 416.844133 491.606333 34.1495734
6330.188 4849.076 3 3 3618.14633 5590.767 1264.00175
2488.267 2118.513 3 3 1761.71367 2326.70567 374.509442
2982.017 3423.808 3 3 2823.71 3261.07533 215.883764
132.1905 124.2445 3 3 189.927667 123.480367 48.5128339
9683.337 9955.432 3 3 8759.534 9522.092 193.308478
654.3522 470.6421 3 3 323.324 669.842333 152.668576
4995.772 3005.678 3 3 2331.82333 3774.541 77.1210267
546.5855 431.007 3 3 633.765933 490.779633 89.11062
21.18733 17.19696 3 3 25.26757 18.41303 4.48897441
304.144 435.7302 3 3 606.951733 325.826933 183.006268



158.9224 164.2955 3 3 121.27756 169.248767 33.0000899
1561.054 1402.554 3 3 1232.14133 1645.19567 88.9824492
47.97015 44.31343 3 3 40.7942967 49.4709733 2.23888155
242.0916 390.2514 3 3 422.1088 319.111867 18.6940536
122.5837 108.1138 3 3 99.18311 116.476867 10.4482866
122.5837 108.1138 3 3 99.18311 116.476867 10.4482866
477.6002 450.5954 3 3 354.6355 434.406833 26.2862315
713.2728 849.1689 3 3 971.092867 785.9891 119.41083
3.221844 12.73718 3 3 15.4464967 8.72905467 0.7935509
1140.585 791.8459 3 3 1870.97067 1121.9173 455.128737
585.4245 379.8837 3 3 691.6199 522.869267 18.3091569
125.9717 120.8547 3 3 94.7787167 115.527227 6.70864732
72.36555 65.63421 3 3 47.8802267 72.34073 16.9154158
253.2136 214.5611 3 3 197.214133 229.062667 10.8523178
1451.702 3281.677 3 3 854.890833 2174.02133 119.520871
115.8068 166.3345 3 3 92.0340733 132.5936 7.51263624
991.001 907.4775 3 3 1314.25667 1024.36217 166.849327

3014.129 3349.955 3 3 4099.92967 3321.97133 498.045366
30.24315 24.95462 3 3 11.2045033 25.4734467 9.60161945
824.4594 1137.503 3 3 669.879867 930.6277 74.4557276
90.06594 67.7549 3 3 94.4827933 78.42913 4.19583602
468.1603 553.562 3 3 667.7516 498.205233 116.6962
1885.005 1022.721 3 3 851.944133 1538.49833 231.914983
1029.314 809.1335 3 3 524.706667 870.0971 216.18925
734.8455 1070.389 3 3 660.7878 906.013567 71.7046163
198.3333 198.64 3 3 155.8048 190.6218 22.0489623
54.81149 60.21574 3 3 170.02825 51.7486367 87.4427617
1439.819 2446.325 3 3 1233.59833 1935.71833 140.812703
72.14658 70.12521 3 3 43.30933 64.82826 11.6746058

2694 1671.187 3 3 964.1346 1907.33233 65.7486381
176.2707 235.798 3 3 162.015 211.869867 19.7531754
23.54244 12.91403 3 3 10.8639133 21.7206433 0.72831119
2067.329 1688.185 3 3 1476.61867 2032.484 252.219563
127.5483 204.6173 3 3 82.8076733 152.9954 27.086696
290.2278 288.3014 3 3 235.387167 276.3393 20.6958549
40.98447 45.91407 3 3 57.72375 45.13143 8.56869886
3699.132 4765.551 3 3 3306.92833 4149.992 299.805141
81.57845 107.1438 3 3 70.3240267 90.7501933 5.4015308
363.1411 354.5531 3 3 311.5019 345.405567 8.83084446
36.9366 28.44479 3 3 55.21763 37.69832 8.79090963

6853.569 9160.004 3 3 4663.57633 7636.26033 1780.00894
2029.958 2084.49 3 3 2308.96233 2085.70233 156.593522
490.5799 384.4698 3 3 362.802867 436.698667 14.7645465
2432.617 1961.54 3 3 1593.54133 2267.86567 426.893522
204.4646 179.5959 3 3 123.227973 179.998133 34.6879075
178.5231 145.3282 3 3 129.383033 156.124767 4.614009
69.23309 64.82853 3 3 168.340767 64.2646233 77.4425213
800.3291 649.7337 3 3 972.786967 790.144133 12.9372471



105.9915 62.05214 3 3 47.21995 80.1212867 8.62164561
0.2723349 0.02151619 3 3 1.30333577 0.09961615 0.88558971
245.6361 211.6277 3 3 187.4123 248.5295 24.5617637
1250.08 1092.078 3 3 1550.88767 1212.38033 229.093157

13.51006 2.743771 3 3 15.4473933 8.061383 1.18701778
2643.619 2761.988 3 3 3167.01933 2802.69567 201.375671
2955.83 3080.693 3 3 2845.37767 3056.745 128.704194

2633.799 2587.178 3 3 2321.79867 2549.52833 131.220136
65.20362 76.9829 3 3 37.7028 65.37227 17.1462827
13.68905 13.83323 3 3 17.15543 11.9843447 2.33138629
1208.722 1403.253 3 3 1178.769 1360.01633 10.4184926
756.4476 836.7554 3 3 626.833333 833.242533 134.662858
1080.85 1290.639 3 3 963.228 1271.52867 141.318781

106.7551 87.2476 3 3 82.6119667 103.224333 5.08772419
705.6187 844.1514 3 3 946.388233 731.493967 123.849314
94.51363 92.40848 3 3 79.87995 90.5553367 6.09894936
73.21503 86.54121 3 3 102.115593 77.65765 16.5815748
3.402845 2.911541 3 3 5.06639133 3.652349 0.56662221
147.3841 127.6358 3 3 180.664067 131.7337 33.7613325
5798.933 7666.62 3 3 4082.76633 6733.82333 1747.74858
4.009696 1.944446 3 3 6.46431567 3.046803 2.33345148
46.55878 46.5085 3 3 53.4746967 44.0072633 5.56334142
2.592148 1.102287 3 3 8.88473333 3.36154533 3.10145933
273.0396 208.0045 3 3 155.955073 251.969733 60.856158
5923.104 6515.096 3 3 5151.91233 5971.387 322.358367
66.97357 87.65464 3 3 98.31552 75.9026433 12.9679418
276.4872 206.4846 3 3 294.507467 241.085867 19.277073
112.6332 113.1829 3 3 174.213867 115.9041 43.311168
2554.535 3445.808 3 3 3693.071 2988.20667 281.210596
1497.432 839.4564 3 3 1999.27633 1323.70013 273.738865
661.6213 369.3794 3 3 939.585433 580.8477 194.660776
1388.026 2121.253 3 3 896.737967 1575.05067 163.024684
138.6008 114.1236 3 3 193.2943 133.899433 40.7116491
85.71795 87.20541 3 3 377.337567 88.2895133 216.397406
604.7634 715.6853 3 3 582.5022 697.786867 12.0155904
31.09354 14.00254 3 3 60.9090267 22.6007167 27.403677
160.8304 135.1785 3 3 126.849767 146.339633 6.36098724
1884.803 1767.732 3 3 2241.90567 1719.249 340.01957
1789.419 1966.399 3 3 1590.32267 1871.52333 190.948872
290.2998 230.1431 3 3 305.4397 240.2452 16.9034887
1668.365 2856.989 3 3 1302.721 2159.18633 163.803441
135.9978 130.3155 3 3 110.10471 128.629167 11.1026408
1658.777 2118.302 3 3 1409.29133 1996.903 325.726123
57.33249 41.34089 3 3 95.5723967 59.0755467 20.0147277
522.181 511.7801 3 3 875.750567 587.2811 178.725608

5.732288 6.352365 3 3 4.15903467 7.43817433 0.32681803
308.5358 211.7212 3 3 469.2748 314.411567 48.0342886
213.2408 180.3005 3 3 145.573333 183.541 3.81515883



351.883 367.8391 3 3 417.735233 375.365867 15.0010793
37.03718 38.70037 3 3 42.69711 36.3477567 3.87945271
3895.334 3968.957 3 3 3624.83867 4061.83767 235.886719
23.16521 19.46758 3 3 17.64777 22.18003 2.43104787
3231.774 2036.663 3 3 1855.90367 2887.348 223.596589
315.7065 393.1849 3 3 423.7607 348.952367 39.5137602
59.1766 58.62542 3 3 104.777913 71.3945833 12.6374012

731.2926 602.1331 3 3 1033.58917 697.678067 237.809885
217.7887 222.7667 3 3 181.974633 210.533833 12.996472
322.2157 274.3587 3 3 194.464767 370.011033 37.0468563
58.05384 92.53285 3 3 45.16276 72.35797 9.69622726
950.3878 671.7451 3 3 639.083467 866.262333 23.62371
6465.491 5587.294 3 3 4700.91733 6339.133 1013.68196
1096.451 1252.972 3 3 1027.4836 1167.96733 69.8394118
78.93798 59.28208 3 3 297.194467 83.0342867 158.789849
5.541637 2.052683 3 3 0.74111103 3.45422967 0.8721395
1681.624 1982.024 3 3 1322.7045 1803.753 325.317756
57.61525 54.24859 3 3 86.51424 52.03172 24.9688746
238.3434 186.1299 3 3 350.2026 248.638633 34.2401142
535.3809 266.0748 3 3 759.933 472.302367 115.133995
54.1012 63.95587 3 3 48.8969867 62.1778133 6.75693185

285.4403 282.9585 3 3 208.0317 321.576167 55.6304135
23.81815 32.2788 3 3 115.304317 28.7229933 64.9470528
784.6006 892.5848 3 3 581.2786 771.783133 64.8895392
78.69634 80.85919 3 3 76.5989967 81.5241667 1.84344322
545.5906 496.8445 3 3 772.0325 583.219033 89.6343343
948.7191 836.4442 3 3 674.633133 858.379333 111.515013
65.52615 44.53547 3 3 40.82459 56.74404 4.93904795
228.7472 226.8678 3 3 193.099767 220.2368 15.6128745
4069.563 3230.559 3 3 2240.286 3283.86033 194.726346
365.2939 488.3314 3 3 297.920733 416.363133 61.8562892
1594.179 1603.38 3 3 1405.25767 1556.35733 86.6037364
725.116 805.6392 3 3 633.079967 761.738667 87.7903624

251.8619 282.3223 3 3 192.4883 297.0563 57.1277311
214.4016 223.3198 3 3 268.877633 212.7227 40.6469156
84.46378 81.35653 3 3 104.690583 80.8010167 17.5305369
1378.68 1305.912 3 3 1073.70743 1476.168 191.426773

664.6729 1049.585 3 3 616.183233 923.682967 56.794216
274.7412 246.9189 3 3 231.4522 264.896 19.7668782
175.8315 163.8409 3 3 149.698567 164.844267 4.39373166
2028.577 2714.693 3 3 3874.88267 2377.63333 1073.82058
592.6989 503.3146 3 3 816.065667 555.136867 190.923561
791.782 865.5121 3 3 603.408733 916.966033 176.028387

1947.636 1743.658 3 3 1381.12 1896.707 364.011367
10.66084 0.00453614 3 3 222.014873 9.66470205 159.652418
2236.53 1877.569 3 3 1536.034 1925.06167 36.8353469

235.2648 184.3227 3 3 161.9971 202.7788 12.1195177
84.94098 70.55199 3 3 117.9338 88.69859 8.55377189



142.7624 97.35324 3 3 44.6476433 101.105517 14.6600997
407.113 396.6273 3 3 368.627767 393.4756 10.5564702

1601.533 1693.197 3 3 1351.022 1670.17767 232.674984
1414.772 1527.131 3 3 1943.39967 1550.344 256.26548
214.3633 177.017 3 3 410.283133 254.695833 54.3878771
75.27914 77.23046 3 3 49.6720333 77.3011067 20.7232084
127.3654 160.1815 3 3 118.377033 147.402567 13.0349772
1795.886 2267.676 3 3 1408.49767 2022.86667 398.202661
8686.403 6748.278 3 3 5687.336 7552.698 978.307526
1179.446 1022.133 3 3 786.2455 1241.69333 228.39941
140.4793 116.7768 3 3 195.111967 136.506967 40.3224108
238.6518 219.3236 3 3 200.445567 223.63 11.2338159
413.403 363.7605 3 3 338.565833 384.429933 22.9956388

189.9383 234.5752 3 3 255.0433 217.564067 14.7257048
34.85685 27.91026 3 3 45.5654467 33.2262333 8.02589476
2594.939 1784.745 3 3 3002.40233 2250.07367 383.764976
23.60747 14.50765 3 3 25.4151867 18.5167367 2.34939505
870.0129 889.6786 3 3 1197.26667 937.4755 168.45497
183.522 143.185 3 3 129.2018 159.789567 9.39178115

173.4159 203.0902 3 3 164.242233 191.909033 13.2638275
102.1638 81.84766 3 3 139.213467 96.00182 30.2143788
201.9946 261.9328 3 3 386.344867 230.549133 113.705417
68.44165 56.53532 3 3 51.3940433 63.9452767 6.92817356
508.459 574.6107 3 3 403.2838 503.6026 18.1794489
508.459 574.6107 3 3 403.2838 503.6026 18.1794489

4440.292 3856.64 3 3 3542.184 4049.64567 180.180778
1705.294 1368.937 3 3 1229.945 1539.03033 161.898617
182.2152 224.4686 3 3 164.133233 197.2032 8.03591222
126.6096 138.4224 3 3 105.505163 138.967233 21.9007874
1091.578 874.4154 3 3 1370.74133 1052.04847 178.632344
637.3026 897.1315 3 3 979.3733 754.309 107.53793
17.81492 14.40248 3 3 10.9637007 17.2146733 3.96803817
970.6758 1289.281 3 3 876.1767 1123.73693 97.6033177
15.44597 4.155505 3 3 65.4612933 11.0287983 40.7059422
156.9007 134.6076 3 3 170.205533 133.979867 14.4952831
647.0468 809.2722 3 3 977.9442 694.384233 189.678553
2003.693 2332.231 3 3 1574.49667 2369.02333 461.26402
1299.668 1157.25 3 3 1080.72803 1288.115 94.170649
319.5278 287.5029 3 3 250.5334 290.605367 12.7806385
31.44149 17.35098 3 3 40.94975 24.7769533 9.98770559
608.218 719.3959 3 3 971.170067 651.6947 234.412241

353.2944 457.5627 3 3 675.877167 438.4362 162.225186
188.5479 193.7078 3 3 163.872533 183.1207 3.65318514
824.4772 1115.072 3 3 735.482967 944.068167 42.961706
552.4421 1002.879 3 3 412.486333 748.8397 107.871261
249.3675 262.0603 3 3 454.758133 298.316233 92.4464753
83.75191 111.2624 3 3 125.942533 100.711303 12.0413506
861.0278 727.5801 3 3 1035.92347 855.213267 56.0654073



320.5527 249.0684 3 3 239.4245 291.951467 12.3190998
257.9833 374.0569 3 3 839.5624 297.6636 405.061693
231.3357 167.0805 3 3 153.709133 214.815467 19.482713
859.9567 468.841 3 3 390.915467 721.689267 121.243186
49.25164 31.89324 3 3 84.97664 39.7693567 33.1013593
1859.945 1765.727 3 3 1334.38667 1903.67767 398.933089
223.1575 237.2813 3 3 262.719967 230.7276 23.1802465
780.3164 1160.759 3 3 571.584133 900.304233 105.325145
1940.342 2628.329 3 3 1746.84733 2237.98267 117.519722
117.198 113.9091 3 3 107.7823 120.392533 4.29231353

1142.132 1446.932 3 3 1101.284 1340.97333 57.6144413
67.7629 61.89817 3 3 72.84686 64.4867733 5.5870865

431.1763 470.1763 3 3 532.415067 432.0188 66.1028985
110.7422 127.6308 3 3 145.0154 116.278233 19.4434412
383.4569 272.4276 3 3 396.219867 316.797267 13.1245154
3984.901 3912.216 3 3 3258.19567 4190.168 568.326075
5358.721 4301.093 3 3 2920.44967 4440.60233 771.078684
153.4468 134.0636 3 3 114.294583 158.330967 19.5996615
137.5738 94.71989 3 3 322.526467 142.77683 126.483813
419.7989 373.2672 3 3 289.9211 371.646333 37.9973254
419.7989 373.2672 3 3 289.9211 371.646333 37.9973254
777.7659 588.0115 3 3 540.732867 721.572067 72.9977161
1644.425 2021.746 3 3 2815.22867 2096.84533 229.573859
1814.926 1927.505 3 3 2404.086 1969.712 276.273481
1235.289 840.6075 3 3 1402.072 1063.5825 158.237829
811.6927 857.7209 3 3 538.811867 905.728533 248.686041
1103.888 1408.724 3 3 1539.467 1256.695 151.020723
3911.856 3254.21 3 3 2897.40133 3684.478 466.614825
42.98159 33.91075 3 3 29.12208 40.6869267 6.43482127
450.6887 463.2153 3 3 379.3561 434.8655 16.5007824
1704.864 1830.231 3 3 2782.48833 1674.80167 822.974507
41.92472 44.54229 3 3 24.1173133 38.03944 5.38983321
424.5588 313.5628 3 3 289.344067 377.713867 34.5891469
3871.858 3799.38 3 3 3198.32067 4005.65867 536.33228
44.68167 21.6093 3 3 56.30154 37.32549 4.70229471
856.2542 1061.648 3 3 1402.003 975.347067 305.959854
443.5337 538.9589 3 3 401.6445 488.650033 45.49473
174.9226 130.9902 3 3 112.634727 148.169067 13.3092832
213.3171 181.3932 3 3 174.0493 196.895267 6.76169175
214.9549 200.1598 3 3 243.979433 200.935367 29.7119811
169.0259 123.35 3 3 103.137393 140.842533 14.6017825
100.8379 56.98936 3 3 47.75499 78.5130067 8.05408988
126.2679 116.9284 3 3 93.87366 113.493573 1.83494303
111.8932 135.9421 3 3 197.587533 134.8402 42.1040599
55.65461 49.79231 3 3 103.67655 58.9819133 32.0740076
1092.031 1381.668 3 3 1518.96567 1277.17533 89.1501987
7525.35 6855.769 3 3 8011.20833 6771.567 499.682536

364.3257 362.9222 3 3 272.220333 391.869033 76.6992277



105.7951 143.7172 3 3 89.1600933 119.477467 9.39763402
196.3148 112.5628 3 3 97.21707 183.660567 2.38133539
472.4744 245.4027 3 3 643.324533 403.863467 119.277132
1058.677 1042.183 3 3 872.285067 1128.055 140.367878
219.9585 146.4724 3 3 138.3833 188.689633 4.94164529
46.27029 36.08111 3 3 27.31942 41.8200667 9.72087588
279.8876 218.4998 3 3 328.117667 243.490133 55.7400597
270.0609 194.2857 3 3 147.9749 213.608133 5.01730499
17.64854 9.330046 3 3 29.7745967 13.8126553 11.4007057
72.50915 71.40218 3 3 96.1948333 65.4130067 20.4997632
3263.142 3152.202 3 3 2772.77767 3437.05667 307.800069
79.62428 74.50024 3 3 55.08035 71.0006767 5.48283678
488.3734 390.4913 3 3 236.932233 389.559333 60.3379806
50.10715 23.57063 3 3 6.55584133 30.1892567 3.89369955
259.0014 310.8201 3 3 351.152667 295.099767 28.9690647
111.0547 95.93884 3 3 76.2435367 98.81343 13.1342209
58.92865 44.93659 3 3 68.6644467 53.0958267 9.35789345
70.86027 59.92246 3 3 53.50053 72.46615 5.34287558
356.0467 265.121 3 3 236.105167 341.150367 39.1684119
150.6367 54.01279 3 3 201.269233 122.058597 11.7982551
20.10538 14.26158 3 3 1.31222187 12.5932557 1.45362879
42.25327 58.97179 3 3 74.09355 50.7785133 15.6704678
10.97477 5.511314 3 3 18.5212833 9.48606467 5.9402823
2640.195 2355.741 3 3 3212.279 2536.97933 489.825488
95.05128 115.2225 3 3 65.3700967 112.30846 31.9846753
351.1109 296.0511 3 3 238.6603 301.894333 12.349316
181.5443 168.8432 3 3 204.244167 164.752633 23.1972774
83.76092 66.27721 3 3 58.98378 77.84813 10.3054944
2777.372 2974.195 3 3 2149.391 2775.72467 433.669001
80.31374 77.57648 3 3 95.46864 76.9007467 13.6305995
810.0901 711.0211 3 3 633.810933 749.900433 70.9343526
101.4209 101.9041 3 3 95.703 101.136167 4.03170162
2.039494 3.8037 3 3 11.0222867 5.341048 0.64058879
81.02555 86.27819 3 3 95.66964 84.7771667 7.63161023
120.4092 94.12241 3 3 85.8337767 106.291037 8.22036872
73.08049 68.94035 3 3 61.5147867 70.1372533 6.05275059
301.9709 318.0273 3 3 242.816967 355.480267 33.2783161
277.4815 461.8534 3 3 193.422967 338.566367 29.1132714
64.25117 71.65066 3 3 78.0969467 66.05961 7.73458432
986.9976 928.8154 3 3 496.619533 830.1539 121.959435
491.989 446.1407 3 3 609.3594 506.801067 36.3348201

1824.913 1309.543 3 3 1205.92333 1593.318 137.310717
2789.444 3346.769 3 3 3894.56367 3254.17167 238.837234
10093.24 10449.43 3 3 9190.912 9971.53633 230.516295
1529.114 1896.732 3 3 1467.074 1713.07267 37.816848
596.0345 640.5911 3 3 733.262533 631.8238 70.3169705
4.998642 9.097718 3 3 4.474235 7.36151833 0.59730962
102.7128 78.08839 3 3 69.46642 96.0273967 12.812799



29.41121 30.21374 3 3 23.8767967 29.5154533 4.25306202
606.7719 605.4797 3 3 793.0369 658.783433 46.6651567
71.61874 40.40439 3 3 33.05796 57.50875 9.89245381
378.8846 372.5884 3 3 329.4598 362.994467 12.5746243
411.7811 766.9978 3 3 145.407433 482.4908 19.4527302

123.55 121.9672 3 3 139.137667 121.879867 13.0612803
425.6242 262.126 3 3 112.494807 285.424267 22.2329886
109.4996 94.7555 3 3 125.070267 107.664233 5.49946383
1472.044 1713.404 3 3 1121.01833 1461.859 42.0141417
22.76393 9.839551 3 3 48.99012 15.3351703 24.8134991
266.0139 303.2517 3 3 249.653267 298.736167 21.4747935
497.6961 336.8906 3 3 584.311133 422.366633 93.5318692
1605.513 1404.208 3 3 2451.014 1731.64333 370.534674
62.08729 64.50174 3 3 51.1497267 64.93576 10.0639776
1107.672 1438.147 3 3 1016.1709 1374.58367 128.834952
148.1004 162.5386 3 3 137.426033 166.034333 8.99194243
433.1173 610.7352 3 3 303.496367 471.603367 31.6430337
16.86468 14.01702 3 3 12.1851823 15.86902 2.31076348
118.6771 105.863 3 3 130.5656 108.459133 14.1599487
1080.343 1405.058 3 3 1018.6892 1326.632 88.5107206
99.15567 103.9414 3 3 111.9015 95.75574 6.76193742
4579.612 5825.15 3 3 4420.334 5316.76867 204.995042
653.1314 677.0829 3 3 861.103033 716.103533 65.7953753
6782.521 6429.395 3 3 6071.51167 6969.46 207.846234
5.131382 0.03532595 3 3 9.06070967 2.50251632 4.31314756
283.819 305.0176 3 3 350.443933 301.108567 34.2833937

542.1217 634.4079 3 3 434.660067 550.404533 37.4147913
187.5672 161.7557 3 3 217.2184 172.885167 31.1871453
100.257 85.98129 3 3 82.04273 91.97569 1.67195958

238.8138 135.1618 3 3 286.6455 199.6173 35.543163
15.27177 14.0147 3 3 11.4125183 16.33225 2.28036872
1648.096 1446.824 3 3 1082.31153 1459.218 222.683041
49.03973 44.45762 3 3 51.6415933 46.4739067 3.18505862
1146.049 976.5015 3 3 892.150233 1154.5435 83.6176494
6.694648 6.636694 3 3 4.87381567 6.34390067 0.97612481
147.4739 101.135 3 3 88.9885367 140.2897 15.3718862
97.78373 136.0666 3 3 167.4621 112.985077 36.3826454
6.543375 2.25067 3 3 7.67365 4.57312767 0.96215924
87.64239 95.58106 3 3 53.2524233 82.3469133 14.9076871
43.87952 35.08912 3 3 81.5815667 48.5402733 19.33258
162.2878 173.0419 3 3 117.13238 163.6504 34.4934516
95.50797 88.55045 3 3 117.158033 97.5538067 11.0206874
53.69577 49.27882 3 3 43.08268 54.41353 6.68284166
919.3193 546.8488 3 3 988.551633 730.431933 65.864788
451.8857 316.742 3 3 282.799433 384.4113 38.5438617
315.304 263.6151 3 3 396.362333 283.577033 81.755302

128.1673 111.3448 3 3 204.995567 145.054567 10.7352986
349.007 339.633 3 3 276.038767 336.272 43.7127108



51.50885 39.30514 3 3 32.48341 42.7290867 1.67360056
123.5326 86.45714 3 3 139.857433 110.04488 10.0478194
1277.167 1134.314 3 3 1580.56233 1200.743 281.83517
2683.988 2365.053 3 3 2241.50133 2561.13733 174.60104
49.20277 48.94985 3 3 47.0862833 48.48157 0.2549662
457.5287 504.2124 3 3 445.935767 500.1491 8.03065454
3121.513 3708.922 3 3 2995.615 3514.90367 205.411384
52.22241 54.33963 3 3 137.596513 55.07336 63.1406757
1273.344 1336.172 3 3 1080.14817 1394.24067 181.398169
119.1068 75.26668 3 3 68.00123 97.0626767 3.91512613
288.8268 262.6785 3 3 208.678867 265.2667 37.142605
762.1727 573.7238 3 3 1091.8768 777.551367 114.532882
96.48441 77.29333 3 3 63.7514433 84.73618 12.3576409
424.8116 541.0697 3 3 294.550867 433.984667 29.1900376

0.00565544 1.303924 3 3 3.49735267 0.68032175 2.05900608
155.7964 235.902 3 3 332.5614 215.717867 72.3803809
2371.548 2429.991 3 3 3117.87367 2534.301 382.088652
8332.286 6398.876 3 3 9667.40933 7485.04733 1350.97414
116.7854 179.3026 3 3 243.0173 157.354233 55.5052412
2001.638 1680.605 3 3 2034.984 1813.439 28.7484709
510.3375 955.5496 3 3 381.484767 722.4785 136.293048
261.9852 263.8585 3 3 207.4943 256.995867 36.5580014
4580.134 4792.297 3 3 4106.56833 4588.58733 311.394062
1079.729 869.1326 3 3 761.8961 1113.93487 59.2302001
938.1445 1084.541 3 3 1437.75633 1046.80783 284.400173
1891.577 1579.471 3 3 1403.58867 1697.28433 148.53392
2425.424 1989.648 3 3 1840.73467 2181.26467 136.944486
819.4504 603.1465 3 3 916.769133 749.2389 22.7116952
263.6779 237.3623 3 3 423.114067 300.303333 35.7243086
1397.997 1816.416 3 3 1959.498 1575.56867 200.142707
487.207 576.3197 3 3 622.431 495.8471 59.8669342

541.8418 1232.118 3 3 392.645267 855.944267 66.6242432
313.5163 383.0168 3 3 296.039067 369.272267 25.0771515
165.4854 114.6792 3 3 171.343133 137.659267 2.42403118
33.55622 30.41219 3 3 21.6434067 31.81784 7.64696858
32.90065 19.88445 3 3 134.342547 23.8690933 84.4618356
44.28553 41.56688 3 3 49.3348 44.74476 0.8119888
634.8918 1040.839 3 3 466.0726 792.847267 125.456889
72.4839 58.90683 3 3 106.614953 67.7665467 28.8419172

461.9728 300.3603 3 3 229.9402 355.227667 26.8853882
199.806 197.7617 3 3 152.667 184.944 6.31296372

4971.629 4421.126 3 3 5732.308 4629.78367 793.233489
2665.552 2459.635 3 3 4033.24967 2862.25733 728.240159
336.4836 293.2492 3 3 279.3147 327.2385 20.7600537
1227.795 1164.72 3 3 1866.782 1323.769 352.890856
2597.57 2307.52 3 3 3226.92633 2464.174 567.913092

3270.697 4153.715 3 3 2852.28433 3557.80867 166.894568
514.7222 503.2036 3 3 606.764433 519.9215 63.7709824



232.1277 157.9581 3 3 111.73677 204.427967 58.6688796
244.2758 170.1884 3 3 161.171733 212.9231 10.7136893
38.20758 34.81601 3 3 23.78524 33.1817833 4.01070443
117.9968 98.99982 3 3 91.6129533 106.761573 6.03978943
3620.625 2727.651 3 3 4253.21933 3314.359 513.013851

151.95 184.3345 3 3 252.190467 188.218667 30.8210775
336.9352 297.8477 3 3 342.827067 310.578967 9.70989667
146.6845 141.1886 3 3 147.978533 143.1465 2.09664232
97.46247 78.62691 3 3 66.51445 83.6684633 5.29410332
2556.154 1870.564 3 3 1679.24233 2404.27833 290.453061
123.4979 99.41962 3 3 86.7361467 107.310817 7.35287629
1020.077 949.2892 3 3 769.0478 920.664533 7.95427999
325.2655 268.5113 3 3 409.058033 285.873033 88.4152377
116.4919 103.4772 3 3 85.9119533 107.110267 14.1072941
162.3811 146.2159 3 3 112.472467 143.743867 13.4092668
260.578 329.588 3 3 229.0239 292.305 34.0408423

2441.852 2967.219 3 3 2064.92467 2558.42133 106.19234
1420.744 1239.876 3 3 1150.44 1420.597 103.096552
305.1736 247.333 3 3 357.046633 293.1665 26.9189647
1238.722 1165.985 3 3 1433.85867 1265.50067 59.3238169
2921.059 2566.152 3 3 2314.42267 2655.29167 118.451079
23.83783 31.28617 3 3 43.22132 31.4338167 4.85681789
2714.021 2959 3 3 3089.40767 2701.119 139.539036
674.3919 609.6588 3 3 489.864333 675.418867 126.679428
1558.896 1184.88 3 3 2449.862 1338.731 833.609802
251.133 383.0835 3 3 492.441967 346.9004 74.6210134

29.40616 26.71944 3 3 30.5942533 27.7466567 1.64721894
2160.146 1256.322 3 3 632.64 1453.5567 40.6092734
3980.265 1890.093 3 3 1418.51167 2809.57467 102.781689
595.6406 581.4418 3 3 448.1893 670.921133 95.2710753
67.0253 43.0634 3 3 40.8096767 56.8988167 0.18825565
2121.63 2799.928 3 3 1874.26067 2606.55067 374.336161

1216.631 1548.178 3 3 1016.94107 1308.43533 81.455357
96.06899 82.14577 3 3 76.99832 87.5076867 3.08947281
192.3905 166.2047 3 3 209.359367 179.095533 19.3181017
250.8434 237.9716 3 3 170.1229 278.0414 59.0960162
1256.962 1274.088 3 3 988.374233 1251.395 201.212996
232.664 337.1822 3 3 377.5735 297.3599 25.1628903

37.08433 35.05269 3 3 45.6377367 37.2279433 6.08413165
126.1787 132.2236 3 3 159.1154 136.167767 12.5934296
729.8676 800.395 3 3 541.5833 773.379133 174.708648
1925.308 1740.975 3 3 1581.326 1992.63633 126.196388
17.56759 15.79812 3 3 25.7316333 17.60293 6.00191803
1040.432 1188.33 3 3 1017.36633 1161.74 14.6634656
539.2213 586.5786 3 3 439.959267 533.413233 45.0770553
100.2771 94.01789 3 3 81.11323 106.168497 10.9542231
264.3567 390.3945 3 3 214.888367 321.977833 52.6570525
85.55698 74.07191 3 3 69.2551233 79.3463967 5.19932385



44.38118 44.2037 3 3 32.10333 40.74296 2.58573264
339.2629 380.9108 3 3 299.468567 397.574867 33.0291045
1103.266 1555.571 3 3 985.682467 1295.34133 50.7343389
2567.494 1835.115 3 3 1769.47167 2334.828 55.6621811
915.0078 980.2169 3 3 875.0322 956.211033 51.4490297
2329.97 2223.513 3 3 1813.50867 2213.04067 283.287894

178.5166 197.4559 3 3 234.865033 198.851467 18.1717517
90.01134 79.94363 3 3 74.14426 82.9324067 2.86578392
117.4995 124.4387 3 3 129.488967 116.445033 5.30316993
61.27962 50.87603 3 3 44.1158533 54.44521 5.35123074
269.9871 250.2395 3 3 192.436567 241.875533 19.0728366
72.63319 68.05067 3 3 61.9846167 72.3313 6.84034707
43.71419 37.45298 3 3 48.9189233 38.71301 6.47406144
1616.691 1395.385 3 3 913.023867 1707.75433 492.945279
49.87946 67.34158 3 3 96.4747767 64.0920133 21.4519729
671.6863 857.9399 3 3 552.946633 716.5732 18.6224232
293.9737 321.0986 3 3 485.1448 295.360633 144.560007
1951.499 3488.87 3 3 1510.726 2568.85233 98.2316498
493.1712 446.5516 3 3 388.688533 449.856267 22.1913475
83.88004 90.74509 3 3 63.76512 97.9649767 18.6331309
145.0643 134.8992 3 3 122.532867 140.302467 12.7543766
1436.902 1231.14 3 3 1127.44123 1396.526 144.936269
986.5345 1046.841 3 3 1160.67267 1058.1175 15.2640845
322.3508 330.3869 3 3 242.720633 309.764533 42.9601518
130.4644 94.52361 3 3 86.9177367 111.29057 5.29933085
6.998855 16.09412 3 3 253.2958 11.3179117 187.117835
4322.543 4766.388 3 3 3887.53733 4629.45 508.368627
7004.05 4784.921 3 3 4413.013 6370.73833 618.171588

772.5188 1202.812 3 3 452.870733 877.5229 159.080502
748.7928 908.382 3 3 1113.48467 766.536733 232.748512
1159.711 745.6288 3 3 418.509867 849.2032 190.055278
1231.979 1160.779 3 3 1672.28633 1329.57167 125.953869
16.33415 25.52574 3 3 15.1248133 23.1319967 1.65480123
1461.348 1584.855 3 3 1662.42667 1532.527 77.673931
195.6533 157.7066 3 3 126.216033 165.5545 14.017791
148.0782 110.3671 3 3 212.943433 146.7069 36.8591758

2224 1922.706 3 3 1644.06867 2162.641 338.82353
249.125 182.7437 3 3 336.7363 247.611 25.6143747

1427.461 1446.051 3 3 1291.07633 1513.40333 109.374505
12390.33 12698.85 3 3 14198.5767 13001.3467 459.333779
79.83031 75.31715 3 3 103.6885 85.41152 3.35318435
64.38805 75.88333 3 3 209.43592 73.4381067 105.090909
79.62358 90.60762 3 3 60.39585 79.30154 9.12165325
50.95853 49.38018 3 3 38.57787 49.3322767 8.17191804
163.387 142.4344 3 3 111.846267 142.8668 12.8852662

123.2935 113.1595 3 3 106.401267 125.187633 6.41308638
3476.111 2608.935 3 3 2426.592 3294.436 272.778607
632.126 720.1023 3 3 520.9012 727.658167 125.692997



2172.816 2285.18 3 3 1770.66933 2111.286 158.283532
208.177 337.3839 3 3 144.81936 264.198233 64.63614

110.1428 126.4673 3 3 216.434633 136.328867 53.0934015
53.74011 84.31658 3 3 7.118017 51.57891 6.47776161

20.091 14.03785 3 3 25.612 17.6998233 5.2242923
4782.788 5030.844 3 3 6106.477 5235.94633 340.2425
3161.627 2562.938 3 3 2448.47567 2950.172 196.839336

340.58 254.2418 3 3 215.592 307.9715 54.2172309
657.9083 889.5238 3 3 568.045267 824.531433 135.828549
355.5834 327.3951 3 3 311.683933 348.644767 21.6891809
42.34051 53.73911 3 3 31.51614 52.1070633 13.1612598
1467.938 1587.743 3 3 1266.96667 1500.91967 164.924072
143.0852 141.9724 3 3 125.2723 139.5639 9.81530098
1697.899 1297.232 3 3 994.149867 1438.02667 260.584621
146.708 123.3108 3 3 237.822633 137.768033 76.6216343

66.65253 105.8043 3 3 55.37995 82.8461767 6.10161421
671.2811 930.3215 3 3 520.7321 745.8306 68.5916953
117.3278 75.42609 3 3 180.791 109.431897 46.0398666
229.1042 204.1645 3 3 183.2135 211.081633 14.8405148
4.021127 2.12938 3 3 4.98616433 2.69684 1.35503362
38.11636 55.62252 3 3 18.9527367 39.5970733 4.67854732
1818.485 1037.843 3 3 852.044867 1494.59767 289.116419
385.7595 367.5349 3 3 559.921733 415.9758 88.2236739
1282.634 1805.183 3 3 993.037033 1455.59433 193.611315
2310.79 1987.689 3 3 1818.121 2314.39033 201.8878

37.76723 38.24377 3 3 30.09174 35.9509033 2.83080355
2052.016 2085.427 3 3 1992.92233 2067.774 55.7424198
143.5197 84.05386 3 3 68.3783167 113.341453 18.3929207
276.7751 333.8574 3 3 373.259167 318.679 21.2742725
1890.326 1989.352 3 3 1701.14333 2055.812 182.665453
2200.432 2188.141 3 3 2945.70467 2298.333 470.42848
60.67588 67.80681 3 3 82.13032 64.5802733 13.1724076
614.1173 518.7184 3 3 367.054367 508.979267 5.34073784
1641.542 1865.43 3 3 2246.36467 1700.23967 399.560594
83.7365 57.94575 3 3 95.1802333 73.8001567 9.18687631
249.153 194.8851 3 3 184.156233 220.923667 8.90839889

118.2872 99.23531 3 3 96.5260033 109.09867 2.17015547
140.1573 139.4796 3 3 110.582253 136.175667 18.9001067
127.7836 86.3994 3 3 148.372133 113.973233 12.1344025
117.815 115.3597 3 3 145.3475 118.553267 20.5488256

43.53202 45.2715 3 3 39.3072233 46.7027267 4.06549404
433.0762 450.8501 3 3 340.824367 412.036733 17.595971
46.85034 56.7908 3 3 82.8398067 54.5072833 20.9913711
2287.005 1712.309 3 3 1545.165 2096.333 271.613969
117.7721 67.71341 3 3 166.765867 93.58826 51.2062607
521.7296 554.3602 3 3 428.514567 601.373533 76.4451502
285.8887 240.5301 3 3 213.5587 252.655 8.91936887
802.6936 1006.43 3 3 741.205533 983.5792 81.0857106



1125.557 1224.221 3 3 947.5153 1302.66467 158.756337
394.2771 469.7312 3 3 341.841867 428.9745 56.2514493
4591.733 7439.035 3 3 3400.356 5627.09233 731.574692
1915.528 1177.606 3 3 1108.30267 1687.19067 91.9194606
216.8073 226.4624 3 3 180.096233 211.445967 16.2302247
95.19781 83.67697 3 3 113.9545 92.43657 14.8892535
570.8079 343.1895 3 3 198.7037 398.042533 28.4482868
471.7151 1457.943 3 3 356.3125 1107.2237 198.2848
1655.033 1940.311 3 3 1389.708 1739.56433 209.90987
5.555938 4.988581 3 3 3.78035567 5.404575 1.21398929
9545.702 9873.217 3 3 6610.45033 9233.73867 1867.04044
823.4745 576.7357 3 3 508.7123 795.660167 86.8804045
527.9975 450.7109 3 3 439.896867 506.781333 17.9231956
2024.17 1816.312 3 3 2323.73333 2006.945 166.749512

451.0514 552.3117 3 3 423.9528 521.526967 45.3627507
32.11416 40.0671 3 3 42.09889 33.8322667 3.24780351
41.60824 49.27532 3 3 31.78092 55.0218367 6.26755633
506.1533 730.6939 3 3 861.4267 605.7949 163.588996
4756.509 3696.241 3 3 3471.208 4339.52667 374.581585
3339.175 2539.113 3 3 1974.02533 2724.751 213.908073
1311.635 1726.384 3 3 1887.302 1343.4972 212.004249
2535.397 2018.204 3 3 2955.38933 2440.77533 118.285889
486.4112 492.7835 3 3 848.926467 562.506933 184.647874
546.3812 522.241 3 3 351.8149 483.525367 51.9727689
212.1933 189.8749 3 3 237.9053 207.829333 17.0033412
1473.886 1591.31 3 3 1255.91867 1717.24233 155.561786
202.0093 187.9835 3 3 164.959767 189.239167 14.5352722
173.6323 109.9191 3 3 184.613867 135.045833 18.7029923
541.5752 492.6748 3 3 561.0201 520.2827 19.6522471
1149.538 622.4391 3 3 575.885133 954.590367 63.6823532
1599.905 1267.849 3 3 1225.264 1447.411 45.2382935
1130.892 1357.221 3 3 1410.85033 1215.75133 89.7618436
42.68556 59.60069 3 3 36.3122967 48.6477833 1.6798723
84.84132 49.06896 3 3 45.5730233 75.2245733 3.54354341
1971.84 1192.165 3 3 1062.61147 1626.215 190.949129

228.0462 224.956 3 3 166.309933 209.503533 16.496645
151.2041 299.3312 3 3 109.601947 215.5951 33.2655293
1458.37 1624.682 3 3 1204.03257 1531.67133 241.812752

126.9542 120.4896 3 3 103.051453 129.530233 17.8164108
70.08721 55.48429 3 3 71.8259467 60.8186667 3.04255178
87.4204 133.2646 3 3 33.0410267 89.9643533 14.5837398
1739.51 2023.907 3 3 1626.68133 2049.568 68.9379392

2120.288 2137.187 3 3 1880.57633 2282.05767 167.724666
455.8552 405.3827 3 3 361.928033 460.135433 51.5437647
140.9199 139.7136 3 3 124.740567 140.5481 12.35083
344.7384 403.1129 3 3 271.343 353.4668 45.011756
243.0694 211.9169 3 3 207.227567 233.8295 8.4151562
183.8141 162.9537 3 3 195.647033 172.566533 14.6987929



566.5025 562.6219 3 3 487.6085 541.820667 15.7559187
567.8311 850.4231 3 3 389.122933 634.845667 23.1385755
651.9016 535.2225 3 3 361.324967 530.144633 45.0015721
400.6293 354.3062 3 3 325.449833 367.820867 16.9349688
314.6156 278.3328 3 3 499.316133 347.485233 77.6055271
424.9169 579.7461 3 3 345.588867 527.317467 111.437059
1410.493 1844.667 3 3 1093.76323 1530.28767 203.773829
1520.151 1888.388 3 3 1390.914 1859.07033 169.822183
3.721606 7.451458 3 3 17.59656 8.91593467 3.09146443
177.1319 221.2864 3 3 158.3588 193.530433 13.2679565
84.04518 83.06211 3 3 124.2376 95.9660633 5.36189078
144.1251 119.7141 3 3 111.514 133.6902 11.9953111
392.7178 234.84 3 3 212.3646 331.7951 39.5238638
24.19643 25.66942 3 3 38.1815267 26.9696633 8.0176711
2004.593 1859.458 3 3 2592.73367 2132.07267 71.5608273
2442.531 1843.316 3 3 1590.05867 2324.251 378.275315
43.68912 41.01737 3 3 340.237867 40.4729533 235.059547
197.8507 163.7773 3 3 153.496433 177.266367 4.41480493
838.9673 774.1989 3 3 429.679867 759.141233 242.845517
153.6462 129.1092 3 3 117.643967 137.689033 7.47359554
9.168691 10.52007 3 3 142.12869 9.279589 104.215176
257.4912 187.991 3 3 176.0333 223.048733 12.3703371
2940.411 2992.641 3 3 2472.75867 3053.376 429.24874
112.9536 123.8239 3 3 107.610333 117.203567 4.78820239
72.98791 17.80872 3 3 12.5453957 48.6179467 3.02273067
2196.129 2173.222 3 3 1909.367 2369.035 167.610842
435.6873 613.3386 3 3 380.092167 526.636367 73.0052732
0.532008 2.104521 3 3 2.393669 0.88011118 0.46693078
1791.981 1515.692 3 3 1236.65167 1573.82233 178.291888
109.8965 103.0586 3 3 92.6445367 103.517853 5.9094318
1274.981 1150.015 3 3 893.868333 1125.23903 79.1481215
124.242 86.16271 3 3 76.5536 101.899473 0.97656975

2053.693 2299.459 3 3 1704.82967 2042.01933 26.7627081
295.0575 238.0262 3 3 213.255067 258.431967 15.7691371
154.6241 129.9994 3 3 202.5185 153.302233 31.3128097
230.687 271.2218 3 3 279.660333 251.7832 8.17216503

199.6765 183.7205 3 3 108.839807 166.463967 8.71674997
416.622 463.9482 3 3 372.915867 426.256867 24.6238131

408.7734 339.6562 3 3 279.111933 349.552767 6.76411314
15.84498 13.5498 3 3 19.04927 14.61921 3.28499835
552.1928 543.428 3 3 457.412867 557.9977 76.9625823
435.856 451.1604 3 3 591.337767 478.342233 64.7711266

1088.266 799.0778 3 3 1281.60533 1016.1476 83.09955
985.3062 1441.233 3 3 614.118567 1064.1869 81.3952105
164.8901 197.1465 3 3 132.38322 181.4786 35.0806045
51.67268 51.2651 3 3 41.5438967 48.4290633 1.25610619
79.94994 109.4239 3 3 73.1445733 94.5749467 8.18964803
666.3797 633.9898 3 3 581.698567 673.317067 57.6968115



141.7368 110.8391 3 3 227.192933 129.5702 75.0280295
586.2233 802.8017 3 3 915.465367 699.959967 130.163102
431.4903 347.6378 3 3 327.109633 402.119767 35.4196185
94.54243 95.79126 3 3 74.3155733 88.7975733 2.80161289
27.14778 24.16352 3 3 29.8562533 22.6358567 1.6490278
397.9507 428.5175 3 3 369.330367 411.371367 29.1757924
201.0269 168.3391 3 3 158.8391 184.766833 12.2306061
57.27187 39.06206 3 3 25.4555867 42.6643767 3.14561523
580.1079 633.4095 3 3 750.245533 572.191433 123.983236
598.8508 720.2145 3 3 573.9687 674.2456 43.6688981
23.78343 12.85561 3 3 11.7319303 20.3346033 1.96961111
17.82791 5.94932 3 3 22.37757 12.9593533 4.04005873
109.2084 196.4759 3 3 351.747967 208.862467 36.7893406
99.0018 83.80988 3 3 65.0375733 86.7276233 12.9883644

128.9311 149.5738 3 3 17.671143 101.8958 10.5711939
1252.767 1238.696 3 3 619.6146 1063.48177 150.506599
541.5242 436.8894 3 3 339.7924 465.096567 72.5968286
922.5295 1076.499 3 3 1125.941 982.864767 77.1818092
111.6844 91.05708 3 3 83.8735433 99.9284133 6.89422109
2670.636 2984.108 3 3 3463.626 2950.248 306.412381
1974.443 1891.644 3 3 1837.071 2000.91233 33.8776764
91.00797 68.9753 3 3 64.7393867 83.6044767 7.79234288
1036.518 927.4472 3 3 1059.24233 950.450033 37.4330299
461.1398 258.2202 3 3 675.5123 429.016033 114.276291
306.3998 288.098 3 3 236.340467 317.0588 52.8205789
47.05992 48.03539 3 3 35.99725 47.7785633 9.27000359
51.67268 47.14001 3 3 36.1390433 45.5768733 2.5042671
501.8963 641.3463 3 3 457.959 561.816833 39.5530673
76.07741 73.40409 3 3 35.5790533 65.6747967 17.7640979
163.3396 167.5893 3 3 206.992133 174.411933 20.4055179
517.3869 748.5562 3 3 390.7675 594.9822 91.0255294
439.0055 631.6205 3 3 334.985367 493.890567 36.152975
218.052 216.885 3 3 171.0786 204.307033 12.9535607

1004.648 1241.836 3 3 1293.21933 1098.209 88.0112408
161.877 177.4533 3 3 150.047733 164.943133 3.26945154

124.2012 79.7956 3 3 67.1209467 105.0199 19.3535294
973.4927 737.9843 3 3 716.6151 879.997067 31.6308334
77.05917 57.69687 3 3 115.438393 78.0002967 21.0019861
1485.102 1610.348 3 3 1291.04667 1554.62067 198.053797
67.55199 55.21239 3 3 208.148367 90.0265267 78.7174977
73.66835 68.88828 3 3 62.2736067 74.60105 7.47682391
330.3823 329.1458 3 3 286.551767 325.715733 30.1120986
1322.37 1788.655 3 3 1214.64867 1673.089 187.693426

523.0832 506.2829 3 3 768.077533 566.016433 132.235765
54.68633 66.47453 3 3 50.72391 62.8774233 6.44630724
834.6234 646.6117 3 3 511.0241 788.394533 179.807037
75.30541 61.31047 3 3 52.21188 65.38805 5.81506979
306.0082 237.5233 3 3 184.744667 252.483033 23.9994023



334.0263 368.5285 3 3 427.753867 341.014633 63.9001053
21.26536 23.95371 3 3 42.92915 22.7495733 15.8858858
186.7096 175.6587 3 3 148.146 175.461 18.358492
4.542899 2.282206 3 3 1.69459333 3.233575 0.32585604
1492.123 1218.275 3 3 1197.45867 1403.33467 28.1529822
123.361 145.1097 3 3 116.99 131.942233 2.39566011

811.1108 570.3193 3 3 969.425767 743.295267 95.8287983
1928.628 1281.667 3 3 1160.42047 1677.56633 216.493563
348.5926 447.5778 3 3 300.4954 379.091333 18.1978599
300.1542 411.8121 3 3 244.196033 349.412167 60.642374
981.1596 1066.748 3 3 811.590933 1138.43587 160.2672
1439.967 1093.975 3 3 1064.077 1330.30933 48.9149621
894.1807 1108.083 3 3 838.919633 1007.03823 78.4629421
81.33152 51.83379 3 3 42.03592 62.7887167 3.01519883
113.8369 121.2312 3 3 159.701567 114.641367 35.1174062
76.84228 92.97695 3 3 71.8667167 83.50435 3.72219935
529.3625 767.3348 3 3 1081.46003 681.6321 287.60301
1127.244 1029.578 3 3 881.488767 1023.04047 31.2443253
417.4255 369.5761 3 3 248.296333 349.490533 6.02507966
297.9931 330.5772 3 3 404.425367 334.275533 40.2617463
75.1766 69.62646 3 3 61.4171233 72.2474133 8.11428084

18.02978 23.29185 3 3 8.015106 17.31802 3.7245129
306.1234 239.4195 3 3 222.8756 266.972633 2.73831854
1599.82 1615.142 3 3 1789.63833 1647.34733 88.8074448

1888.708 1923.175 3 3 1682.76767 1998.15867 191.523182
4.955329 3.039025 3 3 2.553009 4.20342233 0.81599453
97.25187 119.2609 3 3 72.5651633 98.7835767 6.45253978
59.60429 39.44561 3 3 79.0811733 51.1716267 19.4884676
246.165 209.1918 3 3 186.160633 218.9171 10.1202159

459.0154 454.5964 3 3 337.792 459.3369 96.2419419
454.2251 695.9393 3 3 1423.6568 529.982333 693.808533
464.1783 547.9218 3 3 794.1835 571.011 130.003584
24.20315 35.18867 3 3 20.97166 28.4465167 0.52537791
112.0199 92.83694 3 3 88.58336 109.847347 5.21248875
785.4089 856.4151 3 3 715.348967 811.227767 65.1153543
26.90305 21.57078 3 3 1188.03757 22.24941 924.577352
236.8461 201.8489 3 3 188.172133 218.136267 15.9476201
5615.843 6061.19 3 3 4931.66167 5624.458 339.0657
2995.857 578.9958 3 3 203.381733 1736.3476 103.44908
1569.26 1673.315 3 3 1968.98233 1496.653 301.831303
1569.26 1673.315 3 3 1968.98233 1496.653 301.831303
1569.26 1673.315 3 3 1968.98233 1496.653 301.831303

429.9232 448.9386 3 3 733.5207 416.020667 248.472371
95.61319 76.32043 3 3 46.6376767 74.8123 5.79534853
80.90516 73.11716 3 3 65.0526733 79.1110067 9.80219514
201.9396 129.729 3 3 667.1469 142.697917 412.697293
2212.399 1176.216 3 3 2478.149 1732.03467 279.748352
83.93867 64.19986 3 3 169.084467 76.5710933 72.6598312



2184.314 2264.779 3 3 1757.494 2198.16667 344.597633
609.7208 366.1497 3 3 199.608537 493.387267 198.766093
6429.362 6465.142 3 3 5774.44833 6708.82967 587.451148

0.7750564 0.00165461 3 3 1.93734467 0.70423934 0.71429116
623.0522 662.6667 3 3 554.2923 697.204967 60.2609878
1465.118 1341.513 3 3 1324.651 1432.98933 30.7824604
43.93458 37.46935 3 3 46.3946533 38.7709933 3.8798166
613.4893 524.3337 3 3 1748.57467 582.749133 924.896114
591.2411 417.5244 3 3 325.032633 465.577567 20.3763572
269.6969 289.2755 3 3 191.0716 252.326767 7.84369777
104.7602 106.3015 3 3 80.2116033 100.834587 14.209437
241.5359 229.7134 3 3 260.054833 231.610467 20.6848489
69.64655 51.48067 3 3 42.5579333 58.4504967 7.98120182
284.4059 209.6229 3 3 162.321967 228.492067 18.4291085
105.2119 94.40767 3 3 81.1513667 97.9689233 11.8067284
25.8819 25.3952 3 3 16.5962047 31.2328033 6.43793587

608.4184 646.5382 3 3 787.114933 663.5809 73.3508826
4.452449 2.577486 3 3 4.603616 3.24570967 0.26589798
216.5994 190.1927 3 3 182.545033 200.588333 2.85281855
484.1311 417.9658 3 3 312.804033 525.6297 104.383399
1965.475 2676.337 3 3 2945.15967 2315.60867 352.893351
1124.887 995.6722 3 3 1543.66233 1163.9124 234.360269
659.1337 605.546 3 3 518.609867 603.327533 36.0971616
152.667 116.8378 3 3 105.05185 132.746567 12.3689389

689.5923 939.2105 3 3 1114.0025 857.6752 143.04246
1324.379 1081.246 3 3 833.258433 1115.88543 114.930601
46.33006 13.38341 3 3 108.178643 37.28199 52.4733575
603.9317 927.2277 3 3 536.879233 757.927733 68.6324934
96.21674 119.5544 3 3 80.5668767 101.312217 2.71967187
91.55401 153.8511 3 3 76.45574 121.434837 17.5942246
406.7596 202.9148 3 3 449.2735 284.547667 74.8794455
93.52029 109.5582 3 3 127.238467 98.5746033 20.7623168
1499.147 687.9243 3 3 2379.25967 1417.5791 328.880876
82.16059 71.54961 3 3 57.21734 71.7364067 5.21769163
4598.975 3733.71 3 3 5343.45 4405.91167 446.630452
1176.563 946.4957 3 3 857.673167 1041.47923 83.9517481
174.3929 188.9606 3 3 159.532267 180.823133 15.2711348

0.1140301 0.06343538 3 3 5.23539167 0.06576634 4.12356275
42.87014 38.59428 3 3 35.66378 41.4392033 3.89432561
922.6887 834.7193 3 3 1303.49733 1004.834 84.5205724
3167.213 2854.626 3 3 2564.44133 3228.758 338.01722
157.545 226.0163 3 3 148.0662 210.4346 16.169702

11.08228 6.793775 3 3 20.0302033 10.167315 7.26973602
32.82158 33.22369 3 3 22.3745833 31.4725733 6.74498513
19.46966 17.57361 3 3 22.1878133 17.38135 3.14997671
19.46966 17.57361 3 3 22.1878133 17.38135 3.14997671
19.46966 17.57361 3 3 22.1878133 17.38135 3.14997671
19.46966 17.57361 3 3 22.1878133 17.38135 3.14997671



2882.961 3308.96 3 3 2704.25333 3076.68 204.718053
46.15481 43.74022 3 3 37.5481533 43.41928 3.67476513
131.7801 106.9528 3 3 135.531267 112.124467 6.15398127
823.8975 694.4785 3 3 642.8882 748.025167 49.863836
87.62879 67.73122 3 3 63.0888533 79.8172667 8.10782022
557.2427 665.3693 3 3 503.307833 599.4708 50.5304187
14.84454 6.642923 3 3 396.931667 14.8931877 304.971507
2416.602 2037.723 3 3 1781.91433 2154.00967 190.734479
307.9001 345.5572 3 3 238.875133 305.951 34.9426399
2097.121 1431.195 3 3 1358.382 1904.24167 142.755993
1.88441 8.7668 3 3 9.93863567 5.25167767 1.47092301
1880.95 2277.699 3 3 1388.57 1918.79367 250.581973

60.52975 42.27224 3 3 65.5841267 48.97226 8.66827013
261.797 255.0138 3 3 273.8802 257.107633 12.7698944

8493.873 8837.647 3 3 9814.75167 8419.29767 1015.74646
491.6152 525.8282 3 3 636.634467 538.789167 55.7572818
195.0522 179.3376 3 3 160.895967 184.734633 16.822977
303.9722 424.5333 3 3 571.431033 340.736733 169.405575
374.5842 385.9482 3 3 526.4795 386.980767 110.761812
163.282 147.8848 3 3 133.486667 149.9311 4.20789047

1161.933 1463.315 3 3 1499.74533 1297.74033 52.0291046
367.9129 502.8856 3 3 220.2036 389.149867 85.2986758
183.7522 176.4563 3 3 165.463667 180.083833 11.1081879
245.8475 302.6605 3 3 352.382133 289.234033 32.7278648
545.8692 293.3736 3 3 96.2478167 341.688467 66.2524886
134.6209 135.4664 3 3 116.105433 134.321867 14.5126584
57.22852 61.96697 3 3 43.4884133 55.3342833 5.44804656
2185.106 2261.097 3 3 1689.71333 2065.372 119.468599
441.2021 442.8879 3 3 359.4354 442.332033 66.3294922
1232.372 709.6654 3 3 601.689067 1060.40313 206.203039
1104.836 1349.357 3 3 913.700333 1153.85433 76.8839025
7.200935 13.11926 3 3 5.32303867 9.488447 1.00388687
1005.073 1208.23 3 3 918.712733 1080.72567 66.9778278
591.6083 802.7026 3 3 1011.84627 666.559533 250.011724
283.6219 334.162 3 3 269.3507 312.0838 22.4040609
142.5517 126.926 3 3 104.078837 127.5671 11.7762208
50.38412 35.67844 3 3 26.1516 41.8021833 9.92903994
1052.022 616.6387 3 3 573.121233 852.9632 42.7110522
1535.647 2283.109 3 3 2337.96967 1850.42567 50.5232526
399.3409 1522.194 3 3 2239.662 707.629833 1000.2034
24.46408 2.748149 3 3 138.932617 10.7929163 102.021341
1462.729 1455.056 3 3 835.785267 1278.1308 166.387885
41.49899 35.37609 3 3 54.51912 42.9073867 4.16251021
4385.994 4795.564 3 3 4075.67967 4764.16933 415.462551
265.1219 275.0073 3 3 187.284167 247.495233 27.8996378
465.4855 431.0168 3 3 315.387867 445.7874 103.042594
870.9622 810.1006 3 3 762.800433 856.659067 62.9129421
64.5899 58.23753 3 3 81.49778 64.03456 12.8632354



2703.059 2308.066 3 3 3289.03967 2597.247 493.596634
1745.099 1509.238 3 3 1452.807 1630.583 79.9449805
113.1157 102.2948 3 3 195.610733 115.2524 62.8948656
510.8987 457.1422 3 3 666.371267 539.3777 21.5423488
27.9106 22.68304 3 3 32.9054333 26.67669 3.52738828

261.0353 254.8869 3 3 226.809167 256.962967 23.9449915
2960.497 3335.471 3 3 2815.28767 3201.72933 229.054902
1314.195 1688.809 3 3 1082.51147 1506.86233 284.560627
15.17393 14.42501 3 3 12.0314633 14.08721 1.03134192
1200.758 1386.618 3 3 1571.93833 1178.51123 226.81341
113.2941 88.29207 3 3 1383.73627 106.810823 1025.62551
1557.319 3110.32 3 3 1216.38433 2221.925 112.170844
85.23676 83.41288 3 3 63.72531 83.3989167 15.7036486
366.623 540.9766 3 3 573.2937 460.0953 23.6550107

2400.393 2299.448 3 3 2090.436 2553.15133 108.991267
93.63628 82.99538 3 3 114.716867 96.03512 4.30807646
93.63628 82.99538 3 3 114.716867 96.03512 4.30807646
93.63628 82.99538 3 3 114.716867 96.03512 4.30807646
767.6521 693.4203 3 3 553.232633 819.269 144.078548
83.04377 70.41753 3 3 65.0329633 79.5426067 8.51784158
14.5567 13.14576 3 3 37.9041633 14.5676333 18.7122457

2940.619 2938.173 3 3 2414.667 3017.65667 465.684467
507.9765 584.2888 3 3 399.6661 503.6057 10.5366911
507.9765 584.2888 3 3 399.6661 503.6057 10.5366911
507.9765 584.2888 3 3 399.6661 503.6057 10.5366911
1774.582 1062.217 3 3 890.854067 1368.59433 115.89767
3.655608 5.287911 3 3 8.33842467 5.27326367 1.86782746
813.6638 709.2491 3 3 995.663067 784.763333 156.331763
236.5726 264.4427 3 3 211.2882 282.364633 5.67101835
96.4726 99.09696 3 3 149.9247 112.49472 16.0103691

983.5039 906.5233 3 3 1208.14133 998.015733 136.684666
435.1097 585.5379 3 3 662.256733 506.2537 100.27347
46.1273 28.75849 3 3 52.8902333 39.1515767 6.16987357

16.22354 13.60109 3 3 20.6592167 12.683619 4.9583121
284.7507 290.6741 3 3 245.194 320.146133 21.8170386
89.48947 91.00761 3 3 78.9746267 90.2718033 9.06269312
89.48947 91.00761 3 3 78.9746267 90.2718033 9.06269312
80.03126 96.09193 3 3 133.5385 99.6664633 16.5870304
319.4944 428.3057 3 3 291.139167 362.850333 2.81146036
415.1783 577.8407 3 3 324.0785 466.947067 63.2451799
93.68131 81.4286 3 3 76.56595 87.80254 6.64880877
634.3234 927.6326 3 3 1041.55943 747.2342 176.87109
13.56846 4.06683 3 3 24.9052033 12.8095533 4.96357637
3613.224 3492.869 3 3 4557.63 3478.30533 858.035293
1150.666 1254.864 3 3 1890.18667 1239.77367 517.72482
78.98111 57.93432 3 3 96.9340333 75.3426433 7.07555845
471.7701 412.2358 3 3 681.711533 491.94 122.640355
845.9648 1192.377 3 3 1412.61833 1090.98393 147.552259



25.99406 0.01555219 3 3 39.9786633 15.7414074 13.8093925
1672.622 1458.558 3 3 2167.04867 1690.56767 298.828131
2054.824 3378.757 3 3 4082.305 2497.01833 1025.26385
42.53252 49.83661 3 3 39.7251167 46.91072 4.31965763
321.3149 650.9321 3 3 779.9415 509.500433 136.998147
1279.745 1236.329 3 3 1773.881 1375.30067 248.241354
97.09133 87.25111 3 3 75.4401967 87.7433633 3.93445027
207.6999 172.601 3 3 230.967267 181.782667 32.5112927
9860.564 8234.636 3 3 8077.69567 9366.77667 339.759272
868.4043 929.8542 3 3 1164.331 923.348 187.371695
515.4189 541.648 3 3 584.510667 532.3596 39.4337311
279.9926 286.0062 3 3 245.570733 311.978233 18.5292116
12156.95 11651.86 3 3 9144.98867 11382.0567 1541.67109
12156.95 11651.86 3 3 9144.98867 11382.0567 1541.67109
12156.95 11651.86 3 3 9144.98867 11382.0567 1541.67109
12156.95 11651.86 3 3 9144.98867 11382.0567 1541.67109
12156.95 11651.86 3 3 9144.98867 11382.0567 1541.67109
1095.097 1481.556 3 3 901.642267 1203.724 24.8490129
344.7928 568.1692 3 3 711.382967 500.1665 104.270074
319.9258 316.5753 3 3 356.216933 309.833967 34.4516316
142.1075 133.3018 3 3 115.3535 132.062367 8.1925443
474.1044 435.7733 3 3 397.395533 450.795533 37.9600252
315.1268 224.1997 3 3 648.168533 332.472533 226.093321
536.541 524.712 3 3 2291.1412 521.045133 1429.61641
168.047 172.335 3 3 135.2445 170.124333 28.0913824

57.50953 71.88985 3 3 82.9796467 69.0874767 4.05672358
57.50953 71.88985 3 3 82.9796467 69.0874767 4.05672358
3181.575 2985.148 3 3 2724.64333 3017.807 183.182607
162.5403 111.5616 3 3 179.448 143.713333 7.11303081
621.6584 633.3481 3 3 835.9032 692.1189 30.5700068
91.33744 65.04805 3 3 61.3812133 79.0576967 5.38172541
3.915796 7.70911 3 3 3.13799867 5.60186567 0.4830053
6617.04 6226.446 3 3 5832.484 6494.98233 482.18359

876.0084 726.3646 3 3 933.4594 783.834733 90.1359189
329.5409 253.5353 3 3 480.511933 323.998067 106.76922
69.15423 59.71187 3 3 80.3582133 63.96118 12.3591619
69.15423 59.71187 3 3 80.3582133 63.96118 12.3591619
69.15423 59.71187 3 3 80.3582133 63.96118 12.3591619
857.4021 926.4995 3 3 1870.07867 895.134633 787.512909
1142.716 1298.402 3 3 1085.244 1277.87267 91.3691152
1550.148 1469.971 3 3 1268.43133 1523.11533 200.741709
1761.28 1216.094 3 3 1155.63767 1496.58733 39.0786561

312.3136 352.4697 3 3 279.3432 319.0678 9.8174062
382.0694 325.6316 3 3 290.397667 338.7432 6.93364643
531.7156 1306.838 3 3 2561.37033 853.092 1321.49433
7999.003 6749.256 3 3 6631.021 7497.19133 234.737882
184.9436 238.7795 3 3 252.766133 214.158667 15.3339805
1069.359 1134.461 3 3 1184.195 1077.77133 67.8646553



392.0327 395.5051 3 3 338.209633 414.5171 50.1688482
217.6873 226.0772 3 3 346.768233 218.819367 103.297196
2440.702 2229.218 3 3 1877.90967 2502.07833 400.122985
234.3896 225.1214 3 3 156.3894 214.1077 37.7561837
552.7078 454.3168 3 3 806.786333 567.7764 150.342482
8718.353 8828.52 3 3 7659.216 8581.939 666.778692
6844.909 7110.159 3 3 5946.21733 7206.05867 930.25223
5253.715 4262.222 3 3 3699.78067 5000.01667 828.182368
82.24393 70.57809 3 3 59.9037333 72.83086 6.08278629
3520.351 4234.67 3 3 4428.528 3887.15667 253.320075
1107.844 1028.278 3 3 1747.891 1248.315 253.893883
7.095279 11.86166 3 3 3.71585493 11.623653 4.63686168
2116.309 1950.207 3 3 1726.98833 2134.12267 266.990975
44.1903 31.41495 3 3 64.23875 41.1100233 16.6552849

32.12315 23.75677 3 3 36.4245733 28.51219 4.7542125
119.18 92.91183 3 3 58.91803 102.2278 31.8562309

130.8851 121.5545 3 3 106.356483 121.782433 8.68171872
130.8851 121.5545 3 3 106.356483 121.782433 8.68171872
47.58765 30.52346 3 3 14.8871033 32.5151 1.69977728
134.9473 95.02133 3 3 179.326467 128.609543 27.0803379
473.7527 221.0799 3 3 764.389533 280.0325 352.776299
1738.907 1314.899 3 3 1202.31367 1541.37667 172.944234
80.34703 60.12889 3 3 49.16266 66.0011 5.48827565
314.6148 425.5367 3 3 480.0708 391.993333 24.0199331
427.7778 364.0985 3 3 167.31792 360.321967 140.173271
51.2061 51.51281 3 3 46.54669 54.59462 3.33513077

9.099719 4.468295 3 3 2.93616176 8.38767467 2.54054105
206.3599 178.2973 3 3 1329.0016 172.132933 937.133231
253.7062 218.2879 3 3 209.571567 238.502967 14.7546654
723.8261 630.174 3 3 1120.8341 787.3537 185.398429
3385.345 3819.709 3 3 4172.63767 3690.956 286.201244
842.989 684.7715 3 3 523.107 701.620267 55.354757

209.2267 500.8881 3 3 148.114967 342.8485 56.7614182
226.799 525.3663 3 3 624.539667 368.019767 144.231715
226.799 525.3663 3 3 624.539667 368.019767 144.231715

34.13242 34.96382 3 3 28.3937967 37.63179 5.23849734
250.05 234.9082 3 3 223.335333 241.631767 12.6831011

160.8676 119.3368 3 3 102.881617 141.811333 23.6164039
1442.851 890.385 3 3 718.552267 1198.01033 268.661701
1185.651 966.9794 3 3 840.309 1020.88587 17.6967939
146.1019 110.8703 3 3 101.73527 126.020033 7.74774044
73.64333 75.10513 3 3 81.4828 71.0427833 6.16346803
463.9579 444.6383 3 3 417.1251 468.755467 32.1919505
888.927 1144.283 3 3 1190.73967 929.2555 76.5998666

218.8962 271.6989 3 3 159.1558 221.1074 8.78572419
252.3389 294.1697 3 3 208.288133 255.6598 10.6316788
1276.533 1016.19 3 3 899.007167 1248.92567 179.492354
121.5622 111.412 3 3 141.644433 115.804133 20.3240923



784.938 767.2192 3 3 483.489533 688.250033 66.542146
128.1016 129.8985 3 3 100.259933 122.730533 14.6371697
182.4764 168.4414 3 3 159.725467 174.993167 10.1896559
5021.864 4398.628 3 3 4281.985 4819.07033 240.108558
164.6666 116.4899 3 3 104.190267 136.126367 5.75891547
767.1913 830.6852 3 3 933.1519 832.846933 46.6987008
3061.054 2748.828 3 3 3439.96433 2997.39867 281.465106
518.9152 764.9389 3 3 835.315433 644.812567 93.7702901
7.270946 4.001359 3 3 12.5214267 7.190355 2.9728101
27.72127 37.15398 3 3 20.08536 30.29033 5.71504264
430.808 309.5405 3 3 277.432367 403.579467 58.9926568

2081.158 2626.9 3 3 1798.033 2242.789 137.846114
411.2918 351.4399 3 3 423.696433 361.535767 21.8279151
452.9685 482.6227 3 3 588.429533 484.510967 77.9453891
1607.163 1288.379 3 3 1100.95997 1416.834 193.990778
5754.926 4308.869 3 3 3743.26967 4817.011 316.918258
64.31844 54.57066 3 3 37.0824467 53.8094933 8.11559236
51.09233 39.15689 3 3 38.0397433 46.2570767 2.27176972
1362.648 1255.737 3 3 629.3403 1107.43943 161.506095
19.51964 12.69029 3 3 9.67725667 15.9990467 3.83698557
540.547 699.4478 3 3 458.974433 590.374967 49.7082348

19.97605 22.70171 3 3 155.55062 22.4274233 108.249865
28.09746 32.95406 3 3 23.9765133 28.8492833 1.17468245
14.85666 15.19344 3 3 130.912787 14.3963333 94.7690555
1828.238 1798.072 3 3 1432.897 1807.95067 304.57823
14.62205 15.62986 3 3 24.8725733 16.7231933 6.00435347
91.23613 116.8267 3 3 145.569233 111.882843 20.0634031
373.6903 316.9417 3 3 423.313533 307.590833 61.5766807
28.92983 14.84709 3 3 61.86293 21.0805033 32.4011552
971.6059 1308.493 3 3 870.2158 1197.1293 180.643173
1582.687 1041.129 3 3 1009.3119 1356.02667 21.5264512
169.8233 117.7594 3 3 192.125933 149.458467 20.7936518
56.16862 57.78494 3 3 71.3533667 60.9065467 5.03395404
1562.849 2863.447 3 3 5308.56167 1958.62433 2611.47619
16.40645 19.53664 3 3 23.5229367 17.76352 4.40510057
55.41324 51.08386 3 3 66.6097633 53.39367 10.5362459
910.375 1282.857 3 3 795.053667 1048.59387 31.6897713

202.7804 212.576 3 3 182.6284 203.079133 13.7775475
24.08645 29.27867 3 3 1617.70223 26.01144 1296.01304
21.56461 15.25766 3 3 28.8287067 20.99265 3.28245843
1045.279 1174.344 3 3 861.323 1229.17067 206.906086
1668.944 1524.474 3 3 1246.13733 1533.61167 194.00434
103.9297 104.1403 3 3 92.8104967 103.3849 8.53710351
84.6165 83.9195 3 3 94.38416 85.8756767 6.3364957

529.1043 350.6606 3 3 593.0981 453.518567 66.3941119
659.7921 2486.242 3 3 132.3846 1352.09933 82.4575013
78.49635 74.33878 3 3 62.23443 73.8637967 8.11569778
267.5309 184.2643 3 3 290.946367 216.7502 40.8565952



5091.901 3489.25 3 3 3229.67067 4633.62667 559.522528
5.336386 3.12046 3 3 8.279661 5.25080767 1.31572273
1483.011 1587.853 3 3 1278.69533 1650.27033 222.443041
197.3557 217.4051 3 3 244.706933 196.1168 33.0028817
197.3557 217.4051 3 3 244.706933 196.1168 33.0028817
197.3557 217.4051 3 3 244.706933 196.1168 33.0028817
72.14403 62.38976 3 3 78.3184933 68.5649 5.86789373
363.8062 455.331 3 3 476.9294 415.7039 16.9230853
43.9627 27.54633 3 3 45.1979833 33.8097 2.75657339

2109.203 2666.889 3 3 1990.00867 2349.62633 62.5131939
26.76094 28.53385 3 3 30.75675 27.7588633 2.2717726
638.6936 611.9304 3 3 439.429433 568.302767 33.697652
401.1776 324.7367 3 3 256.375067 333.967833 5.52387878
764.8264 730.9956 3 3 901.820733 749.499533 123.168941
12936.16 12031.35 3 3 10127.921 11870.0867 830.110235
523.0636 714.113 3 3 5293.10643 580.827567 3845.96164
2392.375 1995.326 3 3 1930.18333 2265.21333 142.061207
1183.242 1249.118 3 3 1097.47067 1308.95733 54.1097162
7257.375 8419.486 3 3 6979.516 7802.076 331.409812
111.8451 67.58286 3 3 62.94959 102.38252 8.16207532
320.6634 355.1254 3 3 274.652433 319.6341 7.3321956
86.08231 79.86301 3 3 69.0811733 83.6101567 11.4048413
2204.798 2153.819 3 3 1883.71567 2320.121 258.980745
958.5628 1043.197 3 3 802.096567 951.568967 76.4118058
372.5149 471.6614 3 3 338.507467 414.306933 34.644087
138.3719 191.7755 3 3 121.423533 157.676167 1.06495224

2391.1 2601.995 3 3 2343.04 2527.898 93.7031299
112.5333 80.69977 3 3 71.3120933 98.3675233 15.0678488
142.2151 174.7996 3 3 100.123637 141.808967 7.76800144
175.5519 158.9596 3 3 132.090633 157.919333 10.7666707
611.7371 522.0408 3 3 506.852933 601.8058 19.1071423
478.7384 458.6772 3 3 430.637667 483.804433 33.2782388
1769.155 1620.163 3 3 1571.50033 1728.59233 86.6815769
1689.135 1321.66 3 3 1184.14667 1703.51633 170.555392
498.177 412.9718 3 3 581.724667 453.599967 95.7353249

45.95727 44.47665 3 3 40.9396067 47.5448067 3.52329526
285.3286 294.9418 3 3 207.980067 264.383433 10.86906
373.0083 396.5204 3 3 432.128467 388.609233 32.9536862

1005 1226.636 3 3 693.348367 1010.67353 148.333605
159.4841 151.2769 3 3 137.069467 157.650567 15.8595196
307.0785 449.8735 3 3 619.695133 374.460033 187.507229
124.1665 102.7574 3 3 86.8299933 106.607243 2.57631116
76.81657 68.87987 3 3 77.6674867 71.5019133 2.07417976
2302.907 1464.762 3 3 1371.51467 1883.80867 19.3561564
4974.041 4266.05 3 3 3813.86467 4914.612 653.420225
794.3964 692.9979 3 3 605.790467 858.4341 27.5540346
603.8568 642.3307 3 3 1113.38133 778.1845 53.4421935
208.7935 289.6844 3 3 438.578733 254.3825 145.086362



1202.477 1184.802 3 3 1347.638 1191.646 127.430054
1210.87 897.8239 3 3 838.3824 1140.09163 120.613605

67.20702 55.59954 3 3 70.9912967 61.7405633 4.83959199
445.2165 467.087 3 3 391.806067 493.69 51.2082748
126.1753 113.9918 3 3 135.682 121.967333 8.86326852
145.1397 118.4848 3 3 115.453767 139.491633 5.78846376
9.319503 6.866794 3 3 4.56735367 7.331724 1.37533689
44.69595 39.65054 3 3 34.1190933 45.46525 6.90126572
67.08078 56.28412 3 3 51.7656633 63.50627 7.31507156
187.5569 123.3513 3 3 117.426167 158.964633 9.60100083
2362.669 1393.481 3 3 1166.61843 1865.084 304.365248
53.64151 49.18703 3 3 37.25949 47.06409 1.70251507
611.7833 1010.002 3 3 448.726 739.6629 45.2710621
616.1646 518.3504 3 3 341.5126 733.509333 134.211209
651.4639 666.8777 3 3 493.116933 610.5553 46.0978991
50.61666 26.33751 3 3 559.809533 43.2349033 423.395469
989.4059 714.8559 3 3 686.874433 901.433933 69.4781937
16.49501 16.65548 3 3 13.0338033 15.7232233 1.63732339
108.3316 81.54964 3 3 123.401527 91.59765 21.627802
76.01743 148.3847 3 3 48.7740433 100.776527 10.9042354
4.532762 8.25601 3 3 8.69717733 5.92894433 1.02061311
206.4905 239.3948 3 3 164.379033 235.282067 51.5562098
499.1342 650.2603 3 3 475.167067 602.612933 53.7789694
84.57483 63.9616 3 3 58.2211733 74.11933 7.9971176
1348.613 1358.162 3 3 1125.74867 1292.06933 85.6511622
87.91463 67.08292 3 3 62.0682233 86.7497833 6.73135239
578.3472 419.0824 3 3 775.654133 521.119167 189.256762
463.1629 353.4345 3 3 548.1495 427.932967 74.6861407
83.43333 46.31468 3 3 91.92966 66.5475867 9.03297507
2210.406 2208.093 3 3 1863.64367 2412.14633 282.047404
36.27338 7.69373 3 3 47.5610333 21.59842 15.8215409
254.3489 436.0803 3 3 212.542367 331.671833 27.7966792
34.80299 41.41428 3 3 47.21576 39.85455 4.06431841
8.575639 2.487998 3 3 8.927808 4.982963 0.58416582
137.8168 99.68121 3 3 171.2159 123.902337 32.6974353
546.7925 713.7421 3 3 437.420333 761.960533 110.280591
1946.29 2490.421 3 3 1582.712 2137.358 337.880662
4.13246 4.522554 3 3 5.203851 4.12326867 0.79109837

249.8681 252.9632 3 3 218.575533 248.5232 24.0541077
430.4475 323.9006 3 3 478.389533 312.8582 57.1810928
853.8521 490.743 3 3 356.9453 617.3625 61.8736252
196.8118 148.2406 3 3 208.2501 167.994133 21.0770927
4.829708 4.918443 3 3 7.06924367 4.02299967 2.02461993
2688.653 2941.807 3 3 2366.59767 2739.22433 246.026155
7787.662 6760.436 3 3 6686.48867 7434.523 193.693445
362.1037 435.9734 3 3 327.2637 435.481533 50.7526315
91.38129 75.23016 3 3 97.9654467 79.3945067 11.0605298
36.15646 45.0867 3 3 51.7620467 36.6920967 9.3539084



164.1352 101.2877 3 3 83.0669033 164.305733 22.0497399
472.0884 766.0538 3 3 1226.49473 641.5703 456.725144
298.6875 353.5991 3 3 208.111883 351.952033 106.119532
85.37635 73.7465 3 3 67.5413267 79.60858 8.05056354
7634.412 6738.389 3 3 6280.248 6980.98767 73.9457958
5518.549 4134.785 3 3 3617.882 4626.99367 303.03441
1003.692 882.7573 3 3 738.850633 943.778833 157.501104
2686.454 2018.903 3 3 1875.78333 2403.748 264.255097
2985.263 4305.624 3 3 2551.601 3682.88767 654.259739
46.23507 62.00085 3 3 65.06746 49.65419 6.27008451
353.3659 444.9324 3 3 545.267367 439.3626 25.7864988
489.0998 620.6189 3 3 262.632823 563.007333 238.161182
870.7581 799.3853 3 3 949.215167 831.418167 90.033073
99.8946 130.6714 3 3 141.532 119.1962 7.47783907

107.9886 101.2486 3 3 92.3165733 103.491133 8.34409847
2727.783 2316.39 3 3 1986.45 2846.37267 379.941011
38.7379 46.50055 3 3 57.4920633 46.75573 3.4532215

258.1844 272.0939 3 3 440.867367 308.77 78.0926576
183.7095 279.4049 3 3 155.5607 221.094433 17.3389487
1924.948 1762.094 3 3 1591.97433 1985.77667 195.081828
576.9771 721.7408 3 3 438.2905 594.881533 50.2711995
104.3635 93.36508 3 3 70.94717 90.77828 6.4078861
61.9641 57.38491 3 3 44.8331233 55.0580833 1.38847431

1539.711 1754.225 3 3 1779.826 1570.17633 26.6065229
3.320964 1.153381 3 3 0.70653947 2.15136033 0.47375598
3.320964 1.153381 3 3 0.70653947 2.15136033 0.47375598
800.9493 910.8314 3 3 1116.5267 892.787467 164.259528
376.3608 222.5116 3 3 97.32248 251.373933 57.5469996
123.8649 183.786 3 3 42.17246 120.922103 8.84627856
3066.616 2137.555 3 3 1988.497 2635.92933 257.620085
158.5242 133.2554 3 3 163.3124 144.670533 8.52712861
89.34679 113.9899 3 3 81.0970567 98.7005467 5.73767003
14138.05 16313.06 3 3 13963.4567 15468.53 429.077161
144.1404 126.7194 3 3 186.0931 140.322633 35.7827717
333.9686 271.6585 3 3 237.798 287.656167 5.92447558
917.8279 953.4203 3 3 1434.54367 1026.15373 298.034751
178.8546 163.9039 3 3 160.9251 178.406233 2.09832288
731.7673 690.3962 3 3 1207.72953 647.762967 448.806338
522.7392 512.2363 3 3 391.050567 516.016 103.054892
263.3897 249.2679 3 3 319.7219 242.052467 58.7773937
202.9974 183.7071 3 3 362.4527 198.716667 134.59104
202.9974 183.7071 3 3 362.4527 198.716667 134.59104
308.9029 219.9389 3 3 175.714433 253.616167 42.5888457
1392.937 814.7148 3 3 788.1368 1185.96827 65.088395
2207.917 1800.366 3 3 1482.3339 2136.76333 445.208766
674.2651 1156.254 3 3 484.1788 832.165233 62.6250442
1352.161 1565.22 3 3 1012.21337 1328.832 80.9386548
3041.073 3026.913 3 3 3841.402 3177.19067 489.74723



1798.8 2451.478 3 3 1361.14367 1970.104 273.472407
269.54 243.8151 3 3 195.2512 240.8791 22.5508031

74.75156 87.37164 3 3 62.49405 79.1827467 11.8294993
839.5405 834.8149 3 3 740.317333 817.500067 53.8906632
85.07436 69.18664 3 3 51.0039733 74.5917433 17.2582748
903.0825 2407.57 3 3 572.3558 1548.5925 226.799984
339.7921 368.8894 3 3 270.565 410.505833 61.0210755
11.06425 13.05419 3 3 19.6672167 13.0345 5.12427745
290.5775 288.7674 3 3 458.887 321.025167 100.284099
201.3236 178.5896 3 3 160.145533 185.874367 16.5477377
194.4472 205.0878 3 3 167.876267 225.893 15.0937999
659.0475 498.8438 3 3 403.8438 544.8721 60.9708129
5004.884 2645.149 3 3 2264.26367 4171.61267 859.36856
68.96549 38.78281 3 3 107.60855 48.4354767 45.6227421
667.3387 584.0743 3 3 521.413333 638.9725 84.8796578
3508.749 3317.457 3 3 3778.97433 3426.04967 275.074692
1173.172 828.4622 3 3 1461.17467 1097.35207 181.865678
665.2587 607.078 3 3 692.459067 621.8173 44.2392498
175.8075 275.8407 3 3 128.0581 204.4413 11.3264444
656.1387 731.6605 3 3 812.988833 724.856033 32.0592881
604.5995 439.0248 3 3 376.6428 493.233967 5.14549999
61.7373 30.55513 3 3 725.4261 60.60248 550.034659

398.1876 542.135 3 3 365.980233 458.895767 19.1258765
64.85342 65.17175 3 3 82.08621 60.9467233 16.037127
39.13564 29.5893 3 3 48.0269033 36.5772267 7.24806255
351.4474 294.9794 3 3 437.4391 329.187633 84.5224427
66.70406 75.4583 3 3 65.2502233 71.3079367 2.42742801
181.978 184.987 3 3 121.509273 170.692967 34.1887827

37.34333 22.35219 3 3 48.6899233 30.15804 13.4000085
5373.581 5421.076 3 3 4758.621 5512.36133 591.86123
2988.241 2273.447 3 3 2110.60233 2719.84 322.01737
128.4514 101.2056 3 3 90.4530733 111.016267 7.8462058
26.35508 28.15675 3 3 24.2654667 29.6259467 1.44896352
144.7196 85.70971 3 3 81.4022967 122.86627 11.6819092
112.667 121.2167 3 3 125.9379 110.28397 4.16265008

89.77921 66.89116 3 3 62.2858467 79.75799 8.54559795
118.1187 121.4955 3 3 87.11632 111.6312 14.4974406
462.383 567.5487 3 3 588.5972 466.165267 20.2794708
826.142 860.5598 3 3 1249.66433 916.550267 245.017195

33.23864 36.51751 3 3 20.651451 44.93803 9.99598816
407.2316 362.7144 3 3 230.9514 341.178833 46.0296252
325.2152 549.23 3 3 587.911033 414.905333 81.1532085
10.48005 9.5286 3 3 12.75132 8.644121 2.41868486
503.7393 645.0886 3 3 902.518667 641.357733 169.055636
27.56321 10.73718 3 3 85.1790233 17.7484667 55.2992864
1093.281 1045.652 3 3 1634.26267 1172.76 338.037619
192.2021 179.6066 3 3 159.0543 180.686267 14.1876101
826.6594 1208.226 3 3 1325.527 1027.82147 156.25104



1061.426 1304.74 3 3 1392.27533 1087.83257 148.176596
517.8565 197.5037 3 3 179.673367 388.679933 40.1765576
240.1972 210.1864 3 3 201.367067 221.4292 3.2106454
154.9544 140.3377 3 3 132.008133 146.410267 9.23411179
78.43254 69.25948 3 3 83.94705 75.3866733 4.74070298
120.1132 101.9681 3 3 93.9896633 113.569567 12.7840101
1301.079 910.1749 3 3 792.689333 1235.37763 216.150261
118.9707 79.38284 3 3 69.65889 95.4640833 5.20118475
430.3248 352.0034 3 3 300.6931 374.0649 36.1972215
111.1837 109.3432 3 3 84.54526 103.39649 10.1666757
113.9995 123.6785 3 3 175.01 117.432733 47.5684976
2246.064 2329.124 3 3 1708.048 2113.665 145.997253
2764.181 2533.06 3 3 3439.065 2823.621 395.944493
61.20369 49.08027 3 3 46.6471267 56.2202133 4.8143511
12520.91 11698.07 3 3 9173.67767 11524.8167 1621.85095
12520.91 11698.07 3 3 9173.67767 11524.8167 1621.85095
407.2591 486.8755 3 3 768.9558 461.960933 250.936666
280.755 259.0685 3 3 236.285333 263.9276 17.4288654

589.3651 1262.11 3 3 390.36 864.2427 175.972505
1774.84 2223.249 3 3 1241.0153 1899.783 469.8766

117.0644 107.6727 3 3 121.952267 107.914387 7.41239499
158.7202 198.3154 3 3 153.669867 188.0806 12.4104465
2050.176 1911.424 3 3 2750.875 2155.25533 386.902311
1508.46 1742.255 3 3 1251.80563 1637.029 297.926347
1756.73 1518.455 3 3 1446.986 1675.28733 132.941614

38.18759 40.91969 3 3 35.4738 40.7474367 3.62509104
2955.825 3352.879 3 3 2925.462 3216.55933 87.9258149
1912.268 2018.697 3 3 1733.19133 1989.31 202.356071
75.09222 53.49243 3 3 49.6691967 63.07396 1.87286223
2042.462 1478.229 3 3 1408.02433 1888.87033 176.589179
187.3612 240.8389 3 3 336.5311 223.263967 89.069638
194.3509 101.6216 3 3 92.0091933 149.1267 10.4820336
158.2062 175.1893 3 3 118.104367 153.410267 16.224895
2157.341 1524.37 3 3 1482.16667 1907.786 110.086185
41.40691 43.74033 3 3 32.20057 40.1895667 5.08764008
1010.497 635.4775 3 3 597.932533 926.103833 87.7903903
44.70768 40.94264 3 3 52.6780933 45.6854733 2.42272188
3868.272 4500.209 3 3 3220.639 3955.431 343.676466
162.2623 194.5694 3 3 116.247227 170.438967 39.855039
930.3918 747.7909 3 3 702.3531 910.9189 80.0802431
1892.645 3255.968 3 3 1145.42157 2447.41467 815.511928
1193.343 1809.274 3 3 1146.28933 1521.47233 42.1149803
120.0771 87.86726 3 3 82.3278533 102.331537 3.28345269
289.8051 366.0917 3 3 408.453733 327.2813 55.9036387
122.2768 100.0052 3 3 187.962367 133.351633 21.6846145
5.737301 2.463071 3 3 1.3611847 3.90770733 1.31111064
234.8519 160.3847 3 3 150.659267 198.752633 14.7904271
2.450573 3.480206 3 3 1.52733997 2.94120233 1.06028749



125.9491 98.82903 3 3 86.6767667 109.02821 11.3971859
1052.578 1195.051 3 3 988.257633 1168.94967 107.411094
77.00148 77.11604 3 3 83.36 72.7820667 4.79822702
1888.33 2306.786 3 3 2677.58633 2037.978 480.038519

2659.409 3486.12 3 3 3882.42333 2944.69633 626.340253
2108.021 2152.573 3 3 1702.24033 2067.70867 284.207373
109.5355 72.27487 3 3 130.375777 84.4583667 31.5706035
109.5355 72.27487 3 3 130.375777 84.4583667 31.5706035
532.0388 608.9273 3 3 411.0181 522.3699 14.615675
595.1194 609.4973 3 3 489.857467 673.173733 91.0757248
240.5932 152.5596 3 3 134.1637 193.661133 22.4381053
24.43292 21.53687 3 3 33.1632133 23.9543633 7.3620939
56.15715 40.91132 3 3 407.048767 46.8315133 300.647829
500.1716 750.9078 3 3 469.135133 644.130633 67.7902423
135.3541 103.3759 3 3 87.0275767 116.590667 18.1824024
63.26765 68.22034 3 3 73.94621 65.5105533 6.58318393
177.2854 136.5556 3 3 186.009367 148.773967 18.8089015
353.1676 380.4446 3 3 284.208633 342.430733 19.9357694
220.8758 207.1731 3 3 246.026267 210.419833 28.2668394
475.6848 575.0786 3 3 681.8965 547.676633 92.8265982
395.3042 459.7317 3 3 366.736267 471.461867 28.7501802
505.8948 713.7547 3 3 494.8561 636.641533 32.920417
118.6478 105.0492 3 3 103.150433 117.1491 2.53397775
257.6065 515.5075 3 3 138.881267 331.984667 22.5707872
324.2109 410.336 3 3 441.3277 346.3569 56.0422902
949.4243 719.0952 3 3 599.251467 807.718033 122.539875
103.7262 91.38078 3 3 81.6758767 95.8870833 9.73740227
375.7626 414.144 3 3 293.2532 387.821533 75.7247058
950.8885 900.9037 3 3 1280.058 1029.65407 104.653113
1077.351 1265.81 3 3 834.412367 1089.26417 127.441614
2029.79 4445.688 3 3 1521.50167 3031.37633 93.9455263

1536.048 1793.718 3 3 1420.654 1636.59233 116.799409
235.4944 353.8273 3 3 424.480667 320.8003 44.4945804
1956.131 2022.066 3 3 1675.416 1964.22967 235.575715
41.33327 31.99189 3 3 27.98388 36.1900867 4.96954196
223.4089 415.1157 3 3 166.2895 301.058467 50.4614746
27.88056 21.46997 3 3 36.3303167 26.1289733 7.50485025
1.898098 1.125118 3 3 6.19935033 2.29308433 2.95176468
1909.065 1791.998 3 3 933.689033 1567.22833 192.622498

40.705 40.14972 3 3 32.66138 37.9058733 0.35707704
17057.23 15581.37 3 3 12185.3753 15623.1633 2507.4798
17057.23 15581.37 3 3 12185.3753 15623.1633 2507.4798
1440.161 1362.899 3 3 1165.0742 1541.01 198.070315
1231.705 1851.302 3 3 1094.11623 1496.607 107.905062
259.1714 261.0253 3 3 408.519167 279.0724 103.338447
132.308 75.28313 3 3 163.4917 113.865677 24.7233102

1439.061 2290.667 3 3 1381.266 2033.68 178.811547
3877.105 4030.297 3 3 2960 3724.485 496.752316



205.7757 163.4245 3 3 132.6245 171.178967 7.39472639
7854.166 7756.558 3 3 6875.82267 7525.63433 243.607753
98.03689 78.83149 3 3 74.7701067 89.68074 7.69611539
62.69643 38.26652 3 3 74.8075933 53.69548 11.5238128
94.21582 78.88605 3 3 96.99943 86.84627 3.65960184
25.36099 4.013215 3 3 30.59843 15.8376983 5.93102372
111.8324 78.54738 3 3 72.7790167 101.083893 13.4826343
96.49413 79.53667 3 3 68.6521867 83.4187667 4.23944633
434.0758 399.1325 3 3 298.416233 379.516433 13.8609398
451.4792 428.6606 3 3 392.0337 438.723933 37.3840343
172.0158 155.4933 3 3 147.861933 167.134233 12.5987298
523.6176 423.2216 3 3 364.88 448.7074 24.3132976
1006.733 1695.087 3 3 851.315067 1309.53233 155.542119
235.7296 218.3381 3 3 248.592833 232.672367 2.72247985
88.26555 66.95641 3 3 59.2154833 76.9008933 10.2535901
693.9771 614.1364 3 3 590.596967 678.3905 45.3583235
372.3633 419.6309 3 3 496.296833 425.015333 22.2152642
1027.141 1330.642 3 3 955.110067 1174.35433 103.765193
20.70236 26.05303 3 3 29.9711633 23.7933133 4.38260825
58.4305 73.27023 3 3 52.1726167 67.09807 9.85957861

5355.101 5546.504 3 3 4356.72733 5097.921 66.2802117
150.8771 194.5934 3 3 238.0055 183.6292 35.36591
175.6387 169.7564 3 3 196.607033 169.032867 22.0750061
565.6642 489.9185 3 3 646.025167 551.502767 56.3953628
102.5715 137.7031 3 3 95.6880933 117.959967 5.21100657
3051.588 2345.306 3 3 3400.12867 2835.74067 208.475308
1122.051 1016.726 3 3 791.293667 988.4669 70.7743207
322.7106 394.7112 3 3 457.469667 369.2824 62.1165471
102.8927 115.3489 3 3 155.933233 120.3105 21.9465213
226.0889 203.1388 3 3 185.5532 207.6586 8.26285646
35.13763 35.61648 3 3 46.5550067 37.2865967 7.04871325
158.9295 146.3046 3 3 174.918567 148.017433 20.1992601
195.9385 354.6086 3 3 141.679767 251.351367 22.1133234
70.60872 47.65677 3 3 43.25699 58.0093533 4.28112806
872.8942 869.2657 3 3 1127.30933 939.053967 105.772351
995.8793 1659.098 3 3 2044.29567 1347.25077 482.098902
351.7098 406.2968 3 3 318.452933 389.804767 50.0635505
356.6835 982.0379 3 3 220.449833 1004.5878 7.51413981
56.46262 34.54898 3 3 26.1299233 42.1996167 5.46174872
79.4612 87.65617 3 3 90.3712833 82.0880867 5.03093149

2588.152 2705.495 3 3 1992.74667 2658.12267 556.57034
2523.15 2437.99 3 3 2862.54433 2534.74467 255.940417

57.05468 56.72115 3 3 72.5865867 56.6399933 13.4144307
250.4185 303.4095 3 3 308.1179 274.780033 8.47602982
7537.334 9035.511 3 3 4337.90067 7189.33467 1261.90483
42.37752 36.01379 3 3 27.29569 35.7842967 2.46031644
5568.297 5018.225 3 3 4348.39133 5750.49167 831.45047
213.736 194.8345 3 3 171.3171 196.404367 13.0648025



5348.065 3633.684 3 3 3041.57367 5023.03333 1095.51091
99.93322 74.07449 3 3 144.011847 86.8011867 46.4216839
197.582 195.54 3 3 172.797267 204.5477 22.8682814
302.43 340.2557 3 3 356.858633 328.422933 8.11143347

218.301 173.0554 3 3 147.745733 184.258767 6.57907136
148.3846 184.0775 3 3 249.941833 184.320433 41.918882
277.5528 217.1934 3 3 308.042 258.5265 21.3932846
56.01192 64.04461 3 3 48.5484633 58.88809 7.47914183
130.0005 86.4045 3 3 170.9874 99.56124 54.1139555
49.4085 48.99261 3 3 92.1109333 47.93077 37.1950135

187.3265 107.6903 3 3 46.2729233 122.519253 26.0122347
99.26025 85.05769 3 3 82.5146833 93.5924633 5.54156973
144.3225 166.305 3 3 127.3729 156.353133 21.7586664
1394.388 1418.257 3 3 1279.036 1366.53767 23.5827278
785.6368 863.8124 3 3 1087.385 907.5904 29.5519764
103.5144 119.7274 3 3 102.964433 113.5128 1.65605624
104.7556 91.66028 3 3 110.6729 93.4340767 10.0162075
271.3061 207.9263 3 3 101.511287 200.453033 36.991525
390.6651 579.4456 3 3 384.0557 523.777933 22.5015738
423.3092 746.5236 3 3 333.7577 546.313167 40.2004887
12625.86 13385.63 3 3 11800.8067 12968.1367 907.157337
340.9949 405.3865 3 3 138.954697 312.1461 95.7547979
1598.371 1672.425 3 3 2220.249 1775.19833 284.984843
29.78997 28.47983 3 3 17.1309927 32.15247 11.5441643
242.528 180.1406 3 3 172.3744 224.4972 21.1262726
1386.95 988.013 3 3 854.069867 1211.86367 223.178651

524.9334 430.8537 3 3 335.6204 436.803067 5.97170762
570.8256 1319.916 3 3 2923.33267 822.1914 1722.91884
908.8317 1059.735 3 3 1200.52167 937.303333 192.963427
1976.662 1800.618 3 3 2366.81 1817.55767 439.139105
535.3948 638.355 3 3 519.242367 627.833933 27.433874
2995.728 2679.847 3 3 2153.25567 2896.18167 599.86028
636.553 544.3079 3 3 501.682333 625.435167 71.8253472

922.7428 508.7448 3 3 1466.608 867.480533 380.884707
26.19551 23.12433 3 3 20.8330267 24.8563733 3.01989852
3499.248 3604.819 3 3 3278.49733 3756.36433 188.456242
8266.653 9125.288 3 3 6260.68633 8256.96533 1446.3123
65.28532 55.66337 3 3 69.4578833 60.8922067 5.37471182

36.131 34.52898 3 3 39.6123667 33.6267833 4.04055049
1803.498 3183.782 3 3 1204.84767 2215.94967 158.676547
129.2213 184.4055 3 3 99.2015467 143.559333 11.0704608
525.8309 503.6277 3 3 374.694567 558.234567 135.521934
25.12164 11.22197 3 3 39.3316267 23.81225 5.39061102
608.683 528.9206 3 3 398.2536 539.963867 101.626184

679.7145 897.2695 3 3 611.6566 804.758533 118.93126
197.9837 173.5317 3 3 131.981643 178.3911 35.1294342
351.4906 229.2343 3 3 363.550167 285.4626 23.9440104
3097.395 2738.259 3 3 3138.28967 2881.74833 105.807577



92.87218 74.37648 3 3 44.84311 117.374687 16.7889626
307.821 242.1934 3 3 228.0512 279.572633 27.7685526

24.77155 21.05537 3 3 28.3869367 23.66962 3.29441308
438.911 368.213 3 3 530.717233 440.741733 20.7873797

1070.258 1307.786 3 3 1403.29467 1204.911 116.113868
51.63693 49.36915 3 3 61.1166633 53.15298 4.83085845
974.6148 803.5799 3 3 1728.90467 923.020067 676.211406
1549.884 1411.461 3 3 1920.69633 1596.92933 173.82783
4359.035 4836.737 3 3 5344.87833 4490.86733 659.073736
299.8213 320.1061 3 3 480.249967 299.721833 151.918587
392.2987 541.2644 3 3 107.179973 354.609433 29.0626409
301.4414 197.8203 3 3 369.262767 278.302433 28.5476151
519.9637 509.4009 3 3 431.9549 489.568867 21.7571436
659.4666 623.0363 3 3 553.5228 689.234667 77.7276178
1357.114 1111.683 3 3 1053.60587 1317.70233 120.062642
195.2051 194.4036 3 3 176.023333 195.7168 16.6438141
6247.612 4732.675 3 3 4640.26433 5618.90833 259.673468
1095.202 415.8934 3 3 251.925733 687.540167 87.6197714
351.0836 254.4509 3 3 485.2685 321.487667 126.378183
110.0485 113.8093 3 3 115.991433 110.063667 3.37456959
125.3935 107.2044 3 3 104.90351 120.8562 6.22079375
216.1821 186.7262 3 3 173.661733 197.292367 11.5864002
5627.444 5430.702 3 3 5766.33733 5341.166 122.08986
1102.043 1233.515 3 3 1336.26467 1152.535 139.119229
2813.176 3206.728 3 3 3903.145 3004.543 737.976533
70.5774 69.8346 3 3 50.21205 66.82272 12.8407228
194.238 202.3399 3 3 203.058567 197.8062 1.68066264

1083.188 843.1244 3 3 705.156433 1102.54413 203.632267
1389.838 1738.917 3 3 1752.52633 1506.85033 57.1231507
58.33705 73.39739 3 3 47.75177 61.1445567 2.47672381
463.4216 439.1014 3 3 588.806533 489.5274 50.8916039
791.4171 882.9234 3 3 763.5055 893.158167 25.8177723
2115.825 2430.626 3 3 1806.188 2302.56967 388.522021
109.9783 116.6421 3 3 160.833633 128.71 4.92059986
2331.776 1624.315 3 3 1525.24333 2155.59167 260.490798
504.6834 415.7188 3 3 369.464733 499.901833 74.871991
1310.437 1246.553 3 3 1102.17507 1398.91933 138.580931
98.86102 91.44727 3 3 85.1217133 104.15623 2.31826843
37.30606 17.19378 3 3 44.26274 30.3651367 3.09077414
12.88333 7.377342 3 3 7.265617 11.3397807 0.22011117
3213.765 4305.121 3 3 2032.31133 3378.66633 761.57445
21.14379 22.99842 3 3 28.1729267 21.0138333 5.73635881
88.70483 44.77633 3 3 101.116207 69.5932133 14.5896411
722.3703 588.7771 3 3 939.792433 666.918133 221.606584
149.235 118.294 3 3 111.073967 131.3288 6.34135829

34.41832 28.80942 3 3 36.75363 32.1491733 2.57738447
7068.828 6537.014 3 3 6008.27367 7001.857 725.35924
335.5589 428.6719 3 3 298.092033 392.680267 63.1186503



27.77564 14.33609 3 3 12.2178267 20.8291967 2.91035457
824.3361 909.1264 3 3 686.388467 895.6944 165.725901
319.3423 300.4444 3 3 251.889533 338.062133 54.0525684
22.74232 15.35134 3 3 34.6504833 19.2586233 12.5786693
69.96677 95.09588 3 3 60.74298 78.2936733 3.45197897
111.5954 109.7273 3 3 99.5395533 116.315667 10.3718192
135.185 124.7798 3 3 1062.19447 130.041433 794.307947

3397.008 3179.604 3 3 2659.49633 3191.12333 406.304695
236.7283 207.9887 3 3 201.3526 226.9465 14.3584717
2486.265 2517.018 3 3 1863.10767 2388.481 402.323459
369.925 867.7743 3 3 1083.10277 565.0664 352.639402
256.338 231.7857 3 3 227.754733 246.433167 9.27276845

127.7085 123.5826 3 3 91.0088833 116.03765 13.1947349
200.7355 146.3624 3 3 333.900267 159.735733 144.00148
177.3615 171.2661 3 3 202.6734 183.1329 5.92255996
104.6565 62.84467 3 3 55.04717 81.00752 5.52619959
2546.476 2699.26 3 3 2435.625 2589.883 90.5973603
94.73243 37.00159 3 3 35.3207 72.32922 6.15434665
2011.381 2302.563 3 3 2775.007 2316.24 236.379586
2055.885 1776.018 3 3 2859.81733 2148.337 432.361775
366.936 221.9853 3 3 113.921533 247.7099 35.0308406
124.174 113.5888 3 3 110.346 117.773733 2.91426138
207.523 324.0538 3 3 470.966533 323.1114 51.6954629

137.3816 160.645 3 3 172.007233 140.860967 19.291189
463.624 342.2856 3 3 256.004533 381.4888 80.0659271

157.8771 290.7842 3 3 147.4788 228.489933 17.7462841
5995.348 7276.674 3 3 3475.53567 5752.13767 1012.41698
93.49908 86.85478 3 3 103.007003 85.1514167 12.0695832
4183.194 3578.43 3 3 4500.75967 4004.73433 204.744859
1929.227 1906.135 3 3 991.737333 1630.68933 224.934321
16.16042 15.60349 3 3 10.0233683 14.6841433 3.38643911
588.0072 801.8832 3 3 970.854467 742.846067 140.068924
149.5084 106.5292 3 3 83.12394 123.0982 25.1357947
165.6724 200.3097 3 3 226.674367 179.099 36.1500247
403.0404 340.0788 3 3 242.0959 332.720667 21.9066064
171.8252 167.8467 3 3 142.0994 161.798767 9.25441404
171.8252 167.8467 3 3 142.0994 161.798767 9.25441404
1098.148 924.1151 3 3 821.648667 1147.7417 118.815469
2500.003 1875.09 3 3 1748.68767 2298.433 293.715259
879.6635 1468.537 3 3 714.6092 1101.9662 85.5481633
662.8015 678.9762 3 3 624.8391 694.651667 42.444525
303.1293 268.8989 3 3 200.543433 260.4562 19.2415213
3352.232 2563.749 3 3 2362.62033 3000.91567 369.859163
23.6451 20.83667 3 3 16.77256 24.89472 5.01114027

319.1055 458.7739 3 3 303.239467 411.1441 46.4113647
48.18459 52.28637 3 3 89.9634133 62.7013567 8.55255561
62.27051 40.01756 3 3 38.9120433 56.3606067 4.15792879
404.6835 378.3394 3 3 347.660333 398.941367 39.8085198



392.4948 344.0558 3 3 272.242667 345.928167 43.4498755
482.3549 328.6289 3 3 616.233833 458.5087 62.1457001
516.7914 1003.765 3 3 409.063367 713.830067 46.9385528
477.0744 633.4301 3 3 445.015233 593.657733 75.0389744
4.207717 14.66193 3 3 17.0902 9.187269 4.26614971
1745.639 2118.2 3 3 2280.973 1886.305 270.278113
689.3356 965.5195 3 3 1354.14167 900.355367 340.223576
2236.386 1700.563 3 3 2670.08333 2160.16667 91.60731
3399.052 3291.816 3 3 2217.52633 3030.69567 429.282349
42.86966 32.24884 3 3 44.6591833 36.6184933 4.0625513
46.77875 39.23827 3 3 32.73407 41.66662 6.23221498
99.26547 86.47116 3 3 77.0845933 89.4735633 6.08171123
26.36397 26.86703 3 3 46.1546733 28.2974633 15.0053455
123.9665 118.9787 3 3 66.9470367 111.914973 34.6760824
708.9157 646.5004 3 3 907.6215 705.206 163.724803
819.6827 1010.367 3 3 1204.47233 980.697233 121.252733
211.4157 214.8261 3 3 168.774433 199.0364 8.6005841
117.993 88.34042 3 3 79.78787 99.6453067 5.68938724

7144.395 6581.229 3 3 5831.55233 7164.49133 975.524216
2273.363 1620.674 3 3 1504.697 2045.10267 281.185326

156.42 164.626 3 3 120.568203 159.098033 32.6680821
740.6682 850.8015 3 3 662.927667 768.543367 54.2534824
544.1613 609.8325 3 3 983.913767 687.515467 163.748362
369.1438 403.3332 3 3 565.603467 393.175067 146.319313
859.5219 890.0693 3 3 1018.8415 886.086033 111.058856
3569.911 3364.622 3 3 2816.34433 3369.038 430.181966
103.8384 95.35399 3 3 842.420833 97.7025267 638.521017
22.09085 14.55291 3 3 31.4570367 21.2426167 6.0768116
168.9774 183.696 3 3 134.982167 173.211133 31.4842449
30.69813 25.87023 3 3 98.08822 25.36871 62.1099024
249.1118 797.061 3 3 47.4988367 424.231667 8.43727397
987.6151 1051.747 3 3 1225.354 1066.9727 103.605963
1077.423 901.9516 3 3 1353.61067 957.487633 323.648112
5128.51 3382.347 3 3 3155.90133 4364.75667 527.356354

37.67432 35.45593 3 3 39.2588367 36.0088267 2.37082906
203.2068 188.0309 3 3 141.926 180.585933 19.1154758
176.2279 166.6653 3 3 148.685667 165.645233 9.38400495
1663.406 1630.113 3 3 1225.4062 1543.87033 206.616758
1018.827 1025.369 3 3 789.9638 1111.03433 228.50805
489.3543 598.1768 3 3 447.665367 530.161067 38.7253716
4419.913 4396.503 3 3 5048.34667 4502.964 438.348192
1163.27 1421.287 3 3 932.453333 1200.54333 105.286869

85.37263 72.97752 3 3 65.1062467 76.20126 5.07884045
975.4426 1383.21 3 3 723.75 1065.11407 72.0565941
747.4393 799.3716 3 3 473.5816 929.0923 282.053887
57.60052 59.71268 3 3 46.8278467 56.75742 7.79410701
266.4036 173.5969 3 3 394.278267 266.0081 60.2223352
75.77026 81.74937 3 3 97.6605667 80.1200633 14.5732218



461.6724 1203.024 3 3 262.499233 751.296267 138.219217
1725.236 2466.065 3 3 1707.368 2183.958 83.4393096
178.7753 145.152 3 3 130.814033 157.667833 13.9292525
97.23982 198.9354 3 3 88.5403833 149.646807 12.7358387
97.23982 198.9354 3 3 88.5403833 149.646807 12.7358387
97.23982 198.9354 3 3 88.5403833 149.646807 12.7358387
25.13846 25.74706 3 3 55.0958367 32.3432933 15.4610336
65.9312 107.527 3 3 163.3661 102.997033 38.2523314

77.31297 74.78438 3 3 95.0576967 81.6408133 6.12060208
102.6497 93.40545 3 3 91.83752 102.59805 1.20738844
59.11654 55.32277 3 3 46.96985 57.31609 8.68589531
205.5963 283.3425 3 3 324.0845 251.921133 46.5798026
26.68952 19.92726 3 3 31.2685933 24.1348467 4.91193081
1247.846 1328.799 3 3 1813.73967 1382.402 330.651483
79.73138 69.01205 3 3 126.338933 75.83725 43.0148166
1069.801 1612.711 3 3 857.943033 1243.108 84.2013643
42.57221 38.99416 3 3 25.4953967 40.2541033 12.5353845
60.85329 57.61077 3 3 72.6007233 61.4858433 8.57608666
31.07146 38.35618 3 3 30.4414867 36.0616333 2.15990567
870.9744 640.9137 3 3 620.024533 812.074633 67.9741678
958.8335 1039.948 3 3 1332.809 971.204767 304.630194
159.1209 156.2134 3 3 235.2504 180.7692 24.3879843
696.1383 515.2057 3 3 943.646767 645.659933 229.725853
23.73028 36.26566 3 3 15.4024167 27.1819 6.29959775
189.0424 225.848 3 3 167.954933 200.8198 18.1562558
244.3356 176.7326 3 3 154.524367 200.092933 8.27270738
36.62423 26.37675 3 3 41.87272 31.8493067 6.9138635
286.0368 212.9049 3 3 182.5054 240.5399 30.3093056
1262.969 999.3889 3 3 944.780533 1173.37097 126.527887
414.1637 365.4106 3 3 360.427967 389.451367 5.45109494
703.6957 503.342 3 3 491.7978 653.2806 43.2046343
3524.498 3483.379 3 3 3178.633 3611.67033 322.144017
814.1917 419.1083 3 3 953.8741 622.6079 205.620642
172.1543 95.24484 3 3 205.534633 126.41348 54.8323499
287.9731 248.9063 3 3 289.604233 261.105667 7.73522623
12432.85 11417.23 3 3 9555.21067 11304.63 927.26692
227.7766 297.0127 3 3 336.987667 250.922433 62.5066471
2112.471 3223.562 3 3 1268.35597 2319.904 386.005064
167.3053 97.92295 3 3 220.7636 137.89225 61.7863292
2300.326 1874.096 3 3 1766.575 2317.40033 145.527356
41.00069 27.90458 3 3 25.1819633 33.9728933 3.72671756
155.6702 178.4806 3 3 191.304233 157.7207 21.1169803
5211.79 6227.273 3 3 6420.08167 5742.16067 287.076357

1093.432 1111.161 3 3 981.156633 1124.47967 117.13832
4.715807 5.626147 3 3 4.224083 5.06927267 0.54132238
235.3348 316.1471 3 3 228.261467 288.3386 24.0001804
1864.367 1827.732 3 3 1764.83367 1912.17 51.9929706
158.5062 194.6976 3 3 238.37 179.287133 47.4279502



108.3807 103.7909 3 3 118.591867 107.509533 8.94948228
161.2226 131.52 3 3 117.1756 139.445867 2.19821606
1198.116 1193.82 3 3 612.4211 1014.9986 149.796689
3828.549 4813.912 3 3 2210.7149 3957.78767 1278.61382
673.4431 651.4565 3 3 582.6434 697.5004 77.6044104
310.2611 276.7683 3 3 399.573433 322.024833 41.9825019
1701.235 1674.874 3 3 2070.83933 1808.046 90.0237204
123.8905 106.5397 3 3 97.5089033 114.5197 11.7882694
212.1517 169.5884 3 3 713.620433 179.129833 460.650898
870.5169 1330.585 3 3 853.533733 1217.19063 70.0891418
860.1459 966.7949 3 3 1988.70833 967.7476 875.143403
144.7945 151.9287 3 3 127.801067 142.7186 7.60581397
59.69499 61.18557 3 3 97.0103767 70.99085 13.0750081
15.55146 7.988901 3 3 6.05903933 11.322597 2.40575841
505.3679 529.6454 3 3 417.5328 487.235933 27.0624458
497.2698 356.4008 3 3 516.354333 412.721533 49.6326845
9.326119 6.749797 3 3 15.6248987 8.930062 5.42589137
79.93292 85.63011 3 3 72.2901 87.1984067 9.97187438
4.377118 1.890038 3 3 31.98575 3.75744533 24.3469041
1604.77 1484.496 3 3 1272.13167 1717.104 234.809774

93.48502 93.46717 3 3 77.7274 89.6259233 7.83330568
218.3631 173.1415 3 3 281.8919 214.3064 43.2617655
1698.444 1579.157 3 3 1384.11433 1714.565 246.733109
191.6938 107.7028 3 3 252.079133 176.7474 16.8857378
1717.99 1231.874 3 3 1942.41933 1540.59367 220.807732

2957.716 1947.861 3 3 1871.30233 2734.893 253.315283
2873.475 3161.561 3 3 2796.41933 3104.91733 165.930854
1366.051 1377.196 3 3 1209.16333 1351.20367 117.571426
6.547115 5.818948 3 3 10.7011227 6.97339833 2.89780392
111.3273 82.25253 3 3 218.656067 104.25211 97.0664611
411.8835 406.4714 3 3 495.3117 419.553333 62.9940407
1217.695 1271.335 3 3 1364.38767 1180.886 111.161698
256.4755 243.5432 3 3 198.310233 233.736767 10.1952246
219.0661 287.9143 3 3 193.498133 282.139333 47.3227026
74.11766 73.91265 3 3 54.2634767 68.4014733 7.43100541
2036.522 1663.133 3 3 2561.903 2021.121 310.23892
58.58379 64.42173 3 3 72.8860933 63.4749133 6.79580481
1367.996 1047.259 3 3 1713.39967 1255.17933 353.385328
84.89136 72.80681 3 3 151.278333 94.61679 40.3079213
84.66395 57.73305 3 3 45.3935133 65.2313467 2.67853061
363.995 479.9268 3 3 507.489233 429.680533 31.6906066

63.64066 121.167 3 3 52.9685667 88.61062 9.11954043
3806.357 3492.248 3 3 3149.61067 3747.003 463.274977
40.85998 29.1843 3 3 47.4316667 35.83072 8.06246966
450.722 375.9272 3 3 251.2656 367.527067 49.5922507

194.0944 174.2951 3 3 143.106733 172.6473 12.5495378
947.84 1202.996 3 3 1270.54767 1022.09633 146.94423

79.45841 69.38222 3 3 91.8973533 78.05188 8.89653097



519.1696 294.2266 3 3 248.0201 386.9302 26.1294671
177.0766 140.2183 3 3 125.2892 152.060867 8.30574961
265.0826 239.8039 3 3 214.978467 252.101667 29.599806
141.0091 141.004 3 3 164.597967 142.483933 19.007214
1611.522 1382.951 3 3 1257.37233 1634.14833 193.747869
167.7936 203.644 3 3 242.5363 183.507167 47.8244309
1807.502 1830.942 3 3 1516.827 1975.884 291.371522
250.7832 223.8557 3 3 183.369867 225.779067 27.815219
2290.182 1841.344 3 3 2357.87467 2087.34333 58.0047449
2005.501 2980.742 3 3 3774.36833 2775.32233 524.734776
581.1841 633.3865 3 3 323.805967 526.120433 101.976748
118.2475 96.13083 3 3 121.42 105.687943 7.58001833
372.5236 329.0271 3 3 299.7814 339.218867 17.281623
274.9215 288.8433 3 3 254.376633 285.127133 25.1585468
54.81551 30.94228 3 3 102.687587 42.12471 51.2021196
43.3247 44.09241 3 3 50.37185 44.99012 4.09477786

175.0703 139.1821 3 3 128.951 153.726167 10.308242
1232.971 1225.476 3 3 1078.34533 1372.79667 59.5359661
1263.609 1260.771 3 3 1041.48463 1407.45 194.219727
214.3734 185.7793 3 3 132.731233 180.607333 19.6937981
567.7733 946.9194 3 3 967.285833 742.233167 39.8904288
225.2856 156.1899 3 3 142.222367 186.3955 14.9061047
747.8194 1098.479 3 3 1169.83667 945.2516 76.5168788
45.53199 28.89663 3 3 55.9516733 34.5130833 15.9926296
7.66399 7.5247 3 3 1105.27973 7.094756 954.069532

1519.555 1315.276 3 3 1687.68133 1445.20533 177.840268
401.8219 367.377 3 3 569.348733 440.152167 55.1707969
549.1972 566.6639 3 3 632.2245 542.175533 72.8199135
207.6859 171.3929 3 3 225.577733 177.3687 31.3358775
3020.173 2414.113 3 3 2213.47533 2774.26067 368.737609

0.4364863 0.00755499 3 3 4.17218933 0.68146876 2.92067322
98.31077 82.94356 3 3 79.99746 89.4389833 2.03154539
163.7515 104.2422 3 3 103.593633 148.176667 3.81415459
434.6854 333.148 3 3 292.628133 365.930833 22.7070382
738.1357 839.4895 3 3 532.667767 708.609467 39.3743085
453.1389 348.9356 3 3 636.885767 435.1138 156.847205
1564.666 1701.212 3 3 1984.50667 1626.914 303.27784
118.6718 95.33284 3 3 80.85251 100.581127 5.88360258
180.9925 238.6672 3 3 377.265633 241.5063 100.52838
747.321 412.2691 3 3 908.065167 639.796133 124.996405

320.2271 306.5489 3 3 276.658133 301.7883 5.26888035
62.6709 57.09676 3 3 51.1310733 65.4983033 7.34776253

279.7089 272.6714 3 3 193.6212 300.402133 82.8498767
3336.327 3431.951 3 3 2618.375 3138.96867 150.472915
210.6877 236.4674 3 3 303.749967 222.028167 69.8928629
22.46886 23.80068 3 3 13.8762137 22.0560033 6.83753952
336.6197 326.619 3 3 320.2258 335.413367 10.3227429
77.04128 54.89886 3 3 185.281063 66.5250367 102.769935



1851.626 1328.243 3 3 1201.4813 1695.36467 288.259611
5.431331 5.636753 3 3 4.34132367 5.64544567 1.11451124
518.1868 582.5823 3 3 434.910067 532.760333 72.7593675
327.227 444.066 3 3 280.187733 411.721867 87.6013675

90.49371 121.9213 3 3 181.538867 108.044637 61.9801606
123.3344 106.324 3 3 98.7130333 117.895833 13.3675573
795.3912 687.2448 3 3 1114.5546 810.429867 230.083944
400.7953 301.6749 3 3 582.778067 324.419667 214.609926
1680.364 1799.974 3 3 973.648233 1501.06767 190.044592
155.1894 231.0299 3 3 261.157133 197.645533 39.5382897
100.484 68.93193 3 3 65.4587833 86.1065767 8.31222852
100.522 62.72894 3 3 36.8407033 123.363747 10.2200062

430.1641 432.16 3 3 484.284433 440.436233 34.6678276
1354.649 1391.36 3 3 1044.47277 1266.368 54.5546035
50.87932 41.17208 3 3 38.6990667 51.65062 3.01500133
26.59719 26.95254 3 3 24.1116067 28.50471 2.38094343
1711.288 2021.128 3 3 1575.53867 1832.22233 150.479487
460.3205 381.9111 3 3 323.577167 395.2328 18.9425064
151.6877 204.776 3 3 146.367667 178.002 7.523626
68.23077 69.58109 3 3 40.1263467 68.6145567 24.8379326
1354.445 943.7798 3 3 902.368833 1187.39627 123.565669
196.1046 185.145 3 3 160.9404 181.545 6.76790376
135.2575 119.0849 3 3 254.6735 135.5741 102.569375
253.8066 223.3391 3 3 211.990033 238.376033 17.2569086
907.9734 1011.174 3 3 2434.88533 1018.98013 1230.10497
162.3301 129.272 3 3 118.900467 141.189333 6.42280487
3319.205 4004.374 3 3 2378.66333 3300.386 371.202241
243.6601 214.2548 3 3 202.837933 224.009867 7.20164312
45.42008 33.21263 3 3 32.1876267 41.0262567 3.67208253
26.1447 33.61403 3 3 52.0979167 32.7710867 15.6696856

1398.689 1975.091 3 3 965.86 1508.98367 216.198209
305.0811 198.8104 3 3 457.012167 305.893133 76.4792417
32.16959 34.57537 3 3 27.4761033 32.3441233 3.66622763
262.1244 181.6877 3 3 333.987633 250.183933 36.5581379
110.7238 79.8417 3 3 72.13342 93.1261567 9.14116175
31.56899 29.8647 3 3 36.18892 30.6964267 4.71963795
30.54592 24.48555 3 3 44.5729333 26.3727333 15.475496
95.23026 97.55634 3 3 134.249233 105.0836 20.5120525
110.2077 184.8489 3 3 199.283833 153.0754 11.969364
22.50958 26.42082 3 3 40.4455233 27.06021 10.6124781
149.7968 132.8486 3 3 118.984867 136.104067 8.37009654
381.0285 363.6251 3 3 352.891933 388.996433 9.23506774
2509.306 2854.802 3 3 1227.4825 2567.714 1141.01893
19.74771 8.781034 3 3 28.41946 14.826318 10.4894192
52.22261 42.08702 3 3 58.1214133 47.0600767 8.22865607
412.8137 334.7283 3 3 424.008033 349.709133 30.9210729
59.88035 61.67889 3 3 38.0546067 55.9716933 13.2339604
50.70708 91.97782 3 3 395.7162 85.6349333 269.17232



991.7358 441.1774 3 3 213.5592 605.953267 72.6476155
119.3155 126.0148 3 3 155.434367 123.396167 27.7832844
64.35554 48.05732 3 3 819.2467 53.3070433 669.737435
1845.849 1221.814 3 3 1161.69967 1521.85867 37.698413
2303.464 2632.389 3 3 2726.24167 2399.86067 201.317174
173.7504 136.213 3 3 263.425233 152.472033 95.1078769
1826.143 1566.918 3 3 1536.81867 1722.353 86.943103
135.4755 88.98563 3 3 47.6632133 98.4532033 29.424233
39.3956 24.02183 3 3 53.7225267 37.1638367 7.85150357

2142.777 2094.546 3 3 2903.55633 2298.98533 426.463726
113.4425 118.0788 3 3 145.96 109.347757 29.9703906
20.65833 19.22929 3 3 71.0061833 15.3157607 48.0861255
4215.383 4177.945 3 3 3647.619 4515.00667 521.912618
6.743955 3.838176 3 3 7.86442867 5.54568867 1.3478343
3177.175 3045.885 3 3 3872.923 3069.32933 696.733435
4946.646 5689.965 3 3 4880.76333 5358.00067 178.228605
506.1848 625.0391 3 3 431.7247 531.9234 27.5969008
37.30281 35.1757 3 3 29.1507667 34.7552 4.04337853
1676.328 1656.347 3 3 2475.93467 1829.45 490.508605
1451.423 1941.43 3 3 2206.071 1757.33867 288.643747
244.9244 290.7289 3 3 242.7035 279.308667 10.3915035
207.0008 144.2235 3 3 144.553667 188.164967 1.24007978
376.7359 239.8124 3 3 209.385 296.325133 26.1763201
3250.141 2847.099 3 3 2806.79033 3172.698 126.374762
55.46227 54.21422 3 3 46.1438733 53.6745 6.25174467
1310.993 1981.562 3 3 1267.551 1757.672 186.495773
1666.591 1616.799 3 3 1488.21633 1597.502 51.8859313
260.6018 315.0511 3 3 182.608533 255.019067 7.4994524
119.4946 96.03988 3 3 82.8615233 102.42829 8.42750763
1580.422 1862.741 3 3 1957.562 1758.70133 79.4725471
58.7148 41.57853 3 3 61.37262 50.9318933 2.91032105

712.0385 535.579 3 3 496.0407 667.922533 95.2494619
78.47147 72.92625 3 3 82.0969233 72.27085 5.59156728
206.3495 154.1938 3 3 151.068933 181.535867 5.36518974
227.2037 368.2318 3 3 182.171 275.544267 16.2141367
16.6447 13.55993 3 3 11.6074767 17.84243 2.24001418

497.2109 469.7857 3 3 387.887 453.418267 20.0889394
509.3171 747.8491 3 3 377.085 568.2278 54.7544896
2166.669 1691.659 3 3 725.2365 1553.03243 217.628869
1511.381 1330.754 3 3 2196.65033 1659.66067 208.36399
39.43872 40.96514 3 3 36.71896 43.7219133 0.25411925
342.1481 301.6331 3 3 239.7697 299.233567 27.8770418
690.9786 1279.952 3 3 1384.841 1010.9222 138.531949
77.08819 71.99651 3 3 62.3847133 72.19619 7.16085479
1251.44 1399.274 3 3 1152.44967 1462.58767 110.708804

238.1163 200.1763 3 3 196.275267 219.141267 6.60126412
1942.109 1730.297 3 3 1486.38233 2078.76 288.199845
153.0782 132.4944 3 3 112.430117 151.289467 29.0291764



171.7956 210.3646 3 3 115.793667 168.750567 17.2316023
46.20697 35.46227 3 3 58.0169767 44.1746 9.25042884
1190.863 1659.718 3 3 1906.11767 1455.43267 314.837285

0.0022427 0.00487344 3 3 1.63855672 0.00291082 1.43715312
3241.041 3930.672 3 3 2428.845 3258.008 299.093426
128.238 110.4348 3 3 98.8936367 124.470833 18.6243761

407.9018 629.8016 3 3 887.450133 545.111433 275.908519
276.68 275.3626 3 3 316.011333 267.7282 39.9262467

2278.477 2182.055 3 3 1890.78533 2474.48933 286.262532
492.5159 603.7076 3 3 972.229133 550.890333 366.149556
133.4661 102.4867 3 3 136.514367 110.462827 10.7407402
450.2425 603.3458 3 3 404.079233 538.894033 88.0407594
45.00022 33.0657 3 3 32.69319 41.3734867 2.49214813
8.287998 6.384229 3 3 5.337919 7.35312 1.49442708
2561.243 4316.913 3 3 1690.52487 4738.14933 1162.13847
1884.267 1930.585 3 3 1731.214 1855.393 57.2025011
173.8062 128.9882 3 3 227.2523 140.3612 70.5343924
4480.666 3889.58 3 3 3360.53633 4520.716 785.158034
9501.027 8186.185 3 3 7768.77367 8631.32833 93.0863763
29.36247 41.13775 3 3 26.3034933 35.6553467 5.70607828
94.04123 95.89555 3 3 72.94437 94.91961 19.314777
108.3231 103.4014 3 3 98.3000233 113.1613 2.26580031

168.63 153.1275 3 3 175.728633 150.325933 10.281385
23.37749 38.42287 3 3 56.58216 33.1719467 18.7750084
1295.644 2040.327 3 3 1151.41363 1617.28467 147.633619
6030.101 5617.029 3 3 5082.65467 5689.528 434.507295
509.1535 490.8829 3 3 666.603967 539.555133 87.9645476
1064.143 458.2747 3 3 243.086867 651.804767 42.6453634
226.4241 103.221 3 3 98.9683033 187.027367 27.1626916
70.62235 87.73691 3 3 139.735933 95.92062 23.9818122
1347.729 1369.317 3 3 1186.325 1364.05967 155.877545
150.4672 128.2642 3 3 172.9425 141.900967 24.6056662
17.41269 18.9739 3 3 23.9558033 17.4953967 5.50721332
1985.746 1828.47 3 3 3078.16133 2185.543 616.324176
277.9535 272.6647 3 3 250.357333 269.445033 13.1425649
61.47374 30.58704 3 3 24.6510133 44.70994 8.29346831
17.19076 14.17695 3 3 11.9700213 17.25645 3.4670286
1562.675 1955.036 3 3 2484.60233 1703.27867 653.163853
612.8327 652.6199 3 3 486.1163 716.8171 140.549536
2960.755 4840.564 3 3 2475.357 3651.15233 65.3339796
435.319 278.6557 3 3 490.1945 384.250667 18.9514825

16.93971 31.15456 3 3 16.1533267 24.2555233 0.62083359
156.5366 133.8343 3 3 321.208967 156.710767 143.222697
933.579 739.7861 3 3 351.5815 685.234267 91.4760624

353.6016 249.9545 3 3 429.683567 332.662367 42.1075602
6658.772 5180.395 3 3 5133.986 6082.895 271.762016
139.5072 100.1137 3 3 92.6976633 118.577967 11.3392369
2790.383 2799.862 3 3 2515.33967 2702.52967 38.9669091



618.0206 688.4659 3 3 710.902867 638.9239 46.6581344
552.6814 582.6483 3 3 468.728633 565.279733 83.7607239
142.2948 145.3524 3 3 158.916133 136.308433 15.0381816
1208.156 1238.636 3 3 1977.472 1372.62133 466.690881
43.28418 34.23043 3 3 43.73942 35.88282 1.66715711
1357.978 1663.863 3 3 1942.19467 1565.062 280.296619
2060.812 2864.358 3 3 1500.49 2288.18267 480.211327
1048.942 869.7249 3 3 747.005467 926.956567 118.526953
542.2631 772.2514 3 3 463.624967 650.138067 117.145079
7.688448 12.20837 3 3 6.68754533 11.090496 2.46684731
799.7547 816.4412 3 3 1204.60937 686.316333 405.908466
68.54393 107.6414 3 3 50.88962 79.8750233 8.3639227
1229.619 1347.095 3 3 1399.079 1263.57233 94.9602019
4136.308 3415.811 3 3 3286.52667 3879.126 334.824079
206.4259 223.4042 3 3 179.8251 204.45 8.49153389
2513.775 2916.668 3 3 2008.47333 3249.009 551.953024
119.5892 190.9275 3 3 111.6348 153.8701 10.683529
184.6395 287.2527 3 3 534.9177 231.471167 263.009461
242.1838 251.3974 3 3 279.382 238.5617 32.8058626
71.76109 58.25048 3 3 54.5271967 67.5087733 8.19203978
20.15254 15.50444 3 3 14.0618233 18.5485033 2.95921312
1538.761 1210.352 3 3 1186.07833 1473.21733 90.5791007
1767.737 2189.357 3 3 1591.256 1890.941 51.5784761
130.5634 129.8834 3 3 87.8761667 152.028533 42.2775609
134.4544 107.393 3 3 139.259767 120.1796 9.98799556
1019.267 816.2073 3 3 796.8559 964.830433 71.3504294
35.30723 29.99877 3 3 24.7758267 31.13773 4.20731791
879.4262 681.6624 3 3 593.5287 917.5962 126.361987
1457.615 1744.181 3 3 1411.52167 1672.277 131.722793
2172.398 1903.94 3 3 1797.20833 2020.89667 142.177643
2666.586 1947.093 3 3 2814.202 2230.881 345.63491
338.5178 291.9584 3 3 283.828633 327.953633 22.2753801
203.882 214.4483 3 3 197.602 211.629367 10.3836016

318.0324 311.4322 3 3 262.977967 306.7291 35.980653
181.428 138.1639 3 3 119.564613 158.087233 26.1743293
584.488 686.8947 3 3 924.0219 642.314 243.725482

185.1806 147.4075 3 3 211.9455 160.781267 40.0373206
628.7914 886.2889 3 3 428.5332 670.278867 79.8295236
3980.473 3991.929 3 3 3500.44367 4110.32167 495.232551
2836.247 2727.879 3 3 1829.65367 2556.05 507.296982
112.053 87.98471 3 3 76.3029833 96.5814 11.9182464

198.5043 191.9185 3 3 143.589967 178.343967 9.08460484
460.3764 426.9488 3 3 356.4326 416.328067 17.0774479
1085.262 846.0682 3 3 770.4358 1083.94473 144.261967
117.9443 164.2083 3 3 110.071843 140.343033 13.4947314
1040.446 1147.124 3 3 868.261 1026.13433 54.640671
98.43266 90.01625 3 3 108.54989 94.72048 11.4741712
744.1585 1501.182 3 3 482.456833 988.710433 63.9846708



0.5730037 0.7595713 3 3 0.18490678 1.086287 0.31614219
404.9485 371.6403 3 3 274.301967 373.789233 82.838443
2023.977 2117.49 3 3 2642.43233 2259.357 79.3312126
5347.038 4470.495 3 3 5643.78033 4993.83633 343.394148
2.087905 4.840039 3 3 13.4697633 6.75935467 0.94890175
9.438004 4.503895 3 3 14.67374 8.68716967 3.63742979
7500.301 6858.915 3 3 6599.19433 7100.22967 274.724335
99.84402 86.44687 3 3 78.7251633 90.8855233 7.48219007
446.1233 665.6146 3 3 436.185267 599.7346 56.635418
673.2401 560.6544 3 3 467.605633 574.162 16.2934683
987.3697 847.8215 3 3 743.825667 870.884933 35.7496797
1137.786 1211.619 3 3 1077.81667 1259.356 55.2659368
173.1756 173.2623 3 3 144.767667 188.290133 28.4314622
173.1756 173.2623 3 3 144.767667 188.290133 28.4314622
173.1756 173.2623 3 3 144.767667 188.290133 28.4314622
173.1756 173.2623 3 3 144.767667 188.290133 28.4314622
385.9244 295.7596 3 3 881.957833 338.365367 480.060533
1505.314 1624.975 3 3 1836.52733 1638.78533 104.499567
184.4602 172.6703 3 3 161.3119 176.453333 11.5033993
117.1144 149.4453 3 3 201.818167 138.339033 53.2366234
174.1159 91.98235 3 3 89.69295 147.421483 17.8362822
649.6981 847.561 3 3 881.949967 758.974567 42.4579481
330.5195 339.6888 3 3 509.0021 325.464533 161.974262
4959.162 3540.2 3 3 5821.507 4269.74 1180.18913
315.3294 519.1705 3 3 198.831767 365.054033 56.6626273
53.88885 39.74804 3 3 29.2996867 42.7008867 6.37900369
235.4437 226.1153 3 3 159.034767 209.964933 26.8977161
74.48586 65.90432 3 3 91.7726333 72.0417233 16.6820926
1576.995 1513.155 3 3 1390.60967 1646.895 140.283351
231.441 163.5063 3 3 246.616567 202.828133 16.5046188

56.73729 46.32139 3 3 62.2416333 51.7477967 7.72011806
38.27657 24.74125 3 3 38.2289567 30.0215433 0.84562639
1326.888 781.147 3 3 1467.18567 1109.386 131.772259
502.894 557.1725 3 3 903.4295 623.2724 187.469858

380.0388 396.7552 3 3 247.765867 345.543367 44.3812383
635.8602 517.382 3 3 434.514067 539.449167 32.2755774
814.5953 1606.648 3 3 542.856667 1068.8871 39.0185115
334.4283 453.7118 3 3 466.641033 389.0798 33.4837274
68.11992 41.75339 3 3 69.2482033 48.64766 6.54786417
500.996 329.9757 3 3 559.463 439.862733 47.0126215

6842.278 4409.888 3 3 4187.401 5651.346 461.579844
6842.278 4409.888 3 3 4187.401 5651.346 461.579844
32.24602 21.2544 3 3 20.12182 26.4409967 1.04462278
32.24602 21.2544 3 3 20.12182 26.4409967 1.04462278
250.7692 193.677 3 3 161.8392 207.4055 12.9983084
201.6158 142.1479 3 3 124.490507 182.948533 38.1040808
15.34623 13.03074 3 3 31.2681067 14.3343333 15.0160464
199.9351 258.7015 3 3 199.2339 245.7226 6.28526263



1045.335 1254.643 3 3 1264.01467 1081.78827 37.0646015
16.16688 7.688945 3 3 21.7681967 14.3163883 2.97757151
129.8202 128.8253 3 3 102.780627 126.544533 20.580627
129.8202 128.8253 3 3 102.780627 126.544533 20.580627
612.5005 592.4038 3 3 684.652767 607.458233 67.3822868
963.2538 580.5347 3 3 544.099033 774.312333 72.9463694
6.233127 4.082211 3 3 10.842659 6.316402 3.32342568
1218.089 978.3696 3 3 821.548367 1075.6582 187.776015
5268.01 4415.813 3 3 7307.891 5340.743 1462.06996

1388.224 1311.416 3 3 1630.553 1441.205 43.4402839
110.0541 111.5282 3 3 84.4806967 106.150387 17.5278022
763.2813 1186.386 3 3 1186.98733 905.674333 60.5545411
370.2567 301.0327 3 3 244.231 310.581867 20.2432234
831.5523 986.9244 3 3 574.149367 810.110733 93.0219866
217.7916 230.0933 3 3 304.3813 251.09 2.1413919
145.5616 182.7319 3 3 264.175433 172.0122 78.798214
1981.276 1780.53 3 3 1730.448 1958.17233 114.737212
93.27353 90.51808 3 3 178.049367 102.681937 64.4788508
621.7676 603.5227 3 3 544.505033 640.174233 70.0592155
67.67553 64.42487 3 3 60.71475 67.7109167 5.28719246
1036.581 1127.238 3 3 937.223 1052.40843 76.6231177
15429.09 71642.52 3 3 1855.65853 36383.0333 1878.06842
49.36411 34.55052 3 3 32.9182267 43.76503 5.36800259
87.28624 62.68204 3 3 37.23581 64.8715067 12.1980201
189.1692 188.0684 3 3 231.9565 172.184333 45.0437711
93.40065 80.90759 3 3 74.0433067 85.8849233 8.22232095
35.51511 42.08294 3 3 48.9533467 36.6429767 9.78474366
15.84366 7.873428 3 3 7.187631 12.0069493 1.58665132
1059.682 1275.761 3 3 1001.7791 1144.77933 54.8248709
451.9095 309.0497 3 3 546.080533 424.648733 27.7292346
384.583 286.0094 3 3 261.714433 323.4838 13.6348288

468.2829 288.004 3 3 203.5924 347.383333 73.9999655
24.18637 22.62271 3 3 35.4698333 26.7892133 4.99416599
577.2803 527.1475 3 3 479.4135 536.003133 33.6158232
1016.439 1110.012 3 3 1185.696 1049.621 109.478614
127.005 145.2111 3 3 97.41927 126.475733 17.6200079
487.032 450.3746 3 3 432.966533 475.1281 30.9017205

261.6346 192.243 3 3 163.3097 228.5912 46.7103562
231.3761 155.3046 3 3 98.0290633 169.4343 29.9899319
88.80801 110.5979 3 3 87.8154867 104.624503 5.81020288
389.8708 629.8239 3 3 357.455567 539.3887 96.7854942
2589.341 3196.939 3 3 4017.63267 3193.403 422.813821
11.60141 16.29601 3 3 1167.80363 17.67393 1027.26091
68.13554 82.88358 3 3 107.42967 74.2498667 28.6218378
506.8142 654.9733 3 3 439.3817 582.784733 104.477549
61.02061 71.17303 3 3 53.9161733 74.80844 9.74724879
318.7941 408.3061 3 3 270.716333 435.9446 63.7860894
9.821644 8.443393 3 3 10.799721 8.340813 1.57227157



123.3969 89.1203 3 3 150.334733 110.1858 30.7743057
3593.996 2022.855 3 3 3596.904 2636.68233 174.946623
492.4092 277.2974 3 3 579.073033 404.955133 106.90747
291.2081 261.4001 3 3 241.495633 271.423433 20.5343705
143.2669 140.4251 3 3 117.616267 135.260633 10.7956329
303.7724 419.7823 3 3 430.317633 358.614733 26.7017607
1397.169 1243.916 3 3 642.251533 1783.321 626.026234
229.4233 258.2336 3 3 347.955733 234.511167 99.0682931
655.3007 896.2496 3 3 920.2209 727.0872 90.4302741
160.3237 139.5545 3 3 175.498733 147.451033 22.4199164
10.80003 9.96679 3 3 20.0868633 12.64409 5.36760064
51.59708 50.12019 3 3 94.54247 53.3236567 36.6125721
267.5286 420.8925 3 3 239.5287 349.045967 60.3803233
26.85349 17.03803 3 3 10.530832 18.8113233 1.14016492
300.7164 288.6908 3 3 320.313167 296.647233 20.016042
181.3426 96.88733 3 3 93.4153533 141.821077 8.35262294
10.61192 4.073802 3 3 15.9705267 9.69144067 2.0776352
563.3715 501.5844 3 3 575.414633 510.455367 31.1232971
22.46237 6.454083 3 3 29.4926033 15.958631 8.70817187
36.46624 35.57996 3 3 30.0290733 42.14681 2.21118924
70.43832 51.9782 3 3 93.91206 69.1480033 14.7245005
189.1742 223.4092 3 3 282.492533 190.648133 75.6982023
363.5322 284.6105 3 3 265.0995 314.6406 11.9335288
547.5964 895.8387 3 3 942.308533 674.996167 142.851005
4833.838 4115.067 3 3 3922.87033 4603.39267 438.359373
2714.227 2640.694 3 3 3093.91267 2734.30867 304.319711
1393.252 1422.302 3 3 1072.84753 1315.39333 146.093883
3553.844 3744.395 3 3 3169.64233 3494.906 66.2970769
261.647 216.0077 3 3 198.442267 233.2897 18.9978532

470.5681 519.4276 3 3 334.946233 442.277067 17.3597958
385.2056 487.1886 3 3 1991.589 421.993833 1404.5221
0.519868 3.144497 3 3 5.00895967 2.632171 0.94315323
828.4929 735.2197 3 3 923.4515 812.430267 70.0648865
541.5629 530.2681 3 3 560.665233 515.955533 19.4243557
56.24989 35.98922 3 3 60.5549867 41.14019 11.2047283
69.59014 41.0667 3 3 35.5559 54.2857 8.65658398
1333.334 1084.78 3 3 1624.44833 1333.06067 81.2121761
2626.659 2590.42 3 3 2989.37133 2664.79933 273.475629
73.94011 64.26279 3 3 81.2487533 67.17938 11.1607249
2437.972 5307.077 3 3 1821.645 3563.86 310.536486
11.74131 10.77009 3 3 7.848786 10.736052 2.37842379
77.10874 31.52597 3 3 194.471 48.8884333 128.199867
1073.127 1079.088 3 3 848.553833 1099.94767 221.609744
205.8579 290.3032 3 3 189.877067 244.866367 24.8600998
94.46386 78.18589 3 3 65.7203733 83.9000167 13.4892034
102.3896 138.2951 3 3 96.55158 118.772667 8.21528609
144.1548 131.0851 3 3 117.3135 133.6094 11.074903
4163.204 3630.314 3 3 3321.276 3893.77333 438.931335



1563.355 2014.356 3 3 984.341067 1557.42567 229.559494
2105.422 1751.159 3 3 1024.85567 1635.63567 108.800939
6268.461 5897.159 3 3 5381.20167 6396.70767 706.988919
122.2214 87.12576 3 3 81.86506 118.36012 14.2262756
74.20322 54.28824 3 3 83.1599567 66.0928167 11.189573

434.06 583.0056 3 3 330.403367 472.431233 82.4136239
413.1652 399.5695 3 3 364.285867 433.480533 40.0628251
1068.271 1267.474 3 3 780.8125 1061.5493 140.177766
5.466831 3.319765 3 3 6.42354033 4.071688 1.72993602
552.4107 633.0551 3 3 767.670967 639.746167 70.2040359
92.62214 72.39092 3 3 118.739967 91.4043533 16.1989958
49.56674 40.45544 3 3 81.3031967 50.29329 25.8954176
168.0257 178.7941 3 3 231.478767 174.499833 50.8420818
192.8333 199.1872 3 3 144.989733 180.756567 17.985895
5779.055 4779.501 3 3 6462.38167 5468.222 663.482074
79.69349 52.41943 3 3 89.62273 69.1075267 11.204162
1195.371 1401.804 3 3 1539.741 1346.059 113.31616
261.6783 256.4214 3 3 230.817067 250.0953 7.23568571
441.0385 513.655 3 3 415.376133 506.711667 53.147897
90.7365 109.9571 3 3 132.426233 107.1064 16.9656391

420.1502 408.4672 3 3 377.177167 401.9272 0.50077596
38.03506 25.83669 3 3 42.47051 33.6769 4.01825289
203.5322 197.6144 3 3 184.508367 195.865767 5.37809521
69.05627 70.62761 3 3 66.58776 72.74432 2.17228676
9.483974 10.02593 3 3 13.0997437 9.091236 3.40299477
44.86914 33.62445 3 3 47.1828333 38.80672 4.94695758
3198.629 2034.854 3 3 1917.17867 2769.939 422.492775
2409.573 1411.23 3 3 1355.18667 2159.72933 295.535113
241.2944 221.8452 3 3 254.519667 218.325567 20.9231851
3910.82 3397.109 3 3 3388.044 3774.412 105.521071

50.07069 64.03065 3 3 64.0685233 55.2580733 2.09008317
184.024 145.047 3 3 144.297 168.156 6.39703285

2371.806 2293.055 3 3 2670.02167 2437.56 94.821669
2098.978 1973.36 3 3 1691.572 2128.23433 353.303851
59.7164 48.28602 3 3 43.8895633 52.4982633 4.52800419
59.7164 48.28602 3 3 43.8895633 52.4982633 4.52800419

171.5872 134.6461 3 3 188.4188 148.6244 29.6529524
188.75 246.6338 3 3 250.0994 217.1257 6.39783272

39.44661 28.23116 3 3 42.4896633 33.7605433 5.49427094
118.0436 186.1786 3 3 115.2386 177.232933 7.47276667
118.0436 186.1786 3 3 115.2386 177.232933 7.47276667
556.7197 685.9548 3 3 515.9141 637.406433 83.6282067
1299.594 1357.29 3 3 1139.8025 1447.09367 182.640305
265.8114 224.7484 3 3 214.047967 240.6671 9.39325383
1312.508 1052.159 3 3 1434.32733 1222.93033 119.556692
7628.589 5090.11 3 3 4872.74733 6430.69167 582.309283
187.9933 605.6337 3 3 88.1148833 342.6323 6.37860532
30.22591 27.50369 3 3 23.77893 28.0356 3.28025921



101.5873 92.376 3 3 111.613833 98.0177667 11.1948018
25.60005 74.58304 3 3 21.9052233 50.8767267 8.85339141
198.9084 165.8747 3 3 151.085333 175.280133 7.06190568
156.0012 202.721 3 3 236.0247 192.131133 22.9587896
689.5462 994.4524 3 3 624.9407 822.701267 85.7658935
966.788 937.8414 3 3 1033.2816 944.5891 77.4073856
19.983 14.92913 3 3 27.09249 19.7096167 4.75371262

2432.138 1059.818 3 3 2520.14567 1697.39467 266.960572
783.7509 705.4883 3 3 570.6225 688.898667 22.4589172
2203.882 2212.74 3 3 1984.14367 2305.202 235.487575
227.1956 195.3277 3 3 240.006267 211.251167 20.4212671
2762.568 1886.003 3 3 1862.752 2574.319 176.792339
61.81344 60.28403 3 3 48.6374367 57.26202 4.09435313
662.1656 859.6582 3 3 614.845767 746.966 61.9240519
49.19321 34.16478 3 3 32.0077433 44.4187 6.78624533
641.1521 639.1618 3 3 810.155433 641.287333 152.144466
2666.825 2330.861 3 3 2009.248 2374.12067 182.232146
755.6046 959.9836 3 3 1096.98247 803.994667 224.88469
1323.921 1732.779 3 3 3154.44967 1460.37433 1508.23334
597.2394 625.3304 3 3 703.990433 553.0103 90.1851815
18.57139 16.77046 3 3 21.18488 18.0483933 2.59886192
4528.815 3324.822 3 3 3007.74567 3772.39967 202.73439
2015.512 2857.941 3 3 1740.96833 2387.87067 394.435399
2805.106 3084.068 3 3 2345.90467 2759.76067 131.611627
468.6261 379.4627 3 3 544.083333 451.661233 51.6678817
1677.667 1068.183 3 3 1039.5943 1492.94433 176.235587
489.9804 665.465 3 3 414.223 541.973067 41.779307
1345.154 1540.418 3 3 1599.93133 1388.54567 134.155351
725.0849 774.4894 3 3 526.503067 675.2955 27.5037313
15.56751 16.762 3 3 14.1241733 18.19244 0.88398924
75.72071 75.40117 3 3 88.6752033 72.4814133 13.6070613
8.853421 12.3582 3 3 5.53772267 9.96536533 3.41604744
99.99533 153.3803 3 3 84.5781033 122.985577 21.1707489
449.7492 529.7202 3 3 1081.39717 556.595167 457.626861
209.1856 262.44 3 3 174.102433 226.386067 35.3845638
448.7235 471.2551 3 3 578.880067 480.276 81.0340057
2.373571 2.691997 3 3 1.386073 3.72517433 0.41524689
696.498 686.8821 3 3 1186.04853 734.587767 400.893428

877.0914 1948.068 3 3 46.7964267 1014.03707 8.14881495
905.9822 1478.285 3 3 883.412033 1212.73807 73.0501778
193.8238 235.4303 3 3 158.364133 199.8108 17.6221531
459.3194 247.768 3 3 228.023267 353.053233 39.5991694
632.2261 613.1506 3 3 502.645867 582.4377 15.6448571
1650.854 1291.141 3 3 1233.34 1520.908 166.370938
1222.268 1421.348 3 3 1522.67533 1258.581 187.21607
447.0317 407.0763 3 3 304.841067 387.002 17.349462
283.4417 212.3934 3 3 303.167767 258.727967 0.92379743
91.10059 64.91514 3 3 95.14632 79.6801233 3.95969794



1840.718 1870.66 3 3 1636.26933 1919.59 230.579732
1936.261 1941.93 3 3 1486.41033 1861.07833 310.746217
798.3271 672.7499 3 3 1033.1206 774.240667 215.378132
75.05576 35.82225 3 3 84.3546767 48.0256333 23.022907
488.7934 380.5182 3 3 352.290433 450.948533 65.1003886
2564.671 3218.927 3 3 2409.281 2948.60933 348.359649
144.036 121.3663 3 3 159.880767 135.645933 18.061962

3711.075 1993.68 3 3 1337.9958 2532.362 351.712235
457.4868 404.0719 3 3 467.596133 413.397667 28.0418909
549.6398 662.7784 3 3 528.212233 609.3191 46.4709137
4057.609 3694.441 3 3 3390.714 3978.65567 467.55241
779.3325 689.2162 3 3 578.183067 747.591567 144.745511
120.9092 125.3864 3 3 107.78344 125.6494 15.4210251
1801.641 2460.296 3 3 1444.7152 2273.97133 627.598344
3484.531 1284.035 3 3 1248.79167 2601.68033 384.819939
70.56414 72.1497 3 3 86.98554 72.5865633 12.8385077
987.4738 1163.301 3 3 898.359433 1047.8875 91.3351279
864.2479 897.5317 3 3 771.197467 914.123 114.745039
1383.787 1318.72 3 3 1068.16227 1519.88467 284.642286
79.69594 376.6794 3 3 3262.67563 185.471747 2782.20091
3129.309 2920.163 3 3 3397.91467 3035.821 310.250465
130.0376 109.3438 3 3 101.04851 116.484733 7.58892412
137.5044 135.2702 3 3 107.935733 127.647933 9.40345123
50.40968 52.93767 3 3 46.37768 53.61134 5.48374699
162.7516 152.5921 3 3 140.713633 157.875933 14.688622
16.40748 5.084316 3 3 20.8295933 11.7147253 5.77157546
28.60592 24.13245 3 3 33.1111433 28.3768967 1.13922602
1996.288 2195.053 3 3 2593.47433 2135.43667 396.947903
4202.357 4784.456 3 3 5497.64133 4181.23767 1022.36973
314.569 273.2786 3 3 424.737967 333.145067 42.9679506
92.2051 88.87359 3 3 44.3382633 75.22424 8.76283199

485.7111 465.6565 3 3 401.204067 451.603933 15.6746557
90.66952 63.60127 3 3 53.8678833 72.82069 7.48175092
68.75999 61.21761 3 3 58.58493 65.3742533 4.8155845
144.1737 92.15235 3 3 80.0934733 112.18325 7.89020079
55.22777 25.07961 3 3 59.6086633 42.23898 2.76672164
27.69047 19.51944 3 3 33.9159133 25.0442533 6.46400563
1584.848 809.0655 3 3 747.777167 1392.8375 276.741051
1019.664 836.0432 3 3 773.249633 1010.1774 131.901239
439.6387 500.0022 3 3 547.804833 450.291467 75.9260316
413.2827 440.9462 3 3 316.5835 392.1851 29.1604481
1445.062 1311.43 3 3 1885.23867 1375.04567 457.893609
110.5234 103.982 3 3 115.9175 102.941217 8.49170651
493.3584 502.6202 3 3 689.627633 466.955867 194.677402
493.3584 502.6202 3 3 689.627633 466.955867 194.677402
493.3584 502.6202 3 3 689.627633 466.955867 194.677402
493.3584 502.6202 3 3 689.627633 466.955867 194.677402
1838.849 2258.24 3 3 1723.041 2115.54267 263.551806



1838.849 2258.24 3 3 1723.041 2115.54267 263.551806
1838.849 2258.24 3 3 1723.041 2115.54267 263.551806
557.0364 466.8309 3 3 2136.0028 537.795167 1449.40404
759.8049 897.3975 3 3 695.362033 797.497267 31.006205
813.144 659.3832 3 3 532.769467 764.242867 189.489534

7947.295 5324.115 3 3 5091.21367 6691.26033 617.788242
362.3444 399.7892 3 3 418.118 377.5493 31.1400511
344.8701 386.61 3 3 298.946167 357.672667 47.0524382
190.4239 151.091 3 3 211.364867 176.818967 22.0779754
34.39486 34.72871 3 3 48.5840433 36.3811367 10.6244657
1277.508 1635.809 3 3 1880.258 1388.799 391.591688
36.15688 25.96644 3 3 762.842433 32.1239433 663.690545
1184.487 1298.591 3 3 1108.4796 1263.29 122.889783
109.2124 38.14128 3 3 34.0053643 82.4285367 21.0312738
846.8138 1060.409 3 3 792.340567 1038.07393 130.470241
2426.108 1526.719 3 3 1411.68333 1949.75533 186.015876
3830.233 3275.355 3 3 3037.588 3513.26133 324.230748
193.7224 348.4174 3 3 188.189433 279.120333 25.4995149
46.85419 49.76543 3 3 39.0537833 45.7375433 3.86255482
47.46517 41.75598 3 3 37.3442967 44.0102367 5.24108734
338.9526 327.1682 3 3 474.7048 336.080033 125.739569
213.8504 198.6255 3 3 184.165033 214.3604 22.3004884
1930.326 2372.246 3 3 1845.59033 2161.268 182.26178
1892.433 1823.725 3 3 1720.88433 1992.362 75.0751189
4.949672 4.697699 3 3 5.74378 4.47525333 0.9746761
32.0427 26.95998 3 3 21.5021433 27.1427933 1.77631324

3.016537 3.670102 3 3 2.65412867 3.451214 0.61933034
206.6709 156.0265 3 3 157.4903 191.6511 2.28883999
25.59221 27.15472 3 3 32.6264733 23.42081 6.58137323
1230.112 716.4438 3 3 732.563033 1061.79793 14.1318477
115.9672 66.0472 3 3 60.26854 88.26711 1.81689987
2193.965 2629.243 3 3 2923.764 2346.97833 464.447142
745.2119 619.8896 3 3 877.098833 705.698667 137.145642
7489.138 5000.423 3 3 4801.70767 6311.62067 572.070315
1908.56 1471.75 3 3 1432.32333 1818.705 162.688145

2534.097 1650.602 3 3 3213.54933 2332.99167 523.371421
4924.372 3231.723 3 3 2604.94267 3909.30333 780.509671
815.5629 1816.028 3 3 556.212633 1176.57163 103.75357
1557.151 847.1538 3 3 1735.04733 1209.29293 321.043372
1034.166 1130.322 3 3 1425.297 1162.30233 189.303893
2858.296 3539.063 3 3 3568.86067 3121.06 180.044637
258.8584 188.7009 3 3 174.117733 223.726967 28.4876712
1772.999 2200.265 3 3 1086.44583 1715.01967 246.842311
195.977 205.4242 3 3 191.606 204.4414 8.51276319

52.27335 47.64547 3 3 41.8781633 47.54043 1.92524903
492.8604 397.2184 3 3 352.045133 423.435333 23.3370556
1193.266 948.4931 3 3 934.036167 1161.59103 57.8905149
751.9031 669.3996 3 3 648.468633 756.8139 40.7110787



226.977 204.5492 3 3 182.351767 206.4067 9.61898497
92.89806 80.7415 3 3 102.105347 89.4165467 8.75550394

0.00161958 0.00242747 3 3 1.2414362 0.01810855 1.11510724
2690.898 1726.323 3 3 4084.53033 2556.968 1159.25742
39.34087 29.41506 3 3 42.6991133 34.5844567 5.47787198
179.1135 132.822 3 3 952.978433 179.831867 703.509352
172.9347 142.6188 3 3 127.0792 151.4044 11.8570682
285.879 283.8372 3 3 468.9156 288.4208 164.505696

2857.363 3609.591 3 3 4898.09767 2805.03067 1718.57715
460.9343 474.6499 3 3 501.0344 454.460167 35.002719
3953.724 3582.443 3 3 3364.03667 3849.814 377.062639
355.8551 582.798 3 3 286.563367 431.735433 21.3523298
81.47994 61.34566 3 3 84.9324933 73.2477 1.54603915
1704.677 1788.609 3 3 1334.64067 1619.48533 131.859239
588.083 459.1797 3 3 620.158233 541.5018 6.87687418

97.07442 105.2693 3 3 46.16595 84.26222 18.324352
2058.966 3721.617 3 3 1880.216 2948.19233 500.30148
151.751 150.9886 3 3 135.121033 161.488033 16.5156674

120.9928 185.2298 3 3 70.3182533 129.258293 12.6498997
352.5459 493.0335 3 3 320.051033 405.112633 12.9305834
1063.971 1486.236 3 3 1533.555 1255.435 137.224249
3035.838 2018.18 3 3 3485.63633 2732.927 294.832005
1159.045 1735.789 3 3 921.837867 1321.869 56.4714789
589.6653 460.8588 3 3 594.608267 519.285267 21.9952603
1364.338 1496.669 3 3 1023.4106 1617.58233 430.771731
65.93901 52.23388 3 3 43.5739033 55.7120633 6.47926297
1186.677 1200.34 3 3 985.285167 1279.17067 223.912834
174.2648 169.8061 3 3 305.7016 198.533867 86.5560353
553.6789 319.5503 3 3 234.115483 594.5862 141.796338
4134.263 4929.026 3 3 3927.30233 4426.47867 131.722134
36.60646 37.96592 3 3 27.22053 38.2137933 9.90276868
2487.323 2954.832 3 3 1389.01203 2847.84833 1295.42454
1428.745 1122.298 3 3 1085.0454 1396.07 117.875704
124.5625 108.5698 3 3 102.664457 116.9283 10.294137
3042.825 2950.974 3 3 2055.137 2805.17733 598.968663
412.8597 312.9756 3 3 285.357567 348.365433 14.0073018
922.576 991.8055 3 3 811.792933 994.861167 150.407415

662.9566 670.4241 3 3 550.322233 751.503 111.030172
961.2779 813.6497 3 3 771.828433 990.6322 52.3938615
735.9395 321.787 3 3 187.4749 458.281533 60.3202473
100.7511 69.76129 3 3 66.1335167 85.6748267 8.91268053
64.0101 60.32705 3 3 55.7494967 67.0714967 5.65096798

328.3177 364.0079 3 3 449.6318 343.8116 95.1347805
6.801508 9.041311 3 3 6.38479067 8.878703 1.10040201
67.2862 63.06604 3 3 101.05828 63.1896867 34.43812
410.989 564.5448 3 3 291.560467 435.271667 56.2078825

3.624016 0.02176578 3 3 5.54187867 2.37488493 2.06262696
310.7722 239.9736 3 3 229.690833 271.194333 11.8087024



459.0908 341.157 3 3 336.138567 428.2634 35.6415058
1221.782 1410.665 3 3 913.346067 1193.6765 109.477306
12.80129 16.11917 3 3 10.8462907 13.8641833 1.95612077
1221.506 894.0074 3 3 1382.605 1095.36347 195.467656
428.6534 389.0954 3 3 345.3803 452.8415 59.2251394
69.93351 67.47249 3 3 78.8160667 71.3087867 5.04539293
69.93351 67.47249 3 3 78.8160667 71.3087867 5.04539293
69.93351 67.47249 3 3 78.8160667 71.3087867 5.04539293
3588.307 4189.578 3 3 3204.87933 3750.165 319.107807
739.6794 757.8421 3 3 595.4657 796.8563 164.580496
486.4216 324.9749 3 3 309.571033 447.786633 65.0862593
367.303 368.8512 3 3 498.821 408.047133 46.2466923

60.97693 51.65535 3 3 50.9269767 56.2489333 1.45030424
74.1815 104.5982 3 3 72.93876 93.8444667 8.78522363

66.46054 65.95779 3 3 75.7128367 64.9643633 9.62134181
522.8002 481.9911 3 3 432.685133 546.5173 68.2250864
1920.753 2601.023 3 3 1605.988 2106.00867 151.271223
84.87656 89.87334 3 3 133.6649 98.5290667 25.6921478
5207.485 3069.466 3 3 2844.17733 4065.583 312.287135
135.2134 102.7228 3 3 103.7198 123.9545 2.5105615
1034.345 845.2803 3 3 693.040233 960.7851 223.8915
258.4005 333.4268 3 3 382.348567 302.6537 61.6954402
142.5408 143.4428 3 3 345.849567 163.56 163.467653
77.26781 79.29115 3 3 82.8778033 79.5934 1.69939286
156.6787 210.872 3 3 127.543943 183.7003 43.8573423
391.6959 317.4725 3 3 269.706467 367.402533 78.5941616
274.056 253.0128 3 3 217.036833 249.984367 15.9308951

38.05154 31.83028 3 3 56.12455 40.7805067 9.30312903
79.48219 74.00061 3 3 103.667733 85.8932333 2.77058418
207.1282 248.3973 3 3 193.807833 258.686667 16.0474447
6.634281 5.16719 3 3 4.44300233 6.71512333 1.3529688
604.9788 368.0445 3 3 1149.74773 558.358167 515.498013
85.22717 78.35629 3 3 70.4859833 79.41497 6.21111599
463.7405 345.6605 3 3 296.246367 389.7101 56.7374235
27.76723 23.15608 3 3 28.1296333 23.4525333 1.0273195
138.0262 196.8325 3 3 140.0115 176.0407 3.1552468
80.10204 70.42038 3 3 91.7449133 80.04801 4.84231879
329.7142 422.6226 3 3 290.3255 363.782267 44.1014415
75.24201 29.16721 3 3 84.1461733 51.5566367 19.1365163
7351.71 6184.05 3 3 7936.87833 6696.80633 971.897805

171.4865 143.1456 3 3 171.110167 150.521933 4.39400468
755.0108 759.7285 3 3 686.779767 805.5353 70.4699983
56.3189 42.40745 3 3 79.50517 55.9419467 17.0750476
7646.55 7287.914 3 3 8096.424 7556.12 437.259016

1046.638 887.1669 3 3 817.956733 1062.70397 129.660296
37.54161 40.53108 3 3 51.53146 41.0846367 8.80760193
79.80431 63.04192 3 3 90.0633233 72.8234433 13.248792
2422.419 2019.641 3 3 1998.72833 2375.53967 89.7159401



1612.219 1597.727 3 3 682.569333 1560.69333 804.476891
223.7939 265.0384 3 3 264.1153 240.1359 2.60634186
415.7545 486.8009 3 3 504.167667 460.229067 11.5339239
74.28954 95.10381 3 3 62.75184 80.6075133 10.5649977
146.966 191.7133 3 3 237.238233 189.404633 15.1697224

207.5947 121.1536 3 3 698.6367 163.6998 490.532178
1904.606 1771.864 3 3 1684.69333 1997.77133 48.2319705
151.4385 117.1967 3 3 104.368783 128.9072 11.3798044
8437.014 7493.077 3 3 7127.98 8079.747 711.275508
165.2335 158.118 3 3 180.293067 155.716567 19.83312
96.84651 67.91597 3 3 63.4131633 82.0371733 9.21704337
842.5168 866.8704 3 3 738.793233 933.5964 115.779167
1705.353 2385.628 3 3 1221.792 1807.22333 71.4755323
85.30191 79.48956 3 3 77.03356 86.8524833 3.7238183
3.284359 2.112961 3 3 4.66823267 2.76314367 1.65173601
3694.966 2915.985 3 3 4060.92233 3275.13033 608.432703
2162.427 2108.891 3 3 2568.40733 2122.29033 409.730468
213.8394 279.9681 3 3 204.841933 244.388933 14.7274682
521.8594 465.1837 3 3 757.142367 583.2789 26.7920666
163.1226 156.6984 3 3 214.587133 148.671267 57.4779321
61.80779 65.6918 3 3 92.1750533 65.2999267 24.5574968
1579.288 1881.641 3 3 1354.761 1658.19433 199.385819
77.24942 70.53906 3 3 67.2811933 76.3498833 6.3705573
226.6163 170.0284 3 3 154.110267 200.8277 32.1995853
110.4482 100.934 3 3 99.0172967 106.7846 5.0099559
367.6753 366.6768 3 3 268.4073 354.286033 75.9963807
158.5367 239.3401 3 3 160.4892 217.676533 9.83161277
202.3612 169.7309 3 3 150.242167 176.378367 5.88628929
325.097 294.659 3 3 445.924333 341.491233 77.795246

2330.427 1954.344 3 3 1769.502 2421.65967 304.477
5317.243 5045.148 3 3 6271.479 4991.78367 1126.20615
5317.243 5045.148 3 3 6271.479 4991.78367 1126.20615
5317.243 5045.148 3 3 6271.479 4991.78367 1126.20615
59.40798 23.09274 3 3 19.1644433 39.5693933 4.05859879
614.9638 1150.198 3 3 602.462333 916.522333 94.5548789
124.5721 107.8815 3 3 90.53875 109.012807 8.05942158
82.41576 63.40321 3 3 60.5454067 72.3403067 5.21426708
3826.587 3541.877 3 3 3392.70567 3879.34767 259.498832
894.6069 1519.365 3 3 3662.12233 1167.69963 2280.67024
153.9016 98.24395 3 3 92.7667933 154.719583 5.97595842
56.81098 53.04355 3 3 49.3101567 57.5715867 5.80214245
3869.452 3550.206 3 3 3284.32967 3941.55667 426.291114
70.70335 59.52867 3 3 56.8597533 68.26856 7.06753753
162.7518 147.76 3 3 166.138667 147.798167 7.98908642
74.96036 68.78629 3 3 78.29187 70.3478533 6.10810443
86.93347 91.66306 3 3 30.97655 69.43699 8.53542072
484.8346 580.1414 3 3 772.503467 609.051867 54.186284
154.4273 106.8355 3 3 95.16397 124.927533 9.59258527



706.9667 587.2755 3 3 569.7126 680.485933 59.5752733
2292.117 2305.361 3 3 2974.34233 2356.497 561.941643
1401.964 764.1008 3 3 757.0665 1125.87293 94.33734
18.73231 18.54777 3 3 17.1693833 18.74342 1.44059338
258.2555 205.684 3 3 195.235967 226.3103 6.13377904
42.40498 36.85547 3 3 31.4362 40.2361567 7.57213644
867.3252 728.9694 3 3 682.047433 771.9821 8.28560477
1637.841 1523.802 3 3 1378.04267 1778.00467 129.42018
1268.608 978.658 3 3 2334.49067 1235.28367 986.826787
746.3821 952.1395 3 3 686.587 821.425067 51.275751
233.8715 318.3335 3 3 378.9292 286.782167 71.6403259
19.34744 19.15964 3 3 17.7347733 19.3608767 1.48898689
59.28622 23.94867 3 3 64.9508433 43.1737967 9.27167217
30.11378 33.28919 3 3 57.6768333 36.29615 18.0275321
167.2403 163.7573 3 3 177.987767 164.8689 11.9574784
167.2403 163.7573 3 3 177.987767 164.8689 11.9574784
167.2403 163.7573 3 3 177.987767 164.8689 11.9574784
189.7904 193.8887 3 3 202.507033 181.556267 7.35228717
371.4458 413.0481 3 3 470.862833 394.094767 67.8313683
2005.411 1383.649 3 3 1365.193 1904.32333 141.927967
415.5156 318.1972 3 3 300.464367 418.474833 39.5226934
146.9431 107.6668 3 3 108.090767 131.0597 4.8714905
239.5034 166.0234 3 3 154.782567 196.378133 3.11935007
1175.343 1267.168 3 3 1022.7468 1367.64467 188.386098
165.0981 117.7005 3 3 108.156833 136.619467 7.98302127
198.9526 202.7743 3 3 212.013467 199.970367 10.8717083
220.8013 153.9367 3 3 239.344333 189.924733 30.9045152
2368.999 1110.034 3 3 1086.836 1916.56267 315.604368
106.2658 71.91859 3 3 68.47224 88.2695767 6.2374453
120.9121 134.5617 3 3 108.9027 122.4134 4.98311314
558.4344 576.4351 3 3 709.464833 613.072833 40.420158
263.862 194.9569 3 3 263.423933 220.6968 12.2517824

2742.103 1858.838 3 3 1817.19733 2300.53833 72.1964726
183.602 177.9131 3 3 331.832967 173.119667 146.319219

330.5461 329.2201 3 3 275.172033 311.9955 14.2131929
69.26646 49.75328 3 3 43.97655 58.0050733 8.17018096
262.6281 235.5613 3 3 350.6287 282.9185 17.8070537
226.3625 237.4406 3 3 286.479733 232.500233 49.6858754
42.4068 27.63701 3 3 25.85855 35.35883 4.75280964

309.4643 323.2455 3 3 267.650767 301.531367 16.6938975
2443.613 2085.05 3 3 2081.37033 2364.663 80.9451508
409.3275 370.0233 3 3 242.861 342.5577 38.554123
1773.214 1120.874 3 3 1066.7288 1535.93667 243.079287
134.5047 61.63496 3 3 52.4745133 93.6382467 8.36255537
4108.838 3833.075 3 3 3636.913 4282.74867 218.854086
1174.867 1538.777 3 3 1116.766 1337.32333 87.0054854
494.4885 1413.716 3 3 302.746233 841.8421 28.6306792
332.0518 426.6992 3 3 229.417167 345.865767 77.7959779



4149.254 3523.083 3 3 3446.29633 4074.27667 266.884579
200.6914 413.988 3 3 106.56999 258.113367 33.5822206
320.6832 268.4543 3 3 325.698567 272.159267 16.7293497
320.6832 268.4543 3 3 325.698567 272.159267 16.7293497
4213.115 3141.431 3 3 4472.67733 3583.63233 606.035572
58.85995 38.92144 3 3 67.6992767 51.3805867 10.5548051
1736.129 1937.008 3 3 2039.02467 1780.485 195.106294
15.07118 7.003889 3 3 4.40565467 9.61707733 1.03772872
222.9838 156.929 3 3 122.462577 240.0997 57.3579096
11.49454 6.585533 3 3 5.714969 10.046701 2.66556202
200.4704 183.4706 3 3 239.6559 206.3875 16.0767143
84.46455 72.92673 3 3 90.3672433 79.8426733 7.63562971
825.8468 898.955 3 3 1451.78467 994.751267 355.387142
376.8955 438.0341 3 3 331.177167 421.480767 74.2384159
82.15911 58.0867 3 3 109.532947 80.88857 14.6731009
23.7981 10.2199 3 3 7.30358767 15.4767 2.12021019

155.5366 175.8222 3 3 137.222467 159.0207 13.2001082
478.139 415.0283 3 3 519.645067 467.5495 5.36090385

417.1462 491.977 3 3 391.7162 463.618567 53.0889749
45.74198 46.10251 3 3 42.4573567 48.4579967 3.43167005
207.7262 208.3585 3 3 266.355567 214.283667 47.1704053
25.62784 19.09629 3 3 36.06339 26.3765633 4.69755355
60.98733 57.4599 3 3 54.0984633 61.43988 5.3599176
62.98766 34.02481 3 3 34.0723767 51.0605733 4.48466851
407.6528 593.94 3 3 367.9017 484.752267 48.5767732
270.1649 335.088 3 3 242.4391 292.092267 27.3023413
167.6631 141.0129 3 3 132.742633 149.7593 3.15875793
127.3931 114.8385 3 3 109.99805 129.354133 9.00236092
150.0212 115.9662 3 3 113.108467 134.120367 9.38858379
513.7609 374.0315 3 3 216.362357 651.790467 171.866309
2378.117 2220.531 3 3 1249.39547 1966.42633 326.034752
154.5533 166.3028 3 3 215.8982 179.154067 9.05767113
9.455278 7.739083 3 3 20.54832 11.936927 5.47749782
252.1683 206.6241 3 3 283.3022 242.389567 20.5934185
594.2222 723.0922 3 3 559.248367 748.6647 51.071288
44.30097 37.81771 3 3 22.5527953 47.4986733 20.0981927
120.2055 106.2214 3 3 104.51677 116.408767 6.55364544
1892.789 1256.17 3 3 1168.5243 1634.662 275.763578
485.6953 558.5374 3 3 343.832433 494.801233 127.214124
2296.566 1930.591 3 3 1914.571 2188.57667 121.302326
2023.495 1779.424 3 3 1639.997 2106.59933 218.14553
133.3757 114.3241 3 3 112.216 127.728067 8.53726187
461.3122 439.3843 3 3 387.970233 429.170833 2.75771652
17.41473 12.10913 3 3 10.292277 13.8934333 1.39952393
297.5694 385.99 3 3 396.614133 337.3316 32.2185919
82.21562 94.51663 3 3 72.0149267 87.8443267 13.3774582
322.7103 256.7868 3 3 214.951067 270.9156 23.8853338
140.8357 125.6518 3 3 100.97819 122.646433 3.70327628



158.574 175.9734 3 3 138.714067 165.3056 22.9708257
1569.093 1924.761 3 3 1196.23837 1915.387 577.100206
250.5529 226.4742 3 3 275.7548 199.552367 18.7784722
258.2112 318.4965 3 3 248.4107 304.568267 32.3609164
9774.383 6704.767 3 3 5993.83567 8420.75633 1634.60255

0.00233342 0.00164011 3 3 0.56203118 0.00205968 0.52241809
818.1652 619.2014 3 3 559.291367 727.755067 120.703221
11.98219 19.3402 3 3 9.84524567 16.1811933 4.54036422
225.2207 183.1552 3 3 152.951667 190.911867 16.8487834
371.3964 322.0627 3 3 806.130433 392.963167 376.384602
885.1298 421.0656 3 3 152.057333 513.265233 35.342356
1676.255 1432.247 3 3 1324.22267 1561.18933 184.203473
1298.318 888.5179 3 3 843.029267 1161.61263 180.472227
122.3203 95.82418 3 3 84.443 108.390027 17.9789762
581.7031 631.2552 3 3 406.1141 543.067633 60.7084902
975.136 696.6466 3 3 1116.74733 901.0622 91.9890866

82.25632 74.98125 3 3 65.2465133 82.3833267 14.1624211
3.786465 1.062716 3 3 212.06791 4.341135 194.056877
56.98464 55.72075 3 3 46.6442533 61.00851 10.7137304
120.7369 112.386 3 3 147.235367 114.2264 30.2993562
589.0499 962.9178 3 3 483.1958 764.996133 184.577293
110.8717 101.2699 3 3 75.1630767 98.33674 16.3405093
9.445783 7.973656 3 3 6.195838 8.58953167 2.10349341
522.1816 340.4412 3 3 582.924133 459.3427 52.3380857
153.8794 156.9803 3 3 107.480793 144.2146 28.2876417
2407.909 1855.751 3 3 2593.43867 2111.396 354.572305
504.8394 715.2296 3 3 496.282867 608.816067 2.09320302
2106.895 1765.422 3 3 943.6234 1635.841 345.468563
182.3011 201.1751 3 3 354.570667 217.806667 119.334657
3233.167 3083.132 3 3 2851.07 3388.27033 296.786439
25.44123 26.63092 3 3 24.3403133 27.4383467 1.46547211
28.65561 15.99696 3 3 15.24053 25.9094 4.59157381
1138.829 1327.2 3 3 1009.48347 1355.596 225.734958
48.97165 48.87911 3 3 56.9819267 45.3040167 8.95016842
68.83113 52.18919 3 3 68.4121167 58.5146333 2.15330967
150.1963 113.6077 3 3 168.562867 130.226533 30.7331347
19.81431 30.12975 3 3 20.1968333 27.18101 1.2252849
560.5977 497.7137 3 3 884.2096 566.327567 288.821205
483.481 241.8166 3 3 221.2627 371.717233 70.6493048

524.5303 508.4067 3 3 466.454933 502.004067 20.3716357
2436.652 1835.52 3 3 2725.836 2189.649 391.219622
467.3629 479.6094 3 3 254.0218 471.6048 203.591188
84.79144 87.98484 3 3 77.37197 88.91915 9.75352197
2614.151 2827.936 3 3 2913.217 2721.25267 144.518946
3798.414 3979.913 3 3 4283.77533 3989.56233 193.456685
611.3194 820.639 3 3 1452.53947 703.7167 693.037964
34.99372 34.44334 3 3 46.74388 38.4650033 4.2339835
180.9275 173.4493 3 3 201.4069 172.9703 25.3345847



28.95411 16.10133 3 3 42.8677667 27.8010667 8.62688
22.6627 36.80889 3 3 0.00264701 19.8246729 0.00237823

372.5585 589.0051 3 3 375.419067 528.889167 44.853277
356.0432 98.43343 3 3 56.9389367 202.481477 12.6533362
355.3528 507.0517 3 3 343.1856 505.959567 27.1152651
604.7198 423.6174 3 3 406.657867 569.2144 76.8285234
297.646 364.0288 3 3 546.007733 351.0483 176.204325

206.5426 194.603 3 3 242.3609 200.112533 39.1289642
116.4129 120.3775 3 3 106.708333 116.121 7.63954368
623.5509 968.1181 3 3 571.868767 804.236667 132.470557
8.441422 2.480725 3 3 14.4812053 6.457647 6.68691383
136.2263 141.5733 3 3 174.8825 138.8715 33.6536826
458.9015 432.3893 3 3 522.392733 464.8625 40.3145816
286.3346 163.3089 3 3 145.8986 216.9633 21.6716206
230.4708 152.8842 3 3 115.97505 179.1251 39.0874703
403.6961 575.3825 3 3 358.656567 482.915367 77.920602
28.87782 26.46728 3 3 22.0550767 32.76839 4.64170137
102.4583 76.44887 3 3 72.5049167 92.0858833 12.1341937
3694.252 3222.905 3 3 3948.33733 3570.87933 178.652352
1395.473 1320.247 3 3 2219.22333 1556.00667 517.324041
117.5757 94.71111 3 3 140.7412 104.948603 31.5017145
117.5757 94.71111 3 3 140.7412 104.948603 31.5017145
644.4301 396.4464 3 3 386.926967 586.287667 81.2011972
700.0763 651.755 3 3 410.848567 593.1423 90.0525155
406.673 397.7325 3 3 504.189667 413.825467 82.2344242

1386.116 1140.876 3 3 494.9989 1006.7684 133.496558
1386.116 1140.876 3 3 494.9989 1006.7684 133.496558
205.0554 211.9157 3 3 254.147367 213.869733 36.4628572
427.0483 499.6623 3 3 1095.00713 434.631267 616.657016
1015.56 964.66 3 3 783.2251 1166.538 188.084094

628.3749 543.5677 3 3 471.9583 551.183933 9.97543896
110.6325 87.74128 3 3 128.3793 104.41476 17.1133731
218.4924 187.4634 3 3 287.692833 199.222333 81.3143714
3326.029 4635.68 3 3 3248.401 4078.92533 387.299211
1748.731 1130.864 3 3 1128.258 1479.803 93.194725
1748.731 1130.864 3 3 1128.258 1479.803 93.194725
2860.154 3116.922 3 3 3212.07133 2882.57467 213.364379
221.4376 300.7766 3 3 221.088333 273.974667 19.8814718
209.7955 277.7031 3 3 310.177233 254.8088 34.3917821
694.9643 490.4886 3 3 412.725933 566.7866 91.9414267
41.02337 31.55442 3 3 47.0695867 39.0231533 3.4980616
887.1973 899.4379 3 3 1125.81367 966.4074 79.6700377
62.28291 48.04831 3 3 39.5268467 51.26723 5.03199248
63.70795 63.5977 3 3 54.51559 62.3834667 7.05433049
1351.218 2437.957 3 3 904.705033 1648.98 111.270968
193.0674 180.4931 3 3 177.354533 196.014067 3.45887183
222.6133 239.4895 3 3 692.189 188.188167 467.571838
68.73682 59.3434 3 3 59.34179 64.7801933 1.55098537



4393.928 2794.099 3 3 2798.91033 3778.61933 324.42525
301.1379 259.755 3 3 448.238833 308.626633 119.996337
403.6186 830.5901 3 3 1359.6817 602.190367 678.557276
115.6148 81.83447 3 3 75.56478 94.8863967 0.60055656
284.4961 291.4887 3 3 251.942667 304.325 40.152949
81.68675 65.99783 3 3 92.72762 70.7778667 18.3328537
1877.358 1214.7 3 3 1213.01033 1590.49733 101.212298
108.8198 92.53667 3 3 187.0889 97.97872 83.2866907
48.91723 38.78044 3 3 56.1991533 45.0153767 8.99437993
627.8844 511.9362 3 3 476.3261 561.880533 54.0830646
190.1385 178.2984 3 3 166.001 180.1036 9.49852075
196.8885 126.7419 3 3 102.438303 150.854333 22.0153418
442.2392 332.201 3 3 323.241267 395.221433 36.9978378
186.5036 163.3365 3 3 149.3103 168.880233 9.78006468
398.2251 367.8034 3 3 291.5127 381.334033 83.1134135
398.2251 367.8034 3 3 291.5127 381.334033 83.1134135
1271.622 878.9651 3 3 1967.21233 1247.18137 576.320728
1067.209 1132.384 3 3 895.136033 1084.09433 172.787292
169.622 124.2707 3 3 122.0093 151.331467 13.8135748

3430.349 4908.792 3 3 2652.50833 3752.23933 62.9745651
3274.575 4656.196 3 3 2540.63633 3572.53433 66.5615973
1673.801 1281.218 3 3 2318.54967 1704.60733 375.796096
81.04278 93.7197 3 3 79.8542467 88.3764733 4.62012763
1572.395 1208.315 3 3 1070.06557 1635.34067 265.879431
340.8709 360.2038 3 3 288.021033 330.514933 17.5614688
150.2788 116.8072 3 3 149.683467 131.347033 2.0764415
64.34908 70.40461 3 3 84.78705 72.2021533 7.85922321
6.85374 7.750054 3 3 9.097562 7.197534 1.72555418

869.2936 986.4118 3 3 1124.942 933.566 170.440121
42.75074 46.28638 3 3 34.0233167 41.4301533 4.13061143
2520.906 4804.572 3 3 1724.236 3235.15233 422.730367
67.34328 34.43807 3 3 26.18255 46.62977 6.84919967
201.3092 165.9949 3 3 150.501933 175.9157 9.13725791
1984.12 2494.672 3 3 1770.77367 2152.049 203.298988

5526.814 3339.656 3 3 5778.45267 4473.89933 560.409369
38.76098 40.59244 3 3 31.2299467 38.53658 6.54146542
439.4603 305.2812 3 3 258.353633 439.631633 105.781552
61.87439 49.67355 3 3 49.4208133 56.14711 1.63213926
448.0942 350.8087 3 3 451.667233 375.256567 32.8420229
18.08688 20.96535 3 3 771.379 19.05423 710.089896
270.2022 299.423 3 3 220.014733 277.770567 51.0834258
1761.875 1994.313 3 3 1545.09333 1776.90667 60.437544
114.559 102.711 3 3 87.2559967 110.296 20.7266816

169.3494 136.6386 3 3 133.011 154.3072 11.4691108
828.3003 997.5611 3 3 632.5102 825.977233 59.4007533
175.1931 158.1331 3 3 188.546133 161.304767 22.4250028
57.88805 62.45184 3 3 71.16965 52.55742 11.3984427
7899.226 7866.454 3 3 6679.932 7471.404 225.075377



1697.379 2035.59 3 3 1626.64 1859.46233 140.050291
293.8254 449.0862 3 3 489.9482 356.709 95.7456609
82.64371 61.46762 3 3 59.9334633 75.5567633 8.30774196
332.7169 176.0549 3 3 381.796 267.394733 71.0114919
2392.983 2453.25 3 3 2064.245 2689.99433 367.553271
831.3759 739.9984 3 3 1024.34727 861.1141 68.1262858
355.4294 338.3611 3 3 292.893967 338.030667 38.8714587
1.380667 0.00337718 3 3 2.17923167 0.89882873 0.92841175
8.66386 1.094869 3 3 16.1245733 7.88452633 4.38711967

69.35907 75.05865 3 3 83.8769767 70.92349 11.6977793
21.05462 28.24617 3 3 18.50333 25.0679533 5.00633453
689.6455 737.5637 3 3 412.725067 636.7667 163.033692
228.4428 256.5635 3 3 210.697167 256.552633 33.0159578
812.7463 853.5961 3 3 883.504567 778.022733 20.3390387
905.1257 939.7108 3 3 1055.98927 922.7907 124.804201
1038.131 1019.545 3 3 1108.79833 940.709 43.6058311
2589.008 3075.596 3 3 3076.83833 2748.41333 127.462986
754.6128 623.5149 3 3 596.887733 746.368467 76.5048138
1418.74 1212.252 3 3 1031.36593 1483.85267 296.001637

1.432757 7.283933 3 3 7.39746967 3.74866533 1.49864213
92.42565 83.11002 3 3 79.9411033 92.5471567 7.21876425
256.0485 310.8996 3 3 442.4599 293.791467 136.850856
120.7099 107.2678 3 3 196.9351 143.129533 0.91766013
1156.914 950.1077 3 3 883.944233 1098.7259 156.538017
34.0646 25.27781 3 3 20.5506967 29.48878 7.22404578

37.27731 11.69576 3 3 40.0370067 20.90991 11.2196107
812.3056 795.5519 3 3 693.128233 868.8478 122.403912
551.4949 683.2681 3 3 495.592467 589.407867 34.7285827
3357.992 2607.165 3 3 2384.65867 3213.48467 561.529116
91.0208 121.1875 3 3 250.9939 104.782533 137.638752

763.9281 628.5187 3 3 569.8106 693.815733 95.8807033
854.126 740.8712 3 3 672.488767 921.8154 78.7819889

23.12551 31.10997 3 3 16.1840867 24.02443 3.24257697
139.9283 113.379 3 3 150.204533 124.370967 20.1751158
1374.277 1173.746 3 3 999.349367 1436.64533 286.727491
546.2126 528.7311 3 3 415.3619 504.670267 62.0799122
108.5816 71.9563 3 3 127.505733 100.098767 6.9946643
8021.874 8061.816 3 3 6915.88933 8002.49833 1026.98295
2910.323 3272.756 3 3 1595.29233 2596.96867 366.093755
135.3435 130.8429 3 3 112.14075 153.2858 17.073257
2655.659 3156.42 3 3 2433.74267 2918.47767 384.448118
490.4836 414.9425 3 3 605.556467 466.753167 123.620452
24.95186 20.33612 3 3 41.33695 28.8224633 4.55873708
97.14242 139.0771 3 3 146.472267 117.99534 16.9855463
897.3266 781.9813 3 3 671.219367 824.166933 130.254826
2186.689 2129.716 3 3 1959.32133 2330.51033 184.128981
547.3906 684.1061 3 3 536.961767 635.406333 53.616949
472.4398 908.3586 3 3 306.070933 596.188133 38.858855



209.6722 208.1332 3 3 168.623333 213.034667 41.4871716
3.889124 5.04339 3 3 1.966319 3.67922967 0.6688666
101.3858 98.30207 3 3 120.320733 102.770923 15.7772322
85.72958 37.83888 3 3 104.54291 68.29953 21.9325594
313.3494 262.6295 3 3 245.899067 288.6135 31.5816606
5011.827 5011.257 3 3 4097.49067 4700.35733 191.122391
94.92118 91.03548 3 3 106.1759 97.07142 4.53650453
12.83765 8.167632 3 3 7.51610567 10.520634 1.63483197
122.1738 99.27296 3 3 92.80713 106.917623 2.16494539
3224.91 2304.548 3 3 2254.834 2908.408 333.06608
97.6325 88.23846 3 3 102.596 88.76174 9.90053539

110.7253 99.55898 3 3 85.2783533 99.2707867 6.46210711
42.3829 36.49487 3 3 50.3832233 41.3580933 7.32570215

203.3799 169.8331 3 3 208.568933 185.925767 13.3868264
50.12075 33.57976 3 3 52.65426 38.7407967 8.77621364
208.7998 201.1961 3 3 176.9592 226.036967 28.7759974
137.727 162.9045 3 3 170.201033 142.504 18.7043623

28.55286 27.33091 3 3 19.25854 27.21636 7.42451515
2328.537 1296.559 3 3 1323.65733 1982.283 196.131128
1859.818 1518.1 3 3 2212.63133 1719.89967 432.287273
1275.073 1269.103 3 3 1912.08733 1473.62733 226.947855
156.7503 525.9091 3 3 1079.97963 313.4382 702.484143
248.9215 286.3867 3 3 193.354033 243.1895 9.66208676
65.99394 64.20294 3 3 49.80303 63.10164 12.1151269
631.0658 604.2468 3 3 685.032633 621.7083 58.2214596
392.3531 484.3961 3 3 372.329867 426.0585 5.69025566
30.55903 36.87621 3 3 28.97607 36.99898 3.97777467
2067.589 1901.675 3 3 2690.94233 2107.80667 504.58049
328.3513 175.1589 3 3 404.0483 274.862 87.2110996
138.2186 109.1479 3 3 248.566733 120.914167 120.357603
71.26875 56.81708 3 3 73.7197433 65.49376 1.61221758
411.2183 585.1472 3 3 646.497 512.2235 90.2426161
471.9541 593.9547 3 3 464.101467 554.917533 47.8500334
56.39607 59.65776 3 3 985.4813 71.82229 868.554011
299.503 472.0367 3 3 272.135367 394.947 77.1211379

133.9949 109.1597 3 3 149.694833 122.349267 22.8180849
300.2087 299.8049 3 3 227.9524 274.497267 3.10431767
458.148 653.0632 3 3 401.962433 612.1784 144.648382

1393.725 1170.011 3 3 987.596933 1368.60033 310.512697
14.61818 48.79046 3 3 65.31609 36.7967933 19.1590868
73.15487 105.2099 3 3 38.07083 73.2389567 10.0540165
553.9072 455.1205 3 3 429.210567 495.8206 36.791222
1927.214 2087.246 3 3 1084.1441 1698.157 220.573142
926.5414 700.6323 3 3 687.8591 863.745267 87.9456824
1290.384 1405.907 3 3 1699.52433 1313.24 358.141601
97.60261 65.01757 3 3 64.7776 84.8741567 7.90812018
6017.888 6133.841 3 3 5496.536 6351.061 656.854011
189.2897 183.6323 3 3 140.601767 170.2886 2.54194415



21.98631 18.03089 3 3 12.4941707 17.9393267 3.1828718
702.4713 515.2023 3 3 429.4356 595.4073 125.194547
63.05558 41.13438 3 3 36.3281067 53.13587 11.5265606
1467.668 2397.269 3 3 1433.20367 1926.281 66.8798849
2206.73 1897.738 3 3 2670.68333 2168.48933 405.567871

1066.485 1142.509 3 3 946.850433 1165.62667 175.528949
3738.045 3673.55 3 3 3246.68967 3730.70467 458.239735
267.6268 229.5001 3 3 201.002867 235.108067 12.2702966
1146.15 542.3566 3 3 1179.01067 836.240267 124.368461

500.1749 1457.106 3 3 365.917467 892.718333 34.7520501
9.040451 18.46988 3 3 8.900813 14.1855437 1.61498492
643.3483 899.6692 3 3 594.656167 748.1814 58.0810266

0.00903819 2.756849 3 3 4.096306 2.07350273 0.63467572
3385.732 3964.398 3 3 4024.468 3582.67467 261.201939
205.0966 162.671 3 3 157.932967 182.8162 10.4889943
710.886 794.5469 3 3 917.604867 773.391833 126.086005

11319.22 9765.376 3 3 9521.44233 10774.642 814.829312
17.67657 39.87605 3 3 14.5441833 27.2284467 4.00729986
78.53085 82.7509 3 3 62.94163 78.1823333 13.7430354
749.9398 648.6337 3 3 564.018067 671.384733 74.8005276
180.4501 122.9309 3 3 107.984907 149.551 27.0689637
1185.684 1302.471 3 3 1369.118 1159.43673 123.049609
1721.658 1556.352 3 3 1487.84233 1767.74067 121.793939
580.2276 578.0709 3 3 513.057 635.3396 64.4773483
1485.312 1875.834 3 3 1219.40967 1582.745 231.381691
2251.587 2284.971 3 3 1319.61067 1958.995 292.570991
19.22633 9.491904 3 3 28.98352 17.130428 9.02291366
146.4559 221.1781 3 3 95.9268033 163.361333 38.6895387
921.9414 842.1695 3 3 958.011167 815.715733 60.6416851
186.6295 601.8808 3 3 116.144493 358.509067 81.5508571
1947.271 1045.546 3 3 935.094 1692.91567 452.637116
48.05029 37.25596 3 3 61.0791467 43.37384 15.9807591
54.75868 45.21146 3 3 60.2390767 52.7306 2.45932868
405.1359 310.2784 3 3 259.209733 410.489067 101.387435
105.7347 152.4042 3 3 95.42161 123.971533 11.0205151
135.6623 244.0226 3 3 371.760033 173.094233 179.578696
718.6058 497.345 3 3 843.5908 649.906733 129.380359
110.789 99.15903 3 3 98.3863967 109.574177 4.12308733

43.64878 53.70316 3 3 28.1282333 42.5325567 7.14027332
836.0859 339.9209 3 3 305.944733 571.1999 43.4018963
182.9905 142.7546 3 3 131.291533 157.2267 10.6849875
109.6481 101.5776 3 3 101.095577 105.884567 2.11025833
2796.881 2696.547 3 3 3314 2820.03567 452.115405
2796.881 2696.547 3 3 3314 2820.03567 452.115405
40.8765 16.9891 3 3 43.9117367 30.82134 1.81829486

61.00293 63.23523 3 3 48.58644 58.5027833 7.03012745
174.3047 139.6976 3 3 125.2369 151.788733 16.2382289
53.65754 47.16164 3 3 54.5761833 49.67771 3.1279745



282.8833 246.9 3 3 220.870467 251.7822 5.91534067
161.4723 154.8078 3 3 219.488 172.2697 37.8140727
54.7641 47.85373 3 3 54.9208 49.3476867 2.22295241

1434.177 1102.273 3 3 1006.91923 1337.02533 240.760793
1488.707 1468.793 3 3 1971.68867 1580.79967 329.433302
23.51549 19.02787 3 3 36.2255033 26.4267133 1.7727295
1023.549 972.6038 3 3 1236.32367 1049.25327 153.443152
2492.438 1661.404 3 3 1642.571 2132.09167 194.150355
1221.241 795.8273 3 3 1442.879 1124.31243 86.5785191
348.4902 380.9483 3 3 241.069867 449.814433 133.884395
41.57486 46.81325 3 3 38.9334233 46.4423033 5.44253741
58.72595 70.1269 3 3 87.9731867 70.1048333 12.7766423
3360.521 2506.918 3 3 2027.80167 2693.17633 223.258641
2527.772 1987.629 3 3 2615.793 2277.33833 175.663957
6181.646 4888.589 3 3 6433.28533 5540.81267 558.603261
13.90307 7.679931 3 3 6.88356633 11.5779703 2.9439206
23.89852 18.54514 3 3 18.0542367 22.2747833 2.41672068
1594.36 1256.164 3 3 1120.62853 1518.546 300.857379

39.66489 23.61668 3 3 16.9013 28.18406 4.0653193
347.317 537.0924 3 3 197.8419 366.719967 8.30168557

50.19252 38.08495 3 3 36.43761 43.51127 2.84453756
715.0906 376.0301 3 3 385.493133 630.974633 68.4090004
138.3865 162.1423 3 3 169.6295 141.961767 18.8342058
138.3865 162.1423 3 3 169.6295 141.961767 18.8342058
138.3865 162.1423 3 3 169.6295 141.961767 18.8342058
138.3865 162.1423 3 3 169.6295 141.961767 18.8342058
138.3865 162.1423 3 3 169.6295 141.961767 18.8342058
138.3865 162.1423 3 3 169.6295 141.961767 18.8342058
138.3865 162.1423 3 3 169.6295 141.961767 18.8342058
133.5438 133.4461 3 3 223.700933 152.7398 59.2719456
111.1504 93.16444 3 3 82.9461333 106.601047 19.334828
78.49252 71.89513 3 3 78.7102067 72.01891 0.1414579
1659.385 1605.999 3 3 1504.84633 1741.61967 123.330266
1051.38 1309.433 3 3 1006.16007 1156.79533 50.3784915

207.8592 138.7173 3 3 288.241633 206.059533 42.3280518
2207.24 2086.592 3 3 2501.525 1916.072 389.385551

929.0539 551.7316 3 3 538.984533 781.275433 115.649916
1654.292 1595.807 3 3 1459.43967 1692.588 188.282182
414.2021 542.7847 3 3 585.015867 495.698533 48.1175198
832.9921 348.6906 3 3 193.4901 497.965333 27.3204561
96.1039 126.5642 3 3 88.2103867 106.62327 3.64678503

5862.724 6674.686 3 3 5440.00333 6057.35167 227.503942
2245.548 2179.698 3 3 1529.891 2029.04467 356.444098
173.7527 135.6843 3 3 5381.16307 153.869767 5014.01546
73.85683 148.9221 3 3 72.73551 113.394843 10.0146856
43.36409 43.64384 3 3 37.20685 45.3713233 7.13119507
2517.059 1705.494 3 3 3072.57067 2348.88067 384.546795
657.9508 427.4734 3 3 940.815533 657.744 144.074803



186.3241 112.0725 3 3 103.554417 145.9752 15.7213722
112.0309 95.59991 3 3 92.8901233 103.44357 5.88755535
1.129919 0.00993053 3 3 3.58955443 0.38091854 3.01066519
1887.532 2139.04 3 3 1476.95133 1942.08267 410.294823
197.5737 78.5872 3 3 37.40415 113.674007 6.14190303
4.269881 5.344347 3 3 6.55848567 4.57133333 1.78522566
303.4931 198.4713 3 3 148.119367 224.363167 21.9062013
149.6856 117.0396 3 3 95.3656767 122.498967 7.66773859
252.5591 272.2469 3 3 238.000467 255.814133 8.10701459
26.15376 23.77349 3 3 37.10653 27.2225867 8.57036431
26.15376 23.77349 3 3 37.10653 27.2225867 8.57036431
27.00722 12.82019 3 3 34.4403 23.52372 4.53836661
36.01656 1.01313 3 3 54.6582133 27.8139433 9.99744699
80.3233 69.32864 3 3 4438.61887 73.19126 4195.72592

614.6058 501.4656 3 3 479.466833 606.521333 68.2862212
1013.871 1063.731 3 3 890.101033 1113.79467 169.535342
3096.341 4594.722 3 3 2788.40333 3660.52267 197.233069
816.5331 401.5721 3 3 862.286467 613.778767 118.165995
698.971 674.1675 3 3 640.7758 731.6204 37.2305963

117.6009 72.77017 3 3 62.15238 89.1656033 7.96644938
355.5989 327.2453 3 3 230.737167 304.2169 25.2683017
351.5662 210.8479 3 3 162.478333 255.1052 30.6388612
231.1473 136.4311 3 3 410.236267 225.075467 156.043486
286.4344 338.7741 3 3 395.636167 339.701067 2.69805506
899.0015 622.7376 3 3 1226.346 904.8057 120.134757
162.0357 139.2408 3 3 167.966067 149.5566 13.4246746
3080.289 2806.377 3 3 2368.49833 3170.72533 649.400945
232.8756 244.8326 3 3 299.7619 249.754633 43.8436944
679.2084 372.9714 3 3 264.037833 461.907233 20.9420915
371.5135 612.261 3 3 361.140267 494.9452 45.3410246
1947.18 2076.358 3 3 1474.34867 1848.525 213.290089

130.7898 118.1854 3 3 116.464567 131.788067 4.2165752
92.67664 74.59081 3 3 98.8164667 85.6051567 8.25629651
2297.332 2254.75 3 3 2578.37267 2350.22533 176.749113
5208.401 4862.137 3 3 5501.11067 4952.689 477.614111
161.5153 123.99 3 3 110.149933 135.527967 9.37620852
206.4732 212.563 3 3 150.165067 190.1006 18.3558971
203.166 298.0456 3 3 180.094733 238.474567 21.5816028
3216.7 3679.285 3 3 2094.379 3006.15467 362.163011

1660.758 1548.052 3 3 1476.57333 1574.13433 53.8059587
2439.956 1910.739 3 3 2767.342 2289.48233 320.150597
2439.956 1910.739 3 3 2767.342 2289.48233 320.150597
1773.364 3978.008 3 3 1322.651 2584.594 79.5797737
2042.278 1466.511 3 3 1461.08333 1920.37167 173.13324
13.87251 18.0509 3 3 24.79432 13.7803527 9.68500722
434.5275 539.7952 3 3 720.364633 461.341733 239.750241
135.4498 199.389 3 3 97.7845933 242.505967 38.7253573
273.0705 446.3667 3 3 256.858533 356.2505 40.3119949



1.936092 1.680327 3 3 8.413746 3.609056 3.41800295
326.4149 141.9843 3 3 416.919667 270.764033 85.5636991
108.8071 55.76298 3 3 56.54341 87.78958 10.6037524
1538.33 1802.161 3 3 1894.01867 1576.25933 223.367507

366.1668 325.6619 3 3 438.740133 357.555167 72.8515084
97.57887 86.46615 3 3 71.3160033 87.7894667 12.9430815
168.1105 115.2282 3 3 177.9239 131.691533 31.4365124
168.1105 115.2282 3 3 177.9239 131.691533 31.4365124
282.8732 362.0111 3 3 268.7036 320.097567 29.5361771
2450.798 2481.094 3 3 2251.136 2721.09667 98.5877067
958.7156 1150.291 3 3 942.7106 1137.59953 73.6610957
432.5821 406.0925 3 3 360.315967 401.662567 21.8532971
1.924373 4.972888 3 3 1.03056655 3.122857 1.19594838
46.04958 51.83134 3 3 38.38482 45.74587 3.38154458
19.67906 32.08704 3 3 18.7670433 25.9322333 3.04430495
494.3911 334.8582 3 3 504.6831 411.8522 40.395349
886.9935 927.2233 3 3 793.048267 955.011933 130.835008
17.65792 9.636255 3 3 486.133333 16.201645 453.302318
242.329 233.0002 3 3 217.149733 230.966667 4.61899435

22.13746 24.82824 3 3 15.3902533 21.0195667 3.07932539
75.41951 86.06614 3 3 61.6593433 74.9817733 6.10955549
253.5701 233.4022 3 3 213.305067 238.559533 20.4801992
537.8634 381.0521 3 3 361.4514 497.704733 82.1784586
873.3575 950.6771 3 3 867.7233 950.752867 20.6320684
193.1291 284.5773 3 3 150.085867 216.1519 20.7293633
21.94524 19.98292 3 3 17.8082467 21.0454867 2.9634768
26.10393 31.72727 3 3 21.9827233 29.3305233 6.4724632
434.778 452.3321 3 3 279.402467 386.6687 30.6260447
477.67 408.9689 3 3 400.605567 462.2029 35.8714809

38.6184 26.25806 3 3 86.2503633 31.6693967 52.314653
423.1775 479.2105 3 3 628.1328 400.456333 199.524492
64.3035 69.21618 3 3 70.94684 64.30913 4.12564537

115.6601 152.8109 3 3 75.17961 115.520607 11.0139173
105.664 88.54703 3 3 59.6038833 87.0033333 17.9051829

286.4846 247.5138 3 3 202.0791 246.693433 15.4729216
27.71269 20.87994 3 3 33.3775833 26.0353367 5.43454075
276.9688 346.7679 3 3 241.4613 294.6735 23.1929218
115.9533 86.69206 3 3 172.061533 125.547953 6.7132387
749.9837 961.3693 3 3 698.128967 905.585333 146.762278
2291.729 1949.721 3 3 1806.92367 2325.39633 310.01574
6759.082 7217.908 3 3 6348.29567 6821.071 268.34996
157.5308 125.3353 3 3 110.972967 133.6105 5.9897516
43.96077 42.01843 3 3 76.11554 52.7493633 14.9442263
5647.752 5601.247 3 3 5090.87433 5438.48267 92.4200619
112.4318 48.24484 3 3 139.207567 90.5877133 29.3857013
727.1305 1063.331 3 3 683.602767 887.981567 103.027767
25.62564 32.79615 3 3 25.0330133 32.1436333 2.93169367
662.5468 706.2077 3 3 597.966733 682.150467 78.3136825



10844.48 10729.38 3 3 8549.88033 10474.3423 1779.20685
335.8148 337.6664 3 3 313.714033 331.305833 14.1359587
196.2457 312.1589 3 3 321.610467 238.0228 48.8582811
1587.785 1581.042 3 3 1410.00133 1622.73333 194.745994
14.97157 17.95657 3 3 21.9261833 17.30343 3.95670968
93.19241 71.1989 3 3 117.122657 86.2871167 26.8108451
288.8128 307.3959 3 3 277.041067 294.547067 12.7499855
2643.74 2834.504 3 3 3255.65333 2698.33033 525.985704
31.1496 41.12188 3 3 42.0601233 35.2880633 3.98986029

2387.374 2276.835 3 3 2098.44067 2490.51067 256.109294
1309.607 1744.089 3 3 897.648833 1330.71777 114.113184
766.6241 875.9597 3 3 1004.6817 829.222933 160.161338
2368.784 1835.415 3 3 2567.276 2216.334 71.2559456
316.5883 258.803 3 3 250.821367 314.051667 28.7738563
1614.609 1352.789 3 3 1845.40467 1586.00133 120.515802
193.6096 197.5112 3 3 177.835767 192.135867 12.3556036
968.0578 613.8734 3 3 1365.19533 946.942067 244.138467
1311.624 1098.834 3 3 1030.37143 1340.64733 154.604406
307.8399 248.8689 3 3 214.281233 289.738467 63.8666645
207.8964 136.6923 3 3 85.3863833 145.68241 4.01240081
461.4939 1037.973 3 3 280.070667 638.871867 27.1346979
191.5932 183.151 3 3 256.867367 184.245 69.9838525
91.65628 75.20979 3 3 102.189537 77.4572867 19.9698033
68.08935 69.23656 3 3 63.21417 73.1341467 5.65572516
54.25941 48.88639 3 3 58.52074 52.6726533 4.60775075
8.592179 6.027228 3 3 4.781223 7.42964733 2.21166105
1929.447 688.769 3 3 202.256307 1029.9333 154.831909
52.68187 46.0245 3 3 45.51222 50.5433933 2.9011715
184.5873 171.7851 3 3 244.341467 197.283233 30.7161653
88.14165 86.73848 3 3 96.19444 81.1615733 9.66350316
188.3224 469.3711 3 3 159.4337 320.257933 65.6591927
102.9426 73.71136 3 3 115.879463 88.2207767 22.4616528
672.1412 1013.248 3 3 1111.21047 785.620533 246.347296
68.6361 72.68547 3 3 77.07897 69.14697 6.93647623

3210.529 1873.554 3 3 1862.964 2559.51133 89.3722428
1794.509 1371.818 3 3 1341.14833 1626.04467 161.460979
4239.661 3216.796 3 3 2913.39433 3659.112 496.686069
266.2219 206.5013 3 3 195.3208 233.411233 21.1142491
662.7325 462.727 3 3 410.051033 549.634667 88.3013903
2962.841 2081.909 3 3 1129.0493 2333.32233 1030.49914
113.1314 94.98687 3 3 120.854067 104.014423 13.5735272
61.98464 66.28899 3 3 59.8813567 64.5722567 3.93515022
808.3409 765.0159 3 3 751.417667 802.948267 35.125603
113.0151 94.36049 3 3 116.227433 105.631363 2.69702461
818.4493 862.1824 3 3 956.9309 811.702267 130.029975
198.4539 162.7959 3 3 218.535867 169.729133 39.5971137
1258.138 1184.069 3 3 1043.8015 1393.66667 156.553734
48.0231 59.38458 3 3 47.81625 55.55533 3.71768022



51.69981 39.66389 3 3 58.2332167 48.8364 4.12965457
1298.925 738.4913 3 3 1398.82467 1065.72943 138.9017
64.17939 68.51586 3 3 98.3480433 69.38278 27.5228951
46.89019 82.18813 3 3 30.4029833 58.0372933 16.7596695
134.6044 130.4005 3 3 102.06902 123.488633 13.563286
318.3987 259.0202 3 3 385.554033 317.3939 32.0374941
4524.746 3926.285 3 3 3810.48767 4471.52167 374.940663
96.7467 76.21706 3 3 100.835547 87.61318 7.45456099

1326.026 1221.569 3 3 1367.35467 1262.671 85.0296496
506.3411 619.2835 3 3 451.310033 532.729133 18.555459
1128.118 1213.929 3 3 1060.534 1188.26133 112.458622
199.0815 174.785 3 3 310.172067 199.423733 104.62975
158.6929 142.2168 3 3 119.7082 143.1867 17.1325985
3153.876 3184.56 3 3 3518.608 3232.262 255.286607
208.7063 320.1715 3 3 184.510633 269.649533 60.4153199
682.6482 1187.973 3 3 659.529833 933.7468 84.1913746
632.6064 699.7451 3 3 795.6873 709.146633 19.975144
1156.17 1236.82 3 3 1049.2592 1205.59033 145.570112

611.6841 710.5867 3 3 731.620333 652.899867 56.5822307
47.32205 40.22274 3 3 59.2415467 47.1575567 9.53334291
1853.493 1144.594 3 3 2589.069 1839.26133 240.735287
1853.493 1144.594 3 3 2589.069 1839.26133 240.735287
524.9081 439.3648 3 3 393.1441 459.8469 29.6832416
112.3099 113.0562 3 3 95.0234833 128.575167 17.472764
1096.031 1116.784 3 3 1017.29727 1087.6 59.1512395
118.2959 114.7994 3 3 161.757533 129.150433 22.9045359
75.33218 79.92645 3 3 82.08016 76.0677533 4.64214566
75.33218 79.92645 3 3 82.08016 76.0677533 4.64214566
331.7556 463.3838 3 3 302.011767 426.989633 88.4537523
4.062376 7.085295 3 3 8.777214 6.380308 1.09261266
344.4789 353.3374 3 3 300.7957 333.079633 14.652421
24.41061 14.83376 3 3 10.65831 17.86998 4.1303034
1002.202 365.6536 3 3 1116.93637 741.716133 148.070638
207.0996 232.7399 3 3 199.336667 215.349433 3.95935503
314.0077 191.3891 3 3 467.051933 324.024333 18.5083081
2623.766 2797.627 3 3 3220.72167 2671.67467 522.807589
1437.867 1220.839 3 3 1192.68 1421.02367 111.314392
1474.088 1945.891 3 3 1407.743 1666.87433 48.9257155
200.6704 146.5501 3 3 127.626033 162.731467 8.96507287
2212.52 2747.163 3 3 1595.73033 2247.62067 411.697088

1897.935 1170.811 3 3 2618.90367 1870.60767 243.774617
2723.22 2734.413 3 3 2590.09633 2863.26467 128.353147
3.5236 6.62792 3 3 3.11314033 4.958854 0.88315249

7.056614 8.625935 3 3 15.3915037 9.22076633 5.4576155
250.6462 217.4827 3 3 212.925867 231.273867 4.57717024
95.59441 82.76641 3 3 97.5999367 81.8761533 5.77329313
703.4686 594.07 3 3 539.288633 634.360767 70.4226704
395.3012 628.9395 3 3 730.768133 491.861033 198.204915



1573.094 845.347 3 3 885.4174 1330.01633 106.825644
42.78479 36.94756 3 3 57.75455 43.0236433 12.9432588
62.27295 51.95824 3 3 46.74952 55.7618533 6.70815222
270.0002 210.0756 3 3 397.142533 279.759767 86.2990365
71.65941 72.83363 3 3 79.9282767 70.18929 8.77456475
291.9218 278.3499 3 3 253.676867 276.2546 14.1917239
195.1812 166.4014 3 3 158.33 176.6766 7.86220773
163.8531 104.9412 3 3 107.56863 141.018467 7.99045928
1722.61 1986.898 3 3 1644.73933 1912.21933 201.533952

342.7384 321.8444 3 3 289.696533 355.730033 48.8588837
2192.612 2016.877 3 3 1738.654 2385.51533 391.869286
121.7858 179.3386 3 3 98.1456367 136.744133 3.95709219
52.33844 58.2235 3 3 59.6795167 52.4825267 4.13616227
335.0376 257.2164 3 3 246.378067 292.795533 22.4011744
247.6639 185.4665 3 3 159.276433 216.175967 45.9523333
185.7238 167.876 3 3 164.7558 181.1845 10.9277094
538.649 549.2576 3 3 505.667467 566.851633 44.2741297

331.0811 577.0012 3 3 265.0428 475.858733 160.444864
3579.62 3488.257 3 3 3095.653 3519.56067 410.238022

131.9601 123.7364 3 3 115.039333 130.991633 13.9870223
42.661 41.47404 3 3 36.31808 44.5482867 6.75675599

137.5383 154.069 3 3 132.894267 148.7411 12.0361005
14.93644 18.40685 3 3 30.2275733 18.84927 10.2974234
25.88664 39.30482 3 3 21.0373533 33.0619067 9.59281606
265.2589 256.4837 3 3 409.457867 310.1237 45.852055
476.4673 282.5024 3 3 179.6493 322.5821 18.5838887
758.8017 759.4182 3 3 990.518433 763.6318 221.340859
1089.063 1368.544 3 3 971.800533 1228.36667 207.869215
36.31826 26.17722 3 3 37.2391733 31.12635 3.14027958
180.4136 141.7662 3 3 124.934567 153.240967 14.3367317
200.3071 173.1114 3 3 202.3014 184.0186 10.5865059
256.4259 276.2015 3 3 228.4607 295.7766 40.2343679
384.2083 539.7131 3 3 573.706533 470.097667 63.1821392
6.048674 3.585215 3 3 10.807745 6.25885767 3.46073941
89.52836 77.42415 3 3 58.7032967 81.1551433 20.686019
1424.425 1208.175 3 3 1129.85607 1463.42767 171.796725
15.93036 15.41016 3 3 31.2457233 13.399056 16.9798543
219.1791 202.4557 3 3 184.8597 207.863033 20.2169006
215.3435 176.6679 3 3 215.753367 186.8952 13.1005394
53.66938 39.21749 3 3 96.8916133 62.4838333 17.4821281
230.421 241.7789 3 3 271.418633 240.437833 28.7613032

1871.291 1964.531 3 3 1680.935 1977.666 266.731573
1012.661 937.2287 3 3 849.983467 1077.69123 128.106416
354.376 274.5252 3 3 258.8627 337.5065 52.1258231

237.9335 193.1436 3 3 189.595533 231.569833 20.2475318
185.4367 139.3329 3 3 208.374767 168.520733 29.5452691
944.7053 736.0599 3 3 687.991067 808.9338 11.1502202
65.60744 56.50693 3 3 52.2745167 63.7753733 9.13843144



359.0301 378.5222 3 3 313.3751 363.435367 47.0539074
206.7038 83.74918 3 3 72.4852433 140.73306 24.730054
537.6029 550.0795 3 3 363.673767 498.981667 106.877007
2226.119 1460.167 3 3 4988.17933 2155.30067 2689.16288
157.0334 187.0505 3 3 139.667167 163.722533 10.9656056
1911.236 1534.489 3 3 2194.063 1834.89933 224.016452
122.2632 98.40982 3 3 78.7926467 103.241607 16.6860099
1470.979 551.6785 3 3 1764.396 1130.70917 360.606348
1161.285 919.3083 3 3 1536.194 1154.14877 293.519261
194.3851 81.48624 3 3 51.8960667 121.119903 23.4836456
13.71434 7.057461 3 3 15.21847 10.607327 3.02152248
56.47286 56.20665 3 3 63.4829167 55.4179433 7.72672771
109.6521 84.66321 3 3 79.1004967 99.79927 15.2705571
164.3148 183.1445 3 3 246.311 181.1384 61.7552637
1068.82 1466.882 3 3 958.3193 1209.755 103.905235

38.63769 31.64838 3 3 43.8287467 32.5068133 9.47033634
179.4422 110.5783 3 3 61.06866 123.84619 35.2829222
495.6498 463.1423 3 3 402.264467 457.491567 34.9075546
577.5742 506.4148 3 3 468.443933 522.291967 18.6776709
17.17995 22.32411 3 3 15.4783333 19.91686 3.49159669
32.51746 28.46485 3 3 28.11959 30.74968 1.52539858
9020.75 10929.43 3 3 8469.973 10967.8433 1454.60593
117.488 129.0785 3 3 130.798833 122.637033 5.39259409

84.10152 69.0062 3 3 64.67902 73.83745 1.17596584
661.4465 641.7158 3 3 583.711267 723.401133 56.2091129
45.41972 35.48689 3 3 35.44072 41.3467533 2.53485082
90.71352 97.8495 3 3 81.45126 94.1307367 11.8977432
90.71352 97.8495 3 3 81.45126 94.1307367 11.8977432
69.08877 41.51764 3 3 70.6431933 55.1331633 6.39311924
70.51253 53.71745 3 3 49.4229633 59.9871967 4.80650326
25.09468 25.9334 3 3 34.7342867 27.7834267 5.54898001
174.8858 157.7713 3 3 144.1967 162.961867 15.207524
115.9004 103.2282 3 3 94.43627 106.069297 7.30182337
283.3351 280.8308 3 3 250.758133 297.484533 37.2291424
425.6068 443.6716 3 3 295.2548 385.0341 16.9152912
69.2468 83.13416 3 3 66.2836833 76.4807233 7.17744179

107.5839 97.3905 3 3 95.4147833 110.394233 1.51353935
3118.617 2751.307 3 3 2642.35667 3099.37633 293.560357
94.60802 99.7062 3 3 91.6867167 97.60644 5.16043311
67.81032 52.18299 3 3 52.1600333 65.49459 4.41007845
1013.552 792.2235 3 3 1113.34433 940.4435 110.924543
244.8076 209.4935 3 3 379.437867 240.9458 132.619167
357.6032 238.1939 3 3 436.15 272.703367 142.336135
5.248084 6.575051 3 3 7.736471 5.46207133 1.98465366
3512.855 4315.167 3 3 3242.33167 3813.7 351.446081
751.3555 723.8788 3 3 959.212133 787.431233 144.272817
5716.756 4883.819 3 3 4947.516 5500.47367 34.5001777
2192.386 2350.401 3 3 2871.463 2361.484 469.475518



64.434 120.8561 3 3 38.7966567 83.23461 29.0586772
240.5981 216.7175 3 3 261.507233 230.545833 27.7844946
66.38116 52.63909 3 3 50.4121567 59.95552 6.33332001
648.1121 557.153 3 3 470.2436 661.5966 151.158829
27.06383 20.72333 3 3 19.0098567 24.4664733 4.2081979
1618.25 2389.109 3 3 1527.49533 1943.31533 86.518289

740.5461 705.4869 3 3 513.088333 873.723667 239.113506
115.6774 118.847 3 3 157.988867 131.386267 9.08853851
14.17887 10.64304 3 3 15.46828 12.03918 2.79604451
74.13659 68.60622 3 3 55.9968367 70.81544 14.2669391
70.70947 52.78206 3 3 51.1846933 61.1359067 3.76801206
219.7141 303.4096 3 3 339.2459 274.264267 42.9638786
268.7803 218.0373 3 3 381.1794 286.668433 48.7546676
244.4729 174.5263 3 3 159.658733 203.0512 21.7379884
887.7447 1264.591 3 3 1328.58567 1031.58233 209.35344
2455.831 1716.154 3 3 1771.62533 2243.93333 64.2043299
64.83377 52.7641 3 3 64.8939533 55.50125 4.0360773
56.56521 38.57488 3 3 68.5948067 53.08484 7.78255027
1779.039 1460.934 3 3 2088.21967 1571.231 475.56152
114.1932 118.3896 3 3 137.935267 118.1161 19.1218289
2410.158 3502.52 3 3 2026.28567 2726.43167 132.373872
548.3084 318.7439 3 3 161.756133 351.919533 42.9940623
666.0213 410.9767 3 3 430.565333 590.708333 19.6649105
89.01772 68.70494 3 3 103.625793 76.19009 24.5795674
396.9137 511.5826 3 3 604.8932 501.832867 14.2870897
310.0242 282.0168 3 3 244.959833 280.2399 16.1883888
2177.393 1267.443 3 3 2962.42467 1717.54867 1137.45203
381.1979 344.0065 3 3 303.567633 346.371733 25.2677667
122.6527 113.7752 3 3 101.437737 115.768933 12.7009233

0.0026131 3.003268 3 3 7.66823333 1.6320677 5.74421401
503.6639 529.8564 3 3 554.919967 522.795467 26.814739
1113.434 524.0711 3 3 481.200433 897.145367 249.728061
75.70172 39.77993 3 3 39.8090467 62.6767533 10.5398787
605.9609 558.8998 3 3 533.163967 634.024567 36.3788725
513.8564 474.8654 3 3 396.105367 480.101333 76.4900682
172.2245 203.6808 3 3 307.177133 221.434733 59.3428204
354.7062 247.5784 3 3 218.558067 283.019267 13.3248122
769.2769 1168.454 3 3 688.068933 920.491467 74.6376964
559.3491 730.3871 3 3 414.0416 574.404067 52.4428904
71.34019 62.65937 3 3 61.82434 67.6949233 3.62802147
148.5799 111.142 3 3 108.0386 127.625633 2.6496201
705.996 354.9572 3 3 370.595633 622.768067 73.3376536

82.91343 60.76256 3 3 83.7761867 70.5359033 6.51537285
30.23542 33.19995 3 3 28.4823767 34.6476333 2.99505627
1401.004 1271.851 3 3 1538.74067 1392.03333 86.377195
2012.568 2331.616 3 3 2018.844 2203.49133 68.6992325
387.3727 216.8363 3 3 219.894867 307.526833 10.1530261
226.8249 271.4632 3 3 285.7065 240.5858 35.5060961



683.4545 834.912 3 3 904.345333 778.475733 92.4900909
640.1802 426.6934 3 3 152.471443 428.2535 171.386165
1298.064 1712.098 3 3 1310.29367 1535.79567 61.3615818
192.0697 139.0709 3 3 122.271767 154.9736 1.10369406
3627.695 3494.061 3 3 3844.21867 3620.22433 183.788861
926.8063 776.6179 3 3 705.4075 943.6724 155.627574
88.13739 81.95695 3 3 70.6585933 84.64407 13.4257901
195.7693 187.7461 3 3 156.7357 179.723633 7.98375203
199.5467 104.6327 3 3 102.18881 156.8914 24.3259531
67.41713 50.99994 3 3 72.06848 57.7996133 11.1767459

1694.5 1595.28 3 3 2051.743 1749.56367 231.619286
385.976 518.2448 3 3 605.478467 455.113733 132.785445

54.83661 48.68968 3 3 74.3056567 54.1069333 19.2831577
84.93407 93.03844 3 3 82.76758 88.84671 4.4226795
287.7573 239.9727 3 3 234.405167 279.513033 26.0618605
241.8377 213.1241 3 3 190.566067 254.732633 39.7755369
138.8223 103.4209 3 3 194.958567 118.162533 73.5748796
1480.641 1832.941 3 3 1378.08067 1615.916 138.415987
562.4943 439.1976 3 3 410.8192 578.5203 74.5047514
74.76295 62.30416 3 3 79.16343 69.5983233 6.86304524
96.23989 84.29488 3 3 71.1766467 88.7864667 16.1398767
53.59453 47.58404 3 3 72.6015133 52.87789 18.8457373
1217.855 1578.786 3 3 1113.87833 1459.78067 270.105132
232.9173 233.9207 3 3 153.197867 207.044733 27.2966784
59.16458 52.04954 3 3 58.78635 53.8164967 1.3643722
59.16458 52.04954 3 3 58.78635 53.8164967 1.3643722
113.1802 84.6487 3 3 114.556533 97.1969833 9.06849838
169.1762 131.3062 3 3 125.286467 146.550733 6.53952941
118.6312 99.25819 3 3 118.118667 106.742863 4.26327125
105.0295 97.74137 3 3 95.2222333 107.09999 5.16901179
236.7166 225.7386 3 3 181.6001 218.780667 29.2757065
243.5007 203.8846 3 3 374.488767 271.746533 54.8077353
138.493 133.7401 3 3 122.8776 141.886533 15.7438795
1412.38 1250.207 3 3 1698.976 1420.632 212.74088

376.9534 292.0033 3 3 203.068933 304.218267 73.8831593
52.67991 44.23171 3 3 61.3733233 48.1731167 12.3479618
855.2184 774.3447 3 3 734.7253 890.8857 69.7341422
224.513 223.9856 3 3 208.382967 227.766367 18.1885426

60.87556 56.08245 3 3 66.39564 60.90815 2.46062979
17.87006 22.26111 3 3 9.11415467 16.4328143 2.84049304
62.68037 66.15917 3 3 51.26743 60.2854667 5.03776496
131.288 115.9128 3 3 163.039167 135.121267 17.5054353

213.5274 174.591 3 3 164.3763 188.156833 8.43684259
792.8775 460.6364 3 3 441.651233 638.598767 100.25286
2040.518 1633.649 3 3 1604.14333 1854.16267 138.205987
389.4333 425.6471 3 3 181.410807 428.995967 241.814593
3743.562 5752.694 3 3 3265.04367 4433.00033 179.673423
1022.044 1117.37 3 3 1205.622 1042.3557 147.159949



129.6417 91.46694 3 3 129.386533 104.57539 11.5383648
77.90506 64.29811 3 3 63.2498867 71.56947 4.59194114
610.0602 664.5604 3 3 553.674267 617.2444 44.9753467
113.9739 137.2442 3 3 84.3348433 111.860153 6.52247137
140.8347 115.1973 3 3 109.569867 124.396967 3.54786335
168.4712 315.3992 3 3 849.6411 247.266967 592.912847
136.8678 166.5236 3 3 117.284033 141.810567 8.8818878
1382.603 1116.495 3 3 1070.57533 1344.45633 170.545504
22.76033 25.11701 3 3 13.8586787 24.22469 10.2039512
91.46871 85.20065 3 3 79.4806933 97.56332 7.51647918
30.18629 24.33977 3 3 39.2985533 25.7200233 12.8760017
122.1323 127.7855 3 3 106.07263 119.124767 7.58964466
859.7355 1498.952 3 3 414.105533 950.7583 156.968338
226.9695 499.4345 3 3 208.1083 352.9751 42.3596856
4158.934 4839.515 3 3 4070.32667 4707.044 392.30908
25.71215 24.90645 3 3 34.2490567 27.0778733 6.41237413
79.57577 98.86034 3 3 72.65211 84.9948433 1.90362908
28.68942 34.13172 3 3 29.0000733 32.6661667 1.0530401
473.9767 471.6858 3 3 431.388667 469.950433 37.9353682
256.5466 224.2859 3 3 207.344 232.750033 14.1428184
31.0795 55.62059 3 3 62.0043033 36.3400033 18.7527438

238.1682 249.2279 3 3 205.5272 230.508267 7.94581532
956.7827 614.3975 3 3 1173.02817 798.6815 329.350213
471.3699 426.8401 3 3 401.6349 450.4392 43.0117911
2704.915 2423.573 3 3 2294.92867 2848.321 201.052095
374.0849 593.4971 3 3 606.690067 490.099633 35.559503
3176.964 2907.422 3 3 2703.86233 3249.156 383.261908
419.2549 389.3023 3 3 310.733433 419.758333 103.902817
32.76392 18.94388 3 3 38.45138 27.81673 7.23842447
59.1591 34.32153 3 3 239.864773 49.22276 189.046282

96.96225 73.07579 3 3 103.697453 87.12805 10.7405325
187.4213 188.225 3 3 156.758433 182.2209 23.3788823
44.6123 38.22335 3 3 67.6602267 50.7857367 2.83860541

1317.454 695.3891 3 3 686.873133 1099.7727 214.02049
47.83939 36.43154 3 3 36.87987 44.07956 2.72438903
108.3993 65.59445 3 3 67.7222633 89.8918833 1.79208233
1413.321 1240.751 3 3 1912.02133 1445.80933 406.639191
234.6841 237.3646 3 3 207.085833 227.355133 13.3937226
129.0324 85.12731 3 3 81.9570167 110.04087 16.5067183
86.0251 80.32946 3 3 97.3985533 86.6229333 8.43865471

1774.808 993.6209 3 3 1052.91697 1535.6143 96.6292076
254.1356 459.1877 3 3 211.683067 330.258667 36.3267531
318.5507 545.2988 3 3 200.120733 365.919767 36.1937286
508.6376 584.4855 3 3 772.663867 603.524367 131.04458
39.06945 39.07146 3 3 32.6140067 43.2509533 7.72529694
134.3871 105.8132 3 3 105.5858 121.124433 5.65602965
743.4556 679.8245 3 3 760.520833 673.8343 46.3286229
397.2137 343.0777 3 3 575.6858 442.9063 29.3870121



29.30272 55.38404 3 3 338.878367 43.3632433 293.989641
2608.184 2877.002 3 3 2989.49067 2699.86167 244.258748
87.11173 90.12914 3 3 85.0212067 92.1529833 3.27687296
785.8484 964.5123 3 3 701.6823 835.095467 69.6887984
9853.018 6878.464 3 3 6581.22867 8279.31033 792.142136
10440.51 11215.1 3 3 10040.5223 10810.7067 661.825267
674.1631 1229.102 3 3 622.8093 926.477233 112.73835
105.8803 220.6663 3 3 86.1830333 149.502133 10.96417
214.4758 175.1339 3 3 175.5396 195.455867 2.42003582
190.7467 154.3177 3 3 127.456633 163.042033 25.6177419
80.45598 47.74283 3 3 40.7400333 63.0740733 14.9993336
987.5935 886.3931 3 3 837.2793 1058.65587 41.8076217
7012.093 4951.457 3 3 4922.45233 6101.57233 526.742448
5091.122 5800.34 3 3 5060.212 5714.70267 288.154646
1307.257 1237.949 3 3 1026.07783 1395.72167 298.596212
188.5929 187.033 3 3 287.6385 219.456167 40.240016
179.4683 203.0505 3 3 179.270767 202.3711 4.61848939
169.2195 116.7899 3 3 200.323067 157.585433 22.1884929
61.07547 62.24812 3 3 68.1962533 59.7594767 7.7224726
61.07547 62.24812 3 3 68.1962533 59.7594767 7.7224726
109.8011 115.6473 3 3 157.5254 126.2667 20.340391
89.48666 76.1572 3 3 75.6752467 87.04314 5.54793668
10.85123 9.444792 3 3 12.003294 9.569858 2.09743979
120.5381 155.6732 3 3 96.0335233 128.249333 20.8214329
735.7551 1537.775 3 3 546.650433 1023.6763 165.714926
127.5631 82.51184 3 3 78.17439 103.967847 12.3208004
13.66577 15.15184 3 3 19.2552333 12.3980127 5.8449236
5710.035 5896.464 3 3 5596.339 5822.52533 202.897032
344.5966 312.2914 3 3 249.149133 321.199233 68.9496327
95.61959 69.54498 3 3 95.7613733 81.5258333 5.35178658
1087.11 913.5396 3 3 823.266833 949.6268 25.9133353

1284.849 1460.745 3 3 1757.37667 1456.83167 247.209443
39.25744 27.9399 3 3 44.43271 35.3453033 6.41690647
13.23969 10.42746 3 3 6.10622133 10.4375783 3.29966436
26.42997 36.07381 3 3 46.7989367 33.0915567 12.4104666
152.4449 126.6618 3 3 107.23216 132.595733 18.1749265
577.8975 389.1246 3 3 397.790267 538.302067 42.2765449
95.70466 90.42584 3 3 78.01061 90.2580833 10.91318
36.82401 29.92792 3 3 27.6249767 33.0200467 4.09744014
236.7782 267.863 3 3 199.1464 239.3986 29.5831719
469.7085 426.2281 3 3 351.039767 424.313 56.6650601
1528.389 1516.641 3 3 1775.63667 1610.014 66.3075931
267.2479 197.9885 3 3 347.8483 271.213 14.1563559
43.26104 55.56471 3 3 42.9997133 49.86857 2.94764599
678.4507 545.7692 3 3 501.776567 696.573133 110.110099
20.96499 25.37519 3 3 11.4236193 20.0021567 6.21215703
505.007 977.7717 3 3 430.053433 693.349733 80.6075913

598.3632 545.8149 3 3 515.3391 601.542333 64.3145548



106.6167 99.1469 3 3 97.4493767 105.477533 5.50209759
120.7736 140.5117 3 3 96.2907633 121.957133 18.3026679
76.42915 76.01202 3 3 110.426977 84.5647233 21.4475966
94.44291 85.98299 3 3 95.5025867 85.0884833 3.43441683
42.83352 23.82798 3 3 91.1602967 36.7969433 53.1949437
119.4717 126.8814 3 3 188.8806 114.59858 72.7016197
245.4866 201.5172 3 3 178.2696 210.927633 10.4574975
43.29274 68.5179 3 3 66.6071167 52.29656 2.59615618
292.4364 273.914 3 3 239.976533 269.1125 13.0484525
290.9386 301.5113 3 3 220.489 290.435467 69.0403107
41.4002 26.08822 3 3 23.92777 32.1183267 0.77900012

299.9036 193.104 3 3 164.589767 231.6495 31.435772
9.868463 7.752003 3 3 15.32735 10.4554087 3.81070126
707.6622 1068.968 3 3 1156.08887 826.641367 254.230722
506.4781 1001.649 3 3 414.7537 690.346433 50.7602788
531.4897 861.3188 3 3 866.322133 667.6732 99.2310506
3.510273 4.875059 3 3 2.1510304 3.95426533 1.61880301
100.566 101.6139 3 3 72.30415 91.5811033 10.0340984

54.99979 41.32042 3 3 41.54056 50.73687 4.24670841
54.99979 41.32042 3 3 41.54056 50.73687 4.24670841
1276.171 880.0665 3 3 1365.05 1108.55883 154.641327
57.22305 55.45802 3 3 49.3621633 55.30356 5.60127615
23.06712 19.09904 3 3 16.9155633 23.4277033 4.70116463
860.0024 920.2567 3 3 810.436133 986.3657 48.486668
20.36001 18.34918 3 3 14.9486077 20.39133 5.04870065
157.5789 118.7519 3 3 91.5829067 135.485 39.1903051
55.83429 44.93736 3 3 32.0114967 45.8959267 10.1737503
17.20422 8.959974 3 3 0.13670033 8.72243857 0.23172481
804.5969 782.3943 3 3 729.781767 866.5974 51.5139914
46.05938 31.78077 3 3 45.7426 37.9623133 2.66633509
815.9808 1106.267 3 3 791.994967 1045.3366 148.893419
874.5421 961.3016 3 3 1270.01503 969.2269 284.935325
372.9225 330.6852 3 3 863.419033 358.374367 505.902915
1539.334 1697.585 3 3 1309.10067 1536.404 159.693651
320.5092 259.9839 3 3 180.387633 254.298033 26.4842067
65.11372 44.48724 3 3 84.5105833 53.1602833 29.5652974
7058.603 6767.856 3 3 7841.13733 6269.354 1105.26939
1488.107 1523.881 3 3 1640.676 1534.56433 92.5454017
2387.324 2760.68 3 3 1770.274 2314.04567 245.040565
369.1107 366.7319 3 3 280.643967 337.547933 22.1457093
197.2361 336.3822 3 3 181.129933 294.975267 76.3422348
826.3611 473.3676 3 3 1072.93797 703.309033 312.796019
535.386 427.2711 3 3 404.6568 499.690667 71.8584713
3063.75 3360.881 3 3 2585.25567 3131.59033 508.98168

47.51072 50.98009 3 3 44.9374533 52.8971067 4.56252261
20.6881 32.82365 3 3 41.01896 29.0356 9.6070936

1665.277 1493.728 3 3 1469.74133 1632.58733 104.462239
61.53892 64.36407 3 3 51.33666 62.6085533 11.211866



134.0232 80.52805 3 3 168.980633 122.49235 27.7204683
5118.835 3910.74 3 3 3789.20133 4560.73967 478.381166
13.51525 26.86221 3 3 27.37068 17.07173 5.76541381
1.281811 0.9152335 3 3 6.57570933 0.77811783 5.79170378
699.9354 775.9094 3 3 530.6538 697.0377 146.509005
8.685603 6.205132 3 3 3.79120257 11.1299583 3.47310293
22.30825 6.516512 3 3 7.06557167 15.7604707 2.91105893
323.6738 312.2008 3 3 344.152367 323.913467 16.5318032
197.7417 187.8031 3 3 214.870767 192.876433 21.5334512
176.7973 149.6645 3 3 132.831773 186.026667 33.378811
650.8727 1115.608 3 3 588.715767 844.1185 85.3536605
81.4355 62.13874 3 3 109.587393 73.8164933 34.4506738

90.39519 49.80341 3 3 407.957267 65.26617 343.708171
49.43358 49.94454 3 3 124.502997 58.5769833 64.4461393
860.7517 847.0242 3 3 1016.14237 873.8246 138.646036
2017.187 1543.916 3 3 1513.258 2000.18733 197.028003
765.2868 522.8701 3 3 1774.075 765.611633 984.14129
4720.233 3366.676 3 3 3107.71867 4025.75567 626.563154
66.99911 48.23033 3 3 66.8801567 56.64488 3.8767747
6246.697 6351.198 3 3 7016.622 6422.55033 555.323786
199.241 206.6455 3 3 186.6896 198.1623 7.13231782

717.9462 525.7666 3 3 807.503233 645.486533 125.126385
640.0746 550.0317 3 3 521.7306 613.263267 73.9093646
1942.82 2048.563 3 3 1690.02733 2143.81433 374.15824

204.2891 138.8364 3 3 200.539033 164.455633 9.83341588
3071.861 2543.524 3 3 1994.98067 2688.54233 612.39265
427.9001 401.1733 3 3 340.3103 388.8049 14.7814987
1256.372 1331.605 3 3 1617.42833 1397.83567 122.896063
257.3846 422.6758 3 3 235.184133 322.8442 8.50248649
2110.68 1544.991 3 3 3635.48933 1946.05033 1664.68904
1676.61 2911.41 3 3 1081.09917 2085.17467 714.223728

768.2866 924.6348 3 3 993.0754 833.1467 138.894668
362.918 303.3154 3 3 470.200733 359.966 96.2927405
84.0867 82.58216 3 3 69.4733833 98.6361867 12.6346609

105.5545 102.2982 3 3 131.8201 96.7742667 33.0109611
1410.663 1240.219 3 3 901.877233 1189.75267 146.863648
868.8917 641.5571 3 3 607.700633 758.783933 101.036557
244.9911 239.3768 3 3 225.634167 259.896867 15.5697462
218.9137 167.3975 3 3 226.6519 198.663467 6.38653118
823.6838 535.903 3 3 513.244033 706.277 122.598623
953.1537 727.2961 3 3 657.252967 1011.09827 164.067082
104.641 102.9405 3 3 91.3602567 106.195833 14.3425966

380.7405 740.3018 3 3 791.984767 591.244267 76.293625
409.9155 330.2301 3 3 297.906133 353.201633 25.8635065
14.94963 3.400131 3 3 14.37845 8.384778 1.15130815
32.66588 25.64139 3 3 23.3157967 34.8909233 5.02196411
10.85489 7.508932 3 3 5.365825 8.89167433 3.0983125
1819.977 2185.207 3 3 1821.61333 2032.32233 95.8562663



1427.228 1185.473 3 3 5682.15767 1316.696 4402.54952
924.2351 660.8199 3 3 625.7162 784.614267 90.4216728
976.575 1134.916 3 3 874.961167 1098.627 197.886242

128.6031 67.18005 3 3 1017.97243 94.6174867 931.388212
87.86033 71.36423 3 3 96.5788333 84.00342 5.94334681
1108.728 917.0334 3 3 1366.264 1119.60713 136.632076
125.8286 76.58221 3 3 63.4474933 95.4224067 18.3288336
1126.701 1652.458 3 3 1604.05167 1273.62233 43.582003
2911.105 3080.479 3 3 3538.37 2954.62333 579.000927
2.164973 2.422895 3 3 7.83879667 3.67788367 3.44879632
186.7003 208.8981 3 3 248.841733 197.014833 51.1312284
4.528186 6.321868 3 3 3.522583 5.80510267 2.01907626
469.8615 478.0107 3 3 26887.2773 418.521533 26733.5183
1787.365 1575.47 3 3 1554.70833 1828.96433 13.9656247
111.3951 96.464 3 3 111.679333 98.4594833 5.72613931
371.0602 154.8175 3 3 420.7742 273.8001 99.9699534
549.8821 708.7525 3 3 977.6119 746.481667 83.7473068
703.1817 517.7105 3 3 491.2029 620.636633 90.4669793
146.9067 119.6301 3 3 114.8017 131.0087 8.17243525
217.312 126.8654 3 3 130.269433 182.296433 20.1362707
237.471 437.2289 3 3 252.479533 377.109133 33.7388466

798.2783 808.5111 3 3 427.302 967.448467 465.952738
50.03158 23.49412 3 3 52.94879 39.0729233 2.17845246
221.0771 134.3456 3 3 111.452493 164.4521 21.5338929
46.53384 50.41508 3 3 59.0502533 50.0637467 8.439895
193.7334 112.7295 3 3 104.324363 168.3716 43.2058631
1463.436 1137.691 3 3 1588.82167 1366.294 105.598115
107.1998 93.47325 3 3 84.8120567 114.16555 16.143295

0.00273364 1.902604 3 3 2.45897103 0.6364644 1.48175862
843.1204 923.064 3 3 1120.518 953.758133 108.954808
254.3642 395.0853 3 3 206.6772 301.6847 51.8810747
11.87304 8.565045 3 3 23.0093167 11.082575 11.8588603
457.7546 278.1747 3 3 924.811933 419.928167 494.738976
157.3609 158.7438 3 3 129.52 147.600367 2.54920168
97.7334 63.48209 3 3 96.5197 69.6677533 9.2726308

5113.055 3809.555 3 3 5167.49533 4468.58867 274.561116
19.37974 18.02971 3 3 17.1161633 19.3400233 1.84375693
927.5661 1153.733 3 3 1166.23567 988.2264 106.905303
511.9536 529.9521 3 3 580.714167 511.362167 67.6085108
1426.375 1328.478 3 3 1103.70343 1345.007 232.631422
33.88197 40.15871 3 3 52.7681 41.5403433 7.62142047
137.7195 125.9393 3 3 110.6851 125.003833 5.97692024
2662.396 2721.143 3 3 2259.62567 2643.74533 378.831693
84.49309 72.99474 3 3 67.9405667 80.74387 11.0925612
117.1183 77.67307 3 3 75.0182667 100.07309 15.2767567
117.1183 77.67307 3 3 75.0182667 100.07309 15.2767567
84.49741 72.99586 3 3 67.94813 80.7554 11.0943628
855.9091 1324.655 3 3 631.232 959.108667 61.1445092



1789.222 2091.737 3 3 3248.15267 1598.6556 1554.99703
487.7181 434.2737 3 3 364.991533 457.005167 89.0209066
53.20366 23.3638 3 3 55.8700833 40.43541 2.83469119
263.8007 270.1306 3 3 295.8481 260.955467 33.6371685
37.24451 41.95518 3 3 31.3422267 37.2980267 3.87013959
364.6264 269.5939 3 3 227.7835 337.346333 94.0210446
25.55201 21.28549 3 3 28.0275 24.17593 2.99385272
226.8851 240.3046 3 3 219.204633 243.503633 16.3388934
459.6833 395.9398 3 3 492.439967 420.4597 64.3773224
1440.104 1638.329 3 3 1390.44667 1570.65567 143.431511
255.9486 154.5193 3 3 152.9831 244.447333 37.5532358
219.9153 176.3948 3 3 223.008833 195.953467 16.2547751
45.69053 40.77588 3 3 72.0318533 47.6080433 23.4517671
49.12624 24.55127 3 3 51.9737633 38.45769 5.38890825
1909.372 1074.763 3 3 2119.998 1635.297 77.1928212
234.9303 173.9552 3 3 265.3331 217.604 29.9023239
252.5898 341.2885 3 3 257.2086 318.7316 22.4366222
122.5552 139.5492 3 3 163.0011 137.235033 22.2802688
279.0912 449.159 3 3 233.9724 348.163533 73.6923836
90.00146 95.04784 3 3 84.2238333 90.0125433 3.03368308
61.99703 107.3655 3 3 56.1484733 80.98056 8.91466616
1074.383 1317.02 3 3 758.1791 1185.584 416.089586
290.0964 272.7001 3 3 267.9858 280.407667 8.96515788
290.0097 399.2136 3 3 466.682033 335.1135 120.771236
52.26754 58.83598 3 3 48.7223067 55.6370267 6.2028421
42.56532 35.07848 3 3 607.059407 40.0971133 575.599278
2029.068 2155.917 3 3 2187.32433 2057.83667 98.3029787
173.8068 111.4072 3 3 83.2112767 128.4906 23.303655
351.665 166.5879 3 3 414.667767 213.864067 163.964028

183.1626 87.54491 3 3 49.55225 111.793043 6.80664201
501.4541 672.9014 3 3 865.926833 671.783933 100.384606
40.69658 36.10568 3 3 57.5982533 43.45606 11.1589284
320.6743 257.0556 3 3 226.421133 271.804967 15.5580793
96.27646 69.7658 3 3 111.652767 90.5599867 10.6434191
331.5257 273.6411 3 3 250.1176 288.240133 6.8295178
584.7068 763.0381 3 3 451.2992 616.405833 101.53638
1207.781 1368.476 3 3 1114.83333 1251.52733 93.9829121
2563.187 2510.647 3 3 2941.563 2608.83433 313.390393
507.3781 341.127 3 3 547.737767 439.352433 67.46477
186.0199 134.1369 3 3 129.003467 155.648533 1.52301601
53.51089 40.34733 3 3 37.47795 49.9773967 9.50681582
314.7942 386.5191 3 3 413.380533 351.907733 51.1619127
1983.938 1751.459 3 3 1612.94667 1832.296 180.276684
147.2265 108.0826 3 3 197.258867 138.4237 53.3962121
1316.454 2190.551 3 3 1066.14033 1584.08833 23.8468561
76.12473 37.91544 3 3 87.3042333 56.5745333 24.7407075
2182.216 2305.215 3 3 1918.42267 2259.31633 340.35546
31.8289 40.1662 3 3 32.0788 39.0226 2.2597364



796.2758 901.3007 3 3 657.0798 796.5626 95.9838437
3723.698 2838.138 3 3 2908.601 3575.07133 67.3985594
548.8574 712.9134 3 3 506.865367 604.343 31.6832754
22.28025 17.46147 3 3 481.587993 19.18365 470.713075
202.2495 176.9266 3 3 160.4539 185.143667 20.3019034
86.37039 71.43225 3 3 57.4138567 72.8667633 9.08380687
36.32405 36.60831 3 3 34.5885467 36.8209367 2.18411495
167.7139 163.0694 3 3 652.144033 159.511167 501.681822
126.5597 79.25997 3 3 140.053833 96.24544 36.0371998
1.210541 3.561392 3 3 4.05544633 2.74657333 0.0764125
2050.019 2392.063 3 3 2003.60867 2259.533 185.115967
92.81258 78.42984 3 3 62.2848933 78.50282 8.32184307
19.40324 23.26851 3 3 28.26525 22.2265767 5.63317543
125.6755 103.6793 3 3 85.86342 106.506507 11.0041331
34.72506 28.97933 3 3 38.75642 33.99009 1.27559167
83.8683 73.34638 3 3 98.8792867 81.4615 16.2178265

1296.674 1191.215 3 3 1531.08533 1303.10133 201.828046
793.8611 641.4629 3 3 969.581067 779.0152 143.727124
1279.912 1481.789 3 3 1283.75867 1387.46633 29.5147204
44.27414 32.31629 3 3 51.2365233 35.6583667 13.9988363
1022.566 1014.757 3 3 1208.97767 1069.577 111.5316
129.2421 101.0331 3 3 96.40526 112.764533 7.93137778
257.3239 269.619 3 3 592.557567 319.324133 261.478118
918.2436 1302.27 3 3 1410.39 1039.7207 302.221267
937.0657 836.985 3 3 691.986633 1022.2579 237.210797
158.4404 263.2868 3 3 107.603583 184.811133 37.8010385
833.0301 1292.08 3 3 1306.26967 1001.35697 181.721704
38.69954 27.04939 3 3 20.36687 29.12305 1.95130885
75.76238 83.41181 3 3 73.8716267 82.5644633 6.1363528
328.1097 352.9362 3 3 451.036467 370.8613 61.6139889
1478.505 1399.706 3 3 1359.75467 1526.017 68.2114197
2400.214 2877.868 3 3 2384.619 2774.466 216.019837
128.3828 117.4835 3 3 221.3808 143.421267 71.1267076
23.74755 23.48391 3 3 34.6698833 25.8402933 8.16000555
58.58469 65.54434 3 3 52.73599 60.3066567 6.2050371
318.1099 321.3423 3 3 337.762233 312.346233 22.5626026
61.34852 46.47272 3 3 65.5380867 53.5842667 9.67976375
38.82829 36.91452 3 3 45.63849 38.0151067 7.73092448
107.6345 46.8085 3 3 147.448967 99.3491 4.94987976
4795.665 3856.103 3 3 3726.745 4449.54867 528.880788
2122.326 1804.765 3 3 2355.14033 2076.93833 130.949493
319.3148 364.0615 3 3 306.000433 386.494433 15.8869107
1449.334 1429.171 3 3 1756.84 1540.99167 132.593278
499.6081 328.7327 3 3 318.4288 412.1185 43.2506679
414.9977 513.1647 3 3 402.572933 462.755733 37.0767159
2737.865 3115.932 3 3 2701.308 3042.44767 214.39919
656.5284 802.5206 3 3 1007.9103 818.274333 93.09089
192.3741 195.6314 3 3 175.243433 193.898033 19.0111812



890.4116 787.7195 3 3 649.443733 781.6455 75.9010762
917.7502 785.3916 3 3 607.2698 767.505067 35.9397345
327.579 244.0148 3 3 240.489167 300.432233 37.0651493

277.5739 201.2884 3 3 175.862567 292.0429 66.1395537
177.7374 131.0378 3 3 118.566633 146.465733 9.03509196
123.6012 82.35874 3 3 80.2131833 101.45033 6.33125177
1031.412 915.7129 3 3 519.920133 1086.7473 542.884258
197.657 157.9118 3 3 160.0192 182.278967 7.9670967

1615.836 930.7116 3 3 1811.737 1382.38853 200.131736
4.140372 4.200706 3 3 7.33899267 4.70017333 2.54044041
102.0289 119.5833 3 3 89.0635467 104.90142 9.01497245
262.6231 293.0196 3 3 221.5862 265.972933 37.588746
314.2264 289.7363 3 3 281.453233 309.5274 22.4888227
314.9246 292.7016 3 3 247.909033 285.853833 20.4761171
158.8666 102.7165 3 3 104.18637 132.714533 7.39085459
171.9649 147.4624 3 3 138.899033 154.673167 5.90294544
2683.499 1413.045 3 3 1437.44967 2177.66767 348.424016
4708.079 4308.043 3 3 5334.16033 4633.94967 653.55847
188.5706 111.3108 3 3 104.513797 143.9999 6.24194646
56.40018 47.89074 3 3 46.8202167 53.20484 4.61887565
111.103 135.1936 3 3 111.567533 126.629533 7.53978356

152.6712 124.5484 3 3 176.6744 147.539333 21.3261693
515.5626 441.8612 3 3 1108.4448 601.005933 473.629718
643.571 634.0002 3 3 707.466233 651.3398 53.0511339

100.8786 185.731 3 3 27.9002767 105.332287 13.2365957
25.21866 15.66655 3 3 34.0305767 24.14316 6.23589406
254.1311 207.7525 3 3 194.3916 222.691533 10.018405
117.1199 337.41 3 3 80.39692 198.615933 10.4433022
1118.217 1111.514 3 3 686.440367 962.302267 101.192514
646.1761 513.9171 3 3 370.690233 842.122067 153.199599
418.3447 335.9644 3 3 300.578667 355.4691 8.03936576
3160.346 2768.65 3 3 3538.39133 3104.70667 317.378086
1906.05 1668.482 3 3 1632.674 1811.62367 133.59721

1235.122 1278.591 3 3 1602.468 1370.27967 133.192816
145.3225 128.8168 3 3 128.265667 137.1612 3.90520927
45.30298 49.46307 3 3 35.4692867 44.5270667 7.5944962
720.8135 1598.748 3 3 587.3714 1055.16377 71.5387794
292.6831 282.2624 3 3 262.103133 286.0902 23.9521863
127.5937 117.9935 3 3 83.5453133 109.610733 13.1092361
779.4444 715.8798 3 3 622.041933 808.615967 156.673279
154.7675 145.427 3 3 130.137733 151.209533 21.0392978
81.14706 77.35272 3 3 73.38994 85.0497267 6.23173315
421.4473 306.6375 3 3 287.197867 442.195 60.948243
85.85937 61.35291 3 3 57.0380367 72.3968133 9.70688141
80.04534 49.99658 3 3 80.0170533 55.6697333 11.7080051
3146.837 2746.425 3 3 2619.06667 3136.66667 366.258565
1638.019 1457.222 3 3 1343.896 1693.01433 238.674347
920.2947 646.7891 3 3 664.548467 818.3021 51.0724977



137.6451 126.0482 3 3 106.949803 126.4625 16.7652425
57.76041 33.13888 3 3 22.090816 40.8983933 12.6281057
1133.238 932.2597 3 3 867.5899 1161.72857 176.845179
254.0208 307.0195 3 3 334.7547 291.552467 30.0313004
800.6448 599.0164 3 3 577.931433 742.637167 113.861174
352.5788 249.6821 3 3 433.211633 344.506333 3.51459699
577.1945 501.6444 3 3 456.184967 513.8316 10.7766465
103.6007 77.40918 3 3 72.6183233 88.51199 9.12719568
409.925 327.6612 3 3 303.596033 441.5663 50.2059469

369.6987 349.4601 3 3 397.457 348.880467 45.2309971
198.9455 162.4911 3 3 143.994667 169.8557 4.48065863
3041.345 2406.797 3 3 2268.50233 3020.685 482.686374
660.9955 507.5588 3 3 507.9492 653.523333 45.9973463
971.0099 1092.445 3 3 901.542533 991.4773 0.55257384
1635.808 2011.123 3 3 1383.05333 1687.59933 86.3638401
6453.586 5062.717 3 3 3913.30033 5166.14533 352.755934
15.29243 17.75402 3 3 10.9293653 15.79738 4.68652692
188.7111 144.6029 3 3 128.393 160.372367 21.8306698
720.3212 533.1343 3 3 1025.01027 668.664233 346.762093
646.4691 588.9241 3 3 483.7463 570.969467 25.8574313
221.8239 223.5929 3 3 166.836533 203.505033 17.7591822
48.80635 50.51809 3 3 118.22332 57.2411733 61.3291445
53.1737 46.71463 3 3 30.1764833 43.7011067 8.13565976

402.0458 452.2948 3 3 361.060533 488.7901 72.447234
141.2735 114.8125 3 3 198.460767 150.0163 29.3469869
1838.154 2862.407 3 3 1898.931 2434.92667 142.890456
1014.79 1006.169 3 3 1310.737 1110.05267 113.534063
105.538 109.2876 3 3 121.996567 99.5129633 18.5678144

875.7324 1230.314 3 3 1276.175 1057.95547 137.622385
8.638478 8.69221 3 3 2.66937967 6.46968567 0.91666217
130.4155 120.4986 3 3 112.806333 124.140767 10.3144548
348.9759 229.0494 3 3 203.945533 274.9164 33.8718113
137.9469 105.2386 3 3 103.566633 119.831833 1.9239936
430.8924 643.3411 3 3 283.581833 458.430067 50.6127683
39.24542 143.8096 3 3 156.8906 100.649973 19.2785131
1057.27 1053.391 3 3 930.7423 1125.60333 159.558081

128.2739 105.7193 3 3 78.34529 105.847733 17.3903275
370.547 240.7166 3 3 151.2714 259.033367 39.9812828

617.2845 545.2452 3 3 457.486433 565.764867 102.11855
39.61297 45.43029 3 3 60.05429 42.9389567 17.379287
625.811 775.2073 3 3 480.8511 638.548433 96.4948266

7916.491 8112.929 3 3 7130.86033 7730.20967 359.180646
206.0442 363.2576 3 3 164.3335 261.6793 47.9848978
8811.712 9614.81 3 3 8507.03467 9112.137 443.814445
6.613448 4.872184 3 3 7.57122567 5.05114367 2.1337481
21.7307 12.27975 3 3 26.7363467 19.6933767 2.94724964

267.9326 212.091 3 3 177.1362 220.330633 6.45032953
89.452 66.74292 3 3 66.68304 84.8424733 9.22659441



645.7034 717.7797 3 3 828.053633 688.932567 138.285307
178.1017 340.846 3 3 129.801367 226.425567 5.61948968
1877.519 1182.932 3 3 693.658867 2605.219 549.429381
33.29104 29.57382 3 3 33.95152 29.8870667 2.6398592
217.221 245.7808 3 3 246.662 224.644 13.0965159

2673.707 2590.309 3 3 3664.68033 2827.82933 793.404918
334.3544 286.9068 3 3 414.5644 347.3387 14.5322146
1601.274 1235.506 3 3 1231.71633 1575.069 136.279134
20.92502 14.14503 3 3 28.41907 19.0777533 8.62676256
5.458341 3.212479 3 3 2.468702 3.86816133 0.4155036
291.2407 271.356 3 3 374.6129 313.349033 28.6976122
45.03216 26.48911 3 3 57.2926 41.6799667 8.31748911
593.9883 641.9549 3 3 570.7367 610.506167 30.7634715
55.86536 20.90332 3 3 1146.09517 46.3230933 1136.26397
217.1902 182.4008 3 3 254.813733 202.8276 50.560464
8.380471 6.387989 3 3 3191.92867 8.28534 3290.44708
5183.191 4577.607 3 3 5726.82067 5060.59767 533.962207
24.43771 14.74676 3 3 27.15324 19.81933 5.81752794
223.6615 260.6925 3 3 156.280633 215.8993 37.2015084

29.944 25.3324 3 3 23.4674333 27.3335933 3.22215478
3232.438 2650.276 3 3 2390.44767 2968.02367 519.487365
479.6904 636.8026 3 3 673.022067 552.264767 96.5316904
3753.067 2931.388 3 3 2932.192 3716.515 263.167927
3475.066 3430.359 3 3 1938.44753 3393.018 1501.04133
81.81241 73.46806 3 3 70.6903833 81.5165067 7.93807421
28.48982 26.62015 3 3 26.3722933 28.2342367 1.20592445
23.21518 18.2166 3 3 23.9291433 20.1222533 2.86653585
113.5074 80.72719 3 3 73.38065 109.33803 25.8550748
13.80369 7.579867 3 3 14.7744033 11.4327623 0.7972473
1129.398 634.834 3 3 649.7133 1013.44567 170.014849
69.6596 65.7155 3 3 73.9342333 65.6608933 7.56125126

42.63858 53.06207 3 3 34.7594733 43.8050767 3.3883528
48.85912 31.79215 3 3 50.46658 37.1698167 9.32129545
1101.27 1236.183 3 3 1447.335 1058.2202 348.133717

849.0232 424.0919 3 3 415.7109 627.239433 50.8582023
340.5611 300.8983 3 3 254.7715 298.265833 11.0369633
373.1545 342.9992 3 3 376.355 344.468233 17.5385884
623.2041 540.6928 3 3 861.42 640.641933 200.732654
262.8455 222.3881 3 3 202.5846 230.8689 5.9727069
850.483 822.512 3 3 634.926567 929.009 258.821415
208.796 161.3889 3 3 154.008033 179.7763 8.14585479

53.39338 44.9219 3 3 53.2628933 45.8671667 2.88365676
201.4877 119.5852 3 3 121.81311 171.507067 24.7792109
171.0291 136.39 3 3 132.8453 151.524533 7.77519366
457.7615 591.1691 3 3 445.2472 572.496233 77.6100067
12.33187 14.7846 3 3 16.1173433 13.77686 2.05892395
1312.259 1486.917 3 3 1176.03337 1369.41833 172.748538
232.349 328.4365 3 3 331.421067 283.102933 13.4171533



319.7167 315.77 3 3 354.374833 287.197333 45.2786787
115.6345 123.458 3 3 114.394333 118.935967 2.40197125
994.9462 1221.998 3 3 1369.67767 1081.9014 272.199475
81.24741 64.14896 3 3 54.68732 69.6085 11.7398509
592.6699 477.3394 3 3 483.729767 584.4224 16.0610754
489.1946 541.9053 3 3 315.284 459.594967 111.004832
3.56277 2.266196 3 3 384.177473 2.761493 395.665639

135.6001 151.7739 3 3 176.8922 138.865467 37.6988742
15.19078 28.09888 3 3 13.2479567 23.6939533 7.95259786
7845.809 9385.469 3 3 6088.89567 7745.45867 301.086949
260.884 97.13076 3 3 104.801707 203.922187 44.8736465

64.70687 57.40487 3 3 64.78306 58.27372 3.01554717
1541.157 1557.005 3 3 1676.30833 1434.02433 153.217534
312.2424 230.4168 3 3 229.773367 313.690167 23.063265
50.90828 21.83492 3 3 69.0910533 37.70972 29.0627967
352.7078 673.7415 3 3 220.797233 429.4046 8.32268273
3954.897 3839.476 3 3 4286.15167 3971.72167 294.253854
3579.007 4755.886 3 3 3244.99367 4034.10467 521.244537
530.1465 570.5243 3 3 461.900867 611.478167 111.793899
569.6434 437.4066 3 3 811.911767 610.9833 67.1743989
2011.12 2009.987 3 3 1895.79567 2119.291 135.639642

1052.503 683.5854 3 3 1413.402 1040.69213 162.386699
297.75 312.1168 3 3 260.845767 325.589933 56.4759199

9.323324 25.28145 3 3 37.0700667 14.5145757 21.4883615
954.3458 703.8908 3 3 723.467067 925.5582 21.6707423
290.7446 296.3461 3 3 432.301367 336.586533 65.7004455

0.1485238 3.785583 3 3 0.48321434 2.51608127 0.49894686
168.6916 113.6252 3 3 171.000267 140.291167 16.0632823
69.59838 77.60143 3 3 59.7830633 70.7879533 9.542016
314.8888 233.3657 3 3 214.0377 262.0783 19.9063037
222.5395 249.9167 3 3 177.652333 215.221567 3.72144532
59.22757 50.47845 3 3 47.68105 57.07227 7.83499014
157.8748 231.0218 3 3 263.526267 184.503267 71.5077239
8.833866 12.50055 3 3 5.32361967 9.259377 2.72625965
1894.615 3067.941 3 3 1630.58677 2451.68333 617.890515
741.848 338.3916 3 3 820.145933 594.705233 72.7693371
29.6456 20.51501 3 3 19.5709467 24.51366 2.14556335

162.3864 130.5592 3 3 121.4533 140.419033 5.10446058
6440.129 7517.352 3 3 7762.612 6828.20967 766.094054
14.64606 20.90298 3 3 12.8865357 20.72124 5.5321089
194.9114 333.627 3 3 1665.93993 248.908867 1472.41463
100.7069 89.86699 3 3 66.2621733 84.7635233 2.99741935
279.7857 207.0339 3 3 210.631233 267.486833 20.9146101
25.52597 15.82845 3 3 37.5580933 22.8320767 14.0492923
95.81345 79.8856 3 3 67.39116 83.80241 13.3837816
470.8213 380.4334 3 3 325.348467 395.445533 23.3780166
1754.768 2506.026 3 3 2570.78067 2032.862 379.25229
30.76914 29.98656 3 3 39.68758 30.24499 9.81783331



49.79205 29.24076 3 3 28.1717267 39.29948 5.33345574
566.3195 593.5509 3 3 507.9979 577.6092 71.0584199
576.6697 480.6245 3 3 420.728733 495.1838 18.5342755
1723.14 1911.418 3 3 1717.611 1864.16633 88.4723412

515.4803 678.9722 3 3 470.564567 574.167667 57.9675565
3201.904 2792.142 3 3 3414.59733 3060.317 286.592221

93.923 69.44998 3 3 66.0379133 79.7052933 6.41009318
292.0495 167.0329 3 3 426.611367 290.796367 69.5894587
7.933972 5.950159 3 3 8.30342 7.01380533 0.89704581
368.7629 287.981 3 3 462.427933 364.525633 69.6030805
27.80479 19.84419 3 3 28.71613 22.72363 4.41353402
556.2473 616.3459 3 3 509.9303 660.1005 84.97858
260.0616 208.7906 3 3 197.611933 226.994233 10.6667618
153.5358 159.2581 3 3 144.919433 160.2789 14.2343884
71.1536 66.93605 3 3 80.3991367 72.32973 5.81816403

14.98732 16.84175 3 3 11.468556 17.9545167 5.68522677
58.01865 53.23273 3 3 64.3447667 55.95795 8.38515914
144.9343 113.5103 3 3 94.1539467 119.119303 11.1227514
1777.208 927.5026 3 3 897.4883 1351.08187 207.327137
85.51437 75.2579 3 3 74.8963633 81.5006033 4.16582187

564.61 557.4266 3 3 488.560567 629.344367 86.7928692
6536.019 5155.557 3 3 5294.88633 6042.19567 123.97724
49.84504 56.82859 3 3 48.9583467 56.45902 4.44644585
180.7918 164.4991 3 3 145.092233 165.872567 16.3044884
4460.484 3671.587 3 3 3645.03467 4142.607 310.259458
1994.208 3182.031 3 3 1284.7397 2253.27667 576.075807
981.6689 685.4545 3 3 981.546467 815.7993 83.8035787
184.8716 192.9956 3 3 174.540033 192.0879 17.0046705
680.2017 783.1099 3 3 661.945967 727.112833 43.8109803
53.48992 25.4891 3 3 27.98545 48.6092167 4.2586289
113.1627 110.8725 3 3 136.276233 106.21369 29.7125317
1237.029 854.5217 3 3 883.433833 1171.5709 80.488224
240.8691 168.0195 3 3 162.928633 201.438967 16.2599956
1228.167 1595.471 3 3 1594.011 1309.855 152.320217
118.3769 57.67152 3 3 48.60175 81.8534467 13.0864986
379.6121 349.7526 3 3 405.4598 343.425 51.2087104
817.0346 1105.499 3 3 808.4743 990.490533 113.153004
203.4438 162.3162 3 3 236.8472 200.9706 1.01724163
321.5471 330.6485 3 3 482.326967 336.5661 151.197501
249.6283 274.8636 3 3 229.841067 255.537767 20.6702661
867.9827 813.5701 3 3 701.4035 793.107067 40.3899397
1201.748 942.839 3 3 903.357267 1193.07833 176.640498
133.457 109.3171 3 3 132.5385 115.602667 8.21103614

218.0502 189.6054 3 3 175.9841 196.469433 9.69563656
97.13764 36.04052 3 3 34.4092267 65.6675433 11.517582
342.1487 448.5106 3 3 469.945933 410.995667 15.4066088
3484.071 4990.125 3 3 3550.764 4322.55333 250.846898
7.29178 8.846107 3 3 12.0850103 9.180319 2.2191067



210.7092 218.4729 3 3 179.0524 213.7267 36.0350348
51.25983 51.91796 3 3 44.9084333 57.8139167 8.12404029
32.76131 35.52488 3 3 29.6144233 39.6925133 4.11268704
613.7203 730.8464 3 3 625.145333 685.977 7.77958783
127.4277 77.05437 3 3 48.70748 86.09098 10.6868754
73.56886 47.33933 3 3 49.8843333 68.8553033 3.25916
21.67313 25.06355 3 3 27.9382833 21.1459267 5.7329801
407.2842 298.4676 3 3 267.599633 379.278233 92.8231845
2422.865 1371.808 3 3 3019.19033 2232.75533 253.424144
1402.652 1542.776 3 3 1776.109 1494.98333 283.288774
73.04549 59.23113 3 3 58.6730567 66.6630167 4.63512981
89.47004 89.19228 3 3 68.0107767 83.14737 11.6873154
71.84776 57.55832 3 3 55.66015 65.2127967 6.94820402
752.4535 319.9496 3 3 835.657867 575.801867 150.439135
219.6382 177.1629 3 3 175.561233 199.8989 13.8730899
200.9385 239.2945 3 3 266.259333 225.291833 37.3443728
791.3295 775.7672 3 3 513.107167 712.925067 169.762167
1.506141 1.488309 3 3 3.45625033 1.47993733 2.07093031
134.1408 136.2778 3 3 147.842767 131.437067 15.867329
151.3049 136.7662 3 3 153.305533 141.291867 9.1159375
67.06628 62.75252 3 3 55.3570633 62.04615 4.46177785
148.7869 133.4194 3 3 118.294967 137.403 17.3541582
182.0052 115.1184 3 3 102.73792 204.387967 29.8266561
217.1071 175.8085 3 3 212.492567 187.324333 4.44380426
305.3659 268.8426 3 3 322.8506 289.817733 29.0637448
65.89613 62.16966 3 3 67.5959533 62.7876467 4.16065612
780.5455 453.9601 3 3 421.0682 607.3226 105.89451
1673.187 1631.68 3 3 1526.82733 1795.09367 133.100029
5645.999 4604.094 3 3 3627.10667 4640.19933 391.327263

0.00129348 1.114845 3 3 3.82282297 0.37331002 3.56179503
3280.826 1748.148 3 3 3270.59367 2522.60533 168.60916
6.412904 9.643676 3 3 6.080197 8.94380333 1.97585389
7.370895 4.733241 3 3 3.755198 6.20833967 2.19390303
72.63566 59.5168 3 3 49.6378767 78.41792 20.2991281
230.4142 274.558 3 3 211.9464 246.661433 27.1686577
292.4207 248.075 3 3 228.046167 261.407733 22.3509914
40.18901 78.548 3 3 93.3400967 66.7260667 15.8037465
311.6733 263.882 3 3 333.423833 289.521933 39.2735664
19.96654 18.16236 3 3 23.8266067 17.85483 5.83715218
741.5463 847.9611 3 3 640.0971 743.988867 36.4794211
1895.067 1378.62 3 3 1293.12833 1721.13633 337.477375
334.6246 272.9384 3 3 234.005867 285.728233 31.9264859
689.8398 691.2486 3 3 411.690733 587.579267 47.8929172
977.7295 557.5941 3 3 1009.91553 739.550267 184.703775
431.4249 453.6359 3 3 372.2227 446.4671 76.8796685
46.4828 46.45957 3 3 59.05261 49.75746 7.93266599

38.82326 35.15411 3 3 32.4540767 36.6556133 3.97260523
3918.903 3386.749 3 3 4127.31667 3632.63767 445.028513



1508.157 1716.041 3 3 1349.11367 1575.53433 204.406133
1508.157 1716.041 3 3 1349.11367 1575.53433 204.406133
311.9113 275.4856 3 3 313.1991 290.4304 14.4421291
1322.223 1683.737 3 3 1212.563 1438.55 106.085582
410.7206 341.5286 3 3 190.524177 318.856167 84.537483
43.13515 34.83068 3 3 44.50232 38.6322033 4.52063612
73.44185 57.67854 3 3 53.6215433 64.5230967 8.11695892
2171.684 1318.075 3 3 1190.08547 1927.473 564.249926
2030.56 1039.897 3 3 1086.0998 1659.61933 267.650227

1004.702 967.1906 3 3 825.0889 1001.54753 182.591637
196.2238 272.1155 3 3 367.552933 235.1917 133.899268
2753.641 3122.48 3 3 2710.83267 2905.43267 68.3941255
125.1997 96.35494 3 3 85.9661567 105.43941 11.2226951
7.987694 6.863516 3 3 11.1540933 8.77878333 0.65701349
32.19744 34.50075 3 3 40.87417 33.00215 8.17705385
750.4892 1036.073 3 3 749.499067 908.349967 82.746581
69.20828 60.43235 3 3 53.7435467 72.1764733 13.9510072
172.3725 134.3661 3 3 131.463733 150.3751 2.82973722
172.3725 134.3661 3 3 131.463733 150.3751 2.82973722
220.4832 285.9464 3 3 210.219867 249.8814 25.2527191
46.07204 34.17765 3 3 33.2018167 39.6378367 3.13224651
544.4711 425.7033 3 3 387.850033 470.138967 57.5002092
93.95026 80.45635 3 3 112.82597 79.7482767 31.6263165
296.0949 260.3795 3 3 385.8783 270.308533 119.558222
163.2041 129.6766 3 3 131.8632 157.8515 8.77279548
303.322 336.5049 3 3 283.492133 372.3059 15.2954564

104.6825 124.0991 3 3 135.049367 118.913867 11.534865
139.8326 129.336 3 3 120.876067 137.425033 15.8717119
39.51971 24.10212 3 3 43.2914567 34.2665767 3.57736343
234.7714 219.1756 3 3 203.890167 223.8969 18.8330315
1003.489 1429.5 3 3 933.168033 1174.94 119.470503
112.009 89.18769 3 3 84.1838333 96.7634333 1.08855242

38.51743 48.88496 3 3 29.3826267 38.95337 2.66555098
498.6788 402.4189 3 3 342.896633 417.3215 22.7033392
158.397 161.6318 3 3 122.634523 151.377267 26.2690766

59.51059 62.09739 3 3 58.4347867 64.01265 1.40644766
260.71 150.1194 3 3 111.141127 180.0021 16.412775

180.1542 210.3931 3 3 118.523233 167.6023 12.1920573
49.05267 39.86882 3 3 40.5001467 46.07668 2.36908424
199.8953 228.2506 3 3 153.088933 199.1476 38.5642034
12.45275 18.06709 3 3 13.0526567 16.11284 0.58329831
1540.712 1603.999 3 3 1748.93167 1513.44433 224.042028
1472.728 1114.003 3 3 1713.60933 1268.806 431.115598
393.7928 483.9316 3 3 584.5934 425.3856 159.970705
202.0077 184.7339 3 3 156.506133 180.332467 6.80285428
257.8585 218.6629 3 3 185.342467 221.005967 11.6859005
211.6806 179.3423 3 3 160.312667 188.728367 22.3239157
540.4985 442.593 3 3 724.604533 531.3078 185.514803



106.4684 104.1318 3 3 111.842367 106.0639 5.83304249
5154.378 6435.939 3 3 4035.54833 5369.40867 1012.4555
4126.505 4066.488 3 3 2320.43533 3457.416 461.196312
48.22641 40.78663 3 3 37.6102733 50.78119 7.81938828
147.2499 118.8414 3 3 110.841633 127.527333 4.09930521
61.17799 40.22624 3 3 65.4596567 49.4391533 13.0903643
46.49675 45.22397 3 3 30.32417 41.8593267 9.99639708
101.4592 84.17141 3 3 83.02681 91.58995 1.59568652
106.9667 78.93623 3 3 159.979033 111.679577 36.7804278
299.2339 274.8551 3 3 235.283467 268.698733 9.32065439
294.5433 248.3527 3 3 233.721867 276.856133 38.1303414
368.8032 304.703 3 3 293.006067 393.528067 24.0102512
140.8488 125.1913 3 3 166.7278 141.127167 21.7472055
101.5469 61.78398 3 3 51.3032267 74.95083 9.67214232
40.6037 41.57757 3 3 733.050187 45.2748133 726.555436

6.913075 10.9342 3 3 5.478012 8.09115767 1.22468745
631.8521 657.2822 3 3 681.459733 620.555333 47.4368535
94.29213 112.2356 3 3 83.70919 98.31442 9.18035071
16.95694 20.41451 3 3 27.1966567 21.4541367 3.29670413
469.3851 429.7968 3 3 410.5983 463.792133 46.535612
218.4156 153.0914 3 3 149.535633 187.002367 22.3043503
65.52382 42.93309 3 3 40.3906233 52.9884033 6.72792513
25.94335 17.80952 3 3 29.7304 23.53898 4.2478221
671.2617 310.4426 3 3 329.875667 527.4816 84.3015072
257.8915 173.1855 3 3 93.5561133 176.20451 34.7325201
737.5923 974.561 3 3 514.585267 751.192867 124.857572
338.4368 233.3636 3 3 434.051233 330.425967 57.5105842
97.80924 89.65697 3 3 206.192133 91.5339533 121.177307
60.68586 43.18242 3 3 170.40609 48.60827 128.458969
539.0385 676.7134 3 3 679.536 593.453933 54.1923899
23.32948 6.170261 3 3 26.1043833 16.9229737 2.59393361
209.8839 176.7722 3 3 178.762133 199.7126 9.78423593
470.6539 454.491 3 3 625.2669 519.776567 50.9384164
428.6503 465.9532 3 3 848.8871 437.600167 434.8334
2585.469 2887.587 3 3 2587.06233 2748.736 77.8004457
249.8059 339.1363 3 3 252.5675 298.100933 17.0722243
146.2431 145.8899 3 3 127.893 140.097967 7.75998519
112.3886 125.6573 3 3 104.647063 120.676733 15.3641958
1868.684 944.2324 3 3 1039.62167 1547.0998 126.344818
1132.053 890.1671 3 3 759.126367 943.443067 98.802628
381.9487 448.7369 3 3 366.204867 405.1989 16.8217282
2591.543 1578.373 3 3 2580.26067 2032.53867 268.240338
817.3937 978.7344 3 3 1261.686 969.8877 271.396405
117.5555 90.20195 3 3 83.82105 103.258783 15.3685053
713.2889 667.8666 3 3 604.9913 698.271033 95.3075004
349.867 337.5203 3 3 289.806533 327.1236 26.5141219

80.82254 88.68509 3 3 95.13384 80.0161233 13.194908
1455.602 1887.183 3 3 1958.893 1677.454 205.840222



8.624894 10.35789 3 3 7.02809067 9.19775167 2.06957816
25.66554 11.46456 3 3 36.67166 24.3508867 4.45512183
30.2639 20.44181 3 3 31.2486533 24.8516067 4.59857622

50.49166 40.09006 3 3 62.3831833 47.7184833 14.0406413
608.6004 757.8128 3 3 786.091 671.5037 93.7776601
42.62472 33.75472 3 3 33.4676133 44.2834833 0.77662316
101.3881 79.21062 3 3 105.2257 93.43473 2.01227684
4362.349 3296.28 3 3 3265.991 4015.892 494.635024
64.98245 71.74244 3 3 64.1252367 72.8936567 3.68491282

26.958 40.92733 3 3 28.39104 37.9047833 2.46982053
382.3928 411.9418 3 3 430.115767 395.0419 33.9751416
149.4104 119.5763 3 3 195.1226 133.4026 63.7760759
119.1149 125.2988 3 3 97.5632733 115.048333 13.4643027
161.8275 141.0578 3 3 120.027733 140.8383 6.55473946
388.5229 315.2995 3 3 467.402267 354.401867 114.184057
147.4647 183.1853 3 3 209.873967 155.094567 52.454908
68.13233 56.56341 3 3 79.9341033 61.7402767 18.40885
376.4976 379.466 3 3 293.693733 349.040433 30.6832751
1284.267 1137.93 3 3 1113.48267 1304.03333 98.538706
172.1104 127.4543 3 3 118.639667 143.382333 8.34120856
18.54806 26.0473 3 3 16.8168667 21.64991 3.32440722
34.36721 20.69241 3 3 853.8371 22.3842067 883.554144
2157.151 2178.033 3 3 2260.731 2048.23133 90.3486786
108.9309 113.7171 3 3 128.886933 113.5089 15.7200962
73.29865 80.33598 3 3 179.248343 93.56731 86.2575779
1429.771 1449.567 3 3 1270.721 1392.04267 98.6348176
2000.02 1548.443 3 3 1566.397 1825.744 130.637463

83.81638 65.05062 3 3 93.0137867 79.8358333 4.54384439
109.1878 102.8815 3 3 93.09305 101.89948 5.13896591
59.46558 66.99035 3 3 56.6375267 64.6193 7.21471532
240.6026 204.614 3 3 192.363967 222.044533 25.9055385
240.6026 204.614 3 3 192.363967 222.044533 25.9055385
337.2385 247.0837 3 3 225.169867 281.611467 35.1529616
165.5032 188.1371 3 3 150.409333 169.011933 8.9609575
50.82028 41.1026 3 3 65.4813567 44.4267467 21.6930586
188.1777 134.7579 3 3 128.284633 156.157067 8.97442703
533.2861 592.6136 3 3 444.5455 543.7763 95.7214094
289.071 323.0576 3 3 499.419033 354.587333 128.029018

92.25045 69.84959 3 3 64.4151733 82.99248 15.9460375
1850.077 1401.927 3 3 1347.66833 1608.48267 161.084383
21.76839 15.9878 3 3 15.1638733 18.8164967 2.5988445
132.4486 118.1613 3 3 101.626527 117.9392 9.36914759
168.4623 118.7108 3 3 115.663167 140.505533 7.22155701
754.6376 674.6039 3 3 782.308467 732.705567 14.3858639
261.8678 207.0692 3 3 209.7948 235.651767 1.76510527
132.974 129.6203 3 3 154.271233 125.121533 29.0901693

240.4308 293.5152 3 3 289.738633 258.120433 13.9297844
234.369 125.7821 3 3 101.33523 162.612067 19.8889363



915.9376 749.7977 3 3 717.619433 811.883633 43.0929723
20.53985 34.79445 3 3 16.8319907 27.8863167 9.36507131
146.8284 93.88527 3 3 72.44732 108.28543 17.8756247
7.175804 9.507837 3 3 5.284374 7.89082533 2.39579819

0.00200696 0.234588 3 3 3.196425 0.21298509 3.17207329
294 306.7644 3 3 353.290933 312.131167 38.3143875

1392.831 1641.314 3 3 1254.57033 1860.534 218.005434
15.04631 15.52067 3 3 5.41793267 11.9117223 3.70344311
781.1533 548.348 3 3 864.4675 702.467533 109.505022
897.5126 525.6189 3 3 984.4334 768.508467 93.0295242
134.663 119.6059 3 3 142.134133 130.2828 8.55142861

625.2603 746.8575 3 3 802.8832 674.3594 121.090624
2497.113 1409.275 3 3 3064.52967 2284.469 257.686934
16638.74 17759.87 3 3 15836.9633 17175.74 1311.84294
5274.754 4586.516 3 3 4324.85167 5043.23167 655.761217
94.50928 97.32345 3 3 106.086067 89.41299 13.678439
3577.859 2288.044 3 3 2312.83167 2936.96667 164.414835
1136.555 805.3343 3 3 837.763433 1099.66743 29.6980951
193.9724 158.3715 3 3 155.297667 173.070533 3.72174226
3117.715 1571.606 3 3 1727.70867 2502.71333 105.872576
4.468867 2.178811 3 3 4.794903 3.47902167 0.76674438
58.31381 72.6109 3 3 72.0595033 63.0659167 4.87380903
79.60456 74.01563 3 3 91.6978833 82.19329 2.84763234
8.121454 5.41272 3 3 5.30139133 7.34274933 1.38443836
54.46962 50.75536 3 3 48.03222 55.27066 5.91788894
2618.938 2097.808 3 3 2139.39733 2562.34133 104.97469
255.0125 271.0667 3 3 307.3288 273.7936 29.4863976
1591.172 839.0427 3 3 900.697033 1382.79957 197.343775
20.96555 21.23335 3 3 24.8160533 19.8265633 4.84539387
4139.606 3986.702 3 3 3691.637 4135.636 450.573445
330.7655 435.0644 3 3 311.044933 367.6917 15.5747682
127.3945 92.05569 3 3 92.6193867 111.16843 8.58717817
415.3413 665.2671 3 3 278.018867 465.495567 87.5652404
1299.383 942.7473 3 3 872.836767 1238.5201 281.718934
179.7461 149.5414 3 3 203.261967 162.488967 40.6777297
71.62523 69.30004 3 3 533.274533 72.01322 492.721747
288.8792 220.9177 3 3 217.721633 252.958733 15.8539232
11.66391 3.13901 3 3 3.52414667 11.91521 1.04828231
349.6146 345.8953 3 3 316.6236 386.3064 32.9066528
420.7737 366.9216 3 3 603.5421 472.7834 10.7694025
480.5605 386.5478 3 3 822.2033 480.629133 352.777742
766.0755 881.9453 3 3 684.795667 782.910267 50.7526641
13.09613 0.00274806 3 3 0.00414998 6.16005802 0.00206298
422.7765 294.6794 3 3 310.8461 395.8935 4.66870484
37.52607 36.62213 3 3 33.6125233 40.68581 4.22808141
217.1671 244.1981 3 3 349.659 232.9833 124.01021
2229.464 1890.268 3 3 2522.78267 2135.74067 354.284682
152.9431 151.599 3 3 128.828267 144.0357 7.80570974



28.05034 20.69742 3 3 36.8119967 27.3494533 7.90447877
546.3159 527.8212 3 3 481.3168 602.9207 61.9933517
1.826095 4.368517 3 3 1.12786115 2.77163533 1.0776637
14.47564 18.7103 3 3 11.9800303 16.83695 4.72909453
252.196 199.2714 3 3 202.1156 226.9736 1.79866136

91.55345 100.9574 3 3 107.770553 85.1237733 13.9272955
1066.435 1063.115 3 3 1370.498 1057.948 334.448787
74.12266 53.63744 3 3 80.3984 67.2445467 7.71428708
10.05143 3.88446 3 3 13.17359 8.33951333 3.41302473
48.65955 33.41398 3 3 30.2695733 38.98695 4.05655461
47.91858 53.08842 3 3 54.9731767 48.1212433 5.49087909
676.2506 494.352 3 3 734.3934 616.472333 69.038741
1923.353 2258.624 3 3 1939.57167 2139.444 103.434678

0.00792736 0.00274946 3 3 7.10131243 1.09737994 6.14733218
166.8931 117.7875 3 3 109.546603 138.596633 17.9884841
199.1335 164.1953 3 3 151.474767 173.8521 9.29507872
166.3448 222.1767 3 3 247.177367 208.1648 19.6893182
957.9048 791.6914 3 3 671.353667 973.117733 261.987351

531.02 545.1595 3 3 943.012867 657.24 226.097343
1838.154 2321.569 3 3 1645.212 2028.11767 319.205335
3002.421 3076.574 3 3 2716.58167 3050.337 355.225126
849.4527 624.5313 3 3 610.8692 775.152333 118.2527
199.4149 225.282 3 3 137.708433 186.2804 22.4560004
1188.102 963.0067 3 3 1325.28333 1119.5519 173.713846
449.2461 438.9495 3 3 351.316333 411.9018 32.9211247
975.3553 744.7172 3 3 679.248467 872.0682 170.368542
472.7523 226.3221 3 3 543.142033 400.439067 21.5707272
1011.404 848.9738 3 3 832.689233 1023.82827 95.4854666
25.97423 31.25355 3 3 44.01263 33.02291 8.58113168
169.426 183.4041 3 3 253.939867 179.437167 79.4293666

68.76923 58.64567 3 3 72.8972767 60.4604333 10.9860025
2596.231 2415.624 3 3 2844.44633 2230.09733 444.79584
1299.313 1212.734 3 3 1515.25 1266.116 263.124762
368.6224 593.5507 3 3 310.278233 437.898633 22.4589786
92.85937 50.16457 3 3 152.212467 100.347813 12.1625192
87.02882 23.05429 3 3 81.11097 50.1870867 2.78030491
1649.516 1616.344 3 3 2090.99067 1800.71033 111.159909
21.93455 14.6117 3 3 23.60293 14.495093 6.27415067
21.93455 14.6117 3 3 23.60293 14.495093 6.27415067
21.93455 14.6117 3 3 23.60293 14.495093 6.27415067
13.38235 8.862909 3 3 463.590633 12.895903 483.801622
97.60994 69.8676 3 3 65.1852533 80.3893233 6.35043567
250.4802 204.2925 3 3 186.1914 215.966867 9.85724611
1529.603 1790.421 3 3 1808.777 1674.185 57.1891185
630.2402 834.6415 3 3 655.8495 794.9726 11.7751085
798.7764 845.8867 3 3 927.4281 793.481133 132.818028
388.2307 392.2471 3 3 416.3353 381.056133 34.3287537
6.648469 4.368174 3 3 64.64383 12.6279843 54.4720706



680.4692 580.3726 3 3 548.6578 613.369533 38.1324894
104.1889 133.264 3 3 91.9028133 111.957583 10.7358173
544.8897 383.8978 3 3 549.2024 465.524367 39.9843601
2803.539 1393.428 3 3 1115.6236 1873.01767 112.572557
698.3066 389.4166 3 3 800.908933 572.026767 185.068829
2424.41 2389.227 3 3 2159.88967 2439.46567 294.535763

714.2028 825.8608 3 3 1148.56863 735.2829 436.511963
49.30721 23.13561 3 3 19.5378533 33.4800833 5.54551321
167.6215 232.6252 3 3 167.912833 212.597967 27.9943915
95.98608 104.7944 3 3 116.098093 97.67888 18.7246517
42.48352 19.44677 3 3 43.7364633 29.0896867 10.2355547
42.48352 19.44677 3 3 43.7364633 29.0896867 10.2355547
1419.868 1528.057 3 3 1404.002 1567.17367 42.2839381
502.778 475.6879 3 3 437.431433 472.4439 19.7010662

177.2483 126.6704 3 3 125.9999 150.297233 5.90285002
68.20225 93.11137 3 3 108.087333 88.82704 8.58997002
345.8518 409.3724 3 3 453.280733 389.561167 57.1025389
288.4653 324.3133 3 3 449.9099 358.856967 31.8592804
7238.529 7659.028 3 3 5728.693 6882.18267 729.807842
1361.31 1323.651 3 3 1696.10533 1349.50967 372.238761

56.77953 39.80888 3 3 41.1902633 49.8334233 2.71586012
880.5131 760.9363 3 3 666.561267 797.1259 120.383202
108.232 84.2328 3 3 139.126067 108.2902 22.8216826

1387.219 1071.271 3 3 1635.48567 1337.84 205.586506
79.77277 64.95974 3 3 88.2209867 71.0327267 16.7917628
1973.934 1770.833 3 3 1761.313 1930.939 112.838816
283.7241 208.8509 3 3 181.4872 242.6359 53.7808482
57.4245 62.03617 3 3 36.58353 51.1792267 4.71557419

27.52152 23.09219 3 3 30.9049867 26.10621 4.45838238
1189.485 1323.103 3 3 1013.54687 1185.37067 121.175694
83.40964 75.27411 3 3 67.2284033 75.1025467 1.20272425
2933.524 4093.667 3 3 2913.857 3491.466 221.378725
977.4735 1091.768 3 3 945.022167 1117.58983 103.087909
1141.302 1002.634 3 3 875.907533 1132.838 246.328218
50.88607 26.63334 3 3 28.2688533 42.2307267 6.55835498
4.422533 0.1977497 3 3 6.306045 2.6481779 3.27502906
167.4815 89.78069 3 3 86.0195733 128.487197 24.1885291
46.52075 33.22863 3 3 31.9346833 45.8755867 8.57530573
43.44353 61.99019 3 3 63.9789433 52.6159833 7.99673635
77.13992 63.37064 3 3 88.3069667 68.95486 19.5620647
38.84069 5.458796 3 3 257.134483 22.1248287 252.848949
250.9406 160.0088 3 3 136.180633 188.456667 15.543758
32.05815 35.10082 3 3 39.66285 35.1648967 3.69742141
1029.184 765.6954 3 3 779.496433 1000.64813 86.9511499
856.2538 868.9145 3 3 1046.86897 924.946433 74.7117171
1045.676 791.0113 3 3 1094.06767 954.842767 48.380453
41.2647 19.43409 3 3 17.6052067 28.3045867 1.22338569

102.9409 80.91956 3 3 77.68853 90.94227 8.95872176



345.1306 390.2289 3 3 307.792533 347.466967 9.9033924
82.23146 45.02925 3 3 83.4959633 65.86461 0.9428405
1349.155 762.2953 3 3 655.9738 972.229067 97.0311587
623.6573 349.5779 3 3 631.3754 494.721033 52.558445
11.42371 10.22036 3 3 13.2744767 10.9166133 2.46662609
31.73512 37.87689 3 3 29.89508 40.5012067 4.92476589
1318.822 1215.773 3 3 1111.96017 1413.96833 197.576966
243.6486 266.9982 3 3 316.3052 277.381467 13.0046856
23.53272 23.36461 3 3 16.6770733 22.1169567 5.40028267
617.6436 746.9401 3 3 787.223033 654.101867 118.711347
128.3128 134.5016 3 3 111.770833 125.597833 10.5865563
381.6706 269.0735 3 3 240.4676 328.2168 76.0710199
103.1976 106.1867 3 3 92.4292 100.66865 5.32734733
853.6442 749.3948 3 3 723.5161 875.983333 88.1195222
1037.195 1630.423 3 3 905.5694 1229.75633 46.2433024
1065.186 1687.781 3 3 934.6817 1279.51867 116.756427
208.5229 103.8013 3 3 79.1663167 137.14251 9.74415727
289.0849 535.0788 3 3 806.638 418.413833 400.800232
220.6844 227.0623 3 3 243.482133 226.320167 17.7650961
1255.814 1024.279 3 3 1761.89 1363.18367 150.934566
131.4227 142.7094 3 3 103.87806 125.994233 13.0902615
1147.997 1432.854 3 3 1796.92367 1335.267 471.70889
10.70334 14.00995 3 3 15.68467 10.0165333 4.28354893
104.1869 92.36566 3 3 93.2218467 98.8408233 0.99020153
387.6753 380.2895 3 3 404.422667 388.722833 14.3827946
500.4586 682.303 3 3 356.924933 528.2458 118.586689
728.9059 687.5717 3 3 600.322033 672.045667 40.699661
23.68008 24.07239 3 3 12.7788013 19.82458 2.95773438
327.4648 349.7707 3 3 391.416033 344.996033 47.6860188
84.26336 72.82241 3 3 67.4955067 80.4745333 12.3743761
66.59155 51.83861 3 3 49.6119233 59.47416 7.69178872
151.6972 122.9945 3 3 181.180533 140.576733 41.1288936

141.39 52.69876 3 3 56.6782 98.1647867 6.62726806
995.322 840.9886 3 3 847.272433 968.234867 60.3764636

314.2017 234.3953 3 3 209.9722 257.5621 14.7665279
456.7914 349.9273 3 3 330.099667 386.7527 8.60751455
142.9398 100.6992 3 3 142.7575 118.160167 14.9031526
265.1751 196.0669 3 3 177.431533 216.552933 2.06533222

106.5 72.93559 3 3 107.39212 87.7171167 12.6331443
88.90197 83.75313 3 3 95.2405767 79.02013 11.8859988
1078.07 735.9576 3 3 672.235567 866.281167 99.4645268

169.6484 133.5036 3 3 133.405567 153.748333 12.0187806
87.9162 82.19954 3 3 97.80721 86.40317 11.7868006

78.41099 149.4424 3 3 166.3097 111.799463 47.0129122
1600.549 1221.212 3 3 1234.33433 1506.73067 153.32026
483.0571 562.6908 3 3 446.265933 513.328133 58.4554033
188.6906 197.6401 3 3 310.604167 216.6422 93.1903192
60.03671 55.42509 3 3 65.3483133 56.69252 8.90783329



833.7168 726.6019 3 3 1053.7013 859.283567 150.671662
136.9394 116.5878 3 3 118.7528 131.5148 4.45639149
3.870405 4.401753 3 3 5.837155 4.18696 1.76565577
575.2001 916.5346 3 3 1064.11393 775.806133 256.439083
2221.087 2677.251 3 3 2199.40367 2460.774 166.642211
48.48014 33.70193 3 3 51.6317567 42.0921667 7.01611197
123.3248 98.42768 3 3 79.6939767 100.646933 6.8336351
23.62552 30.12549 3 3 22.7972767 28.4144967 4.4031678
61.17458 77.69502 3 3 62.0699133 72.5806533 5.64808969
352.6207 257.7096 3 3 244.6419 315.709867 57.9424817
600.2969 588.8187 3 3 495.171733 622.1621 129.065035
97.44756 77.47459 3 3 71.4850467 89.42612 16.3600476
840.3293 802.6094 3 3 918.1087 857.210333 13.3661672
618.6915 394.9303 3 3 637.2764 510.0873 80.6620365
19.08583 9.773092 3 3 8.99538333 13.8039273 2.09399193
247.0764 146.9722 3 3 136.121753 191.879367 32.8380378
2303.23 2698.08 3 3 1736.35533 2274.52833 385.872489

570.6988 722.2969 3 3 521.8839 616.068 43.9363335
578.2823 837.2371 3 3 500.106133 662.593967 90.7355914
589.4239 325.359 3 3 770.585033 550.7959 115.45401
55.07066 59.02072 3 3 61.6413233 55.8584067 5.59388524
139.3277 142.2516 3 3 113.574 131.160333 9.18306409
139.3277 142.2516 3 3 113.574 131.160333 9.18306409
139.3277 142.2516 3 3 113.574 131.160333 9.18306409
893.4371 645.7839 3 3 480.691633 703.4701 173.417339
49.86377 52.83407 3 3 68.2422667 57.75519 2.10192731
19.55866 10.83408 3 3 33.00246 20.19083 9.99114056
61.40886 41.68485 3 3 41.6085933 51.2359133 3.44536849
509.8622 802.4819 3 3 542.650467 744.291933 57.4502957

42.134 53.36234 3 3 70.9673033 54.4421833 12.5108081
1249.671 1040.503 3 3 1433.945 1202.457 206.137327
1258.427 972.7391 3 3 1459.359 1206.78437 173.224143
306.3788 349.6838 3 3 395.628167 348.182133 31.1864674
107.0801 101.0289 3 3 98.33001 107.407667 7.38329398
2725.104 2157.634 3 3 2033.387 2421.95533 311.173531
2584.519 2234.918 3 3 2155.672 2499.944 291.768245
125.9333 85.25539 3 3 83.7373133 103.908397 7.6757999
148.518 161.3998 3 3 115.529667 140.79 10.5252162

47.52571 44.27401 3 3 40.59651 48.1714467 7.05189601
182.2716 226.3409 3 3 162.2153 194.363333 20.9767878
48.96945 80.43217 3 3 51.71534 67.58759 5.04933766
1803.339 1194.488 3 3 2119.34467 1680.47467 190.559887
996.0768 882.3367 3 3 859.0266 920.153367 9.87981622
5675.696 3107.074 3 3 3204.389 4797.06233 926.659918
204.6541 170.7353 3 3 162.177467 181.240033 4.17820088
939.2831 791.2144 3 3 792.149 912.735833 70.4542493
139.1461 125.4825 3 3 110.114833 125.7648 10.7038952
193.1328 175.4165 3 3 240.373233 198.659633 36.8859217



21.83253 2.454475 3 3 2.78670678 12.0557283 2.79638543
221.1976 202.51 3 3 188.829867 224.222933 30.6086113
2444.171 2341.924 3 3 2233.28467 2467.52433 213.816288
2923.53 3294.603 3 3 2673.989 3510.66267 557.380131

1576.854 1323.331 3 3 1105.90277 1365.28733 205.013833
625.4403 507.9804 3 3 656.780667 574.501067 66.2305521
213.3001 262.9061 3 3 210.6143 234.238033 0.99411101
79.08459 63.31978 3 3 62.5843233 72.0824067 6.51104055
259.1546 269.9967 3 3 231.1415 253.513833 14.0134533
141.494 108.3917 3 3 100.801057 134.266267 28.1436199

96.12309 83.42652 3 3 100.628453 90.39559 9.0895331
63.6334 36.54159 3 3 69.1354033 54.37457 4.43053267

69.93748 102.0365 3 3 73.74934 90.4913167 3.73018875
106.7994 67.8493 3 3 54.0968067 87.78066 31.0726628
2092.047 2137.793 3 3 3119.27267 2187.06733 1007.22
31.27466 21.85763 3 3 16.9777433 24.0445767 4.24087439
3260.05 3673.517 3 3 2983.742 3373.08 332.728292
461.804 435.1986 3 3 413.649967 440.875433 22.9725913

626.1318 534.0058 3 3 532.694067 606.559733 47.3901271
800.3234 734.9324 3 3 649.0173 736.2589 70.7775363
1241.183 1097.499 3 3 1415.587 1256.34767 47.1506715
931.6161 622.6941 3 3 634.3506 854.016733 125.265125
52.9397 34.27285 3 3 60.6191433 44.603 14.6415721

2.183587 3.021506 3 3 1.19635984 2.31661667 1.0339376
494.6795 465.4656 3 3 1483.6036 520.163367 1047.60731
398.5035 358.8261 3 3 503.112433 360.254367 151.099161
27.40724 4.339129 3 3 33.9448667 20.056823 6.60145044
609.7404 453.3658 3 3 742.2251 596.416467 80.8108658
349.8915 470.2212 3 3 348.857433 407.2662 20.3012174
26.00272 27.91539 3 3 28.05332 26.1720233 1.19767657
106.3486 88.54639 3 3 85.0076333 98.1492367 11.163175
34.34042 19.69392 3 3 34.5493 25.16257 6.3890636
451.565 532.4977 3 3 401.939767 484.662067 79.6051388

3534.523 3929.182 3 3 4552.77033 3659.3 946.263174
485.5862 639.1306 3 3 371.246433 520.470233 123.89503
86.58952 103.4843 3 3 106.530817 94.4396533 10.0803777
440.0182 417.1738 3 3 490.739567 451.869767 6.61185977
186.2751 213.0192 3 3 211.479667 185.7759 5.55016782
1756.656 912.3675 3 3 661.501967 1152.73907 100.616422
17.40125 18.34811 3 3 125.904273 22.2452 112.88296
219.9949 205.6163 3 3 230.989767 195.758067 23.5749348
73.56022 59.55135 3 3 51.1014967 63.6264533 10.5904238
49.5764 63.93587 3 3 49.0497767 57.56007 5.73211699

6313.748 5740.678 3 3 6652.18333 5611.33133 831.239513
20.04392 29.10163 3 3 18.76317 25.54099 5.60931463
31.3767 32.42469 3 3 43.22223 35.6025767 5.279104

654.1031 241.2459 3 3 255.772567 446.7567 30.1284987
4104.664 3741.206 3 3 4814.62333 3795.383 1076.0854



1896.097 2429.332 3 3 1764.907 2071.39967 126.561483
229.4007 294.6601 3 3 191.3402 240.227933 19.0335754
291.1727 206.1053 3 3 469.641133 282.731433 190.808316
45.29578 28.65984 3 3 45.9329533 37.6893433 3.22780935
302.7743 287.4572 3 3 253.045333 280.084867 11.6848016
128.3058 108.1688 3 3 103.037723 114.9199 5.84897849
1493.12 1115.446 3 3 1144.24067 1413.17167 123.074637

1719.541 1567.134 3 3 1425.543 1568.033 37.8096108
11.55339 17.4719 3 3 8.852307 13.0732767 2.51177995
11.55339 17.4719 3 3 8.852307 13.0732767 2.51177995
87.62143 65.93571 3 3 86.7271333 73.50942 7.68514544
2.553341 4.415499 3 3 2.16260633 5.468516 0.61532181
224.3392 183.4807 3 3 164.074367 193.787267 18.1639443
3776.015 3637.367 3 3 3392.94567 3752.48733 378.608279
756.438 839.898 3 3 719.073633 827.759433 98.7216537

373.8403 285.7834 3 3 284.8511 376.388133 39.5989846
2448.974 2220.213 3 3 2973.01567 2378.815 634.864643
183.8258 158.102 3 3 250.758633 194.554 44.0601015
20.23975 28.47843 3 3 33.82977 22.25709 11.3972518
1063.951 732.3574 3 3 1347.27333 1041.74247 149.288963
579.9126 1002.724 3 3 398.900733 676.6793 90.3002728
212.9417 183.7714 3 3 173.092167 207.050067 30.658263
335.5896 358.9295 3 3 992.592 323.3073 730.7357
188.6496 154.4341 3 3 157.2607 184.2518 9.7105671
5.197056 11.51631 3 3 5.47028767 8.54460567 1.10462217
1318.519 618.4636 3 3 636.252133 964.5185 79.8558062
492.7849 318.8807 3 3 555.758233 449.125633 20.6459486
29.06982 21.75208 3 3 37.5629733 27.0602633 10.5116564
354.7244 172.8108 3 3 183.212167 296.499133 62.3156975
2340.909 1706.734 3 3 1499.342 1925.90467 297.854096
45.41613 29.73659 3 3 24.0624733 35.0978033 8.12611421
1075.042 1408.597 3 3 1386.60833 1221.85133 59.4387982
119.0533 102.5014 3 3 138.090567 120.305233 6.19862685
94.38776 93.34537 3 3 120.2041 104.014343 2.26756432
673.687 730.2944 3 3 362.125933 574.523767 67.5453355

7.197565 4.753883 3 3 2.92358173 5.52781567 2.45770982
176.032 152.9533 3 3 188.581167 164.593733 23.6062414

302.7961 253.1462 3 3 211.384267 257.9722 28.0913359
321.7579 348.1693 3 3 466.064967 373.186033 76.1544755
577.2645 638.3981 3 3 550.024967 649.276267 75.7674244
98.0406 95.58643 3 3 105.66985 96.73479 9.71328516

2422.223 2753.176 3 3 2064.39 2403.454 94.0735373
111.819 47.18019 3 3 24.2331533 63.6574933 8.32877419

363.4063 542.7897 3 3 278.373633 398.709133 21.8364045
26.56539 33.47412 3 3 23.0024433 28.0831333 2.79820582
189.6733 152.9008 3 3 143.887 164.974033 8.75661737
24.49953 24.59257 3 3 22.64286 25.7422433 2.69264907
118.3895 83.28648 3 3 114.0023 95.16038 4.68520227



91.9273 78.17785 3 3 75.6103367 85.2153733 7.97166822
23.06949 19.00179 3 3 31.2466067 20.73656 11.3308713
267.4091 252.103 3 3 204.2231 241.695367 25.5155542
4538.29 2583.872 3 3 2043.19967 3151.88733 143.521058

358.9484 306.5781 3 3 352.5228 312.136233 0.58614391
2783.667 2024.804 3 3 2006.302 2561.57167 390.93921
54.70037 38.72729 3 3 62.4793167 50.16449 9.11123608
81.72548 61.21473 3 3 56.76678 67.7898067 0.69988189
5048.258 4844.484 3 3 4417.284 5303.303 743.538
203.6306 178.0227 3 3 161.362733 182.771867 13.9078645
6195.335 6066.55 3 3 5823.72333 6528.606 346.35675
129.202 114.5834 3 3 128.797167 117.061267 6.51954621
129.202 114.5834 3 3 128.797167 117.061267 6.51954621

287.0338 252.0966 3 3 304.915667 252.931633 46.0561143
630.2302 771.2397 3 3 900.7932 654.111533 248.692215
616.1058 728.3262 3 3 553.4756 676.719867 122.93642
1314.319 1034.183 3 3 1041.898 1293.82067 118.722862
942.6177 978.395 3 3 831.985467 916.838667 51.4976942
63.61074 131.208 3 3 52.42431 87.6057567 7.99411658
37.6757 63.53994 3 3 63.4024633 49.6769067 7.59699156

35.85119 22.97051 3 3 55.30331 33.3001 22.3205156
137.4903 116.4712 3 3 107.050567 120.8799 3.00081928
33.86242 23.97306 3 3 25.26174 30.7761867 1.39220513
2757.379 2559.699 3 3 2993.045 2363.13933 456.075339
697.5353 959.3301 3 3 1139.5456 809.208233 337.129062
364.5642 325.7898 3 3 389.050867 305.481067 57.7808667
625.9863 1186.985 3 3 293.495567 703.294533 23.516467
228.0719 170.7849 3 3 155.430067 188.149067 9.62093836
97.75021 106.313 3 3 124.143367 92.8034433 30.2341892
4233.142 4185.669 3 3 4328.50733 4080.009 154.592379
7573.835 6329.306 3 3 3795.54033 5823.28133 877.262735
246.9705 221.9242 3 3 260.962133 230.869467 30.0114875
1779.206 1295.312 3 3 1316.99867 1672.44 198.837593
68.99384 61.39026 3 3 77.8521733 61.89217 16.1632388
35.57095 31.48157 3 3 36.0405267 30.0617233 1.75663852
257.3635 193.6702 3 3 183.395033 217.3214 13.3344902
288.7156 248.9871 3 3 220.339533 252.5031 7.53539023
774.394 595.4732 3 3 856.002767 701.205133 142.24671

35.07908 46.2299 3 3 45.0854567 36.4291367 2.47877657
49.07718 23.91308 3 3 50.2453567 38.3086833 2.11485291

0.0026085 6.761056 3 3 9.312344 4.52837317 3.51911121
31.91249 22.05553 3 3 21.56474 31.03007 5.93617503

5.7876 5.535591 3 3 2.75422427 4.816852 1.73310445
5.7876 5.535591 3 3 2.75422427 4.816852 1.73310445
5.7876 5.535591 3 3 2.75422427 4.816852 1.73310445

56.30281 47.85394 3 3 62.51517 55.1362633 4.49062068
690.7479 654.6138 3 3 906.6541 714.570933 197.974929
3562.924 3486.501 3 3 3022.808 3408.50833 372.296209



110.6786 68.11452 3 3 69.5763633 89.5330833 5.5198143
86.87234 61.38404 3 3 63.1785 79.0755567 8.42220688
441.3966 348.6601 3 3 354.214067 441.318833 25.1954071
1784.224 1494.252 3 3 2061.31233 1543.02533 526.721729
1784.224 1494.252 3 3 2061.31233 1543.02533 526.721729
471.5845 477.9029 3 3 677.295967 538.384967 106.181284
159.4103 134.9366 3 3 113.442967 137.384867 16.0954726
690.0338 913.4141 3 3 592.4652 738.9501 42.0863265
11912.28 14267.47 3 3 11740.2633 14214.4 1502.17228
72.19827 72.46376 3 3 78.5277733 70.3903833 8.31482792
58.49377 57.39972 3 3 123.23219 79.0760633 32.0971926
217.3261 202.1416 3 3 163.6369 200.143133 35.8648922
730.8789 1207.356 3 3 690.978 920.285867 3.54243947
198.7259 605.2957 3 3 110.212333 328.2598 12.6085165
386.8317 201.1292 3 3 509.0466 340.429833 139.549392
81.01045 67.53973 3 3 80.7119233 71.8482967 5.70135926
61.49792 39.63979 3 3 40.78868 60.1331533 7.82810936
325.6967 328.0184 3 3 286.696167 316.855233 28.369824
1506.29 1677.166 3 3 1417.743 1602.857 184.439165

95.66056 74.99726 3 3 98.0144933 86.99825 5.70727857
33.96165 36.58593 3 3 28.9815033 33.70464 4.24760783
656.8237 835.3376 3 3 465.9328 649.6091 71.9668888
173.3233 198.0779 3 3 487.654933 183.132567 335.735518
714.8488 860.0594 3 3 614.545733 728.336333 2.80375549
24.9346 21.50153 3 3 20.6493167 24.5582 3.20464109

167.2669 141.6839 3 3 132.237567 148.031033 3.93685503
38.05561 64.3756 3 3 66.0058167 51.8924867 8.24745132
391.8546 366.0913 3 3 452.981133 400.568233 42.1984933
75.46648 41.16843 3 3 39.2619767 55.8523633 4.79798377
127.0635 107.9319 3 3 161.073467 127.637633 31.0240645
5755.034 5777.387 3 3 6513.54567 5891.50167 651.418237
16.79036 20.24158 3 3 16.0965067 20.4765667 2.98250551
320.5846 334.7591 3 3 246.8691 302.932033 44.1572876
71.70378 59.36194 3 3 59.6447667 67.90059 5.31928866
204.6909 148.7403 3 3 139.273433 168.244833 5.22292147
271.9025 278.8438 3 3 314.530567 268.6266 49.2478771
2920.553 2297.353 3 3 2264.772 2851.65733 383.304573
1169.584 941.6063 3 3 830.9479 983.7671 7.75477254
1125.956 799.2583 3 3 1270.805 1040.1251 142.487573
35.1117 31.94132 3 3 28.33031 33.2918267 5.23430771

174.2698 166.5842 3 3 181.642167 166.6726 14.7225612
21.41912 21.36674 3 3 14.3970033 19.0395933 3.11834651
106.883 81.5276 3 3 72.6454267 88.09703 4.3735787

809.4996 395.6792 3 3 415.238367 686.462567 161.210603
745.413 921.5555 3 3 989.963667 877.5888 42.9640788

200.7948 300.8583 3 3 204.9347 251.180033 10.5677585
254.1316 209.265 3 3 202.6032 227.073133 12.8408842
114.8649 81.92606 3 3 77.97737 94.33606 2.57476994



2656.671 599.364 3 3 653.834667 1644.01433 374.85473
220.8805 163.2852 3 3 143.588667 180.020933 18.9225059
1229.182 1358.076 3 3 1584.63567 1378.45567 162.080601
10.3665 2.82231 3 3 51.9792733 9.00583333 47.20164
467.338 445.1259 3 3 492.061633 452.482333 41.8524997

2433.263 3011.881 3 3 2275.634 2785.541 471.828697
71.37549 57.2632 3 3 92.3496733 73.2128867 12.695324
108.5086 111.2629 3 3 90.9325367 106.664433 16.4306019
540.8962 618.4818 3 3 497.901167 553.173733 11.3236638
742.7634 1025.727 3 3 1236.72987 884.581 363.213829
130.8019 142.2307 3 3 131.472933 142.557967 2.90389446
414.0979 489.5015 3 3 796.730733 491.218333 329.103356
113.8235 78.37526 3 3 150.1988 96.72995 56.4688327
43.44975 30.59039 3 3 47.9404733 40.0563167 2.68576093
6241.671 4565.007 3 3 4716.22033 5587.52733 355.510422
106.1123 51.47285 3 3 51.9507167 93.0045833 26.7367326
223.0001 187.2596 3 3 191.886667 215.2787 6.55506511
1393.747 1308.509 3 3 1259.57367 1442.648 119.215728
970.2705 992.7349 3 3 903.160867 1094.34347 81.0000003
2661.843 2079.572 3 3 2049.03667 2582.869 360.851382

329.17 278.3481 3 3 209.354833 275.034033 46.6616296
94.05022 54.65129 3 3 103.292867 73.52296 26.4284437
16.26251 10.22743 3 3 9.72761633 12.8919 1.67956224
281.7635 210.8476 3 3 211.995467 244.335567 4.01372686
3.647218 1.705652 3 3 1.77358267 2.82775167 0.59545142
3455.232 1220.788 3 3 1404.47833 2480.451 337.407376
569.7059 498.4198 3 3 257.942567 489.3877 242.046067
483.4536 659.6066 3 3 726.440767 612.112467 58.0685226
897.8229 993.2158 3 3 671.094567 844.1057 60.6129208
866.3081 1214.68 3 3 844.9945 1015.15173 57.7416197
929.0064 688.1214 3 3 1125.34867 919.940933 12.6653689
51.61872 60.48689 3 3 84.40324 55.91593 31.2778097
2009.484 1701.665 3 3 2858.78467 1986.13667 928.298732
92.42708 73.31297 3 3 70.0399333 80.46937 5.01543557
13.66838 14.0405 3 3 10.9931683 15.4906067 4.10166914
114.3394 125.863 3 3 108.15341 119.587833 11.2689618
605.9135 613.9841 3 3 1127.4514 577.580567 607.553021
128.3916 140.6536 3 3 217.7946 162.526533 37.0296872
36.41156 32.28247 3 3 48.2173233 37.6654 9.99155575
1396.142 1486.701 3 3 1228.45027 1519.02767 289.626432
84.24281 94.80465 3 3 77.2677767 90.1409867 13.2332048
453.2643 303.2558 3 3 295.274533 365.656333 1.91885763
1526.118 1195.654 3 3 1201.108 1461.33633 161.065615
503.5565 1415.639 3 3 306.577533 794.6143 64.7326565
2659.136 2180.952 3 3 2148.02167 2446.86833 225.517632
481.2446 302.4302 3 3 329.030033 437.083 16.4092631
1989.863 2056.489 3 3 1841.94067 2206.227 249.193349
122.4053 107.3145 3 3 128.293533 112.363567 15.4107219



72.72828 28.62718 3 3 17.0030867 41.7422433 5.4802363
709.6461 1288.987 3 3 691.837333 977.5245 124.328322
1000.099 827.3549 3 3 782.5305 1021.31763 168.011167
534.249 470.3704 3 3 387.356633 478.341733 86.4899863

183.2703 177.8657 3 3 149.4475 177.400067 30.4578183
4.256521 6.818625 3 3 8.77814967 5.78138 3.04599215
4.256521 6.818625 3 3 8.77814967 5.78138 3.04599215
4.256521 6.818625 3 3 8.77814967 5.78138 3.04599215
113.4998 92.01478 3 3 84.0365733 101.96556 16.7373858
536.3732 412.4196 3 3 642.854133 524.066867 78.7625694
1816.363 1865.056 3 3 1409.7073 1955.32733 572.783941
191.9418 204.7245 3 3 174.9515 199.5818 26.5523177
46.63411 33.52225 3 3 35.4054833 43.7348367 1.65601052
566.0999 544.5439 3 3 434.652167 508.678 11.69452
2001.28 1565.694 3 3 1591.786 1893.931 170.185244

292.0592 302.7375 3 3 289.992067 307.442867 6.76316775
12.52259 21.41574 3 3 13.5114 17.8185067 1.02052432
334.0454 264.6897 3 3 239.848533 281.832367 7.63741648
898.9589 584.9756 3 3 1520.43367 959.389167 472.752093
36.02977 29.63391 3 3 46.6530667 32.66074 15.2412255
314.7382 263.2228 3 3 220.416767 265.848333 17.0181609
1429.855 1653.757 3 3 1823.13267 1627.83633 111.98327
107.3994 173.3647 3 3 116.7672 153.243667 8.07346678
701.7061 510.8091 3 3 1051.8775 588.195467 506.384462
37.36474 38.00045 3 3 44.86559 39.3561667 5.39669354
21.87627 19.94134 3 3 27.7491967 23.22162 2.90360488
179.0108 163.0432 3 3 192.236633 167.344433 25.7643562
116.4583 127.8925 3 3 137.508033 126.921267 6.22704395
540.8053 302.7716 3 3 317.426933 454.7183 77.2357655
713.5394 885.9028 3 3 584.904767 756.6022 153.586067
369.4375 89.78241 3 3 449.511933 291.40517 5.69245203
26.88286 36.34913 3 3 21.4067233 30.5456967 8.8246898
1657.038 1145.037 3 3 1114.4317 1450.43567 259.603598
8.666309 17.22613 3 3 18.84557 12.338503 5.75990985
31.82123 19.42866 3 3 16.8013833 24.83086 6.31020823
2525.801 1769.794 3 3 2628.19467 2246.21467 97.3740924
79.98762 45.68955 3 3 47.1832333 62.86039 3.40552211
924.3248 709.0637 3 3 1308.66017 806.842967 548.962239
1324.195 1426.606 3 3 1796.55867 1412.70567 420.193686
156.6012 186.876 3 3 117.809933 152.8148 14.9081337
93.14606 82.99573 3 3 80.82609 89.3374967 7.72539958
464.0365 143.935 3 3 172.766133 326.071933 46.9900961
1038.379 660.1852 3 3 1241.93317 929.8304 257.239136
5521.222 5547.334 3 3 6245.13533 5653.49233 627.276122
3856.572 3920.256 3 3 4366.048 3837.009 583.023031
165.8206 184.2722 3 3 133.953367 160.760067 14.0827884
99.64629 86.01094 3 3 77.21495 89.7207533 10.9317211
1028.749 850.8625 3 3 785.494733 1038.85683 206.610092



3.131914 3.804866 3 3 2.73107133 3.23786567 0.21815612
133.8415 86.42971 3 3 126.9137 93.6284433 1.49390847
33.21701 43.72237 3 3 31.4168333 37.30056 3.38943225
561.8104 1139.319 3 3 1071.63947 783.082433 82.5729921
220.6789 177.7107 3 3 173.2039 195.154067 9.51017522
131.1796 176.1569 3 3 1844.02803 151.6426 1890.03842
547.2579 563.4208 3 3 584.5069 534.282767 41.8532935
612.9642 435.659 3 3 752.735233 529.265033 233.190147
93.2478 76.70637 3 3 73.9398233 82.6541833 3.18963294
73.0188 67.31583 3 3 79.6196933 68.9086067 11.4144908

162.3356 130.7004 3 3 114.974167 139.278233 18.1581971
61.86201 63.91576 3 3 40.5773867 56.57481 14.0982073
83.38118 10.4931 3 3 8.5229726 42.68437 8.62296041
1764.604 1649.95 3 3 1575.83967 1804.295 183.402049
50.47394 40.94939 3 3 41.2775067 47.63618 4.08607129
218.1677 201.4222 3 3 182.934333 233.252433 37.9578841
626.9449 772.0411 3 3 570.586167 664.269133 44.4335162
193.0668 189.5029 3 3 169.713433 183.761733 8.57509296
46.39019 42.58221 3 3 39.6023767 49.52936 6.57094903
102.7942 67.93701 3 3 56.8494433 77.2732167 4.60888298
102.7942 67.93701 3 3 56.8494433 77.2732167 4.60888298
259.6619 209.3646 3 3 377.933867 256.206733 128.374803
285.0636 189.9322 3 3 199.901533 274.809533 24.0502695
137.233 132.3924 3 3 162.353267 137.668333 27.0511707

736.8657 572.4793 3 3 560.2115 761.540033 98.3910705
938.745 606.7394 3 3 1109.62267 868.5728 132.570764

275.0511 227.9643 3 3 213.9657 241.083467 6.29175104
10.90733 7.987592 3 3 6.338356 8.53307967 1.17828019
196.2249 227.3169 3 3 252.1894 216.581567 35.7167194
1671.946 1196.856 3 3 1242.418 1613.26267 140.446713
878.8036 985.1912 3 3 881.7536 991.754267 40.0577573
207.6943 141.6295 3 3 140.560133 171.965633 11.0409653
23.0755 20.94359 3 3 28.9635867 23.3294333 5.77763751

2107.085 2541.456 3 3 2168.10433 2422.722 70.1757098
73.2672 47.74588 3 3 47.28407 60.1179567 6.55284088

271.6678 199.9703 3 3 334.359867 262.919967 53.8998938
484.2755 419.4233 3 3 336.697467 413.364133 43.2441709
130.1919 73.70703 3 3 70.0384733 97.33363 8.49403535
5003.932 3241.914 3 3 3515.00233 4545.798 138.164385
5003.932 3241.914 3 3 3515.00233 4545.798 138.164385
6598.848 7089.208 3 3 5053.242 6160.37967 273.657272
208.6645 150.4243 3 3 145.294633 179.9426 25.6330271
165.5544 154.1474 3 3 101.693507 145.009333 40.7398284
164.2939 193.9749 3 3 157.056067 176.236033 14.6955703
502.4045 571.2302 3 3 348.1208 466.4447 39.0510644
2222.519 2172.898 3 3 1967.601 2154.15967 193.30255
346.1688 283.6599 3 3 238.525967 289.298067 17.0064033

4079.1 6748.62 3 3 3581.10833 4966.86733 169.641664



286.2099 293.1089 3 3 293.7633 283.120867 1.4109985
140.9071 130.538 3 3 126.554233 138.793033 11.5272887
155.8535 134.5481 3 3 131.754167 156.6029 16.4828763
73.11801 67.3796 3 3 179.15073 66.5506433 125.971804
4970.731 4990.966 3 3 4309.35367 4860.38367 581.038866
113.6971 71.54082 3 3 76.4651033 104.13794 10.9188652
4066.505 4264.417 3 3 2969.76133 3727.71667 370.222754
58.13163 41.85265 3 3 40.73928 50.5575233 7.34558258
50.29247 27.27792 3 3 23.6389 36.7493367 8.43992005
2646.368 1507.228 3 3 2881.928 2278.92467 100.704921
98.51705 93.22196 3 3 91.6702 98.9928033 5.58096258
209.9594 185.3415 3 3 209.2482 196.6466 6.72007684
996.4919 1236.024 3 3 929.216533 1084.29497 113.285604
98.31611 118.1872 3 3 97.4328933 113.362337 11.9230766
259.4449 421.7813 3 3 266.3803 352.935567 48.8312345
41.92365 40.43017 3 3 35.3639933 39.1701667 2.36505657
32.35908 34.67774 3 3 49.9963567 39.6885367 4.26633312
582.0826 483.4807 3 3 605.648967 524.152933 75.5541253
137.5575 96.21245 3 3 81.5766133 107.154057 10.5990547
730.1487 1043.455 3 3 1163.42237 839.9201 317.252709
307.8675 304.1589 3 3 390.2765 324.4548 66.5804173
309.2943 358.5382 3 3 246.787333 305.737933 37.2654428
53.25258 44.84189 3 3 40.2012567 46.2623833 2.30729062
574.004 741.8498 3 3 565.3398 667.5361 76.4487726

66.09303 69.40363 3 3 85.6051967 74.3685367 4.99538522
118.9424 111.293 3 3 90.6795067 106.414697 8.38533562
22.67219 16.73262 3 3 16.9961267 20.6724167 2.32426103

3986.3 1795.348 3 3 1728.124 2794.35367 453.637143
137.9962 154.6405 3 3 117.648933 142.910433 26.4726714
137.9962 154.6405 3 3 117.648933 142.910433 26.4726714
360.1042 610.7935 3 3 293.966267 436.845833 54.3256206
360.1042 610.7935 3 3 293.966267 436.845833 54.3256206
912.3243 1118.792 3 3 1181.104 1012.17777 159.08603
2.622097 3.938128 3 3 2.306961 3.554127 1.14211614
100.1885 88.83257 3 3 83.5647167 95.9719 12.4747824
610.5321 531.5418 3 3 662.282133 554.9729 110.46496
950.226 823.3926 3 3 830.181167 934.2962 53.8879432

41.53444 61.80167 3 3 38.45595 48.7795633 2.62679543
1361.657 1560.935 3 3 1653.97067 1518.088 61.0507826
274.9228 154.9151 3 3 165.050333 245.24 42.0349898
416.2192 357.995 3 3 347.128767 379.359033 16.8838419
51.88503 41.79663 3 3 35.7870967 44.3565633 6.9902747
211.3804 200.467 3 3 164.234833 190.4202 10.7635444
4509.747 3487.668 3 3 4455.82667 3744.38167 429.651784
377.5401 337.4783 3 3 421.643333 377.7602 28.3351243
256.524 83.72258 3 3 91.5402533 178.14776 42.7095117

317.9767 387.0939 3 3 293.6445 401.4396 79.5174287
591.6914 452.0048 3 3 763.0531 593.022933 128.468697



432.0557 873.8177 3 3 363.229867 590.112033 67.1727447
119.6714 97.53391 3 3 612.639467 169.562703 487.005254
1565.224 1326.252 3 3 699.0353 1166.55113 168.942909
2117.646 1966.954 3 3 1726.58233 2067.302 373.352321
109.0087 41.81802 3 3 27.57902 63.9601167 12.3814358
44.96933 27.27624 3 3 28.2606033 40.18427 7.22852978
457.173 300.6737 3 3 490.756933 389.746867 80.2822082

144.9022 127.1744 3 3 118.808267 131.614833 8.40400297
49.64701 40.09518 3 3 37.5752633 51.9530733 9.42205058
549.9075 541.5295 3 3 433.717367 501.815167 8.94660211
73.79628 71.6977 3 3 78.71208 67.45651 8.6943488
193.8838 126.7344 3 3 191.3916 160.7024 8.18278702
192.3809 202.3942 3 3 181.302233 193.838667 11.684911
501.8014 463.257 3 3 423.1125 464.5997 29.1394675

0.7185952 0.00526188 3 3 1.58825591 0.24360495 1.45811035
166.1748 109.6063 3 3 108.239133 134.990867 9.15244488
47.28458 37.54335 3 3 87.1343867 40.4102267 52.3367182
79.96256 66.16979 3 3 27.4800567 55.45031 4.01476309
125.4701 97.15485 3 3 90.4945633 109.673583 16.0987614
5.990347 5.264848 3 3 3.86824233 5.09050667 0.95002236
14.83154 12.18143 3 3 403.74035 13.9290867 439.573305
210.8275 200.2007 3 3 171.816867 193.011567 8.61485069
145.6632 122.4018 3 3 103.43199 126.057033 18.0297354
1175.768 1140.192 3 3 1046.0399 1122.181 56.6996707
13.43997 15.1483 3 3 8.62919467 12.1002347 0.40514175
1034.032 872.6567 3 3 1144.46123 986.706233 147.751241
606.6811 588.4283 3 3 469.081667 623.3318 168.055328
482.8818 563.5054 3 3 628.544433 558.362433 30.7088887
1144.319 1019.816 3 3 1005.31097 1164.73867 89.5653817
74.71284 71.90612 3 3 77.15224 69.48712 5.39765168
1033.052 906.7753 3 3 915.3738 1012.58143 51.0922015
23.2564 23.8607 3 3 22.0365033 25.5559767 1.93657217

7809.231 7754.847 3 3 7351.72133 7670.24867 302.164205
2027.36 1736.17 3 3 1765.93867 1986.195 89.5780441

5869.855 2785.939 3 3 2961.41867 4704.39 1037.34325
726.528 534.1143 3 3 912.458867 664.352967 256.674955

142.5574 114.6604 3 3 115.689733 130.632333 8.8508113
69.44902 59.7298 3 3 68.86147 61.5221367 4.11865723
122.9572 138.1717 3 3 155.842367 134.932133 21.0616971
78.29115 82.33852 3 3 62.9875967 75.34485 10.8160898
44.80556 41.085 3 3 606.607633 44.21865 635.847644
1524.423 419.9215 3 3 1673.50733 1062.88283 383.416842
630.3877 655.506 3 3 585.343167 646.615967 67.8403512
90.05909 71.12489 3 3 70.5985867 79.5742967 3.20695685
351.0576 294.1079 3 3 463.514033 342.5574 129.244911
13.01888 8.865652 3 3 14.8438467 11.853274 2.15410913
80.71725 74.72797 3 3 64.1156167 74.1428267 9.01260377
268.2641 204.8211 3 3 188.587 231.705067 36.0862259



233.5089 427.7811 3 3 183.900733 290.164833 9.81359132
3001.056 2781.84 3 3 3172.02767 2952.02567 197.241635
1855.391 1425.438 3 3 1359.80533 1705.65967 306.690757
249.6273 179.1745 3 3 171.023833 205.3569 4.69180226
249.6273 179.1745 3 3 171.023833 205.3569 4.69180226
35.17029 40.84485 3 3 46.3035933 38.4160267 8.43011724
13.44371 15.94631 3 3 8.76075467 13.067533 3.77189273
181.1027 167.7547 3 3 192.740567 176.334533 17.0033676
290.3124 868.5117 3 3 800.625033 515.072367 91.7725968
530.8865 552.4057 3 3 571.740767 496.434967 31.8598764
221.4712 226.7233 3 3 236.4582 224.170933 13.6551917
151.9503 145.0448 3 3 159.141267 144.7297 14.5463468
1126.246 776.4017 3 3 783.721833 949.8836 69.0783427
64.39518 43.4585 3 3 61.6573333 51.4458867 2.36009828
767.3879 850.4365 3 3 1079.56983 863.7102 221.31229
270.2437 334.5487 3 3 265.081767 298.8214 19.6650512
121.2043 140.0478 3 3 113.088667 130.958267 17.8961561
284.8141 209.979 3 3 305.9035 249.230167 52.0340697
137.1701 182.8659 3 3 190.9041 113.679833 26.1701795
187.5191 172.6537 3 3 196.349367 178.5761 18.5223952
187.5191 172.6537 3 3 196.349367 178.5761 18.5223952
239.1247 106.9741 3 3 126.075233 198.734033 20.6805
358.6509 325.3249 3 3 307.2676 331.871433 13.8599209
55.69873 37.49108 3 3 54.06609 45.2908967 3.29345232
5944.656 6767.997 3 3 5546.27467 6103.06667 189.787564
5944.656 6767.997 3 3 5546.27467 6103.06667 189.787564
5944.656 6767.997 3 3 5546.27467 6103.06667 189.787564
2308.547 1913.187 3 3 1962.545 2285.60567 57.3378268
248.018 197.9355 3 3 168.782333 206.561067 19.9242115
142.109 115.9044 3 3 107.555093 123.801867 9.27155275

139.0323 78.61304 3 3 141.373667 104.67983 27.6548999
253.0906 393.9815 3 3 205.669533 307.0628 86.1735486
274.8609 206.3392 3 3 195.9528 233.830933 23.0501062
2089.573 2247.134 3 3 2792.75833 2404.67667 140.412775
27.38923 32.90234 3 3 32.85707 30.1522167 1.34155558
2035.359 1810.07 3 3 1488.79887 1926.42933 483.013669
1201.212 715.8117 3 3 491.205267 829.7316 196.42385
128.451 114.6283 3 3 100.580577 113.892597 2.1253415

103.7632 82.58327 3 3 109.433297 93.78456 14.1946093
598.9401 695.2808 3 3 579.512167 648.0722 60.9849599
180.3112 174.9636 3 3 169.651367 177.242933 8.15324515
10.65818 6.58028 3 3 2277.90267 8.45700767 2573.34241
1548.417 1233.342 3 3 1900.83 1540.65233 273.34107
375.0158 480.674 3 3 514.336967 452.228333 19.6505785
199.7289 186.576 3 3 145.906 181.895567 35.2469751
11.59278 9.981174 3 3 18.2758533 12.4950413 5.79463427
2931.676 3132.183 3 3 2524.69267 3005.20833 533.727701
790.9931 924.6925 3 3 794.5685 927.884867 60.6660399



332.5933 252.9479 3 3 239.5878 281.262233 15.8659342
95.8613 91.20157 3 3 83.29193 95.73179 13.3871842

1975.779 2252.067 3 3 1570.633 1939.46867 254.406775
52.62801 41.41085 3 3 54.8442 48.6669967 3.08532878
3.522864 2.983805 3 3 4.28378933 3.53691433 0.63580047
173.5935 314.0182 3 3 298.802433 222.507133 34.6894182
2011.959 2047.528 3 3 1878.26267 1972.17367 33.1002743
1970.396 520.4056 3 3 658.814833 1391.02587 318.060783
20.56103 15.65861 3 3 32.5784667 22.9163067 6.7013268
118.8989 88.41143 3 3 83.1741233 98.9288533 4.50251327
915.7825 836.4697 3 3 728.552367 825.370267 52.6474523
236.4193 186.3833 3 3 187.895067 216.8551 19.116029
18.70442 19.82582 3 3 16.9469667 20.07581 3.21411803
129.0292 113.359 3 3 102.8704 116.2626 9.83946676
5719.983 5718.493 3 3 6437.36667 5841.71067 642.157896
58.13973 53.04216 3 3 47.4073767 67.9758033 8.88719247
312.9322 506.0582 3 3 266.340167 378.016467 61.5455135
68.12424 40.43542 3 3 73.32844 58.32189 7.05703119
1888.399 3457.474 3 3 1124.96343 2234.15933 627.750194
509.5126 615.3796 3 3 941.2229 550.2395 440.413404
100.9932 78.81503 3 3 76.3900533 89.5131933 9.93817135
151.3108 115.1307 3 3 157.7361 137.3317 12.6208557
2610.093 2139.877 3 3 2055.16367 2327.11367 182.440255
808.381 687.2762 3 3 653.767967 721.317833 10.6621932
808.381 687.2762 3 3 653.767967 721.317833 10.6621932
498.062 611.4778 3 3 510.791867 565.154 16.5953828

257.8661 249.698 3 3 142.258167 215.058833 48.2311846
460.4924 269.0532 3 3 482.9607 388.3045 27.2477678
339.7891 394.1556 3 3 336.0771 376.105933 32.852995
1738.678 1780.373 3 3 2461.51767 1875.71833 634.181129
83.58006 59.34583 3 3 83.99988 67.3487933 12.6664246
688.5765 746.497 3 3 420.789367 621.9215 154.853528
2495.399 1980.17 3 3 1968.997 2491.89033 305.111936
694.4293 724.6558 3 3 602.714767 791.032 160.192598
2363.581 1306.364 3 3 1462.106 2012.955 132.451357
160.565 118.8706 3 3 118.067133 138.965767 11.3311849

49.85361 73.60601 3 3 46.1201733 58.1529867 2.80054565
664.7055 666.0828 3 3 804.217067 678.055033 141.793938
1066.069 1349.264 3 3 1318.47267 1165.971 69.4296192
161.4148 193.5912 3 3 149.3232 175.2217 24.3596544
528.1109 1057.823 3 3 508.3545 752.953467 49.6631879
303.6544 613.7831 3 3 735.733167 519.738733 158.611158
1657.685 988.6013 3 3 1066.95533 1403.29143 123.338201
1925.136 1406.812 3 3 1479.147 1814.06267 110.571762
1810.874 1722.625 3 3 2010.73 1812.43 206.66899
31.22041 24.91016 3 3 32.0920633 27.2471033 4.29409436
22.28004 27.12994 3 3 22.9538767 26.70496 0.59485475
61.80821 124.8845 3 3 43.5962533 81.0533333 19.2501636



302.2991 246.6753 3 3 299.846967 273.9013 9.90171033
69.84756 113.5765 3 3 110.102707 87.43494 11.5365147
81.89957 62.31869 3 3 58.65882 69.6226667 6.4373748
29.85304 21.80374 3 3 20.7463133 31.7695467 5.95376831
59.49025 40.86245 3 3 74.29241 52.1965833 23.1114511
102.7995 78.63817 3 3 75.1485333 88.36812 8.01050004
272.3951 265.3716 3 3 275.294967 263.515233 9.01240551
547.0037 595.5128 3 3 518.5804 628.9075 72.3271632
89.8211 98.67754 3 3 127.3094 104.349847 18.9248688

1136.698 1233.779 3 3 1327.72467 1181.59467 159.07895
2050.804 2756.545 3 3 2102.619 2484.34967 212.12178
242.5106 235.4652 3 3 249.9416 233.1322 15.8526633
146.9827 99.17632 3 3 95.0064333 118.165573 7.21906191
56.27358 50.85989 3 3 45.41551 54.0130433 9.38196542
77.70116 66.05659 3 3 95.5367867 67.3709333 30.5757443
275.8134 196.9594 3 3 189.049867 227.7542 12.9228197
397.9822 326.8853 3 3 511.082633 406.576733 84.1219693
216.6401 199.007 3 3 186.909167 202.218233 11.5097416
187.0755 162.6334 3 3 129.554667 175.031367 50.3800166
796.4731 845.3575 3 3 698.466267 902.0732 183.100203
104.9233 113.855 3 3 94.8813267 105.88927 10.043882
3504.513 3351.105 3 3 4098.50767 3552.147 579.632362
93.97616 68.01799 3 3 62.10398 75.98878 2.65321087
1802.268 1821.943 3 3 1570.847 1988.45133 365.336458
1041.996 778.124 3 3 1107.42797 864.195233 230.768845
578.0089 302.3321 3 3 320.774367 465.883 80.0934278
553.4399 546.6406 3 3 522.263233 591.312 32.9503349
32.78722 20.44954 3 3 17.6098067 24.6807267 3.97291677
76.24299 85.48849 3 3 75.80349 81.26048 4.11674641
127.8057 92.93683 3 3 96.59706 113.37571 5.98127851
1545.403 1754.255 3 3 2185.79767 1844.85733 162.620222
284.2996 388.0597 3 3 387.353433 333.1009 33.4042041
254.4341 240.2551 3 3 270.682867 253.593867 14.6018619
584.5756 675.8806 3 3 556.8567 614.2844 38.1059174
245.2571 229.9768 3 3 208.0907 227.4822 11.129096
2.318483 0.6876513 3 3 3.42760867 1.82162043 1.54730646
293.9499 300.079 3 3 273.1853 288.973733 11.0343565
142.4532 94.00782 3 3 92.20109 120.92084 21.6255187
7.749733 3.899378 3 3 3.61410273 7.34418367 2.7425358
640.7629 1045.177 3 3 1060.3958 789.715933 214.985955
1693.651 1196.991 3 3 1214.899 1572.32567 238.046436
1683.947 1429.809 3 3 1453.56733 1653.52033 89.5467162
1690.984 1601.636 3 3 1445.85567 1810.12433 301.148842
1005.41 1039.11 3 3 1349.67207 1062.64833 319.932404

39.30181 39.96878 3 3 47.82943 39.92127 9.01541223
150.535 112.6822 3 3 113.9896 131.1946 5.27675196

343.1808 254.8003 3 3 218.338933 274.919567 22.1302287
2276.316 2028.943 3 3 2593.421 2284.038 240.762813



14.65729 18.36257 3 3 19.5460867 16.6708767 2.70051107
144.0878 142.5436 3 3 155.366767 141.1449 15.7982024
32.10432 27.52655 3 3 35.51079 29.0801567 6.87086301
2387.267 2740.441 3 3 2315.825 2899.618 276.104164
807.4727 780.3703 3 3 889.278933 811.9783 81.5644633
727.6898 1052.379 3 3 737.6 905.560233 99.1053913
187.2408 175.9901 3 3 172.361167 181.833767 9.25164544
217.0162 191.6952 3 3 169.0522 191.7143 5.67626395
163.7515 126.5823 3 3 124.798433 142.3833 6.00283988
51.94893 63.27843 3 3 50.3443567 58.28971 7.01163052
593.8582 612.1388 3 3 862.1159 704.3467 40.9890207
2070.519 3316.678 3 3 1960.29667 2589.499 312.575646
13.85497 11.85842 3 3 17.9686033 12.7819267 5.85017946
83.44952 64.09973 3 3 65.1071233 80.15131 8.99559074
1428.139 1828.051 3 3 1433.175 1645.436 134.694814
55.07579 47.50578 3 3 33.9462633 47.6842833 13.9283279
55.07579 47.50578 3 3 33.9462633 47.6842833 13.9283279
21.06065 21.47926 3 3 19.58199 21.4406867 2.09683789
112.5187 146.0119 3 3 100.425 123.4046 17.5707384
174.5543 207.8627 3 3 174.490833 194.142567 14.2560829
20.79036 33.0863 3 3 15.6068403 25.7525667 9.64211587
251.0786 202.9318 3 3 147.063767 202.1732 39.4145123
483.4794 438.954 3 3 393.305433 450.001467 57.8342352
56.36636 77.04845 3 3 88.7626633 67.98866 21.3172408
261.0888 169.2715 3 3 164.791467 209.736067 21.3147786
208.9204 145.4145 3 3 142.257267 183.875333 33.6209307
6743.029 4702.576 3 3 4631.329 5687.819 648.585332
202.9146 158.1445 3 3 152.747767 174.5389 3.82979817
420.8782 410.6322 3 3 337.692667 386.330433 21.9661058
154.0874 155.8883 3 3 133.8701 146.713233 3.22481337
313.8048 352.2116 3 3 316.0945 347.746467 17.192739
537.4811 930.2043 3 3 436.357467 653.912733 66.7737017
191.2299 51.39561 3 3 293.808433 182.273903 17.5464061
358.0583 398.3094 3 3 295.433367 352.240033 42.6228889
584.5093 673.9604 3 3 578.218367 634.1178 45.110415
137.3788 98.93108 3 3 178.020267 136.410027 30.1150179
232.8004 226.0807 3 3 254.604633 226.153967 31.9450766
1349.518 1439.645 3 3 1237.1945 1474.152 229.774192
660.966 3077.96 3 3 119.397433 1394.4389 4.49526772

2294.072 1393.016 3 3 1522.88433 1948.40233 46.9275227
83.35712 68.02541 3 3 62.43333 72.7443833 7.41924886
466.732 606.6364 3 3 1369.18873 547.3149 940.10555

62.15258 46.0763 3 3 34.3612933 47.5780667 6.09376007
25.10752 78.90829 3 3 15.3872607 44.0182467 12.8046077
914.5881 1078.479 3 3 858.325133 959.527867 51.6657802
166.8999 138.2303 3 3 116.536333 140.739433 12.1125233
111.757 93.39992 3 3 135.231667 114.508307 7.38757656
111.757 93.39992 3 3 135.231667 114.508307 7.38757656



37.76707 45.22522 3 3 35.18637 42.26659 7.09632225
324.8615 183.5056 3 3 421.2404 247.245067 186.420337
32.67167 20.78894 3 3 36.0612933 25.7643667 10.0810358
1147.719 1431.106 3 3 1109.5935 1264.97633 99.763507
127.9301 105.3334 3 3 107.447853 120.141533 6.91440312
15.66873 30.89666 3 3 16.66489 25.2636433 5.27271319
62.52094 73.05526 3 3 62.4649567 71.655 6.23307029
129.2898 121.3867 3 3 116.007333 126.161833 10.8857924
57.44314 54.37924 3 3 63.15184 52.1412533 10.7296448
922.8468 904.1714 3 3 811.897267 873.9003 16.8942341
42.34835 29.09416 3 3 29.0827167 35.0124367 1.01542433
98.59982 83.54041 3 3 97.42278 89.5834033 4.22767405
1181.342 1032.999 3 3 812.983033 996.649 49.2522496
77.68522 67.36959 3 3 83.0646067 71.2998267 12.3221411
1131.654 1809.522 3 3 890.827833 1324.37567 263.571525
517.9294 449.3007 3 3 631.437833 530.377833 75.923992
79.90078 83.01214 3 3 77.1052333 88.33594 4.72872633
198.1075 240.1458 3 3 267.174367 220.198733 49.733005
91.27856 74.54962 3 3 70.57611 80.9708333 7.85043569
708.4706 717.6725 3 3 643.4396 729.963267 95.0044362
84.67596 77.16827 3 3 74.83226 81.9509333 7.05523049
62.52108 58.91513 3 3 63.5310967 57.6827633 3.79009896
59.66617 51.46508 3 3 63.40847 57.49969 4.26200408
8.204012 17.44672 3 3 49.3107267 22.0337773 26.6239862
625.0345 513.3311 3 3 785.1778 627.2577 140.715955
366.2998 223.3141 3 3 172.827883 378.478433 172.969774
103.7712 79.52528 3 3 73.83142 91.0719933 15.6812918
4605.513 3977.052 3 3 3663.264 4082.12167 49.9076579
132.9473 133.7215 3 3 108.379933 124.3269 9.68501849
381.9912 355.5613 3 3 274.155533 334.437633 33.3312326
16.85005 17.27187 3 3 28.4732733 21.3400367 3.5438398
1953.461 1323.335 3 3 1377.781 1891.441 242.6159
52.3967 58.12379 3 3 39.9419767 49.5863467 4.32509581

214.4175 183.8642 3 3 216.7526 197.148633 16.2769328
2122.958 2007.9 3 3 2414.16167 2131.01733 300.368037
514.8977 609.3287 3 3 509.096333 560.368867 35.3938277
21.66625 22.06318 3 3 28.9007767 23.66287 5.1671195
20.83711 11.00607 3 3 6.12325667 12.9672657 3.44673975
1698.121 968.3144 3 3 1071.3067 1453.5108 132.322938

86.938 60.8419 3 3 64.1582833 76.9339433 4.3490163
224.7318 235.9276 3 3 200.209633 221.5639 18.5587013
57.12021 50.67767 3 3 62.5297867 56.2639733 5.00501044
484.253 374.7307 3 3 536.401767 423.531867 117.650554
501.685 389.0209 3 3 566.871633 474.2089 75.8563693

35.56297 65.64077 3 3 38.25057 53.6414 7.83246571
25.19383 19.99871 3 3 25.66774 21.84103 3.32153344
2502.011 2467.237 3 3 2044.13333 2333.33767 205.820982
181.8509 120.8651 3 3 180.7784 152.057833 12.910826



193.1973 278.8572 3 3 306.5898 248.867767 45.8966585
130.5588 135.7359 3 3 109.2534 123.8909 4.6354318
86.59546 63.2779 3 3 54.4700967 69.1159733 6.93214133
1143.082 1028.728 3 3 923.037467 1085.04067 177.980808
768.3001 322.0198 3 3 390.2696 637.736467 77.78675
415.2337 406.8634 3 3 360.140667 395.623167 30.746174
19.04337 12.89244 3 3 20.0338 14.0300167 5.22298156
548.7711 632.5385 3 3 479.2417 553.7135 39.2321229
337.5537 379.9872 3 3 422.981167 343.695867 85.118017
83.91469 49.55898 3 3 85.2667967 67.4028967 11.3539494
84.66673 45.98252 3 3 90.6028033 71.47257 0.65599369
3.77055 6.083803 3 3 10.8144903 6.68461433 3.48460628

635.6912 633.2758 3 3 533.409967 714.178533 156.602143
735.562 784.0832 3 3 675.390133 731.124133 32.950372

682.5951 691.7549 3 3 833.7347 709.441567 138.229102
794.4003 1510.202 3 3 745.856367 1099.90437 176.135904
66.7906 75.82617 3 3 64.8676933 82.7985233 3.57920786

1007.111 1005.688 3 3 954.154267 1070.46267 75.9157242
313.0388 289.4302 3 3 248.124167 283.473133 24.1789337
265.8841 249.9288 3 3 196.8309 238.799267 34.5898465
122.5002 109.4454 3 3 126.416 118.120033 5.96800173
585.5698 730.9785 3 3 777.1043 680.439 75.7563095
30.26472 36.54313 3 3 41.1675467 31.64004 10.1129806
315.0836 300.7165 3 3 249.554267 287.408667 24.6278255
1302.854 918.3333 3 3 922.48 1208.48677 209.258198
2384.548 1884.701 3 3 1771.10133 2348.24433 496.567233
82.61591 84.72607 3 3 77.94451 85.2984433 7.95939901
338.7147 281.9069 3 3 334.268933 283.412167 22.0546326
18.90253 32.07115 3 3 15.7626877 23.6676433 5.51433879
83.58666 67.88683 3 3 60.9299567 71.0213333 2.84307546
219.7288 179.8399 3 3 180.561167 225.428867 18.0538596
426.6158 784.4738 3 3 354.283633 538.637933 9.58355653
320.8911 252.7059 3 3 252.052833 304.706167 39.8790731
20.64531 2.953711 3 3 22.9757867 13.348547 6.22461192

0.01027542 0.6820512 3 3 7.17849383 0.83846721 7.28270874
866.2494 746.5644 3 3 630.586267 741.800233 21.8173283
6031.895 5988.215 3 3 6759.991 6140.42 680.64749
106.6257 72.1681 3 3 69.8357667 85.7276267 1.24580154
23.99038 20.94079 3 3 29.8292467 24.5057 4.81815411
6252.32 5111.076 3 3 5071.79433 5903.26567 674.373611

200.9738 146.3785 3 3 117.993167 154.8549 3.92382182
483.8015 624.7647 3 3 451.760533 529.4242 35.666911
980.9039 576.0233 3 3 599.427433 863.905067 176.010756
796.7872 744.5807 3 3 611.528167 709.791033 33.9476171
1786.429 1509.306 3 3 825.2284 1336.32657 200.607704
1786.429 1509.306 3 3 825.2284 1336.32657 200.607704
49.07084 62.86683 3 3 38.21155 55.24917 18.4524497
5147.887 5244.641 3 3 5557.035 4983.45167 550.832224



308.0907 266.7697 3 3 338.938833 302.8375 24.7091424
46.83702 41.12274 3 3 39.92619 48.2027467 5.50750167
37.53812 36.58702 3 3 45.1654467 39.0346533 6.21334585
303.2945 127.5179 3 3 622.347767 210.030533 469.784248
135.1808 101.693 3 3 95.3932133 113.675 10.0439082
403.8988 417.2766 3 3 348.306 391.0426 35.5576681
201.5949 167.2413 3 3 146.9489 171.782167 7.41443474
145.2354 119.8206 3 3 112.395633 126.856033 4.8097772
171.6765 128.7443 3 3 169.095733 144.5992 15.8666972
5.615253 4.243485 3 3 10.4128443 5.51727 5.54309938
1335.037 1051.584 3 3 1731.73 1266.765 504.495572
154.4585 124.1405 3 3 123.098267 137.587067 6.61729111
93.76887 73.27537 3 3 44.35676 69.6459833 13.331328
532.6988 447.5085 3 3 398.643867 468.381667 57.5574469
137.2404 121.5925 3 3 121.897833 128.892267 1.94597991
2760.538 2253.533 3 3 2272.17467 2650.589 258.039914
51.0996 36.8718 3 3 54.77469 40.7890967 13.4880214

95.39885 69.31412 3 3 60.31329 78.2232267 14.5015685
82.71186 54.22677 3 3 51.8061767 74.3406133 19.4210145
958.7814 888.8088 3 3 459.356433 776.4192 262.526277
140.7604 126.7002 3 3 171.496533 138.430333 36.8235739
31.34356 45.52127 3 3 30.7325867 40.9813867 8.46388892
1831.605 2292.916 3 3 1574.79333 1901.90667 117.101182
144.8364 223.4491 3 3 240.824633 189.7929 43.1938158
92.54379 91.63578 3 3 111.347533 99.6208567 3.84749461
182.5252 146.8505 3 3 184.954333 167.203433 9.3343337
1201.586 1535.986 3 3 1142.44467 1323.28467 99.3521469
1232.651 1748.22 3 3 1273.60833 1545.10933 154.476149
643.4755 554.559 3 3 524.2199 676.738067 105.990748
170.3367 170.3335 3 3 183.3988 165.725233 18.8937151
11.10041 2.982388 3 3 52.38084 16.0655327 38.9357582
55.92485 37.53315 3 3 39.15994 53.2386433 7.44365467
1431.926 912.6926 3 3 869.7955 1242.60253 324.145643
65.57959 65.02401 3 3 55.46215 73.37103 15.3886879
455.0304 1241.038 3 3 274.2479 688.7051 30.1196166
4.774943 28.83536 3 3 31.00506 16.374901 11.9668505
27.32313 24.29441 3 3 29.2879033 26.29536 3.01144067
584.8826 549.5143 3 3 496.365 546.046533 40.9027199
86.44089 104.3026 3 3 106.456917 92.1097933 12.8813037
889.0193 880.1505 3 3 1113.14177 931.5996 194.423594
104.8623 83.44626 3 3 107.7028 95.9939167 7.76600244
557.9598 906.0839 3 3 920.153133 762.089567 26.9745548
25.3398 12.34585 3 3 31.3998533 21.12117 9.21583325

141.7483 123.7856 3 3 144.320567 133.974667 7.71728596
212.9892 166.4005 3 3 152.449067 192.9747 40.5485702
3301.985 2291.933 3 3 2259.33867 2809.28367 391.482622
140.5864 168.6523 3 3 140.3356 164.6279 17.3353613
925.2896 1445.368 3 3 851.940433 1106.33783 34.6793352



180.7092 130.0013 3 3 131.818167 163.002967 22.2975378
117.8969 148.199 3 3 150.465033 127.6848 19.6498044
121.6657 163.7554 3 3 207.5408 157.2346 48.4514339
2290.241 1167.576 3 3 926.212767 1640.18067 592.396687
46.80663 44.40561 3 3 61.3381233 51.43404 5.42034823
112.8195 103.8625 3 3 104.898733 109.9909 2.61947271
222.3602 145.8442 3 3 149.4788 189.073733 24.1888024
317.5037 330.1098 3 3 271.0881 303.9535 15.5079316
7.82424 4.871082 3 3 4.92397 6.23988533 0.36070185

1012.102 888.5864 3 3 799.4175 898.504267 37.7018136
1600.138 1237.573 3 3 892.6031 1674.069 773.876989
2612.247 2965.368 3 3 2617.24533 2840.34267 168.150034
877.2888 1165.762 3 3 841.218933 991.064767 82.6621393
1891.106 1149.612 3 3 2271.31667 1740.75533 313.394278
804.5645 873.3148 3 3 1050.19933 885.408033 170.726505
3331.155 2879.567 3 3 3991.03 3442.899 120.251162
88.70389 73.68778 3 3 88.4884933 80.7519467 4.91964901
68.94364 68.22605 3 3 74.2735367 69.2187467 5.77266152
100.4801 73.957 3 3 77.8201 90.35818 2.80730567
162.5398 85.75999 3 3 288.680533 187.810997 13.3385173
51.52689 40.77171 3 3 42.1186433 48.9456167 3.30277412
13.11265 3.908529 3 3 4.45583667 8.86088167 2.191605
277.0732 216.3789 3 3 221.650833 249.2079 9.58253666
1973.773 1135.446 3 3 1247.78443 1764.47767 234.049308
8824.982 8699.05 3 3 8020.59833 8644.71267 695.638635
1532.974 1488.439 3 3 1335.95467 1664.49033 274.206501
548.4302 595.5668 3 3 524.178133 618.212767 71.0645779
61.73463 55.11753 3 3 53.5614367 59.87849 6.07829313
36.8228 41.07515 3 3 36.3059867 40.7834767 3.55290749

61.04021 44.61803 3 3 40.6224267 49.73435 4.08673728
137.9494 164.2555 3 3 288.683733 142.457433 169.313159
1828.502 1981.411 3 3 1791.40267 1970.33967 157.661596
26.39957 21.76258 3 3 27.3186467 24.1652967 2.85000739
288.2071 211.3332 3 3 192.800467 243.9496 44.4757896
270.7062 249.1799 3 3 319.078467 279.733967 28.5287293
691.5635 554.0939 3 3 794.869367 607.172333 206.071076
205.9391 139.139 3 3 135.2332 167.384667 14.5381784
3208.148 3918.66 3 3 2934.98733 3438.88033 415.734705
998.3832 831.7602 3 3 817.591233 895.6284 14.6022087
78.94955 63.82793 3 3 81.5694867 67.2682133 13.0489505
3747.906 4774.123 3 3 3075.78233 3866.33167 346.714293
185.9814 123.4145 3 3 113.697857 146.991733 18.7811045
565.5479 903.8268 3 3 553.960967 712.284567 63.4494907
986.9913 2006.891 3 3 897.630233 1378.61577 114.645467
516.189 654.5632 3 3 493.786033 564.7995 28.5529585

135.0191 223.1049 3 3 120.71672 209.062633 77.440663
338.4932 474.1718 3 3 503.175433 406.591933 90.0697877
977.0419 952.9565 3 3 1137.15667 1008.26913 129.932191



455.0144 457.2345 3 3 478.072033 439.605167 34.6007064
455.0144 457.2345 3 3 478.072033 439.605167 34.6007064
78.12593 45.07181 3 3 48.2588867 63.4817833 5.68022614
2046.639 1835.412 3 3 1653.81533 2077.94267 421.855796
48.58413 67.23728 3 3 144.138483 77.5295033 69.3538124
110.4953 92.41768 3 3 79.8612233 94.60948 8.62203591
223.5074 382.3581 3 3 162.4028 258.8339 23.2823725
206.3752 150.8264 3 3 127.726567 162.641533 11.2881416
57.97328 49.25356 3 3 46.90107 53.3092567 6.06086701
99.43827 85.03471 3 3 85.6762733 97.2690933 7.44935652
120.6906 161.4233 3 3 157.963433 131.6984 16.2384609
43.41885 35.58906 3 3 32.25221 37.75963 4.11550065
949.1659 675.3707 3 3 1016.41263 844.895533 134.98585
140.0088 68.59637 3 3 135.934333 105.30269 1.70264002
24.31291 24.66983 3 3 34.2704 25.8121767 9.61259462
2.20805 0.8027243 3 3 3.24785667 1.3596401 2.07679259
2.20805 0.8027243 3 3 3.24785667 1.3596401 2.07679259

288.6519 389.3321 3 3 398.5616 337.010067 51.2861073
248.451 214.9679 3 3 202.094333 246.881967 42.0751235

112.1694 94.12104 3 3 94.07491 102.529147 3.88815804
15.44337 17.35512 3 3 18.23155 16.41561 1.89577834
3794.093 2584.99 3 3 2669.83267 3308.712 387.276122
142.9389 109.518 3 3 142.203667 120.7883 16.1010558
73.58439 105.0992 3 3 59.04153 79.7038233 7.56120962
371.869 565.7327 3 3 596.656233 491.908233 63.4013213
2788.35 2802.261 3 3 2612.876 2862.03833 267.520558
2788.35 2802.261 3 3 2612.876 2862.03833 267.520558
2788.35 2802.261 3 3 2612.876 2862.03833 267.520558

216.1514 98.37723 3 3 111.18004 169.356777 27.0356553
23.46767 19.74288 3 3 25.6942867 22.31996 3.25670352
29.15927 15.75535 3 3 14.1041977 21.54333 5.33312657
1840.497 2951.911 3 3 2879.196 2345.19167 272.823551
138.1724 142.0425 3 3 129.627667 140.8432 12.9317317
49.97407 45.62364 3 3 66.89945 45.1023767 25.0095456
683.4865 2258.342 3 3 468.4771 1233.24697 114.773891
209.0787 164.3396 3 3 139.046733 171.3813 15.1671535
2240.522 2718.679 3 3 2133.678 2389.67733 92.5105557
1288.928 1770.874 3 3 1245.10767 1480.42 103.0823
52.05847 39.595 3 3 35.3986367 43.4122967 5.64565791
1187.366 2981.959 3 3 995.242333 1849.02267 171.88842
1187.366 2981.959 3 3 995.242333 1849.02267 171.88842
137.7911 110.8033 3 3 159.368867 134.666467 18.2635634
307.9703 304.043 3 3 412.9354 342.8685 51.6482311
8156.957 10002.58 3 3 8070.19433 10155.449 1286.07087
581.3309 526.0463 3 3 443.792467 513.905467 35.2880324
357.5056 329.6828 3 3 306.2222 332.364533 19.1787497
2085.467 1253.087 3 3 1351.31067 1740.104 139.959387
8.342425 5.529403 3 3 4.20696533 6.58009733 2.32138103



138.9276 114.8991 3 3 98.4688 117.524393 9.53030494
105.3191 94.93456 3 3 79.62998 92.45564 4.7795008
404.4717 401.3379 3 3 353.051867 389.913067 36.8992859
877.868 555.0546 3 3 538.622933 753.1771 182.542468

30.84676 46.24611 3 3 47.23102 39.83416 3.33469983
1936.503 1630.287 3 3 2073.11433 1855.429 162.112845
360.1025 341.1547 3 3 297.562133 332.3868 24.1503391
9.446829 3.044048 3 3 13.70541 8.88716233 0.90388306
153.2892 69.47811 3 3 79.8580333 118.23337 11.5479643
157.2859 117.4709 3 3 115.4423 135.764667 12.8562184
115.2168 104.934 3 3 89.6012233 102.603237 6.25621839
1901.368 1870.449 3 3 1751.363 1838.57033 59.3901645
25.37381 27.43717 3 3 34.3016867 29.2027633 3.36802767
43.78295 29.72777 3 3 26.45087 35.34143 7.32910444
231.7113 213.9537 3 3 207.401367 219.4105 9.22808315
177.4725 221.4928 3 3 180.486267 201.881367 11.4166482
287.4918 354.2646 3 3 351.0855 321.656033 8.93207379
116.8024 202.0311 3 3 129.816367 172.156267 13.1767462
291.0838 577.388 3 3 144.851433 335.329633 17.6874731
962.6367 581.7168 3 3 958.404267 757.9583 136.602105
136.867 109.5282 3 3 159.168 120.754833 42.8384622

342.4941 691.647 3 3 331.686433 487.838767 26.1289506
156.2671 124.0849 3 3 118.3266 134.8648 5.89866986
217.6697 180.3236 3 3 159.3808 188.6015 22.5490412
50.5824 50.1876 3 3 68.7925067 56.1711233 10.9517429

849.3643 1245.035 3 3 807.8929 1058.7131 218.021453
443.2559 424.0042 3 3 410.276033 470.1967 29.4211759
1093.122 979.6356 3 3 969.457433 1117.73353 85.781501
1093.122 979.6356 3 3 969.457433 1117.73353 85.781501
184.9937 124.7996 3 3 117.139157 148.645167 18.7526275
617.2731 529.5053 3 3 645.335133 540.974867 100.082779
224.5117 193.6516 3 3 161.5068 205.170467 48.5681725
2976.989 2179.251 3 3 3326.36333 2798.208 287.209467
6.297179 3.324477 3 3 9.58011 5.41356767 4.5587518
82.00025 70.23241 3 3 90.99571 71.8035833 20.5072042
184.7274 149.1331 3 3 152.376867 174.8797 14.0065379
530.9939 433.4414 3 3 413.9167 484.061567 66.6233973
248.5935 256.9069 3 3 312.3959 250.966367 72.182067
761.0931 875.6493 3 3 697.999567 780.4531 42.9282754
237.9697 193.5477 3 3 170.6637 204.202633 25.8352694
562.7899 586.784 3 3 545.678 604.226633 44.8821669
1810.183 1707.531 3 3 1518.00733 1668.79867 67.8653851
57.87949 39.64635 3 3 33.88419 44.42423 3.82956033
1663.249 1627.386 3 3 1812.08567 1525.71233 265.773768
45.5958 43.37619 3 3 39.9009133 48.2967567 7.28662295

7.877385 15.2735 3 3 14.1012667 9.10164467 1.63745096
4527.327 3172.917 3 3 3196.888 4077.285 680.679497
199.3071 181.7018 3 3 179.4575 205.8882 13.5273058



53.43361 42.18666 3 3 40.24009 48.73354 8.12626069
230.9479 162.7128 3 3 242.223833 206.219767 19.3017722
2125.569 1887.232 3 3 1737.72833 1921.63133 106.079562
47.06826 37.32809 3 3 56.89319 47.02475 6.46331216
71.55956 63.6211 3 3 42.2767533 64.6766067 25.6215234
1885.477 2588.197 3 3 1779.76533 2130.03533 113.732844
936.817 801.8984 3 3 741.105367 881.5686 149.798305

47.76469 40.86901 3 3 37.7607033 49.10887 9.91549256
360.6181 202.9486 3 3 459.0566 271.936367 205.42301
557.401 373.3919 3 3 368.202233 502.395333 111.753758

8.542527 5.243581 3 3 10.4265957 6.03369867 4.68256934
278.095 269.0989 3 3 286.528067 277.5309 6.78526474

3632.832 2892.891 3 3 2936.227 3276.398 153.948032
46.69599 40.06076 3 3 24.3690133 37.75139 11.9746271
712.5865 830.038 3 3 831.477167 751.1126 65.7393881
167.0102 158.252 3 3 148.486167 184.245933 18.9800078
104.9995 107.1172 3 3 110.155367 99.5562467 5.34108057
114.4544 95.86409 3 3 355.4892 112.222463 286.727556
4377.272 6121.035 3 3 4304.81267 5220.145 636.342582
97.27365 68.14415 3 3 71.9814667 98.6985667 3.98994977
82.08051 112.2604 3 3 108.504267 94.4861667 4.96198465
5417.951 4307.65 3 3 4226.708 5045.831 725.818426
140.3989 99.11937 3 3 94.1855733 114.630157 8.82439002
103.9433 39.82529 3 3 46.1804333 73.8068833 5.03408513
734.351 538.7336 3 3 908.090067 703.764867 187.346848

215.1968 163.457 3 3 165.745567 194.620367 20.2364135
341.4942 253.3352 3 3 240.573967 284.9211 18.2537409
875.4447 889.6843 3 3 793.894633 884.560267 106.82379
36.27601 7.267511 3 3 10.2998487 25.783877 8.71794377
143.7185 101.6905 3 3 98.4587067 127.6475 25.9806764
2278.079 1654.576 3 3 1765.074 2144.74133 93.2503709
5091.546 6879.301 3 3 4465.89267 5622.98867 823.508138
103.8099 121.1597 3 3 119.856433 106.624103 8.15424462
221.7188 174.4651 3 3 157.199433 187.575233 20.0000854
114.9373 100.7836 3 3 99.60843 106.2505 1.95587244
6.110755 7.296206 3 3 5.02855067 6.176013 0.80938874
617.4922 580.745 3 3 499.531333 599.862167 117.213492
154.7002 145.6852 3 3 144.82 157.719433 6.51896031
451.5613 588.8058 3 3 392.156733 484.8427 59.687316
2672.706 1604.801 3 3 2593.769 2140.64133 46.8763598
141.4718 127.3194 3 3 151.036767 140.131233 4.20377118
2654.926 2806.311 3 3 4234.74333 2726.84967 1782.24654
113.0025 154.8525 3 3 109.624767 130.201033 10.6384827
113.0025 154.8525 3 3 109.624767 130.201033 10.6384827
187.3458 217.0995 3 3 219.130767 192.599333 22.0600327
1278.536 1196.364 3 3 1094.67207 1289.215 208.034787
49.10596 40.15602 3 3 35.45761 47.1408633 12.3391079
81.69862 61.33112 3 3 117.873423 81.4075133 38.279055



1225.298 1761.164 3 3 1130.1106 1414.973 153.318134
991.6733 907.1574 3 3 1023.61847 929.842333 96.874945
2550.834 2684.822 3 3 2432.644 2706.02967 277.276152
145.4725 114.2097 3 3 168.339467 122.3114 50.5375374
146.0982 116.0166 3 3 107.606367 125.458233 11.2389736
15.55178 7.768411 3 3 7.680255 12.2837503 3.66074541
59.20447 44.60555 3 3 59.5491133 48.88187 8.88385323
644.5663 612.9116 3 3 569.9239 665.514067 92.2568024
374.9159 327.2728 3 3 302.503167 336.7572 21.497221
1707.462 1199.614 3 3 1201.32843 1722.33633 316.018367
506.1083 564.2946 3 3 452.158033 504.1314 7.09985397
1856.975 1528.246 3 3 1550.58367 1896.56167 127.560358
16.17518 16.08574 3 3 12.1571337 16.20813 4.79849697
627.3397 636.5819 3 3 806.7904 648.681167 185.095756
317.1436 315.9285 3 3 382.820067 343.410033 3.94179974
387.7901 342.6186 3 3 418.011267 383.5963 11.8356612
678.7037 670.2072 3 3 575.004333 635.967967 27.6213126
17.32706 21.51093 3 3 15.41154 20.2634033 5.15722618
14.70825 0.792915 3 3 18.1733867 10.4645317 3.61739056
802.2059 626.6518 3 3 634.476333 807.3727 91.8681649
7510.698 9024.369 3 3 7222.43333 8084.84033 611.23548
2589.716 1689.656 3 3 2748.76567 2289.47233 164.683671
46.85826 36.74529 3 3 37.6481467 42.8284933 3.00860783
66.77027 75.46222 3 3 56.0839267 65.4383467 2.78005197
79.20129 69.61719 3 3 66.62027 78.3200567 11.1418793
356.1122 340.6198 3 3 325.793467 358.676233 33.8477831
113.8618 76.391 3 3 78.18146 102.044767 17.5726633
47.27493 61.69388 3 3 65.9233567 54.8223367 11.0247345
27.45823 27.56861 3 3 21.2097233 28.3019633 8.31264621
539.9804 618.0206 3 3 543.969733 596.190533 37.9301279
107.4049 98.41114 3 3 91.09952 104.029813 14.5617938
84.65115 27.26872 3 3 35.55098 60.8916467 3.23658232
153.6388 119.7767 3 3 184.388133 138.255667 52.0693733
1178.242 1435.294 3 3 1222.58833 1380.42133 49.0162206
216.7266 172.5614 3 3 221.0435 186.889533 31.3080877
673.1444 807.4448 3 3 954.075467 781.969567 179.268677
133.5208 137.0627 3 3 505.398767 156.268033 413.514892
32.64052 22.28136 3 3 32.8495967 27.9533367 2.51900545
73.02473 63.72551 3 3 78.22302 64.5991 14.0790827
178.7676 154.9746 3 3 190.623367 171.743667 17.0794623
75.79157 64.48527 3 3 54.4585867 64.41172 3.14462715
324.0541 420.8154 3 3 341.2866 411.991567 6.67912377
54.58338 44.75714 3 3 58.25919 52.3375033 2.04613993
152.4395 127.5156 3 3 122.3178 135.803267 7.07430021
4935.099 1689.914 3 3 2099.77833 3600.498 555.673602
760.7324 709.7999 3 3 692.7478 806.0442 50.1117549
615.0655 1496.411 3 3 477.531167 931.359733 226.375961
2736.603 3303.625 3 3 1976.691 2799.85 856.998303



756.5954 1533.222 3 3 473.256233 1029.03737 496.784824
3864.111 3513.698 3 3 3547.02133 3828.901 152.175767
44.54046 60.59131 3 3 44.90571 52.90028 5.08673822
26.07952 18.29699 3 3 25.8079333 22.0999567 2.08091271

181.49 127.7746 3 3 121.193467 148.206033 13.7655343
111.1122 104.3638 3 3 105.276533 109.3264 2.07518591
28.45342 14.41737 3 3 16.6260267 24.51442 3.24892136
214.8529 194.3024 3 3 222.0382 196.360133 25.0397317
47.74715 43.4128 3 3 51.9489833 46.82056 5.29054257
1.895438 1.299021 3 3 2.292284 1.76913833 0.45898927
157.0603 259.194 3 3 164.898767 208.2595 7.73331163
197.037 200.5115 3 3 147.751833 186.170167 40.1845063

32.01651 19.35614 3 3 33.1967733 20.5328833 10.3848169
828.392 763.6073 3 3 684.4369 753.472767 17.0967673

200.2357 228.4151 3 3 185.238033 212.2672 28.7474802
5882.697 3823.365 3 3 3932.814 5259.285 971.473091
63.18785 31.84876 3 3 66.62157 49.1499167 13.4202462
49.97062 34.90406 3 3 32.6140267 41.7330433 7.74169747
270.9341 283.5699 3 3 304.044267 287.305867 7.42361453
778.6723 949.6075 3 3 1291.68967 833.421367 537.046978
46.07673 53.92152 3 3 44.9462167 52.3943167 6.80225672
247.4489 318.5435 3 3 256.2394 286.933433 5.41557593
868.4817 1490.737 3 3 849.964233 1153.44723 179.227722
74.98193 44.36504 3 3 46.3793733 59.5085533 3.27420527
72.42673 76.85622 3 3 76.9337633 71.7218167 2.85751176
202.8103 185.4991 3 3 157.6746 180.239333 8.28664362
134.6704 103.9132 3 3 432.239233 113.8735 379.384492
40.31372 27.49816 3 3 136.55597 36.4238 119.208069
2222.16 2246.396 3 3 1932.49333 2516.917 496.459051

728.5269 465.2954 3 3 494.298267 627.999267 72.3171974
206.7539 174.9991 3 3 313.2719 221.058 95.5120378
592.793 422.3254 3 3 382.933133 509.505867 124.665361

1338.596 1110.544 3 3 1131.54133 1265.60167 86.8671889
327.3215 307.5473 3 3 288.791367 314.908767 29.2453308
263.9445 285.2518 3 3 324.464367 290.684467 27.1447829
1368.575 1626.523 3 3 1645.20433 1488.08833 135.231453
18.00267 0.00710769 3 3 79.2954867 6.93740956 85.8536087
92.09547 70.58088 3 3 70.3134267 97.3364833 12.5615363
208.3921 193.6653 3 3 189.383833 212.6797 17.6803304
1611.786 1194.805 3 3 1246.78633 1538.297 151.862468
130.5579 112.8803 3 3 114.050167 131.0705 8.52874048
33.23832 20.85961 3 3 35.7360733 27.3694967 7.82499029
4.316231 4.426362 3 3 3.01474433 4.08974667 1.18646992
451.3336 493.1311 3 3 429.178533 484.451333 58.9370491
638.9907 792.1348 3 3 588.209933 680.642 51.6555102
5.272353 4.725327 3 3 5.904017 4.45048233 1.42766392
1716.789 1596.968 3 3 1520.74167 1771.27567 216.196432

771.2 766.5446 3 3 1105.30933 905.713867 26.1708053



10.36026 9.023557 3 3 8.275111 11.6419157 2.08042629
440.8898 275.7676 3 3 608.953267 449.955667 63.9759543
394.3181 461.6842 3 3 393.728933 442.100633 40.133506
618.0087 606.8732 3 3 563.018567 597.364967 31.1855778
757.6362 660.8816 3 3 590.0091 841.300267 188.667274
232.2744 250.2391 3 3 207.53 232.1709 23.2294965
2226.854 2167.097 3 3 1752.70433 2997.14533 540.61398
184.6591 159.6955 3 3 185.4464 172.999 7.98130136
5.874298 9.413712 3 3 5.57313733 9.09151333 2.87787385
956.1276 505.7068 3 3 552.5963 823.309467 168.757036
113.4124 99.18789 3 3 118.394233 105.030997 14.1419934
463.3412 414.1509 3 3 396.784333 451.4746 56.454071
406.3242 402.0196 3 3 355.5337 389.1027 30.4344315
1947.175 2199.345 3 3 1654.67433 1917.67267 102.320878
127.3087 109.2116 3 3 101.511203 114.376867 10.4795808
49.53635 43.2626 3 3 41.4388567 45.8375033 4.11243491
199.2395 173.2357 3 3 204.5947 190.293267 8.62983729
813.6771 1062.66 3 3 807.5529 926.421333 65.7738256
260.1637 283.7898 3 3 154.386333 229.145333 48.627161

0.4429184 0.6650914 3 3 1.46259407 0.36963713 1.26385339
128.4327 102.2857 3 3 103.198607 114.975333 5.2314658
614.3344 1241.454 3 3 1191.63467 871.874133 196.947576
459.5657 1034.675 3 3 382.9408 669.705933 131.121557
183.1012 156.5544 3 3 192.807567 174.848133 14.5106273
5.422682 3.287703 3 3 6.460651 4.020916 2.65816978
223.2454 186.3665 3 3 177.5217 197.039767 5.07385906
113.0779 111.8823 3 3 97.06128 121.124433 24.6270641
828.9874 1341.594 3 3 731.418733 1000.91903 131.251529
1045.95 1108.367 3 3 938.1492 1131.72 209.500849

4972.435 4948.802 3 3 5083.36133 4833.18 202.4942
286.2281 213.1984 3 3 466.4363 313.258633 142.269946
47.2617 29.88494 3 3 78.4413467 35.5452467 50.3897825

126.9819 89.74992 3 3 94.50642 125.507707 12.3406347
22.99978 26.32844 3 3 19.7540867 24.9465667 5.97625812
617.0353 540.9248 3 3 518.092467 569.828533 46.3281499
411.1621 603.997 3 3 393.517433 482.813567 18.0073267
411.1621 603.997 3 3 393.517433 482.813567 18.0073267
1991.779 3076.752 3 3 2046.56067 2543.70133 246.308678
540.6856 443.3087 3 3 381.7846 454.4658 31.5691
2954.554 3076.981 3 3 2387.25167 2794.99767 298.351344
624.5279 197.1585 3 3 135.283467 340.6693 14.2607992
68.06407 60.13608 3 3 49.9758267 58.8879767 4.12141804
362.4741 1565.555 3 3 231.0046 791.7825 37.9445199
65.8887 53.95139 3 3 67.5248233 54.49353 10.9668424

13.90227 8.17412 3 3 13.6422633 10.7288167 1.92827152
156.4351 141.848 3 3 126.408333 146.4309 22.3914548
134.5399 177.8002 3 3 171.707267 141.442133 14.1026949
310.5143 448.3032 3 3 309.195333 372.736533 30.4538986



72.74906 62.62774 3 3 47.32251 59.6688633 0.84523234
68.57921 103.1115 3 3 60.50749 80.4650633 13.7161582

551.53 438.0577 3 3 434.2744 489.674933 33.4468007
36.38927 36.61633 3 3 40.10211 36.7318533 4.02180955
4481.103 5033.198 3 3 5155.98367 4378.39067 602.945993
152.283 154.4725 3 3 170.025633 159.436333 7.0750559
2038.4 1793.825 3 3 2333.71367 2043.29633 240.708896

86.89013 74.07717 3 3 73.36951 79.2703033 2.16169298
497.7997 498.6217 3 3 412.498733 463.7583 14.9575042
49.82553 47.98672 3 3 43.4068667 46.7736967 1.35762225
656.6155 530.1811 3 3 507.981767 591.7016 78.0535043
1936.997 2082.391 3 3 1796.93833 1983.34833 206.629099
85.38789 58.37712 3 3 55.5805567 69.6709133 9.4332184
212.4763 206.9545 3 3 177.199267 197.1874 9.85776089
538.425 486.6541 3 3 429.202267 523.152267 108.214745

150.2122 141.8656 3 3 189.765067 142.658833 56.1213418
6656.797 6499.605 3 3 6186.64167 6894.54033 645.45019
472.8243 542.682 3 3 402.674067 474.3477 53.3341091
54.01993 42.10273 3 3 72.8899833 56.19147 12.9890988
45.34465 13.67899 3 3 45.4820233 23.7622233 18.198357
363.9091 291.1654 3 3 262.990033 306.342267 6.62524416
2381.628 1016.708 3 3 1143.98273 1795.52667 346.002749
70.20806 80.28519 3 3 50.7933 67.3048533 13.3913504
685.6088 988.4885 3 3 688.011133 818.121933 21.4039915
4.360729 9.367819 3 3 0.74696655 4.67494543 1.28645274
220.0916 224.5084 3 3 239.3078 223.892867 18.1929565
250.7132 234.2578 3 3 536.101933 251.6324 341.665022
199.6476 201.0095 3 3 183.348633 196.623267 14.6032141
154.381 237.3652 3 3 145.6797 184.1376 2.38411147

132.8569 89.98626 3 3 85.2783867 105.215493 0.49297212
293.6928 328.327 3 3 272.603767 298.088033 11.7942444
599.3171 478.6972 3 3 437.2655 506.829533 16.1275168
139.5303 151.5857 3 3 133.975767 147.302567 14.5483723
71.49305 75.15363 3 3 78.4525633 67.85919 8.34044543
8952.742 6931.542 3 3 6777.96067 8019.95133 1092.87881
37.45259 40.14175 3 3 47.11793 39.7774667 8.56405609
83.71032 76.40105 3 3 96.83654 85.2281467 10.0772426
282.4396 269.5822 3 3 363.449533 308.6886 33.1477178
54.53826 36.47258 3 3 54.5938267 46.4870533 3.27411122
59.92299 44.59172 3 3 57.4573433 49.14526 3.50507403
103.1562 65.68962 3 3 60.5497367 80.0401433 11.9099424
240.8935 204.6023 3 3 209.651167 225.2218 1.92619685
43.51852 23.99642 3 3 59.9249233 43.42741 4.31827737
43.12898 45.28552 3 3 57.2115467 44.5846267 15.1536272
72.10145 53.21059 3 3 56.20323 67.36649 4.99538014
8361.034 6969.093 3 3 6931.07633 8092.637 961.299585
954.006 950.934 3 3 922.9576 978.504333 49.3918212

616.4302 674.0016 3 3 615.648933 684.890733 37.4600408



1.515455 0.9989166 3 3 3.77050519 0.84085898 3.44433023
393.855 428.8933 3 3 526.053433 445.986333 73.4939581

783.3515 805.7078 3 3 950.643367 834.2007 121.78072
326.9535 265.5497 3 3 255.120533 287.4321 18.4278735
186.8504 140.5304 3 3 131.551433 157.168033 16.9900226
461.5273 292.7997 3 3 560.706533 442.502567 19.1167101
345.8144 151.4131 3 3 180.1058 265.168633 15.4189361
625.1023 1331.782 3 3 570.172833 889.923233 12.5861735
1193.94 1062.18 3 3 1247.04633 1159.58 61.5862383

257.3704 235.3718 3 3 199.330167 228.652867 13.6549421
928.5142 1039.174 3 3 881.753733 961.491433 68.4160423
257.6308 245.2145 3 3 220.149167 243.234167 23.1284778
47.21085 39.39135 3 3 47.0208033 36.9678867 3.36315636
25.32252 33.61094 3 3 24.3962533 31.85557 6.8267723
2.514112 2.368545 3 3 2.73347433 1.78817733 0.12187896
5978.225 6398.339 3 3 4910.44033 5682.29467 234.379777
10.00819 16.06583 3 3 6.10934 10.6098397 1.62797156
33.25384 23.03244 3 3 34.33816 29.4384867 1.95219129
1295.762 1131.073 3 3 1114.38743 1317.315 144.290523
152.0529 146.7558 3 3 142.882933 156.707967 10.5571438
1597.401 1427.508 3 3 1662.33733 1559.96333 35.8525057
210.2635 215.7328 3 3 172.2032 228.3315 62.2849741
102.6318 58.20908 3 3 59.1192133 79.4523067 10.3265885
3.081705 3.324547 3 3 4.277524 3.61406933 0.34709137
58.19125 63.88691 3 3 43.56196 54.47592 6.03137701
51.93892 50.02517 3 3 42.68978 48.3271833 4.92868689
12.80467 7.95611 3 3 17.4868633 10.1079433 8.56313443
190.2228 135.0713 3 3 181.084033 156.109167 4.63499177
35.8343 24.39418 3 3 22.21596 28.95272 5.42937502

295.8013 311.3744 3 3 351.770467 308.6369 50.7854327
950.3453 1103.289 3 3 1147.33433 1038.88143 104.381935
151.0994 91.90937 3 3 96.5605333 121.405523 5.09158925
4826.393 1910.839 3 3 2278.25133 3708.077 718.370613
638.7574 571.6456 3 3 728.977633 644.5034 68.3127958
455.9947 430.4418 3 3 470.855233 412.136533 44.4568649
128.6426 88.32 3 3 91.9971867 111.6772 11.3488068
23.58759 28.15058 3 3 35.8729033 23.2014933 14.4251171
67.84803 22.47934 3 3 12.7371067 36.2792467 7.66649679
170.8031 129.005 3 3 127.4593 145.959967 4.12253604
191.9075 192.2616 3 3 169.887433 200.282167 33.9041636
417.8386 312.9228 3 3 496.557 397.460167 92.3239022
151.3988 117.5856 3 3 121.4716 137.349033 7.64404123
59.23679 59.99379 3 3 56.0378467 62.7463733 6.02308724
82.00414 57.06429 3 3 79.6962767 66.3011133 8.70143109
484.9424 438.635 3 3 502.386067 430.572267 63.9334954
30.31191 9.885648 3 3 39.15824 21.497796 18.6117471
341.251 504.9472 3 3 497.973467 390.158133 84.0528693

383.8754 331.6983 3 3 306.031767 339.869733 5.78972591



134.3793 95.82815 3 3 141.171767 122.057083 4.32131662
194.3749 120.2223 3 3 1386.65787 163.3961 1480.3683
1923.439 2791.18 3 3 1908.72567 2308.89367 198.704658
54.09674 49.40654 3 3 77.19521 51.79364 30.6667141
26.57954 24.88985 3 3 28.14396 23.8953 3.95092063
390.9866 297.8397 3 3 270.278167 321.716467 12.8827781
144.0725 84.46521 3 3 156.436 126.102903 6.46994624
219.811 137.0109 3 3 141.647867 178.6055 17.0418022

1152.084 626.6235 3 3 615.176033 880.3726 184.263307
1001.907 786.4637 3 3 1211.36933 992.954567 170.852688
85.05287 91.1464 3 3 77.2166033 90.47653 15.232885
125.9743 134.9363 3 3 109.4646 123.0461 9.28948127
38.41294 26.96932 3 3 26.2384133 33.0793933 5.96522936
122.3905 86.8038 3 3 91.0094133 105.852967 1.57280104
34.47164 27.66171 3 3 44.3753567 36.3040267 1.36587233
120.5219 61.38705 3 3 59.5467367 86.02244 9.12367208
558.0797 495.2258 3 3 576.483 516.554533 63.1480634
150.4164 112.4275 3 3 107.1665 126.199233 9.49184614

400.19 506.5115 3 3 540.000167 477.232933 35.476849
4990.327 4627.771 3 3 5606.83233 5072.486 423.064579
86.25596 76.91866 3 3 73.4427967 84.4949833 11.5140241
608.8475 562.3783 3 3 502.892667 622.1017 127.996295
20.7243 22.2289 3 3 28.46391 23.9352767 3.38948194

67.08968 66.84097 3 3 80.5460633 72.44561 2.55955306
453.259 687.6232 3 3 427.923267 538.309733 33.6130412

2046.744 1444.953 3 3 1456.81467 1757.30467 205.370323
60.66737 46.34835 3 3 62.30543 55.5238133 2.08934001
122.6338 98.62837 3 3 101.278417 111.613323 3.25444055
323.6616 389.3466 3 3 335.542367 369.857933 11.1115011
49.61345 84.70039 3 3 39.24496 63.2128 22.2037918
72.88224 76.27593 3 3 103.078767 80.7649667 24.8400102
759.4762 759.6843 3 3 687.6134 826.1613 122.596375
43.1625 73.19323 3 3 34.0856333 54.7710233 19.2677876

85.13348 345.9715 3 3 46.9909333 171.423667 2.41590188
74.64181 79.81541 3 3 74.3213667 78.83405 3.95467198
91.55099 52.64257 3 3 53.9113733 70.7514233 5.89734584
995.9796 1062.756 3 3 889.516767 1113.9122 227.564916
768.3756 821.4899 3 3 740.5548 913.753833 35.3695907
1039.357 1188.772 3 3 1441.728 1101.672 406.072839
1877.503 1932.903 3 3 2141.10267 1924.68667 259.482607
2790.186 3653.293 3 3 2773.72667 3185.977 247.466774
3175.936 2982.144 3 3 3687.944 3169.01267 603.952605
480.5587 455.8693 3 3 495.884167 448.363933 44.8147355
1007.122 1099.479 3 3 1110.11033 969.1755 77.7212131
600.7319 553.2346 3 3 449.328 535.061233 71.0261724
493.5616 358.0594 3 3 331.211467 493.776033 143.792478
411.8155 139.1329 3 3 172.902267 300.831767 60.9268057
56.18536 86.50694 3 3 40.6647933 62.1816267 14.2908471



1987.649 2074.652 3 3 1851.83533 2375.07733 221.244777
125.1923 103.3288 3 3 127.091 108.24279 17.2711487
129.0601 105.2135 3 3 100.394043 115.228233 13.1593408
74.06219 55.4375 3 3 55.6748067 64.46403 5.25779567
419.1906 405.2408 3 3 553.3703 437.412567 134.152272
72.09209 47.34975 3 3 43.0846733 58.4000667 13.779319
5.764346 1.948068 3 3 1.21265782 3.232369 1.1165112

0.00532867 0.9759244 3 3 0.97216873 0.3272462 0.54938556
233.4483 230.9741 3 3 198.064267 221.5414 21.801349
52.09734 39.25703 3 3 55.3035333 47.8392667 5.2438727
1561.335 1771.841 3 3 1430.45733 1640.53167 228.970112
207.0755 191.4228 3 3 162.0427 194.596 38.0486385
67.93826 49.25785 3 3 70.22158 60.54279 6.36888019
1480.788 1018.983 3 3 1013.99277 1305.43033 252.224257
103.7858 74.91036 3 3 75.30452 87.88789 4.52008177
136.9352 95.89558 3 3 133.269033 116.214093 3.32097897
44.62048 33.46574 3 3 35.27511 40.4117267 1.57560497
122.3318 109.2981 3 3 87.7703033 104.740363 4.19716737
88.05598 73.07795 3 3 89.8311933 79.8157233 9.55655408
88.05598 73.07795 3 3 89.8311933 79.8157233 9.55655408
215.2967 339.6501 3 3 320.292767 263.8624 17.7074887
136.0253 170.8787 3 3 125.123567 145.756233 12.3284297
499.0095 401.007 3 3 354.7964 502.110167 147.513163
452.256 462.9641 3 3 344.783833 416.2823 49.5710846

163.8965 179.8323 3 3 178.6546 164.0547 8.41765086
9473.533 8309.538 3 3 7787.04333 8650.897 773.777952
184.9145 150.2526 3 3 143.4582 161.400067 8.02543537
225.9246 205.1718 3 3 185.652767 205.7578 14.3859479
1181.881 2129.142 3 3 980.210633 1472.34633 189.713866
352.665 407.0773 3 3 535.451433 439.7425 46.5182409

397.4266 340.2387 3 3 347.712767 406.831167 7.88639579
183.7611 155.3109 3 3 145.416833 162.548567 9.42513012
314.1301 309.8962 3 3 352.8845 312.734667 48.9678633
1006.015 592.345 3 3 461.9421 708.631667 152.890184

373.79 617.3765 3 3 607.7511 501.591567 43.2533044
2441.179 800.8342 3 3 981.493567 1763.10473 422.415065
495.5923 636.4839 3 3 468.475467 542.280533 38.4002833
2.747357 18.57325 3 3 1.35355386 8.67051533 2.34028656
2093.439 1581.693 3 3 1590.93867 2068.88733 339.433676
470.4279 424.7747 3 3 398.6801 507.448267 80.0501754
480.8407 511.5496 3 3 441.353867 496.590967 65.7441037
133.2679 134.146 3 3 145.4186 132.990567 15.1348266
3867.921 3352.927 3 3 2918.93167 3435.07233 489.548298
274.0269 187.189 3 3 292.6507 226.9494 67.2929017
4602.796 2667.246 3 3 2617.09767 3478.475 315.855355
184.0341 199.2373 3 3 173.2928 194.6296 24.4202709
243.9643 325.3441 3 3 222.715567 272.797 40.9240022
173.6873 146.5404 3 3 136.457033 153.918333 12.5215276



73.5698 45.52364 3 3 89.2843333 64.7403433 24.9786433
531.9689 713.8476 3 3 718.138667 580.537433 121.178044
1798.625 1232.441 3 3 1291.40467 1723.872 263.85235
481.2464 660.4167 3 3 351.151133 496.477967 83.7403422
59.00588 45.48874 3 3 38.0704733 47.3223367 3.1193954
1072.804 692.8547 3 3 745.971133 960.190567 121.266755
496.904 309.952 3 3 346.4103 453.971033 30.7136789

46.99017 5.678934 3 3 81.15945 37.091188 46.2421186
69.87246 80.09014 3 3 67.0488067 77.41626 10.8305283
566.845 415.5421 3 3 430.499867 561.2801 72.1337608

107.3376 67.47545 3 3 67.8416567 85.4056333 7.32394836
544.3085 639.491 3 3 493.796467 557.859233 20.4219213
10.40036 11.1927 3 3 9.916713 12.6829667 0.80630157
85.42554 61.46183 3 3 121.861603 90.2929567 22.3691827
3037.339 2958.374 3 3 2865.755 3205.40667 205.802638
187.4861 106.7714 3 3 108.042767 141.940967 3.97112438
230.145 309.2986 3 3 372.259233 286.1561 93.5686403

792.0074 978.6236 3 3 1226.08503 894.748167 394.863312
734.1635 721.3403 3 3 746.15 718.763967 29.0352338
102.645 95.0944 3 3 92.1954833 104.324067 10.841036

737.6525 736.242 3 3 658.229567 773.3041 126.221885
335.1318 421.3967 3 3 414.540033 372.881967 25.6975146
745.9116 763.8513 3 3 672.784367 797.9218 133.777487
63.18217 1971.811 3 3 1977.43167 757.835857 1059.4827
1027.908 1792.027 3 3 988.526567 1331.93133 114.101049
169.0668 149.2412 3 3 140.1724 154.703567 12.6401335
141.5305 109.4345 3 3 101.001573 120.278533 14.8303548
183.2667 127.2363 3 3 91.7303233 133.685273 21.6119917
915.4817 803.2247 3 3 725.015667 831.546067 107.779979
22.37725 32.76404 3 3 41.6768433 25.5344033 18.786134
253.6296 333.3338 3 3 374.4989 311.159333 59.2894533
4087.105 3785.369 3 3 4731.139 4109.545 684.865319
1220.982 2714.555 3 3 1015.9256 1721.52333 102.751166
44.70693 66.16922 3 3 39.29695 50.82348 4.59884228
30.94017 31.74025 3 3 32.7171467 28.5380033 1.61237533
436.0269 561.632 3 3 433.9588 514.8744 71.759629
51.32461 50.06619 3 3 58.6185033 53.5694367 3.64046135
65.21685 62.00014 3 3 129.17115 63.8884067 80.1578186
914.294 868.0689 3 3 1129.79523 950.7553 192.835032

1028.362 1221.74 3 3 930.583433 1264.347 317.092368
1445.02 1632.256 3 3 1397.53167 1540.63367 148.754666

368.4192 304.2452 3 3 365.688933 323.851567 33.840691
217.512 164.7804 3 3 170.672967 192.906933 6.46767528

44.23995 37.11372 3 3 47.2158467 42.19055 4.30784068
8154.248 9713 3 3 7935.39467 8697.71833 320.970059
706.4005 907.2553 3 3 866.072533 765.863833 6.72391455
564.9296 496.9408 3 3 465.819267 578.354967 105.962236
37.31566 33.38534 3 3 30.48074 42.1801767 7.93712431



352.8653 402.3415 3 3 337.7674 367.1339 19.0319327
515.3676 593.8762 3 3 646.910333 575.052267 70.7871819
7.564368 13.63633 3 3 19.49453 13.284026 5.24116164
367.7189 271.2868 3 3 356.876933 316.562 10.2885511
618.2379 518.393 3 3 440.735867 527.197667 61.1155211
134.7025 67.92141 3 3 56.9842167 92.2349033 22.7196693
115.158 83.37308 3 3 142.860133 114.965193 13.5724227

422.5205 223.0647 3 3 243.164567 333.333133 44.8524719
79.43765 75.9529 3 3 74.1850333 78.11286 4.4480426
455.2823 611.709 3 3 451.218433 526.442467 47.9554305
143.9537 102.0557 3 3 137.5541 115.778967 11.0660365
981.0642 1100.691 3 3 705.305533 966.479467 288.274582
105.0236 162.2574 3 3 108.774183 133.578333 10.6181605
105.0236 162.2574 3 3 108.774183 133.578333 10.6181605
50.94925 35.78166 3 3 36.5860767 43.3849 3.5369072
9515.685 10246.25 3 3 8338.94433 9276.65667 321.117576
112.2574 117.4313 3 3 117.683467 111.6131 4.22149818
808.8881 1027.952 3 3 1088.606 970.420033 32.5784786
107.9266 91.72668 3 3 86.1831733 97.6767067 10.9890488
546.6184 726.5227 3 3 886.0676 672.645733 238.878838
226.4235 237.7073 3 3 218.643967 254.306067 20.3224484
1704.588 1526.671 3 3 1919.90733 1683.17767 251.77982
112.6474 233.0915 3 3 253.319267 186.560233 50.7103006
348.2722 279.3908 3 3 416.136667 349.887367 39.6414734
3261.373 2496.306 3 3 2462.63933 3005.961 503.156015
3487.018 2270.477 3 3 3851.92333 3147.02733 410.562415
19.63533 28.16052 3 3 17.3583 22.0441933 2.2104426
543.7249 220.1968 3 3 231.7281 373.9519 66.3003695
30.85215 29.95115 3 3 23.5119767 28.5040233 5.18604246
160.9371 106.6713 3 3 113.292733 135.614367 3.57578028
216.6844 167.4404 3 3 152.1988 180.0765 12.0998401
78.48995 102.2582 3 3 67.1570467 86.39039 19.354717
338.934 343.7599 3 3 283.2172 321.357433 31.8009932

435.6756 288.1201 3 3 477.998767 397.027067 29.0578747
77.98734 77.07594 3 3 86.4985867 81.10003 2.45010165
205.5203 220.6224 3 3 200.7002 225.435767 20.41892
105.5071 96.87492 3 3 87.6626533 96.8088967 7.1631048
90.97563 83.95682 3 3 82.84675 86.4942233 2.26893816
62.57721 58.15403 3 3 64.7135967 61.2290567 3.37607838
222.3795 339.8923 3 3 232.518967 286.5424 30.2192749
107.3264 88.89684 3 3 89.4066867 106.507913 12.241087
79.0135 62.96475 3 3 63.73616 71.5506733 5.28372393

257.6335 209.1116 3 3 191.5732 222.406733 22.4243801
300.1725 212.5523 3 3 227.883767 280.086833 23.5710498
408.0347 382.9944 3 3 325.578167 373.142333 42.4095669
75.1667 62.60926 3 3 59.8661267 85.34812 11.8403027

612.9279 627.7455 3 3 570.378867 622.819467 64.2797452
27.04548 20.37216 3 3 20.0427533 26.3210867 5.35470781



67.99082 60.30753 3 3 59.19242 68.8751267 7.85027547
1213.791 1358.313 3 3 1213.59 1317.94733 91.5637279
24.09785 32.42868 3 3 24.48257 28.1006933 1.61171851
398.9642 301.4465 3 3 309.8683 350.939067 14.2583116
189.4701 188.4932 3 3 177.8483 207.9798 17.526938
96.32465 111.1939 3 3 97.0892367 104.568083 5.33043384
1114.73 1127.983 3 3 1392.71433 1051.82913 404.342995

41.39963 27.72703 3 3 50.4907933 32.21607 21.1770947
82.00939 114.4029 3 3 120.12282 83.8581333 33.6969131
935.9652 757.7283 3 3 919.8647 816.804167 75.0464679
608.3681 590.0324 3 3 791.979967 673.104733 72.0744926
429.7013 638.2037 3 3 432.087467 532.337 67.3340568
79.30865 88.20989 3 3 91.6132033 85.9722733 3.78094675
197.0013 203.2456 3 3 222.647133 187.835067 37.3593816
1193.654 1084.697 3 3 1057.02033 1239.30067 133.869904
91.70312 69.65977 3 3 65.4776933 76.35891 2.01975456
6524.064 7591.332 3 3 6279.007 6835.09833 202.512943
35.60497 68.71995 3 3 73.69129 54.2967 17.0116431
914.7029 598.1699 3 3 604.055 738.964933 44.3645456
115.3116 71.93716 3 3 168.053667 113.96742 52.7031103
49.86766 48.69232 3 3 27.458211 45.0399367 20.5004314
307.0891 365.3236 3 3 226.674433 301.8646 65.5387052
85.98527 76.15607 3 3 148.178933 95.1213133 60.8997746
266.314 371.7551 3 3 265.821167 310.152867 2.16802809
266.314 371.7551 3 3 265.821167 310.152867 2.16802809
266.314 371.7551 3 3 265.821167 310.152867 2.16802809

83.36765 62.50089 3 3 89.4587833 76.04732 11.7712698
151.6616 121.7313 3 3 112.247067 128.715633 1.37803876
64.40915 66.58015 3 3 59.4764033 66.84458 8.76479906
373.5871 484.0271 3 3 476.8535 419.636367 41.6484033
375.7644 318.2478 3 3 526.5153 405.0521 108.452683
774.1099 478.8573 3 3 526.943867 729.279767 97.5322904
1078.94 1220.676 3 3 1345.12833 1093.92833 287.631571

46.91334 36.10856 3 3 45.9146733 38.65369 5.24130897
73.47005 86.38934 3 3 61.2777067 76.2387867 16.185272
582.8644 323.7203 3 3 369.852833 512.427467 63.3742977
240.3441 208.8537 3 3 201.4593 219.259467 12.4296642
208.6809 173.8631 3 3 159.534267 181.616567 12.9702608
111.078 110.2801 3 3 130.446733 109.1409 26.3046865

38.77216 44.0795 3 3 48.01576 41.18939 8.03543849
829.9351 446.9762 3 3 470.243833 625.658767 7.63246783
307.7438 721.3163 3 3 288.094 468.8133 35.9776326
50.64469 41.38813 3 3 40.67284 47.26746 6.39504534
5.398726 9.467418 3 3 4.03013133 6.906242 2.78986497
215.2034 174.6066 3 3 160.879833 187.057367 21.4473315
1728.784 1733.396 3 3 1659.20767 1767.54333 118.774131
816.4164 518.6 3 3 895.552567 733.768533 70.8793807
459.5306 442.3579 3 3 461.718867 433.485533 15.533491



281.7914 211.1152 3 3 190.928433 229.2684 11.5143296
852.3121 1181.547 3 3 782.541767 998.429833 209.224717
230.4601 229.9615 3 3 248.832967 233.7049 17.7867929
152.2997 250.2739 3 3 132.919633 183.681 25.4169634
46.02177 59.22202 3 3 44.1309533 52.41641 7.89322722
79.47437 87.83211 3 3 77.69251 82.86393 4.68776547
316.4029 211.2379 3 3 206.635933 252.138733 4.91451582
41.86742 71.13889 3 3 92.5515467 66.8105467 22.1517723
1171.745 986.8146 3 3 1005.22853 1150.5102 94.0275152
65.33838 118.4636 3 3 133.67684 78.2533067 59.045679
499.8665 425.473 3 3 582.4276 497.492033 78.3396742
2192.916 1295.866 3 3 1454.554 1998.10867 250.47514
231.6278 395.2924 3 3 392.889633 308.313633 65.5100489
16.00035 0.0040018 3 3 15.592263 5.33666407 8.8020618
71.15459 61.66358 3 3 102.384897 65.40326 45.7265307
786.9632 602.3145 3 3 915.2241 737.487167 186.781756
74.06841 77.35275 3 3 85.9342433 75.91461 12.3614786
135.6183 84.26029 3 3 90.65278 113.618363 10.8788107
1307.268 1089.032 3 3 1261.29033 1123.07837 28.8068061
47.38125 36.32171 3 3 37.9945867 45.2722567 4.06538766
1216.053 1134.373 3 3 1058.20357 1269.51833 202.419712
1987.159 1901.39 3 3 2017.54467 1823.69 113.495642
118.3288 95.29823 3 3 97.29299 107.613477 5.55566726
47.63992 33.33798 3 3 33.0235333 39.7082767 4.0528824
54.83593 58.28909 3 3 44.5202367 52.0987367 5.14222094
54.83593 58.28909 3 3 44.5202367 52.0987367 5.14222094
8.560142 4.794091 3 3 9.191156 7.384605 0.14898452
119.3622 63.07986 3 3 115.2729 89.98233 14.0463708
508.7357 725.7563 3 3 346.278067 536.098367 156.387385
394.7119 408.1848 3 3 371.5716 449.7473 49.5664254
64.88354 56.9525 3 3 54.7331133 60.8985 6.58563149
42.64201 38.84859 3 3 35.5236067 39.0472533 2.65792123
211.8518 123.8981 3 3 103.456617 148.696167 12.0897481
773.9152 810.2222 3 3 645.4381 731.203833 1.25303069
854.5258 783.337 3 3 685.3717 1155.8916 52.5535738
89.65092 53.58557 3 3 61.1294567 79.78624 4.08014271
47.1407 31.9225 3 3 45.6172833 37.54173 5.63851298

39.83818 53.65948 3 3 53.7817967 46.9136667 5.0670185
1519.148 1281.539 3 3 1156.08403 1421.85767 307.567467
560.7966 539.4651 3 3 455.696667 512.594433 26.6001754
47.59314 46.48376 3 3 57.66106 50.7283233 5.81358332
27.16094 19.77268 3 3 33.8635567 27.4201633 2.05476159
544.6404 455.1847 3 3 449.101933 489.652367 15.7871901
481.7325 462.0998 3 3 407.535167 449.5317 33.9561289
100.6565 101.9359 3 3 83.59679 96.67079 14.2191765
73.47529 71.81514 3 3 68.63199 77.3327333 7.18205879
202.9622 212.5257 3 3 189.401433 206.750033 21.0727673
97.26563 107.3451 3 3 110.49204 97.2911133 13.0884141



515.6319 476.4093 3 3 616.991667 539.2035 58.9322363
46.28524 59.05479 3 3 34.4991833 45.71303 3.23548224
1119.047 801.9639 3 3 601.281267 851.424033 192.160642
931.0013 1300.575 3 3 1227.013 1044.5644 51.575759
76.41866 54.05395 3 3 58.5418467 70.7349567 4.07690286
123.977 82.57773 3 3 88.8682467 105.786943 0.41429334

31.33943 21.21973 3 3 19.18461 25.2962267 5.46977401
482.7675 407.6239 3 3 493.945767 426.323633 68.3577168
578.4225 623.1586 3 3 464.4418 550.881267 60.9511421
1578.081 1018.169 3 3 1652.41467 1384.777 105.718113
928.399 1113.856 3 3 922.533233 1023.701 86.0538349

5.874009 9.015699 3 3 10.71875 6.00012033 5.11236868
388.2797 317.5146 3 3 307.5785 340.649033 3.32361464
10.82665 14.06667 3 3 13.7269933 11.492361 1.5706433
163.0997 169.6868 3 3 141.784133 159.607567 18.674407
334.171 289.955 3 3 364.148833 313.798433 58.9463424

1025.102 859.3628 3 3 1262.21833 1031.1886 230.33621
92.72451 73.26855 3 3 66.2590933 77.57728 4.25092067
11.67239 2.269859 3 3 16.52222 9.12180633 7.06267925
1309.212 1650.444 3 3 1213.97967 1406.092 111.646262
1150.123 793.1847 3 3 1318.22933 1089.89657 89.497926
326.1186 329.0019 3 3 267.538 312.886167 50.7834122
2736.745 2763.331 3 3 2627.33067 2835.71433 214.36045
91.16434 90.22123 3 3 73.1609 84.16155 7.85835697
159.4819 119.1262 3 3 118.322967 136.417867 9.04605849
378.9263 376.317 3 3 335.912733 365.150467 29.5581742
350.7568 292.6949 3 3 350.9418 312.909867 34.5680752
110.0474 69.36229 3 3 75.35289 97.5874967 13.2665831
2020.273 1711.531 3 3 1524.096 1755.59 154.309029
215.1617 182.8518 3 3 170.791033 193.043267 20.2533129
191.0824 155.5384 3 3 131.3939 157.7152 6.55982306
104.1052 88.60835 3 3 76.4402433 88.78863 2.7814218
3325.432 2692.064 3 3 2427.72033 2863.351 366.804509
431.7672 395.8337 3 3 427.639567 403.3139 16.6560763
108.1855 93.57218 3 3 95.5780967 103.971527 5.35421496
227.0641 192.9833 3 3 180.267633 203.729533 21.3593161
70.00787 75.45347 3 3 59.5788433 68.33501 7.42754766
90.42088 97.65992 3 3 71.317 87.0486533 15.1478461
76.48569 81.22241 3 3 84.44658 77.2760633 8.23314602
243.7109 233.7001 3 3 226.891933 238.406533 13.5358377
469.0974 386.0564 3 3 510.0756 452.956233 38.4230877
181.866 187.992 3 3 167.638233 224.999033 18.7101825

489.6059 238.8551 3 3 602.6488 428.855733 138.845651
1419.163 1647.702 3 3 1385.01033 1514.32967 110.285637
984.4526 779.9472 3 3 727.675433 838.497733 56.1488402
72.96614 46.3933 3 3 107.039907 65.55498 49.302505
102.3581 497.3597 3 3 49.1280733 232.177117 6.41417733
528.6519 614.6918 3 3 516.346333 576.3242 61.2533896



16.80337 12.67314 3 3 129.767567 15.0197333 144.019439
223.7922 285.9885 3 3 298.9775 242.0471 60.3881958
223.7922 285.9885 3 3 298.9775 242.0471 60.3881958
1987.25 1658.643 3 3 1722.29667 1955.30333 77.8083627

4965.445 3447.613 3 3 2216.82633 3471.21533 532.325391
533.5898 520.5789 3 3 437.7228 497.343567 53.9467992
533.5898 520.5789 3 3 437.7228 497.343567 53.9467992
2895.76 2754.734 3 3 2449.41833 2827.71433 469.807967

2524.216 1987.052 3 3 2100.95033 2416.453 86.1815214
1337.928 1424.235 3 3 1308.654 1437.11933 121.542002
500.2247 353.2031 3 3 302.741067 385.115933 10.9060021
243.0667 202.0114 3 3 255.886033 220.101567 39.7835872
25.23309 19.61273 3 3 9.35470634 19.84326 12.0775998

241.81 207.4511 3 3 207.139667 226.0638 16.2593429
724.9384 213.515 3 3 185.294033 407.086267 26.9750594
51.08743 37.68281 3 3 50.8732467 43.8139267 5.72961609
144.0641 113.5254 3 3 141.702433 127.4993 8.97329941
22.20361 18.20507 3 3 16.2185833 20.90867 5.41092781
2296.976 1972.323 3 3 2019.378 2204.25367 114.613887
3277.066 2692.531 3 3 2589.23067 2886.83833 160.703832
1122.227 1008.545 3 3 1008.79543 1148.70233 83.0750428
75.1241 80.17795 3 3 58.8511 70.1848333 5.43645822

188.0755 109.0273 3 3 350.2987 144.609633 255.611395
184.4613 159.1918 3 3 2505.87993 173.015833 2934.76364
1490.927 1809.46 3 3 1811.69967 1654.209 117.693467
56.88443 88.18095 3 3 56.46091 74.2431767 15.7144541
1382.821 1462.68 3 3 1672.03067 1489.65433 194.009351
88.0114 118.4653 3 3 136.499167 114.061533 14.6289471

50.75366 53.52094 3 3 60.6511533 53.0434033 9.34313007
1063.522 715.3458 3 3 756.615067 1034.89427 170.041354
118.8996 81.47784 3 3 85.8693767 101.05108 3.58739291
747.9672 793.7192 3 3 995.6255 864.500467 20.207834
755.7718 776.8161 3 3 743.066467 796.014833 41.0165381
743.733 864.6975 3 3 658.6923 858.629167 225.434243

1209.939 1030.858 3 3 1409.49267 1220.218 137.390296
107.5191 65.27888 3 3 59.6264333 80.4947967 11.8224218
35.0371 25.05881 3 3 38.7669133 30.7280067 8.72867653

35.97772 31.22143 3 3 768.1932 39.9377567 917.08322
238.3273 225.6295 3 3 263.406633 238.6397 28.2755862
679.863 794.6029 3 3 978.9997 819.549967 129.308446

2914.625 1749.21 3 3 3191.734 2587.473 209.579004
173.2189 206.6111 3 3 199.301433 181.303533 3.58637452
100.3705 106.9913 3 3 108.79588 95.8101333 8.41642187
15.96407 11.24213 3 3 29.81611 20.3097067 1.72040872
38.09189 33.0663 3 3 31.2460667 38.7351933 7.27346257
932.0781 938.561 3 3 795.236733 960.9627 204.110215
245.9028 256.3268 3 3 282.405833 247.575 43.1739362
252.8044 154.8349 3 3 159.5275 199.285633 7.24970091



22.57011 19.63422 3 3 22.2152567 19.5603467 1.38929997
896.5888 571.364 3 3 638.1998 813.277067 59.03784
29.00895 23.08063 3 3 29.55775 24.2001833 5.16712972
1940.455 3368.313 3 3 1714.96167 2394.08767 145.879578
94.60229 72.52667 3 3 75.7725533 86.9661967 6.55320561
603.7126 486.16 3 3 505.8436 619.7263 20.6755617
27.95327 33.22243 3 3 21.7720567 27.1792367 2.18869165
980.4094 961.0516 3 3 1322.224 1085.54433 222.759149
122.5153 150.2943 3 3 113.770277 132.4562 17.8023266
137.008 144.823 3 3 128.971733 136.270667 2.22688269
137.008 144.823 3 3 128.971733 136.270667 2.22688269

1875.596 2929.453 3 3 1931.55167 2529.736 494.373491
225.8927 246.4473 3 3 244.728467 226.992133 11.9719985
2893.731 5372.161 3 3 3136.876 4137.12633 245.203367
3149.564 3431.065 3 3 3001.68567 3321.50667 374.746646
30.96801 0.8875661 3 3 2.78553934 14.964532 2.76888278
158.3578 202.2744 3 3 165.122267 190.143133 15.0702448
45.51644 37.71909 3 3 30.18087 37.22768 2.49542963
2000.882 2019.928 3 3 2451.24433 2061.81267 483.738178
362.7469 339.3017 3 3 314.26 340.499333 25.0960425
554.3221 587.1274 3 3 803.562733 602.660567 247.258796
13.9261 10.54142 3 3 9.282944 11.61952 2.17570005

14.00908 11.34261 3 3 11.2567777 15.39241 1.85256389
80.41909 83.78251 3 3 67.4433733 78.3278267 12.0011815
174.3024 157.479 3 3 149.376333 159.951567 1.5418253
51.97263 26.8339 3 3 50.43982 40.2273333 2.62242099
51.97263 26.8339 3 3 50.43982 40.2273333 2.62242099
596.8248 419.2546 3 3 419.538733 519.253033 87.4771871
66.3743 48.1291 3 3 47.35575 55.4969633 3.69047834

565.2931 561.3674 3 3 684.045333 604.9434 69.3961259
13.49195 16.66001 3 3 20.3739733 16.7068967 3.32288037
2760.153 2097.541 3 3 2056.31433 2565.846 499.611194
1075.853 1657.915 3 3 1084.76467 1328.87333 79.96554
63.18974 71.21629 3 3 44.7783267 58.0005933 3.14244539
7.590975 0.2027061 3 3 9.13733633 4.18659437 5.03880708
118.541 129.9411 3 3 104.429533 116.505067 4.66166327

2011.685 4206.871 3 3 2014.02767 2942.375 306.612505
80.59792 74.24706 3 3 85.77466 77.72786 9.66950712
130.2227 127.3087 3 3 146.203133 132.0484 16.9403772
1444.032 1410.373 3 3 1664.25067 1506.56033 143.999303
396.3741 305.394 3 3 644.661733 378.1747 331.184122
512.9157 626.6014 3 3 506.2247 558.202733 26.5486769
76.00832 64.32655 3 3 52.1062767 65.09743 12.6376607
222.9758 228.0066 3 3 236.491067 224.997167 14.3191355
653.2783 746.0988 3 3 660.559 742.228833 55.9170615
464.6545 322.5266 3 3 321.851367 384.3546 31.146617
117.7358 86.19505 3 3 76.6272567 115.94755 40.6044218
424.3486 436.7291 3 3 368.924833 408.690467 32.714466



959.8615 404.8189 3 3 503.228467 797.791133 149.705439
493.2115 524.1512 3 3 431.713433 477.2498 11.3724885
249.154 112.1639 3 3 309.738933 200.540933 115.282199

1017.188 829.8232 3 3 803.195033 971.984067 173.118509
300.3488 191.856 3 3 195.3768 240.7408 16.7120862
813.2136 949.4487 3 3 974.145367 856.4529 125.597955
140.585 118.0069 3 3 146.2997 132.4806 12.2178516

70.26558 92.58508 3 3 98.35614 85.7966233 8.48410935
2085.068 2411.979 3 3 1808.75133 2163.19567 391.943591
712.7086 742.1674 3 3 647.374633 771.370567 136.884279
1104.915 1587.276 3 3 907.5637 1194.08203 68.3394273
1464.946 815.9388 3 3 901.810067 1173.9076 102.701628
21.04206 20.67214 3 3 25.8190667 22.52149 3.02794029
85.88847 56.17783 3 3 163.225077 68.5075267 119.21624
109.9681 91.99702 3 3 122.623237 98.6094067 28.8341299
244.7526 237.5857 3 3 226.651833 235.472633 3.89836361
1712.296 993.3987 3 3 1087.8596 1550.03123 313.83993
851.6797 903.8422 3 3 931.680133 877.382333 63.8138242
1890.384 1923.582 3 3 1648.73667 1874.11367 279.952877
3708.058 4583.133 3 3 3215.21633 3814.29067 240.646984
5.525023 13.32924 3 3 12.5072993 8.437389 2.92266158
6875.048 7260.661 3 3 6917.53067 7148.429 171.220082
93.19616 76.71883 3 3 77.1797133 89.87582 10.9311253
144.319 132.2526 3 3 129.416567 139.156167 10.6948464
144.319 132.2526 3 3 129.416567 139.156167 10.6948464
144.319 132.2526 3 3 129.416567 139.156167 10.6948464

291.7992 307.3242 3 3 493.101433 366.0975 112.637652
14.35025 14.19432 3 3 18.9227867 14.8637633 5.05311897
73.2684 47.75113 3 3 72.5333867 58.8254933 11.4882886

616.1542 742.8026 3 3 758.005533 699.6624 16.2505738
441.075 456.0045 3 3 728.291333 387.2768 420.102766

50.67929 55.12812 3 3 43.1384767 51.0269633 9.21857943
30.19437 26.22775 3 3 22.37221 26.0633567 2.05730656
363.6253 352.8826 3 3 366.351667 355.160333 12.0297968
280.1151 268.9969 3 3 255.077267 274.693567 24.3017142
64.07443 67.94559 3 3 54.8553567 61.48801 2.44328319
1518.283 1671.385 3 3 1498.64567 1739.696 158.291669
791.616 714.6896 3 3 1034.17563 856.051533 134.222268

75.80156 94.28151 3 3 95.4993133 78.9253033 15.6919358
40.91988 40.874 3 3 36.1608133 39.5480433 3.61661055
233.2057 275.2233 3 3 211.005067 359.950633 43.3383227
149.3289 89.73454 3 3 96.5426733 124.216013 16.8659532
2053.925 1784.954 3 3 1745.28567 2038.84133 280.147355
77.31714 66.55535 3 3 61.7322 70.50433 9.45091538
260.9832 264.4345 3 3 244.5123 276.600167 32.913991
71.26419 86.67539 3 3 196.02072 77.5013533 150.527383
37.33951 55.82166 3 3 39.6682733 47.91088 4.38278828
1438.132 1388.021 3 3 1374.53233 1501.644 44.552662



1478.244 1037.649 3 3 1090.9077 1411.88667 217.147946
1312.494 1535.218 3 3 1598.902 1311.03 289.090537
99.14522 96.69942 3 3 81.44634 92.55486 10.5835403
516.3216 372.6475 3 3 356.0225 421.0639 6.99116017
94.5127 62.74584 3 3 61.35397 74.8555867 0.70610526

68.57536 51.59174 3 3 46.21172 66.4291233 21.6753758
63.1312 51.02977 3 3 69.3395267 56.7537067 14.8291373

3239.992 2254.318 3 3 3854.105 3135.33333 378.511421
1450.65 1018.383 3 3 1070.98343 1385.66033 213.147866

393.9114 388.613 3 3 346.281333 377.210733 30.8708356
266.4882 353.1545 3 3 405.5698 338.326933 54.9762818
137.2852 136.8247 3 3 126.872333 144.988433 18.5470431
137.9282 107.0477 3 3 133.588267 112.913403 13.4428477
21.55162 21.19992 3 3 22.2637533 19.0720567 0.76867122
131.8606 118.3524 3 3 132.706233 126.643267 2.6454471
871.9371 888.9875 3 3 788.261367 1020.92287 169.415417
3314.581 3300.492 3 3 3814.98833 3459.236 369.574624
1813.985 1343.977 3 3 1794.89567 1570.843 161.750675
126.083 87.51482 3 3 92.8547767 137.314807 6.87358209

170.9377 153.8895 3 3 146.0209 158.235833 10.8395389
41.23039 22.63327 3 3 26.5904767 38.4912433 3.84192434
389.3691 384.1067 3 3 342.291867 372.8274 30.4856633
1718.869 536.4642 3 3 283.730433 874.201933 158.791299
1718.869 536.4642 3 3 283.730433 874.201933 158.791299
164.1736 149.9472 3 3 151.9679 167.235533 4.26672924
2949.975 2252.159 3 3 2280.253 2561.625 49.8921524
1088.289 1157.491 3 3 902.325933 1034.0834 58.3988719
195.3457 194.8444 3 3 165.531067 182.601233 2.50109858
319.8123 477.8184 3 3 309.1345 382.4425 41.326815
13.90507 16.27528 3 3 12.3447567 14.1965267 1.33639953
69.37265 51.46525 3 3 50.84852 58.77475 3.75690926
103.1599 133.7204 3 3 106.069987 118.8478 5.67044357
85.59949 99.66338 3 3 69.7071967 90.1687267 24.7963409
16.45402 9.998894 3 3 18.2466167 13.8066447 4.5512253
130.0818 142.7319 3 3 120.696263 167.606133 25.0661662
313.0537 253.4613 3 3 259.972533 329.568467 24.0435944
116.9604 137.5406 3 3 117.93 143.164267 13.1538366
98.34235 80.93561 3 3 70.3125133 82.5718933 4.43290151
2543.038 798.2899 3 3 1063.41347 1798.60397 268.59372
984.7947 871.0951 3 3 705.186733 846.907767 99.2638078
4386.974 2782.011 3 3 2936.42167 3846.343 708.455016
109.2102 118.0357 3 3 133.743167 117.09 19.9313471
111.9961 77.0393 3 3 82.8823467 98.43 6.58257781
164.6779 130.9598 3 3 122.746133 142.523267 16.4430032
164.6779 130.9598 3 3 122.746133 142.523267 16.4430032
225.0699 202.887 3 3 193.505833 207.457567 8.20519935
491.9968 745.1913 3 3 727.570833 562.463733 138.075656
52.56721 69.07897 3 3 49.3422033 58.3903 6.92282841



171.2066 112.2967 3 3 110.539717 139.7164 22.6216003
169.1059 139.0218 3 3 496.995267 155.903833 435.864274
134.5855 103.5932 3 3 96.9336067 115.779667 17.5445291
706.6432 598.897 3 3 772.7364 691.901833 56.4797097
1027.254 776.6302 3 3 1288.58167 1042.84307 153.434984
2750.931 4283.511 3 3 1945.712 3077.54667 964.065514
70.14709 38.56659 3 3 68.1047867 54.8808433 6.01100919
286.9193 331.2628 3 3 266.7924 313.052833 54.4545287
162.9838 118.979 3 3 126.5258 146.7572 9.27767054
208.7047 146.6875 3 3 112.264103 159.877367 42.4064429
286.3467 303.4062 3 3 229.306067 273.494867 41.8751465
226.3101 224.9166 3 3 177.6982 205.617367 8.76454112
643.6099 830.7441 3 3 891.6566 789.4345 13.2109543
96.3694 97.34205 3 3 89.7435933 96.72248 8.91873041

240.7296 222.4427 3 3 212.720167 226.309567 11.6449681
177.5051 152.4088 3 3 136.647567 154.655167 7.46783335
465.0617 693.1919 3 3 397.697467 522.2526 52.1603309
1300.899 1842.81 3 3 1328.339 1544.25967 27.2437028
1346.364 1287.675 3 3 1264.521 1385.267 95.271719
40.26698 36.04978 3 3 32.40846 37.6529 6.31677151
91.92938 62.58958 3 3 64.3540333 77.1088833 7.18407939
1488.404 569.7073 3 3 760.169667 1193.3161 126.092828
14.98267 26.81413 3 3 29.1481633 22.1545767 6.36887916
4521.743 1578.392 3 3 2049.75833 3451.87133 760.17096
482.8139 677.7302 3 3 494.485267 583.6824 59.5389227
817.9816 935.0655 3 3 634.036333 786.182133 100.692942
26.73771 24.99462 3 3 32.43831 27.7034833 5.09598624
460.4544 301.1882 3 3 240.064833 375.551633 154.125682
120.8506 86.22149 3 3 85.89842 101.79917 10.3374269
49.28466 41.10743 3 3 57.83237 47.0271033 12.8569179
241.3888 154.7601 3 3 230.1386 191.695433 20.8288813
551.647 805.134 3 3 813.957633 672.744333 129.06242

319.9005 1118.127 3 3 178.210967 557.844633 5.38118419
95.43948 187.9797 3 3 92.4600533 131.31296 4.55114638
21.13165 17.17864 3 3 17.5547167 20.71831 2.29125876
3071.238 2851.418 3 3 2776.76633 3158.35933 333.794846
137.957 143.1936 3 3 127.271033 138.539733 13.7844268

4752.935 2686.837 3 3 2753.262 3638.33433 452.889226
210.5755 171.0261 3 3 168.9641 189.523433 17.363441
112.5691 111.4569 3 3 87.6831433 114.031 33.6607471
224.2276 178.2991 3 3 218.1704 194.091833 16.590012
52.64954 51.49946 3 3 65.70278 53.1551067 16.0013293
988.5211 921.7343 3 3 1024.89437 962.332433 72.0405942
305.6346 354.4286 3 3 375.8999 294.304633 81.0298044
3.648718 0.859719 3 3 4.13220867 2.36963 1.77315863
280.8073 288.0351 3 3 277.6684 298.392067 10.5117404
53.54023 45.68772 3 3 39.8331 47.8359667 8.99323183
396.9299 379.814 3 3 292.589067 351.635967 40.4675862



18.20539 19.79325 3 3 21.85945 18.9356833 3.67181625
48.54448 29.70811 3 3 47.5864033 35.2175233 10.8755474
305.2212 177.282 3 3 334.373367 266.646667 39.4207412
1631.644 891.554 3 3 988.369967 1297.82833 132.250283
357.7147 380.5537 3 3 445.7956 385.183833 71.9233849
1350.319 792.3393 3 3 872.544633 1203.37843 225.663632
447.5134 430.5579 3 3 354.506933 412.894 59.3260031
108.1804 69.5412 3 3 109.001067 92.697 4.74762042
13.20338 14.52196 3 3 37.2780533 15.4163867 27.9879441
364.7901 251.1413 3 3 271.1802 326.086033 27.8630468
105.1184 96.8793 3 3 96.9456367 103.060067 5.67218192
64.10973 46.82284 3 3 50.9535567 60.9725167 0.71728068
41.13056 73.85474 3 3 81.3766967 54.3171333 30.2384835
35.47115 42.3394 3 3 41.6481133 34.0699633 3.62670953
301.8712 266.6941 3 3 233.1893 266.553333 24.3057672
301.8712 266.6941 3 3 233.1893 266.553333 24.3057672
39.91144 32.17704 3 3 28.9206767 34.05827 4.11295254
1086.894 993.1648 3 3 981.729267 1100.5256 100.964115

86.298 68.26657 3 3 52.5430533 67.76063 5.52028252
247.0447 248.8845 3 3 259.7531 245.5141 17.808038
525.2797 504.7595 3 3 229.567877 488.2851 329.685868
132.6151 135.4742 3 3 122.3347 151.870767 22.1558848
512.4639 457.9059 3 3 507.619467 473.841667 27.5939241
5005.086 4391.199 3 3 4036.09967 4451.97367 103.922657
170.9776 124.1797 3 3 117.0631 140.7292 15.5118265
808.3115 1016.991 3 3 792.7757 947.795167 158.964782
39.80192 107.6823 3 3 116.031633 84.5457067 11.9358127
1981.046 1308.856 3 3 1414.05333 1783.03633 236.080896
79.92391 80.62719 3 3 83.7577233 74.7495 6.55307522
44.52784 50.68866 3 3 57.6023467 49.1520267 10.0935158
42.09824 29.72218 3 3 41.5460567 33.7257067 6.99344229
955.4135 652.6685 3 3 704.9961 941.943333 115.176999
498.8986 625.9879 3 3 739.417633 616.406533 111.145676
156.1315 120.2215 3 3 151.889133 133.4562 13.2285249
52.20909 41.73568 3 3 50.09792 45.3929367 1.36323185
168.5081 122.3501 3 3 128.7533 146.8928 2.72993533
380.4538 326.7355 3 3 297.036233 362.240867 78.2141978
6721.378 5494.463 3 3 7358.446 6358.31267 1047.56157
307.6003 214.6297 3 3 196.936033 245.235867 30.9618061
65.77641 56.35711 3 3 66.48909 61.1818767 4.95795026
71.55396 70.06411 3 3 63.8116833 73.8206933 11.7773048
704.3179 879.3354 3 3 973.976367 848.800633 92.9634666
1555.475 1873.097 3 3 2363.908 1661.05433 887.287919
89.7421 77.98658 3 3 77.2432333 84.88301 7.70327912

116.3501 106.055 3 3 245.491533 124.5782 154.073518
146.8842 115.7326 3 3 148.071033 117.667283 27.1362276
317.5113 206.9274 3 3 362.698 294.6454 38.617532
119.0098 164.0843 3 3 158.994833 138.665267 12.4375686



147.6789 93.50361 3 3 88.04481 112.289967 6.16091404
2119.08 2307.646 3 3 2110.29667 2222.854 109.225858

65.54504 58.56537 3 3 58.74152 70.3177733 2.46858779
1201.159 1379.898 3 3 1415.012 1277.955 151.027667
174.8325 177.2576 3 3 156.778967 171.151967 16.4537091
4970.775 4220.543 3 3 4091.91867 4626.31067 576.230656
1010.443 1264.235 3 3 1383.31967 1102.304 334.356046
36.60032 25.56198 3 3 41.83311 30.9440933 12.9284212
11.66126 15.64375 3 3 10.968153 19.8420333 3.52880712
3219.053 2395.509 3 3 2435.94233 2979.66533 484.292027
236.5776 241.257 3 3 328.609233 275.818767 23.6581789
1821.937 2205.645 3 3 2226.995 2011.83967 201.075242
237.5313 221.468 3 3 319.7195 230.461367 115.03022
50.10398 35.0616 3 3 48.85774 42.20129 4.11854751

45.532 52.23425 3 3 63.5197 54.56744 5.0625325
1206.771 1064.579 3 3 1674.60767 1332.95333 270.477164
71.63947 57.08473 3 3 49.9786467 60.3692067 8.91935674
60.34126 39.68212 3 3 39.6564567 48.1660367 2.0117295
2.953197 1.881223 3 3 1.5148957 2.477881 1.11849821
154.1139 133.0087 3 3 130.0173 156.703767 23.6721468
130.606 100.2734 3 3 129.7343 115.2165 11.0486426

139.2327 184.4128 3 3 116.046667 145.971 15.2509773
19.25108 22.37484 3 3 23.9078867 21.7654333 1.5864819
315.4262 235.3903 3 3 230.8978 284.849433 54.7763342
14.32254 17.71708 3 3 12.034776 20.9443167 7.56073272
194.4048 160.7649 3 3 157.0069 174.034167 12.8194468
1779.323 1913.26 3 3 1994.09567 1870.355 139.279319
410.3706 442.1962 3 3 504.408667 455.648767 33.7400169
120.2684 102.8724 3 3 151.013267 110.380933 51.7993779
91.9989 28.08864 3 3 32.31733 57.3290533 2.00148087

6.357854 17.6524 3 3 17.77082 11.8426113 5.1835829
57.22613 89.7574 3 3 63.34801 80.2426833 8.75427925
7790.703 7406.83 3 3 8212.337 6863.286 1178.46398
85.0481 86.30381 3 3 96.3192833 84.8081833 14.8114481

2122.782 1434.819 3 3 1561.06233 1922.536 196.812408
118.1308 85.21208 3 3 71.98028 96.59948 25.8455957
131.3277 120.4354 3 3 180.182467 129.4656 65.145626
127.7799 150.8378 3 3 233.424867 177.1312 29.8109899
2742.676 2929.832 3 3 2769.458 2939.763 87.9231565
697.9133 504.7476 3 3 520.0091 645.5615 106.022951
7765.563 9299.675 3 3 7117.31767 8054.465 446.116002
921.2839 585.5701 3 3 1006.14337 832.431733 61.0499083
59.15486 50.67112 3 3 47.29191 56.3386833 10.6423558
57.22785 66.64426 3 3 70.8379167 62.5724033 9.55404647
57.22785 66.64426 3 3 70.8379167 62.5724033 9.55404647
48.84681 65.59713 3 3 47.9037 56.09593 6.22092468
36.43217 48.54868 3 3 34.2887167 43.5241033 10.1615149
296.7295 270.9398 3 3 249.522967 272.060167 16.4464956



250.0936 277.322 3 3 305.4721 271.352667 39.9207756
164.6647 167.402 3 3 158.0642 186.8573 9.48660168
19.88241 5.962714 3 3 6.349344 11.9326647 1.00617711
84.39809 60.43769 3 3 58.0595567 70.98073 11.441096
36.13029 91.81093 3 3 17.99094 48.18838 3.23284009
145.0318 147.1003 3 3 115.673683 168.077633 56.2280035
52.66293 40.99602 3 3 34.12985 42.08031 2.13799721
368.1728 399.0696 3 3 344.503867 406.4151 68.1836452
90.13253 135.6644 3 3 94.1599333 111.906677 2.91514008
2670.254 3053.819 3 3 2065.42367 2563.84033 338.086943
2670.254 3053.819 3 3 2065.42367 2563.84033 338.086943
2670.254 3053.819 3 3 2065.42367 2563.84033 338.086943
2670.254 3053.819 3 3 2065.42367 2563.84033 338.086943
2670.254 3053.819 3 3 2065.42367 2563.84033 338.086943
859.8352 1110.091 3 3 1205.62467 1040.69307 144.184377
142.9564 144.2361 3 3 157.895567 128.558443 27.73744
2403.13 2384.167 3 3 2309.08633 2436.01567 147.130595

565.6487 503.4406 3 3 477.743967 515.719467 19.9382285
82.01292 70.80017 3 3 53.5710833 67.7463667 9.05169428
187.1091 189.813 3 3 159.521167 178.298833 16.7987847
22.17803 15.60666 3 3 16.1348967 20.54574 3.71092076
83.60155 80.52212 3 3 71.1391 77.5562933 2.47388047
35.90935 21.48891 3 3 16.8003433 25.4028067 6.33464199
17.01565 30.92664 3 3 28.0161167 21.1416767 2.69315504
113.2523 156.9774 3 3 106.368333 126.690267 2.27211797
48.31681 43.46678 3 3 43.1662267 48.34705 4.61457011
610.5447 1016.178 3 3 1071.712 886.682233 21.6718908
19.56515 25.26985 3 3 26.4555733 23.17921 2.86820318
52.88056 35.48527 3 3 72.1633167 48.7492733 28.0448957
393.5359 295.9977 3 3 426.8669 369.055067 38.592954
123.0194 78.4726 3 3 78.0330933 97.06531 8.62022209
136.9318 100.9403 3 3 102.73025 117.660567 6.88480867
131.7545 133.302 3 3 111.15265 128.695667 21.7903423
120.6042 107.3952 3 3 106.645227 116.6115 10.1803638
5.274574 5.467413 3 3 4.29680733 5.71540633 1.74162107
930.4925 951.7105 3 3 887.309633 945.073067 73.9919698
543.501 467.9521 3 3 450.6492 544.5862 94.5837712
297.984 249.7173 3 3 249.9045 271.051567 12.2226383
13.9646 0.8629085 3 3 2.03795131 7.61718517 3.08840664

0.02048125 2.356823 3 3 38.0851009 0.79404336 48.4457217
110.2183 92.70573 3 3 82.7045433 95.1570367 8.12304806
2772.352 1465.502 3 3 1389.69533 1953.86567 170.452196
42.93061 44.19698 3 3 54.66006 47.3934433 6.69606605
78.45004 56.94356 3 3 74.16116 63.7319833 4.5921243
610.7319 636.0388 3 3 658.814167 610.629033 57.250924
58.20582 66.51099 3 3 57.5253 62.9486767 5.60802569
2000.38 2115.34 3 3 1953.17033 2109.116 173.074814

91.78012 77.05407 3 3 128.169297 89.7410967 48.5742616



47.43338 40.07134 3 3 34.5091067 40.2990367 2.72074653
5788.629 4713.048 3 3 4699.76767 5324.35667 595.631474
3602.846 3344.369 3 3 4222.34667 3750.27833 361.798833
435.7244 210.9078 3 3 226.061967 328.019533 70.0139342
3046.062 3938.792 3 3 2966.70067 3446.76967 429.869997
3955.342 3756.412 3 3 3464.52767 4124.334 714.988587
9.429583 7.828 3 3 7.84251033 10.1217943 1.212748
184.0202 236.5712 3 3 808.3221 240.590133 736.556463
85.17458 52.85847 3 3 58.8114067 72.2080167 3.51500192
369.9229 637.1904 3 3 405.231167 516.6107 51.4394103
311.8706 221.4998 3 3 662.0215 262.396633 518.114487
47.56861 35.70683 3 3 33.7597133 40.9531467 7.14800819
295.6132 245.5004 3 3 226.8505 257.3575 20.6558208
173.2378 152.1171 3 3 149.414733 163.9326 15.5241192
1639.326 1360.978 3 3 1400.78 1685.43167 122.558201
146.564 165.7579 3 3 172.257133 146.2288 27.585368

310.5105 253.685 3 3 248.486133 274.508033 12.9864516
37.62312 17.41327 3 3 21.24455 29.7992133 2.54183543
172.3358 108.4528 3 3 205.6716 154.382333 53.455968
988.0818 878.4763 3 3 715.201467 853.790867 103.155088
854.0418 1767.484 3 3 853.7035 1238.66827 165.401633
86.80178 84.73605 3 3 74.70731 85.70812 14.2953589
160.9541 192.0272 3 3 161.377133 198.0962 25.4415671
454.1537 528.0551 3 3 436.245133 476.068867 25.4794303
151.033 97.59939 3 3 75.8940633 109.43504 23.0828072

117.4756 99.61194 3 3 101.87527 111.045247 6.65727631
80.01059 61.38344 3 3 82.3957967 73.5940467 4.44192033
746.1064 810.0964 3 3 901.594867 820.279667 69.866752
85.52482 81.21976 3 3 358.528033 78.54939 365.008591
48.27164 36.66316 3 3 49.0288467 43.5277133 3.79532914
2580.304 2707.523 3 3 2413.82767 2756.37267 396.948437
766.4171 840.0823 3 3 874.628367 827.5842 25.1182852
1616.168 2437.987 3 3 2727.48967 2256.85833 222.577564
1616.168 2437.987 3 3 2727.48967 2256.85833 222.577564
1616.168 2437.987 3 3 2727.48967 2256.85833 222.577564
2766.968 3111.51 3 3 2422.97167 2886.93233 572.99151
2384.76 2642.734 3 3 2846.97 2606.22867 237.281168

360.9963 257.2011 3 3 243.7511 292.282333 21.6656282
25.81335 25.61791 3 3 27.5322533 25.9512633 2.020322
560.3956 460.7887 3 3 483.8019 533.004667 11.6990255
242.8487 201.9777 3 3 184.107633 208.559 5.10157158
689.3759 549.9591 3 3 806.692767 691.2583 49.962645
54.49174 64.20067 3 3 71.6318733 61.6905033 11.3380139
97.15202 86.0173 3 3 84.7612267 92.3377367 8.07699391
145.1766 99.15698 3 3 151.710233 129.477593 12.400829
1675.198 1379.554 3 3 1349.82467 1571.46067 237.022374
2267.751 2199.367 3 3 2136.962 2297.83667 175.018952
161.5294 113.7442 3 3 180.771567 151.6148 17.1678464



1.279963 3.205159 3 3 5.656253 2.12558867 4.50797037
4153.313 3157.627 3 3 3164.948 3782.60467 596.1113
101.2002 66.5378 3 3 108.969967 91.5465333 6.43975874
243.9144 294.5358 3 3 323.4252 275.471833 56.3130551
127.9406 117.8138 3 3 161.815267 125.330767 47.2315421
825.8124 1117.187 3 3 818.1086 947.369667 74.6985459

108.58 88.07442 3 3 84.2349433 96.11097 11.0091751
552.3604 541.4243 3 3 559.3127 521.3641 21.8400321
47.23323 30.4051 3 3 44.48454 35.95517 5.38246324
1217.486 1145.657 3 3 883.273933 1137.03433 320.719017
2351.336 2789.82 3 3 2396.337 2604.01167 149.522952
118.3768 88.30901 3 3 88.27651 102.214673 10.1289447
10.06601 21.91055 3 3 10.3606137 15.5765367 3.31305385
356.8075 436.0517 3 3 363.267467 402.480133 30.849509
193.899 143.8033 3 3 139.103 165.153933 22.2135468

889.7936 714.8951 3 3 927.440167 801.8539 139.11902
476.5041 398.8546 3 3 378.478333 418.670733 13.2040932
1276.456 1397.288 3 3 1182.6694 1336.11133 191.487837
614.0013 525.7878 3 3 539.722133 628.842233 35.1689434
117.3197 139.981 3 3 112.752503 128.582733 17.350391
5.031802 3.513149 3 3 6.086144 4.506173 1.88097755
64.39793 52.61197 3 3 42.8423067 54.7235233 12.8190559
80.88474 64.28031 3 3 63.56645 70.6635567 2.52311498
154.2889 185.6127 3 3 147.914767 163.658733 7.80327892
1280.923 879.3184 3 3 1196.239 998.803067 81.9187617
636.8413 534.7532 3 3 759.374867 651.839733 64.4289156
876.7888 830.434 3 3 964.5421 896.491367 43.5095725
202.4514 292.8043 3 3 339.9884 239.7399 122.54905
202.4514 292.8043 3 3 339.9884 239.7399 122.54905
91.23254 132.5628 3 3 91.20978 108.45928 6.950566
39.88013 28.39329 3 3 28.4690067 36.1226633 7.46691862
321.9117 262.7095 3 3 249.4841 279.157867 10.8272906
149.6703 174.6444 3 3 87.6979067 137.61823 48.1467108
372.405 325.8271 3 3 267.078933 318.490433 34.438563
51.519 51.61737 3 3 50.7787233 53.7131933 1.0009569

1506.343 1171.851 3 3 1243.42233 1410.73867 69.1010485
61.75863 44.86148 3 3 70.4674567 59.5495267 4.10894689
4.091821 3.397148 3 3 2.36226343 3.66057933 1.6614073
234.9783 206.4818 3 3 630.209433 241.827167 508.091481
275.8866 277.0795 3 3 242.743867 265.218167 22.1097865
240.1001 248.7796 3 3 199.931233 248.336433 63.0297331
141.5184 107.4516 3 3 102.554023 120.943433 15.9682027
1914.033 1012.632 3 3 2675.032 1829.01833 793.201645
329.6315 221.0714 3 3 239.4582 339.286733 44.3935528
81.11899 82.43566 3 3 85.6458467 81.1277567 5.78807046
892.9684 713.1219 3 3 668.708633 759.120433 14.907669
134.5583 110.5402 3 3 132.361767 122.417833 5.13141787
242.9549 250.8573 3 3 228.598167 241.3114 13.0133427



37.48105 50.26929 3 3 56.19992 45.1143533 12.9050692
1214.689 931.7056 3 3 1412.86933 1149.8062 286.012897
27.92087 29.24448 3 3 24.1120633 26.83802 1.8051536
34.87091 35.2229 3 3 37.0738367 31.4787067 3.97906865
1967.075 1955.239 3 3 1816.96567 2124.67733 288.586637
335.1102 409.3026 3 3 337.6091 373.0165 28.0583708
2014.721 1389.747 3 3 1508.66 1782.829 112.721084
183.167 163.4661 3 3 6526.92567 171.9394 8352.72579
68.103 44.92809 3 3 120.97365 60.0310867 79.0262407

1261.807 1095.603 3 3 949.459667 1105.45513 137.987272
1454.764 785.8426 3 3 854.398467 1332.3722 384.679907
97.94231 81.41149 3 3 171.259967 87.01584 110.336875
818.639 672.1124 3 3 569.491667 704.845267 146.170675

1663.873 1456.642 3 3 1467.57633 1583.82633 104.671407
6347.421 6856.054 3 3 5994.307 6481.963 550.824185
947.7595 763.4175 3 3 702.309633 804.794033 43.8815913
521.4484 546.4733 3 3 512.561767 548.134733 37.8073561
255.2735 212.7462 3 3 217.1204 234.008333 6.42223557
157.8044 159.9557 3 3 139.1757 151.575667 10.2363962
763.1672 990.4576 3 3 971.146067 876.153667 51.9078477
49.11219 39.79447 3 3 39.3602567 47.52514 8.08240887
431.1353 537.1082 3 3 711.0664 483.096033 295.188954
1323.162 1329.034 3 3 1477.046 1318.074 208.666495
4746.711 5959.222 3 3 6144.84867 4849.28833 1332.97908
15.90386 14.52792 3 3 10.7301657 13.7593467 3.0080405
229.3024 295.6373 3 3 218.835233 249.742233 8.26260519
319.2768 218.6984 3 3 461.841367 279.577167 233.834713
136.3291 104.9575 3 3 106.82918 120.804867 9.60452419
25.63237 31.46428 3 3 21.6602067 27.70692 7.26202229
37.77915 25.59696 3 3 39.8672567 32.2456933 7.915976
6584.987 4793.082 3 3 7190.25233 6071.69033 963.054178
144.7614 121.5399 3 3 208.781233 133.238967 98.8043149
1369.631 1238.382 3 3 1166.3804 1529.672 268.124655
218.4776 214.3046 3 3 157.951233 195.7628 34.6394829
307.7133 284.0033 3 3 245.050767 274.6533 5.59455437
1069.789 1246.671 3 3 731.355567 986.261333 127.454613
310.487 347.6476 3 3 294.1229 316.763033 9.5282987

607.2928 810.1662 3 3 613.376733 695.367767 29.1806652
549.7612 711.2318 3 3 693.319433 631.9193 5.07469609
128.0459 79.17708 3 3 139.799967 114.65536 11.6668445
120.0143 122.3479 3 3 112.220333 117.894567 4.71283465
3020.918 2120.196 3 3 2306.03333 2800.56767 252.574786
222.8008 259.8429 3 3 182.408933 218.879267 21.447846
1689.23 1271.176 3 3 1309.14067 1522.85667 174.106287

355.2471 266.6646 3 3 363.5772 306.797867 59.9652961
794.9703 493.0739 3 3 785.2514 659.363033 64.0007188
43.98466 39.30261 3 3 51.69111 45.6637333 3.04653643
2.491653 1.34876 3 3 3.74869567 1.436801 2.87731479



2482.813 2491.209 3 3 2280.56167 2476.62467 258.088931
96.16388 76.34914 3 3 133.628667 96.8773733 43.7757665
126.2681 97.56816 3 3 93.5479033 108.36162 11.7659978
53.06582 48.33389 3 3 60.1308367 53.7062333 6.26092049
912.2678 920.6317 3 3 1031.30873 955.498833 73.6364922
59.82387 62.45073 3 3 73.8046967 63.3452833 13.2031891
790.0197 919.6446 3 3 1056.433 901.6792 175.959292
107.2689 84.20613 3 3 118.759867 101.86811 15.8663492

134.75 95.89258 3 3 101.117823 118.589027 11.0781503
121.7683 104.6158 3 3 101.933197 111.605233 9.05820828
121.7683 104.6158 3 3 101.933197 111.605233 9.05820828
629.2809 319.7155 3 3 288.446867 424.819467 32.9265842
3320.183 3239.546 3 3 4038.76 3437.361 745.045037
79.45691 69.65669 3 3 94.03123 78.0959833 19.5334681
618.4212 785.2468 3 3 889.379733 716.940733 210.398276
1716.692 4521.956 3 3 1011.84607 2419.59933 153.276574
476.7458 562.212 3 3 489.519567 580.8445 37.9718665
1701.89 1721.16 3 3 1754.872 1658.675 87.7225384

17.99848 9.280047 3 3 9.02430233 17.1337057 7.70229312
2711.257 1451.222 3 3 1546.67867 2157.53667 487.812204
557.6891 707.2869 3 3 779.375833 551.8137 255.765872

24.525 18.84415 3 3 24.0905333 18.41092 4.02385724
128.7491 113.9344 3 3 108.129623 119.742467 13.1642011
12526.58 12720.79 3 3 10946.7167 11955.0067 653.779943
234.7839 343.878 3 3 241.881767 287.0086 23.8911716
3.335455 3.218478 3 3 6.52552333 4.61730667 0.9883967
167.2179 196.8578 3 3 192.395533 176.4382 11.4790473
152.4946 84.98042 3 3 96.55 133.17064 24.1211739
42.86236 26.18658 3 3 28.0135467 34.40281 1.36393784
955.0387 1208.146 3 3 934.979533 1055.4809 85.7097347
118.3032 94.83857 3 3 179.157133 103.053743 99.8000851
1826.011 1608.169 3 3 2044.591 1736.92433 390.693908
38.95519 39.59719 3 3 26.2964267 34.08814 5.04140143
2198.81 1879.906 3 3 1774.78433 2415.019 518.418255

538.8845 675.1596 3 3 660.441867 600.224667 39.5822511
2413.668 2141.45 3 3 2178.65033 2469.729 138.002709
147.2606 111.5173 3 3 104.695 122.761367 10.9768149
16.80634 8.321719 3 3 15.63334 10.5222557 3.90525122
815.4771 663.061 3 3 872.429867 775.300567 82.658669
194.6794 163.1603 3 3 140.845367 171.3911 34.8995754
7.299119 8.554908 3 3 12.0529177 8.97097567 3.60562399
2424.779 2210.088 3 3 2020.81467 2240.95467 236.57452
3094.945 2273.388 3 3 2369.784 3007.717 480.956753
54.04247 44.27161 3 3 41.6709767 51.5093067 11.3767375
39.25371 15.78623 3 3 36.8660867 26.4696333 6.98576664
58.61656 37.60392 3 3 61.1174233 50.20041 9.26367903
24.0707 16.5097 3 3 14.1776967 18.4817233 2.90605374
16.6946 14.03585 3 3 33.85662 22.1481033 10.0546467



3239.124 3398.792 3 3 3224.93067 3396.726 165.391886
35.67862 31.81354 3 3 41.50844 35.2658567 7.6048929
59.48301 50.29693 3 3 58.61392 53.3538933 4.52332579
103.7974 141.8268 3 3 99.1973333 116.866833 9.01206068
1.244504 3.296977 3 3 4.26339467 2.962014 0.70070298
1861.886 1931.616 3 3 1707.03433 1905.025 259.815969
1848.089 1101.856 3 3 1943.54733 1601.29667 137.378162
530.8527 371.0835 3 3 397.564767 466.686433 35.7990001
101.7149 132.0823 3 3 85.95519 214.557067 15.9498746
1816.288 2441.838 3 3 1913.20833 2389.79667 313.061617
260.0016 197.9748 3 3 266.153367 239.032367 5.53843757
108.4462 83.91448 3 3 132.088233 110.83646 0.63357603
496.328 461.6136 3 3 460.150467 484.217367 25.2224261

183.1802 147.5321 3 3 139.805267 158.001367 10.1757906
1096.148 2841.191 3 3 898.467333 1682.826 279.655974
482.6425 531.9731 3 3 597.258433 544.6867 8.55030447
23.50842 45.91963 3 3 27.09167 36.0323 3.1907089
292.6592 195.1007 3 3 290.987767 251.516833 13.9724243
1698.321 1327.186 3 3 1349.43 1528.44367 146.271161
197.7542 151.2964 3 3 153.1461 171.369667 4.1004782
607.843 596.118 3 3 439.572733 784.074333 331.67049

45.23764 77.66599 3 3 128.889667 89.8482767 3.04316792
227.4013 185.8747 3 3 162.106067 191.002433 17.6127586
46.55875 40.14209 3 3 47.11912 41.5082033 5.92721472
194.0237 161.4964 3 3 165.523833 181.4361 11.9308833
162.2773 99.07459 3 3 155.955633 131.57953 7.0067732
84.47084 62.66966 3 3 67.05806 79.05828 6.73630959
23.84277 24.18466 3 3 27.7574433 25.0296767 3.16655333
535.8043 1169.281 3 3 1039.98847 757.353667 117.0862
58.11829 40.30935 3 3 41.62559 71.3353467 3.61784378
457.9976 559.6988 3 3 409.562233 471.826133 12.5163106
886.0732 402.0339 3 3 477.147167 667.553933 62.215935
49.12519 60.93434 3 3 46.87972 52.6961667 2.93582761
1000.048 835.5857 3 3 732.692333 845.518 8.32810347
232.2863 208.7779 3 3 205.015667 229.223633 25.9156876
75.49871 85.35939 3 3 134.138333 99.0227333 33.4568381
588.5549 482.2378 3 3 675.412133 584.067467 69.4706098
15.85039 12.9473 3 3 12.4946223 15.4432633 3.16243061
4459.371 4093.008 3 3 3624.46633 4080.10567 467.31321
37.56164 40.6212 3 3 72.0578 47.6115933 28.935503
1390.467 1380.876 3 3 1346.23067 1369.90467 14.939124
8746.223 8456.563 3 3 9140.56467 7877.61867 1109.54309
14.55786 20.88266 3 3 31.5838767 20.17559 14.2252151
1134.718 1588.913 3 3 2106.37933 1356.25567 972.091076
17.08618 13.71539 3 3 13.9642867 17.0350133 2.41936614
74.65766 54.93902 3 3 320.659 66.2181533 338.533846
15.4257 23.41982 3 3 17.3753567 21.8094967 1.33195615

491.5954 460.7255 3 3 437.220033 464.8837 27.1416781



1281.486 738.6368 3 3 836.5363 1118.37027 178.670991
1201.322 1107.652 3 3 1093.833 1148.546 54.8349508
39.52903 31.63821 3 3 28.4590767 33.50504 4.07893082
54.25614 49.54005 3 3 48.6320567 52.1458 4.02029644
55.59164 12.845 3 3 69.43185 45.05336 15.6913182
39.27209 32.2955 3 3 39.87106 34.1359767 6.17303583
637.1638 827.4095 3 3 866.8921 761.630867 89.7174978
117.6988 113.7624 3 3 101.938173 110.580033 7.01550468
171.1173 128.3311 3 3 133.8209 154.557967 15.3740023
28.26598 41.90361 3 3 30.03959 35.7999433 3.31163782
279.8842 286.3901 3 3 334.473833 272.030167 80.9743202
2306.885 1894.876 3 3 1911.52 2359.10467 337.932668
2855.35 3409.586 3 3 3634.279 3298.235 204.584566
1408.67 1600.326 3 3 1884.00467 1633.39533 229.811329
5087.31 4680.566 3 3 4444.89933 4960.62367 644.04919

673.7173 794.3967 3 3 771.379133 694.572167 46.8119758
8.945336 17.02933 3 3 30.7882367 20.172632 5.436228

35.283 62.50895 3 3 58.24167 45.6598567 8.08158385
749.6304 959.507 3 3 753.4569 846.757867 65.6878931
66.43819 31.16632 3 3 113.643037 58.2644367 69.900123
334.8907 297.312 3 3 295.326167 349.049767 39.1761836
87.71136 65.24773 3 3 53.0369067 75.30465 27.4635607
107.4625 155.8864 3 3 108.511353 128.609533 10.3093055
128.756 109.0841 3 3 101.759333 112.7053 1.12578517

23.44455 24.85195 3 3 34.4405533 26.4572767 9.86485207
254.3579 243.083 3 3 257.504233 240.025367 16.9397564
877.3127 862.1815 3 3 944.525733 901.731067 12.0347142
620.2537 553.1078 3 3 521.3645 563.804067 22.8121465
521.9603 516.3529 3 3 510.313267 525.729033 16.9444258
970.7288 1410.388 3 3 1339.80333 1152.7166 99.5825761
411.9178 377.0343 3 3 377.6058 399.669133 22.0211823
90.86681 104.3591 3 3 85.9001967 94.1066233 6.16620995
1049.901 741.0048 3 3 1147.51467 970.084267 125.511972
6092.086 4444.989 3 3 4458.67033 5312.99433 788.386675
101.2643 89.17398 3 3 85.7198267 94.4844533 9.963493
61.85508 59.87808 3 3 54.2146433 59.4384733 6.46061303
3673.311 3884.329 3 3 4102.51833 3764.63467 438.855024
6766.178 6835.071 3 3 7371.224 6532.11267 1021.13449
76.27607 60.63218 3 3 88.6055033 66.9588533 27.7707098
1499.777 516.8253 3 3 597.195467 974.547433 100.148129
438.8214 566.7542 3 3 428.329633 486.190567 32.8442432
641.159 427.3277 3 3 471.016133 605.876533 75.866652

108.0447 89.08298 3 3 103.96075 92.3953067 5.96884871
193.8588 159.3088 3 3 146.657067 168.124467 17.6843427
481.2386 469.2806 3 3 466.594333 483.8812 16.6464503
76.53806 47.47734 3 3 53.1296533 64.6883433 2.64501448
38.14596 24.39702 3 3 122.504737 31.3898467 121.847266
484.6252 617.1354 3 3 420.7233 503.4156 33.469681



570.0662 685.3651 3 3 735.344233 648.510067 94.4047082
8.694048 15.7757 3 3 15.15748 11.9173593 2.45064503
502.7888 982.4493 3 3 884.211233 680.881833 72.6662505
129.8707 122.6932 3 3 107.574533 118.579833 5.16421921
3573.453 3573.95 3 3 4021.403 3525.32533 659.527118
1478.777 1443.024 3 3 1384.28433 1445.06133 74.6155524
83.87236 112.3356 3 3 125.053167 108.168353 2.48356892
219.4073 233.5769 3 3 245.416433 214.383467 35.2358999

0.00492806 0.00723526 3 3 2.21308063 0.21797888 2.65073495
27.98957 21.61108 3 3 29.0878 24.8043033 4.77911662
98.93755 71.69421 3 3 75.6134733 91.1711533 12.1279784
238.8088 208.1546 3 3 207.692833 220.081533 2.56017071
167.9364 139.9949 3 3 180.085733 159.460567 21.9052218
222.7371 229.4087 3 3 237.095667 225.44 15.2380694
1014.611 780.9786 3 3 764.509133 991.901533 229.92501
226.5742 82.80225 3 3 241.6024 177.957517 22.3622576
10.60513 4.050585 3 3 12.5137523 7.65914067 5.60124702
137.9151 141.0235 3 3 85.3683667 129.4349 56.5069671
134.1426 158.5106 3 3 124.324633 138.2337 1.88638203
746.0645 1696.79 3 3 703.467067 1097.95397 92.8379019
107.7601 101.9887 3 3 99.11006 104.995567 7.350407
107.7601 101.9887 3 3 99.11006 104.995567 7.350407
245.1065 278.0314 3 3 362.359 261.4312 134.463675
371.9148 372.7162 3 3 318.4224 350.6277 21.3864082
371.9148 372.7162 3 3 318.4224 350.6277 21.3864082
371.9148 372.7162 3 3 318.4224 350.6277 21.3864082
160.3515 153.2066 3 3 149.297167 156.342367 8.72298379
163.5339 133.1301 3 3 161.981867 147.538233 11.9537514
68.52664 67.06789 3 3 72.8055467 62.7138667 10.2684833
386.2232 386.9551 3 3 330.614567 364.0623 22.2109772
124.7567 110.0903 3 3 110.958633 120.154867 8.73232942
263.8324 418.9735 3 3 294.637767 363.201033 32.1030695
511.2635 490.4183 3 3 530.070433 505.876633 29.5061425
1142.367 1082.038 3 3 1064.12203 1150.93133 90.430097
723.7314 869.9092 3 3 1126.55693 897.862533 241.532203
157.1383 135.9592 3 3 133.5361 143.039367 3.71507997
41.60177 22.2924 3 3 24.38088 31.6740633 1.58174317
288.6389 169.7674 3 3 452.610167 316.995467 80.7619327
13510.79 13833.64 3 3 14390.7933 13738.7167 853.189937
1254.398 1241.913 3 3 1627.564 1408.694 95.5425168
13.37031 16.72092 3 3 13.19394 17.07345 3.46910798
10977.08 13550.39 3 3 11201.143 13636.04 1844.15335
8137.133 8781.13 3 3 8123.55767 8432.45167 258.071268
140.0751 119.251 3 3 150.8474 134.6538 17.0566981
47.8381 37.29126 3 3 37.0687867 43.0265667 5.97718796

201.0779 202.4473 3 3 184.990867 208.296233 29.2200978
861.4155 841.6116 3 3 982.542567 889.125367 106.98748
9.319163 13.32896 3 3 15.4460633 12.5051977 2.72954539



311.1625 309.4565 3 3 262.9615 291.302733 19.2333222
244.1896 274.0965 3 3 351.045033 286.580167 71.0200667
2707.144 1321.264 3 3 1376.518 1911.027 73.7862688
160.961 181.8475 3 3 242.537067 183.641567 75.6913247
2813.46 2323.294 3 3 3338.941 2617.016 936.80343

49.01968 35.31313 3 3 36.34041 43.4586833 6.31653205
102.9427 84.02216 3 3 81.01155 91.8684033 10.7896994
253.3108 444.3621 3 3 272.301233 347.698433 34.3352697
15.44099 0.00256163 3 3 0.01536085 6.10959821 0.01425936
85.11442 67.36511 3 3 65.4060867 74.8811633 8.86604794
97.1482 83.63992 3 3 83.83675 97.7529733 11.971911

114.5816 111.9343 3 3 133.5739 111.3262 29.7593256
285.7643 260.853 3 3 240.9648 346.9796 63.0033008
134.716 122.6912 3 3 111.284267 121.5349 0.72223053

658.2184 399.4378 3 3 745.096167 600.1452 78.5133093
761.235 806.2369 3 3 648.027033 726.071967 24.1513157

3274.785 2722.54 3 3 4093.41133 3226.848 1063.93671
194.5716 191.5018 3 3 182.049833 212.2356 23.3994824
405.5336 301.9777 3 3 302.305033 378.615433 77.770888
2386.852 3286.438 3 3 3175.068 2812.82033 185.67824
500.6746 296.6479 3 3 556.4861 451.092967 39.1773287
552.5964 497.7743 3 3 552.5875 502.235767 47.7400355
1511.075 457.8319 3 3 665.1343 1108.02097 183.34829
261.4848 347.4042 3 3 279.049833 321.549767 23.7163149
164.2884 171.5139 3 3 145.350833 160.597667 15.8080834
105.8307 91.38807 3 3 114.815647 90.64232 28.6496865
425.4416 283.7607 3 3 293.332167 361.3292 57.1046417
1887.125 2490.566 3 3 1851.74533 2275.86 462.218281
134.3409 110.47 3 3 114.934833 126.872633 7.55468999
2271.299 2222.128 3 3 2669.554 2382.71067 306.090722
822.1191 1025.131 3 3 1226.72783 1002.04437 251.306881
155.6294 211.0174 3 3 237.831933 202.0091 22.8457674
122.5999 82.4894 3 3 67.15184 90.64621 13.3469516
10.71112 4.141951 3 3 9.92442567 6.68561167 2.58242874
113.8096 96.93821 3 3 114.043033 106.21397 6.19544573
11.89597 11.21344 3 3 13.3551833 10.9878353 3.02153661
230.8211 289.3234 3 3 234.748533 269.052167 32.3466048
503.1664 395.2918 3 3 619.009333 466.141767 197.007242
2102.312 2636.237 3 3 1965.69533 2233.9 69.4874642
861.4953 590.8011 3 3 626.148 734.1676 52.4429724
27.21614 23.39332 3 3 19.5587 27.7873033 10.0621764
42.23794 49.63285 3 3 43.86563 48.3481333 2.34116648
431.7658 1157.56 3 3 382.3218 686.518033 43.0775061
47.52015 52.87471 3 3 59.1293667 52.2515433 8.14828227
1531.833 1555.352 3 3 1686.20667 1518.363 222.059904
651.1053 555.1072 3 3 572.7075 685.682633 22.7350698
476.6438 349.2341 3 3 377.177633 428.989967 8.04872491
229.2858 267.5112 3 3 237.778333 254.854233 6.44049575



1725.379 2131.232 3 3 1676.51033 1973.019 336.408988
3097.629 3440.321 3 3 3107.289 3490.84433 302.133678
55.05907 62.29575 3 3 50.6662167 56.5818433 6.12911944
801.9316 432.8804 3 3 912.065733 713.2821 102.240434
746.2709 831.6113 3 3 880.376267 794.115667 108.040084
104.7828 119.7735 3 3 142.8325 111.347433 41.8350868
98.65574 86.7095 3 3 72.8412367 85.8251967 11.4428988
761.9937 689.5182 3 3 663.187533 706.453767 31.4016793
150.8287 148.4103 3 3 166.129067 156.5578 4.61953713
64.69998 137.8309 3 3 49.10148 84.9213033 14.2759813
600.0035 506.6785 3 3 503.9376 609.333967 93.2752654
2494.09 2252.02 3 3 2885.92467 2473.39767 515.725889

120.4494 132.4874 3 3 150.916333 128.153367 30.0288864
204.8187 156.8179 3 3 162.990733 186.370433 18.1655195
970.0576 1010.108 3 3 1215.822 1001.51587 288.276409
378.8511 374.1943 3 3 335.2107 363.1663 29.8112366
6918.388 5203.147 3 3 5409.90333 6138.115 465.185556
2209.157 1927.816 3 3 2414.91133 2182.523 199.946949
177.7887 54.46199 3 3 69.0226767 120.003697 30.1321523
102.0727 37.07264 3 3 35.64129 62.1584867 8.09359426
74.39105 59.15318 3 3 73.64496 59.24783 12.3093724
2491.362 2801.263 3 3 2437.67167 2631.643 210.288287
123.4197 98.36768 3 3 149.751733 127.04336 2.16530337
151.4229 206.2564 3 3 154.671733 179.935333 20.3460901
18.23671 20.11833 3 3 22.15195 20.35839 0.90828788
187.0969 145.3721 3 3 180.028367 164.387667 1.66343762
1652.845 1926.856 3 3 1518.75733 1693.51667 96.7490971
858.0371 1893.831 3 3 837.667667 1290.66703 293.424539
2298.149 1423.228 3 3 1623.82467 2078.99267 213.37041
2792.398 2707.322 3 3 3440.71767 2911.525 658.398662
112.7743 107.7668 3 3 102.992683 111.578267 11.1277049
40.73209 39.26519 3 3 43.83504 38.8028967 6.45222328
178.4286 146.1422 3 3 189.2803 167.7559 22.3590328
7.198555 4.840719 3 3 44.7022047 6.089168 52.3118313
12.10493 23.03296 3 3 11.560156 16.44394 3.18548912
829.2474 1219.554 3 3 925.916867 1110.43613 47.318022
942.4776 1559.434 3 3 806.392267 1117.20863 169.265935
81.89608 55.34158 3 3 92.6335633 73.9363 19.5226365
168.3013 118.759 3 3 129.732967 152.849633 10.3883777
93.60404 108.3677 3 3 93.2946567 112.259647 15.0104778
86.92439 94.31673 3 3 69.43806 81.6754567 4.64420014
449.5719 388.8934 3 3 445.373533 411.967767 31.1861862
328.9908 196.9978 3 3 192.2893 252.996733 46.0393463
35.37357 40.69395 3 3 44.70643 38.9211133 7.21775569
370.794 443.5021 3 3 273.924133 355.2243 52.3732896

3196.041 3106.449 3 3 2986.41633 3603.43233 290.932135
10.27349 12.40993 3 3 6.69549733 9.37297167 0.64455812
5.657496 7.777203 3 3 4.98222167 6.508783 1.74132875



43.54807 41.73539 3 3 77.9250233 49.1500133 37.3504337
531.2696 478.5236 3 3 411.308367 469.6185 42.7473261
322.965 282.8045 3 3 373.315867 330.621667 25.3772019

27.56485 21.13872 3 3 70.1947867 21.5139333 65.7959235
114.1494 71.63216 3 3 111.004937 93.0414233 11.9251674
437.1084 426.5994 3 3 380.262967 414.770233 35.9113129
1034.618 1137.887 3 3 1046.78503 1137.29433 67.8524481
319.8139 241.7207 3 3 241.652333 409.7754 24.4769785
79.69101 52.6522 3 3 89.3541867 67.8671767 25.6698851
105.4624 92.69315 3 3 104.665723 96.91963 7.46964156
265.104 224.4802 3 3 286.501867 260.4458 10.1575136

115.2056 91.77293 3 3 114.949867 104.291243 8.37445182
13.67804 8.365098 3 3 444.92277 9.414683 591.16155
225.1086 230.0823 3 3 237.7576 226.700667 14.7205512
25.20005 36.12559 3 3 25.5858467 30.84812 4.59178244
941.8358 463.0588 3 3 1099.32467 842.195867 77.3554229
216.837 142.0075 3 3 135.216133 169.3974 21.2766917

37.29757 47.69956 3 3 32.1834933 39.30348 5.98220899
1688.362 848.5593 3 3 1013.8535 1345.98943 95.6118736
74.84032 45.13466 3 3 46.9236767 58.4726533 4.32495536
253.2714 147.5047 3 3 161.9793 202.634733 15.4780465
897.6522 806.5056 3 3 1053.7862 934.7656 59.738112
153.3517 103.2203 3 3 107.745193 134.4008 23.9071908
85.78784 87.71794 3 3 66.8460067 78.18983 4.09947915
392.832 424.1995 3 3 469.1136 424.092867 52.6358709

10.19546 16.17129 3 3 16.5588067 13.40539 3.04938453
184.6494 177.7933 3 3 185.3306 182.188967 1.91755161
210.6914 220.4936 3 3 196.422367 209.0548 11.9445108
162.8884 184.5061 3 3 195.0498 174.110433 26.3266825
502.5433 2101.595 3 3 447.6039 1104.1102 199.759556
128.2172 99.38608 3 3 127.264867 109.091767 18.336813
679.4839 650.5222 3 3 629.5996 655.199867 26.7157198
164.4507 115.9036 3 3 119.66 139.4802 11.6499737
6.509552 9.867951 3 3 36.1160433 6.38195667 40.2799673
104.9682 112.6812 3 3 83.65481 100.378967 16.985295
76.3465 51.08596 3 3 50.1314767 61.6610333 8.58777093

34.33146 26.27676 3 3 26.4512833 30.4799867 3.70469519
27.07137 40.44265 3 3 45.7984533 27.5919233 21.3270635
1220.223 1164.87 3 3 1577.64267 1306.89133 309.364232
1892.88 2022.903 3 3 1807.08467 2031.535 269.754069

95.02467 218.5534 3 3 101.196083 149.77539 20.1925916
67.55279 35.74432 3 3 84.7079333 64.15715 7.73127567
28.68519 24.71228 3 3 18.9995133 23.55146 2.17574878
581.181 1223.817 3 3 610.8117 865.863167 115.236613

289.8291 3059.955 3 3 109.290213 1257.55283 52.964274
2272.339 2492.179 3 3 2236.39567 2383.297 167.09957
136.5364 133.1913 3 3 114.307133 126.4946 7.90601177
803.2687 756.0003 3 3 852.3481 783.762367 90.0786559



264.3514 206.4143 3 3 202.371 230.2625 22.9108237
28.34545 34.39032 3 3 28.7856967 32.02694 3.00794499
3179.069 8750.087 3 3 3172.57967 5363.362 244.407914
147.8962 154.7431 3 3 126.4971 145.677167 23.984595
81.8115 73.29913 3 3 68.28699 75.0611067 6.95759729

91.10446 76.06094 3 3 88.5662233 81.59964 4.66693228
261.9292 334.7456 3 3 378.181033 323.953733 46.5782467
9828.964 7726.399 3 3 8158.33467 9159.03933 565.148181
9747.108 8217.154 3 3 9576.74567 8967.36967 322.8169
65.53314 58.19872 3 3 64.9332167 59.7912533 4.77433687
64.98293 54.49427 3 3 56.86397 62.98097 3.24645728
454.778 468.8292 3 3 439.177233 498.695533 49.5601459

2.922581 0.00804971 3 3 3.981747 1.9605709 2.17813609
145.7713 131.5635 3 3 128.161333 138.4123 12.0389877
323.6021 227.0669 3 3 226.297433 265.0077 11.8282246
2067.532 1930.655 3 3 1924.35667 2161.78 144.474585
338.3921 310.9782 3 3 351.5098 324.931367 33.577199
516.7676 173.9054 3 3 551.195133 378.3194 151.680464

0.0010349 7.15876 3 3 0.00171173 2.80275697 0.00040486
95.47796 61.20112 3 3 68.20797 82.37606 5.61225136
66.19681 56.4009 3 3 57.7929633 68.4149533 5.86732502
165.4849 150.4366 3 3 112.53377 141.232267 25.289222
196.725 213.0102 3 3 199.455767 212.307467 8.69570339

211.9661 201.8598 3 3 235.170533 214.0828 25.4857735
397.8904 307.5143 3 3 272.222667 324.874 28.3730821
1696.391 1008.515 3 3 957.619167 1250.23267 100.487184
98.16147 64.07262 3 3 93.0080033 78.22703 9.59529845
161.784 134.31 3 3 154.818733 138.295267 5.95338493
216.325 197.943 3 3 227.7376 205.431667 28.9107803
216.325 197.943 3 3 227.7376 205.431667 28.9107803

1055.729 1347.498 3 3 1042.97727 1176.839 101.658472
72.74226 62.80444 3 3 60.53813 67.2488267 7.65347676
439.2308 364.2497 3 3 323.992467 371.407933 5.78934608
86.68894 97.08078 3 3 690.1415 103.06174 802.16544
2102.211 5783.388 3 3 1670.03367 3267.997 133.308976
3750.673 3557.012 3 3 4382.96733 3776.19833 796.247946
399.0942 494.9463 3 3 345.038367 407.256333 14.1400609
3613.83 4356.114 3 3 3674.294 3963.549 131.949311

1.416901 5.393436 3 3 2.308282 4.10535733 0.78647321
159.7909 118.1328 3 3 107.7985 128.7701 8.80552873
1186.166 1566.516 3 3 1084.93263 1288.10867 133.139338

19.798 24.67605 3 3 24.8886033 21.3424267 3.89643949
190.0532 187.8135 3 3 211.198733 183.329767 36.8502322
258.4281 225.6983 3 3 217.3353 234.464733 10.4128592
258.4281 225.6983 3 3 217.3353 234.464733 10.4128592
258.4281 225.6983 3 3 217.3353 234.464733 10.4128592
18.55094 12.59212 3 3 19.4325167 14.0414267 6.20681312
207.531 199.0997 3 3 174.543 192.413267 14.9571076



117.4569 138.0621 3 3 142.976933 131.298067 10.5698999
153.5939 139.3803 3 3 143.020367 149.549667 1.09295359
41.7662 41.22002 3 3 46.5324333 42.27363 5.66309454
312.007 240.7633 3 3 226.465133 259.882467 2.41447747
5.30292 2.691848 3 3 371.76061 7.32118267 498.777555

65.62885 55.08511 3 3 52.3408167 59.3941667 7.91390999
3760.93 2652.77 3 3 2911.156 3386.05433 138.631254

98.19863 129.2471 3 3 101.650373 116.207377 11.7272728
162.5007 116.8252 3 3 124.2593 143.761267 11.8703485
165.8754 130.986 3 3 326.1383 203.1142 138.181982
104.6584 92.57343 3 3 706.504967 102.918777 826.369941
314.8091 309.5364 3 3 292.992567 314.3261 28.8505211
31.81944 26.72522 3 3 25.8949467 30.0688633 4.92810121
1446.863 1353.308 3 3 1546.50867 1451.371 83.0937227
157.765 145.4792 3 3 309.1571 157.7776 206.997131

4113.237 2749.44 3 3 2919.64567 3488.29167 363.367707
737.8804 1223.963 3 3 809.438867 988.413133 29.5474808
115.5522 141.346 3 3 102.089487 118.366207 5.08436461
53.1957 83.3278 3 3 41.9158133 63.2843233 23.5749962

819.2198 1258.931 3 3 833.021833 1005.04687 61.1508807
1.517416 4.280344 3 3 1.842066 2.93028267 0.55857443
1447.296 1496.386 3 3 1383.751 1583.639 192.177589
3525.987 2855.944 3 3 2984.12433 3490.08433 316.486176
4449.712 1540.172 3 3 2191.08867 3603.931 721.387026

0.4080879 3.777089 3 3 5.21808267 2.28810363 3.63022373
116.8041 95.02431 3 3 95.54631 106.741837 10.7178625
43.08171 26.75882 3 3 27.5620133 34.1034333 3.43641484
970.1486 704.3917 3 3 597.898667 748.5567 37.3765218
115.4899 141.3476 3 3 102.09247 118.34894 5.05848363
66.01452 55.45696 3 3 67.5009667 60.52415 7.97355986
1353.238 1663.521 3 3 2024.40533 1453.28667 762.154116
163.444 169.1266 3 3 183.864133 161.842 29.0864955

132.9897 118.5314 3 3 115.953133 122.801333 3.13089173
36.90507 51.3707 3 3 53.9449967 43.2454667 12.6870601
47.61559 39.41889 3 3 33.5206967 48.46644 18.1804181
811.163 727.4218 3 3 721.9267 793.315033 78.2663511

25.10054 11.65022 3 3 24.4801233 18.8691 3.66208645
134.5864 100.8481 3 3 99.64923 113.4665 4.61401923
27.20479 31.73919 3 3 33.0930967 28.6656 5.4665448
2.765259 3.423622 3 3 7.26061178 2.57797267 6.36087702
29.20144 37.07016 3 3 27.1346467 31.4166833 3.20167191
242.9628 297.899 3 3 236.940367 263.165067 19.6217837
3.618355 0.969166 3 3 3.83895767 1.75639787 2.35896526
1325.626 1264.481 3 3 1160.17333 1328.42033 221.709957
4.506195 5.994224 3 3 3.568711 4.919486 1.60105066
1170.588 1279.645 3 3 1161.689 1285.68267 122.705736
872.3564 840.0339 3 3 830.766633 939.4311 35.4299358
31.75247 29.11463 3 3 23.3007133 30.8477933 10.2645935



0.5380285 0.0148764 3 3 6.46794472 1.3500283 6.7800821
1273.761 411.6825 3 3 576.8144 930.569167 165.9795
19.88947 8.882565 3 3 25.0214033 18.273105 3.23269193
112.5443 164.9029 3 3 165.5338 132.932333 34.9684738
1395.227 730.9404 3 3 807.998267 1102.8938 222.129395
2616.621 1749.968 3 3 1778.48433 2227.96067 433.973587

899.52 795.4711 3 3 817.057533 915.010367 42.0304084
7.728676 3.102494 3 3 3.75051567 6.09668467 1.91595033
84.87514 85.37613 3 3 106.052913 90.1958567 19.9623039
398.0559 366.1972 3 3 511.952567 424.9576 92.5845073
211.5229 154.7029 3 3 149.000767 175.691 19.4057551
141.9649 118.5981 3 3 140.729667 128.905867 11.0745868
229.925 200.0996 3 3 252.8289 212.160267 53.7269641

2209.832 2216.54 3 3 2158.892 2387.11133 89.0019059
74.20523 64.17477 3 3 92.9368067 67.5145233 34.5120417
1456.893 1760.437 3 3 1286.61333 1499.54267 164.805759
227.9578 285.4311 3 3 201.2616 237.2333 22.1392442
103.7966 121.8472 3 3 97.38388 108.524607 9.91831369
196.1848 169.2739 3 3 161.184933 175.607333 7.822634
267.538 190.4136 3 3 249.613233 217.420967 8.80236394

19.87421 28.42651 3 3 16.5063967 21.69258 3.82003554
179.9539 214.758 3 3 316.687967 207.4573 148.378807
157.4622 89.34821 3 3 97.3491367 123.830903 13.0284387
194.8125 189.8849 3 3 202.950333 189.690333 17.5055828
4269.385 7462.713 3 3 4176.692 5449.83367 91.420456
116.144 114.6935 3 3 105.117093 112.655967 9.19223001

295.9229 219.1449 3 3 303.45 253.248 57.0969231
1298.552 992.348 3 3 1527.95167 1281.27833 191.966266
14.33976 4.967195 3 3 18.1082167 12.1871317 5.04103462
12.12055 10.37862 3 3 10.0792147 12.52239 2.39339012
60.74814 41.91005 3 3 43.6914033 52.8567633 7.99831663
10.44062 14.51996 3 3 10.1225397 13.88469 4.10240224
90.57896 159.7397 3 3 224.631533 126.937387 130.180052
30.22396 25.92261 3 3 26.43603 28.1823467 1.06743469
281.1737 282.8283 3 3 361.712433 272.360567 122.108463
1052.252 1123.191 3 3 1298.93967 1116.227 244.635369
1046.345 905.2041 3 3 873.7979 953.369033 74.6302234
17.51608 11.93692 3 3 8.986693 13.002416 3.74489852
2482.861 2476.322 3 3 2630.2 2266.689 340.554905
2482.861 2476.322 3 3 2630.2 2266.689 340.554905
51.04207 39.88277 3 3 36.7023533 47.16076 12.9933712
444.567 388.4436 3 3 482.031667 439.0973 34.6106884

313.5213 231.0488 3 3 244.222067 295.546133 41.2837163
588.2646 372.728 3 3 413.759267 545.1233 93.791656
136.8343 126.0687 3 3 115.497333 127.129433 13.1633033
2.272979 5.474481 3 3 6.408958 4.213319 2.50886854
123.6609 82.3323 3 3 80.32526 97.5006367 6.75183452
108.6429 144.8442 3 3 96.6801733 117.830033 16.9790499



613.6485 895.3104 3 3 645.226067 752.6088 46.6780812
108.0816 91.78827 3 3 104.531833 98.1790033 1.21763232
131.692 121.8099 3 3 131.142167 127.0815 2.60080651

428.4951 376.8195 3 3 360.897567 387.533367 1.3403959
1041.139 713.4187 3 3 783.064467 978.3649 124.160341
60.24908 81.32565 3 3 65.25459 75.8782833 5.19414382
82.93143 67.46377 3 3 56.34871 68.9075967 11.1004795
584.1049 648.7172 3 3 664.938567 577.986433 94.8506639
4028.637 3013.276 3 3 2021.60067 2924.47367 485.033125
21.5328 15.76788 3 3 16.3462433 19.6324033 3.07737389

66.73528 56.82979 3 3 70.42853 63.6876067 7.18205514
1702.507 832.4743 3 3 939.943567 1309.5841 259.063012
318.1173 422.0745 3 3 479.1278 376.098733 132.365184
54.54816 46.5854 3 3 52.63281 48.8586467 1.63985256
8.734031 1.178526 3 3 1.83298818 5.09314033 2.45779593
212.153 163.0411 3 3 161.9277 181.3718 2.36138536
27.8287 23.94341 3 3 23.4543267 26.54142 3.63451944

1170.879 528.0853 3 3 1249.84233 947.347433 208.398996
854.5047 793.0384 3 3 797.652033 879.0237 50.9296071
1199.927 1022.482 3 3 926.020067 1053.76333 116.296683
1032.604 719.2512 3 3 756.6379 955.716067 179.91474
486.4356 543.6517 3 3 608.3008 535.993933 88.8513935
163.4763 139.9795 3 3 160.599067 151.3632 5.02431433
163.4763 139.9795 3 3 160.599067 151.3632 5.02431433
163.4763 139.9795 3 3 160.599067 151.3632 5.02431433
163.4763 139.9795 3 3 160.599067 151.3632 5.02431433
163.4763 139.9795 3 3 160.599067 151.3632 5.02431433
163.4763 139.9795 3 3 160.599067 151.3632 5.02431433
163.4763 139.9795 3 3 160.599067 151.3632 5.02431433
163.4763 139.9795 3 3 160.599067 151.3632 5.02431433
163.4763 139.9795 3 3 160.599067 151.3632 5.02431433
7.530804 14.16925 3 3 9.275104 12.4904947 0.86661372
7.685569 6.895937 3 3 4.31483133 6.121748 1.41813489
3501.233 3532.332 3 3 3063.18333 3349.44533 270.293362
460.0402 391.9155 3 3 613.679867 491.273833 121.712012
296.5269 199.0255 3 3 205.468067 242.657833 14.1451866
141.5581 128.0016 3 3 124.946467 135.7823 13.2885106
274.4011 777.734 3 3 156.1164 399.1647 42.7744302
854.1057 731.5502 3 3 888.005433 814.295933 72.8070911
346.2949 361.1309 3 3 321.331333 358.2482 50.0235492
38.93523 39.75064 3 3 51.1178367 43.5644433 7.48661581
332.0072 193.685 3 3 361.194033 276.1501 92.7031493
869.3743 869.7622 3 3 792.052233 918.063833 153.236323
7.331887 2.609557 3 3 10.4210367 6.07809033 5.19827562
49.21241 40.81703 3 3 47.2481467 40.5400033 2.97857406
137.2048 102.9938 3 3 128.857633 113.997567 4.54211018
155.8494 126.1629 3 3 126.510667 142.997 17.0577019
77.12828 58.72554 3 3 122.67964 73.0425167 67.701169



364.673 390.2041 3 3 305.6173 347.540267 23.2709639
86.759 38.13594 3 3 84.8865533 66.58399 1.74830168

138.1887 116.3427 3 3 133.233233 120.6708 7.37319614
524.0583 1144.562 3 3 480.346 736.921867 47.8783351
2806.546 3169.375 3 3 3240.00733 2977.35367 315.995856
1968.48 1737.332 3 3 2011.13167 1903.64967 34.8683854

271.3174 239.4927 3 3 213.529333 239.792667 18.6284845
349.9544 157.1439 3 3 173.368167 244.011267 8.25506836
27.80752 39.77666 3 3 19.6842867 29.8695367 10.87768
1334.644 1220.307 3 3 1173.9951 1313.632 174.593791
63.64816 51.84627 3 3 64.3020767 58.49053 5.3656644
396.4688 420.5825 3 3 450.220167 387.264667 78.4740214
31.21889 24.01402 3 3 23.14229 33.50168 9.51775677
265.8103 278.4469 3 3 228.316733 255.6676 24.3609963
14.76968 11.05984 3 3 17.2671733 13.0037467 5.62990504
10.92767 11.11823 3 3 14.0363767 11.6858733 3.05991393
10.92767 11.11823 3 3 14.0363767 11.6858733 3.05991393
3701.205 3089.416 3 3 3104.62933 3741.68467 576.085256
219.6215 190.6532 3 3 212.649633 196.248467 8.59104044
223.921 159.1212 3 3 120.1445 163.109633 10.1447048

1246.433 1071.022 3 3 1093.2589 1340.90367 107.444217
3154.475 2465.224 3 3 3851.78 3239.89967 227.296068
108.2639 98.84226 3 3 80.0745967 95.0107033 13.8220151
70.62892 61.5438 3 3 54.4510133 61.63859 4.48360976
78.60268 90.32747 3 3 74.72356 99.6582833 21.8618915
77.64402 42.22715 3 3 34.85437 52.9188367 13.0908446
66.17835 53.56088 3 3 55.0943567 61.0539033 4.98498717
797.8084 1035.119 3 3 763.0317 875.070867 71.569795
81.95763 83.16296 3 3 86.16021 81.72673 5.9724057
150.1166 114.3405 3 3 108.489533 124.675633 4.14414583
4664.861 4035.129 3 3 4133.089 4628.90967 380.149894
253.5779 175.317 3 3 183.835367 215.890033 21.3666306
247.3337 250.4314 3 3 287.6618 264.996833 14.6803469
247.3337 250.4314 3 3 287.6618 264.996833 14.6803469
147.1324 152.311 3 3 189.766833 150.375 54.8078844
24.76728 28.06697 3 3 40.6893633 24.10085 22.7062781
580.8706 419.259 3 3 450.3168 600.141333 83.8221088
109.5819 96.70335 3 3 91.7883967 101.63031 11.8276608
5951.729 7968.222 3 3 5298.90433 6436.441 822.246605
181.9273 143.5462 3 3 176.766433 162.553 4.9392852
314.8735 174.3875 3 3 178.870933 231.8932 6.72731963
67.90054 48.37669 3 3 79.22513 63.41691 17.5229022
12.98427 5.627429 3 3 116.642957 12.7479597 144.721903
190.0222 153.2148 3 3 133.881233 158.852533 19.6329433
154.052 87.10802 3 3 85.2831967 158.96604 70.8591819
154.052 87.10802 3 3 85.2831967 158.96604 70.8591819

367.8034 733.427 3 3 792.040967 537.029133 304.417196
770.3213 752.6304 3 3 693.6306 800.5987 132.770141



118.5859 74.81119 3 3 71.6043433 92.3814467 17.5042435
63.49624 63.41219 3 3 81.5773133 64.69211 23.4768124
37.25256 31.50019 3 3 28.2121533 33.7155 7.03270268
74.21539 43.51073 3 3 43.8497467 55.6060767 1.39713586
2793.514 2102.314 3 3 2278.61533 2712.12767 194.07399
144.9173 174.8597 3 3 91.2804067 133.190147 32.6053113
110.5836 78.16103 3 3 114.839067 99.64691 10.2038087
1356.484 1124.995 3 3 1151.98757 1335.76667 159.470874
10950.58 11664.62 3 3 10560.06 11029.8367 268.196403
65.62381 50.39946 3 3 53.9612167 63.4163467 5.38314056
674.5966 1356.591 3 3 646.7887 930.017567 135.610486
336.4215 227.6195 3 3 239.738467 280.125033 14.6612094
106.1015 86.45045 3 3 111.03281 96.06789 18.4577235
136.8732 98.3826 3 3 105.55633 122.3403 10.6423313
143.7101 135.343 3 3 136.5846 140.990267 3.74003037
267.6535 358.8853 3 3 335.2204 295.261567 8.10531487
75.58964 70.92265 3 3 61.6125167 68.8975333 6.42222543
378.8509 358.5578 3 3 407.7302 354.757633 69.2563535
69.17316 37.31091 3 3 42.0118967 59.92849 15.4706681
564.4351 548.6451 3 3 692.9933 616.921433 17.6622357
26.92981 28.96464 3 3 22.5880567 25.94342 2.98835219
250.9841 143.7869 3 3 239.873467 188.350667 45.5342864
571.8065 486.8747 3 3 657.8288 569.953267 91.3819228
213.1832 255.6105 3 3 211.254933 241.7441 34.730223
30.09012 39.08677 3 3 39.8250433 34.6490367 5.67088146
2181.392 1581.033 3 3 1685.64733 1937.803 157.147787
22.37914 5.295634 3 3 4.68006728 11.9038017 4.23429489
2969.034 1425.819 3 3 1588.55673 2339.47533 668.933146
59.52889 76.8643 3 3 63.2320167 70.2012833 2.8139202
75.86686 84.31589 3 3 75.5061767 79.4239033 3.29715898
197.7636 151.1007 3 3 145.596467 165.7921 5.51037767
622.5922 324.5148 3 3 345.4901 465.5724 76.4469961
430.4785 512.1403 3 3 425.476233 480.865367 63.8102252
41.9096 20.40849 3 3 39.91546 31.4083067 5.10845949

111.5838 123.077 3 3 149.3056 130.330467 12.8741017
1260.968 709.1962 3 3 849.9032 1079.49907 21.7618365
112.7362 85.70004 3 3 82.54147 95.89593 11.5676083
1141.373 1240.16 3 3 1072.57367 1342.80267 267.376059
15.1304 16.67356 3 3 26.6497733 19.1289733 8.89766117

84.15898 85.33649 3 3 88.4298267 83.89946 6.14640199
59.70519 56.60815 3 3 452.017167 230.448213 85.4858433
3914.842 5317.577 3 3 3904.48767 4449.55733 89.4435034
523.626 677.7427 3 3 450.111233 547.827767 66.5657903
52.3034 47.75095 3 3 38.56168 45.6749367 6.1140123

140.7288 128.313 3 3 117.854867 128.249433 7.46327752
289.7014 346.897 3 3 154.274147 269.309367 134.086952
844.4773 751.9868 3 3 751.819833 903.169367 99.2298195
474.6783 1195.17 3 3 1077.49847 783.729667 178.823057



874.4568 950.3385 3 3 839.455167 887.371733 34.5672729
1344.118 1188.555 3 3 1594.25833 1398.63333 129.135698
78.71858 60.06833 3 3 63.2049333 72.4736733 7.31339909
51.07685 34.77842 3 3 37.8605133 44.2196733 2.84544901
150.0841 155.5166 3 3 143.359833 149.015033 3.53866559
21.32012 27.10966 3 3 18.169221 24.2457567 8.01514298
1182.828 654.8367 3 3 778.055767 1010.78457 107.183652
19.54005 9.742484 3 3 10.4956863 17.2678447 6.74924631
64.69107 60.90871 3 3 64.67626 59.2844767 4.07079559
4151.614 4477.137 3 3 4877.50333 4348.21167 722.249807
1901.145 903.8861 3 3 1063.07367 1476.46903 267.431401
653.5485 420.2121 3 3 719.2851 575.577233 150.240124
4.102744 3.710162 3 3 3.56868833 4.09399833 0.63202993
13.54464 12.61782 3 3 12.0211633 13.35041 1.74592206
89.3839 59.89064 3 3 83.2397567 68.7636367 9.58571564

80.39832 65.65794 3 3 82.73901 71.0329633 14.275151
517.0316 471.8998 3 3 399.5412 456.561633 39.8670766
210.4901 231.6244 3 3 194.752 211.689267 13.8062884
176.7537 175.7974 3 3 144.742433 165.8105 23.3751674
923.1387 508.2 3 3 1121.17133 867.8299 118.523356
65.78228 48.72235 3 3 78.35706 63.48487 15.7185153
925.5818 958.7261 3 3 923.500667 1015.39597 17.2032605
157.7219 121.9134 3 3 151.912167 132.027767 16.6702141
31.02348 22.89472 3 3 20.9892333 28.9344567 9.81953674
3166.097 2547.275 3 3 3419.577 3061.69067 176.68122
64.15532 59.76456 3 3 68.6957133 60.6203267 10.8928851
3475.351 5274.161 3 3 2288.869 3583.74767 792.065802
1120.701 1146.077 3 3 1618.20367 1349.88467 38.7437326
120.8323 117.0728 3 3 124.454133 112.082553 12.5437067
984.8417 709.9728 3 3 737.971233 854.423733 88.1517829
101.2209 101.7424 3 3 82.2417267 93.5793467 8.17056813
1345.936 1015.386 3 3 1059.26583 1347.03133 231.087346
88.94234 99.42584 3 3 87.57773 104.442227 14.8081215
280.1635 334.2461 3 3 426.045933 254.1012 222.030619
36.32813 29.75688 3 3 37.1797967 30.07904 7.91296396
289.5609 273.1226 3 3 438.043267 343.0968 79.5584131
8290.489 7585.274 3 3 8337.33967 7076.09333 892.392849
1.031668 3.1456 3 3 5.04517053 1.83979333 4.3631688
17.08599 20.41682 3 3 21.1027333 17.81419 4.00041774
381.4697 456.4397 3 3 378.354867 442.988367 71.6528758
2621.592 2126.413 3 3 2028.456 2556.559 625.307489
160.7545 118.6002 3 3 99.1853367 137.6964 49.8158735
283.9267 232.729 3 3 269.207533 240.873733 4.6217784
8742.872 8216.419 3 3 8067.63 8437.42733 443.082722
56.11317 36.12951 3 3 38.39179 48.7131667 9.54465768
484.8646 691.1134 3 3 671.231 572.013067 90.0477662
835.5518 1138.702 3 3 1203.81713 981.6314 273.44929
217.2518 240.2596 3 3 235.4917 217.183667 11.4119714



357.433 218.6354 3 3 231.565367 281.929067 9.95852278
0.00300659 3.163488 3 3 4.02880067 2.39055453 0.9325071

28.33519 26.0045 3 3 31.3227433 24.3388333 8.44664614
184.7037 181.2442 3 3 175.510633 184.7047 12.4792457
280.5242 247.3407 3 3 213.470067 244.129967 20.3330701
212.8172 304.3426 3 3 204.667167 254.161767 52.0409209
138.8701 100.8051 3 3 134.167167 117.542833 13.0574268
106.7431 42.91467 3 3 50.94709 75.1838833 12.1463461
315.6677 312.2355 3 3 331.791533 313.978033 25.0443247
986.1739 941.6895 3 3 922.090333 1026.54513 97.0141603
471.5879 453.5667 3 3 367.075833 430.535367 69.5495113
1617.611 1750.672 3 3 1613.841 1776.46433 150.204653
687.7213 82.68317 3 3 591.9447 370.33629 73.6814185
60.73612 48.79057 3 3 63.0035433 54.68744 10.0910262
164.768 262.4818 3 3 244.0387 196.2951 35.2823164

1162.224 764.8459 3 3 872.4015 1138.55063 97.4653032
49.32969 38.23291 3 3 37.3743467 44.2203967 7.86465607
1494.931 3104.012 3 3 1560.23933 2160.72733 111.10544
520.0734 631.5189 3 3 500.5199 579.673833 96.5264077
176.1232 162.8914 3 3 149.6578 163.0481 13.7074205
77.81056 57.11887 3 3 58.5761067 68.2040067 8.70664125
133.2046 121.2439 3 3 131.0284 115.03903 5.26016637
18.7645 19.95416 3 3 17.21702 19.79061 3.50421379

141.2144 93.09195 3 3 150.575267 123.608517 27.2879759
51.53443 52.21147 3 3 40.81694 56.0126633 20.2108442
309.8275 297.7465 3 3 277.561967 292.341967 2.42642986
8149.521 7447.958 3 3 8192.50433 6932.61333 888.752717
1463.999 1166.012 3 3 1149.83707 1325.64033 197.653658
91.10954 98.29052 3 3 74.49711 85.95294 4.37763742
40.77768 35.25027 3 3 41.3316333 37.3279433 4.78557925
62.9962 64.67542 3 3 70.28411 63.94885 8.90331348

72.83211 32.99323 3 3 84.5587633 62.8428567 15.7552778
1482.446 1104.419 3 3 1656.27867 1409.955 211.219786
116.7319 116.5411 3 3 134.927433 118.179267 23.5127924
44.3853 27.77958 3 3 46.52162 36.70017 11.0678952

3312.425 3230.369 3 3 3954.97167 3418.33533 713.087906
325.8245 412.4263 3 3 336.832267 376.022633 32.3922139
2211.902 1801.471 3 3 1852.56333 2125.82967 253.846768
840.5467 1325.757 3 3 1213.81333 1004.05903 101.229131
110.5388 106.0397 3 3 161.802167 117.342933 60.815021
52.71632 38.65038 3 3 54.07705 45.6939167 9.53703739
85.28148 73.76158 3 3 60.2679567 71.7497667 7.00261033
26.48483 32.9292 3 3 27.91775 31.1853767 2.0968496
1004.439 1007.446 3 3 911.507233 1052.46233 182.228159
1004.439 1007.446 3 3 911.507233 1052.46233 182.228159
742.6967 299.5119 3 3 365.808167 524.291467 32.6150076
61.32447 72.76695 3 3 95.1717033 78.0571733 13.7469867
586.9556 442.7102 3 3 407.7077 477.900767 23.5734171



480.241 453.8209 3 3 595.896 496.173033 130.999322
102.5079 77.34671 3 3 82.1777633 92.3958367 5.67530737
703.0503 552.5787 3 3 549.028767 620.777933 66.9937992
302.0841 393.8939 3 3 255.547233 311.346567 9.74773178
26.66475 29.17112 3 3 207.481467 30.80467 249.868661
2891.343 2081.259 3 3 3032.43367 2634.093 296.648388
659.4477 834.2049 3 3 698.983567 808.0166 70.2058836
110.3787 96.53031 3 3 94.1433667 100.98696 5.24923278
318.3405 40.01208 3 3 108.780307 362.95016 93.0481273
270.391 216.5824 3 3 224.6773 244.404467 7.28078935

200.8874 165.474 3 3 174.071267 193.657567 11.2139166
98.21426 105.5681 3 3 116.9357 105.98062 13.295109
32.46576 30.97163 3 3 30.47762 33.72068 2.91401515
1656.027 1122.587 3 3 1090.23113 1708.66633 623.915918
36.5382 46.96666 3 3 36.7145933 41.2611233 3.67541405

67.07013 24.73249 3 3 36.66168 63.6261733 8.17028279
60.80807 45.56832 3 3 47.9011367 53.9286333 3.62271436
471.3282 405.6215 3 3 509.025867 455.198033 62.3841262
1768.689 787.756 3 3 990.070867 1413.27667 252.744525
203.5977 145.7507 3 3 147.425233 169.096067 3.47857569
541.5608 528.8641 3 3 491.6936 562.260733 88.0585045
103.1846 99.91961 3 3 84.59122 95.0558267 9.50928976
942.4861 1151.63 3 3 1106.041 991.243033 78.4807756
18.96091 26.30877 3 3 16.4663433 20.8770267 4.03305193
139.9007 73.93865 3 3 164.1139 114.46945 60.7154618
793.3174 1202.911 3 3 1294.968 1099.96847 57.0118431
3.173863 10.55981 3 3 10.134117 6.98973067 2.48205602
47.26915 70.01232 3 3 85.24504 66.8789933 18.5563834
17.52765 39.43635 3 3 37.6135033 29.4988333 3.01953669
104.9409 97.47887 3 3 115.93058 98.8432833 23.576684
726.272 319.7913 3 3 411.572 572.365 57.910526

88.65863 90.5495 3 3 71.8929233 82.5906367 9.03217402
87.17879 67.37309 3 3 61.5973833 71.79411 4.56264076
264.9655 266.3555 3 3 335.790033 275.551567 83.6884198
303.1923 342.6954 3 3 337.283 308.848 25.2975502
335.0507 242.2552 3 3 230.523167 385.679 134.270117
491.8001 369.5973 3 3 468.292867 401.876933 51.475654
61.21434 53.8411 3 3 68.1504233 58.73102 12.6744666
80.43536 77.85769 3 3 73.05657 80.0021933 9.65650552
1678.803 758.6907 3 3 1805.692 1324.80823 469.406746
252.9094 310.888 3 3 267.793467 327.906633 9.58032568
64.52192 61.45221 3 3 52.76672 60.1315867 9.08609221
2143.039 2533.533 3 3 2153.13333 2326.173 147.791116
2143.039 2533.533 3 3 2153.13333 2326.173 147.791116
84.43385 75.06669 3 3 56.6097033 69.84098 6.05588391
155.6654 117.8746 3 3 121.043 135.096933 5.74891598
109.0749 85.70227 3 3 109.299233 99.2835233 7.42249578
1025.69 1271.743 3 3 926.4258 1070.84993 93.6380521



361.4112 352.7226 3 3 297.884833 332.840333 26.2053967
309.6693 263.3416 3 3 274.358733 321.625533 16.5177188
25.39541 20.59669 3 3 21.48821 25.9840067 2.8741522
14.75541 4.331233 3 3 21.3869233 13.2967843 7.91878527
467.3697 4331.637 3 3 3391.85633 1886.33133 230.432052
95.67526 78.17632 3 3 71.1957567 81.5349567 7.21858141
93.17438 79.07536 3 3 90.4200667 85.1036167 2.06077256
5196.39 5334.023 3 3 4779.50733 5319.91733 758.932496

1906.916 2069.986 3 3 1730.37533 1984.37533 351.565638
143.618 125.8871 3 3 111.0977 125.248767 7.4110403

78.14914 94.11147 3 3 69.2719167 81.5357367 13.2956863
108.1445 72.82686 3 3 77.9753333 91.43177 7.16783755
82.98634 69.85533 3 3 83.55685 76.9589533 6.63700348
45.73812 39.52771 3 3 46.1176433 38.18677 7.63351643
848.6945 801.6503 3 3 800.736667 888.8836 54.6372643
132.8254 116.6261 3 3 128.377167 120.8389 2.00766146
701.974 1017.029 3 3 1432.67867 1079.899 285.012858

43.57832 36.12932 3 3 48.14084 41.6666867 7.8147777
23.63523 0.01350523 3 3 21.04982 10.7351484 8.50045795
770.7346 690.7187 3 3 900.870133 775.770267 154.886321
2123.959 1850.016 3 3 1563.55733 1822.37767 188.627363
489.6451 419.1534 3 3 563.441933 499.233833 32.796427
843.488 2471.901 3 3 756.325633 1408.5968 111.943487

3218.734 3074.045 3 3 3864.28767 3456.33633 208.890418
44.2939 113.4663 3 3 102.323283 75.8548467 13.9743081
44.2939 113.4663 3 3 102.323283 75.8548467 13.9743081
44.2939 113.4663 3 3 102.323283 75.8548467 13.9743081

64.61887 30.97023 3 3 91.4988267 65.5006 12.0693739
10.45794 3.7774 3 3 11.0818697 7.26481067 4.27778404

1511.6 901.2432 3 3 1048.40877 1297.97373 89.0837236
70.0937 74.06817 3 3 54.7034333 64.8059 6.64349467

191.8438 144.7616 3 3 138.9491 160.058267 12.0637373
73.75328 69.11236 3 3 75.9944067 68.2351067 9.27555237
123.9826 93.67928 3 3 118.400033 105.309543 8.98894394
101.3689 66.45028 3 3 63.6847133 78.8715633 9.3250788
69.72373 50.30869 3 3 53.47687 63.11441 8.09114222
60.70577 35.20216 3 3 40.9960433 51.6778767 5.23147463
925.1176 763.1675 3 3 1074.1779 924.176367 141.053659
2548.197 767.7351 3 3 1142.77833 1888.82403 421.15408
84.5637 78.13588 3 3 108.280637 89.8439267 21.527809

3627.533 3662.244 3 3 3196.89667 3478.40767 278.343005
89.27998 72.03275 3 3 63.27749 74.3278433 7.31087865
1150.673 828.7098 3 3 806.925967 956.247033 126.556613
20.47773 24.84324 3 3 31.5372233 26.1072767 4.41510073
1713.628 1314.775 3 3 2103.75133 1684.34833 480.349404
215.3189 150.8572 3 3 162.197933 185.488733 6.78827131
35.36485 27.60887 3 3 28.7958067 34.10706 4.65735725
1473.396 1316.255 3 3 1161.64967 1394.631 322.697515



100.7466 109.9041 3 3 114.4043 105.877733 11.2200339
76.53256 39.73263 3 3 44.7102667 59.1734833 9.13209816
836.4628 730.9426 3 3 1068.65787 888.6278 173.414363
1012.58 480.1783 3 3 556.808233 745.182833 35.7061762

1670.144 1576.365 3 3 1868.107 1730.61833 40.7378959
5640.432 5935.515 3 3 5434.40833 6074.96267 752.010406
440.252 619.5206 3 3 666.276533 557.6276 116.897885

366.5145 267.608 3 3 257.338867 300.6635 23.7841762
606.0048 938.1813 3 3 632.130567 787.516133 144.43328
77.99815 27.87779 3 3 75.8498567 51.66727 23.6211974
1582.756 1732.809 3 3 1536.51 1754.83333 251.377936
248.3409 206.923 3 3 183.602767 214.3811 31.2432394
1338.022 999.2933 3 3 1703.69967 1385.0631 194.624075
51.71616 46.75164 3 3 43.0095267 50.40632 10.0647404
119.8687 109.0905 3 3 190.580467 105.201657 120.765332
2621.885 3367.611 3 3 3404.591 2812.06167 690.814141
2056.944 1624.63 3 3 1739.69533 1952.869 91.3814869
116.5084 111.8893 3 3 121.1493 112.888067 11.3519984
6.789942 6.701105 3 3 4.84248 6.698082 2.65013535
374.6012 252.737 3 3 248.002033 296.660367 15.9614622
45.00224 30.25177 3 3 34.4277767 41.2619933 1.1828219
1112.393 1299.74 3 3 1288.316 1192.15333 97.6948718
169.3644 154.4017 3 3 116.26038 144.807333 27.1124965
896.1663 457.4396 3 3 803.821433 632.124667 78.4479998
496.5073 894.0746 3 3 816.963233 674.760067 23.8722972

49.46 34.2599 3 3 51.5729733 44.0025533 6.75876356
462.8597 359.4346 3 3 325.609933 381.8749 35.0697132
79.3512 74.46284 3 3 69.1782133 78.4334 12.7381622

66.84109 65.43213 3 3 61.5691867 66.6208767 7.14272296
23.9386 17.42817 3 3 17.6813367 24.1508533 6.24338688

2.973825 10.35772 3 3 4.081845 6.74628233 0.93695989
61.85242 69.26524 3 3 573.7017 67.2359233 724.524695

342.89 235.5853 3 3 391.758033 310.939367 95.2706786
58.05247 38.95827 3 3 57.00423 49.2870767 5.37775866
663.6064 1192.891 3 3 1580.23277 812.8917 1046.67981
10.18993 0.6095785 3 3 0.54244899 4.2180985 0.72605231
31.25639 24.92507 3 3 23.48436 26.9440833 3.24797348
223.8862 126.743 3 3 102.26422 152.2279 33.9874966
83.9136 67.41195 3 3 72.2054567 81.5906167 2.6353365

25.37394 37.63718 3 3 36.8038767 31.3609967 4.79912886
389.9816 284.1504 3 3 446.644667 374.382433 61.0046399
31.87855 26.13965 3 3 27.0942133 31.01795 3.34766837
89.00037 102.0411 3 3 86.84982 93.4057633 5.66962201
172.481 138.3492 3 3 1183.0551 168.100233 1453.09265

167.4744 227.5001 3 3 231.770267 196.1709 41.1501587
64.41213 59.47432 3 3 54.2195333 59.91344 6.93112935
8.039223 0.349831 3 3 10.6214417 5.754201 5.14924131
177.8984 135.9198 3 3 135.8154 153.836867 14.0501849



106.8379 72.17897 3 3 71.9316 93.04349 24.0140509
188.3033 165.2054 3 3 143.0233 167.891133 29.9966025
13.54351 14.59913 3 3 6.38683 11.080917 4.25526225
9299.962 7869.091 3 3 9444.515 8167.99067 1520.53657
546.9987 522.6697 3 3 565.595667 540.4312 32.5242263
21.39807 13.07259 3 3 14.421046 19.0238133 4.06978615
711.985 944.296 3 3 758.359767 895.014667 106.905952

460.4335 409.5659 3 3 404.2594 428.039767 19.2030019
879.9538 739.7495 3 3 1004.9832 867.939333 153.414391
3.564422 1.240248 3 3 5.16068933 3.40441433 1.4045017
116.4152 62.84159 3 3 119.206243 88.15687 35.4468402
3129.731 2719.836 3 3 2687.64533 2959.82 326.520463
58.6807 71.12846 3 3 76.7941333 67.2938133 11.3895002

222.5309 298.6045 3 3 179.4914 232.0832 42.5117942
383.2638 291.7183 3 3 410.006667 352.545967 63.4244314
3498.699 2798.193 3 3 2955.44767 3278.75733 204.051581
76.24554 77.60269 3 3 63.0404533 71.7134267 8.54663045
96.4193 29.82432 3 3 85.8759467 52.5663967 29.0372131

42.39211 24.46732 3 3 26.3300003 45.3169933 15.4483078
993.3285 648.2114 3 3 685.1806 815.1051 70.1104714
993.3285 648.2114 3 3 685.1806 815.1051 70.1104714
174.128 128.9666 3 3 122.173867 142.885433 12.2306215

407.6535 485.0613 3 3 339.2815 412.629833 78.6590882
164.3882 157.0665 3 3 127.194767 146.1732 9.70468856
3426.343 7692.465 3 3 3138.009 4861.172 336.428199
60.13547 36.63799 3 3 61.50503 50.5094167 9.89842029
769.1035 623.4329 3 3 657.662267 777.2245 67.3593066
149.9086 134.6565 3 3 146.0637 137.625 4.87348101
174.7994 177.335 3 3 160.3726 173.249667 17.8021312
88.67874 85.00342 3 3 109.927203 86.1560467 34.0887701
15.66002 26.78777 3 3 31.8146 21.2904 14.0635286
1917.084 2388.29 3 3 1967.00633 2463.07433 404.659931
123.7804 120.9023 3 3 99.1599567 112.020457 4.48212104
126.5658 114.8659 3 3 106.1899 115.098933 5.92623899
36.79474 33.83646 3 3 30.4615567 33.2226033 0.64942933
2652.261 2330.819 3 3 2667.00933 2489.07967 198.945642
507.4081 343.7861 3 3 364.0855 437.634667 63.6852164
4270.422 4099.614 3 3 3985.891 4215.31867 314.34157
198.0627 177.7895 3 3 197.770833 178.322567 20.0699543
874.1075 458.6288 3 3 542.554167 739.4166 144.877498
293.7456 319.4182 3 3 296.634933 326.448 22.1251074
13.66071 7.490386 3 3 53.2931367 11.7475053 59.6548421
684.6409 185.843 3 3 272.85628 499.736133 178.549928
34.3154 26.85221 3 3 36.8695433 30.8031867 7.88123055

68.83694 42.74827 3 3 48.4349733 59.2105133 5.93611165
221.2441 174.8743 3 3 212.7009 184.675 23.4961615
32.97801 34.59341 3 3 32.4392833 35.0027167 2.91830263
192.6811 147.8565 3 3 133.248767 159.471133 23.922809



767.0135 789.575 3 3 1596.20913 749.4506 1217.7246
28.77097 22.05436 3 3 29.1404267 21.7847667 7.83298605
10.00612 4.730361 3 3 1.16591273 4.9132324 2.01559388
645.3691 470.3009 3 3 501.4121 618.3935 98.478421
66.63853 42.75554 3 3 47.0954 55.8729967 3.60002392
41.46279 26.62678 3 3 46.9112867 33.8614233 17.2601809
112.5563 53.8689 3 3 57.17453 78.5728833 4.88279403
177.7943 136.8335 3 3 186.515633 163.293867 24.3220738
4447.935 4598.318 3 3 4139.02267 4578.00867 620.454896
3364.756 4280.091 3 3 4062.252 3461.60067 385.394329
1459.656 1647.851 3 3 1332.57 1489.00033 171.406452
149.2274 128.2748 3 3 172.3742 149.221667 25.9706843
421.0119 288.6862 3 3 256.645833 325.749267 54.7664968
279.8526 263.1006 3 3 309.746033 272.494533 52.9972045
14.92267 12.03572 3 3 14.0438667 11.9438343 0.07086979
39.39706 36.5903 3 3 27.55809 35.0130667 9.31849756
39.39706 36.5903 3 3 27.55809 35.0130667 9.31849756
87.27684 75.13042 3 3 88.4087467 82.2571467 6.19976064
435.9284 200.7346 3 3 440.7446 298.5748 164.351524
1700.624 1558.306 3 3 1597.48467 1677.76067 36.6050824
77.54147 105.8664 3 3 115.206767 94.4347933 25.9798728
31.83178 25.19772 3 3 37.8272833 30.5121267 9.40263406
234.2853 133.4496 3 3 146.891233 182.8192 11.9045677
41.54573 21.05722 3 3 41.66135 33.5478 4.11811475
248.7086 173.4425 3 3 175.9631 204.480467 12.1002027
511.227 852.269 3 3 463.556067 628.1158 136.743095

46.76046 32.85007 3 3 35.82511 41.33292 2.79770813
72.22601 53.4047 3 3 75.4362567 66.793 4.43048927
101.4619 86.47697 3 3 117.090807 92.5827967 34.4927183
52.1556 18.02647 3 3 44.6701933 31.2752767 6.26621042

189.4728 136.2908 3 3 135.161067 158.009667 17.61882
47.90627 54.7074 3 3 53.4059933 47.2585267 4.25877258
214.5882 181.7439 3 3 180.280433 195.825333 14.7734584
872.2835 745.2147 3 3 771.6248 868.284467 69.5138422
1025.75 872.3651 3 3 1279.797 1084.1067 139.100211

194.7066 192.6903 3 3 182.8162 190.6841 10.049723
2838.447 2408.559 3 3 2518.20333 2927.26867 163.056689
104.5097 98.06268 3 3 86.4021433 96.27942 10.8738809
122.5479 105.6005 3 3 118.826533 102.69538 9.14107392
261.7807 267.3203 3 3 208.8593 244.584767 38.2730016
88.86242 70.44697 3 3 96.2051167 85.6079133 6.61152385
3366.866 2965.494 3 3 3415.57833 3166.08133 299.858797
609.4536 307.6117 3 3 339.517033 469.284967 110.010984
174.2068 178.7217 3 3 206.311567 185.960933 24.3106548
63.65584 89.68973 3 3 64.9732567 74.7302 4.30504381
1099.358 1017.693 3 3 1451.594 1233.43333 78.8676933
126.6239 115.1794 3 3 104.075827 122.533867 25.9419394
14.83476 25.81557 3 3 24.21495 17.0009967 6.76214514



77.83881 112.4788 3 3 106.16486 86.6390233 16.7627904
206.401 164.3726 3 3 170.9748 186.2215 6.59155962

289.7659 347.1159 3 3 298.2379 352.810567 43.3285509
1020.708 1386.55 3 3 1030.83733 1231.63167 220.71943
360.4778 454.7795 3 3 430.966033 373.9448 34.5188073
1499.491 1589.846 3 3 1441.714 1558.488 161.194983
3.199824 3.369054 3 3 2.41372893 3.48262633 1.50703376
25.45746 23.0932 3 3 20.5000267 23.61311 4.19674291
7554.986 6456.232 3 3 6475.673 7252.365 883.673618
342.7628 238.8302 3 3 427.4262 343.868433 59.1307508
24.87285 14.79115 3 3 14.743453 19.2926367 4.14000342
1168.624 1129.774 3 3 1399.76833 1259.94233 62.1745425
89.11653 87.25833 3 3 96.8744633 87.68573 13.253436
86.08493 30.15457 3 3 76.99742 54.49997 15.536849
3181.566 4588.261 3 3 3097.79967 3756.913 607.286849
3181.566 4588.261 3 3 3097.79967 3756.913 607.286849
185.2025 160.3088 3 3 150.518633 164.280667 5.24366325
197.8202 191.4504 3 3 159.173867 179.102133 10.0255719
180.8964 154.4584 3 3 147.889133 163.4424 16.7297776
87.6359 92.74177 3 3 104.968237 94.6840567 12.4562686

258.2964 274.7923 3 3 292.480567 264.4046 39.6886089
11.79393 9.23381 3 3 17.3978593 10.8291533 9.42169439
20.85034 32.39526 3 3 36.10044 29.7126933 4.88014213
76.17158 62.09572 3 3 58.3623533 65.5464467 4.5129115
12.27665 7.785959 3 3 8.949195 13.467673 1.56799188

178.3 127.1341 3 3 134.705633 152.443 2.64548643
2.88696 0.2799753 3 3 11.775229 1.9236911 14.2162212

82.67311 84.06979 3 3 78.3799333 83.0966567 6.79109933
727.5205 507.2911 3 3 495.7948 663.887 202.200592
68.03017 69.18413 3 3 8431.41482 67.0197 12138.683
231.5158 187.1456 3 3 163.4173 190.876 8.6094089
86.29363 73.76491 3 3 65.5238033 74.9039867 8.20267829
139.9723 150.0923 3 3 141.343133 151.949267 8.23834475
2610.916 2034.06 3 3 2145.14633 2522.33233 311.03781
3214.168 4306.287 3 3 4479.58367 3590.10867 1132.48561
11.81535 11.52666 3 3 15.0978667 13.18024 0.94754771
394.1753 352.1904 3 3 331.166867 374.1778 58.7929054
28.61374 10.7407 3 3 31.2449433 19.3249467 14.8106379
115.4013 105.4986 3 3 102.829 110.160267 9.41310319
178.3817 173.5101 3 3 188.871767 174.742567 20.269038
76.56631 38.26609 3 3 40.7487 55.1118133 7.24885135
2.395734 5.599719 3 3 2.619176 3.923395 1.00276135
77.24444 48.40421 3 3 52.0417 66.3400533 13.6486533
65.03773 56.08523 3 3 58.6743067 63.17414 1.48495152
743.3802 1513.959 3 3 624.8384 974.022467 192.845587
745.5883 398.0598 3 3 485.2469 618.006433 24.9999423
2105.269 1556.95 3 3 1398.928 1675.362 116.105032
60.90245 14.73973 3 3 55.9025767 39.2322967 6.96181092



34.42026 51.22347 3 3 33.1904667 41.0922733 7.23696881
2928.488 2701.973 3 3 3449.69667 3055.871 375.819814
214.5024 307.1493 3 3 619.025133 240.170333 547.710067
36.96785 44.52734 3 3 44.3420633 39.54917 5.47486145
583.6284 468.3425 3 3 460.408467 506.572667 7.26222023
1486.99 2700.329 3 3 1545.36467 1985.81833 87.4128754

1423.628 994.966 3 3 1112.82133 1289.29633 28.0061883
76.27202 66.45544 3 3 55.3243367 65.6100667 10.0279633
6761.535 5565.333 3 3 5477.26133 6077.839 619.69766
4.546997 9.084442 3 3 9.141083 6.93334167 2.26538892
136.4546 170.2029 3 3 183.739933 162.0251 22.0760878
1379.619 929.1129 3 3 965.862833 1156.68797 162.539323
123.2239 87.17365 3 3 86.2907667 101.949363 12.7699174
939.4147 1076.492 3 3 1195.03557 1008.97723 262.129069
1172.123 3624.492 3 3 1080.30283 2030.71433 82.1416084
53.16747 47.01875 3 3 53.8184733 47.46896 7.44323872
2471.834 3200.987 3 3 2349.122 2849.31733 630.328492
3245.977 2777.866 3 3 2627.966 2952.99633 398.67891
470.4487 546.749 3 3 401.150867 474.3902 80.0988141
478.5202 462.7548 3 3 389.7179 438.285733 42.4645279
151.2195 106.0317 3 3 147.346467 131.410867 2.28564531
3086.701 4894.787 3 3 2804.40167 3589.48567 92.7832434
129.9812 105.035 3 3 104.096437 114.1382 4.95378378
194.4523 187.485 3 3 168.648167 181.4346 7.91715088
90.37406 92.36332 3 3 100.10616 88.87721 15.7625375
818.0795 988.1162 3 3 832.745067 909.2384 71.4063045
11.39024 5.953957 3 3 12.3666557 9.601389 2.50578673
102.7756 70.74973 3 3 69.5232067 89.1326533 23.3350195
344.632 180.1339 3 3 375.9756 295.127967 62.6129281

9833.676 8248.718 3 3 7759.159 8610.036 595.164348
46.35377 40.98879 3 3 54.8163533 47.36848 8.35441786
195.3277 193.4981 3 3 176.883667 186.6996 5.06577685
442.9268 361.5969 3 3 327.973333 381.239633 55.2934365
31.24002 19.89185 3 3 29.49816 25.2545067 2.41610057
2968.623 3764.972 3 3 2114.83067 2842.01067 374.979828
27.7319 24.58256 3 3 25.3718933 29.2576267 0.90596984

2285.301 3693.407 3 3 2383.45933 2882.74433 30.3635499
346.116 343.8269 3 3 293.9359 323.554633 22.1515165
92.6801 60.93215 3 3 45.18829 64.65818 10.6183319

2749.953 1476.9 3 3 2770.20367 2202.44467 508.068291
896.86 796.267 3 3 1523.9565 816.5703 1030.23823

425.2886 458.0685 3 3 402.442433 429.239033 28.2556617
220.0084 247.4537 3 3 219.5821 231.0331 8.33868191
2223.816 2537.873 3 3 2127.24833 2355.76033 291.276157
50.9618 38.35815 3 3 38.38171 44.65778 6.65782627

332.9413 314.655 3 3 306.889033 340.132367 38.4056805
377.0289 265.8726 3 3 271.0046 323.610667 52.957719
1864.582 2507.51 3 3 1970.28333 2234.33267 196.348396



109.9524 153.5959 3 3 94.0063 118.140003 14.4911049
851.6058 879.5184 3 3 674.2177 784.155833 75.737741
1863.045 2441.011 3 3 1999.049 2337.22067 240.540818
648.4004 434.6387 3 3 491.440567 583.9035 38.1374174
65.03385 37.1322 3 3 41.7935767 51.85273 4.46085235
722.8022 817.9078 3 3 682.9157 854.880333 198.830763
21.53327 17.92116 3 3 22.93071 19.47066 4.70543179
34.91921 48.45365 3 3 36.8258733 44.0410467 6.99461625
181.218 155.3874 3 3 138.134233 157.8144 18.2172475

311.3296 283.0865 3 3 256.791133 287.908267 40.1614726
31.75965 27.376 3 3 25.8609267 30.5662267 6.29164204
245.5951 221.1788 3 3 213.565433 230.149733 20.2016363
54.92036 34.23506 3 3 58.5376 48.91559 5.89539517
174.806 211.7971 3 3 220.262033 203.091933 1.20034042

82.33382 76.33199 3 3 72.48654 81.81052 12.5973
382.1969 576.2413 3 3 565.9724 491.099267 46.5782688
850.5909 1084.707 3 3 841.0335 972.4486 152.399795
1531.845 1584.051 3 3 1826.36733 1541.94733 414.57653
1531.845 1584.051 3 3 1826.36733 1541.94733 414.57653
631.8207 623.8079 3 3 553.552067 594.462467 15.2714504
41.26202 69.20206 3 3 41.50535 54.31769 12.4138715
593.5938 602.853 3 3 929.6079 740.883267 123.552825
253.5437 230.1676 3 3 307.1666 219.494633 121.820466
1100.527 1383.26 3 3 1140.534 1253.60667 83.7555331
112.9006 62.77646 3 3 99.9357967 80.2740067 5.38933572
302.7038 256.6671 3 3 335.555333 301.0052 25.8068935
2836.317 3002.188 3 3 2852.27133 3060.20533 161.981447
933.8384 863.2136 3 3 849.592267 922.370967 91.68555
112.1289 103.6362 3 3 138.403633 121.403133 7.30461124
744.9601 685.2324 3 3 1086.43947 842.380833 279.741685
26.64909 45.40405 3 3 51.6187967 41.4968767 6.48721261
29.6804 23.59767 3 3 31.4670367 26.5961633 6.45404823

580.0001 167.0447 3 3 219.349367 362.957267 36.0534882
46.00664 39.35433 3 3 37.5607033 40.8472267 1.42904948
37.73102 38.2868 3 3 44.08028 39.1326867 6.97801759
136.5184 114.9899 3 3 113.378667 123.030667 7.87032299
347.5217 378.8712 3 3 351.316933 362.257633 2.97585321
286.2921 320.3388 3 3 193.4108 254.988433 29.2081798
1726.183 1509.033 3 3 1549.31833 1822.51167 150.906131
349.3994 229.6307 3 3 233.609833 277.357067 9.35620832
529.7821 3144.151 3 3 330.269867 1375.44767 56.0821108

0.00381158 11.11613 3 3 9.620267 4.94920853 3.87128365
16.56124 16.92333 3 3 15.8771233 18.2793667 2.30313741
100.5151 127.9517 3 3 89.3708633 104.457327 3.9178393
2342.036 1253.741 3 3 1534.631 1956.746 109.559936
1632.921 1982.664 3 3 1523.92083 2099.347 654.15119
202.0565 191.7927 3 3 176.784167 188.468067 7.30211026
350.1977 133.2332 3 3 354.376 249.136367 109.262583



34.16053 30.34183 3 3 27.5172633 31.0676933 4.39624332
34.16053 30.34183 3 3 27.5172633 31.0676933 4.39624332
192.0636 156.3372 3 3 292.112467 222.529967 55.8172928
69.48438 40.49648 3 3 66.9101067 49.7828 18.4724883
19.89375 17.50337 3 3 23.0854433 16.6521567 8.67863003
1110.142 758.0376 3 3 818.925333 1078.6432 227.779186
431.9263 385.6497 3 3 332.91 382.457433 51.7974307
35.83665 20.48641 3 3 34.1942767 28.48245 3.34699597
123.5638 141.4726 3 3 119.015433 131.417333 15.7587359
75.25777 90.9594 3 3 75.2670767 83.77235 9.65746298
1531.621 1590.07 3 3 1450.677 1519.21233 63.9584206
953.8517 1069.101 3 3 845.788867 1021.20157 250.713035
953.8517 1069.101 3 3 845.788867 1021.20157 250.713035
953.8517 1069.101 3 3 845.788867 1021.20157 250.713035
161.6215 135.4191 3 3 142.679067 153.471633 2.53514288
3636.839 3788.267 3 3 3118.91767 3625.77233 725.700848
615.4479 681.5081 3 3 868.640433 708.397333 208.845709
496.6799 436.7206 3 3 408.971167 445.562067 25.5680944
470.6445 400.286 3 3 395.820933 429.482333 33.2301994
450.5368 427.0068 3 3 378.092567 414.694333 31.9169215
204.8801 131.4341 3 3 136.0725 164.207033 17.7802771
1039.151 959.7834 3 3 1310.95533 1138.0968 73.4678899
395.2975 296.7052 3 3 291.675833 330.9757 15.2766804
61.76851 47.7931 3 3 43.1814967 54.8753367 15.7181665
21.69339 18.73724 3 3 24.5127333 19.1204967 7.5595011
1187.527 1063.793 3 3 1405.69033 1193.45967 282.613844
158.7598 124.6703 3 3 126.9058 141.316667 12.591229
73.55146 68.55128 3 3 138.244283 70.2996533 99.9742729
182.9544 187.4447 3 3 687.760067 181.925333 744.637911

224.99 207.248 3 3 276.717 241.684767 24.9142366
10770.93 12022.12 3 3 10852.5567 11313.27 219.088558
304.4871 264.0711 3 3 294.5455 261.289133 20.0956862
563.2979 668.3344 3 3 808.071633 660.7572 195.554686
6090.743 6221.802 3 3 7310.05033 6682.78733 132.269019
269.9778 243.3836 3 3 236.731567 252.666533 18.0484571
151.8141 277.2097 3 3 155.4917 201.2112 8.58275918
47.19355 49.15054 3 3 59.73751 50.50588 12.9472462
2956.031 1722.561 3 3 2958.41767 2468.332 301.496747
51.58385 36.76204 3 3 36.5092767 45.4435233 10.652302
49.39277 58.57408 3 3 48.2955133 53.1173867 5.20931021
2135.549 2279.518 3 3 1991.78333 2202.63133 302.088293
228.8996 121.3255 3 3 207.202 168.3132 15.888817
2480.523 2361.007 3 3 2368.83833 2571.12267 132.22248
87.96924 53.16299 3 3 58.9283133 75.7572433 15.2136061
6110.961 5957.684 3 3 6253.29367 5413.97567 608.635713
105.8999 94.38297 3 3 113.2505 103.073257 12.88963
105.8999 94.38297 3 3 113.2505 103.073257 12.88963
842.7535 613.0416 3 3 538.5575 656.6387 43.3884814



19202.55 21070.34 3 3 19475.46 20149.6133 339.751864
46.55538 36.69934 3 3 57.7559933 48.4890467 4.60348932
212.5341 162.7148 3 3 171.069233 188.1293 3.40753688
906.7996 863.0328 3 3 1147.9147 953.896133 259.085399
1189.104 1024.05 3 3 1152.10367 1074.264 56.9189324
85.66376 97.7961 3 3 93.95141 86.0296067 1.50627098
536.3101 212.1919 3 3 294.204967 424.146033 54.8465936
230.0525 156.5667 3 3 212.185867 176.6825 23.7552222
165.7767 147.2314 3 3 128.956933 144.570667 4.18705838
14.98559 26.85778 3 3 24.5008767 19.6666167 3.30399714
1191.142 1556.016 3 3 1483.214 1276.251 177.716298
82.90331 63.84676 3 3 68.37938 78.49559 7.32129866
301.7103 205.21 3 3 323.3142 278.139067 17.1166999
1964.444 1654.281 3 3 1700.52433 1865.249 160.461853
1765.45 2340.091 3 3 1661.89233 1931.045 175.981788

157.1445 103.8047 3 3 103.697343 124.032467 8.13087346
206.2614 236.6009 3 3 271.794133 241.743567 22.4028767
683.3785 617.8647 3 3 957.8346 574.245133 549.95595
2.839561 6.045879 3 3 5.60697633 4.235127 1.18698318
1128.312 499.4346 3 3 570.9926 791.731333 77.6656964
3864.294 2916.816 3 3 3123.028 3681.83267 450.541155
46.35063 33.4954 3 3 30.0261533 39.0785467 11.6418918
42.30477 51.30439 3 3 41.02329 46.07243 5.81699248
1956.31 6098.563 3 3 1925.54033 3477.885 263.436084

6.858968 0.6624647 3 3 7.47743 4.8132059 1.60936333
92.40115 65.83665 3 3 71.1874933 80.6116833 3.32146994
942.1773 535.2536 3 3 625.4269 798.501667 115.65853
29.6548 14.85465 3 3 32.9482567 25.1085733 7.4315078

172.9483 94.07014 3 3 114.487837 154.104147 24.610107
109.2262 88.55746 3 3 89.29445 98.4031867 8.60702765
502.0927 716.2225 3 3 1009.88537 609.2717 583.051847
1437.355 1199.2 3 3 1656.354 1453.45567 145.606326
3178.95 2890.869 3 3 2682.763 3322.103 792.314613

1211.888 1061.899 3 3 1227.20533 1160.745 48.5164161
143.3693 120.3352 3 3 115.739933 129.844167 17.082273
282.8932 260.901 3 3 310.639167 288.3997 12.1646401
2142.081 3434.501 3 3 2312.137 3012.08067 712.848038
51.00462 47.12396 3 3 43.1617433 51.74082 11.6798633
226.0323 217.9461 3 3 186.4602 205.9322 6.56509689
169.0758 151.4877 3 3 147.080067 156.581167 8.93873662
259.7928 212.4255 3 3 274.5949 244.8552 33.9524476
6.906979 4.749243 3 3 6.769619 5.573462 1.3361352
476.5477 411.699 3 3 423.237733 454.407367 27.6799811
56.8738 44.15508 3 3 71.8018167 50.8808067 30.3506092

118.0357 98.57048 3 3 86.00372 100.63518 14.1229632
89.60103 72.65377 3 3 71.5568533 79.7841567 8.46195673
404.9739 328.1728 3 3 312.589933 347.6282 12.158985
164.8897 131.3022 3 3 115.937067 135.798133 11.4700729



1594.653 1691.755 3 3 1606.04833 1772.56833 91.7120013
1104.893 1067.134 3 3 952.827467 1032.7771 72.0925296
359.8275 263.6397 3 3 237.709 285.863567 27.9029349
663.895 397.0061 3 3 404.2836 504.791667 49.3232195

323.2723 210.3323 3 3 217.662533 257.552733 7.33794171
277.7869 211.0317 3 3 205.026933 235.7565 27.1889908
1199.772 773.2119 3 3 857.5504 1011.5293 69.3416635
37.06042 24.31919 3 3 23.3288933 29.5360467 6.34220661
53.48181 52.83339 3 3 64.8777767 53.8233033 16.3565004
553.7198 727.8604 3 3 748.725633 661.999567 87.3420729
67.61235 37.21135 3 3 43.19899 53.5785733 1.4513379
2053.611 1856.745 3 3 2354.444 2091.09267 296.012636
736.2827 947.9705 3 3 673.475267 794.2204 118.404807
197.1479 171.3099 3 3 170.343 180.748267 5.93303464
261.3657 256.5039 3 3 261.7692 248.5793 7.45557137
108.8329 95.48882 3 3 92.7936267 99.2882233 4.8726841
60.99427 43.81144 3 3 40.4269 48.4527833 4.63019284
391.6213 315.8506 3 3 387.705533 359.4025 15.3350799
40.39406 43.04612 3 3 42.5964167 40.2514667 1.97505047
5.025188 6.029556 3 3 4.768692 5.675823 1.22356659
3092.086 3137.765 3 3 2403.92833 2846.582 464.475125
3092.086 3137.765 3 3 2403.92833 2846.582 464.475125
5002.045 3762.469 3 3 3986.593 4445.43333 261.480632
568.7463 817.6765 3 3 619.3633 734.8458 93.4494482
367.5432 334.0775 3 3 268.858433 314.189367 15.1946785
263.114 224.6836 3 3 266.292233 239.291967 34.2951061

124.7338 161.7099 3 3 195.3691 160.3949 38.3850083
96.15327 73.01501 3 3 75.8780667 95.5031267 18.9410984
48.08257 33.53978 3 3 35.9036767 47.0121067 10.2091719
2.421467 2.81589 3 3 1.55549017 2.31898767 0.98944631
326.258 588.499 3 3 244.340667 380.1597 75.2558433

168.0354 105.7841 3 3 162.514633 136.0605 24.0025369
83.54639 60.10633 3 3 63.9929233 72.81868 5.64885993
28.43552 22.96345 3 3 31.8155633 27.03464 6.14049781
23.19854 24.0968 3 3 33.57387 25.07776 12.3809378
259.1068 319.9815 3 3 390.7016 329.825667 49.0095278

0.02491396 2.227447 3 3 5.722346 3.10968632 1.44560306
1243.067 1276.308 3 3 1148.33747 1379.23567 273.552591
137.3171 180.935 3 3 143.348867 161.066333 14.4147799
2038.668 1062.477 3 3 1265.60533 1657.916 260.639704
553.5714 141.8672 3 3 131.666033 288.166667 34.7881912
375.5107 568.8605 3 3 396.165333 465.481133 34.0095763
146.5292 131.1823 3 3 323.779367 140.339933 272.835562
3541.977 2632.067 3 3 3970.512 3367.15067 603.100946
12.93292 8.060356 3 3 12.9304433 11.0152853 1.17464001
59.27711 58.60622 3 3 64.91597 58.1158367 10.0121677
86.82433 110.5327 3 3 126.870233 109.938743 10.6847642
86.82433 110.5327 3 3 126.870233 109.938743 10.6847642



662.662 620.9728 3 3 915.0955 719.421367 257.643791
7754.804 8024.256 3 3 7359.38233 7770.09067 559.492489
2536.387 2762.906 3 3 2431.38733 2681.75233 350.788297
94.51089 55.52359 3 3 65.52345 81.41586 7.56020035
384.2394 344.5287 3 3 628.895967 381.843367 366.203573
1223.005 900.005 3 3 1198.51567 985.394867 239.416984
114.3198 150.4958 3 3 112.920033 128.3998 12.5078287
114.3198 150.4958 3 3 112.920033 128.3998 12.5078287
848.967 657.817 3 3 704.869633 838.769667 93.7671443

128.6686 133.2497 3 3 117.550233 125.554633 7.02525495
40.80599 25.71421 3 3 37.0453633 31.4149733 1.79500256
792.6272 994.8696 3 3 974.409867 892.8105 67.4852153
27.13426 44.50867 3 3 30.4016967 36.2797467 0.78963425
1576.51 1095.633 3 3 1828.56933 1476.882 396.755563

77.05634 82.7435 3 3 75.86027 86.5322667 10.6277714
1420.85 1153.163 3 3 1205.70167 1420.157 176.267041

402.8474 428.13 3 3 445.325867 411.096267 48.8414197
61.46251 77.6546 3 3 53.6720867 63.16169 3.43302615
77.67278 80.25451 3 3 59.6615467 70.8065 8.64462995
81.68749 66.28727 3 3 64.4371333 71.54122 5.90882441
238.4078 183.401 3 3 186.141233 205.834667 5.33339944
1232.067 2396.844 3 3 1146.767 1614.77733 167.528719
65.55766 44.5548 3 3 44.8438767 52.7997633 3.89241618

0.00420704 0.6228248 3 3 1.378855 0.53127595 1.16578456
279.7729 224.09 3 3 233.6614 253.001833 7.27960805
1470.511 1443.919 3 3 1345.228 1506.136 224.071354
538.2991 431.4014 3 3 676.269867 507.950433 241.945039
17.01706 11.78567 3 3 28.8820033 20.8802367 3.09957802
140.9811 128.7033 3 3 119.893267 131.054167 14.0098898
15336.12 14547.5 3 3 14480.84 14805.55 152.782914
1343.546 1258.193 3 3 1200.8388 1469.389 270.928292
85.75549 104.6254 3 3 100.619137 83.8466533 12.2760451
23.52541 28.63021 3 3 32.0222567 27.33918 6.12436164
702.2642 221.9158 3 3 312.2299 478.595167 55.5221448
4326.667 4055.169 3 3 5267.31433 4006.67233 1848.73783
95.31447 156.3143 3 3 82.95088 110.913653 12.0219996
260.062 163.2719 3 3 182.2715 230.501433 42.1125297

38.88857 34.16337 3 3 32.9561167 38.21195 6.88884165
173.9795 165.6146 3 3 174.041533 164.022667 10.3108887
13.27346 7.039892 3 3 12.1287707 8.80296333 3.07632396
287.4732 213.1956 3 3 306.5142 260.825967 54.2945236
187.2506 147.3853 3 3 147.2346 171.072567 28.788405
608.9797 401.0416 3 3 416.849233 489.700433 18.3208968
210.8432 209.2903 3 3 217.147967 196.810067 19.8909079
364.054 294.7668 3 3 298.5444 326.943 24.1286546

111.1844 167.9306 3 3 128.359667 168.5225 16.7217555
86.74264 69.97827 3 3 83.5758233 77.3872967 3.52398336
135.1385 103.4064 3 3 102.27071 114.9312 7.04958802



105.161 90.42747 3 3 87.1197867 94.0885733 3.61021955
181.4389 164.2238 3 3 200.950267 178.4697 30.9786938
2083.119 1569.465 3 3 1659.43367 1975.307 300.607559
44.57994 52.73072 3 3 55.7325567 48.3644367 10.21993
44.57994 52.73072 3 3 55.7325567 48.3644367 10.21993
96.57966 70.7575 3 3 132.6473 105.193387 11.3058277
5.719792 8.656997 3 3 7.832399 6.334528 0.81864907
67.54029 42.35793 3 3 71.4587233 53.93214 22.9187252
255.2403 243.9454 3 3 277.1082 257.7437 24.6467144
248.1912 189.8879 3 3 186.759367 211.2644 17.6604607
415.7193 613.152 3 3 475.768067 590.0849 48.1276925
895.6029 1087.659 3 3 1028.78123 909.0267 48.8654131
341.2189 405.0406 3 3 415.025867 380.574733 38.3544501
90.05547 60.22474 3 3 59.7183233 71.62083 7.57589749
103.3457 104.5707 3 3 110.457567 105.282 7.36964552
324.8623 154.055 3 3 187.125767 257.179833 52.4255609
261.1617 212.2487 3 3 217.094533 240.151767 23.5890643
4.000486 2.736143 3 3 3.02107267 5.297527 0.19699609
499.8461 489.0773 3 3 416.833133 459.0731 14.462435
7.406131 6.137664 3 3 9.53500967 6.556515 4.39947147
5.303274 1.754148 3 3 1.89210377 3.38069233 1.32505211
1356.294 1372.799 3 3 1325.69167 1442.97933 111.080683
144.4295 115.1444 3 3 105.660177 123.058233 18.137487
4.757567 13.48433 3 3 4.37163033 7.80153633 1.46209937
208.9012 180.856 3 3 217.586933 189.186767 38.9511854
642.5295 236.828 3 3 1719.3219 517.2819 1784.86922
4415.195 2941.842 3 3 4768.63767 4069.04267 314.848455
189.0748 143.3457 3 3 133.619767 154.549033 7.29458035
1202.796 1339.923 3 3 1006.23997 1307.73633 442.207416
13.27375 7.09737 3 3 15.73735 11.91763 3.77564166
242.0376 228.7051 3 3 195.556867 223.170333 34.9684742
629.6714 321.5807 3 3 291.705 419.766467 61.4597679
62.84262 42.29312 3 3 66.5520667 56.73697 7.67412208
107.1219 130.6767 3 3 125.544733 104.746693 15.2762391
598.614 607.3237 3 3 497.848333 557.561333 42.6673818

4.907773 5.62248 3 3 4.94133567 5.55744967 0.68580189
1199.941 1635.21 3 3 1580.63867 1407.73467 140.329432
398.4376 424.7465 3 3 499.562333 450.214367 28.9588838
53.92471 33.89862 3 3 56.9520033 45.28323 14.1762386
1466.694 1066.082 3 3 1629.90167 1386.23533 224.975198
262.0755 235.0684 3 3 221.126967 275.7861 65.8390539
343.3001 268.6705 3 3 254.6563 287.6373 7.1828704
2182.975 1815.471 3 3 1920.255 2160.92433 135.93294
137.3201 182.8278 3 3 193.680633 169.7982 22.0371486
3901.49 3089.681 3 3 3190.91833 3578.46233 391.928904

304.3191 391.7326 3 3 442.063067 380.867567 57.509468
41.52435 43.51351 3 3 38.4168333 41.3768533 3.85712531
266.7389 227.8721 3 3 207.4575 232.522567 19.6266559



5.882507 8.901492 3 3 8.04794067 6.51538033 0.84896299
10.04013 4.862121 3 3 4.42330567 6.59031667 1.29809582
1202.788 1418.187 3 3 1743.618 1346.29733 584.207754
100.9348 146.4743 3 3 106.774243 137.2405 32.0932658
1012.34 1494.046 3 3 905.867667 1129.5216 95.9999349

10635.25 8739.135 3 3 10530.6933 9835.78167 356.988539
638.0078 527.9494 3 3 606.611533 536.448433 40.1947368
52.96357 40.36954 3 3 4349.76243 49.8771867 6468.15307
12.52317 11.7865 3 3 81.89136 13.16534 103.366918
469.5389 282.6569 3 3 213.920433 320.958767 89.8537693
56.89902 65.64503 3 3 44.8156733 55.52327 11.8844041
329.5441 461.8896 3 3 470.734033 416.7613 29.8063868
8.933993 15.66324 3 3 21.2370633 12.463881 12.7634906
104.7988 137.9234 3 3 150.8121 125.147167 34.2839953
23.55962 69.22926 3 3 68.3427533 48.1295 19.88929
190.5777 139.0109 3 3 140.5118 161.115233 16.0250529
28.79196 25.29408 3 3 22.4860167 26.92022 6.43957608
26.65567 59.02066 3 3 33.7958 45.18339 3.96340614
79.9668 75.23237 3 3 69.2987967 82.08545 17.4606808

401.2061 708.2744 3 3 644.5441 491.582967 132.41884
324.5835 265.3107 3 3 260.5391 286.0276 18.8897025
780.2881 720.3832 3 3 622.6797 704.959067 91.0206537
11.7194 11.93483 3 3 78.3042867 12.6957733 98.819301

248.8977 283.121 3 3 229.855667 258.648933 37.7615727
2086.99 3119.694 3 3 2138.18433 2506.031 110.131329

57.71009 41.94752 3 3 43.3550033 51.9133733 9.54570852
1494.48 1677.535 3 3 1546.63233 1643.659 55.0338085
1494.48 1677.535 3 3 1546.63233 1643.659 55.0338085

70.51976 63.10345 3 3 83.4431067 71.19104 16.4191565
34.64154 36.18056 3 3 35.00696 36.30096 0.9147022
410.5918 487.8595 3 3 380.181 443.7416 87.1667418
73.96011 111.6825 3 3 111.624767 90.2573267 25.7371384
31.06306 18.5064 3 3 33.66965 27.7934233 3.45489305
37.97066 15.17971 3 3 5.56829629 18.2352843 5.15690122
667.5818 532.9312 3 3 468.997733 548.005333 38.4855529
3213.518 1826.212 3 3 2104.45667 2711.153 496.689966
103.7539 78.24111 3 3 82.93935 93.3029 8.11596803
786.3886 489.8413 3 3 824.926233 701.916233 16.1362507
14.34907 16.89889 3 3 13.9670533 15.8289133 2.47906732
2941.209 3175.044 3 3 3268.58467 3003.26533 371.102096
1562.014 1247.717 3 3 1635.73267 1472.554 149.141107
18.49865 11.42105 3 3 10.0992987 14.1793167 4.85825027
295.5853 213.3932 3 3 230.453567 269.714667 33.628776
1359.589 1423.617 3 3 1510.85467 1343.35833 236.628863
90.95042 68.74277 3 3 68.8322633 77.7258067 6.60938757
2058.023 2066.274 3 3 2176.97033 2054.516 184.473743
241.5266 226.4675 3 3 188.752933 215.5267 23.5928099
20.51987 9.504297 3 3 9.18138133 13.361659 1.18157179



666.4501 630.2009 3 3 588.4578 639.893333 74.1651059
47.22461 21.43776 3 3 22.3060567 31.5021033 1.70443604
324.1395 423.8068 3 3 291.7701 352.541667 67.6343904
1105.15 1542.766 3 3 1427.37033 1222.184 131.241324

432.1666 360.4112 3 3 334.1503 380.2746 52.9603854
144.7454 124.2554 3 3 142.282833 126.5767 16.4518115
255.2373 266.1147 3 3 263.709733 246.1279 6.50296547
278.9714 234.6212 3 3 223.536267 244.633467 9.07021595
13.74436 6.264768 3 3 13.02111 10.3647693 1.32719342
91.37139 106.7475 3 3 93.1113267 117.25483 16.7618044
46.39195 47.08193 3 3 78.3325733 60.0009933 15.5181852
29.03649 28.04304 3 3 43.8689833 29.5793133 21.5363339
67.29204 55.65422 3 3 69.5735233 63.0474167 7.49525339
1146.316 1004.23 3 3 883.1094 995.357133 68.0397369
52.78183 36.91928 3 3 51.7297333 45.19049 5.88371533
953.8443 1323.776 3 3 1286.18333 1097.46943 205.35543
31.50798 32.31924 3 3 33.7987633 27.5247733 5.67014585
35.81445 16.12496 3 3 19.8268367 26.70793 3.1359224
597.3898 506.9956 3 3 533.168067 625.109433 36.8716974
73.91501 56.76818 3 3 55.7878467 62.7975567 4.4299214
38.09562 22.74898 3 3 42.05946 31.1851167 14.5052511
414.6405 287.871 3 3 187.063827 329.406067 202.508549
96.51904 75.91192 3 3 72.6377233 81.9860467 6.3714308
66.23573 53.95523 3 3 54.27695 59.0107033 3.18959175
497.0218 742.0398 3 3 479.099133 587.4689 94.0935965
107.723 77.76762 3 3 106.957567 95.8915733 5.19991121

76.76927 90.38849 3 3 76.46467 87.45876 13.6363818
198.619 107.9083 3 3 101.52837 137.4907 12.8828783

523.3973 513.9194 3 3 458.724133 529.797933 105.852652
1.012613 0.00217913 3 3 0.04978646 0.40629504 0.07708798
194.6415 163.9522 3 3 167.024167 180.466133 13.2420734
167.6397 164.7324 3 3 135.767067 152.335333 7.26505317
278.6906 407.1921 3 3 422.692967 327.933433 125.810244
1517.787 618.9888 3 3 1631.28567 1261.19793 37.6344287
54.73726 68.38045 3 3 48.4637567 56.24843 2.86733668
148.047 144.6868 3 3 174.860067 155.074633 25.8840486

80.30174 60.98238 3 3 66.8384267 77.4595733 5.16693005
23.11955 31.3095 3 3 57.23194 36.67618 26.2005334

228.58 251.0605 3 3 246.300167 217.4356 16.9548817
13.8553 5.039649 3 3 12.6887467 9.52233467 1.90399985

112.3845 75.26022 3 3 103.496943 87.5179533 11.130162
367.9068 297.5499 3 3 301.0371 330.446967 27.1642923
62.53872 69.98021 3 3 77 70.4081933 5.87751615
233.6555 203.5883 3 3 244.920433 210.759567 47.6959495
63.50472 50.29277 3 3 63.3049267 56.9560633 7.01048319
48.71031 63.19802 3 3 45.50682 52.11011 1.9004034
47.70805 33.04873 3 3 48.0495733 41.8744667 5.23242381
43.73663 38.12217 3 3 37.30032 47.27144 10.0260025



407.4649 451.0429 3 3 351.156267 454.644533 149.239524
103.8613 142.7802 3 3 105.23218 120.7241 12.4207574
75.09112 70.66002 3 3 79.93455 74.13334 8.24368477
405.0339 317.5668 3 3 343.466833 379.927933 10.6159973
224.6926 150.2319 3 3 163.637733 193.172933 23.0002119
1319.956 1593.547 3 3 1287.65667 1424.023 144.891936
59.21537 42.77426 3 3 42.0089667 48.47272 3.12703124
19.23478 21.18913 3 3 19.45594 20.9485867 1.60040522
18.83871 26.57191 3 3 19.0188167 22.0178367 2.09784588
97.80769 71.40706 3 3 147.426773 87.57179 89.8471184
38.39857 39.80632 3 3 43.75012 40.1670967 5.07454973
172.6567 176.4462 3 3 164.745867 172.059633 10.0672808
8.602793 5.746724 3 3 6.11282467 7.98463 2.02238957
120.1943 94.61108 3 3 124.642767 113.460127 3.91304943
120.1943 94.61108 3 3 124.642767 113.460127 3.91304943
283.6459 226.0165 3 3 216.701233 241.209733 1.40699112
96.78195 82.69264 3 3 70.3323367 83.3871267 14.9491413
1077.414 613.6741 3 3 642.611833 830.177133 163.987132
1266.334 1551.759 3 3 1703.08833 1433.468 382.071983
73.59964 58.69598 3 3 107.063247 64.5340533 64.2084828
10.02189 3.820068 3 3 12.7359367 9.301556 0.82774445
885.5376 1176.995 3 3 838.653733 964.3364 43.489145
42.41428 35.54674 3 3 41.1687033 38.0419967 2.86540202
1272.31 612.9508 3 3 1227.01833 991.497933 112.459333

260.7232 255.8827 3 3 233.496233 265.9151 47.4886852
221.0903 184.6604 3 3 154.240833 182.814567 18.7768469
162.2724 147.7954 3 3 158.1562 146.6167 6.6026992
179.4675 111.5526 3 3 118.434733 142.185833 11.0078274
344.8175 321.4892 3 3 251.147267 296.051467 20.1974998
60.32672 51.63846 3 3 54.1775067 58.5504067 2.38137336
661.9268 839.4859 3 3 1030.13873 835.629567 241.271996
64.93916 56.31482 3 3 52.09524 62.48221 14.8748
124.1735 106.2548 3 3 107.219267 113.542333 2.01985839
1342.453 493.2999 3 3 634.867633 947.023633 207.94348
51.48483 30.4943 3 3 51.32189 43.5510667 3.20236514
135.1832 380.5571 3 3 137.896467 227.799933 31.4072712
185.8327 189.9382 3 3 175.967467 184.900533 12.4185785
1660.087 1377.639 3 3 1314.7647 1554.628 331.241878
404.2026 247.7689 3 3 408.995 341.7838 60.1736895
852.3328 952.6036 3 3 776.9369 852.822767 58.8415864
847.808 749.6163 3 3 693.850667 764.451467 75.1201374

101.9506 97.9716 3 3 95.23748 109.924033 14.120312
30.7954 14.78369 3 3 30.1010333 24.41734 1.74122728

2462.749 2438.441 3 3 3077.60467 2640.33533 579.890462
6.684602 10.47394 3 3 6.97595333 9.11826733 2.49125333
71.43724 50.74634 3 3 50.4226 58.7437233 6.11429505
571.6642 552.4975 3 3 529.0733 549.9528 21.9160989
53.22417 95.44592 3 3 87.8101033 72.2875333 10.0987392



1389.047 1293.763 3 3 1424.189 1271.09567 193.406068
582.0256 1012.384 3 3 628.8725 782.068533 87.2041311
211.896 262.0803 3 3 250.175767 204.9986 32.3759935

6.800014 0.4198507 3 3 12.6889397 6.81732823 6.2599393
2151.837 1583.753 3 3 1732.14467 1958.021 116.824916
43.34165 44.56105 3 3 50.3173567 44.4777967 8.84131209
174.324 118.743 3 3 115.502533 138.884867 18.0224836

140.9535 128.0098 3 3 119.478667 129.052067 9.11847443
59.6919 52.78204 3 3 61.0568367 55.4011433 7.77656534

114.6503 93.5643 3 3 99.1995433 109.952 7.46263884
590.5091 485.8245 3 3 703.899867 588.307567 144.383369
12.02092 13.18614 3 3 22.4405667 16.0209233 7.78702403
286.6416 207.7064 3 3 229.242933 273.8475 30.7112186
2411.047 1767.999 3 3 2737.31467 2232.01467 656.204937
5083.698 4889.411 3 3 4529.469 5567.09867 1219.9134
90.21935 84.67449 3 3 90.7873467 85.89103 6.396537
80.59724 58.30772 3 3 106.03139 79.4916 34.8589907
673.4383 502.3542 3 3 670.524433 575.430733 115.321074
166.4794 210.9278 3 3 158.108933 179.0439 15.7506048
88.55425 111.0658 3 3 88.5946533 100.246917 13.7610807
41.16127 23.62166 3 3 28.2851567 36.20269 5.07078419
45.42358 43.26868 3 3 42.49679 46.7718367 4.87957339
361.685 371.66 3 3 333.468067 354.072933 22.1211642

478.6368 688.2023 3 3 459.8183 568.6552 126.515086
37.08056 27.90921 3 3 27.8245333 34.5403433 8.46750626
202.6867 130.213 3 3 141.193867 165.364967 6.8697937
479.4918 496.7459 3 3 532.8776 428.504 121.252991
21.20282 21.95478 3 3 23.9981 21.8741233 3.18338025
38.06499 36.9667 3 3 38.5106267 36.5042633 2.45580461
55.57803 33.8023 3 3 39.7953967 47.8314967 1.66028632
382.3026 350.7156 3 3 299.299367 336.972133 21.2264331
108.0928 53.59057 3 3 66.94949 85.6177133 1.90686493
3597.701 5422.765 3 3 5010.92633 4206.87033 634.4879
1535.86 1597.951 3 3 1534.45867 1730.708 92.6221463

1602.333 1598.675 3 3 1460.44533 1556.77133 126.298417
563.8241 479.4936 3 3 442.828533 491.785933 33.8965069
195.5547 65.78919 3 3 226.642033 159.160697 63.2961057

105.39 114.1972 3 3 116.345733 108.1182 11.4244907
671.0073 755.6036 3 3 595.966233 691.928433 135.570461
2728.343 1246.067 3 3 2775.698 2166.07633 473.412414
1331.757 1499.396 3 3 1548.25367 1433.307 151.479176
197.9486 178.1286 3 3 168.350567 180.420967 8.28489199
134.9356 99.87283 3 3 89.4121867 106.65691 6.48599772
82.63513 82.49956 3 3 108.14355 91.1979633 21.1838705
272.3871 240.2955 3 3 242.692833 254.040267 5.30046731
10438.68 12186.04 3 3 10494.2567 11121.9633 226.042411
719.6894 632.9149 3 3 539.4228 617.574433 45.6201686
167.5055 121.9977 3 3 515.637267 141.927733 571.687443



67.25111 46.95763 3 3 73.27702 54.1489167 26.990772
281.12 254.2835 3 3 290.306567 261.916967 40.1181808

1399.159 748.502 3 3 811.8448 1096.34933 287.154183
65.79817 71.46877 3 3 1840.63983 62.8341733 2722.81797
235.1751 281.1765 3 3 224.088733 247.560967 20.6308023
6657.122 5389.777 3 3 5347.29733 5928.34267 602.967092
64.3066 79.59229 3 3 258.800413 73.4294067 283.861943

621.4437 595.5385 3 3 526.109667 571.330567 22.1412224
513.7089 367.3175 3 3 485.1865 424.3768 50.4414492
1235.689 958.3347 3 3 801.684267 989.537567 170.270449
950.1171 1268.767 3 3 885.6202 1029.62783 64.9960092
3312.258 2345.279 3 3 2643.734 3056.93833 106.044703
55.14306 43.09813 3 3 45.9585833 50.4857833 2.51744538
149.6062 139.603 3 3 114.358 131.760433 13.8673725
30.47325 29.37089 3 3 33.0773567 28.26146 6.78018762
349.9055 372.7481 3 3 347.360367 399.528333 43.5152545
365.972 450.4284 3 3 394.1139 454.665633 19.1536892

310.6868 128.8959 3 3 175.5275 243.659567 30.845302
456.9282 567.4193 3 3 672.6823 581.111 49.2084161
1202.583 1588.725 3 3 1232.22967 1366.21667 48.6940602
95.13696 66.03026 3 3 73.4391 84.6248033 5.81055278
515.2283 570.0118 3 3 587.814067 511.7527 100.089707
812.1169 1174.663 3 3 782.385867 925.6916 42.348235
997.4197 587.46 3 3 1142.11433 930.210233 82.9483973
914.7339 758.8895 3 3 808.549467 878.94 16.8346603
1460.872 1413.619 3 3 1281.00893 1493.42633 310.402947
4167.903 3700.146 3 3 3208.49967 3662.044 456.536031
1068.968 707.9854 3 3 1331.3 1074.7378 136.247764
3367.838 2555.745 3 3 3270.72133 2905.89633 373.695972
140.3642 104.097 3 3 133.656833 121.469833 4.46574505
39.16063 18.70719 3 3 22.4115133 29.1403167 1.46890277

27.639 19.27895 3 3 168.565077 22.9789633 223.662737
314.7675 328.169 3 3 365.222833 340.194267 19.5778333
61.40372 74.81976 3 3 63.1150667 71.5599933 9.37285417
677.1428 607.3937 3 3 624.149367 677.232633 42.1575591
13.25131 0.00734731 3 3 14.2975657 6.28180977 10.3768739
2397.919 2118.244 3 3 2835.13667 2471.50267 395.573868
982.2884 714.3369 3 3 743.779767 984.698767 252.004411
748.6248 1585.439 3 3 649.194733 988.0163 17.7738119
157.0206 86.53425 3 3 163.953967 128.389183 40.2390053
5216.673 1577.161 3 3 2379.19733 3696.53133 724.524617
914.1264 743.7009 3 3 713.842633 800.3623 89.4706648
117.5787 99.15674 3 3 113.958033 104.2128 9.38524579
805.7072 643.0526 3 3 956.2201 795.8241 197.371061
16.86422 10.64014 3 3 12.30438 15.2953633 2.0842321
107.7469 82.20776 3 3 80.3262767 90.2514833 1.76931669
1327.124 415.1847 3 3 608.243233 928.501567 158.182217
32.70244 51.85818 3 3 28.3782833 39.12923 12.3349865



375.5124 289.0299 3 3 306.2115 344.849667 34.5046251
44.00545 34.68721 3 3 47.2966333 41.61535 6.26882377
988.3691 1193.164 3 3 940.102933 1046.01013 100.372681
1490.794 1130.426 3 3 1525.01133 1370.046 117.574843
3577.939 3007.684 3 3 3576.159 3178.154 504.562362
93.29573 48.37587 3 3 57.4407533 72.1829 2.25962077
62.91376 68.24059 3 3 74.8293667 61.0155833 19.5628751
178.1295 171.6186 3 3 152.898 165.101667 7.47698226
132.0246 137.8023 3 3 139.5559 134.117333 7.73749384
701.0396 730.3351 3 3 940.653267 756.2351 274.748552
1.448398 3.006184 3 3 0.40891195 1.48608838 0.70438009
969.4769 1168.399 3 3 934.402733 1021.05473 32.1445042
167.2759 187.2182 3 3 136.9193 161.7897 25.507874
56.96731 40.733 3 3 138.430907 44.1324133 144.781859
592.274 483.2027 3 3 625.705333 568.422233 44.5753923
1662.76 1326.864 3 3 1405.51633 1629.65633 190.917215
1497.63 1739.835 3 3 1696.77667 1546.515 152.536856
1497.63 1739.835 3 3 1696.77667 1546.515 152.536856

385.4505 278.2852 3 3 210.660633 282.418633 44.861681
767.5032 771.2568 3 3 942.2069 834.935467 120.114337
361.7943 600.4903 3 3 369.9289 464.332633 77.9143528
2402.005 1775.701 3 3 1965.954 2215.64967 42.3343197
335.4113 280.8731 3 3 283.600233 309.584633 29.2221095
58.33533 48.63225 3 3 88.2524667 69.0229933 11.4253451
723.5875 755.3828 3 3 749.3141 696.929667 28.9354268
5489.363 3286.278 3 3 3863.58667 4981.58767 836.753342
153.9353 129.1364 3 3 109.918267 127.559127 0.30041866
838.6351 764.2267 3 3 784.2986 882.4176 42.8365969
219.2559 228.1283 3 3 382.577833 224.090733 244.373164
2071.988 2449.873 3 3 2093.573 2248.38533 144.365657
3776.011 2201.297 3 3 2049.06767 2693.779 329.50681
93.72779 92.56654 3 3 85.9277167 91.1677967 7.30537439
553.1341 756.7137 3 3 489.715133 622.095067 167.886125
1241.58 858.9224 3 3 949.948833 1217.22247 223.774188

387.5356 286.8329 3 3 377.853067 331.499233 49.9139903
486.3768 339.9207 3 3 353.233933 404.8413 27.9764223
1458.884 967.4636 3 3 1129.48867 1411.46953 106.520553
926.1564 631.4532 3 3 710.6787 838.365867 80.9324963
35.52552 21.52752 3 3 24.6255233 34.3757267 8.67383263
81.38596 68.9572 3 3 108.56869 76.87619 48.4746364
81.38596 68.9572 3 3 108.56869 76.87619 48.4746364
2328.666 2573.837 3 3 2308.488 2425.76733 125.902982
97.8458 182.5329 3 3 97.6832033 128.539333 8.51502654

87.40488 86.62074 3 3 82.8960067 95.3100067 12.6977639
712.9231 704.4343 3 3 712.059767 697.9813 10.5794054
40.41842 30.918 3 3 54.2755067 44.0089 4.51783821
1052.381 1122.782 3 3 1365.89267 1150.43167 312.687582
61.2191 59.54449 3 3 68.1600667 63.36898 5.23219422



192.0488 153.4748 3 3 144.442833 172.398433 38.6731765
1441.878 2560.483 3 3 1481.883 1952.014 456.492766
3581.912 3573.822 3 3 4274.74733 3846.596 470.873056
39.18111 27.69844 3 3 43.3829167 37.2763367 3.47744599
99.83388 75.65945 3 3 129.32977 96.5343433 46.8564736
138.6049 107.859 3 3 137.917567 115.828633 27.6916661
73.79482 39.8891 3 3 46.5569867 64.95716 18.0354765
261.7872 207.8551 3 3 207.036667 231.072167 24.7669005
185.5189 146.8852 3 3 231.903367 187.929733 53.3050998
3.113687 0.866228 3 3 3.45628133 2.388433 0.99633554
443.5667 317.6415 3 3 285.5842 354.588367 73.5929346
340.9526 291.9818 3 3 265.3368 294.6884 6.48799916
2744.349 2020.166 3 3 1205.2404 1875.2024 416.446718
402.6262 355.48 3 3 398.543667 357.885367 45.4227973
90.44148 86.26436 3 3 83.9607733 87.78481 5.45290555

304.79 362.4164 3 3 360.711433 303.581867 65.5301729
4580.044 3170.012 3 3 3512.713 4175.687 534.963564
61.22281 61.30413 3 3 117.32004 62.45056 84.9883864
11.93429 7.724641 3 3 16.7086233 11.6228503 6.92934137
66.38386 48.16028 3 3 66.7881167 57.5588167 11.0142281

88.567 88.22611 3 3 85.0674867 93.49597 9.62547264
794.8174 390.7858 3 3 470.0365 631.3521 131.377825
183.2695 169.7174 3 3 150.832967 166.5392 15.7980345
78.44439 68.93821 3 3 78.70126 66.1426733 13.6214728
77.57966 57.7563 3 3 71.3224933 63.08087 1.39793675
11.24629 14.37001 3 3 10.653894 12.6108733 2.5795665
1091.504 1569.117 3 3 980.462867 1199.13247 79.6982285
1165.484 1642.917 3 3 1154.45433 1333.49833 71.6689962
14.8154 8.671731 3 3 17.7286133 14.0738503 2.53192544

95.71104 90.99551 3 3 90.2862833 101.594183 9.91904165
57.14857 28.99437 3 3 68.6720533 52.68546 11.8118517
190.9144 152.923 3 3 155.3158 174.0842 21.742324
78.1615 61.01194 3 3 58.67407 67.4313533 9.85344926

588.5049 543.3642 3 3 470.135567 526.368567 49.0397848
3667.961 2816.049 3 3 2893.541 3320.615 488.994417
50.68913 55.06419 3 3 6049.3668 53.7777967 9302.74011
1410.897 1408.698 3 3 1354.30633 1649.81367 193.426933
106.1657 62.18889 3 3 117.600567 96.2065967 13.579263
26.32979 40.73693 3 3 39.4571567 33.5722867 5.61140249
89.78237 66.80794 3 3 73.2790733 82.0414933 3.28839405

40.706 55.41116 3 3 43.81796 57.2628733 11.2737849
40.706 55.41116 3 3 43.81796 57.2628733 11.2737849

1232.612 819.8328 3 3 944.849233 1110.20927 45.8424167
111.0978 85.68397 3 3 70.4062867 92.0159233 29.0108237
35.38457 23.52288 3 3 24.0389167 28.6369467 3.70939278
1774.209 712.3453 3 3 1849.25967 1356.9031 513.376784
164.2726 102.2597 3 3 119.313567 141.955967 6.94533031
139.8623 118.716 3 3 114.0315 123.995367 6.6012276



29.09725 28.94253 3 3 28.0118467 30.5611033 2.92290514
921.2213 1549.829 3 3 1471.38967 1162.71343 339.378842
35.84956 31.38499 3 3 37.61933 34.4764033 4.07932071
32.22223 31.66604 3 3 36.1347233 32.3821467 5.77400384
32.5282 28.86216 3 3 38.30881 31.1986167 10.8601758

964.6354 760.8376 3 3 969.056767 887.499133 61.9834412
87.16195 120.7856 3 3 806.411733 93.47831 1107.73569
183.0037 284.2464 3 3 316.690533 264.4046 34.6397212
165.3984 124.0875 3 3 120.005467 137.7357 13.6225575
180.0998 182.8386 3 3 177.165233 193.756833 14.505156
15.7317 27.85473 3 3 18.855 24.0963 3.70763455
158.368 117.7721 3 3 119.635233 135.5887 13.591859

205.0268 153.888 3 3 155.753767 174.296867 9.87370144
48.00053 43.2597 3 3 39.36015 43.1301433 3.16074096
2.591598 3.756141 3 3 4.56303633 3.11741967 2.16888736
109.4879 83.45514 3 3 106.69748 96.2120867 9.81127657
297.952 177.5329 3 3 439.0787 245.555967 294.576784

78.51281 74.35528 3 3 84.4829633 71.0681567 18.5635471
1687.315 698.5606 3 3 891.035667 1265.45187 281.107541
171.9941 57.94437 3 3 88.1344333 131.50869 21.9041358
3097.682 4164.328 3 3 4839.418 4153.31067 190.4558
104.0029 80.07738 3 3 82.0435567 91.05747 7.11563958
38.04082 21.55849 3 3 23.2383233 30.3198033 7.25780329
30.71341 3.150951 3 3 3.41497667 13.2259063 1.38221258
149.6238 107.7264 3 3 112.27346 127.998567 12.593752
162.9033 174.6358 3 3 121.913433 153.7842 41.871801
48.25135 38.94933 3 3 9038.05561 44.1014133 14001.1387
343.7942 256.5925 3 3 436.084833 298.627333 209.482798
1878.222 2154.917 3 3 2293.40033 2133.57133 41.264311
289.6926 443.0246 3 3 330.5879 388.166967 27.0370418
146.1659 134.563 3 3 116.198833 129.4794 6.20722972
228.6474 183.1324 3 3 173.500567 194.282567 11.1999169
1198.739 1026.616 3 3 1373.058 1176.66867 271.867843
8041.279 7871.837 3 3 8150.249 7874.93133 395.979654
53.50971 48.06286 3 3 43.13441 51.28893 12.3783769
14.20916 21.67872 3 3 477.535657 18.3251233 715.638637
161.2075 118.8845 3 3 154.1446 139.0639 10.0864865
3161.619 2936.454 3 3 2908.989 3322.375 422.330334
2823.754 3808.784 3 3 2749.48933 3470.18267 973.976444
192.4121 143.4303 3 3 131.6701 154.151033 7.7256027
386.9773 512.9716 3 3 384.530567 431.224967 16.6342151
166.8181 176.2905 3 3 148.774333 164.352233 20.2939152
299.5733 453.6046 3 3 222.888167 320.353467 87.5966288
84.08897 63.555 3 3 57.32698 69.3974433 13.7879727
472.5071 342.5585 3 3 457.213233 396.9539 65.3627057
776.9707 902.934 3 3 999.095733 895.529233 113.353052
6.869927 5.744913 3 3 5.552532 6.07618267 0.43591664
65.87064 77.18937 3 3 67.6236467 71.9621867 3.64069648



0.9313777 4.015536 3 3 4.15392667 2.4016149 2.25523177
0.9313777 4.015536 3 3 4.15392667 2.4016149 2.25523177
121.8631 142.3136 3 3 127.545633 143.147033 11.0368391
36.95007 33.20072 3 3 30.9901233 34.0789367 4.09459211
61.50542 41.96208 3 3 42.31792 50.4616167 7.83208805
167.8334 143.3605 3 3 143.010733 152.839833 7.94150197
2037.303 2410.963 3 3 3135.73333 2030.72533 1682.63197
629.4976 549.7344 3 3 409.021733 506.865533 34.9728616
160.9032 123.1654 3 3 129.690467 141.8865 2.60747124
5.290956 1.787408 3 3 5.23671467 3.88637667 1.00948482
56.30896 81.9629 3 3 150.44989 77.40422 112.488236
923.6544 1067.121 3 3 1065.88413 995.845633 82.6251638
699.833 642.0168 3 3 656.923067 704.382667 36.1168473
358.416 409.0783 3 3 438.659 350.391433 122.644868

23.16384 6.981178 3 3 21.9786 15.5712493 5.83326743
226.2904 171.2254 3 3 161.306467 184.861 4.17335996
1827.325 838.3695 3 3 1151.17457 1582.91717 152.281806
75.13467 87.61719 3 3 69.4400567 76.52351 3.60635598
17.50197 15.94552 3 3 8.60178167 13.9167127 6.69166396
1376.589 617.4612 3 3 1456.068 1096.82473 376.022047

49.761 36.38637 3 3 31.8043833 39.6199733 8.2930697
1545.028 1254.352 3 3 1340.06567 1487.624 94.4227248
203.7944 180.2146 3 3 168.700933 182.290067 5.42458183
3.551533 6.632204 3 3 3.47012 4.888509 1.55724676
220.3913 95.88477 3 3 195.233233 147.300557 37.3666569
487.3837 1819.642 3 3 617.240067 1081.13463 259.585704
452.4977 353.8752 3 3 364.590967 397.814367 13.5681554
69.2487 64.7185 3 3 95.7272 70.6462567 38.6626818

121.2587 158.2499 3 3 124.357767 138.285267 11.2417873
295.6048 338.9305 3 3 262.917733 300.202067 45.4037197

0.9502147 1.567875 3 3 2.01392757 1.01529803 1.47288706
1633.998 1516.265 3 3 1412.134 1529.31633 154.543472
150.5114 123.2351 3 3 117.8445 129.6831 1.52434651
36.42311 42.20985 3 3 31.9519933 37.1292467 6.55493601
9.523119 1.439381 3 3 9.097508 6.200139 1.64052004
4717.498 2623.276 3 3 4506.45167 3698.171 709.529691
186.0761 167.7607 3 3 167.149233 176.991767 12.400088
71.44243 63.85211 3 3 60.89522 67.3109633 9.28634034
616.6927 538.7361 3 3 530.950833 619.982533 112.123438
65.8508 53.67115 3 3 135.775343 60.5596433 117.660504

105.2072 84.24813 3 3 131.13251 94.23343 56.858628
836.1707 959.4424 3 3 754.977167 835.5986 23.5330785
375.3923 359.3283 3 3 341.517867 357.8712 17.9534818
10905.71 7645.214 3 3 8387.44967 9458.19833 242.975167
481.1028 394.2497 3 3 389.7548 427.3378 35.5591937
77.52148 72.49215 3 3 73.65171 82.44603 4.21437276
1060.21 888.3648 3 3 1048.8702 983.688933 52.8765874

80.25812 65.04608 3 3 85.6021567 76.1579433 11.1627252



373.9173 302.6198 3 3 529.0865 423.7072 64.3489187
56.99263 22.33596 3 3 30.1190767 43.9036367 10.6435826
109.0148 85.0568 3 3 107.100567 98.4303 5.97542692
1036.479 768.3047 3 3 816.6612 940.813567 124.712586
717.238 772.9319 3 3 685.286133 830.5873 171.156865

132.6941 132.1486 3 3 114.463827 130.119933 24.248972
2836.33 3421.959 3 3 2667.077 3021.18367 433.911902

24.18083 41.49361 3 3 22.41978 29.4869667 3.80446359
103.8693 80.20551 3 3 82.35112 98.01567 18.9142578
2869.276 2393.071 3 3 2500.683 2785.17967 267.882551

57.098 54.6408 3 3 59.3754467 49.1298433 11.0058066
64.42427 39.02076 3 3 44.57755 53.5249667 5.14092356
56.31675 78.13181 3 3 73.9218 63.80803 9.93597519
19.70269 26.10887 3 3 19.86365 22.92444 3.58958865
3659.838 2637.14 3 3 3386.33733 3029.596 103.539647
511.2845 432.46 3 3 391.445267 437.178533 2.76998424
704.5889 780.7385 3 3 657.5209 707.1126 28.9895988
55.13623 88.59721 3 3 80.5318267 67.8928933 8.23421009
122.2978 104.7078 3 3 98.9580633 108.01256 5.92317028
1871.742 2728.571 3 3 1980.64 2449.04667 541.214071
13.50294 8.868985 3 3 16.0212633 12.2793517 5.06916544
787.5641 902.95 3 3 802.6975 887.473267 95.4545514
171.3249 143.2449 3 3 136.83401 166.846733 41.9297061
627.5375 648.9033 3 3 570.279433 613.1266 50.40767
82.35799 77.35146 3 3 63.8820833 74.3799633 13.2906442
5792.565 5141.307 3 3 5943.04667 5625.138 262.874965
2083.258 2485.744 3 3 3022.54833 2526.87467 625.815502
241.2356 177.2146 3 3 184.918333 205.8757 5.48274488
82.56564 65.33592 3 3 80.2133067 70.3936567 11.2613392

1538 979.959 3 3 1625.46767 1358.04133 264.573552
34.35397 32.26615 3 3 32.1061667 35.70389 3.71622351
396.3088 358.6109 3 3 385.739333 347.7465 23.9777271
533.901 388.2158 3 3 497.389 448.389233 12.8832958

1092.975 952.6526 3 3 1002.5202 1110.7572 30.4430606
128.9291 107.5614 3 3 99.4596833 112.217467 13.4388145
3811.31 1729.038 3 3 3957.61967 3130.15033 475.165802

170.7881 134.0422 3 3 221.154167 162.041067 89.7623569
400.1772 428.7926 3 3 442.734933 391.121067 69.0677993
185.1902 176.6503 3 3 199.174367 186.2412 17.6652755
2298.269 2316.905 3 3 2297.639 2405.78367 4.79449257
105.471 90.016 3 3 93.54276 98.6113333 1.3485534
105.471 90.016 3 3 93.54276 98.6113333 1.3485534

171.5812 146.8149 3 3 167.8343 158.502967 7.84404782
43.59637 9.553032 3 3 44.7688767 31.5427973 8.42449785
3955.304 3525.048 3 3 3297.42233 3635.282 452.166919
152.2494 71.45582 3 3 774.7339 126.324707 1021.31048
83.18964 71.35773 3 3 80.30578 71.5388567 7.57909308
83.18964 71.35773 3 3 80.30578 71.5388567 7.57909308



3587.267 1837.418 3 3 2309.92467 3161.804 657.941542
0.4239528 1.104663 3 3 2.978769 1.26710127 2.53197508
41.81323 45.2646 3 3 199.46036 58.5816567 220.630182
133.1012 110.4959 3 3 144.9322 124.6647 29.485615
152.5338 132.488 3 3 1014.0553 143.451033 1373.38033
24.34145 26.53249 3 3 23.81651 26.5196133 3.67045882
2720.823 1669.815 3 3 2907.49067 2409.90933 449.622612
165.2461 66.62585 3 3 85.5520333 119.11435 18.5546458
618.1199 947.731 3 3 699.060933 807.371367 16.4834397
38.03865 27.17734 3 3 30.34496 36.38428 4.31260617
1777.882 2300.632 3 3 2172.05767 1999.94833 29.2259719
2686.548 2599.047 3 3 2582.07033 2876.95567 224.525641
1855.986 1230.923 3 3 1377.07433 1630.58067 199.482247
396.3216 419.974 3 3 372.312133 398.447467 35.7917301
233.311 200.2325 3 3 172.2274 199.1852 24.7138346

55.48528 35.46425 3 3 61.7123933 51.42676 7.57134055
385.02 377.3909 3 3 395.891333 366.240667 38.8117442

56.71138 39.13658 3 3 55.5209033 49.4196133 2.9957445
670.2639 606.4321 3 3 617.1968 712.494267 71.7859843
952.3153 654.5325 3 3 746.6384 862.942567 31.140344
38.68179 32.03141 3 3 141.216417 35.6456733 166.767742
538.8274 424.3356 3 3 402.2552 452.811333 24.9098763
183.1437 67.32489 3 3 151.955367 111.526483 12.8412965
1391.091 2961.5 3 3 1615.61367 2138.539 249.551092
11.99879 13.43785 3 3 8.17778667 11.9974867 5.86348407

0.05985977 0.01069922 3 3 16.213371 7.371703 5.82141648
89.58594 84.47795 3 3 81.4801467 85.44507 5.02393786
11.67316 11.93686 3 3 16.71735 13.8516167 2.82077585
204.0046 167.9473 3 3 156.649833 176.180267 18.4709759
2765.542 2486.531 3 3 3027.27133 2764.10667 310.780881
7.623783 3.815695 3 3 8.81859167 5.84899633 4.28760029
290.391 304.2645 3 3 231.563833 273.731333 52.2537017

38.42408 35.77634 3 3 43.0474867 36.2783833 10.5300221
38.42408 35.77634 3 3 43.0474867 36.2783833 10.5300221
647.7082 550.2327 3 3 857.178133 671.2788 261.600224
979.371 963.4667 3 3 1126.45533 1040.63057 63.265868

426.3966 588.2824 3 3 422.508333 491.150433 66.7502284
18.36317 18.61906 3 3 41.63266 25.5409933 22.3420162
101.7806 83.26191 3 3 107.330233 98.0802033 5.98664323
324.2361 427.2878 3 3 416.240767 374.907433 40.278507
53.73047 36.25249 3 3 61.1274267 51.80047 1.57163307
91.16741 68.20071 3 3 67.5603 76.45736 5.93333185
2719.518 2947.16 3 3 2692.61033 2876.40233 257.112513
192.041 173.6035 3 3 210.190833 195.264133 2.97483009

85.19669 114.1929 3 3 81.8104867 94.0067933 8.08999882
77.5714 45.72396 3 3 75.4109833 62.8076 11.8556918

244.6224 243.6591 3 3 200.749333 228.5497 34.7677826
295.7096 275.7565 3 3 230.7338 268.068833 49.6142685



1114.773 807.2311 3 3 866.8577 971.061233 57.4000154
106.131 73.50269 3 3 96.0321633 83.7618933 1.31848011

2879.721 5725.186 3 3 3199.8 4180.259 586.426755
88.0807 32.48494 3 3 309.979077 64.2767333 388.248296

12.23972 16.14854 3 3 13.5332133 15.69328 1.07514148
565.1577 401.7776 3 3 448.234767 542.949367 72.4577275
339.3408 426.5644 3 3 426.621933 395.611367 5.78413356
72.06279 54.71106 3 3 67.2170567 59.9078167 4.75921929
161.2842 163.1734 3 3 142.3021 153.052367 6.07335406
84.53707 105.2299 3 3 86.6231333 97.11349 12.4329718
285.9016 251.1146 3 3 249.261833 266.844 21.5882965
4880.479 4017.662 3 3 2945.388 3835.447 821.800413
4880.479 4017.662 3 3 2945.388 3835.447 821.800413
195.1409 140.6351 3 3 204.229433 159.761567 63.4928838
2003.11 1056.298 3 3 1131.04467 1445.401 56.6434193

2068.918 2039.524 3 3 2249.313 2040.99033 329.346285
6132.403 4535.968 3 3 4790.58133 5484.512 712.03934
485.3149 709.299 3 3 782.6647 661.920067 107.826432
1112.815 1223.553 3 3 1387.37167 1197.59033 291.542395
32.37461 30.93951 3 3 30.1731267 37.1729033 5.61832886
1239.596 1267.401 3 3 1226.56433 1244.24133 18.3423792
5.623478 9.058145 3 3 6.04516 11.9164477 4.58872377
249.8186 272.4455 3 3 852.7714 248.892933 958.048235
301.4132 307.4577 3 3 263.250633 288.850067 30.2132298
203.3745 209.1637 3 3 282.957033 239.521 37.8021326
174.107 145.3955 3 3 148.659767 157.965033 1.6255922

281.2786 208.4279 3 3 269.853333 231.815267 42.5596086
141.6474 123.6524 3 3 142.649667 130.580967 16.5388451
10388.99 12170.1 3 3 10377.12 11021.22 230.776844
229.6674 213.9208 3 3 200.488167 216.7435 22.981593
120.0222 99.59083 3 3 113.8342 105.59121 3.71353666
6285.531 6148.93 3 3 6377.824 5573.13 620.665168
218.4117 199.4216 3 3 202.627933 212.884067 11.3200497
319.2151 450.2403 3 3 321.255967 367.409433 13.6233267
3887.395 2266.013 3 3 2741.69967 3317.211 77.1660577
596.5879 492.4287 3 3 597.2858 540.339467 73.7022811
11.50921 15.27061 3 3 11.3425523 13.5351867 2.92472038
113.3435 103.3827 3 3 111.128233 104.419843 6.50643694
80.04104 59.4863 3 3 77.1478033 69.1424233 7.4364238
1896.058 1832.029 3 3 2188.64867 1890.06833 471.626301
1896.058 1832.029 3 3 2188.64867 1890.06833 471.626301
36.44918 33.43266 3 3 31.80253 35.42084 5.49122853
202.3131 176.4204 3 3 175.071867 185.8897 9.60210578
202.3131 176.4204 3 3 175.071867 185.8897 9.60210578
202.3131 176.4204 3 3 175.071867 185.8897 9.60210578
63.79766 138.9069 3 3 150.6097 117.05432 26.434509
5.83847 18.43105 3 3 18.1024467 12.9310133 5.11173893

190.7867 239.9639 3 3 166.576767 196.130733 22.2564216



1473.557 1135.271 3 3 1237.65233 1497.07167 174.395575
56.95943 35.45766 3 3 34.8690333 42.8431133 3.38401924
3501.795 1337.644 3 3 1842.14467 2634.38 529.535585
3602.229 839.0734 3 3 1340.63633 2220.07747 224.700977
37.03587 32.49754 3 3 37.8217367 33.57975 6.01749963
163.8647 229.472 3 3 239.524333 209.862133 25.1189781
556.0084 364.5054 3 3 306.1819 412.453667 112.227026
110.1976 90.45933 3 3 86.6301733 95.09766 1.49840897
39.63178 21.95082 3 3 40.6382033 33.58948 4.93023036
80.02878 69.87857 3 3 89.14875 76.9764467 18.3775299
101.6116 76.84771 3 3 80.3889067 88.2965 1.6562455
242.4943 305.4831 3 3 198.995 245.178067 43.9607517
441.1838 287.928 3 3 1857.7949 300.075733 2478.55793
416.5944 342.3721 3 3 310.932533 350.625667 11.1944973
13.7485 27.50746 3 3 26.9625467 22.2576867 0.95829514

422.4632 496.0891 3 3 447.766267 496.949367 23.0220688
84.5591 62.91577 3 3 1300.31641 72.0425033 1957.42246

507.9086 663.726 3 3 541.617567 608.656267 61.4942285
31.94106 28.55366 3 3 36.45088 32.1055467 5.89413767
166.211 201.1792 3 3 167.2325 181.652167 14.4925393

292.7473 218.6621 3 3 217.322867 244.2857 9.14544607
156.9996 173.2031 3 3 148.527433 161.301567 17.4833828
20.11868 23.47062 3 3 20.08003 21.98035 2.50276082
1138.326 1124.739 3 3 1048.45423 1234.98233 237.198024
351.9236 340.9613 3 3 317.614767 333.6468 11.4874846
228.2679 227.3112 3 3 187.5427 213.2567 32.3508891
70.37222 61.23587 3 3 371.33138 61.7033967 493.544755

3555.5 3600.904 3 3 3487.96267 3926.52767 352.610136
145.8062 138.1232 3 3 133.2825 166.094567 31.2293945
49.96895 39.32541 3 3 40.8347767 46.47312 6.51942433
91.67225 66.88322 3 3 564.49774 75.3116467 779.956615
201.8587 184.3176 3 3 206.8096 197.9811 7.03320387
78.73152 85.58613 3 3 99.0156433 80.0981633 29.7600743
358.3691 660.1018 3 3 363.4681 494.8033 143.202128
169.493 122.2547 3 3 130.778 147.7985 12.9732145

283.8731 220.4832 3 3 279.720667 252.118033 30.5761454
155.4632 106.7795 3 3 102.708753 122.162833 11.4072841
161.1676 130.7894 3 3 136.013 154.973233 21.0238675
72.22547 66.59908 3 3 58.4202933 65.18183 7.40433034
72.22547 66.59908 3 3 58.4202933 65.18183 7.40433034
153.5397 146.9682 3 3 162.744533 153.757633 12.5725145
20.23637 13.62207 3 3 15.52928 19.7791967 3.27057773
4423.406 2211.314 3 3 2689.77233 3572.25033 751.799427
39.87621 26.61739 3 3 28.2971433 32.9261467 3.21216161
186.9007 224.4697 3 3 240.663033 204.512867 54.524667
151.2478 102.6196 3 3 98.9018533 117.761257 7.92404968
200.8952 248.6929 3 3 209.312367 224.5736 4.71798142
1018.21 1138.113 3 3 950.830567 1173.345 308.901025



1252.73 1169.888 3 3 1048.60217 1150.88367 118.297625
128.5931 122.9525 3 3 124.799267 135.514467 0.36292653
198.6357 167.7755 3 3 156.7847 174.0648 16.5210478
1218.378 903.2741 3 3 908.708967 1037.9343 127.304011
4642.451 778.4264 3 3 583.1675 2015.27917 224.262866
96.24533 79.38376 3 3 82.8052333 99.3504967 15.1153088
272.1832 250.5564 3 3 255.500167 269.4897 13.6016131
31.0052 23.6751 3 3 25.1397433 29.0252267 4.074952

62.04507 75.37428 3 3 62.29133 67.0394033 2.18913674
564.9444 228.733 3 3 285.972867 392.700667 28.0075664

0.00342389 1.275476 3 3 1.25958862 0.42787109 1.10821473
103.5419 85.80872 3 3 84.2409467 92.9852867 10.3995475
1240.623 5603.551 3 3 1236.347 2772.252 34.0364797
12.84981 0.00363662 3 3 1.44123334 5.79962554 2.47047077
157.986 118.4486 3 3 146.147333 124.879873 15.2128557

1218.186 832.8787 3 3 919.924567 1070.93357 122.411423
1304.943 748.3612 3 3 913.9046 1148.11707 136.227007
620.0665 536.9354 3 3 641.849433 552.393567 129.23345
124.7274 91.5274 3 3 100.689587 113.0364 6.50456652
53.82801 49.95984 3 3 121.634633 53.5931267 108.80762
145.3294 18.94936 3 3 141.371533 96.77982 21.3126984
347.809 409.8488 3 3 327.751733 378.912333 75.7919294

601.3266 1093.12 3 3 639.178433 812.2878 112.857501
17.22042 19.48457 3 3 21.0060733 18.22346 4.30451908
1877.86 2465.324 3 3 2017.31967 2244.76333 174.319971

1147.701 694.0266 3 3 1349.565 1089.41887 192.25655
828.9673 963.2499 3 3 725.2878 915.724267 295.62671
224.1438 156.7486 3 3 209.459633 188.197667 3.19262136
898.4361 464.1685 3 3 482.367733 640.896367 111.789018
1361.46 1311.424 3 3 1419.73333 1355.803 93.5211977

861.5604 690.342 3 3 672.883567 763.700467 115.782939
27.28196 23.24463 3 3 12.5637163 19.647856 5.49994793
110.0988 119.5091 3 3 120.96839 102.70105 19.8921106
30.1011 27.92177 3 3 27.1504133 32.1748367 5.8015814

4708.832 4001.507 3 3 4922.54633 4281.288 956.694501
297.9951 230.657 3 3 230.5033 261.334067 35.8081747
470.8883 444.4693 3 3 409.341933 435.9002 14.6829488
199.3226 170.0004 3 3 158.641933 174.636267 11.8808464
201.2998 133.0038 3 3 911.83984 137.89709 1239.39355
246.7575 172.3275 3 3 185.371967 210.4255 15.0559306
69.3795 60.98544 3 3 62.53123 65.72598 2.78268845

187.3131 113.759 3 3 124.720867 148.058567 5.4994602
229.8145 184.6135 3 3 188.931833 206.0688 15.5225875
168.6217 265.0199 3 3 125.893023 185.792267 63.4212985
106.2042 89.12626 3 3 80.3350433 90.7820067 8.11526243
45.39622 47.67921 3 3 45.4399667 47.9585533 2.99609909
461.8695 442.0678 3 3 392.4031 429.418867 43.6484917
113.2588 115.32 3 3 112.007667 123.142733 9.11740092



984.6351 373.2784 3 3 977.007533 754.179867 132.330469
64.79649 93.76564 3 3 71.5665533 81.3355767 4.84281588
1592.46 650.8741 3 3 852.4336 1150.37003 68.1871088

324.4941 385.381 3 3 421.193467 372.725567 64.6477279
53.35733 41.65079 3 3 41.6804233 46.5284733 4.84552152
155.3689 199.3374 3 3 237.4347 194.758967 57.4766053
1254.572 1023.711 3 3 1072.01137 1371.50067 236.607235
50.04613 38.27699 3 3 41.5132633 47.8295 5.28089524
1145.878 1520.078 3 3 1110.86867 1264.15067 106.7582
1798.319 1084.759 3 3 1195.29867 1441.009 168.735768
220.6306 201.5288 3 3 181.580633 200.4635 22.1546945
536.2745 237.9593 3 3 316.987 432.614767 77.765403

2369.3 2455.392 3 3 2078.517 2259.03 108.356331
1788.05 1557.67 3 3 2001.37933 1815.52033 121.934889

328.4567 392.4269 3 3 332.417333 354.5127 11.5298275
297.1327 425.0768 3 3 442.448533 379.412167 71.9101404
178.1424 232.8319 3 3 171.579267 195.078367 18.8316439
176.254 178.2328 3 3 145.126867 163.499467 17.4673229

244.2874 205.9888 3 3 214.207667 241.088467 27.1768508
63.29469 37.33363 3 3 61.0553367 52.4101367 3.40833769
2457.694 3055.219 3 3 2340.97233 2707.57867 501.204255
519.4727 382.3215 3 3 416.944933 519.024367 91.2499999
3.648123 2.4939 3 3 2.55129467 3.21953 0.86945596
109.8251 159.1521 3 3 112.694623 130.860633 14.3525507
109.8251 159.1521 3 3 112.694623 130.860633 14.3525507
109.8251 159.1521 3 3 112.694623 130.860633 14.3525507
109.8251 159.1521 3 3 112.694623 130.860633 14.3525507
33.22747 15.68669 3 3 30.3663133 24.70275 2.42728187
3153.354 2603.669 3 3 2191.02967 2693.26033 688.668291
15282.91 16682.25 3 3 14730.2167 15530.7267 746.247776
6949.542 3758.699 3 3 4282.57867 5575.78833 1279.50946
8.963154 6.874696 3 3 5.736428 8.18751567 3.77504971
39.60204 34.2522 3 3 100.36218 39.26128 98.2115985
75.0074 57.63098 3 3 59.94391 65.8504033 3.77078299

6.632999 3.650361 3 3 3.486981 4.605661 0.395674
732.1795 746.7137 3 3 707.122667 865.130067 131.365233
2392.738 2581.612 3 3 2221.023 2416.15233 273.195399
19.76096 14.60819 3 3 29.17118 22.53427 4.65657456
2219.35 1330.958 3 3 2351.02933 1975.68633 218.297162

2002.518 1998.594 3 3 2228.36367 2080.505 193.813333
474.2072 361.3558 3 3 558.449567 465.874933 110.096021
1108.711 711.3321 3 3 850.1055 1043.32037 64.2006529
30.99163 18.98121 3 3 21.3868667 25.82262 3.59491371
563.0161 744.2543 3 3 589.845033 651.203367 39.3185986
956.7307 1080.313 3 3 932.373767 995.134133 69.0707849
57.86875 53.14885 3 3 46.7586933 52.6463733 7.73907407
308.2182 310.1096 3 3 391.576267 327.341233 98.6199982
5.416919 8.142177 3 3 5.81758433 7.87935533 2.35739441



131.6812 102.0923 3 3 130.0052 117.530767 13.5699401
459.5257 608.5912 3 3 407.343833 505.868033 131.462885
308.2432 271.7082 3 3 268.945533 286.061167 19.5345086
786.5219 1343.487 3 3 1211.68133 1025.4127 88.9563929
108.1264 132.6657 3 3 103.848767 117.4785 17.5130082
89.74563 82.84671 3 3 441.674503 86.55002 572.507586
50.96726 53.66384 3 3 33.29768 44.43347 11.59259
153.7733 110.8726 3 3 112.112633 126.934767 4.93480618
328.2849 383.8581 3 3 291.035033 329.358333 30.1520509
86.43293 83.94568 3 3 70.74699 81.1217767 15.1348331
321.4108 168.4091 3 3 194.548267 258.0983 64.3670408
154.2359 131.8619 3 3 104.219497 126.536197 18.8131308
685.8459 750.5353 3 3 855.026133 745.1303 168.031209
1.734463 4.553327 3 3 2.27436683 3.46669633 1.18499556
24.29847 32.86184 3 3 36.3032033 27.94342 12.7480451
25.30171 14.66803 3 3 28.5058 23.4369733 1.70701829
2191.061 3290.138 3 3 1682.05433 2310.273 413.371821
182.4418 150.5393 3 3 147.6515 160.746367 9.66544901
13.00899 12.48703 3 3 12.2308967 14.0389733 1.85773999
183.415 174.5982 3 3 157.3552 172.161067 20.2794381
25.9241 4.457462 3 3 23.98186 17.0009007 1.40900986

83.66307 90.97822 3 3 82.6615 86.0740967 3.50969686
1273.697 914.8204 3 3 983.5442 1105.34947 78.1797706
1318.292 2232.756 3 3 1338.03133 1656.555 114.04052
227.6787 247.7452 3 3 271.298367 241.331533 46.9245083
53.33517 49.0603 3 3 44.6160867 51.7234 11.2401803
632.7751 692.4426 3 3 647.480233 673.085867 22.1688667
112.7452 86.46982 3 3 112.769833 103.123007 5.75926435
80.64618 69.18831 3 3 103.65074 87.2878633 14.3802294
1125.17 939.0831 3 3 926.800467 1004.57127 69.6332203

664.0123 903.0898 3 3 655.151967 755.052767 96.5537183
46.99575 45.8365 3 3 52.9026633 46.86287 9.7146339
17.22147 11.35041 3 3 21.22747 16.4901967 5.95506787
98.39881 99.2095 3 3 89.3083 95.2733333 7.44566165
63.49987 57.41623 3 3 50.7796233 57.08695 7.79417101
1308.402 1491.595 3 3 1530.45367 1372.42367 233.836198
103.0643 84.63319 3 3 88.7059833 96.15753 6.66259287
435.9564 712.2636 3 3 487.719633 578.0682 47.2285225
996.3682 857.0728 3 3 867.300167 1027.439 178.453379
166.5285 175.2979 3 3 142.7546 164.782933 33.7388692
27.17384 19.27465 3 3 134.90996 24.7408567 178.187338
75.05582 67.87848 3 3 79.08518 73.7857667 6.67174962
204.1634 606.2056 3 3 189.822533 335.277967 17.8453306
95.6033 80.38452 3 3 83.2691933 89.2990967 5.67273355

143.6894 138.5863 3 3 116.793667 130.8009 13.6659116
265.0468 183.5417 3 3 192.3117 218.709833 8.4550942
56.7889 46.72822 3 3 229.96997 52.3866733 287.40806

167.8414 138.8739 3 3 145.490833 157.759 11.2470345



438.6771 655.2617 3 3 675.059767 584.563233 74.1783458
114.2589 97.44693 3 3 98.0084467 106.965343 11.6637332
114.2589 97.44693 3 3 98.0084467 106.965343 11.6637332
342.7086 541.4288 3 3 326.890167 417.017967 97.7633713
10.55138 37.27024 3 3 41.9245 21.6321933 29.781304
2601.918 2508.957 3 3 2473.22833 2562.67367 136.694903
182.4166 126.1853 3 3 139.721367 159.648333 12.9008087
223.0609 212.3279 3 3 239.633 224.5886 20.5658042
223.0609 212.3279 3 3 239.633 224.5886 20.5658042
611.4281 886.0627 3 3 828.6548 733.692133 64.4268406
1659.061 1563.441 3 3 1901.94967 1691.60733 307.537701
629.251 575.5674 3 3 575.350867 650.254067 84.5706015

87.57549 77.47722 3 3 66.81062 75.33269 3.1842376
170.0261 129.1281 3 3 161.644967 148.6454 4.83930932
6.556564 9.395811 3 3 6.49085767 9.33335167 3.70098516
107.9895 96.90948 3 3 109.2837 95.2872733 18.1777455
112.8558 98.9689 3 3 109.116197 99.91067 8.15760777
31.09865 37.76261 3 3 39.7629533 36.1387333 3.83175394
2039.858 1971.615 3 3 2242.70667 2029.46133 341.662913
23.70721 11.18101 3 3 14.493426 20.2506867 4.93068636
115.2869 88.14071 3 3 96.30518 114.727237 14.1511687
54.28246 58.6614 3 3 50.7660867 54.60685 4.85496638
284.3909 240.139 3 3 277.488833 262.5565 9.84287567
47.67845 34.91994 3 3 34.6274033 40.5664 7.1110102
27.07941 28.48483 3 3 20.1411167 24.1695967 1.75711564

15.594 26.35254 3 3 25.4195967 20.0165833 6.72266277
76.61928 77.48238 3 3 48.53641 66.05246 21.0978955
218.0732 316.9215 3 3 247.405167 284.130633 16.7386118
3325.044 2981.976 3 3 3421.94233 3084.352 506.481519
37.80901 18.82866 3 3 39.7265267 31.6061533 7.16426758
16.95468 10.85915 3 3 25.6841767 18.4719567 8.08116921
1308.049 1247.614 3 3 1258.313 1365.066 79.3722649
37.1431 24.21777 3 3 19.54306 26.2357067 4.12965771

4937.469 4610.934 3 3 4683.84467 5121.29667 341.460421
322.5498 333.9263 3 3 340.492133 329.803967 16.1739012
410.3894 344.6656 3 3 584.9338 473.198333 66.2851172
89.86987 86.40362 3 3 74.20458 83.68586 13.2181214
5893.319 5665.336 3 3 4908.08933 5387.234 362.820429
550.8358 502.0941 3 3 465.0263 499.239 16.4899098
160.0058 128.917 3 3 195.141633 139.7202 88.3229164
60.19445 39.55752 3 3 58.1966 51.2607833 3.85927936
1105.879 894.6201 3 3 1786.17213 920.152033 1396.97806
26.5055 31.64269 3 3 24.1490233 27.4164567 3.65741656

299.0139 275.1805 3 3 255.769067 273.6656 12.7823073
12.2669 1.230057 3 3 14.2554203 7.131279 10.1654854

311.3555 341.6547 3 3 336.278533 322.0649 15.6780973
101.7321 49.2892 3 3 60.4503967 77.4472633 8.0984519
3309.505 2424.298 3 3 3573.872 3059.07267 628.254837



16.63442 13.4439 3 3 21.4115967 16.5164167 7.37093048
4.382455 5.449348 3 3 57.2257586 4.64498067 85.5405576

0.01189385 2.348345 3 3 24.4007828 0.78753939 38.4001735
14654.04 15544.15 3 3 14010.4667 14735 891.181417
31.47026 23.2799 3 3 24.99297 29.1531267 4.4240073
81.95896 62.35396 3 3 80.69389 73.63404 5.41692735
3555.838 3096.465 3 3 3203.05167 3643.32333 398.550546
491.2215 408.9732 3 3 383.886867 424.866733 29.1101634
6.635231 5.777259 3 3 4.28382967 5.30870533 0.42723719
162.1885 122.1679 3 3 119.533233 135.932 13.9816981
131.7567 108.8463 3 3 124.004633 114.726667 1.94187423
299.0224 215.6415 3 3 225.098667 258.224067 34.1978454
7.062348 4.985769 3 3 11.5506557 6.65470967 7.83071957
75.26539 60.07277 3 3 73.04241 65.6053367 8.73635889
2756.18 2060.235 3 3 2214.75067 2678.40333 480.102153

496.2165 388.3612 3 3 482.9347 447.484267 18.6343763
106.4078 98.44724 3 3 139.992887 102.17118 61.5053924
158.9743 95.33237 3 3 145.892833 122.168923 20.196308
31.59789 17.4187 3 3 32.5358033 26.711 5.03215942
449.9473 336.0911 3 3 325.978067 370.146767 19.341361
449.9473 336.0911 3 3 325.978067 370.146767 19.341361
449.9473 336.0911 3 3 325.978067 370.146767 19.341361
159.4462 155.3237 3 3 224.9721 187.6919 30.5566922
423.8137 258.4956 3 3 306.628933 361.956067 2.27873193
448.8842 604.088 3 3 490.9195 543.177633 20.0510213
382.9088 149.5905 3 3 409.415833 286.262733 159.72772
83.37798 75.35892 3 3 82.1338133 74.2277933 8.42483108
4141.146 3897.787 3 3 3688.36267 3919.116 310.974984
447.8619 552.3719 3 3 473.2082 513.942067 33.351186
86.46954 52.97713 3 3 50.0950067 62.9224633 4.33463598
103.638 124.1778 3 3 127.6074 118.013367 9.4338913

65.13404 52.8736 3 3 501.32311 63.8182033 713.851649
648.0714 696.1632 3 3 549.346633 618.725167 60.7237778
87.94655 47.50301 3 3 113.897693 84.6317867 31.8508813
46.94858 27.64602 3 3 73.2213533 50.4424033 27.7664711
61.95411 58.35486 3 3 70.6291133 63.5941633 9.6505846
78.30071 60.65794 3 3 57.37562 65.8190733 8.48408402
117.2791 90.31148 3 3 99.1201867 114.289893 10.0540474
3.400154 6.625329 3 3 4.11643833 5.26354967 0.84888132
11.78782 29.39394 3 3 10.2443497 17.2389967 4.3939521
1068.098 924.8212 3 3 856.274967 945.730233 92.2056521
36.06706 39.47669 3 3 29.47032 34.6627467 6.3307082
78.07629 88.24205 3 3 63.1982333 73.8254733 3.79087381
2295.669 2749.712 3 3 2167.97867 2381.34767 100.579345
154.4652 274.8071 3 3 298.3996 239.472733 61.679387
1892.047 516.2544 3 3 827.7796 1310.5848 340.237079
1820.664 1672.581 3 3 1693.64533 1917.82033 202.316134
66.12354 81.675 3 3 59.66276 69.20571 10.8127127



83.01543 69.58221 3 3 87.0120733 74.1168933 19.6278349
155.6403 131.7285 3 3 153.6195 133.786833 24.8026437
106.1148 86.26277 3 3 79.8790167 89.6147167 5.03907222
2480.708 1940.99 3 3 1731.10633 2149.37867 619.657747
342.9886 404.1012 3 3 306.896767 343.859733 8.86524905
228.8734 248.5993 3 3 251.857267 231.786967 28.9090715
421.5269 503.2686 3 3 494.6971 460.941267 37.0449208
96.19144 85.67807 3 3 718.957597 92.19879 1025.26496
97.58517 50.29982 3 3 61.4882133 77.3372633 8.87177245
80.48039 85.35478 3 3 76.8967033 83.5446567 10.5437427
615.4479 686.1623 3 3 561.2575 622.264567 79.1743198
56.94238 45.84081 3 3 60.55397 50.75647 14.9974873
108.5283 104.4942 3 3 93.58211 101.901957 10.8410718
78.76749 67.26516 3 3 83.3391233 67.4038333 23.5032861
319.3663 413.476 3 3 524.225367 379.360533 231.263984
88.51482 59.34562 3 3 81.07979 71.1842067 5.188446
1987.888 2041.452 3 3 2354.60833 2040.124 512.078164
85.5828 273.8192 3 3 229.240367 160.158667 52.7298875

1627.936 1326.031 3 3 1311.30933 1544.61867 330.658957
26.89975 29.81925 3 3 33.77988 30.0636067 5.11587273
34.24905 19.18724 3 3 22.68708 27.3839167 1.04005944
811.7951 808.1923 3 3 754.5781 849.0756 139.155253
819.6577 639.8271 3 3 825.449233 756.7223 49.0534143

1052.9 491.1672 3 3 639.177 820.529633 48.6674349
263.892 153.9327 3 3 162.628867 202.4376 33.2677046
37.2828 30.58722 3 3 25.8873367 31.0402633 5.91248454

81.81007 102.0425 3 3 97.6281567 88.22717 9.69342448
323.8641 595.7575 3 3 652.522033 400.6307 376.055421
323.8641 595.7575 3 3 652.522033 400.6307 376.055421
323.8641 595.7575 3 3 652.522033 400.6307 376.055421
323.8641 595.7575 3 3 652.522033 400.6307 376.055421
323.8641 595.7575 3 3 652.522033 400.6307 376.055421
290.6651 247.7115 3 3 290.700467 263.798933 37.3543284
290.6651 247.7115 3 3 290.700467 263.798933 37.3543284
290.6651 247.7115 3 3 290.700467 263.798933 37.3543284
3.706126 8.126276 3 3 6.689143 4.82324967 0.93981199
122.1643 135.3132 3 3 181.787683 124.924833 92.7391984
1136.169 1467.217 3 3 1142.09967 1260.21667 70.2337308
6504.897 6879.591 3 3 5278.51267 6196.36367 1221.35087
34.50811 67.19074 3 3 40.3357967 52.36384 10.7246878
177.524 300.3824 3 3 294.185567 230.483167 83.1984302
190.968 123.0472 3 3 135.231967 157.8861 14.9982736

388.2989 391.8138 3 3 329.5021 360.6569 3.95149523
148.6608 111.0106 3 3 118.283467 129.9319 3.28013677
2020.965 1212.122 3 3 1417.23433 1708.07733 197.508951
132.5623 170.3018 3 3 160.910667 147.106467 10.0397152
80.85105 74.1376 3 3 80.7214733 76.56803 5.7098208
4117.258 3161.656 3 3 3411.724 3959.31867 521.747877



13.27504 3.564662 3 3 6.30175667 9.85414067 2.0599291
1.986198 0.00292406 3 3 3.99058891 1.46109002 3.94952277
1720.724 1188.833 3 3 1856.867 1567.29233 342.337493
58.43221 78.90996 3 3 50.2660433 62.7066733 14.3315029
46.44406 36.6236 3 3 37.83164 43.5055333 7.13909551
90.72305 70.30624 3 3 391.37464 81.6814767 508.339915
8.075377 12.89581 3 3 11.9420733 10.0020283 1.90726752
830.871 851.6206 3 3 702.5253 815.114433 178.960395
94.3607 78.30513 3 3 77.45608 83.7269267 4.60840431

27.85389 17.67384 3 3 32.58031 26.1591533 7.12116947
2348.93 3178.898 3 3 2554.65767 2842.54133 181.080574

201.9122 188.9519 3 3 165.021567 182.074633 14.3942707
51.9329 37.45899 3 3 76.9648533 50.1541867 42.3944666
44.0903 33.68473 3 3 45.2280133 38.6855333 9.40097879

2651.587 2613.23 3 3 3145.907 2749.841 617.982351
5.715189 3.653163 3 3 5.55261033 4.34689567 1.58816631
285.7359 312.8274 3 3 252.243033 283.518867 41.3922503
2359.544 3505.891 3 3 2094.95067 2600.15067 170.520709
68.54742 53.85347 3 3 64.80778 56.08368 8.54827164
1900.164 1467.9 3 3 1608.99 1976.93167 248.445862
602.391 493.6985 3 3 467.190533 515.317233 9.59214052

222.9943 151.7464 3 3 217.8101 194.076433 10.8701617
810.7025 663.9748 3 3 2576.04093 695.955067 3089.01584
246.466 231.3831 3 3 188.7792 217.256767 26.9654203

292.9601 361.0872 3 3 245.0994 301.86 75.1682467
103.7613 153.4089 3 3 108.82841 126.889767 16.0351983
103.7613 153.4089 3 3 108.82841 126.889767 16.0351983
103.7613 153.4089 3 3 108.82841 126.889767 16.0351983
103.7613 153.4089 3 3 108.82841 126.889767 16.0351983
103.7613 153.4089 3 3 108.82841 126.889767 16.0351983
1688.04 1733.407 3 3 1675.938 1921.76533 171.084661

0.2658858 0.00185688 3 3 2.35473347 0.58216856 2.80633622
2393.161 2673.408 3 3 2151.059 2392.00233 278.35826
4.016202 4.022729 3 3 7.60524433 5.27071767 3.16896475
1398.776 1313.704 3 3 1504.61 1388.30667 178.034369
44.28895 29.89148 3 3 32.7918 38.63939 5.78832635
54.13144 40.15263 3 3 50.9446733 45.3873733 5.04797584
39.45607 27.86603 3 3 29.8126567 42.2928767 12.8304598
1985.684 964.068 3 3 1028.219 1367.515 127.367462
380.7698 335.3997 3 3 395.380133 367.738467 35.7188026
123.6693 103.8626 3 3 104.514633 111.244267 2.35968832
796.1482 845.1196 3 3 1069.00773 700.6742 569.103483
796.1482 845.1196 3 3 1069.00773 700.6742 569.103483
905.4424 744.9561 3 3 905.492567 808.965467 134.242548
977.8352 583.3552 3 3 1055.51 888.957467 32.595648
123.5388 99.03561 3 3 99.34002 109.805337 11.8413019
2523.116 2375.292 3 3 2274.552 2661.824 515.364913
367.4616 327.4391 3 3 299.8144 331.617033 39.8770061



5130.678 4374.122 3 3 4363.04033 4870.49333 716.519927
55.34985 30.69356 3 3 60.38822 48.9014133 10.1088511
222.2384 195.3102 3 3 218.1548 208.518967 8.38857081
179.7589 165.0466 3 3 163.790667 173.398533 13.9040714
80.86609 96.9173 3 3 109.783033 98.3646967 4.47970151
81.74205 65.35365 3 3 68.3937 76.1072367 8.6395158
86.8157 63.497 3 3 66.05888 73.9507233 5.35800622

471.1434 335.4896 3 3 512.936767 432.540467 101.868967
8.113666 10.41897 3 3 13.6872533 10.4516153 4.78202848
486.4357 758.0002 3 3 693.005267 579.347333 105.408951
37.39742 20.85293 3 3 37.66993 30.91914 6.75420701
41.25753 33.45365 3 3 38.55645 35.1359633 1.32523449
1329.184 3155.999 3 3 2859.63067 2285.23033 237.714399
277.367 236.5643 3 3 252.202067 292.7047 14.4399609

34.64829 41.13603 3 3 42.2809833 35.6617833 9.67452852
143.1445 152.4888 3 3 154.0032 147.171967 10.1854945
11.64974 10.86069 3 3 9.32167133 10.8532933 2.39564407
279.2318 270.5872 3 3 255.1961 292.031767 52.8478232
7.051766 11.11179 3 3 8.51189667 10.815992 1.14132773
299.2774 216.0938 3 3 218.253167 246.3337 5.43923559
112.3342 83.30023 3 3 119.33045 103.49731 19.362871
368.7686 393.0291 3 3 326.155333 356.885733 26.3406774
488.0217 541.0206 3 3 617.6556 519.2872 159.916444
61.99663 52.06905 3 3 50.8427 56.18946 7.14933412
5.677773 3.122059 3 3 5.15958333 3.92977933 1.35126472
141.0697 107.9579 3 3 103.418597 116.648033 4.18392122
355.6697 596.1084 3 3 532.269433 455.034733 22.6645105
29.82844 36.10304 3 3 34.1261 27.0417733 4.66613092
29.82844 36.10304 3 3 34.1261 27.0417733 4.66613092
45.98687 27.84648 3 3 44.3722333 37.5541467 6.58194907
86.55446 56.00607 3 3 79.8157333 70.3093 3.25582218
140.8913 165.6932 3 3 163.233033 149.946067 17.1673936
20.8508 7.714006 3 3 10.6685407 15.2528453 3.37983252

624.4745 953.6241 3 3 641.307433 757.369133 81.8010656
489.5948 513.8049 3 3 427.386233 468.7436 35.5911395
64.47378 49.96759 3 3 52.6695533 57.5128367 3.34863772
42.47173 47.84609 3 3 44.3882 48.2141867 2.19088248
13.50417 14.30965 3 3 13.05475 15.7566533 3.08793512
69.19744 57.69047 3 3 920.899377 62.36841 1419.74107
153.888 133.6563 3 3 137.818067 158.9273 20.6752735

292.4386 235.1533 3 3 276.958967 258.7839 2.84734483
250.3534 198.9013 3 3 240.742233 204.349167 41.582582
135.568 120.0478 3 3 121.496333 126.811133 3.75616988

102.7038 159.0563 3 3 112.489387 131.3128 13.2455429
102.7038 159.0563 3 3 112.489387 131.3128 13.2455429
590.6081 437.4646 3 3 480.0868 555.039433 66.886406
2209.444 2209.587 3 3 2014.77567 2131.32033 137.292286
220.9426 190.2693 3 3 202.055133 219.388267 4.2194738



24.77563 22.96467 3 3 137.973803 32.3729467 174.194212
4395.952 4199.922 3 3 4824.55133 4551.03967 56.8223273
454.1208 508.5374 3 3 322.9343 457.809067 217.879941
139.2602 166.0614 3 3 136.395267 148.681133 13.6701208
2393.463 1358.211 3 3 1209.09333 1621.726 72.8695058
79.18551 88.94678 3 3 82.2363133 101.31363 9.05173087
933.8577 908.3376 3 3 1185.21733 1043.78343 97.70793
1.598315 1.335806 3 3 3.0199856 1.65927867 2.22520628
83.25871 132.6946 3 3 155.626833 127.366137 21.2705671
498.1694 387.156 3 3 380.846967 422.2951 19.716997
238.5396 205.9378 3 3 242.350833 212.3112 43.7594004
52.63569 27.24957 3 3 692.84076 40.24197 1081.05443
626.2169 4162.501 3 3 654.120367 1859.3647 41.868884
22.49767 32.77266 3 3 31.7554267 23.98176 9.97507327
89.97044 74.57971 3 3 99.1182733 79.1613333 31.7085588
50.04927 56.39091 3 3 51.16071 53.0999433 0.48233736
261.3214 209.1817 3 3 202.565367 227.915067 30.4183957
508.4149 562.5388 3 3 642.696167 540.4597 167.111216
57.7201 54.93471 3 3 67.982 61.1409067 7.56449507

3426.146 3803.469 3 3 3269.94567 3593.33733 500.613515
25.15017 11.90658 3 3 22.2148833 16.7093033 5.43917303
2277.592 2642.382 3 3 2545.84433 2344.77367 195.214723
861.5169 1233.705 3 3 700.644133 898.059733 74.0882272
2302.378 810.5655 3 3 1087.28977 1543.1995 123.391085
3714.572 1028.083 3 3 1747.33367 2619.954 327.201359
1636.298 950.7077 3 3 899.8421 1157.55737 99.8044776
229.8832 193.1052 3 3 226.873567 213.279833 12.6968341
36.89457 42.34214 3 3 335.90994 36.55153 496.911405
485.5042 465.4139 3 3 469.306833 522.9562 32.61765
1793.229 1530.714 3 3 1864.35433 1623.67067 371.584257
9.589882 12.24278 3 3 13.40494 11.3981273 2.94104353
27.66768 19.80617 3 3 53.9066867 35.89773 20.8696853
2365.411 1491.351 3 3 2276.315 1919.865 399.146557
547.0033 225.6554 3 3 293.895567 400.7808 71.285535
188.3693 98.15326 3 3 128.744867 164.751253 12.634981
83.07251 65.69231 3 3 83.4521433 75.3243067 10.2095131
89.92722 72.0942 3 3 101.65334 85.2651367 24.6539871
235.3711 272.7059 3 3 201.2935 235.818067 44.1397761
81.78845 87.188 3 3 66.1489167 78.3472433 17.0487454
60.3027 89.4397 3 3 99.2572533 78.9404433 29.6406517

387.6993 309.3488 3 3 361.268233 331.410033 7.09311782
1989.409 2143.7 3 3 1767.387 1924.23167 35.6402002
1328.451 1130.683 3 3 1495.63633 1312.03433 250.975759
1500.441 4670.532 3 3 1738.36867 2756.42767 166.486163
817.8186 588.7582 3 3 678.753733 831.540933 45.5096655
4.563553 7.024017 3 3 4.25582867 5.893559 2.42326015
200.7574 148.8401 3 3 161.003533 176.997333 4.36218331
758.3315 905.9801 3 3 1008.6046 897.759533 124.979521



56.21189 57.17796 3 3 58.2639367 54.1877567 5.18429375
108.7644 112.831 3 3 118.5708 108.4204 16.2479971
7301.63 8345.073 3 3 8449.27967 8030.70233 289.339677

64.14748 58.12226 3 3 56.57154 66.5756967 13.3862243
221.3765 190.9115 3 3 213.277367 187.684733 23.6664215
64.11513 61.0357 3 3 59.475 63.38953 6.17166847
5254.714 5044.225 3 3 4766.66267 5769.456 1273.52219
463.8946 544.325 3 3 583.971133 523.5304 85.865117
428.5903 486.2052 3 3 405.990833 440.6608 40.7588279
14.80981 10.31571 3 3 14.9656833 12.7589 2.88670581
64.55373 74.78172 3 3 59.5991467 66.2572867 7.86303504
99.06118 85.61475 3 3 80.9356233 89.62677 11.9221505
99.06118 85.61475 3 3 80.9356233 89.62677 11.9221505
76.25377 54.92302 3 3 47.6271333 58.5863333 8.49246077
345.8629 392.217 3 3 363.949033 395.577067 11.1973988
2542.377 2370.501 3 3 2642.213 2408.165 370.981487
52.39124 34.15628 3 3 70.8671967 55.3754967 11.9837236
1110.768 962.1955 3 3 1162.62933 1069.53283 123.545823
11.5625 9.627268 3 3 17.1844533 13.2688093 4.49367978
34.3933 26.17805 3 3 41.95252 32.8948333 13.8065119

102.3926 111.8906 3 3 115.577333 104.430803 17.3384129
360.2224 474.7026 3 3 464.8723 408.4992 72.8918574
78.49789 77.38446 3 3 88.4715433 80.9104 11.4954709
132.4349 80.30017 3 3 90.761 108.300757 12.8212401
39.44454 42.79877 3 3 47.67329 38.94826 13.9514058
4935.687 3576.04 3 3 3977.06167 4423.70467 90.9254386
888.6929 597.4987 3 3 703.4405 956.0022 142.379944
2026.584 2144.748 3 3 2066.46167 2275.81567 99.8885352
168.7901 523.5538 3 3 526.1153 356.1452 220.516167
168.7901 523.5538 3 3 526.1153 356.1452 220.516167
65.36269 66.67027 3 3 95.96932 77.1314333 24.8314601
157.3819 132.1176 3 3 173.157 137.865867 56.2564597
52.23124 40.25917 3 3 49.8473133 43.6029167 7.19397053
167.2946 147.6589 3 3 123.251633 141.918733 12.1488364
159.8472 148.1625 3 3 141.236333 148.3984 3.79278897
50.30248 34.69448 3 3 24.55126 35.1453933 9.45577982
237.429 157.2548 3 3 176.651567 201.509567 7.8513738

36.95669 21.0374 3 3 44.5332967 32.9241967 16.3012988
1480.231 1573.534 3 3 1866.142 1521.927 572.632707
123.4196 90.9445 3 3 92.6616433 106.3615 16.0430078
27.93405 11.34534 3 3 29.5816333 23.0762733 3.72024656
55.86664 51.56087 3 3 63.9128867 56.8735567 10.1818342
287.167 273.5296 3 3 424.552633 340.959333 91.8262965

30.34052 17.95885 3 3 19.26076 23.7711667 4.24451737
169.7476 128.2834 3 3 134.221967 147.688733 8.42965297
3379.973 7323.106 3 3 3671.30733 4934.33633 214.679711
1745.732 1763.457 3 3 1787.94333 1663.483 135.302909
44.62849 41.38472 3 3 58.6522867 50.44354 4.45123133



27.0691 26.72033 3 3 29.3400833 25.1769167 6.29073958
84.27358 66.53919 3 3 67.8823233 75.5483333 9.25314749
1732.873 2031.932 3 3 1747.815 1873.444 146.727808
599.8264 504.6223 3 3 652.211233 530.111933 194.814899
286.8048 614.1448 3 3 262.631733 393.3671 105.938859
371.2198 228.8615 3 3 246.651833 308.609067 73.8259114
37.73704 39.31433 3 3 460.291807 36.57769 708.629568
168.4127 179.9543 3 3 168.292633 172.408867 2.15693196
38.55606 33.02886 3 3 39.0484433 36.4379667 3.19062996
56.81775 87.75795 3 3 60.2070733 71.5858433 11.0245618
3574.341 2953.598 3 3 3177.46467 3441.79 66.0377884
19.95127 33.8517 3 3 21.8260133 30.17262 10.7056451
31.48746 20.63127 3 3 21.16005 24.9224433 2.50853195
45.25117 50.66953 3 3 137.84233 52.8243967 141.986626
101.3912 68.4435 3 3 193.51832 80.1191433 188.862659
79.40572 29.93562 3 3 42.8242533 58.8468233 7.39972491
118.2625 105.7558 3 3 98.8089767 107.706993 11.2756943
98.07206 64.38385 3 3 94.04021 82.8165 7.84811831
275.1469 245.0636 3 3 287.912833 259.808733 44.5683854
27.39794 22.98907 3 3 29.8174433 26.3009467 5.110265
267.8158 239.7687 3 3 215.589367 244.1275 42.4990353
33.88997 26.54532 3 3 22.4036967 27.3802267 5.63822272
64.95509 50.99252 3 3 63.9546567 58.8954267 4.52594315

6.6352 4.97205 3 3 6.49038667 5.43160167 1.42722949
1491.299 2345.494 3 3 1693.53833 1971.25933 159.709138
794.5345 769.881 3 3 1996.36547 774.6105 2046.05597
161.9346 112.726 3 3 120.655433 138.498333 16.8439708
162.7525 102.484 3 3 105.26332 126.2851 14.5543103
1007.483 731.6518 3 3 835.781533 961.910933 6.91899577
1485.707 1125.681 3 3 1534.01167 1347.56967 244.753579
38.39072 61.72331 3 3 56.3804267 48.5890267 5.27674608
854.8716 866.4081 3 3 881.2551 782.308767 95.1410212
1046.653 727.1584 3 3 1151.23133 995.821133 81.9967105
1409.489 893.7748 3 3 1040.63533 1267.3036 194.177894
4655.353 3666.264 3 3 4743.20167 3709.52433 1464.95821
19.73979 31.93872 3 3 18.4111633 23.3185167 3.37573057
194.0007 154.3482 3 3 149.280367 171.8352 31.9407941
625.8561 550.6526 3 3 644.787467 597.530133 67.855936
1215.771 1328.081 3 3 1601.48367 1424.38367 123.609124
148.4099 121.3921 3 3 115.32448 129.688133 17.7801242
233.9989 244.6675 3 3 245.6592 232.9825 17.3941663
161.789 137.355 3 3 157.604767 140.855133 20.2959833

1380.912 1575.588 3 3 1380.02367 1470.55867 115.786272
160.5591 116.6267 3 3 129.464233 145.328267 9.48162871
1685.17 890.3937 3 3 1661.70767 1338.29623 359.201913

290.7419 310.2021 3 3 255.3943 280.625167 22.7557684
4298.81 4826.845 3 3 4173.20467 4410.18333 136.677461

50.58192 8.165842 3 3 42.0708 24.4942173 18.6972062



1218.873 2411.903 3 3 1199.88427 1675.234 471.385058
61.64928 68.25294 3 3 138.582033 63.7356767 125.64135
82.38092 0.00992813 3 3 93.3972933 56.8273827 36.6480768
159.5761 107.2725 3 3 73.6043233 107.394953 22.4857401
132.6973 89.85259 3 3 97.1889567 110.076663 2.36341854
65.43969 26.32374 3 3 37.7468133 57.6157467 17.8575929
1862.435 3507.886 3 3 1756.956 2356.166 110.367973
1862.435 3507.886 3 3 1756.956 2356.166 110.367973
292.5361 326.0406 3 3 361.719633 321.6388 61.6330098
112.274 105.2417 3 3 116.540797 95.87889 26.3792426

81.16043 46.55626 3 3 59.0192567 75.2004633 7.36779371
172.4435 141.7557 3 3 185.5438 141.530933 67.1544791
744.422 698.3707 3 3 595.993467 661.5222 29.1582016

5.025743 6.637372 3 3 8.33554633 6.65988933 2.28642007
17.89894 27.00659 3 3 26.69519 21.0095467 8.02385357
64.01128 64.60514 3 3 60.91508 65.13849 6.94696905
292.502 195.8806 3 3 199.661767 235.134167 31.2551162

1040.176 783.3293 3 3 1172.85033 1028.45843 40.1763195
2.263386 1.395709 3 3 3.36410367 1.634354 2.85654673
225.3413 189.0309 3 3 174.533433 193.730433 13.0222716
80.73714 89.93328 3 3 78.2127867 85.0891533 10.603383
205.8554 195.5079 3 3 181.020133 191.407167 4.52397438
128.955 99.69892 3 3 108.99661 122.072873 9.48300662

4874.143 2285.583 3 3 2885.40267 3707.067 432.739893
32.0194 12.53253 3 3 29.2862133 22.4662167 6.05180809

168.8308 163.4727 3 3 176.3966 168.805533 11.6124373
28.60466 35.25659 3 3 42.59191 34.7486767 11.8029169
60.79025 38.23612 3 3 43.8137433 50.7704833 2.26883333
29.94945 11.73277 3 3 30.8033933 23.5109833 6.804716
224.8308 224.4543 3 3 185.1366 207.396867 22.6182636
557.7819 601.4228 3 3 629.265067 557.989433 111.884632
136.1466 163.964 3 3 124.557467 140.086767 13.8493857
95.60247 211.114 3 3 122.6036 157.547623 8.51895829
34.23674 22.76593 3 3 23.9189067 27.8145633 2.9526032
54.8564 45.49866 3 3 46.5777133 54.9398967 10.409547

530.7193 486.5484 3 3 519.631833 488.509067 32.3228111
84.57407 81.06458 3 3 75.8933767 83.1335233 12.0560593
887.6199 723.4929 3 3 1006.9378 889.018933 108.718716
210.3915 217.6298 3 3 298.273933 200.251233 163.35937
250.2447 408.3277 3 3 393.792767 340.4917 37.9766007
78.85993 70.28822 3 3 69.1098667 75.1095833 9.10955036
11.79327 13.34632 3 3 10.6630443 12.3428 2.69365055
1294.86 1469.198 3 3 1741.84133 1551.11967 99.753215

5439.358 5422.615 3 3 5116.22533 5705.15967 871.737398
1675.353 1832.436 3 3 1655.86567 1836.3 256.834147
75.16795 54.71896 3 3 69.2849333 61.02582 6.57566494
159.7387 146.0659 3 3 123.0209 139.6699 14.6855761
133.1323 150.5923 3 3 129.089273 151.916667 33.1981911



419.8057 359.8472 3 3 432.327267 398.600767 45.8878348
231.5366 191.8876 3 3 176.7961 196.8223 9.08926318
863.3256 595.9593 3 3 941.043867 796.6685 167.171064
44.06659 48.67693 3 3 68.52521 56.3036867 11.1203217
4208.987 1592.598 3 3 2233.50233 3120.38367 617.970342
2242.878 2110.589 3 3 2345.44133 2253.80467 41.2611907
134.5862 146.3601 3 3 161.435533 148.665367 15.1097965
411.5796 399.7275 3 3 420.974167 391.0665 43.2852741
103.1174 97.32945 3 3 113.26773 94.5491767 29.8794114
791.7669 772.0144 3 3 1038.07253 867.919767 245.24223
513.0626 384.8886 3 3 412.2752 463.586767 52.4577296
2714.325 3883.392 3 3 2637.724 3078.67267 259.033155
653.0743 647.9014 3 3 642.986267 707.768667 45.9773487
324.2427 369.3524 3 3 330.220033 364.3537 43.4668789
2556.41 1575.977 3 3 1849.26867 2174.685 162.767791

82.80138 67.33488 3 3 70.8677033 78.8248633 8.86182713
405.6887 501.988 3 3 437.575033 493.6548 43.5987198
66.53242 61.09129 3 3 86.3963667 60.1306467 43.8272316
26.55197 22.85784 3 3 22.2222233 25.8930567 5.55068586
113.2649 89.57402 3 3 114.267933 105.753307 3.2043072

35.634 26.22508 3 3 33.6190633 27.37466 7.16069307
222.522 258.8779 3 3 194.273467 219.486533 11.6244308

131.4406 100.3052 3 3 108.889933 119.787233 7.14430976
67.61405 58.24716 3 3 58.6642533 62.5069033 4.44203399
9.418614 17.57178 3 3 9.192114 12.455448 3.25360151
3892.728 2348.873 3 3 2682.73367 3175.23233 298.128079
406.2852 308.971 3 3 379.240533 344.617233 23.5226257
112.8657 80.87226 3 3 111.410333 100.453387 6.99664142
76.2095 75.76338 3 3 83.8766633 74.7655067 15.2653095

2622.336 3102.331 3 3 2443.76633 2697.19667 211.194687
114.6349 82.75027 3 3 81.0847233 99.8677233 27.4365554
120.0736 160.9954 3 3 135.287333 157.565167 11.6020435
290.5696 285.4268 3 3 284.879533 294.6582 11.6002086
39.49526 19.99637 3 3 40.4737567 33.3508067 3.38850586
105.0482 36.54507 3 3 39.5807167 61.8342767 2.51790817
127.4795 98.91131 3 3 122.315133 113.49437 4.34621622
23.29007 26.20236 3 3 18.5519633 21.81316 1.60763186
44.7891 27.24877 3 3 91.8561133 36.1484167 93.969253

57.98091 42.90034 3 3 43.6473233 48.53242 0.84666279
1136.894 1298.657 3 3 1278.023 1178.202 131.772697
3448.114 2102.644 3 3 2532.87533 2984.422 42.9125158
3746.235 2171.745 3 3 3429.925 2887.47067 458.558225
106.7932 132.0468 3 3 293.0132 113.0513 304.624571
81.48293 42.81854 3 3 77.2280533 62.9364667 14.5404311
220.9121 171.9632 3 3 205.723 189.089633 5.85345619
22.64485 17.43026 3 3 16.4939713 21.6127567 7.8155932
865.2303 833.9303 3 3 2650.11347 844.654233 3061.54551
43.42435 45.72326 3 3 47.04787 44.8696633 3.47318487



10.88772 1.65022 3 3 46.785711 7.319185 66.7537466
11.06871 9.264827 3 3 11.1077553 8.199212 3.45172018
384.8539 417.2934 3 3 374.0714 401.075767 42.8440907
452.5389 364.0481 3 3 486.7134 421.504933 98.7981873
217.1274 229.4954 3 3 197.886133 220.3115 37.1858845
445.5648 367.4113 3 3 426.4327 391.611967 36.082818
911.5717 936.2675 3 3 943.046733 883.402367 71.91306
493.7148 461.3309 3 3 384.5203 435.005733 40.728939
665.7767 647.7114 3 3 814.4707 727.575267 81.3923247
131.0818 114.4782 3 3 125.5931 115.045043 8.49856602
2011.613 1551.153 3 3 2094.718 1901.78467 103.900498
131.7375 124.7317 3 3 110.274533 119.836333 6.30472197
54.12518 47.72925 3 3 54.6478033 48.58573 8.9054116
35.5001 24.85463 3 3 32.16024 26.9692933 4.30441621

912.3853 733.517 3 3 1055.994 926.3291 91.9057067
89.89593 98.18815 3 3 90.6596333 107.77286 16.2110455
89.89593 98.18815 3 3 90.6596333 107.77286 16.2110455
2098.924 2446.946 3 3 2027.32167 2191.52133 166.399536
178.1168 178.2849 3 3 143.127133 166.3185 33.6202139
1785.04 2447.744 3 3 1664.98767 1955.60233 238.111069

311.1078 300.3873 3 3 285.910067 302.4697 27.0469341
353.5652 267.2692 3 3 271.576567 299.5001 5.84727008
24.09747 33.20731 3 3 35.35429 28.42588 10.8574293
102.058 83.68709 3 3 86.3335867 92.5699667 5.27594059

84.44648 70.56991 3 3 82.2392433 76.6168767 6.39715193
937.7863 1255.407 3 3 918.9642 1095.3031 254.454476
3053.227 2787.831 3 3 2796.56767 2916.76867 155.47866
984.2244 888.1533 3 3 893.746033 942.686167 67.0926462
2.037899 7.764107 3 3 3.74672067 5.58151933 0.40275339
165.7355 201.2347 3 3 167.276467 178.936633 4.08149796
29.95261 21.21873 3 3 31.8728367 27.5833267 4.71750376
169.9454 238.5091 3 3 174.745267 202.678167 32.8282513
197.4263 127.0773 3 3 176.076933 152.5327 9.22781004
2387.899 2260.394 3 3 2286.843 2494.317 183.75628
1149.269 902.3539 3 3 989.993467 1237.45897 166.88433
66.28011 65.19527 3 3 66.2158267 62.0422833 3.03925244
2.582692 5.353765 3 3 3.215948 5.02797667 2.05715656
59.18359 55.53867 3 3 119.50161 54.38564 110.747761
4913.439 3120.465 3 3 5345.91333 4531.97067 567.721253
763.722 683.7057 3 3 612.125133 672.721367 35.3648908

1407.881 1474.492 3 3 1432.105 1536.765 57.1700567
256.5687 260.3568 3 3 196.5538 228.5819 17.1964773
472.8546 347.174 3 3 377.893933 437.486367 64.0514904
122.0538 128.6985 3 3 113.480067 129.069667 25.5746102
1434.254 1808.381 3 3 1410.81733 1575.56267 193.874502
37.75874 38.55728 3 3 56.3393267 41.7784733 24.013439
686.7689 504.7492 3 3 806.432867 659.734533 204.89132
1248.681 1186.384 3 3 1148.4036 1382.55 276.894349



19.00965 18.31204 3 3 26.8375167 20.8059033 9.58177442
1920.726 2826.394 3 3 1977.20333 2449.67067 652.996503
429.732 357.9215 3 3 422.124467 396.663933 23.9049399

71.55184 57.93859 3 3 72.2141533 60.1098433 17.7647874
4.821191 7.016036 3 3 4.11487 5.36723033 1.56467526
166.7245 117.0248 3 3 165.885833 143.676867 28.4327206
81.34727 42.84986 3 3 46.8279567 59.2999333 7.66661425
111.4828 78.11593 3 3 101.720277 89.8479433 7.64486879
326.0302 9591.865 3 3 227.4741 3379.70357 32.1269117
257.1316 216.2342 3 3 204.271533 224.7568 19.4529134
1378.934 1447.505 3 3 1369.17567 1445.708 112.841589
103.5088 77.19642 3 3 77.8678133 86.5733133 2.24324302
155.2599 118.4281 3 3 130.828967 152.771167 17.4280323
124.2308 111.0279 3 3 1162.49057 113.799267 1790.79813
30.47145 23.87362 3 3 30.0458367 26.1510967 5.49752291
221.356 185.2638 3 3 189.334867 202.599867 13.6374357

23.86642 6.193532 3 3 6.8543 12.90114 3.86870017
2339.281 1866.123 3 3 2388.29067 2190.05667 189.091083
379.2908 404.0849 3 3 406.807167 393.979233 17.6218857
117.2488 105.469 3 3 98.6920167 105.657787 3.0540465
129.3166 102.4391 3 3 97.6902133 110.052193 12.7868769
36.68897 26.36706 3 3 34.8764633 29.9537467 6.0543864
124.3261 111.4183 3 3 115.334367 121.170867 5.01473159
676.1192 395.1441 3 3 790.108867 632.705567 156.039811
1358.942 939.6664 3 3 1048.7867 1294.17247 262.627249
41.63538 34.81074 3 3 41.8795033 38.00435 5.66366613
215.8956 98.84789 3 3 205.5044 163.26083 41.0523815
433.7781 404.5936 3 3 432.261433 388.073633 50.8902238
209.1753 170.9216 3 3 200.8609 185.883733 15.418635
838.4855 729.9792 3 3 936.252767 836.908567 132.590605
27.51116 21.72193 3 3 37.2529233 30.3694533 5.55357776
8.000537 6.794586 3 3 10.7656327 8.85865433 1.9665616
129.2488 76.59351 3 3 90.91136 112.53557 19.942686
83.00243 75.2975 3 3 85.3819667 76.8348133 13.5235063
76.9733 61.07876 3 3 57.1702467 64.87788 7.68866339
76.9733 61.07876 3 3 57.1702467 64.87788 7.68866339

0.01315921 0.00381011 3 3 0.00277407 0.47339044 0.00065977
46.58084 37.32114 3 3 31.13776 37.35696 5.33816168
6.042329 5.862144 3 3 4.79787567 6.57753533 2.84467702

200.86 164.0162 3 3 192.837333 178.453867 14.7988807
1100.854 773.582 3 3 897.814233 1069.90767 84.610649
127.7519 117.0526 3 3 102.282903 113.151417 7.78963873
766.8915 1407.91 3 3 1205.875 996.2665 32.7357995
37.84134 33.14065 3 3 871.89351 39.28956 1425.24143
173.3776 158.3285 3 3 425.408767 195.997633 389.202339
26.8683 29.23572 3 3 30.33765 26.5259833 5.84823258

8.521277 10.32237 3 3 12.7137993 10.1563923 4.0917928
737.4103 445.3037 3 3 423.458867 534.040667 68.2967009



62.45876 53.00768 3 3 38.25826 49.0047133 9.36476981
685.6882 657.3855 3 3 621.939167 652.793233 39.2074832
226.3589 136.4763 3 3 160.559967 188.312533 9.81301604
510.8339 473.8357 3 3 11542.2159 369.471433 19133.1728
45.89481 27.5562 3 3 32.29224 38.3221533 3.8679166
98.7404 106.5631 3 3 108.9017 104.611367 5.21434654

147.0033 2653.987 3 3 122.010567 972.294633 10.3018453
141.2502 93.94433 3 3 102.58013 117.78421 10.9021572
24.25582 13.85486 3 3 22.3463533 18.94079 2.63779797
203.3277 160.6248 3 3 162.574267 200.008067 51.7923857
359.8987 274.6388 3 3 242.3151 284.459167 13.1141399
380.1243 346.7211 3 3 324.796133 353.806733 43.7882277
21.29901 17.27167 3 3 16.1206867 19.22104 4.91814103
207.3125 204.5756 3 3 158.271833 182.330133 5.18818463
39.16432 25.72914 3 3 87.1315133 32.4381333 93.5383753
36.31602 21.06613 3 3 33.7527467 28.7284667 4.0120387
2384.466 2334.604 3 3 2870.45267 2476.74367 643.582834
288.7627 282.9434 3 3 298.3766 261.4884 47.0554632
78.2899 80.5312 3 3 80.6240767 77.2002833 4.31478745

7.226544 16.1547 3 3 10.1292207 13.5616647 2.06776471
29.61543 8.808835 3 3 30.5006033 23.0514883 3.32070232
38.70461 29.07878 3 3 29.93513 35.32201 7.4965447
106.3271 77.09394 3 3 103.128293 87.0720733 21.9414681
107.5151 110.3582 3 3 94.1146767 102.590937 9.42740576
109.6033 102.2136 3 3 1208.01414 109.4873 1886.10598
32.44884 34.6148 3 3 31.67855 35.0545667 5.04752138
1655.843 2390.525 3 3 2415.32667 2138.729 225.065364
259.8596 329.0395 3 3 377.292067 291.564967 143.022304
141.1455 112.6392 3 3 115.355033 124.557933 5.50709428
1022.096 907.6273 3 3 894.5389 949.740967 70.9468986
620.4903 531.207 3 3 554.0699 607.561133 58.629141
74.94318 65.8086 3 3 67.9938667 71.0685967 2.36983963
1652.51 2410.533 3 3 1587.13633 1884.57167 229.813267

5248.636 4593.998 3 3 5678.80567 5143.21 769.855395
2332.355 1941.454 3 3 2061.42833 2250.498 169.475564
2100.821 1850.436 3 3 1779.75667 1943.21833 245.221959
21.06027 17.58411 3 3 26.3281833 20.6756 9.269075
1039.627 940.9691 3 3 1335.34867 1156.27403 98.4827585
30.12444 15.99884 3 3 34.5929733 27.28495 7.37949915
1884.353 1761.996 3 3 2159.73333 1950.40333 277.954868
493.7083 714.0229 3 3 761.297567 522.7709 369.363424
62.56889 54.06624 3 3 66.35321 60.9213533 6.99306745
3.430896 3.300175 3 3 3.90766533 3.14434933 1.25437195
354.9814 279.414 3 3 263.702 297.442567 27.7761815
113.7816 101.1313 3 3 103.50563 115.610133 13.9395084
140.4589 388.4159 3 3 155.545433 235.8546 35.6923533
10.72708 9.719242 3 3 11.4310913 8.796295 3.76772339
17.2451 30.33004 3 3 18.0475467 22.5723233 3.65985161



33.77655 28.48255 3 3 30.09499 33.24493 2.99194482
53.58323 59.97976 3 3 960.479063 58.0250533 1553.15484
8852.973 8188.037 3 3 8671.095 7603.72367 862.012193
187.5002 165.2818 3 3 153.1102 169.595367 23.3127124
2612.705 2753.026 3 3 2673.07333 2785.729 30.8130056
7.377697 4.945371 3 3 11.2837297 6.235451 8.60544952
7.377697 4.945371 3 3 11.2837297 6.235451 8.60544952
7.377697 4.945371 3 3 11.2837297 6.235451 8.60544952
7.377697 4.945371 3 3 11.2837297 6.235451 8.60544952
164.7641 177.1213 3 3 155.082133 167.4545 19.4718792
2169.254 1715.356 3 3 2241.69533 2054.258 122.864557
2912.025 3238.744 3 3 4069.051 3103.93533 1653.42885
22.38835 21.14503 3 3 19.7016333 24.0713767 6.35098959
28.02132 23.76399 3 3 38.1708133 31.6037433 5.06119733
270.1642 271.0015 3 3 273.620533 259.576567 14.8972264
7.385299 4.92732 3 3 11.2737647 6.23090133 8.60048632
6509.741 5275.554 3 3 5293.85367 5792.27267 571.395587
1761.572 1585.89 3 3 1723.39067 1525.29933 206.611635
4240.662 3282.954 3 3 3566.21867 4171.25533 595.468861
150.1483 138.1936 3 3 120.029867 133.607533 13.3053815
2160.26 1662.127 3 3 1828.74067 2040.728 145.366555
129.142 99.99644 3 3 2127.59607 111.976247 3474.24625

2928.501 3036.703 3 3 2971.36733 3188.45433 99.8470663
226.7131 173.5408 3 3 169.7892 193.562567 29.0388042
571.6488 433.4234 3 3 427.1571 476.4911 20.5204684
162.6823 150.1085 3 3 176.934167 157.069967 33.643859
20.24442 13.97168 3 3 18.5191233 15.4681467 3.12546685
11.18024 5.38156 3 3 7.59020367 15.7805267 4.72132313
230.6955 178.4568 3 3 179.298867 196.677467 5.33831706
732.1744 668.6071 3 3 601.607033 653.953167 25.862243
466.0241 372.7592 3 3 349.832533 390.450533 14.8194183
58.02519 30.26559 3 3 58.1904667 47.3881867 11.0859827
213.1875 154.6622 3 3 151.0021 172.542267 11.6357456
55.24738 38.2372 3 3 38.6958033 47.5391033 12.5882624
35.31635 40.73561 3 3 34.4866667 37.26166 3.71748131
23.74625 22.66013 3 3 22.71999 24.3240633 1.89615698
450.2947 396.6887 3 3 395.7183 420.609233 33.1810421
442.6231 296.8716 3 3 335.9842 398.8273 62.523866
130.3603 93.95261 3 3 96.4399267 108.020363 4.06965213
43.96608 22.77231 3 3 26.0613033 33.25704 6.47045078
54.62368 42.86537 3 3 59.07818 52.29017 8.05886476

0.00098537 0.00057418 3 3 0.09947492 0.00072476 0.17042003
339.4017 265.8684 3 3 268.595467 293.950433 18.3606046
10.63358 14.71923 3 3 13.56591 11.2472217 2.39094326
54.66895 72.69749 3 3 71.9972167 66.1748667 1.06471076
90.52495 73.72766 3 3 70.3306 77.7539633 6.02772339
2.422824 4.372118 3 3 2.842923 3.46201367 0.42420132
130.7962 119.1708 3 3 113.330067 120.966267 9.57323455



257.7699 224.2534 3 3 206.263633 225.869833 13.3216323
33.54049 36.81545 3 3 29.28822 34.0755667 7.87447521
82.17156 57.52281 3 3 59.26731 67.6393367 6.5303141
562.6354 527.0512 3 3 553.195267 522.164667 31.8470191
3425.615 3793.618 3 3 3161.40433 3540.82667 617.778707
5.682095 3.62725 3 3 3.22104667 4.474045 1.87969255
1246.626 1000.808 3 3 2807.3704 950.1702 3192.43954
177.7903 155.2385 3 3 145.645233 160.102 19.3264375
61.88266 56.6087 3 3 57.90957 61.5309067 4.06830649
2126.208 1390.141 3 3 2265.36233 1949.99333 226.769096
41.72449 29.59936 3 3 32.17674 35.8362967 1.7849142
67.76379 47.35679 3 3 209.411827 56.4559 264.260712
67.76379 47.35679 3 3 209.411827 56.4559 264.260712
3714.212 2552.604 3 3 2902.875 3375.78867 393.765905
1521.943 1476.615 3 3 1452.474 1561.09433 152.636384
356.6587 303.4902 3 3 298.2185 318.1689 7.62255058
140.1868 94.35384 3 3 107.846587 123.149647 8.46819529
13.04095 19.14785 3 3 14.4169533 17.0770667 2.99163813
1204.864 1111.26 3 3 1110.09293 1227.502 156.81184
185.9042 154.4399 3 3 185.288467 174.728233 4.88950963
185.3513 166.4356 3 3 183.292167 175.403067 9.80089827

0.0011729 0.0041503 3 3 0.00127293 1.1442564 0.00050261
848.29 688.7938 3 3 913.082167 814.0188 129.634332

8.780646 8.167624 3 3 8.99663567 7.85941233 1.62663179
695.2996 559.3527 3 3 688.154367 639.844533 43.5899596
268.7054 372.2205 3 3 278.666333 314.123967 31.0901144
42.00311 51.92968 3 3 55.6129167 48.8193033 10.1655752
90.74474 80.82629 3 3 82.3415933 87.04297 6.07403866
136.6573 118.4207 3 3 134.337733 125.537133 11.7011313
68.67234 47.26271 3 3 65.4731933 58.42121 5.81786791
62.69662 37.58739 3 3 141.96009 42.14181 171.811792
254.9423 226.9528 3 3 247.825533 239.0236 5.03313859
43.59988 64.24995 3 3 48.1600667 55.06045 5.68572431
59.83613 70.69298 3 3 75.1034833 69.2750167 4.91556587

0.00048733 0.00053073 3 3 0.58644325 0.00049618 1.01474773
0.00031361 0.00061224 3 3 4.52880456 0.00043092 7.84265283
0.00152655 0.00226537 3 3 2.08817678 0.00169291 3.61364547

852.2774 585.8188 3 3 1069.13433 873.274733 161.232847
67.57665 45.58657 3 3 42.7505 51.9553267 8.31611726
585.902 558.6988 3 3 552.673267 572.966933 32.3973573
1872.22 4679.438 3 3 1941.95533 2856.19933 103.175405

4114.792 3388.629 3 3 4043.94667 3782.431 265.773858
185.0951 176.862 3 3 194.168367 175.7399 30.3395014
649.2845 646.1666 3 3 704.036067 651.354433 91.0693544
7315.053 6393.122 3 3 6701.903 7178.81367 392.970076
66.70885 60.10994 3 3 70.1323033 64.47814 9.04109701
1368.054 1878.75 3 3 1723.64667 1563.18633 35.8226001
761.2321 431.1473 3 3 505.1078 659.819933 180.377476



98.51669 58.48091 3 3 2263.68323 76.8649967 3791.08865
1324.635 1158.774 3 3 1292.96167 1241.36167 33.565879
55.80167 46.77593 3 3 248.534583 49.27871 345.529394
19.83685 12.88842 3 3 21.42443 15.5728867 9.4387042
1271.798 1091.959 3 3 1458.8209 1113.13507 580.815515
51.56933 43.67441 3 3 50.1409267 45.47664 6.00724259
7.374333 4.425511 3 3 5.65471733 7.247155 0.11900431
214.407 319.6358 3 3 197.536667 239.3328 13.808455

2253.029 2187.614 3 3 2135.665 2284.50033 230.783327
3571.354 3378.713 3 3 3783.966 3515.843 449.618842
164.3936 141.9675 3 3 173.1596 152.3151 34.358053
97.48015 70.87474 3 3 74.3507667 83.1595667 7.32186312
133.3932 110.4313 3 3 130.063733 121.077533 10.4558545
24.31145 15.89836 3 3 22.1823033 18.63494 3.7053964
8.004334 11.07792 3 3 9.97915 7.965355 1.55135806
2.34992 2.078492 3 3 4.07152 3.089783 0.76539881
65.9333 52.59871 3 3 207.95647 59.08839 258.346151

14.85906 20.17686 3 3 16.9726933 20.61628 2.03571661
11.05109 7.475037 3 3 9.88977933 7.898391 1.78198701
118.802 100.3553 3 3 117.169333 105.30341 16.8741036

197.4501 188.9041 3 3 172.8178 183.839 9.31015917
798.6479 381.9605 3 3 822.031667 652.8589 176.749223
1448.766 1552.505 3 3 1698.40633 1597.34933 8.91856627
987.5909 527.0988 3 3 658.514567 807.352567 79.7860903
918.3807 1175.582 3 3 1292.09467 1085.46457 328.523448
282.4399 244.2188 3 3 191.7923 231.4067 36.2803
3202.014 2119.568 3 3 3444.29467 2850.852 813.915907
508.7228 354.6448 3 3 492.530667 427.153867 83.1485304

0.01335009 0.00216905 3 3 1.66805146 0.00711 2.88707715
580.1923 601.069 3 3 830.598 708.854133 52.5778883
1422.767 794.9711 3 3 1503.59633 1245.5527 216.128139
235.2292 297.5307 3 3 201.1371 239.110567 34.0623097
1776.516 1339.392 3 3 1750.38467 1581.50967 192.019834
790.1334 680.5474 3 3 708.978433 764.9173 61.9959449
236.8103 278.1234 3 3 215.311233 241.686933 30.5353294
548.7889 336.3798 3 3 296.031367 384.844067 50.9914704
84.84917 59.16562 3 3 89.9926067 75.8974033 19.7807559
67.43331 46.21444 3 3 49.56945 56.9708333 7.29734471
550.8751 949.025 3 3 842.647567 695.098467 131.443205
80.64505 102.6382 3 3 593.175513 82.6497067 888.404435
106.0211 134.3299 3 3 103.596707 114.0101 3.76355611
42.51388 20.11199 3 3 41.69559 31.2002667 14.4315906
626.7624 156.5763 3 3 260.1563 412.535067 117.567159
76.96863 79.76778 3 3 74.2563933 80.81673 10.5140884
200.3586 172.9142 3 3 162.6447 176.348 7.96959988
135.8847 95.14749 3 3 98.75676 112.985363 13.4102275
33.18455 32.75 3 3 60.3044733 34.4493033 44.9600053
104.6182 90.58418 3 3 89.9356933 95.14948 3.89982168



45.19824 27.87717 3 3 44.2938667 37.3022433 8.45982096
140.5646 132.2531 3 3 247.962467 134.009967 198.441855
1.508047 0.00086095 3 3 0.00389268 0.50332065 0.0037725
414.2109 152.0772 3 3 411.7289 251.756433 239.893836
66.51537 51.07811 3 3 89.4829367 57.9658533 54.3487834
40.6216 21.0349 3 3 26.3596367 32.3951667 2.70494698

781.1217 615.8853 3 3 941.766 793.3684 181.767212
4095.218 6710.167 3 3 4349.789 5146.227 138.931062
88.39294 71.08405 3 3 1401.80649 80.0355 2303.2978
42.41785 28.55244 3 3 29.45538 34.0970733 3.40545129
39.56262 61.20123 3 3 55.5921767 48.9725867 3.17684609
61.30452 70.70651 3 3 76.65398 70.59372 5.13221162
224.5494 160.0067 3 3 207.855567 180.9703 27.787295
191.3139 175.1521 3 3 168.635833 178.1945 11.6741378
145.6261 142.2956 3 3 202.8243 157.686333 75.005266
74.57605 54.6502 3 3 74.3804267 65.2324233 12.4179875
1468.016 1356.879 3 3 1621.496 1492.43733 168.539286
57.55424 50.33332 3 3 47.6660133 55.8647033 13.4337648
1511.461 1886.604 3 3 1613.19867 1740.11167 93.7388361
72.96689 67.27702 3 3 60.5668567 66.893 9.0810321
1386.449 831.4665 3 3 1035.43387 1247.4275 48.1322944
173.5237 133.3728 3 3 134.2323 147.3942 3.82038915
116.593 147.8533 3 3 102.134547 118.910507 9.01127762

146.0524 403.8453 3 3 163.3445 245.5223 36.9425793
104.3517 62.83128 3 3 97.7337133 85.6121167 2.12417874
162.575 198.6794 3 3 222.167033 199.337967 14.562949

172.1901 126.849 3 3 117.6136 136.4064 6.82218615
218.0968 60.95217 3 3 225.213167 161.907857 67.3904853
23.3433 10.57712 3 3 27.2320567 21.4439833 1.067575

591.4495 533.1389 3 3 694.957 582.071667 191.963321
138.4372 24.5975 3 3 44.8054167 78.1391133 10.8345304
254.4807 201.2785 3 3 251.4152 234.007133 10.2338692
266.6324 167.5677 3 3 170.419567 204.147867 22.7216443
181.7476 141.3218 3 3 145.386367 158.284567 8.23664799
116.6606 112.4311 3 3 120.540833 116.404133 6.11821696
1875.004 1729.856 3 3 1735.135 1908.11633 229.482629
976.3255 753.0487 3 3 758.270067 831.1413 19.8259824
63.21258 42.99251 3 3 60.9983467 52.61684 10.5761941
7.319463 4.937073 3 3 11.1324837 6.18484767 8.56899245
7.319463 4.937073 3 3 11.1324837 6.18484767 8.56899245
7.319463 4.937073 3 3 11.1324837 6.18484767 8.56899245
33.23248 44.05581 3 3 31.46057 35.9329733 3.13879567
69.38176 73.71921 3 3 58.09575 68.5188067 17.3241481
69.38176 73.71921 3 3 58.09575 68.5188067 17.3241481
47.3769 43.47324 3 3 40.36479 44.0532667 5.67256037

386.0937 339.1327 3 3 304.945067 335.8287 14.6756504
2617.44 2383.322 3 3 2665.45133 2552.53167 130.998843

147.8857 110.8569 3 3 221.061667 123.457767 169.436919



75.66328 55.15621 3 3 54.9001033 62.27841 5.66876412
75.66328 55.15621 3 3 54.9001033 62.27841 5.66876412
233.4055 483.5506 3 3 222.8805 328.178467 124.770007
34.24351 39.81528 3 3 26.9413667 33.36086 8.84058664
2739.672 2628.186 3 3 2659.042 2796.93033 129.817038
133.9016 92.60725 3 3 98.1757267 111.483617 10.3479218
24.94745 30.59797 3 3 28.27762 25.0978033 1.24858609
1648.069 2219.856 3 3 1468.97833 1777.31467 369.04168
239.2354 239.9851 3 3 255.976767 238.206267 31.02294
359.1289 330.9244 3 3 306.8115 334.960033 43.9000845
417.4119 550.7093 3 3 606.645967 482.493767 207.023574
29.38199 9.867654 3 3 29.1906433 21.3910313 9.06423459
221.2714 189.5839 3 3 235.279433 196.030967 64.9076963
156.5897 127.9323 3 3 114.89909 131.3143 16.2297936
83.91979 64.29682 3 3 94.67613 80.7420067 19.1981148
59.74954 65.26736 3 3 36.79505 50.58069 12.24893
1303.197 1648.935 3 3 1634.10467 1453.75667 262.036815
5690.736 6041.76 3 3 5585.69367 5928.20733 564.427021
1706.334 1196.341 3 3 1718.28433 1545.18267 27.2444194
220.5579 180.0981 3 3 136.060967 170.418767 23.213528
223.7667 157.5137 3 3 158.507567 187.341767 37.7955092
26.19164 35.66906 3 3 29.84007 36.0166667 4.16741052
1067.687 1012.062 3 3 1342.8108 1141.097 306.173227
148.0186 135.8668 3 3 134.521467 141.455833 10.5081265
28.7295 17.38098 3 3 28.9104033 24.4145033 4.94947191

79.94761 61.42461 3 3 703.57907 72.45695 1107.44307
112.352 69.58179 3 3 118.80194 94.9953967 35.206272

8158.458 7631.42 3 3 6714.331 7620.845 1495.57009
4.854004 1.391369 3 3 1.78310828 3.853396 2.93382319
36.60051 29.06292 3 3 35.4367067 30.8415 6.24342793
206.6904 196.7544 3 3 212.744033 198.015367 24.5476558
256.8077 267.2051 3 3 226.7741 249.1285 31.8660638
166.8278 452.9804 3 3 186.997433 277.6131 41.3117122
54.81301 63.93071 3 3 50.7325333 56.90221 8.84510954
11.15399 13.03744 3 3 11.8644933 13.9212633 1.46784099
121.4846 85.60974 3 3 74.9271267 93.3128067 20.1506274
2086.908 2187.648 3 3 1825.354 2146.27533 561.218651
2085.175 1718.456 3 3 1810.52367 1969.20033 174.473671
69.5698 69.84161 3 3 62.2334467 66.7884467 6.20236271

113.5833 84.24788 3 3 111.045533 101.079293 8.79177512
252.7639 204.8469 3 3 189.3752 211.354933 1.8051989
877.9421 711.7162 3 3 1126.32067 955.4791 75.8991426
976.2474 1038.467 3 3 1124.75827 1036.72947 142.701972
69.73712 68.98065 3 3 63.19373 69.6874367 11.3899702
25.92904 23.89383 3 3 26.7943767 25.22296 2.50956028
55.57797 50.03834 3 3 57.7466033 51.5818533 10.255075
1497.985 1216.692 3 3 1303.31367 1406.62733 76.7562194
2560.941 2350.803 3 3 2334.37567 2649.00667 427.512107



2115.507 1969.029 3 3 1921.974 2031.82433 177.691987
14.50564 14.53654 3 3 13.6188133 15.36156 2.69470331
185.2517 210.4587 3 3 191.655933 212.4179 23.1605816
898.9907 662.3788 3 3 668.2578 747.323633 44.4590934
1641.111 2002.346 3 3 1969.355 1858.73 32.8975702
189.9785 287.4344 3 3 263.010133 229.885133 27.9726877
106.6497 93.86742 3 3 85.9041333 93.90672 6.00192334
17.30769 18.37053 3 3 15.1016233 17.4320167 4.0010349
1447.87 1408.734 3 3 1810.092 1506.104 516.842783

28.57033 10.07693 3 3 15.93689 22.4256867 3.97492247
103.056 71.01273 3 3 78.11348 88.8438 9.46535109

1665.053 1424.508 3 3 1449.54533 1534.58833 87.1415161
340.8889 320.9381 3 3 319.658033 342.309333 33.1353592
31.99282 18.85832 3 3 19.44839 24.0948267 4.28422627
1286.797 1488.766 3 3 1308.32767 1384.15933 86.9323131
288.6129 160.5372 3 3 313.045533 260.7524 21.0575427
1452.249 1309.979 3 3 1221.09267 1320.014 118.559627
68.98506 64.79366 3 3 75.5616 70.9284167 3.63064602
86.26926 92.3924 3 3 86.7547033 92.02071 7.40590448
233.4198 245.1345 3 3 254.646733 237.778867 28.9936422
4354.64 5697.169 3 3 4257.669 4768.984 401.944159

214.6064 232.3872 3 3 3917.3279 213.4868 6520.21769
0.00113119 0.00075213 3 3 0.49383228 0.17017344 0.48862025

118.2735 82.56516 3 3 111.295067 100.324353 7.37640646
13.83344 0.00352378 3 3 11.6590973 7.08843326 4.11107479
126.6726 113.3379 3 3 113.7176 120.311033 9.49380789
1380.704 965.8651 3 3 1327.14867 1173.35637 174.301023
1065.871 567.8236 3 3 713.8538 927.561533 207.271061
231.9812 177.3323 3 3 221.985567 203.3573 18.0424295
215.8549 136.0449 3 3 154.710733 181.491267 23.2805439
356.9283 347.2783 3 3 313.178333 341.161367 45.2639537
337.405 365.5379 3 3 473.559867 412.575567 12.2099983

65.80817 116.2139 3 3 118.322767 95.79059 29.5605397
32.34203 36.41175 3 3 38.1763033 33.36758 8.04188933
78.9822 95.8036 3 3 102.421303 90.0481433 19.5949095

1253.512 584.226 3 3 821.925933 1061.57733 73.711229
193.8741 159.4325 3 3 187.615967 172.441867 19.1298607
720.9364 835.2981 3 3 764.902367 862.304833 70.4286729
357.0882 300.9992 3 3 301.573033 321.845833 18.3286704
357.0882 300.9992 3 3 301.573033 321.845833 18.3286704
170.068 99.72662 3 3 106.089747 131.744373 27.9288553

55.21153 59.38638 3 3 53.5166833 56.6663867 5.03141312
17.9104 15.51268 3 3 18.03868 15.2677667 4.02538215

470.7823 581.4 3 3 510.6009 576.880833 53.6265961
1679.705 853.9519 3 3 1714.14433 1405.48097 261.572627
3648.642 1171.232 3 3 1507.6669 2939.111 2001.54222
1492.465 1371.061 3 3 1696.316 1534.62833 214.444514
80.16249 56.48123 3 3 57.96469 65.6665567 4.84326003



677.7014 384.5568 3 3 678.167867 576.569933 67.0043417
138.0453 111.4792 3 3 86.2630133 106.81593 13.1821815
80.82903 79.05636 3 3 70.0864867 76.4319567 9.37117307
19.94842 14.93169 3 3 16.7819533 21.9922767 4.02674543
180.6946 158.7348 3 3 156.4251 166.307233 12.2153847
311.7332 274.1951 3 3 276.716967 293.600733 23.1454691
182.7345 155.4464 3 3 436.8864 168.360133 474.104996
70.15999 60.56629 3 3 70.47788 65.7040667 6.911852
20.73623 33.29474 3 3 20.1869133 25.4165367 6.18791566
78.43484 72.56595 3 3 74.1359867 82.7695733 8.10259619
97.51322 102.8023 3 3 97.2624733 101.057407 5.96287686
305.5459 261.8492 3 3 273.725167 291.2849 17.690939
1535.688 588.5983 3 3 836.298333 1184.40043 330.801695
991.7712 403.3268 3 3 1020.30393 785.7261 249.038591
2661.388 3501.091 3 3 3195.556 2893.40433 55.9718192
206.8552 146.6703 3 3 156.972333 176.905 18.3326479
7.703759 11.18227 3 3 6.203507 8.23584867 2.34792901
20.01681 24.81159 3 3 26.99884 23.1496567 6.24043494
283.7534 162.0273 3 3 177.692033 213.7055 9.8722612
24.78195 27.68866 3 3 34.2581733 30.0688133 2.94521664
3467.067 3558.738 3 3 3386.374 3459.56033 78.1664669
29.63507 21.52479 3 3 22.2941933 26.50551 6.0371622
675.2758 514.2938 3 3 497.877733 567.5182 80.416355
56.22091 81.6325 3 3 75.8656733 67.4124467 7.4392621
35.74638 25.39373 3 3 34.5449433 29.9303033 6.21535501
36.07874 22.45072 3 3 27.1512467 33.2961933 4.79817419
2073.98 1522.814 3 3 1720.16233 1928.82533 96.920594
2489.11 1904.229 3 3 1863.80833 2073.30133 79.4556663
279.928 262.6852 3 3 264.607333 283.117167 24.1050474

256.9424 295.2681 3 3 210.881267 244.313167 10.2426244
959.0155 1086.858 3 3 842.5453 940.9267 78.0362273
5749.967 5988.661 3 3 5279.37133 5733.64667 760.135196
3605.861 2840.438 3 3 3136.43633 3467.18833 134.194698
2008.166 1955.454 3 3 1963.18867 2101.69867 127.993927
35.93447 23.53432 3 3 23.7558033 29.9723633 9.09369103
11.32232 10.82878 3 3 16.1911467 12.7753733 5.2816922
12.43507 15.14032 3 3 12.158303 16.37923 5.82659516
117.1127 92.55167 3 3 107.442533 96.80771 3.32934247
439.9189 233.5418 3 3 264.809067 386.378567 168.424709
37.47276 40.44496 3 3 34.40696 37.5821733 4.87506419
38.86876 33.27534 3 3 33.65866 36.8394033 4.71056177
128.3514 113.4129 3 3 108.667257 116.526933 9.01884405
29.91902 30.38517 3 3 36.1976633 32.1133633 6.38864034
593.2507 533.3733 3 3 547.2447 572.234567 28.7627148
3481.855 3541.1 3 3 3028.39033 3290.93033 264.384416
47.64764 24.0677 3 3 26.9883667 35.3660133 8.99796598
237.7692 315.5765 3 3 326.778567 273.375833 86.1489592

77.606 63.76352 3 3 61.4863233 67.5431167 6.15460137



130.1855 149.9812 3 3 115.668467 130.5878 18.2147962
193.9311 134.0512 3 3 140.9756 180.551967 56.6443328
1283.361 1660.923 3 3 1417.45233 1547.93267 26.3783728
12.5083 7.231452 3 3 13.0935593 10.657284 3.13946296

30.69069 30.14499 3 3 37.7427867 31.9032167 10.031367
173.2389 158.7946 3 3 202.250667 175.102033 44.9445854
907.5024 770.2276 3 3 706.046767 866.491533 272.178139
39.54575 37.96363 3 3 31.2269667 36.0735767 7.19826955
199.7213 136.4028 3 3 145.377367 163.785933 3.25838381
1615.299 1245.122 3 3 2077.51233 1712.521 382.794175
256.9937 234.0332 3 3 260.599267 228.8855 46.9984975
10.30863 9.444037 3 3 8.36909446 14.3403423 7.2401557
29.93594 54.29225 3 3 47.5380133 40.4040233 1.84423988
75.01326 43.4143 3 3 49.7597167 59.6605033 7.67387794
84.56645 75.17216 3 3 84.19225 79.3734267 7.10286506
904.134 638.1378 3 3 915.5181 824.068867 17.39312

69.57414 52.6511 3 3 64.0337533 57.67067 4.54720202
2387.276 1848.037 3 3 2563.08667 2250.562 427.457576
1741.672 1812.754 3 3 2026.428 1835.53933 321.852611
688.7963 555.4953 3 3 814.329867 700.601367 133.965084
55.97189 35.10752 3 3 52.0622267 46.11493 1.38227957
354.519 335.3407 3 3 334.1772 349.557533 24.3145304

45.65536 31.78969 3 3 30.5361733 36.0624733 5.21787351
331.993 468.3833 3 3 338.196667 382.603367 25.6582991

917.9334 2631.303 3 3 1017.69223 1548.1078 45.5047616
63.12576 57.85397 3 3 118.573237 59.1900133 105.587921
55.82023 98.13169 3 3 71.7000367 87.80444 4.63803947
102.7569 111.1776 3 3 113.47604 99.7868667 20.5114894
3000.17 1825.177 3 3 2932.04867 2435.50667 658.668934
159.311 156.9373 3 3 153.709233 197.041433 37.4660744

52.00233 23.02886 3 3 44.7064367 34.8381 8.78662827
1588.696 1507.328 3 3 1533.17 1652.36333 103.519321
594.2374 1277.82 3 3 664.065633 869.950067 66.9781681
1808.988 1683.909 3 3 1868.08367 1760.496 179.475819
2691.677 2779.401 3 3 3206.809 2742.25567 826.140518
1244.559 690.8821 3 3 1219.124 1039.59003 100.547523
56.10038 50.89701 3 3 55.7587 50.7884367 7.0406872
6526.958 6805.968 3 3 5986.40367 6506.46867 872.913603
1.524747 2.845381 3 3 2.06999033 2.95625367 0.52230857
14.46086 17.68927 3 3 17.4843667 16.4710533 0.4291926
81.0154 46.84551 3 3 78.7639333 66.8112533 11.6997245

91.61809 77.84918 3 3 88.1228733 81.3043533 8.06135126
807.0347 711.1166 3 3 815.817967 757.3508 92.4587346
977.3325 520.148 3 3 567.693433 713.502 107.46058
9.043639 2.583805 3 3 7.29567267 5.10950133 1.81025563
34.35703 48.25376 3 3 48.6869467 42.53201 8.22786679
65.87265 108.2439 3 3 69.3378567 82.1751633 1.94657013
131.909 192.9865 3 3 229.4242 193.868933 11.313665



19.89223 18.98592 3 3 24.0119467 20.9811567 4.67940549
1039.887 406.0413 3 3 575.6469 760.4543 63.7507723
1656.862 1367.816 3 3 1439.47067 1734.402 328.789799
75.46148 50.7724 3 3 47.8690033 61.16156 19.9699382
1705.988 1596.742 3 3 1356.0172 1765.62467 701.577686
711.3193 839.3416 3 3 838.3016 755.959633 127.956272
112.0292 103.771 3 3 98.6218567 105.06308 9.5376842
124.2424 86.65569 3 3 96.70399 107.77603 4.59283184
45.79138 31.09277 3 3 32.2263033 36.6840867 0.15159647
259.729 314.4473 3 3 446.419233 268.045833 315.528827
140.311 105.7988 3 3 115.3862 129.897267 15.2624772
330.277 420.0293 3 3 355.340933 400.2936 50.3081331

59.70965 59.77723 3 3 55.9951467 58.68254 4.43227278
89.37694 69.26797 3 3 93.75035 84.0830367 11.35582
2431.031 1483.749 3 3 1441.35867 1775.912 184.200961
3274.489 4175.444 3 3 3451.786 3855.20967 515.277405
233.7304 205.1035 3 3 189.918867 207.4015 18.3938484
1988.121 1413.043 3 3 2150.662 1863.227 319.328733
8.628148 8.341585 3 3 7.85209767 9.96474767 2.77035028
949.8752 1432.641 3 3 1256.37633 1058.9867 117.388689
555.4079 383.2983 3 3 321.220067 482.8237 274.980393
19.78948 22.22816 3 3 90.7159633 21.0615533 124.638173
1.737934 1.93283 3 3 2.65784033 1.79080433 1.54659792
426.3232 421.8755 3 3 424.5011 413.4056 6.81599195
270.1578 320.7705 3 3 253.9459 298.2557 75.0444002
248.8144 820.6475 3 3 267.714467 451.427067 75.2052206
118.2686 88.95097 3 3 89.2133067 101.133547 14.9152895
69.90958 72.86125 3 3 75.1007167 65.3817567 13.8857497
4651.759 4425.106 3 3 4414.48933 4708.358 421.565967
105.7545 82.13576 3 3 82.28548 91.1742733 9.55024516
312.636 237.0893 3 3 250.776 273.308833 14.0318443

93.06921 96.62928 3 3 93.0346433 97.61143 6.4216067
249.9273 189.9438 3 3 181.0656 204.430633 11.5501528
35.23206 41.98011 3 3 40.5236433 37.9757133 2.87892901
215.3491 201.4878 3 3 185.871767 197.434333 4.47415783
122.4172 75.71281 3 3 84.2212167 97.3792567 1.75810355
38.38322 32.42801 3 3 243.356073 38.58119 367.221779
38.38322 32.42801 3 3 243.356073 38.58119 367.221779
4589.117 4874.093 3 3 4478.38667 4775.87067 508.429517
147.6414 171.1276 3 3 135.446367 148.414133 6.49302487
301.9355 245.279 3 3 288.571333 269.9452 16.5421933
259.5413 200.0818 3 3 211.9618 230.357 14.2905904
287.6591 213.5156 3 3 235.7726 257.9641 6.91250562
268.3861 380.3122 3 3 269.3202 306.7551 21.2605706
305.5368 370.4867 3 3 482.9508 344.9423 245.246522
79.20874 76.39172 3 3 70.21066 75.1015167 7.29477441
33.71212 40.1456 3 3 41.22986 38.24118 3.6413948
121.6984 104.9249 3 3 99.2815633 107.52269 6.9253313



84.27393 76.29128 3 3 83.3370567 77.7559767 8.082876
592.4134 770.8105 3 3 618.776067 726.998567 153.693247
201.1046 134.5673 3 3 140.181567 160.254167 4.47965372
1060.503 1474.118 3 3 1143.34067 1283.94167 141.96137
151.4272 136.4602 3 3 158.708467 142.8914 27.3425099
99.33084 75.94012 3 3 73.94848 85.5003433 16.7335215
2980.994 3020.424 3 3 2740.35767 2912.688 268.647422
230.1667 205.8682 3 3 188.027467 205.611 19.7034988
22.02781 16.02156 3 3 13.2486333 16.7556967 3.90267993
831.8588 759.6703 3 3 827.621033 766.6977 90.2446904
1372.762 1182.159 3 3 1419.89133 1314.726 149.854536
67.2112 88.71774 3 3 102.321 83.3334967 31.0132759

344.0715 311.5021 3 3 312.569333 323.610767 8.72359447
9.008131 7.865133 3 3 9.68558167 8.395199 2.24592609
285.4959 234.5876 3 3 221.7953 244.1502 14.4208412
412.7605 381.8224 3 3 351.446633 381.350833 43.4255349
263.6207 219.4289 3 3 291.1973 260.748167 37.3870216
1487.344 1906.965 3 3 1866.97833 1728.187 123.772474
2600.94 1582.699 3 3 1681.04 1985.28933 76.2381002
177.93 167.0509 3 3 158.703267 166.1767 5.59316128

81.99963 66.75034 3 3 66.0423267 71.86844 5.71767907
1186.701 1060.649 3 3 1084.85097 1288.23233 220.197108
205.1083 159.012 3 3 153.982267 172.178433 15.68525
359.0828 533.5931 3 3 362.634967 440.376967 108.723765
152.2623 103.7145 3 3 172.3418 145.410533 29.0728351
339.7564 362.761 3 3 325.148233 358.6631 57.7514568
2559.906 1211.062 3 3 1491.634 1936.24233 420.266914
719.615 675.0078 3 3 656.01 773.2811 163.276084

298.0024 379.713 3 3 478.447233 325.677633 270.750295
266.0196 269.72 3 3 250.940567 262.3966 18.2002246
245.5708 129.4676 3 3 136.6597 173.786833 22.8782973
1592.77 1547.866 3 3 1766.003 1614.56733 260.409645

115.8025 91.24036 3 3 94.5794833 102.656753 7.61818355
115.8025 91.24036 3 3 94.5794833 102.656753 7.61818355
49.72828 13.77651 3 3 24.7803733 36.9400167 8.63976574
16.19899 21.00159 3 3 89.8775567 25.2930333 115.588859
4291.294 5124.187 3 3 5111.30033 4787.85767 382.126852
515.9277 277.5217 3 3 370.443667 462.768833 17.4625311
1072.877 1020.125 3 3 1044.305 949.746667 13.2434141
19.44907 26.1916 3 3 22.5247733 26.7287567 0.20651902
163.9247 81.75691 3 3 145.433567 122.52187 3.46215772
712.7273 514.0083 3 3 1095.50163 575.135033 928.883085
1357.652 2621.543 3 3 1313.574 1767.53433 346.772588
10.31899 16.67954 3 3 11.2260653 13.63916 2.94796828
3.421773 0.00204716 3 3 4.109236 2.66193572 1.07505184
69.25377 68.82525 3 3 65.92129 68.6327233 4.82513038
29.8389 34.90246 3 3 160.100983 36.68486 222.09054

7.729127 11.36902 3 3 6.93322 8.57581967 1.61176115



113.0244 153.5375 3 3 144.158167 129.701033 15.1500291
250.537 206.5315 3 3 250.504633 227.7239 34.61878

1990.158 1885.887 3 3 1935.52267 2109.99233 86.0240984
1237.213 1414.094 3 3 1402.62733 1320.24267 118.889746
991.9477 641.0003 3 3 1066.41057 906.376667 167.891785
442.2321 618.2997 3 3 616.850167 526.3945 137.105218
146.4059 165.3203 3 3 133.2674 146.218433 13.2913807
18.51751 22.73816 3 3 14.0470567 17.70269 3.65137544
69.24324 45.48089 3 3 32.1751433 46.1136133 10.5432201
200.5974 186.5364 3 3 190.930667 211.836467 19.268536
88.68559 62.62422 3 3 228.804983 75.9487867 275.413614
136.3327 86.54292 3 3 120.6486 104.91402 7.64878371
157.5862 175.4113 3 3 172.4325 166.2 6.83759876
215.503 203.0746 3 3 177.785833 194.1236 11.8563458

382.2214 422.9348 3 3 271.748833 380.5063 191.42906
24.63001 41.86915 3 3 44.0644367 34.3302767 15.195123
95.70608 57.29503 3 3 58.2446133 70.4354033 2.29406387
1303.299 1748.626 3 3 958.108033 1281.10603 332.696265
1717.913 1754.166 3 3 1844.59433 1732.773 201.012385
94.91329 85.18015 3 3 94.49915 90.7093967 4.67243914
2355.855 2966.934 3 3 2174.721 2509.62667 450.882245
21.44195 25.16548 3 3 32.3211467 25.5492867 11.4441008
214.1125 173.7673 3 3 167.0387 184.5387 18.0774062
153.7899 118.714 3 3 117.3124 130.0326 10.2045579
2095.051 3282.598 3 3 2866.65033 2482.71967 28.3407731
2016.24 2222.62 3 3 2155.00767 2027.44633 130.579465

3415.323 4729.866 3 3 4260.664 3816.48767 121.966702
466.4875 378.3798 3 3 475.934333 409.086233 110.039154
177.7944 45.67469 3 3 44.85335 89.3969 24.8775931
432.0879 382.3911 3 3 461.641867 405.528233 98.2840767
399.265 296.6025 3 3 290.019 325.6588 5.09782191

110.3402 83.62164 3 3 82.79839 93.22929 11.6120821
2532.922 1925.02 3 3 3000.28167 2426.298 931.505756
169.339 138.5781 3 3 164.766333 150.959167 18.9642886

244.1992 207.7226 3 3 241.295767 229.4097 9.67789217
286.0435 273.4066 3 3 229.147267 254.372933 10.651893
51.95914 31.48979 3 3 36.3895167 42.2527633 2.62691283
1090.087 801.3593 3 3 892.5859 1003.01743 96.003255
553.4299 612.1693 3 3 616.5333 520.375133 133.077417
48.77774 33.15916 3 3 53.3513733 45.5285667 8.77163049
100.0081 60.83564 3 3 59.87004 74.29989 13.6207819
115.3248 52.01998 3 3 98.29194 75.1426833 23.1098837
243.7448 497.4731 3 3 441.534133 370.877733 15.8207661
184.9182 145.7361 3 3 155.678333 167.0593 5.60599004
1247.393 1460.642 3 3 1543.025 1367.17633 299.028843
406.2748 370.7673 3 3 329.695133 361.2939 27.0765435
84.96095 72.99939 3 3 74.6315867 78.32396 2.76211963
243.572 196.8221 3 3 190.866 211.8244 26.1383088



652.27 626.6962 3 3 736.627833 668.433067 112.105504
102.3258 67.17144 3 3 99.75889 88.94238 4.68700273
28.38138 36.68028 3 3 27.9083033 31.2117033 3.65371055
134.5998 130.2247 3 3 111.106687 142.172433 53.616794
28.31468 31.60794 3 3 26.6583067 30.0640967 5.94247097
328.1508 398.9905 3 3 392.182867 362.208767 41.0919963
2.28879 0.00118739 3 3 0.0340759 0.76366801 0.05437962
27.4255 10.62267 3 3 24.4158167 19.3005 3.88759724

912.2993 743.7891 3 3 991.0578 896.842467 88.6366394
95.34131 84.22754 3 3 78.42848 89.54795 19.3675638
1218.383 615.6661 3 3 727.509867 944.207833 247.422291
44.45987 35.97841 3 3 30.7822433 36.48213 6.84553299
7385.701 7601.155 3 3 5985.20233 6933.29833 1414.47644
196.4158 267.7524 3 3 256.984633 227.652333 38.6999857
181.2387 190.7204 3 3 168.714833 191.3613 39.7164416
5519.319 6026.646 3 3 5627.17 6037.08267 528.296187
4.00739 7.342435 3 3 3.977576 5.24018133 1.37698108

628.4656 737.5027 3 3 550.313033 626.791767 82.4478816
73.82365 56.87584 3 3 54.5971867 62.70172 11.1066073
581.0477 844.2065 3 3 777.461133 695.081433 64.1535148
144.3929 125.6021 3 3 151.7537 122.298573 47.8101063
144.3929 125.6021 3 3 151.7537 122.298573 47.8101063
1697.779 1724.016 3 3 1804.78033 1702.50967 184.58707
2622.005 1617.727 3 3 1934.94367 2294.15067 286.072045
477.7969 421.6251 3 3 425.185933 450.113 35.4669091
89.10328 50.07571 3 3 79.8588367 68.9893367 2.72352769
26.89628 21.58193 3 3 21.6064067 24.6405233 4.77389867
87.94588 73.13251 3 3 69.19336 76.0529233 6.31078711
57.38492 51.05915 3 3 57.8943467 51.8214433 9.70947352
751.0506 690.6847 3 3 925.139767 792.736933 203.426353
20.76539 26.85012 3 3 19.8232467 24.3048867 7.49839778
898.197 827.9871 3 3 1081.07117 945.9487 195.919291

356.8563 321.1241 3 3 318.978667 340.833133 35.2979535
134.2713 102.9637 3 3 124.557733 113.798067 8.19829376
662.3999 603.8109 3 3 654.229433 614.920067 56.9890416
857.9907 1075.609 3 3 1061.30153 940.630767 184.834095
90.15221 59.90359 3 3 73.3333733 89.6848 3.07683329
190.7382 161.364 3 3 157.817933 169.415333 9.81683913
1325.65 1415.36 3 3 1541.62467 1267.91167 462.665271

10.07677 6.818142 3 3 15.2329717 8.60905067 11.9297512
1836.151 1408.706 3 3 1459.37267 1639.08633 245.496922
15.11525 3.204373 3 3 14.809822 10.458211 4.70048549
43.78893 54.80599 3 3 39.0112767 44.8529533 4.82415056
117.0145 84.23499 3 3 108.937833 98.4193267 9.10089483
33.76664 47.0034 3 3 42.38699 34.88023 7.19266598
1669.878 1564.66 3 3 1687.36033 1559.80233 202.909087
28.24511 36.12062 3 3 23.98113 29.8728933 9.13194366
170.9768 136.6146 3 3 141.544133 157.9237 23.2858552



3154.685 2081.231 3 3 2921.414 2582.54833 297.499958
350.793 292.5908 3 3 272.144833 299.438533 11.6160463

205.5479 136.0622 3 3 194.357467 166.979333 35.1043673
522.963 492.2767 3 3 558.713567 505.7503 95.1366777

1025.412 1124.138 3 3 1147.95797 1062.54633 145.952264
231.0784 178.3201 3 3 265.7546 216.905733 82.2812765
35.39248 25.96995 3 3 27.8635733 31.0035 3.19180722
157.5365 150.7204 3 3 271.5868 160.139267 202.673191
1536.475 556.7101 3 3 1591.003 1217.00737 369.9734
84.59421 68.46985 3 3 65.6112833 72.0308967 3.30796524
45.26732 49.659 3 3 47.0153567 50.56307 2.8473898
1758.012 1205.748 3 3 1005.90873 1308.55767 370.988964
660.1508 702.1144 3 3 732.043267 662.4311 120.807354
63.69075 64.89025 3 3 66.5893233 62.5602233 6.67630084
1085.485 1029.675 3 3 1031.43763 1082.90667 78.074666
62.09348 45.93958 3 3 57.4978967 50.5924233 7.61547183
1301.979 1324.817 3 3 1456.97933 1353.15433 175.897118
692.7651 703.8234 3 3 823.1288 731.774033 155.994577
58.83362 45.0522 3 3 57.0656433 51.79357 6.69407732
73.5114 59.45136 3 3 58.9605967 66.1741967 11.0999397
31.6433 28.85674 3 3 26.5388467 29.1306267 4.0770688
1375.47 1586.135 3 3 1385.771 1455.76667 57.5295978

66.13861 52.32571 3 3 66.87105 57.01618 16.1368193
323.2404 383.0171 3 3 387.445533 365.8631 12.9940901
696.5414 643.1256 3 3 556.214433 613.129367 20.3109086
80.70254 65.71761 3 3 81.2542467 74.1621333 10.4136821
75.8551 46.88462 3 3 48.5292133 57.3906333 1.99365008
71.6138 57.68656 3 3 55.6190867 62.8617167 10.7919433

17.04414 15.78957 3 3 17.0295533 15.6079133 2.090313
1386.89 1994.324 3 3 1249.536 1497.39333 14.6324958

1338.493 1126.429 3 3 2134.56633 1668.26667 377.752875
199.7303 183.2394 3 3 172.733 183.2666 9.94073777
480.3459 390.0477 3 3 386.1057 416.5969 4.40937492
34.0783 21.72739 3 3 33.5882267 28.3521833 7.25002203

184.8025 130.6992 3 3 166.089633 148.2042 7.75829518
422.7662 3488.868 3 3 502.894633 1464.89403 95.9546977
35.02751 40.25193 3 3 35.9031967 45.1959767 10.467511
32.4906 24.12763 3 3 21.157072 29.59529 14.6547695

1037.679 995.4363 3 3 1064.3422 1028.37843 58.6869371
64.55794 103.3191 3 3 96.29745 83.1319933 14.1405465
1392.02 2153.496 3 3 1402.42567 1659.252 190.154001
1392.02 2153.496 3 3 1402.42567 1659.252 190.154001

583.6744 443.8257 3 3 427.221833 500.912733 112.740745
92.65805 88.91413 3 3 82.3300733 95.3316267 22.324526
251.4728 224.1678 3 3 203.7562 222.2806 15.3107171
555.9568 588.3839 3 3 510.355733 546.440833 45.7921719
192.5788 230.4329 3 3 221.9374 207.971133 15.9868446
361.5972 300.7119 3 3 286.415867 314.7522 30.777936



9.143262 5.077793 3 3 10.3329887 7.34202733 5.05849882
204.2119 174.1142 3 3 192.783667 178.7062 10.3681939
159.8894 159.2154 3 3 242.077033 153.694533 161.225369
47.26099 23.42063 3 3 47.3382133 39.5847633 2.17159541
763.3251 796.951 3 3 619.230367 699.297367 39.1110186
114.7038 101.4179 3 3 110.215133 101.062327 9.42592886

0.5037714 5.328884 3 3 4.32537433 2.18285173 2.8113864
3765.348 4294.073 3 3 3653.17933 4043.021 661.535127
19.86838 13.41167 3 3 15.94305 18.6729433 1.44655041
232.4613 105.0019 3 3 83.5019467 134.200393 30.9282786
13.07899 7.205371 3 3 8.693708 11.8533403 3.9969838
124.4054 131.171 3 3 129.302667 121.091167 8.91826583
114.908 131.7674 3 3 101.347887 113.09632 8.736514

172.3325 162.3013 3 3 141.669367 156.4306 18.6838326
172.3325 162.3013 3 3 141.669367 156.4306 18.6838326
172.3325 162.3013 3 3 141.669367 156.4306 18.6838326
157.8094 80.56682 3 3 95.4373967 117.079973 8.00717089
791.2827 912.5113 3 3 829.7193 928.859667 107.150202
78.43002 62.70859 3 3 79.3023533 72.90614 7.67398371
68.04334 77.12457 3 3 69.60175 76.2005933 9.2794434
1168.637 1247.739 3 3 1096.90167 1161.46767 76.5604369
1325.74 2178.73 3 3 1227.134 1571.462 342.974084

72.25285 53.79796 3 3 71.6612367 64.7945267 7.9750628
598.6036 428.4778 3 3 783.386333 633.921 155.636357
162.5459 136.9377 3 3 120.656967 136.588567 13.0010707
248.4395 181.374 3 3 187.057067 207.844867 13.2884561
3.749085 14.98528 3 3 21.3597833 15.1010483 1.1676833
111.1839 74.31306 3 3 105.615153 87.4127 26.2452103
232.3571 186.6696 3 3 223.7316 210.828333 5.73581357
407.9324 477.0396 3 3 411.699067 435.808267 25.0540166
169.2954 91.97103 3 3 161.0808 127.515177 47.6072722
2906.662 2373.344 3 3 2533.679 2970.87867 493.48318
246.7379 153.2051 3 3 146.859167 182.767367 35.5460853
1367.557 1398.276 3 3 1742.796 1562.165 114.755657
35.65598 37.64605 3 3 33.2358933 36.88024 6.59917638
36.48721 37.98653 3 3 35.8180767 36.7406367 1.251373
631.3876 486.9591 3 3 476.953333 527.2217 15.3802966
368.4371 325.1623 3 3 303.872833 331.324933 36.7852096
869.4628 464.3295 3 3 878.6219 705.3216 236.130584
41.7438 20.71285 3 3 51.91223 39.8791067 12.3729716

4567.295 4825.282 3 3 4467.42 4735.20733 469.663963
74.43203 74.40817 3 3 75.14459 92.0794333 5.62226835
92.11351 98.27457 3 3 94.6065067 98.6716267 3.1593231
1070.275 1382.354 3 3 1446.047 1295.825 193.150008
38.64237 20.9887 3 3 25.9059567 30.8977967 1.64186649

520.71 578.3102 3 3 668.469633 596.8667 98.767114
604.4265 275.297 3 3 583.9859 471.436067 112.710536
130.8545 96.22147 3 3 125.8085 111.240823 20.0244003



155.7011 152.7247 3 3 204.6259 142.3383 112.604431
6474.891 4175.977 3 3 4949.575 5804.67433 678.282773
181.0812 175.4377 3 3 170.222733 176.5443 10.8747389
1129.754 1293.063 3 3 1180.552 1229.21267 19.6948955
367.4893 371.6437 3 3 406.1992 372.979367 60.7677639
48.68644 58.79889 3 3 59.2887933 54.60703 6.80618283
367.5133 213.8241 3 3 255.4357 327.2032 86.6653312
44.96565 39.09483 3 3 49.7346733 44.6420733 7.65873501
3.395307 2.415744 3 3 2.50452367 3.13967067 0.98020785
176.3868 104.9677 3 3 163.512467 142.9316 11.9897045
31.85875 14.0073 3 3 33.2009967 23.84872 14.6279173
396.4232 181.6231 3 3 397.785067 321.774 69.38359
241.9485 182.3828 3 3 233.752433 211.036733 29.283073
7.091314 6.394001 3 3 12.4652703 9.27569833 3.88603883
325.9912 391.5371 3 3 419.3675 375.642167 67.4897379
265.8028 197.2542 3 3 213.455267 233.930833 15.1728954
196.2634 155.996 3 3 149.901533 165.492367 8.93371921
240.7276 122.9807 3 3 166.2934 208.2382 20.3622734
63.65045 82.35262 3 3 65.99588 74.1992 11.686951
92.68366 85.69891 3 3 88.43959 93.4268233 4.28899144
297.846 240.9111 3 3 221.427067 248.714633 20.8935846
257.983 194.3993 3 3 248.6906 226.157667 26.702991

207.0223 180.635 3 3 282.341733 193.309933 163.537137
207.0223 180.635 3 3 282.341733 193.309933 163.537137
99.68859 95.21281 3 3 107.146157 101.404967 7.74848799
79.70983 70.79966 3 3 65.8458333 70.91314 3.29377897
151.9697 119.7386 3 3 114.610567 127.436033 9.31457114
90.65577 59.74371 3 3 85.8354467 76.7084033 6.12356847
139.9941 133.3781 3 3 139.556567 133.512067 9.11421177
2.388588 4.432643 3 3 3.13074933 4.14931133 0.92065301
141.5366 144.6125 3 3 137.117533 141.7625 8.11750043
152.0962 115.5442 3 3 115.129003 128.8541 15.2705492
41.40134 29.35837 3 3 43.4144767 38.0543767 6.33160519
66.79522 58.29079 3 3 64.62766 60.04749 5.89354228
9.991365 7.141241 3 3 14.1681613 10.8490187 4.45995658
5150.619 5108.414 3 3 5172.09267 4659.581 482.347501
5150.619 5108.414 3 3 5172.09267 4659.581 482.347501
25.20169 25.48486 3 3 29.93277 27.0383767 4.46402142
49.19841 36.89281 3 3 38.3104733 44.47596 9.25666633
86.67654 78.8505 3 3 74.7188833 82.0802833 12.968571
1536.973 2375.658 3 3 1535.60267 1821.12333 218.040841
416.4996 402.6474 3 3 462.704233 427.7696 55.893587
104.916 104.7818 3 3 102.22945 105.8434 6.45169676

75.10723 81.25035 3 3 75.7870167 79.9031633 6.28552953
777.8172 814.8543 3 3 735.722133 948.930833 291.646958
30.34535 28.37958 3 3 26.1244167 28.75393 4.64113662
166.3952 143.4563 3 3 140.192033 150.1929 11.962168
33.61156 17.37832 3 3 21.10855 27.9061633 8.63812702



12.91013 2.88525 3 3 9.42155167 5.26665962 3.6216584
130.6088 117.0044 3 3 116.398333 121.7234 6.13504472
44.91392 13.99546 3 3 20.6630033 29.4518667 5.02387088
19.08528 16.40804 3 3 15.0453467 16.5654033 1.38870711
4067.411 3132.042 3 3 3405.594 3863.89533 539.170098
334.1057 973.0005 3 3 279.334233 504.332667 66.5371334
118.3114 114.7853 3 3 153.75824 110.3207 79.61633
648.3405 523.3619 3 3 526.413667 566.397633 20.8181024
2387.731 1358.082 3 3 2287.598 1977.979 174.044002
47.91123 50.67083 3 3 48.3998667 57.3461133 8.81319651
700.2273 1345.732 3 3 1145.06667 960.638767 27.4695445
1899.342 1772.247 3 3 1758.29567 1962.961 301.92254
668.3589 705.1553 3 3 674.569567 744.619667 80.3626097
483.4032 483.626 3 3 485.476533 460.7543 23.3152739
52.98923 75.03651 3 3 59.9286167 66.4122567 2.3491975
181.1101 117.003 3 3 125.490467 143.7939 6.28938166
965.3376 1271.531 3 3 1337.29167 1113.82553 384.619663
115.7616 83.47552 3 3 87.5212033 96.92033 4.57223529
1686.086 1836.884 3 3 1505.66533 1665.42833 233.034767
18.98552 19.26171 3 3 19.5608433 25.97027 0.68436935
1209.721 1642.105 3 3 1186.88433 1344.411 136.346041
1209.721 1642.105 3 3 1186.88433 1344.411 136.346041
159.8164 158.9121 3 3 160.1508 157.4149 3.75802004
187.2207 163.5991 3 3 191.832967 173.6974 31.3407556
10.08656 20.22626 3 3 12.0001033 14.8364867 1.28412675
2840.711 1874.485 3 3 2178.73 2618.061 476.110013
2840.711 1874.485 3 3 2178.73 2618.061 476.110013
49.96762 47.77591 3 3 46.0401467 50.5031667 7.70229816
3370.961 2107.781 3 3 3583.366 3076.736 377.643118
20.70945 23.99278 3 3 20.0638767 23.33912 5.59338025
22.16207 29.62839 3 3 21.5652167 24.8411133 4.43419809
150.2305 160.6623 3 3 159.926067 150.6595 14.1269881
3.241127 11.31589 3 3 4.31820567 6.77498367 1.92953862
58.62137 50.23911 3 3 63.6764667 53.7613 17.8787388
4446.244 3475.516 3 3 4599.26867 4171.564 511.149889
457.1695 511.1108 3 3 442.762967 468.9253 30.5955622
270.0989 156.8198 3 3 203.532433 248.113267 6.08371831
6.385341 6.663701 3 3 5.95890833 8.13845733 2.92243016
140.5877 141.2759 3 3 118.0544 130.6112 14.9711183
256.1319 159.3142 3 3 185.542567 213.201633 14.3473028
112.2513 79.49235 3 3 80.2237233 91.0666767 8.26542021
500.068 393.3006 3 3 374.001467 416.998 29.8377944

117.0223 178.9058 3 3 130.669167 149.583633 16.4423148
9.580448 13.70461 3 3 8.071539 10.5670073 3.71365211
279.5468 296.0744 3 3 272.621533 281.874433 11.0353192
115.6402 92.47448 3 3 106.903367 98.9406333 2.53866514
2176.961 2163.93 3 3 2193.97567 2066.783 153.747129
205.3291 183.4095 3 3 214.597467 186.623333 49.0412842



88.92122 120.79 3 3 81.1528133 94.3448933 4.03819156
32.80273 21.19626 3 3 22.0088733 26.90408 7.01639408
91.59887 65.26041 3 3 65.2499 73.7508467 3.33076533
131.3928 102.2904 3 3 133.1535 118.057633 23.935415

0.00354926 0.1430886 3 3 0.18588387 1.83153895 0.31665617
87.41656 62.74056 3 3 56.9636767 70.2335367 19.6783384
1325.283 4122.656 3 3 1106.01917 2078.5562 269.838744
16.50113 27.486 3 3 25.8504367 22.2924367 3.66789812
67.12845 54.60258 3 3 84.4445633 69.2918833 23.3209725
469.7649 614.5582 3 3 639.136633 545.182233 159.185156
122.1118 81.03253 3 3 83.44359 95.8429367 3.58384757
17.3991 17.34717 3 3 14.6037067 16.17269 2.05296843

66.16759 48.47339 3 3 54.1978033 60.83827 6.12935169
5.37216 1.654487 3 3 4.26196067 2.76467967 1.62487695

40.35165 75.4241 3 3 39.06765 50.7925433 4.30126968
46.50846 58.48499 3 3 59.87989 52.3951 12.5933351
46.50846 58.48499 3 3 59.87989 52.3951 12.5933351
133.9202 133.6574 3 3 156.609933 143.745467 16.6464839
475.8398 619.2762 3 3 483.332433 543.154833 85.0430945
28.76884 14.95332 3 3 28.5410567 24.14886 1.90001389
23.43658 29.02917 3 3 22.41392 25.1794033 3.92943051
41.99363 27.9154 3 3 33.08106 43.14139 10.0769461
3184.887 1357.699 3 3 1983.04333 2678.289 591.905803
87.35881 83.0822 3 3 86.6658 82.61388 5.67261879
537.4199 513.5588 3 3 677.313233 513.086033 305.403851
56.33094 66.99783 3 3 43.0462767 55.0388033 18.456169
182.6823 175.0765 3 3 186.505033 167.909567 28.7874423
755.0657 650.7812 3 3 554.857733 641.2605 108.97826
219.7264 211.9341 3 3 188.3099 207.4579 32.4344644
264.9197 195.6025 3 3 255.7481 215.420933 61.6836154
288.8514 274.0087 3 3 282.758867 260.175067 19.1541472
160.4752 135.2715 3 3 143.298733 153.880233 11.0961741
612.6683 613.2374 3 3 747.4945 647.3077 177.309242
35.37669 30.78532 3 3 47.37787 39.5629067 9.03019833
56.58808 80.20858 3 3 132.308633 99.4096867 27.3578009
1609.946 1248.27 3 3 1383.70133 1542.25067 128.580459
12.92386 8.180811 3 3 8.489361 10.217222 2.11000876
54.98496 38.73312 3 3 42.69153 49.93541 9.41765711
149.0429 61.64476 3 3 76.8338233 102.219153 17.6059655
1.551791 1.462367 3 3 2.21146467 1.569266 1.19404354
123.2107 105.3437 3 3 107.2206 113.187 6.39571007
56.99447 54.2182 3 3 53.0326433 55.88738 5.12765615
57.98158 52.1279 3 3 55.5167833 51.93839 2.64793587
42.73268 42.01569 3 3 49.5994733 45.7739733 4.03768313
14.16809 14.55062 3 3 15.31849 13.28864 3.30368466
3830.941 3880.323 3 3 4232.63833 4030.68967 223.365901
2037.912 2484.811 3 3 2306.73267 2098.67033 147.970909
56.60404 34.82333 3 3 51.3435933 44.8364033 5.2011175



114.5984 109.1709 3 3 109.3216 115.108233 8.85815444
8.314087 5.111192 3 3 4.68413933 6.160407 2.03455066

1637.5 1421.987 3 3 1507.094 1697.381 175.149641
994.2361 1221.8 3 3 1195.76467 1122.7617 70.9919589
310.7702 337.4323 3 3 281.3762 310.5195 47.324943
202.5079 163.7337 3 3 173.910133 184.997633 6.60200669
228.0323 285.49 3 3 272.545067 238.001033 47.8893429
45.26076 26.35304 3 3 48.3696967 40.1603167 9.46582364
179.999 153.1258 3 3 170.031567 159.7468 7.08892266

114.9703 125.1998 3 3 119.9073 127.0342 2.59849742
446.3142 384.6808 3 3 436.596933 400.093533 54.8181125
69.73879 74.98431 3 3 87.1134233 71.96692 28.2180089
498.7104 440.5652 3 3 452.862267 486.207867 47.1891539
240.5434 223.2184 3 3 198.774933 225.5047 48.0268617
610.1783 682.9611 3 3 620.0773 664.398033 67.8633224
658.8648 1067.446 3 3 955.648333 809.199067 157.142536
306.6114 256.1902 3 3 289.985733 266.6749 24.8696718
137.8429 125.0065 3 3 122.4182 128.9959 9.63126115
978.1837 1007.23 3 3 1172.463 1068.66557 142.28579
45.89578 40.19145 3 3 39.3960867 41.5634767 1.32688625
163.9007 132.039 3 3 126.696567 138.930267 5.08078196
411.3172 165.8675 3 3 411.720333 332.7525 30.9183529
175.6219 86.35265 3 3 164.677367 137.919317 19.3857923
513.3818 520.7515 3 3 516.622167 488.658267 17.5957053

119.29 108.0078 3 3 126.1289 118.596433 9.69306654
99.72072 60.9446 3 3 67.75775 79.4070467 9.90336076
18.21117 32.95744 3 3 30.44377 26.4318733 0.11825627
594.2709 572.5775 3 3 759.983933 569.3928 356.463556
113.2564 76.47585 3 3 78.0053667 91.6597167 16.9365578
414.5479 175.1924 3 3 243.754833 310.738 26.5734122
158.3449 129.2772 3 3 135.2528 144.6238 9.78887427
663.882 625.1203 3 3 674.598933 626.552567 82.362025

240.6851 169.9768 3 3 232.4431 195.9858 56.2745408
12.16886 15.53312 3 3 14.82593 13.5250167 1.67798198
2229.648 1025.27 3 3 1220.79517 1627.049 468.041645
623.1656 604.2317 3 3 548.080133 597.537267 88.0480757
1417.386 1039.447 3 3 1474.501 1270.30633 325.768161
40.31414 20.53442 3 3 25.3176333 31.01531 3.96447622
137.2894 101.6373 3 3 132.242967 120.424767 13.1309284
73.20802 70.76021 3 3 78.93324 75.1947767 4.11401835
114.5696 93.92327 3 3 94.8567667 101.310533 3.83055172
848.7583 1800.641 3 3 803.1377 1146.34387 307.107948
382.0009 201.2782 3 3 269.9455 337.1573 39.8098652
243.1645 176.0055 3 3 177.821633 201.474867 25.5433151
108.8348 104.0998 3 3 101.185357 105.5365 7.66235346
94.02423 87.79412 3 3 90.6664167 94.6935833 2.15744881
275.7027 415.0216 3 3 283.288733 340.169433 80.6401456
152.0782 109.7875 3 3 170.605067 125.316767 81.9082054



144.5422 124.8134 3 3 138.865533 133.296967 2.57560894
76.63471 90.53517 3 3 69.6557333 77.2219267 5.72390456
4019.72 2275.479 3 3 3615.26767 3072.00967 516.444235

341.3036 507.0227 3 3 360.139033 414.6469 58.1191504
135.5739 110.3638 3 3 128.467933 117.706967 12.9569833
49.99339 44.37387 3 3 56.6485867 50.4266767 9.87818257
1447.668 1259.574 3 3 1427.21867 1297.68067 202.889426
339.2626 664.2392 3 3 556.7629 452.638033 68.9373935
329.1001 469.2813 3 3 486.038867 416.4721 106.47978

22.468 16.09514 3 3 19.08745 23.6125367 2.4755313
53.88765 73.67173 3 3 59.43233 65.76095 5.68768276

2060.4 2198.961 3 3 2346.782 2193.29467 258.016429
9767.294 8379.856 3 3 9697.371 9066.08267 965.750062
2871.885 2473.695 3 3 3119.98333 2873.80033 232.831558
726.8184 746.6478 3 3 637.1186 690.910667 62.2239433
491.6774 393.465 3 3 407.5425 434.6696 3.5902678
528.1307 439.2781 3 3 601.291167 541.929833 19.0481166
51.03342 52.49055 3 3 60.8154567 54.8703367 9.79503788
46.05222 35.78627 3 3 33.6836133 39.47841 9.30801002
24.28777 15.7533 3 3 15.59647 19.5762833 6.11851158
90.16322 100.9071 3 3 89.1485533 93.8451133 6.39492068
1712.831 1716.745 3 3 1804.14833 1703.203 189.145143
98.8103 120.3088 3 3 105.082097 115.3704 12.6103105

169.5297 226.6718 3 3 141.6951 172.045 20.4433195
5.500041 3.980862 3 3 7.92021333 5.41174067 4.51876664
417.1132 351.4775 3 3 454.819267 335.3998 205.978958
146.8542 112.7604 3 3 116.763157 133.192667 25.1861178
179.983 115.4154 3 3 161.331933 141.8854 14.1891714

6.232623 5.12618 3 3 9.91859833 6.32249633 6.66708711
6.232623 5.12618 3 3 9.91859833 6.32249633 6.66708711
6.232623 5.12618 3 3 9.91859833 6.32249633 6.66708711
41.92244 66.27789 3 3 41.9504733 50.9616167 10.5343827
385.857 275.4283 3 3 316.601333 354.4056 18.4694531

5631.838 6754.646 3 3 5101.60467 5753.43167 785.664581
39.61671 32.90681 3 3 37.9181167 32.6093067 7.00570954
55.36882 42.48677 3 3 54.52384 49.7879633 6.01318178

0.00369693 2.794747 3 3 2.38040767 1.37616698 1.28180601
348.3509 390.7671 3 3 421.523967 370.4124 94.0964185
348.3509 390.7671 3 3 421.523967 370.4124 94.0964185
348.3509 390.7671 3 3 421.523967 370.4124 94.0964185
119.4161 86.42841 3 3 96.7071167 108.06307 10.3953298
327.075 219.1755 3 3 266.1004 311.970933 7.65348221

2885.122 2163.125 3 3 2446.471 2729.63167 169.232444
2101.407 1923.617 3 3 1953.93967 2161.791 281.45063
210.9571 190.5559 3 3 221.0392 206.873433 22.3378476
25.89005 21.78602 3 3 17.9475233 21.04524 2.5699852
24.43529 35.97847 3 3 25.5541033 30.2480567 6.73224667
19.70837 20.77009 3 3 25.90428 21.8075567 7.22945955



203.1714 172.9383 3 3 162.642967 178.122733 18.2032579
40.69787 22.28334 3 3 23.33737 29.3193067 5.37526617
2394.145 2836.881 3 3 2809.686 2656.922 170.933581
163.1194 148.4897 3 3 143.2354 150.6805 8.11132178
79.41216 54.09434 3 3 62.2517 71.5253533 8.87906589
28.85166 26.21089 3 3 26.8150467 29.0739133 3.05944381
37.20226 27.60023 3 3 39.4364667 34.48485 7.18449683
95.27755 100.932 3 3 108.253507 98.8467167 17.5174282
46.45526 273.5545 3 3 300.340833 122.65827 309.60213
5.630439 10.37653 3 3 7.16141867 9.08308967 2.0207158
391.9715 288.8596 3 3 362.420867 327.7773 34.0089382
1094.464 1449.576 3 3 1487.19733 1312.92533 268.659
144.0587 117.6887 3 3 114.195133 124.204767 7.18125811
14.06523 0.3037411 3 3 17.1411863 9.53659703 11.9680306
179.5978 120.9902 3 3 120.721733 139.758833 10.3432134
25.54783 21.46688 3 3 24.67408 22.2408133 3.49932597
2120.662 1500.843 3 3 1898.638 1688.51067 131.890524
69.39299 79.23737 3 3 64.47091 73.2078433 15.6761795
2986.224 3984.304 3 3 3050.28533 3382.43833 339.131667
55.84062 4.06114 3 3 15.0147567 28.8556067 3.67461331
1785.197 1601.036 3 3 1875.49967 1768.61167 124.219727
176.4787 172.7973 3 3 199.891133 182.8712 28.864832
247.1948 223.8348 3 3 300.2421 261.929033 55.1380053
210.5991 179.9637 3 3 164.7433 182.137067 18.2550507
1638.272 1602.66 3 3 1891.62 1759.06767 72.0305178
331.4419 328.7148 3 3 299.038967 357.855033 100.607293
311.0628 388.1174 3 3 335.261067 378.061633 51.6810543
173.6166 140.3991 3 3 151.53 161.703233 5.50246947
32.20476 25.03256 3 3 32.89215 29.8650333 3.92991139
7.108768 10.84658 3 3 7.67544533 8.84474533 1.17245276
153.1961 126.5908 3 3 147.4136 136.896033 13.9364473
239.4499 148.6614 3 3 277.4231 220.950733 85.1485869
100.1208 72.58894 3 3 78.0921267 85.57481 3.2145264
301.6446 248.2736 3 3 234.370667 257.926867 20.4009472
244.3211 181.9158 3 3 193.0037 210.255133 8.5990456
2936.229 2494.082 3 3 2701.21133 2929.90267 34.5102608
151.5996 101.3526 3 3 116.149567 130.071167 5.33392404
600.2554 416.0941 3 3 611.288633 549.657567 6.93918662
43.33285 76.44656 3 3 43.8558967 54.5435833 7.20402068
91.54298 113.6545 3 3 83.5694033 93.9472767 6.45314557
131.7607 92.05159 3 3 132.534267 114.98823 26.2309295
824.6686 889.4963 3 3 840.779933 863.7631 26.8633512
255.4671 227.5676 3 3 212.2771 228.095933 12.9731884
57.33501 72.35264 3 3 61.1926967 67.48713 8.10900732
113.2518 167.2305 3 3 124.2239 138.816967 5.90339137
113.2518 167.2305 3 3 124.2239 138.816967 5.90339137
6229.829 4492.88 3 3 5094.21867 5603.55133 84.5355264
396.0676 471.4214 3 3 450.906033 427.785 20.1615106



95.04754 76.83901 3 3 76.93696 84.2432033 10.078183
308.6693 214.6072 3 3 355.878733 306.236033 27.1776748
514.7733 501.5125 3 3 501.7507 556.166933 61.2536034
71.90636 36.85166 3 3 43.42599 52.8028533 1.89545377
90.72575 113.4505 3 3 82.33692 101.592117 34.8289046

0.00199025 7.725764 3 3 0.22666372 2.57673972 0.34866825
491.3278 331.9894 3 3 585.6511 481.790067 134.083708
251.631 173.3548 3 3 193.3081 215.285433 13.963513

72.49926 58.86421 3 3 70.70598 64.9350533 8.52110922
96.19439 87.55257 3 3 98.2021067 89.1524 16.0030028
136.2271 174.5862 3 3 133.982367 147.300367 8.84884846
307.4973 228.9718 3 3 244.303867 267.039633 18.1396606
142.9101 134.2551 3 3 98.62219 118.41728 13.5182979
151.0029 112.9756 3 3 153.951 133.408633 34.1060487
371.6554 494.7592 3 3 787.741433 411.2283 713.459552
34.93728 26.95215 3 3 32.94592 30.0141233 3.55741011
303.4714 326.3989 3 3 339.092167 322.702367 25.7392853
4.994582 0.6606069 3 3 5.21747633 3.65514297 1.45280662
2118.854 2214.124 3 3 1972.87567 2200.78733 427.532953
26.73039 54.62934 3 3 93.4490133 47.63124 85.334854
424.6543 335.3947 3 3 336.766667 377.2582 62.7532959
90.2417 77.19228 3 3 72.2461867 80.20659 12.2703768

790.9862 893.0511 3 3 841.114567 761.656 30.9001031
29.05641 24.20946 3 3 35.4150133 29.7326567 9.09006786
51.49554 43.61787 3 3 63.18352 54.7827933 9.1817436
0.315093 0.00692863 3 3 1.46089625 0.41488824 1.93929509
415.5627 203.0933 3 3 215.5257 278.433233 15.4538815
233.3247 244.1723 3 3 262.529933 245.096967 30.8984109
393.664 524.4272 3 3 323.8466 403.855567 99.3868565

699.3107 592.3052 3 3 541.8053 603.650567 75.6584689
699.3107 592.3052 3 3 541.8053 603.650567 75.6584689
145.5615 110.2991 3 3 185.219767 149.394633 54.5761152
74.96067 39.52335 3 3 78.9558867 65.36564 12.6673484
277.1055 191.8422 3 3 258.137367 232.346533 24.3242863
514.8368 431.6774 3 3 431.597333 457.639767 3.36546264
1223.917 963.9178 3 3 1092.11667 1269.00427 71.9796555
37.04813 58.63453 3 3 37.6439967 44.98183 7.43627165
191.198 149.6949 3 3 140.0179 158.863367 21.4921478

137.8731 128.8451 3 3 165.086267 147.247167 23.6966683
35.42245 22.55301 3 3 28.45118 34.8255933 2.13791663
26.69895 19.72726 3 3 28.76155 25.3479133 4.08459044
39.45039 41.33787 3 3 47.6389867 43.7827233 4.35169658
39.45039 41.33787 3 3 47.6389867 43.7827233 4.35169658
42.43684 20.12665 3 3 43.5292 34.9487967 10.1973049
5.019275 2.399959 3 3 3.19149833 4.421999 1.5139419
488.3776 449.5963 3 3 638.2396 445.3563 365.850371
60.55808 22.47293 3 3 36.43062 49.2823033 7.72871274
813.3405 376.0888 3 3 436.759633 561.940233 79.1364137



125.8194 96.52118 3 3 160.522567 111.396127 92.8015777
23.86994 36.1151 3 3 19.7523033 25.2948367 2.95085365
45.47976 45.26126 3 3 44.1202467 49.6635633 7.55961959
112.6347 98.9325 3 3 98.2558267 107.0449 15.1983552
317.7108 289.6494 3 3 328.4588 302.8044 47.0079117
124.5369 89.75454 3 3 213.2126 105.56088 205.206653
53.47282 44.09695 3 3 54.3771067 50.6773867 4.16988732
174.4221 118.8539 3 3 117.872537 137.351967 18.9337931
101.2443 83.86932 3 3 80.9486967 90.4563733 15.5657659
756.1636 724.8975 3 3 769.923667 708.095833 102.947251
40.48359 35.3607 3 3 36.42808 39.45139 4.4605061
32.99836 14.70075 3 3 32.1021967 26.5318967 2.89068291
95.58467 87.89069 3 3 109.018893 88.7450833 38.2615556
353.1082 380.7324 3 3 297.7877 410.193567 201.191222
244.201 214.3583 3 3 242.1972 229.915267 18.1328812
293.459 229.6562 3 3 221.988567 253.8921 50.3771083

6.491549 17.29497 3 3 8.63302 11.6470297 1.98682571
276.9649 284.1715 3 3 244.740967 262.141333 8.86161098
1252.752 1484.844 3 3 1220.11233 1338.36567 187.163058
31.71475 15.6287 3 3 21.60391 29.23412 7.48337707
164.4083 97.58735 3 3 79.6177867 109.337343 26.7490938
26.53044 15.75773 3 3 19.68029 23.8032233 3.48515514
233.7589 292.0986 3 3 417.103767 320.396433 153.505396
430.5752 714.1679 3 3 679.049667 547.429033 204.014047
1463.701 1208.642 3 3 1321.93533 1467.601 99.0836218
281.8738 221.5132 3 3 212.347067 236.8607 25.2162273
7.358068 11.04184 3 3 8.42202867 9.54747267 0.94716018
4034.83 5414.728 3 3 4878.869 4413.10533 171.544109

88.75671 87.45434 3 3 75.89258 83.07985 10.6588809
1492.371 1103.487 3 3 1171.74543 1305.19067 165.763813
8.458209 0.0035593 3 3 2.06264995 4.4651811 1.7826448
263.1123 110.997 3 3 341.1301 244.557867 136.296608
261.4768 225.6784 3 3 203.6579 224.055067 8.11872339
779.4302 786.8878 3 3 686.688867 735.239967 42.0156715
118.5807 114.2776 3 3 112.004373 126.604867 21.6504409
73.11262 108.5383 3 3 98.83141 88.3973567 8.30768488
167.4669 135.2485 3 3 124.027833 139.6908 15.3296402
1009.622 1171.532 3 3 974.026967 1037.76317 5.53562637
132.0262 116.5124 3 3 126.0427 117.460167 8.47715356
371.6643 252.0005 3 3 262.504533 297.258867 15.1520656
136.0725 125.9514 3 3 113.58329 123.434167 12.6273186
15.55044 23.97532 3 3 24.9628333 21.8890867 1.86775377
42.86232 21.97271 3 3 35.85483 25.95069 11.2571612
58.64232 58.59948 3 3 63.6593233 59.61534 7.56970584
62.65886 32.43479 3 3 55.1136867 45.4370933 10.1692195
291.8014 262.799 3 3 254.1384 270.263767 24.4875855
1009.793 1029.729 3 3 1102.39433 1060.904 34.1838319
250.1426 214.3022 3 3 196.820467 216.083767 16.310695



10.55463 4.518465 3 3 10.0333087 8.166951 1.59557187
107.4326 119.9373 3 3 172.926833 144.701333 3.66011909
30.51994 19.13503 3 3 22.2033367 26.7944067 5.80873199
1600.608 1437.549 3 3 1510.76733 1591.91367 41.6701865
64.04472 35.05792 3 3 58.5377267 50.0159267 7.56787331
3147.365 3062.985 3 3 2932.77233 3198.16033 481.864133
120.2959 133.133 3 3 112.548767 120.3025 7.57255515
9.262756 6.56124 3 3 11.9094517 9.211882 4.46844306
89.67326 107.4266 3 3 85.7522967 94.7746967 13.3812726
217.2382 369.9926 3 3 269.488067 333.956 68.0715611
33.67276 12.43988 3 3 27.8161867 21.38144 5.6401481
238.5461 100.1713 3 3 130.6594 167.074 9.82562125
448.3945 296.0381 3 3 357.6269 437.306067 70.3907249
449.0615 528.0544 3 3 554.5075 517.8872 28.587711
112.501 115.5069 3 3 118.616467 111.421933 13.0042155

340.6504 667.8248 3 3 377.149233 474.919933 77.5051916
145.2541 153.4828 3 3 168.1969 152.1228 30.2620579

209.3 333.7375 3 3 227.254733 282.220167 83.4169739
824.5259 393.058 3 3 335.313333 490.8557 35.0694713
1291.713 1151.182 3 3 1224.11 1406.358 123.973104
415.5401 1230.309 3 3 462.239333 714.433733 184.486814
72.89048 50.8559 3 3 72.83729 62.05263 17.5738643
2663.748 2419.854 3 3 2404.36933 2553.78833 259.442158
179.0546 203.476 3 3 176.494867 186.439533 12.1250308
17.25686 22.99872 3 3 17.8710033 20.5659033 4.24990932
1152.835 1092.176 3 3 1651.40233 1385.767 229.092901
638.2982 617.4896 3 3 674.0966 623.2683 96.9336242
25.19682 22.06982 3 3 29.5594233 26.12907 4.7386679
17.31885 22.00999 3 3 22.03281 20.1741867 2.55244532
114.1197 62.10131 3 3 106.17402 88.88434 20.714866
390.1591 284.7382 3 3 279.443033 314.080733 5.32539737
112.9012 156.1813 3 3 117.374633 131.740033 16.5160565
112.9012 156.1813 3 3 117.374633 131.740033 16.5160565
161.3783 134.2101 3 3 138.9364 146.3811 3.86418923
242.2551 291.9005 3 3 222.685733 288.715 118.981232
4075.912 3230.665 3 3 4387.018 3627.29467 1400.40971
155.2975 132.2098 3 3 211.500667 166.7119 75.71299
171.5748 132.6373 3 3 138.821033 153.985467 21.5427386
182.0814 201.211 3 3 161.591433 180.063133 27.7988136
144.3618 93.85926 3 3 89.6424867 106.95628 5.67874543
100.7839 63.68497 3 3 103.0722 89.62059 12.8240667
152.7608 98.6618 3 3 137.859033 122.603067 10.2012788
40.57103 28.30482 3 3 38.22053 34.32828 4.31751236
131.1497 90.39545 3 3 93.7467367 105.710323 6.31849762
357.227 266.9264 3 3 333.6464 305.170967 28.8647531

242.3719 229.8415 3 3 224.820567 232.763667 12.7217504
11.01493 7.344262 3 3 7.12513067 8.34980033 0.37915402
488.3554 398.4648 3 3 474.3873 441.5065 44.6096579



362.2363 606.9583 3 3 364.348633 450.3063 94.7793123
85.51591 87.49508 3 3 84.84454 94.18293 12.1066149
28.71405 67.77854 3 3 60.8803167 47.8388867 15.8321672
55.09138 45.41722 3 3 57.8347933 51.80594 10.2287697
92.89766 86.22179 3 3 98.0897467 87.9258233 19.1203684
7.145735 8.142626 3 3 5.60668067 7.04107267 2.51503869
166.9002 424.0368 3 3 165.53364 256.3486 98.0667271
454.0944 351.1787 3 3 566.309267 472.6466 123.90589
4204.331 2547.038 3 3 4391.132 3782.327 446.395922
684.7272 312.9007 3 3 372.1264 474.719133 54.2603502
793.8284 692.466 3 3 662.892733 708.702067 41.2027728
1988.848 942.9426 3 3 1804.819 1510.0592 211.413436
516.0756 429.1182 3 3 485.394433 438.1863 53.5696801
1449.453 599.8156 3 3 602.2422 895.405033 300.021102
155.0758 116.4796 3 3 126.8914 137.066667 2.9975028
569.253 394.266 3 3 574.837367 507.844767 83.9830972

5808.809 3442.943 3 3 3205.55067 4436.93367 2038.4832
15.94636 14.46663 3 3 19.1991267 15.95398 6.09170014
703.5115 548.2876 3 3 503.5184 571.229667 46.2745745
47.83934 38.44787 3 3 66.3275067 55.1771 2.86001749
397.8521 151.8517 3 3 227.371033 308.264867 77.314602
379.3321 304.7635 3 3 291.8524 320.2548 14.1750099
361.6851 269.7538 3 3 428.322433 358.0731 104.679817
169.2928 139.8717 3 3 134.660333 146.837633 12.5809942
12.23996 3.541859 3 3 10.6506817 7.53598267 4.12277181
116.2782 98.74898 3 3 88.8402933 99.27499 11.2714837
83.72029 56.59405 3 3 57.84895 66.23548 5.75702919
56.67671 50.53403 3 3 61.10233 55.2277667 10.5757261
255.4675 167.7958 3 3 166.701033 194.898967 14.6706147
29.75162 41.85601 3 3 50.8701367 37.81235 24.2839486
2695.858 4242.61 3 3 2995.91833 3428.67467 313.479845
3378.003 3568.273 3 3 3488.89133 3706.06167 69.9309483
34.42657 36.31773 3 3 34.90386 37.80852 3.59317887
54.65841 35.89536 3 3 48.2173633 42.5614667 3.12049118
86.09104 90.8087 3 3 79.69364 85.06805 8.26817731
940.3099 1281.794 3 3 1021.15623 1126.43497 108.118973
45.09694 42.67125 3 3 38.7236233 41.37662 2.46058658
153.3096 122.5286 3 3 128.764433 140.089033 15.163579
160.1849 138.2498 3 3 156.8167 143.148633 21.675893
126.9649 78.62653 3 3 80.3840867 94.80285 1.981788
2.775837 5.276986 3 3 7.906792 5.23947433 4.55029976
20.24387 0.8053135 3 3 25.5668733 17.1383312 6.38436183
47.68308 34.59042 3 3 45.61363 39.9111533 8.6381286
80.72603 53.49406 3 3 76.2151967 66.91726 11.7840881
2733.559 4090.903 3 3 2678.434 3234.56733 777.928896
146.5767 114.1953 3 3 145.701967 135.347767 8.14475462
174.1597 180.8736 3 3 147.396633 162.283267 11.1582859
125.6105 103.369 3 3 106.060823 115.714333 14.8954041



111.651 77.07937 3 3 82.7898867 94.5336133 14.8042533
67.20547 66.52063 3 3 58.6196067 64.6793767 11.1149263
39.35571 55.03615 3 3 44.1358767 50.4902967 7.59569519
614.9741 688.6713 3 3 721.931233 672.563433 80.6877681
1041.625 1302.924 3 3 1354.8997 1099.95117 459.966505
553.1827 473.3084 3 3 508.111833 555.759067 38.9473437
78.7262 125.6661 3 3 113.685757 95.56502 23.4858593

262.5161 242.8564 3 3 299.026633 243.168733 106.602406
3.953411 0.00263425 3 3 15.2560263 7.31153842 12.1691907
100.2859 92.2905 3 3 88.6083433 96.0932533 13.9514335
100.2859 92.2905 3 3 88.6083433 96.0932533 13.9514335
629.3919 603.1498 3 3 796.7505 603.671433 373.695854
794.9118 768.7113 3 3 660.698433 723.423133 66.4164164
236.0251 173.1443 3 3 211.405833 184.298 23.3650085
276.0962 127.2769 3 3 166.961967 209.410267 32.8955082
208.0844 184.178 3 3 192.901533 207.808167 16.9383986
163.5072 150.9323 3 3 196.246633 158.813433 72.4088103
82.97462 52.03858 3 3 86.9101033 71.8079333 23.7986281
47.05423 35.16673 3 3 32.9520733 38.22868 6.7002846
43.27934 34.9228 3 3 37.1710233 40.0834033 3.41788655
345.9363 293.9754 3 3 291.452133 309.160067 12.6488096
560.7684 698.1307 3 3 573.5965 619.5205 54.399153
49.15428 89.02407 3 3 47.8449167 60.98875 7.66739448
95.36892 64.15786 3 3 70.9777333 82.71157 15.8379309
176.2893 211.1404 3 3 211.059467 199.308767 11.1614818
5997.127 4253.786 3 3 4745.01267 5519.58833 1021.20782
106.028 94.32719 3 3 125.249233 112.13353 13.7033741

128.3094 89.00362 3 3 97.93096 108.055907 0.74347978
38.48994 23.77798 3 3 33.8920167 28.8538067 5.13329834
39.09764 35.67886 3 3 36.7830467 42.7176467 6.72316891
71.09019 44.00005 3 3 44.5059933 54.15991 11.6271591

42.164 37.99098 3 3 42.1684133 36.6305933 8.72831918
2206.548 2261.211 3 3 2030.86367 2187.43133 292.66114
86.38099 98.81849 3 3 89.4045133 92.7301967 1.78398857
86.38099 98.81849 3 3 89.4045133 92.7301967 1.78398857
154.3148 237.5313 3 3 209.192067 178.543367 30.3715048
51.77066 28.01803 3 3 49.52173 41.4667967 9.87374012
54.34877 41.37978 3 3 42.1069267 51.0068733 15.1194752
45.33023 34.90337 3 3 48.73346 43.44333 6.7623478
30.51115 13.83663 3 3 31.49325 25.10814 7.69732956
965.5081 577.1495 3 3 887.073433 768.584933 124.54597
669.7673 507.6677 3 3 671.3304 599.203033 113.266316
710.4664 719.7571 3 3 655.2835 690.245433 52.5354834
71.09953 28.91878 3 3 43.13201 57.9674467 14.1516936
31.07416 10.14861 3 3 25.7982267 19.8714467 4.72078959
27.73414 33.9659 3 3 29.6713667 32.5323167 3.59010194
1105.49 572.8591 3 3 1265.33013 879.014367 701.088567

891.6201 911.2636 3 3 1020.4125 932.528567 162.364614



183.6051 138.181 3 3 149.233567 161.4049 6.82691456
193.3396 145.6646 3 3 154.477167 168.9051 14.9167357
767.735 1251.693 3 3 835.1535 966.952633 45.2374734

86.82803 172.2713 3 3 157.1857 120.333443 55.5626501
9.835635 14.59673 3 3 17.9685533 14.4384183 5.19099363
3019.684 1853.187 3 3 2238.41067 2609.77767 307.808971
84.90798 49.62982 3 3 78.55685 68.6308133 7.64669612
134.8533 108.239 3 3 112.247767 120.2255 7.7491237
4.638456 3.205336 3 3 5.728325 4.57401333 1.81287938
175.2002 163.0143 3 3 177.144967 170.597533 10.9397323
275.3509 204.5009 3 3 181.966833 213.635667 22.2724501
61.24769 46.28217 3 3 57.5964067 51.0878933 9.16848058
1195.755 836.3443 3 3 1014.51363 1220.14077 63.8804415
449.0258 440.8839 3 3 504.499833 441.8692 122.170091
108.5451 95.20469 3 3 109.417883 101.081733 14.797221
58.00928 20.95833 3 3 24.71018 35.9361667 10.0143397
77.71967 69.13703 3 3 76.3211033 71.9441933 6.93828474
57.38918 81.58253 3 3 63.0198833 69.5074967 3.79712426
41.96691 23.32766 3 3 47.20654 38.1261833 11.7528801
99.61344 77.07758 3 3 96.4094 89.66256 6.46488308
699.3536 493.3333 3 3 669.150467 608.3222 55.7094016
122.2544 104.6553 3 3 121.439933 115.4698 6.83131817
85.48277 83.96664 3 3 81.96595 88.0914033 10.4357989
1514.974 4768.261 3 3 1913.757 2800.21233 102.711462
655.8284 892.2609 3 3 816.305633 738.408933 73.6995063
14.52085 15.03644 3 3 13.7588907 16.2705933 4.17091807
133.9639 102.5478 3 3 100.979407 111.740433 8.31147835
91.76748 59.772 3 3 67.38444 75.5986167 1.51626564

0.4832418 0.00294858 3 3 0.25415888 0.80216013 0.39291187
141.5464 186.3125 3 3 190.3498 169.977967 31.2812108
296.9992 264.7309 3 3 264.5732 278.3788 21.2389164
2121.902 1651.516 3 3 1860.34033 2055.94367 72.8793659
47.78242 41.989 3 3 54.2730067 48.70901 8.14644187
141.4035 101.2736 3 3 104.052847 115.748867 5.27609386
276.575 271.2046 3 3 252.159 265.4229 21.2568778

3.181624 0.00281396 3 3 4.50144833 2.96564632 0.92355588
66.22458 51.2728 3 3 46.9091467 53.2184633 2.2176535
336.5541 326.3705 3 3 413.837333 373.068167 33.9841259
166.2262 96.48796 3 3 185.683433 152.189153 42.2480326
77.44312 152.4927 3 3 143.740083 104.73449 64.1540395
404.0715 409.1884 3 3 339.306233 385.8045 83.6055988
304.2519 254.5159 3 3 238.5031 260.269867 10.2455664
304.2519 254.5159 3 3 238.5031 260.269867 10.2455664
167.4844 127.1718 3 3 120.918467 136.343333 12.1137552
3129.316 2737.966 3 3 2914.842 3315.141 376.22155
2029.572 1436.696 3 3 1664.35167 2052.819 431.976112
18.90716 11.62282 3 3 17.81993 14.10449 5.98877496
1277.983 688.3389 3 3 806.6978 1020.6203 291.85207



146.0955 106.0031 3 3 118.4312 131.412633 12.692465
125.6725 90.94802 3 3 114.297633 102.716587 11.0213038
33.62451 21.9222 3 3 25.85375 31.9310733 7.49936203
46.51684 32.27469 3 3 48.76129 43.18498 5.10816791
108.8632 100.5423 3 3 104.83287 125.306767 18.0335195
111.399 87.06069 3 3 115.647433 106.215963 6.97409274

688.6462 664.6166 3 3 590.620233 633.076133 33.4384968
39.7348 28.2611 3 3 31.09607 34.0960267 1.33425516

82.73251 66.20377 3 3 78.1295167 73.6599933 2.61712924
40.46667 25.85483 3 3 26.281119 37.4517933 19.3212756
22.7167 21.45025 3 3 22.6928867 27.92359 1.71886284

2784.785 2245.606 3 3 2449.82067 2662.743 192.876875
253.4267 317.4445 3 3 310.739367 292.080833 13.7354303
90.36598 78.91457 3 3 88.1867167 82.9445033 8.05175309
536.9776 465.9482 3 3 510.298967 597.200133 21.205338
953.0792 712.921 3 3 697.436867 820.3629 208.865955
44.55746 46.71076 3 3 48.2330367 46.85465 1.31556065
129.9432 114.8739 3 3 103.625833 113.88713 11.5457349
1956.326 2480.501 3 3 2018.166 2312.529 490.341433
99.65107 84.23681 3 3 97.5516333 80.8026433 25.598397
72.74337 83.05866 3 3 64.8682467 72.08464 8.58650906
148.7497 80.56551 3 3 100.815543 119.99887 13.3825055
108.2453 109.577 3 3 118.3353 112.969733 7.86092231
239.5108 302.958 3 3 217.473033 246.054833 16.1218227
202.0734 150.2695 3 3 195.862667 177.318333 25.676737
5424.297 4174.008 3 3 4545.96033 4890.15633 209.826553
47.4532 54.57124 3 3 38.5745567 44.67179 3.31891915

260.7507 128.0338 3 3 157.6445 191.5333 5.53254653
474.9612 465.4613 3 3 539.478167 498.3815 64.4523594
116.2222 124.9602 3 3 118.692467 124.723 8.41986696
4.302584 4.673053 3 3 7.794634 5.14675233 5.088233
203.566 161.1757 3 3 196.163667 183.6029 12.6199307

5.804194 8.339816 3 3 5.165018 6.24047567 0.90155843
209.6556 310.1873 3 3 194.58118 278.891733 154.97846
1375.954 1653.629 3 3 1584.553 1469.19833 161.879368
46.21151 59.4563 3 3 46.4867 51.32862 6.36234806
2.672021 5.985879 3 3 5.574169 4.62247333 0.71985097
265.6181 192.7296 3 3 193.828667 217.396667 20.3889323
279.6176 235.7824 3 3 280.120633 256.0213 42.0783854
133.5133 274.9818 3 3 159.85955 209.589033 67.3390528
28.04841 15.03764 3 3 25.7537233 19.7296267 9.43638597
12.74155 8.771914 3 3 14.9787033 12.4196113 3.64057381
139.5794 141.268 3 3 568.298397 163.798433 797.029908
105.7373 43.96666 3 3 66.1475433 89.1757533 22.2560741
161.4477 82.44329 3 3 165.5659 133.322763 45.8212925
37.34077 46.2369 3 3 31.4184 36.7100867 3.45009615
184.1284 132.5045 3 3 153.2437 172.641067 13.5814787
184.1284 132.5045 3 3 153.2437 172.641067 13.5814787



121.6018 106.2587 3 3 98.57066 107.280527 10.2056885
69.46983 48.62183 3 3 62.97736 56.5107067 5.92204343
34.00526 41.93044 3 3 35.6245933 40.1428433 7.04989297
300.9743 298.5852 3 3 298.021433 283.7287 4.70969919
1111.434 1255.66 3 3 1272.44553 1130.653 254.568696
1772.489 2330.713 3 3 1735.29233 1938.837 213.329981
137.319 121.6311 3 3 137.2432 126.9816 18.1823397

30.45527 29.12261 3 3 36.7102267 30.55853 12.0592961
139.1089 104.5178 3 3 137.203167 125.734167 12.9602609
17.66801 4.840978 3 3 17.9273633 13.5288427 4.34510968
19.10754 6.637154 3 3 18.5446833 12.9401147 9.15111086
9.334068 6.204051 3 3 11.6366167 9.67581633 1.28646009
244.9762 202.0891 3 3 248.145233 225.001 40.3137887
111.9742 110.1417 3 3 108.43392 112.890633 8.16386333
205.5109 274.4957 3 3 250.2393 225.0912 24.77038
136.1994 101.6169 3 3 111.8273 120.850333 2.80240514
950.8844 1208.885 3 3 950.856167 1071.22513 199.388563
342.7322 301.4374 3 3 268.783467 296.002367 20.6982831
81.82828 92.48839 3 3 80.6029 85.4245433 7.31163508
30.52188 28.76364 3 3 35.23851 32.52048 1.80710541
12.34447 8.374004 3 3 10.0701807 12.286598 2.02997208
2875.591 3851.667 3 3 2971.61233 3277.594 325.179319
90.29704 94.8468 3 3 93.02108 104.543213 9.16854915
238.5627 217.8168 3 3 197.502267 212.353767 1.62965
32.68347 22.92885 3 3 37.0909433 32.3547433 1.3674146
597.8575 1081.119 3 3 931.740933 784.848367 130.564285
154.9373 117.4575 3 3 153.356067 139.804967 18.1134762
722.4321 1111.619 3 3 807.2149 913.3428 78.4359042
319.0912 438.2914 3 3 337.834233 400.3872 101.717242
31.17724 19.37229 3 3 34.2289 28.7848967 6.64616374
59.47229 52.47812 3 3 63.6927233 59.4061067 4.93606982

2994.5 3170.445 3 3 2685.90733 2885.09767 175.176336
199.2156 463.1772 3 3 375.020667 286.513833 85.2283735
5641.12 2046.446 3 3 3206.961 4335.124 1014.47453

36.73251 20.16058 3 3 24.7821833 29.7206167 4.68868886
3945.736 2416.448 3 3 3922.61867 3441.27733 345.89272
104.4712 102.4186 3 3 100.917193 108.134233 11.7044438
31.9036 17.69989 3 3 40.7430967 32.0646433 9.29128254

2189.965 1312.409 3 3 2160.455 1800.948 553.588189
5.390944 9.977829 3 3 6.98596767 8.78425767 1.94510671
157.6129 166.8239 3 3 137.3995 151.690367 21.1337668
251.8867 209.3802 3 3 221.598433 234.748667 13.2380611
13.89861 47.26049 3 3 23.7828167 32.4966133 2.88300491
2974.11 2820.928 3 3 3454.38367 3181.98967 205.722214

412.7057 276.1888 3 3 333.2354 382.653 23.268083
15.57452 16.00472 3 3 21.0510133 17.8002767 5.41090916
116.0265 78.26642 3 3 82.80151 93.6842533 8.49686685
1674.568 2122.192 3 3 1792.307 1907.83733 44.7737674



40.64174 24.92573 3 3 29.6451967 34.5208967 4.74039042
235.5619 226.6691 3 3 201.878067 219.564967 28.4186735
7.212067 2.277927 3 3 7.751347 6.01034767 1.00395947
154.9627 164.4632 3 3 163.749433 154.318367 15.4702157
56.34281 30.71628 3 3 38.2186667 45.4885 5.6396849
18.82797 14.6343 3 3 16.60254 19.60972 2.50209398
806.9645 1967.386 3 3 974.1935 1285.9005 119.574669
1205.944 1434.885 3 3 1199.49567 1302.178 165.301376
308.0721 214.3776 3 3 245.431967 271.9316 14.8795705
574.5187 851.1522 3 3 532.029333 674.220767 236.3762
66.76971 56.43117 3 3 53.28221 59.3446233 10.126051
128.1827 33.70635 3 3 40.15877 67.3328533 10.806691

5.2752 1.231681 3 3 5.59050067 4.21937067 0.71216605
935.0222 1141.602 3 3 1205.27333 1110.46273 95.3932709
323.1723 276.4751 3 3 306.226167 283.476 26.2871525
1456.475 1002.785 3 3 900.138767 1077.13867 46.578609
234.1485 152.1529 3 3 158.4146 181.6911 7.69372291
128.702 120.6552 3 3 110.436253 120.578133 18.3982337

147.8251 145.7594 3 3 164.018233 149.941067 27.3827024
150.9008 73.66609 3 3 81.4772367 103.285967 11.828149
7.694324 1.85565 3 3 10.241881 7.06647467 3.93363407
59.57455 118.4137 3 3 69.1909567 85.1188467 9.49196904
182.5151 169.1921 3 3 210.5473 192.264533 21.6161571
221.6017 220.6083 3 3 237.933433 211.6177 49.6358878
48.39955 48.65393 3 3 48.2664333 57.1264867 9.3882196
71.00259 45.37878 3 3 62.7576067 54.7319433 7.37946159
2507.349 1076.637 3 3 2272.82 1894.23933 152.352582
2272.69 2780.239 3 3 2380.28333 2517.89833 101.030852

990.8626 859.6476 3 3 1192.3086 903.638567 569.043771
34.96026 26.93904 3 3 29.9089233 34.3997667 5.28827735
278.5936 268.7718 3 3 227.250467 249.412067 12.2945596
18.88179 28.05694 3 3 27.5600633 24.4678367 3.71504154
161.5561 107.9607 3 3 146.934133 131.7519 12.9219293
95.52529 75.36561 3 3 77.93781 86.3565533 13.2844393
8.546981 5.125081 3 3 4.978355 6.555892 2.58657621
40.15303 50.13798 3 3 43.7034367 48.5480867 5.76976747
112.3606 80.33984 3 3 114.248133 102.944713 10.9263434
210.3879 211.6665 3 3 184.957133 199.495 20.9289477
485.2922 486.94 3 3 533.805933 484.6563 97.8005763
993.1079 378.0029 3 3 967.0509 773.164033 177.15449
110.1072 106.3266 3 3 107.827467 103.33519 2.22074388
203.6641 198.8406 3 3 197.0965 202.926633 10.9782312
128.8437 33.6469 3 3 40.2688067 67.5263367 10.8128048
54.40617 80.62298 3 3 74.8536833 68.1890933 1.73104728
8.557497 11.11789 3 3 7.57261267 8.80122633 1.06139758
619.7228 408.9868 3 3 471.543133 532.381667 51.0742089
41.66502 40.28694 3 3 35.2171933 37.9122 0.42861927
61.2892 80.33739 3 3 71.46675 60.9724433 7.46838067



380.1181 544.3935 3 3 400.148633 444.545033 11.6516478
113.0058 118.1316 3 3 109.435257 125.1525 26.4346795
4629.494 1838.04 3 3 2667.41967 3439.66767 541.818789
79.48863 85.37993 3 3 76.5342133 80.0321633 4.75593097
220.8703 106.1948 3 3 133.877337 168.268733 36.662447
16.21077 8.199267 3 3 11.1975617 13.9163257 2.13013621
106.5236 81.70256 3 3 84.99757 94.98365 15.4951388
2084.927 1121.834 3 3 2079.20567 1742.08933 402.726795
15.16688 23.76937 3 3 18.1113633 20.7394 2.02854587
84.94846 80.47105 3 3 74.1763367 78.6485567 5.00558853
256.399 206.9845 3 3 194.956 214.661067 7.98816742

478.8173 449.9085 3 3 466.936433 441.657767 28.0477752
662.9838 881.7291 3 3 737.255133 823.351767 98.7160453
41.76443 29.51418 3 3 39.3699833 34.8715633 6.42501193
199.247 205.4045 3 3 204.565433 193.4724 15.6668788

4731.737 5533.318 3 3 5503.69533 5225.11033 350.353693
3031.927 3448.039 3 3 3297.67867 3153.78133 129.985434
85.14581 72.28152 3 3 78.3273767 70.38309 1.35436007
165.8781 130.31 3 3 150.705467 137.4492 6.62123976

1683.7 1449.453 3 3 1755.33267 1535.258 419.927685
117.6966 77.02788 3 3 84.2493233 96.8571167 14.8098297
110.9391 111.4324 3 3 116.358867 111.039833 10.614008
300.4924 259.1203 3 3 283.923033 267.587933 13.7089064
1357.829 1165.595 3 3 1245.00167 1376.75467 142.435988
300.7096 343.7239 3 3 405.3604 351.937967 90.9488956

154.34 212.2719 3 3 238.919667 196.354767 76.6637046
44.47368 23.3593 3 3 50.81075 31.0891433 37.6331397
33.64701 45.89589 3 3 45.1118067 38.80663 10.8770624
533.4208 458.9126 3 3 619.218333 557.4881 50.3487511
98.57913 99.80435 3 3 106.246967 101.533927 8.47346785
7891.581 7284.019 3 3 7311.20067 7767.98067 801.860888
1481.697 1280.189 3 3 1112.3052 1534.66067 794.280403
3504.671 3744.524 3 3 3720.55067 3593.967 216.233699
83.26096 49.84176 3 3 58.3281233 67.5112667 7.39045897
66.61518 48.03144 3 3 67.70931 60.38822 9.97929895
330.2816 468.0878 3 3 425.8084 372.7144 66.4184028
69.92469 88.34418 3 3 77.55775 89.6064567 12.9060452
4349.802 5755.449 3 3 4443.42367 5169.10733 1253.41989
1140.485 737.5142 3 3 1126.31433 994.732067 139.002034
38.33606 19.27963 3 3 41.06226 33.8800267 6.19116339
1285.138 896.3403 3 3 1213.40467 1111.27677 51.5776076
128.3906 123.0954 3 3 132.3925 127.282233 9.50574285
54.97106 37.44874 3 3 52.78791 47.4893167 5.54275375
2456.096 2190.422 3 3 2141.39967 2496.267 629.929826
224.8069 163.1934 3 3 272.522833 190.461733 161.237158
5289.026 4926.056 3 3 4893.45233 5029.07567 149.390124
180.3034 154.9516 3 3 158.289833 165.919967 7.99609302
105.2032 93.34256 3 3 112.342433 101.468353 20.6050064



150.0394 142.5472 3 3 140.5717 150.587967 18.2565196
50.63882 47.2818 3 3 46.9705633 48.9161533 3.5170293
3660.695 2081.347 3 3 3202.81967 2776.21733 282.705339
137.4674 92.06943 3 3 100.93297 113.334877 9.80461336
100.3622 89.39821 3 3 118.8392 105.955603 16.3833072
25.00802 20.87929 3 3 18.4647067 20.8054 2.00590166
2011.589 2052.959 3 3 1909.08233 2064.182 305.208071
75.64706 85.81623 3 3 77.6655933 80.9449633 4.14879135
904.8101 911.1219 3 3 878.807467 952.598 126.054016
742.7037 805.3757 3 3 653.834267 719.818 87.7389334
171.7837 174.3779 3 3 155.726833 168.114333 23.2641473
128.1714 86.32475 3 3 93.7102133 104.957617 7.41951718
140.9246 106.8735 3 3 106.687207 117.775467 9.60144139
167.3742 221.4518 3 3 220.807667 204.428067 6.86969758
3728.708 3441.903 3 3 3488.377 4085.466 814.396691
48.81538 37.56437 3 3 35.98496 43.7670267 14.52567
37.89749 31.0497 3 3 39.0398567 33.4506933 10.5321294
196.3562 152.1662 3 3 150.011267 165.3477 14.8509169
164.4541 126.3146 3 3 182.576033 161.437567 25.7430044
745.6573 1196.649 3 3 760.932633 900.464633 112.209604
6.159342 4.88977 3 3 7.36457733 6.48074833 0.04400119
106.6965 76.71713 3 3 99.37643 85.0903367 21.5983958
73.74196 58.65519 3 3 66.2709433 76.43711 6.72517189
4.48823 5.125567 3 3 7.48240367 5.73455467 3.10374816

80.40849 63.0169 3 3 66.7994733 72.30252 6.74048355
251.7959 173.6017 3 3 180.613833 206.306967 31.790815
66.2304 56.08173 3 3 42.17823 51.1885733 1.95938006

122.0066 67.50153 3 3 86.65775 107.576777 23.0237774
81.75365 114.3874 3 3 72.9760733 87.7503367 17.1802103
697.1837 781.856 3 3 754.834667 725.6786 32.6245414
19.26665 10.87488 3 3 19.4714433 16.0159267 5.28408882
38.06161 24.28244 3 3 36.9965033 32.1242033 6.75733372
146.8904 44.98428 3 3 137.974633 108.395393 21.7087626
146.8904 44.98428 3 3 137.974633 108.395393 21.7087626
15.61944 10.26631 3 3 11.4591943 13.89897 3.75980998
239.0883 218.8338 3 3 211.415333 239.305133 52.1429885
56.36582 51.47101 3 3 60.6465867 56.7677833 5.51762671
41.7862 148.2463 3 3 71.2471733 99.2334333 16.7361251

8.277443 11.47503 3 3 11.428079 10.109781 2.07606292
261.8219 244.0025 3 3 226.383867 246.265133 37.2449576
27.87831 28.56373 3 3 24.9484067 27.2394867 4.27042525
392.1867 334.3436 3 3 327.088433 347.985767 15.2074003
5924.642 6637.05 3 3 5510.57367 6001.15967 783.051491
845.5338 787.5046 3 3 730.543867 803.866433 143.025832
31.23479 31.0556 3 3 36.7188767 32.7148167 7.58602418
755.827 675.4615 3 3 730.684833 686.585967 61.0802114
215.058 151.5904 3 3 198.088033 174.9995 30.743906

16.80542 4.256404 3 3 18.72729 14.0179447 3.75577811



3130.49 2360.921 3 3 2641.49667 3015.53233 448.437426
3556.583 1573.472 3 3 3055.52633 2556.816 160.607324
112.1336 85.09547 3 3 104.486397 95.5017933 10.7585886
2784.992 3384.705 3 3 2699.83067 2944.51333 306.567081
431.8968 705.4008 3 3 630.443367 557.107667 52.3528532
7543.04 5899.925 3 3 6545.745 7103.082 386.934626

1474.578 1364.61 3 3 1391.38933 1456.87933 101.120805
38.8862 34.83816 3 3 36.5241533 39.4501133 3.2549587

146.0998 136.9234 3 3 119.865867 130.707967 10.3151346
282.2934 254.2977 3 3 232.550567 250.0071 6.23778841
671.1761 1104.565 3 3 737.920367 852.717033 53.8080691
10.44352 6.542894 3 3 6.86998867 7.96078233 0.4283515
47.84628 30.09278 3 3 42.9643867 37.7264667 5.30884614
1949.538 2491.569 3 3 2051.00033 2254.09667 301.679174
114.0358 62.64979 3 3 74.1210233 91.1060567 22.1559837
1238.49 936.5328 3 3 863.250633 999.372033 171.17769

399.0181 297.8955 3 3 373.650167 345.993133 23.2158807
694.3176 905.2863 3 3 770.780767 832.9722 36.294878
45.01868 43.25963 3 3 32.9866833 41.17536 15.6805129
956.2439 518.8825 3 3 923.609767 790.187933 127.867984
319.0739 250.7276 3 3 284.030133 318.1077 15.8894106
87.63797 84.8416 3 3 88.23189 82.2293167 9.83094923
126.3471 56.2542 3 3 124.477533 101.390233 25.2853461
380.7155 313.8577 3 3 301.884133 327.3738 18.4865442
39.60328 28.72729 3 3 27.79811 33.1228033 9.10258404
64.52612 80.82419 3 3 77.7375133 69.02281 14.2643468
35.71326 29.95659 3 3 30.1162133 32.7338 4.43267791
73.20212 64.96699 3 3 71.9440667 67.8719133 6.80557518
482.8595 430.616 3 3 410.4617 437.957333 36.6870114
2154.177 1308.615 3 3 1443.32433 1665.951 104.06436
7.815363 11.08099 3 3 20.03626 13.8037843 9.95364
123.4163 95.63615 3 3 130.6987 115.148317 26.4583053
104.7619 50.83141 3 3 64.2938933 77.72094 3.05715067
4420.567 2784.681 3 3 3365.68967 4000.79 709.636919
124.9348 111.3247 3 3 104.800153 112.219567 8.59752692
34.61015 33.92525 3 3 40.0865533 36.66836 5.51181884
39.73207 24.64869 3 3 29.7069567 33.8720267 2.36684821
43.20792 40.96458 3 3 34.23428 38.55616 6.14927584
370.9389 331.7105 3 3 418.089433 377.0469 67.272521
53.83406 7.302357 3 3 45.7298067 31.6345657 16.3940756
390.8766 388.6553 3 3 381.3369 399.8402 33.1185507
41.18579 33.30754 3 3 31.2297533 34.57199 2.9643316
181.9428 153.6482 3 3 181.2836 168.5018 21.632686
18.47509 24.81083 3 3 15.02513 18.4105033 2.36535289
238.2224 209.234 3 3 204.989533 227.259967 42.2629497
151.9644 126.4214 3 3 292.613133 201.814767 147.952935
849.8565 691.2787 3 3 747.695967 802.433667 54.3857495
178.7481 175.8117 3 3 169.3347 175.211867 11.2575756



363.0812 284.4911 3 3 270.450133 299.585533 13.4940757
384.1258 319.5712 3 3 367.926433 350.143533 15.7330342
3838.806 3150.459 3 3 2718.75767 3159.849 586.595135
10423.29 9411.187 3 3 9686.75567 9937.012 3.0428967
297.0299 303.1401 3 3 287.7142 307.7491 38.2598566
64.8484 62.47585 3 3 79.5075167 70.5778967 13.5224387

24.21673 21.21153 3 3 22.0383333 23.0001233 1.13976571
322.1988 223.3879 3 3 314.8462 251.581867 112.547232
15.74394 21.7517 3 3 15.4616233 17.6056767 2.44426397
120.841 101.061 3 3 117.7145 109.381233 13.4393953
78.6799 74.9901 3 3 80.9608533 73.8019567 13.4153179

61.94053 44.98888 3 3 60.43698 54.7108967 7.64786396
111.1665 70.12215 3 3 77.5904467 91.26943 18.6588343
837.3887 937.5098 3 3 1072.54133 982.6235 60.1451287
1015.903 881.4529 3 3 1107.52203 1012.45363 143.184851
48.12497 48.25043 3 3 47.01894 57.3995967 13.7625063
213.0231 239.6914 3 3 168.2866 199.801467 42.4154155
78.34933 53.51462 3 3 76.6105033 69.6913267 0.88119177
322.3793 588.799 3 3 349.539967 454.473133 166.275182
74.80993 74.61201 3 3 86.5708667 80.4017633 7.73135902
4.239441 2.496161 3 3 3.00428433 3.687121 0.92653601
42.09414 58.66653 3 3 38.7462267 46.0130233 9.59687383
26.78721 14.2934 3 3 31.1728567 24.1895267 11.0604734
15.60819 15.71019 3 3 10.7520283 13.0791657 1.54442452
12.59602 20.23322 3 3 11.9168803 14.71752 3.0297775
626.9363 357.4743 3 3 461.9045 539.463733 0.73747075
26.90062 20.86458 3 3 23.2413833 28.2309367 6.08967995
78.01382 96.58717 3 3 79.60591 87.0672267 11.9906482
11.94073 1.473756 3 3 10.5090073 6.441951 6.38734767
18.36863 7.513454 3 3 8.827315 12.6385413 5.50901512
144.9515 122.7743 3 3 134.888367 155.2734 14.8708636
26.06416 29.15833 3 3 24.4847067 26.7747067 4.14786255
87.96095 114.4635 3 3 121.237587 106.538383 25.1685824
52.17039 46.61578 3 3 43.5453567 48.96686 10.6489218
13.89116 15.57691 3 3 12.2466667 14.5114167 4.51389229
29.79122 17.01133 3 3 28.0274067 24.5998933 1.8777411
450.3922 561.7408 3 3 525.047067 493.667333 22.7944309
38.0909 15.95347 3 3 32.55747 24.9629867 10.1908069
98.1181 57.27224 3 3 88.83632 78.54443 4.49286393

3016.509 2563.972 3 3 2793.58 3015.709 32.8533383
1878.498 3069.45 3 3 2056.68533 2365.93433 87.310591
1303.791 834.0139 3 3 1039.868 1200.9913 17.8551175
26.39524 20.82641 3 3 22.3356633 24.5825467 3.22267305
167.1978 182.6554 3 3 152.354033 170.091967 34.3117687
88.95543 69.30884 3 3 72.6102167 77.6500733 1.58209769
2123.578 1373.177 3 3 1661.45133 1959.78233 308.755866
3022.771 1609.233 3 3 1459.6591 2123.30233 1104.96141
1636.452 1171.78 3 3 1219.50123 1421.57567 339.172364



129.2167 175.2847 3 3 179.367767 163.074233 14.9287064
139.7377 100.2261 3 3 118.897377 143.631367 21.8773728
318.8734 273.344 3 3 265.130567 281.944167 7.57443507
244.6627 230.6361 3 3 240.066133 226.408133 18.6849963
800.8094 346.1653 3 3 920.528533 720.286567 225.510568
276.3402 142.1742 3 3 160.0665 196.1428 20.2670695
279.406 652.6356 3 3 378.865733 475.739767 63.4254777

31.22002 23.05929 3 3 26.60108 29.93988 2.51427428
13.00417 5.187175 3 3 8.332494 11.0472517 2.0139886
16.45521 8.693107 3 3 15.7592467 13.5256357 1.74701555
67.24999 63.37062 3 3 56.6111033 61.3496467 6.55303328
12.18539 10.47645 3 3 33.15865 22.0393133 13.1079899
299.2412 236.0465 3 3 226.254133 249.668567 17.9830924
7608.115 10046.75 3 3 7676.30733 8422.08633 587.141432
515.046 474.5992 3 3 481.485 547.6635 97.5602121

81.22231 83.75867 3 3 77.2031067 81.0045833 7.22308513
208.1165 181.5466 3 3 165.575167 182.766833 24.9566384
142.7858 102.3038 3 3 105.348573 116.698433 5.16052694
79.2346 85.76372 3 3 84.45233 72.9723767 16.3915547

315.9465 176.4026 3 3 213.954767 263.2831 66.62817
25.19146 55.39696 3 3 28.3012167 37.7185067 11.1083977
952.0688 863.2094 3 3 818.0357 950.0114 256.096813
502.2187 395.1545 3 3 389.648433 423.96 15.2100259
558.9685 723.913 3 3 454.4041 555.0069 114.800237
391.7525 171.1584 3 3 356.540567 299.571467 21.2786017
34.16359 34.39596 3 3 35.7732467 29.5440433 9.76593501
180.3192 84.17988 3 3 119.258833 149.662193 25.5982656
399.1366 387.0552 3 3 387.285967 404.9018 29.0974452
621.7902 805.2943 3 3 617.284267 689.938067 109.756559
452.7686 374.928 3 3 382.038067 425.9787 78.3805837
115.7198 116.0934 3 3 97.8619 107.119867 11.3129603
1463.352 1241.892 3 3 1314.14933 1462.26933 209.184352
1458.718 1278.884 3 3 1345.71367 1529.32433 236.918334
2437.764 1407.337 3 3 1806.20167 2141.786 251.520448
56.54992 99.52395 3 3 59.1881967 71.1865567 1.48377268
986.5163 760.594 3 3 860.995533 972.3091 100.332002
104.9287 80.42325 3 3 119.263797 103.89145 21.6112831
133.8274 78.27865 3 3 91.0889867 107.468717 18.770543
290.8839 348.5129 3 3 312.399067 328.190867 1.88621733
79.7691 63.3437 3 3 77.77611 71.1372133 10.8487695

49.33719 33.1413 3 3 32.9269567 39.28995 9.6748323
176.8962 150.4946 3 3 170.134167 161.038467 12.3772416
423.4768 364.3667 3 3 346.681767 370.915533 3.89258553
302.5549 282.6367 3 3 293.178333 313.1748 17.7926382
285.7677 251.7204 3 3 238.997967 256.736367 24.5906111
65.62316 87.48828 3 3 81.0630367 75.63738 1.4740402
4799.117 2449.985 3 3 3190.19567 3906.085 738.527077
156.5093 110.499 3 3 110.585477 125.1266 12.3690987



85.10081 69.12376 3 3 68.0915767 74.0844433 7.77006347
1295.301 1287.61 3 3 1535.827 1336.96933 401.057584
71.9474 18.3911 3 3 25.53387 41.16639 16.3542819

124.3697 108.7877 3 3 111.209467 115.757767 4.96923941
34.12136 33.84898 3 3 37.9971767 32.9969733 10.1344706
112.7923 129.5882 3 3 124.626767 117.424867 10.3027349
25.37266 23.10007 3 3 22.3865933 24.64673 4.44919408
25.37266 23.10007 3 3 22.3865933 24.64673 4.44919408
25.37266 23.10007 3 3 22.3865933 24.64673 4.44919408
658.3693 695.9109 3 3 621.9889 713.2178 175.85274
197.3609 189.4314 3 3 183.997267 188.9943 5.6324774
46.62937 49.70663 3 3 51.2308667 47.8687967 6.71980864
81.39855 76.21025 3 3 74.1331533 77.4360867 5.81363834
78.43153 47.96932 3 3 48.81808 57.6924 3.20055604
1216.917 1306.834 3 3 1201.33933 1265.83633 124.660947
1250.335 1793.294 3 3 1337.82733 1486.564 127.371927
241.1429 236.9016 3 3 254.423133 245.9873 12.3006996
1542.635 1598.248 3 3 1477.63533 1542.17867 120.331829
656.4753 682.9759 3 3 719.905233 691.817233 41.2733812
93.11342 78.63485 3 3 86.15269 79.6425667 3.26985372
447.795 413.0206 3 3 418.9251 475.784833 85.0221987
447.795 413.0206 3 3 418.9251 475.784833 85.0221987

52.49902 36.41194 3 3 41.3381933 46.6865533 6.4585042
2874.389 1615.999 3 3 2102.477 2619.844 565.116415
58.5424 43.28024 3 3 40.18866 46.3606267 6.43203367

1249.104 931.3528 3 3 1399.19667 1235.9206 155.89739
150.5941 134.9109 3 3 139.871067 147.014733 10.0404258
172.1614 140.4496 3 3 150.416967 158.549367 3.81132369
157.6389 147.7149 3 3 177.2977 156.393367 42.3193475
52.20818 51.40355 3 3 49.51007 51.67127 4.43148659
96.9502 132.0354 3 3 104.122703 116.815867 19.0018672

2225.306 2222.831 3 3 2568.67067 2372.18833 313.570557
73.00139 44.98246 3 3 65.5981633 58.01987 6.72093419
1982.129 1396.23 3 3 2101.01933 1879.53433 118.97736
4.591146 4.422782 3 3 6.076708 4.39785833 3.45662133
1359.556 2088.452 3 3 1443.45433 1639.32433 94.693614
46.67576 36.10566 3 3 51.3277433 44.58527 11.617789
471.8391 1068.989 3 3 515.0026 679.237433 27.1921568
91.11597 84.91074 3 3 93.2095033 88.2391133 9.76731227
5259.719 3702.891 3 3 5347.453 4772.75133 738.88496
65.01881 26.87517 3 3 58.6995333 48.7044967 6.2419792
1572.307 1678.833 3 3 1827.14633 1689.24233 256.92608
119.3873 106.8582 3 3 102.620483 108.34424 5.65107959
345.4176 311.8676 3 3 286.5492 307.1197 11.5450948
77.09707 70.1105 3 3 84.9199 78.21962 10.7389054
236.8578 237.1663 3 3 214.6562 231.462 33.3473994
1922.346 1981.316 3 3 1884.20067 2054.84467 302.460352
67.94492 70.23401 3 3 72.23969 64.6611 13.5946802



625.7949 652.6882 3 3 1586.79707 765.1677 1682.8765
963.3228 1071.495 3 3 998.9194 1100.53027 142.819416
3701.13 2855.111 3 3 3014.99267 3391.979 623.373753

1500.793 1125.189 3 3 1039.23557 1202.51957 204.699469
1500.793 1125.189 3 3 1039.23557 1202.51957 204.699469
495.0489 762.4313 3 3 900.667067 639.342933 522.775174
146.0421 138.7221 3 3 129.012233 136.208333 9.65960714
7.699631 4.385476 3 3 10.8542993 8.09225567 4.14949141
3042.902 4568.177 3 3 3729.124 4423.447 575.486763
2376.371 2065.319 3 3 2376.03633 2273.744 109.999253
143.7708 86.61529 3 3 136.1696 117.307597 26.2584933
1420.346 1819.231 3 3 1649.214 1467.64467 177.740736
1536.814 1376.893 3 3 1466.764 1566.50067 5.72673135
42.69901 28.29687 3 3 45.4046033 36.93946 15.7525366
2644.774 2170.582 3 3 3235.11033 2834.18 291.708287
58.22687 81.92261 3 3 74.6366133 67.5247233 7.50376405
3.899539 1.260205 3 3 6.71303667 4.202918 4.15849421
41.55609 14.67275 3 3 22.2575333 28.87483 2.20410486
4.41982 2.252048 3 3 5.06557067 3.96460567 1.68049561

25.18632 35.27216 3 3 26.1316633 28.86238 0.92739713
370.7424 384.2923 3 3 405.443367 368.876267 73.8238023
3058.926 2465.471 3 3 2722.564 3030.50933 318.827487
305.4596 299.1025 3 3 276.8568 291.2638 22.6671807
58.3025 31.44195 3 3 64.7840633 54.4084767 2.73385296

538.2552 567.0031 3 3 566.753233 428.9107 187.628648
9.450648 2.66821 3 3 11.6244653 8.455446 3.77707203
66.87126 46.92482 3 3 62.5782533 53.89632 14.0081931
128.0479 153.5025 3 3 142.2755 133.066333 4.81460205
889.0635 723.5958 3 3 1193.30483 993.786433 241.747191
155.307 105.2536 3 3 124.812733 142.473533 16.2931287

74.83237 83.89737 3 3 76.8420933 85.01799 13.0504726
234.6044 251.8821 3 3 188.837333 213.8082 1.16170069
59.22327 72.2206 3 3 77.9661833 70.8009133 10.0328864
7176.073 6577.486 3 3 6625.07033 7024.16167 727.117145
8.326365 5.11867 3 3 5.63162833 6.70148467 1.52902951
522.0891 821.1741 3 3 771.432767 647.129067 205.334057
67.51723 51.08754 3 3 64.9943633 59.18708 8.78957636
247.6756 234.1619 3 3 253.191333 242.872933 20.0035634
521.0519 579.1505 3 3 549.3535 515.044133 22.9273473
527.9399 301.7111 3 3 392.8753 459.180133 13.8526568
1006.447 1014.04 3 3 923.0197 1016.144 192.74646
142.2677 190.4162 3 3 184.183667 157.973933 46.5080436
235.5992 192.4375 3 3 199.9395 211.786533 11.0857377
653.511 410.8906 3 3 455.2743 541.763033 131.132933
631.132 559.1765 3 3 790.485333 583.355 427.721003
84.3625 66.10272 3 3 55.5657533 66.9860133 16.5555131

1.179851 0.00305609 3 3 5.19965206 0.8520417 8.99237373
267.7592 325.2811 3 3 321.1746 279.195267 76.5729482



248.8631 305.1467 3 3 338.455167 297.6537 71.4331735
79.85337 48.06922 3 3 79.9025333 66.10039 23.5553737
450.5469 469.1432 3 3 394.611767 424.5829 7.4744596
317.9218 264.0155 3 3 391.150133 341.293833 48.9322061
352.9493 273.9053 3 3 274.573 297.694567 1.05616364
43.38077 34.63257 3 3 49.3568933 40.48794 17.7110151
44.37546 46.24949 3 3 51.2266167 46.7188567 8.99279033
814.0939 534.532 3 3 700.741733 606.2865 71.2798365
74.30491 75.48775 3 3 75.4013433 85.95272 10.6478306
139.8649 137.4223 3 3 138.743267 133.9297 5.64353634
27.18785 15.95892 3 3 29.6687933 24.85073 6.03691087
4754.58 4714.751 3 3 4692.96267 4903.20133 324.584903

85.54332 78.22988 3 3 60.01079 71.6498867 16.056221
394.5061 249.1637 3 3 649.325467 298.005733 726.072446
46.76135 59.74129 3 3 49.70573 58.0528833 13.7958204
12.17525 9.158831 3 3 13.8719407 11.5334137 4.37587283
13.07908 11.58753 3 3 16.3011367 14.2121633 2.78348614
1866.349 1547.395 3 3 1694.96267 1959.32233 293.195855
95.56642 69.43946 3 3 80.0582233 89.72076 8.79688306
775.7635 724.377 3 3 647.384967 695.6655 23.5934771
252.6143 283.8605 3 3 270.606467 243.0881 33.7457448
1589.17 959.7054 3 3 1240.89473 1514.38113 228.862757

12.25753 8.320985 3 3 12.469862 10.862185 2.51873306
516.4493 586.2946 3 3 479.828167 533.7548 102.254925
399.9127 751.8434 3 3 651.7947 564.784067 38.7268841
689.2779 1452.223 3 3 880.2401 1069.99863 103.174305
17.9355 16.89261 3 3 19.5889267 17.3095567 4.71559745

865.6763 548.7278 3 3 627.366133 713.3829 82.913575
33.38076 26.74007 3 3 37.5431533 33.9001933 1.52862819
30.70265 44.32977 3 3 43.6322633 38.1860633 9.00073147
107.0109 88.91118 3 3 85.5327167 92.17193 2.99260393
2737.102 2006.138 3 3 3221.312 2749.69167 635.19644
1989.67 7429.199 3 3 2171.185 3760.99633 938.42742

268.5616 165.9503 3 3 185.435733 210.974567 9.08991978
44.00495 45.82962 3 3 44.8206433 47.6226533 3.36416521
1.918094 9.19227 3 3 4.528195 6.482323 0.88771392
179.1045 109.2922 3 3 126.312133 144.109567 12.5873288
125.4376 190.02 3 3 135.982167 153.336567 14.4481507
1373.892 1122.592 3 3 1234.43767 1420.56667 214.001432
6.451693 3.125923 3 3 9.64993733 5.05765267 9.42123611
122.7217 109.7268 3 3 141.062333 114.884233 54.1767586
2846.942 2533.195 3 3 2660.14733 2812.954 178.10626
4075.54 1760.327 3 3 2478.39033 3209.547 856.278909

997.5604 889.3839 3 3 955.3451 922.345933 21.8861107
34.36802 30.24799 3 3 31.5690233 34.75952 4.69956978
157.0326 74.85493 3 3 111.746967 140.264777 9.0132395
44.36949 25.54511 3 3 32.2781267 38.8650667 7.39455328
10.22841 17.17584 3 3 12.37844 14.3052067 1.73926503



167.9695 200.2338 3 3 187.5331 230.6845 36.697232
50.34755 54.92072 3 3 49.8647433 51.6066433 2.1987744
50.34755 54.92072 3 3 49.8647433 51.6066433 2.1987744
274.0233 240.586 3 3 243.001333 252.370867 5.50299932
2384.573 2169.259 3 3 2396.868 2328.939 20.4491886
2574.715 2175.575 3 3 2182.45033 2338.49333 249.790174
671.8071 387.1661 3 3 363.280167 457.360067 52.585769
461.2647 890.4073 3 3 368.9899 528.827767 25.0009405
203.7017 156.5858 3 3 162.719233 176.1983 13.8305818
1418.48 932.8716 3 3 1092.21707 1296.6072 282.000563

47.96734 40.37837 3 3 34.5843767 39.72315 6.44408605
1988.455 2527.804 3 3 2486.47833 2195.93567 533.325139
880.3052 887.243 3 3 1296.575 1070.9584 342.469142
352.6776 287.6258 3 3 296.020833 313.659833 13.2334523
187.3893 122.5793 3 3 133.622433 149.867 5.04485647
189.8114 155.7384 3 3 166.219333 176.826833 12.3551552
570.7111 817.6549 3 3 508.688267 653.3788 267.103209
1469.438 1485.882 3 3 1611.567 1395.04833 429.616403
852.7449 1156.984 3 3 942.676967 1020.1273 49.1095374
162.5759 156.5321 3 3 132.045833 146.831167 21.4983546

75.05 83.53001 3 3 66.6909833 72.7297667 3.54495915
10.16403 2.898465 3 3 11.6049417 8.42849167 4.49339368
82.49962 62.32776 3 3 64.3389867 70.3604967 6.66675978
78.68001 65.51949 3 3 76.29489 72.5107433 4.34972318
59.43987 35.19013 3 3 45.35168 54.1993033 7.34047411
104.0871 70.99134 3 3 76.2867967 84.5802 1.19876487
1098.971 1064.795 3 3 1216.35633 1148.18867 83.0143487
161.5499 114.5051 3 3 111.016367 126.099967 4.17146008
787.7449 555.466 3 3 779.158167 708.9943 62.5105823
1244.738 1360.707 3 3 1074.98677 1206.736 212.444922
1570.262 1478.832 3 3 1638.75567 1533.74967 214.533542
15.6057 10.53896 3 3 11.76325 13.2018433 1.6157227

216.5661 278.2264 3 3 211.821033 260.996233 95.4324163
123.8114 117.9739 3 3 105.707567 113.38143 9.00023401
176.5719 115.3213 3 3 155.5771 129.439393 35.3293876
378.7418 457.7902 3 3 564.0431 394.465 350.950896
10.52047 14.19263 3 3 11.3121733 12.30294 0.96782268
322.4554 322.3275 3 3 332.107533 390.2988 32.5006645
125.9261 111.4182 3 3 97.77573 109.7887 18.5804199
183.6984 131.2048 3 3 135.2577 149.568467 5.04208351
205.5682 165.7199 3 3 165.533067 177.589267 6.91132126
66.79391 45.20844 3 3 77.7262067 66.8126033 7.5470109
638.3147 396.654 3 3 483.9719 577.713067 114.830037
513.1027 456.2509 3 3 489.1331 562.9964 69.2988388
1223.953 831.7151 3 3 864.343933 971.4545 49.9573192
698.3412 487.5174 3 3 712.910433 639.060833 80.7065643
5475.185 3995.365 3 3 4828.91833 4301.00267 337.402729
888.8641 611.929 3 3 786.526733 1058.9557 148.286499



172.7864 130.7998 3 3 171.189133 158.029733 14.3236883
40.03082 50.81861 3 3 38.1223867 43.93358 10.6319192
469.902 477.4482 3 3 534.061567 502.282333 44.5333524

42.13091 37.79666 3 3 45.31673 40.8925433 8.88982772
5.432895 2.501932 3 3 5.486387 3.81148167 3.18676084
199.7524 235.2179 3 3 199.392267 214.335233 25.3188164
28.79661 29.84182 3 3 27.44017 28.7413567 2.48931046
108.0968 69.3246 3 3 116.72733 89.6474733 53.4638424
13.73428 1.528371 3 3 1.96540926 5.583396 2.82784133
121.3243 84.85816 3 3 109.090807 97.5781333 12.7233343
69.96227 50.43459 3 3 70.29377 58.9441267 21.6580887
24.7434 24.15009 3 3 19.2847533 22.3764267 5.41161904

110.9872 109.4407 3 3 108.109093 112.564433 8.40112929
17.41771 60.40133 3 3 28.6729533 41.6984033 16.2871491
7985.953 7272.749 3 3 7345.87033 7779.423 797.969163
6.521331 3.499243 3 3 6.43141133 4.81098767 3.03699811
508.6405 661.9743 3 3 555.6349 605.155067 61.6320441
108.823 161.2699 3 3 127.04752 147.897667 27.2378364
102.975 57.29488 3 3 90.3292367 78.66375 8.63908127

338.4538 304.2226 3 3 284.909967 308.9509 42.5223364
53.3085 50.16048 3 3 48.4277767 51.3596633 5.93359055

29.13816 28.37659 3 3 24.20174 28.3409033 8.6775302
211.5948 182.377 3 3 221.262167 205.625333 25.4325984
18.83742 23.65419 3 3 16.6833733 19.4075167 4.12061066
122.2385 92.56932 3 3 95.1752633 103.41415 5.77070756
3110.966 2470.125 3 3 2755.66233 2971.89167 78.3867234
591.7544 309.6801 3 3 639.4232 478.4252 304.686014
136.4188 127.4016 3 3 162.088267 130.623967 66.0947033
68.59217 56.39813 3 3 60.56988 64.0307433 2.98972403
68.59217 56.39813 3 3 60.56988 64.0307433 2.98972403
112.8496 101.1607 3 3 101.54738 106.517233 8.65186022
108.7399 75.2425 3 3 80.9557267 89.8048267 7.29352807
1032.734 997.5784 3 3 1018.1963 1102.90247 92.1313815
606.8909 507.5917 3 3 572.649667 521.3715 73.2445066
35.34057 20.59693 3 3 30.6955567 25.6576 6.5169766
971.9974 1045.882 3 3 996.674467 1062.0478 95.8303529
156.5547 293.7417 3 3 398.9006 210.819267 389.922148
103.3114 86.75175 3 3 104.091047 98.2158833 7.38823821
87.55457 90.5843 3 3 95.36627 91.8692833 5.34782402
8877.444 9337.153 3 3 8411.72867 8807.34633 611.283
251.2867 234.5639 3 3 284.8302 262.3333 32.4451091
33.92702 27.59244 3 3 36.8171867 33.3715033 4.72937807
40.33556 24.37136 3 3 40.85403 35.9124333 2.65044119
81.41219 61.23425 3 3 77.5010133 71.05679 9.10777704
88.27489 76.35421 3 3 79.4306767 86.4362767 11.4957895
2484.629 2901.929 3 3 2951.448 2741.87567 380.867909
95.73042 81.93771 3 3 85.4868767 95.9411767 16.9671335
319.9248 272.4434 3 3 328.883967 295.796267 65.6872233



41.72507 45.00032 3 3 43.8532467 53.2857833 9.92517027
426.6181 1946.204 3 3 474.510533 903.888467 73.436448
817.9997 758.7587 3 3 661.894933 723.162467 55.7308676
786.4199 714.8694 3 3 705.105 748.650133 84.6621409
5224.632 2622.631 3 3 3509.78067 4228.131 577.038265
105.9611 79.93157 3 3 88.5489967 95.8836233 6.71220504
316.5417 227.6886 3 3 254.173933 278.110167 21.8641177
162.7353 139.3892 3 3 156.491533 146.572467 15.5847102
41.73582 28.41451 3 3 33.8462367 43.0671067 12.0094442
10.50298 11.46191 3 3 11.1893123 9.00015467 3.07020401
410.6816 1067.755 3 3 837.438633 662.6275 105.862986
72.84795 66.35173 3 3 68.9691467 72.6420567 4.69742097
291.1408 219.8693 3 3 272.880433 248.685967 34.8045075
17.95588 7.458186 3 3 16.92115 11.6674243 9.63344654
624.406 472.8044 3 3 511.1547 554.839433 51.8005898

1320.672 1608.862 3 3 1590.436 1461.628 231.322642
169.3528 148.3438 3 3 141.9381 151.797033 13.2622898
34.10944 29.09191 3 3 29.4272567 32.7727433 6.30271617
1041.526 879.1168 3 3 962.036433 1120.94393 170.698352
449.9517 341.9704 3 3 522.261567 448.167967 116.238279
5827.698 6035.836 3 3 6005.732 5651.33467 562.590425
280.7621 393.5437 3 3 397.765933 362.707767 19.3420803
432.1746 422.4616 3 3 425.810933 485.3866 76.0496001
437.6641 398.2466 3 3 417.733067 392.770633 22.4651944
247.0505 168.6725 3 3 179.028467 200.792033 20.9928471
155.1173 222.9517 3 3 136.662133 163.7848 15.5087632
1766.723 1725.676 3 3 1761.75033 1848.38867 44.3970344
1766.723 1725.676 3 3 1761.75033 1848.38867 44.3970344
7095.639 6987.403 3 3 6655.46133 7520.758 1634.73456
6885.339 7344.589 3 3 6681.474 7067.45733 781.051626
78.4651 69.02879 3 3 70.4898267 73.7334533 5.00316726

5304.034 5564.383 3 3 4961.21533 5314.08133 707.007
1936.72 1374.659 3 3 1933.59467 1738.15233 269.198754

1237.673 1909.032 3 3 1311.669 1487.683 68.4486609
504.1551 661.0995 3 3 643.9519 601.643 28.5248803
198.0172 334.5361 3 3 305.965667 259.1519 71.0753574
1327.856 1277.217 3 3 1468.73133 1324.22667 303.316834
53.06862 71.7093 3 3 74.2621767 67.1088133 8.76507342
545.4572 367.4123 3 3 389.314567 436.804167 32.9353602
10.88941 8.002844 3 3 8.17719633 9.180519 1.49764902
673.6307 615.376 3 3 580.0067 636.209267 114.835081
467.2549 293.363 3 3 462.741867 398.027633 101.95172
416.9865 291.2268 3 3 551.8313 365.267933 390.821086
132.9303 92.69877 3 3 101.68128 112.346857 10.39478
323.8341 303.7445 3 3 355.328933 330.465567 43.0755053
145.9627 132.6691 3 3 141.046867 136.6083 4.77170272
11.30467 4.779413 3 3 11.926687 9.00467767 5.01219438
71.11397 68.11585 3 3 87.1815067 70.4866167 35.4108222



113.0092 77.07766 3 3 86.6976333 96.43726 9.98554368
24.17324 29.17296 3 3 29.0702833 24.5952233 8.43995204
189.0258 143.2701 3 3 178.7015 166.409433 12.6010212
189.0258 143.2701 3 3 178.7015 166.409433 12.6010212
2857.79 2509.969 3 3 3018.76667 2810.158 344.171895

230.8601 173.2853 3 3 184.460867 198.860867 8.78406005
341.1429 249.821 3 3 217.098333 262.7406 64.1154961
891.4722 829.7587 3 3 839.021533 891.323833 92.6395317
72.78397 65.52869 3 3 61.9724133 67.5685333 10.9915256
206.2745 185.5627 3 3 184.1701 190.769933 3.17655583
2621.935 2174.375 3 3 2400.166 2630.02933 166.600181
73.8408 87.21878 3 3 87.81779 83.1511467 5.76571243

43.32212 29.06077 3 3 37.10991 30.32346 7.37479328
173.2818 172.2852 3 3 118.606453 146.612703 38.698667
390.821 341.7446 3 3 309.509167 337.234 18.6691204

66.40067 50.20167 3 3 63.8542367 58.2016267 8.89706915
1254.484 1471.089 3 3 1453.61933 1368.172 145.902638
126.5443 65.07253 3 3 74.9410067 90.51133 8.39119193
98.55891 61.82671 3 3 71.8283833 81.82093 10.3755522
7.906596 7.082279 3 3 6.55502833 7.46233867 1.8873588
68.92447 71.4022 3 3 68.8650067 70.0687833 2.23920895
2385.455 1504.441 3 3 1698.88933 1960.486 340.422179
744.3313 472.4196 3 3 763.7929 677.118167 38.0964112
346.1316 441.1714 3 3 373.994533 399.1942 23.0930955
61.83218 39.69648 3 3 45.1521567 50.4953567 2.63751908
190.7979 168.1043 3 3 182.844967 176.493167 5.31507597
142.9662 123.1315 3 3 115.497307 129.155867 26.5337583
7.582421 7.055681 3 3 6.964749 7.893817 1.69203894
603.7771 543.8542 3 3 573.904767 643.580667 81.0490592
131.8485 153.1507 3 3 132.089333 144.5651 24.1115658
157.8368 104.9924 3 3 144.476367 130.04 15.6115628
119.991 97.32059 3 3 101.03051 106.630497 1.35318016

871.1249 2529.595 3 3 1023.52843 1461.15573 109.954536
34.81782 0.05580618 3 3 32.70092 20.3261621 19.2254244
1284.502 1255.249 3 3 1449.25467 1337.37033 207.607982
163.209 157.7563 3 3 176.719233 168.9907 6.88210901
679.272 913.039 3 3 1013.21687 905.031667 63.8002825

2265.831 2953.61 3 3 2835.901 2658.753 132.455297
56.31272 32.2016 3 3 37.3388733 43.9325767 7.24919601

188.52 146.0499 3 3 146.423833 160.076767 15.588552
23.40526 23.32725 3 3 17.6775467 21.47363 7.413949
55.9854 48.38155 3 3 76.5371433 64.81068 11.5952314
33.7695 30.41461 3 3 35.9154233 31.4155267 9.39058884

405.5527 425.1656 3 3 418.3779 457.3212 39.2615897
188.9668 141.9393 3 3 164.639667 190.937867 25.6231627
113.3747 76.99138 3 3 81.1046 90.7454767 5.86501769
322.8052 307.2737 3 3 373.6999 340.952767 53.1263428
1801.017 1737.874 3 3 1619.50467 1810.335 400.382726



274.1631 379.0453 3 3 471.525133 358.0847 230.343191
1387.762 468.946 3 3 1858.77883 1219.657 1183.4276
243.4284 202.5941 3 3 236.928467 224.219567 17.7981969
141.1877 148.8061 3 3 160.403967 151.0043 16.762094
45.85063 33.62553 3 3 40.3717333 49.64105 7.81371434
1307.939 1953.135 3 3 1720.75633 1514.55067 223.559329
96.68756 76.16332 3 3 73.1478233 81.31278 11.0039218
1907.979 1605.577 3 3 1556.366 1670.68367 121.066342
210.7681 171.9815 3 3 185.6343 199.539333 17.5573605
1889.387 1413.787 3 3 2153.576 1892.572 284.289609
529.1508 379.0202 3 3 373.413767 422.984767 52.0431046
99.66167 78.47905 3 3 95.05006 83.4943667 20.1422537
23.0701 13.15387 3 3 15.4032967 17.89902 1.94642246

3241.106 2193.342 3 3 3281.564 2934.65833 367.009107
84.88561 97.13425 3 3 88.6762 103.59072 22.4975234
8147.613 6111.97 3 3 6948.654 7529.04933 168.29562
47.51503 41.0242 3 3 40.2129067 43.22809 5.27735052
3255.937 2642.314 3 3 2926.52367 3204.79933 253.864948
148.9242 379.7102 3 3 169.806767 233.720467 50.9650984
104.6797 89.61437 3 3 81.5361367 89.37467 6.63431423
25.61941 43.68536 3 3 30.2173933 35.1080533 5.2498064
38.77851 17.12041 3 3 33.33265 26.4729567 9.60327533
597.5012 1426.605 3 3 679.311467 895.684233 49.6086485
678.0334 428.9298 3 3 774.088933 655.6877 132.334802
26.01574 13.21152 3 3 21.9129667 18.20388 4.02700808
69.58559 72.68745 3 3 112.8251 93.7682467 11.3512585
314.6866 276.9993 3 3 227.190367 259.779267 24.9390237
568.942 309.1963 3 3 417.6569 513.733733 94.0129025
1988.87 2034.737 3 3 1978.454 2092.469 199.332592

131.4914 111.8516 3 3 109.093583 117.168033 11.9408957
4029.335 1992.035 3 3 2718.84033 3396.35433 793.116984
355.3381 155.0631 3 3 302.8078 255.735733 13.2144405
77.53352 79.25047 3 3 195.065397 88.99913 226.924797
85.27352 39.28968 3 3 43.72403 56.6654367 12.1834781
308.3965 195.4085 3 3 217.172867 244.523267 9.66578304
2419.679 1870.446 3 3 2020.73467 2215.09833 289.914846
1438.492 1007.067 3 3 1565.05467 1384.19767 161.658533
268.2626 208.7671 3 3 215.3134 230.846467 7.16390435
102.9603 100.9682 3 3 91.24082 101.667333 22.3672353
44.70358 63.98048 3 3 48.7111233 56.3472567 12.8098271
938.447 732.8936 3 3 825.403867 915.786867 88.7878171

1607.226 2473.042 3 3 1652.92667 1903.244 213.454353
26.37879 17.80719 3 3 18.9678333 21.7615533 4.16454362
1916.473 1455.309 3 3 1869.30433 1732.05467 165.618636
2713.607 2450.544 3 3 2445.77867 2589.57333 279.379369
33.04406 30.15292 3 3 28.67705 30.7019833 3.80043629
33.64639 24.58673 3 3 27.52679 30.9068967 4.75931757
3128.408 2718.862 3 3 3337.64567 3109.58167 307.859544



404.9321 473.4614 3 3 609.044767 491.343967 233.960404
102.1886 128.6525 3 3 142.764967 128.7729 13.9823292
1506.358 968.8956 3 3 1771.47367 1466.42453 448.537466
258.5447 225.3377 3 3 246.667767 231.7395 21.0469207
11.01398 0.9940184 3 3 19.8981333 12.8251828 8.17158456
141.9433 98.22227 3 3 102.16341 114.09379 8.54790169
570.0184 435.2266 3 3 451.639967 486.2716 14.3224567
202.052 160.9376 3 3 158.907533 171.642067 6.04585853

207.5729 166.006 3 3 192.787633 176.2969 22.2911239
116.2632 65.31326 3 3 75.7388567 88.9572633 12.2607576
150.3056 123.6461 3 3 114.80745 127.595033 17.7725148
146.562 93.3636 3 3 130.8608 117.609567 9.4568712

730.6 478.3607 3 3 408.930667 513.714 101.260871
163.6395 133.0349 3 3 133.467067 143.222633 11.3306462
23.4778 16.10632 3 3 24.3828333 21.5184067 3.93685302

563.3134 380.5022 3 3 439.721467 486.9571 36.241939
4746.051 4607.313 3 3 4680.39633 4228.01867 583.810911
387.3813 360.2422 3 3 374.404367 389.7465 12.100108
52.96397 53.09031 3 3 60.1105933 55.52408 8.8839035
515.2305 600.5085 3 3 602.041533 542.297733 118.462603
62.7346 57.65378 3 3 53.3982333 59.21137 12.1496379

229.5323 192.6861 3 3 286.453467 250.1485 34.8186227
4.441514 2.614181 3 3 3.28526967 4.01539767 0.96389486
144.8075 103.2205 3 3 114.771267 124.951933 6.82718722
3946.919 4122.656 3 3 3958.539 4147.67433 346.846522
496.7208 333.0861 3 3 368.136467 407.5711 19.3711902
703.7781 652.6757 3 3 851.0412 772.5885 35.7614932
192.0556 100.4111 3 3 117.5568 139.6065 5.64826748
95.9109 81.77013 3 3 89.3133867 97.8657767 6.80536489

2371.235 2242.317 3 3 2314.86233 2455.981 147.69146
17.88688 16.409 3 3 11.865873 15.3839733 6.91146783
125.2081 144.5583 3 3 125.113267 131.466533 7.7060575
176.0357 157.7236 3 3 139.344567 153.0504 14.7570825
138.6498 136.2267 3 3 142.8487 135.218567 15.970998
3042.968 3304.711 3 3 3588.59733 3289.64467 599.309234
939.8347 662.9217 3 3 950.053467 855.8616 115.228912
1543.996 1359.364 3 3 1454.139 1548.24167 69.1629698

452.14 439.6255 3 3 426.674933 435.641333 4.58365129
983.3057 1149.572 3 3 1036.24313 1087.72857 63.9495041
153.2842 142.7582 3 3 146.177333 135.903 4.89674922
73.04256 71.69657 3 3 77.0430533 66.1706233 20.8700319
555.364 516.8491 3 3 429.316667 510.648367 168.931791

175.7715 123.4075 3 3 130.0562 143.332167 4.38398616
125.3456 61.29916 3 3 57.53715 77.48502 8.84639427
368.9768 255.6583 3 3 268.247167 298.4396 21.5531503
77.63223 58.19418 3 3 63.6041 68.5260133 4.17488613
160.1942 140.3363 3 3 175.3093 157.689167 34.4171249
46.3448 31.72755 3 3 44.2789133 38.9700767 8.83563915



351.0366 425.322 3 3 397.159567 373.481767 24.2554819
24.74346 20.6998 3 3 20.4751867 23.8076167 6.64770187
1093.352 1424.741 3 3 1287.84633 1191.96367 44.357217
109.8628 77.17988 3 3 84.6541467 93.2509633 8.82309188
4.177597 6.621736 3 3 7.32118533 5.96836667 2.46643206

482.95 475.7567 3 3 445.024467 465.433167 36.7557507
99.12826 76.55541 3 3 89.55271 83.07179 0.76296844
78.87898 85.54273 3 3 89.6830533 85.8682767 4.0983948
43.25843 34.78004 3 3 30.9542033 35.29876 5.36107589
330.2359 436.8303 3 3 374.1492 417.4329 49.7188832
158.6994 139.55 3 3 132.264 141.153333 9.33871735
157.3075 154.0566 3 3 137.2024 146.553467 12.5062441
102.8731 79.82265 3 3 75.9153267 84.2430767 6.33982865
159.886 96.12209 3 3 140.608167 124.852697 10.7294779

181.5435 145.9227 3 3 147.756 157.602433 4.86208907
2034.562 1146.984 3 3 1989.62667 1712.16433 345.12413
127.7672 104.8289 3 3 119.661067 108.399823 16.5846232
3524.203 4547.933 3 3 3609.06867 3904.19133 306.962156
7.399785 6.6854 3 3 8.79478433 7.33918367 3.08938234
141.1535 84.4043 3 3 93.9543133 107.74964 3.38681855
1342.096 1289.843 3 3 1323.055 1273.41367 73.7752032
305.9826 330.0967 3 3 297.239733 319.526967 46.6727088
15887.34 12565.98 3 3 13394.59 14841.2967 2435.13799
45.88151 31.11148 3 3 31.35275 35.8584067 4.45649687
191.5478 162.1029 3 3 182.0688 173.4545 9.87329856
1649.363 1695.736 3 3 1666.57867 1615.36133 44.3235859
43.7082 33.30003 3 3 26.1016767 32.16445 4.99160716

29.38218 15.27206 3 3 19.9504833 24.60003 6.01884231
51.08026 60.12067 3 3 70.46343 60.26893 20.0553937
464.3267 452.6141 3 3 383.960833 423.756567 61.5485433
26.56433 19.33928 3 3 14.3738443 20.6088667 12.3725485
300.7571 290.7508 3 3 281.322667 290.426067 16.7093481
115.217 95.78585 3 3 93.33774 102.499937 16.5240261

4368.217 4136.28 3 3 4215.02567 4518.086 454.064392
16.47288 13.22348 3 3 14.5919433 16.1886833 1.98864237
2994.398 2499.327 3 3 2779.29967 2617.17567 108.817773
166.0696 101.0219 3 3 187.409767 160.4107 14.3004148
18.78878 25.33115 3 3 19.2457433 21.8104267 4.47682685
183.0797 158.3412 3 3 172.735067 163.2715 10.1146578
754.929 267.5374 3 3 446.112233 597.1422 160.611499

180.6446 167.1997 3 3 146.919 160.887533 19.070596
23.03748 9.761786 3 3 13.88667 17.0910087 1.68689775
77.06605 46.77933 3 3 66.7259633 58.6391633 6.80652079
29.67358 25.40276 3 3 37.6259767 32.81827 4.54642106
10.30858 0.00660307 3 3 11.5402367 8.14302102 1.05515077
33.38264 21.13835 3 3 24.6823833 27.9330133 3.310133
322.4099 215.2967 3 3 256.0579 290.002767 34.943447
32.1218 29.87957 3 3 38.99583 33.09964 12.2248498



34.87479 27.09623 3 3 39.3743033 35.1357533 4.23462293
1061.508 1023.538 3 3 1008.73273 1093.911 161.067804
115.9444 74.67649 3 3 81.8236367 92.19195 7.22709791
1056.283 547.1693 3 3 1112.10133 943.642767 93.121559
6.560224 0.02592353 3 3 4.42489533 2.81335418 0.94345046
94.46796 92.578 3 3 82.8442733 91.3119267 17.9669039
296.6147 331.6471 3 3 339.333833 309.239167 62.4213329
340.2258 300.7299 3 3 327.132367 296.159433 48.6255814
30.06697 33.61319 3 3 25.5857067 30.9387667 11.3895184
218.2746 231.739 3 3 220.061267 239.392033 33.1450877
454.9768 344.8409 3 3 375.7727 405.515933 32.4286931
782.2432 835.9775 3 3 800.8426 852.653067 79.193651

170.94 197.5956 3 3 240.6626 183.541667 123.434043
258.4268 229.6584 3 3 197.142567 220.931167 29.4057872
737.3181 648.7007 3 3 646.680867 686.992267 74.8821041
279.2589 212.4834 3 3 204.8749 231.639533 40.7837083
2447.865 3560.979 3 3 2582.28567 2865.00467 98.6563548
715.2376 708.1461 3 3 900.146133 813.715567 63.9457874
57.8497 41.86054 3 3 45.0633933 49.6807533 6.07045875

33.03365 15.8976 3 3 30.64451 26.2624833 2.78574159
545.781 918.6871 3 3 795.913033 695.0924 96.0589926

253.8166 185.3428 3 3 189.2464 211.705533 32.1094401
2378.596 2259.703 3 3 2238.32533 2487.26133 453.30645
2707.78 2304.679 3 3 2520.518 2703.90967 40.5006316

698.9642 769.0778 3 3 913.217033 778.226 281.687324
53.45346 28.69323 3 3 37.13678 43.7525967 5.73312569
118.6215 81.09266 3 3 107.365533 97.8423 8.12568263
20.17267 40.26443 3 3 33.0588733 28.0083367 2.3366977
96.45465 67.32368 3 3 91.76737 84.25998 6.20718066
96.45465 67.32368 3 3 91.76737 84.25998 6.20718066
120.558 98.38995 3 3 104.8603 110.44645 4.74463176

7.470488 4.535066 3 3 6.27405667 8.61611133 1.84640516
653.7857 629.4372 3 3 624.186 672.620267 90.0534286
2028.744 1678.697 3 3 1802.093 1933.485 179.678697
236.6964 201.399 3 3 177.636133 197.507267 13.1244712
6238.085 5744.501 3 3 5705.58933 5899.36467 303.556853
1121.685 3151.521 3 3 909.589633 1619.26617 748.974741
16.59208 15.88728 3 3 14.2867567 16.83431 5.44895068
399.3817 592.4575 3 3 420.814333 472.255867 39.8832792
162.7338 124.9913 3 3 159.6853 141.7435 34.0908638
83.9845 68.16314 3 3 74.1733733 78.2170933 1.20877249

15.34303 6.782568 3 3 11.8950767 8.64955767 3.78725286
2.851524 4.526918 3 3 4.00410167 5.54496567 0.51758912
447.6578 589.7325 3 3 451.9634 536.826533 168.085912
115.2663 103.6205 3 3 114.202833 108.934167 9.87265965
28.68347 20.83725 3 3 23.12671 25.5351667 3.22974047
159.9545 142.8787 3 3 141.657833 147.194067 4.42631246
29.94455 33.30457 3 3 34.1998933 32.9089233 0.40786157



1510.809 2161.564 3 3 1708.042 1873.82733 144.46357
87.96615 71.69569 3 3 80.34517 74.9006933 1.48799822
1339.31 801.7155 3 3 1279.75233 1114.09217 229.985211

12.40974 23.13951 3 3 13.157551 17.6088133 8.10038899
3383.675 2863.645 3 3 2894.55233 3220.296 641.076466
135.3165 126.711 3 3 132.436467 140.508433 4.71803103
68.25492 67.28918 3 3 60.6390333 66.28689 12.0640109
115.1377 94.64083 3 3 92.6630267 100.7751 12.5935074
158.1482 75.00601 3 3 81.1474633 104.110677 18.0623312
362.2453 491.2801 3 3 397.487033 437.365767 55.7025304
123.9025 74.12388 3 3 84.9769333 98.58134 16.2802019

0.00187508 3.991173 3 3 0.26668997 1.33764857 0.45472475
1128.147 945.5312 3 3 1131.689 1063.9904 106.686786
201.0316 156.9566 3 3 160.232433 172.245933 8.26811174
3124.623 3555.642 3 3 3654.56233 3344.741 642.654325
141.1996 109.1481 3 3 115.306833 123.1016 4.60149391
548.4755 543.3343 3 3 661.1358 599.3192 98.6488408
71.17667 33.30313 3 3 46.7867267 57.38514 9.99581225
461.7293 369.8887 3 3 429.1893 396.030967 44.5671288
25.68237 56.18462 3 3 45.91001 38.46247 3.86782481
95.8139 75.88267 3 3 94.10222 87.5738467 9.80189763

2.014861 3.279415 3 3 2.29358047 3.344041 1.85318311
305.964 322.3148 3 3 358.164267 336.996167 22.6888589

266.4965 378.1445 3 3 291.229167 355.564533 115.840956
316.4107 247.7679 3 3 247.5124 268.383633 18.6880962
1333.906 1378.266 3 3 1311.65333 1371.56333 126.581239
64.33159 52.69892 3 3 52.54582 56.846 6.82701257
232.1844 243.5589 3 3 285.060067 227.284733 125.17136
19.82491 5.532796 3 3 10.146213 13.795012 3.02826707
19.82491 5.532796 3 3 10.146213 13.795012 3.02826707
35.55285 34.8199 3 3 40.07922 37.6042733 3.42930972
163.7756 147.5 3 3 143.0704 151.549533 15.1443038
570.8163 692.4446 3 3 527.844233 578.9889 23.9045695
125.4018 129.6914 3 3 129.784333 122.950133 12.5189474
62.29194 74.64578 3 3 49.8800667 59.5313867 13.0551875
5702.113 4794.892 3 3 6040.90133 5625.86167 442.743512
66.33357 59.53093 3 3 61.91035 64.83697 4.33743315
868.8885 796.1343 3 3 1130.91043 975.827933 230.079904
25.09929 17.92066 3 3 21.61682 18.7663767 1.92094564
803.0879 919.8083 3 3 668.949833 779.1744 186.682542
85.57771 58.86954 3 3 83.1663633 75.5270267 8.38092869
186.3802 142.047 3 3 133.108433 148.9663 4.87821248
108.8168 50.4259 3 3 50.7513367 67.5651467 8.65449056
335.008 284.5056 3 3 247.071 283.957133 62.6766033

45.92162 28.37379 3 3 42.36506 31.65956 19.6416086
617.1042 580.4918 3 3 535.606233 624.464433 189.207627
1211.495 1483.618 3 3 1428.48233 1351.484 100.339766
197.6107 192.8837 3 3 233.203067 209.352733 46.3089276



312.0441 317.9168 3 3 359.215533 338.683567 18.5580236
163.109 162.7021 3 3 153.586767 160.0107 13.2057497

94.01332 80.80626 3 3 96.9386933 91.8646933 4.62771105
120.8955 93.08157 3 3 110.9279 103.831183 4.5127641
23.95139 31.44443 3 3 26.75147 29.01994 2.37129921
432.0824 667.4066 3 3 528.769567 600.528133 57.8708536
834.7775 555.759 3 3 977.6073 841.690167 75.5124468
81.54366 88.97932 3 3 80.6992667 86.1379733 11.2781787
494.3104 540.7416 3 3 501.4331 535.495633 64.1458678
684.0978 470.1717 3 3 558.998533 622.543 44.0608999
151.1992 154.9825 3 3 161.622333 144.2236 35.0437871
174.5417 146.6495 3 3 160.587367 172.759167 8.95688964
74.26036 50.48643 3 3 50.79671 58.19449 8.47175072
65.52986 62.2899 3 3 58.70645 62.0429233 6.39775435
175.4163 144.5865 3 3 166.5108 154.810467 18.599831
1056.934 1094.946 3 3 1285.23433 1167.78367 203.24485
21.6355 23.26497 3 3 17.5857233 21.1292067 7.4207469

30.08384 40.96146 3 3 29.5816133 33.9883967 7.59414093
67.47454 41.92588 3 3 58.29995 51.6396467 4.92533076
316.0374 381.3834 3 3 363.746133 338.857167 40.6457772
1064.622 1176.805 3 3 1019.42673 1076.2412 81.3269194
43.52035 36.35257 3 3 36.81342 39.58488 4.91231005
152.9695 164.9319 3 3 165.084633 158.584833 13.0114376
1749.828 1300.962 3 3 1428.22267 1636.08333 350.851811
73.94656 50.32227 3 3 66.64133 59.8086467 8.45479257
66.20214 42.79627 3 3 57.1160867 49.74165 7.7374942
741.8071 607.5714 3 3 867.612267 727.0259 288.965285
669.0151 702.6061 3 3 791.458933 739.511833 64.8649975
614.9068 417.5239 3 3 693.0951 607.683167 26.3961916
153.2604 115.772 3 3 126.998933 141.4876 22.9245893
12.49234 14.84353 3 3 34.2947 23.2773733 17.6919119
25.89227 23.08776 3 3 25.15101 29.3146067 3.55959779

1557.1 1292.213 3 3 1366.403 1458.928 143.805561
124.902 98.70767 3 3 107.817 115.193723 7.71464429

1277.396 1184.514 3 3 1220.37933 1341.29233 180.742462
48.94512 71.7365 3 3 64.6516367 57.2556067 10.4186954
244.7839 228.7977 3 3 252.501433 236.689933 34.0187572
55.31166 39.47282 3 3 41.2769933 46.1337333 6.9125721
138.9595 144.8325 3 3 139.783067 166.7398 41.1283836
2247.159 2597.593 3 3 2072.40967 2264.452 273.484114
160.1374 109.6163 3 3 162.3611 132.7517 60.305834
149.7464 157.035 3 3 162.731 154.2005 18.4599957
65.97715 48.29248 3 3 60.0459033 54.1979367 7.95619857
264.0231 48.94904 3 3 65.3231267 121.582093 16.5675957
1767.816 1330.455 3 3 1479.25133 1673.21467 300.330581
670.5225 742.9268 3 3 617.5111 671.586233 96.4667595
180.921 157.6469 3 3 151.474767 162.1001 16.2151724

52.96156 35.75671 3 3 38.8592233 43.0173733 2.31027698



0.01412363 19.45111 3 3 16.4529059 7.54275054 16.7411494
90.8809 81.04598 3 3 108.009037 97.3798267 11.7711518

3201.093 2114.962 3 3 3627.569 3154.06533 257.001285
196.4868 113.286 3 3 183.604667 162.154933 19.1438656
1388.765 1408.181 3 3 1423.92433 1532.58167 62.035062
3.705564 3.662085 3 3 5.24513333 3.54658167 3.75391287
551.5097 494.0016 3 3 782.863833 487.918633 649.771697
28.41233 33.33225 3 3 50.8044767 41.0755833 12.0845761
416.9617 220.3542 3 3 291.101967 352.9738 74.744421
35.32252 51.39841 3 3 40.11459 45.5054933 8.01266199
10.66906 18.07025 3 3 10.7350217 13.6401467 5.11304898
333.0782 364.1161 3 3 335.013267 370.697467 67.4230541
4.307802 3.140522 3 3 2.968729 4.07391567 2.30081038
17.36792 27.95991 3 3 25.98939 21.7852867 7.5161659
29.95121 20.89651 3 3 25.5137433 31.6388033 6.92986542
89.41483 96.0804 3 3 96.39679 92.8939933 7.01083239
550.6058 571.03 3 3 445.3694 543.932767 216.345201
56.00652 48.13426 3 3 54.59656 47.57128 12.9054
253.4679 227.2446 3 3 257.975867 236.603433 45.0883856
102.0611 98.72805 3 3 119.635827 102.367783 38.1273277
216.6698 172.4347 3 3 170.034567 186.419433 25.1840079
1.772432 4.860116 3 3 3.98399 3.12576567 1.06515208
71.83156 45.13283 3 3 56.7145067 66.0547667 8.91184466
627.2029 790.2699 3 3 758.257533 712.6806 59.4681556
309.3716 231.6643 3 3 252.1493 270.4778 12.0606166
7.528836 3.871275 3 3 6.72986167 5.765762 1.10556096
521.5698 433.742 3 3 550.4331 512.751 37.0607337
554.1373 328.6871 3 3 563.813233 491.9573 71.2155009
3.127414 0.5207639 3 3 2.33713597 1.2595353 1.75413052
964.7761 699.2124 3 3 814.1159 927.077833 135.043567
1935.476 1923.237 3 3 1857.061 1996.17033 286.602376
202.5384 163.5376 3 3 161.183267 173.202133 6.59022735
6.433591 8.198462 3 3 4.769356 6.11235233 1.94666067
1178.076 662.9229 3 3 860.874167 1064.41897 276.284358
36.01871 36.70099 3 3 32.6315967 34.4606933 2.36748212
138.4111 85.05738 3 3 98.16251 110.669693 7.66179258
182.2921 134.2933 3 3 139.8876 156.401033 27.6084814
107.4689 67.60912 3 3 75.3123767 84.67638 3.52913047
971.5961 845.5124 3 3 829.954567 875.701933 56.1648073
1962.161 2285.161 3 3 2205.86733 2129.502 51.9939991
223.8404 200.2619 3 3 212.277933 194.4118 22.5595785
80.81628 74.03536 3 3 68.0751767 74.2180333 12.0272895
1329.679 703.7702 3 3 881.397733 1046.16007 184.478935
396.6242 242.4398 3 3 420.2593 362.8893 68.8204681
298.0577 1134.649 3 3 383.205067 594.908067 55.5451714
41.39576 87.49384 3 3 70.2002167 58.2350967 7.96441555
1317.804 500.5063 3 3 429.0716 691.127733 176.579009
77.88263 53.5932 3 3 61.2078667 67.72499 7.17162346



2.668302 3.219714 3 3 2.54692467 3.13024767 1.22894621
144.5979 131.7859 3 3 144.397267 140.226467 5.74416317
96.43672 76.95182 3 3 103.0673 82.8702867 43.4665208
433.0916 303.5891 3 3 352.663733 394.537533 49.7345133
229.4348 178.013 3 3 190.631733 233.4357 76.2087739
34.80477 26.00055 3 3 27.8165733 30.3059133 3.38227451
166.3313 160.3562 3 3 158.287733 162.9744 10.0006697
98.45096 71.43158 3 3 74.46117 82.9000033 12.636367
904.5058 309.6096 3 3 904.875633 717.0093 225.978036
79.76659 74.32988 3 3 63.18164 70.4382467 11.1335572
1143.938 1294.163 3 3 1092.13333 1154.68833 37.8629055
74.14805 50.46925 3 3 53.47964 60.9097933 11.3633418
34.12621 16.59565 3 3 29.4547 24.8858467 5.15274589
168.8605 141.7719 3 3 145.447867 153.810567 12.5862661
154.9883 126.8257 3 3 126.660967 136.512933 15.0904111
525.1849 570.8946 3 3 592.253333 564.349733 50.62473
335.2329 295.1578 3 3 367.142767 338.474267 45.5361142
90.98103 55.69045 3 3 67.8000167 76.7806233 7.45488991
1067.545 1220.721 3 3 1024.33503 1139.41667 245.341572
11.53522 0.00226186 3 3 8.795134 5.98257862 2.4711347
64.80618 58.94653 3 3 69.6715067 56.4855467 27.7949942
111.7939 113.8522 3 3 178.207937 119.691067 130.227239
275.4295 227.4862 3 3 260.576233 247.068567 16.6987484
454.2656 245.1241 3 3 277.488233 330.476533 44.5229372
42.05922 40.46761 3 3 38.5037 42.6487433 8.91569608
1956.438 1778.746 3 3 1841.113 1705.13767 73.2447287
157.8703 105.004 3 3 109.21652 123.5565 11.9588205
348.024 208.7966 3 3 243.1103 274.503467 6.02945369

89.48953 70.72279 3 3 123.334877 101.751807 28.9227501
47.96343 42.21017 3 3 43.7854567 47.23201 6.11286697
115.6914 107.3098 3 3 91.47916 101.311297 12.4411351
125.5813 55.11236 3 3 77.9078533 104.37972 40.928319
385.0224 328.837 3 3 307.9535 331.639233 10.050478
133.0287 122.4333 3 3 132.255233 121.712167 20.4934166
36.01497 31.89594 3 3 48.3741167 40.8273867 11.806556
53.87251 44.84045 3 3 49.03704 53.5136 5.30595801
21.41636 10.67405 3 3 16.6226433 13.2253113 2.26246565
247.9315 190.7748 3 3 196.9294 212.2754 14.6008867
38.79759 46.18423 3 3 42.1918033 46.16487 4.99769273
4.293803 1.477867 3 3 2.962192 1.92946824 0.78696506
245.6964 219.7272 3 3 214.576733 228.632933 27.7818949
25.0923 21.05868 3 3 26.0186367 23.1554733 6.08358538

405.6195 279.8525 3 3 313.3866 341.540833 4.01197055
17.4282 12.96147 3 3 19.1604667 16.8592167 3.64131647

5.274566 0.9226652 3 3 3.75098133 2.6910044 0.63436107
95.78481 79.6264 3 3 84.6287533 91.22879 10.7708833
1039.562 821.7242 3 3 999.4484 911.051933 161.817086
2090.514 1693.186 3 3 1912.16 2117.919 140.032894



110.6592 92.15697 3 3 107.589373 94.04934 25.9218093
32.26923 55.87135 3 3 43.41193 56.0815 15.2784573
4842.222 4476.365 3 3 4659.72233 4808.78933 104.91
2185.037 3548.176 3 3 1700.95107 2619.11533 1893.01926
20.04891 9.800958 3 3 24.3470633 19.5425227 5.06918597
3339.763 2839.989 3 3 3025.13567 3393.24333 584.811906
122.9044 76.82389 3 3 96.8053333 110.455097 8.27143264
5108.254 4448.292 3 3 4744.90333 4968.839 184.848479
164.1799 109.2753 3 3 123.669667 136.202533 5.9087667
442.4797 449.465 3 3 424.470967 455.404033 67.3061166
157.8265 131.7505 3 3 140.055733 146.6347 6.11522386
157.8265 131.7505 3 3 140.055733 146.6347 6.11522386
35.34531 30.48149 3 3 27.6777967 31.0172133 6.27457422
28.72725 30.7042 3 3 31.13209 29.76271 2.90675222
6.396316 10.46902 3 3 6.63561633 7.86523367 1.57893324
328.9785 341.9602 3 3 371.344867 355.3626 7.48471386
205.7966 167.7795 3 3 169.546067 179.788367 4.43029333
826.5067 444.9387 3 3 552.131033 647.2618 93.5415134
293.0956 308.6375 3 3 290.767 319.8233 55.8101594
1151.615 1064.802 3 3 1346.92467 1241.36933 32.5156758
189.5235 197.1595 3 3 255.646333 227.5508 21.2516584
6.565952 9.129863 3 3 6.21283033 7.14114567 1.09683227
13.17719 10.66262 3 3 10.6293733 12.1596067 3.17083069
35.28741 35.93497 3 3 38.26491 34.71613 7.80989115
202.5515 187.5514 3 3 176.280067 185.8104 12.0640493
957.7637 865.0898 3 3 921.303767 978.686833 29.7595583
55.92045 53.72705 3 3 55.54071 60.2213933 4.67844269
581.5245 683.6381 3 3 757.814067 678.1634 152.200282
744.6102 592.0704 3 3 701.998567 652.5417 75.9850043
322.2219 288.1989 3 3 281.108433 295.943133 23.7318751
66.42905 46.87486 3 3 61.6572733 57.21514 1.7345871
886.2414 1193.198 3 3 895.796167 979.6455 33.2185767
60.54174 61.14876 3 3 63.8241633 59.6254433 9.18832259
615.2848 277.2984 3 3 349.135167 427.909333 41.8206145
2435.307 2242.247 3 3 2008.773 2191.85733 308.473019
324.2161 247.2151 3 3 269.878367 287.976867 12.5221725
121.1127 143.0897 3 3 122.063733 128.062067 3.47862446
416.5942 350.9107 3 3 399.260067 372.217267 47.0885618
318.8937 279.5714 3 3 261.749933 279.505933 6.24835715
87.07772 71.90733 3 3 71.73207 76.28759 4.06903224
87.07772 71.90733 3 3 71.73207 76.28759 4.06903224
521.5861 447.0242 3 3 536.688967 497.114233 77.6888713
88.87681 87.05767 3 3 82.8066633 86.51222 7.88920992
74.03939 73.01623 3 3 75.36487 68.0195833 13.4725035
10175.79 8334.057 3 3 9693.956 9281.85467 93.3397063
34.47918 27.59467 3 3 30.18527 32.0037067 1.4416357
36.29206 28.08373 3 3 35.2007267 29.7384633 10.7776073
83.12842 66.29227 3 3 75.7093367 70.7215 2.72655468



499.3489 473.7303 3 3 559.835033 520.941233 62.8413701
35.46306 25.2361 3 3 32.3184833 27.6691267 7.86733491
14.53501 9.515582 3 3 16.7858503 13.1812407 7.45743302
263.2772 193.2343 3 3 202.490967 219.889667 9.97911929
35.4124 48.28397 3 3 36.7477467 40.31206 3.99757444

114.3803 115.2181 3 3 105.08546 110.489867 9.61370518
85.58411 109.5692 3 3 107.589483 95.7684333 23.580646
73.60699 66.28159 3 3 61.9688267 67.46049 11.0138885
660.989 428.7483 3 3 708.287867 621.1868 87.240618
180.702 182.5925 3 3 180.755767 189.008033 13.5244259

660.2079 345.1534 3 3 448.593933 553.3865 152.741415
18.74301 17.61175 3 3 15.7598633 17.48454 3.65650974
104.7712 85.7776 3 3 90.17176 97.8507333 13.784495
399.3726 422.0701 3 3 417.166867 468.351267 56.9416552
526.1653 380.6551 3 3 423.7243 456.159867 6.35024669
36.98733 24.05597 3 3 42.0125633 34.4163967 14.3699694
124.5419 87.39803 3 3 91.9518233 102.033727 11.2321075
2.130202 3.52848 3 3 4.206586 3.50191067 0.82641121
90.16238 52.74472 3 3 63.7677033 72.1901933 3.1164833
151.5819 68.31853 3 3 144.9577 123.126077 13.209341
750.8437 719.739 3 3 731.4021 794.287433 97.2972377
20.69746 7.514242 3 3 11.281495 14.331634 1.95191776
87.53242 120.8413 3 3 104.6382 122.801473 19.0935727
65.72915 33.84451 3 3 36.4959967 44.82852 5.09715612
59.5906 56.94024 3 3 65.1332867 58.0494233 15.9393438

28.86366 26.42533 3 3 27.4215267 28.9084733 2.23764439
21.44741 22.88118 3 3 17.1271033 20.5235933 7.09230299
24.08969 15.63985 3 3 21.07842 18.7321633 2.5311618
24.08969 15.63985 3 3 21.07842 18.7321633 2.5311618
439.0818 391.2377 3 3 421.201633 391.837067 46.8852969
105.3128 83.6979 3 3 81.6053067 88.9577533 8.18039067
150.6712 115.8256 3 3 155.0699 136.145967 38.7427084
315.1472 270.1172 3 3 331.4242 306.817 44.5376313
1328.795 1376.073 3 3 1560.937 1412.75867 317.396646
74.04983 67.59769 3 3 56.56114 65.0801167 16.1726164
597.6228 1090.305 3 3 990.455933 862.208967 149.619323
167.8182 148.1596 3 3 162.938567 184.650233 13.4920904
493.5478 428.0014 3 3 388.4738 428.969667 65.4297091
539.2297 534.7751 3 3 677.282667 610.964833 78.0120713
86.12422 51.16929 3 3 86.1760933 76.0290033 7.61182878
14.85947 11.51802 3 3 12.7702467 14.49918 2.71252787
142.2611 123.9437 3 3 122.78811 133.1679 21.6246683
239.9504 315.5674 3 3 310.406933 290.850667 3.82035108
359.7307 330.7841 3 3 399.758567 347.970733 116.196416
15.17932 16.22585 3 3 12.8730333 15.8898833 6.79920736

42.265 41.01167 3 3 50.3146033 44.1463 13.2539216
158.3216 129.0802 3 3 152.901467 134.718567 35.1872528
63.86572 52.3422 3 3 68.3079933 62.73789 7.83718861



783.1104 996.8258 3 3 1076.71637 891.1727 406.266078
570.9121 345.8285 3 3 433.315367 505.1503 85.022832
278.688 228.9368 3 3 260.475033 237.237967 36.4147705

142.3522 86.60222 3 3 87.8502067 105.413353 23.6306032
113.792 79.6456 3 3 87.78201 95.9725433 7.13449411

233.6698 121.6714 3 3 131.546033 160.708933 19.082472
48.06303 46.70496 3 3 47.41348 50.1266033 3.84380793
758.1036 1302.753 3 3 825.6997 960.8293 71.366448
181.3401 289.7716 3 3 156.9925 195.9716 12.8797192
165.7788 108.8788 3 3 135.6526 156.468633 17.8314796
75.7683 53.37621 3 3 57.1845567 64.76559 13.0372824
527.397 475.3458 3 3 510.84 598.9131 103.219986

1307.814 1016.101 3 3 1148.1022 1323.31567 241.768993
74.47615 39.58883 3 3 47.58117 55.45338 2.63233409
163.5924 173.5414 3 3 140.068767 153.726 16.5522632
132.0679 97.74479 3 3 120.660667 112.94403 0.72135201
4.32542 3.533383 3 3 5.03420967 4.46827867 0.78844401

1286.976 2208.423 3 3 1352.74967 1596.83367 162.245208
297.0538 166.9715 3 3 187.468 221.558 37.7898008
71.42804 47.73175 3 3 66.5325267 61.16496 0.70361642

489.24 483.627 3 3 471.5015 493.5078 48.3461223
489.24 483.627 3 3 471.5015 493.5078 48.3461223
489.24 483.627 3 3 471.5015 493.5078 48.3461223

46.1377 12.53788 3 3 23.7143833 32.60774 9.65706796
73.27895 53.15037 3 3 53.52434 59.3006133 4.96995225
73.00793 54.25209 3 3 63.66788 71.9537167 7.61995595
6686.167 6000.418 3 3 6231.17833 6719.59533 829.20785
27.0414 13.59704 3 3 25.9725 22.10977 4.70396402

21.57 27.71664 3 3 18.0817867 21.23309 2.62341752
343.2097 273.4966 3 3 275.996433 295.394433 14.8976406
3332.633 2538.042 3 3 3347.56533 2976.42367 739.95702
40.68171 48.17119 3 3 43.9626733 39.5937967 3.794663
3399.905 2982.899 3 3 3162.19933 2908.46467 220.733372
1142.07 1278.649 3 3 1191.30567 1249.58 90.8441446

98.00655 60.03394 3 3 87.0231133 76.93187 12.3471318
26.98918 32.6411 3 3 35.50147 32.3260067 5.01901815
170.9046 117.1551 3 3 153.887767 140.6477 12.2198906
5843.557 5388.913 3 3 5606.498 5952.63867 477.924534
34.92274 25.34638 3 3 35.2626 32.2211633 3.44557737
100.0539 67.98067 3 3 74.4221967 82.4153 8.10622504
105.0521 80.05633 3 3 98.87218 92.4854133 7.41222612
37.96256 31.89596 3 3 42.3827333 36.80175 11.899832
324.7156 169.1561 3 3 309.9982 269.142067 33.4202098
170.9421 178.1795 3 3 179.137867 204.472767 25.0945922
384.2935 329.0292 3 3 328.6555 344.898233 13.7709422
75.03514 64.83617 3 3 69.1198067 74.7806033 8.35474434
1646.92 1863.457 3 3 1899.16033 1735.99633 353.957167

82.02919 82.21197 3 3 79.3502467 83.5264767 9.19469265



536.3901 605.3248 3 3 551.576533 573.997667 37.2902237
73.99395 67.14198 3 3 70.6917067 64.89045 8.13577397
318.6624 268.7014 3 3 385.8371 278.774433 241.234792
68.54507 49.11194 3 3 50.93294 56.85332 8.7073713
96.25042 118.1372 3 3 125.1184 109.182307 34.4488789
959.4398 877.8543 3 3 854.058867 890.5679 53.8064898
222.6598 265.6388 3 3 229.858233 240.881067 11.7225249
46.07412 43.04776 3 3 45.3095133 48.7690667 2.60407065
1159.862 592.0948 3 3 855.6762 1038.9766 119.814252
906.1117 679.9484 3 3 700.780767 759.329833 40.3414623
1203.396 854.6284 3 3 1015.69213 1186.7738 217.102106
51.37527 40.25434 3 3 45.0267533 47.9995567 0.86038588
2302.904 1566.71 3 3 2267.04333 2056.79233 223.363856
1206.133 884.912 3 3 985.232633 1130.669 250.074485
104.8611 79.00452 3 3 120.2059 106.304573 14.8025874
507.4691 350.6823 3 3 590.493733 508.006167 102.908817
205.0669 159.4092 3 3 188.373367 176.64 10.0966151
1123.543 1491.13 3 3 1118.43597 1292.83333 352.20054
238.1126 189.3839 3 3 184.035067 199.790367 10.7587165
11.72218 10.07399 3 3 10.4614147 11.5870167 2.12191321
951.562 817.9767 3 3 1257.6741 1075.8159 241.847175

654.6245 809.5693 3 3 814.679733 769.989267 10.2336752
10.99559 7.101994 3 3 11.6592213 9.287117 5.04137381
6442.091 6777.569 3 3 6493.86667 6629.66933 258.944326
92.13425 72.13978 3 3 73.21233 80.1356267 11.7718568
182.0698 123.0913 3 3 122.344213 141.713933 27.151722
173.6287 163.4168 3 3 157.9583 163.931767 9.86349043
30.73684 27.49714 3 3 25.43834 27.6236033 3.95824298
296.2401 210.5306 3 3 261.3746 239.5725 8.90963883
280.2335 237.8024 3 3 230.6647 244.9537 5.05024469
1623.096 1745.65 3 3 1633.65367 1687.889 107.773902
118.7135 124.2962 3 3 101.310747 112.289567 19.2092704
8.894442 9.233588 3 3 5.35516533 7.05729767 1.75434416
113.2885 87.79106 3 3 106.777333 100.98752 3.55428256
1136.292 888.4985 3 3 1347.08833 1172.04483 262.42725
499.346 742.8279 3 3 572.806267 629.864167 44.9876497

100.1971 139.9778 3 3 100.054217 111.397623 7.27068961
41.5209 13.19007 3 3 40.7420533 31.8664167 12.3254746

1537.017 1019.205 3 3 1477.57767 1334.675 174.966327
195.3413 156.3222 3 3 176.280633 189.909667 0.92523839
129.1619 123.3395 3 3 120.450267 123.937367 6.27610868
54.21101 54.80087 3 3 64.8709233 56.22705 19.5922173
112.5193 107.1564 3 3 110.3877 106.9068 5.54575411
160.4433 161.4337 3 3 129.589933 144.920467 21.5931478
130.4846 50.45785 3 3 73.6805133 91.8204867 11.1678932
25.48167 29.8485 3 3 22.57867 26.8527633 9.45361103
1935.474 1396.42 3 3 1644.29267 1803.83433 65.2114909
50.67101 22.75891 3 3 34.7849233 43.84853 9.22815065



33.03667 14.60748 3 3 17.5762767 22.13525 4.00888771
2.017754 6.137606 3 3 2.62787103 3.81492767 1.72475761
353.0137 270.8903 3 3 316.4051 363.975 46.0429254
123.8453 112.357 3 3 109.790677 116.227767 13.224225
859.162 650.3052 3 3 656.956167 712.869033 17.8055803

367.4682 353.0204 3 3 358.826233 344.746033 16.5104175
73.8167 67.3044 3 3 87.4920333 75.9591133 24.5667149

406.9606 244.6581 3 3 316.1756 375.738467 68.1982375
1663.697 2123.636 3 3 1584.216 1762.772 252.862966
120.9658 89.57243 3 3 94.41221 103.503673 13.4441818
3609.463 3441.999 3 3 3542.586 3834.33733 396.080264
38.68173 27.44968 3 3 25.55227 29.30615 0.71539301
134.2345 82.78976 3 3 96.8569533 108.36902 6.20926202
462.4785 314.0259 3 3 343.2616 392.676933 85.6855009
44.03047 101.9668 3 3 62.50602 75.8271033 8.66685219
1975.055 1704.176 3 3 1967.50633 1848.13167 238.308932

25.446 7.595299 3 3 23.2491767 18.0921563 7.32091201
89.54687 67.71833 3 3 61.0512667 71.1338 15.812637
113.7172 103.5433 3 3 113.413003 105.60676 16.4080845
1147.377 1509.703 3 3 1451.306 1340.17533 179.344289
4672.251 3120.996 3 3 3101.52733 3574.281 519.695977
553.821 826.0176 3 3 780.317 682.2745 179.451797

32.02557 30.77207 3 3 31.8075067 34.00203 2.1872894
3479.006 2713.56 3 3 3529.10433 3272.719 329.170408
161.8049 128.3768 3 3 143.467533 159.815333 22.044756
282.1556 479.2071 3 3 420.199433 377.306533 3.01462617
54.38627 63.88022 3 3 69.42031 63.7908767 8.96621219
63.20634 65.56488 3 3 72.8744267 60.8417433 26.9923936
151.3442 160.7121 3 3 183.868 170.634967 16.3259071
626.2104 737.0637 3 3 725.823033 689.074167 62.6377763
8.848687 10.16317 3 3 8.379745 10.6999923 4.88314091
39.33717 20.32596 3 3 37.18738 32.46033 2.73023534
1336.847 1060.083 3 3 1187.473 1274.93733 62.5215479
5573.685 9702.826 3 3 6650.15567 7630.42133 915.409793
5573.685 9702.826 3 3 6650.15567 7630.42133 915.409793
91.70364 69.37592 3 3 73.1650667 79.1777867 7.85577302
7.39145 16.60225 3 3 10.7207973 14.14416 5.21236007

110.1146 99.78951 3 3 98.4076033 101.994337 3.92431713
85.39587 14.51178 3 3 17.85552 36.4965083 6.76892145
23.83946 19.77531 3 3 22.4227567 19.4637067 5.08824494
244.5173 186.2804 3 3 190.8287 205.630833 5.43363055
130.7626 243.1779 3 3 211.821967 172.056167 67.6229847
538.5888 639.4035 3 3 698.409767 626.920067 142.499697
2067.661 2332.601 3 3 1850.80533 2034.67467 282.849303
29.88077 24.10783 3 3 22.10355 24.6484367 3.09561363
242.5289 208.2551 3 3 234.314133 221.717567 22.5678576
202.9937 134.4711 3 3 142.651567 161.125867 21.6132892
225.0269 159.145 3 3 134.749167 172.817167 74.2086203



224.903 188.8488 3 3 193.592167 203.806367 14.1986076
85.06698 62.14725 3 3 76.2095467 68.8589733 9.40267766
546.5585 820.3978 3 3 856.4647 745.0105 189.667536
235.0497 252.7533 3 3 237.319 246.294833 18.2493379
40.70447 35.34412 3 3 35.5515033 37.94503 4.82765982
58.14207 32.34516 3 3 45.52622 54.5601467 2.80999164
28.97693 23.34742 3 3 38.3992567 32.9301233 3.73949693
669.3094 371.6597 3 3 723.1905 618.8676 82.4017172
62.01746 56.22903 3 3 68.30575 63.1698833 9.11160714
84.9308 52.40648 3 3 58.5312333 66.0166 3.61023736

20.69808 26.57985 3 3 17.70887 20.8256367 4.40176635
1399.558 760.5967 3 3 1322.34467 1161.68523 124.671029
129.0699 161.6814 3 3 130.355033 138.990933 3.0623759
64.34002 34.0403 3 3 57.2210867 50.3632467 4.13000367
615.8702 828.8076 3 3 749.1441 696.641333 37.1952598
10.86794 21.24672 3 3 12.564139 15.6879567 4.97044179
33.26186 26.7424 3 3 34.45797 32.0426033 2.82867139
160.3605 130.3622 3 3 152.872833 142.354267 18.3858882
70.66652 64.70958 3 3 58.8439633 63.41031 6.8889968
7.220165 9.856853 3 3 3.64873533 5.82343423 1.17405218
86.43939 113.3807 3 3 126.102933 110.39853 28.3625291
244.3015 157.1883 3 3 274.0988 239.412233 6.4015237
7789.938 7351.732 3 3 7653.33533 7390.12367 473.247451
2878.183 2817.696 3 3 2845.04367 3197.56667 544.156791
4584.706 5333.563 3 3 4962.53033 5503.07233 730.14259
105.8316 75.1019 3 3 111.4492 100.970033 4.43784279
551.3752 463.1826 3 3 651.651167 557.4165 194.842384
32.61037 23.26692 3 3 31.9205067 28.39217 6.64001951
48.47016 34.53077 3 3 36.4980867 40.9459533 7.50057899
36.46402 33.50144 3 3 30.2413867 39.78856 20.3911245
1241.781 1373.409 3 3 1283.038 1344.994 109.529974
9.513973 16.08647 3 3 10.8147753 12.7993377 3.20333477
19.41406 14.6712 3 3 16.0263633 17.4313967 2.11764459
537.9723 424.3615 3 3 427.709067 458.256833 13.8196702
537.9723 424.3615 3 3 427.709067 458.256833 13.8196702
1194.838 1188.512 3 3 1034.61223 1110.30993 104.009778
1749.115 1402.345 3 3 1444.61 1595.87867 302.17286
5796.51 5537.087 3 3 5636.46 5124.05667 711.776108

348.2356 380.3751 3 3 321.059367 341.612767 21.470768
161.2681 121.8163 3 3 147.372067 135.924467 14.789062
54.50032 34.0691 3 3 41.0330867 46.2184467 5.34531962
167.5594 178.8363 3 3 163.9074 173.976 22.5809668
295.5085 240.7851 3 3 330.5363 299.102733 40.9164207
1555.385 1309.395 3 3 1505.986 1420.341 154.158863
91.53416 76.66021 3 3 72.89949 78.7900133 6.79998129
13.58528 22.78502 3 3 19.4845033 16.8849967 3.16337317
235.6982 171.2905 3 3 234.918567 213.282533 34.4434964
111.1419 134.906 3 3 111.955527 119.4278 10.9350708



1.590286 3.668316 3 3 5.869727 4.224155 2.41327001
558.0552 534.402 3 3 633.248567 586.707833 81.0705706
63.92666 53.60516 3 3 56.4390467 58.8785867 2.29735032
116.992 86.81849 3 3 90.58054 97.7917833 0.99052869

291.2487 277.0788 3 3 258.631 269.860067 3.67144707
110.8196 120.4688 3 3 117.924567 131.827367 15.1538951
91.84136 47.07711 3 3 61.55322 71.87025 7.34847536
277.6017 157.0711 3 3 195.4765 222.185767 11.5743761
50.29818 86.26505 3 3 70.2264933 58.40087 11.6567305
642.1337 828.2933 3 3 794.824133 728.425933 122.144304
206.6347 137.6101 3 3 159.234733 175.770333 15.5419126
9.004341 5.334149 3 3 4.93747033 6.179387 1.41454774
811.3088 853.0091 3 3 970.794767 899.820633 113.952591
598.3149 488.7384 3 3 447.644267 534.5419 193.555522
51.54623 48.44138 3 3 48.6839333 53.0141067 8.44437291
2553.738 3646.316 3 3 3367.70467 3021.97 572.460468
24.06968 19.50284 3 3 20.10345 22.12074 4.04876421
245.009 1900.167 3 3 343.023233 766.800567 55.3707983

77.51253 82.43838 3 3 81.95101 74.8795267 13.6291008
37.94826 37.63594 3 3 34.5867733 36.5261933 3.93144412
326.4246 184.0596 3 3 353.471 302.828133 44.4305675
48.49615 46.3075 3 3 45.0561367 48.0711733 6.81870294
456.3539 475.0417 3 3 372.0744 413.470667 31.2065215
100.3524 113.292 3 3 98.2583633 106.187667 17.209745
22.05251 19.51167 3 3 21.53085 24.14727 1.16415355
79.27355 72.1861 3 3 84.3202667 75.7453233 19.6043001
81.20916 40.31847 3 3 45.1493133 55.15574 5.31458992
111.8546 69.70664 3 3 87.1595233 102.494847 20.3520419
111.8546 69.70664 3 3 87.1595233 102.494847 20.3520419
305.1252 223.4263 3 3 283.1431 264.5605 14.0433958
1902.171 2945.522 3 3 2113.92267 2359.77533 205.471911
36.89948 36.58919 3 3 29.1485533 35.2804533 14.0281865
3970.99 4195.686 3 3 4138.21967 3826.139 561.767655

104.4092 130.1914 3 3 118.764217 106.374857 17.4919603
742.5551 859.885 3 3 824.638033 734.0716 165.534777
182.4259 128.5292 3 3 141.874167 154.3596 10.6470311
73.46882 43.27695 3 3 45.95743 53.9867167 7.95450447
145.8918 156.8126 3 3 119.968467 135.3953 22.2305569
2990.573 4587.85 3 3 3560.19867 3944.877 300.46079
514.719 565.5746 3 3 748.479967 508.8255 554.468732

0.6393889 4.690342 3 3 4.068988 8.70858697 1.70155063
672.3663 519.2582 3 3 625.107567 578.084033 71.9853136
162.3284 155.9312 3 3 158.010667 168.6269 18.1873742
4558.714 2590.008 3 3 3457.802 3979.804 129.697005
138.9043 102.9751 3 3 111.5928 120.3087 9.41480721
1257.338 377.4935 3 3 670.732233 901.649167 273.435279
137.8947 117.4532 3 3 130.641667 121.9141 14.4803633
137.8947 117.4532 3 3 130.641667 121.9141 14.4803633



95.74058 80.16923 3 3 78.5011133 84.72063 10.8684086
160.3228 119.1024 3 3 124.823267 135.280467 10.5105013
8062.994 8392.799 3 3 8234.09033 8626.334 576.733586
69.71024 27.69306 3 3 36.6598367 46.0696967 4.36233837
171.9852 155.6601 3 3 163.648567 156.2637 7.63691089
118.4228 95.38368 3 3 99.7179233 105.704527 7.60306472
349.8088 289.1192 3 3 349.931567 311.906133 82.275115
20.87851 27.17382 3 3 21.4880333 23.89568 4.64364566
625.2708 1059.902 3 3 899.0049 782.962 123.965598
0.793518 1.770014 3 3 4.17360367 2.73038333 2.19126918
85.55852 106.6727 3 3 133.92118 90.6915533 99.8553026
68.4144 69.00646 3 3 68.5151967 72.9799033 7.33077969

154.7561 120.3005 3 3 140.184233 129.426867 11.682526
50.87664 30.27454 3 3 42.9776133 36.3723667 8.86102224
42.38764 39.60209 3 3 34.47775 39.7757667 12.1033069
156.7999 132.8288 3 3 122.6396 133.4009 9.81917502
41.58588 32.48394 3 3 32.99613 35.67406 3.58021002
214.7955 273.0296 3 3 275.580033 258.575567 9.13101178
45.19078 36.74786 3 3 36.7575933 40.9036933 8.71103947
106.022 90.25782 3 3 85.7910233 94.2181167 16.7017901

23.02744 15.3463 3 3 18.2478567 20.7542133 3.48523444
11.17249 13.40182 3 3 8.62345267 10.7650697 4.10328361
148.1784 121.2665 3 3 251.319607 129.177433 284.904369
84.56092 63.31789 3 3 85.3475733 79.24884 2.38730709
321.428 236.9656 3 3 242.316133 264.3847 14.749276

147.6225 172.8895 3 3 184.8609 158.047467 61.248456
1907.994 2182.166 3 3 1899.32367 1987.49867 117.152535
2508.867 2208.449 3 3 2334.15 2507.30533 273.83207
448.0882 1773.671 3 3 555.593533 887.494533 114.812686
82.26958 95.80554 3 3 81.8603933 85.86398 3.40871426
92.6649 55.81276 3 3 95.6241067 84.49202 4.76164675

6.536546 5.43209 3 3 9.20579133 7.706242 1.7595726
296.896 211.7861 3 3 200.601933 231.465033 42.7566124

1462.824 1073.733 3 3 1216.005 1384.51433 277.363175
38.88057 52.88199 3 3 41.7513433 45.1442633 3.51311302
279.2029 216.1274 3 3 231.519233 245.655433 9.31025913
191.6463 172.5991 3 3 216.931433 175.852867 95.0218276
257.5888 175.0894 3 3 227.119333 205.179667 23.6692651
636.8998 377.5558 3 3 487.6398 563.399567 71.7603893
70.07412 86.02353 3 3 75.6324833 79.57876 3.82942737
2080.846 1706.853 3 3 1913.751 2113.064 196.069688
15.65423 11.82419 3 3 11.50691 14.8919833 7.4242345
14.26259 17.01182 3 3 11.444938 14.0642733 5.31740661
5426.614 3087.415 3 3 4783.13767 4282.85733 34.2608659
18.94258 15.68894 3 3 14.4543967 17.0541733 5.84692867
141.7572 131.6183 3 3 172.052267 156.6365 9.14983038
212.1294 279.0576 3 3 171.285733 217.185033 89.5322638
41.06929 31.10926 3 3 34.3007 36.54714 1.5042955



60.01015 69.0543 3 3 62.2147533 71.42081 17.3910693
3827.073 3511.392 3 3 3559.64933 3679.018 230.267065
787.6641 600.5156 3 3 649.9015 690.307567 13.0103519
67.06887 58.83596 3 3 54.7257733 60.6286867 12.5810389
225.9559 169.6516 3 3 176.1029 190.123 10.5385646
253.7724 94.62471 3 3 202.748167 166.10687 29.203598
78.93729 60.42986 3 3 79.1735533 73.2824 8.14368382
468.0181 370.8887 3 3 616.074733 514.246367 166.444299
1759.713 954.2877 3 3 1733.71533 1443.61123 527.469693
69.97386 78.28145 3 3 86.9337933 79.80544 12.8660171
1517.699 223.9216 3 3 393.459167 697.9002 40.7993679
99.41581 79.5325 3 3 112.456117 97.07467 32.0835485
63.69329 33.0246 3 3 56.8334933 49.0288933 9.93750591
63.69329 33.0246 3 3 56.8334933 49.0288933 9.93750591
1196.568 1014.038 3 3 1002.4539 1079.90867 150.861903
185.7044 147.5669 3 3 172.701967 162.903533 11.097786
69.76566 57.73111 3 3 69.01994 63.9903567 10.1436401
89.96442 92.39767 3 3 81.8333133 90.8880167 21.2087428
255.4145 170.7368 3 3 234.015767 204.731867 52.1745831
841.9616 1095.973 3 3 812.669367 923.3467 212.427998
82.47026 100.2943 3 3 95.4103433 87.1472367 15.5922112
46.70087 34.81893 3 3 37.90237 40.51025 1.42263845
46.70087 34.81893 3 3 37.90237 40.51025 1.42263845
221.008 171.1293 3 3 193.892433 212.2475 21.2309447

159.2332 127.3081 3 3 131.0829 142.8963 22.681469
742.2214 904.6662 3 3 861.884767 814.930533 73.144206
1473.667 1598.981 3 3 1481.90133 1612.822 270.353529
97.37021 79.18724 3 3 94.5011 88.2952933 11.3965515
3374.226 2589.602 3 3 3456.69867 3162.322 476.125563
202.5239 178.5936 3 3 176.4242 185.711333 16.1998784
179.4569 123.2914 3 3 131.7492 145.506233 12.3617591
100.0798 113.0005 3 3 115.789767 104.17672 26.1933807
120.8427 71.28374 3 3 109.868467 98.9760133 3.95807582
107.2582 69.74604 3 3 73.1690233 83.8743567 14.7271082
478.1351 400.9853 3 3 353.512533 392.357467 12.7683827
40.98039 10.61651 3 3 11.3919933 19.7735337 6.98764462
63.38105 34.99256 3 3 52.90619 45.93052 5.96837295
303.6429 180.9219 3 3 208.466133 235.4211 10.468589
24.04026 6.648344 3 3 20.60364 16.1670547 5.58178524

867.08 2419.192 3 3 2026.75 1465.38867 1022.41808
123.9461 99.93581 3 3 108.037553 116.917137 14.7569126
238.0123 165.198 3 3 197.725867 217.872467 11.2560375
21.12379 7.389466 3 3 24.7454333 19.5501053 4.260551
18.18953 16.45863 3 3 11.288346 14.0057027 2.66352923
52.84048 56.30241 3 3 55.45359 60.28332 5.32401046
80.1283 81.53291 3 3 89.12986 75.2450433 31.2126565
4.57397 3.38803 3 3 2.60847249 4.17539833 3.62559968

159.6493 165.9141 3 3 169.9397 199.489233 28.0730031



238.1012 263.1552 3 3 210.079867 236.117833 54.4950878
255.8852 223.433 3 3 235.9237 248.2232 18.8525218
93.75033 80.68338 3 3 90.59339 87.14409 4.82370028
93.75033 80.68338 3 3 90.59339 87.14409 4.82370028
93.75033 80.68338 3 3 90.59339 87.14409 4.82370028
657.2499 990.924 3 3 864.0906 772.458067 103.629517
1593.283 2307.183 3 3 1572.25633 1854.18833 534.576097
2133.809 1778.07 3 3 1809.224 1901.228 79.8751945
100.9183 113.1412 3 3 94.3854467 102.521143 16.4066756
121.0423 98.96181 3 3 118.236063 109.766837 16.6209315
26.10356 21.46193 3 3 29.8959867 26.2714367 7.00102105
7339.281 6195.487 3 3 6514.13133 6758.615 69.027936
4063.99 4125.395 3 3 3441.528 3743.76267 370.493362

96.96111 81.70926 3 3 88.6179533 92.96669 2.72264137
1159.091 1464.588 3 3 1064.4888 1184.5833 91.0209332
101.1814 108.9999 3 3 106.05316 97.7794233 14.3236265
50.4687 76.08735 3 3 56.22188 64.3514733 14.1495782

59.50535 34.15276 3 3 56.6244933 48.7681833 13.0952352
147.8828 106.2571 3 3 107.294623 119.255233 13.4149223
50.40627 41.82807 3 3 30.0835767 39.32753 17.8639143
167.7064 135.357 3 3 158.5788 149.808267 12.5617858
541.1998 611.7032 3 3 638.772267 602.5245 63.5455199
29.83715 23.27794 3 3 23.79 30.2086633 13.3714942
302.5794 305.5675 3 3 398.235733 343.4374 109.920624
9.030233 11.18663 3 3 8.73324667 9.61385967 1.55858734
644.761 775.1372 3 3 592.4066 651.537133 70.8709737

99.02996 92.27654 3 3 82.3232733 88.93658 9.86970899
779.2779 457.7432 3 3 419.460133 532.233867 151.339092
2041.602 1186.943 3 3 1981.397 1748.66867 256.759528
105.3754 102.8478 3 3 109.7838 103.727767 14.2481886
400.0935 519.0425 3 3 541.878067 491.205 88.442679
53.84268 33.37402 3 3 37.7284433 42.5127433 4.43663955
71.31852 65.72663 3 3 71.7477633 68.13145 8.05439805
700.225 760.0703 3 3 726.2098 775.191367 80.2497446
1085.39 1068.545 3 3 1047.11923 1150.92067 209.293118

0.8727853 0.06210204 3 3 2.20019558 0.92539011 2.88102105
93.34802 73.34761 3 3 78.3013533 82.7645367 3.23401857
1024.34 914.2855 3 3 912.286533 1099.80817 377.819218

10.73984 5.859571 3 3 14.776392 9.00762033 13.3749407
46.82651 57.2849 3 3 57.6794933 51.6403833 13.2813266
1231.12 896.0366 3 3 1034.3149 1166.3992 194.864658

415.3607 458.157 3 3 508.264867 476.043667 27.0545016
119.4935 188.4644 3 3 134.110833 165.548733 62.8528664
489.9129 363.3964 3 3 451.370333 406.114967 78.8495981
537.2956 540.3445 3 3 698.964733 622.1989 110.443241
892.2621 1163.477 3 3 962.354333 1038.24737 116.609377
41.50329 19.60743 3 3 24.04276 31.01761 12.3456085
46.96889 56.84935 3 3 43.2328433 49.5634333 13.5613806



1901.878 1552.81 3 3 1734.62267 1608.77367 127.379124
15.83379 10.33863 3 3 14.72147 13.3875567 1.47121974
68.96609 39.33814 3 3 38.87802 50.5345367 22.4559243
50.66298 50.56206 3 3 51.7591833 57.60513 6.72962618
64.2949 80.82632 3 3 74.1123567 82.44274 5.35346026

165.4266 125.2711 3 3 134.1467 142.843367 1.76805017
642.7868 668.1376 3 3 735.7761 683.2964 113.994864
2190.389 3343.371 3 3 3498.03767 2430.67233 2394.23533
69.68379 100.4496 3 3 75.86393 83.6513033 9.91276642
15.93836 16.81334 3 3 25.9347867 21.8374667 2.16913025
584.1779 354.79 3 3 585.4029 503.5604 145.05797
239.3123 286.7553 3 3 245.042633 272.398067 58.1760792
114.5692 81.73686 3 3 91.1745 100.661653 14.7755411
3049.006 2415.589 3 3 3127.15867 2928.591 78.350762
118.2842 94.96904 3 3 109.589033 98.8624033 18.1991819
82.18114 76.75417 3 3 82.83857 78.25584 10.3202236
5.023242 3.169864 3 3 5.34616 4.05843067 2.91143286
2494.678 3717.718 3 3 2497.01 2896.463 626.944637
840.1462 719.2285 3 3 746.962067 815.3329 137.38123
16.71251 17.03544 3 3 23.1384967 20.3260433 2.96831474
38.35963 29.84612 3 3 30.9777367 34.3795933 6.84767304
51.0788 23.99693 3 3 34.1476367 41.7339833 9.3969092

5.493317 3.533528 3 3 11.0471679 6.60869833 9.84995916
214.7178 259.0338 3 3 179.7994 204.9566 4.8796519
52.73732 74.50811 3 3 51.3563667 57.8486633 4.40427732
96.83173 59.84252 3 3 80.4308467 68.8810333 11.9476962
398.6397 284.0909 3 3 335.5587 389.969233 79.705259
107.4517 178.9437 3 3 152.571967 135.8735 11.6825094
75.3802 59.52959 3 3 51.1613067 59.0074167 8.42350477
58.4101 35.55699 3 3 41.0169667 48.32864 12.8922034

2297.675 1872.998 3 3 2133.61567 2341.74633 51.1003856
151.32 141.3034 3 3 129.354667 136.768533 3.55160053

20.58298 65.70087 3 3 36.7348833 47.1813367 7.71693472
1269.817 1877.124 3 3 1508.70667 1649.37033 49.7138502
899.8561 915.0084 3 3 883.978633 905.1513 49.6362347
96.29037 96.74139 3 3 100.502953 112.19952 6.01828986
103.0377 89.66075 3 3 106.79534 101.038383 8.76955908
821.1516 996.0867 3 3 972.569733 884.599767 185.553501
273.7842 241.4333 3 3 226.6319 245.250167 35.2726216
1858.179 1563.389 3 3 1900.42967 1763.24133 276.933141
195.6317 152.2959 3 3 145.547667 159.605133 5.66949031
384.3344 352.7867 3 3 330.524967 355.630367 53.1286075
199.4305 229.8625 3 3 208.655633 216.787033 11.388919
103.7327 71.13063 3 3 76.3084633 84.6164233 10.1013468
268.3826 270.4866 3 3 277.7227 301.294567 10.4048067
1467.888 1064.724 3 3 1674.91233 1457.057 346.028574
1546.619 1645.042 3 3 1634.141 1752.12167 57.9206121
4523.132 5152.953 3 3 4903.25433 4695.83733 290.784179



62.64256 59.93243 3 3 60.76935 64.8629067 7.41706454
52.13849 35.29051 3 3 40.10812 44.4381167 5.83004909
9.47589 5.90446 3 3 10.5777937 8.63051667 3.96343299

2.084499 0.187158 3 3 2.481607 1.67825333 1.37325763
231.7012 204.8578 3 3 217.3382 207.4556 4.85631839
45.19317 60.8824 3 3 44.21763 49.1010167 5.2478707
146.6794 103.6 3 3 132.0355 121.670133 10.5316728
375.1982 382.3945 3 3 369.4997 402.929067 67.811518
181.7829 129.0899 3 3 135.583933 151.4648 26.343737
2487.083 1305.68 3 3 2449.32567 2048.36567 705.446168
65.49815 41.20139 3 3 39.93083 47.7851767 10.5376971
62.56606 60.60073 3 3 65.4093933 61.4620367 9.37027827
434.9333 421.2448 3 3 419.505267 370.8 60.2619611
464.5204 662.3537 3 3 414.295433 485.293333 25.205846
779.5287 658.184 3 3 752.8013 724.9542 25.0795304
128.0188 109.6165 3 3 107.456793 116.745 19.8590952
9986.126 9117.328 3 3 9451.224 9717.91133 366.064259
1293.841 1120.288 3 3 1429.494 1320.09433 149.673435
362.6483 349.0543 3 3 304.108367 327.811533 28.3043619
86.29236 45.15722 3 3 59.41977 69.4706 10.5513174
201.2524 291.8777 3 3 261.885867 240.786067 19.6740976
133.9787 118.2507 3 3 107.556233 115.932613 5.24697341
132.7237 92.08131 3 3 102.14025 111.13097 6.60428483
52.95958 50.81091 3 3 59.72974 53.2911433 15.1518743
3.489721 1.357125 3 3 3.00758233 2.42791433 0.88416312
19.34071 22.64083 3 3 22.4275267 19.8449333 5.60617577
167.2589 216.1685 3 3 195.356667 179.237567 20.4733632
1388.788 1510.154 3 3 1415.34733 1532.76233 232.98286
31.62361 18.94433 3 3 27.6395367 24.7476933 2.59679342
2941.363 2809.651 3 3 2836.70733 3017.461 349.230787
11.22169 3.340465 3 3 9.51035133 7.73222267 1.39260893
38.32754 37.3551 3 3 37.6459867 35.0027167 3.9433874
108.3531 84.97828 3 3 86.6396433 94.0454767 12.5196556
2943.157 3662.322 3 3 3502.63167 3345.187 84.8046821
27.48647 17.499 3 3 25.7239467 22.25576 6.61445954
85.51121 182.0225 3 3 160.8535 125.27447 68.5716041
51.46426 45.06047 3 3 42.4748467 49.05774 15.3609128
274.469 336.8388 3 3 395.516633 353.6946 46.0253924
30.301 24.22927 3 3 27.5018033 25.18469 2.92251048

94.96501 90.0211 3 3 86.1416167 90.15038 8.33615516
94.96501 90.0211 3 3 86.1416167 90.15038 8.33615516
3329.099 5204.562 3 3 5258.02067 4673.67833 762.617746
1114.111 933.6546 3 3 1598.13737 1204.99487 883.348117
45.44625 54.48173 3 3 40.5954767 45.3671067 6.84418989
463.4835 303.4377 3 3 354.857767 395.1733 50.1379914
102.6804 77.35031 3 3 88.3506567 94.9672033 4.16212568
2.224836 2.821785 3 3 7.09047567 4.56617233 4.89850902
40.86768 15.92677 3 3 33.3657233 27.9829533 3.22902289



3703.33 1980.1 3 3 2478.963 2926.38233 621.698692
167.9048 150.9262 3 3 156.356033 161.585167 8.43443365
1417.978 1316.17 3 3 1429.20633 1346.54033 188.424385
708.7384 925.7072 3 3 760.151467 811.114033 55.5471418
23.5234 18.64055 3 3 19.7957967 21.6577833 3.60901776

3.071974 5.017953 3 3 3.55823533 4.11413433 0.90563705
31.0878 10.32652 3 3 14.1964133 19.1046933 4.84055887

916.7958 695.8049 3 3 934.075167 861.498933 94.9653942
95.92897 85.8326 3 3 84.04198 92.9507 20.4753363
86.88696 136.5863 3 3 106.52114 119.397187 12.7514243
1191.755 1264.792 3 3 1059.20127 1135.35597 78.8337554
3511.249 2710.292 3 3 2971.76467 3299.10133 592.755214
144.0577 97.60938 3 3 91.0794467 105.791567 5.54371157
148.6568 116.8326 3 3 159.933667 144.8114 25.0904274
5.836023 8.312366 3 3 6.52621367 8.377623 3.62675192
694.8559 400.1872 3 3 524.457933 606.6229 82.3741876
39.47745 32.87476 3 3 37.8962 43.0897333 1.19068853
45.00821 13.02542 3 3 39.2355033 29.8181233 15.9546272
36.02376 36.72923 3 3 38.7825967 36.3852233 5.75104488
5.081188 5.176862 3 3 5.08042433 5.41576367 0.63296351
88.9967 48.44832 3 3 76.7098767 66.9706733 11.3041754

100.0957 67.17747 3 3 76.0329267 82.9444567 1.91885081
535.2364 511.1338 3 3 669.6408 605.097933 61.6899382
113.0317 89.15093 3 3 95.3206067 102.513443 12.2721491
19.28465 14.80476 3 3 16.7572433 19.99876 5.43880388
76.17695 64.24362 3 3 66.2902933 69.0712033 2.2888809
1743.068 1394.34 3 3 1515.142 1626.558 177.139726
29.17343 18.0548 3 3 40.5917167 29.17365 25.1190231
168.404 137.9764 3 3 170.307267 158.547267 21.9788578

580.3472 638.6815 3 3 749.583467 681.831133 100.247625
5253.9 5576.36 3 3 5474.576 5287.52733 357.690293

48.65853 49.67369 3 3 42.4440267 46.57827 8.87220131
512.5952 703.0107 3 3 517.487567 568.9065 41.5854776
455.8458 476.3469 3 3 477.8472 515.377467 27.9210247
586.645 648.2164 3 3 556.376367 626.7525 165.974333

11681.47 12520.67 3 3 11834.1067 12056.78 325.590734
2210.803 968.3479 3 3 1448.41533 1736.56897 177.875978
68.41312 62.8166 3 3 66.4099533 63.6862533 4.91102879
68.41312 62.8166 3 3 66.4099533 63.6862533 4.91102879
1890.25 1506.516 3 3 2028.054 1868.076 159.733741

127.8795 137.022 3 3 132.1553 138.942633 10.9711106
399.8217 382.9349 3 3 489.726367 438.4424 92.5653213
51.16497 37.07102 3 3 47.16338 43.8318767 3.82255795
120.2898 98.20401 3 3 102.15108 107.689437 7.01096612
10982.32 9735.522 3 3 10723.19 10446.6707 181.649143
103.3271 55.72625 3 3 89.7374267 79.5995233 5.59962548
320.6092 288.2773 3 3 263.245633 282.143833 18.0146891
9.484376 14.95913 3 3 16.27372 14.0981253 3.07936814



91.08395 70.06963 3 3 88.2284933 81.5400933 12.1283501
40.04647 68.21774 3 3 53.35143 62.1454 7.67729913
619.6102 655.9232 3 3 543.266033 597.464633 109.051292
99.12595 76.65086 3 3 93.0022133 88.2943367 1.48803499
116.0472 102.8881 3 3 118.712467 113.741567 6.76588498
1372.273 1386.34 3 3 1414.42467 1347.61667 151.42514
63.38282 130.5669 3 3 74.4976067 89.72475 8.02114602
536.7402 640.2195 3 3 584.7952 613.5466 15.9259076
18.05125 12.42904 3 3 12.3921063 14.8108667 5.06257962
129.0376 70.79064 3 3 83.8723267 98.4519667 19.6213096
553.5753 475.0858 3 3 537.778167 499.904433 78.7556053
52.12138 29.06939 3 3 39.07891 49.2219 15.6221834
2048.446 1964.426 3 3 1904.39167 2040.78433 321.305841
1995.559 1738.722 3 3 1869.54133 1979.41267 127.223468
606.0074 458.3015 3 3 678.479333 554.098867 288.888205
629.7594 544.6885 3 3 608.112733 678.078467 45.00799
29.60888 26.8488 3 3 30.5050733 37.16881 4.21655379
23.87251 22.74748 3 3 19.1261467 21.17369 3.23997918
58.63154 29.40174 3 3 35.5442233 42.1061167 5.21558086
166.1464 139.5212 3 3 135.041767 144.234167 9.75046998
899.8541 1056.343 3 3 865.4316 936.190767 133.754471
58.27081 46.94618 3 3 50.7601167 57.6103 12.9360005
148.2873 94.28875 3 3 129.3289 117.708117 4.78306696
960.7183 707.0375 3 3 965.766033 894.341267 52.9367152

4.5736 7.20156 3 3 3.31692 4.51474233 1.00925064
4.5736 7.20156 3 3 3.31692 4.51474233 1.00925064

4269.217 3699.086 3 3 3640.30467 3869.983 434.148269
29.71899 21.44021 3 3 22.6178933 24.8017967 2.99929078
57.74105 50.09835 3 3 50.03644 53.4301733 7.22253531
124.7095 93.75095 3 3 120.961633 108.82215 24.9681051
21.66788 25.99187 3 3 21.2907067 24.4558267 7.27101711
818.2433 781.2375 3 3 944.5866 874.833933 106.212114
20609.78 19406.64 3 3 19944.9933 20462.03 767.764492
20609.78 19406.64 3 3 19944.9933 20462.03 767.764492
27.52481 30.38708 3 3 23.5919033 26.2266133 4.0436984
2036.412 1688.973 3 3 1855.143 2048.36 292.512654
180.7494 135.3249 3 3 142.6372 153.724767 12.2507673
59.71559 92.53622 3 3 85.82818 78.1258667 8.18581002
67.53592 64.43439 3 3 56.46279 61.9635767 11.2640958
161.2258 143.1499 3 3 151.390967 156.5589 4.23558542
937.6921 666.1105 3 3 773.532133 836.8302 38.0521374
642.013 521.4534 3 3 592.3961 657.708 64.2193288
18.3025 29.27056 3 3 25.2676467 22.0813133 4.57694105
344.743 360.684 3 3 344.8764 323.376967 8.81997519

746.6585 1171.843 3 3 737.8482 861.586967 128.072547
109.7549 87.37653 3 3 92.68139 99.3721767 11.6913804
122.8832 85.6506 3 3 89.85237 98.8428333 6.44945331
314.2594 300.9568 3 3 305.172667 289.9954 19.5802358



308.2211 346.6466 3 3 281.640067 302.666867 19.9517245
45.39863 37.47905 3 3 41.5860233 44.2891667 1.7453363
1723.827 674.8773 3 3 1050.37837 1285.63943 170.546236
243.7378 228.1799 3 3 228.883933 263.2628 68.3848622
827.6707 1028.884 3 3 974.023 880.029067 187.237036
135.5243 93.5237 3 3 121.066267 110.5944 12.6663734
189.617 126.9251 3 3 148.132233 162.181333 11.7258436

130.9791 120.0993 3 3 126.460447 160.997367 56.9687215
23.57146 27.20223 3 3 27.8896867 26.5986567 1.46552551
405.3246 373.2375 3 3 602.379133 363.192233 579.460269
77.56616 59.78117 3 3 60.5837333 65.7766067 7.42591491
1231.167 491.0632 3 3 681.437967 841.4822 115.718006
263.0196 248.1645 3 3 262.068667 253.938267 18.1018703
199.8457 138.0015 3 3 147.734267 161.907867 9.2039432
123.5414 102.5256 3 3 110.863067 117.515467 9.54776212
9908.091 10023.02 3 3 9577.11467 9746.42533 149.33021
148.8337 130.8061 3 3 143.872733 165.167033 25.9817605
14.82728 0.00601504 3 3 1.48745267 5.10573215 2.56269003
23.48415 12.40647 3 3 14.3059067 17.0054067 3.13253749
128.3349 75.41507 3 3 118.2067 106.68359 4.08028385
42.03195 28.99952 3 3 43.42771 39.49014 1.40706748
692.0277 762.9205 3 3 630.928967 705.417233 173.641929
6.866834 16.23357 3 3 7.99059867 10.5997293 3.96095971
3121.894 2652.477 3 3 2934.36867 3241.58567 357.356597
61.54947 64.22084 3 3 56.04638 60.6821167 10.5412608
303.5308 252.9783 3 3 337.339633 250.947833 203.469371

238.52 181.8866 3 3 175.849967 193.293733 12.0766219
257.7611 254.1965 3 3 254.584867 273.724533 35.0120487
375.3594 278.8233 3 3 274.2975 302.5283 24.2818941
11.14079 10.69363 3 3 10.07524 11.2912267 2.88184407
34.80444 33.55904 3 3 37.3645833 33.7020533 8.86246691
126.8927 104.9732 3 3 146.307667 132.669033 12.0069898
1187.238 1448.948 3 3 1376.62267 1278.62133 187.759819
648.2589 546.0908 3 3 612.0601 590.2756 8.31581919
202.0667 148.6778 3 3 154.696433 167.116933 0.65891534
1316.35 1195.645 3 3 1208.6272 1361.37433 319.202364

12.29441 0.5289371 3 3 13.4350863 9.72428903 3.80537957
1129.047 1366.088 3 3 1073.59947 1164.10743 117.652324
329.7902 264.1644 3 3 294.673867 267.9721 25.4131057
61.61154 48.74439 3 3 52.3848233 57.7743133 10.5551445
16.36389 24.0722 3 3 25.86168 22.3486833 6.71510177

0.00639979 1.769745 3 3 1.36565922 0.7486249 1.19794898
249.4731 241.5656 3 3 242.7077 232.349833 10.2153273
11074.77 12985.1 3 3 11434.2967 11849.6067 140.060024
396.3319 315.0536 3 3 341.712167 375.597467 63.3549893
101.9009 64.5292 3 3 88.84039 79.6838 10.6807984
1898.557 961.6037 3 3 1328.969 1552.24623 183.055233
965.9923 983.2695 3 3 996.277733 941.556233 120.563517



116.8463 90.86698 3 3 112.017233 105.58546 8.3419406
345.3737 718.4974 3 3 403.5681 494.448333 101.790857
109.4015 79.16813 3 3 114.200867 102.99741 17.1544269
822.8358 889.5036 3 3 913.952233 815.060033 228.708947
2948.757 1810.495 3 3 2217.81267 2487.31333 275.106402
38.76961 58.07858 3 3 55.2711233 49.3943733 10.5144637
86.73757 69.74544 3 3 72.1660133 77.3204133 9.17932765
35.29975 7.096879 3 3 32.6101367 25.515093 6.82471936
160.8136 95.72617 3 3 137.861233 122.661557 15.149359
32.53614 30.87225 3 3 30.15146 33.0386567 6.62343521
213.5294 163.7644 3 3 185.5151 197.610467 3.99481692
3.914906 9.950465 3 3 4.995025 6.463664 1.77515972
284.7845 151.7892 3 3 180.550733 210.4012 27.0644127
78.14194 76.40484 3 3 81.9879833 78.78803 7.33133139
31.43894 46.18089 3 3 42.49678 38.8746133 4.93359568
10135.51 9269.4 3 3 10519.39 10125.7767 452.082367
3.842705 3.089126 3 3 4.260725 3.42618367 2.00839316
74.85055 43.84688 3 3 77.70843 66.5696433 18.6552705
2141.225 1513.411 3 3 1805.22133 2019.95767 258.703319
92.47382 102.9157 3 3 109.295643 99.5825733 22.9884247
280.109 443.4531 3 3 373.515933 325.231367 57.6187365

47.86715 40.03626 3 3 44.71483 49.18465 4.74251801
45.28514 45.31726 3 3 45.3811767 52.1635567 11.6218383
260.2019 152.7052 3 3 169.629567 199.140333 46.7213141
100.4031 95.01719 3 3 97.1932667 93.75476 4.1047701
1108.817 1327.249 3 3 1140.01733 1205.36533 115.101131
136.3898 129.8042 3 3 121.261713 129.7458 19.7048117
746.3572 311.3368 3 3 486.745367 592.8728 90.312458
55.92491 48.40651 3 3 57.6098933 53.6107533 8.70886101
95.55741 71.90563 3 3 88.4071867 82.90303 6.3584555
124.2257 91.15086 3 3 93.7318033 101.883737 5.04306582
185.0417 298.1047 3 3 281.768767 255.092833 23.2228404
5666.621 3842.791 3 3 4511.356 4922.38667 318.209356
5.349755 0.6342557 3 3 6.70304367 4.75529423 2.82119616
118.6694 51.36705 3 3 68.9646333 84.7103667 18.9863988
46.94603 31.04535 3 3 39.41507 45.4497233 5.58359625
119.4855 113.5829 3 3 116.82731 128.255267 19.1263414
6.644769 4.313884 3 3 3.7330584 5.25386167 3.52442192
27.93805 17.03592 3 3 20.36237 22.9871567 3.32241835
688.4296 634.8693 3 3 590.5121 625.7404 53.7949696
54.96671 51.12419 3 3 51.8626467 53.5833833 3.64575148
1.429559 1.824004 3 3 2.82354867 2.26912133 0.75998329
1703.461 1004.561 3 3 1244.42467 1410.94367 188.341211
41.97557 17.49542 3 3 23.8074067 28.9836933 3.20036833
637.2196 844.389 3 3 695.855 745.9281 65.8290265
227.0745 111.8286 3 3 148.3345 172.5034 13.4194662
2772.775 2200.848 3 3 2630.18 2490.88833 188.11726
30.17645 11.47614 3 3 13.1831867 17.72533 2.89201324



265.7952 245.9127 3 3 270.697 260.9199 20.0430762
16.4615 20.71308 3 3 16.0509233 17.5788133 2.55622019

16.71732 15.10933 3 3 15.4197067 17.87542 4.92408301
183.7873 200.5854 3 3 184.537933 200.3207 35.1619154
1303.514 1066.119 3 3 1167.60073 1279.18833 185.635444
708.8853 666.6071 3 3 776.444433 700.857167 183.293665
1403.484 1241.11 3 3 1467.48067 1373.32333 198.092705
1175.16 583.944 3 3 781.366833 902.7528 13.6562528

10.44982 15.73815 3 3 12.9413467 14.53244 1.45869425
83.59006 74.56808 3 3 57.2628833 66.5161167 4.99885357
48.75985 43.36084 3 3 38.74854 42.1824633 4.36466329
51.82544 36.90473 3 3 45.2055733 40.8571567 4.69107222
203.3466 201.3583 3 3 158.120033 179.119433 32.4535133
435.735 301.891 3 3 365.877033 402.6868 17.2063434

151.0423 110.1623 3 3 107.932567 119.542623 5.73064559
84.90998 60.14333 3 3 73.0225433 80.6293 0.85243243
157.093 132.803 3 3 115.885 129.086047 12.451306

75.68079 105.2073 3 3 95.2662567 86.48742 14.237654
3755.164 3665.791 3 3 3552.68167 3628.83567 114.919355
152.596 153.8821 3 3 162.4335 154.145933 20.3499075

472.2472 873.0367 3 3 513.730967 625.136533 168.613218
22.80764 22.5727 3 3 22.9398233 25.95153 4.8150531
63.14951 52.08278 3 3 58.59533 54.65801 6.10982466
1076.816 521.0513 3 3 978.5995 844.9013 158.807164
106.9695 93.7091 3 3 84.1327067 92.6399467 14.7891302
20.75628 30.84784 3 3 36.6880233 31.89967 1.60253314
46.50492 50.61108 3 3 45.98691 47.7905 3.71802441
648.3535 620.0818 3 3 647.3056 584.9122 127.37413
159.7535 144.8811 3 3 154.879267 141.642233 25.9099514
1185.859 1156.644 3 3 1049.4759 1182.416 327.450164
511.2437 445.6756 3 3 470.838267 388.449067 126.608301
131.7168 106.7112 3 3 115.496467 122.932 11.8109543
137.1945 122.6538 3 3 126.8605 131.553733 8.57734105
3694.247 4265.067 3 3 4115.65367 3967.98833 226.584495
25.71173 27.69018 3 3 14.0597307 20.6438137 12.4020408
255.4403 186.6779 3 3 197.3878 212.817267 8.31910034
255.4403 186.6779 3 3 197.3878 212.817267 8.31910034
255.4403 186.6779 3 3 197.3878 212.817267 8.31910034
225.6042 138.6675 3 3 189.247333 224.471867 17.8626615
104.731 70.53828 3 3 129.931687 83.1778267 114.079076

3451.116 3351.47 3 3 3442.98 3573.14467 111.891272
391.9125 426.7128 3 3 405.110967 386.766233 15.1859777
1494.396 1376.924 3 3 1242.92833 1341.32233 170.545832
10.64267 4.339896 3 3 10.8949533 9.13173867 1.00944071
5700.028 5126.091 3 3 5315.63533 5524.27733 383.407114
71.69353 60.26359 3 3 63.7406733 67.9410133 7.98690464
203.9752 167.3408 3 3 171.6958 181.0275 11.5513811
334.0671 402.7197 3 3 419.5788 380.344067 88.4424828



889.1084 1093.085 3 3 1038.2628 982.168567 92.9162665
66.80677 47.09482 3 3 48.8378167 53.6395667 3.34671475
189.5661 166.4705 3 3 183.5394 176.035867 14.1352826
114.7817 93.64636 3 3 108.243673 102.318637 9.62577477
954.0092 335.7383 3 3 581.801367 728.855833 125.622648
13.89376 24.02849 3 3 9.840917 14.3266577 5.76202245
663.4235 742.8079 3 3 808.3775 758.047333 69.9929408
191.7442 125.3074 3 3 184.057533 167.990567 14.5188152
41.01716 25.59785 3 3 39.28756 34.68317 8.05719345
1552.061 1638.207 3 3 1379.78933 1474.831 100.65544
259.9445 366.0918 3 3 340.3475 271.7851 144.633614
800.2019 759.8029 3 3 764.208567 813.810433 106.094735
4252.764 2305.241 3 3 2840.551 3461.87233 1149.0205
222.0937 176.504 3 3 179.454567 191.227367 11.6466653
190.9627 168.7311 3 3 162.704133 171.341767 10.8451394
190.9627 168.7311 3 3 162.704133 171.341767 10.8451394
222.2577 114.6779 3 3 153.175233 175.432733 1.89164938
203.1439 232.7937 3 3 218.359633 206.498433 15.799752
110.171 123.8219 3 3 162.661767 134.587233 62.1863164

2242.476 1757.315 3 3 1874.69767 2032.60833 301.922015
37.9028 15.99458 3 3 30.0501933 24.7453333 6.19399952
184.006 197.2129 3 3 161.929833 176.6357 26.4520809
113.395 63.38948 3 3 90.3734367 108.55396 13.6728333

183.8121 151.5185 3 3 149.712333 159.556667 11.7360653
742.2837 608.4081 3 3 676.533867 719.313067 31.1552983
103.161 89.25426 3 3 140.667033 121.88702 11.8990395

2254.634 7987 3 3 5461.00367 3951.816 1301.1257
3875.001 3032.343 3 3 4021.12 3699.485 527.324101
1429.104 722.1696 3 3 1041.14443 1224.8252 126.855012
118.2545 115.3521 3 3 109.489263 119.337333 24.0092772
38.59954 15.11755 3 3 14.2490033 20.9561943 5.91740646
2259.796 1809.053 3 3 2087.85067 1958.329 187.927159
139.0549 130.7059 3 3 121.829733 128.051267 9.02968917
57.1484 46.14911 3 3 44.65326 49.5672333 10.2867919

209.2114 188.7735 3 3 181.741833 191.218067 16.3968433
10.63313 9.930882 3 3 9.061677 10.274204 2.99316436
8.234985 8.484963 3 3 7.514029 8.39990033 2.19740006
108.1208 85.6287 3 3 100.76972 95.8362867 4.54809335
59.75415 47.66545 3 3 41.9836667 47.7471833 7.8799098
42.6014 34.12264 3 3 32.5575933 35.3051867 0.80840103

2957.949 3675.253 3 3 2669.188 3003.436 517.530815
15.88918 7.92831 3 3 8.713648 10.8692397 3.10526639
50.03212 45.59882 3 3 51.52333 44.1563967 17.0437894
74.92684 55.09786 3 3 85.90052 75.3044367 16.6791139
482.0486 417.4825 3 3 445.954733 406.3174 54.8832958
2.428622 0.00273158 3 3 0.95823813 1.75084619 1.24715039
140.8954 94.54596 3 3 107.264867 117.167653 8.28296688
755.4456 1358.034 3 3 1151.802 1028.9618 16.827758



172.5778 149.5231 3 3 134.662233 148.435967 23.7490732
77.85659 61.63615 3 3 70.49539 66.3552767 2.43200967
21.13398 14.7298 3 3 16.8679667 19.2716867 4.48987238
23.67878 30.66439 3 3 24.9204733 27.15382 4.32460838
216.8756 174.9052 3 3 201.652167 190.203133 16.583769
9.743642 2.807617 3 3 6.702775 10.4619663 4.79452681
80.03629 80.51792 3 3 122.62558 102.392703 32.7277951
53.00153 60.97141 3 3 58.6021333 55.11068 7.01195209
48.96178 49.1973 3 3 61.03661 55.4274833 8.61740242
1047.026 1140.682 3 3 1009.75693 1108.191 239.390378
1945.446 1852.577 3 3 1767.16 1940.57667 423.745115
125.7774 99.07263 3 3 107.669367 113.310543 4.14211739
9.252715 13.14056 3 3 13.454494 11.196415 5.28342253
900.963 1447.634 3 3 1246.16267 1086.2939 246.815869

40.21347 39.29668 3 3 38.38425 34.55537 3.1336919
266.7564 313.743 3 3 259.1725 273.954133 3.25113103
1961.307 1786.391 3 3 2018.51633 1900.87667 276.149305
596.4236 1115.41 3 3 716.936133 825.382433 55.1887454
28.7223 30.18315 3 3 30.30987 32.8667367 2.27595943

466.4388 394.5824 3 3 378.987667 404.979967 30.9616269
1769.058 1721.793 3 3 1710.377 1774.71467 150.474639
89.73121 86.6525 3 3 75.73625 83.43226 17.2764453
102.5769 100.6329 3 3 81.1810567 92.37216 22.8799874
1085.401 968.1805 3 3 812.8925 919.437333 180.884593
2033.352 2205.353 3 3 2460.48967 2170.98633 712.247117
422.0338 234.4676 3 3 287.270533 326.3927 27.229021
31.2007 47.17245 3 3 42.3106367 37.7583233 7.70688718

1387.397 1090.907 3 3 1258.993 1365.963 35.0595553
129.9135 98.18964 3 3 143.885833 130.658847 3.755461
32.41151 28.42998 3 3 30.32378 34.4271333 7.29108728
762.2047 903.029 3 3 821.9124 865.343733 60.1910658
101.4565 89.66042 3 3 95.59873 99.1578733 2.35677782
18.52624 34.94178 3 3 36.70758 30.4416467 11.7077732
256.3253 183.737 3 3 200.587733 215.4609 2.14733284
39.93212 47.8567 3 3 59.1785933 51.57004 13.0357922
337.6695 542.5637 3 3 401.659167 443.950633 25.6839539
20749.81 19559.04 3 3 20113.5467 20616.85 768.35284
2150.168 2056.965 3 3 2014.92967 2054.99967 28.4658041
88.0686 63.98303 3 3 83.2896 75.4306567 15.5191245

397.3062 243.1335 3 3 221.511633 271.149767 47.6750079
1883.22 2674.22 3 3 1913.05267 2144.27533 352.653337

1096.376 1051.644 3 3 991.366067 1075.11967 208.541224
189.0883 136.6595 3 3 175.622233 156.9092 37.453223
683.2675 669.7415 3 3 683.323833 657.830067 54.6527856
171.6967 169.464 3 3 173.760967 168.312833 13.0245198
89.81348 90.91697 3 3 74.4930233 81.3182133 6.82719476
464.1302 643.8462 3 3 574.589267 661.313267 67.74628
122.348 119.2781 3 3 116.6482 124.269867 18.0712602



1478.287 1675.047 3 3 1624.747 1583.56567 28.815196
3.282538 3.859457 3 3 3.33003033 3.84234767 1.15965854
34.27979 27.94279 3 3 34.5652433 31.3123933 7.50515868
318.8926 499.4232 3 3 351.4883 390.895633 24.8010153
571.6868 487.362 3 3 499.086033 523.263667 42.1956276
763.9442 866.8866 3 3 819.662433 869.5958 65.0930167
16.30625 23.36891 3 3 13.2607787 16.4453527 4.10571723
45.60508 35.09847 3 3 41.5323733 38.5912733 4.19175221
38.33233 14.54836 3 3 20.35546 25.7545033 6.38118778
144.9698 169.9215 3 3 164.5294 155.0057 19.9406516
49.79291 58.86843 3 3 56.8918633 50.57929 13.7178002
1771.703 1906.565 3 3 1538.949 1674.904 176.187984
23.86301 11.6994 3 3 9.31836933 13.324009 2.16118236
2.987634 5.481778 3 3 4.09427967 5.16032167 1.74546566
4.654727 1.026498 3 3 7.15866567 5.05717033 3.13704672
332.0764 340.2127 3 3 437.616 379.165233 126.463424
1514.719 1417.683 3 3 1754.34033 1598.56167 313.435252
774.0344 891.1545 3 3 737.797567 783.745967 52.3626085
132.7793 92.4203 3 3 98.6116067 110.5551 21.9310097
123.0881 148.1511 3 3 141.993033 135.440667 10.6795142
143.9829 111.2623 3 3 191.534867 161.84 42.3192922
2.915579 2.89267 3 3 2.62600823 3.304047 1.55719704
11.72267 15.50188 3 3 14.70071 13.4938733 2.36536745
69.24484 37.125 3 3 41.3953433 48.7898767 5.4716815
1255.866 1718.091 3 3 1408.22167 1503.738 58.7925016
301.1285 591.6706 3 3 504.840633 440.607533 70.1324914
16.65856 19.35255 3 3 15.8469667 17.3426433 3.32156496
161.2075 193.2437 3 3 163.123667 172.051367 12.9592775
5.842446 24.85515 3 3 11.1933913 15.5582153 5.50141046
1045.875 1696.213 3 3 1433.58033 1290.33967 69.2986388
275.9129 220.3242 3 3 230.655767 245.1039 22.9031336
46.11687 34.00959 3 3 32.9206633 36.5426067 3.0695987
35.96695 28.3986 3 3 39.54534 34.0583133 12.894854
3392.424 3596.127 3 3 3321.328 3482.27067 392.004056
63.57983 44.35944 3 3 48.94242 52.8600967 1.18985117
21.52453 17.14469 3 3 34.34815 27.9738533 5.42457955
181.7341 140.6516 3 3 143.478433 153.4974 6.20124875
2363.319 1963.929 3 3 2141.89733 2333.49067 326.996295
259.6671 245.7602 3 3 234.796467 243.4877 13.2915228
69.26913 62.92535 3 3 64.9349933 68.2663767 6.81283951
2.894985 5.391422 3 3 7.37290533 5.779615 2.5624934
11530.89 11408.5 3 3 10850.8 11115.9667 261.692534
273.2235 212.9186 3 3 303.911333 273.629267 46.1318519
305.8309 237.0959 3 3 293.046533 271.5296 42.0460345
35.13299 16.84354 3 3 33.27113 28.9286667 3.25520111
162.9634 123.4678 3 3 122.330133 134.844833 19.9495989
642.7869 559.087 3 3 596.374567 630.617067 55.507016
206.278 183.2088 3 3 179.716433 189.8711 21.2947867



86.36507 63.76404 3 3 81.0139367 75.17068 9.49292071
75.1545 48.67751 3 3 57.04323 62.7249233 5.36514701

64.93808 60.53349 3 3 54.3258367 58.1015 4.65890389
140.7611 161.315 3 3 149.2161 154.929933 7.57784345
55.79093 49.50581 3 3 54.4516433 62.53423 10.6841357
31.55271 28.69067 3 3 32.8517633 31.3183567 2.94577307
164.9522 113.6632 3 3 145.687 131.1608 22.1676203
38.06439 45.3461 3 3 31.83498 36.1453433 3.57520204
1161.705 847.269 3 3 1099.7404 1025.502 95.9564426
423.3347 717.8271 3 3 452.672667 526.412067 85.120576
39.88453 53.33687 3 3 59.6600167 52.1878367 14.7847606
85.46574 121.1348 3 3 83.8915667 93.8511433 6.97186313
545.7924 662.0513 3 3 617.648733 586.842933 42.6241956
416.9032 310.719 3 3 348.4217 376.8084 42.7868161
137.2973 100.9582 3 3 137.4685 120.9055 37.6426523
70.40463 46.44304 3 3 61.0634833 55.40414 5.85730037
155.6475 87.68009 3 3 133.7548 119.79863 9.10425955
257.4408 180.664 3 3 282.858367 191.813767 222.321554
1.475142 2.900396 3 3 2.88380033 2.44673067 0.71824039
856.5846 2118.999 3 3 1566.43533 1278.19077 50.2604045
534.828 510.8141 3 3 420.161867 463.899333 41.311709

2185.218 2604.848 3 3 1968.09967 2189.21067 377.349067
61.20021 38.46012 3 3 43.52277 48.8425733 7.02155377
558.9476 236.9114 3 3 499.8941 403.215667 184.289248
324.1159 596.2324 3 3 422.463033 479.5168 35.3963248
25.41195 23.48748 3 3 24.1274267 21.3040167 4.53211936
1121.517 597.6086 3 3 770.506767 903.390633 197.332128
1121.517 597.6086 3 3 770.506767 903.390633 197.332128
774.9064 510.4341 3 3 763.155767 692.492267 84.4072024
16.62935 15.77363 3 3 18.9696167 16.75388 5.51649731
3495.172 1530.882 3 3 1906.55333 2384.64633 674.348263
70.0741 65.2832 3 3 64.7206533 67.93777 7.78422625

51.44108 59.6981 3 3 60.4845267 55.6188967 11.6280527
47.44157 24.36425 3 3 45.96624 40.19418 5.09318709
5.939936 5.009526 3 3 8.99455233 7.42777733 2.03548775
167.4902 133.2354 3 3 119.678067 133.212123 1.9242573
1677.283 1424.452 3 3 1623.52233 1857.19333 233.340053
58.25228 41.7902 3 3 57.4697133 53.3139167 3.32675778
164.8705 110.4797 3 3 154.781133 142.115333 15.3470202
869.1649 739.4794 3 3 722.562867 763.2149 37.2435508
804.7777 607.628 3 3 772.0654 727.856267 38.545471
59.9772 42.67047 3 3 46.7365133 51.20269 7.33829886

2104.038 1326.118 3 3 1650.81567 1828.259 117.004995
199.6805 112.3219 3 3 137.785333 155.5758 11.6775496
110.9269 159.0919 3 3 126.5546 137.223467 11.8847479
182.7057 189.0759 3 3 184.2056 177.7188 7.85464263
118.0927 120.149 3 3 96.17926 106.758193 16.2641646
57.64996 28.81597 3 3 59.8853167 51.7084033 3.04430039



207.3078 180.4819 3 3 193.515333 184.016233 10.5436104
207.3078 180.4819 3 3 193.515333 184.016233 10.5436104
61.11322 77.24764 3 3 65.37772 72.15471 14.3421844
9.660054 21.02578 3 3 13.1407227 15.758318 3.39768911
152.8134 107.3925 3 3 173.490933 152.725767 27.210634

0.9751642 4.188812 3 3 3.15029533 2.28068007 1.42941813
175.4247 125.5145 3 3 161.421433 150.3085 13.3106765
36.16518 28.23049 3 3 33.63281 30.6575167 5.8736133
1569.848 1535.269 3 3 1412.44867 1475.37867 86.5577538
1355.901 1373.351 3 3 1362.42867 1441.99267 151.621743
44.64434 40.75777 3 3 42.5850133 41.2028533 1.36913127
368.7506 684.6378 3 3 483.9782 549.377333 35.2007848
490.4021 474.4522 3 3 440.585133 461.235233 36.7931178
513.8026 284.0837 3 3 413.759333 501.691967 72.5627273
117.6336 99.32172 3 3 95.29321 101.875967 8.15483174
7.529189 20.39546 3 3 20.46459 16.8847097 4.01534621
9.996081 5.969246 3 3 10.7368017 9.286179 2.12136618
222.1087 218.3128 3 3 191.967 212.892067 51.7349898
398.9964 249.7764 3 3 274.4619 307.3457 24.069894
78.18367 60.76318 3 3 65.6499333 71.0514367 10.2957851
3543.759 3762.116 3 3 3752.42133 3584.682 395.880026
87.75131 70.88583 3 3 97.7632567 89.75288 4.32860652
333.4269 428.3222 3 3 421.932767 399.195467 9.89903399
275.0973 242.504 3 3 283.751267 266.581533 38.300502
137.0875 103.3538 3 3 149.8343 131.4187 39.2684374

0.6666642 1.893211 3 3 4.815491 3.24044407 2.05122233
54.72225 50.10825 3 3 44.63355 49.28737 10.2964861
47.79879 26.26232 3 3 40.2935133 32.5139533 14.6973808
414.708 230.3621 3 3 241.993633 285.936533 5.48448379

386.3133 434.4485 3 3 423.654767 398.923267 54.7773281
544.3755 571.4416 3 3 662.7742 618.914567 33.9005869
105.3082 45.46264 3 3 62.8283367 75.2103633 10.040219
45.04751 37.06094 3 3 34.97403 38.38697 6.19839493
693.2766 650.14 3 3 754.001733 683.752867 176.597592
3101.903 2458.408 3 3 2680.146 2872.00667 332.616011
41.07782 58.49067 3 3 50.20679 45.4036733 4.09279742
2684.761 2077.008 3 3 2267.729 2443.071 310.180078
156.6083 127.8889 3 3 124.305633 133.180233 7.73670415
101.023 39.21923 3 3 49.8973467 63.5572533 11.4506898

47.75087 25.63168 3 3 40.7856167 36.12229 4.31399815
2106.047 7411.732 3 3 5124.148 3498.6093 2332.21566
439.9044 391.0602 3 3 412.213133 385.666533 36.5570257
67.96339 64.71491 3 3 64.8982667 59.53891 6.79936398
92.78634 73.85491 3 3 74.40815 79.46361 5.72013227
451.3987 399.3619 3 3 417.221733 459.4358 86.5124331
496.023 570.3883 3 3 577.048733 538.6101 90.4833499

935.9033 1081.87 3 3 1079.9364 1026.39843 111.754388
31.1484 22.42586 3 3 32.6297533 24.3711633 20.2324004



173.5615 134.2483 3 3 150.0502 164.846933 26.200427
600.0603 787.4933 3 3 868.480867 726.4066 346.485374
256.705 153.5704 3 3 184.413033 205.3209 14.1550283

131.4339 117.9549 3 3 94.39389 107.763423 16.2586913
2827.914 2720.448 3 3 3170.25333 2941.28533 506.528036
871.7437 924.3832 3 3 910.1704 953.773633 49.5035413
278.3503 246.7722 3 3 244.9424 254.074433 8.99907927
50.97461 47.43988 3 3 51.4641167 46.8868633 10.8625247
50.97461 47.43988 3 3 51.4641167 46.8868633 10.8625247
124.0424 91.18837 3 3 120.498367 109.84939 21.4115492
694.212 724.9197 3 3 704.0711 733.2121 60.442221

2284.394 1599.479 3 3 1974.614 2190.19967 50.4439839
2513.116 664.8397 3 3 1176.9779 1555.81123 289.392984

1785.5 4650.195 3 3 2118.23667 2767.62267 325.659578
1913.752 1660.719 3 3 1746.94 1590.16967 169.471893
98.01153 91.50751 3 3 89.3767067 92.6832433 6.94465949
431.5651 557.795 3 3 459.5367 486.7604 26.348725
56.57722 53.64349 3 3 58.7990167 56.0208567 6.78594522
142.8497 51.35739 3 3 121.431667 102.923063 7.51023368
66.16968 71.17853 3 3 89.77362 80.6047367 10.9239134
83.23607 47.32779 3 3 58.5952333 65.8934967 5.17074466
1314.534 1939.342 3 3 1480.33567 1610.81467 116.55435
125.4405 64.86201 3 3 83.0563267 97.4048367 20.5247728
149.9687 107.8266 3 3 119.760167 129.659333 14.0986344
120.8036 80.39767 3 3 82.6841101 112.767923 71.425987
100.8643 66.13242 3 3 87.6420633 78.26538 13.9547626
102.7027 36.07064 3 3 91.6045567 73.8722367 29.9792251
59.17535 41.40421 3 3 42.45953 46.7112533 1.2647364
436.1446 584.7755 3 3 582.8308 544.469833 26.3657286
266.4327 215.8806 3 3 253.3433 235.0102 38.2180122
1317.044 1667.539 3 3 1609.009 1527.15933 98.7565831
266.2146 119.1537 3 3 147.639633 180.860167 37.9983687
280.5578 2354.459 3 3 522.135167 985.547967 102.222485
3100.383 2559.621 3 3 3262.36067 3066.31867 113.282704
1141.994 839.1878 3 3 991.763067 1082.1016 76.2021521
619.0598 936.832 3 3 742.405533 813.139933 63.715506
1155.338 1001.848 3 3 1230.62267 1144.26 174.34971
251.0992 213.1842 3 3 236.448967 224.888967 19.0986548
2496.24 2898.304 3 3 2618.913 2746.766 245.204298

490.0033 422.6718 3 3 407.005967 430.835167 25.782955
44.50386 57.06494 3 3 39.25729 44.3028767 1.62848376
105.0228 93.70971 3 3 98.0964367 105.728237 15.2165677
30.45152 35.28168 3 3 30.7952267 33.8271433 7.22252883
925.4136 933.0183 3 3 965.339533 774.2651 411.469385
2.087991 11.89955 3 3 7.55075633 11.6484837 4.6843171
122.311 100.2844 3 3 106.06763 111.588033 8.94801713

3.824632 3.717474 3 3 4.60782367 4.226938 0.57748275
5053.285 4706.725 3 3 4873.894 4974.14667 99.5005187



370.1794 351.1866 3 3 328.7458 343.3195 20.3018607
22.24719 14.14054 3 3 25.22576 22.11454 1.25678915
26.65367 30.29043 3 3 22.07388 24.7630733 1.82962823
73.75079 44.19856 3 3 54.7958 61.4488867 7.5260008
2540.747 2543.071 3 3 2816.948 2615.142 503.795276
130.4489 151.5274 3 3 196.168367 172.818333 21.5216362
127.6224 110.6896 3 3 132.3549 125.123167 12.9687767
114.5539 71.14792 3 3 83.0559 91.6559933 3.87715651
2.357616 5.542168 3 3 11.313002 7.83117133 5.71681613
747.9838 637.4042 3 3 824.041833 715.959467 269.871429
732.7001 680.6209 3 3 657.3491 679.9964 24.3782427
238.8623 151.512 3 3 167.832433 186.0452 6.63685573
304.8783 261.9345 3 3 286.565933 276.416867 8.75715887
84.91799 78.21407 3 3 77.8897833 79.8264967 2.14734495
25.63877 15.30629 3 3 20.5255367 17.0421867 4.31750842
148.8139 107.6297 3 3 145.688267 133.574467 21.5787425
114.215 161.0806 3 3 147.720867 137.3805 12.7222627

2026.696 1930.566 3 3 2032.73 2205.61233 205.036144
0.00162967 5.24368 3 3 3.23936267 1.83103039 2.10960611

988.4042 863.9772 3 3 959.0774 927.4418 52.8030267
68.89275 60.51317 3 3 78.4430767 70.9953333 15.2694195
76.77672 53.9187 3 3 67.69832 62.0627033 6.9706797
34.38239 26.72718 3 3 25.5549133 28.51751 5.60109581
92.43433 97.85039 3 3 92.64663 94.2503767 2.72444596
165.5554 71.33569 3 3 100.35253 119.163463 11.7653576

55.022 39.96709 3 3 50.14525 44.29834 11.8594466
187.1726 231.9848 3 3 177.859567 192.505633 7.35614535
107.8052 62.44365 3 3 104.969603 93.92985 8.11376334
411.9403 413.4188 3 3 420.033033 405.190667 36.0676832
816.171 1026.145 3 3 816.999133 883.122633 117.504277

803.7637 633.8391 3 3 929.0885 817.224267 217.311834
14.65174 12.7144 3 3 17.4378733 15.4736633 3.89859275
235.4687 189.2155 3 3 183.739967 203.345067 42.2991073
2068.452 1557.519 3 3 2173.00767 1975.32333 341.769664
71.52042 56.43808 3 3 67.7656867 64.6310933 2.7417001
71.63112 50.02239 3 3 68.1313333 62.4008467 9.76325557
1.100426 1.949297 3 3 0.67738622 1.16489417 1.00987624
17.21937 18.68433 3 3 15.8617703 18.2047 5.99748655
86.93858 54.83902 3 3 61.67555 68.3741433 4.84471356
388.5924 344.9181 3 3 374.001933 360.307033 25.5491137
515.9106 387.45 3 3 471.6951 440.258667 45.7978554
1454.878 915.0529 3 3 1524.50833 1328.4233 350.495799
71.74438 84.49823 3 3 74.1168533 79.04001 10.9128936
71.74438 84.49823 3 3 74.1168533 79.04001 10.9128936
723.1046 449.6526 3 3 350.641533 462.436067 137.573395
44.77208 36.61109 3 3 61.44395 52.82009 6.35509413
73.22871 83.46683 3 3 74.3704333 85.67048 25.8591248
494.8518 357.7043 3 3 351.659733 392.1771 53.0340327



80.52832 97.30932 3 3 95.85333 90.37582 11.1534857
103.5979 97.31631 3 3 86.94137 92.7942767 6.61173741
1266.486 1106.43 3 3 1048.18657 1120.09683 122.767599
743.3532 779.2563 3 3 912.2539 797.829367 289.053838
2168.567 2430.562 3 3 2729.05767 2536.84967 248.783994
304.3838 238.0296 3 3 231.7665 250.699333 6.66693507
129.6844 111.7775 3 3 120.598067 114.189767 8.2015333
38.97699 33.7024 3 3 38.0767867 34.7655067 7.6982702
1422.62 1146.474 3 3 1301.053 1423.91067 155.15623

322.8939 234.2845 3 3 337.789333 310.2962 10.0563028
1838.63 1507.896 3 3 1595.32533 1684.59933 160.725605

149.4103 114.7201 3 3 135.530233 127.910467 6.13030158
74.51369 53.05688 3 3 72.5065967 67.58701 2.0532477
65.95722 62.67489 3 3 85.9996033 77.13867 5.6495788

0.0018179 0.00182086 3 3 0.60232305 1.88462992 0.65495726
42.40473 35.85209 3 3 31.1493667 34.98787 6.08186308
48.82462 28.95416 3 3 33.9837033 39.5669367 10.4737159
53.11133 36.16762 3 3 46.3306 40.8647167 9.30364019
679.3034 437.1864 3 3 755.233667 663.739267 91.1382968
260.1597 240.9663 3 3 259.272167 246.371367 31.2461205
73.86913 61.1232 3 3 74.3192133 70.1020133 7.66954722
410.4532 344.0289 3 3 432.742633 382.469167 125.881039
1.183138 0.00096507 3 3 2.42194767 1.60419602 1.04173653
2287.512 2086.562 3 3 2212.89867 2358.71033 211.715657
723.6278 561.7652 3 3 574.520233 625.996433 102.383809
17.08165 8.036923 3 3 18.0507733 15.4386243 0.84748491
101.0306 80.90224 3 3 80.5135833 87.96374 15.6906677
3463.277 2683.79 3 3 3079.244 3339.91467 306.561443
198.6091 152.9018 3 3 153.539933 165.8015 13.9889712
464.5158 782.2684 3 3 530.456833 595.203633 26.2911509
1306.039 1503.582 3 3 1419.96267 1486.99633 18.3476107
1117.491 743.9932 3 3 911.073467 1030.61673 178.246965
49.38786 49.16338 3 3 55.1591733 51.60283 8.32044432
184.4424 205.4061 3 3 166.294167 178.468933 8.94553849
28.12134 24.75925 3 3 28.44542 27.14477 2.6697876
98.42615 50.86594 3 3 66.4156233 76.1695567 8.4330218
87.82162 50.5035 3 3 61.46973 68.6883533 1.91926078
87.82162 50.5035 3 3 61.46973 68.6883533 1.91926078
87.84103 84.26376 3 3 88.6912367 95.8163633 7.36885568
260.7416 193.9581 3 3 239.0564 214.403733 49.9610066
54.60778 77.24174 3 3 71.5463967 65.2849367 11.6719325
72.4472 86.23592 3 3 80.0290367 71.5540467 16.031603

357.6466 513.2843 3 3 459.766267 542.609133 77.5941481
52.09217 63.58099 3 3 56.0374033 58.8911067 4.34336689
939.9785 774.6157 3 3 790.880067 865.4183 175.020057
19.46389 23.74028 3 3 15.1483397 18.6647067 7.30849359
34.47612 20.58017 3 3 22.03911 25.2596633 2.58027512
46.27609 44.80278 3 3 44.7382067 41.8767867 3.84511323



59.71721 53.76683 3 3 62.71807 56.3164667 16.395527
866.8728 895.7076 3 3 980.974367 881.6704 258.337562
115.9535 99.94151 3 3 99.4642733 106.272437 15.5626166
426.9478 326.4342 3 3 393.047667 359.9779 63.7509098
3637.611 3218.919 3 3 3944.19767 3628.95433 714.621041
93.62406 67.4955 3 3 77.0933667 83.0726833 7.30443182
166.9459 133.5894 3 3 146.562733 131.852023 13.2414778
59.19016 19.39576 3 3 52.8852967 43.6597767 11.1983615
37.79866 36.29794 3 3 36.73337 40.0955467 6.9610965
443.4059 482.4424 3 3 519.629133 484.145433 82.6520317
205.3642 159.1618 3 3 168.7637 178.1475 3.80895596
658.9946 388.119 3 3 716.138033 625.3566 81.4257141
540.245 433.261 3 3 564.652433 528.758533 24.7872082

407.4511 321.1638 3 3 401.054 359.127733 100.135689
118.336 69.94758 3 3 106.910817 91.40588 32.083118

213.5957 196.4034 3 3 205.162933 196.592433 14.6398316
24.50279 8.490885 3 3 13.50294 16.6545017 1.86554935
5.291421 4.553805 3 3 4.2722542 5.53844167 3.10716927
387.2834 218.8405 3 3 312.634667 376.594167 67.7585491
8.390965 9.704282 3 3 19.1968963 13.7906157 11.4683466
120.8601 99.90987 3 3 110.560567 104.99332 3.82134882
33.69289 23.73035 3 3 45.0451 37.7260533 9.85096729
213.5318 169.3811 3 3 181.632133 191.0105 10.6093942
219.623 175.7597 3 3 167.1152 181.1442 6.46878279

200.8659 141.7022 3 3 137.7207 154.3256 12.1054141
20.20175 15.10462 3 3 7.84820824 12.5071103 7.90796059
47.79373 31.61609 3 3 35.5567967 39.6638 7.07021168
1458.055 1790.369 3 3 1455.21667 1597.71967 330.716566
16.15839 15.93903 3 3 13.038137 15.1287567 5.23332254
65.40976 56.00544 3 3 61.1241933 58.3389767 3.77084031
149.2873 132.4179 3 3 142.209867 137.5861 6.58864063
16.20539 48.34098 3 3 19.1275267 26.6841233 6.29522322
95.19207 81.96435 3 3 82.37113 85.9365167 4.74205573
165.8328 194.8861 3 3 175.677133 160.726767 12.8698702
314.5139 510.8022 3 3 352.882633 393.7913 27.9843491
1913.286 1633.198 3 3 1634.73267 1773.735 336.112832
21.87513 30.74516 3 3 28.9580733 26.2781733 5.44185843
97.88236 93.74844 3 3 96.11324 89.6055067 13.0657303
180.0066 213.9532 3 3 213.235467 200.433433 28.3042247
958.6866 615.0041 3 3 774.877133 880.9989 145.558182
70.48856 45.37899 3 3 60.3168567 53.94538 8.56596204
30.99072 17.87407 3 3 28.4821133 24.1584767 9.22874393
259.202 234.1243 3 3 236.0245 241.922533 3.78313204

82.80592 53.14675 3 3 71.2891033 65.27645 2.56536964
39.09197 38.80902 3 3 33.0446267 36.8833333 9.40293409
1490.778 1047.294 3 3 1233.50533 1350.04 156.422963
125.8345 120.5364 3 3 120.240467 125.7887 13.5719445
247.9025 214.1424 3 3 254.133833 241.4236 22.3781414



5.131974 0.0026017 3 3 0.69723565 1.8699112 1.19091796
30.16771 44.32861 3 3 37.77724 34.4937367 1.11885387
177.8994 149.7704 3 3 158.841 164.711933 6.07749424
34.8211 18.42284 3 3 34.10808 25.9232133 19.8013387

778.6867 225.5298 3 3 677.9668 563.837 40.8181998
201.1642 223.2173 3 3 211.541067 202.8828 11.5880255
450.0048 610.0584 3 3 451.4743 495.6912 59.2949018
1593.783 2822.777 3 3 1627.51067 1927.07767 57.8366518
17.30262 15.70801 3 3 12.752046 15.11749 5.66886361
122.6227 87.19549 3 3 114.2078 107.19823 3.00836339
30.99658 2.160271 3 3 10.7377493 18.7796337 14.939645
72.68649 112.4812 3 3 105.652023 90.6120267 33.930172
6239.987 3705.899 3 3 5937.749 5377.946 250.50595
101.2048 93.82014 3 3 105.013893 97.0057 20.680875
22.12612 21.83615 3 3 24.9022467 21.9855367 7.66024036
7121.017 6321.365 3 3 6758.638 7086.57333 426.3457
3221.972 3651.995 3 3 3314.679 3458.529 308.612819
45.17395 61.83496 3 3 55.3415167 62.01745 4.57068348
1332.926 916.1296 3 3 1097.46567 1194.26253 81.7056662
16.63821 2.05201 3 3 5.95768067 8.82337033 1.64630257
103.1512 85.52166 3 3 85.9156667 90.5604267 5.34692068
846.9256 1275.847 3 3 844.714967 967.8443 180.413562
1275.077 1086.937 3 3 1065.05143 1216.797 382.751935
1414.343 1369.992 3 3 1569.223 1456.41167 274.082865
1749.641 1368.937 3 3 1529.09767 1701.55767 329.727204
196.4859 128.236 3 3 179.7468 162.684833 29.1509896
76.19245 54.67217 3 3 75.63167 70.2081267 4.4020938
295.9029 181.8618 3 3 271.6419 247.235933 25.7297653
3764.629 4523.223 3 3 3915.414 4091.74133 251.394339
47.40968 51.22616 3 3 59.43547 55.07362 5.35702865
67.42933 54.97242 3 3 56.6549933 59.5257433 3.13940483
144.7789 136.3472 3 3 138.1499 147.940567 21.973295
1008.678 652.89 3 3 792.471067 878.074733 111.362106
538.0678 566.7019 3 3 542.766733 492.577367 80.7226824
76.64014 95.90303 3 3 86.95418 81.59351 6.37948216
124.9463 86.1424 3 3 93.3422567 104.652967 22.535053
57.90361 79.9993 3 3 74.2482067 61.8709533 28.1056314
4722.069 4307.846 3 3 5018.667 4796.706 246.268377
523.112 642.56 3 3 642.766067 612.338267 15.6042345

13045.12 13321.13 3 3 12981.63 13191.3467 534.699052
3729.66 1536.579 3 3 2407.65333 2908.4 557.202149

97.17178 84.08141 3 3 92.8186033 86.0165333 14.6476858
2.713606 3.287138 3 3 8.70346067 5.73239133 6.22925608
264.6553 188.214 3 3 221.021867 238.796467 16.5564163
2858.711 3637.792 3 3 3055.18433 3230.868 248.256212
197.8669 157.1943 3 3 170.7221 180.420033 14.6430503
90.64192 78.7248 3 3 82.4982267 88.5946 13.2920001
268.2982 307.837 3 3 364.7724 318.5586 107.951096



519.5173 776.7946 3 3 567.973367 636.4076 124.765129
209.26 189.3591 3 3 210.604767 199.5464 27.3987423

61.40997 45.88694 3 3 40.50195 46.77469 8.45547434
194.602 153.8391 3 3 179.250167 164.431567 28.6981205

2387.523 526.7117 3 3 1162.32833 1519.70123 102.588562
641.4965 730.6857 3 3 762.676033 723.174567 68.8160714
2580.969 2009.557 3 3 3060.86 2737.68133 239.700676
228.6206 295.7152 3 3 289.063 269.046833 38.9792954
3079.238 2217.292 3 3 2500.79233 2836.53233 701.475262
881.4128 951.9009 3 3 1171.17367 1060.88957 144.941162
1029.856 818.6646 3 3 804.593267 873.320267 118.160693
2147.534 2916.137 3 3 2245.10267 2414.62033 106.102169
124.5161 120.796 3 3 118.147467 122.896267 12.3877767
2193.493 2643.969 3 3 2239.75433 2398.64733 352.057529
473.8976 211.6614 3 3 483.243633 399.5935 147.907543
104.1032 63.98893 3 3 88.37701 78.10759 15.0698982
72.73208 46.17424 3 3 65.6095267 59.30593 10.0322694
722.3802 677.3566 3 3 779.106967 712.112533 174.18216
164.0688 137.724 3 3 147.028267 152.720733 6.51799782
81.53441 67.60722 3 3 59.37732 68.74777 21.4977392
34.75695 26.91099 3 3 28.12217 31.58366 8.15510078
191.4851 114.0818 3 3 190.551767 167.943867 37.1288497
1443.281 1064.993 3 3 1235.50267 1327.77533 85.7733274
104.8947 72.60832 3 3 90.9641033 101.26154 3.30175042
1390.12 1425.562 3 3 1234.33867 1304.88867 51.8581789
2562.49 1528.974 3 3 2303.83233 2101.327 103.074539
157.715 104.5259 3 3 117.078567 128.146033 11.1032882
1558.55 1461.9 3 3 1938.07833 1636.16167 767.217344

5632.625 3390.123 3 3 4196.557 4813.91667 1067.71569
282.9266 218.1364 3 3 226.520167 240.8209 10.0663793
25.09114 27.26848 3 3 26.6656567 28.81606 3.22237821
15.56411 23.24666 3 3 26.88666 22.3328433 10.2428959
3.408667 3.074065 3 3 3.50466467 3.196154 0.79579871
97.10613 55.93834 3 3 86.7102233 78.1359733 9.18356019
164.0691 212.242 3 3 152.7583 174.5966 47.0684104
20.7375 24.74896 3 3 21.8425133 18.274144 5.0475574

6629.085 6144.26 3 3 6688.332 6523.89233 273.279406
149.0606 142.8251 3 3 149.609067 159.0008 9.92689596
272.334 267.3966 3 3 222.558167 244.534667 38.2454276

1503.599 1299.263 3 3 1499.956 1418.441 188.147388
5.07104 2.128835 3 3 2.00137633 3.073527 2.25543431

212.8136 267.7997 3 3 215.982467 230.911433 23.3965923
2638.114 1746.624 3 3 2190.07167 1932.942 254.243474
140.3522 164.5096 3 3 147.8358 152.965433 6.19985876
5.972431 5.680605 3 3 8.48980433 6.988795 3.43311586
113.6265 91.07713 3 3 106.2728 101.11381 7.46198781
1927.28 2190.722 3 3 1930.44633 2042.55167 265.208099

33.17744 25.91918 3 3 33.1436367 29.81318 8.04626599



46.88449 49.91565 3 3 42.9575133 46.8680367 9.92482401
404.9314 761.9966 3 3 464.1989 549.608333 127.028891
716.7081 764.7628 3 3 615.0429 669.607833 72.4520003
225.0822 211.1066 3 3 239.0967 217.395233 57.203959
3467.691 2292.972 3 3 2755.65567 2997.35067 161.55548
58.93367 52.32265 3 3 55.5196267 57.6637833 3.01547869
596.061 612.2649 3 3 501.43 544.035567 43.6898032

116.6163 117.1921 3 3 114.785367 107.250667 11.0143857
102.838 105.9622 3 3 87.98923 97.6725933 22.8953397

165.4034 172.6979 3 3 158.256333 163.0474 6.38442638
1660.557 2022.892 3 3 1901.81833 1830.86333 49.1131396
338.1361 271.5356 3 3 338.3377 315.524667 47.1982378
156.667 203.0793 3 3 181.735733 170.365567 10.2173518

179.5171 163.3329 3 3 145.037233 157.3523 20.3209817
255.7611 297.3573 3 3 285.034533 273.807167 20.8963884
145.9842 104.9496 3 3 118.100833 126.1009 5.54186803
191.3929 140.0269 3 3 150.458367 161.187033 9.71431111
37.16028 32.62096 3 3 37.49857 35.0203567 6.18995793
582.5947 505.2331 3 3 649.555333 599.031233 86.5118045
11.60476 11.63151 3 3 10.5013957 12.3832167 4.83759943
147.6856 246.2521 3 3 254.06224 155.174647 248.603315
115.4736 103.8148 3 3 101.183423 105.617777 7.56372828
3367.164 2557.729 3 3 3479.86067 3239.676 126.398795
3367.164 2557.729 3 3 3479.86067 3239.676 126.398795
64.43544 57.94316 3 3 61.5873133 56.1960567 11.0235273
2675.177 2394.396 3 3 2476.66067 2626.546 339.022062
103.0377 111.0117 3 3 256.7661 184.528233 138.233981
1131.662 1140.494 3 3 1140.08233 1187.70367 90.1558887
42.80949 39.58078 3 3 39.7816767 45.2051967 12.5945236
156.5249 107.9203 3 3 141.603733 132.380267 3.90212161
2216.184 1219.053 3 3 2199.40433 1868.18433 681.834256
443.7339 492.0444 3 3 411.477133 439.641833 51.7310778
234.6776 385.7546 3 3 389.103333 306.736533 206.420484
53.9401 23.70389 3 3 46.9453267 39.1882633 14.1505626

233.8338 242.1333 3 3 276.299567 261.000333 7.98637017
54.59187 34.08796 3 3 41.32869 45.3707767 2.88279742
369.7131 515.8944 3 3 464.0157 435.6079 16.1797633
95.45947 84.45765 3 3 97.8221967 93.21778 9.45021235
228.5521 208.2001 3 3 264.981567 241.506967 47.1990376
10.92131 14.37428 3 3 16.03654 12.65841 8.86219543
1035.459 3345.172 3 3 2372.30433 1827.11733 627.640742
154.0516 109.814 3 3 126.236967 134.8797 4.29962022
51.69762 46.92138 3 3 41.69292 45.5944033 7.85326249
137.8842 107.0628 3 3 114.995 122.617667 13.3384443
1376.694 975.8812 3 3 1152.819 1245.98907 85.7281043
91.12228 65.67401 3 3 88.5491933 82.3301333 8.27464209
632.9622 584.0638 3 3 779.255433 708.571767 71.6104672
1657.132 1340.772 3 3 1695.51933 1604.69867 21.7594255



1442.848 1582.659 3 3 1528.663 1482.601 87.0298098
19.3893 20.93412 3 3 17.4869067 19.1759233 4.11279275

324.4896 228.0649 3 3 271.012767 308.0679 66.9919677
7.910798 6.836589 3 3 7.58059333 5.998855 3.46733261
3374.338 3300.23 3 3 3775.79933 3506.89267 657.383234
3534.187 1795.085 3 3 2336.887 2662.98067 94.7593109
355.5204 270.1197 3 3 298.046 319.495467 36.7876876
54.39483 42.92906 3 3 51.2762933 57.5858267 3.83888656
43.46297 44.88923 3 3 40.69441 43.6563533 7.86277736
700.4326 569.7438 3 3 568.955667 609.348 74.065848
55.03735 63.43156 3 3 50.9397467 54.47005 1.99826733
358.815 414.415 3 3 377.128933 392.154433 27.5750051

948.9744 681.1178 3 3 821.153133 907.694067 101.147926
910.4058 829.7982 3 3 952.0542 910.436367 77.2323333
648.324 917.0744 3 3 1037.144 681.620667 928.487653

48.45137 30.99426 3 3 70.2668367 52.8124867 40.0780636
39.40897 28.33511 3 3 35.4057967 32.2864067 5.65582594
143.6035 120.7303 3 3 121.852733 128.6986 13.0918956
306.978 220.2251 3 3 271.146667 252.868733 13.5889633

413.5858 240.4285 3 3 206.208067 266.8384 90.4817562
101.4129 59.117 3 3 103.567757 92.0451667 9.77787816
507.7865 424.1508 3 3 561.010867 521.550067 15.4834903
77.25538 81.78774 3 3 80.2534067 85.02444 8.28679845
513.2731 440.8975 3 3 466.515533 496.813933 64.6070512
1187.596 1794.193 3 3 1324.66 1452.77933 150.372942
12.68222 8.458703 3 3 10.5869543 13.626041 5.87381723
2248.802 1767.383 3 3 2269.936 2109.32567 313.87952
2.507799 9.535027 3 3 4.929002 6.59604667 2.61389021
21.4209 20.77859 3 3 20.4353933 24.23981 8.68104152

1445.703 1372.146 3 3 1135.0798 1260.2541 214.796704
12.56289 15.04518 3 3 17.4592967 14.84604 6.69449097
36.94004 32.16679 3 3 31.4102633 33.4103567 4.41422471
109.2945 91.4932 3 3 92.7417633 97.1850433 5.78918398
87.52571 71.07669 3 3 68.2795433 74.2344167 10.6523248
104.6703 77.82626 3 3 83.53547 90.2952767 12.2442068
6421.659 5195.905 3 3 6435.08567 6122.61 200.260486
52.90154 40.4604 3 3 45.2158867 48.0949633 3.96064017
385.3341 508.6805 3 3 542.8699 481.347933 142.31521
5.944392 6.547909 3 3 7.08167937 4.16844247 6.99253988
1127.774 1365.319 3 3 1211.45347 1358.98833 326.885387
274.4562 223.0365 3 3 225.564867 237.9303 10.2178131
218.9323 183.1362 3 3 211.290667 203.600567 9.5937353
112.9584 94.72984 3 3 99.5535833 103.318447 4.43582282
444.2586 384.2308 3 3 444.801467 421.222333 54.9542981
135.4637 115.1005 3 3 111.5672 117.814667 3.82722143
50.3329 37.404 3 3 51.3788533 47.68691 3.77126016

141.0684 131.6831 3 3 157.599067 148.805467 8.99095726
364.5311 355.9529 3 3 308.411533 332.131033 41.6427995



5.577511 9.651823 3 3 6.23595933 7.43622833 2.51384959
520.3964 442.557 3 3 434.6281 457.598633 25.4086273
143.4046 136.4218 3 3 133.464933 137.734 10.3574447
1051.329 672.0236 3 3 820.434033 904.740633 103.081113
587.7718 563.5081 3 3 685.200967 638.258233 65.3079583
11.38809 6.86504 3 3 11.4552007 9.31786633 5.32161743
1458.651 1428.037 3 3 1506.99567 1481.39367 15.3978854
2363.573 2204.175 3 3 2188.897 2248.00633 124.3331
61.20695 44.46681 3 3 43.61239 49.00444 9.97922463
338.5784 298.8565 3 3 297.961933 331.404867 85.696518
2239.513 930.8478 3 3 1368.85513 1653.23727 390.679757
253.4893 197.0707 3 3 185.0427 205.928433 35.896
5205.466 4796.5 3 3 5624.07933 5225.154 988.903413
204.9725 193.3733 3 3 192.371133 195.9233 5.24336878
127.2259 113.7105 3 3 127.8638 122.985933 10.5044117
80.5828 53.32619 3 3 53.9139267 60.46667 2.04350506

36.77529 31.33693 3 3 32.8972133 26.48959 11.1090605
91.99811 86.923 3 3 86.3643167 90.8238533 11.5996061
2615.371 2418.902 3 3 2459.64767 2588.85067 312.982979
43.58249 53.29686 3 3 44.08124 47.04591 5.94919671
46.3267 22.72739 3 3 36.1245233 30.99206 4.18706819
46.3267 22.72739 3 3 36.1245233 30.99206 4.18706819

1542.071 727.7788 3 3 944.674367 1123.61493 264.635786
627.6058 572.7838 3 3 625.699533 715.6832 137.741558
977.4912 1766.323 3 3 1174.38267 1326.16173 90.1043758
45.91889 26.99726 3 3 32.2422367 35.93954 3.24864283
1.402921 4.030911 3 3 4.18343633 3.41168233 1.10910273
563.5801 465.6657 3 3 620.9242 573.014867 65.9585249
119.576 51.93312 3 3 73.5065867 86.6501433 11.4662703

305.2978 234.1963 3 3 306.105667 279.127967 62.0976692
9.58009 14.5592 3 3 10.2079597 13.10573 7.26085587

69.86803 81.10032 3 3 74.71978 68.43937 10.5592452
333.8637 211.9093 3 3 281.973567 255.9712 20.6801262
6.18102 2.173049 3 3 5.09365467 4.24128367 1.16210816

124.3323 86.49763 3 3 110.472967 103.395693 0.85348926
26.44679 26.26967 3 3 26.59534 28.4500867 3.51584167
64.13566 60.80468 3 3 60.9902333 57.9620233 2.05705545
193.2162 163.5803 3 3 181.991767 172.8887 17.4294871
2289.987 1341.632 3 3 2171.793 1966.85667 134.636757
1515.554 869.4103 3 3 995.530933 1124.29313 68.1315455
717.0557 793.682 3 3 935.1834 820.595967 288.373583
1188.595 1176.66 3 3 1167.665 1210.63233 106.348101
79.06156 51.62244 3 3 64.52149 53.4919133 17.1273286
299.133 258.2193 3 3 241.624667 257.5706 11.5147523

118.7229 189.3289 3 3 132.0272 151.572667 39.6579048
176.78 100.9669 3 3 138.330633 158.513633 20.78151

135.4671 124.3118 3 3 117.816867 123.4041 8.63887095
9428.696 6746.741 3 3 7370.57367 7891.48733 319.908034



9428.696 6746.741 3 3 7370.57367 7891.48733 319.908034
9.005699 4.415727 3 3 5.71070033 6.930569 2.37655861
294.866 217.5491 3 3 222.670933 240.197433 4.60548189

14.07865 15.00086 3 3 12.606105 14.84312 6.06088901
2837.366 2086.449 3 3 2165.216 2354.666 302.595572
1186.526 845.0316 3 3 1098.77587 1027.47453 91.0635977
140.4946 116.7009 3 3 119.883333 127.689467 17.6120124
295.0644 310.1211 3 3 267.581767 282.959633 23.4440366
83.28886 81.32567 3 3 115.93907 102.200943 14.7886037
137.7785 108.5568 3 3 101.286207 113.84245 26.4768786
13.63274 35.74167 3 3 26.1733 21.17861 5.194711
90.99435 97.28927 3 3 84.9248667 91.8414333 18.1979855
267.002 227.8549 3 3 225.8787 236.341433 8.05805209

7051.035 4259.276 3 3 5205.97833 5801.79667 798.001993
75.60004 91.67581 3 3 129.821937 94.0452833 95.7501696
83.02157 54.66409 3 3 75.30122 69.68953 5.65576012
820.5493 234.3691 3 3 452.447267 564.231467 58.0242009
42.10507 14.56214 3 3 32.3986667 24.7858767 14.3381098
8.195603 4.262054 3 3 4.952758 5.89897733 1.58091297
1024.167 1307.894 3 3 1018.83333 1107.93537 170.668583
1094.785 1636.698 3 3 1435.00867 1316.23733 157.288529
227.4446 133.4436 3 3 188.305733 168.970833 13.9177679
385.6007 377.2634 3 3 432.424533 408.2294 47.0114015
5881.472 5680.024 3 3 5933.727 5721.58033 562.448109
1160.647 672.5496 3 3 834.371433 959.669533 229.061863
12.40273 15.19203 3 3 12.4364557 16.0365733 8.95103807
97.59031 76.3007 3 3 68.1029 76.89942 12.800039
148.3583 86.39355 3 3 126.1285 113.171183 15.6937687
168.418 92.41447 3 3 109.749273 125.122357 15.6575267

464.4115 424.339 3 3 437.649867 418.845933 17.3129518
209.6882 163.523 3 3 181.644133 191.967833 13.4881952
611.7427 782.6213 3 3 679.083967 713.593733 29.0757212
42.21388 42.37269 3 3 46.4999567 43.4863733 8.00113744
42.21388 42.37269 3 3 46.4999567 43.4863733 8.00113744
100.7659 61.34218 3 3 86.2822767 77.5226 12.2942658
1154.328 1232.67 3 3 1188.82767 1223.42867 69.1802443
53.44345 32.79243 3 3 53.5650067 48.3869933 3.44071854
291.768 275.014 3 3 312.702 298.491533 27.6629212

350.8597 294.4052 3 3 284.930933 304.5903 33.6999091
92.84685 119.0685 3 3 89.1948533 96.73594 1.05614617
1304.048 1387.543 3 3 1739.67733 1584.30133 97.5876387

1199.6 568.5427 3 3 1307.05173 1070.33023 467.662664
154.2212 143.7627 3 3 154.668367 146.632333 21.039878
145.0104 104.3441 3 3 129.8133 119.903567 16.0835399
292.299 197.285 3 3 294.055533 269.465467 21.843272
91.1515 74.08081 3 3 75.54437 81.6964567 14.4970817

1128.653 1076.406 3 3 1113.789 1161.46067 77.7736078
284.2545 376.3208 3 3 347.479267 328.802267 22.5177896



14.12375 21.60132 3 3 14.82673 16.6554833 2.62902825
626.5067 447.3893 3 3 447.648167 494.370967 55.0674913
824.7715 919.1757 3 3 888.0802 861.713167 52.0520739
37.87157 21.90279 3 3 56.9364233 45.9059733 9.2732411
2416.16 1133.355 3 3 1590.21967 1863.702 361.163813

137.5217 61.79362 3 3 118.263 103.189807 15.7277024
770.8651 524.2629 3 3 653.739367 772.280667 210.951593
37.88033 30.88521 3 3 32.2400533 35.8073633 8.8344893
37.88033 30.88521 3 3 32.2400533 35.8073633 8.8344893
3008.925 3838.972 3 3 3441.68233 3255.89833 67.1930938
202.5076 161.7843 3 3 182.504933 194.7159 15.5340054
136.2549 126.8244 3 3 131.035233 122.818833 16.161191
108.6558 78.55364 3 3 98.7996033 89.9054367 18.2192929
218.5872 191.3055 3 3 194.237133 200.084533 1.52191214
3525.749 1704.765 3 3 3035.89167 2655.09867 516.101335
3525.749 1704.765 3 3 3035.89167 2655.09867 516.101335
3525.749 1704.765 3 3 3035.89167 2655.09867 516.101335
434.272 382.7059 3 3 393.4588 404.360867 13.6505361

5.304001 6.706516 3 3 4.19088033 5.27764267 2.62467909
394.2179 425.3371 3 3 410.829767 384.0797 56.6730231
454.4145 370.8285 3 3 410.6635 380.5895 45.2527965
546.7791 1150.349 3 3 643.258233 765.424933 40.0203531
71.40075 49.3386 3 3 50.9320433 56.3867967 7.5399154
545.0187 456.7621 3 3 644.6677 575.812133 131.339372
164.9033 133.6057 3 3 136.505797 157.7921 54.5970806
51.18697 81.22009 3 3 54.18547 61.4105967 10.1332498
6.029673 4.7519 3 3 6.62888233 5.89473833 1.71230807
9.55253 6.338098 3 3 7.950006 9.432446 2.74134928

8.453408 4.802433 3 3 7.756599 6.97030433 1.01168836
37.02292 21.53231 3 3 25.1127033 28.3553233 4.19435993
993.6514 755.0264 3 3 1073.79363 975.760267 167.78153
12.07032 3.628322 3 3 11.1808333 8.616704 5.52646313
9.319145 3.056892 3 3 5.728886 7.53707233 3.10931009
9.319145 3.056892 3 3 5.728886 7.53707233 3.10931009
2004.271 1993.948 3 3 1917.68567 1969.16933 132.293408
2300.03 898.6298 3 3 1410.45203 1715.47693 422.419503

60.61714 63.16896 3 3 63.78595 70.0381033 9.88131657
44.16592 24.05614 3 3 28.7504367 34.6404233 12.7598111
1.410154 1.197232 3 3 2.43583067 1.892125 1.09861044
322.0401 265.9325 3 3 277.6846 290.447433 20.4740963
52.30128 46.2574 3 3 48.43929 45.2064667 4.57475677
15.87477 34.4829 3 3 25.55279 21.4015467 1.50182438
69.42542 55.40868 3 3 58.3445667 61.7094233 5.98950825
48.96422 25.65627 3 3 29.0804633 35.4947233 12.993248
338.9641 208.7897 3 3 343.664833 559.738267 328.010907
146.2276 137.9156 3 3 146.515767 144.007533 4.42779843
40.99148 34.24762 3 3 37.75053 33.53916 8.62518807
328.464 330.2952 3 3 321.886933 329.424867 20.8338044



15.74114 15.38749 3 3 22.1071933 17.3939233 12.6535014
3252.775 2955.664 3 3 3165.33 3335.67433 198.882694
131.7033 94.77048 3 3 118.08881 106.520097 23.4386675
26.18529 24.56606 3 3 24.1646333 21.60508 2.6273687
476.1495 460.6292 3 3 462.965267 498.8742 83.8848227
44.42262 41.54103 3 3 42.1924 37.57057 8.59396144
159.1431 124.0179 3 3 131.505333 139.3213 12.0257615
87.79218 72.51216 3 3 81.6651667 77.93514 5.79293849
37.45526 20.72888 3 3 38.7466233 32.8258767 12.5307053

110.23 180.94 3 3 175.631033 150.704667 58.6284458
112.4898 102.6607 3 3 110.8146 118.457367 8.30436786
14.15786 10.47607 3 3 14.666487 12.7599467 4.89146519
722.086 664.2937 3 3 699.689467 762.112467 121.779544

143.3657 115.1577 3 3 121.849867 128.6947 12.6454803
1288.452 624.1481 3 3 1243.39657 1075.16803 254.477854
96.28059 64.66609 3 3 77.2897533 85.1990167 12.8011003
326.5529 332.0882 3 3 334.510067 315.171967 47.600768
3749.542 2737.522 3 3 3150.37733 3424.42267 472.224761
283.1013 230.2027 3 3 257.7525 243.690167 17.8036589
915.5474 569.7617 3 3 698.5864 763.888033 39.5326156
2287.137 1381.136 3 3 1743.21867 1928.40267 179.033976
1414.144 1193.201 3 3 1144.2106 1230.217 168.948744
372.4571 498.2399 3 3 483.143333 449.2206 65.7712155
2483.19 1753.249 3 3 2006.60433 2156.639 188.911375

35.48307 26.88198 3 3 26.1553433 28.85881 4.64662806
84.77092 58.22386 3 3 68.29798 74.7432867 10.5894273
30.21778 12.92282 3 3 20.5829233 24.0831633 0.79709731
94.3304 78.19297 3 3 77.11889 82.9312133 12.7206127

2854.303 2960.464 3 3 2522.72233 2706.56067 369.451109
14450.67 13977.95 3 3 14145.59 13957.6633 136.353434
35.02651 14.5279 3 3 32.8438367 27.2638267 10.785358
47.52121 39.29556 3 3 34.5596633 39.4517733 10.9796755
530.9236 446.9988 3 3 422.115733 452.561233 37.5219108
1.329658 0.2720534 3 3 0.26113995 0.53480176 0.29187303
1608.46 2193.02 3 3 2090.184 1949.798 243.406784

681.7176 530.0011 3 3 724.6094 664.182833 110.385887
1082.138 1050.981 3 3 1081.39833 1130.45167 77.8973308
3582.811 1345.388 3 3 2272.39267 2816.98533 814.459188
20.35685 26.1286 3 3 23.7156467 26.4389633 4.28361135
210.1308 194.9766 3 3 202.384333 207.315733 7.90826336
68.87956 47.99543 3 3 58.51717 64.67533 8.21729585
39.42855 36.64609 3 3 29.6218833 33.63189 8.01299179
17.53914 23.73667 3 3 17.4018333 19.33379 3.7648247
593.5751 546.4905 3 3 464.3186 506.6023 34.7667967
243.9296 127.9713 3 3 241.6313 213.268933 25.0164803
96.92191 60.47979 3 3 82.27825 75.37463 1.94769233
10.55079 5.879772 3 3 3.30248733 5.47993548 2.96788807
40.13703 49.01564 3 3 45.31811 42.0492567 6.62546057



2950.899 4015.438 3 3 3194.434 3445.71733 449.035766
61.17002 102.6137 3 3 84.9442 76.0438633 9.03773014
641.666 792.4722 3 3 601.3332 652.781767 49.2315958

38.50049 30.93668 3 3 37.0634367 35.3642 2.61282399
53.14488 47.09586 3 3 52.1475467 57.8634467 8.01518587
7904.059 4645.039 3 3 5844.13933 6506.231 763.327512
822.0082 856.1344 3 3 838.1082 879.767333 90.5729126
527.9762 1132.332 3 3 584.3325 716.661767 77.3773983
88.06097 88.05702 3 3 84.9893333 87.58406 7.18288808
198.8542 168.1577 3 3 175.946367 182.232667 8.15535385
824.3315 791.2213 3 3 845.891667 796.346067 135.665764
58.96921 47.80385 3 3 43.1595833 48.21129 9.31597795

3566.2 2833.858 3 3 3201.272 3462.91133 436.583858
6.846133 6.975732 3 3 8.39220967 5.91869567 6.6782163
130.186 185.7119 3 3 177.102033 143.7466 85.2827781

27.32651 17.63355 3 3 17.62664 20.1571733 3.179615
128.3887 102.9936 3 3 121.7247 115.400933 12.2246741
58.47526 52.20293 3 3 74.6711967 57.0464433 48.9626312
1484.268 1595.287 3 3 1629.22433 1511.476 319.971549
64.75224 44.52536 3 3 49.3943267 55.4521667 13.4627994
107.4373 139.8483 3 3 114.987533 121.9155 10.0940556
42.67189 33.95827 3 3 39.3048767 43.6998533 6.66280902
63.08737 47.53702 3 3 60.3631033 54.7303267 13.6217935
743.6566 639.9742 3 3 676.903733 699.0677 31.2979483
14.00127 7.71147 3 3 8.56865767 9.968735 1.73737292
154.3045 189.9228 3 3 216.4499 196.479667 31.7942067
1151.302 1448.882 3 3 1511.22167 1368.983 348.402043
47.67596 8.049781 3 3 41.8043433 33.3518937 8.61940626

174.15 169.7388 3 3 184.285633 207.9305 21.7305408
44.8939 25.98931 3 3 48.5063667 42.5854967 5.57909152

94.78931 135.2006 3 3 113.4577 122.622837 8.53288521
976.9385 1053.495 3 3 1045.05073 1135.52117 137.899279
720.4039 779.5106 3 3 925.694167 848.015833 131.950028
3146.864 3003.114 3 3 2577.40667 2885.54133 793.204308
54.12333 55.62308 3 3 68.01877 61.1509 15.8098297
654.5408 830.9711 3 3 583.0781 673.4464 204.085524
39.47911 84.40762 3 3 73.43687 63.81146 14.4791404
407.6891 374.5694 3 3 367.849767 405.7848 101.679948
137.0088 140.8878 3 3 132.1639 136.985567 12.9118262
9.146264 8.716209 3 3 9.36786567 8.73293233 1.73026203
64.23152 48.55244 3 3 54.6472567 57.8668 3.63709041
229.9032 188.3268 3 3 183.110567 196.5933 22.8428383
473.8813 636.438 3 3 567.0999 518.702967 88.0948054
1150.852 1390.486 3 3 1110.44167 1183.60267 69.6887899
1208.199 1317.328 3 3 1234.739 1271.588 86.2212398
1993.133 1870.749 3 3 2302.13933 2154.178 140.610821
5.368629 0.443999 3 3 3.57501682 1.93818416 3.484289
108.7465 85.14566 3 3 85.5555567 91.1400833 2.07957403



1377.377 2883.935 3 3 2859.23067 2329.45767 1231.33329
27.84355 16.00078 3 3 22.7181733 26.2597033 2.63403579
87.14934 57.53252 3 3 70.5960233 78.2404967 11.6217201
17.85245 17.87105 3 3 17.49493 17.98823 1.36485315
78.49949 64.88477 3 3 72.3629867 76.0227133 1.63421179
1069.739 1102.668 3 3 1090.7927 1029.4841 140.111383
152.0997 156.0524 3 3 141.057833 146.6958 9.09188751
228.4087 158.1996 3 3 171.3765 185.617767 13.650844
334.2263 272.1295 3 3 240.198667 267.003 27.6371446
12.66525 9.056308 3 3 13.8362617 11.9885727 4.44891387
59.71914 61.6639 3 3 56.9030433 50.35839 3.97580359
283.2177 227.5866 3 3 228.424533 243.287367 22.9033102
2590.453 1070.352 3 3 1585.80433 1905.60033 458.543023
467.9389 414.8372 3 3 511.899333 479.634 55.6918108
64.58595 44.55913 3 3 52.88554 57.6424433 7.04215382
10.66275 26.03826 3 3 14.8643367 17.6891867 1.55182746
1169.754 1108.964 3 3 1314.08133 1228.08333 183.547013
145.9894 104.4353 3 3 114.531567 122.506233 6.86061152
495.0226 454.916 3 3 443.338967 459.613033 31.2496805
1058.475 1131.273 3 3 1262.46867 1191.996 97.5628662
2208.726 1239.571 3 3 1536.05377 1798.93567 541.369468
257.813 215.4614 3 3 244.762567 224.8372 47.6152545

1219.037 1472.092 3 3 1312.754 1361.02467 40.7962784
28.10461 32.23571 3 3 28.56881 31.0098033 6.37608429
209.0045 216.8868 3 3 251.534567 229.8162 53.4295523
313.7055 1245.673 3 3 1250.2764 844.8713 1033.31244
89.71628 78.31364 3 3 85.7796033 82.94446 5.24622045
64.45228 27.95964 3 3 38.04073 44.9520367 6.29560946
55.79874 51.86335 3 3 62.4853433 58.7771133 5.59976963
66.65684 40.33691 3 3 59.4796333 54.6288267 2.98240669
714.3848 953.6968 3 3 763.232 818.4715 95.2448905
185.641 177.002 3 3 184.916933 174.569267 26.2853177

108.6813 127.1259 3 3 104.48444 114.377167 25.5223272
20.26327 20.50943 3 3 22.6399833 21.44415 2.81801207
28.2064 52.71593 3 3 28.37636 34.8816233 9.5517534

23.57449 7.771432 3 3 25.8305467 20.6538507 8.67514696
327.3433 248.1666 3 3 302.348967 337.496933 28.1523526
724.2509 644.0064 3 3 647.473233 674.9586 64.2047079
114.1551 84.82145 3 3 90.66605 97.0969767 9.76686999
178.7195 126.4713 3 3 149.010533 131.4034 20.6503467
269.5792 217.9176 3 3 201.489167 219.5179 12.1283061
113.4186 81.50305 3 3 92.9953833 99.25535 6.80085342
85.49674 52.91127 3 3 62.4893633 69.09112 8.94438341
92.63397 134.9098 3 3 117.1807 108.829037 5.74930517
120.8664 90.20021 3 3 107.839 101.453047 6.1940151
307.2985 271.5597 3 3 266.895767 276.9731 4.55609392
67.21008 69.9483 3 3 59.9565367 65.3583867 14.0884996
613.2289 779.0914 3 3 616.468767 655.597867 18.2887473



193.9204 186.6577 3 3 204.396 235.171567 38.2950138
102.4757 87.31707 3 3 94.4431733 86.30462 15.7240574
82.89135 43.05582 3 3 56.9390233 64.5326467 7.36209316
101.3843 69.05567 3 3 74.36401 82.91773 17.4544387
42.86614 35.77564 3 3 37.2387733 40.21784 7.45764479
57.77437 31.71699 3 3 36.95769 42.06599 4.03696519
774.6106 932.1563 3 3 934.000967 893.367867 46.198701
134.8851 117.1449 3 3 118.472533 123.164567 8.49413648
32.00531 15.53166 3 3 17.20803 20.74014 1.98655827

328.89 248.7808 3 3 279.3712 322.039867 97.9192662
496.2807 350.831 3 3 341.698133 391.341333 105.953629
4596.696 3583.99 3 3 4022.59167 4239.217 225.967534
65.98669 73.54489 3 3 64.9815233 91.9053933 65.5115462
89.12205 84.31671 3 3 114.474167 103.76142 6.14203166
31.8653 39.83186 3 3 32.22313 35.6651567 8.86177081

235.4637 218.8616 3 3 218.211967 222.6669 5.36905554
292.29 414.8676 3 3 339.4467 294.204467 44.761169
292.29 414.8676 3 3 339.4467 294.204467 44.761169

389.8065 326.5014 3 3 405.4979 384.517533 20.669743
105.9178 71.83669 3 3 74.37913 82.3683367 9.60503682
38.10429 28.70289 3 3 30.82321 32.7713533 2.65000272
88.09095 116.9654 3 3 106.761053 98.3298833 17.5115927
13.96917 15.85773 3 3 19.52518 17.4783267 3.5872896
20.62555 13.38335 3 3 16.7656467 18.9238933 3.61622822
98.79099 70.72029 3 3 85.2400333 93.4391933 10.6923316
49.2192 17.97518 3 3 39.9073867 33.2706833 10.3918594

847.5609 690.9063 3 3 776.429633 729.4241 82.4119035
332.1634 421.7444 3 3 353.139067 371.226233 22.6710997
332.1634 421.7444 3 3 353.139067 371.226233 22.6710997
152.9227 155.4572 3 3 196.576567 173.498867 56.0634272
1173.091 835.7701 3 3 1085.17377 1017.1307 90.2041114
53.90564 71.96415 3 3 52.7186833 58.42261 10.857531
144.6279 172.7188 3 3 135.097633 145.561767 12.8075602
417.2813 422.6007 3 3 557.462633 502.1743 64.7530062
690.7117 660.1137 3 3 700.427767 743.762633 28.3153254

35.303 21.67931 3 3 29.50951 26.47007 3.92623157
34.72683 20.46596 3 3 27.56169 19.2547527 17.1403785
262.1057 290.9557 3 3 253.4127 264.841333 20.7250808
47.35551 40.03789 3 3 41.6731333 43.9390167 5.25516256
51.13361 44.23237 3 3 45.7146067 40.7832633 6.35272579

8148.6 11391.7 3 3 8852.16333 9456.163 39.3957276
3590.94 2906.72 3 3 3194.32633 3403.24767 401.994403

216.7457 159.034 3 3 155.8954 171.2868 15.5338246
1517.402 1629.112 3 3 1883.863 1708.72733 433.566261
104.8462 77.49275 3 3 80.6696867 86.5388667 5.0158307
41.90277 58.99401 3 3 49.1327567 52.79716 4.27334745
842.4042 887.8999 3 3 977.7943 907.689633 183.117264
13.37693 14.90701 3 3 19.2211 17.2693 0.83975403



57.38163 37.48116 3 3 56.2766567 51.0577867 8.98599692
238.9023 235.0074 3 3 195.5911 211.8123 14.7473035
742.0851 996.6285 3 3 823.4898 877.739567 85.3736867
97.23286 102.5485 3 3 100.23997 95.9708633 9.67896074
1434.285 1412.264 3 3 1751.84167 1496.844 712.866213
53.60014 52.27397 3 3 56.3041767 51.3590267 13.7608988
13.78068 3.65781 3 3 4.84358467 7.17245033 3.31446382
317.5882 240.3432 3 3 241.7506 261.5954 27.97471
290.3734 214.646 3 3 271.851567 237.952267 84.9193811
33.9632 20.1822 3 3 29.1810567 25.4735267 7.47422079
401.164 431.6337 3 3 360.905067 383.277633 22.8002884

7058.807 5535.683 3 3 6140.54367 6439.36633 284.22674
309.769 257.0458 3 3 260.986133 274.520633 23.4115961

11252.67 8998.868 3 3 9600.45333 10136.3293 1024.77626
142.2603 110.856 3 3 97.1832133 109.747423 13.4785073
94.87755 66.14796 3 3 65.5196933 72.7144867 5.45310201
21.5485 19.81971 3 3 25.07253 22.9159533 4.68346024

327.2795 286.2874 3 3 314.805867 295.289733 47.5943049
632.7054 627.2224 3 3 633.397667 653.090233 39.0763371
2918.055 2757.007 3 3 2889.08833 3012.799 159.144697
519.6949 492.3987 3 3 499.3914 486.1289 6.95170296
519.6949 492.3987 3 3 499.3914 486.1289 6.95170296
43.48381 28.95185 3 3 40.49517 35.5967433 11.8498905
12.36725 5.718233 3 3 6.102536 7.939058 3.5532017
173.2328 139.0433 3 3 171.578367 163.6356 7.0978053
114.8879 88.0816 3 3 95.10099 101.580867 12.6783935
56.60605 41.64628 3 3 52.6557133 48.2249233 10.0388803
3.573253 4.23768 3 3 4.23787433 3.87806767 0.96798668
113.3527 103.1542 3 3 96.0365533 108.374233 34.7590552
41.64413 37.23705 3 3 34.1517767 36.6837467 4.93345512
1426.657 1515.515 3 3 1512.305 1605.66033 119.917651
144.275 131.9458 3 3 134.694733 125.548833 12.9258363

62.19895 72.76771 3 3 68.36258 64.1255 9.16039265
15.6147 23.71226 3 3 19.6927867 22.96259 6.14325157

1561.928 1873.562 3 3 1935.127 1813.491 261.389396
415.4151 245.6352 3 3 436.958467 387.852133 50.1040272
1028.351 726.9282 3 3 926.956833 1063.98107 159.866522
33.19718 55.11391 3 3 45.6112867 41.1556467 3.7554501
81.87619 57.73494 3 3 65.20248 70.8768933 10.6068024
81.87619 57.73494 3 3 65.20248 70.8768933 10.6068024
2728.658 3721.904 3 3 3297.95367 3078.3 283.990917
14.46945 10.09727 3 3 11.7528173 10.0263917 2.04417523
74.84582 46.53055 3 3 69.3459933 63.93086 2.56045963
261.2175 214.9531 3 3 200.8608 216.626033 10.265085
261.2691 222.7264 3 3 224.854933 236.771267 26.4932436
41.22808 26.5487 3 3 39.4183867 35.6792633 7.0906092
22.84625 34.76877 3 3 29.08807 32.3398333 3.62365944
1452.857 1038.196 3 3 1202.1018 1361.78667 352.333222



12.97753 28.81868 3 3 18.70432 21.5422733 1.27796954
474.8385 512.8544 3 3 548.281133 514.184367 88.7213463
3.087125 4.942777 3 3 3.07685267 3.69940333 1.41437993

255.4 239.7633 3 3 245.663667 239.934 5.58283166
741.0997 897.6401 3 3 838.741767 896.216933 55.7674328
219.7978 206.4712 3 3 221.494433 217.0211 8.57718534
219.7978 206.4712 3 3 221.494433 217.0211 8.57718534
459.622 382.5408 3 3 363.033167 395.672433 72.6273904
459.622 382.5408 3 3 363.033167 395.672433 72.6273904

552.4576 480.0126 3 3 510.5138 529.3335 32.6519655
67.34358 66.18701 3 3 62.6517133 67.3625367 13.4131394
97.19988 82.1289 3 3 98.32885 91.4025733 18.0620862
62.10425 116.1122 3 3 112.1985 99.5895833 15.5137211
63.79987 68.15422 3 3 61.24319 63.9668367 6.61778358
35.38373 28.56139 3 3 29.8350267 32.00116 5.17062619
743.199 548.1416 3 3 571.998067 614.487133 48.3375738

383.4016 300.5392 3 3 298.4298 319.653533 21.7997907
235.6358 181.841 3 3 219.750667 251.159533 44.1639029
58.96209 59.01892 3 3 58.7046967 57.21314 2.95522875
226.4233 152.526 3 3 160.850433 177.2481 19.6977052
102.9509 80.41527 3 3 99.12465 92.06634 16.7516788
34.48238 44.65706 3 3 40.8066433 44.73046 4.50798966
649.018 678.425 3 3 602.624767 626.271767 12.7097698

2.291951 2.006475 3 3 2.28535233 2.06014967 0.60971029
57.71095 35.50599 3 3 39.91593 44.12765 1.93743359
1017.195 880.9356 3 3 949.639267 899.296267 93.3523718
52.60654 39.98828 3 3 36.70601 41.07992 5.95490257
69.26361 76.92255 3 3 74.5056467 69.7604033 11.6961528
45.53014 63.4757 3 3 50.6549933 53.9876567 3.13807217
1747.258 1876.445 3 3 1863.68633 1984.27033 161.315501
997.1813 1151.769 3 3 1075.64413 1002.0893 150.762015
134.4637 124.3256 3 3 133.157033 129.026067 10.6781172
98.26505 53.9412 3 3 59.6161233 68.8544733 7.26324741
49.07779 26.86038 3 3 45.6461533 39.7277633 12.463812
199.3171 130.1566 3 3 127.85497 150.252967 47.9705544
88.0011 32.61754 3 3 79.2549467 67.4690833 14.8974376

56.13346 61.83642 3 3 50.6611367 54.2383733 5.43618809
2881.41 1851.338 3 3 2385.68267 2652.372 274.108058

214.8737 181.7345 3 3 200.358067 191.4804 15.3300172
80.77423 74.29057 3 3 67.0760533 72.4029067 12.0150817
915.3692 153.4474 3 3 270.138167 440.584167 260.624301
65.33794 59.22554 3 3 65.1624167 60.6246833 12.3409152
65.54385 45.14244 3 3 66.8623767 61.3909167 5.76383245
6219.354 5836.073 3 3 5872.38133 5430.53067 710.267415
1134.513 980.5848 3 3 893.022533 963.694 94.247114
55.89882 47.4372 3 3 52.3508167 50.7259833 1.11475815
502.956 486.2014 3 3 589.130033 543.868067 97.7891273

107.7648 72.93674 3 3 86.3721967 95.5074133 17.5095249



5853.59 5931.542 3 3 5974.36 6377.62333 798.770294
31.75628 16.84111 3 3 29.5420233 24.90968 10.9915657
120.2813 130.7834 3 3 119.9389 123.1965 6.62345025
4767.611 3578.667 3 3 3726.017 4026.786 575.357746
17.96768 19.63545 3 3 16.99716 18.30764 3.57781317
278.7902 417.6343 3 3 396.091933 367.849333 25.1903433
3.112273 6.825674 3 3 3.88195733 4.667225 1.17928437
39.53868 29.45207 3 3 35.0896533 32.3197233 4.90163686
1111.126 588.3396 3 3 997.3769 881.759533 198.875869
267.9991 221.4388 3 3 230.4737 239.474133 6.92228192
6.921968 4.466733 3 3 6.958178 6.33421633 0.70467574
19.50551 15.12262 3 3 16.4665133 18.4186933 4.81394331
109.5534 63.846 3 3 67.3894633 77.27947 4.86559504
43.5618 38.70711 3 3 42.37955 45.47845 4.15651489

140.2739 99.56649 3 3 109.166757 119.11923 20.1743088
42.44712 59.5824 3 3 42.4502167 46.6581933 4.1361763
109.7132 102.749 3 3 105.416233 100.320937 9.96485704
41.62217 20.92556 3 3 26.83167 30.9742333 5.98361204
204.3292 206.6711 3 3 203.290033 198.910767 5.32735271
138.8127 74.31669 3 3 78.4647533 96.0637033 34.8379889
12.01499 7.436572 3 3 11.6080247 9.89630067 4.37283465
10.45214 12.60703 3 3 11.1287967 11.8236433 1.61668074
4.516659 8.985628 3 3 19.7684517 13.7257157 12.4258767
85.6739 87.9674 3 3 84.66214 87.95752 9.25391871

543.4758 455.0968 3 3 498.405333 478.392133 9.41070113
201.1505 179.3276 3 3 179.081633 194.977767 43.9190927
5.322889 6.180601 3 3 5.80978133 5.529432 0.57089268
175.2775 199.6227 3 3 210.379933 201.007 6.0197252
11.53167 9.109239 3 3 10.9141103 12.603493 2.61018375
1123.932 845.7726 3 3 1070.0779 1010.0892 94.4694797
50.26704 42.37994 3 3 49.0782267 45.8097067 8.55971354
74.36677 119.5237 3 3 83.7600533 92.2741233 5.73505954
29.10535 29.21149 3 3 32.01642 36.5478 2.96519458
1003.469 696.9049 3 3 954.615667 869.136633 191.985679
1016.509 674.2045 3 3 883.389033 995.568167 94.0243477
51.59413 46.40558 3 3 46.6291967 50.5971 10.8650904
94.52677 138.1487 3 3 117.8707 104.356417 25.1270902
76.9473 59.49461 3 3 68.0200333 71.8107967 2.5032708

315.3579 265.1277 3 3 305.0671 336.595833 36.1498635
57.98121 56.26334 3 3 56.0217933 53.5484933 3.54512815
151.734 153.8901 3 3 136.986633 143.0872 5.41397574

80.08108 68.51431 3 3 89.2880967 83.1810633 6.68981991
163.5653 91.24856 3 3 118.9959 132.238653 10.2229433
51.27612 28.66722 3 3 34.00904 38.80194 7.89171469
1672.989 1207.77 3 3 1416.28767 1513.98067 101.889761
265.2009 250.7746 3 3 250.641633 271.453833 55.4029056
1167.411 703.1388 3 3 887.554833 976.004933 85.9878359
65.39317 65.13515 3 3 49.98847 56.3010733 9.82187847



332.45 406.0645 3 3 349.2087 366.4353 33.7174691
129.4949 145.0016 3 3 128.478833 135.071567 17.1504021

112.79 65.7206 3 3 94.4455633 85.5105967 9.03595022
100.8144 199.0168 3 3 122.4475 140.385567 6.90992072
108.5387 106.623 3 3 107.860867 110.327 5.30062162
490.6589 800.0335 3 3 568.5782 629.220367 80.8332218
29.66573 28.38238 3 3 27.1335767 28.5926367 4.13712586

0.00458339 13.26328 3 3 2.80760613 5.31927613 2.11571122
1006.445 1197.811 3 3 1109.84 1165.123 70.3269361
768.9041 693.7939 3 3 771.5603 854.721 108.552248
2111.35 2499.117 3 3 2368.87633 2582.45167 346.578961

132.4382 73.90369 3 3 90.1699833 100.69101 8.19995957
121.1704 81.72216 3 3 113.33923 101.67872 27.7186928
269.4684 230.6361 3 3 305.3599 283.970167 8.23671919
95.94911 61.92448 3 3 84.4733067 78.0639633 7.62405386
63.49436 55.32956 3 3 58.0375967 60.85428 6.68335813
352.6554 376.7261 3 3 342.681067 355.190467 30.2955679
212.8732 130.808 3 3 154.730633 169.4396 11.9655693
7.169229 13.25399 3 3 11.1535593 10.0361787 1.14002166
165.1562 122.9703 3 3 141.9455 128.597313 18.8970551
1750.837 2740.495 3 3 1579.58333 1867.264 177.547133
209.0217 171.7255 3 3 187.759833 177.4707 7.47629982
47.2772 41.19646 3 3 43.59491 46.6630567 7.30765144
1507.09 1741.545 3 3 1916.22233 1503.583 1181.14499

2582.522 2330.393 3 3 2085.971 2251.82667 305.490698
125.9429 83.60846 3 3 121.013617 106.483853 36.6897251

75.808 96.97536 3 3 72.73686 78.6161867 1.38895279
55.12918 45.59358 3 3 56.43575 53.24307 6.28213118

1683.9 429.1944 3 3 758.746933 981.740067 122.147605
561.0233 1626.621 3 3 804.805433 1003.8809 175.73888
1326.737 1296.622 3 3 1324.773 1298.034 73.0246344
46.3613 25.26414 3 3 33.7270733 38.4983567 7.86720702

221.4073 230.7032 3 3 256.993133 244.8754 13.1281771
238.828 177.6868 3 3 187.7551 199.752333 8.98403671

22.26035 29.72078 3 3 32.77814 29.68156 5.22829102
48.66626 50.82004 3 3 48.9200533 51.1849367 6.04495614
21.46817 30.99357 3 3 25.3316967 27.78937 4.66559344
194.1137 170.5028 3 3 182.075 175.783 8.51122837
2569.938 2310.757 3 3 2463.96733 2563.54133 150.715809
68.46862 99.54501 3 3 88.04116 81.81126 8.77798181
1299.573 804.9476 3 3 1227.43 1126.07953 103.248813
601.793 516.905 3 3 671.929567 617.850233 114.21128

35.11728 34.28234 3 3 29.7607833 32.0631867 4.94952631
149.4893 113.4383 3 3 134.856067 127.842133 7.65052691
104.4875 25.47627 3 3 42.7433467 57.0863133 4.57833299
45.09541 42.86562 3 3 42.31349 44.0203 4.87896851
90.26559 88.57651 3 3 86.6986133 92.7500767 16.7633418
35.18394 21.20933 3 3 28.05787 25.0066067 0.86294862



163.0286 129.0971 3 3 123.994567 133.665467 7.47938014
121.0822 110.8989 3 3 121.989567 118.668267 6.89170886
201.8591 233.5508 3 3 214.205033 193.7358 40.3922679
50.24924 39.57907 3 3 36.0374933 39.85118 4.4521543
7461.774 3631.731 3 3 5418.268 6271.24733 1012.05381
758.9024 905.905 3 3 893.910967 834.289267 158.764027
219.4142 203.455 3 3 191.7003 200.226167 13.6237285
86.1367 79.67208 3 3 80.1075967 82.04077 4.41779045

59.35365 54.1147 3 3 62.1737267 58.23371 10.9623433
378.2938 445.1287 3 3 473.501333 448.572767 12.7571003
12893.34 12597.02 3 3 12681.1767 12483.8867 329.794242
2929.564 3277.032 3 3 3578.774 3369.40333 368.925825
788.4094 965.0843 3 3 972.877833 923.941233 78.8354097
790.2689 492.982 3 3 769.446667 704.689333 47.2185075
1986.568 1902.601 3 3 1922.60233 1874.17833 60.486118
40.42981 42.40223 3 3 30.3201633 34.5827033 4.02480598
5.597013 2.176178 3 3 3.15572967 4.17623333 2.41599865
465.6184 411.3883 3 3 478.6965 445.003567 94.7449231
191.8767 105.165 3 3 132.8467 147.8003 7.53450487
147.3358 202.2675 3 3 167.993433 181.6027 26.6889736
1395.519 900.6445 3 3 1200.33 1348.38817 92.2063453
5572.651 4456.057 3 3 4721.55933 4959.53467 413.10494
70.74004 59.40746 3 3 62.7135633 65.8002567 7.00204875
287.0616 259.1957 3 3 275.471533 264.2762 25.6809425
287.0616 259.1957 3 3 275.471533 264.2762 25.6809425
81.8773 80.86285 3 3 76.1737233 79.92191 10.7489829

154.8753 141.4776 3 3 151.9919 145.003167 18.691528
30.59988 39.19394 3 3 36.8691367 34.6677067 4.84725243
670.1166 671.8649 3 3 650.615533 670.895333 59.7937683
10.70779 11.47738 3 3 8.87273333 9.881179 2.07193873
4443.751 5158.236 3 3 4637.123 4340.528 36.1720938
41.90864 47.96806 3 3 46.9611 44.9119833 5.22875992
82.48961 94.9835 3 3 91.80536 99.63967 11.7571515
970.741 543.0906 3 3 732.1589 1075.05753 821.118882

180.4948 197.79 3 3 211.883933 193.120467 54.2481923
76.70049 103.3936 3 3 82.8794567 88.3987833 8.88514881
788.3657 497.9835 3 3 807.546033 731.403667 78.0171203
105.6776 100.2608 3 3 110.695777 104.9685 16.3405797
3588.479 2557.618 3 3 3191.01167 3009.59633 98.4158364
191.665 62.5922 3 3 150.843833 126.4136 32.3687649
807.13 548.5215 3 3 881.9089 779.2486 210.992633

771.078 518.9606 3 3 531.207833 597.901633 127.843273
123.8342 61.75871 3 3 68.0866833 81.1922233 11.611376
247.1233 223.6602 3 3 232.998967 219.178533 27.2821411
170.5767 186.2469 3 3 175.941867 170.4232 3.70164145
1421.671 1284.128 3 3 1321.722 1264.94133 16.9989856
103.0161 71.63844 3 3 94.7401067 111.372447 21.0183137
2815.29 2277.963 3 3 2477.14833 2597.76833 217.785802



92.54682 103.1334 3 3 88.36177 94.3508333 15.8062161
63.41203 48.43337 3 3 54.7924933 57.8919833 4.05985058
4.303453 2.724373 3 3 3.954257 3.51529633 1.03252038
1120.74 1747.391 3 3 1402.401 1240.52953 139.046356

50.72361 47.70288 3 3 50.9493933 46.19919 12.9779023
542.8438 866.1198 3 3 636.919533 710.4716 145.701232
34.93041 28.84601 3 3 28.02959 29.76223 1.87819609
47.15218 54.9195 3 3 57.6053133 54.3491267 6.71048289
363.0255 629.2313 3 3 567.129633 510.770967 97.5809506
127.9598 82.9558 3 3 163.495833 136.773467 53.1031091
93.41601 112.1565 3 3 92.4035567 98.37496 12.9242282
1091.535 1004.937 3 3 1148.654 1100.659 100.610703
83.81912 63.91869 3 3 77.9990633 72.2798133 13.4481041
95.87743 94.38074 3 3 80.4508233 86.5830733 10.5321777
39.74926 36.42741 3 3 50.7628067 45.9469667 3.99199334
770.743 609.4126 3 3 703.939533 672.678333 34.3533288

290.1679 168.4235 3 3 192.508767 214.9381 10.074702
516.3454 406.0019 3 3 457.4676 431.2521 17.817893
469.3515 534.9028 3 3 509.2881 490.261767 41.1117373
577.2837 558.0445 3 3 568.296267 540.416067 67.2527928
5.421404 4.409785 3 3 3.787272 4.271942 0.75459221
435.2374 376.6156 3 3 403.608133 386.759367 23.2023648
172.4878 132.3784 3 3 139.907567 149.642133 20.2231071
159.869 170.2404 3 3 165.554967 153.1287 30.1088182

106.7309 67.08247 3 3 95.8045567 88.57501 7.68335758
77.6603 88.14045 3 3 74.83765 78.9993967 8.91819481

656.7098 631.1011 3 3 592.638 612.290033 15.5304563
64.95536 81.37015 3 3 73.4337733 69.1212 6.8982233
4.284026 7.555054 3 3 5.766743 4.57030267 2.11903153
135.2216 116.6757 3 3 118.4273 122.9581 8.26163912
300.2774 226.2541 3 3 235.723967 250.464233 7.59059547
134.7493 119.7419 3 3 121.475667 124.885167 5.45511234
2601.092 1929.826 3 3 2620.83433 2449.59333 211.956653
1902.586 1436.043 3 3 1680.987 1804.25267 159.180576
94.01369 142.4507 3 3 106.59536 116.304963 15.3739959
2743.22 3465.836 3 3 2554.243 2955.65067 1108.399

106.6653 74.68485 3 3 87.2666067 93.0256867 4.60852292
14.12782 17.73257 3 3 19.4743967 25.4876633 6.5373443
85.37419 74.71164 3 3 88.9399133 83.8417533 12.5829889
169.5671 147.1196 3 3 155.202133 165.543667 25.7983753
900.3242 968.4994 3 3 831.1372 870.7027 22.8954683
552.5637 785.7021 3 3 540.1812 613.7574 158.597272
1953.286 1338.087 3 3 1909.15167 1723.97033 436.824004
540.0113 217.275 3 3 279.733467 339.9318 39.6992071
43.61784 17.61379 3 3 36.0825867 31.5524533 3.21087729
148.4009 119.8391 3 3 134.005433 127.771 4.47219391
15.16699 30.7258 3 3 20.1095733 23.26745 5.26198215
71.45654 66.056 3 3 67.44538 68.51773 1.65704089



19.20214 17.05332 3 3 12.5667553 14.7254303 2.3434542
296.132 252.6004 3 3 270.522733 256.221033 18.8379766

85.70694 69.76121 3 3 72.8221233 77.2876533 10.6271472
350.6424 301.4237 3 3 320.966733 301.502467 30.9026463
93.85343 87.15018 3 3 102.527863 94.8972367 21.170225
72.38416 55.66474 3 3 75.4355467 69.7105 11.1565854
893.0284 525.02 3 3 802.293633 734.121833 74.6177508
158.1852 115.9829 3 3 131.991233 139.877133 9.17927212
430.9422 324.2816 3 3 462.733433 425.053133 55.0616489
665.683 506.0193 3 3 508.276667 546.824333 47.7044362

173.9408 161.5535 3 3 144.851267 155.062 20.1655704
230.113 186.8339 3 3 204.878633 223.506133 44.0636152

89.74664 65.97035 3 3 72.6988133 77.4261367 7.55653051
653.7611 886.8616 3 3 648.649333 752.057167 283.968001
481.1386 316.3159 3 3 425.0589 497.391867 103.099901
12.72992 11.35336 3 3 15.8010233 11.93453 11.5228345
391.9804 290.1686 3 3 290.5752 314.500333 19.853403
85.91825 121.5798 3 3 106.384533 98.0903333 14.1229508
1.427859 2.169002 3 3 1.9856924 2.804424 1.67468317
45.73427 65.58144 3 3 68.1278733 61.7346167 12.4605559
239.3926 223.6578 3 3 270.856933 245.515333 71.2670263
307.802 266.0765 3 3 258.207667 276.744 48.1649375

88.33049 57.16064 3 3 60.7276567 67.4214933 8.48938766
362.2218 305.7253 3 3 295.1099 312.295367 20.7692562
14.50984 10.53856 3 3 9.17812767 10.8705597 3.66739136
99.67865 56.30533 3 3 89.0864133 80.6702567 11.8802481
230.1652 201.1282 3 3 215.2165 221.952933 8.68911616
229.3915 162.0595 3 3 245.331367 223.800433 25.4255616
67.30196 63.80371 3 3 57.20673 61.9346833 12.5523165
112.6432 85.03352 3 3 95.2026033 100.238407 5.50847384
65.9066 47.32941 3 3 73.04447 65.5613633 13.2160855

212.4113 283.7188 3 3 243.303833 257.140567 13.9549709
1455.728 2384.714 3 3 2152.98633 2585.028 358.900645
57.84976 37.59158 3 3 66.19418 58.5773767 7.94943624
499.7691 302.0504 3 3 456.8981 420.0616 35.8361318
253.6638 271.4391 3 3 244.717233 252.6105 13.5199028
69.76758 64.69046 3 3 64.8787333 66.41071 3.54630839
110.0236 73.47168 3 3 85.9171 95.2027933 20.0771117
97.76453 90.82845 3 3 113.066267 106.06236 3.52558588
1191.577 989.6459 3 3 1278.67867 1197.7883 118.358573
3.16247 5.958099 3 3 3.10578023 4.008641 2.1081838

7.603492 11.67964 3 3 9.87858467 11.1459007 1.86314009
48.52267 51.43906 3 3 49.9192533 51.47528 3.59222504
489.6703 556.0062 3 3 552.3656 534.975333 34.2639315
278.4933 220.3847 3 3 251.6779 276.646833 50.3481156
278.4933 220.3847 3 3 251.6779 276.646833 50.3481156
24.85852 16.73596 3 3 24.59851 21.2303533 9.21617162
239.1822 278.7052 3 3 233.556767 244.675567 10.5063308



39.38161 28.26648 3 3 37.3514567 34.4441767 6.6310151
36.21111 21.39033 3 3 26.61089 29.2173067 2.38795361
66.2239 55.93183 3 3 59.9607567 62.75319 5.9394925

160.7579 156.3268 3 3 171.269233 153.715733 51.9462585
34.8791 19.35164 3 3 49.2227733 39.60832 17.4239695

29.95968 33.25094 3 3 33.1506933 31.4089133 4.94925419
2.745654 5.240666 3 3 6.618852 10.4386 2.28992582
1524.512 1024.737 3 3 1524.64633 1409.14267 59.1070039
223.6505 162.8927 3 3 178.2404 188.9184 6.94016813
891.7737 1012.733 3 3 1048.86823 961.285833 255.593927

130.2 96.46086 3 3 125.550333 118.335387 10.4936609
107.6713 116.5735 3 3 107.299633 110.444433 7.81560786
975.1666 1652.29 3 3 1399.012 1219.59487 386.823063
46.94528 45.24434 3 3 39.0698267 41.7845067 3.18814325
219.8529 189.3474 3 3 201.8676 191.813967 13.8119839
29.72128 16.53214 3 3 27.3493133 24.9003667 1.14052608
72.7964 43.10359 3 3 51.7173233 57.1431933 6.62459992

1067.923 770.2332 3 3 961.401433 1074.2144 144.095113
35.90574 43.44032 3 3 41.12007 45.2080567 6.71402173
34.33781 29.67521 3 3 32.1947067 29.9541933 5.22894552
3.329342 7.773555 3 3 7.00897933 5.358068 4.43054716
213.6176 168.7974 3 3 176.327933 185.637533 13.7834458
1170.091 969.9961 3 3 946.7757 1004.8521 88.3663993
27.96934 5.567819 3 3 29.1019367 23.2010997 8.12443573
24.56413 31.26781 3 3 23.8385467 25.7953767 3.16000316
159.1589 224.2487 3 3 199.3368 174.244533 61.1053074
2267.288 3441.053 3 3 3162.16767 2822.54133 835.602932
96.11712 86.44151 3 3 79.8709633 84.6473133 7.17514972
38.68599 25.61431 3 3 27.69105 30.8875933 6.72370515
659.3902 582.6405 3 3 620.391833 662.149467 96.3956236
16.77348 6.532722 3 3 12.1155797 9.56861833 4.43779451
180.8463 150.6634 3 3 173.4614 164.510533 22.2661929
58.93981 53.35622 3 3 57.5019033 49.57868 20.8169369
592.7413 1242.423 3 3 1023.78143 915.010133 45.0935203
717.0471 1389.726 3 3 1120.42967 1003.34747 64.2914693
212.1673 149.586 3 3 175.470567 186.7113 8.2966711
100.5244 109.5218 3 3 105.253933 112.2711 16.4504332
163.5561 124.9286 3 3 133.648767 141.9625 15.5206731
99.74421 71.67605 3 3 88.1820967 81.9952033 10.5086846
1113.31 1162.671 3 3 1243.797 1204.49167 14.1995402
53.3724 33.10134 3 3 40.40373 43.9239133 2.96342997

1166.109 1677.69 3 3 1490.52167 1349.67967 315.777879
496.2754 388.2523 3 3 448.596867 427.146533 24.3092127
469.6125 554.0797 3 3 686.833467 543.550167 427.04005
68.11372 75.98658 3 3 74.2020367 81.6157333 14.5378407
827.4991 829.7983 3 3 843.682033 829.434467 42.9991541
114.9884 81.60647 3 3 89.72486 95.5287033 2.42388144
1061.683 1621.329 3 3 1404.009 1292.26533 168.52951



110.3474 139.9641 3 3 102.604337 113.05219 18.3843197
1196.487 966.0819 3 3 1208.774 1133.36463 174.691355
568.0435 446.7758 3 3 442.920467 473.2529 35.0137823
230.8687 198.104 3 3 182.5853 196.5343 23.291061
191.7293 143.6468 3 3 165.2913 175.9699 16.0743463
6.142351 2.532582 3 3 5.12307033 6.58516767 1.06439993

0.01563156 0.1426728 3 3 0.66838362 1.57311812 0.88835893
309.8417 317.0489 3 3 421.232 375.815467 84.8027615
201.7218 288.3557 3 3 237.9393 262.201867 51.2575798
377.0923 296.9609 3 3 331.6698 306.295933 38.1331222
559.778 559.627 3 3 576.451533 515.2632 168.379797

16.53949 7.558804 3 3 11.2029843 13.4494947 4.48993208
414.1212 460.7733 3 3 544.475133 502.719667 51.3627836
860.2983 802.8627 3 3 831.842 894.212667 151.756055
349.9394 374.1703 3 3 334.932767 348.187467 29.7577406
223.498 108.1166 3 3 227.425967 199.798567 14.0737142
548.316 840.1587 3 3 627.579867 678.620433 43.1602075
241.17 357.8245 3 3 329.0042 308.9252 5.39373003

560.9752 731.555 3 3 639.1039 673.226867 35.0044155
318.7654 334.3754 3 3 331.925267 318.420067 37.6090333
280.5509 164.6865 3 3 244.934333 225.463633 10.0788169
984.4362 775.7252 3 3 1029.91003 961.054133 113.973008
356.4265 342.2192 3 3 312.4924 327.488533 24.2230637
156.1807 128.0324 3 3 127.682867 136.9544 22.6413082
60.80124 40.12096 3 3 47.9350733 51.9295833 5.77363037
111.2127 197.3194 3 3 144.411133 160.719267 21.6236043
316.8816 290.1881 3 3 264.322967 281.230267 30.9651134
55.23917 54.05574 3 3 47.77038 52.9578933 15.4481561
92.36824 36.04333 3 3 128.155563 96.6582233 71.9319394
133.6848 133.4131 3 3 155.087433 144.886267 23.915256
91.16579 39.67562 3 3 68.9775933 59.30716 9.26053382
95.46864 72.3547 3 3 80.8035 85.4936833 7.83739234
102.7127 63.83025 3 3 86.9066467 79.22733 10.770869
259.4186 233.4932 3 3 232.431367 239.893833 14.6844181
189.7127 128.2525 3 3 168.119633 156.959 13.8513841
23.22245 17.48855 3 3 25.07236 22.89381 4.02753675
206.7259 205.4936 3 3 178.473233 189.904633 20.4215235
44.68539 58.69499 3 3 45.4215533 48.5999167 3.93155941
27.43601 31.96247 3 3 26.3681667 28.3131167 4.90120741
35.90236 49.29342 3 3 44.5767367 41.6295867 5.70294877
704.5397 538.0157 3 3 608.2971 565.283033 27.1921738
90.01655 56.11154 3 3 71.08169 77.15148 1.60352669
1119.321 1589.32 3 3 949.738567 1157.6381 477.246546
710.5668 680.7296 3 3 723.0998 699.589667 69.5657491
26.37526 32.52269 3 3 34.1431033 32.23424 0.98822626
68.76087 17.47874 3 3 47.68475 38.6098133 6.61689276
139.9857 130.7148 3 3 131.328833 134.844667 9.60741538
79.82826 60.43199 3 3 65.1125867 72.3873033 19.5224935



428.1248 339.5909 3 3 404.933233 389.324533 14.468356
172.2159 117.6742 3 3 167.35 155.555533 14.4278203
15.92375 16.1485 3 3 15.8673033 16.54081 1.85220596
29.0717 15.4787 3 3 16.49183 19.60406 4.71951245

48.72849 50.07379 3 3 47.75134 44.4541767 5.19678552
57.64249 44.45296 3 3 50.8412567 57.11577 14.5385567
393.2687 398.0934 3 3 415.286133 443.694767 23.9053873
36.5493 18.85744 3 3 30.77211 27.4438967 4.94104258

22.65581 4.925728 3 3 10.779454 13.7647993 2.04489266
1063.785 1460.493 3 3 1395.23947 1150.3396 693.268933
54.66063 30.29184 3 3 49.8472567 45.1655833 5.80796819
105.4608 63.85127 3 3 100.62646 91.17439 16.4668568
135.8993 118.0713 3 3 119.358733 127.518533 23.2248027
63.59478 52.63815 3 3 58.19733 60.77492 3.26300774
101.8536 115.7237 3 3 111.472613 105.765247 15.0925978
75.73349 51.39779 3 3 53.9516467 59.42894 8.95159283
941.1955 954.7263 3 3 994.596633 1094.1676 168.202464
70.11335 52.79471 3 3 55.1234833 59.9300633 11.5595047
12.58188 7.663813 3 3 8.69616133 10.1246543 3.60482659
97.5603 67.64815 3 3 86.12438 81.15015 0.93262187

62.09668 39.28973 3 3 44.25784 48.41563 3.97890068
85.68999 106.0017 3 3 98.3732433 106.131897 11.9036626
336.0134 417.2652 3 3 301.404467 341.137733 96.5168069
555.9432 375.7295 3 3 393.579967 430.2939 26.3054244
45.81578 41.25935 3 3 42.3716467 39.7629633 3.96295277
358.7368 570.5739 3 3 347.580667 400.124233 45.9425836
1166.743 925.814 3 3 1267.02067 1172.79267 143.29442
34.15808 34.37102 3 3 35.5547267 38.2341567 4.45975016
1207.445 993.7983 3 3 1187.47533 1138.06977 84.9850668
319.4057 340.7513 3 3 347.666867 372.506833 16.3059587
75.84442 59.99176 3 3 61.49191 64.7426533 2.43487934
48.64518 45.74326 3 3 46.81453 51.1048967 11.1572186
299.8124 345.3949 3 3 307.1597 316.997867 17.1250303
199.1922 128.3691 3 3 140.316333 154.1407 16.0769781
70.22839 54.82539 3 3 65.2536067 60.7561533 10.9941813
193.4535 142.0365 3 3 131.420827 150.114067 41.0130059
100.7778 71.10186 3 3 113.0456 101.694487 15.5885277
86.61268 77.9721 3 3 83.8024833 79.7180533 10.8559762
58.32283 50.75785 3 3 47.26259 51.66922 11.9632754
59.87601 49.92454 3 3 49.21476 52.2883233 6.58802945
63.47607 34.33417 3 3 46.47144 51.6603133 4.19393746
43.4014 17.44556 3 3 20.0147733 25.3200933 4.19419553

75.12323 80.87946 3 3 91.7342733 78.8005433 39.5009725
15.86162 26.1737 3 3 21.9715867 19.15456 6.12734853
545.6088 432.6674 3 3 442.057767 466.968367 34.1607405
288.9558 232.6185 3 3 236.6227 250.727333 27.7973209
1008.058 1153.133 3 3 1068.85463 1106.34533 77.2000713
32.37899 28.08941 3 3 34.5735167 32.0613833 6.68614907



798.9025 745.1364 3 3 662.033333 707.7127 80.5361269
645.5997 360.0204 3 3 681.273567 581.8594 231.918389
177.5433 167.2661 3 3 222.476433 201.372067 40.5930491
2896.125 1777.889 3 3 2128.256 2312.41367 69.2210387
474.5203 394.6339 3 3 602.7441 539.913533 47.7519297
39.15787 45.14388 3 3 40.2742633 42.42835 5.87559671
94.84253 68.90985 3 3 89.68175 84.3699633 8.89275198
89.09208 63.18727 3 3 76.4460467 71.14077 4.75288584
120.2489 103.6695 3 3 109.429117 100.488567 17.0456109
89.56038 124.3118 3 3 116.822577 107.657627 22.1114423
692.0267 1393.641 3 3 886.7436 1006.1736 86.8254026
98.47057 56.35537 3 3 78.6777333 70.7876333 3.56865382
49.29966 37.95114 3 3 41.75831 44.80581 7.17533608
48.5678 72.83979 3 3 65.0290967 60.44434 7.17088458

9.926104 14.39687 3 3 20.9726133 17.5565847 4.25534999
1000.146 1067.937 3 3 1033.14693 1061.66033 65.2575854
178.7385 178.6481 3 3 188.480033 183.498667 12.8742532
730.9935 638.2558 3 3 628.397933 658.806067 67.8890635
927.4593 1270.663 3 3 1072.66127 983.1665 78.2751888
1133.307 1074.491 3 3 1203.139 1114.69567 270.007025
4013.621 3014.484 3 3 4038.65067 3805.575 101.912649
910.7578 868.1512 3 3 904.8376 984.664333 180.98541
113.2217 95.45442 3 3 97.0719667 100.715317 2.748513
95.68995 81.48989 3 3 88.5684867 93.54058 10.5116823
95.68995 81.48989 3 3 88.5684867 93.54058 10.5116823
32.01831 17.4661 3 3 33.9626733 29.2972933 9.55381539
83.7294 81.82434 3 3 85.7124533 91.9385467 10.7256817

212.3865 152.3714 3 3 185.769833 173.363067 17.7776237
203.0129 155.3153 3 3 183.088367 174.881167 3.93069599
54.61629 25.31562 3 3 49.0953 42.9240067 10.9834901
6.077423 0.8741477 3 3 4.99465667 4.02438657 1.12517225
15.22655 11.20037 3 3 9.707764 11.4603603 3.9871463
1293.997 1512.188 3 3 1331.87067 1395.77733 163.521124
872.0113 895.7957 3 3 930.297033 904.5786 69.7348236
56.52859 44.75964 3 3 51.0281433 54.2120667 4.86224072
46.01602 39.71293 3 3 47.43601 41.6313333 17.497065
209.9881 172.8378 3 3 195.2603 188.418733 8.57545437
904.1793 898.5078 3 3 814.1633 847.778967 46.249377
153.1126 79.59294 3 3 103.9756 115.90108 1.34811089
98.43375 59.30743 3 3 66.59625 74.0334433 8.60434459
160.2095 148.0337 3 3 153.541233 150.482 3.51546707
141.3581 128.5301 3 3 136.274567 130.562767 14.5685935
685.6326 536.0762 3 3 604.878333 642.7234 70.8100193
15.44211 12.00163 3 3 15.1196933 17.2220967 1.55973218
192.2011 208.9863 3 3 213.2331 207.8504 6.92173849
202.5132 166.8784 3 3 174.124167 180.451967 3.22469239
57.30761 40.97631 3 3 54.1887367 51.04651 4.07653406
247.479 238.9765 3 3 229.908767 237.679967 21.5852187



57.30885 32.9699 3 3 49.3567733 44.9129533 6.34195025
74.64226 35.09479 3 3 53.5392567 60.7761267 2.04627197
149.6661 136.3305 3 3 135.8623 141.2659 15.0088012
41.87516 35.51947 3 3 49.93423 37.1806733 39.1923095
91.28432 86.62207 3 3 84.5660233 87.48958 8.35470869
61.79835 19.91579 3 3 49.6668767 42.7567633 2.61825594
1557.558 1844.609 3 3 1747.837 1700.439 29.4761533
1557.558 1844.609 3 3 1747.837 1700.439 29.4761533
55.7861 38.26027 3 3 53.0039567 46.15739 19.2082116

86.96688 59.0602 3 3 81.53813 74.58699 16.1199414
9.707192 13.70235 3 3 12.5715233 14.078754 0.90738895
85.01014 76.10714 3 3 79.4741433 82.1912267 6.54278244
1388.997 782.069 3 3 1035.56173 1155.014 172.977864
124.6393 120.0677 3 3 129.325767 126.220667 6.49550582
395.4726 323.9846 3 3 318.383233 336.055833 5.59555244
32.11959 9.070577 3 3 17.3938167 21.4761723 4.94282756
202.3025 179.6195 3 3 192.336233 181.6308 26.6179332
205.5529 177.3256 3 3 162.495667 174.7682 20.2652048
277.9607 141.128 3 3 192.901767 222.9744 58.7203983
276.9783 121.5159 3 3 249.4535 215.192767 66.7504646
564.1531 649.9612 3 3 614.533233 582.037867 80.0875474
56.36922 75.34932 3 3 80.31808 69.3006667 32.2432357
9.254513 0.00532677 3 3 5.1202409 9.25223992 8.85795834
54.38729 74.37923 3 3 54.8232567 60.15932 10.9638757
86.26775 53.33342 3 3 68.3371733 74.35224 3.7992483
635.2893 376.2092 3 3 708.533233 607.125667 226.348062
128.8263 99.70612 3 3 104.47934 109.94714 4.42909859
142.5505 153.3805 3 3 151.5562 147.357467 11.7964392
273.8467 164.1579 3 3 177.260667 198.772167 14.7215101
745.8074 877.1818 3 3 842.3108 765.402533 215.166924
269.5667 303.1962 3 3 284.133667 268.818767 32.4388409
886.3611 968.559 3 3 933.5843 962.632367 52.2894898
98.13805 42.04595 3 3 92.2174933 80.5861 13.6866345
189.7782 152.3303 3 3 156.827533 164.282933 6.91378154
734.6526 545.1386 3 3 639.624667 594.527267 66.783448
33.42056 19.86022 3 3 23.0812733 25.6521533 3.85378771
105.2092 161.7585 3 3 134.9889 121.672537 22.2028296
668.7561 250.8382 3 3 599.4295 517.223767 107.92181
28.97374 33.65432 3 3 33.6303767 37.19647 3.66728949
53.78602 46.77534 3 3 48.39164 55.9400267 21.0170902
45.02189 41.56134 3 3 46.1259467 42.4056033 11.326554
36.55054 33.52076 3 3 46.7176733 40.9517467 14.6204147
18.78934 14.80469 3 3 13.5533927 15.2974667 4.3196906
80.8028 104.5952 3 3 78.6493567 84.6986767 4.46287133

33.43391 29.77696 3 3 35.7399167 33.19864 7.17393489
130.2326 148.0023 3 3 128.223267 133.041433 5.89551455
102.2242 85.47794 3 3 93.5162767 99.76958 14.2470895
118.2797 90.10103 3 3 102.509443 108.512343 9.69301098



188.8446 150.7728 3 3 185.690833 177.750267 7.63728979
38.42061 18.4322 3 3 26.6117933 30.0469233 2.53301528
62.82084 79.48719 3 3 69.1263833 72.0129767 3.00415319
14.53497 8.788287 3 3 10.799198 12.6021923 4.53717979
4042.726 3729.243 3 3 3980.76433 4200.39067 382.636641
15.41314 0.00548123 3 3 16.2110667 12.4368337 3.42255857
95.55682 85.50357 3 3 97.1484433 93.7748633 7.31485558
122.3152 84.96645 3 3 99.6847433 106.596683 9.41380721
68.2422 79.56344 3 3 75.82797 62.93685 34.9261403

73.30188 61.59976 3 3 66.1326067 69.48944 7.91568755
45.08643 26.17818 3 3 32.49953 36.4086533 7.56964213
112.1637 120.0444 3 3 111.486533 114.2917 7.14904474
112.1637 120.0444 3 3 111.486533 114.2917 7.14904474
359.6035 274.2671 3 3 324.238667 308.7432 17.6925014
1314.337 1285.801 3 3 1440.49967 1347.811 276.592663
57.19154 57.32258 3 3 57.51693 62.7124767 13.1627664
900.9521 774.6462 3 3 858.853233 820.341233 97.5866108
1823.788 1931.26 3 3 2024.638 1946.10067 207.414445
99.8708 106.2169 3 3 105.10073 101.95092 9.10696421

2.068095 0.1178964 3 3 2.08393027 1.50545813 1.34078361
1468.363 1120.26 3 3 1600.92967 1480.80633 76.7753696
138.1948 127.668 3 3 130.711833 127.022467 0.33164198
587.8914 472.8688 3 3 607.125933 575.0299 27.2893241
1821.87 1815.126 3 3 1852.16267 1918.86467 114.472887

116.6019 82.30067 3 3 105.41378 99.47151 7.063914
546.0926 779.082 3 3 736.267367 684.591233 104.910005
1520.891 1699.316 3 3 1694.144 1609.35033 249.246976
45.93192 22.75231 3 3 36.09806 30.6104633 10.8368479
1229.016 1215.622 3 3 1498.93767 1370.42833 308.529215
88.68739 90.54365 3 3 97.0818933 94.3135467 2.76795779
74.61576 68.79596 3 3 66.6008933 69.73738 8.70998235
1886.587 972.8198 3 3 1494.98733 1718.86627 172.063064
300.3298 320.7835 3 3 350.737333 332.783133 39.5047204
554.6726 592.7743 3 3 581.43 597.247767 20.4955781
84.93571 60.66735 3 3 90.4047333 74.3582433 48.5951683
384.9072 385.1037 3 3 393.909767 420.131967 55.0137488
1576.484 1762.604 3 3 1693.901 1766.19933 120.261757
102.1301 115.6694 3 3 102.703457 107.905833 14.7074097
284.7351 321.0318 3 3 328.895467 314.301867 36.9552219
475.119 503.7486 3 3 428.2531 452.465667 37.9281054

44.15798 42.5689 3 3 48.49628 44.63502 11.8596033
33.12952 29.62967 3 3 31.5238 28.6443633 7.46857636
624.5454 444.4413 3 3 658.273433 584.463267 194.526186
2396.451 1980.643 3 3 2231.25 2342.527 85.1036538
2396.451 1980.643 3 3 2231.25 2342.527 85.1036538
279.606 217.8912 3 3 259.949067 248.8239 16.2449451

1.992549 0.1639749 3 3 0.9648421 1.4029993 0.85677679
175.6209 138.9352 3 3 165.992867 159.638533 6.60986051



53.85508 39.16352 3 3 44.55646 47.0776833 2.75318379
190.9437 221.9182 3 3 198.283633 225.4309 76.9807291
131.4076 84.20864 3 3 112.77055 102.70172 19.0587902
32.88646 25.69377 3 3 33.0895733 30.7645267 5.81229527
114.9975 232.3477 3 3 193.215733 173.8427 15.9578432
521.5647 408.7025 3 3 445.694267 468.790667 45.0927035
12488.78 12632.66 3 3 12910.86 12771.6133 229.920546
68.5654 28.8042 3 3 43.89367 52.4223333 16.7772172

1079.719 946.0112 3 3 1041.5555 1117.57407 140.54303
41.81856 26.14444 3 3 33.92293 30.5408867 4.01489873
450.1037 147.5167 3 3 224.583767 275.124933 26.4973172
42.00536 11.87701 3 3 30.5758333 24.7619433 9.68120726
63.71298 49.50453 3 3 57.5182267 60.78933 1.77796221
121.2777 102.6204 3 3 110.21924 102.982343 13.8170435
147.2586 156.3657 3 3 197.5922 161.557633 112.116851
79.39594 56.89429 3 3 68.87565 64.0659233 7.27447231
336.4761 292.17 3 3 320.971367 307.7793 33.2904123
308.1085 310.6862 3 3 303.650933 313.7561 30.9047522
106.8389 79.07748 3 3 85.66209 90.3838867 2.97814168
1079.123 841.7028 3 3 872.0837 939.595333 172.871668
45.25782 35.83266 3 3 39.4433967 36.7046333 2.84044981
772.0004 413.4094 3 3 523.650967 583.5178 56.7565147
29.64324 12.18086 3 3 24.4544 19.9436567 11.0989824
196.9245 136.6613 3 3 153.253367 166.214533 27.5856701
117.2533 74.89484 3 3 114.626267 104.83728 16.5407844
47.41354 47.52838 3 3 47.84394 44.34044 9.62757673
150.9982 123.8376 3 3 117.156833 125.5495 9.67872218
115.2121 88.25991 3 3 104.75031 99.86538 6.74083208
252.642 351.2237 3 3 316.537967 299.937667 17.3689843

40.05552 59.66377 3 3 43.0441033 47.4606367 8.99162114
399.0548 258.7787 3 3 302.076367 326.662433 32.9757902
106.6572 70.31284 3 3 97.0649833 89.7055933 14.3403909
128.1355 146.6674 3 3 118.7423 126.589633 13.3513065
93.14994 71.16702 3 3 87.30039 82.3481033 11.1357895
93.14994 71.16702 3 3 87.30039 82.3481033 11.1357895
48.04491 36.7699 3 3 46.2801967 39.6693433 19.5540533
263.8728 196.7599 3 3 204.655067 217.5982 8.01478706
1517.929 1576.526 3 3 1613.70133 1558.27233 171.770963
2118.905 1661.678 3 3 1950.56467 2143.48467 357.906127
51.05843 14.83086 3 3 50.01783 41.58366 12.6657641
29.47972 21.7261 3 3 29.17743 27.16055 4.2934544
3106.931 4296.322 3 3 3655.24833 3373.48867 344.191192
17.07053 2.236674 3 3 5.95390933 8.446487 1.69006829
15.61721 29.86809 3 3 21.3683733 25.68988 10.5004928
4.402837 8.176319 3 3 5.58172067 6.26610433 1.06489378
40.55922 48.24781 3 3 36.0063767 39.45911 5.60323686
606.6255 491.6982 3 3 560.906733 613.291567 108.96822
95.96444 77.9072 3 3 76.13446 83.3005167 19.848573



27.74295 52.37614 3 3 35.9776333 43.9984767 21.1522261
57.60541 48.99684 3 3 51.818 49.1753333 0.70965389
717.0991 2291.12 3 3 1663.72137 1257.0768 925.947325
180.7946 207.4459 3 3 220.645833 208.976367 22.9907096
1807.005 748.2986 3 3 1194.909 1372.8122 103.554835
287.8572 636.1094 3 3 398.832267 461.211467 93.7949569
1355.264 1497.142 3 3 1253.37333 1317.51333 29.8053904
103.0927 86.98209 3 3 82.4818033 88.238 11.3844232
301.8609 229.4497 3 3 248.120467 261.320233 19.6220728
268.0668 246.2781 3 3 240.222967 246.919933 4.18298671
88.37287 63.15394 3 3 78.6156733 73.7183267 8.38389195
362.8077 315.1096 3 3 345.2701 328.9973 42.5188101
16.73311 7.180939 3 3 8.71158933 10.4987213 1.75074688
1.987347 4.502497 3 3 3.66004533 2.96960233 1.73369275
233.338 170.2759 3 3 195.659233 220.909933 66.002397

73.87321 48.29693 3 3 51.1174033 56.0821633 3.24818633
1107.703 465.6204 3 3 709.670333 825.345833 166.851377
44.23293 28.83308 3 3 30.8073267 34.3952833 7.56807566
115.1493 106.7655 3 3 118.61845 109.609433 28.2632822
2977.465 2765.907 3 3 2745.22867 2853.71633 327.159466
21.24881 18.79103 3 3 40.5661733 30.9082133 24.2474091
94.5355 71.24069 3 3 76.1980267 80.92786 8.91916095

53.46919 49.0159 3 3 49.5714233 46.8920333 3.32251746
32.08706 40.23433 3 3 41.8411067 39.1962133 5.1662387
488.6033 676.9604 3 3 624.4012 585.9993 77.8105453
2004.653 2480.212 3 3 2288.79167 2140.70133 367.215774
5219.215 3873.707 3 3 4664.69833 5088.674 700.181493
19.73621 11.69969 3 3 9.92821367 12.2206487 0.71627982
49.19841 28.34135 3 3 33.97047 37.4438867 2.90819051
208.9542 120.8189 3 3 169.176033 153.9979 6.43334393
80.3248 62.03411 3 3 78.19077 73.7623067 9.77691047

1255.553 1034.298 3 3 1213.60813 1364.17633 271.831001
1834.44 1203.968 3 3 1818.61767 1679.43967 142.957985

659.3098 1287.473 3 3 779.968 891.190867 82.7174764
56.35674 52.69548 3 3 55.7679867 52.95712 8.34195988
217.9656 177.1519 3 3 201.522633 193.6479 12.9757601
87.84138 51.11801 3 3 71.1896133 64.69878 4.77601777
114.9392 78.19183 3 3 85.41588 91.7653 1.86364746
42.25411 8.018807 3 3 15.7065733 21.9536323 8.590755
381.0955 324.9773 3 3 339.640933 351.5944 25.7154074
607.9698 556.4968 3 3 609.9827 647.367667 29.0237945
31.15709 29.31656 3 3 36.0613433 33.4399033 6.19317003
40.97345 38.18033 3 3 36.5193333 39.93083 10.783597
78.17628 61.91066 3 3 71.63516 76.6669667 7.76710662
237.384 181.416 3 3 196.975933 205.975233 2.73963712

182.7421 140.8729 3 3 152.5675 160.768833 15.637801
38.09441 13.57889 3 3 23.7147133 28.1320433 5.74885497
5625.602 2194.851 3 3 4579.224 4034.299 204.076063



3705.814 2902.223 3 3 3398.848 3615.46767 163.801046
58.82077 77.03667 3 3 71.0179367 67.2372667 7.85202561

0.00388232 0.5131917 3 3 0.92638625 0.54684201 1.07636306
998.9065 983.4818 3 3 1024.2923 1098.83677 148.314074
32.37448 35.54091 3 3 34.06268 30.89286 8.48832373
778.1854 862.7638 3 3 749.413633 791.369333 116.939523
7.305969 4.684222 3 3 5.97488467 5.303497 1.20789752
32.47933 26.14739 3 3 28.52355 30.02589 3.3993548
54.05796 54.12079 3 3 56.9790867 54.78825 6.90448852
15.23256 17.67081 3 3 16.20881 17.9141633 4.67802127
15.23256 17.67081 3 3 16.20881 17.9141633 4.67802127
15.23256 17.67081 3 3 16.20881 17.9141633 4.67802127
15.23256 17.67081 3 3 16.20881 17.9141633 4.67802127
36.99235 50.45097 3 3 37.92962 40.6225433 0.44112156
99.89687 57.96552 3 3 73.72373 82.0576233 15.5807845
36.55597 35.99688 3 3 45.34137 40.59952 13.2086424
904.3293 1299.838 3 3 1121.649 1214.9061 109.223912
60.93387 47.32338 3 3 50.6881367 54.33214 9.47854681
252.5384 238.2399 3 3 245.867667 260.5698 38.4201327
487.831 358.8449 3 3 353.525667 385.9163 49.1157852

136.2562 115.1008 3 3 99.9989933 109.678053 9.08937027
5967.277 6081.594 3 3 5968.61233 6197.48133 667.190487
18.42877 14.73971 3 3 15.2265367 17.46273 6.75828543
9.474693 13.93022 3 3 10.3601013 11.6522977 3.4918224
284.6607 212.5318 3 3 221.829133 235.498267 10.3175742
2395.854 2116.943 3 3 2875.634 2630.71833 421.12781
228.6224 237.9749 3 3 231.960933 223.1532 21.635183
107.1286 83.12907 3 3 81.0281967 88.0578433 14.6586719
1122.493 979.7798 3 3 994.865333 1070.9966 231.108507
4.959586 4.976691 3 3 3.984199 4.441388 1.14903189
113.7649 94.6851 3 3 169.4131 145.8142 21.3606989
10.70529 5.27634 3 3 7.68052333 8.63375833 0.86800159
27.30544 26.60757 3 3 28.3565 27.1926867 3.69693562
54.28648 33.72206 3 3 44.1065367 48.5915933 6.20173331
570.2631 449.3931 3 3 429.9497 462.148633 14.7285132
81.78246 56.32442 3 3 74.4654567 83.5735267 7.82046907
22.48533 23.40375 3 3 26.0284433 24.31993 4.92173204
15.59734 18.70516 3 3 17.3714933 18.2979333 1.5799399
1345.285 1228.025 3 3 1549.705 1443.28633 199.663753
208.3919 258.9422 3 3 281.885867 261.701667 34.7883549
13.98577 9.559796 3 3 11.4666163 12.4819287 2.05994576
4.317973 4.903546 3 3 5.80115567 5.35545833 0.55019781
68.41616 81.98016 3 3 101.28332 91.09434 16.3994419
34.96695 40.05898 3 3 45.7732833 42.61436 4.31517024
207.2523 199.2788 3 3 199.8541 186.9216 30.2019431
207.2523 199.2788 3 3 199.8541 186.9216 30.2019431
1.475228 3.657472 3 3 2.81937767 2.40488433 0.71321112
15.27696 9.327823 3 3 17.3331833 15.402721 0.93395453



2003.276 1719.924 3 3 1778.10533 1905.17167 375.883772
33.4753 27.21678 3 3 26.2105233 28.0468467 3.0405459

144.9797 99.82543 3 3 145.346333 135.129843 9.20821803
287.7697 227.6057 3 3 243.566633 254.445267 16.9934692
17.05271 0.01369591 3 3 17.2816333 12.8836453 8.41964507
423.8761 426.8075 3 3 444.078333 487.176433 88.2432798
1918.621 1800.937 3 3 2116.16967 1996.17367 300.141041
909.3893 782.6613 3 3 875.54 929.5692 72.9923292
330.2613 337.7872 3 3 291.202733 312.573633 57.8257532
697.6002 917.3906 3 3 723.212333 764.560933 11.5408394
339.9795 346.5075 3 3 339.525933 349.0521 28.806338
40.45908 54.73671 3 3 42.8326033 45.7215967 5.00847885
2347.647 2345.156 3 3 2356.99467 2285.83933 203.845845
2.075485 9.049572 3 3 8.849553 6.64499267 5.89827778
403.4669 329.5768 3 3 371.272 403.761433 73.7669238
942.0879 906.4048 3 3 1004.80637 959.696567 130.600083
13.32879 14.70776 3 3 12.5380893 13.6275033 3.37690733
11.07312 8.15266 3 3 9.05716533 10.7560967 4.89441933
268.1877 206.261 3 3 212.670033 225.379333 17.3513887
159.6987 136.0064 3 3 156.809233 145.324867 34.8444126
1705.354 1001.424 3 3 1418.32867 1627.736 327.754185
103.3398 96.46144 3 3 101.226743 98.8623 6.57849879
498.8202 628.558 3 3 538.253633 567.911833 70.1542873
545.8904 215.672 3 3 843.4878 668.597133 208.719151
545.8904 215.672 3 3 843.4878 668.597133 208.719151
238.8679 207.6771 3 3 226.737767 205.061267 60.5684059
49.87978 49.93999 3 3 59.10955 54.3173567 13.4748947
110.3641 60.17271 3 3 76.9717367 87.01853 20.3858852
26.88463 28.01407 3 3 32.7361433 30.5062467 4.85780436
15.2256 16.46635 3 3 15.5083533 14.7805567 1.3207929

52.80858 32.75927 3 3 39.0131033 43.5279667 10.5311563
177.1982 165.0213 3 3 177.0066 190.5579 27.3594867
90.5004 61.4089 3 3 86.72922 81.3007633 3.30285452
705.23 517.459 3 3 983.597433 623.146833 1161.85477

267.6491 769.2652 3 3 534.6448 438.8335 118.797999
58.46717 84.01186 3 3 64.3028233 68.8987533 6.43579556
58.46717 84.01186 3 3 64.3028233 68.8987533 6.43579556
34.11298 21.58477 3 3 29.1633733 26.6207233 4.89009047
588.8962 426.072 3 3 538.704433 611.878267 129.356681
217.0768 198.5033 3 3 206.752567 213.909533 18.3805918
35.43291 27.37662 3 3 31.34686 29.6025567 2.42881188
10.06305 3.114564 3 3 16.7635967 12.8996913 4.98555594
121.5855 87.83966 3 3 107.112963 97.4167033 23.255408
9.977399 24.56618 3 3 13.7631233 16.1445597 1.55465482
1708.802 1025.199 3 3 1556.449 1426.258 224.646826
610.1532 514.7012 3 3 501.289133 527.0825 30.9197585
9110.402 8035.407 3 3 8267.109 8449.32767 117.213043
158.475 125.0441 3 3 126.653933 133.8778 9.0541419



978.1555 1440.592 3 3 1392.58567 1303.48217 57.6332096
497.7753 577.3505 3 3 522.076867 536.023633 21.2696879
294.1348 341.2105 3 3 388.361633 356.668667 73.7174605
1503.32 1238.192 3 3 1402.889 1478.65467 88.4329561

96.95324 124.7521 3 3 128.2339 117.990447 27.5181769
65.50409 39.52496 3 3 58.18718 52.7778767 11.7786075
7.008861 2.69455 3 3 5.156527 6.20118467 1.16705425
73.52646 79.33155 3 3 71.0750967 73.0855033 0.74562013
208.0565 195.8085 3 3 179.8928 187.9967 8.41699232
3875.534 3714.094 3 3 3557.77133 3699.186 420.302327
2589.63 1712.097 3 3 2139.882 2316.14233 229.76088

30.44646 15.82437 3 3 23.5833667 26.53304 1.91049257
44.28525 29.47181 3 3 32.5177067 35.0072567 0.07722561
124.7487 183.0038 3 3 148.4518 157.790267 5.08001225
6518.062 6817.983 3 3 6849.31967 6670.79767 560.26021
66.59396 45.30252 3 3 52.0584967 56.62335 10.2594022
58.95996 45.48472 3 3 60.8872067 56.8623033 7.81135724
62.19715 51.86029 3 3 59.39202 64.02876 7.30535763
46.02341 59.96164 3 3 54.3162933 51.0444967 7.29274971
395.6897 181.0974 3 3 249.6823 285.3034 43.2886147
41.41594 47.32851 3 3 45.7397533 39.8541167 17.2129925
41.41594 47.32851 3 3 45.7397533 39.8541167 17.2129925
53.05209 73.23949 3 3 59.8182233 63.3112267 5.20348421
108.9282 95.71983 3 3 100.90621 95.29657 11.8825263
94.13103 68.59203 3 3 77.7310467 82.9375533 10.7853849
552.1745 312.7897 3 3 477.6297 434.469533 73.4206789
36.96824 17.93153 3 3 25.1128717 31.8788933 18.3251444
169.533 113.9071 3 3 118.144833 129.2868 8.90887036

392.2677 575.9262 3 3 604.5793 522.9813 240.20529
70.23975 63.47902 3 3 63.6274733 66.6920033 9.39019627
910.0058 548.4382 3 3 856.0121 789.8994 51.7271701
196.7761 160.4719 3 3 172.0826 177.867533 4.91273981
154.8131 138.0302 3 3 211.298933 186.816567 37.4074733
1701.612 728.0204 3 3 1505.13933 1311.77013 363.249479
2835.562 2504.152 3 3 2596.56567 2714.03133 336.508176
852.4055 1121.616 3 3 1042.9792 978.5524 160.489066
1469.343 1286.414 3 3 1464.03767 1399.55267 185.47398
2304.029 2918.49 3 3 2240.303 2414.03967 331.138948
61.03762 56.11142 3 3 71.3891367 66.48396 7.87435075
561.3647 590.1462 3 3 716.4141 655.759867 140.47019
1126.415 1100.966 3 3 1221.19867 1178.78133 79.1912489
13.72815 2.110045 3 3 8.49942267 5.98981333 4.70192504
122.065 90.32712 3 3 109.13664 101.53916 17.2487057

135.6827 97.2502 3 3 102.747443 109.925983 7.17316247
2.87831 2.509511 3 3 3.13952033 2.92614933 0.53823498

292.0549 312.0141 3 3 317.695433 305.6454 37.5640075
73.33222 39.33477 3 3 63.52686 57.10543 12.2256847
903.0595 1343.05 3 3 1206.57317 996.5703 612.044885



35.65696 15.40958 3 3 24.3315333 28.9566867 9.532363
1557.651 2375.949 3 3 2130.34233 1993.45867 175.069019
132.4689 112.5667 3 3 114.532137 120.778933 17.5733052
59.30915 53.4333 3 3 56.74645 60.4179833 9.29175989
2523.041 2858.882 3 3 2708.411 2537.238 462.733484
1230.924 1349.914 3 3 1313.84367 1394.01667 181.646513
106.4325 79.11874 3 3 79.15728 88.8152267 27.6412128
190.7772 159.965 3 3 248.781967 219.4794 55.8188456
129.0448 141.4664 3 3 139.658933 136.8488 6.1934115
449.398 441.3953 3 3 542.074633 670.584433 157.165438

125.2199 96.73928 3 3 103.46796 110.211027 16.8070078
706.296 993.4484 3 3 711.8827 774.517767 66.170047

3205.916 1888.307 3 3 2128.85767 2426.77433 688.466297
2877.736 2623.01 3 3 2956.584 2876.79933 64.1496168
23.82771 23.43243 3 3 32.4534133 29.1918667 4.61743774
5.949382 12.88238 3 3 5.180917 6.92999133 1.51133137
122.5369 91.18008 3 3 92.1299933 98.9089033 7.61378366
194.4198 147.4115 3 3 169.276333 157.0118 21.9682612
20.15559 16.51345 3 3 18.32673 20.9823567 7.16802432
65.21422 86.44318 3 3 77.1029433 71.96592 11.2239755
152.6267 138.6962 3 3 135.835967 140.3609 9.33650859
218.8826 147.371 3 3 156.825167 169.9093 6.12991802
39.90752 41.52166 3 3 38.3741233 35.44225 2.89064899
26.93332 36.15819 3 3 29.1200033 31.36569 5.73085445
32.05599 25.45095 3 3 33.1320267 30.4706633 7.51273505
2382.834 2485.965 3 3 2251.16967 2316.73767 45.565878
540.7705 447.0842 3 3 455.219267 475.206467 32.5123577
1502.918 1616.598 3 3 1556.05833 1627.1 193.71726
7.620173 9.479912 3 3 10.0774803 9.22674833 2.35831106
14.56463 9.58798 3 3 14.087889 11.7033433 7.39427003
30.88275 28.2209 3 3 31.67236 30.1242433 4.80453326
8.127629 3.081772 3 3 4.60329033 5.59205933 2.04486611
71.36674 52.73121 3 3 59.3176067 63.08592 7.94702048
250.2417 241.0911 3 3 254.4258 243.260867 36.1515226
629.3824 700.2373 3 3 645.846067 674.6403 86.039563
105.9858 114.0961 3 3 114.131167 110.588567 10.8713591
1408.496 1220.879 3 3 1352.25067 1284.06833 196.454515
158.8982 140.6557 3 3 133.3945 140.7166 15.8003504
121.4454 81.39055 3 3 109.6982 103.185417 6.90805261
121.4454 81.39055 3 3 109.6982 103.185417 6.90805261
82.83904 88.72507 3 3 83.0388467 90.3193833 22.4131839
137.3463 155.3558 3 3 155.036633 140.7242 45.141449
55.3891 41.98143 3 3 47.13188 51.5537467 11.9061016

478.6258 575.3265 3 3 700.398933 628.818367 148.121465
5.230397 4.217255 3 3 4.817517 4.30362867 1.43896206
364.1585 282.3522 3 3 340.026767 318.822867 55.9760962
64.7077 95.5862 3 3 79.4185 71.56759 14.4384735

80.89033 38.69639 3 3 69.9928633 62.6045867 11.0696207



91.34601 80.54091 3 3 86.3519567 82.3095233 10.4074869
76.81467 53.29443 3 3 63.7320067 58.0377467 8.09550779
668.639 428.093 3 3 655.7535 581.7427 204.119535

21.53169 18.49223 3 3 15.1176733 17.4143167 5.8965719
203.4901 152.9837 3 3 188.0352 168.8396 55.7026008
71.27504 43.39588 3 3 63.1699433 58.5489733 5.78281302
214.0782 176.5209 3 3 185.2592 191.418033 3.84214403
618.6421 1005.81 3 3 682.400633 759.849133 139.811871
89.44547 94.29864 3 3 84.2016833 90.6735533 21.1072269
73.34657 100.1407 3 3 89.6440033 83.0218767 16.0034405
72.08262 37.02317 3 3 47.0286033 52.83998 7.17030851
2510.344 2193.318 3 3 2270.03233 2363.53467 263.942944
119.7969 113.405 3 3 118.447733 122.3918 7.65455499
926.7231 704.3933 3 3 787.979033 854.6607 177.421431
23.00471 9.43239 3 3 18.3117 15.70648 5.20642554
502.7173 391.7569 3 3 444.707 418.699833 43.013811
138.9833 129.0677 3 3 137.2156 141.647567 3.9075035
4.040621 4.727175 3 3 6.067605 5.32459067 1.80215036

2818.9 1813.239 3 3 2314.27533 2667.08467 858.597908
7.304701 14.19757 3 3 15.4319133 13.4013837 3.47783047
51.43991 45.89808 3 3 52.0135367 48.271 12.0372204
604.2862 633.1152 3 3 613.532667 565.716433 127.902821
79.90652 41.9932 3 3 67.8737167 60.9086933 13.0720769
45.08932 56.28044 3 3 43.08419 46.1374767 2.92755447
55.28896 39.4166 3 3 52.1080367 48.82276 6.96841207
253.508 194.3517 3 3 214.2608 224.654567 17.4733475

160.0329 145.8716 3 3 147.177433 154.2435 22.1675379
85.19346 119.9649 3 3 98.28929 104.31682 9.29457175
3583.468 1472.115 3 3 2995.58433 2638.15933 497.521768
434.0164 398.3033 3 3 356.171567 379.054833 35.8337164
201.1932 177.4517 3 3 170.3634 177.981733 10.4323169
572.8743 459.5874 3 3 435.393367 468.333733 42.445109
220.5596 183.3195 3 3 213.1566 206.219 11.2273177
50.93249 25.44262 3 3 38.4627233 46.5836667 18.6884498
268.5487 233.9339 3 3 258.8538 243.605867 45.557041
1652.318 1129.431 3 3 1376.29567 1495.855 235.670738
88.1011 45.78107 3 3 85.70406 76.52256 14.2538833

0.4286496 3.570159 3 3 3.58840937 2.60718487 2.64659841
332.5705 276.0056 3 3 247.516367 268.621833 16.6989688
3267.372 3098.875 3 3 3015.31633 3114.24367 293.766543
88.6236 112.728 3 3 133.0845 120.0347 24.5640423

136.0527 162.1323 3 3 145.230067 137.244067 10.5092496
1161.659 1489.452 3 3 1630.903 1434.24067 602.770842
129.641 118.0711 3 3 124.1607 127.011767 5.11352501

1104.613 732.1048 3 3 1055.8131 980.352267 128.367314
74.58171 79.56039 3 3 76.6829 73.58235 7.94777551
174.5301 152.3425 3 3 165.1243 158.128267 18.2067254
1867.425 2038.087 3 3 1995.79567 1962.007 71.0566355



95.86253 48.36286 3 3 78.62462 71.3903967 3.41470377
43.61693 38.90795 3 3 41.4452067 43.4523167 4.95358212
173.934 166.9423 3 3 136.192967 148.2456 10.6660077

3000.508 2157.72 3 3 2909.87033 2752.30733 81.1555061
168.9914 154.1607 3 3 153.373633 161.1827 24.8591624
98.17592 98.05852 3 3 96.2701267 102.100313 18.1081854
2340.004 1775.878 3 3 2196.37533 2430.85967 332.741273
4362.215 3815.297 3 3 3964.91433 4066.87433 196.593113
636.3015 418.134 3 3 617.216133 564.734467 119.666362
2.823459 1.073111 3 3 2.7569467 2.09304 2.0115106
105.413 113.0222 3 3 114.461347 106.727767 25.0790061
275.847 260.3215 3 3 252.763967 261.9561 27.6158195

5114.909 3263.919 3 3 4803.71233 4471.077 362.232172
32.69861 47.40105 3 3 38.23329 41.0528033 5.56893649
3.728068 8.418845 3 3 6.21911333 5.288832 1.49814216
5114.186 4198.388 3 3 4817.36433 4671.152 163.264947
48.80823 38.00344 3 3 45.2731767 43.1734233 4.42324453
100.2733 123.2488 3 3 112.822093 103.183843 26.0478006
1024.689 1125.197 3 3 1128.38433 1101.52467 58.0268807
55.13574 35.56134 3 3 43.2216667 46.5835033 5.01774643
34.19844 47.13097 3 3 40.23623 42.8291767 4.33955981
12.56855 8.087998 3 3 10.7332793 9.73215333 2.24821892
4977.675 6366.821 3 3 5455.482 5698.92467 417.668844
632.8564 477.6109 3 3 496.732467 527.809967 49.5895194
982.0954 1125.051 3 3 1128.41767 1248.45513 202.988963
685.6946 629.3118 3 3 682.141133 749.8939 157.014709
216.8824 147.8711 3 3 229.412333 210.596867 18.9955511
4.707325 14.88767 3 3 4.8768866 7.23560367 4.04425622
35.69799 25.92424 3 3 36.65959 32.84335 11.2337206
39.72023 51.75739 3 3 42.5862967 48.8792933 19.3929194
103.0921 55.67262 3 3 102.611627 90.7262067 25.073849
741.9585 1285.37 3 3 885.862267 970.3012 12.0915727
5942.165 6555.707 3 3 6230.874 6086.74733 242.74229
644.0831 350.7101 3 3 510.7922 576.318767 88.0658928
228.2039 129.4981 3 3 188.779133 167.770533 46.1066924
105.4005 95.08252 3 3 98.9786833 95.32522 7.0729687
455.4319 413.5024 3 3 451.3624 429.823733 68.4092457
156.3728 121.1216 3 3 150.998013 181.755067 68.7219645
43.56989 28.40094 3 3 43.8988233 39.73899 9.68627247
930.691 730.4935 3 3 681.610733 741.877533 83.8003839

7112.447 6880.239 3 3 6441.695 6687.645 614.797742
9768.803 8277.151 3 3 9897.67133 9484.60133 845.877176
485.6698 402.4723 3 3 449.163133 431.520333 35.8419749
87.02501 56.02161 3 3 62.6029267 69.1404067 14.8845213
2499.955 1878.619 3 3 2329.06333 2581.36267 394.452706
72.30862 74.9817 3 3 74.0181233 76.5126133 6.57939324
92.09103 79.42748 3 3 89.6761733 86.9804667 6.07327657
1028.405 898.2828 3 3 899.576967 939.680733 110.088385



407.2835 265.2633 3 3 339.167333 313.5299 27.8577566
191.3761 134.0575 3 3 169.504733 160.867567 2.59999432
17.97691 17.80007 3 3 21.9517833 20.3011633 3.62641985
3693.712 4103.708 3 3 3865.49533 3614.46033 651.116028
149.394 112.1916 3 3 136.681267 129.5648 14.7967769

143.5412 115.1025 3 3 119.107247 126.3802 19.1530481
143.5412 115.1025 3 3 119.107247 126.3802 19.1530481
636.9512 415.7751 3 3 545.0172 598.206633 64.0981932
185.0137 231.3909 3 3 209.399467 192.439733 44.2096076
4031.64 5605.658 3 3 5082.82833 4820.88767 391.081444

77.78671 108.1009 3 3 81.3211067 87.80187 12.7977324
375.5286 315.2144 3 3 367.467133 352.770767 36.8533814
1005.581 1001.486 3 3 1091.90863 1029.965 202.765581
38.28212 42.20647 3 3 39.0117533 40.9334767 6.03018641
71.23788 76.32522 3 3 66.4073333 70.6968233 13.1324356
219.6001 178.315 3 3 203.703867 196.666533 10.8190622
76.69604 124.3687 3 3 104.112743 93.81802 22.1981398
2691.42 2206.08 3 3 2521.06533 2729.70833 442.352358

213.8263 170.6449 3 3 190.105133 173.5498 39.7520681
128.4589 107.8736 3 3 120.112167 115.057133 12.3946522
165.3978 150.0431 3 3 204.6397 183.988433 51.8503225
10.69677 1.67169 3 3 5.63737467 7.101165 1.15323133
110.3071 74.46492 3 3 97.4625433 89.9515167 17.2892156
60.56926 58.15317 3 3 62.2854333 57.9963767 14.1775074
169.9712 90.76595 3 3 121.554767 133.77595 9.2780232
203.3343 184.2713 3 3 192.673567 186.098467 14.8478696
1.047232 1.771833 3 3 0.96887323 1.21240133 0.65102102
63.6952 56.16476 3 3 58.27836 55.45689 3.9958976

70.71352 59.95142 3 3 74.96479 70.73295 9.29866432
206.2529 189.2976 3 3 180.240867 188.7756 22.596872
96.85619 110.7573 3 3 104.890763 99.41432 15.2897419
186.474 143.486 3 3 142.57357 162.8686 64.7591131

15.38872 20.31793 3 3 11.8661033 14.0373367 1.92389091
525.3131 594.2412 3 3 542.897733 579.760467 114.127469
84.9323 60.02261 3 3 66.8742767 72.1309167 12.5746277
331.569 455.0182 3 3 406.088567 351.7745 156.55483

110.3613 112.0611 3 3 98.9343367 103.29582 5.24640553
150.9604 130.1681 3 3 134.5469 139.632867 13.5438492
249.3385 208.9017 3 3 194.8089 209.6876 31.2454024
1069.78 1055.422 3 3 1029.78787 1074.526 149.305269

109.8697 126.6686 3 3 131.69419 119.240167 41.1256586
92.17883 137.4209 3 3 119.7164 130.369443 7.25749433
1143.899 1268.545 3 3 1196.79167 1245.90233 137.294617
456.1452 676.1809 3 3 613.369467 575.3487 64.0573521
43.87837 32.67649 3 3 34.6543433 36.7797133 3.65337923
4627.964 6049.141 3 3 4965.20533 5189.71367 51.6623631
17.3043 10.74862 3 3 14.1575127 16.1381933 4.53550943

795.6296 648.2608 3 3 711.998533 676.315633 53.2637332



1032.653 1512.574 3 3 1098.6176 1196.85967 187.75322
256.491 257.3964 3 3 265.451467 262.403433 4.04417361

102.8864 150.0039 3 3 136.344333 128.061033 14.8620675
10.39938 5.396539 3 3 8.76004067 8.00629933 0.44470149
143.2425 116.5993 3 3 118.514433 125.453833 17.6858418
432.5411 296.4471 3 3 311.937567 337.1007 18.7574019
863.6699 1053.224 3 3 846.422167 919.548 218.140824
100.1841 76.68652 3 3 82.2279867 86.0366267 3.2482086
26.37933 22.72713 3 3 24.4361733 25.7927367 3.61963779
421.3306 307.9856 3 3 310.6849 334.894867 28.8997571
21.47429 10.43244 3 3 14.146929 16.21149 4.25232913
44.95905 12.07326 3 3 33.2512667 26.21963 16.7210447
2223.471 1379.204 3 3 1844.90367 2032.45133 253.144407
88.79853 59.53931 3 3 66.6509333 71.6363267 7.15399346
339.3226 249.0309 3 3 271.8711 291.4976 48.475072
258.6408 176.1514 3 3 190.4326 204.4312 6.22218677
38.66729 20.88401 3 3 33.5580567 28.4392367 14.6897995
2177.374 4219.586 3 3 3392.621 3044.106 526.993342

126.16 96.10878 3 3 109.067933 114.11576 6.29764374
179.8878 165.3935 3 3 185.1445 176.301367 28.3498911
88.81047 48.4423 3 3 63.6740433 51.6891733 19.4712401
155.9335 163.5326 3 3 167.174 164.478767 1.14286023
206.0633 372.6198 3 3 311.590967 285.622767 27.5310924
215.8783 212.2823 3 3 222.052933 236.159467 28.5799908
346.6821 203.3043 3 3 288.9702 267.412733 4.49062427
79.34643 52.74461 3 3 59.04317 64.8519367 14.352101
48.09391 37.18681 3 3 41.8454467 38.95335 5.04821992
172.0159 147.3109 3 3 165.27 159.244533 16.2404278
148.0671 172.6994 3 3 157.0575 169.253133 36.3385874
2179.282 2249.035 3 3 2309.03733 2421.39833 122.70592
205.6627 160.8223 3 3 167.7183 176.574167 16.3106059
387.3153 409.8839 3 3 392.043033 376.667067 33.903239
803.6003 517.3531 3 3 895.357933 799.833467 162.197224
228.7607 230.4503 3 3 229.8448 218.060667 34.6253189
1037.016 501.0368 3 3 943.0195 841.077133 179.811738
163.7058 138.6203 3 3 143.9304 149.872733 15.6369911
2.33042 1.423293 3 3 2.32468152 1.64521067 2.22599226

8.226368 5.625257 3 3 7.03684533 7.83280133 1.7745337
88.64668 63.19013 3 3 78.14827 70.0191967 22.2701249
2422.115 3942.706 3 3 3399.06567 3149.78533 368.358737
218.8587 198.9965 3 3 200.026167 204.552267 8.96213884
12.58277 24.75106 3 3 19.34838 21.8467633 2.17160158

0.00586219 5.856681 3 3 0.91947896 1.95551467 0.99020202
2.367352 1.070533 3 3 2.880052 2.37108933 1.13803201
93.15555 55.32361 3 3 74.76678 68.2584167 4.92433226
9.059849 2.706865 3 3 7.47448233 6.22969567 2.72991968
134.5264 113.6049 3 3 117.860933 121.519967 5.10223897
47.60035 32.4179 3 3 43.0555267 40.0471133 6.86515852



60.05222 54.83595 3 3 60.74009 56.68909 13.4739249
219.111 167.0373 3 3 171.7115 184.029733 28.8812533

277.2349 289.6271 3 3 262.207167 289.860367 93.2610371
221.0276 170.9619 3 3 197.998167 188.279033 17.0071238
1265.143 783.8123 3 3 980.054667 1071.89677 181.889555
173.2978 109.0603 3 3 142.066333 130.7859 10.9136729
86.79338 78.56018 3 3 89.52611 99.9781867 18.7467543
2369.738 1706.967 3 3 2308.59633 2179.81567 150.135432
35.96821 40.83562 3 3 41.0797833 39.39448 4.90826595
17.24883 12.62706 3 3 17.63763 15.7224833 5.94984028
522.4744 534.517 3 3 688.226933 630.969167 81.0034224
206.6559 140.9359 3 3 222.655367 201.366967 43.675179
7.941122 7.096169 3 3 11.0366653 9.36562367 4.69548987
11.38992 8.759799 3 3 7.46889867 8.44724333 1.20545797
161.3785 136.3567 3 3 175.8072 162.113833 38.7021822
253.9207 269.8145 3 3 248.256333 254.312867 13.8666069
123.8352 74.83505 3 3 92.2156067 99.68595 6.97052516
2799.976 6060.981 3 3 4412.92467 3773.895 898.900271
80.86504 80.60612 3 3 76.82693 71.8987167 6.99872678
390.6646 226.5615 3 3 365.169833 336.348333 25.4702122
115.1808 80.15704 3 3 80.9342867 88.09207 4.13109917
16.08615 16.25139 3 3 17.9017467 15.9334267 6.71716894
116.9308 113.874 3 3 119.8189 117.668633 6.02754776
32.41634 30.10501 3 3 30.41053 28.4953067 4.31613651
83.31956 131.5265 3 3 98.0349867 105.35422 5.74494169
119.6726 114.6742 3 3 116.530967 114.4081 4.85525384
71.7569 82.25032 3 3 82.7447667 80.1411733 4.72473524

443.5378 414.7858 3 3 439.5519 463.800433 55.5286609
5221.067 6793.043 3 3 6317.79933 5940.03667 1020.73651
334.0075 254.8983 3 3 252.646067 271.742733 34.1319718
3.688775 17.41814 3 3 7.59397133 9.84405233 3.27824037
82.59593 70.93362 3 3 75.1117267 70.9351167 8.28533794
24.31438 14.59091 3 3 19.13532 21.0666833 3.508485
83.01836 118.8345 3 3 106.342163 100.336377 10.0745909
572.4941 205.8266 3 3 353.594733 411.028 60.6218221
658.3365 645.8049 3 3 737.557967 701.644367 87.9304241
211.9088 182.7241 3 3 162.614533 175.681967 19.6960191
66.81557 57.83768 3 3 73.3628433 69.3905367 3.93394354
54.93325 99.06982 3 3 64.59196 76.94378 36.1368671
2342.606 1849.478 3 3 2132.36367 2250.682 178.833132
78.56947 88.44653 3 3 75.5572333 80.6420967 15.9642133
40.01876 32.79417 3 3 39.11489 37.69886 2.34878011
141.8229 218.8732 3 3 185.897267 172.983233 17.725636
46.49291 34.13398 3 3 35.3544367 38.1289767 6.16972938
54.39339 39.22511 3 3 41.9174267 44.6592067 4.131065
35.60012 24.65928 3 3 30.1974667 32.9368433 5.90120469
124.3821 94.76151 3 3 102.270047 106.894403 3.34705042
351.4482 335.6834 3 3 319.3789 334.1037 47.1714605



42.74078 51.06505 3 3 46.16863 42.4742167 9.20519507
33.47356 21.40836 3 3 27.1059167 24.8390433 1.97729949
131.9809 111.3801 3 3 108.500767 113.907033 7.58511069
934.2533 875.8507 3 3 988.856667 956.136333 62.8874622
768.3452 1054.765 3 3 907.291267 830.541267 171.257563
84.91174 62.17537 3 3 81.52952 77.3301833 5.99674113
441.3884 560.3369 3 3 571.272667 522.7381 151.176777
1090.738 1469.866 3 3 1334.24933 1219.337 330.106413
100.4743 63.39384 3 3 76.07891 82.3854967 11.2526313
460.8386 545.4052 3 3 619.077367 578.560133 24.0778293
916.819 480.8436 3 3 749.479867 857.9592 126.085413

1032.885 1004.71 3 3 1040.05743 1082.75633 95.5233971
226.3928 374.9793 3 3 260.022967 283.8683 19.1662913
37.42992 10.98771 3 3 32.7312033 28.1040867 5.78899394
399.5496 332.6028 3 3 324.090667 344.433033 48.8534659
81.28887 80.48109 3 3 86.6214867 82.8161033 12.6801121
34.1969 38.47774 3 3 32.0465533 33.69626 2.6162014

1602.325 808.809 3 3 1096.94317 1219.733 145.775178
286.8813 261.5296 3 3 286.656733 267.234833 64.6660804

89.981 76.52404 3 3 86.04362 83.9315467 2.53472055
31.09674 14.00476 3 3 23.59599 20.7177767 3.94319902
84.63107 111.4705 3 3 103.3216 99.2983233 2.84116434
5.259284 8.491699 3 3 7.544789 6.65720933 2.57815575
191.3744 157.6136 3 3 149.2641 159.335467 15.3808928
918.2021 1208.802 3 3 1089.902 1038.8875 90.2342992
340.5559 303.1362 3 3 309.498933 318.4094 23.7193522
396.2555 322.081 3 3 383.0567 413.4898 28.9005869
72.22794 56.53616 3 3 69.7488933 64.4653567 16.4915222
44.69828 33.24966 3 3 35.1122633 37.2494733 3.59801585
32.27908 21.28681 3 3 22.7169267 25.5577167 7.86579314
56.83861 49.47785 3 3 56.7274433 61.29014 6.11270381
160.6457 109.4945 3 3 119.636233 127.9887 5.58768342
83.4837 69.72729 3 3 70.94305 73.9898433 6.58899711

67.88425 68.51186 3 3 74.7281933 69.7681067 16.9557247
276.5041 261.1143 3 3 246.747467 254.744867 10.6948028
128.9663 138.5553 3 3 120.810967 126.438933 14.0031705
30.65813 39.01507 3 3 34.9367667 32.8718967 4.70209352
451.7062 237.8135 3 3 384.765367 348.646533 64.6139203
27.64596 2.719078 3 3 8.95104167 12.9412417 4.54878611
511.1125 400.1923 3 3 463.8197 445.5209 25.2369821
5049.568 5279.802 3 3 4970.213 4663.35967 603.006136
5049.568 5279.802 3 3 4970.213 4663.35967 603.006136
319.1504 390.2941 3 3 324.3078 338.781167 22.1129452
111.6134 95.22484 3 3 96.82378 101.004273 11.1985192
2286.098 2238.061 3 3 2208.16567 2252.64133 151.483765
2479.052 2324.004 3 3 2309.34633 2376.911 216.987213
111.9378 78.53384 3 3 94.99737 101.645947 11.3807694
3306.64 2811.055 3 3 3428.27267 3205.33233 687.547739



119.4014 87.45665 3 3 108.764733 103.842817 6.00958963
62.08133 55.05161 3 3 59.9392467 57.4098967 7.7897418
127.0403 89.53729 3 3 95.60664 102.515627 11.1031476
104.3344 78.73859 3 3 75.6859733 81.8378267 3.15540337
297.0526 290.8486 3 3 291.031467 280.085433 29.2911202
31.71003 38.60315 3 3 33.1461433 35.67526 8.02832628
85.4575 56.60668 3 3 67.8632633 72.07102 1.49623671
263.972 192.7186 3 3 214.858333 225.9682 14.2434354

109.1165 94.71124 3 3 99.8812033 95.8839367 5.64199755
62.02878 56.85699 3 3 62.4677633 59.0612533 11.5279836
163.8075 87.05859 3 3 158.628467 143.385397 19.1270478
1991.104 1921.92 3 3 2037.05133 1954.398 285.116538
62.69175 49.40813 3 3 54.39749 50.54908 6.64310018
185.0571 102.6242 3 3 138.862667 151.9791 13.4971447
93.19586 50.02221 3 3 98.2013867 87.38319 14.2233395
117.1623 206.9282 3 3 161.742533 146.121667 13.2454797
6.832709 3.162031 3 3 4.79816467 5.49445267 1.32506961
58.51291 44.48758 3 3 54.9079533 52.2769033 5.73027535
46.57941 41.02892 3 3 45.3289633 43.0363233 7.36141654
170.081 139.4068 3 3 155.2905 149.621167 8.6796819

47.53081 39.83804 3 3 50.3660033 45.2035067 17.3525325
722.7884 2159.89 3 3 1098.50733 1315.75447 92.7193959

96.351 88.36739 3 3 106.33892 88.3533667 62.1155996
69.30611 53.21596 3 3 48.99952 53.5126367 1.47367718
406.5964 305.0865 3 3 325.492333 344.7335 39.3402372
276.7441 215.5403 3 3 247.7724 232.143033 37.979189
894.3703 1041.788 3 3 1085.9376 1001.49377 278.968375
1189.079 1205.685 3 3 1176.75033 1143.54967 68.0565518
1.928486 5.258765 3 3 4.16209967 3.51257833 1.52880504
38.56427 31.37187 3 3 30.76522 32.6619033 3.85595895
139.4722 103.2229 3 3 124.397533 117.423733 14.7389946
42.6932 29.83596 3 3 39.01283 37.0479767 1.96175657

81.09279 57.45844 3 3 80.8223333 74.49985 16.2906609
283.9713 238.1285 3 3 255.035033 262.042767 8.35781207

47.811 69.09369 3 3 60.9316533 54.78447 17.5143419
40.16445 26.04011 3 3 28.3299667 30.9794067 4.71275397
63.52342 92.0623 3 3 66.0033767 72.1786967 12.9360382
142.5611 111.558 3 3 180.181367 162.066033 9.57704687
1924.336 3752.951 3 3 2140.47267 2462.98067 105.571309
138.5718 116.6229 3 3 137.154033 131.553 14.6905545
1252.397 1004.018 3 3 1292.61163 1178.46733 369.072488
1252.397 1004.018 3 3 1292.61163 1178.46733 369.072488
21.73197 32.33488 3 3 23.0357133 25.2385333 4.64030054
1691.329 1410.844 3 3 1582.46967 1693.43333 264.821488
250.0047 225.4003 3 3 226.7083 232.408033 12.727325
60.06088 56.08115 3 3 60.3458433 56.7408367 12.2418972
71.94775 52.31547 3 3 60.4992367 63.4156033 1.74659968
15.22597 12.93468 3 3 13.1946167 12.07217 1.43129629



236.8862 208.3537 3 3 223.6618 216.0923 19.2856279
1065.429 1100.285 3 3 1032.30333 1049.8975 15.4370766
9.484111 3.411452 3 3 3.509494 4.73296633 0.58727179
457.1516 608.7468 3 3 507.3893 534.393667 56.7179198

514.15 443.8039 3 3 457.9821 420.9953 74.2124909
36.49574 22.98242 3 3 25.6606733 29.8684267 13.1198071
1534.846 1686.997 3 3 1499.52133 1560.67367 180.710861
46.02046 45.9309 3 3 41.1637933 43.6522867 7.74644308
1797.059 1867.455 3 3 1935.88833 1859.27267 262.335011
222.3163 242.4178 3 3 254.7464 244.805567 25.5180367
31.85053 11.66864 3 3 20.6248333 24.6143667 8.34581708
93.55872 82.94997 3 3 86.7366067 90.59574 11.782321
1038.626 1516.596 3 3 1390.38737 1166.6277 723.192883
197.8434 163.3365 3 3 161.0681 169.806 17.1663656
2182.184 856.7858 3 3 1797.69067 1596.08727 211.027752
43.82435 69.11896 3 3 56.1355767 60.41731 4.43360434
1581.474 1038.54 3 3 1563.96667 1457.43933 35.04144
46.2149 34.16969 3 3 50.9152867 41.49144 32.486412

979.1403 529.2462 3 3 974.227333 877.534833 138.8604
119.2933 114.7564 3 3 121.883433 115.382033 22.5627323
15490.69 12546.67 3 3 15100.5967 14539.2467 957.031135
174.2388 143.6824 3 3 137.295967 147.5619 26.0714486
136.7782 90.31845 3 3 101.347977 108.71031 7.80177905
23.93426 18.05356 3 3 17.981529 21.2831467 11.2246358
134.0935 91.94116 3 3 104.147093 110.85432 9.93562867
3326.801 2578.515 3 3 3085.60867 3283.93867 133.868159
113.1784 107.3305 3 3 121.253767 117.421267 4.39742182
63.24656 62.80199 3 3 68.1077233 74.0762633 8.65273696
465.8609 348.3789 3 3 436.645233 413.4278 55.7592699
301.3893 262.4967 3 3 255.0189 285.369267 104.896927
147.8132 195.9751 3 3 173.244333 163.8273 17.999767
1079.939 1578.63 3 3 1444.13037 1213.2382 747.186405
102.8053 109.4547 3 3 95.8555767 100.498973 12.6968246
931.7776 476.2066 3 3 776.044067 707.819167 76.1602356
3981.613 3050.937 3 3 3995.06833 3790.27867 280.387577

0.00519812 0.0025179 3 3 2.35164477 4.77829201 2.17818742
497.4398 691.8896 3 3 549.984867 579.0933 18.5707308
372.8996 249.1911 3 3 324.4095 351.029067 13.5514286
159.536 174.1673 3 3 164.9266 154.5927 28.6877095

55.72208 29.49747 3 3 45.6656233 41.7902467 3.57407898
92.79416 74.81017 3 3 74.9208933 81.4033433 20.6025537
272.7028 236.7493 3 3 239.267967 246.1467 6.66755332
221.1592 140.685 3 3 152.782367 167.489833 23.0226808
52.13612 72.55964 3 3 68.7333133 64.1242033 12.2745699
281.8463 251.7865 3 3 276.075633 269.034067 19.404231
87.18399 127.7849 3 3 113.882767 107.202997 11.9619283
75.17527 52.13381 3 3 51.2035933 56.9521333 11.9944239
136.7273 128.8062 3 3 137.180333 142.1565 5.30495938



264.6846 191.3885 3 3 202.4881 215.430067 16.326131
32.39005 47.20537 3 3 50.56137 44.12302 20.1407796
189.2102 156.2061 3 3 171.961333 164.663933 14.072251
167.4216 139.7422 3 3 166.297967 183.3411 27.8989334
827.1281 1256.846 3 3 881.114167 958.7888 91.7251127
69.79515 55.03672 3 3 54.69972 58.33316 7.77242068
1078.662 1587.97 3 3 1450.10713 1219.08157 750.135162

0.01281719 37.43291 3 3 16.827662 23.9082424 13.9829786
91.3169 121.5021 3 3 96.4042933 103.360993 18.6806898
315.92 403.0758 3 3 363.3108 346.518833 33.4665427

185.7252 189.1142 3 3 166.744367 176.7688 30.2195525
151.0867 97.38908 3 3 141.618633 132.66686 8.24977632
149.7049 93.87939 3 3 124.628533 116.24833 2.66051155
226.8169 214.5446 3 3 224.984867 232.759467 16.7635395
127.1007 98.3127 3 3 105.589173 112.006067 17.511165
54.80266 26.57504 3 3 42.7213467 38.34178 4.94004298
1363.366 990.1776 3 3 1211.52033 1305.7982 163.031247
44.30677 32.6075 3 3 44.4524233 41.6471433 5.82224865
31.81134 12.62087 3 3 21.1492333 24.0987867 2.53311106
205.2118 119.4933 3 3 147.505533 162.675867 32.4239959
30.91813 23.46349 3 3 23.43481 25.19869 3.6404126
5.618687 6.694654 3 3 6.61443 6.204667 1.34597571
1394.981 1111.784 3 3 1386.21333 1307.383 221.940972
848.5291 966.3824 3 3 1023.3976 974.777833 112.364823
45.73639 48.21989 3 3 49.3396267 46.1211267 11.24549
68.57665 59.65688 3 3 69.87376 67.6366 2.42338
108.3984 138.4695 3 3 121.742667 112.85658 20.7674772
138.5872 90.42146 3 3 131.279033 121.407687 22.4303289
49.6743 31.60453 3 3 65.4420633 51.7927567 43.4844164

75.46794 52.15358 3 3 68.34021 63.0302933 14.7420264
286.2918 209.11 3 3 233.103767 247.587533 33.9691783
9.496467 21.44402 3 3 21.19076 18.5897357 4.5137516
445.4832 1027.353 3 3 723.5244 603.238833 211.08058
18.96462 25.68411 3 3 19.3901533 22.3106567 9.81098585
34.83396 51.04049 3 3 41.1852167 44.2276933 6.78666471
111.6676 173.8226 3 3 129.142767 139.5164 18.97237
46.59819 46.95735 3 3 45.73255 44.49694 1.90524264
45.84191 55.6929 3 3 58.97124 55.63352 6.73641999
1550.895 936.8521 3 3 1280.52967 1405.27537 155.428305
15.79206 32.45948 3 3 22.2731967 25.50443 7.53270069
115.9302 77.64324 3 3 84.1669333 90.6817167 7.63308577
1275.886 1357.303 3 3 1269.242 1306.28867 124.004624
81.49227 118.6538 3 3 86.4093867 93.7283667 14.5400176
93.72697 62.39543 3 3 77.5844333 82.7343033 5.00082558
168.0554 115.8749 3 3 153.494733 143.350967 24.8373929
13.76639 1.252843 3 3 9.51097767 7.56707867 2.95909722
1342.851 715.3754 3 3 1058.8854 1220.07513 348.820022
36.37456 26.47528 3 3 36.3161567 34.31783 1.02323357



1082.063 1105.434 3 3 1142.22417 1098.087 156.630004
67.09541 41.62708 3 3 58.2389533 54.4566567 4.4037036
203.6551 132.9127 3 3 159.0311 169.597267 12.7001928
295.4645 264.895 3 3 244.052633 264.3948 65.4072261
183.4937 168.3743 3 3 170.226867 154.032533 42.8765255
1761.445 2005.189 3 3 1785.827 1883.60367 326.701157
5345.056 4236.188 3 3 4579.378 4763.83767 351.173703
16.60014 23.99195 3 3 21.8550467 24.4365967 4.43966584
5.839486 9.499326 3 3 6.040385 6.729086 0.18539786
94.3558 98.97222 3 3 111.71489 105.461773 16.1264316

214.2128 194.0301 3 3 203.0232 197.313 13.1978721
332.2128 426.1049 3 3 397.674767 355.3483 137.491167
34.09309 22.36565 3 3 27.8067867 25.64036 2.29705322
210.0493 167.4158 3 3 193.888233 182.008 34.7651742
361.8739 288.7079 3 3 320.8731 303.294867 33.9366335
866.1588 681.2371 3 3 891.500933 824.9054 200.437498
192.0366 188.7455 3 3 185.474233 176.620933 20.7043749
123.1073 86.96024 3 3 108.196227 101.973127 11.8089855
82.29408 84.93272 3 3 79.8225733 76.1221467 2.17926684
31.51426 31.05914 3 3 27.0932867 29.1257133 6.219921
20.52946 12.26182 3 3 19.30149 17.12703 6.45709974
78.27081 52.12001 3 3 66.4258333 71.3453633 4.97016252
118.904 85.13642 3 3 100.80478 105.95044 2.631418

75.04941 123.1177 3 3 86.4473667 93.8853733 6.95237475
104.6512 161.963 3 3 138.976333 128.867733 20.6308294
29.02676 53.30575 3 3 44.5965633 39.84032 11.6842936
68.29456 52.5144 3 3 61.4175 58.41778 6.39928294
50.8111 43.63071 3 3 43.4932667 46.09697 8.36628891

254.4954 147.3332 3 3 207.461467 228.933433 26.0035165
2204.715 2156.729 3 3 2598.04733 2441.19467 333.262103
1894.884 861.2636 3 3 1872.11333 1640.0922 465.40323
196.0435 184.4986 3 3 173.847933 181.352367 21.2098377
49.64415 67.4123 3 3 59.68693 55.9528533 8.93792895
317.379 398.2969 3 3 306.2921 332.875 74.5697653

43.62013 50.89288 3 3 45.1890333 41.2868767 8.6912008
168.5134 171.6371 3 3 165.049533 170.700467 20.173261
1765.758 1119.769 3 3 1267.798 1374.61133 168.629612
719.2777 625.3743 3 3 747.2865 716.191333 66.7632148
20.66984 23.53097 3 3 23.2678033 21.7563367 5.19404829
39.74709 23.09792 3 3 36.6963333 32.9998067 9.95094927
103.3741 88.24155 3 3 99.4657867 95.90859 10.2790847
1427.729 1345.871 3 3 1435.87 1518.396 184.590789
884.9009 952.9277 3 3 930.6129 902.802267 89.5836393
140.3738 103.5637 3 3 119.778033 126.945867 15.7770231
4.747218 3.195287 3 3 5.184732 4.63179067 1.42450832
220.2769 267.9257 3 3 224.046767 232.846033 7.16056002
73.46887 81.03284 3 3 78.30018 76.6453567 4.46454274
118.3787 50.44884 3 3 77.3763567 86.97476 4.01721408



89.15135 73.10574 3 3 83.8778133 80.9074067 7.0348356
4239.263 3717.666 3 3 3397.19767 3622.68967 457.418042
1371.388 1081.43 3 3 1286.362 1394.29 212.048036
236.5829 180.1472 3 3 185.156933 196.055533 16.9377485
429.5877 279.374 3 3 437.3271 399.306867 83.9687401
2463.203 2367.235 3 3 2423.538 2493.297 206.15142
684.0917 292.2104 3 3 585.853133 523.629533 89.6062573
93.93332 63.32787 3 3 66.85909 73.8631967 18.2685725
447.3741 824.0731 3 3 545.526267 605.921467 95.7383408
118.7263 82.75215 3 3 119.960667 110.98715 20.1502221
113.2066 119.5146 3 3 117.085867 114.320467 8.76261333
96.24479 92.89899 3 3 95.88666 92.3120533 12.1537339
184.1319 128.2053 3 3 146.2852 155.230067 15.933028
94.40868 144.3956 3 3 123.9737 115.812693 14.1987142
23.63188 19.76519 3 3 21.18592 23.31321 6.87203532
1061.806 1552.477 3 3 1412.60903 1198.24803 707.934359
422.9202 322.8393 3 3 340.628767 359.3538 38.7617366
71.87827 71.94002 3 3 89.6976033 83.0735967 14.0106381
1028.202 1011.916 3 3 1108.0894 1047.89833 211.432556
360.7466 587.4697 3 3 439.539033 471.3237 16.1922843
49.55954 38.48158 3 3 38.8845933 41.2190333 4.09306835
31.74279 41.30862 3 3 41.50088 38.5873567 8.65814098
290.2089 216.1217 3 3 226.8892 239.226833 5.31522019
10.28337 23.02691 3 3 12.147907 14.50699 4.25747042
107.2876 117.2013 3 3 116.6379 112.7843 12.9762768
1703.289 2605.999 3 3 2042.02033 2176.63033 177.172748
89.91475 53.35587 3 3 61.9553033 70.61387 25.3325273
86.9043 79.97083 3 3 81.1794867 76.5947433 11.052034

43.85704 74.28162 3 3 61.6069667 56.44904 9.78410354
60.25805 41.70234 3 3 49.0973033 53.81728 13.455653
59.7023 49.31388 3 3 56.58476 54.5616633 5.15046668

275.4672 146.7809 3 3 216.876133 240.1041 19.9757844
187.8912 256.6397 3 3 215.897067 231.6422 42.4065942
248.4705 160.6452 3 3 220.9798 243.259633 8.68143885
41.47537 45.63464 3 3 34.8121933 38.70723 11.1244742
70.12383 60.95571 3 3 64.69611 67.5974533 8.74813272
150.4226 139.2457 3 3 132.839033 137.383533 8.53586183
8.584688 6.43503 3 3 7.83839567 6.79731233 3.39512635
870.3386 853.6328 3 3 865.447 900.2028 106.69705
2626.053 1992.631 3 3 2342.72433 2515.71067 405.270374
43.77867 33.6042 3 3 37.6974267 35.0315867 5.20857928
88.40466 73.03169 3 3 81.3516367 78.2512433 6.98107329
264.5386 211.7553 3 3 227.639533 238.660467 29.9346194
15.57288 16.61971 3 3 13.859798 15.8034167 7.00340984
694.6968 440.0188 3 3 601.175567 657.727733 35.5738501
644.3815 594.5073 3 3 933.9521 824.0536 179.828463
478.4099 390.3865 3 3 458.0084 501.073267 95.3443912
28.27532 24.68063 3 3 43.4718267 36.5378067 18.0331104



746.9606 793.446 3 3 747.400333 720.46 39.7278572
665.8369 706.613 3 3 692.924767 720.143167 76.6935292
3485.069 2153.148 3 3 2765.17267 2982.11833 310.084448
133.3216 56.33968 3 3 110.290017 99.06106 11.2217687
93.77469 76.77891 3 3 81.89944 76.7399733 7.774131
259.8987 245.5735 3 3 221.840367 232.425967 13.784258
90.33267 72.36482 3 3 72.57837 77.31501 12.9194749
45.89126 45.21714 3 3 49.4366267 45.9504767 12.6492099

2041.1 2539.196 3 3 2421.51467 2314.71533 294.803457
230.5392 125.3772 3 3 152.419467 168.7342 22.3277842
64.88313 81.2775 3 3 68.3151167 71.1476933 5.26166574
599.6536 332.3498 3 3 529.561167 482.232033 104.725439
53.25531 41.87916 3 3 37.5008367 41.2075467 5.30094385
114.1842 99.10895 3 3 91.85852 97.2279167 7.65476362
271.323 255.3448 3 3 274.474067 263.909533 37.5842922

40.29953 13.7264 3 3 39.4197667 32.90068 16.7960249
19.97883 6.143458 3 3 8.83713167 11.1669027 3.64310627
23.45961 3.277704 3 3 6.36289467 9.72364533 2.84531484
357.3895 255.3436 3 3 286.1699 300.6913 9.84219558
51.87255 58.36897 3 3 71.06309 65.79138 4.08175659
76.08051 77.94027 3 3 78.61111 74.2569767 15.0994644
75.43623 32.05717 3 3 58.3071267 51.0316933 14.4921172
146.5173 235.6148 3 3 200.7893 185.634433 31.2429978
116.0459 129.3425 3 3 123.778033 118.696833 15.8376466
137.9353 82.44501 3 3 101.938367 110.285637 12.5285366
341.6397 469.3382 3 3 466.1525 440.871133 25.8954132
200.797 152.1341 3 3 160.8553 168.523433 1.19541932
92.4279 66.1088 3 3 69.5689267 74.65434 10.3555667

200.4916 215.4452 3 3 214.144967 194.917233 66.0019848
290.8801 301.54 3 3 285.4307 299.535433 50.8765588
260.8063 147.3267 3 3 148.44805 173.6633 49.7923176
67.35773 33.95718 3 3 42.9892633 47.99557 5.81422107
365.6977 264.3025 3 3 288.5256 303.976567 15.6983086
83.95283 33.16667 3 3 63.89025 56.8869867 0.69144506
170.1587 173.8749 3 3 174.6471 180.243233 14.5258427
215.1003 165.7446 3 3 183.290033 190.751467 11.5343749
65.18549 40.48725 3 3 57.0839033 53.4177933 5.08591265
88.1189 88.54443 3 3 82.7802367 85.9359167 10.7580817

684.1042 829.3637 3 3 701.1648 752.172633 171.506852
374.9008 236.743 3 3 272.498167 292.615267 10.625077
167.2604 152.1321 3 3 176.723533 166.250133 35.7849359
139.189 202.9514 3 3 178.566967 164.252267 39.8003702

285.1725 346.6226 3 3 360.269333 341.143233 45.1220523
69.19611 52.9201 3 3 58.96198 61.28403 2.39963048
104.4071 99.03499 3 3 102.721807 98.00774 15.7724154
4.409488 3.211121 3 3 4.679181 4.25034467 1.23326167
117.5182 91.50871 3 3 108.29038 102.579853 16.0154042
2580.351 5637.643 3 3 4095.557 3606.93833 327.426275



704.4263 983.1852 3 3 830.729767 877.374033 79.7249376
17.99613 24.74586 3 3 16.4589967 18.5280833 4.66362287
60.51697 51.36891 3 3 52.0878 54.74798 8.34751181
89.03412 80.31611 3 3 87.6804867 84.7444333 9.82863517
147.816 141.4836 3 3 145.374133 134.3516 36.0762929

977.0717 1121.054 3 3 1139.23833 1105.10157 32.1252428
47.30162 91.54383 3 3 60.08163 66.3048233 1.145948
89.37505 78.44143 3 3 81.24709 83.01948 3.15135042
2984.601 2507.885 3 3 3064.969 2948.848 34.4158958
53.64266 97.36619 3 3 75.9204967 68.83867 7.97948066
55.96178 51.02785 3 3 54.6844067 51.3764933 11.3007618
56.21728 44.58709 3 3 57.8820167 55.13393 0.82948106
663.791 606.9962 3 3 672.664167 708.333067 19.1071494

43.76688 27.91076 3 3 22.2088967 28.1086733 15.0720563
4.593064 9.146512 3 3 6.08075067 4.8372449 1.80930637
30.17961 44.32395 3 3 42.0649733 39.591 4.01241427
895.8736 623.6077 3 3 780.615533 833.976567 57.783921
1437.003 1371.62 3 3 1368.30267 1317.57933 105.270809
1437.003 1371.62 3 3 1368.30267 1317.57933 105.270809
1225.193 1201.947 3 3 1262.6708 1169.451 333.99521
1586.493 1250.817 3 3 1490.39167 1362.36333 428.980726
73.56575 68.57943 3 3 69.58476 66.4164733 8.03608334
4359.421 2736.683 3 3 3325.04367 3563.677 334.049386
1152.572 945.1172 3 3 1055.94667 1020.49907 61.9476796
1970.576 2216.035 3 3 2248.79833 2141.232 367.052962
36.44414 28.17342 3 3 35.6091067 33.72288 5.01282576
255.517 149.6765 3 3 230.530267 213.0817 31.6068075

30.04363 23.02754 3 3 33.39305 30.0962933 9.85340136
2902.881 2431.243 3 3 2754.31633 2870.00133 49.0097919
1.106562 1.649115 3 3 1.30215955 1.680327 1.26210998
21.23504 19.81988 3 3 27.76288 23.7866567 13.5009824
125.0372 97.84698 3 3 116.398933 111.227527 13.3486984
293.8486 204.8259 3 3 259.642033 246.331833 19.9658116
147.1682 121.8194 3 3 134.9727 130.9765 4.39942659
6.736872 7.901973 3 3 7.44504267 8.905925 4.59633153
832.3271 1164.585 3 3 1009.02997 954.3076 85.2952179
23.50421 25.13181 3 3 21.0140333 22.4010067 3.80468324

0.9309515 3.072662 3 3 1.99438567 1.50380207 1.17653485
445.2774 372.2209 3 3 358.883233 378.008367 28.4692289
46.43267 39.29234 3 3 39.8908967 41.32729 2.88159801
1011.123 1112.799 3 3 1093.55557 1026.29977 235.060448
309.9395 271.1649 3 3 283.522367 292.258267 25.6075047
209.3536 162.3205 3 3 212.352433 201.8269 13.8034826
16.38888 11.9271 3 3 11.91835 12.8847167 1.70265311
26.97076 28.26394 3 3 27.1711967 28.0217967 2.99466615
544.9786 712.2628 3 3 656.5082 629.1563 56.7523639
34.24177 81.10101 3 3 44.0537567 51.20352 4.89678714
81.99401 83.83592 3 3 86.5043233 93.73021 19.0186928



67.4296 64.60284 3 3 62.08099 64.9128033 10.1960829
21.86125 17.99569 3 3 21.2112603 17.86962 11.6732386
69.61852 143.6408 3 3 91.32402 101.757897 6.94722825
35.68314 32.7053 3 3 31.3677733 33.3554967 7.05408062
1562.489 1514.108 3 3 1531.31333 1483.89067 146.103511
144.4378 130.0254 3 3 134.505733 137.013833 5.84551261
10.15159 21.95834 3 3 10.1641183 12.546295 2.46490669
113.6707 94.99818 3 3 102.309037 105.383327 6.26208148
24.23627 36.35588 3 3 24.68964 27.3845933 6.12851628
56.76927 50.24022 3 3 54.12805 49.9812133 13.7185718
155.6563 130.6484 3 3 144.927967 149.685767 5.15770445
91.20251 73.73981 3 3 81.4218367 86.60455 15.5448032
85.11932 82.57172 3 3 82.0251133 78.98015 7.40378031
91.43404 64.77036 3 3 71.8183 75.66062 2.71433688
2202.045 1247.312 3 3 2005.87733 1854.55 190.837628
895.8304 685.8869 3 3 691.4307 733.688467 61.2650879
485.8421 296.4716 3 3 405.9672 451.038767 90.7780886
2660.961 2841.055 3 3 2681.84167 2767.75667 304.734104
7.702145 5.307766 3 3 8.14808367 7.11119967 3.50627332
42.78724 40.93172 3 3 50.00259 46.69674 8.92731188
351.7416 361.1117 3 3 389.7428 376.5709 33.9816314
467.2112 371.4793 3 3 372.1904 391.3257 20.2050254
34.30389 14.0198 3 3 30.0836867 26.99471 2.19995332
982.1653 377.7468 3 3 848.102967 588.256 903.764358
748.2243 250.5402 3 3 420.3046 492.4305 99.3301577
56.95683 34.61355 3 3 40.7619267 44.81863 10.0127962
1529.389 2412.886 3 3 2106.18633 1980.205 156.506795
6.92485 7.517175 3 3 8.593261 7.46211767 4.1797522

169.2262 194.6188 3 3 166.664567 173.181167 14.0795132
50.65208 64.28391 3 3 61.9044567 57.94287 13.0592473
6615.126 8506.563 3 3 7583.544 7231.623 706.595078
6615.126 8506.563 3 3 7583.544 7231.623 706.595078
6040.564 5068.695 3 3 5460.292 5597.31433 137.761901
1001.578 462.6834 3 3 565.273133 653.015067 124.521827
85.83395 69.86725 3 3 72.5123333 66.62885 6.25446795
392.6075 518.3847 3 3 412.9012 440.6857 78.1405231

23.684 13.03186 3 3 17.6161233 19.16859 1.77133213
144.0283 121.0211 3 3 134.1699 130.032933 9.31570323
2363.553 2930.079 3 3 2582.504 2662.03733 83.3373227
179.9031 187.6004 3 3 175.8269 178.8085 5.95094426
442.1416 410.4645 3 3 427.075067 406.700767 66.0769074
23.29768 10.40016 3 3 28.34708 24.3434467 3.56491583
9.077748 5.758232 3 3 10.54674 8.05955267 9.05825399
197.8047 129.3327 3 3 166.783967 155.005867 23.2025738
2143.519 2082.502 3 3 2204.345 2116.05567 327.999983
165.3713 116.5394 3 3 119.0017 128.1687 9.2168895
9.260924 15.40457 3 3 11.9936523 13.6427147 4.83308824
141.0829 137.6717 3 3 138.495667 131.4403 22.4256177



115.7243 102.0627 3 3 112.0963 115.898633 2.82751186
1216.573 1001.492 3 3 1204.1881 1138.84967 213.022713
899.0983 444.2284 3 3 648.6972 719.101533 103.789061
72.57175 57.18172 3 3 64.0795 60.7950533 6.45038335
60.76759 60.75303 3 3 66.9332967 64.65146 5.2441312
3266.76 2688.239 3 3 3064.109 3192.832 96.4035668

18.97436 26.52358 3 3 23.1519 21.8480367 2.67177166
159.1663 49.87 3 3 136.083967 118.5622 26.9421279
6591.844 5711.799 3 3 6488.15733 6333.77733 204.114693
21.46942 6.885026 3 3 19.3358967 16.122172 8.97186643
426.7389 320.3823 3 3 377.539667 357.6849 44.1771218
402.2327 397.5079 3 3 407.274167 436.075433 87.8526585
193.9129 138.542 3 3 144.921533 154.600067 12.021755
918.2894 680.6185 3 3 794.6375 847.498833 135.073313
141.1378 103.4816 3 3 119.837167 112.535537 10.437417
2643.943 2395.513 3 3 2619.624 2736.785 190.901216
74.69952 28.81371 3 3 56.2283533 49.09135 13.0244274
2696.076 2949.917 3 3 3078.13067 2950.697 404.579097
31.92156 48.06664 3 3 40.2572267 43.6416667 7.50214992
129.5589 82.26538 3 3 109.836133 103.350467 3.74795526
72.63879 55.52752 3 3 62.22972 66.4343867 12.6271606
63.97145 65.7056 3 3 60.1863633 61.9831233 4.50561116
14916.53 11470.86 3 3 12693.9433 13206.41 856.644766
14916.53 11470.86 3 3 12693.9433 13206.41 856.644766
14916.53 11470.86 3 3 12693.9433 13206.41 856.644766
2778.502 2568.546 3 3 2604.89467 2765.844 573.318624
128.0004 62.78508 3 3 112.568093 91.4117 72.1369171
153.2908 161.5175 3 3 158.018233 150.789667 24.2850672
78.81476 60.79147 3 3 81.47642 76.4759933 11.7768845
1253.25 897.2795 3 3 1110.14267 1181.1785 77.7349412

87.13258 63.92254 3 3 74.79795 70.1720267 9.06576884
9.207865 11.9271 3 3 14.5529267 12.9969217 3.83797995
189.9753 143.9388 3 3 169.784067 163.3553 4.06130358
2567.634 2819.711 3 3 2926.27433 2807.02233 383.505271
302.473 203.041 3 3 223.530667 241.548167 41.89881

261.4551 219.2932 3 3 228.995567 235.748667 11.7659835
292.2657 251.7209 3 3 259.757367 267.0287 16.2990459
60.32908 50.00416 3 3 46.7024 51.43336 15.7916721
300.7437 411.699 3 3 309.6443 330.3136 31.2495344
148.5219 130.3466 3 3 119.415567 126.208307 6.94287104

312.51 149.7657 3 3 194.307167 217.775333 25.8459417
17.97585 19.08391 3 3 24.53274 21.8713367 8.17806892
465.3951 367.6642 3 3 370.917 391.86 44.9613163
79.8898 109.5159 3 3 86.32285 90.9094867 6.04402971

2794.332 2791.666 3 3 2615.16133 2675.35367 100.18467
36.2372 31.40345 3 3 39.3607533 36.0626467 11.570459
1624.89 1491.928 3 3 1595.24967 1665.43233 177.187085

23.56483 31.60728 3 3 24.5501033 26.9528267 8.0567333



177.3108 169.0599 3 3 169.492167 164.683133 9.78915403
250.2028 375.9202 3 3 338.810267 321.522733 9.74102968
1799.362 2434.667 3 3 2085.114 2174.025 45.318348
285.5905 446.46 3 3 387.616633 363.8766 39.4071169
102.0064 69.5684 3 3 78.6192367 83.6072567 8.80641785
12.24884 22.956 3 3 18.74447 20.9746867 2.8602884
1055.824 744.6557 3 3 1074.46693 999.646233 161.366509
42.34335 33.68379 3 3 37.31564 35.6699267 1.85369175
213.6481 176.5784 3 3 177.041233 184.1448 4.07957698
92.5946 73.21485 3 3 76.6470067 79.8474567 4.94610806

23.50609 6.448505 3 3 15.8250833 13.4008883 1.9560493
82.69878 61.16741 3 3 72.9209433 69.2891967 7.20436098
279.972 251.8364 3 3 254.951067 242.443567 19.7498245

104.0321 126.9542 3 3 103.698897 108.98121 11.8714179
159.6397 102.6945 3 3 117.111307 126.0662 16.107348
6.601734 7.370835 3 3 4.437214 5.34428367 1.88346823
608.8615 780.7793 3 3 620.071267 651.979867 41.0852729
474.6407 431.8055 3 3 414.919333 427.867 3.82634188
271.4607 209.2095 3 3 217.2948 228.303867 18.2764186
8.342435 7.081132 3 3 7.810075 6.87342233 3.17357159
194.6312 144.013 3 3 160.861433 167.808333 6.70210625
125.0577 116.408 3 3 130.100633 125.2007 16.3061841
53.85565 45.1429 3 3 45.81451 48.4844567 8.95727275
35.61991 23.28923 3 3 27.7746267 29.4205033 0.94118827
40.80877 13.09465 3 3 29.1878233 23.7925433 14.0051401

41.275 31.36133 3 3 36.4168433 34.1931933 5.73636332
708.0098 927.9634 3 3 904.743467 863.365167 79.549085
46.07806 51.00553 3 3 40.5971567 44.43218 12.433905
18.30915 7.732012 3 3 10.9552627 12.854524 4.87914441
5.512889 2.842098 3 3 4.24288933 4.95008933 1.90163462
615.2714 1078.501 3 3 860.1258 785.717367 121.37438
46.30944 77.52359 3 3 48.8391833 55.03457 12.9049574
9.361738 5.902194 3 3 7.82813367 7.189867 1.51227365
199.2909 120.5878 3 3 174.421967 163.891067 1.36706673
150.4504 143.1388 3 3 155.8887 152.1551 10.0603211
676.6339 392.7403 3 3 607.483833 566.148033 38.800261
61.81783 48.19254 3 3 42.07972 47.6618433 15.5282905
61.81783 48.19254 3 3 42.07972 47.6618433 15.5282905
61.81783 48.19254 3 3 42.07972 47.6618433 15.5282905
55.94776 53.69973 3 3 56.63758 60.0331433 9.15358729
14.58754 15.50175 3 3 14.2354333 14.8241367 2.15638636
1022.31 1170.161 3 3 1183.53583 1076.794 397.513841
1022.31 1170.161 3 3 1183.53583 1076.794 397.513841

74.47661 81.35541 3 3 70.69767 75.1552333 15.8963849
15.46784 7.340535 3 3 12.3894367 13.9861083 0.60596245
276.3884 256.4469 3 3 346.057167 310.1181 113.412975
16.27415 22.02164 3 3 17.4194433 19.0404 5.45438452
147.4719 144.3758 3 3 144.751733 137.596633 23.040855



18.60589 24.50236 3 3 21.65239 20.36383 3.33556406
822.9438 1038.186 3 3 801.929567 885.3336 288.30516
141.1726 106.7365 3 3 114.571217 123.307167 28.4362541
23.59873 7.335743 3 3 19.8734733 17.5018377 1.74695683
211.6941 227.35 3 3 219.392367 227.254767 25.6173525
44.2852 28.54973 3 3 37.12971 33.96155 8.1097519

75.21063 84.19631 3 3 82.5436667 85.63497 3.61376346
53.15995 32.30883 3 3 42.7603733 45.9927167 3.35071344
12.19573 15.08985 3 3 12.5990843 14.0725133 5.37573639
58.03254 61.70324 3 3 63.8330967 61.5518 7.9848961
88.91676 62.25212 3 3 69.00154 73.0229133 6.14000898
319.5213 189.1503 3 3 237.3941 259.707433 53.9089072
56.61332 39.57618 3 3 53.86516 50.7347233 7.00613558
431.6633 348.8205 3 3 393.9828 381.787733 15.3180071
254.5755 166.0426 3 3 184.075933 198.426067 24.7994087
1424.678 1191.023 3 3 1415.50267 1360.75333 147.007181
82.70898 61.87441 3 3 65.04201 68.6367767 6.29597029
593.8534 443.3638 3 3 449.416767 477.229933 22.0276657
187.7351 316.1642 3 3 309.6175 284.839067 39.8756582
535.4277 444.7538 3 3 464.5125 493.491467 100.842183
166.5741 115.7591 3 3 131.458967 139.200667 14.7596189
83.25373 63.9523 3 3 73.29283 77.14106 9.25958712
838.8026 882.9497 3 3 996.264567 887.834567 411.616259
72.89202 59.63763 3 3 64.92942 62.1122433 4.53189077
8.179506 7.634768 3 3 8.253127 9.58065133 4.16346475
259.2646 301.1015 3 3 276.452833 267.350067 16.791936
498.6668 698.9809 3 3 508.427067 547.886233 70.6473236
231.4186 245.5721 3 3 229.274367 220.2293 12.1523604
246.6793 296.5947 3 3 246.0081 259.3745 39.3049966
42.83807 40.4337 3 3 45.99728 50.5651433 8.07673107
576.0624 498.9698 3 3 563.550267 549.221333 33.3644102
22.51316 21.33836 3 3 25.9311633 24.6451867 1.31459846
485.3922 439.3242 3 3 444.359967 455.6771 34.8528452
442.0623 678.608 3 3 579.8269 546.753133 38.842855
50.25249 67.75258 3 3 58.0640933 54.1920333 8.60551554
3.573213 2.230586 3 3 3.44943233 4.12613067 1.3319409
62.46472 25.66064 3 3 35.0446867 40.4682767 7.40250214
552.7234 602.4523 3 3 590.420467 568.6045 78.3157755
280.9371 231.5353 3 3 259.877267 251.351567 19.6574255
164.1233 128.6749 3 3 142.8692 136.101833 6.40907798
983.1427 1364.503 3 3 1247.72417 1079.176 595.466248
74.0965 54.75179 3 3 58.3757533 61.2805967 1.01210751

68.88988 41.77925 3 3 55.2223633 51.1701567 2.49928221
74.13007 61.21151 3 3 68.9215 65.2542533 11.7894065
980.1883 996.186 3 3 940.516267 987.231 179.174454
4.08E-05 3.95E-05 3 3 4.01E-05 4.06E-05 1.75E-06
957.2236 765.5624 3 3 766.145867 815.704067 144.160844
30.57961 24.70476 3 3 28.22587 26.8321467 4.2496612



54.98693 63.91875 3 3 61.49187 65.62065 10.8373847
91.21369 81.2486 3 3 124.866223 91.4862967 127.846349
42.06948 24.56915 3 3 34.6884867 31.05003 10.1769106
1735.96 749.1495 3 3 1295.47603 1505.90483 450.286881

205.2193 66.37311 3 3 116.6679 135.11667 14.5164485
178.502 293.832 3 3 245.995267 217.385833 87.8483969

285.3817 210.5964 3 3 210.961833 226.548467 28.5380889
1.442221 4.592805 3 3 1.99855767 2.53205433 1.00966104
768.944 908.7485 3 3 843.9135 823.142633 27.4601112
12.3342 4.009749 3 3 5.79998733 7.268033 3.4796213

138.5785 193.976 3 3 169.600767 157.4053 34.6050299
363.3715 319.4839 3 3 451.052667 416.292967 24.256867
62.71421 33.35811 3 3 52.5183567 48.3281033 6.65636607
1216.747 1278.482 3 3 1292.27067 1262.98767 105.071719
4.472298 2.272086 3 3 3.26570947 2.25001039 3.2095777
4.472298 2.272086 3 3 3.26570947 2.25001039 3.2095777
62.9262 39.83704 3 3 40.5089867 45.82609 13.9005169

48.99895 50.83311 3 3 49.4472067 47.79575 5.11004992
1052.814 691.0344 3 3 939.1179 1026.15047 90.845596
320.4247 214.8438 3 3 251.656767 265.548467 7.90760111
316.0772 185.1484 3 3 247.539867 269.0684 39.8004401
1691.87 1428.448 3 3 1786.35167 1691.835 251.970728

134.5157 92.19418 3 3 96.1836667 103.600727 9.25406457
120.6068 121.7754 3 3 110.366567 116.814433 23.6982794
358.6645 188.2864 3 3 249.946367 283.339233 95.2097018
490.5545 601.6979 3 3 566.527667 548.322033 42.8805437
166.8698 131.8819 3 3 147.0838 139.658567 15.2603165
166.2884 187.0602 3 3 178.7177 194.272867 50.7097879
389.0521 440.0459 3 3 412.517333 402.9723 17.5175927
255.9326 194.7117 3 3 229.836667 219.8705 21.3842165
26.11833 15.55649 3 3 22.86544 21.2620533 3.16225881
4039.721 5724.88 3 3 4905.69433 4656.56533 255.354168
1106.119 1175.577 3 3 1192.06567 1250.59667 117.991996
4855.353 3904.373 3 3 4835.035 4610.72233 605.922596
10.40593 10.83915 3 3 16.88988 14.8010867 3.59266463
113.595 27.50274 3 3 70.50942 85.66568 30.0944491
113.595 27.50274 3 3 70.50942 85.66568 30.0944491

152.7802 102.5693 3 3 123.0439 130.0581 9.53076345
206.8554 193.4514 3 3 187.621567 204.178667 63.4050235
2161.339 2732.489 3 3 2274.95033 2377.483 248.503506
222.8289 143.3053 3 3 174.795767 185.122833 2.69723805
258.5214 331.7796 3 3 245.683667 289.3435 164.867289
30.46747 10.11046 3 3 27.64682 24.0780133 6.67978261
262.7577 237.7465 3 3 240.304667 244.6692 6.04631061

320.3 400.7122 3 3 370.681567 396.0299 65.2748615
110.5406 114.8789 3 3 113.1779 115.224433 6.270075
349.8414 291.3214 3 3 287.0527 299.7152 15.875448
97.18572 115.4519 3 3 100.734333 104.539573 11.1949391



552.7869 698.7881 3 3 639.1742 666.4288 30.2331007
587.394 303.7682 3 3 557.659333 503.731167 116.571374

358.4633 301.9772 3 3 418.3629 387.341833 62.731148
5.877125 0.00367407 3 3 1.49962165 2.40368002 1.68714443
114.8349 81.39314 3 3 104.688867 100.218047 2.99946722
6.763819 25.01754 3 3 19.9535233 17.3624263 3.4072433
731.1483 634.6507 3 3 646.325433 663.524867 31.8638109
158.3991 148.1781 3 3 146.412333 153.254133 26.0998377
85.63226 60.42523 3 3 62.5817533 68.0930933 15.0710725
100.4509 126.6799 3 3 100.191857 105.842797 11.4842425
2410.513 1448.588 3 3 2143.48233 1963.33367 506.188325
37.62887 25.72719 3 3 37.35134 34.2276933 9.63234474
837.1299 586.5108 3 3 727.542133 791.418167 164.573922
598.8916 489.9803 3 3 532.4089 510.808633 26.6638979
65.17899 0.1144614 3 3 29.3521433 38.1596471 5.27135241
285.0941 159.1051 3 3 193.456667 211.588667 26.2972333
1733.286 1392.361 3 3 1668.07333 1597.62867 206.599487
127.8595 86.9612 3 3 103.5777 109.1796 7.0092416
775.6458 1069.053 3 3 910.748933 830.453567 226.142712
285.5145 289.5259 3 3 305.9858 331.465267 63.8564095
1.47873 4.221435 3 3 3.70250867 4.601683 1.10296259

1597.257 2542.739 3 3 1865.765 1997.59633 158.814965
150.8608 87.04221 3 3 91.8035267 102.78403 5.72875683
119.7402 84.52319 3 3 94.85416 102.40123 23.6017182
431.5732 221.6805 3 3 416.484167 378.923267 47.604763
317.8517 255.4351 3 3 260.463067 272.433233 24.5427584
21.13916 19.80731 3 3 19.3777033 20.6756467 5.00944389
1039.781 1286.274 3 3 1059.798 1103.87867 62.7587311
357.4007 137.7681 3 3 235.970633 265.3901 13.6350442
35.14418 64.88303 3 3 54.2733867 49.0214 14.0193751
1.661839 3.346431 3 3 3.97013 5.39772333 2.29458271
3.415626 2.265544 3 3 3.29905167 2.57355267 2.73628275
1480.004 968.1683 3 3 1232.18267 1307.5751 19.7252857
3632.729 2804.378 3 3 2811.77567 2985.768 358.243262
7.46023 6.186308 3 3 7.227551 7.778351 1.22196754

148.7501 76.1743 3 3 125.5396 116.071267 3.74253372
248.8134 224.0514 3 3 231.383533 224.646933 11.1332176
4.91634 10.98256 3 3 10.181524 8.32923167 6.55388049

246.3934 267.6924 3 3 264.534767 250.3445 53.2859955
96.50108 75.72834 3 3 90.4780067 95.55894 4.58154501
7009.673 5556.378 3 3 6419.36433 6685.04967 267.291976
892.7365 1118.49 3 3 965.356967 1008.73617 127.057319
48.05719 41.47829 3 3 47.8391967 45.2663 9.4954533
167.5888 140.4717 3 3 139.855767 145.6495 11.034905
1667.66 1288.399 3 3 1496.44667 1565.41433 119.651033

2015.002 1748.323 3 3 1868.23467 1818.99567 88.1319738
744.0197 600.1888 3 3 603.4632 629.7183 7.2949263
23.81405 20.65777 3 3 21.4322833 22.96194 5.6532414



561.5109 446.3109 3 3 511.273133 531.2266 23.9915901
102.5575 108.2852 3 3 101.0375 104.880233 14.7773944
26.14985 34.83926 3 3 35.0001033 39.0195167 3.46988346
64.00546 41.3301 3 3 55.20663 51.4599833 9.13288696
57.83708 42.47649 3 3 46.0662767 48.2849933 2.53478921
849.1817 871.4685 3 3 870.514233 825.58 165.516193
1057.003 1427.065 3 3 1306.6731 1136.88453 614.250543
37.14988 29.43604 3 3 35.09794 33.1899 6.42364166
76.20759 51.14716 3 3 64.1010733 68.3980733 7.81471582
51.53253 53.7792 3 3 58.35571 54.9174 12.8778619
25.30643 25.54889 3 3 28.1426267 30.4229433 2.32083368
5491.968 4944.823 3 3 4898.937 5030.47067 294.035722
629.3265 880.0982 3 3 738.955067 771.787733 7.87778362
102.6156 88.57438 3 3 102.778257 98.25846 15.6576241
298.0805 345.3149 3 3 287.705467 302.916433 44.2711651
16.81408 17.1841 3 3 19.78362 18.38375 4.95023661
55.86458 33.10942 3 3 45.8383267 52.6321567 19.6222286
58.28336 55.76225 3 3 62.41948 59.3721333 11.198546
135.4814 98.57007 3 3 110.941133 116.100523 8.27771201
38.94242 18.18614 3 3 26.4282553 32.3928467 19.9734748
246.1294 406.1555 3 3 338.158933 305.286467 94.9808005
3391.282 6312.046 3 3 4632.28933 4112.02567 646.198757
67.18375 115.225 3 3 82.8430267 89.1096567 4.24363108
23.65504 39.66672 3 3 31.6977467 28.8355733 6.23694721
2.697289 7.085348 3 3 5.968884 4.937484 3.41579881
616.2102 677.2708 3 3 604.103667 641.998167 145.842805
1088.124 1066.776 3 3 1055.33297 1018.68333 101.769577
11.62535 9.577767 3 3 9.818262 10.516459 2.54943517
85.60661 60.10763 3 3 69.5440567 73.2548967 7.13321523
69.87265 55.51593 3 3 51.7568467 55.6555767 5.99779167
25.42406 0.04970188 3 3 25.3805567 19.584344 14.8485203
374.7356 292.4211 3 3 296.2144 310.894467 10.6497798
227.9177 170.8011 3 3 178.4343 187.532433 7.23064999

33.249 55.65328 3 3 38.1020067 41.64728 6.81483379
580.7268 555.2847 3 3 571.8265 605.923967 116.678983
4.662611 3.058399 3 3 3.175951 3.55098533 1.12145236
6640.802 6292.016 3 3 6530.157 6762.46633 739.342525
112.4011 80.44493 3 3 117.170367 106.288243 36.0003145
89.28455 74.43354 3 3 84.4603767 87.96023 4.8898062
86.63579 121.9344 3 3 89.5460633 107.406563 68.0163907
121.1984 156.7189 3 3 143.090033 134.5564 27.5747911
81.54212 112.0865 3 3 93.4553567 97.5857633 5.53425499
1062.089 1091.073 3 3 1318.98733 1212.14767 349.991049
93.80966 82.46689 3 3 97.48875 93.0861833 14.0141415
108.0785 87.62885 3 3 92.49379 96.4491367 11.5474578
2127.923 1527.013 3 3 1748.22133 1885.82933 441.259825
369.8142 332.7878 3 3 373.401733 364.4498 19.6983293
74.00396 45.33418 3 3 65.7421533 61.8222033 4.49762904



852.0596 628.6797 3 3 739.165467 774.421067 58.6959825
0.00442214 0.9223061 3 3 1.210766 0.82748341 1.29824025

44.39911 47.48726 3 3 47.3685533 44.71112 10.1681553
595.1615 643.6057 3 3 616.804333 626.613633 27.5877111
4250.903 1616.868 3 3 2738.79733 3109.591 568.179004
4250.903 1616.868 3 3 2738.79733 3109.591 568.179004

33.587 14.66443 3 3 29.4558067 26.73639 2.38833328
269.6157 367.2487 3 3 327.502167 314.465367 15.1626452
2398.952 3243.219 3 3 3228.09967 3046.17 433.536198
3.717859 5.717948 3 3 4.46707667 4.83323767 1.02936124
1205.921 794.9529 3 3 1199.57867 1116.85563 156.518233
323.7793 214.6725 3 3 282.677233 255.525267 89.6481279
478.6832 405.3413 3 3 515.356567 488.485833 59.2755892
44.57255 26.60077 3 3 36.5701767 33.8222333 5.34051093
103.931 73.61643 3 3 89.1542067 83.73468 12.4690011

105.6641 74.73462 3 3 70.1331933 77.4549133 10.7870346
35.83175 39.89433 3 3 38.8722767 37.9669567 2.95697445
20.96935 12.09219 3 3 16.77882 18.1884067 1.82636516
167.0451 171.554 3 3 160.7661 164.415467 11.5349612
117.0569 66.03606 3 3 90.0319967 80.4040767 20.9146779
125.1132 81.53436 3 3 99.3898433 91.63596 7.94463356
103.4394 71.94652 3 3 81.6166233 85.71917 2.39075354
104.3074 75.23595 3 3 81.7454467 86.38936 9.72192393
76.35338 61.66727 3 3 64.06861 67.4555767 10.9447078
238.6704 270.7998 3 3 257.109333 244.0152 45.8476418
1847.49 2074.226 3 3 2012.51633 2123.00133 317.58491

1411.882 2026.868 3 3 1779.597 1632.65833 472.998202
380.0086 342.7625 3 3 349.910467 337.699033 18.0122501
7.667708 1.309612 3 3 5.9989746 4.10556 6.7865089
53.96422 23.49142 3 3 32.52475 36.58237 3.74296524
403.0734 283.8311 3 3 444.705533 406.094867 90.6290935
123.8534 110.8079 3 3 121.0107 126.7153 14.4113682
3772.979 3821.417 3 3 3864.135 3983.45467 347.058458
66.18288 70.10185 3 3 64.60406 67.4413433 11.0454558
99.55747 81.03504 3 3 84.2600667 88.5886 14.2113041
390.1002 355.9152 3 3 318.550267 335.693 13.4657871
81.8624 93.66045 3 3 86.2132167 89.8835433 12.8469651

241.2679 203.5471 3 3 204.1101 211.444567 11.6561912
3033.968 2701.368 3 3 2971.14167 3115.25633 342.743708
640.0991 828.8747 3 3 756.198167 707.067367 164.557172
1556.303 1217.375 3 3 1524.653 1443.14933 258.976725
99.37327 73.05625 3 3 97.39169 92.5231733 9.12397348
172.9454 157.467 3 3 156.6921 162.210133 19.89836
104.1049 79.74383 3 3 85.1906033 89.7893867 13.1757847
156.2589 114.9343 3 3 130.4653 137.338467 17.7119261
731.0334 820.4592 3 3 715.6104 741.0564 68.3915156
489.4273 468.5236 3 3 469.340967 445.648667 74.008297
38.82937 36.58125 3 3 36.3473133 34.5677467 4.42057576



17.28623 10.55257 3 3 15.0159567 14.05191 1.84313928
302.2097 538.9443 3 3 379.9503 410.627367 25.8091498
46.73199 28.02432 3 3 32.67428 35.92334 8.61331703
981.8568 1221.185 3 3 1062.47527 1115.98393 175.054049
1443.692 1007.93 3 3 1239.49967 1309.36933 96.7188459
31.63435 16.39422 3 3 25.5070433 23.4973633 2.35441818
20.22667 26.80562 3 3 26.6435767 24.9379367 5.43650181
219.1427 168.8966 3 3 175.994233 184.233133 12.8637118
219.1427 168.8966 3 3 175.994233 184.233133 12.8637118
12.08192 16.23647 3 3 12.7568933 13.6185267 2.58180653
252.7404 232.1883 3 3 216.803133 225.273633 12.4320198
63.92581 67.85041 3 3 66.8995733 69.0549033 6.34972874
41.71874 36.32549 3 3 39.2851267 37.0046267 7.97883431
49.33638 26.43794 3 3 39.5338967 36.2324467 5.91606495

54.307 48.52068 3 3 48.11614 49.3248233 1.38978054
524.2689 344.4259 3 3 456.808733 421.1607 108.537576
701.0767 317.7197 3 3 583.648467 530.053667 89.821385
1585.188 888.1489 3 3 1409.28233 1307.3633 174.198973
167.3288 124.5927 3 3 147.935567 141.8657 9.21900988
88.5733 81.41881 3 3 77.36993 81.87395 16.8593415

37.20989 28.90266 3 3 34.99342 37.41956 4.50607882
150.4722 140.0316 3 3 147.375433 143.725 13.4287025
37.75529 39.35699 3 3 31.7024 34.0645567 5.36092826
17.1619 10.18495 3 3 17.7581267 16.2291233 2.43023313

27.16874 15.3733 3 3 23.35589 21.5602933 4.11809457
27.16874 15.3733 3 3 23.35589 21.5602933 4.11809457
27.16874 15.3733 3 3 23.35589 21.5602933 4.11809457
6.060762 2.802511 3 3 7.42726267 6.13760033 3.92897513
6.060762 2.802511 3 3 7.42726267 6.13760033 3.92897513
84.17032 78.96436 3 3 76.6391733 79.0535667 8.26609811
461.7806 375.3777 3 3 375.131467 393.9425 45.022976
108.9025 92.6237 3 3 95.33497 98.3959467 8.26356824
1215.347 2064.696 3 3 1782.682 1620.66933 492.571296
5.115412 2.417117 3 3 4.297418 3.93190833 0.50709381
1099.022 1391.538 3 3 1308.47867 1269.19067 43.0285822
80.96936 148.7689 3 3 103.017467 111.598153 3.06638368
182.619 157.1852 3 3 170.225733 166.4902 5.40271584

350.8801 241.2404 3 3 402.945067 326.5355 297.868361
722.1169 982.5477 3 3 818.4597 851.5004 27.0808314
343.263 357.1354 3 3 357.217833 345.592667 45.5885157

942.6669 997.0865 3 3 968.886033 1038.56447 252.592831
427.8987 562.1876 3 3 451.853967 480.081533 88.0026099
95.77966 73.99534 3 3 94.7559767 90.4829667 9.14423096
20.90115 1.522759 3 3 21.5637707 15.6075497 20.590785
73.91021 4.705457 3 3 24.31525 33.644819 11.0696295
1291.728 1165.555 3 3 1247.496 1274.01767 35.9187895
7.205214 0.6565074 3 3 2.70800767 3.5515448 0.6545351
906.433 336.295 3 3 660.1731 754.210333 98.6353787



115.1829 102.8524 3 3 117.506267 113.882133 10.2461985
116.4501 118.6277 3 3 122.1195 120.435633 4.45375118
737.2051 743.0636 3 3 657.513767 684.0178 44.6803449
485.1682 421.1603 3 3 443.521 454.3093 29.5193735
91.16109 77.56192 3 3 79.0560067 81.8959833 8.21167305
415.8925 1449.997 3 3 626.248967 773.282367 98.8797237
225.4814 200.0516 3 3 208.739767 214.939333 21.284025
169.0766 164.2662 3 3 160.053267 164.2815 16.4236112
454.6268 198.7763 3 3 388.172267 353.494967 34.1801778
359.7684 328.4995 3 3 389.970933 368.860667 72.236657
124.2531 104.7734 3 3 121.667633 118.029033 9.21139023
1961.013 793.2411 3 3 1600.09233 1361.8387 767.057564
67.62692 66.47812 3 3 57.2365033 61.3169933 13.1828295
70.62865 41.29214 3 3 48.05525 52.22413 5.27378805
102.417 75.11046 3 3 77.1312367 81.7450933 3.83551244

17.42347 41.07252 3 3 21.3205267 24.8161067 1.25925803
148.2404 99.57792 3 3 134.976567 128.610507 2.47875252
77.42606 157.6479 3 3 127.833027 111.766687 50.2420357
72.6424 50.85752 3 3 62.69335 59.29247 7.27421243

79.97903 52.98547 3 3 57.90622 62.27879 8.86049201
146.2407 163.2448 3 3 152.288733 145.942833 18.8789131
817.3108 770.3436 3 3 796.396 773.9551 80.8937915
5.574106 0.4728681 3 3 3.01790033 3.7324107 0.620372
194.8844 276.0952 3 3 224.759067 235.637967 17.2656628
450.0053 465.7466 3 3 463.367567 497.608933 120.440354
8.130431 9.254079 3 3 7.74002122 10.1881867 9.57482269
360.6232 717.9528 3 3 467.037367 513.915833 48.7938841
640.0068 650.7415 3 3 772.817967 733.6619 43.2034637
506.3053 305.6509 3 3 395.248033 421.568667 25.1810079
107.8688 84.39478 3 3 94.3560433 97.49006 4.33025426
199.3579 200.6949 3 3 222.825333 206.087133 67.1721901
3367.979 2580.629 3 3 3084.70467 3233.50967 94.3597983
106.2099 173.8828 3 3 126.247433 135.3564 12.7267546
25.02229 8.957238 3 3 15.7519033 17.8665827 2.68000857
38.00832 71.66926 3 3 59.2757733 54.85641 6.3236939
144.1971 66.58262 3 3 119.408367 109.071207 14.932451
39.76126 45.93142 3 3 34.44134 37.7083833 9.38384445
255.7287 209.3479 3 3 209.6864 219.288267 21.5445785
428.8736 431.6355 3 3 535.7794 485.989367 178.297163
291.0157 209.0424 3 3 253.755333 241.8019 22.1732741
124.7254 98.08598 3 3 102.35607 107.483467 14.6097574
41.50462 23.03551 3 3 34.4574767 31.73457 6.10525722
210.9273 139.6751 3 3 187.3862 169.861333 61.2791343
17.87384 17.0178 3 3 19.31788 18.3873233 3.40234791
31.10045 24.62193 3 3 28.0893967 26.9131733 3.13812648
921.6083 918.7833 3 3 1044.04603 1003.4402 81.6614585
2371.596 3306.736 3 3 2979.13767 2785.05 632.60194
245.0593 212.2003 3 3 224.571533 217.7391 12.3532024



78.99082 92.82152 3 3 80.91222 83.1629367 3.75235841
132.6723 105.0456 3 3 124.425733 119.633933 13.8006273
453.7924 514.8844 3 3 463.203 474.108667 27.1725907
21.61973 33.54011 3 3 28.1000167 25.5798933 7.65299765
2.02728 2.11192 3 3 2.4662143 1.96610633 2.03666067

402.4049 433.1759 3 3 409.464867 418.8582 35.1550284
504.9547 627.183 3 3 585.928667 612.880867 42.9786545
39.96846 31.98727 3 3 32.8726533 29.47145 7.1361909
134.5708 119.5715 3 3 126.867967 129.7675 7.92662752
54.70697 30.61131 3 3 38.8197433 43.3636667 14.1204322
284.1054 339.7302 3 3 327.584967 353.178867 71.3982923
144.1064 267.8919 3 3 247.875933 209.0182 146.465779
1472.247 1026.217 3 3 1264.841 1334.81767 102.753979
29.3398 15.84493 3 3 19.3381867 21.3797433 4.48240534

175.5212 282.4716 3 3 201.5091 217.4372 31.6687999
1857.753 1690.368 3 3 1933.375 1840.78367 351.735678
8.486576 9.866338 3 3 10.7099147 12.4680347 4.35738277

155.99 132.5284 3 3 152.808067 160.495033 8.10113312
3018.959 3059.344 3 3 2955.22667 3037.29067 336.034994
2703.162 3022.432 3 3 2917.66133 2688.70767 875.208462
36.66878 46.21852 3 3 39.5381733 37.2823233 3.30366518
330.1196 249.0325 3 3 264.428167 276.4346 16.2729476
132.8568 106.0567 3 3 133.737333 127.2667 18.5166287
89.85358 76.20531 3 3 79.95325 70.8583233 30.0646873
48.87696 110.0128 3 3 66.5109267 75.0183467 15.0783592
85.12738 71.30363 3 3 72.8716 75.9996967 10.1305371
139.2952 104.6837 3 3 117.60427 125.621933 27.3214704
1407.486 1249.383 3 3 1380.27033 1298.75067 321.610529
350.3984 316.1965 3 3 330.603233 318.760167 38.0311373
98.25817 96.62213 3 3 96.1072333 94.0499933 6.03770665
14.63932 5.921437 3 3 14.3960303 11.9138057 8.78961384
123.9046 88.16244 3 3 93.2981567 98.8126233 6.23790134
121.9037 463.8222 3 3 176.568733 228.601033 65.0008838
63.13596 52.03365 3 3 57.9301767 61.51303 11.8579832
385.6573 337.0134 3 3 365.1215 351.601833 47.1659185
503.1523 779.0912 3 3 569.7564 614.860967 115.850539
33.93926 36.07108 3 3 32.50339 33.3129667 1.1839044
192.1395 180.9437 3 3 181.278767 191.4103 40.5031166
1418.444 1570.758 3 3 1620.23067 1576.281 83.5714009
30.11894 38.52699 3 3 34.52867 33.0283567 3.94011959
359.9473 252.5594 3 3 254.045167 273.2958 12.3502511
65.64311 52.3028 3 3 61.1247333 58.8632 6.50775508
11.86532 5.030552 3 3 8.23550433 9.43544733 3.14035171
117.7445 109.7284 3 3 110.982733 112.890367 6.60579022
2518.919 2340.996 3 3 2519.53 2628.86333 276.795322
31.23287 19.27357 3 3 28.7282933 26.6454767 5.67308152
139.7733 170.0167 3 3 127.211567 138.579733 34.2077305
2.475071 5.43511 3 3 3.69733667 2.90438517 2.27791214



183.1274 304.5023 3 3 277.948267 247.282733 110.800914
1520.498 1038.966 3 3 1300.88633 1373.416 72.1462055
915.015 566.202 3 3 746.826033 810.646033 155.790504

470.3973 421.628 3 3 404.472133 420.015667 38.6858333
154.586 108.2097 3 3 136.155367 143.9242 4.53440561

84.49471 74.17075 3 3 79.6902733 73.3189133 23.6016198
1297.535 1101.498 3 3 1080.63083 1143.43367 219.582188
86.35674 69.48332 3 3 81.9093533 79.3115433 6.174561
156.3561 159.7838 3 3 162.026367 156.306433 23.3635022
236.9539 239.9207 3 3 245.581233 234.796967 44.0671607
34.39143 25.56042 3 3 28.7605867 30.08758 3.24131401
51.98586 29.36793 3 3 35.83063 39.8669367 12.1745097
253.3457 227.4388 3 3 292.7144 229.3811 260.655111
67.88007 37.14727 3 3 59.2709467 55.3023167 3.06985102
412.5779 298.6975 3 3 306.211133 333.499767 89.4775783
2.124467 5.488054 3 3 4.404556 3.88156167 1.35256379
93.53304 72.6449 3 3 83.67391 80.6619633 5.3250314
52.64768 81.68884 3 3 68.22798 64.2571567 5.77288432
76.68869 112.0252 3 3 82.4335967 87.90603 8.66428183
68.07389 52.78468 3 3 60.79311 62.91922 0.52645996
197.7224 144.1055 3 3 182.922567 169.343667 49.284707
5.742853 0.01057533 3 3 2.049543 2.79361678 1.11525756
1120.206 830.1949 3 3 1225.065 1140.17363 143.930649
283.3394 224.2007 3 3 258.040133 250.514233 8.02225959
113.0448 173.9006 3 3 132.3632 140.798033 16.4987118
51.48138 34.78427 3 3 40.2470667 42.3408933 1.90461767
60.04642 72.10764 3 3 66.7545267 63.2504567 12.2624106
805.8436 1027.338 3 3 964.3782 933.0853 61.3235119
131.4785 109.5288 3 3 117.334467 112.783167 7.55582734
240.8154 151.8883 3 3 256.188967 228.060367 92.8399024
101.0548 85.10437 3 3 92.0082933 88.7930433 7.69236698
546.6572 417.7378 3 3 472.869433 448.410433 52.2166849

1926.7 1416.186 3 3 1612.503 1516.889 144.994682
129.0749 127.5632 3 3 117.674867 121.136067 7.17779055
72.41066 40.88844 3 3 61.0303733 56.97994 5.88713862
48.75407 35.53753 3 3 49.3284967 46.4655133 6.48252582
115.5885 75.23863 3 3 89.3241033 95.0435333 12.5709379
155.3591 228.3067 3 3 184.653033 194.196867 15.0849926
750.2488 702.0839 3 3 723.9303 705.624167 62.8373604
237.0022 166.6044 3 3 181.617 191.280033 6.58404763
187.5439 144.4651 3 3 167.200633 160.191967 16.8689899
343.1529 340.5492 3 3 297.7015 310.8902 11.5238363
113.596 74.35233 3 3 84.5388967 89.92816 8.29430743

1330.067 1355.78 3 3 1151.0208 1221.7418 205.925674
72.46793 86.01448 3 3 73.6126033 75.9706467 4.28530307
21.83423 13.97683 3 3 18.36311 17.3402833 1.31584678
12.02907 16.79011 3 3 13.4586883 14.49502 3.59452574
187.9005 256.4559 3 3 228.5257 219.088 18.4735187



492.9774 412.7751 3 3 390.723767 410.781767 7.4205207
33.01901 18.33147 3 3 25.7680533 28.68065 8.13361315
1938.048 3608.905 3 3 2315.31467 2555.125 396.144112
27.70156 21.57879 3 3 25.1661367 23.4309033 6.20498482
13.43243 7.505426 3 3 12.2190697 14.3751153 5.11505898
472.2166 620.1903 3 3 485.368267 511.257067 50.0079726
3016.907 2839.115 3 3 2916.208 3028.93667 427.082291
2.105304 3.332613 3 3 2.03881517 2.58740067 2.19150931
1318.617 1056.469 3 3 1333.2687 1237.15533 368.815516
306.3336 233.9187 3 3 276.097167 266.326267 17.5208014
77.8287 65.09309 3 3 73.6544467 71.1895533 8.05996899

29.76198 44.89651 3 3 39.3495533 42.3526467 4.9142012
7.35658 14.32301 3 3 12.5473507 10.7304667 6.73440837

1258.116 2080.764 3 3 1927.62733 1752.887 585.28181
1994.982 1822.557 3 3 2124.66867 2036.013 284.875207
26.88274 16.68727 3 3 23.69609 26.74676 7.91018635

4566.8 6119.996 3 3 5033.45867 5226.19033 65.3413517
155.9161 126.6704 3 3 138.8131 132.4227 16.2366663
11.87444 4.854651 3 3 9.80973167 8.519482 4.08622981
50.1205 42.09246 3 3 41.4487833 44.0652233 9.54569946
140.735 117.2008 3 3 124.038533 129.098967 17.5926397

78.08808 59.51488 3 3 69.41888 73.10841 9.81328291
200.7314 172.8192 3 3 182.823 186.764233 8.78667822
1083.836 1111.956 3 3 1067.4423 1037.47217 67.6609552
240.1566 176.213 3 3 195.562033 203.501233 3.98145649
9666.367 6163.31 3 3 7762.544 8248.88433 861.567131
74.85383 52.20219 3 3 56.30839 59.55772 3.07632569
585.4629 527.8123 3 3 597.076733 567.058533 120.980157
88.84217 93.2785 3 3 91.92722 89.2597067 10.4917273
72.82337 24.88645 3 3 57.7417367 51.8082 4.06676522
563.2364 622.3714 3 3 595.8743 575.509433 74.1553832
684.5267 724.0275 3 3 781.3949 757.212 38.1731998
199.3166 109.6228 3 3 139.3702 150.4446 9.59046287
84.43234 77.2048 3 3 83.8467167 81.4628267 9.24175838
2493.677 1809.11 3 3 2185.70633 2290.62967 133.697945
433.9977 137.653 3 3 258.197567 295.625367 48.6935697
67.01115 63.04076 3 3 64.2053567 65.3899867 4.50902933
45.93052 35.3378 3 3 44.28807 42.74186 0.80632641
11.63914 11.40383 3 3 12.3220657 14.0577033 5.80276484
124.1183 168.6327 3 3 140.2029 147.733967 22.2951168

224.22 245.7901 3 3 254.9102 274.802167 45.788332
39.46278 68.2914 3 3 51.53005 55.3787167 6.81265776
222.4878 135.1279 3 3 203.9012 192.004367 7.95138719
97.04913 84.009 3 3 96.56968 103.37171 16.6734283
206.0175 169.8774 3 3 168.3035 176.142867 18.3980809
453.2288 359.6633 3 3 361.62 378.0724 12.9474125
107.2257 101.2981 3 3 98.8769067 101.6102 10.097999
4037.562 4804.383 3 3 4352.98933 4551.11767 703.735429



27.46786 12.55535 3 3 13.3909323 16.1803027 6.14610101
365.4017 348.4139 3 3 324.377567 335.245767 24.621334
140.4599 139.6224 3 3 135.891867 141.886767 24.9873983
200.9699 201.6692 3 3 176.083767 185.407233 27.8563058
69.26296 43.65969 3 3 51.8120933 55.4498867 8.17776921
8.249399 3.763532 3 3 7.619523 6.696193 2.93390946
655.0353 634.1525 3 3 650.178967 620.380267 117.605212
139.1371 127.2535 3 3 122.070967 125.933167 8.38346924
428.9247 525.2172 3 3 642.359367 567.110233 271.133939
177.1778 169.2487 3 3 185.908333 179.2586 25.630878
1.570516 2.313613 3 3 3.50321033 2.923718 1.70684729
175.1388 130.1746 3 3 148.541033 153.971067 3.33923867
3416.802 3782.864 3 3 3787.80333 3702.88533 249.835886
90.68095 84.42246 3 3 87.46257 83.3838033 15.2624114
68.18118 89.87113 3 3 94.0563667 88.79117 9.3754577
90.48376 165.9782 3 3 128.300767 118.326193 6.84094964
95.68044 62.38734 3 3 77.6602633 83.32172 15.3846195
130.1103 87.74116 3 3 97.47913 103.21894 6.20254529
1198.134 879.6142 3 3 1097.74673 1054.38607 85.5194356
1168.553 1209.211 3 3 1129.83767 1152.17333 66.4036912
48.98492 39.70247 3 3 45.1462033 43.1964733 6.48673749
1422.471 1744.465 3 3 1587.995 1541.527 84.7509719
199.3554 187.6879 3 3 180.108667 184.278067 4.31682569
7.13594 0.01229553 3 3 8.18594067 6.48027518 3.70351532

111.5808 115.6859 3 3 110.9022 107.121847 11.0974927
522.2249 843.1855 3 3 796.9294 631.708533 672.851034
454.6382 408.4347 3 3 566.007133 525.327367 50.8287932
6.62034 3.400748 3 3 4.307394 4.74908367 0.8259529

31.74135 27.73461 3 3 30.1560567 32.2512967 7.44336381
430.0412 290.2221 3 3 421.7726 386.510733 123.375247
217.4974 199.019 3 3 200.1591 207.197733 28.2073938
206.0281 169.6499 3 3 191.3331 178.515167 48.3874922
57.83884 36.4549 3 3 54.30145 50.82098 7.84525822
60.39012 49.7341 3 3 50.00933 54.6686033 18.9463134
3.05017 2.660789 3 3 2.56520967 2.783747 0.89439559

4270.024 2737.628 3 3 4323.447 4038.25167 97.8463049
1819.495 2622.065 3 3 2191.60467 2075.29567 131.40753
140.6977 143.5618 3 3 124.37822 132.267467 28.6129136
1187.783 1208.952 3 3 1336.363 1293.316 77.5372237
61.67477 25.00274 3 3 34.0950967 39.0474233 6.91923303
2627.422 2347.456 3 3 2622.731 2570.05333 98.2145316
861.1513 792.7957 3 3 894.755867 858.3049 140.34348
706.4801 574.318 3 3 691.639467 667.156933 65.0154917
161.0117 115.8603 3 3 134.937433 141.913733 18.0969685
108.0073 107.6298 3 3 102.65568 105.656067 12.1456145
92.2902 90.79266 3 3 106.968903 101.783153 12.9469726

161.2446 276.0481 3 3 231.2542 216.1195 28.2680156
860.9499 1162.05 3 3 990.992233 1036.0753 109.667821



557.7829 339.99 3 3 566.102567 519.342367 112.016274
79.44202 90.9806 3 3 83.3239767 84.7437467 1.51323475
3846.849 3662.767 3 3 3205.74233 3406.633 594.532815
2687.227 3022.521 3 3 2781.35367 2650.51767 392.934156
469.3239 414.6823 3 3 396.349367 414.551167 54.3393656
65.72676 53.23581 3 3 61.84817 65.86905 11.3788178
141.2149 138.5031 3 3 140.869233 138.937333 7.92326444
276.0092 245.5367 3 3 252.7638 261.659933 34.4962489
112.0997 80.33858 3 3 94.87704 89.8438133 9.09248852
274.5307 247.4018 3 3 258.362733 249.798067 27.6639314
579.9838 564.5378 3 3 606.8712 641.383167 84.2449912
43.16348 83.90607 3 3 66.07573 61.0063767 5.46335756
139.1422 94.85775 3 3 112.290467 118.166183 11.3902456
8.879057 6.938144 3 3 6.85537667 7.48919833 2.40719465
110.8234 88.46338 3 3 99.9922233 96.4207133 8.63357662
2.162824 4.11324 3 3 3.39361733 2.93539133 1.65251855
1883.212 1565.881 3 3 1767.56467 1823.25267 42.6170599
107.9194 74.14008 3 3 81.88769 86.8433367 10.3677754
336.7858 312.4742 3 3 325.2069 318.026633 25.6282122
60.74538 107.0521 3 3 75.3316267 81.0247833 5.25163857
5.439167 0.146606 3 3 4.14249667 3.41744533 1.17452362
24.14258 38.29149 3 3 28.5451 31.18188 8.73464431
24.40587 15.46296 3 3 17.12805 18.5130733 2.97354646
43.48258 65.65012 3 3 48.54075 52.97131 15.0567646
551.0505 493.917 3 3 601.7699 574.860867 64.2737226
92.04708 72.08918 3 3 80.34678 83.5483667 8.96827246
660.0109 142.5699 3 3 370.817933 437.0815 95.7408911
1.125085 25.85403 3 3 17.3163833 13.954265 7.23271383
2015.938 2018.578 3 3 1964.77767 2023.15833 248.964852
522.2971 415.0875 3 3 521.4029 497.8585 68.3770746
146.4084 101.7816 3 3 112.530383 119.721633 19.6889418
243.8371 327.3031 3 3 276.8664 260.686033 34.2736855
54.68801 68.39452 3 3 55.2651767 57.67057 3.69794869
3.386403 2.783173 3 3 4.5114135 2.93502333 6.72585988
47.16337 24.05133 3 3 34.6235267 31.03326 6.2594871
206.7235 198.6086 3 3 199.6794 202.829133 12.8338599
279.3427 255.2775 3 3 249.387567 256.097433 17.360503
203.1445 172.0896 3 3 194.4794 189.6955 12.8281255
23.65861 25.83301 3 3 24.2066733 26.2441433 8.24906999
56.98282 69.22094 3 3 61.4171467 57.1246567 13.8818237
146.5545 122.4607 3 3 128.521067 133.248167 16.1005486
84.6941 88.62939 3 3 82.05959 78.7974833 2.34696925

90.78669 50.69187 3 3 68.6813533 74.96199 16.3579561
2086.988 3147.503 3 3 2166.829 2370.853 547.592481
31.01697 18.09425 3 3 21.08681 22.9274433 3.52310939
1228.259 984.7151 3 3 1279.101 1219.9367 103.621547
113.6939 76.09606 3 3 81.9390367 87.6026367 8.70078089
6.149815 4.803288 3 3 3.320319 4.13205367 2.493619



8.746573 9.951792 3 3 10.2636563 9.85504167 1.39123939
1066.608 1526.63 3 3 1220.34757 1308.78867 300.548835
72.78189 25.5636 3 3 44.4969733 50.1205033 4.58195503
219.6767 165.7238 3 3 172.710033 181.920467 21.9813985
61.14659 41.40039 3 3 46.7031333 50.2629067 11.5119275
36.06179 24.77781 3 3 27.4389633 29.02375 2.9203896
1817.831 1369.005 3 3 1679.24567 1813.57433 369.395485
28.01646 28.0551 3 3 30.77221 34.3707733 10.8730714
533.5321 598.4604 3 3 479.783767 516.6651 129.284048
929.9604 917.0792 3 3 976.066233 938.6351 158.448585
14.39179 25.0514 3 3 19.59745 21.3316233 4.39120495
1865.686 2023.878 3 3 2059.74167 2018.29567 96.0000173
4194.312 2977.943 3 3 3471.13067 3688.59333 686.32129
2.405334 5.855195 3 3 5.12739033 4.644193 0.73469938
252.9711 238.7793 3 3 232.713033 236.901767 5.64336512
901.7855 685.0114 3 3 767.5766 797.337467 67.4952537
1031.03 856.9163 3 3 841.234367 885.665167 136.64007

137.4258 104.1574 3 3 137.3039 129.629433 24.0145581
36.9371 20.92719 3 3 40.7454367 36.6215 8.52573097

320.3134 424.895 3 3 324.097633 347.2005 72.0338846
5933.44 5427.718 3 3 5474.82867 5606.794 491.34522

34.16345 41.9756 3 3 46.5069767 43.5836867 7.17101322
33.68273 41.46604 3 3 34.9896867 36.8506667 6.8767469
68.2233 107.6636 3 3 77.9668133 83.5203333 11.0675728

866.8154 832.7202 3 3 897.414967 945.782867 123.733635
38.08546 32.49172 3 3 34.95495 36.3047767 4.77234661
86.44006 90.9226 3 3 108.647317 102.03882 16.3548842
4559.852 3986.489 3 3 4922.595 4702.774 507.943756
20.27985 8.132411 3 3 12.9296257 15.1454403 7.16185194
231.552 205.8284 3 3 197.8986 204.9497 13.7111769

62.20171 34.49929 3 3 46.0573233 49.5567567 5.52807532
49.43474 51.20882 3 3 49.02936 51.80557 11.6346503
49.43474 51.20882 3 3 49.02936 51.80557 11.6346503
349.7648 296.1983 3 3 300.6587 309.480533 13.3426957
74.74419 56.79634 3 3 68.75061 72.0923633 2.55594895
146.538 123.1674 3 3 127.8524 131.0648 3.44126038

1918.828 1188.54 3 3 1809.572 1704.199 69.1686463
14.11032 17.52389 3 3 14.7930733 13.3695523 4.09257711
98.69035 118.8176 3 3 109.79888 104.897183 17.3378998
490.8686 685.7349 3 3 603.5555 564.114933 132.928648
627.0285 443.5036 3 3 541.122967 509.604433 89.8591279
47.74891 59.78809 3 3 50.7233767 52.50571 4.24888586
590.8776 487.8273 3 3 541.663467 520.264667 69.1304334
153.2482 142.5951 3 3 147.992633 142.030667 23.0260078
4.272243 1.807578 3 3 2.39168991 3.28473833 3.62958253
68.98927 108.7411 3 3 94.6082933 89.6263533 8.16052535
302.1277 268.329 3 3 315.3678 336.682867 15.9561844
1918.693 1647.947 3 3 1812.13933 1855.33433 31.1697688



93.37989 81.82556 3 3 82.8662933 85.0354467 5.9010705
37.84401 26.27295 3 3 30.95347 32.6402833 4.32691195
59.59943 56.47612 3 3 53.3928767 56.04932 10.8549061
2579.408 2065.874 3 3 2498.60333 2638.89967 51.8380096
190.0426 163.359 3 3 180.754467 173.9353 25.8920555
216.883 167.239 3 3 185.535367 192.053633 13.4178012

336.7979 296.1848 3 3 279.123533 290.981767 16.4782931
125.2418 91.131 3 3 108.893567 104.592753 4.14489016

32.039 46.21202 3 3 40.94224 44.37926 9.40605781
1257.853 669.3736 3 3 1038.0406 969.4849 38.1030882
402.463 423.4178 3 3 432.669233 398.738067 144.527394

136.8182 91.62389 3 3 105.97105 111.583897 7.72992897
400.778 259.9078 3 3 286.651433 306.323867 23.9068981

54.04544 40.2472 3 3 48.7782433 46.5110467 6.90912335
218.1262 160.1575 3 3 175.499333 183.0901 11.517357
980.6019 1346.026 3 3 1197.87293 1068.73607 503.104275
772.879 978.4201 3 3 945.261967 914.1462 56.5956219

412.6126 543.5827 3 3 438.1214 463.7947 86.6088313
127.686 97.07365 3 3 133.323223 123.36625 35.62642

94.93219 81.02369 3 3 81.4815067 85.2614633 14.0983425
1097.485 1491.51 3 3 1342.43943 1174.69333 669.835551
42.70335 58.90718 3 3 50.14513 52.44503 5.10710739
24.04076 6.906872 3 3 21.2421767 18.7097373 4.02545317
31.03237 21.67025 3 3 22.2507 24.10881 5.30736013
90.66869 73.32938 3 3 80.99834 83.2317267 3.79933634
42.34542 34.15999 3 3 45.0249233 42.71626 4.90939162
83.49135 147.8136 3 3 109.88502 118.93765 21.9239636
126.4924 104.9863 3 3 105.762967 110.8763 17.5327312
2196.34 1683.247 3 3 2037.2 1962.81533 192.894441

26.31117 28.09883 3 3 17.3284233 20.4724507 7.10137368
1174.464 818.5862 3 3 984.7509 1048.54607 193.136619
415.0414 550.0107 3 3 441.462667 467.6228 87.9842462
11.41347 16.3867 3 3 14.9134433 13.5865867 5.18388766
2.054547 2.323715 3 3 2.26977267 2.483751 0.76761912
25.47949 31.98352 3 3 34.5142267 32.3560233 6.1889596
1750.187 1505.839 3 3 1780.60533 1726.91033 101.921579
665.3788 467.1401 3 3 628.253967 594.3627 97.8839974
104.5258 100.0962 3 3 109.946177 105.464167 18.6077639
5292.293 2052.925 3 3 3611.90033 4073.62067 968.203401
47.99846 38.9998 3 3 38.43131 40.7267767 7.52580367
128.1672 88.12656 3 3 101.617207 106.913353 11.2631963
25.74352 24.79823 3 3 25.80017 24.9836533 3.49080497
336.2116 274.9501 3 3 288.210433 296.388633 8.84208521
145.7298 145.6932 3 3 140.178533 135.077467 12.442266
417.9226 544.0013 3 3 440.634567 466.253733 88.5513952
1174.996 1098.247 3 3 1293.89967 1238.44267 160.793887
25.92049 21.06931 3 3 23.5805333 22.73541 2.44047228
307.4172 204.6127 3 3 268.319733 251.519367 51.5941339



6.508959 10.95514 3 3 6.36887367 7.54568167 4.1430104
84.45602 68.61996 3 3 81.5648067 75.28567 26.1235217
3.548011 1.800845 3 3 4.873968 4.084308 2.2689533
261.2273 259.2493 3 3 266.328967 257.676933 37.486108
357.8565 417.6943 3 3 431.412633 415.068367 44.2823495
148.1327 79.74397 3 3 127.474567 119.05249 10.205291
72.11739 58.2834 3 3 83.4554733 78.0598967 3.37531168
38.34405 45.76474 3 3 40.09493 44.1889367 17.0988601
50.76639 45.80858 3 3 44.0374533 46.76378 11.3457522
174.1973 136.9194 3 3 146.382 153.529867 24.8098572
522.962 417.7245 3 3 505.870667 542.141033 82.9654534

218.0771 172.9534 3 3 188.5431 198.267867 35.717816
124.9029 93.34035 3 3 113.494887 108.569083 14.6377635
436.7101 383.9567 3 3 349.9315 369.1839 36.3521541
77.01112 48.98243 3 3 60.4847633 63.85079 4.29315644
2139.941 4566.158 3 3 2627.76267 2949.253 140.754819
15.9177 5.692028 3 3 10.4698613 8.99804967 2.36495831

352.9418 376.1582 3 3 368.278233 360.422167 31.5893024
114.4839 140.8671 3 3 131.8516 136.863033 7.38571364
43.89803 35.65406 3 3 34.1331067 36.5271667 7.82944604
158.8022 56.30643 3 3 123.2913 111.332077 8.64698168
380.4007 261.7085 3 3 333.049367 317.5343 32.5907371
792.276 408.2485 3 3 607.334333 656.974167 28.2727303

94.66209 65.33385 3 3 83.0553667 79.6415133 2.91645138
1682.778 1550.318 3 3 1773.31867 1701.87133 268.196734
148.369 142.4095 3 3 141.7096 142.983233 2.22768199

503.2877 695.3499 3 3 448.4168 496.711067 63.9248222
111.4049 81.53227 3 3 87.7849967 92.7355933 14.402062
244.2418 198.2718 3 3 205.124433 211.9426 10.3929727
584.9124 805.2438 3 3 692.412633 659.255867 72.2427117
100.1845 91.16843 3 3 91.67699 93.3053933 3.73781929
677.1525 504.548 3 3 586.3977 559.8818 56.9928618
61.38098 42.42971 3 3 57.33448 62.3533867 8.32371545
733.8582 709.7008 3 3 651.793033 679.038267 93.4245369
33.53088 23.82724 3 3 30.8825633 29.3023633 4.85688057
41.19641 20.3494 3 3 28.9779067 31.7122667 5.77455764
41.19641 20.3494 3 3 28.9779067 31.7122667 5.77455764
1789.804 939.5128 3 3 1101.1809 1236.48357 352.621868
94.29932 104.274 3 3 101.94144 97.50347 18.6277281
122.544 92.42642 3 3 109.736747 114.885307 11.0600864

247.5428 360.0402 3 3 283.1761 296.3704 6.63709425
14.17605 2.508228 3 3 18.000739 14.4697493 9.75146081
113.6166 108.6769 3 3 114.04457 106.086707 33.8481038
780.0078 609.1235 3 3 655.468533 681.866733 75.7476192
21.78105 3.767329 3 3 7.29994467 9.70872833 1.89034297
531.2169 979.1399 3 3 759.076733 854.942933 314.67055
2.515751 8.572191 3 3 4.08013333 4.83541867 0.66244912
88.04548 99.28517 3 3 87.15995 89.2969933 0.56350531



83.40747 74.2868 3 3 80.5627033 84.21362 12.3692235
62.06752 34.40892 3 3 49.7920933 46.5800667 1.43655319
46.86838 31.7682 3 3 47.7578233 44.4036667 9.23733882
85.92566 72.1189 3 3 90.49249 100.095753 20.5750763
113.9397 111.8008 3 3 117.36813 110.7698 28.9320247
238.4298 196.0647 3 3 203.291533 209.444767 10.4596541
177.467 192.1024 3 3 191.671167 188.541733 9.79182994
23.6452 6.543561 3 3 18.3177933 21.9044603 6.31092699

67.10374 37.43816 3 3 55.90455 51.1101733 15.0701887
147.6985 108.6201 3 3 125.7107 130.971733 11.753707
141.1263 119.9786 3 3 115.832167 120.747933 8.63310397
82.87042 116.6427 3 3 123.0865 114.49724 22.653069
255.2173 265.4049 3 3 243.041533 252.507633 39.4046575

0.0091522 0.00127914 3 3 1.04440321 1.88336045 1.80542576
58.55997 38.81368 3 3 45.39188 47.6570533 0.49663222
1409.961 1587.478 3 3 1538.503 1628.47 317.514158
1678.752 2039.256 3 3 2051.11433 1959.10267 322.466382
647.0956 717.9039 3 3 802.845367 766.2041 64.4260312
799.6505 577.1127 3 3 793.098467 753.251667 79.1799428
4049.416 4884.508 3 3 4334.10433 4471.36333 443.759611
306.4257 251.754 3 3 284.494133 274.2684 35.2802998
562.3046 730.9191 3 3 580.880167 608.261233 57.1318192
6.527702 6.970174 3 3 5.51172991 6.988028 6.53907909
2192.401 2491.852 3 3 2456.42133 2380.749 293.352728
2086.522 1152.534 3 3 1620.78 1745.12367 198.918724
60.64616 29.04973 3 3 52.61193 48.6967533 2.91563051
26.14546 36.02372 3 3 28.5440433 29.8963167 2.73415713
20.10167 35.4566 3 3 25.8646667 27.73976 3.23805505
43.57396 44.11699 3 3 40.4030967 42.0297533 6.5057549

34.01 47.17159 3 3 40.6229633 38.6127833 4.98308731
430.8623 565.0513 3 3 456.113333 482.4206 92.0635198
46.13166 61.4672 3 3 62.8526867 58.6709833 14.7054389
799.1697 618.6157 3 3 729.2225 764.041833 82.0478648
267.8673 186.5779 3 3 194.0585 206.572267 13.0485366
59.38517 39.40446 3 3 47.51367 49.8537733 2.84214263
53.46962 49.57275 3 3 58.0556167 55.0397167 11.8061674
1570.129 1806.128 3 3 1786.83833 1740.923 139.678529
7.207685 10.07691 3 3 13.4867417 11.7378683 5.47117184
203.491 147.5206 3 3 175.061533 166.8701 18.0478311

1780.091 1321.208 3 3 1555.04333 1477.55333 224.98928
172.037 131.19 3 3 142.5058 147.3985 2.37265488

49.35196 60.43014 3 3 60.68775 58.2476967 7.34519837
7134.961 5286.844 3 3 7226.973 6888.78633 207.861805
2.660766 4.038292 3 3 4.45793433 4.102905 0.57686386
1.073636 0.9027613 3 3 1.09028235 0.83161307 1.11964079
375.5991 407.3972 3 3 380.996367 385.677667 9.09947855
9.33146 6.339224 3 3 10.0415847 8.98701133 3.99648227

200.5746 176.9883 3 3 185.844167 178.3588 25.560842



15.58034 7.285185 3 3 13.2421667 14.9865517 2.37941871
432.3811 331.9543 3 3 356.607267 369.6101 19.5295724
671.7225 652.1662 3 3 676.2723 699.842733 81.825658
58.70581 35.35405 3 3 43.66362 46.3206 1.79954787
94.36044 84.8131 3 3 88.9978133 85.7633367 11.9344552
480.5135 514.7895 3 3 457.352033 470.9291 35.3415026
267.2412 226.541 3 3 251.4752 246.117333 12.5718294
47.83997 48.47189 3 3 45.73958 47.7410633 8.91601985
6.881929 4.096574 3 3 7.44047367 8.93484433 2.66815673
365.9842 422.7072 3 3 358.741333 372.758133 41.5716173
47.12268 50.14843 3 3 51.76943 55.5205233 11.707023
67.15221 60.88376 3 3 63.3426233 61.5197367 6.16044982
68.16023 53.38421 3 3 62.6386433 65.11329 3.39929492
51.66985 34.45227 3 3 40.3621367 42.8212933 6.8471865
325.403 279.4155 3 3 302.0533 323.060033 83.8700771

344.2273 338.4012 3 3 310.4951 321.051933 31.5122276
119.1338 80.52818 3 3 105.82027 100.54076 13.5848182
798.493 344.9521 3 3 563.731533 506.6843 33.397158

155.1165 122.8552 3 3 130.2307 134.510267 6.84409125
29.68522 27.5239 3 3 35.8941233 31.6873667 18.0302241
64.64796 110.9248 3 3 95.084 89.1708333 12.6422317
2139.118 3597.948 3 3 2897.00933 2702.708 377.3248
254.9067 221.5524 3 3 229.841433 222.657433 5.52248129
132.8918 105.8413 3 3 108.89225 115.1732 23.6050181
64.46731 51.01469 3 3 61.42774 59.6126433 3.2439611
603.2162 502.3757 3 3 538.066867 559.335233 80.30272
803.1002 484.8366 3 3 812.271167 739.634533 231.51342
7.329753 3.527459 3 3 4.61440133 5.18812667 1.68848653
130.2189 134.8363 3 3 129.473533 131.6808 9.52995758
54.56848 26.60875 3 3 37.6901633 43.89724 23.4368493
78.47936 63.86038 3 3 65.32333 67.63906 4.17361802
3043.692 3577.647 3 3 2907.57267 3065.73167 503.738985
113.0576 73.96833 3 3 89.85796 94.78116 10.1263184
889.101 771.9888 3 3 800.104467 834.748267 144.087441

84.78406 59.59541 3 3 64.7605733 68.0279967 2.27337356
85.17001 45.59367 3 3 65.1275133 69.98515 4.68548664
18.73296 12.70296 3 3 11.9456617 13.2851137 3.0732425
2227.363 2325.209 3 3 1948.527 2050.70767 236.965513
112.4023 130.5803 3 3 146.962033 135.194033 46.4268652
2124.025 2255.74 3 3 2046.72 2115.07567 270.978967
8.777209 4.830258 3 3 7.845581 6.851777 4.01116285
245.8189 290.3909 3 3 230.5959 243.938733 36.8566146
124.8346 136.5547 3 3 135.851567 132.194333 15.1654492
2162.426 1076.616 3 3 1539.86033 1692.85933 404.451904
65.35915 73.23476 3 3 72.4663733 70.6246333 6.93007453
2138.445 911.9375 3 3 1681.23933 1542.7665 110.700465
839.2159 669.8817 3 3 1004.99543 913.318867 296.354038
111.2127 87.24467 3 3 92.6726733 95.7175333 2.7625185



27.34908 28.46179 3 3 39.1776833 35.6261333 8.78767938
123.0726 79.46799 3 3 108.847167 102.861563 15.6700435
14.40365 3.620195 3 3 5.860579 7.393436 3.29965146
1.188836 12.90881 3 3 6.48837233 8.15849867 4.32904635
382.643 309.5255 3 3 347.495567 329.096467 68.4882835

519.3583 693.1337 3 3 495.423867 531.265933 42.2327438
80.25028 51.67671 3 3 68.1478333 63.829 12.757665
17.12045 50.08062 3 3 25.5100533 29.5328733 2.99955483
278.5229 278.1148 3 3 269.694833 263.321767 12.4141253
69.03422 41.18333 3 3 68.1379133 62.4443133 17.5049464
5.318096 8.276394 3 3 7.24397167 8.44439 4.37005253
144.357 137.2565 3 3 134.8263 138.078 13.4530298

72.45968 68.21503 3 3 77.15989 75.1554733 2.81648593
215.9765 241.792 3 3 237.611267 233.212133 13.1415231
271.5673 240.5061 3 3 248.8345 253.278967 11.8270086
1108.933 1407.605 3 3 1503.454 1424.40933 150.853625
1319.388 950.5263 3 3 1318.37367 1244.08077 207.945466
367.1069 267.7766 3 3 385.258867 361.285867 59.4227656
353.3002 348.7699 3 3 381.765567 405.2409 49.6597847
2739.052 1751.977 3 3 2331.544 2202.342 304.564915
1209.97 544.5901 3 3 1057.76067 974.5497 52.8705807

287.3708 229.7467 3 3 261.185 251.546067 30.4338127
72.07028 50.80908 3 3 59.3720733 61.9614633 4.8590585
71.82908 41.46866 3 3 63.7561233 57.02881 26.4015206
30.9812 34.86275 3 3 31.02768 32.8656967 8.09556059

109.1222 64.80504 3 3 83.2180533 88.5592867 9.31559863
357.3379 303.5567 3 3 325.527867 316.048833 22.3502241
239.5041 319.1831 3 3 236.652033 251.5457 25.5107208
9.589799 8.58811 3 3 8.682349 8.89324167 0.74075183
37.58783 34.93702 3 3 35.7376233 34.5819533 4.15122828
421.3517 592.7751 3 3 452.788013 597.897233 633.28165
237.3752 178.6014 3 3 224.488633 216.3471 17.0657521
114.1821 83.63658 3 3 101.478263 97.68006 7.69315882
384.4594 315.4388 3 3 316.5518 328.305367 15.7625249
45.09528 75.9275 3 3 60.6490767 56.46412 8.64142057
81.48818 56.9571 3 3 61.6770267 65.95295 13.9676612
19.61931 13.54667 3 3 15.6976967 14.64765 1.53726499
6933.717 4908.633 3 3 6232.45767 6006.26933 109.471593
54.7696 52.44063 3 3 55.0239433 57.3787267 8.40870505

133.9113 122.9409 3 3 117.348167 120.9897 8.88418764
27.95287 14.37708 3 3 32.5455633 28.9559133 6.24893713
349.2323 349.8598 3 3 311.7516 322.3914 11.6528643
68.91914 46.45525 3 3 56.1600833 58.8801833 4.80103963
264.5577 230.0889 3 3 260.797133 274.928533 39.5054071
76.40067 54.90502 3 3 58.1371333 61.28329 5.71254259
312.7022 377.8204 3 3 319.721433 335.577867 62.2929298
43.37542 41.42942 3 3 47.11879 45.1162967 7.77009789
71.90412 55.25862 3 3 64.60078 62.0775167 7.52209494



45.40385 52.72461 3 3 47.7320367 49.6354433 7.81742578
367.3419 322.3695 3 3 350.039833 342.0367 28.3754357
107.4251 114.6811 3 3 105.86685 108.9684 13.2057814
3.140954 4.5393 3 3 5.10941833 6.42953133 3.9675401
15.28142 12.99082 3 3 14.0381367 15.01194 4.020741
26.00977 19.27117 3 3 22.6272567 23.4655767 1.12528723
53.84446 38.77055 3 3 45.17554 47.59504 7.76879589
489.7223 456.3638 3 3 482.6624 497.193167 48.7638936
51.91118 59.68891 3 3 52.75684 49.6756767 8.40354453
166.441 157.6546 3 3 146.363267 150.858867 5.21697144

294.9748 212.9418 3 3 238.4964 250.143167 33.2831026
85.25555 57.37571 3 3 79.5177733 75.30429 11.351883
116.0611 106.7728 3 3 111.042253 106.499067 18.3700367
68.64416 49.176 3 3 53.8055467 57.2764967 12.2149132
475.4967 339.6039 3 3 377.918767 347.1283 65.2848611
42.05128 16.93338 3 3 28.7522433 25.5173633 3.71319226
17.72732 8.068293 3 3 15.18081 17.3950477 4.32282082
130.0301 104.7609 3 3 114.229067 118.2559 13.3504133
52.37082 29.72955 3 3 41.59005 44.65337 5.45172962
2621.942 3006.143 3 3 2985.851 3120.19967 245.975654
286.3756 190.4144 3 3 241.4736 260.1656 60.0591444
46.73292 59.28779 3 3 48.6679167 50.9901133 7.84347012
817.4627 955.0046 3 3 917.4878 958.5091 122.138563
1363.346 1265.026 3 3 1387.07267 1352.77133 133.493663
562.125 646.3826 3 3 627.828333 657.365067 89.9083962
102.661 56.45721 3 3 69.7404533 75.4583033 10.1320608
56.4722 73.8253 3 3 61.60421 63.76784 4.16906462

79.22655 59.63676 3 3 74.53492 71.4238433 9.78796772
86.3408 50.79362 3 3 78.3282833 73.71447 7.25899969

133.2843 114.2736 3 3 119.337833 115.377303 5.31083615
37.8097 37.73994 3 3 40.7325333 43.72083 9.05658435

88.48534 141.4256 3 3 116.2566 109.502393 13.0923784
222.0753 342.6523 3 3 283.483067 267.760067 30.6057086
1275.349 1569.796 3 3 1231.1843 1342.632 470.168039
153.9653 163.9975 3 3 155.359267 158.930133 15.6136139
2285.262 1702.488 3 3 2109.30533 2035.95767 152.689574
1880.407 1811.507 3 3 1842.97533 1879.19633 152.275263
131.9075 65.92046 3 3 83.3888833 91.1601333 2.41993487
208.9044 160.1846 3 3 176.247067 183.292533 21.2054918
39.98379 27.3685 3 3 29.0826867 31.86161 10.6465099
545.3597 367.4193 3 3 396.9138 421.3363 31.5342244
83.07267 68.9425 3 3 81.8008233 79.4481467 5.61371748
1118.73 1004.692 3 3 928.678 969.357 78.3621137
200.192 131.5735 3 3 190.2562 179.564633 26.0613996

55.41604 39.88708 3 3 51.8326267 49.80819 3.5304458
146.8371 123.0037 3 3 140.9374 137.994633 3.6018897
1028.852 1513.483 3 3 1173.10867 1084.8327 48.6292686
943.9879 1606.178 3 3 1160.25267 1239.26397 137.588201



6.265117 3.082735 3 3 4.622596 4.20457667 0.7173031
172.5935 186.0835 3 3 207.051333 197.180833 32.6589804
105.9994 65.95773 3 3 90.7300533 86.05593 7.92844855
4.069422 3.40442 3 3 4.059974 3.813901 1.07602039
432.5949 337.4801 3 3 357.235733 369.257 8.04572027
33.17869 29.56341 3 3 34.00765 36.4974167 7.05974488
69.21479 100.4645 3 3 78.0434733 81.6994433 3.30292436
587.0862 469.4235 3 3 563.6074 611.364267 156.357852
24.89072 33.23317 3 3 28.3807067 26.9434867 3.6307777
20.63249 37.88136 3 3 27.67907 29.8131533 4.67860452
3727.664 2370.233 3 3 3145.30733 3327.90933 133.843915
342.4292 279.5348 3 3 299.315733 306.353633 2.41145035
342.4292 279.5348 3 3 299.315733 306.353633 2.41145035
252.7083 339.5781 3 3 303.6779 315.618733 4.93668364
7.907938 4.601935 3 3 5.87933967 6.30561567 1.07060003
373.0462 341.2852 3 3 344.084733 331.1657 35.9159429
117.883 112.2308 3 3 112.9168 109.82877 10.6890142

72.96997 50.82105 3 3 56.24413 59.4735667 9.12264974
208.8465 165.0073 3 3 192.3214 182.930933 36.9001842
67.28995 67.63949 3 3 69.1540933 70.55114 3.64010235
4100.602 2942.271 3 3 4250.59533 3973.498 835.697651

154.33 163.5021 3 3 191.107567 175.4336 66.5727211
91.19755 83.42339 3 3 85.6474733 82.4693567 11.462195
23.90112 11.59719 3 3 22.6318033 27.02125 10.8579854
155.4834 105.9358 3 3 120.555833 126.5868 10.7808282
43.85463 4.187574 3 3 24.77626 29.8652013 7.7622852
44.10202 27.48334 3 3 38.5675067 36.40823 5.47233602
309.7761 288.778 3 3 300.281567 296.860733 11.1283249
56.08975 43.03299 3 3 49.5138567 51.4143333 4.97298888
28.88773 18.5715 3 3 25.1318867 26.85829 2.84837149
298.0443 285.7155 3 3 278.874267 283.8777 17.5767252
7566.141 6639.19 3 3 7484.91 7260.84267 890.479024
116.8232 118.4958 3 3 125.853467 123.090367 8.6899145
110.0632 75.65628 3 3 129.726533 117.506093 33.2205465
4665.713 4962.321 3 3 4854.34667 4724.97067 561.880311
1.582996 7.222199 3 3 4.58933167 5.299551 0.72935393
51.36707 35.85088 3 3 48.4482933 46.0645733 6.66795798
222.8721 190.8644 3 3 203.6653 208.5969 16.1399802
73.31019 89.66283 3 3 83.4610067 80.1851033 12.6513927
72.28689 21.8158 3 3 55.8712167 49.9980733 9.14900297
220.7698 195.7477 3 3 193.233367 198.9943 17.4784658
254.3964 177.0203 3 3 221.7416 237.1428 47.6347365
535.0895 444.0957 3 3 473.698033 451.621233 64.8367368
323.9372 261.0597 3 3 283.152733 273.329767 3.14161314
21.54997 19.12572 3 3 20.98483 22.5067567 5.90470971
170.818 106.9024 3 3 164.423267 154.923 13.1307089

1166.137 788.5688 3 3 970.768333 1023.5406 136.682075
818.8 905.8059 3 3 878.797467 847.087833 139.095622



919.6979 786.6594 3 3 1023.68607 965.6711 176.177717
3476.483 2655.413 3 3 3224.68667 3434.16233 618.379132
685.1498 588.1015 3 3 645.415233 674.2502 107.509343
88.67258 54.2849 3 3 79.7762167 75.25008 10.4481635
40.88342 35.9892 3 3 41.4403633 40.2925567 3.52890339
1.387359 3.343231 3 3 7.67717247 5.81554667 6.2484092
71.53575 44.24577 3 3 65.4203667 58.69282 28.2979789
21.10325 23.42463 3 3 18.7394433 20.13145 5.23229681
17.17859 28.05427 3 3 21.8355167 23.1509267 2.72944073
64.93986 30.75852 3 3 47.5416933 51.56479 4.60719185
87.07711 81.10035 3 3 82.3444967 85.8485533 15.8429266
302.2026 310.6823 3 3 368.835 349.165867 54.7070552
65.20448 27.5035 3 3 38.36841 42.6909067 3.80069309
226.1052 201.8311 3 3 253.277533 241.078133 30.2388433
128.9917 171.0464 3 3 152.625133 162.3925 34.5466845
186.2154 120.3073 3 3 127.63614 138.644967 30.581592
52.60919 48.89228 3 3 50.5669533 53.9711833 14.8347978
1336.385 605.2545 3 3 1059.6644 1173.72483 169.667114
31.97019 33.11457 3 3 28.70002 30.18811 5.63387778
54.08719 44.34227 3 3 50.0073267 48.6306533 4.11361968
1376.416 1464.743 3 3 1569.39567 1517.89133 167.419137
2804.965 3126.041 3 3 2832.04633 2879.402 36.9300785
27.60164 22.07616 3 3 28.5486267 27.28992 3.0384483
1605.508 1419.822 3 3 1619.43633 1579.92433 110.541254
39.67003 35.47032 3 3 38.8687033 37.7030567 5.0497928
80.48741 32.10989 3 3 56.4417133 62.37384 8.99556493
128.8349 111.6649 3 3 118.023693 110.895607 28.030844
143.6236 121.1008 3 3 102.76465 112.489803 27.8848113
76.2853 32.39632 3 3 43.0888333 48.3719233 5.321136

93.51146 72.4257 3 3 86.9352867 84.0305367 8.48316248
160.5869 254.1305 3 3 258.146967 235.2663 83.9653903
394.4656 509.4048 3 3 431.514667 444.090533 3.04687252
619.1266 471.7744 3 3 534.4244 510.814933 57.4338975
248.062 168.8051 3 3 208.574367 195.8452 39.2085942

1024.873 738.4561 3 3 858.739 910.031367 187.848167
1048.337 711.9317 3 3 951.1554 1014.06057 73.9265971
77.93092 50.26069 3 3 75.07884 66.8020467 36.1047047
69.70491 51.27842 3 3 73.3470133 69.4876933 1.47892819
44.39938 41.24335 3 3 43.05285 40.99749 9.01633101
84.43207 64.16248 3 3 68.45569 71.11138 4.83595418
13.17711 7.733921 3 3 10.215882 11.1012103 2.95664707
79.31442 86.31416 3 3 83.25121 80.7734433 10.5620914
84.95969 63.19101 3 3 76.9402467 74.3791467 5.20464958
425.5086 287.0848 3 3 288.023833 311.357967 35.4953984
4716.229 4040.967 3 3 4324.71867 4463.56867 541.388471
712.9351 294.15 3 3 583.787933 518.426 224.898422
1460.805 1608.379 3 3 1637.96233 1725.795 238.0152
49.27633 68.25364 3 3 52.1814333 55.7550967 12.9291788



114.4404 44.18731 3 3 105.150403 94.9789033 18.2898596
21.40076 25.41747 3 3 30.93153 28.8682567 1.1870679
289.8956 257.5846 3 3 248.7274 261.0581 51.4442531
10.71586 10.45403 3 3 13.780703 12.7143533 3.42682687
190.5862 172.6387 3 3 165.323 170.5503 12.7460653
163.1208 126.2029 3 3 141.910967 146.379233 9.81250316
141.0384 100.4518 3 3 114.72755 120.8691 20.7515374
466.7052 389.4702 3 3 424.671667 413.925567 22.0860133

2373.3 1944.151 3 3 2097.99333 2205.675 454.585988
1217.611 693.0526 3 3 1112.7557 1028.98553 268.272989
103.9519 74.56641 3 3 85.4819067 89.4773 11.8841642
54.99769 34.00735 3 3 44.85852 42.45879 2.49657526
293.8182 233.7486 3 3 244.694967 252.9136 15.9924929
1094.928 1004.586 3 3 1020.73723 972.1821 180.963987
117.4765 83.59801 3 3 96.6150933 101.870603 18.0884262
3554.624 5126.783 3 3 4166.56033 3940.36033 222.306317
50.43038 32.96622 3 3 37.96488 40.00598 2.94404619
45.79688 37.87905 3 3 37.71568 39.3155067 4.7679821
4.774809 4.573759 3 3 6.108 5.45186367 2.80131396
62.46313 63.04519 3 3 64.0931467 63.0858533 4.73206388
24.97094 23.21344 3 3 28.1457967 26.7901233 4.32854809
69.52787 65.91581 3 3 70.42113 68.1041333 10.8237228
69.52787 65.91581 3 3 70.42113 68.1041333 10.8237228
103.0433 81.23005 3 3 92.6814067 95.4805167 4.89213348
560.7039 671.7484 3 3 616.8354 635.588733 60.9367851
40.40523 88.76954 3 3 69.8144533 63.7219367 15.7795488
239.6096 437.7617 3 3 307.349733 329.802633 36.2090097
461.1723 631.9803 3 3 540.057 563.678733 66.4037322
16.32434 20.25169 3 3 18.2654867 17.6560067 1.82401783
40.40062 41.71761 3 3 48.8151533 44.6848033 18.5934004
1286.618 1137.381 3 3 1338.15733 1298.033 92.9113579
15.08108 15.15401 3 3 18.788898 16.64632 9.84283783
92.95364 42.83475 3 3 93.1060003 64.35541 134.383295
85.03551 41.12658 3 3 54.9340633 60.1372833 10.2633222
1285.552 1219.841 3 3 1265.58533 1233.62533 144.820491
791.7752 812.2836 3 3 775.080467 788.030333 55.7676321
390.0253 248.9676 3 3 306.447167 286.7151 25.1765778
33.87638 28.14825 3 3 24.4220833 26.3037933 2.39597777
30.76204 21.17984 3 3 24.87552 26.03607 2.76634289
134.1287 109.8754 3 3 122.0778 118.521167 10.2062723
973.8451 1086.659 3 3 960.295167 982.894033 41.3262882
100.0792 106.3294 3 3 104.755643 102.691233 9.30468256
29.63349 13.96682 3 3 31.3632467 28.1216667 7.63499825
360.9066 300.0647 3 3 351.876167 327.345733 112.984663
3.926297 3.840992 3 3 3.86365867 3.58874467 1.2110185
710.3312 552.74 3 3 588.866967 612.171333 71.4757109
899.9374 672.563 3 3 1037.46727 963.6298 133.023951
2.481939 2.365238 3 3 2.989984 2.804833 0.58877388



49.2333 33.03319 3 3 39.2799367 41.24536 4.80300136
3.964955 4.025939 3 3 4.10691567 3.79171133 1.46851673
10.97865 11.61906 3 3 11.4037557 12.3087233 3.95728799
372.6483 356.9115 3 3 342.838767 367.342433 117.129825
38.42344 35.23766 3 3 45.30503 41.6262167 15.477765
202.0145 173.0845 3 3 247.518833 224.179167 91.1589159
87.03075 80.64075 3 3 83.4718533 81.92847 5.80801433
108.999 73.70216 3 3 81.4065767 85.9526233 8.78335369

9.354721 1.953799 3 3 10.237355 8.58777 4.81348983
43.83853 29.75122 3 3 37.86136 39.6924367 1.56005288
151.0664 111.9912 3 3 135.755967 131.659467 2.24001016
171.4881 118.596 3 3 131.829867 138.899333 18.4565418
343.3332 368.0785 3 3 364.6671 352.554167 56.6177205
20.26688 20.70038 3 3 19.1857333 20.2809033 5.24690533
183.9582 111.178 3 3 146.2642 137.449533 12.796511
413.1499 514.3613 3 3 523.238667 494.511367 116.916809
576.9969 189.2845 3 3 361.8545 447.9419 348.128223
162.6429 113.2244 3 3 140.120267 134.786833 4.19406689
300.4593 227.37 3 3 258.966133 266.818767 8.08323461
26.02385 5.473799 3 3 26.1699913 21.736443 15.5541127
185.6635 139.7464 3 3 151.321667 157.268833 14.2654693
1798.828 1572.496 3 3 1681.707 1724.491 158.376605
43.07841 25.8383 3 3 37.04299 35.10658 3.3874365
45.43029 28.49237 3 3 37.96429 35.1052567 10.3781249
1013.774 1023.572 3 3 1055.14783 1037.499 78.3995352
99.49317 74.52731 3 3 84.3654567 87.0733633 3.80657512
130.5012 107.6563 3 3 123.2308 120.753833 1.91676582
401.2084 508.8391 3 3 432.395033 445.424667 27.8382789
377.9919 338.563 3 3 334.887067 342.531567 15.0672265
38.7461 40.14772 3 3 39.9275467 41.2031667 5.3075381
128.321 93.23233 3 3 97.83057 102.792843 8.66352171

35.82062 55.38212 3 3 38.8460033 41.4118833 2.27881997
1772.658 1413.985 3 3 1758.47567 1684.41567 266.168388
84.63551 123.9264 3 3 107.199223 102.509413 10.8484379
3649.801 4561.65 3 3 3992.08033 4097.92267 231.088121
47.25951 31.90888 3 3 51.07324 47.3038333 9.69166464
1684.676 1516.171 3 3 1612.29267 1675.74133 264.320104
46.47755 34.97449 3 3 37.1696233 38.9547533 5.64891959
2516.322 1782.818 3 3 2228.49167 2413.65733 675.887385
254.5186 210.2635 3 3 223.902367 211.816067 40.6573997
55.48912 34.66373 3 3 50.0664233 47.0127533 9.9095091
277.3616 249.6256 3 3 253.892467 247.3061 5.9452538
149.9012 127.3286 3 3 133.8831 128.668233 14.5425851
550.4789 437.1528 3 3 648.304167 600.540533 126.396792
21.15986 26.97713 3 3 28.2013667 26.8754367 3.0062665
168.9538 125.082 3 3 144.282433 138.836467 3.50702251
1333.395 1295.597 3 3 1533.39433 1460.25767 247.444669
267.8387 239.5176 3 3 231.700433 240.3556 31.9897239



155.6933 149.0835 3 3 132.3152 138.651433 19.091126
273.9497 308.9953 3 3 282.618267 274.5866 18.7238232
695.9655 636.354 3 3 748.635033 795.6715 26.449681
877.2669 919.3708 3 3 945.514167 972.610233 15.3636221
13.87492 22.29531 3 3 20.44143 19.2159567 3.70464678
374.6016 288.2189 3 3 300.863667 316.604467 57.4800594
85.95685 75.01949 3 3 85.4099333 83.1798033 8.08551302
121.0809 67.33412 3 3 97.2539867 90.9087467 13.8814149
140.119 96.98824 3 3 113.132633 117.968113 9.19414122

259.8514 310.7097 3 3 310.2661 300.669933 28.4947431
57.63424 22.16231 3 3 28.9569833 33.3454267 3.25280928
46.82307 44.49432 3 3 55.1525 52.4241467 6.06624891
329.7047 208.5588 3 3 246.175067 259.499533 15.5470825
812.5525 300.2312 3 3 668.0549 606.551367 127.1366
1.276783 0.5866017 3 3 3.33499118 2.50497157 2.95464837
15.17868 15.50867 3 3 13.301272 11.5315223 5.51037953
78.49323 125.7671 3 3 97.4729567 102.589177 7.69359405
46.17257 40.01947 3 3 47.5644833 45.0039533 11.5997865
64.50528 36.10563 3 3 43.4612833 46.70733 2.95240035
333.4632 247.3549 3 3 282.335567 291.343733 7.94415941
3.28594 4.555956 3 3 3.27560233 3.74243967 2.15959207

294.1898 298.7765 3 3 249.607 274.516367 115.172176
79.19083 48.13734 3 3 58.26238 61.8855533 7.79895336
25.37617 17.11452 3 3 25.5615 23.89403 5.28176596
161.7713 146.4434 3 3 147.049 141.796033 11.9012247
233.538 153.6612 3 3 215.708867 205.762833 17.6194816

709.5947 989.7723 3 3 780.1084 842.744833 270.973761
1304.229 1447.664 3 3 1332.19767 1294.35633 94.3590435
198.9882 163.8378 3 3 178.7998 173.399067 13.8388647
1439.158 712.4802 3 3 1057.69007 1140.07607 130.501972
167.4553 117.085 3 3 131.718167 137.455433 8.90741661
100.4691 94.51098 3 3 87.7928167 90.83903 8.90437621
229.0258 157.2203 3 3 163.195133 173.411 5.43350967
751.8368 643.5973 3 3 687.861833 667.877933 62.6312614
47.80918 50.30568 3 3 52.8018067 51.28632 6.19107497
54.74493 53.02169 3 3 60.4953733 58.2007333 8.31426287
89.48179 83.37669 3 3 73.7887767 77.1843267 3.17103456
107.3992 82.15233 3 3 95.54972 92.7826933 3.45189925
329.9064 681.2543 3 3 515.729533 477.021833 50.4317594
49.49021 24.87459 3 3 36.62204 33.7721967 2.83436239
275.5829 273.532 3 3 253.427733 259.327533 11.6770929
155.9268 101.7549 3 3 116.798703 123.925233 20.2426382
148.3098 128.2184 3 3 128.815933 122.738933 7.77393212
9.649592 3.537891 3 3 6.42507767 7.40280867 3.40762496
90.54554 71.62817 3 3 77.9173733 80.6252533 9.25639869
259.8503 300.5926 3 3 277.947033 272.563767 10.2038548
585.0497 848.588 3 3 737.301933 664.824567 317.060098
240.4484 389.968 3 3 259.8238 289.802167 118.489536



63.69378 57.33766 3 3 62.2233767 60.9018467 5.60650189
871.4124 1066.858 3 3 1028.7578 984.1068 194.19387
2452.302 3303.628 3 3 3165.726 2824.62133 1614.94531
144.8532 74.84541 3 3 107.651797 98.8199133 16.9362362
2399.359 820.7864 3 3 1553.07433 1734.71147 354.191069
85.81042 74.98862 3 3 87.3315867 84.8033833 8.15966575
123.8267 90.40603 3 3 96.3622067 101.830973 18.9135188
41.35792 36.0457 3 3 38.2682033 39.6212767 5.87742834
154.0914 169.6891 3 3 151.7207 160.979133 44.7609418
112.1513 112.2906 3 3 106.29357 109.0777 12.5446639
146.6769 81.47421 3 3 116.102333 108.637107 13.910512
54.96149 33.64941 3 3 41.30913 43.5970767 3.36530677
2321.83 2286.398 3 3 2584.25067 2510.43333 59.8680893

155.5005 160.2349 3 3 155.700667 159.2435 17.0868073
94.31851 85.1228 3 3 75.2118 79.18266 5.19164062
93.45601 52.14186 3 3 57.4235267 62.9411967 4.30232913
80.82513 87.28415 3 3 83.8035767 87.6009367 17.3519726
649.4277 791.0759 3 3 677.0678 695.902967 42.405294
25.38015 38.6977 3 3 27.62586 29.4965767 4.58855008
3693.154 4820.766 3 3 4250.488 4425.18433 580.500208
127.2341 74.62392 3 3 95.4159933 101.09674 9.49849801
35.00474 44.24825 3 3 39.91021 41.7690667 6.97764424
4513.407 4319.369 3 3 4474.78633 4436.069 160.607584
201.7961 148.3906 3 3 185.5244 178.789067 18.6283493
779.6838 383.1527 3 3 618.0288 677.661633 138.604625
34.28824 37.06773 3 3 30.0143033 31.51637 0.94991943
278.0039 245.7216 3 3 250.831267 242.9095 13.6538453
288.9637 271.8417 3 3 297.6487 309.5082 28.3479662
887.3241 936.5299 3 3 980.029667 1022.57733 81.6571577
543.9094 499.3606 3 3 516.684133 500.132567 69.1347688
202.8126 185.7853 3 3 183.0848 187.754567 18.150192
448.3696 322.4469 3 3 351.509067 367.630367 37.5902581
232.3026 229.1626 3 3 213.1637 219.6331 25.4279485
39.2158 28.2189 3 3 36.62278 39.53502 8.64790967

20.36772 17.48535 3 3 14.5408343 16.3520767 7.61584227
34.45306 45.36265 3 3 40.5877067 42.0604767 3.03634428
89.80845 47.82532 3 3 64.2771233 68.57952 3.23363264
96.52045 91.10445 3 3 98.62622 96.1178333 11.4070582
120.8841 89.40758 3 3 104.792933 101.258597 3.39325218
91.71523 74.28233 3 3 79.9991133 82.0566033 4.96802132
135.5763 70.07795 3 3 94.6893767 101.645483 10.2182031
68.94601 67.02364 3 3 75.4086833 72.92892 8.70966982
66.9114 71.09449 3 3 68.4741567 70.1228433 7.64165549

36.97002 27.12401 3 3 31.63446 29.7299067 6.96615439
294.4902 187.7929 3 3 218.214333 230.280833 19.1684624
55.47776 46.75114 3 3 51.53778 53.62073 8.27663485
39.22588 27.94468 3 3 32.2465333 33.6318733 3.90503515
2.704076 7.804645 3 3 8.187321 6.95027367 4.73390259



160.5255 130.0328 3 3 144.1652 147.483367 4.80829604
171.4066 251.318 3 3 212.7884 202.8175 24.987468
177.5845 106.996 3 3 148.032333 140.642733 9.32859434
213.6304 154.9446 3 3 169.2234 176.377067 14.423307
56.27304 41.30431 3 3 52.4974267 49.8825767 10.4137897
78.07022 53.10625 3 3 68.7998433 74.1572567 18.1645566
55.24965 27.57602 3 3 33.45754 36.80873 4.60911814
18.65647 7.431799 3 3 14.6594983 12.178523 10.8541493
11.63949 18.4168 3 3 19.9678367 18.17134 6.19539199
105.6916 59.64926 3 3 77.1490367 82.1498467 9.2438568
119.1586 83.66884 3 3 108.308617 103.91248 11.942484
3120.71 3128.103 3 3 3273.63833 3221.451 197.198595

1.648606 1.991021 3 3 4.42547967 3.66726533 1.97778712
167.5869 114.6991 3 3 134.623333 140.441867 11.606501
97.16293 75.7608 3 3 87.2176933 91.04741 13.5776983
134.8954 123.2615 3 3 125.178967 121.418833 11.7938695
2.058887 2.861802 3 3 2.52375933 2.167976 1.6455043
11.98201 6.050399 3 3 9.281511 10.1499397 2.44334098
32.61134 12.57651 3 3 24.52008 21.9962967 7.47561091
914.3395 1137.418 3 3 1067.69133 1039.72683 79.4414854
1081.692 623.1381 3 3 859.806633 914.913033 104.087685
225.4273 221.3644 3 3 280.987967 264.600567 39.4372712
225.4273 221.3644 3 3 280.987967 264.600567 39.4372712
34.10638 27.81493 3 3 28.2007033 30.1478067 9.05800875
44.95788 48.39822 3 3 45.6715867 43.01612 11.4733637
53.40168 17.05373 3 3 40.9666333 36.6133033 11.589164
101.1339 93.1421 3 3 95.8880967 97.59666 7.47569447
2507.714 1553.132 3 3 1990.21467 2090.173 97.9580668
167.9443 130.5576 3 3 145.6618 140.8805 2.9454261
881.9271 1024.843 3 3 864.4668 893.5236 71.7073418
690.4335 523.2955 3 3 558.344667 578.069567 14.5082632
27.25694 26.23317 3 3 24.9161033 25.9953033 5.20032969
21.71253 24.75126 3 3 22.81718 21.6970167 4.67715048

52.829 63.13782 3 3 59.3402367 62.6276033 13.3395506
74.77911 60.11328 3 3 70.8927033 77.16953 25.3903562
89.05991 82.1504 3 3 97.8521233 94.17937 10.1879503
90.71991 70.06072 3 3 73.72304 77.44619 14.5922085
214.7242 188.1272 3 3 190.155467 195.973667 24.0534881
247.6511 184.6152 3 3 221.006267 213.7414 17.5207914
21.60185 32.78288 3 3 28.7411 27.3282967 4.30586697
240.7213 41.09037 3 3 189.594467 167.16289 23.4435351
78.58342 53.08009 3 3 60.4122533 63.3315633 5.63981721
189.0006 184.8368 3 3 179.500867 170.9769 32.4560179
189.0006 184.8368 3 3 179.500867 170.9769 32.4560179
189.0006 184.8368 3 3 179.500867 170.9769 32.4560179
189.0006 184.8368 3 3 179.500867 170.9769 32.4560179
189.0006 184.8368 3 3 179.500867 170.9769 32.4560179
3.771042 5.245659 3 3 4.65636367 4.27867867 1.69462217



90.37966 79.49828 3 3 81.3404467 83.2491233 7.28744896
808.0193 592.7357 3 3 829.002867 748.501433 379.38485
511.445 675.3874 3 3 526.5256 556.712733 109.93377

4.100125 12.50297 3 3 8.50608033 9.491515 1.57644065
54.6589 64.69956 3 3 57.04096 54.31748 8.65166666

112.6399 68.69563 3 3 86.0144133 90.5561667 5.9550473
89.90511 69.28854 3 3 78.3409833 74.2677667 15.016035
24.96431 24.53142 3 3 24.5013733 24.0373567 1.96303451
1156.121 1032.295 3 3 1087.6585 1118.83333 137.11027
2753.459 2628.681 3 3 2779.303 2737.45067 183.684349
74.61256 67.98069 3 3 75.1935533 73.23182 8.64324859
5403.706 3059.233 3 3 4491.28 4256.87767 91.0639065
102.4318 71.01646 3 3 92.4187733 89.1601533 1.75970095
93.76019 115.6352 3 3 109.161143 104.90773 18.3364139
14.74606 6.020287 3 3 11.6517087 10.351109 4.85927967

1.4165 3.375178 3 3 2.70402733 2.38941867 1.23967767
49.63975 80.95475 3 3 65.9487033 62.4321133 6.50203094
158.1539 104.0264 3 3 135.52975 125.416067 41.8691101
67.19652 54.63949 3 3 60.3228467 61.87258 4.29980032
10.18779 2.551696 3 3 4.521292 5.478266 2.48253162
44.91615 72.8357 3 3 49.6644933 53.3063233 6.86902439
173.8671 167.5749 3 3 197.6489 190.530367 9.7234178
1952.137 1566.925 3 3 1705.19633 1640 166.244701
5.022262 6.227654 3 3 4.86420467 5.895805 5.13389035
3000.025 2866.355 3 3 2959.89233 3048.14833 391.375443
64.90968 67.10945 3 3 69.32055 74.03722 19.2108713
9.151859 9.559893 3 3 8.689075 9.22992167 2.70760493
61.34266 45.99512 3 3 49.73265 51.4495233 1.12697893
56.02191 46.89315 3 3 54.0603433 51.5653333 11.7294395
158.1837 74.87193 3 3 114.266567 123.032343 9.68141239
1034.869 680.0497 3 3 893.111033 942.390567 93.4344959
100.8939 88.73016 3 3 92.88783 95.1838767 9.8467465
32.0773 31.62722 3 3 31.6269733 30.7374367 4.04982545

244.5498 229.5029 3 3 311.402133 290.155767 54.6808223
20.67735 17.9285 3 3 22.6930633 21.5029667 4.44095511
1606.986 1543.562 3 3 1624.07433 1682.37167 226.497575
1851.858 1760.046 3 3 1879.123 1932.38867 149.472477
27.06894 30.05489 3 3 24.6796433 25.7384533 1.5766638
5756.34 3548.901 3 3 3443.73733 3908.25267 1622.41248

84.75172 69.91454 3 3 75.9568133 73.9732833 3.40901869
1705.633 1962.358 3 3 1847.651 1821.646 18.9587262
36.96342 47.02765 3 3 44.8171267 43.6460567 1.25885583
654.5988 505.3178 3 3 495.120067 520.3177 2.93671998
608.5211 99.8844 3 3 421.997633 350.018067 260.56938
109.8254 107.521 3 3 112.205307 108.3622 19.4076078
16.42463 9.929502 3 3 10.899933 11.7830847 1.89735903
73.40791 54.43489 3 3 69.2850567 73.97965 13.0773992
232.4745 206.9058 3 3 197.907233 208.3619 47.477631



599.6903 548.668 3 3 642.299467 680.206667 49.6879163
672.7502 346.287 3 3 526.057067 566.1049 70.1344676
24.17837 8.20427 3 3 16.4609967 18.26704 2.66265805
1342.542 1243.497 3 3 1351.593 1397.61833 138.453549
1736.486 2101.996 3 3 1732.00833 1789.41533 27.561667
799.9063 707.4044 3 3 683.278133 705.329767 58.1007832
892.6033 1270.92 3 3 1061.47233 1102.82977 83.30239
29.84325 16.85011 3 3 29.79841 27.0915633 10.2254438
115.6901 73.61694 3 3 92.9204933 87.4236733 13.4271547
518.4432 533.2943 3 3 498.553533 482.9508 26.4711039
813.0087 551.1946 3 3 781.127167 729.604567 211.232427
89.89681 79.97872 3 3 83.4370567 79.32666 17.8075088
89.89681 79.97872 3 3 83.4370567 79.32666 17.8075088
4.075412 2.154212 3 3 2.833506 3.10376467 0.98134453
2434.888 1017.079 3 3 1585.77867 1727.85867 139.498698
1693.235 1443.534 3 3 1724.81433 1660.49467 256.911521
49.55227 102.0864 3 3 78.5114367 88.34759 36.642787
2374.484 1764.486 3 3 2021.81467 2088.295 142.462845
490.1268 329.9273 3 3 409.8187 389.605 53.9367017
128.5441 139.1089 3 3 136.968513 126.055267 53.6148925
990.5618 1820.785 3 3 1248.529 1335.13993 83.5624192
79.15077 103.2487 3 3 82.7821433 86.5573333 12.6319934
18.78714 15.45679 3 3 18.1230633 17.25578 4.08285862
32.26134 25.92787 3 3 26.83346 28.61049 8.43720197
427.1258 452.5079 3 3 472.875967 496.1959 66.4631032
104.3733 177.2711 3 3 129.251133 136.715433 8.26863632
11.56543 3.298239 3 3 9.835779 8.458123 5.39140837
149.6171 152.0385 3 3 152.458467 156.2163 16.6858355
68.32988 35.91106 3 3 52.2593933 48.8922167 0.85043456
77.55685 90.86342 3 3 79.2944467 83.4574233 20.1139863
61.25428 60.07186 3 3 62.6999967 65.39553 11.0283493
966.0906 618.8443 3 3 777.9233 851.2391 315.442615
23.70677 20.70356 3 3 26.2311533 25.0122667 3.5788354
512.3887 520.7689 3 3 483.206833 492.367167 20.2545489
1908.656 924.7219 3 3 1478.50433 1592.34263 55.5307918
10.64493 2.27292 3 3 7.06922133 5.92633033 3.95802596
53.38849 36.58537 3 3 52.0418833 49.44616 6.73397245
74.30463 49.35103 3 3 58.6139867 61.3853867 6.63754065
145.0481 116.5694 3 3 127.944267 123.8047 9.86137863
49.69324 26.69906 3 3 33.7915233 36.2487067 3.74902752
753.9249 933.8395 3 3 752.103167 809.125133 270.544251
18.50181 12.91779 3 3 17.4881847 16.0555733 6.74251361
114.6009 97.57301 3 3 101.694233 104.736303 12.803855
70.18878 46.78941 3 3 58.9014567 56.2268367 5.89508678
5285.094 1975.779 3 3 3385.304 3721.78367 443.734724
7431.081 7340.222 3 3 7579.19867 7707.867 346.024186
131.6882 99.48785 3 3 95.9306267 101.781977 8.07465842
278.3685 236.7827 3 3 245.503433 250.576133 9.71073151



75.50694 60.57629 3 3 66.2108333 67.7642967 2.69071147
1018.519 1016.213 3 3 1502.002 1761.49433 321.005187
20.79826 9.725101 3 3 14.3771033 15.7707437 4.41157274
103.266 95.01949 3 3 104.357797 102.314697 7.89128964

304.6487 235.5414 3 3 262.273367 271.403033 31.4502839
269.955 241.8099 3 3 254.211533 249.147933 18.4136154
1036.51 1013.77 3 3 936.7174 965.467333 104.436581

88.69621 65.55558 3 3 77.8692 80.9038367 8.09543884
183.2121 158.5967 3 3 147.764833 154.020667 4.81894931
62.29667 57.01804 3 3 61.3057167 62.4385867 1.9013306
97.06011 77.2365 3 3 83.55116 86.6222267 12.2253435
100.8929 87.10094 3 3 98.87507 102.770247 11.0217263
23.83731 21.65734 3 3 18.1362963 20.1200967 9.04755629
24.52924 28.74424 3 3 30.1145433 31.96669 0.88942062
300.4415 220.5948 3 3 244.921767 254.949033 31.0855581
3054.597 3049.202 3 3 3046.31433 3095.99733 243.531645
337.4655 416.2881 3 3 348.644567 364.842367 70.2829633
121.2729 112.9021 3 3 100.051037 105.077017 14.7641186
1273.423 825.2695 3 3 1213.673 1153.90183 107.261487
81.46576 62.71512 3 3 77.09533 80.8489533 7.40092654
18.82711 15.48661 3 3 15.01461 15.7123633 1.95916791
11.90148 15.61159 3 3 15.65832 17.07688 4.09410914
73.46609 111.5873 3 3 86.24012 90.1500133 4.95577333
50.50004 39.68725 3 3 53.90214 51.4901667 1.45848121
35.11646 48.23253 3 3 34.7758433 37.00368 4.79804662
6.231349 11.99146 3 3 9.209888 10.454973 5.23106734
743.7594 319.9813 3 3 580.198133 639.652667 118.253152
4831.864 5720.18 3 3 4695.22367 5008.67233 1481.87698
5793.639 2169.633 3 3 3713.85833 4079.44133 486.394513
59.16624 36.51734 3 3 52.3301733 49.7085333 6.61997207
24.1531 16.24862 3 3 16.52008 17.6894333 1.34019863

120.0779 79.55397 3 3 102.542033 98.5640967 2.301114
284.9802 227.258 3 3 236.152733 244.057767 19.7848804
89.15202 79.19294 3 3 79.18285 81.37981 8.95061785
419.3166 337.834 3 3 383.676167 393.685733 17.913902
61.39284 45.37795 3 3 47.6234067 51.67085 19.0512021

3813.3 2775.004 3 3 3481.71233 3640.24967 199.867041
41.41594 24.31485 3 3 26.2041 28.6128433 5.24116327
95.79817 97.75948 3 3 98.1348467 100.761983 11.6526575
50.12009 26.01268 3 3 29.9892567 33.1206333 6.59134443
1511.166 1656.151 3 3 1604.51133 1634.349 104.109429
22.90287 33.92909 3 3 23.73174 25.2608067 1.49957991
11.73195 12.2063 3 3 12.3816967 11.3271433 5.33376046
83.71861 58.99395 3 3 80.5042867 76.7283433 11.9203415
754.1976 601.2951 3 3 682.2205 666.345533 22.5536419
939.0985 657.3428 3 3 838.4448 731.211333 523.883169
27.59093 31.08686 3 3 28.3063633 27.3695233 2.96743521
1967.912 1197.706 3 3 1699.35667 1827.75567 336.440566



46.00352 2.556466 3 3 29.379584 23.2958487 22.7287922
64.69498 122.5437 3 3 104.536383 113.60756 13.0234458
1555.046 813.3108 3 3 1147.552 1225.51893 142.524958
16.15395 44.69511 3 3 36.93707 33.3121733 11.1231192
76.73359 57.19292 3 3 69.0053533 72.9327267 14.5527076
616.1908 1496.717 3 3 864.931433 957.482467 83.0693616
36.86269 13.76002 3 3 25.39399 27.9044 3.96450106
81.87185 56.43952 3 3 70.3031467 66.8387167 12.0276353
275.697 272.5304 3 3 254.833833 260.613867 18.6681439

18.98939 35.50367 3 3 25.34393 27.1753767 4.68365275
69.33064 53.0916 3 3 64.8070267 62.4272467 9.04660452
39.47969 34.73629 3 3 38.6509267 40.86103 9.13960903
173.4288 193.4456 3 3 192.625367 201.2943 31.0686905
1107.702 1332.184 3 3 1123.54053 1160.51167 116.568897
879.4749 537.7712 3 3 809.841267 763.210733 142.789929
95.11485 84.02161 3 3 81.28013 84.7939033 15.2774836
924.1695 1221.57 3 3 934.1119 991.672733 217.639635
15.79343 17.86635 3 3 17.8511267 18.6731833 2.64332973
766.7886 978.3668 3 3 882.0065 817.602567 302.975577
294.6749 211.891 3 3 225.623767 236.538067 25.7993018
286.2254 179.1328 3 3 239.003533 251.405333 15.4525796
282.9484 193.8373 3 3 191.383133 206.1856 28.7900218
126.9687 127.0422 3 3 151.2643 143.897233 24.7500324
193.5878 192.9268 3 3 185.511967 177.215133 33.0265094
11.82801 7.612444 3 3 10.210609 10.948718 2.40358751
176.6494 197.9333 3 3 187.724233 191.871633 17.0171861
86.15849 64.02708 3 3 69.96696 72.6978567 7.89267337
46.81331 41.42716 3 3 44.9117833 45.8964167 3.09397321
65.85481 50.14907 3 3 58.4032367 55.90236 9.74395683
133.032 139.2603 3 3 141.822767 145.9188 12.6291689
1477.13 1869.668 3 3 1500.89133 1570.28933 245.822902

108.5232 60.53476 3 3 79.00153 83.8553233 7.94905612
715.8726 409.2021 3 3 658.230267 617.791933 108.540277
3089.161 2580.495 3 3 2525.953 2617.061 136.942101
98.88432 81.2066 3 3 87.5656533 89.8849767 8.25832572
154.7927 131.7694 3 3 148.510667 153.746067 16.8917941
446.7007 325.25 3 3 403.062367 389.1912 39.0050572
26.28249 22.86345 3 3 22.8087467 21.5159133 3.81816168
49.55498 58.0288 3 3 53.0117533 54.14729 4.09913058
200.8083 220.9882 3 3 197.612 189.239767 20.0355621
3.491405 7.739707 3 3 3.54219436 4.59174667 4.73051885
2765.917 1056.373 3 3 1962.57 2174.94267 539.344151
62.67099 107.0093 3 3 89.9471167 85.4671267 7.40848814
653.968 610.0538 3 3 650.4157 672.713 90.1016304

21.48608 4.429746 3 3 17.46208 15.465992 4.14424532
39.68284 58.038 3 3 54.9933467 52.1816967 9.92527249
50.49273 84.51023 3 3 69.8194967 65.4729067 14.6597722
25.60793 14.38833 3 3 20.1266233 21.6114333 4.58299423



65.60509 51.84924 3 3 60.63274 62.5639533 3.24437707
65.24621 69.60097 3 3 71.4427267 67.38879 21.0990509
8.572838 5.953218 3 3 7.610609 7.04832533 2.60981119
719.2301 877.709 3 3 781.171333 722.754467 264.831525
638.567 1033.328 3 3 735.275467 798.201567 255.970298

88.77264 80.53928 3 3 80.3358067 83.69789 17.0663117
88.77264 80.53928 3 3 80.3358067 83.69789 17.0663117
523.0179 466.5305 3 3 482.590867 465.0044 71.0795889
144.6846 112.5397 3 3 134.724433 130.180433 17.3895263
94.26793 58.44878 3 3 74.5427767 78.2276567 6.53123373
55.46129 37.0736 3 3 48.9736333 47.10854 3.0341845
1178.159 1135.277 3 3 1206.036 1236.38867 76.7831433
64.38988 43.98937 3 3 69.3558067 65.1637967 4.37245288
112.3544 102.8474 3 3 96.1045167 99.08623 2.25019151
270.2612 302.2229 3 3 279.8671 269.182033 44.9643277
773.7316 952.6939 3 3 847.355 870.4739 81.1453497
3.487043 6.493874 3 3 4.642861 4.08841633 1.94655435
71.49776 58.83837 3 3 58.01148 60.1403067 3.06180389
69.92855 23.18915 3 3 70.2557167 62.4642633 19.3626314
64.6608 34.10761 3 3 45.7058933 49.42113 12.197974

1441.805 1398.817 3 3 1496.133 1464.16767 148.542473
211.8768 175.0554 3 3 183.4612 174.561233 27.9923057
4111.94 3875.779 3 3 4266.66067 4193.33967 125.224897

88.66241 89.93881 3 3 86.3501633 84.6544667 3.82659344
101.0158 87.29716 3 3 97.6294733 95.8326333 5.84477555
445.0208 288.398 3 3 418.974933 385.4789 154.820466
57.84978 46.30919 3 3 54.70281 53.2491067 4.61613778
42.21979 32.89818 3 3 41.9646767 40.1873833 6.73482452
56.79811 81.20744 3 3 60.8832033 63.88226 4.74992723
346.6667 246.8084 3 3 297.389 287.137833 12.4804817
70.1927 55.96747 3 3 65.4463933 63.28213 8.92826804

45.97802 40.98769 3 3 48.1606067 45.7215167 12.0251254
298.7969 388.9077 3 3 339.218767 350.969867 40.8528685
952.4433 606.894 3 3 908.0347 857.275433 154.760534
26.87906 20.24034 3 3 23.0685167 22.2593867 1.47569128
163.2609 138.7361 3 3 146.033933 148.862233 7.70681583
6.411272 8.923416 3 3 6.49576433 5.51470733 3.37745065
26.42365 39.11069 3 3 32.35444 30.6925867 4.89962594
7.986115 10.70803 3 3 9.68942067 9.327935 1.34072186
35.99947 19.44235 3 3 24.91188 26.65613 3.63859975
201.4913 185.1949 3 3 195.9327 193.282033 11.4156862
1470.042 1766.973 3 3 1577.88433 1655.42633 377.215636
336.7489 323.9339 3 3 357.606767 350.304867 16.0273091
15.89181 20.57251 3 3 18.7534167 19.8497533 4.51477175
638.9108 480.8532 3 3 498.128867 519.3567 38.4233813
56.19484 87.79005 3 3 90.05338 84.3217633 14.7246687
486.114 383.2956 3 3 510.642833 484.9143 91.5816243

975.7092 961.3133 3 3 1057.19347 1114.35317 167.294627



265.725 239.1486 3 3 238.836133 243.752667 16.6600991
63.84371 63.67449 3 3 63.1254433 65.0311367 9.87511098
64.99088 29.71351 3 3 43.55298 47.2684633 8.85315874
1931.158 2213.609 3 3 2197.82567 2146.185 197.397571
67.56599 44.11566 3 3 54.4712567 51.8097933 3.72030491
3445.215 2603.793 3 3 2896.32067 2986.216 216.501594
112.2001 86.6843 3 3 94.1032833 89.6930767 10.0796406
2464.963 1257.174 3 3 1846.44833 1977.606 284.222149
548.0777 426.7402 3 3 512.392633 493.108933 82.102859
47.75024 20.7839 3 3 33.9637 30.9269233 6.78198072
109.6844 147.9272 3 3 132.1474 136.829233 7.89053323
13.99736 1.590193 3 3 9.646154 8.397145 2.16337103
36.45256 28.54348 3 3 32.7929367 33.8989767 3.63205949
1090.583 1106.602 3 3 1092.414 1067.98433 118.605194
268.4841 324.3727 3 3 293.244467 282.109967 46.1270141

0.4805048 2.62051 3 3 2.26923067 2.9119636 2.24450035
143.2519 127.9443 3 3 133.3401 135.304433 7.13113344
20.23914 40.59424 3 3 22.8890433 25.42491 2.13336285
2405.212 1776.015 3 3 2437.48667 2331.151 221.439637
2715.645 1898.845 3 3 2286.45367 2416.951 530.837427
173.9565 144.9818 3 3 163.341033 160.094233 9.43583864
24.77413 32.39652 3 3 27.17675 28.4750667 5.78587276
181.7778 170.9453 3 3 191.0779 184.610533 30.9663098
36.05544 25.62167 3 3 42.0453567 39.1022233 3.85744286
52.62843 48.16715 3 3 50.32542 49.1133533 5.65423316
114.1251 86.92787 3 3 108.74956 103.350323 24.950903
52.25223 42.38715 3 3 48.8384633 51.3033067 10.072485
52.25223 42.38715 3 3 48.8384633 51.3033067 10.072485
3472.728 2282.463 3 3 2888.129 2697.87 763.387715
493.9115 496.0333 3 3 605.076533 567.9754 152.731674
30.72882 20.47552 3 3 24.5661067 25.9795333 5.51042962
152.8997 130.992 3 3 141.077767 137.9859 10.303946
2411.365 2122.524 3 3 2262.629 2229.17467 82.7497624
287.8772 225.952 3 3 249.126167 239.698933 26.3179106
63.07352 50.84871 3 3 55.40064 53.54119 5.14173036
179.5987 136.3508 3 3 153.7487 157.9833 6.74394157
89.34123 76.23696 3 3 76.58954 79.3973133 12.1712095
478.5333 306.7495 3 3 383.963533 360.9357 69.212393
4182.737 4376.314 3 3 4196.86167 4372.10567 919.460297
996.4507 595.9364 3 3 760.030433 806.679467 148.355856
139.4208 95.82759 3 3 110.999277 116.405297 18.9635278
128.8427 104.515 3 3 109.905867 112.67 4.83340152
425.0801 553.461 3 3 452.4086 474.378167 95.3832131
685.8314 703.8022 3 3 731.8806 713.582733 92.1665095
12.8749 8.077527 3 3 12.9244 12.088019 2.57304053

64.38693 48.56641 3 3 42.76512 48.8260833 28.6804658
78.07044 52.91739 3 3 69.5445633 66.99419 4.80536539
6305.667 4880.403 3 3 5359.74967 5500.85333 205.878328



221.3121 245.2462 3 3 219.7929 225.076367 21.4974226
74.28352 62.60064 3 3 67.3655567 65.3101633 7.65870084
30.42812 17.43584 3 3 23.66589 25.0905033 3.53334086
25.87109 30.08124 3 3 20.1456567 22.45015 7.58981915
78.11952 79.90582 3 3 79.97213 80.6011933 1.75679284
51.75251 44.55824 3 3 51.5488867 54.36262 10.0376607
43.0531 46.16423 3 3 49.6629567 48.1786967 4.81199422

30.07846 27.44823 3 3 28.4527267 26.5428733 9.44493982
149.5109 83.28019 3 3 154.159967 142.022763 34.7038185
209.7526 160.4467 3 3 176.753533 182.6351 19.4213042
82.49553 65.36192 3 3 82.50855 79.8833133 4.50051297
404.1743 629.6819 3 3 527.8951 552.098833 24.6762497
93.30141 72.63017 3 3 81.69207 84.4864467 10.6471591
1227.164 1165.96 3 3 1205.2 1234.885 142.468738
741.4804 787.1226 3 3 772.356233 756.449967 81.5892422
1686.711 1637.72 3 3 1761.67067 1827.25133 206.998494
999.644 1197.35 3 3 1136.813 1168.38067 68.0606852

86.66174 70.4543 3 3 73.84344 70.1084433 11.2683768
82.36457 73.3101 3 3 76.8894667 75.2545167 6.12146665
138.3251 96.92471 3 3 112.663033 116.85497 9.08738043
33.71974 29.09096 3 3 31.7602533 32.8551533 4.82962109
13.16234 5.246991 3 3 10.73744 12.0883537 3.56240674
238.8987 187.9327 3 3 242.760867 259.947 38.5290939
46.02884 36.17781 3 3 41.1158633 43.5566167 11.4787483
183.9415 79.77551 3 3 138.620667 127.073037 33.453644
59.36087 45.13794 3 3 63.8739 60.69671 5.53422978
179.289 134.3965 3 3 152.423767 157.138833 12.0911297

181.8352 201.344 3 3 178.6653 183.024467 15.5185043
6.116877 5.226925 3 3 6.099142 5.60694967 2.6230563
86.80497 77.28366 3 3 80.32124 76.61233 17.0759815
457.6631 438.7635 3 3 411.512667 391.723433 42.5728545
6.385756 0.0024163 3 3 3.67086067 3.05956777 0.84258326
11.50563 9.452894 3 3 12.044711 13.269518 4.42387128
969.0363 530.1973 3 3 795.5838 867.964867 252.117199
1090.094 730.3311 3 3 891.218367 851.013 67.6224972
88.83691 75.31692 3 3 75.93524 69.7145567 25.1391957
1195.312 3629.761 3 3 1752.49467 2011.81067 112.016718
20.55989 9.406453 3 3 17.206115 15.303491 8.65975656
4420.597 2060.261 3 3 3267.32467 3572.97333 1010.92662
57.63358 31.78311 3 3 49.4315633 46.7434967 5.75906479
519.5697 500.383 3 3 511.961 529.2883 87.3548169
150.2203 128.3669 3 3 137.373633 133.719267 13.4430117
185.4151 190.0713 3 3 180.3098 173.101667 29.6984048
156.8412 147.1686 3 3 149.6338 147.0327 10.0948013
391.7281 182.6276 3 3 403.805933 365.381633 119.37939
216.8117 171.3662 3 3 184.7475 189.276633 4.40239747
86.94025 73.15913 3 3 80.8024 79.1213567 5.7791529
1476.172 1071.807 3 3 1547.66433 1458.07467 307.905084



24.05358 16.58078 3 3 22.01752 23.4770033 4.37095424
288.9594 230.7723 3 3 251.0802 238.238833 51.3096146
1267.881 756.7483 3 3 982.3404 1037.52077 151.588018
17.29115 2.50651 3 3 7.494239 8.94658067 2.26234242
106.0407 93.70377 3 3 103.242667 101.668523 5.06810165
27.19032 23.12298 3 3 26.2154367 27.6482567 6.17130594
514.9151 893.9072 3 3 617.001867 656.486467 58.4779041
51.44366 78.67697 3 3 68.93149 66.05779 7.51150295
121.3597 159.5193 3 3 139.309967 135.4019 3.55464187
86.8074 59.84983 3 3 72.4018367 75.65855 10.80067

596.3866 448.7335 3 3 463.8749 484.9521 59.0322996
360.7692 200.9342 3 3 331.000467 360.8283 28.6024408
28.59204 30.05172 3 3 29.0229267 29.9059033 4.64499407
107.2958 95.61506 3 3 102.299843 104.549753 9.35132453
66.84663 106.3269 3 3 81.97213 86.2559967 12.4480384
1157.742 954.1547 3 3 1188.261 1145.05857 145.835095
182.2668 239.7967 3 3 206.2071 211.986633 12.7387664
5.400097 2.752307 3 3 3.82103967 4.13913633 1.11448549
357.0347 282.412 3 3 320.9197 312.995333 18.3954008
398.8887 300.1225 3 3 324.622133 335.2274 17.1779357
135.1945 119.9557 3 3 122.987167 118.01944 20.0563793
186.7172 130.767 3 3 158.620133 153.106667 5.17786332
91.66496 83.39631 3 3 81.8465433 84.8008667 14.8431195
413.2231 485.297 3 3 496.085233 481.4777 44.0407952
1806.741 1136.773 3 3 1602.76267 1537.619 34.0703691
270.3522 126.8524 3 3 238.5794 221.6323 42.6094799
1034.478 921.6973 3 3 1142.6722 1095.07043 152.761586
124.9642 85.02649 3 3 97.3367967 101.693 11.5964937
2352.154 1996.291 3 3 2181.72167 2241.489 247.620876
537.9554 561.3867 3 3 615.881733 599.3886 23.7734149
486.9881 505.9811 3 3 701.0407 533.7303 911.738581
113.4215 100.2797 3 3 100.375207 103.77633 16.5479272
38.51744 43.68268 3 3 45.04495 47.3136633 5.5838072
80.69509 78.93002 3 3 78.5498767 80.7378633 11.8161409
807.5771 1255.738 3 3 906.606167 967.452333 219.089761
118.9804 70.25407 3 3 91.8150933 97.7392233 20.6382158
1003.12 1004.26 3 3 955.4972 997.313967 228.34678

122.0836 83.47441 3 3 100.559413 96.17281 8.46978566
15.10046 18.19059 3 3 19.04954 18.00524 4.97012332
131.4455 87.87157 3 3 106.326587 110.756557 10.4896581
27.50523 21.01312 3 3 24.5477733 23.66568 3.42954492
383.8407 486.3541 3 3 415.7753 398.5933 47.3393351
28.54402 11.08321 3 3 17.28541 18.9230567 1.40308979
28.54402 11.08321 3 3 17.28541 18.9230567 1.40308979
78.33693 75.64235 3 3 81.34413 79.08112 11.7860848
405.6998 369.315 3 3 380.5904 370.613633 42.5070275
8.01749 3.834538 3 3 4.73998433 5.19534667 0.52098231

300.7047 137.4615 3 3 251.2416 278.6936 73.3724904



588.6281 405.749 3 3 446.987133 467.071333 32.8031389
21.15428 29.15411 3 3 24.9551133 23.9690267 3.0170535
72.17902 44.31 3 3 54.1971033 56.8628033 3.79077849
29.90794 25.66622 3 3 30.4403533 31.8375767 2.2900148
29.90794 25.66622 3 3 30.4403533 31.8375767 2.2900148
315.4334 160.3383 3 3 195.231167 212.793633 37.6747134
300.3476 199.0677 3 3 249.880767 239.9369 11.7463515
763.8875 585.0377 3 3 660.580967 640.0993 33.8391083
45.69477 38.09254 3 3 45.8627933 44.7160933 1.19211686
13.00466 22.21552 3 3 14.5655833 15.65302 1.75977848
564.2156 591.769 3 3 546.620667 567.355033 111.761467
159.0287 166.8104 3 3 152.2558 155.323567 9.84624435
2366.062 2668.591 3 3 2526.98633 2573.219 180.36106
203.886 224.2325 3 3 207.446967 213.199067 29.9656575

208.1373 147.317 3 3 180.483667 174.253467 14.7500581
189.0283 175.4659 3 3 169.9325 174.654267 21.4061408
772.558 650.454 3 3 746.282933 727.3198 80.3033884

13.45498 10.56041 3 3 8.732836 9.57248533 1.24747096
264.564 271.5069 3 3 241.933767 252.533233 51.8426463
264.564 271.5069 3 3 241.933767 252.533233 51.8426463
264.564 271.5069 3 3 241.933767 252.533233 51.8426463

46.91171 49.66815 3 3 52.8826333 51.4874467 5.16855667
36.40756 24.75888 3 3 32.9464267 31.6789867 3.38687368
142.0528 114.8278 3 3 131.2789 127.287867 17.2275285
16.06797 12.47958 3 3 13.6053483 14.46699 4.39659944

5599.2 5373.745 3 3 5452.41267 5392.44933 265.67963
105.4314 72.05049 3 3 90.3792967 86.9622533 8.28180471
83.41442 83.21764 3 3 86.4076 88.22938 5.38037431
1329.062 1140.068 3 3 1222.73067 1240.71767 29.1491562
60.62338 35.67391 3 3 57.1257033 52.56574 20.5448269
193.8532 178.7105 3 3 163.917767 169.870467 14.809961
609.1117 618.7094 3 3 628.009 624.428367 6.12818579
657.5779 400.3133 3 3 550.6463 524.081233 70.6401619
1839.477 1646.092 3 3 1849.95033 1810.84667 153.66125
1471.786 1483.396 3 3 1542 1461.413 445.272486
665.1588 700.4446 3 3 733.495767 715.0795 83.5672225
12.81279 6.889549 3 3 10.2767097 9.51574533 2.94948566

0.7405511 5.726292 3 3 6.43855467 5.27853037 4.75786041
235.9474 137.8645 3 3 169.336733 178.814667 12.8901665
279.2525 244.0131 3 3 241.252167 247.5028 17.1591732
132.9254 116.9316 3 3 120.852867 117.966767 6.90477991
220.1727 390.7684 3 3 257.2979 276.472733 39.3323605
690.8194 776.6146 3 3 783.5256 761.0611 107.212954
2215.196 2004.647 3 3 2232.608 2295.03867 80.4420726
345.6809 298.9351 3 3 362.422467 351.483067 24.4154653
4229.045 3389.516 3 3 3830.515 3949.73033 451.198731
381.8129 998.6919 3 3 507.712467 574.2228 36.3845925
8.702712 7.894718 3 3 9.68227267 9.05983333 3.17650243



74.78595 55.11824 3 3 61.0603067 63.0499467 3.86843761
207.5419 185.9105 3 3 209.6664 205.2744 16.1636342
11.56668 10.57167 3 3 12.3030497 11.0742333 6.82143192
601.6915 560.9772 3 3 504.532633 523.200633 15.6259237
552.0894 660.6005 3 3 620.992167 596.496 124.0061
10.43843 24.20896 3 3 20.9324133 19.1675767 6.24655837
4.065163 3.432523 3 3 5.14343833 4.70741033 1.74460456
858.5997 837.966 3 3 830.382 854.420167 133.150301
1703.701 1190.788 3 3 1419.02567 1470.72833 125.044113
197.7013 132.1395 3 3 165.152967 172.690867 22.584956
197.7013 132.1395 3 3 165.152967 172.690867 22.584956
197.7013 132.1395 3 3 165.152967 172.690867 22.584956
77.52531 45.86724 3 3 56.5081633 59.67432 6.98385634
144.2057 134.1941 3 3 135.4703 132.405767 11.3302417
209.3534 206.7858 3 3 271.0148 255.253667 32.2797054
26.75448 19.21799 3 3 23.9765233 25.5563133 6.60348655
443.0571 470.6143 3 3 456.7988 480.9548 127.349059
425.4483 680.2021 3 3 628.721467 598.002367 84.0278159
674.9266 530.8693 3 3 643.415067 620.452133 101.618423
734.6896 543.4613 3 3 668.299167 708.018633 160.649033
123.2156 83.65104 3 3 109.452867 105.616347 7.32698816
12.61676 28.40601 3 3 25.8125 23.8491967 4.95863028
1546.385 1214.106 3 3 1661.92767 1575.45233 302.624107
22.58824 5.728652 3 3 15.8421233 13.6938307 8.5094198
25.65575 30.95979 3 3 32.7465367 31.0757033 7.56314899
151.315 96.77344 3 3 130.223633 124.84168 12.6748604

118.3847 88.75027 3 3 106.4934 103.488457 7.95484937
702.778 488.3953 3 3 694.0619 662.351867 81.4770871

382.0478 256.0909 3 3 291.663533 304.6706 26.7822557
6162.394 7287.109 3 3 6653.893 6516.117 385.321201
3946.722 4004.859 3 3 3845.516 3769.486 229.78508
110.4563 99.23045 3 3 95.2482167 99.20255 19.0716245
56.11815 26.98334 3 3 45.3207333 48.8631733 4.65824366
965.4794 1099.971 3 3 1005.46583 1020.4684 45.8237744
9.895011 10.30362 3 3 11.0493887 11.787307 2.92241779
11.25459 10.468 3 3 14.5129523 13.3753833 4.64994313
4675.776 3718.934 3 3 4600.923 4470.98967 280.167121
2318.245 1240.464 3 3 1725.40333 1825.72133 142.518977
45.86263 62.92424 3 3 49.9079033 47.07941 4.34494785
115.6467 161.8479 3 3 141.5846 135.754533 22.603094
95.14405 83.19865 3 3 82.4163933 84.6806767 8.10148882
10.63297 0.480948 3 3 5.09620033 4.06288467 1.1326677
9.255731 23.36346 3 3 13.4252303 11.1273434 6.05055543
165.5287 167.4547 3 3 166.906467 161.912567 26.9249458
190.2124 151.3318 3 3 165.985167 169.5814 5.18310892
78.74664 148.9196 3 3 105.810267 112.241013 8.42817827
62.79797 61.73481 3 3 66.5401367 64.7860667 8.84049188
31.21394 34.22554 3 3 32.8157933 33.9786133 5.99026701



152.7629 132.9709 3 3 139.688 134.416967 23.8879792
43.01643 86.94376 3 3 67.2048933 62.97687 8.58924629
210.0413 159.2666 3 3 206.213633 199.240867 16.2332001
140.4097 121.03 3 3 119.468467 123.311267 14.5374411
1246.11 998.327 3 3 1166.51667 1198.72467 10.3501753

657.1019 558.9862 3 3 592.659033 579.640333 23.8945438
176.9753 152.0077 3 3 172.826833 169.204 13.9878063
411.4415 413.3588 3 3 437.3219 431.3532 7.53054941
102.1137 98.56398 3 3 102.507017 101.00456 8.21401608
299.0731 303.7974 3 3 282.726233 291.527833 46.5777203
1244.133 840.9217 3 3 1072.54747 1118.87557 101.590626
398.5302 583.7587 3 3 441.447367 463.8365 71.9801462
45.15249 43.86818 3 3 44.9228333 46.2376967 6.76886374

0.08324501 4.890056 3 3 4.99295367 4.23029 1.91659272
51.25031 55.01501 3 3 51.52311 50.6500033 1.5219499
38.45639 54.53741 3 3 49.6916267 47.7303267 7.32921075
1344.418 1161.391 3 3 1383.624 1339.99967 172.306108
50.20137 49.44691 3 3 56.0758767 58.8731967 2.07817249
15.46168 11.6603 3 3 21.00045 19.0654767 5.01957643
1417.193 689.2768 3 3 1495.90907 1350.90327 523.508375
1912.679 1514.351 3 3 1830.84633 1902.03833 126.218117
77.38339 64.60558 3 3 66.3409633 68.5928667 10.2198158
84.45552 122.1369 3 3 90.5629833 94.9761833 7.88668918
25.65776 28.90825 3 3 30.4923967 32.9900267 9.99388478
45.73277 29.49584 3 3 42.07605 44.7530267 3.36202945
4098.538 4202.525 3 3 4288.62933 4219.18333 371.509516
460.4711 406.116 3 3 431.980233 422.946733 39.5129957
490.7532 431.9872 3 3 448.465833 459.586867 55.6807263
212.9119 179.6296 3 3 226.4195 218.4505 16.9926642
33.94016 57.9212 3 3 44.12565 46.3505267 3.85581872
95.92744 90.80315 3 3 101.81961 92.48031 52.9489442
42.84282 27.83552 3 3 37.03422 35.06858 8.25548193
3510.838 1198.512 3 3 2156.13433 2378.20333 503.126568
215.5092 155.4975 3 3 169.2616 175.524133 8.17679706
605.3372 279.269 3 3 475.556767 519.0802 130.38306

105.09 80.98479 3 3 86.7336333 89.3577033 6.08018591
149.5631 126.097 3 3 125.357333 129.334067 12.5719753
87.25263 141.3498 3 3 115.778767 110.61891 9.49697723
433.9791 402.8222 3 3 432.4095 426.687533 24.7395794
548.1885 319.6299 3 3 441.248433 467.329533 75.0886015
29.51187 14.03114 3 3 23.4292367 21.1934433 10.0576531
214.9449 162.5395 3 3 191.9346 187.303967 1.56644385
31.91052 28.6209 3 3 30.64331 29.6076367 5.55099237
63.6968 57.53397 3 3 56.7904233 54.1901433 9.29662897

185.6814 127.7676 3 3 162.370733 156.682433 14.6277176
54.24508 62.72186 3 3 54.2623667 51.892 5.8755976
40.27367 24.49007 3 3 30.6221 33.0542633 11.3576769
1148.329 464.5786 3 3 756.5251 818.374333 85.4975233



417.639 380.325 3 3 389.9925 398.342033 43.8383999
1174.294 1127.316 3 3 1150.788 1158.453 34.4616563
42.12303 24.95565 3 3 41.1224233 45.6183733 12.1536907
18.16187 9.142498 3 3 17.798277 14.666186 17.2227306
246.982 174.4057 3 3 194.413567 203.258233 32.7055183

198.0868 149.6184 3 3 179.497467 174.2738 17.4078126
41.34777 21.87904 3 3 29.6728367 31.8053533 7.32189796
37.19301 44.14813 3 3 45.7903967 43.9626167 8.0319613
188.9732 160.4031 3 3 181.2708 170.763 57.9382548
95.90547 107.1447 3 3 112.925127 107.082257 31.4826494
27.78581 19.57772 3 3 25.4505233 24.5130167 3.13176479
206.4799 167.5031 3 3 187.180033 181.822533 21.8762521
33.65189 19.86808 3 3 30.2552867 28.8440333 2.14529485
758.9974 606.0299 3 3 746.1096 724.700033 61.7034495
280.5005 226.0634 3 3 254.375933 259.572167 4.90343905
47.43549 81.73627 3 3 81.3779033 76.3568767 10.7466085
199.7123 152.0738 3 3 163.5576 169.3614 20.1849911
2718.492 1207.164 3 3 2007.28333 2180.763 521.336779
125.4615 96.85781 3 3 108.871933 105.776617 4.7218775
1060.729 882.3864 3 3 907.806333 928.315233 14.6435693
36.84019 23.63168 3 3 33.3616533 32.02738 2.25689499
581.3227 257.154 3 3 517.013367 481.774567 52.3349562
30.39044 30.97393 3 3 31.41656 32.9117667 7.64010188
41.92337 34.3419 3 3 40.3674267 42.7699567 10.5191666
8.684821 6.534978 3 3 7.64961033 7.35669333 1.2126908
60.62699 116.1641 3 3 81.6644233 86.66054 6.32416032
2411.286 2840.32 3 3 2571.51467 2623.33 205.500222
237.1474 188.7431 3 3 210.6918 204.073433 24.8647501
142.4098 159.2546 3 3 155.643667 152.1746 17.8757008
211.1134 191.5072 3 3 192.4056 186.714867 18.1852065
52.59283 36.30113 3 3 47.76852 46.19504 2.4517301
37.57778 25.7093 3 3 35.01308 33.3320167 7.02232153
117.598 94.72192 3 3 105.3033 107.35004 1.74139028

5308.193 6298.84 3 3 5991.508 5754.407 1265.68485
164.0187 138.5832 3 3 166.807567 162.149967 14.1868192
54.35615 92.28606 3 3 74.2845567 70.46031 9.95230782
238.4145 175.5974 3 3 202.558133 195.1099 20.6124064
161.6355 87.27282 3 3 125.4658 118.63094 7.87201096
507.3283 638.4754 3 3 508.274133 542.7449 179.728237
35.6054 24.01558 3 3 34.2149233 32.59237 5.51197581

137.1935 141.2908 3 3 125.070377 130.431233 26.7337588
1249.264 753.4291 3 3 990.560167 1035.2617 35.8054244
947.9088 992.3745 3 3 1022.43523 1002.5231 97.4673186
346.191 320.623 3 3 296.582033 308.6153 52.8765797

329.0272 366.1128 3 3 393.604367 378.879533 62.5310814
168.084 138.8172 3 3 139.43291 148.558467 49.775702

139.4945 180.7223 3 3 175.1788 165.546767 50.6516286
59.6039 53.16058 3 3 48.9356233 51.4276767 11.0519557



660.1208 484.3706 3 3 687.5391 645.0575 190.491815
31.26915 16.09163 3 3 26.1183367 24.26599 7.44195607
44.09243 26.07627 3 3 36.6991467 39.9741467 14.2670084
73.47173 54.41442 3 3 60.8403567 63.30453 10.4830282
132.8208 193.8739 3 3 159.713767 165.124133 5.67911606
87.16768 90.21381 3 3 98.6849667 95.3924967 14.9551045
32.34993 54.62273 3 3 39.4808633 41.7905567 6.70786945
120.1773 82.88976 3 3 96.7491833 100.51021 10.9702118
343.9839 363.0526 3 3 349.389733 346.2091 9.2657668
3689.829 2368.648 3 3 3097.633 3227.809 102.401283
65.5514 75.42909 3 3 73.45987 75.6627133 7.56411685

36.86412 28.92318 3 3 33.6357333 32.6750033 3.85806482
474.944 183.8426 3 3 322.8106 349.299767 32.3640782

134.3113 93.29066 3 3 104.708863 108.844533 8.75697918
121.7982 180.5338 3 3 150.0495 143.834433 16.3324473
38.33418 44.63895 3 3 38.4482667 39.8049633 6.56360899
523.2973 641.8554 3 3 611.300667 637.843067 104.246531
765.3134 629.5008 3 3 725.2662 758.5023 145.493473
6.706028 3.575084 3 3 3.01092567 3.558437 0.27660181
283.9901 275.4648 3 3 317.8133 334.174667 7.63440973
110.8221 88.74957 3 3 93.74736 90.0613533 7.10416488
116.9694 147.5425 3 3 115.567037 120.546313 13.6974441
955.9499 1051.298 3 3 999.039933 1025.56697 141.122805
1342.232 707.3374 3 3 1013.60773 1071.2508 66.9000235
153.5572 117.3978 3 3 128.2482 133.1049 21.2073281
152.3501 103.9325 3 3 128.755167 123.974567 11.4324458
123.8715 111.4374 3 3 109.2573 112.2434 13.1820471
105.4871 73.26065 3 3 89.9407967 93.10335 5.99805621
4.561723 11.92055 3 3 7.09344867 8.22583767 5.45107291
256.1936 239.0744 3 3 223.698167 231.294467 32.7489947
59.37568 78.14053 3 3 68.5096133 71.1525733 11.4327981
458.7034 460.0565 3 3 421.923833 432.996733 45.3295817
1427.931 888.134 3 3 1466.75367 1375.26467 261.735981
168.3552 133.1642 3 3 183.218 172.5071 46.3935492
158.8272 193.7715 3 3 170.979767 164.920567 23.4297343
158.8272 193.7715 3 3 170.979767 164.920567 23.4297343
158.8272 193.7715 3 3 170.979767 164.920567 23.4297343
158.8272 193.7715 3 3 170.979767 164.920567 23.4297343
158.8272 193.7715 3 3 170.979767 164.920567 23.4297343
15.98738 2.786829 3 3 13.3420863 11.5785597 6.87778274
9.223848 11.70045 3 3 11.052787 11.8657727 3.86841961
101.652 94.61617 3 3 87.6216233 90.1126767 2.25636015

903.2647 722.8751 3 3 731.0134 756.631167 67.6250004
111.5168 107.3564 3 3 110.45227 107.255567 18.1151407
810.5654 857.0416 3 3 910.395233 879.9983 156.251176
432.6334 636.1355 3 3 551.062833 527.604467 90.6265084
1980.45 2449.368 3 3 2175.83733 2224.18633 155.660598

840.7884 611.1973 3 3 742.226233 766.754867 47.8688249



304.2234 227.925 3 3 268.7622 261.110233 21.4925456
4540.965 4213.892 3 3 4740.93967 4640.78133 326.170933
110.3399 84.31824 3 3 104.2492 101.632113 2.85485226
78.23731 44.9439 3 3 64.1813133 60.7861267 10.634455
341.921 326.1441 3 3 328.437667 336.647767 47.0537003

118.6446 72.05363 3 3 89.7969867 94.10228 9.18573029
194.3011 185.2705 3 3 200.1965 196.7612 15.3575597
2084.227 2447.668 3 3 2362.65467 2310.71667 230.026604
1210.201 1149.103 3 3 1270.935 1236.47067 173.011461
28.87466 29.96539 3 3 33.53726 31.6979167 9.9877212
78.87001 42.13169 3 3 50.5487267 54.2941333 5.15316498
73.37769 85.46691 3 3 68.3589167 71.8115667 14.0459493
1463.907 1592.01 3 3 1766.56267 1706.56 152.668794
138.6618 129.0935 3 3 129.956567 126.202267 16.8290787
86.27326 83.93845 3 3 86.62469 89.61535 15.626188
10.94736 15.52046 3 3 11.2359833 12.131487 4.31570118
22.72623 7.682224 3 3 28.67316 24.6371913 15.3337914
15.16564 12.42314 3 3 13.4708167 13.93539 2.33821528
3.446684 4.717767 3 3 3.47865033 3.94513867 2.6474609
2232.795 1616.613 3 3 2006.42433 2075.419 24.1787326
71.11594 65.89492 3 3 67.41923 65.3189567 10.69813
71.11594 65.89492 3 3 67.41923 65.3189567 10.69813
44.01704 31.471 3 3 35.6152567 34.03019 2.40810531
875.6485 771.9805 3 3 918.633567 826.278667 539.620573
2017.707 2613.617 3 3 2306.85 2246.61933 148.192986
64.92672 59.7767 3 3 74.5798567 71.1345067 13.0828617
42.46265 31.48275 3 3 40.3608067 38.7863567 6.74653136
176.1986 139.3724 3 3 136.501167 143.868833 30.8831976
1146.271 1152.509 3 3 1126.78953 1153.02467 154.047817
5.554037 4.926754 3 3 6.017222 6.64466067 2.75493342
67.57141 90.13338 3 3 78.6825567 75.9144867 10.5850776
23.78307 20.19651 3 3 20.79008 21.7004133 5.02343474
1019.684 833.8127 3 3 919.021233 899.478133 48.5875611
140.6231 97.7838 3 3 111.987557 116.643233 16.5251387
93.37113 76.87617 3 3 90.5354467 88.1344467 10.2338416
89.89491 56.72218 3 3 68.44567 71.36576 3.06341076
136.1105 165.1951 3 3 148.471567 144.6315 13.8663269
423.099 364.3364 3 3 383.1794 389.459833 21.2898402

2405.928 1818.668 3 3 2238.99167 2168.31467 279.467081
3.859315 4.068717 3 3 3.96561833 3.59045633 2.11357151
96.88059 77.77897 3 3 82.70749 79.9330533 3.52936826
156.1666 208.6365 3 3 170.731667 189.844867 108.980315
384.2126 398.8073 3 3 470.261333 450.604267 54.3412806
164.3001 121.3665 3 3 143.749767 148.528 15.4652929
164.3001 121.3665 3 3 143.749767 148.528 15.4652929
40.62113 50.203 3 3 45.5056233 48.3385533 15.2421244
350.9266 305.1629 3 3 312.995067 320.7372 37.6162674
6007.127 5779.833 3 3 5713.93467 5809.15733 532.204965



288.7463 522.339 3 3 329.839667 356.207033 58.3797791
186.9591 113.6944 3 3 158.1654 166.693133 20.0678712
76.80529 106.6835 3 3 92.9823833 89.6415567 12.4407698
117.0678 70.20784 3 3 83.36049 88.0296067 11.0157961
37.4774 32.34498 3 3 44.9831867 42.19857 10.3009244

0.7509952 1.562255 3 3 0.66554191 0.83233553 0.70428359
1307.382 929.2224 3 3 1214.73503 1281.90713 205.782423
147.4887 100.511 3 3 123.535133 119.013533 9.56361466
2678.033 2394.398 3 3 2598.278 2547.57733 264.197929
972.7136 958.2965 3 3 964.815633 997.536033 185.705609
1743.016 1540.759 3 3 1660.528 1630.28567 146.69
2697.16 2140.241 3 3 2832.18633 2727.293 153.869251

1236.736 638.1747 3 3 1007.0897 928.120667 360.383867
221.5814 110.8057 3 3 155.074633 164.943333 19.0288215
32.31042 30.3726 3 3 25.9337567 27.29624 3.94326555
47.73078 44.75418 3 3 45.6096667 44.4187533 6.15754453
69.08952 59.81126 3 3 62.1315167 63.89285 9.33810565
378.614 536.1885 3 3 500.2044 523.8916 19.2038011

367.4815 258.2526 3 3 283.878533 295.0585 22.0493104
89.52457 90.84466 3 3 82.57654 84.7517933 8.85207076
3397.358 2240.027 3 3 2810.43267 2689.36333 365.214258
272.2909 237.59 3 3 249.4935 245.4219 3.74972308
1204.44 880.1847 3 3 1216.00433 1159.00857 218.79263

1414.542 1183.01 3 3 1433.89467 1394.223 122.576846
129.9816 158.4731 3 3 149.5203 145.011567 22.7192539
79.33857 86.41528 3 3 77.1448733 73.5738467 13.4268102
295.865 328.4149 3 3 298.726067 302.879567 9.48970254
62.7025 38.09261 3 3 46.7746233 49.3279133 8.75776041

58.67832 73.24229 3 3 64.60626 61.04593 18.0248951
23.01497 28.73382 3 3 20.2530707 22.7529167 13.6013725
480.4232 316.9118 3 3 354.5693 374.2857 73.2708808
71.72385 59.98251 3 3 73.9586833 71.8524133 3.95028057
79.41328 111.6248 3 3 89.22143 84.6568433 11.3590867
1325.269 2378.922 3 3 1926.36267 1807.08333 472.873045
56.5065 39.05267 3 3 46.1265433 47.6339467 2.19218683

107.0179 75.73259 3 3 102.182963 98.29593 12.2913386
22.19831 15.56336 3 3 16.7237933 17.5461533 2.79586938
2093.869 6531.642 3 3 3173.027 3612.66267 716.768897
98.77313 70.17738 3 3 90.46736 82.3924267 45.9719168
217.909 165.4652 3 3 203.183833 216.5845 62.2924705

709.9495 759.9463 3 3 753.693867 733.6377 117.355087
4116.886 3523.934 3 3 3990.07067 4116.78767 473.537406
433.2633 835.1524 3 3 560.3096 601.079133 126.280726
14.9159 6.079524 3 3 9.35116733 8.08640833 4.51832018

6.204834 0.00508066 3 3 4.35721843 3.43561955 4.5311242
23.77907 27.17758 3 3 24.5090733 24.9401267 1.70628557
37.77964 40.32689 3 3 34.1273367 35.3196767 2.76480072
313.8774 270.6463 3 3 261.236033 270.178433 30.7130298



119.9656 100.4898 3 3 101.0979 103.889573 8.09636946
1510.083 1196.708 3 3 1540.998 1491.41233 83.6526542
9.283388 21.64287 3 3 18.14313 16.7767993 4.89849318
4964.996 4695.575 3 3 5113.797 5024.56467 394.959383
278.8665 223.4454 3 3 245.804533 226.361267 105.130459
128.1383 193.3916 3 3 135.353667 143.0103 10.5322624
104.6676 67.41312 3 3 91.9779067 88.4560133 9.19227794
31.73275 41.84047 3 3 33.2188633 35.00198 8.95334115
60.4193 74.02945 3 3 66.5207567 69.4487633 15.8153876

70.88612 84.89616 3 3 69.02954 72.47619 17.170341
2935.667 1496.91 3 3 2671.03367 2519.14633 215.93499
6.322799 7.537413 3 3 7.22597833 7.041675 0.91104753
20.84297 5.89807 3 3 18.10025 16.3800333 4.97037199
297.6431 285.2273 3 3 276.2765 280.1223 10.7674729
472.7801 162.9018 3 3 277.548533 303.941267 27.9769608
688.1342 560.9235 3 3 621.553833 636.6093 61.4490039
4.389822 0.06797948 3 3 2.45254237 2.94007349 1.57403986
68.63612 50.77296 3 3 68.6001933 65.1720167 16.0995777
244.055 197.0602 3 3 205.4154 211.569733 24.2391484

33.62834 24.80671 3 3 30.1881633 31.4562833 4.91934403
7.328723 13.394 3 3 11.373224 12.190961 2.27476494
38.18958 45.4657 3 3 29.05148 32.3393933 10.559984
20.44354 44.7834 3 3 37.3194933 35.0275467 5.12883444
246.1862 228.5163 3 3 246.2253 243.072733 13.6980362
85.34305 122.2166 3 3 94.56975 98.2204733 7.44279375
62.18164 72.54814 3 3 65.97737 69.58113 20.8378826
380.4229 334.9026 3 3 352.9954 341.315433 60.6916149
15.48476 19.30968 3 3 21.2861933 22.9812833 2.86031959
137.6765 111.4748 3 3 128.957867 125.870367 13.1563201
69.31862 65.50014 3 3 74.5037533 71.9295733 13.3517899
56.70958 42.04693 3 3 56.2123667 59.32523 2.3082159
1950.922 1910.277 3 3 1693.40433 1748.19333 100.443713
140.6843 104.2322 3 3 110.978033 115.080267 11.110822
333.1235 348.7328 3 3 349.9686 339.4641 63.1899257
211.1335 171.9124 3 3 177.6495 182.137 9.61804033
33.5242 35.45918 3 3 36.3594033 35.5750033 4.26612109

5.742903 9.090473 3 3 9.026964 8.53576533 1.52685715
107.8902 76.64242 3 3 91.26956 88.1519167 7.95629797
52.63591 66.56998 3 3 69.4661767 67.0149267 2.85012768
59.37949 41.01136 3 3 51.34249 53.2386 4.5172047
441.0695 256.5882 3 3 333.623867 348.904533 9.98177289
1474.926 902.7997 3 3 1207.589 1264.19223 139.26726
26.87951 13.77354 3 3 21.0889033 19.3926667 7.79162561
381.7501 219.5748 3 3 284.307433 299.422967 43.299259
381.7501 219.5748 3 3 284.307433 299.422967 43.299259
381.7501 219.5748 3 3 284.307433 299.422967 43.299259
1151.089 1706.664 3 3 1471.16667 1424.244 65.7445056
847.5669 983.6207 3 3 864.888967 826.522233 161.615891



13.35132 12.7529 3 3 15.0116133 14.44352 2.46770047
217.6805 216.0603 3 3 233.285933 241.122833 22.7447917
255.9764 293.062 3 3 257.743333 262.665067 11.6192587
76.21844 53.02044 3 3 82.7281933 78.23186 7.83191573
71.39259 65.57825 3 3 70.1078467 68.2667233 10.8415578
155.1867 126.9494 3 3 146.0089 142.650433 14.6276748
34.45269 60.24342 3 3 47.8443367 45.25467 8.43611573
25.29531 30.11077 3 3 29.8525033 29.2222933 1.45634259
208.2163 191.4101 3 3 199.777433 195.1454 25.8232577
277.7073 401.9556 3 3 318.151867 301.706367 43.6488017
42.48056 39.54525 3 3 47.15308 45.7741833 1.02393318
102.3141 71.58398 3 3 81.95853 78.3615167 5.26384993
1827.417 1438.121 3 3 1724.05233 1787.16 200.617348
37.32224 60.07478 3 3 43.8699933 46.19063 7.35527534
59.00617 68.35104 3 3 67.5446 69.9955667 9.18037625
130.8793 61.37346 3 3 101.52644 93.7077433 32.786829
208.4873 139.9273 3 3 221.2312 207.243433 54.1275195
46.22505 35.3404 3 3 40.32634 39.3233733 1.39649165

177.59 105.9687 3 3 127.8149 134.939133 22.2064022
10.36376 6.076948 3 3 5.41567767 6.21639733 2.75937953
21.69301 11.91561 3 3 18.21687 19.5812833 4.83940163
22.90014 19.80175 3 3 23.56747 23.01317 0.97212591
67.88889 35.57136 3 3 47.5527533 50.5603033 8.80878441
67.88889 35.57136 3 3 47.5527533 50.5603033 8.80878441
96.94398 60.94942 3 3 75.55898 71.4516333 12.160184
25.63398 34.66706 3 3 26.4294567 27.5340333 2.32076641
198.7874 158.2323 3 3 190.637133 185.991333 15.5364412
1110.067 1482.37 3 3 1120.69233 1212.86133 517.15834
130.0103 132.7545 3 3 128.978533 127.328967 7.23206726
102.0469 83.75453 3 3 100.431203 96.15111 24.123958
60.29053 103.0924 3 3 85.85894 82.3471967 3.23211579
1233.634 1121.439 3 3 1211.43483 1274.91467 349.440136
337.1714 433.7451 3 3 374.1844 349.984667 127.453174
74.4686 70.36331 3 3 70.7486433 71.90461 6.78643217

197.3798 159.1923 3 3 209.070033 200.571033 30.1114717
13.6057 11.68454 3 3 14.9027133 13.8476867 6.11013417
147.376 107.1295 3 3 112.712917 117.69347 16.4646331

28.10575 24.13851 3 3 31.8747433 34.1422033 0.21182429
0.03462319 0.00301469 3 3 2.6720073 1.77820863 4.61710278

151.1793 137.7773 3 3 145.056767 146.589033 5.63231082
79.5724 61.79013 3 3 69.43821 71.4867833 8.94382382
657.951 521.3503 3 3 619.0759 606.5597 22.182368

398.9274 489.9294 3 3 387.780333 401.8396 8.82776677
110.9003 72.26275 3 3 93.6237333 89.53514 16.0122655
69.1534 54.7943 3 3 60.86304 58.75901 9.35971549
50.2882 30.42912 3 3 45.81659 43.7783167 5.11305713
50.2882 30.42912 3 3 45.81659 43.7783167 5.11305713

5.389843 7.956224 3 3 5.78572233 6.254685 2.50807988



29.45378 38.57582 3 3 33.83637 32.7386033 4.55077501
90.44341 63.75919 3 3 76.0021033 78.4834 7.30818156
153.0058 98.98103 3 3 120.388433 114.34824 16.460677
84.93948 81.45793 3 3 81.3733333 80.0872433 5.6393099
590.4437 477.2688 3 3 650.9661 622.6651 63.8950714
275.5789 185.8999 3 3 216.654067 228.5329 58.5846499
37.33449 41.65818 3 3 36.6524067 37.6707667 5.04393862
69.24593 55.99586 3 3 61.1249867 58.6072033 12.37276
47.03316 32.8033 3 3 35.3053333 36.7514067 0.50264374
7720.21 4752.611 3 3 6377.083 6109.76667 718.996556

55.50284 40.82952 3 3 48.5356067 50.4679267 8.65192312
122.6744 173.7838 3 3 141.0891 145.9338 15.509742
833.4815 620.9216 3 3 715.478967 693.643433 61.6495993
7974.56 7079.12 3 3 7535.00133 7628.908 332.067638

64.22074 43.2195 3 3 61.2859033 65.0158767 6.82949578
2.174919 3.777589 3 3 2.68570467 2.90823133 1.12492958
17.67094 5.516568 3 3 12.5285677 14.1437793 6.70049511
44.28316 46.74037 3 3 43.4772333 41.3994967 10.7563254
382.8391 333.575 3 3 342.662433 348.107433 15.5461071
10.56709 2.511071 3 3 7.20810567 6.19215033 4.86037206
762.116 559.812 3 3 672.312033 691.704867 39.9046361

14.32242 6.305438 3 3 8.673435 9.60859567 4.06668615
35.73154 22.71177 3 3 29.6592033 28.5239167 2.53967139
77.34412 124.6919 3 3 101.97762 93.97874 42.3045677
151.468 125.3861 3 3 137.745367 134.761233 11.7280861

258.3205 193.5995 3 3 237.333833 231.762667 8.11931826
118.3347 99.90691 3 3 99.4744033 105.319083 34.7625546
26.96366 9.750802 3 3 19.1866133 17.8012007 0.42780065
167.6927 131.9277 3 3 149.118833 152.814967 13.7233022
462.3781 563.184 3 3 488.388533 499.428833 41.2348478
3920.014 2704.618 3 3 3452.43467 3574.85467 106.158501
137.3794 99.88139 3 3 125.323203 119.242397 33.1202963
495.1245 943.3932 3 3 967.246467 897.1999 217.277899
12.78937 9.865578 3 3 12.2360523 11.4553527 4.66181489
1097.672 913.0921 3 3 974.5778 948.781667 89.4591204
102.1881 69.77344 3 3 81.6425033 77.8988367 9.64359145
45.41812 28.51617 3 3 38.57425 36.9282433 5.9409857
201.4305 280.7606 3 3 236.214167 228.817 11.4083015
46.41972 30.03167 3 3 44.59595 42.51454 6.95753513
152.6188 143.1964 3 3 134.5188 137.7111 8.25302656
78.84715 71.71509 3 3 76.8283767 76.2033567 0.38957732
78.81425 90.8996 3 3 82.1643733 79.89301 9.65970803
64.29008 48.11968 3 3 54.04063 51.9668933 7.114661
111.9172 95.74197 3 3 103.98667 107.438523 19.1365599
87.95703 53.86372 3 3 70.6996267 74.69755 17.2794923
63.03502 57.17725 3 3 70.3750267 68.1119267 1.34907716
48.78405 77.42338 3 3 73.89943 69.26843 23.0201251
3.516634 4.808363 3 3 3.33863633 3.65816 1.69177285



87.45914 70.90083 3 3 76.4938133 78.2376067 7.03424264
133.014 112.9653 3 3 117.3585 120.0323 12.5363566
23.586 25.33303 3 3 33.562225 29.2794933 25.6498909

1623.842 1873.774 3 3 1767.545 1793.741 74.7809414
119.7209 64.23623 3 3 87.47631 92.1796567 10.4678272
272.8332 329.0667 3 3 337.338733 323.727767 70.8424544
10.50647 6.717313 3 3 10.2909347 11.3664377 4.43586791
67.57999 63.41879 3 3 69.09763 71.22835 8.82575454
7.028123 1.812056 3 3 5.85682367 6.96868633 4.79055784
91.84766 68.15959 3 3 77.3678533 79.2973233 2.57299173
6.47326 0.3271591 3 3 10.120774 8.58481637 1.99157845

5.883574 4.057511 3 3 5.758671 5.294382 2.72956591
498.0627 143.5335 3 3 339.389667 371.4817 44.4791309
77.18574 31.64693 3 3 47.5369033 51.5830633 10.5344001
766.6909 552.3433 3 3 650.386333 629.0858 62.0290328
35.76786 6.094091 3 3 18.0649533 15.163811 4.01433456
85.93335 53.1409 3 3 65.9677567 68.5919267 1.86096117
62.28988 52.40448 3 3 58.4537167 57.37149 4.72985775
3.917338 10.52168 3 3 7.524946 6.81053433 2.99890482
689.7678 715.6274 3 3 733.381967 726.462833 7.22722185
33.04155 26.17078 3 3 31.4397933 30.0912067 7.76542708
46.12912 47.05383 3 3 44.9564733 41.9603467 17.176722
291.5522 239.0023 3 3 244.7263 250.707333 10.3575885
111.4917 157.0108 3 3 129.915867 124.9442 14.650922
452.4011 705.9406 3 3 568.1176 535.3294 146.408252
278.2726 291.7061 3 3 291.011 281.9914 56.6062663
17.67194 13.14102 3 3 18.5480333 17.4113067 5.90716599
97.47059 133.8914 3 3 102.927813 106.918893 8.96249303
580.6568 179.8894 3 3 416.959233 379.154533 132.21307
90.23826 61.76833 3 3 75.9105233 73.1854533 8.5504006
131.1895 114.8013 3 3 123.912333 126.485333 12.797733
131.1895 114.8013 3 3 123.912333 126.485333 12.797733
131.1895 114.8013 3 3 123.912333 126.485333 12.797733
651.8376 692.3583 3 3 652.034467 662.296767 59.6471067
45.80953 65.01718 3 3 56.9546533 54.6891 10.6619116
510.4667 687.1878 3 3 555.1973 578.841833 116.596295
211.4532 164.4653 3 3 188.1068 195.4919 38.5454528
607.6103 486.455 3 3 508.5596 521.5707 35.215779
50.42019 33.25594 3 3 34.6473033 36.7922233 6.04292769
338.7657 326.7948 3 3 309.8199 297.845967 46.0221211
2198.474 1919.282 3 3 2102.45567 2141.26033 145.83607
22.63145 24.65594 3 3 27.9595267 26.9574667 2.61713333
299.3506 238.2032 3 3 260.6116 251.865633 36.2902657
931.7759 613.6757 3 3 911.9215 871.741533 104.577747
54.56006 47.70123 3 3 49.8041033 50.9224267 6.24296465
144.5989 153.0658 3 3 141.006433 146.918033 37.328545
2766.111 2865.707 3 3 2866.27633 2775.26267 574.383939
48.88387 94.41031 3 3 69.6629967 65.09817 14.2494985



56.75671 103.8704 3 3 70.4772633 74.49128 0.85206356
76.50116 72.64565 3 3 75.50839 79.96107 26.8070807
594.8066 768.4216 3 3 756.928033 731.767933 103.788632
20.38557 11.24442 3 3 17.008763 15.7269767 6.79790877
185.2006 99.94714 3 3 133.559933 140.282447 3.87712589
84.62867 80.61922 3 3 77.3730233 79.8449667 14.9244454
84.62867 80.61922 3 3 77.3730233 79.8449667 14.9244454
16.84553 12.81129 3 3 14.4726267 14.0005667 1.73413262
1703.287 1417.899 3 3 1665.01267 1733.974 290.504452
1014.087 934.0052 3 3 952.521767 966.112833 76.0306886
99.56049 65.66604 3 3 93.92933 89.80361 15.9957466
543.3435 599.3193 3 3 602.375067 615.595667 22.7388464
1948.233 2337.156 3 3 2393.47367 2288.62867 591.453926
1948.233 2337.156 3 3 2393.47367 2288.62867 591.453926
33.30952 30.53663 3 3 29.0812333 29.7854333 2.18307675
193.4767 187.1329 3 3 224.3381 213.708567 54.7264
130.1788 93.39297 3 3 114.023367 117.358623 5.12711372
52.4704 67.42374 3 3 62.5474133 65.0626833 11.2390965
44.4153 45.25326 3 3 45.6073167 47.87572 13.5730957

939.6037 1036.288 3 3 1052.16433 1078.3399 37.7045143
1.762839 9.785437 3 3 3.0063084 3.95662683 3.35614253
13.88584 12.15445 3 3 11.6818547 12.1423767 2.38553353
73.82896 64.99028 3 3 68.2644633 69.8398733 9.07523076
6378.593 5039.545 3 3 5821.39333 5946.09233 158.990389
49.42295 26.37281 3 3 37.0217133 34.6400333 8.34259865
20.73849 20.51363 3 3 22.58001 23.3304033 1.17588719
134.5909 100.1008 3 3 112.366463 117.083 25.0066132
885.0887 804.9393 3 3 849.822833 860.445933 48.5963984
337.3135 261.7299 3 3 294.448 287.490567 12.2186606
399.6367 275.2163 3 3 327.3604 316.118133 4.61973876
5.74647 2.260912 3 3 6.81114867 6.07231733 2.61380207

323.9156 248.89 3 3 261.2579 270.1029 32.4684706
4200.447 4070.886 3 3 4386.83 4534.14867 650.924947
198.5703 137.3298 3 3 168.933033 163.842767 9.5679321
1054.498 1102.898 3 3 1094.40443 1140.62367 277.656454
26.53438 27.6171 3 3 31.85209 33.7789067 4.46244377
58.68209 109.6609 3 3 94.8471033 90.1349967 13.0977539
46.80197 34.01603 3 3 39.25263 37.69462 6.21763579
386.0429 331.111 3 3 402.359633 420.912067 44.7489968
157.8309 111.4638 3 3 139.9731 146.004167 24.474745
83.96873 76.83602 3 3 71.6939567 67.7834167 12.2707174
14.40796 9.537005 3 3 11.1746867 11.6270583 1.51330409
1701.168 1750.16 3 3 1765.28267 1737.55067 176.736163
205.2637 153.0339 3 3 161.601133 166.958033 8.7462095
230.3988 194.7986 3 3 196.2518 200.754 10.6584782
501.1933 443.2401 3 3 502.812033 491.941433 54.3792718
87.33775 56.90741 3 3 64.13203 66.91009 3.35058473
482.7411 376.4178 3 3 414.884467 401.462767 48.7446563



105.5464 145.3568 3 3 137.491333 133.2362 13.5407785
36.24896 28.15228 3 3 33.6717367 35.1766267 7.2313608
173.1698 119.7036 3 3 146.595567 151.459033 14.3018652
44.85196 62.3212 3 3 52.3798533 53.94317 5.11864953
6.232555 8.496518 3 3 10.6074523 11.8875477 2.52302544
41.82676 71.21768 3 3 70.4400233 65.0677167 27.9413943
573.5936 506.9014 3 3 556.786433 566.0363 22.395143
1066.018 1268.921 3 3 1081.37067 1106.4385 71.0928116
408.9338 365.4999 3 3 409.901933 400.2998 53.9174765
86.6532 66.61549 3 3 71.7917133 73.95812 8.73392605

38.60779 38.89529 3 3 41.1041667 39.9430067 7.25932682
69.21328 37.39473 3 3 57.42237 54.9047 2.66620065
23.36379 30.46965 3 3 27.9617867 27.3110067 2.1937004
69.21501 45.19847 3 3 61.6426767 59.5768167 4.4360339
130.8813 131.0684 3 3 128.1922 131.634533 22.3757273
130.8813 131.0684 3 3 128.1922 131.634533 22.3757273
286.0696 218.8129 3 3 240.663333 246.415 12.723602
63.5332 41.07274 3 3 57.8043633 55.7476067 4.20036676
63.5332 41.07274 3 3 57.8043633 55.7476067 4.20036676
63.5332 41.07274 3 3 57.8043633 55.7476067 4.20036676

154.3386 127.845 3 3 139.320333 142.5473 16.1157062
147.9438 127.0342 3 3 128.4096 130.895433 4.72945196
467.5951 464.62 3 3 475.243667 482.992633 41.1084194
1397.99 1309.178 3 3 1341.432 1324.17133 89.8595463

113.7151 103.6869 3 3 104.6856 101.980503 12.246211
113.7151 103.6869 3 3 104.6856 101.980503 12.246211
58.69688 45.64209 3 3 55.75742 54.4507733 3.78534419
57.36526 91.09115 3 3 71.88757 68.6329567 8.51973017
113.6612 196.2375 3 3 129.675267 137.864267 16.7944527
53.74438 84.94287 3 3 71.2901567 68.1662033 13.0054577
44.17153 27.06101 3 3 38.2805233 36.75088 4.78323725
484.3542 397.755 3 3 443.578733 435.506267 28.6001397
85.18621 93.92524 3 3 87.95614 89.0557033 5.65039848
1290.919 1440.169 3 3 1356.00233 1318.03033 222.263474
5608.575 3169.583 3 3 5031.08967 4811.53833 206.132031
137.2962 104.8251 3 3 114.3945 109.696827 17.1781679
48.38935 61.35841 3 3 49.13927 51.2984733 10.9303321
274.5408 347.7082 3 3 332.174567 321.1116 60.0816349
121.3249 84.90022 3 3 108.051 105.204807 1.5921656
43.03929 24.46282 3 3 34.74655 36.3245333 0.82689081
2.26369 1.779165 3 3 3.695083 4.32508933 1.024048

75.23603 29.99407 3 3 49.0571267 52.53036 2.40982837
133.0364 104.2993 3 3 122.488967 119.8511 9.38813753
18.46989 40.24812 3 3 27.6924 29.7080433 7.45280382
29.76352 15.82232 3 3 22.6194967 21.30341 4.40006289
54.23769 43.74789 3 3 53.8531367 56.20916 7.44731836
22.85239 11.26253 3 3 21.31078 19.7610267 6.92843978
16.13803 14.88862 3 3 19.1139867 18.34684 0.94297461



137.3441 116.4431 3 3 118.1377 121.131433 13.3400913
378.2592 310.6728 3 3 344.846267 339.5075 3.80640031
61.92201 39.28915 3 3 43.8673167 46.2443767 7.66613114
26.53169 35.89099 3 3 32.6253133 31.2914533 7.40838163
22.54161 5.097313 3 3 11.1057213 12.6698443 5.06714935
2006.09 1617.027 3 3 1874.56367 1936.71767 286.617996

113.2124 96.52364 3 3 97.89882 100.68878 14.6527606
270.6165 211.0742 3 3 235.693533 228.941567 25.7067084
1001.87 555.3915 3 3 893.011233 852.4955 69.9646016

59.08055 52.77366 3 3 60.9382367 62.92393 3.7572937
341.0144 361.7809 3 3 365.0785 374.8424 48.7525937
40.79394 45.38771 3 3 47.7874633 46.62294 4.01972797
283.6829 446.4891 3 3 390.673933 376.139 46.8088208

1022.6 1246.084 3 3 1103.26733 1078.7532 66.2191448
196.9568 170.9589 3 3 179.114233 182.8239 20.6589081
37.01092 51.15197 3 3 49.28012 51.71762 5.83102688
61.20333 49.01334 3 3 60.78523 59.08575 6.42494805
827.5436 658.7056 3 3 736.704933 651.833167 531.161009
86.36198 85.78723 3 3 82.94206 81.2634567 7.31205743
233.4382 182.6427 3 3 200.076667 193.718267 22.5182272
62.14593 55.64238 3 3 65.2482267 68.2943267 11.4027796
680.2994 777.9691 3 3 846.690067 820.852167 39.6953086
288.5664 311.9644 3 3 279.3287 293.994733 95.7636842
100.5001 80.73147 3 3 82.2515967 86.08239 22.0128726
66.92488 57.37817 3 3 59.09671 60.0615233 2.22635052
57.33323 51.95476 3 3 54.2282567 52.0479467 13.4654373
49.88855 39.256 3 3 45.1672433 46.6099667 7.12070195
2.618735 2.415252 3 3 2.62297467 2.46482933 1.03958477
867.7101 1176.579 3 3 1006.17917 939.059567 391.775679
112.5132 119.0662 3 3 130.734567 127.178933 12.5153797
107.0387 70.4305 3 3 84.26361 87.2688533 7.48950926
294.2703 369.9495 3 3 320.941667 332.050233 63.2597999
208.9978 182.9236 3 3 171.1062 177.661667 26.8441363
174.1573 170.4066 3 3 177.085 174.727233 14.9628016
46.63344 36.39925 3 3 43.42797 42.41791 4.05539567
30.9999 49.80986 3 3 37.07128 38.64309 3.3915515

35.71439 36.62523 3 3 44.6018767 42.1771033 12.3284043
172.8202 131.3003 3 3 150.784967 154.0028 4.07616633
20.11414 17.85273 3 3 20.94314 19.9017133 6.65313529
262.8997 257.3253 3 3 242.3237 246.389867 12.6557066
259.4964 137.521 3 3 175.194167 185.224433 14.5171135
34.85191 37.32447 3 3 43.1053633 41.5594467 3.82359255
127.0648 126.2481 3 3 157.587567 151.0834 9.28336463
43.30074 29.8871 3 3 34.70839 35.9591267 4.81688179
19.72324 18.21639 3 3 18.2628467 19.10205 5.53621073
92.5183 97.201 3 3 84.96912 88.0711 16.8422673

3874.056 5015.047 3 3 3766.54433 3942.59733 544.00506
3874.056 5015.047 3 3 3766.54433 3942.59733 544.00506



85.07275 132.2757 3 3 110.24815 106.148117 13.095625
46.36186 47.61056 3 3 45.5187667 46.5342733 6.70011182
57.00585 42.69029 3 3 47.8523033 49.0301567 2.92064118
728.1835 688.2569 3 3 651.576033 663.9192 22.3205441
105.1581 86.48149 3 3 89.8732033 92.2943167 11.6902683
293.8625 314.4232 3 3 316.291233 323.568867 33.5133751
293.8625 314.4232 3 3 316.291233 323.568867 33.5133751
37.89225 69.83511 3 3 55.9988633 53.1972733 9.67123293
1659.978 2528.611 3 3 1931.71367 2005.493 174.7681
21.66627 20.14479 3 3 20.17145 20.5939967 2.66442852
345.8607 271.3127 3 3 354.695567 374.9919 61.5205646
12.79034 10.25165 3 3 17.179086 15.65261 7.16230673
127.9121 103.3604 3 3 110.2414 112.9591 12.5691769
158.9742 112.1284 3 3 122.894133 127.3887 12.4897365
119.6552 70.56416 3 3 87.8438567 92.1533633 14.2591552
52.16932 41.11892 3 3 49.1815133 47.70136 8.02793808
227.4564 275.3726 3 3 223.866833 231.4697 28.7638896
126.7366 103.0046 3 3 111.5565 109.246483 1.9971672
640.4779 665.0981 3 3 623.712667 606.007467 85.811447
29.57365 16.4944 3 3 28.4360167 26.6787867 7.50672189
42.61034 36.14679 3 3 38.9611933 39.7042167 3.75536818
100.4183 77.0143 3 3 92.14304 87.9440267 25.6096985
85.25542 90.87701 3 3 87.29577 90.2163033 19.0451013
144.1175 106.0108 3 3 120.008833 123.878067 17.5550679
95.9418 93.14543 3 3 94.0773267 95.0608733 6.39422836

1141.942 941.6649 3 3 1110.06033 1146.1693 127.158439
70.92339 57.70407 3 3 68.5360567 72.0291667 18.1331782
177.5195 132.5266 3 3 168.585067 164.2729 8.80064152
46.35588 27.51949 3 3 35.73942 37.19539 2.63103015
2301.324 2546.719 3 3 2344.67567 2378.283 172.416445
2018.265 1330.214 3 3 1723.00167 1800.43367 324.420585
134.8742 94.82784 3 3 114.876467 111.24318 12.5675452
1456.79 1936.583 3 3 1686.00033 1644.76467 106.886366

61.02103 65.05261 3 3 64.5862367 63.4118667 7.61812984
601.6083 518.378 3 3 522.6805 534.776467 54.7139461
318.6389 216.359 3 3 310.617867 298.237933 38.7604288
207.1756 167.8324 3 3 179.253867 182.9202 12.692421
1930.077 4981.074 3 3 3276.71367 3015.66467 437.698523
209.9471 186.4758 3 3 199.005067 204.440667 33.0093712
462.562 386.4932 3 3 434.015067 427.556 20.6179157

1286.266 1095.308 3 3 1122.607 1142.71333 48.5485981
159.6764 138.0098 3 3 157.472967 153.0919 26.5047415
77.07374 36.31104 3 3 63.25065 59.36162 15.8731697
65.60048 49.58079 3 3 58.0465433 59.8021467 7.84968078
40.24629 16.30182 3 3 34.4839233 31.6192267 14.038298
140.8492 99.27535 3 3 112.933907 117.493783 22.2673547
1640.155 1002.83 3 3 1329.14567 1388.082 208.683256
234.4704 177.2399 3 3 188.9838 194.613667 15.7688163



312.9888 211.5439 3 3 288.766667 278.8523 33.0131448
9.222583 9.845196 3 3 8.34447567 8.81038367 2.87116811
49.3438 28.99817 3 3 39.40097 41.4141767 8.17845955

198.3609 180.7966 3 3 170.173667 174.881867 17.0262127
363.3168 257.8569 3 3 303.673067 314.1376 46.8912422
130.8763 83.22613 3 3 97.82672 102.250863 16.1269329
1697.443 1513.042 3 3 1648.73733 1617.70133 187.640027
11.79177 4.561811 3 3 10.5852457 9.705207 3.93065562
39.71682 36.17212 3 3 34.4952567 36.7431833 14.9776115
55.49171 48.89081 3 3 54.8358667 53.3959367 8.95052156
105.6566 79.06392 3 3 86.4192867 83.1987367 6.97061238
825.2843 314.8116 3 3 488.150467 527.3945 19.2694743
1473.802 1435.47 3 3 1397.77533 1361.19833 187.630828
77.87581 58.91779 3 3 62.28459 64.1390467 3.82305064
158.2714 148.3268 3 3 142.9987 146.7251 22.0814166
369.0464 355.7057 3 3 328.017267 338.8125 60.6444425
7582.131 8578.934 3 3 8579.538 8454.492 236.845783
87.19584 76.43398 3 3 85.6755233 87.5969833 6.46644019
34.93032 27.92529 3 3 35.49267 34.5104067 1.98483684
150.7326 129.4889 3 3 140.8707 138.021433 15.8283491
1006.285 813.7802 3 3 968.645667 944.684733 117.289562
516.0633 386.6403 3 3 408.664667 423.7752 64.1807313
459.7458 473.5891 3 3 494.105467 506.855233 51.4353938
22.98826 21.1566 3 3 20.7804033 21.4562367 4.38241553
81.01146 68.35456 3 3 87.9029233 85.0759733 2.63903431
36.71831 51.15907 3 3 39.8961833 41.5835533 7.97186307
9.515982 7.138958 3 3 7.75565933 7.98429 0.81597978
45.25199 39.80124 3 3 45.1216333 46.2471433 3.16323955
2.595847 0.00129486 3 3 3.11583787 2.62157929 2.10884996
69.84381 53.73526 3 3 69.23823 67.37273 1.95781113
36.34223 22.70208 3 3 32.21235 31.00867 3.79971461
116.5811 83.52731 3 3 100.75891 103.336303 2.15807605
958.2573 1584.128 3 3 1196.99233 1248.9771 163.676574
201.7769 220.3287 3 3 213.208467 218.243067 30.7095145
2397.128 1459.661 3 3 2056.48667 2145.22833 86.6309673
165.8451 150.1577 3 3 150.351167 153.5556 18.9613707
199.6263 140.9108 3 3 156.606767 164.683833 45.7927433
92.00607 74.20805 3 3 80.7283433 78.12744 12.7792533
681.748 291.3131 3 3 512.426033 544.587933 16.5591604

383.4648 347.2751 3 3 463.781267 441.525233 74.2565967
3949.046 1042.864 3 3 2542.67867 2769.768 292.085879
15.25098 12.99502 3 3 13.95092 14.6407867 4.50281906
795.5909 776.2412 3 3 700.933167 720.075833 64.1402224
1745.888 1359.168 3 3 1877.43433 1790.404 386.373096
78.70918 54.15356 3 3 67.24447 69.3506467 5.71751404
314.6526 280.9307 3 3 297.811167 309.6041 76.5163616
43.47411 32.96643 3 3 34.1200567 35.6572233 8.0076078
43.47411 32.96643 3 3 34.1200567 35.6572233 8.0076078



74.40793 73.17303 3 3 73.73144 72.26351 9.70806698
18.61166 13.20535 3 3 14.5768 13.9118327 1.26583066
41.21846 46.77143 3 3 43.20745 43.8152567 3.10351315
70.02925 62.24637 3 3 70.7603367 72.93504 8.3620418
107.9989 107.5077 3 3 94.50459 97.4657633 9.8649231
213.0357 169.558 3 3 179.2215 183.0279 2.93968154
116.3287 38.7657 3 3 91.2189867 99.8714667 23.4287628
78.86823 62.14146 3 3 73.8356567 76.8773033 15.7110391
6823.336 5540.259 3 3 6471.988 6688.90133 1023.92695
48.48186 30.29274 3 3 40.1672467 38.2792733 9.10035841
27.83033 25.02117 3 3 29.1002633 30.1406233 2.8299112
99.1755 88.91406 3 3 103.027573 100.69732 9.93676037

508.4822 669.1425 3 3 566.536967 579.372233 33.2101391
2328.343 1170.624 3 3 1921.38367 2041.42533 306.225013
93.17046 68.53751 3 3 87.50201 84.2464433 17.8203007
88.5798 64.69692 3 3 73.9352933 71.81194 1.37537453

49.79867 27.87973 3 3 38.6950467 37.0151333 2.02619706
438.7621 599.1841 3 3 464.884667 487.219667 119.42735
112.204 84.5685 3 3 110.87882 106.723267 20.583504

412.7452 377.8366 3 3 388.3902 383.9727 15.5553912
54.07457 31.99852 3 3 42.0872667 40.2077067 4.78251643
182.4254 172.7202 3 3 164.562533 167.354167 5.9726173
208.4747 267.9238 3 3 290.536333 276.181167 68.1537851
463.5211 486.4877 3 3 534.936667 520.2471 63.7345208
10.99027 15.82271 3 3 13.1676733 13.6936967 2.6775426
1922.053 1808.73 3 3 1986.74567 2030.63633 84.58741
45.99713 23.45258 3 3 36.8169033 34.68634 9.50931894
557.6993 351.9216 3 3 486.905733 513.7222 116.031091
218.3853 188.1137 3 3 198.553533 203.012933 26.9022619
3154.02 3560.561 3 3 3402.03933 3362.80033 180.002573

617.8385 342.4124 3 3 542.3023 517.662833 76.9079368
254.9909 201.0503 3 3 215.388333 220.153967 13.2804244
7685.487 2921.614 3 3 5506.225 5939.65967 1457.39758
434.4723 370.2065 3 3 371.179267 385.112067 85.9844128
45.82846 29.65469 3 3 38.1615567 39.5126067 3.57705062
1061.564 1092.559 3 3 1113.07303 1086.287 184.227456
149.4478 151.1468 3 3 171.946333 167.450933 9.37511969
14.10923 7.183971 3 3 10.9721379 12.5099803 9.55357265
269.3932 169.7393 3 3 219.041667 211.474433 8.71263423
24.04863 46.63163 3 3 37.81635 36.1535533 1.96779074
210.3626 263.9916 3 3 222.595567 228.144933 22.8448637
177.7534 140.7136 3 3 152.940033 156.0462 9.5955492
3056.061 4088.105 3 3 3430.24833 3331.84767 167.717768
1980.031 2269.718 3 3 2195.798 2167.38267 112.294593
137.5736 124.8982 3 3 151.392133 146.020033 26.4290104
1.61947 1.958834 3 3 3.15833533 2.82941333 1.39794761

171.3959 115.6021 3 3 150.614 146.325 9.36362087
45.82243 33.5577 3 3 37.8936167 39.04886 5.07759782



1270.271 997.3441 3 3 1199.9985 1245.77537 212.86021
3763.163 1821.633 3 3 2803.294 2954.56767 298.036816
1502.879 1581.875 3 3 1547.64633 1466.74267 546.934174
1583.761 1639.026 3 3 1728.83533 1685.561 271.624329
60.99275 80.79449 3 3 70.5291133 68.8568567 5.07489683
162.5703 127.0813 3 3 132.62 136.219933 9.76542073
33.39234 2.137243 3 3 18.1673533 20.7248777 6.99391972
67.48445 49.71383 3 3 59.8601833 58.4842267 3.67315869
67.07887 51.5685 3 3 61.1965233 63.5303233 12.3680626
1343.723 981.8605 3 3 1446.74567 1382.8925 145.987348
51.32206 56.08846 3 3 55.1012467 54.3960567 4.14987914
495.8066 445.8068 3 3 482.075467 429.1872 362.184863
347.8983 313.1633 3 3 333.9544 328.912033 30.5955897
100.1138 77.89632 3 3 87.5952967 85.3174033 9.48889847
51.72397 38.10106 3 3 57.85252 62.79358 13.8779191
3382.814 3640.114 3 3 3348.492 3426.636 511.580357
460.9041 361.4745 3 3 400.0544 408.3712 30.0383962
1075.06 1328.681 3 3 1166.58767 1094.23407 454.381761

115.6792 86.99792 3 3 114.182867 109.969973 21.0538124
50.72221 48.72016 3 3 54.7908333 52.6776433 13.8812439
145.9342 110.3742 3 3 126.5899 129.290267 6.26018243
145.9342 110.3742 3 3 126.5899 129.290267 6.26018243
147.0029 64.83598 3 3 114.20978 106.68096 33.2346305
187.6661 128.6877 3 3 157.2294 162.063533 15.4122935
3.382846 5.307957 3 3 4.62853633 4.46081033 0.6490502
164.9097 163.3324 3 3 159.6032 161.125033 9.31098925
79.8547 37.88243 3 3 47.40461 51.5286067 15.4060092

131.2129 116.5925 3 3 125.052073 121.328633 24.7294595
49.85566 54.4123 3 3 73.7045633 69.1933867 11.2717156
139.721 99.10503 3 3 122.303233 119.377877 3.21528983

767.1648 581.499 3 3 636.289733 650.851467 14.3155903
123.1652 141.2259 3 3 124.690033 126.858033 8.07817121
73.88975 70.26905 3 3 68.0244467 66.45422 4.86325883
102.5126 95.08192 3 3 95.4901633 92.0014733 21.1954639
101.3244 84.74564 3 3 97.9459867 100.090647 3.06334009
75.83572 69.64244 3 3 72.5223433 73.0286433 1.68666538
3.629558 5.732299 3 3 3.83219633 4.18793067 2.10437179
41.77649 40.17606 3 3 39.78353 41.2607433 10.3528154
29.44143 30.80701 3 3 26.3655667 27.13326 1.38957517
125.0899 142.9956 3 3 129.047667 125.667467 16.6264271
14.62471 19.20178 3 3 14.76285 15.4394467 3.31195808
357.3995 342.3895 3 3 406.401467 390.338767 88.5619791
58.55895 63.10253 3 3 53.5471833 55.1551933 5.15669481
50.88998 64.13136 3 3 56.8040633 55.48242 5.52909923
236.1442 253.7862 3 3 242.137733 237.767367 26.7476019
68.19457 88.42538 3 3 60.2736224 68.2685133 52.6317611
48.78865 97.0409 3 3 70.77021 59.6646 70.845426
9.449213 6.642594 3 3 6.14611467 6.636852 2.01105325



148.087 144.5703 3 3 155.431567 149.7571 39.5293686
2249.396 988.5326 3 3 1895.518 1795.34953 92.4538188
82.21411 78.9122 3 3 79.5814233 78.6249233 5.6168934
107.1718 82.12065 3 3 93.0745633 95.0888233 6.67949547
107.8448 54.20881 3 3 158.051367 140.36997 65.5015025
5.145548 5.042021 3 3 6.126704 5.53489333 4.10646071
491.2113 597.1665 3 3 525.302133 534.623833 35.3667664
91.56593 67.68235 3 3 79.9215533 77.9549033 6.47162182
2880.679 1013.622 3 3 2087.03433 2254.83933 499.06359
28.17384 18.79707 3 3 21.47078 22.3471133 3.5327366
1646.212 902.2564 3 3 1377.29887 1467.4418 395.087162
19.50549 8.120848 3 3 13.96432 13.0649127 2.53327299
8.82727 8.526276 3 3 8.56410367 8.273741 1.9265785

98.96857 100.2769 3 3 96.1900533 93.3651133 16.7915541
383.1585 340.408 3 3 355.181867 348.786633 32.9769811
1155.201 1529.449 3 3 1296.28 1261.74067 73.1090517
63.71389 79.94338 3 3 61.5591533 57.4309033 12.9424745
220.2805 430.8515 3 3 265.888943 314.712333 328.915572
10286.36 10517.87 3 3 10530.198 10364.4367 1167.34541
179.7321 99.56239 3 3 141.719333 135.775997 11.0905979
91.32704 90.73718 3 3 79.86394 82.1842867 5.97220115
17.58303 14.72722 3 3 17.04726 16.4407 4.02628725
298.3097 251.8576 3 3 267.993133 260.800933 38.0728351
133.9489 124.387 3 3 130.5299 132.221533 9.64889305
123.1355 87.15724 3 3 103.623857 106.27118 5.0281352
186.5471 176.8954 3 3 179.054767 180.663633 10.1926433
56.42089 36.87563 3 3 47.2864833 48.8860433 4.31330087
2325.535 1929.217 3 3 2273.237 2214.49967 334.793145
385.4088 503.1633 3 3 471.744433 448.759933 152.220506
862.3248 957.0825 3 3 929.533 915.9973 83.0762048

1315.9 1416.945 3 3 1322.92933 1301.793 86.7510486
0.00255946 8.390123 3 3 3.49531533 2.79862612 1.06748312

8.186123 13.84437 3 3 13.4994697 14.8094677 5.97994061
475.3219 482.5398 3 3 524.22 514.624533 28.8312221
150.2672 329.3147 3 3 213.6171 226.9964 23.885412
85.64591 114.2117 3 3 95.10846 92.0732867 8.83196506
67.23647 40.09679 3 3 52.0532267 54.30036 8.41906444
317.1518 232.6022 3 3 261.0608 268.3456 27.907608
548.4094 518.0977 3 3 557.298233 539.006367 129.108089
129.1569 86.61046 3 3 99.29579 90.2041267 53.0083333
306.6072 377.1096 3 3 345.4213 356.894533 69.0639874
179.1236 143.871 3 3 157.035567 150.543733 38.3985344
3270.075 3280.49 3 3 2919.766 2994.40733 216.600088
188.9584 99.3573 3 3 172.2074 164.025033 14.7393503
46.68924 27.73413 3 3 33.23238 34.73625 2.63337304
52.24069 12.50753 3 3 30.3247433 27.09828 7.23708664
665.0053 721.8128 3 3 760.725433 745.797533 48.2071884
95.84789 78.89347 3 3 87.6091033 84.8349533 17.3778072



73.19562 92.25941 3 3 81.54108 83.0320933 4.73761318
111.7049 70.49576 3 3 119.893493 112.69222 28.777682
5.850256 8.405417 3 3 7.28504667 7.60319667 1.69283815
155.7193 128.3455 3 3 142.7645 146.327967 20.1659743
132.4449 88.17761 3 3 127.004833 121.923637 20.6363358
174.0686 153.5267 3 3 155.134067 151.8888 2.77492205
149.5978 129.6759 3 3 132.375 127.508267 25.9418682
40.50805 28.30497 3 3 33.3899833 34.51241 5.22610746
37.2047 15.53977 3 3 29.7620233 28.0387967 5.18239206

532.9052 540.9572 3 3 521.144033 512.538633 44.7841463
80.21915 108.3515 3 3 97.64803 95.33126 8.65312007
475.6153 459.6226 3 3 481.481167 496.669333 96.3771587
264.3086 249.2791 3 3 266.969533 262.764733 27.3396526
585.8759 689.1343 3 3 632.217667 622.088233 43.7690022
201.3769 182.8624 3 3 182.880533 185.471167 11.3230397
3966.373 4203.805 3 3 4433.73867 4361.17233 172.613453
91.13055 92.19538 3 3 104.356893 101.380343 13.2321541
351.1196 303.0358 3 3 323.689133 318.310633 26.2577859
69.33757 81.53028 3 3 76.4687067 73.4728167 20.4194355

61.231 60.12142 3 3 56.7414033 57.83317 6.10787497
25.00504 18.14102 3 3 21.09132 21.9344 4.9742997
113.4473 97.26995 3 3 110.6401 112.94785 6.19934089
70.18032 52.54213 3 3 63.9699167 62.3981667 6.88540801
42.47968 78.57373 3 3 56.3015433 58.89771 4.11272642
944.079 1057.072 3 3 1020.38463 1049.71133 185.207692

140.0259 182.1856 3 3 171.258533 166.2502 27.9549225
128.9107 116.515 3 3 125.750767 123.986067 10.8994238
55.15416 42.93193 3 3 56.5252667 59.2205167 5.4761166
97.38126 72.56736 3 3 87.08433 89.4729233 9.09103939
47.80269 35.95036 3 3 39.3109067 38.0794733 0.80958005
626.6547 620.9803 3 3 598.129267 604.328767 29.2525142
45.68441 46.60998 3 3 48.48501 47.39153 7.5822472
357.224 308.7088 3 3 318.838833 357.405033 274.188612

150.8444 120.3078 3 3 136.835533 133.9287 14.1207439
45.34075 52.00049 3 3 48.53011 48.0070067 1.36465964
296.7867 194.7855 3 3 232.628733 242.700967 51.6212752
49.48348 34.30559 3 3 43.2590367 42.07775 3.89525367
52.70095 38.48259 3 3 56.87999 54.3308167 7.73154029
438.9245 314.3893 3 3 422.6338 407.515 72.220371
99.33161 82.93508 3 3 95.80319 94.2892967 4.76822146
2149.938 3181.274 3 3 2385.05867 2479.362 308.835618
2702.262 1752.545 3 3 2651.25367 2535.68167 434.178763
9.918657 10.4626 3 3 8.97864733 9.29245533 1.63167189
435.4023 751.4272 3 3 581.7659 525.196033 358.764337
15.10909 3.35415 3 3 9.11639767 9.95396333 0.83457588
42.98017 17.45106 3 3 31.2968367 33.4026567 6.30250406
90.49633 48.76766 3 3 86.57029 82.3156967 5.81126664
83.48705 62.25107 3 3 81.90652 79.2936567 11.0660586



973.6899 786.3112 3 3 1043.7081 1008.1807 91.6017435
58.48705 13.96623 3 3 38.27427 35.1226833 4.96765664
769.2488 431.513 3 3 733.312267 689.852333 217.2563
405.0764 628.8698 3 3 504.4965 485.3465 62.0287728
12.09966 11.23088 3 3 10.945968 11.75672 5.87656076
44.38938 48.28186 3 3 46.64026 47.2003133 3.25562268
24.28348 1.905777 3 3 13.0975587 14.9860423 7.29865999
80.51988 116.5365 3 3 95.02197 91.3555633 15.3458723
156.1346 179.0939 3 3 167.760867 165.5913 10.2972337
698.9978 1207.225 3 3 1414.13283 1304.1576 456.534013
15.34263 10.42024 3 3 14.8593033 14.3110633 1.94633149
150.0821 107.729 3 3 124.803967 127.722433 0.43154328
198.7993 265.9999 3 3 237.887833 232.007433 26.6395857
108.9851 103.7442 3 3 113.440167 122.787233 61.8972266
434.154 458.1118 3 3 438.099467 446.4788 59.9462228

122.5776 136.6989 3 3 140.583633 145.110567 17.969124
16.59243 21.12604 3 3 20.0874533 20.7292467 2.51143788
2937.64 2137.883 3 3 2616.99933 2561.66033 40.3507764
2937.64 2137.883 3 3 2616.99933 2561.66033 40.3507764

34.92244 105.2997 3 3 78.04922 86.39068 40.9531089
32.36142 29.80428 3 3 30.14941 30.7658433 4.2825285
33.46371 25.73655 3 3 28.4768033 29.6127933 7.34901458
445.8699 477.6192 3 3 440.926533 445.812033 16.1998646
76.12354 66.61379 3 3 68.72333 67.02016 8.70403779
73.88994 114.691 3 3 114.790767 110.040647 6.84536684
2895.555 2119.444 3 3 2779.919 2699.743 287.475017
144.3448 112.4422 3 3 124.5062 127.1693 10.9981062
89.95696 74.90531 3 3 76.0718133 77.9833833 8.94222496
415.868 542.3656 3 3 449.650433 465.641133 95.745678

209.3154 133.6958 3 3 167.7433 161.987233 8.91256033
493.8829 468.1729 3 3 455.405033 460.5898 5.1554599
7166.595 6522.503 3 3 7000.283 7102.745 511.073169
320.9684 365.9163 3 3 357.480367 344.1914 94.8820136
313.4967 287.9692 3 3 297.5992 291.615333 38.9484641
45.82576 75.12655 3 3 56.3293933 58.7922933 10.186678
414.6426 265.1106 3 3 387.817967 406.752567 18.7882402
345.5519 347.289 3 3 341.970133 362.206233 146.172519
2.810971 8.936202 3 3 4.854457 5.387114 2.29658603
229.6564 256.4117 3 3 262.9338 244.126 137.810098
220.5531 230.6983 3 3 197.496067 203.143733 13.7010641
123.5393 123.3321 3 3 112.424263 115.632767 19.3821145
203.6104 133.3114 3 3 148.843833 155.2951 22.4129649
539.3721 426.9935 3 3 509.631233 496.0655 79.5783594
22.17286 35.47826 3 3 16.1846312 19.2423006 13.7086005
34.38765 33.31027 3 3 36.2303 35.50237 4.50436478
529.9192 534.903 3 3 548.071133 552.994367 6.33900939
270.039 258.5196 3 3 257.622933 261.263733 25.6981569

639.8378 842.2278 3 3 732.9827 748.603633 53.4601703



636.8654 715.8342 3 3 658.0642 677.228267 135.69818
553.5293 488.4194 3 3 511.6988 504.8754 26.4208794
722.3486 608.3029 3 3 768.524167 740.9666 144.75791
52.88406 70.13563 3 3 73.7243767 70.95207 8.81678125
75.18919 64.7381 3 3 70.04315 68.3401233 11.1039945
49.74225 52.66932 3 3 52.8539533 53.6751033 4.0530295
332.8966 253.6998 3 3 260.671833 268.956433 20.1715827
44.26616 3.613694 3 3 30.50202 27.309898 10.4956266
336.611 282.5206 3 3 319.367467 314.800667 18.0943005

10.57559 23.92022 3 3 17.1078767 18.06418 1.89434517
4.748481 2.411209 3 3 3.61146973 3.15327567 3.09938624
113.7928 90.39029 3 3 102.261273 100.511323 4.85903421
46.5816 48.01914 3 3 46.5978333 46.9583033 2.50330445

39.97605 30.9428 3 3 35.0342667 36.6645 11.0253893
15.14096 13.17147 3 3 16.62373 16.0035133 3.16053781
1616.731 860.9226 3 3 1331.90167 1401.29253 208.545429
324.9374 124.2131 3 3 186.057433 201.421967 36.6256841
104.2729 74.51643 3 3 82.31596 84.65415 3.59631189
748.3116 649.0145 3 3 717.7666 706.6404 64.6794428
77.88435 110.4996 3 3 99.0261267 96.17635 13.0882177
680.2115 752.9103 3 3 688.509467 674.721667 62.8917721
516.1694 383.7159 3 3 474.816067 487.389067 12.8257533
60.85869 31.97152 3 3 47.376 49.67297 7.20344305
72.52079 51.37619 3 3 62.17574 60.0828833 10.9976276
267.794 205.8479 3 3 216.1199 222.4977 26.1425576

209.4232 180.8996 3 3 196.557 194.268033 9.22602682
166.0117 104.1129 3 3 129.993267 134.4988 12.9940159
39.51236 30.05128 3 3 32.1561167 33.2554433 6.14690378
148.5144 115.7781 3 3 122.72716 130.185167 53.048645
92.42934 106.6219 3 3 111.6176 108.733047 12.6192586
206.7569 168.7585 3 3 182.996133 185.697533 5.78303962
785.6024 661.5809 3 3 681.770333 696.057833 72.6172299
903.5838 558.072 3 3 888.643967 848.056933 144.547865
1513.422 1060.146 3 3 1236.30277 1297.66 398.726987
1404.99 1498.83 3 3 1539.158 1569.16233 83.4643818

152.5275 229.3601 3 3 204.655267 198.750633 17.1565259
938.8309 927.3118 3 3 1002.3302 983.149233 114.274771
354.9072 304.5699 3 3 318.813933 313.0004 20.5416214
30.86679 32.79854 3 3 30.74459 31.57311 6.1133854
59.10405 59.25746 3 3 57.6957133 56.6249767 6.68793799
674.383 431.0309 3 3 594.535467 617.285233 42.2602276

164.1605 138.2445 3 3 194.133267 184.4789 41.9081224
164.1605 138.2445 3 3 194.133267 184.4789 41.9081224
329.1044 211.1608 3 3 283.879967 274.0204 44.3412243
45.24842 29.46159 3 3 38.4995167 37.1003967 6.93145687
477.4684 489.92 3 3 518.133067 534.833967 88.7160135
117.0046 68.15543 3 3 95.3745667 91.98414 7.23208529
143.7641 93.4396 3 3 99.50668 104.245097 4.3954741



65.2616 64.52979 3 3 64.8224267 64.0767833 5.41543698
1193.968 975.0815 3 3 1030.28483 1047.971 41.4741063
80.28849 79.83382 3 3 79.15058 76.70831 17.4329273
56.28687 44.50246 3 3 46.72595 47.8909433 4.82947975
200.4008 167.9287 3 3 214.9117 208.540033 15.9621005
10.82562 25.3677 3 3 18.1456567 17.10772 2.30121579
41.89588 28.36479 3 3 37.44742 39.5322533 11.954437
115.1552 21.53056 3 3 68.8689167 61.9630433 19.9013991
657.9885 571.672 3 3 613.186833 606.394467 23.3949328
182.5324 166.4173 3 3 158.330433 161.6109 7.12673329
868.9401 885.7828 3 3 888.503633 908.626967 141.597029
232.8606 237.8262 3 3 226.5735 229.339167 17.9203994
6563.374 5812.42 3 3 6560.38067 6475.61833 140.377307
7.501411 4.108759 3 3 5.40270733 5.631576 0.12035026
125.6048 103.1648 3 3 112.2714 113.7735 1.23348312
1980.709 901.5976 3 3 1487.19867 1573.98687 291.661777
352.6176 322.8234 3 3 351.464333 346.747833 28.3549319
13.33857 0.02014026 3 3 11.3046707 10.0822001 2.54562093
218.4034 177.49 3 3 212.203567 217.816833 14.187261
251.9762 201.3915 3 3 238.080433 243.821033 19.173941
251.9762 201.3915 3 3 238.080433 243.821033 19.173941
69.28465 41.65098 3 3 56.1126267 58.25421 6.97458939
234.5108 75.53508 3 3 179.812 167.70536 40.1332676
106.5857 95.18708 3 3 93.9749433 95.76394 8.52728455

0.00561285 0.00207319 3 3 2.33279133 1.87438901 1.25711787
111.2164 145.077 3 3 116.828343 110.685923 31.1104499
308.3232 397.1212 3 3 340.1722 352.429967 81.6574604
303.6048 255.0793 3 3 324.5958 314.878833 32.5946506
177.7737 221.8995 3 3 196.672833 192.812867 14.9565112
1454.376 1168.227 3 3 1468.51133 1430.71533 138.534467
13.93599 13.20584 3 3 10.4413033 11.0255567 0.36841406
66.79927 97.00817 3 3 84.9851867 81.9741933 17.2002955
349.4376 365.9023 3 3 355.405167 376.235567 154.872633
421.2629 336.567 3 3 406.859533 421.7383 74.2307322
274.0669 242.0001 3 3 251.578667 253.977667 5.15282278
123.569 63.1767 3 3 99.6127467 104.572067 11.7739476
766.577 723.4299 3 3 763.7531 749.458533 106.465309

3140.865 3117.677 3 3 3234.56467 3310.19667 483.806706
96.77353 83.04865 3 3 88.9208567 87.60767 6.10524668
376.7128 523.7162 3 3 401.4459 417.853067 84.3995175
3147.65 2157.427 3 3 2402.48333 2501.71367 510.071885
58.8998 43.18879 3 3 51.2320667 49.3877867 11.3234504

9.289961 10.93418 3 3 12.4924067 12.0396003 0.3631115
137.9193 117.0725 3 3 138.1191 135.053833 16.391022
194.7277 142.9654 3 3 168.3342 172.836667 21.6065957
37.11512 49.92447 3 3 44.4998633 45.4907333 2.17430704
798.8174 514.6503 3 3 640.639067 660.412633 51.3179352
280.3768 253.6317 3 3 257.9087 249.433867 55.6482678



13.38583 18.32695 3 3 14.2216533 14.7513433 2.58016174
175.0923 161.4318 3 3 193.615767 201.6403 19.8592939
27.95983 32.42081 3 3 30.2663867 30.85175 3.72569536
5047.152 3532.09 3 3 4455.237 4354.443 108.755778
410.4111 256.722 3 3 344.299767 358.627733 65.6747033
30.10004 26.80819 3 3 27.8061767 28.21495 2.64277136
110.4285 89.53759 3 3 100.215713 98.0680267 12.3412148
133.5531 127.6041 3 3 120.276033 123.248167 18.7666947
200.3489 162.4604 3 3 186.669 183.557467 14.141394
208.5131 192.1332 3 3 185.528733 190.4821 33.0907056
872.854 896.7025 3 3 933.009033 967.254833 221.343969
459.816 362.6328 3 3 382.2983 394.5151 75.200135

816.8986 552.3843 3 3 720.784633 698.059333 112.323023
74.25635 79.9272 3 3 78.8684767 78.39389 0.49638025
232.235 188.2162 3 3 209.067733 213.1972 22.4264821

398.4542 362.313 3 3 356.704267 348.953533 16.8983297
475.9169 442.3803 3 3 433.674033 420.8066 71.8634106
800.4819 618.467 3 3 682.465 666.955033 24.7863639
89.12197 51.44256 3 3 63.0319233 66.2463067 14.5391168
306.6525 298.1709 3 3 351.552567 341.938733 28.5849443
1230.79 840.6125 3 3 1150.20133 1193.72817 15.1580953

66.08886 34.91272 3 3 50.7929733 52.8843233 1.17032912
2747.82 2207.158 3 3 2679.11667 2629.42233 72.597475
2913.85 1724.3 3 3 2491.99467 2612.21167 502.339094

414.4649 331.2003 3 3 368.820033 362.234333 22.9069392
89.76707 64.98321 3 3 73.7645433 75.5469367 5.18810407
1284.169 1414.027 3 3 1388.626 1342.902 347.970797
131.2069 131.9905 3 3 129.785133 127.118267 19.1413017
390.7543 325.2699 3 3 354.009067 358.876067 18.6744465

138.95 151.9463 3 3 129.449 132.5344 5.51642341
89.06827 100.9976 3 3 86.8367067 89.24539 14.6002373
18.31344 1.401362 3 3 9.28290167 10.4063873 1.90199208
10.9293 0.00147433 3 3 9.08771467 7.89329478 6.19695587

1997.566 714.805 3 3 1411.563 1502.01233 133.492578
137.1868 110.5273 3 3 118.2266 120.280933 6.19714186
761.454 1338.356 3 3 1067.34597 1028.2467 87.0612273

1231.128 1309.645 3 3 1361.79633 1327.43967 244.715035
21.06703 28.97207 3 3 26.45662 27.3534433 4.07158557
35.6647 23.308 3 3 26.2458633 27.3510667 4.67762612

634.6978 619.5374 3 3 606.777367 592.618633 92.1024207
42.81251 25.95551 3 3 35.28661 36.46667 0.29078159
142.2899 120.0434 3 3 123.978833 120.11338 20.3230584
21.24683 37.37234 3 3 27.2127733 28.38165 3.87850256
1827.119 1569.189 3 3 1876.91767 1836.27533 161.404462
9.508549 5.347493 3 3 5.708947 6.117905 0.80006198
121.4732 138.1672 3 3 125.180733 121.964567 19.2772738
117.9168 117.5042 3 3 110.1133 111.51108 1.75318895
247.7052 232.0928 3 3 244.8808 243.0768 10.3094135



401.711 298.7668 3 3 333.512233 322.371533 50.5537154
51.58903 35.00185 3 3 41.6069533 43.4059233 11.3071577
69.51457 76.49591 3 3 70.7463633 69.1505733 9.9057658
73.73994 111.0571 3 3 86.8222533 89.4085667 5.67872646
232.2769 203.7775 3 3 193.306233 198.4596 16.3377803
56.19246 47.48941 3 3 57.5783967 56.2061 6.22862526
332.2159 299.278 3 3 315.437167 319.463667 26.0220341
113.4687 78.61705 3 3 98.9998167 96.33644 11.3664359
186.8127 177.5166 3 3 180.9398 172.6463 62.5075584
53.55227 39.32875 3 3 45.3598 46.8518067 9.21865857
2251.322 5631.315 3 3 3384.098 3614.35667 263.555591
115.7532 113.7228 3 3 107.44818 104.833987 11.1236058
2.865971 1.264575 3 3 2.42998247 2.78729167 2.37214968
85.77963 64.32312 3 3 79.59798 77.9666633 4.76260554
565.4031 853.9137 3 3 738.370233 718.936567 46.1631438
382.6603 222.3767 3 3 313.0452 326.747767 57.8883959
285.4324 187.6001 3 3 236.864367 228.9135 36.3110392
237.0033 216.4756 3 3 213.1227 216.643467 18.7290063
58.18969 84.93156 3 3 72.24023 69.9067233 12.1719139
22.93291 41.9996 3 3 32.11082 30.7033267 4.6615478
117.3257 54.8813 3 3 83.5011933 88.27408 20.4079524
1037.172 1008.369 3 3 1100.6202 1073.54633 193.082834
142.021 177.7124 3 3 151.270633 147.452667 10.8979187

452.6191 454.9624 3 3 454.1109 455.816867 12.8835418
3.331207 5.429978 3 3 3.98547233 4.219521 1.48450559
2854.014 2081.858 3 3 2530.225 2480.733 44.4522081
178.0564 173.4626 3 3 198.3429 194.1631 7.72943609
2775.682 3132.868 3 3 3307.54333 3227.393 377.637363
728.6034 524.5223 3 3 624.981733 610.219367 48.0020826
1384.341 1699.889 3 3 1499.66933 1522.42167 77.8590315
73.45034 28.02519 3 3 56.6181433 53.0880933 15.5148316
92.7317 129.3114 3 3 110.015643 106.84335 15.4172444

149.0832 100.0895 3 3 123.540333 120.151533 7.40528126
91.96556 82.96223 3 3 86.4178567 85.0213067 9.13358378
230.5102 207.5278 3 3 217.109267 213.318233 25.8283697
40.61744 35.8863 3 3 34.58032 35.9048667 9.35163442
137.7494 213.4212 3 3 169.443233 174.2691 4.45061241
1008.568 954.2402 3 3 977.721633 960.800867 126.093995
575.9286 269.2478 3 3 482.432533 458.702033 88.3733696
46.50324 27.88272 3 3 37.1229533 38.5155767 5.43843912
57.11667 20.80366 3 3 35.47365 37.8959033 5.92132742
53.98964 62.32498 3 3 62.70049 60.4249567 17.0984997
1042.789 965.5267 3 3 1042.559 1016.6789 200.285244
87.03831 79.57874 3 3 83.1664633 82.6591 0.99885746
60.95488 37.94415 3 3 47.36074 49.1356767 8.08568686
100.3399 172.7089 3 3 125.140013 117.60305 34.4837028
2219.683 1492.088 3 3 2093.77933 2023.29533 310.11463
458.0002 541.824 3 3 505.558033 518.381567 87.0154294



297.125 300.0529 3 3 296.385867 292.668 27.6318363
297.125 300.0529 3 3 296.385867 292.668 27.6318363
297.125 300.0529 3 3 296.385867 292.668 27.6318363

95.69011 115.4372 3 3 120.526773 116.74457 20.7269602
228.459 173.668 3 3 208.9568 215.031533 31.5263646

144.0714 108.0521 3 3 112.267467 115.65418 8.69664473
1831.964 1420.931 3 3 1889.858 1825.55233 316.753151
868.6118 843.679 3 3 792.908467 805.966 55.4399488
288.8391 212.2849 3 3 251.775067 245.1379 35.1144858
278.4535 183.8045 3 3 214.325367 221.011933 16.7932462
1720.041 2000.05 3 3 1902.94433 1884.47933 13.5778353
208.8741 166.7613 3 3 180.9495 184.5478 18.5762231
128.9374 101.9679 3 3 114.663133 112.360433 11.2061105
17.49837 26.81515 3 3 26.1596533 27.8440667 7.8242288
902.2444 867.4065 3 3 923.330033 887.546733 284.417015
1094.106 824.3405 3 3 1041.62237 1019.37717 49.8173622
1189.157 1237.692 3 3 1190.63267 1180.643 50.6065327

2249.2 2050.315 3 3 2293.03633 2152.317 1120.22352
1338.108 1426.324 3 3 1374.708 1360.55467 97.1712517
205.4132 312.2019 3 3 238.6843 246.353567 21.0286663
3.40086 5.349761 3 3 11.804118 10.1007137 9.28721781

208.6996 306.2832 3 3 247.444767 253.729733 10.1709225
280.2939 224.0576 3 3 238.538967 242.720267 7.73501413
983.0844 435.948 3 3 758.762 804.565867 179.908401
85.24963 65.79503 3 3 80.0121033 78.5125533 4.75511524
10.53111 3.704604 3 3 6.241016 5.485208 4.12267729
6.303463 7.31939 3 3 4.59853667 4.99787233 0.33064945
681.204 372.882 3 3 552.093667 575.4194 64.3145031

72.68028 40.19298 3 3 51.4071467 53.6112233 4.90102687
50.28011 61.23381 3 3 56.4247933 55.19268 8.16561656
3.613335 5.993039 3 3 4.57916867 4.31538033 1.5343167
8.637291 3.692445 3 3 6.950689 6.40635533 3.57877864
29.79853 15.16815 3 3 21.89489 20.1982333 10.8010867
7.339819 6.155782 3 3 6.60422767 6.36678133 1.68947173
14.39389 33.35923 3 3 21.366 22.5921 1.5406939
311.7917 384.4377 3 3 323.778967 329.784967 2.77482309
54.56877 64.43929 3 3 57.01783 57.90193 4.30597307
1858.273 1391.752 3 3 1773.62733 1723.20133 285.088347
12.87207 3.886004 3 3 6.48054333 7.14765733 2.03414083
96.50821 86.39843 3 3 89.8293467 90.7975233 5.83203578
732.2501 584.9059 3 3 608.578967 622.7908 62.4525375
135.5241 118.7369 3 3 138.873463 145.144867 39.0354112
3438.535 4040.122 3 3 3900.63133 3976.41533 340.981071
3554.97 3338.838 3 3 3482.737 3450.01833 241.45308

273.4016 376.7883 3 3 321.443267 313.695633 29.4433596
48.99438 52.889 3 3 48.5349433 46.2710033 16.3229334
549.486 752.1853 3 3 632.226433 651.949633 123.343625

33.20876 16.1684 3 3 25.34391 24.0759633 5.63104341



113.7913 122.582 3 3 108.829287 111.540987 18.1775584
170.6059 121.7373 3 3 131.4574 136.148033 23.3641578
97.87408 83.00031 3 3 84.9996267 87.4130533 17.315486
166.6888 131.7001 3 3 146.853867 149.264 8.68745524
65.85449 52.54699 3 3 58.55255 59.3970467 1.56995075
150.4177 103.8251 3 3 120.471767 124.271333 19.530348
1170.219 1365.501 3 3 1735.89967 1628.37667 600.18669
733.5811 702.1203 3 3 733.844033 742.839367 56.5538176
182.3316 140.9695 3 3 164.202267 167.320833 10.7352245
115.4293 130.4291 3 3 117.180433 119.8671 19.7628189
629.0698 694.298 3 3 653.4592 677.007633 186.476604
76.02514 43.27335 3 3 59.1862333 61.55171 9.47966477
56.10188 43.11099 3 3 44.0640833 45.9135267 11.9343361
851.3749 1002.613 3 3 942.177667 891.393067 400.691647
71.29208 63.20687 3 3 60.77897 62.1975667 6.31240034
105.4459 57.94526 3 3 72.71726 75.9559333 5.39799248
673.1967 743.3859 3 3 661.036067 671.780633 48.9423091
99.85436 99.08008 3 3 100.570583 102.42708 14.1860962
135.517 103.206 3 3 118.963233 116.1163 15.596935

77.47205 34.86096 3 3 57.6389467 60.6480633 9.29451831
472.7625 627.3623 3 3 594.877 579.8603 79.6184286
993.4186 572.0449 3 3 967.725033 925.4455 115.146725
5142.216 4740.174 3 3 4858.941 4920.19133 455.578135
28.19312 21.23979 3 3 24.1346333 24.9933233 6.07077728
619.9471 747.9095 3 3 608.2572 626.3801 88.744534
1015.295 628.9184 3 3 796.560733 767.822767 94.7451808
849.5585 544.8443 3 3 746.739933 721.8537 127.81813
708.4509 480.9216 3 3 695.0676 646.305933 371.493636
26.84185 8.814177 3 3 19.85803 18.6189357 4.41739023
32.36924 20.62852 3 3 25.6078467 26.33344 0.81700614
455.5682 540.5637 3 3 458.465 470.256167 72.0501977
397.2879 313.4259 3 3 346.7208 339.834667 26.4048498
165.1767 91.85466 3 3 112.844033 117.91863 6.89622985
43.94604 23.85768 3 3 36.6450867 35.34105 2.67163195
126.2789 91.04282 3 3 115.990067 113.116107 13.623114
11.91696 4.11379 3 3 12.2022833 11.3415167 1.20236061
41.21189 27.06505 3 3 30.1478467 31.3009 3.95145976
84.02149 76.48471 3 3 87.4550267 90.5165333 17.4272181
243.4716 130.3772 3 3 192.673 185.5381 15.600276
70.45374 65.60873 3 3 63.49751 64.5173333 5.24562978
89.07829 72.4982 3 3 84.4255867 82.5074867 13.0990866
49.07704 41.51605 3 3 45.74245 46.3963167 3.32440146
18.95031 8.8743 3 3 15.6019233 14.4670933 7.80812634
18.95031 8.8743 3 3 15.6019233 14.4670933 7.80812634
349.9753 150.8548 3 3 275.318733 290.4486 28.1522008
349.9753 150.8548 3 3 275.318733 290.4486 28.1522008
145.5937 120.2884 3 3 134.2091 131.7508 15.6625563
1836.184 987.0043 3 3 1397.446 1456.76577 228.467665



32.42947 29.13691 3 3 31.8235167 32.4415933 3.8664571
600.717 637.045 3 3 622.842633 612.270667 84.3838378

160.8944 144.3771 3 3 147.769633 149.989533 15.6668092
82.96138 65.33199 3 3 66.7309967 68.7932433 11.2019401
399.6319 421.6996 3 3 490.919867 474.983967 68.8686676
2928.391 2146.629 3 3 2767.48267 2871.969 504.460679
70.1889 65.94386 3 3 67.3719633 68.188 6.38751535

143.3133 98.76154 3 3 113.9945 110.430823 5.58518314
57.10762 39.58484 3 3 53.6610133 51.8453567 10.5391392
557.8049 548.0812 3 3 527.117333 534.530233 52.0223607
1173.508 1055.778 3 3 1256.266 1226.26433 143.336358
32.78822 14.25091 3 3 25.3360133 23.9389833 6.84401954
665.5403 1007.882 3 3 815.9962 793.270967 18.6975195
75.49806 62.37355 3 3 66.44378 65.32008 2.02119043
26.94221 3.25788 3 3 16.66665 18.2514067 1.3464812
38.10835 18.86718 3 3 27.0775867 28.7085033 9.46115412
2482.065 3052.44 3 3 2732.472 2818.09633 642.82504
388.2993 291.4479 3 3 322.353167 312.833367 40.9795068
2055.84 2360.042 3 3 2342.85 2311.587 108.203068
523.479 467.4564 3 3 456.619367 466.446 57.5850834

389.6475 339.8831 3 3 334.9307 324.2894 47.3484102
68.03547 40.06935 3 3 62.6663533 60.4844267 2.76906133
48.50776 31.72301 3 3 43.17146 44.57042 2.14255594
536.9811 393.998 3 3 521.9071 502.970067 123.942166
101.3691 66.81237 3 3 90.92924 88.5769933 4.70066906
732.2158 479.0508 3 3 653.978067 675.415467 31.9664167
12.42795 30.25237 3 3 19.0174167 20.3901567 6.91192266
44.27135 39.47274 3 3 43.2781367 42.3092533 7.64237164

52.456 53.96987 3 3 56.9701567 58.4422533 8.18016788
53.28523 39.38873 3 3 47.02943 48.8616833 12.8276453
20.17829 18.86163 3 3 27.7640533 29.9390133 0.89486565
45.31356 33.40895 3 3 41.2693567 42.3434367 4.20375446
2409.247 1484.916 3 3 2167.98633 2101.89333 129.076333
735.9599 533.684 3 3 672.244633 692.4016 89.1198361
49.45156 46.84726 3 3 53.1357167 50.8886033 18.0347244
39.52723 34.87273 3 3 37.43755 38.26553 6.2149727
16.87611 17.22249 3 3 17.733523 16.73923 8.25489228
38.25773 42.36178 3 3 39.7818533 38.7735233 7.69148149
1851.748 1694.61 3 3 1725.53167 1780.80267 453.22072
299.5708 227.2837 3 3 250.269033 255.464633 19.3941887
711.085 555.2372 3 3 610.966367 598.262967 38.4284995

75.14416 91.39204 3 3 81.95861 83.6234467 11.2319688
184.6617 114.1958 3 3 146.034233 140.978 17.969884
62.03164 62.69728 3 3 63.5855567 62.81935 6.33787011
54.16401 30.32113 3 3 45.6469267 43.8951767 7.98613817
189.6069 115.6649 3 3 150.0596 155.0267 18.4178588
80.4183 44.81124 3 3 65.46189 63.1775467 6.84105889

149.2543 151.2209 3 3 137.080133 140.144433 18.7068686



366.7598 401.9282 3 3 359.658767 366.6412 46.4970715
877.3576 1036.496 3 3 1022.3587 1001.68087 132.659071
10.4172 0.01384537 3 3 5.92926633 6.66771746 2.21590623

205.6501 170.9672 3 3 175.593367 178.6606 8.99537914
27.18502 34.62596 3 3 30.2925167 28.72152 12.0577398
17.89714 7.272823 3 3 13.8164893 14.8018743 5.037032
23.61185 26.77424 3 3 21.74288 22.6331533 5.79981679
164.6977 166.0199 3 3 157.3098 158.959367 8.27181383
61.50136 49.23279 3 3 53.5069067 52.2812167 6.31179904
578.9709 617.2786 3 3 668.596933 654.2044 69.6231848
1873.755 1250.349 3 3 1584.25167 1628.08667 160.252957
883.7571 828.2156 3 3 817.358267 801.7818 87.1261702
31.41645 67.1091 3 3 46.9366233 49.0764067 2.37578403
165.0089 103.2079 3 3 128.499567 132.212067 3.27112479
28.36133 22.34874 3 3 28.9044333 28.0176567 5.04219462
174.5657 138.8481 3 3 153.514033 156.1821 13.5959976
365.0438 307.1426 3 3 347.3569 342.469833 27.0800645
110.0348 184.6435 3 3 140.8364 135.6735 9.53295813
154.7877 109.4543 3 3 125.7585 129.148633 16.5867845
6261.683 6851.659 3 3 6019.708 5858.913 536.863692
735.6564 1093.556 3 3 793.600433 830.5819 209.538197
67.06049 63.95411 3 3 74.7164333 77.4101 9.36868943
113.9208 92.78232 3 3 102.854417 104.557573 9.49359188
11.67809 10.57349 3 3 12.0382433 12.3502633 1.45849931
367.8888 361.7493 3 3 405.091033 418.119167 59.9239878
890.3416 654.7382 3 3 757.238967 738.699233 85.0909299
5.691233 13.6462 3 3 13.2223833 12.4182143 2.78937969
202.9972 149.8696 3 3 160.597167 164.8414 13.4618167
122.6147 143.962 3 3 131.740333 133.1284 4.89730348
300.7969 544.2645 3 3 445.169367 429.099967 59.6394976
452.8528 404.4653 3 3 422.227033 425.2422 5.59472631
452.8528 404.4653 3 3 422.227033 425.2422 5.59472631
355.2529 302.892 3 3 375.455667 365.251433 53.5873404
119.1972 83.86513 3 3 100.53964 98.0940833 9.08356852
90.54677 73.88095 3 3 81.2266667 82.5954233 8.05783264
102.6192 47.45942 3 3 211.7691 186.51054 88.7176444
132.1008 93.12857 3 3 99.3917967 102.692353 10.4803534
5.604581 5.5423 3 3 6.76276633 7.187167 2.27253371
276.1867 382.5679 3 3 351.8449 361.182067 20.5759627
5698.887 5701.135 3 3 5961.66333 6043.08633 354.262203
148.6998 206.795 3 3 174.830433 179.043933 20.8333679
97.83532 87.24717 3 3 85.51439 83.1780033 10.1909449
133.7605 95.76915 3 3 111.851273 115.068417 19.7019886
174.7111 283.9012 3 3 211.514567 219.014667 27.8379989
25.63397 31.26075 3 3 29.4301833 28.9087267 3.337429
2578.303 3010.53 3 3 2440.463 2511.79167 286.69937
395.3293 417.9583 3 3 394.136367 400.146333 48.615646
266.1134 359.9572 3 3 266.695533 276.919433 38.309551



12.22229 30.91586 3 3 23.7576633 25.4782467 9.04686338
121.5523 88.79532 3 3 100.153453 102.35933 7.88051733
579.5471 340.0085 3 3 459.6114 444.545067 38.5493326
55.53923 51.30897 3 3 48.4662333 49.7195367 8.29070266
5.54089 4.701315 3 3 4.133507 4.47390633 2.64679992

1997.353 1233.611 3 3 1692.74167 1744.78867 39.2638795
657.2163 767.1631 3 3 666.9227 652.9355 26.6845529
1803.253 1235.117 3 3 1691.40467 1776.92767 503.466297
44.46056 31.96632 3 3 37.7668467 36.87257 3.73386968
77.90264 73.65165 3 3 79.05223 77.91463 8.73360305
77.90264 73.65165 3 3 79.05223 77.91463 8.73360305
77.90264 73.65165 3 3 79.05223 77.91463 8.73360305
223.7569 277.9269 3 3 279.479867 272.1656 42.7759048
66.51334 73.62782 3 3 68.8066967 69.7460467 7.20381887
66.51334 73.62782 3 3 68.8066967 69.7460467 7.20381887
66.51334 73.62782 3 3 68.8066967 69.7460467 7.20381887
86.8426 79.73539 3 3 78.2876567 79.2402467 2.2353433

265.1557 238.0047 3 3 260.423833 254.931533 44.7759453
629.8596 539.1691 3 3 579.348833 563.789467 120.47411
62.54464 56.43098 3 3 54.7570633 55.80055 5.49495014
145.5675 234.0938 3 3 187.745967 193.3033 16.825965
836.6115 649.8361 3 3 717.147233 687.943967 212.278306
32.88652 38.07941 3 3 35.15612 34.0219 9.0510852
57.91335 47.01443 3 3 54.05312 52.7534567 9.74058806
1145.157 1689.417 3 3 1409.11667 1368.405 203.638255
818.6436 443.8301 3 3 645.802233 671.693667 98.0360564
1773.224 1965.946 3 3 2006.80433 1974.27667 190.464973
208.743 170.4182 3 3 182.179633 184.9456 11.6599465

70.66305 77.70504 3 3 76.16519 78.1096767 14.9168349
192.2618 162.6793 3 3 212.919833 204.899 48.2089333
229.0444 180.7155 3 3 190.736933 194.3916 9.15808336
342.6576 236.3409 3 3 287.653167 295.0958 34.9273632
43.8054 50.38951 3 3 47.6145 46.8547633 5.66791132
43.8054 50.38951 3 3 47.6145 46.8547633 5.66791132

525.4158 636.5322 3 3 542.941233 553.430433 53.559256
109.1817 62.06598 3 3 92.6329433 99.74896 51.3389405
425.8401 356.9832 3 3 374.752767 379.747267 16.5582283
1139.03 1061.332 3 3 1148.66 1164.381 68.0658269

226.3813 155.3973 3 3 188.1573 192.607667 14.6972454
221.0283 227.0784 3 3 213.2969 208.957867 26.8809124
40.21369 21.11341 3 3 26.5291133 27.8089433 2.76271354
954.924 818.9685 3 3 895.566133 886.431033 40.7709245

1175.949 854.813 3 3 1043.93167 1077.08867 213.533364
11.91642 9.86452 3 3 12.9425317 14.4632067 11.6136762
153.096 132.5479 3 3 135.637667 133.0834 10.0983031

82.82148 58.54446 3 3 68.83703 70.3357967 4.67666819
230.3304 170.6118 3 3 196.855467 200.592933 12.8471577
2291.21 1687.792 3 3 2281.863 2219.12133 222.476181



357.1664 606.9705 3 3 474.0465 455.3835 93.3033522
82.87009 79.02132 3 3 84.2534533 83.03664 9.77679737
3796.457 5206.372 3 3 3903.43933 4034.31433 387.035793
8.94816 13.70208 3 3 12.4052157 11.7609233 5.03397446
1311.44 1599.352 3 3 1508.34067 1548.563 276.333969

145.0189 118.886 3 3 127.132767 124.4995 13.8116788
714.4124 475.0637 3 3 580.4703 595.8579 61.302578
16.53304 16.04898 3 3 15.0296633 15.50033 3.87307726
6.728406 9.561376 3 3 8.65201 8.159717 4.06540619
89.07938 48.53842 3 3 65.72449 68.2299367 8.31045224
6.623591 16.46424 3 3 11.3629493 12.098257 4.04868682
107.7617 83.63433 3 3 92.6440567 90.23405 14.5495958
2991.988 1574.659 3 3 2252.86 2336.31933 161.990122
92.53513 91.41874 3 3 86.1438 87.2433767 5.06847071
9.973653 21.11366 3 3 16.37839 15.6444843 3.23630763
40.83074 20.1818 3 3 26.9919433 28.28432 2.71975983
70.41779 68.96142 3 3 71.7544633 70.9149 7.02810738
468.7442 807.3027 3 3 665.5749 638.7512 164.068774
933.1763 870.1974 3 3 927.988367 955.8999 224.434272
16.0792 9.704657 3 3 13.241621 12.641779 4.17715231

481.4296 699.2827 3 3 606.836633 593.098467 52.1210989
42.0672 43.86569 3 3 40.5892533 39.6533133 5.83577832

36.13757 36.40936 3 3 31.09546 29.6947267 4.71832525
14.01332 15.28401 3 3 22.0307807 24.6818733 15.5754499
8.479686 7.375615 3 3 6.76497 7.04543667 1.86085715
3866.84 2366.791 3 3 3270.561 3377.894 357.185854

189.9093 163.8397 3 3 177.410267 175.798767 5.31854143
405.4117 490.9053 3 3 447.153667 452.3969 15.9337336
389.4671 451.9145 3 3 466.311733 482.3272 86.9934382
52.9483 52.68912 3 3 51.6288633 50.8307467 6.13659735

205.8813 243.2174 3 3 208.828867 212.285933 11.4488138
763.5435 412.5619 3 3 703.903933 676.596133 61.5391334
1159.556 791.282 3 3 1071.35033 1104.85533 57.6766288
110.5302 93.40503 3 3 110.612533 108.472243 12.5273177
191.4213 198.7233 3 3 185.471167 187.5503 12.4502615
17.09916 12.68757 3 3 14.3348567 13.85753 3.12221459
17.53503 13.09119 3 3 14.3890133 13.92021 2.54220289
307.3608 366.6986 3 3 354.600533 418.0531 543.056302
6.064659 0.01561176 3 3 9.8600378 8.41549359 8.23297134
48.13482 48.14211 3 3 48.54782 46.88533 14.5673006
110.3076 83.42687 3 3 111.23738 116.179223 24.914048
33.04404 22.4579 3 3 31.4948133 32.69238 3.39745277
1837.865 1222.058 3 3 1492.71667 1531.65933 156.457773
130.0126 102.5665 3 3 115.6007 118.522567 21.6503088
72.28004 69.54598 3 3 65.3333767 66.4498533 6.04271901
5460.012 5165.262 3 3 5492.18333 5456.98667 115.538551
91.84054 82.17835 3 3 79.4179367 80.7890667 2.96896087
775.6783 1019.55 3 3 901.667067 886.0535 62.9677371



413.6923 456.8323 3 3 426.434567 430.2569 24.7471104
568.6281 347.8015 3 3 487.075367 503.307767 50.062829
198.9505 125.2622 3 3 150.4262 144.825767 15.0451356
609.0325 810.6825 3 3 689.261233 701.933267 48.4200416
12.32911 27.99033 3 3 20.6987067 21.87519 6.27116124
84.87533 53.90488 3 3 66.1733467 68.0033967 4.4207486
73.89458 66.33642 3 3 69.7323733 70.68527 7.52633195
27.11782 33.60849 3 3 32.5077833 33.2098233 2.04925507
220.9344 153.6984 3 3 172.263433 176.663067 8.2501647
85.98418 102.374 3 3 88.73099 85.7172467 21.0063498
1129.662 1003.481 3 3 1256.29997 1215.63567 247.198852
1198.355 1066.65 3 3 1072.23167 1054.03977 59.8635349
56.89799 60.28854 3 3 59.6251133 60.7188767 8.88803519
207.1088 232.7177 3 3 253.730433 243.467967 81.0755342
123.4204 183.186 3 3 136.3237 140.4969 2.21911318
32.84251 23.92315 3 3 29.10584 28.2298167 6.42839867
4.883047 3.172825 3 3 4.03687633 3.76017033 2.27449036
1288.022 1142.189 3 3 1356.50833 1331.21433 73.6949823
2356.327 1424.277 3 3 1950.66333 1892.83233 224.516407
28.1865 15.76678 3 3 20.7197667 19.7841167 4.1317555

161.1713 79.97998 3 3 129.074467 124.291193 12.0954628
2926.564 2493.313 3 3 3028.906 2968.664 208.50994
1569.346 1455.655 3 3 1544.49267 1507.30733 328.223407
3861.94 4996.34 3 3 4371.104 4302.34 100.00508

1360.418 1347.159 3 3 1552.09267 1503.20367 354.08497
1697.794 833.5016 3 3 1562.79467 1491.36353 268.061975
1361.089 872.6896 3 3 1265.97367 1230.2012 71.1362839
127.0304 75.67525 3 3 95.7250633 98.6432133 2.61635837
3919.64 5423.378 3 3 4051.537 4184.262 384.969258
3919.64 5423.378 3 3 4051.537 4184.262 384.969258

215.0639 187.3293 3 3 201.679067 204.5771 21.2904797
47.60003 31.33007 3 3 37.40342 38.485 5.07886384
47.60003 31.33007 3 3 37.40342 38.485 5.07886384
168.3351 145.1501 3 3 153.9929 156.096267 14.9644725

0.4634038 10.17221 3 3 4.0608969 4.7225556 3.31049426
115.1274 114.6313 3 3 113.759133 112.5513 10.1128227
90.91312 56.76569 3 3 74.49207 72.4765467 5.78419549
91.1412 56.74069 3 3 75.9534867 73.7412967 10.1528194

876.9661 849.6724 3 3 910.097533 895.702833 116.546913
33.93647 17.39166 3 3 21.42065 23.0406733 11.2077438
3134.442 1999.14 3 3 2661.81133 2593.4 242.788889
3134.442 1999.14 3 3 2661.81133 2593.4 242.788889
381.4826 342.9324 3 3 385.037267 394.293567 59.6679748
101.6041 84.62524 3 3 91.60431 92.81619 6.93353578
6049.266 6026.032 3 3 6163.36533 6112.24433 444.489574
38.55382 30.94032 3 3 35.9671167 36.74162 4.77350166
86.46397 62.56139 3 3 75.8232167 73.79745 13.8901388
67.44265 46.86333 3 3 65.693 63.9120533 4.22355257



714.6312 677.1367 3 3 710.232633 704.088167 50.5147129
1518.612 1507.788 3 3 1611.16633 1641.92333 167.597339
104.6719 94.78823 3 3 93.20201 94.6137267 7.81172824
28.31792 26.76457 3 3 30.7626533 31.6409233 3.52810294
303.4655 250.7531 3 3 261.5022 255.751567 25.7675816
232.3778 245.0861 3 3 228.712067 232.012 26.8765997
48.87696 58.17355 3 3 51.00113 52.78399 15.4576837
12.95578 2.520746 3 3 6.03236567 6.73271767 3.20880456
11.16921 14.75855 3 3 13.43329 13.1850967 1.31354418
1156.326 1073.037 3 3 1136.0556 1178.081 363.81282
57.92903 45.75573 3 3 54.79752 53.6331133 8.0964956
2436.765 3127.225 3 3 2944.157 3025.923 506.143601
132.1606 107.9517 3 3 118.445367 116.6599 9.11364074
611.1424 499.4626 3 3 542.496133 555.099333 100.360917
629.3175 579.8296 3 3 557.493933 565.595133 16.8391518
1010.744 1729.378 3 3 1320.27367 1374.15233 334.913125
8.542799 14.70749 3 3 10.0732113 10.6245887 3.57478454
111.8413 132.4276 3 3 126.519 125.141367 4.98504594
168.1973 136.1844 3 3 144.236967 146.483833 8.14743528
1673.009 1098.969 3 3 1580.205 1531.00867 237.027996
24.46243 37.75229 3 3 30.9579333 31.8242333 4.10466375
24.15965 8.195605 3 3 21.78154 20.5567283 1.98547431
86.56724 52.08389 3 3 76.68239 74.45859 6.11562398
54.10799 30.24361 3 3 40.5098033 41.93504 5.2394102
201.3592 173.5782 3 3 180.223333 182.518667 13.2255132
169.3199 169.7096 3 3 220.205333 232.175833 15.0273093
108.2704 103.8994 3 3 96.9335033 98.7876033 11.1225113
108.2704 103.8994 3 3 96.9335033 98.7876033 11.1225113
469.154 272.307 3 3 365.369533 385.776167 156.772643

437.6783 422.8405 3 3 421.991233 425.575067 30.939631
417.0336 499.5828 3 3 435.569233 441.618133 23.0701161
148.1278 99.24975 3 3 133.520967 129.529117 25.2620505
229.3897 213.4413 3 3 220.793567 224.211267 29.9039329
22.60742 12.17587 3 3 17.1041333 16.4746767 1.89810581
3596.63 2085.425 3 3 3030.51533 2945.62433 49.6465753

311.9687 519.9811 3 3 444.634333 430.6981 69.833742
1691.843 1134.844 3 3 1618.43533 1573.67767 120.250774
120.659 104.2076 3 3 115.9429 114.643767 7.75772184

238.1312 431.1473 3 3 332.457333 344.177067 44.8498921
22.66292 31.60262 3 3 25.9219333 27.2696367 11.5516274
5.324734 3.806056 3 3 7.631998 7.11312333 1.65853576
492.9085 517.3437 3 3 492.9052 482.472 86.7784306
57.45186 45.9431 3 3 48.4764133 49.5638767 7.32776981
101.9807 79.15244 3 3 91.38131 89.8000633 8.96543373
15.23003 18.8335 3 3 15.76159 16.4502933 6.00532229

75.085 116.3075 3 3 92.4312167 94.9724333 11.0917955
206.6861 224.3271 3 3 224.879867 219.992933 43.5186835
87.77418 35.66659 3 3 60.1366233 63.8669567 22.1678279



173.6075 131.1857 3 3 142.919 138.766733 21.4536354
57.23531 26.15151 3 3 39.7504167 37.3850433 13.3885747
276.5391 215.0208 3 3 237.107167 232.938067 6.28261148
1050.853 1774.207 3 3 1332.60567 1372.98767 58.430669
67.08212 30.30213 3 3 49.3692233 47.16117 8.39707186
154.1956 128.1069 3 3 134.232267 131.767833 9.15364758
45.19705 32.27997 3 3 39.90409 38.8275367 7.56086149
20.39097 13.51781 3 3 19.46013 18.69738 5.36785379
93.68627 119.0778 3 3 96.2197333 98.28748 2.79989231
58.31058 40.42818 3 3 45.6984 46.81654 2.72575667
29.49083 35.23698 3 3 32.8342633 32.1164933 5.97881948
272.8533 217.1571 3 3 228.3621 232.501733 15.0187726
40.40478 46.78474 3 3 46.43246 47.2542033 2.75888443
6202.533 5673.301 3 3 6023.441 6083.23633 416.598062
2211.556 1212.159 3 3 1826.045 1739.92067 620.462925
359.8528 301.8192 3 3 328.817067 332.5973 19.4190098
455.3122 586.0894 3 3 518.9856 501.855533 141.013588
156.0586 133.9061 3 3 143.831467 145.107067 4.14875272
39.41034 20.72351 3 3 31.3939933 32.69 6.04529467
250.9417 150.0487 3 3 228.7109 221.694733 18.5641298
79.42574 59.79271 3 3 74.1086033 72.7059867 6.65236586
1150.584 1325.832 3 3 1243.94233 1260.28833 117.770377
135.4151 65.80101 3 3 94.4089233 98.3545667 10.6868648
79.22036 61.50857 3 3 70.1585567 68.9343467 6.694268
573.1505 464.1645 3 3 497.016233 488.210567 30.7604442
3357.858 3459.764 3 3 3591.685 3540.01433 420.362344
3357.858 3459.764 3 3 3591.685 3540.01433 420.362344
95.97923 75.08385 3 3 87.0692833 85.8717833 3.83328885
144.359 175.6184 3 3 152.586467 149.972333 6.83114576
102.936 123.913 3 3 116.113167 114.299867 13.137149

173.1506 136.6866 3 3 146.679967 149.2664 12.3099831
75.42439 51.65193 3 3 60.55065 62.1492767 8.62753126
78.30571 107.1351 3 3 86.9097267 83.4067033 24.4246418
112.8385 83.5939 3 3 99.6142 101.4058 5.85002147
92.72609 82.78523 3 3 98.0908433 100.592973 4.93372192
231.2981 164.9866 3 3 201.083933 197.1395 15.8070672
47.06813 82.74323 3 3 60.5528567 62.8220033 10.791262
131.8744 151.9256 3 3 136.034833 137.572233 6.99379877
3566.683 3580.969 3 3 3656.309 3600.96033 514.974357
18.72566 24.57371 3 3 23.5615867 23.027 3.27325088
246.5207 157.3874 3 3 195.5594 189.964967 17.8763648

40.064 20.47163 3 3 32.42572 31.0845567 7.70298068
243.2456 192.9106 3 3 248.706667 243.226133 9.87844889
435.5893 564.51 3 3 471.879133 485.021633 101.543294
174.7925 146.9633 3 3 152.886033 155.2229 13.7694631
60.42343 77.27101 3 3 66.23204 64.6063933 10.3431357
112.384 99.29761 3 3 100.467797 101.638843 4.95737795

2086.577 1740.332 3 3 1954.83067 2025.75167 611.299659



105.9334 115.4038 3 3 109.084667 107.992967 7.80801415
1435.109 1496.426 3 3 1395.65033 1377.885 60.6033297
987.5999 561.5759 3 3 846.837433 877.364267 71.0400739
76.4236 75.78595 3 3 77.7460267 76.2656133 13.9105712

1292.125 666.5594 3 3 1441.61233 1352.32647 435.448597
393.7769 443.3115 3 3 440.226933 432.266167 66.5334665
425.5688 299.9336 3 3 390.923733 401.990967 47.7246046
2263.137 1277.694 3 3 1699.26667 1752.46133 88.8992282
279.8075 645.822 3 3 397.0063 418.5166 42.5443038
246.0121 182.934 3 3 222.423267 226.5778 10.1446731
35.88501 39.12392 3 3 38.1807767 37.46109 6.59698293
16.43059 17.26304 3 3 15.4321067 16.04817 5.63539684
24.54103 18.19971 3 3 20.10146 20.7096933 4.65170733

77.98 82.44679 3 3 85.4757367 81.66367 35.8553994
101.3048 57.31508 3 3 81.48207 84.0612967 6.50006221
141.3006 131.7762 3 3 124.68417 129.858967 47.2801831
260.1612 205.447 3 3 225.6082 222.02 7.26467602
22.08224 13.90011 3 3 17.5079267 18.0027467 2.26971976
2182.333 2559.814 3 3 2380.76867 2411.80867 213.532436
153.453 170.923 3 3 172.953867 166.499167 60.0411723

4.257936 6.671773 3 3 4.94806633 4.66708033 1.93122957
23.69514 19.48155 3 3 19.9323367 20.5379633 5.02388535
109.286 89.54262 3 3 93.6007067 95.0504733 5.90283331

780.0668 670.1158 3 3 732.071567 739.076767 28.6982593
163.8771 118.6958 3 3 133.955733 130.6577 11.6045561
179.9444 176.6362 3 3 161.8686 164.4372 4.34599103
811.6888 701.8638 3 3 705.9584 720.149767 105.825523
12.38441 10.11838 3 3 16.6153733 15.67635 4.46325908
81.31119 60.51306 3 3 71.5816633 72.83069 4.75137924
90.08611 55.72205 3 3 70.1297567 67.1988833 19.6943292
159.8105 150.8689 3 3 148.9073 147.3771 1.6204537
26.8878 8.369403 3 3 15.522574 14.1328717 7.29359901
605.749 640.4962 3 3 663.580533 653.1756 82.8095312

10.18169 10.34389 3 3 12.3078837 12.8262067 2.19124702
1894.153 1303.976 3 3 1953.76333 2041.54233 169.914157
1882.485 1338.13 3 3 1694.45167 1748.89567 372.79039
118.4128 108.4969 3 3 109.060923 110.569233 12.5891375
399.162 314.0609 3 3 334.1245 339.6427 10.5680001
399.162 314.0609 3 3 334.1245 339.6427 10.5680001

284.1413 228.2768 3 3 290.865 284.1314 32.1642968
766.5314 346.415 3 3 637.341733 604.358667 220.763648
296.8494 309.1517 3 3 318.954167 316.428667 2.55171543
138.8023 143.2543 3 3 147.326213 133.4629 132.201003
102.8168 104.9758 3 3 106.465503 105.241567 11.4454748
118.7542 51.80633 3 3 86.15496 82.2056667 16.8927067

2257.8 1808.296 3 3 2037.16333 1967.28867 620.987337
0.00996022 0.01358973 3 3 2.79737786 2.31022932 2.44657004

12.46088 3.630461 3 3 8.26400467 8.838197 2.99267853



155.9782 122.6912 3 3 137.0148 134.0725 20.897391
14.4794 17.91808 3 3 16.9325567 17.47137 4.35085165

35.11827 12.09214 3 3 25.8291733 24.5783467 2.95970518
1675.116 604.7921 3 3 1210.847 1272.63737 115.276363
1472.718 924.7485 3 3 1286.4657 1334.1745 283.390771
1991.967 1498.567 3 3 1843.543 1814.536 50.3114134
3843.915 3020.693 3 3 3255.29167 3411.45067 1443.57025
39.20247 27.0129 3 3 35.8382633 37.0358867 7.01930311
137.6465 59.11119 3 3 109.003347 104.611597 11.2446963
48.6141 43.13988 3 3 44.21723 43.32435 6.84253601

757.9581 235.8762 3 3 661.065033 617.732133 249.135554
45.43986 48.3556 3 3 44.2029367 43.2719133 6.22834684
39.36577 24.3838 3 3 28.1725233 29.4583767 8.92514516
45.21946 22.74601 3 3 37.6314167 36.32557 3.94660719
2550.525 3573.37 3 3 3167.85033 3104.45833 327.431504
2028.046 1894.671 3 3 2147.29433 2115.014 147.517715
454.4687 562.6992 3 3 526.018967 519.4557 27.0820129
122.2831 120.9219 3 3 120.721633 121.591133 8.36991646
144.9295 73.32663 3 3 99.02969 103.143713 13.8792766
90.18063 95.64928 3 3 113.729967 110.48127 7.34852451
139.3237 141.7453 3 3 138.8335 139.5921 7.05038938
111.861 119.8625 3 3 113.165733 112.188467 5.73463955

40.51132 47.13338 3 3 46.81803 45.8965767 7.45981175
287.0734 199.2162 3 3 232.623633 237.4105 10.9373128
93.59038 81.37686 3 3 85.1057333 83.53706 12.1121267
11.45628 15.5229 3 3 11.253641 11.679382 1.74207952
11.48654 3.966181 3 3 7.48981633 7.00399833 2.53708525

405.86 330.8114 3 3 332.4271 341.013733 57.1945785
334.4388 399.4716 3 3 369.2186 376.462367 60.0450003
3.493009 3.703169 3 3 3.80785333 3.88154767 0.50880418
65.36906 64.78601 3 3 62.5951767 61.6430367 7.06078404
599.748 586.5106 3 3 573.471433 558.668833 130.485128

10.76521 4.248528 3 3 8.24293167 7.70151133 4.11112877
89.65594 62.7556 3 3 77.23706 78.9528467 8.61624195
2.902728 4.348026 3 3 2.863526 3.093894 1.90854266
166.9276 152.9661 3 3 165.3898 167.307633 11.6715931
28.12634 36.81997 3 3 29.33137 30.1057167 4.57705824
40.17071 28.33213 3 3 37.4709967 39.4814533 16.3151669
390.0076 508.8434 3 3 447.389867 440.0255 36.7395537
154.8022 191.9548 3 3 175.3159 181.322067 53.7915644
707.9245 635.2327 3 3 667.6067 660.0388 61.0141042
73.95816 56.42369 3 3 65.68249 66.8879533 7.28824742
528.7341 453.7797 3 3 514.914333 508.735533 36.3760649
30.00351 45.4768 3 3 46.2487333 49.30915 20.8293458
98.00384 58.98 3 3 80.1786533 83.0223133 18.2338028
82.08716 176.1596 3 3 128.859 123.409653 23.1449507
157.4525 113.4213 3 3 130.792033 128.0314 9.07549004
398.8337 392.1089 3 3 464.291867 451.3619 81.6879274



6474.737 5120.675 3 3 5934.073 6015.955 210.094702
150.3907 94.09178 3 3 121.916133 118.98756 1.88224946
319.8926 263.7691 3 3 338.571767 351.853633 73.8274693
75.30235 21.80478 3 3 59.8785533 64.3857767 22.2618824
60.90549 49.87435 3 3 56.4458033 55.1812833 11.1338794
284.1978 293.5793 3 3 352.654933 338.3187 111.844392
298.814 276.6315 3 3 269.122367 264.661633 14.306746

116.8656 120.7664 3 3 111.61366 113.270067 13.0052426
117.7004 104.1658 3 3 110.655847 112.269767 14.1712333
70.79401 99.48709 3 3 82.22558 80.52378 3.23987539
965.3179 1248.864 3 3 1058.66333 1074.24663 14.1915438
245.5777 224.7722 3 3 220.9129 216.959733 20.3100638
295.4425 647.0612 3 3 401.8456 422.140833 43.157008
224.2375 176.3437 3 3 177.3925 181.665367 12.6691299
150.5048 165.6702 3 3 139.003233 147.527467 81.6997124
172.9684 139.7777 3 3 157.621967 155.565733 11.6354352
310.5709 157.098 3 3 205.1351 217.151467 85.9015304
266.4016 113.579 3 3 206.072167 197.436467 36.1326032
333.4299 224.6173 3 3 258.861267 246.6555 92.2942282
294.8685 222.5654 3 3 314.075033 337.7309 186.819007
609.7169 639.6718 3 3 720.611167 744.155467 107.658937
42.50486 12.44051 3 3 29.9640567 28.3423433 5.61253298
59.97675 52.85036 3 3 54.4513367 55.7301733 12.1427408
192.9717 165.1619 3 3 174.736067 171.23 28.9410246
156.4762 124.9167 3 3 141.260233 139.124467 13.9714583
67.83856 57.91294 3 3 67.6602367 70.18584 21.1576524
694.1935 426.8976 3 3 598.603667 617.067367 79.7769515
7.992868 4.736632 3 3 6.00882733 6.21438133 1.2153848
165.1328 154.5534 3 3 151.441533 152.9523 7.50520435
1348.628 587.6448 3 3 919.4142 963.685967 224.41828
808.7368 562.9967 3 3 678.094867 690.680133 25.0898086
15.94903 21.06724 3 3 22.9795833 22.08447 5.92309629
27.55575 30.38927 3 3 28.7665333 29.07445 2.72569765
3054.554 3550.214 3 3 3066.95867 3001.57533 307.360687
123.4176 91.89556 3 3 126.474967 123.21072 9.55666243
24.18922 14.11054 3 3 19.3078833 19.9037767 2.90417359
1074.828 1119.223 3 3 1244.90233 1216.74233 189.420616
58.56961 43.97626 3 3 42.4310067 43.93111 3.21879212
58.07774 13.63824 3 3 36.04272 33.7486067 4.50983141
71.99111 74.66337 3 3 71.33547 70.6432067 4.966337
256.7657 199.861 3 3 214.9401 218.349433 7.69548795
287.682 242.7376 3 3 271.811867 280.080233 75.4614741

109.3107 83.52952 3 3 97.6975 96.36885 3.36808606
4.21053 0.9720541 3 3 2.1648865 1.87756293 2.03871395

231.8881 226.919 3 3 216.7724 219.636167 23.0968998
503.3876 801.5308 3 3 613.621833 634.649333 146.361022
4146.907 2500.874 3 3 3643.812 3768.829 553.42595
1.642306 3.613119 3 3 1.954533 1.75256751 0.9214006



303.264 256.3352 3 3 272.678867 269.321967 16.0807389
406.8744 311.0541 3 3 382.266633 376.090267 26.1126486
150.2504 150.7548 3 3 145.2896 147.132633 17.6004449
51.49519 38.41982 3 3 45.43344 47.4670733 18.9376807
432.2157 164.8712 3 3 354.383733 337.547733 79.9840531
17.78775 14.96301 3 3 18.0214067 18.7847067 6.31631311
178.9415 109.0841 3 3 150.8123 145.439667 41.4232253
167.0058 173.8296 3 3 173.429033 171.982867 13.9413675
1201.83 1317.516 3 3 1308.033 1324.10667 102.97678

137.8997 109.1318 3 3 116.719833 118.557567 8.06684836
634.5292 494.6975 3 3 594.1649 585.859533 28.6816536
634.5292 494.6975 3 3 594.1649 585.859533 28.6816536
11.56027 3.298778 3 3 14.6714633 13.532896 2.07463124
629.5918 487.1165 3 3 601.793967 588.342567 104.008059
109.6895 60.90729 3 3 92.3350067 89.6440267 9.6503061
1129.177 1066.816 3 3 1203.872 1228.535 102.449182
587.2549 624.4483 3 3 616.609867 628.0644 108.154396
71.69856 54.16562 3 3 65.6379733 67.0084 8.19391312
104.1483 86.99857 3 3 98.02043 96.79909 8.72023099
63.79406 77.4726 3 3 70.6910267 68.7679167 18.0396654
2416.611 922.2382 3 3 1873.221 1786.55373 422.993717
62.53189 56.98699 3 3 69.2453867 67.5078033 11.1946195
143.0936 115.173 3 3 120.1325 117.734627 3.44656112
63.64598 57.4135 3 3 64.61621 65.7234533 6.05095178
1155.857 1045.985 3 3 1089.54793 1065.3752 232.542603
198.1093 172.5348 3 3 185.019767 183.682467 3.89008442
115.6872 129.0622 3 3 121.227667 120.057567 9.07230494
88.97774 48.60793 3 3 69.1703333 66.4547333 18.7060901
154.3943 103.9956 3 3 131.429667 128.534067 15.6014408
76.64915 68.80029 3 3 68.63139 66.3938267 19.7536063
32.28186 26.34857 3 3 33.62598 32.6400433 7.75656272
32.28186 26.34857 3 3 33.62598 32.6400433 7.75656272
59.18308 82.26443 3 3 71.1650267 69.9594433 4.29001738
1141.578 914.9426 3 3 1009.88077 996.723567 49.8781514
286.9979 242.4559 3 3 295.0986 289.791967 24.4667978
1509.998 1562.469 3 3 1607.38733 1577.22967 301.160662
3167.702 1571.33 3 3 2531.67567 2452.358 97.6475309
1013.634 724.9907 3 3 918.107867 944.9719 196.708571
161.751 132.0189 3 3 130.084967 133.410833 20.2878306

46.95762 53.73919 3 3 45.2256067 47.07803 17.9540272
434.9752 376.7544 3 3 382.5681 387.718867 31.5397639
17.58701 18.91181 3 3 17.9534667 18.25184 3.01398724
387.2736 323.8086 3 3 342.3712 336.949467 33.1914056
80.63061 52.46271 3 3 60.1352667 61.8172367 6.11860229

37.078 25.37204 3 3 32.5258133 33.4820233 6.9557769
896.9232 462.6259 3 3 728.71 753.348267 40.473338
39.19546 45.74765 3 3 43.4059933 41.73549 16.9356018
92.02165 67.30781 3 3 93.0291833 89.8433533 25.0124397



94.6789 79.2646 3 3 83.1279333 85.2349467 20.2088869
80.54721 123.5588 3 3 86.02706 89.3959333 16.6720081
1059.726 852.7273 3 3 1074.125 1050.47543 151.399774
306.342 237.756 3 3 238.1994 244.497033 28.8977233

1024.974 1279.38 3 3 1247.74467 1274.18467 121.958186
112.0477 92.70933 3 3 92.4968033 94.36612 9.62499863
36.32539 41.46474 3 3 35.69323 36.4812867 6.58316361
80.67184 56.6981 3 3 65.5998233 66.7991233 1.43310195
32.21776 31.41688 3 3 30.9805633 30.7357533 1.69013867
36.21034 16.40836 3 3 26.1593367 25.1709633 2.20097594
152.9877 130.1223 3 3 130.137 126.843157 20.2122423
44.68584 79.28976 3 3 73.1559633 76.3806333 14.7792798
58.82064 21.06108 3 3 41.42346 43.5010533 8.8660182
45.5878 23.08084 3 3 33.1087933 34.1850867 0.69586161

250.8346 148.8337 3 3 180.636267 186.031167 5.47732731
58.60474 50.99419 3 3 51.7821767 50.75714 7.21962329
1585.077 919.221 3 3 1437.97533 1393.517 216.202814
115.1843 71.76557 3 3 90.0942667 87.3935033 14.8656349
70.25562 42.46855 3 3 59.7891 58.2463967 7.65202032
342.4187 434.0997 3 3 365.514433 371.345933 28.1109492
38.87815 35.9203 3 3 39.0739233 38.56138 4.76799875
94.68002 98.57596 3 3 89.08013 90.4173867 8.82252491
1971.691 2552.518 3 3 2155.97033 2110.89933 267.205212
74.52278 70.22222 3 3 73.3498967 73.69336 1.78913507
172.2648 188.0947 3 3 168.329967 165.456967 14.1780192
177.3228 119.4196 3 3 143.761933 146.5977 6.54337936
61.00327 81.16779 3 3 70.2985567 69.27941 1.9584411
151.1696 122.8292 3 3 133.642 136.1507 22.2625924
151.1696 122.8292 3 3 133.642 136.1507 22.2625924
151.1696 122.8292 3 3 133.642 136.1507 22.2625924
151.1696 122.8292 3 3 133.642 136.1507 22.2625924
151.1696 122.8292 3 3 133.642 136.1507 22.2625924
356.3601 353.6895 3 3 363.917967 368.449133 41.7181795
72.97037 41.12527 3 3 61.35459 59.6216567 7.77869398
44.25263 41.69052 3 3 41.1724367 42.3891467 12.7268736
1097.099 914.1003 3 3 1001.92217 991.303133 59.6243273
34.94981 71.43654 3 3 54.8374167 52.57702 15.3066922
16.50726 18.94328 3 3 15.5252233 15.9087933 2.23261471
115.2067 66.77876 3 3 98.5197233 95.6712867 15.8415284
604.9058 564.5518 3 3 632.721633 643.144533 38.130978
972.462 553.1804 3 3 839.3478 866.454133 75.4413123

225.2676 197.659 3 3 216.413133 214.320233 16.5299028
73.53542 72.05268 3 3 75.4320467 76.39261 7.96996636
14.21921 5.034369 3 3 13.3708833 12.6617963 2.72339259
16.76071 19.2184 3 3 19.2216267 19.7862233 4.94095674
41.67406 38.50987 3 3 42.35751 42.87134 1.96433428
74.2029 69.52123 3 3 81.0567867 79.6187667 6.77527825

151.1425 140.7449 3 3 164.5485 161.711233 11.5403147



22.01908 15.14014 3 3 20.8992267 20.4510867 0.53675501
2.879304 4.733966 3 3 3.49456367 3.33226467 1.19695508
88.2395 69.16006 3 3 75.3385967 76.44765 5.69945005

106.3467 94.68701 3 3 92.6248533 90.5102433 13.0379389
147.6716 165.5431 3 3 145.456533 147.732133 16.3945708
15.19922 15.22488 3 3 16.60755 17.35747 7.06051255
694.3973 620.8962 3 3 625.736133 635.6506 91.2770443
121.7555 102.5051 3 3 107.431547 105.414723 15.2623398
74.06585 78.85178 3 3 73.26704 73.99254 5.98847725
1841.717 1643.311 3 3 1828.54967 1871.338 385.785239

84.215 72.9129 3 3 76.0244967 74.67697 11.3922248
45.35185 35.39389 3 3 44.08571 43.33155 3.72683446
24.02997 16.4265 3 3 20.98693 20.5285 3.05518652
76.09662 59.36578 3 3 68.2167 67.2309867 6.36779166
1123.46 793.2808 3 3 1034.62133 1016.44527 21.6042196

286.1328 269.4818 3 3 270.201433 267.078833 26.5012549
811.9034 832.2456 3 3 921.444633 941.424 54.105071
172.5643 168.3582 3 3 175.9386 178.778 26.7006776
354.3484 288.1038 3 3 304.715133 309.6604 36.16115
603.0424 610.02 3 3 562.746567 578.726 164.233197
115.4053 90.80429 3 3 103.699047 105.25143 10.5818333
2595.082 1927.737 3 3 2178.82 2216.37133 211.612685
61.89523 143.5921 3 3 100.986553 96.7788033 16.1834171
365.726 292.4623 3 3 329.3776 333.8109 29.2056496

68.67177 55.00781 3 3 65.6369133 64.68326 5.81273994
227.0392 178.2552 3 3 193.983833 190.706267 14.7204628
84.37688 66.49552 3 3 72.0348767 73.7603367 15.9924665
4656.805 3804.868 3 3 4484.80467 4550.149 80.773649
74.88464 90.13977 3 3 75.7399233 77.0354133 6.78973819
4577.568 3103.338 3 3 4372.27633 4262.18967 571.305087
21.67186 14.86081 3 3 26.81069 25.3513033 9.19578366
173.7414 150.5928 3 3 190.549467 185.153167 40.6936995
173.7414 150.5928 3 3 190.549467 185.153167 40.6936995
419.7048 423.317 3 3 426.643533 422.1823 48.0229546
145.4296 135.9706 3 3 147.386433 149.337633 13.9998231
231.5543 213.0925 3 3 222.369667 226.012033 37.6198358
200.0348 130.0792 3 3 155.4465 151.2057 17.2299893
42.70509 22.59894 3 3 35.93064 34.7567633 6.80454318
221.2946 198.0219 3 3 197.872067 200.248367 16.0506092
1409.442 903.4689 3 3 1357.26633 1405.1733 135.900811
1043.151 813.5804 3 3 977.812433 997.3178 130.469372
2224.526 2105.693 3 3 2088.17967 2069.81233 93.405255
228.4791 283.8544 3 3 258.469733 261.645733 18.0271207
1422.717 1005.41 3 3 1486.83967 1436.88767 316.278043
174.7799 129.6237 3 3 151.0749 147.4155 31.4874245
2886.432 3041.13 3 3 2859.25367 2876.69433 83.3816986
142.3046 93.1937 3 3 124.7086 122.1693 9.75546846
45.33295 29.65357 3 3 43.5676633 45.4212167 12.3836999



6.950731 3.898526 3 3 7.84551133 7.43490567 2.31623948
2506.501 1283.082 3 3 2000.75267 2082.175 548.314693
48.3457 29.17997 3 3 41.2837733 40.12684 7.76381819

76.90205 47.96105 3 3 63.78819 65.2981367 5.88915319
60.85857 67.14342 3 3 68.06943 67.3908367 3.15690001
174.6934 156.8067 3 3 168.356 167.471367 1.86971525
27.49102 26.71592 3 3 27.90277 27.58019 3.38448546
9.153872 4.039263 3 3 7.23886933 7.587857 2.21210135
138.7406 131.0129 3 3 135.3955 134.3203 10.984319
184.0513 211.4428 3 3 195.0211 197.7621 26.5039893
152.5036 95.58356 3 3 125.180067 128.431853 19.6949337
294.039 256.8019 3 3 264.806767 261.8006 13.0499065
153.787 142.3185 3 3 143.081233 141.8033 6.63610534

25.31167 14.83223 3 3 19.7272633 19.05168 4.86641257
84.17622 78.43593 3 3 76.92766 78.1454233 11.7564283
110.4326 123.7078 3 3 111.36821 113.035633 15.4255306
1000.863 664.5482 3 3 871.283533 853.575 88.0930655
34.22008 29.43717 3 3 31.92411 31.0963933 8.63057876
64.90108 37.23158 3 3 53.0942567 54.9637133 13.4311571
312.2655 294.5619 3 3 276.7721 280.611633 11.2353073
1592.312 2550.752 3 3 1841.77533 1900.74 314.743408
52.20047 59.74799 3 3 55.96362 56.7449467 7.5591862
46.83978 35.12873 3 3 40.1059467 39.13739 8.24209392
93.66746 61.79183 3 3 74.40304 75.90865 2.86525009
285.5172 349.555 3 3 326.273833 319.9131 61.7713345
256.2286 200.4613 3 3 208.989 215.1355 56.9613806
91.76352 77.43963 3 3 90.9039933 89.2598167 14.4872543
81.52526 76.62296 3 3 85.8074 87.6174067 13.0627485
441.8645 306.0733 3 3 384.248533 375.371833 70.015425
1004.114 926.3657 3 3 889.307767 902.0557 78.4334014
1447.831 1294.856 3 3 1417.912 1399.745 177.856891
2768.503 1999.059 3 3 2452.41233 2413.99967 167.418534
139.7801 187.3847 3 3 165.876133 161.918033 36.4510889
1451.533 1915.547 3 3 1603.42733 1639.07167 307.767076
622.506 600.5677 3 3 572.873567 564.3748 45.0880268

183.8952 176.0357 3 3 173.135933 170.910933 18.5751773
167.9572 144.4614 3 3 185.2573 180.622133 26.5726105
70.71811 54.01612 3 3 64.99792 64.06154 5.39489582
140.9391 93.74124 3 3 126.0784 122.95278 23.4048717
140.9391 93.74124 3 3 126.0784 122.95278 23.4048717
140.9391 93.74124 3 3 126.0784 122.95278 23.4048717
359.6786 268.9648 3 3 295.276767 299.980733 6.61948232
22.88293 28.67608 3 3 23.78161 24.3738633 5.36913889
118.339 88.01192 3 3 101.48554 103.609907 18.0199662

518.4918 497.8282 3 3 538.065567 532.049533 51.348355
4691.695 5670.443 3 3 4868.60433 4947.613 604.751722
8.610872 5.628129 3 3 7.23151267 6.996187 2.13690955
15.14845 18.2909 3 3 14.4977633 13.934775 3.66061489



47.85469 73.06416 3 3 59.38514 58.1846467 1.93244723
24.8244 28.34089 3 3 32.1274633 33.2232867 3.62051273

31.59008 19.01269 3 3 22.9351467 22.1820433 1.21532976
134.5275 17.28113 3 3 62.1398033 68.3484367 34.2795213
96.23676 72.77231 3 3 83.02323 81.8441167 3.70471372
460.3581 580.126 3 3 537.553233 530.5546 46.7062971
13545.43 15702.44 3 3 14790.6267 14677.5867 645.238959
7.697597 11.77786 3 3 12.658628 11.941089 6.73274505
487.116 379.0298 3 3 399.589033 407.1002 45.6159861

76.05895 30.57165 3 3 55.38878 57.5718367 4.69391622
46.90103 54.47237 3 3 50.0390867 48.9216733 11.4868736
609.2484 513.4967 3 3 529.5534 520.586133 52.5578091
847.0129 1588.907 3 3 1060.19107 1099.31167 108.064511
3610.47 4888.127 3 3 3879.52033 3754.91033 896.484283

207.1868 217.8389 3 3 210.353567 206.7937 38.2528411
51.22802 71.1205 3 3 64.2799233 63.20665 5.7687531
1454.946 1119.862 3 3 1328.41467 1357.83733 257.003135
563.6741 595.1339 3 3 639.004167 653.838233 104.594742
55.25196 41.32194 3 3 51.0091067 51.9607833 5.04950277
87.79802 45.61766 3 3 60.30347 62.37468 6.47449417
12.85975 8.049144 3 3 12.9992727 12.4158613 5.07556365
59.36527 34.67244 3 3 46.6431167 45.5103533 1.78370173
48.41027 71.94352 3 3 63.4108467 62.3091533 1.26159511
2922.814 5101.555 3 3 3905.48667 3802.421 162.854263
327.5851 212.1032 3 3 254.7392 260.129433 7.9427596
918.8811 757.2546 3 3 920.982167 941.304567 117.673634
869.5306 887.3108 3 3 839.556367 847.247733 67.1232454
89.54135 92.50082 3 3 106.534143 103.593623 24.9104122
27.63624 29.21409 3 3 43.4618367 40.8448333 20.1852416
413.2682 380.0635 3 3 433.119533 440.0942 16.2508906
3028.131 1929.609 3 3 2609.398 2678.14533 426.335512
53.57457 33.28625 3 3 36.3506267 37.84699 9.44040023
174.1282 141.7599 3 3 152.5558 150.390733 12.8643812
61.16654 46.3742 3 3 55.45887 54.54634 7.06256637

94.048 94.58334 3 3 94.2841733 91.8957 26.6854924
102.7529 141.8813 3 3 140.46235 131.671567 96.1313558
136.9812 119.3119 3 3 123.735867 124.904333 8.07861422
331.5309 228.0117 3 3 276.310867 270.9044 28.8638734
57.29858 71.8902 3 3 71.3842567 70.27013 3.05298315
216.198 117.4214 3 3 165.208667 160.641733 11.1137203

1726.398 888.8578 3 3 1439.598 1396.50127 199.673487
116.4237 96.30881 3 3 100.296417 101.74461 10.2358893
74.05895 102.4039 3 3 88.2190133 86.5831267 11.666264
1041.166 1225.997 3 3 1121.7001 1141.978 210.591233
127.8127 149.8466 3 3 141.295267 139.384267 18.6912866
26.94427 13.87959 3 3 17.7093133 18.4140767 3.0869138
156.0717 128.9702 3 3 141.843473 132.6914 101.735339
180.8752 127.098 3 3 175.704267 171.752133 18.6990045



15.98628 21.38842 3 3 20.42283 20.0623433 1.96314846
280.9831 233.1243 3 3 253.120433 255.949033 21.447714
4552.838 2911.889 3 3 3853.627 3933.957 208.389956
8.45935 4.462023 3 3 7.376124 7.64974433 1.22449914

213.7918 145.3702 3 3 170.392433 173.617967 9.02132799
382.356 269.3685 3 3 301.924033 307.648533 10.0879655
204.377 407.4803 3 3 323.022933 312.4494 64.7439766

93.81024 65.42711 3 3 85.2465033 83.6473733 9.22271738
263.2373 54.51975 3 3 134.494917 144.520883 41.1596416
18.79353 21.49224 3 3 17.0484367 16.391148 3.57761867
2573.994 2536.449 3 3 2410.411 2381.317 143.027789
12.84394 14.78269 3 3 14.104807 13.7015933 4.52224637
102.2915 100.2034 3 3 81.7898133 84.35891 3.62393746
199.0982 198.3344 3 3 225.4186 221.692533 15.753023
266.109 192.5081 3 3 220.9821 216.532467 27.7691072

163.9041 95.16145 3 3 135.341233 132.106983 13.4492007
67.85499 23.30595 3 3 47.1126233 45.14654 3.90024608
407.9294 398.0917 3 3 414.324567 409.857467 49.807438
27.56279 27.80101 3 3 25.0316567 25.4558033 2.99662339
221.6567 141.7243 3 3 167.9513 172.222067 23.5160408
133.1523 83.05751 3 3 102.114567 104.53215 10.4955647
31.68474 13.69785 3 3 20.3265867 21.1568467 1.89370959
281.8984 225.563 3 3 236.158033 240.6269 36.6745981
847.9467 1135.2 3 3 1017.5289 1004.3109 46.1174117
74.97536 50.37862 3 3 55.00781 56.5925733 8.49433679
1528.226 1353.405 3 3 1500.287 1523.257 206.340734
2798.279 2852.721 3 3 2927.919 2982.35133 569.087389
31.21202 23.36955 3 3 33.38857 32.5304733 1.12909862
1363.988 1001.33 3 3 1273.62733 1300.38533 147.777763
121.1342 105.0546 3 3 115.688527 117.764533 21.2194598
237.6015 200.3403 3 3 209.499533 206.227267 24.6674303
7.595767 6.41753 3 3 8.559724 8.17312567 3.96641376
777.2303 577.5797 3 3 762.502167 746.474067 102.036364
932.1587 1312.77 3 3 1082.19967 1063.26003 41.3929711
69.16846 46.36344 3 3 54.1383433 55.5487033 11.1408092
157.4191 148.5152 3 3 142.953733 144.945333 18.0041956
116.4946 78.88248 3 3 101.441743 99.7162267 6.25484126
1206.539 1498.466 3 3 1357.081 1378.17 193.32082
147.2338 225.0367 3 3 202.580733 209.9924 65.3692493
1055.467 508.9702 3 3 828.775233 805.119167 14.2378098
174.9195 58.5764 3 3 113.84382 107.13587 49.9289917
174.9195 58.5764 3 3 113.84382 107.13587 49.9289917
112.0125 84.02248 3 3 98.1071067 99.78156 13.3614191
2.733859 3.24066 3 3 2.49739267 2.63567067 1.48027926
22.19432 33.70015 3 3 28.3544067 29.0329567 5.15851001
2683.924 1958.496 3 3 2160.17433 2202.94733 279.791103
73.34035 63.39611 3 3 63.64776 62.3255933 10.317017
61.0559 43.33036 3 3 53.7833533 52.89139 5.47336076



617.1706 752.8873 3 3 603.437667 616.449467 68.5585744
92.55554 67.75436 3 3 75.0727167 76.4645833 8.57585913
170.6176 111.5967 3 3 138.501633 135.770567 8.80898012
66.2477 104.6781 3 3 83.5485867 81.7092767 7.60600784

113.2322 98.01717 3 3 95.9881667 97.85152 15.5865537
3.051765 5.60216 3 3 6.44608933 7.01366833 4.64026896
191.5658 194.7016 3 3 188.473167 186.516067 19.9774348
43.88256 47.32472 3 3 40.75841 41.7623067 9.64588309
43.88256 47.32472 3 3 40.75841 41.7623067 9.64588309
222.8903 144.5098 3 3 167.6381 171.827167 22.0142054
76.66315 47.83069 3 3 59.4579833 57.55026 15.3160809
204.0558 119.0132 3 3 151.861067 155.8314 17.3188093
895.4861 1107.389 3 3 1018.359 1009.24237 15.102326
74.9486 82.89393 3 3 73.2622967 74.2477633 7.40491975

65.99032 46.24633 3 3 58.91298 59.9719367 3.91744199
6.055932 4.546925 3 3 5.40556733 5.51479467 0.98709302
10.98923 19.09752 3 3 15.1609773 16.11728 10.4370506
14.79663 21.26041 3 3 19.51843 20.08935 4.76976131
2811.591 1876.046 3 3 2333.34967 2394.369 547.329202
1203.618 1067.366 3 3 1316.67733 1292.12867 83.0316044
294.8929 303.5276 3 3 343.486967 336.713333 47.5156783
32.60571 27.95379 3 3 30.2967533 30.7843233 5.24374107
1341.831 1002.756 3 3 1258.99067 1282.674 119.543552
32.87995 21.73394 3 3 29.1651333 29.8228633 3.38452808
2275.284 900.6616 3 3 1602.28267 1664.67353 255.599996
55.85021 63.65308 3 3 59.0957267 58.27018 8.68679009
108.5011 132.6232 3 3 112.478063 115.0412 26.4937696
43.20092 38.19713 3 3 42.1023933 42.5538333 3.54421692
116.4589 109.7941 3 3 113.6945 115.012567 15.0559235
1237.978 1008.777 3 3 1075.81637 1055.98683 172.091378
329.1409 311.8864 3 3 328.920933 332.539233 37.0688285
207.2198 132.1151 3 3 202.2756 209.0563 23.4851531
11.31092 11.29707 3 3 15.0086333 14.4963533 2.682583
45.29528 38.15276 3 3 39.75909 39.2200667 3.21817715
3855.042 3252.354 3 3 3426.25333 3456.44967 112.08657
12.41296 13.9471 3 3 14.1263867 13.80672 3.60546601
65.1077 94.63361 3 3 73.74664 71.8225767 11.100328

42.29869 53.04268 3 3 47.62328 48.49257 8.86944296
693.6772 1031.736 3 3 795.438533 814.117333 122.390311
64.95856 59.57489 3 3 54.5115667 53.1292467 4.49167108
420.6123 321.4864 3 3 362.8437 357.4476 34.9925098
323.5266 269.519 3 3 271.8017 265.586067 45.0535513
999.2438 874.6815 3 3 952.290567 960.870767 71.7899937
1563.406 1935.193 3 3 1880.47433 1908.87933 84.988555
12.03888 11.17535 3 3 15.1914133 15.8906267 4.04896437
86.26294 78.65662 3 3 84.7621067 83.4408033 15.4604611
85.31541 115.2656 3 3 97.9626633 100.180163 22.3265289
2130.354 1264.889 3 3 1816.011 1862.81067 231.540536



199.306 135.4372 3 3 163.761433 166.4263 4.89362083
1462.559 1074.139 3 3 1329.89133 1310.43067 113.583041
1970.562 1289.87 3 3 1769.18167 1732.04567 238.266372
10.38011 13.99633 3 3 8.61543433 9.25413233 5.58765776
75.71674 46.88014 3 3 68.1498033 66.23772 16.143988
128.2775 102.5091 3 3 109.2073 110.512567 3.87361875
55.23363 70.68783 3 3 60.7661 61.6754467 7.60793565
82.7447 66.66273 3 3 71.06503 70.05164 4.78035837
185.591 150.9933 3 3 191.7009 196.269467 21.3807017

8097.212 5634.503 3 3 7687.63067 7535.15133 777.689306
2327.003 1635.634 3 3 1980.64767 2011.795 149.804316
226.7301 175.8806 3 3 204.1213 201.947833 7.57743521
61.30331 55.63631 3 3 55.2671167 56.0763233 8.53544844
49.69665 48.78173 3 3 48.8517633 49.0732267 2.66121314
97.9966 73.68077 3 3 89.5782367 91.5167567 17.9082258

165.1115 195.68 3 3 157.749 162.7304 50.7118341
854.4853 1226.936 3 3 981.536733 961.7874 73.9260386
956.5958 881.0118 3 3 966.0394 958.258867 55.4179055
279.2213 254.6016 3 3 310.456133 317.896867 20.9919383
342.1696 263.701 3 3 291.387333 287.180267 19.9994417
195.5534 66.64432 3 3 139.912687 133.209207 51.5925634
250.9365 333.9423 3 3 308.617633 313.573933 25.9414104
1911.734 2050.692 3 3 2021.97133 1998.96433 273.363399
50.29686 52.75366 3 3 45.6403367 46.4552733 4.73499177

292.79 197.1955 3 3 255.248267 251.200533 9.91617865
26.55176 42.81074 3 3 31.7338533 30.78132 5.16424757
237.2232 134.948 3 3 174.904167 179.3172 14.7707251
1822.458 1695.744 3 3 1870.504 1892.41 126.347757
2790.848 1810.254 3 3 2413.68433 2353.63567 549.535696
1555.953 1053.154 3 3 1371.12033 1406.46267 311.565167
34.71772 30.82918 3 3 32.3371967 33.01927 8.21909817
144.7325 97.42451 3 3 116.624233 118.762037 11.3235985
182.5897 179.4779 3 3 171.18 173.120333 19.7372635
72.34918 68.43348 3 3 65.22763 63.7365267 14.3449436
939.7282 1355.26 3 3 1156.686 1176.22073 114.631057
24.00142 28.73114 3 3 24.6120333 24.9476267 2.39781305
1681.828 1497.499 3 3 1586.92633 1598.36467 107.267215
440.9488 468.6065 3 3 542.7511 558.550833 78.2131529
200.1833 118.2302 3 3 151.955833 148.214967 11.1483152
239.9201 270.5391 3 3 249.959133 247.8796 16.5232937
65.5448 96.25556 3 3 80.03445 78.6460067 6.90460702

10.02359 0.8976185 3 3 5.53228367 5.1086965 2.57158562
9.801427 7.163907 3 3 9.13956967 8.78536233 4.17495358
40.40641 16.58623 3 3 24.3899533 25.4462167 1.80524321
290.0468 249.2258 3 3 270.9447 268.482033 22.8055594
86.14834 89.42155 3 3 94.0986233 95.6401967 13.4519623
209.2843 179.2646 3 3 186.6304 188.974567 23.3320742
486.0065 375.1345 3 3 420.035967 428.7843 94.0183874



1828.361 2241.105 3 3 1854.8444 1932.21433 926.664216
14.76354 10.29878 3 3 13.5633433 13.2748933 2.51812342
3130.617 3066.142 3 3 3252.56167 3281.33433 166.715408
52.1354 39.20777 3 3 43.2367933 44.1148767 8.45575009

774.5783 822.4424 3 3 829.346767 850.532933 247.969034
911.4805 1120.214 3 3 1067.44473 1081.52117 84.8824849
184.612 139.4619 3 3 155.123067 157.082633 4.28014525

206.9658 148.051 3 3 183.592767 180.236467 29.591961
323.0051 710.3464 3 3 483.3609 466.218267 32.4567301
255.5358 410.8691 3 3 335.3654 328.951233 19.7708753
101.9012 82.50977 3 3 100.090143 98.3123567 17.0900743
59.59674 69.29218 3 3 70.64763 72.93439 24.1763437
1119.609 1233.944 3 3 1121.90733 1111.3137 39.8762712
39.96205 33.60475 3 3 41.1842767 42.0053133 3.84339988
3881.779 2932.016 3 3 3743.45233 3829.56733 642.646873
489.6301 519.1583 3 3 551.6161 545.4459 27.4954159
268.8508 169.9904 3 3 217.7923 221.988833 18.2492978
682.0193 604.683 3 3 658.0295 667.940467 110.863706
110.085 81.80074 3 3 89.1980233 87.3474 11.0922501

9.940664 15.4587 3 3 15.3482103 14.6458047 7.71642855
76.87286 67.58965 3 3 82.0163533 80.6761467 7.1315994
1789.663 1650.785 3 3 1809.64267 1792.32867 165.475494
1101.028 1387.428 3 3 1252.546 1272.21467 197.276925
4704.771 3557.221 3 3 4685.283 4604.42967 217.128796
3.471806 7.780381 3 3 4.86555733 5.066791 0.96374673
2501.346 1840.516 3 3 1943.207 1981.61333 145.871221
632.547 1612.663 3 3 1035.61757 984.932967 345.809895

129.0602 107.5771 3 3 116.895867 115.867967 6.18104322
49.68093 41.93159 3 3 43.4106067 43.90735 3.78376144
115.728 106.7769 3 3 107.541263 108.439367 9.35825009

5.408401 0.00065858 3 3 1.53746673 1.80539947 1.40211208
30.97857 20.95517 3 3 26.6996567 27.3345 5.92198506
7.83247 8.225466 3 3 8.41743233 8.63903833 2.62193175
142.633 117.256 3 3 135.977667 137.4028 2.08711768
98.5547 93.66084 3 3 92.7365867 91.1637867 18.0437058

31.63809 16.63488 3 3 28.55369 27.3911667 11.5437495
51.54551 43.15692 3 3 48.82281 48.33031 4.3891083
597.6368 535.4203 3 3 533.614267 525.8842 62.1821062
383.9772 215.3939 3 3 308.8464 315.7884 5.90608294
80.17498 72.02597 3 3 73.02261 73.5001667 0.81653425
197.0538 194.7497 3 3 196.760933 195.102 21.2162033
139.3298 123.0836 3 3 125.928433 124.257633 15.7824459
1477.461 1353.154 3 3 1442.57433 1416.94167 323.425236
174.6115 131.0997 3 3 165.3103 169.0254 31.9716372
1465.545 1354.281 3 3 1505.08933 1521.885 77.2729619
1242.659 1024.485 3 3 1261.20533 1243.84433 38.99245
32.36405 18.18733 3 3 25.4723433 24.81756 4.4912269
103.7822 79.23917 3 3 91.7948833 90.77251 4.60027035



7.941781 11.44716 3 3 9.923758 10.0895937 1.01202196
152.9907 157.9016 3 3 156.280667 156.0664 0.66298866
74.02296 76.87348 3 3 77.3121633 78.5213333 14.5787601
115.8347 80.21069 3 3 101.104883 98.78333 24.0652029
144.3996 184.1461 3 3 162.983367 165.0655 18.0584924
215.1126 221.0854 3 3 225.830267 228.854967 34.201365
3.479599 4.312963 3 3 3.449062 3.34658767 0.82187419
464.3445 503.5543 3 3 477.1577 472.118067 58.738673
78.25992 31.60045 3 3 61.2755967 59.3493167 4.34046821
1153.966 1104.058 3 3 1101.199 1090.78133 114.825053
94.54574 73.66891 3 3 84.9997867 86.0404667 7.85568131
96.54044 55.32394 3 3 76.4489333 74.68409 9.69621926
170.6697 179.4758 3 3 182.602767 175.219833 95.6591503
117.8448 86.62843 3 3 99.2939767 97.8329767 7.58360516
1022.902 828.8864 3 3 997.579967 985.491133 67.3587811
57.23468 27.38572 3 3 41.62998 42.8034633 2.94000259
486.756 467.2641 3 3 442.3535 452.0736 118.186194

9.218038 10.56007 3 3 9.45307367 9.29210367 1.69213047
784.894 821.0819 3 3 911.455467 897.5193 75.6512389

268.3999 339.0415 3 3 297.831667 300.849567 16.5026753
406.6199 302.6212 3 3 384.0815 390.337633 10.585333
58.50788 88.06123 3 3 77.7074 79.2086267 7.68245349
75.26318 50.26277 3 3 64.1641067 63.1326667 4.92922039
1867.761 1621.274 3 3 2043.895 2004.90767 201.61108
211.3529 181.5874 3 3 198.752733 197.5419 5.01192628
90.55865 122.9996 3 3 88.4495167 90.9094 4.15614427

4438.3 2773.361 3 3 4047.66133 3948.18233 806.577186
619.1313 488.6634 3 3 530.436167 536.854067 44.0595339
17.21944 17.39246 3 3 15.4211367 14.9616167 4.44440312
96.85059 43.69071 3 3 69.3451133 67.2543333 4.07920918
97.02064 79.13856 3 3 82.5907067 83.89403 12.6334503
178.3387 326.2781 3 3 246.630933 254.575233 73.6711109
148.7139 135.3343 3 3 145.5816 146.613033 8.72534729
1382.102 1125.904 3 3 1288.68033 1303.753 124.43746
176.4157 158.5577 3 3 163.9746 163.050033 3.26512459
906.2089 804.9832 3 3 884.5412 869.492633 191.017388
12760.96 8060.899 3 3 10710.6753 10912.2163 917.121948
28.66725 11.35485 3 3 23.03297 22.24717 4.30732916
32.5575 40.02082 3 3 34.2252333 33.5282667 6.9694921

334.0384 449.698 3 3 415.5067 423.033133 60.9559383
3305 1102.467 3 3 2190.05967 2275.189 233.605202

252.3895 202.5066 3 3 223.363467 221.2042 9.34413675
62.86723 38.29961 3 3 50.9647833 51.9710767 4.7753515

0.01552205 0.00630623 3 3 0.34262929 0.28572973 0.58993503
6544.786 5805.465 3 3 6320.313 6286.52033 172.035122
2689.36 2860.316 3 3 2891.634 2912.35533 111.790127

220.9338 156.1487 3 3 193.637067 196.9891 27.1983755
1121.807 1052.029 3 3 1045.73733 1033.2703 133.892021



13.20195 22.39571 3 3 12.7680037 13.5277967 5.24940522
519.9865 443.9815 3 3 464.898 458.8154 59.8758344
167.6936 101.4212 3 3 128.51 125.5982 13.5202669
95.08633 44.0109 3 3 72.9051967 67.3821267 69.3762112
90.03168 109.638 3 3 94.62122 95.7492 9.08043738
5132.764 5431.021 3 3 5415.294 5440.55267 130.110379
85.42036 92.92278 3 3 82.0062033 82.9441533 5.27356192
185.7359 298.4252 3 3 297.6993 288.426233 76.636901
65.4427 58.04766 3 3 59.6623767 58.96709 7.09290404

66.90713 72.60302 3 3 70.9244 70.1475133 10.0163703
2441.773 1873.511 3 3 2261.52633 2292.83367 203.301156
205.5235 131.8364 3 3 162.336433 165.180967 8.21702208
446.5017 598.9464 3 3 496.3375 511.730667 191.507495
523.9466 694.8833 3 3 601.439933 590.782833 110.429178
271.9783 235.0704 3 3 231.450867 234.7061 22.7534229
1025.558 760.5002 3 3 882.111133 895.248733 117.216362
127.764 100.5651 3 3 111.4763 110.3538 0.58953769

899.5724 1259.087 3 3 1030.8509 1009.9442 181.022078
1008.568 1176.304 3 3 1099.17567 1092.93433 7.62574621
4589.566 5056.193 3 3 4846.97033 4812.27233 405.456223
0.746199 4.184019 3 3 4.004396 3.58257633 5.07106931
795.2592 604.3083 3 3 723.981033 715.0764 68.0672434
5238.156 6863.6 3 3 5308.715 5419.69033 624.126682
844.9892 302.4758 3 3 629.962167 608.8115 67.9639861
170.7462 125.2123 3 3 139.2656 142.339367 33.4214147
610.209 321.2756 3 3 576.3864 559.752 57.7642251

218.6917 257.7494 3 3 227.6595 224.4094 31.3799079
47.34232 54.46558 3 3 47.98527 47.0334733 10.4400769
473.1302 315.2797 3 3 447.251367 436.2904 102.851817
3422.351 3608.26 3 3 3509.222 3493.81833 183.978518
163.5953 160.0966 3 3 142.286933 146.5165 51.0064948
162.5593 181.8225 3 3 166.612767 164.6156 21.8116657
94.28001 43.91881 3 3 63.8257767 61.64313 9.17491787
194.6536 171.8125 3 3 180.1107 178.5115 16.6946648
93.22347 72.15572 3 3 89.5162767 91.3944633 17.842488
1972.682 1957.617 3 3 1928.686 1911.696 212.404559
1972.682 1957.617 3 3 1928.686 1911.696 212.404559
114.7714 183.6331 3 3 145.089533 141.910933 23.2139523
78.68719 50.78514 3 3 64.0144567 62.75653 9.44494639
599.7954 349.1925 3 3 531.289067 547.1611 124.736705
29.63079 23.5859 3 3 26.9127933 26.34034 7.21080372
118.7509 88.49585 3 3 99.3806933 100.752967 9.98037603
121.9116 95.18773 3 3 100.963353 102.305893 6.60514008
1.12821 1.985006 3 3 3.55463567 3.85426267 0.93833965

501.9451 308.1077 3 3 429.124567 420.534233 61.9381746
606.887 753.6823 3 3 661.372367 654.698467 32.7854408

140.1598 103.2337 3 3 113.580133 115.3583 11.7419558
47.79168 68.90324 3 3 58.2985967 59.3008267 8.73890296



11.10798 14.66662 3 3 8.964731 9.592715 6.25081222
19.0201 14.14329 3 3 17.24343 16.8445433 4.90397942

119.3393 77.41436 3 3 102.567077 100.955587 5.87955673
192.519 169.5366 3 3 177.6265 178.844733 11.6652496

514.9238 591.5021 3 3 536.550933 530.973667 54.6776738
100.9218 77.86109 3 3 90.2184733 89.3412533 3.7453624
216.9349 163.5072 3 3 190.380067 192.609467 14.8620505
15.81704 12.96153 3 3 16.8903567 17.36491 3.81599677
131.8631 105.0641 3 3 116.324633 115.179033 6.31928374
29.38003 38.7536 3 3 32.3180433 32.80682 4.37320582
112.0122 99.01559 3 3 103.803077 102.183713 20.6870123
61.40953 35.96103 3 3 47.4331467 46.27744 8.81079578
47.87597 40.65484 3 3 48.5184767 49.34009 6.29369832
33.45288 32.12115 3 3 34.4724733 35.12183 8.02243928
27.69546 36.65353 3 3 35.79212 35.14429 5.86605303
45.63676 28.8815 3 3 35.9268133 36.7806767 8.36889864
585.0989 604.9965 3 3 593.2381 580.863133 170.038141
60.2722 97.9061 3 3 81.4173533 80.0092233 5.25610572

64.24458 65.81947 3 3 69.7439633 70.48507 4.08484992
315.6882 416.0753 3 3 390.7472 397.089333 48.6835714
77.63738 124.092 3 3 118.918667 115.925393 22.8292114
63.4705 52.71035 3 3 62.29123 61.3805333 9.99558883
16.0638 4.547925 3 3 10.389432 10.9444383 5.05543463

59.39164 42.53077 3 3 47.25373 48.04592 5.05765898
6831.015 4838.903 3 3 5922.32433 5850.40167 123.763902
6831.015 4838.903 3 3 5922.32433 5850.40167 123.763902
1066.69 2739.244 3 3 1667.505 1595.10403 196.753648

676.1058 520.1337 3 3 616.948333 626.8344 102.566606
41.14739 25.11762 3 3 31.9546133 30.73256 14.4959347
64.90192 46.1465 3 3 49.1781967 47.7037333 12.3844575
46.28265 37.40439 3 3 37.9616633 36.57129 16.5853467
82.3988 65.92718 3 3 74.3789933 75.1133867 5.94344643

2193.801 1377.311 3 3 1933.81 1981.39367 403.935365
166.276 177.8148 3 3 192.294367 189.259567 29.8299381

135.6725 101.223 3 3 117.2224 115.6108 13.8011393
93.64171 78.30202 3 3 86.2066033 86.9742133 7.35933945
38.5429 28.05918 3 3 31.26865 31.7747067 4.01033892

23.91295 19.81055 3 3 23.0943067 23.7512233 8.38811851
28.92305 33.38481 3 3 29.9345 29.53179 4.38153049
274.6782 101.8664 3 3 175.393967 182.119967 37.0085417
659.4348 799.3967 3 3 737.517033 755.0282 232.068799
246.9276 210.8519 3 3 212.187133 214.6229 15.4606162
453.1191 383.7928 3 3 411.3277 414.255833 21.0754207
93.15344 104.8163 3 3 99.9993667 101.05148 13.135856
618.8846 1039.598 3 3 759.472167 782.7835 238.77009
25.70163 38.24345 3 3 32.42777 31.93318 3.03470708
797.7263 523.3695 3 3 728.630333 746.8284 156.809986
131.1849 139.9672 3 3 134.975367 133.794067 15.7697338



71.5519 110.3765 3 3 85.9792733 84.2390233 9.53414961
87.83713 71.70568 3 3 76.42746 77.2865033 7.98635493
137.6724 53.10615 3 3 117.620233 113.853117 5.36978757
41.05811 37.82612 3 3 36.9480967 36.56976 1.13868804
704.1226 570.2599 3 3 676.574567 670.284833 12.5793101
1787.908 2174.179 3 3 2062.04167 2035.655 305.563952
118.4275 89.42342 3 3 103.253123 105.823673 33.22559
67.55415 60.40026 3 3 64.12508 63.4403133 8.96677447
138.9651 73.20403 3 3 112.9397 110.511977 6.53078231
136.051 98.28522 3 3 113.184633 114.780907 11.7390483

149.8116 113.7653 3 3 130.8417 132.833633 21.652155
229.2234 189.3448 3 3 200.7768 198.3178 21.3840021
88.64468 30.40218 3 3 62.3905167 60.26344 7.74669303
2324.881 2081.823 3 3 2247.329 2225.85133 276.948201
55.40795 74.62461 3 3 65.1455767 64.1986033 9.29758241
691.825 236.927 3 3 571.802033 595.899067 115.976521

45.23077 37.56689 3 3 45.2459733 44.67801 4.25510207
413.9956 309.4183 3 3 339.388867 343.700667 6.53229276
1596.521 929.3347 3 3 1426.8567 1386.58323 412.324341
67.47233 75.43828 3 3 71.1823967 71.77611 7.41166012
209.4991 271.2539 3 3 252.5148 247.466267 63.5771442
165.0631 180.9643 3 3 174.797533 176.074733 15.4387078
38.30517 31.84909 3 3 39.8386733 39.1492267 5.9988219
67.43443 42.38852 3 3 57.7733433 56.7799067 5.70133245
279.7235 397.0249 3 3 311.135667 303.721833 64.3867993
10.34133 8.603204 3 3 16.3885333 17.4417747 5.88025486
1290.748 1104.871 3 3 1156.24267 1165.801 83.0641119
81.68044 69.77317 3 3 77.7618433 76.9576633 9.59185052
27.62678 25.06937 3 3 25.68169 25.31128 4.82187855
114.7734 85.59193 3 3 99.5459667 98.1385067 13.4744363
148.1277 125.5055 3 3 137.8802 138.8787 8.05485996
211.6656 127.2229 3 3 162.972967 166.130167 15.6010269
30.36151 20.37707 3 3 25.0674167 25.4396067 1.93124413
47.57574 110.5023 3 3 75.9262733 73.3632167 16.6157045
47.57574 110.5023 3 3 75.9262733 73.3632167 16.6157045
208.2193 197.2309 3 3 186.521367 188.7232 19.7066557
3014.315 2894.19 3 3 3006.93033 2994.901 146.602706
302.6452 220.1392 3 3 312.630067 306.470733 9.50061676
111.6346 148.102 3 3 124.708267 122.656067 19.7772509
575.1917 437.8154 3 3 544.5072 538.0567 31.4244022
85.14532 62.59366 3 3 68.1140967 69.29924 10.1914688
18.22436 7.535566 3 3 14.3660567 13.832192 5.32130519
305.3889 312.0548 3 3 328.529933 332.084967 31.721303
164.9258 133.6622 3 3 136.863533 138.607367 7.21057741
445.2937 908.111 3 3 700.728033 684.612867 29.9152993
98.00791 82.59637 3 3 80.7615767 81.91706 3.32607122
196.5842 158.824 3 3 182.791167 181.094067 14.7238884
169.9073 155.4076 3 3 143.6682 145.781133 5.99761548



180.9713 161.6668 3 3 154.8945 157.126067 18.8656054
176.4047 164.4267 3 3 168.4211 167.388933 12.7630956
298.789 212.8603 3 3 243.3951 246.826733 20.3244118

1507.552 1962.723 3 3 1653.92367 1671.55533 47.4270982
115.2278 130.0628 3 3 118.9468 117.867033 11.2098164
121.3629 203.768 3 3 159.6871 156.675567 12.0380481
71.06676 46.11475 3 3 55.4433067 56.37317 3.94554611
1927.536 1801.585 3 3 1946.55433 1959.20533 60.9778734
2145.026 2084.831 3 3 2192.48867 2162.397 433.84815
3.261696 8.986 3 3 6.11060833 6.401607 3.14946396
47.94415 48.2398 3 3 51.2027267 50.50839 9.32996808
1279.756 1459.704 3 3 1400.77167 1386.98467 179.774747
149.7647 95.19054 3 3 108.814767 111.098277 1.72810354
403.2798 378.5295 3 3 417.252367 413.595933 34.9260726
22.09999 13.58061 3 3 16.6020767 16.1618233 3.97915451
1031.834 1011.346 3 3 1022.7212 1013.0427 142.087354
97.33022 72.89761 3 3 80.1645433 78.82994 11.0673775
307.5825 293.3989 3 3 291.538033 289.7299 17.8736305
103.5184 82.14906 3 3 88.5793367 89.5130633 6.64355164
378.3311 515.381 3 3 488.2284 475.322367 171.707909
128.3145 92.2753 3 3 110.449 111.757467 6.81571742
4.715963 2.827123 3 3 3.356542 3.51935133 2.18263019
81.44984 58.42086 3 3 77.64124 78.9610233 2.75066333
436.0507 403.1591 3 3 459.746267 465.363767 20.3804741
436.0507 403.1591 3 3 459.746267 465.363767 20.3804741
160.643 124.7882 3 3 133.4234 135.154167 13.0491358

81.56725 44.30401 3 3 60.6108267 58.0601367 31.9703267
150.3085 99.44006 3 3 146.013057 140.75842 68.6559627
261.4095 170.8644 3 3 199.462433 203.462933 32.0168408
571.8251 921.5284 3 3 716.804067 728.953867 36.0911471
8.109654 1.690912 3 3 4.5323 4.76626433 1.36248726
154.9592 121.6149 3 3 140.206033 142.594167 30.6945373
412.9231 342.6215 3 3 408.836067 404.7748 16.754801
29.13438 43.19988 3 3 34.11486 33.3962767 6.59754362
46.55528 12.66946 3 3 35.4449567 34.1384667 5.92876051
170.0014 258.1291 3 3 247.038167 241.894367 41.0984157

0.7720755 1.87367 3 3 2.14518333 2.03872183 0.84735287
47.02396 18.33101 3 3 40.0936467 38.85381 5.24175226
1677.645 1081.088 3 3 1538.48367 1568.305 71.9618982
1950.844 1906.459 3 3 1695.49733 1725.97 294.653163
125.0522 150.9407 3 3 124.965167 127.206267 24.9923671
71.34449 61.68882 3 3 61.96063 60.3010067 22.1487228
587.3644 790.694 3 3 690.804333 680.8506 110.418983
1304.973 525.6135 3 3 1017.62457 1050.51517 204.554362
345.4474 294.0723 3 3 308.0913 304.732633 35.4356132
688.9265 637.6413 3 3 688.303867 682.5454 76.499112
688.9265 637.6413 3 3 688.303867 682.5454 76.499112
88.02153 68.09743 3 3 75.23165 73.98294 14.4979932



68.04681 52.55616 3 3 61.5989467 60.7734567 9.82193173
702.2558 829.8743 3 3 854.785567 844.7017 28.9577245
833.0343 1196.245 3 3 1097.25267 1082.2331 74.1895784
9872.611 5371.198 3 3 8047.545 8245.292 1678.2227
276.9613 207.1177 3 3 232.9552 229.350833 36.1082468
8.306092 7.837138 3 3 10.1958083 10.5487633 3.22195988
86.90658 109.528 3 3 92.5707167 93.4930333 1.51028881
651.2457 718.5609 3 3 694.6561 698.081333 32.7895619
38.15709 40.30146 3 3 40.7413933 40.29088 6.53839016
1063.621 930.4016 3 3 1095.0217 1080.13553 162.74714
210.0345 155.4209 3 3 180.371667 182.556633 19.2377809
436.1367 381.0806 3 3 440.728267 435.323633 62.7392026
287.7307 220.7806 3 3 249.395233 247.055333 2.86288544
114.7284 121.422 3 3 111.802467 112.540433 4.96237669
9.37903 7.019567 3 3 10.3718597 10.6852423 1.77012058
404.332 412.3849 3 3 405.517133 407.713033 33.4140791

222.9627 170.8859 3 3 182.761667 180.180533 6.96018248
32.28553 28.22331 3 3 27.3709867 27.70032 1.37822625
905.1541 1982.107 3 3 1543.78463 1487.67103 670.644385
351.5467 314.6705 3 3 311.9401 315.216767 35.2844302
60.03891 55.6734 3 3 52.76205 53.5018433 8.27120974
139.1268 127.3194 3 3 120.570333 122.049 10.5340441
275.5828 302.6422 3 3 306.263267 309.964567 42.1151301
73.68445 70.63081 3 3 78.6133867 79.62389 8.57613353
40.96117 15.53491 3 3 44.04819 42.2058633 7.88295888
115.4124 114.6147 3 3 111.590433 112.185667 7.76205832
75.58139 34.89127 3 3 53.8456467 55.24612 7.3461817
7.094132 17.25753 3 3 12.9028237 12.3416473 7.03160895
156.2745 149.4567 3 3 145.711667 144.718033 5.09033228
46.11681 55.21601 3 3 45.0901433 45.8596267 7.20613994
25.87955 26.31223 3 3 28.1172367 27.7610167 4.69661506
88.83764 141.0151 3 3 108.320607 106.26779 10.2659269
1172.166 713.5612 3 3 955.903667 978.0454 248.11583
21.32322 14.63369 3 3 16.74843 17.0969 3.96164435
110.237 113.6338 3 3 104.674917 107.020923 35.3431076

353.9043 645.8311 3 3 471.2172 492.939267 303.484371
34.6293 25.451 3 3 32.1067667 31.62246 5.28935982
34.6293 25.451 3 3 32.1067667 31.62246 5.28935982

46.81659 43.06041 3 3 48.2700433 48.86511 5.96801303
164.5573 301.1064 3 3 234.324567 239.174067 29.8725607
144.9198 121.7039 3 3 165.245567 160.939733 45.2807265
62.90518 54.50102 3 3 61.0862367 59.56945 23.2077958
71.5432 45.56121 3 3 58.5069067 59.36405 2.77494457

309.5356 309.3905 3 3 292.681167 290.406167 12.9785193
2077.557 1628.743 3 3 1991.646 2016.00167 120.613683
305.7257 253.4452 3 3 255.281733 259.123367 40.8415057
29.4265 38.64942 3 3 33.04527 33.4075067 3.10351144

621.7384 823.0458 3 3 672.796833 663.5679 18.1330982



6582.13 6644.204 3 3 6290.06267 6327.61933 315.999088
224.8473 988.3824 3 3 467.845133 495.896367 101.156246
7.641531 17.06584 3 3 12.446669 12.824317 3.47644071
595.2979 677.972 3 3 618.672833 623.698767 63.4721773
819.3334 568.296 3 3 671.072 683.247933 143.32321

0.00727642 0.003014 3 3 0.50205531 0.57203247 0.4973375
48.06509 27.79746 3 3 32.1242467 32.9853733 2.87838189
48.06509 27.79746 3 3 32.1242467 32.9853733 2.87838189
48.06509 27.79746 3 3 32.1242467 32.9853733 2.87838189
89.57755 82.784 3 3 99.5345767 97.8326833 17.366919
141.452 128.6628 3 3 126.967667 128.276067 15.7270352

5.609997 4.440797 3 3 6.14551867 5.93648367 2.83965739
1020.28 1493.695 3 3 1282.80367 1254.308 382.878516

5860.345 7779.684 3 3 6012.57167 6124.596 880.068499
84.77692 66.30579 3 3 75.2811333 74.6719667 2.37893142
755.8126 573.0549 3 3 723.614533 733.2612 28.7797497
69.76243 45.98644 3 3 55.7499567 54.8811133 4.72598573
24.77716 13.95478 3 3 17.6560667 17.1502667 4.54654843
136.1649 128.952 3 3 126.132277 123.444767 39.6127702
130.7761 82.19484 3 3 106.516263 108.122113 7.48377131
133.9753 97.35968 3 3 104.970303 103.06599 10.4098199
320.0355 210.7286 3 3 324.798767 317.267167 57.8505892
56.04823 65.01565 3 3 56.32634 55.6295767 5.58153761
169.0412 119.0521 3 3 138.872267 140.8204 17.5796547
17.63201 17.25387 3 3 17.0174733 16.8378 2.65988471
2582.615 2872.07 3 3 2618.24433 2633.64033 114.407038
734.7123 628.9011 3 3 651.840733 644.744233 76.9075947
27.40517 22.48837 3 3 27.7669 28.1991067 3.15430301
344.0383 335.0145 3 3 325.826333 324.0291 9.22394557
1566.462 1519.567 3 3 1453.21167 1469.64667 230.104918
446.1916 482.4955 3 3 465.279733 463.196233 28.0371562
1512.848 1726.086 3 3 1641.76267 1620.90667 318.002196
1074.438 480.7542 3 3 814.983833 835.231033 89.7614949
220.798 204.6543 3 3 196.802467 198.822267 20.3256156

91.69055 37.9879 3 3 77.8671633 80.2436167 5.83551565
147.2093 186.172 3 3 149.597733 151.816133 15.3720905
505.4588 537.196 3 3 558.674 563.642933 28.2773287
66.72114 41.97813 3 3 57.3787 56.4421433 7.88749637
89.27859 71.68933 3 3 82.292 80.80041 22.4168503
16.56158 16.54135 3 3 18.3365433 18.6133267 2.69605729
582.6426 556.0723 3 3 661.900733 648.3665 170.228408
208.262 331.3419 3 3 251.141167 255.457333 21.6072481

36.52655 26.86696 3 3 30.43534 30.7770733 2.17170894
81.68956 45.0306 3 3 65.5408667 64.2796767 8.89014092
81.68956 45.0306 3 3 65.5408667 64.2796767 8.89014092
105.249 89.44249 3 3 95.5907967 93.9759733 24.2553728

1766.543 2235.658 3 3 1926.79633 1949.22433 262.982815
80.34717 57.91583 3 3 69.7147333 70.42551 1.50269629



11.12655 7.900818 3 3 13.1787163 12.2633427 13.9821106
235.9967 166.8509 3 3 203.4262 206.2409 28.7606559
174.5396 194.3936 3 3 173.7987 172.277633 8.19196109
1396.155 1481.512 3 3 1365.22733 1374.00933 77.1876622
174.0859 141.8114 3 3 148.319933 149.7179 7.31742645
15.43169 2.711601 3 3 9.325505 9.78189367 3.62804264
262.2317 256.2042 3 3 253.373367 254.257933 11.1452782
127.3344 84.32096 3 3 100.104147 98.46929 9.10117376
8.169285 3.765046 3 3 11.1170563 10.456007 7.11268042
1320.198 941.638 3 3 1379.10533 1412.96633 172.721125
186.4855 135.7377 3 3 159.598 162.493233 39.7134853
102.7706 33.96814 3 3 66.9461267 69.1409033 9.86353336
279.4612 195.0213 3 3 226.815267 223.6387 18.685377
31.56763 46.22343 3 3 33.9887 34.70105 5.39348939
447.884 378.9933 3 3 496.399667 486.982933 79.4854718

159.6223 129.9949 3 3 144.0217 142.821467 12.511215
246.9734 212.0749 3 3 249.8247 252.8726 23.7998985
676.9734 288.3106 3 3 536.4033 550.874933 70.0559017
1.975994 4.327896 3 3 3.42107733 3.28405533 1.91249011
13.57164 17.27394 3 3 16.94757 16.64484 4.11866218
3.659355 0.01544465 3 3 1.37303231 1.22587248 1.20124468
1026.727 1248.453 3 3 1168.85333 1158.948 114.02283
158.2454 164.9332 3 3 156.1227 157.620433 23.4789214
109.9212 94.3717 3 3 96.93638 98.0565033 15.1864203
1930.051 1071.975 3 3 1417.67277 1454.021 410.734595
354.1349 384.5513 3 3 390.2722 395.249267 67.0507104
5.319096 8.132808 3 3 9.21893033 8.70379133 7.6529611
2118.697 881.2861 3 3 1514.495 1558.45337 365.233818
66.79976 35.93213 3 3 47.54605 48.5251133 0.56596701
124.522 88.15709 3 3 108.5633 107.347297 8.47457417

270.5035 190.3208 3 3 221.896467 218.760067 26.1425932
214.459 407.0732 3 3 286.640433 279.862967 21.9779007

100.0043 59.92963 3 3 79.1808967 80.42225 4.74454444
5.469562 0.8737798 3 3 3.25380763 3.03509293 2.80167013
39.23454 19.78975 3 3 29.4363067 30.133 6.17819162
248.1333 321.1123 3 3 314.0177 309.8103 41.0560773
19.66472 7.925848 3 3 15.8353733 15.398796 3.28987765
171.9778 173.2531 3 3 172.804433 171.622433 19.623174
95.5944 78.35752 3 3 88.98866 89.7393633 7.71556832

113.6294 52.93439 3 3 80.7242833 82.7943333 16.4501221
226.2447 210.2124 3 3 207.158833 205.7747 2.18109405
119.4018 104.0295 3 3 106.195 107.122663 10.8506874
564.1823 432.8387 3 3 474.029167 478.8851 33.3329685
139.388 54.40839 3 3 112.092277 115.598797 24.0983264

753.0907 653.2294 3 3 783.937933 794.415267 56.7464473
949.9673 460.6015 3 3 684.989433 704.378767 213.515371
46.46446 34.50337 3 3 45.5810967 46.3539367 5.33632821
329.8697 660.4213 3 3 400.468133 417.367067 186.603031



16.66992 12.17838 3 3 10.826544 11.3054523 5.50460452
402.8044 498.6853 3 3 417.935133 413.0738 9.63950292
213.9082 163.7033 3 3 174.960433 172.6902 6.49866985
558.4841 934.3281 3 3 855.301967 839.7594 82.7187525
27.93651 48.45386 3 3 36.5099367 35.7942333 4.73029255
9208.041 5015.652 3 3 7545.727 7712.73367 1557.76422
175.6653 104.3083 3 3 155.614567 159.125833 33.5443182
305.1307 332.0095 3 3 306.513 304.2092 26.5786473
23.59977 34.4416 3 3 29.6186867 29.2409567 3.30984435
20.50619 16.82959 3 3 14.78647 15.205272 3.23770274
225.4984 186.1379 3 3 196.173933 197.996033 19.3415541
48.30162 41.25954 3 3 43.5480567 43.2129133 3.49432092
266.8706 190.1699 3 3 211.023 213.886467 14.9563615
28.63795 20.21599 3 3 23.44989 23.7482933 2.50560178
330.8182 368.0053 3 3 334.519433 332.3469 11.4415637
329.101 396.9766 3 3 346.5568 349.482333 27.3264827

51.74208 44.30006 3 3 49.32367 50.0945567 11.9820249
170.1849 132.0396 3 3 140.7055 142.160767 2.0758206
303.2091 255.2708 3 3 288.299333 285.4067 41.422964
199.3274 264.1637 3 3 251.510167 248.795733 14.2763939
571.5735 603.9395 3 3 612.421467 607.9323 65.8807738
264.232 232.7276 3 3 246.4128 244.633033 24.9845086

9.806396 13.94019 3 3 11.6542287 11.4341053 3.02883519
7.147437 3.630344 3 3 6.56300833 6.755874 1.44016592
132.1769 68.40721 3 3 124.05686 120.75787 29.6726644
139.6506 115.632 3 3 129.365833 128.3786 11.715632
146.3941 82.67955 3 3 109.5692 111.467883 2.20904231
146.6019 117.2437 3 3 121.4593 122.986733 14.96418
186.1293 166.323 3 3 169.792733 168.7665 6.45875091
4.909825 11.17923 3 3 7.38306133 7.582596 1.06467941
2314.344 2254.732 3 3 2329.189 2322.065 98.4084916
28.99283 20.96601 3 3 25.0020967 24.4923767 7.68020419
480.5809 452.2457 3 3 439.568667 436.317867 12.9757433
182.2798 173.7318 3 3 165.0213 169.5093 75.1580209
63.30508 56.50592 3 3 55.5797433 56.2850933 9.72675947
160.1597 120.3972 3 3 159.2189 156.9771 15.5368153
55.8795 47.73153 3 3 47.1785433 47.82863 7.73751042

68.99821 63.14019 3 3 66.26074 66.8069533 8.80071433
71.38062 41.0279 3 3 52.8768767 51.66296 11.8736316
202.5156 253.8943 3 3 218.3613 216.173733 17.9236302
455.6395 395.2018 3 3 439.8662 435.637433 63.8180936
169.945 252.4873 3 3 222.0291 219.2283 20.9094021

108.4081 115.0903 3 3 109.8271 109.343733 6.42744961
577.9308 644.0499 3 3 587.385133 578.101967 146.361122
385.5991 681.2151 3 3 487.138067 496.961833 54.9097545
2577.927 1321.718 3 3 2057.18233 2018.97633 167.285534
346.2184 261.4346 3 3 304.396033 306.868867 2.9362408
8.619108 12.54517 3 3 18.41388 17.553656 8.49902258



86.87275 65.51281 3 3 75.5605067 74.84494 5.84965233
74.67665 66.462 3 3 64.58297 65.3453433 8.7056888
500.5602 343.2652 3 3 463.258733 456.160067 73.8046376
99.35754 75.46008 3 3 83.68357 82.5924167 12.0844823
23.18774 12.54446 3 3 25.2526467 24.5005033 3.23245497
206.0347 111.9623 3 3 155.640067 158.365233 5.48099677
201.4049 175.2697 3 3 183.861433 182.508433 16.7463184
57.70361 45.89103 3 3 52.5823067 52.1008333 5.90922814
34.95198 24.19851 3 3 28.5798633 27.88023 10.5209382
37.14691 22.27526 3 3 28.8650667 28.34206 4.68323424
2040.248 1869.93 3 3 1883.30233 1872.30667 94.1376408
6599.994 5643.126 3 3 6331.71833 6297.60767 176.749488
2.740917 5.149741 3 3 3.88697833 3.80373167 0.77019565
110.9642 64.88457 3 3 93.7658 92.3626233 2.90811952
468.9822 449.6252 3 3 437.4874 440.4127 37.9857135
409.198 368.7645 3 3 365.3841 361.858 34.5158168

214.6254 151.1448 3 3 166.5064 163.715367 16.6643715
109.7337 96.76202 3 3 111.28818 107.274507 69.6290585
228.7805 235.9699 3 3 230.848333 232.337467 25.8442552
15.19088 2.500427 3 3 13.0419647 13.939689 11.3731431
136.3625 83.42504 3 3 103.684413 101.95549 5.40100748
152.1799 162.1729 3 3 151.716967 150.159933 23.9300658
498.7417 347.5232 3 3 416.636 422.2645 63.4378269
66.07625 63.15413 3 3 67.31955 68.0856333 11.9274072
197.0626 150.1085 3 3 165.250033 166.7651 3.96381728
431.7889 498.6826 3 3 495.549133 491.185733 52.171678
54.01862 27.36586 3 3 44.0048467 45.9200733 29.4996742
499.3186 732.454 3 3 612.5678 605.015967 60.2102155
100.1841 102.2287 3 3 112.680287 110.849167 27.4648107
19.11164 8.74375 3 3 12.8688867 13.1978233 2.21664322
420.1592 320.5279 3 3 353.113033 356.328267 11.3657285
84.27282 46.98597 3 3 64.78843 65.90461 6.18760565
24.15818 35.02262 3 3 29.0934467 30.4453667 23.1435221
197.125 171.2219 3 3 179.113233 177.852367 14.3585695

31.36276 49.82894 3 3 37.99698 37.37045 2.35793946
163.3104 128.3589 3 3 139.447133 141.426 29.2285378
71.34454 83.82137 3 3 81.8192433 80.5938433 20.0259996
7.967242 14.17812 3 3 9.85028 10.107412 2.85239888
744.3232 664.0709 3 3 728.9711 722.788933 96.3680152
256.1485 213.6642 3 3 239.132667 236.770133 35.8127606
29.54071 43.91608 3 3 35.80756 36.4328367 8.38400414
2567.198 1796.326 3 3 2452.15833 2499.953 511.751714
625.8306 781.299 3 3 655.962467 648.711033 37.0760221
84.95882 71.15759 3 3 80.2115733 79.66436 6.20877523
127.6124 105.7789 3 3 112.494267 111.644467 5.61926791
203.629 166.718 3 3 179.645 178.321033 8.42649387

33.79956 45.17756 3 3 40.8003567 41.29706 5.9883345
9.361613 39.0297 3 3 32.8352267 34.215291 9.10169696



34.25515 23.45871 3 3 29.5116733 28.88605 9.76173004
147.4329 112.0932 3 3 127.219867 128.3844 10.6621995
173.4763 153.3851 3 3 149.4978 150.843767 1.75621642
87.42529 65.86877 3 3 75.47675 74.7105767 7.7743206
27.78864 17.1501 3 3 26.9142433 27.5781867 5.90513545
8.157409 0.00865478 3 3 5.82442133 5.54783259 1.25871071
50.78505 32.20456 3 3 44.5544067 43.9154833 5.24872119
274.8134 485.9026 3 3 344.9517 337.3085 45.9768137
93.3384 68.77383 3 3 82.75749 83.7458867 11.9848241

105.0179 72.82752 3 3 82.3866133 83.7066367 14.9792792
229.4122 264.8474 3 3 237.8666 239.5151 19.8417197
79.2153 68.16309 3 3 66.8232767 67.5373733 4.66646337

244.6405 183.2372 3 3 215.624 213.593467 19.9812368
173.3911 137.501 3 3 146.304833 144.639967 15.2650855
97.9082 92.98074 3 3 86.2010267 87.2300533 11.7532235

1367.419 1089.507 3 3 1334.115 1348.09667 42.6503108
174.9385 121.6448 3 3 144.5236 142.6326 19.1598145
1634.32 542.0073 3 3 1105.87453 1139.26477 245.595017

58.66734 60.28872 3 3 56.8540067 56.19453 10.4882048
68.98716 41.43837 3 3 47.1745233 48.3143167 9.78631669
194.2594 152.1486 3 3 173.910433 175.668633 23.7240071
42.86969 49.00017 3 3 43.92144 44.5892967 11.5386838
6.171022 0.00278055 3 3 2.78734619 2.51914585 3.66095718
62.96483 51.92561 3 3 56.73786 57.6001967 14.7130843
18.88961 26.38884 3 3 23.9020867 23.3679367 8.91016215
28.62206 30.21698 3 3 27.0111533 27.5258733 8.77712928
516.3705 436.5176 3 3 475.6634 472.886433 30.7145902
81.36565 100.5999 3 3 91.5121333 92.09374 4.09996422
364.2667 287.3092 3 3 306.180767 310.030933 52.3463411
3371.754 2769.111 3 3 3104.88067 3127.302 261.194981
37.41547 40.8585 3 3 40.3150567 39.80431 9.12845357
735.1741 509.0107 3 3 631.454733 638.408867 52.2223398
1340.242 2456.345 3 3 1764.67633 1798.485 210.77657
111.0079 41.28996 3 3 75.2556233 73.0733533 19.283696
1122.109 906.53 3 3 1066.769 1058.99333 53.9503175
82.28075 65.9556 3 3 74.2387667 73.6438433 7.32055397
92.80652 71.63666 3 3 83.9166933 84.5892367 5.07098626
2922.396 4073.941 3 3 3319.07767 3360.269 437.482901
758.3649 525.4078 3 3 647.7178 654.355167 32.0322284
518.2183 463.2783 3 3 578.562567 570.570833 44.3658035
38.00219 54.15455 3 3 52.1329633 53.0310233 8.11274884
420.6159 438.4364 3 3 471.861967 476.777 38.7664915
35.22072 13.54966 3 3 26.7289367 26.0044533 7.40053293
387.5922 277.1661 3 3 320.3627 324.023167 36.6226912
1179.894 1256.155 3 3 1340.19583 1320.995 306.024585
516.4015 639.3466 3 3 601.1341 608.431267 108.474835
59.47126 46.97946 3 3 54.8279533 54.25213 8.5019896
122.6249 90.33224 3 3 102.289853 103.42118 12.4130407



492.6956 627.7913 3 3 544.0425 548.662467 49.3830744
21.39579 19.81366 3 3 19.9158467 19.63873 4.81896825
7390.798 8873.981 3 3 7782.084 7705.838 960.489151
1309.174 832.0538 3 3 1245.53817 1274.83927 341.127197
33.54038 22.19081 3 3 27.7794833 28.2665467 7.05722864
147.0266 91.3657 3 3 126.3926 124.789433 5.23468308
1583.888 1473.055 3 3 1553.434 1561.42533 126.220483
234.5668 265.4115 3 3 343.712667 335.714533 5.64538531
121.6506 91.31193 3 3 103.503183 105.018743 23.7739764
47.06121 44.46833 3 3 46.53587 46.00096 9.92631367
247.0814 205.3776 3 3 218.022867 216.565233 5.69770213
1745.049 1911.078 3 3 1814.94367 1829.62267 262.585403
696.4971 541.9547 3 3 586.233633 591.519433 39.8134189
361.8599 284.0352 3 3 298.617 293.905533 61.6153167
70.88407 63.1156 3 3 63.8883 63.4244767 4.75386485
147.7523 4.880716 3 3 48.280182 54.2610453 78.0181323
52.25576 47.63854 3 3 49.19255 48.7824367 7.07998111
72.1219 114.1999 3 3 89.86043 88.3646167 16.7509466

138.1467 112.334 3 3 116.997367 118.013333 6.62247051
320.6111 247.1908 3 3 263.2759 260.2202 17.437122
38.7255 24.07162 3 3 29.5660567 30.0741867 5.78690554

80.53362 55.01541 3 3 62.52415 63.68345 16.4489963
886.5598 665.7291 3 3 871.282733 861.4983 23.3132953
289.1762 221.867 3 3 243.1836 240.848833 13.9526993

71.021 53.54845 3 3 61.36257 61.9408833 6.68822968
149.6768 231.7977 3 3 216.063633 211.2108 74.9989675
98.93429 97.06518 3 3 97.7640033 96.5959767 22.1371565
185.5041 160.6797 3 3 176.774767 175.862967 11.2653141
33.54334 23.43921 3 3 29.14744 28.71578 6.52577691
94.69052 107.8121 3 3 99.4074567 98.7158367 10.6495603
39.07577 67.09371 3 3 52.85994 52.1209033 1.2892589
110.6809 129.7715 3 3 118.4624 117.052033 24.7051279
376.0846 407.1197 3 3 390.680033 395.536267 91.6191764
186.8597 128.0083 3 3 153.548033 151.8898 7.39437541
36.21389 26.23819 3 3 29.2791 28.82333 5.87301378
142.2705 191.4867 3 3 156.716033 155.043 3.35794679
2112.737 1993.212 3 3 1997.84867 2004.95767 90.9465412
858.3782 896.6631 3 3 764.047367 773.9166 60.3088128
87.82211 68.19352 3 3 80.1629033 80.79262 5.3058288
54.19761 47.81471 3 3 49.5028033 49.0236767 7.97885151
58.84292 53.30309 3 3 51.1117867 51.7026467 8.11024372
652.8943 553.9993 3 3 567.195 562.354967 35.7433091
128.5411 92.88946 3 3 109.671367 110.818087 13.2985591
109.8414 104.1145 3 3 111.41412 110.6249 13.6648116
155.3306 142.7392 3 3 145.9982 145.472533 5.19045582
69.33879 59.6725 3 3 65.7530067 66.3013833 8.99907436
14628.64 9598.42 3 3 12690.1667 12553.79 395.279229
65.54928 52.23398 3 3 55.61277 54.9076767 9.86111181



124.541 162.9064 3 3 129.6202 131.3664 18.3365415
23.66059 29.73213 3 3 24.56016 24.9940767 7.34022298
386.6916 426.9087 3 3 387.7204 394.695133 133.072473
68.53005 56.49235 3 3 62.5956367 62.1131733 7.22519154
133.8104 103.3149 3 3 111.864197 113.194967 18.9296971
15.9931 12.03787 3 3 15.49368 15.7495633 3.49259219

19.05756 28.49072 3 3 23.49126 23.1714867 4.01390022
101.3351 100.1501 3 3 94.7775267 93.8638467 13.4107761
101.3351 100.1501 3 3 94.7775267 93.8638467 13.4107761
101.3351 100.1501 3 3 94.7775267 93.8638467 13.4107761
101.3351 100.1501 3 3 94.7775267 93.8638467 13.4107761
23.28421 11.97504 3 3 22.3762833 21.8985067 1.24846933
59.4268 39.99551 3 3 52.1524967 51.4966267 7.89386352

77.86002 53.47366 3 3 72.92927 72.0623033 4.39660248
1251.263 1725.483 3 3 1378.12333 1392.837 18.8266232
44.20723 38.65007 3 3 42.3798467 41.8827267 9.35731192
114.058 77.78373 3 3 94.7579633 93.8167133 1.68482158

2516.317 2959.74 3 3 2502.38133 2471.50533 332.012365
31.1457 44.08445 3 3 40.2501133 39.5175433 12.5390126

191.8558 158.9575 3 3 171.4118 170.373 8.70045141
341.6264 301.4592 3 3 326.002067 329.8866 72.7925452
442.8687 657.1221 3 3 527.215333 520.154467 73.4297707
584.8708 684.7703 3 3 705.157733 713.231733 67.904903
1495.467 1558.992 3 3 1766.67633 1744.44867 226.194739
184.4634 207.4485 3 3 185.089333 188.088567 56.7335883
65.15931 52.25748 3 3 53.2989633 53.83449 0.29534937
37.70576 23.51106 3 3 30.2115833 30.6449933 4.91338965
23.21302 19.07033 3 3 24.6132467 24.27993 3.2111947
24.77326 9.788131 3 3 24.9247033 25.995397 13.120437
158.6334 237.9654 3 3 181.063567 184.7663 57.7552315
62.19474 60.35337 3 3 58.24091 59.11093 16.937322
136.8506 95.10923 3 3 110.718933 111.90961 8.94464364
56.88375 54.234 3 3 54.9385367 55.8516633 18.1998107
65.02313 63.92165 3 3 71.7122333 71.094 4.61340222
211.2053 177.1196 3 3 186.361933 184.7151 23.0457204
117.2124 104.7924 3 3 119.038233 120.096633 12.8651203
123.1047 131.1554 3 3 120.069333 119.223067 9.241512
161.0007 136.9118 3 3 152.1589 151.244367 13.3079041
22.45168 13.63303 3 3 16.56979 16.8231167 1.44067269
43.3617 47.04342 3 3 48.5677 48.2340733 3.76009932

747.6125 501.1538 3 3 691.331633 682.254633 90.7329144
3660.546 2996.371 3 3 3475.70133 3502.61167 304.821606
76.28536 84.56804 3 3 87.6645967 88.7597667 16.1936187
136.753 107.8543 3 3 134.772167 132.906267 29.5805829

8.214181 7.210448 3 3 10.6517267 10.351083 3.97714338
134.8697 53.66312 3 3 77.2996367 80.3382433 39.3489518
1041.559 1175.052 3 3 1019.54907 1029.70853 138.787838
43.67483 26.46676 3 3 33.9906333 34.54569 7.17052564



10.20969 25.50509 3 3 17.2957733 16.87746 3.22252533
93.2018 55.12055 3 3 74.8203667 75.9263233 11.5565493

2513.729 2885.061 3 3 2647.77633 2629.94133 287.884294
506.6747 665.1531 3 3 507.832533 495.456367 180.934032
35.19352 51.3706 3 3 46.7490067 45.8112767 16.7502119
2992.488 2403.221 3 3 2782.68467 2802.05067 190.862392
303.9474 222.2187 3 3 255.154567 252.8965 11.9571404
109.2517 86.7477 3 3 97.57566 98.46712 14.2758296
1961.722 1730.362 3 3 1965.25767 1983.24467 254.942313
1277.096 711.361 3 3 1003.3921 989.258933 59.6090077
270.1511 176.6359 3 3 230.5401 233.013367 9.88095093
41.09713 31.50492 3 3 36.21261 35.9664533 1.44496633
933.9058 2288.64 3 3 1440.976 1403.2564 91.8410156
196.6824 166.2735 3 3 177.372967 176.076 19.6897068
347.201 309.8947 3 3 325.132367 326.1797 9.80136823

105.4458 84.5966 3 3 94.9173 94.03489 14.6998046
23.81416 27.79913 3 3 23.2085033 22.7264567 8.09115956
18.84568 12.4944 3 3 15.8227267 15.6188933 2.72757407
204.2662 144.5422 3 3 163.1919 166.557533 60.8757903
119.7265 88.9362 3 3 108.931027 111.041967 38.8609414
10.40274 3.968568 3 3 6.60431333 6.38122333 2.9567426
64.82649 55.57586 3 3 59.4507667 60.0636867 11.7251274
58.98267 36.55142 3 3 54.9537367 54.1664867 3.75794697
698.6353 655.0105 3 3 710.128833 706.595333 46.5029907
95.44646 89.86332 3 3 90.2320633 89.7067733 9.15840763
5399.598 5594.202 3 3 5638.96533 5672.60667 619.737779
590.2324 675.2238 3 3 647.119067 653.0894 110.930962
796.133 712.9878 3 3 746.951733 744.2022 34.9609913

8.423376 5.934792 3 3 7.48719933 7.31151133 3.43256708
126.795 106.993 3 3 110.546533 111.3492 9.47580129

34.98304 33.60119 3 3 30.97499 31.32908 5.28892257
356.5043 358.2602 3 3 369.2853 368.158267 14.3891127
111.7438 74.47806 3 3 91.3538533 92.31863 7.76358295
420.1756 476.8874 3 3 499.976533 504.879833 15.6381861
808.3846 1244.071 3 3 991.0834 978.245833 134.783239
85.04225 67.3166 3 3 71.5682267 72.5973267 18.7011381
103.5097 77.77094 3 3 93.7755933 93.00905 8.76753294
2277.223 1889.194 3 3 2178.08633 2164.006 174.096455
509.5558 312.6901 3 3 402.067533 406.794567 12.8899378
50.40237 51.0731 3 3 45.9570267 45.3730767 8.05297369
125.5425 85.76983 3 3 108.12788 109.243277 10.9934617
104.9665 63.09936 3 3 78.4985733 77.1128933 16.6033508
568.5267 525.0582 3 3 619.9015 627.1078 58.7423404
323.8164 334.358 3 3 319.5064 313.917533 115.316878
2201.919 1390.381 3 3 1785.134 1806.782 213.090312
562.0987 500.1807 3 3 549.531833 545.8163 67.8041114
187.585 167.3621 3 3 167.633567 166.127333 23.0737693

185.2883 60.66071 3 3 121.9139 118.945503 5.90383725



58.8716 37.1433 3 3 47.9185467 47.39571 2.14763753
197.4287 172.0329 3 3 178.755967 177.409167 22.3446545
517.9417 317.5609 3 3 493.870433 486.369667 36.5178907
96.58988 63.46772 3 3 80.0761333 79.1292933 11.4258517
5723.362 5326.576 3 3 5181.42833 5228.51867 843.995959
66.87762 73.15838 3 3 66.6214467 66.0502967 9.62010361
258.4638 187.4681 3 3 215.130267 216.994733 15.1898627
50.52747 67.27055 3 3 57.7735333 58.3982667 10.4282765
795.1464 928.0668 3 3 784.857267 772.694033 199.851192
459.0254 354.2737 3 3 405.910933 408.591033 23.9238084
485.6604 383.9062 3 3 438.7782 436.330267 13.5960162
29.79097 40.44862 3 3 32.25658 32.5896933 1.99785834
22.44066 24.8972 3 3 27.5512067 27.19331 4.56452128
101.2544 72.03157 3 3 84.58882 85.3274133 5.97696817
358.7677 424.4716 3 3 436.756833 459.0481 466.246867
2.741618 6.46574 3 3 3.91457467 3.78962933 1.35888623
64.05683 67.5201 3 3 69.0300767 69.8272833 15.6852286
4725.976 3556.8 3 3 4520.57633 4479.60333 320.841116
138.5434 94.86285 3 3 104.44915 106.020683 18.5581916
41.23359 35.11052 3 3 36.68218 36.26358 7.89320226
192.1867 150.2705 3 3 189.453633 187.793167 6.11972205
53.79394 39.80937 3 3 50.00454 50.4936967 4.81077762
36.29578 26.82303 3 3 25.8252533 26.4163833 8.04582699
2560.293 3312.797 3 3 3136.77503 3312.27867 3765.87505
116.4823 157.1917 3 3 128.2089 126.990333 2.45456219
4.59166 8.053848 3 3 5.960896 5.858141 1.193715

594.1143 552.9925 3 3 610.6771 616.527233 102.401654
2082.088 2039.347 3 3 2274.24567 2249.218 440.828002
34.29757 7.93425 3 3 27.7693033 26.9695 5.59009157
427.6946 342.1698 3 3 420.681 425.9226 79.8131238
791.0004 756.03 3 3 693.580767 712.980433 412.564266
57.82828 45.80928 3 3 50.7851033 51.2420567 8.00630738
163.1543 170.7041 3 3 169.506633 168.9638 10.8016041
2.237429 0.2912859 3 3 2.50894733 2.3900253 1.46771434
42.05059 25.56631 3 3 35.4271633 35.0105667 3.53591537
4.083114 0.01611585 3 3 2.07645021 2.23205262 2.76482464
1012.824 543.3558 3 3 914.540967 898.882267 146.881713
3054.678 2338.82 3 3 2981.149 2951.408 335.971124
69.97915 17.71507 3 3 38.7460167 37.15208 20.8407231
658.6871 967.2664 3 3 737.657067 749.081567 168.322553
77.49884 123.7705 3 3 95.8403367 96.9722767 7.52264159
156.9797 156.289 3 3 144.492367 145.550967 13.6712919
123.6331 178.078 3 3 148.668767 150.002233 11.8426648
476.6381 541.7154 3 3 473.2332 480.842567 159.148169
75.67604 47.25163 3 3 58.7899667 58.09941 1.27333816
40.35564 39.22771 3 3 34.6155533 35.0743533 6.17219821
250.4033 241.2506 3 3 235.894 236.6764 5.90829999
10302.97 6956.371 3 3 8903.28967 8826.56067 214.894639



1306.13 1147.341 3 3 1339.03557 1357.84267 346.675415
52.1077 44.88551 3 3 51.7533967 51.3065533 7.98919447

244.7841 224.0071 3 3 218.528967 216.633067 27.5469011
67.54525 73.83873 3 3 67.2963233 67.6213867 3.89172839
33.15512 32.54949 3 3 34.53406 34.1731133 7.77615958
64.30202 42.2712 3 3 55.9688033 55.40043 5.35961336
176.8491 227.7413 3 3 212.849533 211.136967 24.5936204
595.913 687.3791 3 3 631.889267 628.390533 60.0209784

32.58379 30.91002 3 3 29.37588 29.15661 1.93931488
186.4193 60.59985 3 3 127.8096 124.984783 11.0122713
7.693855 11.46091 3 3 10.9860813 11.220525 4.06969925
216.0428 176.2416 3 3 183.757233 182.285 11.9113284
10.7629 5.121983 3 3 11.1963373 10.8974577 3.43350003

420.6619 443.4944 3 3 452.237867 456.025567 74.4148723
115.169 57.842 3 3 92.6512467 91.2146 13.2644214

1667.485 1048.073 3 3 1507.83133 1530.10267 266.084558
21.23792 13.27732 3 3 22.6321333 22.19274 3.29446641
116.0565 115.1542 3 3 110.57532 111.333167 15.5661433
1261.184 747.7872 3 3 1075.95833 1089.1244 49.8513547
1384.527 1602.394 3 3 1353.76967 1335.71533 287.511478
12.64624 11.24682 3 3 12.13645 11.99343 3.18827156
18.43245 8.314025 3 3 12.960485 13.3280217 6.69750017
2091.533 2460.879 3 3 2179.91167 2197.74967 336.936302
103.6015 71.69473 3 3 92.49421 93.6955767 19.7575161
865.8284 949.9451 3 3 961.1336 967.6175 98.8846095
24.7599 21.81442 3 3 23.45864 23.2540533 4.47097392

1032.235 1569.439 3 3 1089.01157 1131.99793 907.007131
4941.968 2024.522 3 3 3543.071 3611.43833 562.537534
552.483 623.778 3 3 568.509433 576.634633 183.230041

4537.511 1837.699 3 3 3615.97733 3538.15267 1022.78627
191.6038 158.9224 3 3 174.034633 174.797433 6.64643503
2183.211 1387.553 3 3 1776.45333 1795.80767 205.980449
25.7134 37.64636 3 3 36.0181233 35.51155 7.64809097

95.74804 100.3734 3 3 106.697733 106.05618 5.00081177
73.76714 77.52256 3 3 69.3722333 69.9120133 7.42796234
511.7183 421.7997 3 3 426.025267 431.0735 89.0822306
250.6653 143.0979 3 3 217.190167 220.824733 50.3543749
126.0905 100.7213 3 3 110.533067 109.805067 9.32724721
3.854061 3.782948 3 3 7.20063767 6.951083 2.06713967
235.0697 214.1002 3 3 253.568067 251.4636 11.0014748
70.2167 57.9945 3 3 58.4628667 59.1961067 13.4958746

54.67311 48.86751 3 3 42.3785 41.5053733 9.50849363
86.44107 79.38281 3 3 74.42524 75.2405967 13.1559869
113.3356 79.70528 3 3 95.5531933 94.7386833 8.41589336
304.8564 346.6534 3 3 304.729867 307.3186 47.0396637
18.89333 15.01192 3 3 16.21608 16.0677 2.43829332
169.2636 162.3943 3 3 164.7479 166.217867 34.2278062
28.29307 28.36699 3 3 38.8220967 38.0198033 8.43595459



245.0709 227.644 3 3 284.991567 280.667033 65.50785
100.7839 57.91887 3 3 83.52076 82.53823 6.35609628
224.2123 122.4933 3 3 190.128433 193.124567 34.3084751
12.19275 0.02115113 3 3 5.63789767 5.91155238 2.05078996
48.93524 42.07011 3 3 45.62175 45.3659367 4.93934384
74.91772 62.89562 3 3 67.0762333 66.57237 9.38865606
197.3249 263.8378 3 3 245.049033 243.308967 9.54580905
6141.848 5218.383 3 3 5878.17 5853.698 172.450974
235.4976 262.5876 3 3 232.931133 235.419667 52.0517701
1341.569 1568.015 3 3 1520.96567 1529.93867 123.050196
93.50828 48.17484 3 3 75.43489 74.37291 8.8778691
1.922129 3.136182 3 3 2.63592343 2.726756 2.03537248
105.1029 94.02265 3 3 104.354673 105.048683 12.2283494
57.06146 64.84946 3 3 62.67629 62.92246 2.71880849
168.603 166.2081 3 3 160.1516 159.557933 3.54489702

235.4849 158.7662 3 3 186.273167 189.2851 58.9796356
22.78521 9.519243 3 3 19.7086333 19.342981 1.24589137
44.10064 27.08788 3 3 35.2430967 34.85476 3.47343921
504.9946 501.2504 3 3 501.6481 504.6385 71.4464091
79.96301 109.312 3 3 83.7097567 84.9535133 19.7046854
187.8384 155.438 3 3 177.6614 176.711633 13.337758
228.2947 169.2202 3 3 224.166633 221.7159 31.5852596
16.12648 22.57508 3 3 19.1273333 18.87885 4.94346891
3.525822 6.313765 3 3 4.233723 4.14335633 0.98346943
2255.678 1780.55 3 3 2096.174 2080.78 262.726626
165.5816 145.2512 3 3 142.034567 143.029633 3.32515833
103.2675 88.50404 3 3 91.91895 92.56554 12.4681607
1.650679 1.665177 3 3 2.61062733 2.52848033 1.28874908
182.1333 96.12097 3 3 142.0882 139.768323 35.9144214
134.9476 109.7638 3 3 120.98298 119.694433 28.1105627
2864.303 3879.636 3 3 3282.43433 3258.11233 225.357947
1710.315 2310.301 3 3 1986.40633 2002.80333 260.453758
142.2374 245.8958 3 3 187.656433 183.740133 77.6530509
168.1963 190.667 3 3 175.6253 176.301167 10.6799145
1552.493 845.1448 3 3 1130.9594 1113.57303 177.662165
161.5123 49.03153 3 3 108.032097 110.418043 10.9901548
46.75547 81.7222 3 3 62.7398467 61.90935 9.26840504
79.04364 87.27695 3 3 78.6198233 79.51292 20.4142812
23.91098 20.22851 3 3 24.8953167 24.6095833 5.0840236
3.886954 5.913067 3 3 5.64515633 5.56453333 1.23844738
765.4698 1001.483 3 3 862.990633 870.1982 129.359696
119.9146 104.0492 3 3 111.353 111.720133 4.24476271
78.19691 241.7915 3 3 131.185773 136.633603 97.8067975
60.74281 51.14159 3 3 62.2038167 61.63351 8.72741835
312.3219 279.5266 3 3 284.730933 283.4671 15.2917562
49.2687 43.80918 3 3 42.2348 42.6397833 6.81811247

49.20184 60.17118 3 3 51.5937533 51.9569867 5.29226186
1077.716 857.4872 3 3 1001.04877 990.148733 242.495803



34.4582 34.88611 3 3 33.3856667 33.5803567 4.42108127
114.5236 81.99054 3 3 97.3520633 98.1570733 11.4786298
347.3783 316.5655 3 3 322.412167 323.7199 24.6309304
37.97192 19.86465 3 3 33.8325367 33.3532667 0.44447469
29.94837 24.8586 3 3 23.9703133 23.62743 4.81193041
61.50463 103.7379 3 3 77.7866567 78.6844133 2.33414464
737.591 1019.831 3 3 883.780567 889.649367 31.9735062

4594.735 3642.906 3 3 4514.753 4478.68 440.122063
41.47291 45.43137 3 3 42.4125733 42.2739833 1.96384958
52.25572 48.98965 3 3 56.1170167 55.6778433 6.37054527
741.7527 550.133 3 3 598.853867 592.242133 97.7119049
34.93005 34.22852 3 3 34.6001033 34.4116433 4.6957247
55.09325 93.23505 3 3 72.19123 73.2032933 16.7125744
98.41953 87.48776 3 3 94.8188067 95.19384 6.61962037
71.60931 52.09208 3 3 59.90916 59.4066333 6.80838347
311.2243 259.0661 3 3 278.123667 276.2739 35.4733475
801.3514 837.9174 3 3 789.3231 783.213 139.413849
49.10989 35.80239 3 3 44.8450833 45.2089333 4.25917639
57.07386 68.63382 3 3 64.9971133 65.30428 3.07981807
70.95689 85.58329 3 3 75.19617 74.66819 9.42864606
181.6734 136.4005 3 3 150.6113 151.761167 13.8383666
549.0724 819.1468 3 3 620.386967 612.628933 75.5721436
221.4843 212.1967 3 3 225.620367 224.526667 24.1848216
219.2033 191.6833 3 3 195.183633 196.554867 28.4021339
582.1039 612.6619 3 3 670.0043 679.0136 181.703163
677.3317 1201.06 3 3 880.200867 891.9165 121.49185
172.3107 151.1748 3 3 146.064567 147.3993 21.1312276
22.47404 27.25535 3 3 24.3488233 24.4602033 1.41106631
2256.747 2869.331 3 3 2504.77033 2524.459 397.487827
477.0379 456.5144 3 3 569.849733 563.1535 41.0009602
897.7095 1040.606 3 3 961.4434 964.268667 11.3878241
19.1558 33.02615 3 3 25.63968 25.20545 8.66172559

26.79138 11.6588 3 3 19.4475767 19.7448 0.92355575
399.3882 411.3088 3 3 353.666233 357.305233 43.4059468
28.66319 1.475325 3 3 22.551816 21.7307317 11.6356549
167.3279 146.7237 3 3 153.2471 153.740833 5.06335864
588.1896 278.0095 3 3 504.940933 496.9877 79.6966688
1236.735 1051.05 3 3 1364.672 1347.89233 237.599946
456.0579 525.6495 3 3 485.532567 490.584167 126.532146
10.20831 12.50439 3 3 13.5936967 13.4199633 2.5069175
31.82775 22.3574 3 3 29.02389 29.3387167 5.45198017
481.6023 993.9506 3 3 675.9338 688.934767 204.944385
36.90705 34.38323 3 3 37.8641333 37.4124233 11.301847
132.2135 113.1505 3 3 126.361067 125.849167 7.61170384
2948.874 2796.69 3 3 2969.754 2977.71967 68.2294804
604.1606 799.1158 3 3 693.502367 689.1913 53.1551344
20.8949 0.04241064 3 3 8.65064133 9.11544788 5.88678769

1061.217 1001.874 3 3 992.5893 987.4617 106.861151



136.259 89.75184 3 3 115.065233 116.25858 20.2885672
68.58907 45.61829 3 3 59.41636 58.92929 4.7012478
3.239072 3.244996 3 3 4.379109 4.29060667 1.45743439
28.40834 25.83145 3 3 30.5277767 30.20955 6.31672358
1474.126 1173.482 3 3 1464.284 1479.248 246.036861
68.58681 82.44257 3 3 78.5831567 78.0137067 12.6167844
259.7748 209.8263 3 3 201.597733 204.155733 33.449622
171.9056 218.1941 3 3 221.6311 219.253 40.6297527
136.3775 86.01024 3 3 101.875457 102.974877 2.46068706
4642.114 3416.599 3 3 4401.964 4438.60667 243.455638
238.9691 190.1646 3 3 202.5514 201.261967 5.89523151
412.7916 351.4689 3 3 366.330533 364.238767 34.1140416
4119.452 1763.814 3 3 3797.25933 3717.005 1150.80862
300.5795 208.5044 3 3 245.7933 247.640333 11.4472734
34.58958 31.76904 3 3 31.5209633 31.7734133 6.08122944

89.89 70.75127 3 3 85.8309267 85.2201933 9.96319152
708.9291 882.3925 3 3 825.992133 830.591433 61.1581598
1631.966 1908.062 3 3 1819.32433 1812.94367 64.5327324
120.8207 122.6849 3 3 143.888167 141.9503 37.8016229
146.9913 98.0443 3 3 117.3336 118.359567 9.7262732
481.4591 332.8193 3 3 372.797167 368.5916 50.5390635
60.12048 34.35752 3 3 46.3521733 45.7897467 7.34653406
53.11461 31.42305 3 3 47.6407633 47.10492 4.25527454
34.10204 49.20341 3 3 37.54006 38.2340433 15.9214231
34.10204 49.20341 3 3 37.54006 38.2340433 15.9214231
34.10204 49.20341 3 3 37.54006 38.2340433 15.9214231
288.3047 325.913 3 3 291.517 292.915833 21.3507428
8653.321 3469.702 3 3 5889.80133 5791.69333 164.491215
18.33777 32.48017 3 3 25.1161533 25.436 4.95049289
265.6251 284.0408 3 3 280.8897 279.0783 47.6262612
466.8155 354.589 3 3 425.027933 422.7585 13.960952
391.0291 464.6274 3 3 454.888067 451.777133 63.5912047
402.4145 312.0433 3 3 364.684967 362.911467 13.9109729
3159.426 2679.875 3 3 3206.263 3228.097 103.468167
39.48521 16.71892 3 3 24.8543667 25.4634467 11.1940335
44.71748 38.11654 3 3 41.22343 40.9853067 5.54440101
128.8864 149.1069 3 3 129.072067 129.862633 10.6566561
603.7126 396.4729 3 3 484.6599 488.522633 6.67012767
2384.879 2671.979 3 3 2534.864 2541.62333 114.946989
13.78215 7.369377 3 3 13.7264843 14.0551123 5.8816165
61.23192 56.964 3 3 58.47255 58.2788067 4.65376369
92.16951 56.97216 3 3 79.4479 78.67654 9.51100223
71.34633 117.217 3 3 91.2379833 92.1902767 12.1869833
15.83824 18.10357 3 3 17.72674 17.8296467 2.13195235
334.9835 617.0435 3 3 479.6377 486.008333 103.455266
208.5561 171.4301 3 3 191.189567 189.3518 47.3602414
71.40642 65.46705 3 3 69.54077 70.2059233 17.918818
647.779 683.9327 3 3 619.371633 616.1449 15.8563097



26.07532 6.276484 3 3 19.9215167 19.4851013 3.96943209
41.02994 36.62248 3 3 36.63005 36.8799533 5.64837279
820.4863 714.1393 3 3 934.315967 921.419533 232.631843
1995.175 843.408 3 3 1564.49333 1590.538 322.344142
62.06804 75.41891 3 3 69.65645 69.2799433 8.01475425
157.6887 116.8346 3 3 135.1397 135.938233 8.49633104
152.6985 141.7592 3 3 135.572233 134.606 14.715546
113.3616 88.31879 3 3 104.218157 103.56963 12.1647312
452.9731 336.3439 3 3 396.834133 394.080867 50.1429684
1364.314 778.6037 3 3 1152.89933 1140.8059 119.326216
58.67489 33.10551 3 3 45.1500133 45.66775 6.8660203
320.1221 655.0145 3 3 471.9857 464.358167 126.867989
2551.464 3048.056 3 3 2854.30267 2870.703 367.712263
106.4092 89.7599 3 3 92.48966 93.0977233 12.1449543
93.24136 76.22367 3 3 85.6177333 85.9708067 4.61529745
2315.24 1342.022 3 3 2114.84067 2145.23733 437.962182
257.07 230.3105 3 3 267.601467 270.7992 75.4243891

720.0644 833.9764 3 3 751.662467 739.5746 328.809658
11.05354 4.871859 3 3 8.241918 8.49726167 6.41975361
22.20392 15.80996 3 3 19.4123067 19.5511167 2.04538535
5.245246 4.11766 3 3 4.285412 4.219991 1.56351527
391.6227 285.9203 3 3 322.122567 319.7949 21.3822853
139.2941 118.3674 3 3 115.1478 114.149413 6.72552863
885.5098 714.2993 3 3 864.697833 859.090667 86.3905766
1065.469 1039.999 3 3 1129.25857 1137.87367 194.470525
214.7785 169.7803 3 3 193.888767 192.773033 22.2854681
93.22584 55.12945 3 3 74.1158333 73.20315 17.4925302
53.41399 46.66118 3 3 47.5490733 47.32015 2.97519738
73.3166 96.01002 3 3 83.0171967 82.5122667 7.99643646

1758.269 762.93 3 3 1329.43083 1307.11067 388.978101
607.4443 474.6208 3 3 514.373867 511.329033 24.3034728
67.49285 93.68774 3 3 76.0972467 76.7311967 10.8446749
59.82764 67.15723 3 3 69.03803 68.44894 14.184826
42.78247 15.65331 3 3 26.5845467 27.15776 8.75536931
98.25353 85.66196 3 3 92.6129267 92.1211867 12.7220864
264.7375 225.826 3 3 238.165667 238.9471 3.18744784
35.57168 25.86507 3 3 29.6811867 30.0423767 9.18539179
130.8218 129.2327 3 3 133.453 132.8396 17.0858255
1227.387 1313.812 3 3 1342.18067 1348.339 109.638808
166.2162 94.75462 3 3 126.5234 127.86944 15.3088919
449.9923 366.4069 3 3 413.316533 414.901967 15.8731125
370.528 254.0122 3 3 304.0836 301.831533 24.2830531
370.528 254.0122 3 3 304.0836 301.831533 24.2830531

109.0118 94.51319 3 3 98.3980233 97.91258 10.1693247
103.5527 140.5527 3 3 109.9638 110.891363 4.02427657
48.08121 32.91079 3 3 46.7183867 46.2788633 2.56753618
374.732 348.423 3 3 393.375833 397.6809 108.647777

1460.318 1290.082 3 3 1491.56 1500.623 127.394206



1033.931 946.124 3 3 1071.92323 1078.921 128.586701
1955.782 1628.148 3 3 1811.276 1799.094 317.508659
1955.782 1628.148 3 3 1811.276 1799.094 317.508659
115.5138 93.67656 3 3 101.5181 102.16198 14.8443195
197.8955 248.5936 3 3 234.245033 232.8232 28.8761604
2.082069 8.062571 3 3 4.990958 5.118592 2.28049787
90.08078 30.91273 3 3 53.62329 54.69609 4.9370334
505.1809 563.3769 3 3 552.029367 548.983267 81.4073511
3223.692 2646.582 3 3 2935.374 2919.38333 374.249598
256.2404 181.5907 3 3 220.719633 222.008733 6.30644115
129.4361 112.0176 3 3 121.917567 121.4079 12.3555224
456.9724 332.1124 3 3 441.3902 447.891367 158.548936
477.0794 530.1556 3 3 527.950967 530.3768 49.1406344
3.523396 4.607474 3 3 4.58599667 4.51889267 1.76691927
161.5005 329.1223 3 3 252.536133 255.4431 15.6769196
38.22775 39.47078 3 3 39.29254 39.4846833 5.62366608
88.03714 31.82738 3 3 64.8859067 63.9151767 3.67104068
9.250212 17.55517 3 3 15.4141667 15.2144873 3.01886508

308.94 326.6322 3 3 331.164333 332.836133 42.2334445
1861.206 1162.662 3 3 1458.81667 1444.04267 250.904373

23.207 40.92769 3 3 28.9123833 28.52903 4.29376172
67.71474 82.45832 3 3 83.4204933 84.19902 15.936219
32.76891 24.00868 3 3 27.2801633 27.0616267 4.45210366
129.3829 131.5159 3 3 123.263967 124.145133 24.54426
6484.961 3209.15 3 3 4893.067 4967.38967 1555.87382
14.16057 5.02583 3 3 9.39355767 9.565156 2.57194089
401.267 430.8085 3 3 412.476333 413.3011 19.8634292

555.9581 625.7014 3 3 632.5757 636.6974 91.3771852
3110.954 2728.909 3 3 2979.08 2997.65933 518.837549
1866.264 859.0943 3 3 1283.09067 1301.05977 195.563332
64.7548 41.21057 3 3 66.0702567 65.1801233 12.7804236

55.53456 24.125 3 3 46.7984433 47.4750633 3.25535008
79.74398 85.19914 3 3 90.60009 89.8391067 19.4184799
1074.087 1021.639 3 3 1168.5574 1157.623 277.10792
77.23947 59.50204 3 3 67.3663467 66.94119 9.33779066
200.5894 147.5474 3 3 166.8637 167.832567 9.02053613
942.1539 1103.84 3 3 1040.73723 1035.61663 134.892279
6.157421 1.75795 3 3 7.40100433 7.177217 3.57838999
22.94718 18.07006 3 3 19.55113 19.7294633 4.81657961
0.990352 6.634655 3 3 5.80018647 6.073619 7.04501221
700.8389 595.8886 3 3 655.797833 654.078667 6.40302153
384.6245 414.7802 3 3 388.620767 387.649367 16.2936842
1576.542 1446.17 3 3 1483.71233 1493.77 307.303424
1662.697 1965.798 3 3 1795.55767 1789.14767 126.030039
293.0858 247.4795 3 3 277.378 278.261 8.12324228
1063.731 713.4456 3 3 1024.20167 1034.01187 51.0257978
135.1366 97.65818 3 3 115.316067 114.671693 7.6282013
498.038 604.78 3 3 557.340933 559.073167 1.41422296



2783.997 3239.723 3 3 2803.80533 2822.94 459.91311
134.0637 80.64707 3 3 113.344823 112.062557 29.7373604
73.12627 41.73568 3 3 65.1410767 64.40848 12.2922651
95.86845 80.39918 3 3 90.9079267 91.5771267 18.9672268
57.77834 23.10368 3 3 38.7899967 39.3613 5.29477385
5575.536 3913.608 3 3 4337.71467 4301.87233 173.148804
10980.9 7595.627 3 3 9339.964 9286.80267 128.491241

57.42162 43.90563 3 3 53.1079867 53.6674767 15.7097884
695.6544 912.3261 3 3 761.371967 765.555367 41.9139049
144.6145 98.17531 3 3 125.548333 124.785103 4.80151239
144.6145 98.17531 3 3 125.548333 124.785103 4.80151239
1593.525 1290.849 3 3 1410.37267 1416.24433 102.050153
992.4238 1423.055 3 3 1186.98567 1178.24093 172.578368
208.3517 169.0353 3 3 170.181233 171.454733 19.8055994
161.9892 200.4283 3 3 207.322533 209.070967 21.3910232
38.74858 24.43431 3 3 30.4745733 30.70624 1.38829871
4.644644 4.927902 3 3 4.39217267 4.32763833 1.91235418
96.62527 79.21146 3 3 84.8661467 85.27718 8.84145184
1089.161 700.4392 3 3 980.5576 988.742733 74.5104189
82.70177 76.61447 3 3 79.2806367 78.6040733 21.5895456
3952.336 1897.55 3 3 3261.44633 3216.166 923.328019
394.0836 261.0882 3 3 320.0019 322.079867 6.71452212
337.1979 268.7015 3 3 296.280933 294.810533 30.4518637
895.8633 782.1649 3 3 911.462467 906.793067 79.3748713
6708.54 5952.146 3 3 6614.643 6634.88667 130.629794

40.23648 68.27523 3 3 50.56012 51.0343567 3.65086225
1172.809 742.5118 3 3 1106.71903 1094.03727 267.797013
11.56375 7.418601 3 3 14.6209193 14.973127 6.32207191
100.7564 115.8887 3 3 104.88141 105.44561 16.2252
305.6858 138.7565 3 3 270.645133 266.585967 70.7772267
38.10248 12.73974 3 3 28.62869 28.21493 1.72397201
39.44531 37.57265 3 3 36.9518467 36.7944967 4.1689612
5235.306 4523.66 3 3 4789.397 4774.63067 283.519987
181.2622 160.5156 3 3 156.150233 156.953467 4.57260094
41.80169 37.63596 3 3 37.30687 37.5382167 6.36641177
62.5967 39.84412 3 3 51.2419967 50.8852967 3.42302132

14.75063 9.50347 3 3 11.0792073 11.2255883 3.82450902
5727.167 4514.174 3 3 5073.35167 5052.197 345.821284
109.6221 94.83978 3 3 95.674 95.13973 10.7415676
91.97221 80.64125 3 3 82.8136867 82.52782 4.11758316
100.0251 126.38 3 3 108.888967 109.3959 8.54346875
5019.644 4545.099 3 3 5286.65267 5256.00833 575.621326
227.8067 208.8625 3 3 207.2862 207.913233 5.42790858
2354.143 708.2822 3 3 1675.89233 1648.13007 397.906028
1483.432 2254.626 3 3 2091.933 2110.299 249.490516
2.204116 4.74724 3 3 2.972154 3.035588 1.55124758
259.6635 273.4555 3 3 299.037667 301.0923 34.7883696
242.589 308.6175 3 3 251.644733 249.915433 19.0939362



1468.099 302.153 3 3 941.025333 959.328333 170.374087
459.2034 443.0059 3 3 423.544133 421.965433 16.2612947
54.12094 32.5536 3 3 39.0342233 38.6254267 3.17189968
33.10538 29.90071 3 3 31.6167 31.7857667 5.49594057
43.48441 26.99741 3 3 41.34858 40.7526667 15.9146882
46.92488 45.44708 3 3 45.85668 45.7696167 2.78328155
69.81507 45.86061 3 3 55.7601267 55.38808 0.54503344
45.49655 43.4034 3 3 45.1607233 44.73197 14.6312155
1029.182 945.9988 3 3 907.064033 911.119467 9.67411339
192.8564 176.2871 3 3 169.345467 170.143667 8.0054237
26.09749 13.81327 3 3 18.34128 18.0163133 8.76297858
75.92175 169.993 3 3 149.306533 151.34965 18.6081072
4.73007 14.72048 3 3 8.90893633 8.62421167 8.32987689

350.6752 348.5471 3 3 336.612733 335.7674 17.1594521
350.6752 348.5471 3 3 336.612733 335.7674 17.1594521
435.2327 402.5275 3 3 383.113133 385.067333 30.9546876
1776.026 1415.583 3 3 1666.35133 1659.31367 126.444474
105.2087 88.70693 3 3 96.7030867 96.4620833 1.63865123
880.7682 1008.069 3 3 1080.1791 1072.97873 102.185967
4842.566 4713.681 3 3 4843.19367 4847.90033 93.2053825
2136.451 1334.662 3 3 1803.16933 1823.10533 556.042725
83.23513 32.12127 3 3 64.88437 64.0412833 10.41422
770.7106 584.6349 3 3 713.458233 709.013333 113.809953
971.4449 1400.852 3 3 1150.42487 1140.1093 283.704267
308.5265 260.0659 3 3 271.1363 270.131467 8.57701995
21.49351 12.26116 3 3 27.18328 26.6213167 9.5079719
63.6186 52.27643 3 3 67.2488767 67.8814167 13.203938
9509.19 6451.715 3 3 8454.68533 8403.923 625.043903

69.17687 84.36533 3 3 73.7683667 74.2144433 13.2463192
452.6344 431.5042 3 3 463.1736 465.522067 72.5237071
29.17237 44.64875 3 3 37.2263167 36.8969867 8.94803435
64.03852 45.57667 3 3 56.17061 56.5553733 9.87567019
38.78274 55.42124 3 3 47.3952667 47.1371033 4.1478358
58.45993 38.80237 3 3 49.5128533 49.7992 2.44602482
20.81779 26.37041 3 3 22.5275933 22.7406367 7.02348608
43.41632 32.10958 3 3 37.98102 38.19376 5.16174584
1045.313 948.0315 3 3 1021.4486 1028.28083 236.222588
246.4293 219.1061 3 3 214.279533 212.9843 28.9880431
56.96661 62.57178 3 3 55.65271 55.88965 4.60276689
50.68234 37.48199 3 3 46.2700167 46.0420733 3.75007244
44.16937 25.51875 3 3 36.7783533 37.1469067 8.83725394
57.98515 117.1893 3 3 82.3938167 83.32718 15.3906014
2059.001 855.462 3 3 1492.38233 1511.891 378.073217
237.4135 359.4045 3 3 290.330533 294.494 140.47883
660.6919 621.2775 3 3 597.0525 599.2112 26.8016854
100.3137 73.01031 3 3 92.5276 92.0751033 2.28002897
103.1199 85.51904 3 3 80.8994267 81.5512333 3.67008667
5.069854 12.32669 3 3 8.628274 8.86660167 8.0552078



67.00598 46.28354 3 3 51.82036 52.3432267 14.656007
593.0796 420.933 3 3 484.480633 487.168867 37.5506214
57.69829 70.56905 3 3 61.7742033 61.45869 8.73087329
173.0425 126.4155 3 3 149.789133 150.4431 7.26313889
289.2071 162.0885 3 3 227.2315 229.6462 64.1099216
198.3623 126.8099 3 3 156.0999 157.191033 17.5585002
169.4296 204.2776 3 3 220.5528 218.830967 28.5829418
195.7788 166.0663 3 3 182.805033 183.2521 6.74344091
101.2883 138.6989 3 3 114.360377 113.560267 20.7518063
2124.697 2636.762 3 3 2268.98233 2259.10667 167.477392
12950.4 8504.273 3 3 11103.7087 11177.851 1497.50116

2048.765 1975.058 3 3 1956.25967 1951.80433 127.052613
222.5523 154.3139 3 3 187.2045 186.292067 3.72350058
681.8045 854.626 3 3 719.563033 724.4611 145.430562
2622.531 2134.609 3 3 2544.796 2534.095 180.136359
564.0995 586.8279 3 3 628.687133 631.7031 59.4923414
30.21251 37.97305 3 3 32.7638667 32.9577867 5.96742996
159.5524 143.6812 3 3 149.574833 149.1672 12.648186

11.556 0.00703101 3 3 5.40990367 5.19285367 5.87170089
316.1616 272.4852 3 3 280.4047 281.672967 37.4359414
28.10655 22.76317 3 3 20.8879133 20.6244267 5.03573913
93.4036 77.20724 3 3 82.8870633 82.0573033 30.2461204

248.7402 293.7883 3 3 273.0387 272.113933 27.3529798
600.6743 522.527 3 3 532.350433 530.569167 16.2457184
241.551 207.4899 3 3 237.694933 238.4812 6.45999878

1735.437 937.0807 3 3 1527.71167 1513.32057 234.481019
186.505 150.9895 3 3 167.374167 168.272467 29.7792235

117.9795 213.4797 3 3 160.610967 159.2684 17.2243208
3056.213 3483.365 3 3 3312.603 3301.304 380.025214
631.2712 691.0037 3 3 617.4159 619.468567 17.06613
619.8779 451.3329 3 3 574.1867 578.511767 126.255759
75.09843 52.66302 3 3 66.0157533 66.3510133 5.38082895
322.0928 316.9588 3 3 328.367033 329.560833 43.5251267
3.958745 3.915249 3 3 4.49128067 4.44756767 1.47552415
301.8948 256.4561 3 3 277.2214 277.936467 16.4769481
251.3066 211.861 3 3 226.694467 225.962833 18.6016945
21.27253 19.01267 3 3 19.03709 18.8640567 6.35291781
165.6931 269.341 3 3 216.615833 218.1898 34.135154
50.20851 26.57216 3 3 34.9437067 35.3028767 5.77768088
111.2199 56.35789 3 3 86.9341933 87.8549667 23.1373677
382.7747 428.9802 3 3 362.4381 359.3593 89.3914977
52.60479 35.50997 3 3 48.5540133 48.8861867 5.64869343
226.1983 203.2617 3 3 228.1743 226.574367 59.3007063
96.26377 144.4299 3 3 118.750807 117.462823 45.0817468
3426.049 4055.673 3 3 3893.30433 3904.91433 185.896727
1336.116 695.0759 3 3 1065.1144 1056.48497 103.394044
2486.862 2459.069 3 3 2432.45933 2435.241 88.7520708
126.8706 111.9869 3 3 123.048967 122.502633 20.0343438



1120.802 889.8105 3 3 1055.63 1051.89117 54.6056008
342.2569 164.8047 3 3 259.558433 257.316533 18.8555926
866.0091 605.072 3 3 821.181667 826.380033 55.231959
325.4108 512.1675 3 3 414.892267 412.2304 54.4522173
192.8021 230.499 3 3 210.6151 210.054733 12.7018465
36.07989 22.91992 3 3 29.5800333 29.80366 6.34056045
309.4065 253.325 3 3 253.444667 251.9576 18.3621115
282.8613 236.0654 3 3 302.000967 304.042833 23.6707243

115.42 123.6188 3 3 107.94517 108.54746 15.4110272
7.158589 11.29642 3 3 8.063998 7.97589367 2.04903614
2524.19 1172.775 3 3 2004.90267 1985.97633 311.888383

328.9432 252.0148 3 3 289.5472 288.417433 26.1668669
3105.848 1444.307 3 3 2415.91933 2438.47867 314.303697
246.9491 162.3197 3 3 241.8772 245.852267 141.927608
304.6673 202.4152 3 3 249.0865 250.360467 11.8932641
131.3813 209.2906 3 3 159.2137 157.3487 62.9852592
16.58942 21.98069 3 3 17.08792 16.91909 5.00611896

3.8463 4.821529 3 3 5.43807667 5.370059 2.13967756
41.45762 38.94324 3 3 38.7802467 38.87736 3.13116991
103.6807 145.9845 3 3 125.436967 126.2795 28.4252144
722.4938 674.6208 3 3 643.4308 640.491167 69.1629905
387.5019 329.0589 3 3 397.485 395.570667 39.4796052
310.0496 279.4353 3 3 278.736067 279.581933 19.1702797
44.56718 35.73999 3 3 45.0663767 45.3092567 2.75958481
1839.328 1820.995 3 3 1912.97333 1907.45767 193.630219
1379.135 953.8954 3 3 1209.767 1215.15913 34.4505979

219.66 197.9036 3 3 202.171667 201.415633 27.8453012
45.33398 36.77938 3 3 43.84283 43.5274333 12.1679664
63.5738 44.01772 3 3 57.522 57.8172167 4.21986915

91.75153 62.29375 3 3 70.3456767 70.7826733 4.60880025
59.44023 31.76703 3 3 47.37628 47.72893 5.32824309
156.6448 120.5199 3 3 125.5362 124.811223 9.76222837
69.15919 47.061 3 3 68.7523467 69.26942 2.97973325
1447.809 2287.115 3 3 1816.014 1800.54967 511.713879
2048.809 1852.736 3 3 2057.524 2065.24533 252.879299
290.3586 145.0323 3 3 217.523833 215.835067 11.0171362
13.99712 16.5235 3 3 15.23986 15.1224233 4.95451306
5.503746 1.93138 3 3 5.66544567 5.572241 1.73050821
316.5573 263.0381 3 3 276.267367 277.612067 48.0778436
99.78014 81.7776 3 3 85.61476 85.2706133 7.56213275
399.974 351.6712 3 3 411.665567 413.506667 41.5990241

763.3444 466.5483 3 3 683.958933 678.877433 128.473152
817.837 660.4014 3 3 853.387833 858.595467 66.2654763

428.5562 314.8565 3 3 361.7026 360.2836 18.4998261
1660.641 1403.833 3 3 1790.41067 1777.18 385.190254
104.0949 82.50811 3 3 90.3595567 90.6284833 2.28694215
198.6757 208.9741 3 3 189.307833 188.453967 26.8419167
81.25535 45.91274 3 3 68.0625367 67.5932933 8.91095319



31.0788 17.89058 3 3 23.6424333 23.8133633 3.73488279
754.3295 539.2905 3 3 684.835267 687.718033 12.2030517
2065.482 1157.209 3 3 1551.80733 1565.67167 418.701902
18.07998 42.45739 3 3 24.41477 24.7700433 4.03710097
43.89263 35.06226 3 3 35.9511867 35.6895367 8.73975274
135.9307 80.77455 3 3 110.194167 110.85285 10.2598763
22.63627 16.14078 3 3 21.0914733 20.9356167 5.66261319
32.63359 31.0143 3 3 27.8679933 27.65646 6.25706061
592.1209 514.5215 3 3 518.968767 520.783367 46.6948298
174.5401 149.429 3 3 150.039133 150.567167 5.90171235
446.6915 446.9647 3 3 424.613933 425.876733 45.0746056
135.1054 86.07861 3 3 110.527943 111.104537 9.89241021
168.8215 188.0295 3 3 171.3464 171.9259 22.0837429
7.36458 14.01794 3 3 11.1564583 11.28209 4.62513701

552.9906 553.9849 3 3 576.821933 575.1186 69.0613579
251.4518 171.9339 3 3 204.4153 203.445167 15.495037
2736.079 3490.097 3 3 2746.59067 2762.70133 219.516951
31.52889 24.12575 3 3 33.2137867 33.51763 9.42829943
25.43067 25.11774 3 3 25.8511033 25.9352867 3.74787208
130.1606 94.37737 3 3 104.958523 105.475837 11.4833736
56.96277 46.06576 3 3 52.4526867 52.7012667 10.209833
610.0511 452.1629 3 3 609.846833 614.233267 127.674418
1609.663 757.7252 3 3 1322.61133 1310.98407 273.834958
242.1888 234.4717 3 3 227.8008 227.262033 16.5769577
68.00136 53.8586 3 3 74.3418133 73.8248667 7.67705647
88.30476 52.66045 3 3 71.1259433 71.5283567 6.95832233
135.6534 72.16729 3 3 95.0385667 95.7686133 4.49567701
408.8644 527.8749 3 3 447.982167 443.053133 224.827057
355.7376 223.0847 3 3 295.1967 293.729267 23.0100065
565.7551 803.253 3 3 672.202933 669.3652 62.7943368
1623.055 1591.59 3 3 1735.52967 1740.77233 101.932565
1513.034 1128.509 3 3 1461.62933 1455.217 69.8058492
70.87878 42.97316 3 3 54.4692467 54.9037167 15.3484403
40.71479 56.35917 3 3 48.5057833 48.7443933 8.50299142
401.5033 599.1543 3 3 505.8937 508.333767 63.5654629
15.45852 5.570119 3 3 16.849101 17.135843 6.25284155
47.8964 23.80611 3 3 37.18454 36.8523767 10.77613

23.88653 5.721596 3 3 18.57637 18.8169753 2.82044461
510.3339 804.0078 3 3 608.177933 611.742067 52.1632089
6.620044 6.108917 3 3 5.428495 5.47226933 1.46404344
12.99037 18.90707 3 3 15.44394 15.53672 3.38111163
3273.744 3404.229 3 3 3245.82233 3235.69933 460.173779
283.6607 214.1847 3 3 280.938433 282.685433 52.9139789
79.42094 57.79068 3 3 81.2091567 80.7118067 6.77552092
89.24426 70.73489 3 3 82.5087633 82.1886767 12.2277849
51.34262 57.52983 3 3 51.2430533 51.0881 3.97057043
1497.275 1101.291 3 3 1209.6763 1215.957 192.049594
1072.132 692.16 3 3 959.0234 963.965667 63.9439742



499.4808 1308.661 3 3 855.806733 864.236567 92.1473378
64.96799 45.43772 3 3 63.19776 63.6181233 11.5950626
31.53568 22.09968 3 3 27.8495867 27.7337367 2.98403621
240.8741 220.8528 3 3 220.303333 219.87 2.90695262
121.4643 93.47614 3 3 113.001833 112.469813 21.1204128
100.0894 74.64931 3 3 82.7395 83.2936067 23.803875
239.1921 249.6205 3 3 243.188567 242.372533 40.7425785
285.3532 381.1051 3 3 373.851267 372.1375 27.37153
31.95908 52.58828 3 3 40.8824833 40.6699167 1.74424502
29.58915 32.7451 3 3 35.5986733 35.30879 12.9694637
110.6013 79.88998 3 3 96.97198 97.32366 8.87341817
212.3675 146.1658 3 3 206.213367 204.8565 43.3070503
736.3822 517.6847 3 3 722.024733 717.196567 161.975511
1867.859 1589.823 3 3 1848.95567 1840.82633 349.445106
668.8545 552.9423 3 3 586.2299 588.327333 84.7302624
112.109 102.0091 3 3 99.6348667 99.8976233 3.21861705

2129.264 2147.359 3 3 2024.27833 2033.53733 450.239879
5.878672 11.71185 3 3 8.93903433 9.05657133 5.43179955
72.74223 83.42533 3 3 71.76861 72.0376967 7.90226399

0.8057112 8.29147 3 3 5.41237053 5.27473907 6.07639132
494.6139 543.5069 3 3 502.587733 499.704467 146.100067
250.9087 230.0503 3 3 229.4518 229.022467 3.03628559
1581.396 1381.512 3 3 1576.489 1581.504 173.535866
774.6876 600.4101 3 3 697.0875 698.9316 39.8391304
304.5711 320.2448 3 3 327.600233 328.554367 41.5852796
856.2343 321.2238 3 3 647.1812 640.8516 184.230784
69.03236 58.21601 3 3 56.8732633 56.5685167 9.24535286
62.03928 29.65542 3 3 49.1489667 48.8076067 6.65930219
198.6536 175.4468 3 3 183.922233 184.257 12.7426154
2873.677 3224.485 3 3 2868.35633 2878.44733 417.978453
162.4122 136.7279 3 3 146.512567 146.2406 4.4969508
137.3669 113.0504 3 3 122.906533 122.610533 9.61091649
28.12111 42.46748 3 3 36.3099467 36.12868 6.65821778
391.2331 393.321 3 3 402.5838 403.4308 42.059784
39.8863 18.59164 3 3 27.42176 27.1582167 9.1949206
35.9141 49.78346 3 3 43.3020967 43.1246 6.98165658

474.9828 360.4191 3 3 417.625867 418.950033 46.6803802
646.3649 504.8911 3 3 527.923433 525.888067 22.916031
699.6334 1135.464 3 3 1016.6187 1021.74513 48.6761966
186.3371 151.6348 3 3 165.273367 165.7102 16.3121407
186.3371 151.6348 3 3 165.273367 165.7102 16.3121407
87.08673 70.51901 3 3 78.27028 78.5796333 15.2603653
39.49619 39.19014 3 3 38.02922 38.1072933 3.82704643

0.00926617 7.463343 3 3 4.92567562 5.03420172 4.27773215
159.0162 199.5934 3 3 177.878467 176.932767 49.4981824
73.98284 80.79893 3 3 75.9651233 75.6842967 15.3558049
403.8709 512.7222 3 3 426.2092 427.678 35.4828527
117.8628 114.5446 3 3 114.8843 114.804933 3.45507645



2139.458 896.8797 3 3 1561.56067 1574.47723 386.688744
644.0762 286.1208 3 3 528.697333 524.5577 115.872736
235.1506 187.2776 3 3 204.690867 205.1513 3.36351793
251.9013 164.6892 3 3 201.134333 200.337167 3.54699294
35.28672 23.02393 3 3 29.81281 29.6740667 5.08055905
321.9663 245.8384 3 3 264.481233 265.831167 60.5642234
955.3585 623.2344 3 3 750.833267 754.785133 145.485452
58.68024 50.42901 3 3 52.79326 52.96383 8.63989211
22.99966 11.39517 3 3 18.0103433 17.8834667 4.45885382
150.5515 140.8797 3 3 157.643433 158.029167 6.00382462
235.8588 159.4543 3 3 186.4036 185.588533 20.0414165
653.2227 832.0115 3 3 693.592967 690.979533 87.9171121
289.5903 252.472 3 3 301.652167 300.5943 31.1397237
664.9009 523.2831 3 3 690.630167 694.493733 132.77571
113.9801 86.62069 3 3 94.3945167 94.7917033 16.860509
41.75011 41.89222 3 3 48.97595 49.1973767 3.65740749
162.1714 112.1665 3 3 156.408533 157.200933 20.9387309
60.26741 41.06834 3 3 47.76506 47.9520933 3.48834185
48.42516 74.9745 3 3 62.5277833 62.76108 4.17665062
198.9312 170.5374 3 3 178.672567 178.2377 19.0543505
586.6667 307.3646 3 3 480.841867 478.122967 68.8825032
427.1138 322.4912 3 3 337.2561 338.654167 23.0318191
30.4246 23.88848 3 3 28.91634 29.0205367 4.34532913
206.635 246.0866 3 3 232.778267 231.425133 79.5037213

178.7597 124.9603 3 3 141.625767 142.178533 11.4965329
288.9148 175.1821 3 3 259.990833 261.3145 27.2275507
172.625 132.2428 3 3 163.659433 164.235133 20.476914

91.43905 83.08064 3 3 83.5407867 83.35933 7.81484534
127.0376 55.67934 3 3 92.93779 93.5275233 6.38710518
74.17712 90.89387 3 3 82.0555467 82.4856233 25.2533519
20.29276 14.51338 3 3 18.7496567 18.65826 4.34881554
82.08832 58.38874 3 3 71.46852 71.2309433 8.61338322
89.27857 93.96743 3 3 87.1577767 87.4947467 19.6654181
437.2038 376.7718 3 3 442.262833 444.476133 118.498448
112.1253 355.67 3 3 199.545733 196.8174 101.731396
45.87082 24.12434 3 3 34.2276133 33.9992033 9.22475817
208.9338 146.1713 3 3 179.557933 180.070867 6.27627903
51.07966 36.09877 3 3 49.2234767 49.02315 4.92200636
111.6168 61.41852 3 3 91.0502533 91.4607733 2.72065955
114.6269 165.5265 3 3 145.339633 145.9841 31.6250554
28.68799 20.64101 3 3 23.5216867 23.5960533 2.01993671
827.6882 829.4946 3 3 877.47 880.233433 157.457021
7.541903 12.22653 3 3 9.206045 9.30805233 6.18464683
257.2749 191.1961 3 3 209.681467 210.4619 31.2779533
1090.448 1237.432 3 3 1241.87833 1246.982 297.296572
100.5972 79.25244 3 3 84.33543 84.5578933 4.24817135
243.6601 259.6363 3 3 275.322967 276.0719 25.4530322
8.49106 2.237139 3 3 5.68776367 5.63769733 1.11151318



16.62411 27.60626 3 3 21.7036 21.84534 7.7375002
67.72282 64.12292 3 3 70.7718533 70.63344 4.04229313
50.73534 48.50077 3 3 52.41853 52.2669933 9.00716909
452.6663 450.2386 3 3 508.8721 510.922533 92.3973374
1214.759 1366.368 3 3 1293.325 1289.86833 222.326179
39.1696 29.73168 3 3 40.4386433 40.6241767 4.79992825

139.6964 118.197 3 3 126.7873 126.9765 6.28374264
161.8356 106.5587 3 3 154.050367 154.730533 11.2948812
2064.077 2319.099 3 3 2089.61967 2094.747 279.883536
217.088 209.2373 3 3 198.260767 197.674067 29.5304503

22.43096 28.01461 3 3 25.6175567 25.57561 0.25643442
237.6436 163.8768 3 3 202.712633 202.137633 13.8097046
1853.435 2289.608 3 3 1963.91167 1959.433 103.115894
67.22176 61.73904 3 3 70.70795 70.5428933 3.65592552
27.14286 20.23089 3 3 23.36372 23.27159 5.34335546
1241.172 1176.452 3 3 1220.61633 1219.88933 34.595571
14.22049 14.91615 3 3 13.054389 12.974264 4.9164094
100.3132 85.10215 3 3 92.8986233 92.7880967 1.9437656
152.9301 159.1349 3 3 164.174533 163.590233 39.3170948
57.70952 51.34023 3 3 53.6156567 53.7613267 9.8552192
90.85978 63.76119 3 3 84.5078367 84.2488667 4.4181453
366.5357 241.4735 3 3 282.4798 283.5095 20.2020664
177.6589 136.1914 3 3 138.141033 138.8157 31.5062403
119.8536 109.9454 3 3 125.253333 124.9101 17.3394035
43.67738 24.09641 3 3 32.4371267 32.61604 8.34094739
88.68324 117.637 3 3 95.3476833 95.03786 10.3308664
100.2057 79.74928 3 3 89.9513333 90.1474867 10.3117049
194.5889 129.8765 3 3 148.810333 149.3324 1.76031381
184.1256 167.7297 3 3 171.0358 170.766133 16.341098
192.1485 152.9843 3 3 181.4881 181.103867 15.5386328
2916.44 3275.606 3 3 3124.98667 3128.058 140.797537

2369.757 1340.731 3 3 2177.90067 2189.934 499.50797
107.6407 69.4817 3 3 85.7960833 85.4520667 17.6562758
169.1136 212.3978 3 3 198.9254 198.103433 59.2616276
6.582214 5.720372 3 3 4.97700233 4.93778767 2.22001684
29.84177 32.35668 3 3 31.6855667 31.5987467 6.83455571
166.2415 159.7382 3 3 162.2984 162.121433 13.9907262
47.50901 19.87205 3 3 38.6298 38.8422933 5.81288356
530.0419 613.0696 3 3 542.9596 542.094467 28.0840996
901.3845 1060.794 3 3 1002.48407 1004.38517 130.059323
449.922 355.9709 3 3 375.336733 376.1529 15.143519

24.30636 22.28077 3 3 27.6923433 27.58184 5.31145209
363.3265 163.6098 3 3 297.686433 296.2501 33.9152958

0.00067972 0.00054189 3 3 0.00056253 0.00056697 0.000356
543.936 530.0154 3 3 505.004667 504.091233 50.4998258
543.936 530.0154 3 3 505.004667 504.091233 50.4998258
543.936 530.0154 3 3 505.004667 504.091233 50.4998258

124.9265 102.4675 3 3 114.745597 114.98 16.0763599



97.99833 75.89731 3 3 91.72556 91.9383133 11.2461509
99.41644 79.05646 3 3 84.3019 84.0588667 15.5399185
50.01333 40.53481 3 3 51.1198533 50.9871767 3.21162367
613.3485 536.6611 3 3 565.0398 566.256867 96.7677126
3321.049 2814.708 3 3 3463.96167 3474.09467 456.905465
184.711 175.8651 3 3 176.9349 177.258833 27.2620747

141.9349 152.9082 3 3 142.286833 142.444567 9.20040055
34.72968 38.92339 3 3 30.7296467 30.59767 3.4703088
69.33286 131.3164 3 3 94.0428833 93.50496 33.7605511
627.3359 504.4684 3 3 605.479367 606.5859 28.6417461
86.38129 74.16364 3 3 73.6539033 73.8244767 8.10584987
28.84618 17.28062 3 3 22.5803167 22.6823267 6.9125679
1169.66 2536.379 3 3 1663.901 1654.45867 339.703866

183.2406 142.4128 3 3 153.8074 154.095967 3.1116632
71.9152 72.53859 3 3 72.8808767 72.53751 30.4476177

29.79948 65.79279 3 3 44.12085 43.86941 11.766102
9.564767 10.49736 3 3 8.540336 8.58443367 3.02588546
191.3194 71.64717 3 3 157.836867 158.70419 16.6854981
75.69201 65.5886 3 3 68.37824 68.52031 11.1562932
47.79202 35.83646 3 3 39.55356 39.43339 8.09530239
17.90401 18.31531 3 3 17.12996 17.17319 3.56178014
36.43856 27.98515 3 3 33.8789833 34.05257 14.8773899
121.4091 88.7657 3 3 104.88115 105.172167 20.8858231
119.9514 105.3268 3 3 105.04693 105.302833 18.1637095
107.0059 118.2264 3 3 107.46149 107.637803 12.3685216
32.48902 34.92347 3 3 37.0096233 36.9446433 1.69600834
62.60337 74.37042 3 3 76.9539467 77.23123 19.8741844
1460.617 2015.387 3 3 1717.02933 1711.49033 429.973724
216.8609 126.4135 3 3 170.937867 170.434 11.8058845
30.69356 49.68489 3 3 33.9282333 34.0852333 3.68771364
7.40112 5.088629 3 3 5.46395633 5.435224 2.01838123

36.03913 39.11426 3 3 38.73865 38.67777 5.2556275
37.62168 21.672 3 3 30.6355467 30.5476333 2.2609125
19.8861 6.734152 3 3 17.4550657 17.3290407 7.38204425
65.8182 152.5963 3 3 99.7808267 99.2067233 29.2856548

129.2218 104.073 3 3 112.848 112.675467 8.48576834
239.2013 169.9673 3 3 210.0086 209.527133 29.8369596
112.9073 81.94634 3 3 92.4408567 92.2225233 11.1532999
2.501628 4.01713 3 3 3.928787 3.89786167 2.67155613
3548.03 6238.314 3 3 4482.254 4466.504 142.233302
77.1703 90.66875 3 3 78.81289 78.69185 3.62959645

284.7706 205.9722 3 3 227.003167 227.550833 20.6731363
5.372874 9.740553 3 3 6.19473867 6.16183067 0.11456609
42.49974 45.32663 3 3 36.0128567 36.14997 1.70283608
10.62073 14.61846 3 3 10.3828493 10.3158507 5.00475707
63.39363 45.79023 3 3 59.7500967 59.9082367 9.63462395
24.27946 33.62498 3 3 27.0488167 26.9846333 2.94898162
66.61683 34.17913 3 3 51.4017167 51.2358967 4.05952621



738.024 544.5515 3 3 653.4738 651.7744 141.78459
208.4936 183.3567 3 3 207.194333 206.864467 24.7215311
113.2505 86.82045 3 3 102.46204 102.656783 14.1964242
34.52296 19.19747 3 3 28.61069 28.69855 3.60925099
1005.881 808.9755 3 3 881.608467 880.494033 36.5642108

541.03 1076.159 3 3 801.037067 794.048967 670.675965
40.37673 43.77373 3 3 44.5979533 44.3782233 22.3068951
5185.79 6192.207 3 3 5091.489 5079.26567 484.267279

470.3357 406.3123 3 3 431.6779 431.336667 10.2379533
159.3962 99.86827 3 3 134.226 133.898623 15.5316389
594.4905 458.5536 3 3 533.703633 534.376567 14.4968218
218.109 195.9386 3 3 201.177567 201.5852 40.5290652

100.6356 108.7232 3 3 98.2309 98.34296 1.93311276
1406.266 1626.116 3 3 1439.66533 1437.61367 129.613065
31.87633 12.90228 3 3 31.1945867 31.38137 8.04572804
262.664 287.4206 3 3 260.925867 260.554567 28.3900103

576.8564 486.3262 3 3 518.236233 518.8321 40.0821408
669.5533 827.0316 3 3 713.1231 711.897733 85.9153883
257.8268 209.4301 3 3 212.3561 212.879633 37.0545351
186.5887 131.7311 3 3 158.2525 158.610333 27.7576766
952.9285 729.1992 3 3 935.7454 938.618567 239.15455
80.24796 44.37302 3 3 60.29637 60.48701 10.3642973
406.5762 408.0884 3 3 383.030667 383.6279 51.9728695
258.2908 207.6685 3 3 229.4596 229.1056 29.4434889
204.384 106.1854 3 3 151.501367 151.037667 14.8050619
39.5449 17.27086 3 3 27.4802833 27.59113 5.27599493

992.2305 1065.168 3 3 1131.14353 1127.7385 340.305468
896.1437 807.0006 3 3 970.743567 968.683767 102.591472
1035.591 1149.362 3 3 1068.42273 1070.20167 189.709514
1167.327 1082.387 3 3 1170.031 1168.823 106.589821
67.04664 30.53216 3 3 51.0306267 51.1945367 0.6241654
41.92694 22.53925 3 3 37.2273967 37.0643167 13.997361
62.86785 94.81509 3 3 77.44534 77.2902233 8.22684885
871.5359 558.2703 3 3 791.647567 793.760033 136.20785
76.99361 77.53321 3 3 77.4010467 77.2650933 16.0788832
328.6685 298.1769 3 3 304.704167 304.2837 44.7762012
2651.198 2717.462 3 3 2648.95133 2645.96333 347.193403
1617.443 1569.199 3 3 1777.084 1780.462 237.821238
306.7911 308.3421 3 3 291.366867 292.2561 102.986507
92.74438 92.7821 3 3 98.69568 98.5823933 9.13986231
552.6659 512.4944 3 3 562.477833 563.2152 68.3634914
750.8891 553.7444 3 3 722.423433 723.880067 78.1443811
2178.606 2635.872 3 3 2327.02067 2322.55633 469.103612
599.3005 433.6556 3 3 528.683533 529.426533 28.0808841
115.0555 36.03801 3 3 66.69975 66.3458467 6.20796706
61.70989 83.52127 3 3 81.6131567 81.79782 11.7045778
5909.635 4119.348 3 3 5223.30567 5214.75833 447.522623
101.6865 99.54388 3 3 92.9243467 93.0307933 0.95226721



25.48404 18.17206 3 3 22.78628 22.8245833 2.51156288
17.82828 23.53443 3 3 20.2692933 20.22856 4.10814377
430.3488 324.5832 3 3 355.709067 356.229967 14.8778846
777.3414 1005.711 3 3 930.232033 931.2938 23.8974744
3680.811 1909.757 3 3 3208.433 3199.35033 350.837415
954.2639 894.0354 3 3 920.972133 920.119833 107.199076
197.6378 120.6221 3 3 154.6059 154.960267 25.1274286
77.34784 41.23391 3 3 51.8436933 51.66339 9.73749507
70.70782 63.32449 3 3 63.2325 63.16246 5.72425286
2030.854 2124.906 3 3 2242.84433 2245.07567 79.4092217
59.30959 42.18931 3 3 46.9067133 46.7970067 10.1537234
59.30959 42.18931 3 3 46.9067133 46.7970067 10.1537234
116.4149 81.10083 3 3 98.7263633 98.87241 9.43828437
308.4806 321.5822 3 3 303.697867 304.085133 50.0824829
36.07314 65.22113 3 3 58.9838867 58.8303633 7.35823665
375.1855 362.4095 3 3 341.469667 341.892967 37.7523549
2122.975 1986.385 3 3 1996.25567 1999.38233 431.61875
98.3485 81.64134 3 3 93.2396733 93.3443467 11.0847128

90.84282 82.55124 3 3 83.52704 83.4715833 3.93010767
421.5422 379.5109 3 3 424.0979 424.537867 44.7785696
40.89951 39.00169 3 3 37.77848 37.8287633 6.35817564
69.58156 94.55541 3 3 79.0938 79.1857 1.97219801
87.66575 88.72796 3 3 89.00772 89.1103567 15.1332965
64.89359 47.8068 3 3 55.5394433 55.4534567 9.43497575
82.22551 61.82647 3 3 65.6313533 65.5240967 5.26617447
24.22035 20.25449 3 3 20.9524067 20.9775467 2.41464902
80.02265 82.35555 3 3 87.8741067 87.7891333 6.0049161
297.7099 237.4835 3 3 282.2296 282.737067 67.8841369
427.0831 550.9797 3 3 504.766733 504.276133 37.9226337
49.82996 37.40416 3 3 43.8795333 43.8331233 4.00574558
1569.559 2007.1 3 3 1744.09033 1738.66733 833.883385
124.3714 105.2203 3 3 114.039433 113.9592 8.434723
65.27087 78.1875 3 3 65.30152 65.1911 12.0840561
44.01592 56.76015 3 3 48.23747 48.2854033 2.43442829
4544.441 3627.655 3 3 4104.42267 4107.806 294.839639
546.9824 725.4766 3 3 575.793267 578.045567 339.074713
971.0404 1135.744 3 3 976.602267 978.099567 187.971352
466.484 629.2661 3 3 507.265033 505.929533 187.759217

235.5536 242.3329 3 3 245.908333 245.789833 15.155734
4351.541 4451.362 3 3 4244.23033 4238.215 967.373679
825.4884 645.4111 3 3 765.6111 766.383333 78.8383529
578.999 811.2386 3 3 685.8992 684.995733 99.1501864

179.0457 188.086 3 3 177.295033 177.408867 16.6546085
10.10982 6.594341 3 3 10.5810853 10.5533203 2.72485979
362.5578 353.6723 3 3 331.653633 332.0225 49.0786711
140.4983 91.36198 3 3 128.892367 129.111693 22.1214098
17.72178 8.91464 3 3 14.9142177 14.9507967 4.32521754
62.68719 86.95345 3 3 72.1740133 72.03323 22.9259403



44.19635 27.77474 3 3 34.298 34.2445333 4.96960767
298.6739 315.9158 3 3 293.989133 294.124 7.41234463
33.77694 31.29137 3 3 30.1203567 30.1737033 9.19382892
899.9495 610.3254 3 3 833.241233 832.043133 126.490125
127.7887 86.65784 3 3 115.599667 115.732813 6.79823031
226.7691 289.4912 3 3 250.328267 250.111433 25.5067042
60.67863 55.92629 3 3 63.88609 63.8321867 4.09695113
289.1244 219.6178 3 3 248.405467 248.184567 24.4490968
582.9835 470.2336 3 3 500.141667 500.973667 148.943007
197.3634 162.2563 3 3 192.806267 192.6564 10.1579225
44.58162 43.27261 3 3 42.4862833 42.4324533 10.6182781
51.79967 75.69366 3 3 64.7553567 64.6929867 3.94809392
63.81307 53.25953 3 3 56.3132933 56.2783 2.90425923
921.877 724.7233 3 3 769.855433 768.9914 114.638693
24.7716 14.00959 3 3 20.1203033 20.0887833 3.48031515

1189.084 1230.354 3 3 1165.7416 1166.706 183.870495
425.285 345.412 3 3 373.953033 374.575967 121.559256

400.3833 285.4526 3 3 378.183033 378.648633 47.6815037
294.7377 258.472 3 3 308.3456 308.834133 84.7216833
170.036 151.1106 3 3 180.350533 180.1862 6.48482242

158.3355 157.5462 3 3 152.847167 152.600067 53.3746128
1860.364 2027.63 3 3 2073.45 2074.82167 186.392517
56.70198 45.30878 3 3 50.8687267 50.9384567 14.7164431
22.29621 37.83937 3 3 34.3961733 34.34445 4.67628578
173.8427 140.638 3 3 153.268167 153.1621 17.470271
254.6444 132.5594 3 3 211.5977 211.936267 41.4362838
47.00419 32.8991 3 3 40.9572733 40.9105967 8.39115822
202.1235 127.9871 3 3 154.199633 154.4063 26.8876717
1467.44 1328.028 3 3 1505.96367 1507.40067 279.360016

8040.106 8585.249 3 3 8631.357 8635.87567 891.684664
80.5857 64.09946 3 3 82.5569833 82.45772 14.3717278
61.6447 71.93463 3 3 66.42787 66.4697933 8.79849333

751.3654 826.2484 3 3 1152.06447 1149.24227 305.339812
50.87717 38.59262 3 3 42.0283133 42.0859967 11.998953
27.88062 17.93149 3 3 20.40442 20.4332333 2.86596929
191.2513 147.5058 3 3 160.295133 160.1769 11.828996
59.3502 51.41581 3 3 56.1849967 56.2047633 2.66699173

50.25552 44.56474 3 3 54.54096 54.4768933 10.7734883
1810.555 1245.907 3 3 1685.308 1687.097 242.117353
2614.307 2202.56 3 3 2838.01233 2841.20533 318.509038
89.39841 73.69286 3 3 83.3160333 83.2696467 8.95827137
200.7492 271.3488 3 3 274.0229 274.526667 110.506066
377.634 458.5724 3 3 466.441933 466.824067 43.9754348

153.0636 188.6312 3 3 165.929467 166.028767 20.1271918
206.3343 220.3843 3 3 227.435 227.296567 30.682168
3344.233 3893.276 3 3 3746.652 3748.235 285.259508
16.07527 24.14969 3 3 22.2063567 22.1878267 1.33059934
1.903694 2.109155 3 3 2.71626367 2.71196833 0.42244573



186.8515 203.6336 3 3 177.3933 177.207533 45.8476336
943.9291 1068.097 3 3 939.893333 939.454767 27.568496
13.08245 10.1267 3 3 10.5053773 10.494118 2.43782793
172.4384 137.2692 3 3 152.0325 152.100933 10.6596861
90.21012 168.4788 3 3 123.835823 123.98514 22.6188042

7121.2 6505.865 3 3 6800.94467 6797.87667 910.899826
156.2609 131.6857 3 3 144.7731 144.877467 30.7333104
168.3386 122.4403 3 3 144.513267 144.44 4.21429505
29.80628 66.89956 3 3 43.7925767 43.7253733 8.04465269
1267.277 1088.474 3 3 1158.64667 1159.20067 152.998647
5.47061 3.192134 3 3 4.049941 4.05485933 1.05298934
40.3623 37.19517 3 3 39.3017733 39.31069 2.41016562

110.9374 83.49637 3 3 97.2186333 97.27834 15.0399061
512.0837 305.3646 3 3 496.549033 495.942567 100.207758
1156.324 916.4803 3 3 1178.58797 1179.6301 262.140462

0.0137485 0.9310225 3 3 4.95674833 4.97827033 1.86619036
57.14211 49.10266 3 3 56.2322233 56.21293 2.83763037
226.1619 165.9921 3 3 192.0981 192.180167 4.73649562
56.92622 29.72805 3 3 46.53831 46.5781467 3.68983145
51.57623 40.47281 3 3 48.5527133 48.5722033 2.70557168
210.9335 216.6767 3 3 207.658267 207.698933 11.5905639
1847.995 2121.095 3 3 1959.45433 1959.85067 66.3148148
574.7128 629.7831 3 3 611.499667 611.3649 44.0238524
233.8677 188.6016 3 3 198.8596 198.950967 19.9832583
126.5245 122.1794 3 3 137.648833 137.708067 6.29493866
74.09126 47.24036 3 3 62.7711133 62.8069333 4.98627965
37.16881 17.52022 3 3 29.42929 29.4552867 4.67056474
977.5775 766.4062 3 3 858.919133 859.1716 33.9935397
57.46272 30.56289 3 3 44.6377733 44.6106267 2.79663823
173.9769 189.7153 3 3 174.1462 174.110933 8.93624634
90.44572 64.27379 3 3 82.6723267 82.6386833 6.33258707
992.0671 1125.963 3 3 1007.57023 1007.95897 167.076619
418.7841 663.9459 3 3 484.650567 484.300467 94.0779875
68.87794 47.59983 3 3 54.1622033 54.1351633 6.29909938
562.3975 315.7813 3 3 485.479533 485.775267 57.3914719
33.57838 32.61389 3 3 32.3184533 32.31063 3.97231159
142.0493 133.4094 3 3 133.9098 133.891133 6.28150782
23.34437 13.25693 3 3 20.0176467 20.0063633 2.28332038
122.5913 108.0208 3 3 111.196533 111.176367 4.89750815
61.4861 51.98706 3 3 52.2666733 52.23696 14.0418323

147.7287 110.4452 3 3 127.158567 127.116333 14.654493
341.4928 311.3065 3 3 310.772667 310.828933 8.85419869
2939.275 2808.43 3 3 2633.325 2634.03733 141.706518
101.331 146.2903 3 3 117.587767 117.5483 10.2735605

1694.521 549.6546 3 3 1220.31993 1221.28087 381.767769
6377.173 7408.278 3 3 6472.43233 6470.26367 1338.95113
526.0524 481.2053 3 3 461.019233 460.8966 54.1868355
572.0199 641.6354 3 3 612.932233 613.007067 45.0466764



456.323 526.4199 3 3 529.735867 529.442233 214.94656
1746.678 1064.567 3 3 1613.81333 1613.17167 152.28484
5.026114 5.580856 3 3 5.720745 5.719178 1.2332209
176.1573 143.6477 3 3 151.747433 151.7697 1.36565512
23.75987 9.955137 3 3 17.38008 17.373049 1.4912758
741.8704 615.7691 3 3 657.770967 657.647467 122.215545
131.2941 175.4037 3 3 193.474867 193.542667 42.9093762
26.87584 16.96396 3 3 25.016 25.02308 5.42160739
49.32091 30.13729 3 3 37.6216167 37.61289 5.71587823
2106.989 2136.588 3 3 1958.67533 1958.41167 253.765676
3026.844 2764.345 3 3 3045.55067 3045.90533 426.633058
33.72302 20.0473 3 3 30.6241333 30.63194 7.10630445
375.7037 310.9945 3 3 332.262433 332.239033 6.55142433
502.8143 430.8092 3 3 431.194 431.2462 84.2403967
7282.056 7073.957 3 3 7083.731 7083.94833 505.528462
100.6703 83.57629 3 3 85.15959 85.1647833 10.0914435
1662.731 1000.264 3 3 1499.78467 1499.907 64.7858761
374.2814 305.361 3 3 340.540667 340.549267 31.1725527
11.01146 9.189076 3 3 11.119369 11.120502 6.18548104
775.3422 696.2292 3 3 754.000567 753.992567 38.4692129
224.5733 216.8979 3 3 209.786467 209.7855 17.324503
88.14352 119.5245 3 3 99.4834167 99.4841467 17.0089022



E.SD ClnMn ElnMn ClnSD ElnSD t t.df
4.29734808 6.03917912 6.31524102 0.00378893 0.00776458 50.4323947 4
6.12298101 5.54849991 2.7449233 0.0247663 0.43454409 -47.150372 4
50.9312373 8.36181579 5.95494217 0.03970218 0.13027703 -37.993733 4
6.80677238 6.08989216 3.69508545 0.04676122 0.16317223 -31.592323 4
4.06464279 6.78716469 4.05777116 0.05450231 0.07017283 -29.447167 4
3.97064759 8.90306206 3.50034 0.05801128 0.12123975 -29.417518 4
9.67260786 5.87763677 3.75441552 0.04506814 0.21186643 -28.949135 4
2.39284331 6.12761352 -2.194804 0.06120676 3.75227804 -27.948913 4
29.7554687 4.32923872 6.35012502 0.12688711 0.05139651 27.5244701 4
231.957238 8.8487391 7.47698143 0.03421816 0.1270331 -26.897934 4
19.1850941 7.22691037 7.43986673 0.00631596 0.01126325 26.8602473 4
3.48300823 5.91761168 5.4586766 0.02239413 0.01481841 -26.343711 4
3.06726944 8.70397272 3.36121423 0.06600235 0.10641326 -25.875489 4
4.23937947 5.31490458 3.41622933 0.05232333 0.14443112 -25.870445 4
66.7201701 7.96330026 6.03462374 0.05412335 0.15712527 -25.252189 4
3.09279071 8.6290564 3.21785838 0.07036354 0.12812958 -24.122193 4
28.9969255 6.9142738 5.8757525 0.0369957 0.07958874 -23.801835 4
3.83679833 7.73875373 2.63843364 0.07325391 0.25490891 -23.047092 4
7.18180893 5.06094847 3.95617743 0.0256123 0.13346928 -22.100872 4
4.80876401 5.24017544 2.507054 0.06765004 0.37155917 -22.071331 4
96.860672 8.52751336 7.62084862 0.04515714 0.04697346 -21.053692 4

2.36644952 4.89793081 3.12541712 0.06750068 0.10220991 -20.986513 4
356.53267 9.20128878 6.67100536 0.06858991 0.40677455 -20.813032 4

2.30970066 3.6900816 1.76322331 0.04065705 0.35246966 -20.743099 4
7.07344287 8.26992749 2.76651972 0.08152672 0.49605234 -20.684981 4
2.28242284 4.32425064 1.8721019 0.07021939 0.38090292 -20.509073 4
179.437722 8.44339271 6.75304021 0.05742428 0.22065433 -20.408497 4
9.83909467 8.92374162 2.7912571 0.08384403 0.64567043 -20.202042 4
48.678403 8.07995445 4.91165851 0.08266777 0.34892202 -20.19745 4

50.5594148 8.11803474 4.95033915 0.08285972 0.34865421 -20.154407 4
50.5594148 8.11803474 4.95033915 0.08285972 0.34865421 -20.154407 4
79.2649355 7.38972076 4.86504289 0.06080547 0.56511864 -20.091671 4
37.5571737 7.56134565 7.84108487 0.02037086 0.01482871 19.8609022 4
97.4985314 4.82585699 7.33504885 0.50992128 0.06254751 19.6453377 4
10.4745155 8.87726858 2.97988021 0.08894177 0.60166946 -19.088454 4
10.4745155 8.87726858 2.97988021 0.08894177 0.60166946 -19.088454 4
144.852538 8.07745117 7.19227749 0.0296154 0.11219159 -18.883698 4
16.064344 6.29868366 3.60334147 0.08146697 0.46306383 -18.801838 4
5.8911049 8.63784735 4.28510094 0.08925033 0.08301455 -18.736231 4

0.74730158 5.76968853 3.92325868 0.07833867 0.01484035 -18.68135 4
12.3680992 6.73029363 5.93514278 0.04868122 0.03297252 -18.681114 4
79.8564435 7.87905567 6.00202663 0.07495554 0.20840545 -18.237992 4
5.55169281 8.12002522 2.50648626 0.09270409 0.50492729 -18.150807 4
4.01550961 4.03227302 5.14413277 0.18177985 0.02326929 17.9286965 4
5.95792633 8.15879804 2.49021912 0.09465869 0.54478664 -17.769472 4
39.8317234 8.29609412 7.60602123 0.04708012 0.01991657 -17.750636 4
234.072742 8.80422977 7.47673735 0.06393072 0.13232731 -17.585528 4



1.98379095 5.39925866 5.77286362 0.04415348 0.00617806 17.5002009 4
28.913741 7.17361688 6.29301502 0.05346451 0.05346675 -17.406257 4

42.2141594 6.59006758 7.38892005 0.10470503 0.02628713 17.3921192 4
8.7675935 5.18004564 3.89569809 0.05257151 0.1708333 -17.389976 4

3.17752997 2.53758902 4.04123797 0.25292608 0.05546528 17.2733872 4
25.6938391 6.98314098 5.59767657 0.07372357 0.09596828 -17.086922 4
470.767258 9.24304899 7.97730013 0.05777588 0.16562056 -16.82607 4

1.01322 6.39567857 5.30430922 0.07094299 0.00502904 -16.578631 4
1.01322 6.39567857 5.30430922 0.07094299 0.00502904 -16.578631 4

19.2909768 7.6889295 4.55323425 0.10297599 0.20370134 -16.512558 4
14.6797842 6.59325892 5.37866151 0.07259948 0.06793104 -16.447165 4
10.0417078 6.1505501 4.28678996 0.08860121 0.1432577 -16.184464 4
2.85609313 6.16015289 1.25416409 0.10776834 0.920639 -16.099289 4
3.1285036 3.99426794 1.40431748 0.07830996 0.70511746 -16.065486 4

50.4885255 7.2176582 5.2432361 0.08344745 0.28407524 -15.983889 4
6.31339528 4.92742039 4.35271708 0.01206311 0.08129432 -15.962069 4
68.5438992 4.19442533 6.79404963 0.96066133 0.07527911 15.5684284 4
21.6600236 5.74500236 6.23912574 0.01694657 0.0423434 15.5440029 4
44.1399115 7.03001107 5.56153854 0.07715611 0.16424618 -15.477959 4
98.1267208 7.75358423 6.75313369 0.05701751 0.11551576 -15.476705 4
13.5753914 5.82274307 4.88525658 0.05603581 0.10033075 -15.39827 4
11.5350623 4.56080826 6.62806951 0.67690653 0.01520517 15.3901325 4
7.15307631 7.48667815 5.02381245 0.10055221 0.04746323 -15.340289 4
5.10763727 5.36055045 3.51209101 0.09359671 0.14971272 -15.110799 4
12.3149864 5.59295662 5.06223501 0.01095421 0.07658989 -15.085591 4
12.3149864 5.59295662 5.06223501 0.01095421 0.07658989 -15.085591 4
24.4559053 6.12154772 3.32202174 0.08941593 1.02930892 -15.059088 4
60.4896398 7.86515918 5.72702276 0.0976172 0.20772457 -15.001459 4
36.378787 6.87280267 5.72724222 0.07056668 0.12064981 -14.939214 4

83.8010504 7.0659605 5.52644917 0.05614706 0.3101205 -14.931567 4
25.2176396 6.00651535 6.83659007 0.13317165 0.02688184 14.7151931 4
183.123489 8.19144178 6.85176064 0.07243933 0.2017408 -14.5928 4
5.87904713 7.65219201 2.59920818 0.1237493 0.44719968 -14.380326 4
28.4343549 5.06355714 6.64707507 0.39666285 0.03651843 14.3628588 4
18.771341 5.73682033 4.57988798 0.05509563 0.2030243 -14.350591 4

5.98387605 7.67639781 2.61387995 0.12412469 0.44852595 -14.33031 4
6.28245125 4.35889816 4.87568551 0.0179741 0.04831378 14.259083 4
27.3564573 5.65817547 6.51581374 0.12933427 0.04085642 14.2213984 4
8.91942589 4.49898644 5.12659383 0.03866999 0.05322757 14.2062144 4
90.3696561 8.34966786 7.35561989 0.07372749 0.05752182 -14.199567 4
19.8001645 6.44320616 5.88226966 0.04237177 0.05463182 -14.069111 4
38.1013206 6.88297744 6.2715456 0.04068716 0.07236598 -14.006162 4
76.5762207 7.010361 7.56474283 0.05921604 0.03924877 13.991993 4
13.0883364 5.59375549 5.05611302 0.01684939 0.08180818 -13.929309 4
7.46058132 7.8767032 4.13520527 0.12680297 0.11852503 -13.807307 4
37.1369906 7.25235846 5.84038418 0.09337314 0.10894325 -13.778522 4
94.1676595 6.00342531 7.21871897 0.18812061 0.07034267 13.770361 4
0.59574253 3.83848496 -2.0913618 0.12904424 2.90464396 -13.660401 4



0.37849738 4.99721961 3.95377717 0.08359444 0.00726635 -13.565573 4
9.50876082 8.42112371 4.72666823 0.12674678 0.08589207 -13.557822 4
16.433817 6.66592413 4.46464045 0.11478389 0.19026096 -13.556173 4

41.3640384 4.68422611 6.27853233 0.3231164 0.07861011 13.5360827 4
13.2825876 5.88395423 5.29789422 0.04330152 0.06530392 -13.388662 4
22.1255152 5.96789692 4.75559585 0.0722387 0.2004823 -13.334357 4
1.35470324 4.48494198 4.84657254 0.05375974 0.01060932 13.3021491 4
17.4584557 7.18126821 3.48659529 0.12629318 0.45650633 -13.224701 4
17.4584557 7.18126821 3.48659529 0.12629318 0.45650633 -13.224701 4
14.5451671 7.25343313 3.82044699 0.12498883 0.29385165 -13.204409 4
5.8514184 4.69426653 5.15557964 0.05528824 0.03342315 13.1895867 4

1.77771453 4.40094202 3.30811885 0.08692232 0.06404845 -12.966305 4
69.3910407 7.13598076 6.24169776 0.05725998 0.13036367 -12.919946 4
96.8972726 8.23577819 7.77554284 0.0429756 0.04024713 -12.885508 4
11.0422507 9.81657435 4.24073378 0.13957733 0.15569523 -12.884236 4
4.36909601 6.78515211 2.18019779 0.13247071 0.48152423 -12.866796 4
1.67257915 3.15500584 2.28243136 0.031594 0.17727053 -12.856889 4
81.0300481 7.5146608 7.02469534 0.02763242 0.07356544 -12.85421 4
16.6027278 4.73300845 5.53585908 0.0809856 0.0644223 12.8489433 4
19.2787314 6.6981432 6.18164008 0.04832801 0.03978178 -12.839922 4
21.4475359 7.6193067 4.43425243 0.12598427 0.23736465 -12.828538 4
5.66579761 7.18950981 3.0242487 0.12855468 0.27463498 -12.827226 4
92.2914454 7.38133154 5.95393078 0.08296697 0.22435634 -12.799214 4
22.1004631 6.19609909 5.63162288 0.03672362 0.07908629 -12.788326 4
52.4276399 6.94968114 6.38340572 0.03109509 0.0865754 -12.66028 4
35.9312767 7.04765739 6.48332778 0.05070719 0.0540734 -12.655355 4
20.4542665 7.53857374 4.40205145 0.12762023 0.23274722 -12.637018 4
102.917534 8.38043837 7.70811649 0.06394597 0.045663 -12.628845 4
131.485198 4.52548204 6.95848928 0.15571882 0.12127929 12.6255278 4
20.8382374 5.75538814 4.33634005 0.07884015 0.25242481 -12.622783 4
14.4810105 5.88170862 6.16501239 0.01974855 0.0306508 12.6186684 4
8.67768871 6.43365014 6.2650103 0.01620781 0.01650977 -12.588475 4
195.122766 7.94605729 6.74902551 0.06738073 0.2196581 -12.572117 4
32.5534706 7.53970219 3.95910344 0.12856648 0.52605603 -12.550425 4
84.6101299 7.46028585 8.1246512 0.11884107 0.02522628 12.5343951 4
233.432388 5.76343218 7.68659832 0.30688558 0.1087122 12.5169375 4
10.1873396 5.24174591 4.25467275 0.06894753 0.1442862 -12.506266 4
247.06137 8.44537896 6.91423058 0.09709453 0.26194096 -12.416474 4

7.38467088 8.04810265 3.07855439 0.14136563 0.37170255 -12.408084 4
15.2629268 5.44567803 5.89999297 0.04570021 0.04132195 12.4062591 4
64.0152594 8.04356642 7.79471991 0.02292838 0.02627548 -12.404951 4
243.205118 7.26444399 8.07485462 0.04640514 0.07733753 12.302457 4
39.4292816 6.6288884 5.01349885 0.0991277 0.24270093 -12.275123 4
28.8262043 6.25327921 6.6511201 0.04182876 0.03685972 12.2359234 4
65.8484364 7.67810769 7.43149793 0.00524808 0.03861185 -12.21918 4
20.5384764 4.91790375 5.66968671 0.05404555 0.07216733 12.2082868 4
12.042661 5.49876282 3.53967468 0.11456464 0.32168039 -12.207522 4

63.7881546 8.05680255 7.80752553 0.02399648 0.0258479 -12.192608 4



104.319189 7.33621426 6.04084392 0.07604759 0.23077273 -12.185288 4
10.5426677 5.82874643 5.46416752 0.03050194 0.04425135 -12.181277 4
54.4608095 7.90229764 6.18981613 0.11792835 0.10895786 -12.174844 4
19.7328918 7.27414118 7.82601928 0.10316405 0.00789493 12.1689898 4
18.2508673 5.9246398 4.32442661 0.10132526 0.22505675 -12.127941 4
136.125338 8.01338063 7.40138549 0.04723663 0.0830946 -12.080303 4
10.652559 4.50204721 5.33961453 0.14592484 0.05105156 12.0648393 4

12.3653039 5.73162251 5.0608466 0.05836417 0.07931176 -12.04446 4
764.052891 9.2294222 5.77793277 0.11631399 1.38476983 -12.01868 4
25.0162321 6.97423385 5.61276372 0.1081954 0.09267061 -12.016677 4
33.8262591 7.58052612 3.99426475 0.1344262 0.52745359 -12.004909 4
43.8582579 5.19012239 6.29608138 0.15288355 0.08210198 11.9790449 4
2.8131028 5.90631777 1.99388225 0.14222763 0.41841844 -11.973843 4

12.0342085 6.15690693 4.1702378 0.12038037 0.18145927 -11.969304 4
33.289354 6.68926314 5.94851587 0.06242925 0.08900448 -11.953682 4

95.5548623 7.18552289 7.59279293 0.00965682 0.04880188 11.9520287 4
13.1681732 6.41971414 3.7948452 0.1372958 0.29085279 -11.930199 4
4.26770747 7.06191447 6.52431391 0.0594272 0.00627333 -11.926721 4
1.4250277 6.45034093 2.32928762 0.13907155 0.13817389 -11.919082 4

4.81592239 4.38949824 2.54466557 0.10836491 0.33919144 -11.889394 4
30.3176231 6.94847774 6.40369114 0.05456765 0.05074949 -11.858601 4
3.16033321 4.63536815 4.27581867 0.03214438 0.04337423 -11.796781 4
60.4254583 8.77126355 8.833247 0.00072435 0.00880546 11.7855317 4
95.7309867 7.92833023 6.83572919 0.09152756 0.10531836 -11.765103 4
12.9583697 3.51765265 5.10772859 0.37346205 0.07720186 11.755806 4
134.302165 8.0188249 5.8440134 0.12332085 0.41186754 -11.752331 4
5.25713702 6.36101269 -0.9129885 0.14805805 3.72976091 -11.751771 4
11.7735695 4.065662 4.96541758 0.0764791 0.08347284 11.747034 4
150.065373 8.7647836 7.89107537 0.08138706 0.05609979 -11.736103 4
98.6821118 8.77252297 9.0234539 0.03880499 0.01193254 11.7312502 4
6.15590885 4.97973983 3.2161182 0.11660314 0.2604659 -11.724279 4
33.4719686 6.92788752 7.19423819 0.03125968 0.02501123 11.683309 4
186.015959 8.27829879 7.71395666 0.04315081 0.08316493 -11.655263 4
18.2013841 4.77122255 5.55729037 0.08934027 0.07159562 11.6446182 4
29.6872677 6.42851886 6.03510136 0.00536649 0.0701912 -11.638714 4
7.76892738 4.82115025 2.37605722 0.11520719 0.65728244 -11.635519 4
1044.70303 9.46883951 8.56071285 0.0363699 0.21106547 -11.593939 4
27.5346953 5.97641866 6.72804401 0.14542182 0.03311592 11.588078 4
22.0230801 7.0798895 5.2631353 0.12928833 0.11032052 -11.553403 4
22.0230801 7.0798895 5.2631353 0.12928833 0.11032052 -11.553403 4
50.4410543 6.14214478 6.75225716 0.06379288 0.05860015 11.5278843 4
11.1097328 4.32923221 5.37481862 0.21839137 0.05069416 11.5132143 4
11.8108862 6.47650728 5.09490448 0.10826549 0.07232873 -11.498483 4
12.6380055 4.6309478 5.33822548 0.0929489 0.05983999 11.4834003 4
13.1821781 6.8736979 6.62683377 0.0298367 0.0173936 -11.480555 4
163.861974 7.71663351 6.40691054 0.08428937 0.27857513 -11.412275 4
6.80602159 5.98488269 3.74705824 0.14026125 0.15990257 -11.412057 4
21.5162604 5.78105489 4.59421646 0.08282529 0.20416876 -11.403684 4



12.037301 9.38257911 4.33089843 0.15791696 0.16053039 -11.386184 4
19.4182129 5.59987637 5.99166792 0.01500968 0.04830628 11.3491562 4
25.7888562 7.25178894 7.11052965 0.00836366 0.0211645 -11.34136 4
303.949346 7.77003642 8.59906385 0.15021624 0.0561617 11.3244407 4
0.51706361 5.56008808 2.84687751 0.14920984 0.03019375 -11.303868 4
2.3403776 7.93562577 2.9458949 0.15160839 0.12507223 -11.302702 4

242.724215 9.05505515 6.53679186 0.134295 0.38582025 -11.294406 4
17.2203514 6.41944081 5.61265491 0.07880516 0.06398465 -11.27197 4
1.20380417 3.70737031 1.22591885 0.13624014 0.35449518 -11.270159 4
14.074041 6.07359737 3.91348676 0.12742313 0.30328555 -11.264311 4

8.10993445 6.80939268 3.49421686 0.14272111 0.24153223 -11.256595 4
1.05590051 4.18958076 3.82955877 0.04445205 0.02306018 -11.226101 4
10.3716633 6.97064529 4.70151755 0.13607785 0.09403244 -11.218075 4
19.8832386 5.52433848 3.85004933 0.09578184 0.3733312 -11.214426 4
21.7555052 3.73292036 5.37397807 0.40189184 0.09808253 11.1860385 4
31.4124317 4.24383039 5.66746846 0.18537547 0.10613909 11.1772072 4
77.3425819 5.90892853 6.94166393 0.17713475 0.07476824 11.1463861 4
10.9440506 6.9542705 5.86055187 0.10631229 0.03129288 -11.128402 4
9.54570342 5.87791506 4.55210544 0.10871323 0.09982422 -11.124057 4
92.9368224 7.98464871 7.26057259 0.07253586 0.06597829 -11.121182 4
2.43492152 6.11082275 1.71518885 0.15170704 0.4677288 -11.112563 4
8.46076181 8.64306201 3.45818093 0.15803426 0.2851696 -11.097639 4
12.7939636 6.05090174 6.40619929 0.0602054 0.0212492 11.0867985 4
12.1846077 5.83965432 4.36616848 0.11189851 0.15138292 -11.07264 4
18.7513315 5.68472494 3.45381084 0.11941427 0.62327865 -11.042078 4
2.19339219 3.99963125 1.91815522 0.12770665 0.34855701 -11.029539 4
23.1192072 6.31501198 4.65122855 0.1243584 0.21939868 -11.024036 4
145.778184 8.56008676 8.15927184 0.04433398 0.04121315 -11.020555 4
279.777858 8.75264415 7.6664433 0.09188918 0.13330686 -11.017301 4
14.9829673 5.97077945 4.76863341 0.10078554 0.13174119 -10.992567 4
4.44052979 3.47274283 4.1453617 0.06734846 0.07161451 10.8832847 4
10.1099303 6.33645706 3.30901789 0.15355515 0.34033371 -10.844395 4
28.5292426 7.10344512 6.82641025 0.03142041 0.03096188 -10.748296 4
2.58647374 3.75336503 4.28551791 0.09470657 0.03526154 10.7320908 4
1.47786612 5.05422068 5.16644928 0.01672638 0.00842098 10.7253028 4
78.3987888 7.67429896 7.15988887 0.05405085 0.06014324 -10.724468 4
6.76230644 4.94102249 4.39059972 0.04882288 0.08508508 -10.720054 4
8.33476357 6.33288187 3.24564492 0.16083088 0.29496254 -10.717408 4
0.94949627 3.65766474 2.82808321 0.09041058 0.05680854 -10.709933 4

5.363902 7.75479829 1.70656937 0.15507415 0.85104452 -10.703625 4
3.7523 5.09851275 5.37745996 0.04710951 0.01730759 10.7029181 4

27.5003774 5.62729715 4.51769939 0.04227712 0.27546616 -10.636444 4
25.8300353 7.26547919 4.63565979 0.15768369 0.26547135 -10.629261 4
72.2528335 7.99271687 7.76381404 0.02260339 0.03067041 -10.614299 4
10.7128813 5.161795 5.55705538 0.05035643 0.04158942 10.5863984 4
54.5649717 6.83862287 6.35492067 0.02195816 0.09354675 -10.581348 4
11.4345125 6.8567158 2.9876402 0.15433228 0.52490053 -10.57865 4
27.2380023 7.45138455 7.30656696 0.01536793 0.01833837 -10.565767 4



200.870298 8.47795936 7.52057698 0.0904832 0.10542658 -10.55826 4
4.77727215 4.16311992 4.53678043 0.00629125 0.05190322 10.5492154 4
49.6790905 6.83737375 6.41222535 0.01926201 0.08049867 -10.547919 4
46.9028702 7.29071744 5.1498375 0.1481395 0.25247537 -10.519345 4
132.874685 7.3438315 6.08849255 0.07736409 0.3098187 -10.49953 4
87.4629549 6.40578532 7.05347874 0.04342421 0.07671809 10.4937842 4
3.37802835 6.85084454 3.04961899 0.17029744 0.15329034 -10.477753 4
10.5890429 3.24961558 4.84136128 0.43516746 0.08310679 10.4707409 4
1.44734084 5.03204342 5.17890824 0.02449772 0.00815976 10.4520845 4
160.733743 7.89803087 6.13348103 0.12792063 0.32646086 -10.445733 4
2.27583612 6.35700202 2.12605727 0.15934562 0.2879146 -10.445635 4
9.01525019 6.63023905 3.27901763 0.15832832 0.35209907 -10.43822 4
231.586228 7.60437131 8.51490694 0.22309738 0.04692556 10.4370997 4
2.33755073 5.08726768 4.64895047 0.05833067 0.02223465 -10.39577 4
41.9142263 7.82052587 7.12836703 0.08380074 0.03376538 -10.39513 4
98.706564 7.65142218 6.88423665 0.07723667 0.09867578 -10.389942 4

30.2379304 7.09700658 5.51953159 0.12580773 0.11892473 -10.389085 4
25.0693168 6.20250609 6.52190506 0.03667 0.03684158 10.3759697 4
1156.12844 9.10626989 7.2827928 0.045326 0.6444451 -10.372523 4
23.6224358 6.17885738 6.53604666 0.05251894 0.03407579 10.3642997 4
69.6080893 7.31218548 6.26674404 0.10071714 0.13173644 -10.363535 4
245.621208 8.12023903 8.51154892 0.03300137 0.04885855 10.3537417 4
11.9293866 6.11920654 5.82560759 0.03364868 0.03499459 -10.352462 4
91.5310219 7.83781575 7.1735498 0.07185605 0.07003024 -10.347023 4
10.0352159 7.70757189 3.50617779 0.15923135 0.27906485 -10.332437 4
50.9803953 5.75242959 6.94718112 0.32674892 0.04967929 10.3094852 4
4.86872583 7.62287365 1.8810018 0.16071777 0.63255665 -10.308187 4
35.4017009 7.42351467 4.38474079 0.16720314 0.3879708 -10.294216 4
31.0914704 10.216145 4.55066017 0.16830255 0.30117085 -10.276598 4
11.4375727 7.10182723 3.5046044 0.17047935 0.31426471 -10.270757 4
74.2682883 6.52837639 7.14554632 0.09679813 0.05839935 10.2499595 4
158.987317 8.50437983 5.87002237 0.15384092 0.48552114 -10.247285 4
71.8594348 8.55261846 5.75719782 0.15229205 0.21326915 -10.238502 4
1.89984747 3.52595841 3.92408079 0.06188366 0.03717106 10.2363882 4
9.8436845 5.74902075 5.37757491 0.04253499 0.04588794 -10.23341 4

401.214557 8.31312926 7.39838387 0.01823565 0.26048068 -10.225226 4
0.46793142 2.2978545 0.60429728 0.13531527 0.23732879 -10.221193 4
9.74754144 7.20369072 3.39904096 0.17186092 0.29955796 -10.220908 4
9.67753534 6.04743225 4.22999969 0.14605928 0.13600037 -10.215137 4
10.799171 5.09968742 5.46799985 0.03748209 0.04519338 10.2106663 4

129.889647 7.57309369 7.98503442 0.05493318 0.04438274 10.2028561 4
3.46556619 4.41987694 3.24172296 0.10974965 0.13866942 -10.188735 4
14.4921863 4.81866371 5.34812519 0.02175927 0.0676292 10.1877083 4
0.42790952 3.6105958 3.33534465 0.03977676 0.01520766 -10.181341 4
6.43879935 7.51973833 1.68531322 0.16301727 0.85343232 -10.177289 4
161.637941 8.40328321 7.67410315 0.08025189 0.07568211 -10.170484 4
5.04675695 6.45622715 6.34318267 0.01647855 0.008887 -10.168707 4
74.383555 7.76101092 6.25497029 0.12461917 0.14861926 -10.164299 4



126.353942 4.83105893 6.98869373 0.82296839 0.11369569 10.1410817 4
43.4224326 6.42740016 5.31965154 0.08924607 0.2251161 -10.137996 4
689.17356 9.32348346 8.66905912 0.05465568 0.12106687 -10.134506 4
24.203834 7.41769953 3.96539098 0.16101402 0.50065367 -10.122095 4

123.951339 8.07969748 6.43467342 0.12836524 0.18812933 -10.113081 4
1.64322346 4.86000034 2.9090458 0.14336787 0.08730624 -10.076777 4
9.16991404 7.55160402 4.10722135 0.17244452 0.14538694 -10.062854 4
12.2413236 7.71848146 4.0385976 0.17120082 0.20460287 -10.03375 4
368.605396 7.52176635 8.50688007 0.21685459 0.07343306 10.0212893 4
4.37300485 6.85881394 3.18335473 0.17524945 0.19062047 -10.01695 4
152.747895 7.95462973 7.27452025 0.06591468 0.10288271 -9.9585589 4
8.67026586 7.70633343 2.17791455 0.16658084 1.00129847 -9.9341192 4
152.937023 7.29049224 6.31461047 0.02322183 0.29818178 -9.9338238 4
81.8826931 6.78031594 5.76712882 0.05979679 0.23893522 -9.9206627 4
163.864735 8.47135672 8.15156033 0.03320261 0.04710749 -9.9080627 4
100.331493 7.29937942 6.61682558 0.05438042 0.13128188 -9.8753779 4
30.3549986 7.27139998 7.08363531 0.02126559 0.02563588 -9.8679645 4
88.0139469 7.31739656 6.89801334 0.01285573 0.08956635 -9.8677757 4
18.264789 5.46186862 4.09615276 0.10451546 0.32961795 -9.8586337 4

11.0231396 9.0787809 4.38514955 0.17821425 0.13999031 -9.8536522 4
63.6834562 7.79171326 6.87957837 0.09981488 0.0642693 -9.8512369 4
15.6678094 5.00016008 7.24879635 0.97992682 0.01116205 9.84816804 4
47.405412 6.29936545 4.3100283 0.12088892 0.55938549 -9.8421842 4

9.95952172 4.65798196 3.4381497 0.07975521 0.33418313 -9.8389412 4
48.6189474 7.77851778 7.57327919 0.02537199 0.02515149 -9.8383175 4
8.76625648 3.64159938 4.93119605 0.39371583 0.06442603 9.82004141 4
30.9898004 8.02692828 4.05917155 0.17972486 0.54907531 -9.8090345 4
87.7806637 7.84127054 7.39610606 0.0527132 0.05397857 -9.8072046 4
142.358037 7.89110611 8.27093192 0.06280922 0.03675788 9.79811916 4
47.9269552 6.56768193 5.63592888 0.08185088 0.16290725 -9.7903901 4
10.5659632 4.66827511 5.23286103 0.09224012 0.05550052 9.78747682 4
10.5659632 4.66827511 5.23286103 0.09224012 0.05550052 9.78747682 4
9.69074151 7.4088948 5.45186883 0.14971595 0.04157614 -9.7832039 4
11.1238929 5.67806179 4.78612938 0.10042379 0.09244219 -9.7808889 4
22.1235531 4.73358797 5.50033998 0.0657271 0.0907553 9.76307245 4
36.8118669 7.04866559 6.35502766 0.08341719 0.0651557 -9.758053 4
4.81864147 6.08007136 2.24271864 0.1789773 0.44300793 -9.7547369 4
12.424974 6.45695159 3.41253254 0.17782912 0.3775563 -9.7355032 4

194.742998 6.98381408 7.84396065 0.15756928 0.07529067 9.73126621 4
4.31970078 4.28374036 5.01860079 0.17657148 0.0287955 9.72441434 4
24.2842637 7.41666938 6.98672492 0.05990626 0.02242976 -9.7103057 4
326.346719 8.2050552 7.29813182 0.05705397 0.23260601 -9.6969745 4
7.05835329 5.45584541 5.25571984 0.01174701 0.03720562 -9.6949118 4
6.08286088 1.83491587 3.77801915 0.45532396 0.1399074 9.68298724 4
13.0513893 5.55813473 5.84107319 0.02977856 0.03829253 9.67717561 4
6.68933061 4.58497457 5.26587491 0.15253331 0.03444929 9.65374637 4
36.092346 6.94660926 6.36248854 0.07093495 0.06324114 -9.6416223 4

4.52430369 6.67820382 5.34207314 0.1378107 0.02174175 -9.6400501 4



2.65207703 3.67143747 3.00905683 0.05535604 0.12696224 -9.6253175 4
28.1754846 5.76699919 6.32997205 0.10515907 0.04967962 9.62295439 4
2.15685561 4.60460589 5.04492503 0.09771103 0.0139469 9.6202493 4
205.757358 4.62690207 7.21710003 0.71027736 0.15164262 9.61524985 4
31.7049733 8.00829687 3.97758496 0.18366915 0.61715619 -9.6055657 4
20.8779712 7.26284707 5.33270167 0.15769818 0.10127896 -9.6004606 4
37.2437046 5.44297081 6.39727029 0.24829839 0.06241327 9.59722051 4
3.25615081 6.58759688 -0.6986412 0.18205638 3.50617514 -9.5906121 4
0.5648177 0.49021755 1.57658023 0.08715863 0.1206238 9.58878814 4

102.373272 8.03190553 7.52987139 0.06316367 0.05559804 -9.5878517 4
178.59491 7.68402352 6.5607722 0.08725987 0.24322149 -9.5798352 4

5.43969695 6.53584487 4.32707479 0.16925274 0.07057722 -9.572026 4
19.295302 6.40196939 5.5899737 0.09496128 0.07286481 -9.5675972 4

8.05320612 8.44603187 3.21102342 0.18142839 0.34439922 -9.5632616 4
27.6490696 6.54381112 5.80051284 0.08705477 0.0825578 -9.5461706 4
12.1135994 4.81551047 5.31192885 0.06249549 0.05898504 9.54379264 4
86.9734961 6.10029859 6.87263499 0.08429341 0.09109839 9.53583867 4
11.145904 6.51617231 5.85295368 0.0891335 0.03229596 -9.5328732 4

4.45642444 6.53564285 2.99169943 0.16921831 0.20979419 -9.5280841 4
94.8349313 6.62572902 7.40136912 0.17591786 0.0588513 9.5197928 4
31.1410577 7.91643593 3.86030833 0.18601154 0.68984167 -9.5188554 4
26.7175406 6.65629353 5.08359067 0.14485928 0.16081933 -9.5164743 4
4.13741463 4.9885192 4.78876104 0.01694095 0.03416231 -9.5136951 4
11.2660559 5.55382392 5.89608383 0.06045855 0.03109106 9.50609157 4
45.4670834 5.94756179 4.61855097 0.05577598 0.43414307 -9.5041568 4
60.0460086 6.31576314 5.37046561 0.01459214 0.29841285 -9.4973844 4
51.180331 7.8379316 6.27598483 0.14076998 0.09359861 -9.495697 4

43.6864571 7.78905941 7.2139044 0.07650784 0.03187911 -9.4693603 4
30.5878552 5.74201168 6.34363702 0.11494657 0.05396633 9.46265321 4
31.0296771 7.91982948 3.85775982 0.18747746 0.6878289 -9.4433826 4
73.427295 7.20285815 6.23651032 0.09783967 0.1415453 -9.4406973 4

63.0765013 5.22637461 6.53978499 0.32330012 0.08971415 9.43610878 4
25.3938351 4.71894746 5.67611101 0.17897443 0.08589784 9.43416723 4
152.239197 7.93588337 7.44934252 0.04518203 0.09023107 -9.4260654 4
17.736519 5.29310598 4.14408775 0.08935383 0.29243243 -9.4010248 4
1.0426668 8.1134845 1.73399782 0.17810952 0.1868576 -9.3957512 4

242.200486 7.97458351 7.08927172 0.06946873 0.21148263 -9.3749894 4
242.200486 7.97458351 7.08927172 0.06946873 0.21148263 -9.3749894 4
35.3447584 6.78426993 5.54449051 0.12627616 0.1337018 -9.3712185 4
87.7215535 7.32523267 7.70046643 0.06085244 0.0397943 9.36713481 4
9.38166639 6.852094 3.25913492 0.17425975 0.38279276 -9.3641663 4
163.741174 7.53560612 6.75933794 0.04681313 0.1916257 -9.3639335 4
10.4389209 6.05424581 2.87742889 0.18209205 0.64902569 -9.3567026 4
42.2945458 5.56220944 6.20519481 0.04241133 0.08706589 9.35477238 4
37.2536207 6.68903709 6.35845962 0.0235618 0.06572387 -9.3472623 4
8.1343749 5.31752872 5.5791822 0.03892125 0.03057662 9.33666565 4

35.7848298 7.93288206 3.75453418 0.18951621 0.90644389 -9.3325104 4
133.399698 7.38788734 6.28068076 0.09125232 0.23344359 -9.3234504 4



5.70684402 4.53021744 3.92050434 0.05730393 0.11286306 -9.3171573 4
194.56068 7.0986029 7.77753831 0.08463511 0.08173865 9.29602999 4

26.2144196 4.99520816 5.77276755 0.12867082 0.0815861 9.29596264 4
299.025945 8.35406915 7.17056526 0.10670286 0.21606298 -9.2953196 4
2.62893886 5.39502799 5.23677689 0.02452739 0.01395638 -9.2925578 4
6.15123187 7.16414054 4.64316564 0.17966423 0.05881747 -9.2874005 4
34.175947 6.5515893 5.74717059 0.0933535 0.11215592 -9.286791 4

123.799402 6.69548042 7.41417415 0.12131755 0.07304436 9.28486418 4
36.6890489 8.40988331 5.84745211 0.17681547 0.10843019 -9.2834721 4
45.0337696 7.37804721 5.77126324 0.14921082 0.13744091 -9.2791015 4
2.06706843 7.5244901 1.42023851 0.19104695 0.49681553 -9.2772962 4
4.4885622 4.20877854 4.66780559 0.08753645 0.04241007 9.2688358 4

5.98935458 5.08985504 4.55839295 0.06862651 0.06298103 -9.2508443 4
210.324446 7.21451741 8.00835539 0.15695642 0.07134521 9.25026219 4
5.5607024 3.86822677 4.3676149 0.03636933 0.0696518 9.24170218 4

36.3992618 3.3761386 5.75785401 0.90314662 0.11578211 9.23516179 4
49.5502564 7.33974127 6.19855826 0.12808012 0.1029238 -9.2351406 4
177.731381 7.97610443 8.53216029 0.12691702 0.03492355 9.23364908 4
29.8509707 6.03804642 5.27453856 0.07099668 0.15639906 -9.226366 4
90.1129861 7.02379812 4.89459399 0.14767872 0.73745053 -9.223063 4
606.317476 9.12009918 7.85773639 0.11675264 0.23656009 -9.2132697 4
20.622728 6.43047011 5.41115095 0.11932266 0.09450468 -9.1989263 4
134.98957 7.56151049 6.90827798 0.05714392 0.13358075 -9.1957511 4

2.29534816 5.2142618 3.54666443 0.15229747 0.06688669 -9.192986 4
154.983047 7.78194061 7.02112648 0.07575695 0.13748811 -9.1873056 4
120.441998 7.28870887 6.09434974 0.10343271 0.27588479 -9.1828538 4
484.230401 8.52480898 7.75636728 0.02704606 0.21852851 -9.1790566 4
29.5221891 7.88285862 6.97638325 0.11062559 0.02772265 -9.1694074 4
22.1996621 5.08229719 5.7062807 0.08712091 0.07229577 9.16531954 4
225.331491 6.4323185 8.02490622 0.53850508 0.07515578 9.15743714 4
152.708402 8.08351274 7.77265066 0.01792864 0.06323711 -9.1543104 4
105.355288 7.72292056 7.20872492 0.0592693 0.07662949 -9.1539156 4
37.8008111 6.07432687 6.72082529 0.14105439 0.04616732 9.14989104 4
15.7619566 4.96877409 5.90329729 0.25300077 0.0435691 9.12447938 4
25.4209933 6.22740693 5.56178455 0.07744252 0.097981 -9.1241798 4
127.704457 7.20066254 7.65581866 0.053432 0.05981798 9.11959597 4
18.2346967 6.22861604 6.40439556 0.00667961 0.03012192 9.11626282 4
83.1725766 7.81698932 7.19873393 0.08321316 0.06162009 -9.1131789 4
157.180922 8.34099202 8.05582715 0.02854126 0.0504067 -9.1114437 4
13.1511464 7.17213658 4.28105021 0.18233858 0.19061386 -9.1100284 4
36.6051647 6.28394319 5.60029425 0.06530785 0.14055803 -9.108242 4
39.1331721 6.85914554 6.03356108 0.10196508 0.09486975 -9.1046665 4
26.0920888 5.89715576 5.3323251 0.03873257 0.12181839 -9.1014255 4
5.45801616 5.60955543 2.11437831 0.17752434 0.56849008 -9.0949805 4
19.7290766 5.43068818 3.19737871 0.14288868 0.86633485 -9.0859758 4
238.968761 8.22902726 7.72947852 0.0383744 0.10773761 -9.0835832 4
294.181227 8.35607334 7.1663294 0.1117491 0.21342659 -9.0799261 4
26.9934824 5.85263941 6.3177579 0.08045298 0.04884558 9.0714722 4



4.48540011 7.14637458 3.15039456 0.18806988 0.18607891 -9.0643919 4
29.7482781 4.78226307 6.2038265 0.57979657 0.05918773 9.06260425 4
138.376845 8.58360281 6.96105026 0.1582949 0.13242315 -9.0584524 4
79.731424 6.85031948 7.28338066 0.05981069 0.05496555 9.05367212 4

2.37228234 4.48908578 4.76620718 0.05452282 0.02031031 9.04337066 4
7.1415334 6.70343243 2.54141706 0.19997037 0.56159753 -9.0326979 4

18.4067404 4.55036492 5.38323051 0.14951983 0.08641534 9.00855805 4
38.7889391 6.58964815 6.01003055 0.06447875 0.09355901 -9.0065362 4
72.0982616 7.96265487 7.54508922 0.06124627 0.03805057 -9.0006653 4
34.6812918 7.89200943 3.65800803 0.19673553 0.99815339 -8.9921882 4
171.85498 8.13034511 7.74553223 0.03509885 0.07277472 -8.989364 4

368.852373 8.79804384 8.26843765 0.05580386 0.09716321 -8.9867875 4
69.6556733 7.36069305 6.49519935 0.10463222 0.1083537 -8.9769647 4
6.8621294 4.07554758 4.66318301 0.09998443 0.06484445 8.96861359 4

90.1860795 6.33238166 7.38452858 0.28864096 0.05616936 8.9595403 4
45.6590234 6.61522273 7.28227666 0.16674829 0.03137939 8.9421387 4
34.7550609 6.3637173 5.95798929 0.0236766 0.08784362 -8.9366775 4
5.71161541 6.16200763 6.29457949 0.02477615 0.01055341 8.93652908 4
19.8902184 5.32047149 5.85388877 0.09312883 0.05799133 8.93502718 4
7.17595334 5.867582 3.90022748 0.16945948 0.14440901 -8.9292571 4
125.418476 7.0530908 5.95684094 0.06576371 0.35307934 -8.9138937 4
166.527669 7.92446025 6.73908147 0.12382921 0.18666757 -8.9100477 4
106.525806 7.48418084 7.83187494 0.05412455 0.04182719 8.9094646 4
8.6237069 7.51530506 2.67468421 0.18894236 0.49900336 -8.9086361 4

4.75335746 5.25209275 1.43420181 0.19261969 1.03569138 -8.9065639 4
68.5647078 6.57345374 7.14242617 0.1164097 0.05411565 8.90132095 4
18.9417991 5.17954042 4.12738391 0.06453034 0.30264889 -8.8994145 4
30.8403563 8.11411046 6.20048236 0.1675827 0.06315267 -8.8993602 4
71.8125746 6.90951813 6.07436746 0.08524839 0.15822795 -8.8931724 4
92.5785131 8.81092433 6.57968723 0.16761241 0.12385407 -8.890888 4
4.09384298 3.40930098 3.97005286 0.05705518 0.07878086 8.88993441 4
6.30553253 5.27479236 2.75679666 0.17117193 0.3926776 -8.8726077 4
54.322679 6.29992747 5.25385319 0.07658458 0.28584044 -8.8709498 4

49.5512951 6.92083637 3.71772215 0.18899392 1.13592949 -8.8657267 4
8.04866022 9.4367504 3.16986069 0.18674608 0.36884154 -8.8624197 4
23.5082505 7.13665197 4.73398661 0.18414635 0.21489992 -8.862177 4
70.507696 7.64503059 7.01213882 0.0851103 0.06341332 -8.8585904 4

2.40257231 3.79886941 2.97406954 0.09406471 0.11991289 -8.8573705 4
180.263843 8.54986608 8.73394578 0.01867628 0.02889438 8.84566276 4
63.5905871 6.03336581 6.70406179 0.1058774 0.07970794 8.83949876 4
35.5212102 7.60690511 5.09023552 0.19049505 0.21428924 -8.8288107 4
3.11751639 3.39027299 2.32189424 0.07165108 0.313655 -8.8279455 4
103.592052 7.48359377 6.89279448 0.06640067 0.10210314 -8.8245793 4
34.0894822 6.14305097 5.66617852 0.00976919 0.12165755 -8.8219783 4
2.59162369 4.13940647 4.58897749 0.10011665 0.02614183 8.81558647 4
139.380592 8.13569761 7.83207441 0.03103916 0.05561951 -8.8076653 4
148.023839 6.70597727 7.468105 0.13415399 0.08246522 8.79378216 4
16.7269463 10.4634742 4.90772967 0.1903435 0.12069567 -8.7906543 4



16.7269463 10.4634742 4.90772967 0.1903435 0.12069567 -8.7906543 4
1.88866982 2.03956993 3.20445776 0.36610352 0.07502944 8.78494978 4
11.7383465 7.59220097 2.97992886 0.1863173 0.66717819 -8.7849298 4
6.54264438 4.15037314 4.64426751 0.07247695 0.06226145 8.78260634 4
15.7951777 10.4436849 4.84005842 0.19055949 0.12183978 -8.7819421 4
15.7951777 10.4436849 4.84005842 0.19055949 0.12183978 -8.7819421 4
242.398641 8.01986196 6.39400593 0.13881968 0.41742747 -8.7782187 4
242.398641 8.01986196 6.39400593 0.13881968 0.41742747 -8.7782187 4
46.6597145 7.14964037 6.85795274 0.03394928 0.04950452 -8.7754621 4
12.2889898 10.2440398 4.68212111 0.19073003 0.11133194 -8.7736441 4
13.9948098 10.3980576 4.8099454 0.19078009 0.11152964 -8.7708949 4
405.768119 6.65343564 8.11861358 0.34892268 0.11670807 8.75816314 4
565.782263 8.9059173 7.62442947 0.12341706 0.28269134 -8.753112 4
4.26643407 5.87840364 6.07121885 0.04049478 0.00984026 8.74438979 4
22.2058188 5.9818616 6.48023091 0.11193522 0.03382718 8.73894346 4
8.13187288 5.97236778 6.19944244 0.04615881 0.01645491 8.7290477 4
40.6898004 6.73891743 5.92822594 0.10136889 0.11089842 -8.7287339 4
58.7990524 6.29530908 4.23407332 0.1287214 0.66706651 -8.7169383 4
100.971655 6.83716785 5.84944605 0.05878817 0.27402214 -8.7110074 4
35.817929 7.19591227 6.74875454 0.06671778 0.0424538 -8.7034362 4

27.7981347 6.46223042 6.04970569 0.05070042 0.0666664 -8.6965228 4
16.7566111 5.81936554 5.04184604 0.09797815 0.10539098 -8.6941155 4
119.109596 7.50080854 6.11680788 0.13954496 0.24310067 -8.6881852 4
0.87990645 3.98631827 4.43169878 0.10829805 0.01048658 8.68034472 4
2.61953922 6.18893358 5.82810748 0.06034135 0.00769399 -8.6787849 4
7.61545596 5.6097584 5.76592906 0.01927137 0.02394859 8.63644338 4
4.11115994 6.91975966 0.39896573 0.1918821 2.71942404 -8.6176879 4
3.42782855 5.92648742 3.08704481 0.19398688 0.15141363 -8.6057015 4
29.4078987 4.56251828 5.52781814 0.11996766 0.11483715 8.60489856 4
28.4891046 6.87656098 6.05939371 0.10782623 0.06607647 -8.6039618 4
11.4781433 5.3580269 5.60885061 0.01976524 0.04230814 8.59218983 4
31.780174 6.1840061 5.20811204 0.10673786 0.17899553 -8.5884981 4

21.2397143 4.12423999 5.15241869 0.12000439 0.12619211 8.57300829 4
42.6798336 6.63237055 5.88697469 0.09033715 0.11649768 -8.5681491 4
25.0034368 4.50460957 5.53912426 0.22241779 0.09557013 8.56096752 4
3.95550176 6.8836374 0.24135377 0.19311369 2.91736982 -8.5590257 4
29.5928538 4.96286929 6.1441715 0.39900042 0.06273689 8.55668186 4
144.277282 6.51454653 7.30142733 0.11829032 0.09977351 8.54907772 4
21.7985576 6.36333241 6.53701717 0.00866651 0.03147333 8.5378037 4
38.0051153 6.86428867 6.45539369 0.05539947 0.06014803 -8.5373724 4
4.22976255 4.98542034 5.31517719 0.0749769 0.02091759 8.53608015 4
94.1304984 8.54496879 7.61282886 0.11861433 0.04609853 -8.5350509 4
108.449288 7.27212078 7.6552618 0.0565993 0.05144997 8.53396857 4
257.102084 8.395689 7.95046878 0.04392651 0.09271787 -8.5316894 4
150.797038 7.78598257 7.18880862 0.06733639 0.11515794 -8.5250462 4
1.87114832 2.94096626 3.43977138 0.08862016 0.06084955 8.52344052 4
60.3731464 6.94803568 6.40290914 0.0635237 0.10284334 -8.5232462 4
16.6238645 6.01188915 4.74659964 0.13632072 0.14675252 -8.5110722 4



550.251111 6.38051568 8.21121335 0.44669121 0.15481913 8.50797044 4
6.49388653 5.62131339 3.07452049 0.1854943 0.28900642 -8.492958 4
55.9913961 7.10468357 4.93667309 0.18422028 0.40111162 -8.4811284 4
3.85877999 4.60905943 4.79357903 0.0155557 0.03185801 8.47256618 4
54.6538727 6.89845181 7.15640484 0.02431469 0.04305904 8.47181552 4
22.4906973 6.97310277 6.33067752 0.09508288 0.04051367 -8.4711035 4
94.6109535 9.07707027 6.42757951 0.20169851 0.14779627 -8.4705209 4
88.6195533 7.42420191 7.67606238 0.02564185 0.04092951 8.46827684 4
104.343325 4.24155672 6.53051323 0.75058767 0.15846674 8.46146331 4
33.7189648 6.0756641 6.72553763 0.17494943 0.04076924 8.46082296 4
84.1389203 7.23453607 6.73736641 0.05138757 0.10116281 -8.4603046 4
20.366189 7.02003057 5.70153737 0.15590619 0.06809034 -8.4601756 4

16.8838981 6.62284047 6.02446495 0.08776017 0.04090548 -8.4514077 4
273.00926 5.47248102 7.54149584 0.65822571 0.14195842 8.44617011 4

6.40577862 4.33476295 4.69109134 0.02650322 0.0583247 8.44394458 4
13.8318296 6.43391187 4.71169162 0.17190459 0.1241874 -8.4416357 4
23.1149947 6.65384333 2.70392577 0.20239158 1.77330707 -8.437973 4
102.237477 6.6691156 7.2181673 0.07535182 0.07480957 8.43428172 4
37.7049119 6.26742025 6.58715178 0.02991036 0.05236968 8.42691459 4
12.540192 6.20467918 5.80255863 0.06231309 0.03751342 -8.4228835 4

5.86147295 5.40292086 -0.5095619 0.20298711 3.07619757 -8.422513 4
10.3431374 3.22251198 4.48169783 0.28365419 0.11502225 8.41903565 4
165.66888 6.87725078 7.99604528 0.34167086 0.05503768 8.41869402 4

66.6359498 7.25546975 6.78486684 0.06049429 0.07612394 -8.4183961 4
66.6359498 7.25546975 6.78486684 0.06049429 0.07612394 -8.4183961 4
9.19191875 8.16039323 2.48853665 0.20928833 0.76294666 -8.4156354 4
203.992739 7.2573867 8.28444605 0.31644625 0.05202924 8.41017239 4
6.73772665 4.96893461 4.33558702 0.08361958 0.08804799 -8.40556 4
80.4489422 7.81676878 7.61221338 0.02005055 0.04003136 -8.4020682 4
30.9830595 5.52098668 4.41512639 0.05334071 0.34390538 -8.40085 4
95.764452 7.63017793 7.24218921 0.04666719 0.06862024 -8.4006171 4

177.354006 6.28707883 7.8925503 0.61817411 0.0669889 8.39837696 4
410.161377 7.97975231 8.81311584 0.23923255 0.06012931 8.39785359 4
46.8377186 7.96520631 5.50859906 0.19190857 0.19145914 -8.3908679 4
4.48849693 5.36869198 5.16431084 0.03176963 0.02551159 -8.3835192 4
25.6413686 5.84498761 5.21503178 0.06095256 0.14446862 -8.3826381 4
43.3192206 7.77098357 6.76684709 0.1356547 0.04924395 -8.3737388 4
92.9753585 7.35673818 7.66440875 0.04485521 0.04333636 8.36830831 4
113.094182 7.01169635 7.4535306 0.05300252 0.06646177 8.36799014 4
172.419203 7.62215564 6.97596043 0.0497287 0.15471824 -8.3674342 4
516.893568 7.48451923 8.53043151 0.22937381 0.10471912 8.35744906 4
79.1278216 7.58483375 6.11194722 0.15242864 0.17733113 -8.3368722 4
23.9590999 6.13947378 6.47629273 0.06396062 0.03700926 8.33539305 4
120.402918 6.91643674 7.51908329 0.11916903 0.06582486 8.32198697 4
182.720247 7.63127972 6.69262521 0.0913179 0.21368757 -8.3208989 4
65.6691564 8.17592404 5.91130554 0.18854429 0.18309936 -8.311356 4
30.405049 6.80670727 6.34083981 0.07148561 0.05354328 -8.3090958 4

69.2682173 7.28493459 6.81592816 0.06130287 0.07671136 -8.3039304 4



7.65686849 3.9220184 5.20837947 0.46470881 0.04172398 8.30372714 4
12.0347417 6.17108007 2.84895399 0.19032713 0.60574438 -8.3021178 4
281.567939 8.30657393 7.38178407 0.10169356 0.17813277 -8.3012759 4
74.0569068 6.91653573 6.35171079 0.0514101 0.1309395 -8.2946044 4
2.90030044 4.25159025 3.8383883 0.05718474 0.06155278 -8.2848993 4
27.6476609 6.85419821 5.80839392 0.13274427 0.08495959 -8.2753909 4
3.43542911 4.77216641 4.4405566 0.05170257 0.04002959 -8.27089 4
135.419855 5.74806123 7.11570428 0.37689583 0.11056063 8.26642732 4
21.6137858 7.4009825 4.73598129 0.1878636 0.18262997 -8.2632649 4
6.65083156 8.171676 5.75307434 0.20140519 0.02110546 -8.2626671 4
4.96578836 5.8666649 4.21354007 0.17691677 0.07479565 -8.2559035 4
4.96578836 5.8666649 4.21354007 0.17691677 0.07479565 -8.2559035 4
18.5775885 3.95304164 5.06074428 0.23660538 0.12134516 8.25555029 4
6.91671863 5.44295682 5.18058921 0.03850728 0.03932786 -8.2466019 4
57.5185844 4.71246532 6.03505503 0.27008867 0.14181777 8.24461935 4
57.5185844 4.71246532 6.03505503 0.27008867 0.14181777 8.24461935 4
40.7769353 6.50429111 5.96781383 0.06294166 0.10166272 -8.2335214 4
27.8319421 5.63689307 4.85750212 0.05262144 0.22865367 -8.2183156 4
8.87870052 4.435663 2.97589911 0.1219999 0.50773064 -8.2174735 4
98.5549049 6.42073618 4.830759 0.01590141 0.6389089 -8.2170434 4
5.17971803 5.67771218 1.51999996 0.20808508 1.26108576 -8.2055153 4
5.47305632 5.79787334 3.61553682 0.19961442 0.14267672 -8.1922957 4
116.030449 6.73579488 7.41837298 0.15873458 0.07101017 8.18669037 4
385.482096 8.08898127 7.07710746 0.05881188 0.33258161 -8.1809584 4
3.32034738 6.66324315 2.80877663 0.19861334 0.19528517 -8.1768871 4
69.768961 5.04937279 6.47858039 0.51992906 0.10738613 8.17592175 4

40.5761376 5.08362974 6.11958679 0.26464798 0.08829494 8.16791554 4
65.8872622 6.98152493 6.49222855 0.05485529 0.09989323 -8.1636032 4
7.15872965 4.82568784 3.04598581 0.15914543 0.37239761 -8.1606114 4
281.424013 8.5697035 8.87937851 0.05461946 0.0391248 8.16024416 4
8.75993183 4.79269303 3.00410847 0.16790242 0.45581608 -8.1535697 4
106.341809 7.13415442 6.38232583 0.07122272 0.17594924 -8.1446146 4
25.2560539 4.97939702 5.7020924 0.14063244 0.08405235 8.14274033 4
3.31633616 4.77049501 4.60827601 0.01487859 0.03309893 -8.1421803 4
12.3676165 5.13951493 3.99175135 0.12179108 0.23879455 -8.139018 4
42.3417665 6.02952025 5.26600723 0.04726163 0.22666623 -8.1326824 4
108.498566 7.53942257 6.58906799 0.11900803 0.14966451 -8.1290612 4
64.4962792 6.89230939 6.24988761 0.07611152 0.12771694 -8.1251095 4
35.8118878 7.10934831 6.20946498 0.1198683 0.07338951 -8.1230523 4
43.7883875 5.75660172 4.63004356 0.02616997 0.37701946 -8.1077284 4
39.795144 5.38367093 6.11328353 0.13688752 0.09006885 8.0904208 4

3.41835278 4.762754 4.40856086 0.05658091 0.04210139 -8.0901134 4
27.9383476 6.62338759 6.35920553 0.03324128 0.04858752 -8.0881455 4
3.16515873 5.04732086 4.83598012 0.03522974 0.025063 -8.0869199 4
35.217181 10.2391517 4.81183154 0.21726732 0.28578983 -8.0857133 4

5.51535586 6.41502219 2.5384602 0.20022968 0.41187203 -8.0827251 4
17.4655185 5.9996734 4.34922733 0.1742202 0.23641146 -8.0734513 4
20.5699086 6.73513503 5.91450082 0.11841998 0.05466163 -8.065906 4



12.6512942 5.64017622 5.25458338 0.05267791 0.06688113 -8.0644203 4
45.5416428 7.16367851 7.67911002 0.13447043 0.02095139 8.05559391 4
7.38113382 6.51796724 5.74516523 0.1130272 0.02374817 -8.0488022 4
427.481964 8.93151203 7.83894592 0.13696846 0.1765653 -8.0446074 4
228.352742 8.50284786 8.20428887 0.03044692 0.06355116 -8.0428437 4
120.559039 7.50974536 7.85484205 0.05932802 0.04734618 8.04279844 4
119.21783 6.85509352 5.75044974 0.0644928 0.37211355 -8.0382406 4

83.4244905 5.06391225 6.88179707 0.71608268 0.08450394 8.03820029 4
170.583886 5.58217522 7.08538855 0.34903446 0.14204787 8.0332354 4
75.0927591 7.61658147 7.37959128 0.02648582 0.04641659 -8.0286352 4
83.1357738 7.94539121 8.15712684 0.04181085 0.02399662 8.02734904 4
11.9792976 5.13238971 2.69957224 0.1824443 0.66278918 -8.0207326 4
73.467184 7.52901266 7.06755102 0.06864977 0.06374172 -8.0161682 4

44.4674134 6.16695517 6.57091295 0.05387454 0.06333688 8.01143267 4
3.7439965 7.29986645 3.12852433 0.2175469 0.16598048 -8.0073767 4

73.0867412 5.85163725 6.80399266 0.28742852 0.08069592 8.00445052 4
54.4095485 6.37396561 5.44462625 0.09358158 0.22178389 -8.0028911 4
10.3036485 5.71940526 4.38447703 0.15275035 0.13016082 -8.0003097 4
47.931589 7.28585267 7.5024125 0.04044624 0.02655048 7.99548326 4

92.5222701 6.15505148 6.93833182 0.15850452 0.08803896 7.99516269 4
1032.67597 9.17177319 8.42956816 0.03161841 0.22993584 -7.9908332 4
5.56580096 4.19316549 4.52962825 0.0224751 0.05929106 7.99034636 4
11.769161 5.69354084 5.34017302 0.05173864 0.05629752 -7.9866502 4

46.2403967 6.58335622 5.98973998 0.07134973 0.1169297 -7.9826291 4
166.623351 8.61139027 8.78776572 0.02869615 0.02551455 7.97450112 4
513.527593 5.2378353 7.83119126 0.09882229 0.20788604 7.97048873 4
428.762439 6.263295 8.24344706 0.77306862 0.11142366 7.9585762 4
5.13057644 5.37749245 4.92301147 0.0758799 0.03707461 -7.9575856 4
133.083972 7.4838755 8.0197621 0.13869843 0.04384787 7.95694597 4
4.56380019 4.29884264 4.6727682 0.07804247 0.04260766 7.94344295 4
59.6038563 7.7703891 7.05834559 0.11203773 0.05156777 -7.9384071 4
42.0472028 6.98734483 7.53607422 0.15266568 0.02231098 7.93609526 4
2.82690662 3.48742101 3.92550445 0.08110813 0.05657416 7.93355215 4
6.92646748 4.18901883 4.66796752 0.08509898 0.06550135 7.93193872 4
9.04012781 7.52926738 3.73554014 0.22233954 0.22455565 -7.92568 4
10.5359555 6.65474301 3.76320247 0.21215207 0.26128882 -7.9231748 4
22.2819223 7.25963748 4.05927518 0.20118983 0.35553648 -7.9185401 4
37.7920311 6.12197554 6.83964782 0.2014664 0.04063973 7.9179721 4
6.27114537 5.4689112 5.15153214 0.0538839 0.03646207 -7.9144232 4
193.962187 8.68567169 8.12673875 0.0879327 0.05812022 -7.9060886 4
13.0025951 6.13826346 6.31977909 0.03303483 0.02328198 7.90555483 4
76.3627597 7.11639948 7.49331715 0.07876925 0.04281225 7.90401092 4
57.6597013 6.57952044 5.64406471 0.10274517 0.21074153 -7.8968047 4
680.437837 8.90649487 7.46159597 0.1413619 0.4328871 -7.8930053 4
70.7958514 6.21780455 5.06122218 0.03638507 0.47087845 -7.8814932 4
85.1886029 7.25125717 6.84257497 0.04200062 0.08932505 -7.8810185 4
143.152756 7.33541364 6.17271546 0.11490315 0.2844277 -7.8797394 4
13.4753326 7.64622831 3.64434756 0.23287909 0.31757413 -7.8681814 4



50.5709317 6.35668599 5.62697034 0.07020527 0.18136643 -7.8645438 4
112.193457 7.91052719 8.10146682 0.02131052 0.0337304 7.86407526 4
49.2405786 8.46261843 8.51669547 0.00652377 0.00984928 7.84477738 4
27.2526497 6.40494527 6.81315552 0.10282999 0.02991011 7.84285018 4
114.640611 7.56111112 6.56552635 0.13105272 0.15412854 -7.8403208 4
12.7776182 4.6507235 2.78857871 0.13427976 0.91974338 -7.8315678 4
106.720475 8.0274058 7.82083827 0.02210143 0.04266783 -7.818338 4
16.5841422 6.26520316 3.74214392 0.21542065 0.37582855 -7.8155221 4
5.28785661 5.24267478 2.59768962 0.19527863 0.38218572 -7.8064036 4
126.95615 7.99269685 6.31930483 0.17756656 0.21382892 -7.8008859 4

17.1492617 6.66685637 6.77134275 0.01112492 0.01972621 7.80039441 4
10.6059724 7.18034059 3.68863449 0.23057236 0.25677443 -7.7984438 4
1.35573925 6.61604764 4.65098992 0.20456646 0.01297327 -7.7951101 4
121.036724 6.9373313 6.03012672 0.05611793 0.28669616 -7.7935421 4
104.036342 7.11952921 7.69424797 0.15332575 0.04793584 7.79302193 4
45.5023807 7.23009472 6.814385 0.06864213 0.04948718 -7.7904996 4
58.6361829 4.09661984 5.9446965 0.54409177 0.16000882 7.78316841 4
5.75929125 6.86409071 3.09620597 0.21488626 0.2636558 -7.7800934 4
140.979028 8.1723878 7.62147982 0.08794324 0.06854774 -7.7727232 4
31.4522575 8.34661146 4.81618151 0.21418109 0.23758189 -7.7715871 4
87.2798279 7.41053445 7.03947868 0.04378034 0.07482513 -7.7713657 4
10.6612262 4.18043689 4.87459779 0.15579712 0.08133358 7.7635738 4
110.209818 6.98836249 6.0027066 0.09617913 0.25779161 -7.763169 4
73.5827673 7.17148744 6.31542263 0.11267122 0.13486824 -7.7461434 4
20.1538852 3.68992181 5.01412308 0.31922115 0.13795333 7.7459653 4
162.051078 8.58120731 8.75367331 0.02892898 0.02563356 7.73930115 4
6.6422446 5.08692464 5.27156768 0.0194964 0.03406474 7.73826375 4

25.4419884 7.28771886 6.87115731 0.07334556 0.02632744 -7.7344186 4
184.989551 7.47412014 7.88550875 0.04565833 0.0704771 7.73368735 4
59.9735076 7.41146732 6.94867357 0.07658069 0.05678552 -7.732689 4
449.738217 8.57248475 8.93043503 0.04607893 0.05885325 7.73257423 4
12.0461359 5.79682513 5.50489585 0.04296133 0.04835098 -7.731514 4
12.4295453 5.56892916 3.55219705 0.18383391 0.38888624 -7.7308066 4
80.1505461 6.74681023 6.14179454 0.03537798 0.16750014 -7.7268539 4
173.463471 7.52524773 6.94664102 0.02711718 0.16003284 -7.7261185 4
15.0568058 4.91725706 4.0241897 0.07040073 0.25288892 -7.7102829 4
45.8917623 7.05895971 6.84375976 0.01808092 0.04864513 -7.7095592 4
80.3257076 7.26812357 7.79473057 0.14974335 0.0333356 7.70204766 4
88.648624 6.40893661 7.01837251 0.12237091 0.0785826 7.70203526 4

82.9891284 7.08785432 6.29594807 0.10303637 0.15874265 -7.7018229 4
81.4250751 6.7610992 6.15560357 0.03622416 0.16781235 -7.6976398 4
100.137831 4.74042961 6.53556845 0.63127618 0.14489031 7.68811462 4
277.998249 8.05786511 7.50964665 0.03410696 0.15099849 -7.6792013 4
71.5318137 7.22441046 6.67568455 0.08105193 0.09252335 -7.6790289 4
78.4942282 7.17833649 6.63767442 0.0726906 0.10542202 -7.6777281 4
7.18923683 5.06151645 4.50122523 0.0878165 0.08092517 -7.6766012 4
45.9436264 5.97911259 6.55136199 0.12952249 0.06639524 7.67582338 4
18.7581344 4.02117253 5.48317436 0.54490471 0.07964123 7.67052715 4



45.0476979 7.02715647 7.19201113 0.00693983 0.03394087 7.66877467 4
20.3225618 5.93040944 5.51189793 0.05497168 0.08064031 -7.6665193 4
3.37384401 3.78638234 2.99092126 0.09744287 0.16160152 -7.6644851 4
9.22626379 6.3862598 3.85495472 0.2194124 0.18455947 -7.6641346 4
4.1951251 5.4059353 2.44730156 0.20656512 0.38092299 -7.6610367 4

52.3823422 7.54538503 6.36730491 0.15306378 0.08782222 -7.6593755 4
6.03610742 5.33543008 5.09994376 0.03793139 0.03718898 -7.6586432 4
52.1445079 4.63909038 6.59918054 1.10983318 0.07038882 7.64595251 4
423.366766 8.76297292 7.79752829 0.12470615 0.17560744 -7.6421114 4
121.558102 8.1303485 7.69797735 0.07259061 0.05446738 -7.6330285 4
326.000093 8.05110295 8.7226008 0.18356168 0.0525813 7.61629161 4
3.78138757 5.24187676 1.83422052 0.20783908 0.50579771 -7.6123571 4
5.06383854 5.29563655 3.27690004 0.18750977 0.18653701 -7.6111776 4
7.65579815 5.02388824 4.4772389 0.08304326 0.08776409 -7.6103166 4
346.229746 7.98926266 7.19445676 0.03464319 0.27532967 -7.6087849 4
47.9358109 4.61191112 5.78859938 0.18338372 0.15183255 7.60742507 4
40.3454195 6.5583469 6.96647223 0.09670256 0.03799065 7.60527224 4
37.3053838 7.54870101 7.25763801 0.05343361 0.02644771 -7.6050174 4
47.2410824 6.93983329 6.54382556 0.05813119 0.06905683 -7.6028517 4
58.1552298 7.49583191 6.0160135 0.17800873 0.14554611 -7.6019006 4
22.1074522 6.4175055 4.50174116 0.19120235 0.2353789 -7.595949 4
25.183787 5.98553734 5.39360862 0.08044918 0.11822706 -7.5871185 4
47.143884 5.89016901 6.51856436 0.15049082 0.0709283 7.58511193 4
21.282762 6.49404609 6.91456873 0.11220088 0.02126436 7.58441868 4

39.1834263 8.67145901 8.10138205 0.09777098 0.01184928 -7.5831977 4
208.656017 7.51333839 7.94311714 0.0462976 0.07328126 7.5801637 4
10.7135729 6.64159951 2.14460454 0.23265596 0.99082331 -7.5697847 4
43.3239497 5.91568084 4.79957812 0.09428824 0.32935807 -7.5647634 4
10.7499547 4.55899357 5.18603908 0.15564508 0.05940412 7.5646317 4
185.673928 8.15622331 6.56372025 0.17576838 0.26367942 -7.5577906 4
80.3681256 7.65888884 6.16415621 0.18070694 0.16632271 -7.5570518 4
288.855565 7.08848236 7.88539687 0.136338 0.10773581 7.55596409 4
30.8556206 6.95238809 3.58834566 0.2133322 0.67216689 -7.5552159 4
178.369979 8.11107167 7.60859781 0.07229232 0.08677941 -7.5478126 4
129.951244 6.90221773 5.54412649 0.10144453 0.47088703 -7.5448061 4
1.47422098 3.13714737 2.7780135 0.02572555 0.09004248 -7.5418936 4
26.6116645 6.36488069 4.69599281 0.18979475 0.23097529 -7.541747 4
1.62188241 4.79686974 4.54428859 0.04924046 0.01723759 -7.5410019 4

6.123738 5.30903721 5.07333658 0.03797434 0.03876732 -7.5377956 4
6.123738 5.30903721 5.07333658 0.03797434 0.03876732 -7.5377956 4

250.809904 8.49950027 8.20108481 0.0297233 0.07012219 -7.5368471 4
55.4398164 6.71546506 7.11177579 0.09068052 0.04462292 7.53200975 4
31.9654951 4.90946648 5.66015615 0.10810818 0.11419849 7.5289558 4
6.60762698 4.46144448 5.01672599 0.1566302 0.0442631 7.52693927 4
7.82836321 7.22175475 2.83550084 0.24184734 0.40202397 -7.5139939 4
10.1170229 3.79061735 4.69445553 0.24305621 0.09449755 7.5112536 4
11.9891771 6.29247544 3.36982317 0.23432795 0.3677967 -7.5094649 4
192.317894 7.638621 8.23442453 0.1556498 0.05028646 7.50788423 4



233.103956 8.28897225 8.52722644 0.02104758 0.04656233 7.50278727 4
98.5461398 6.61945862 7.40207078 0.22855854 0.06051619 7.50219719 4
54.8152976 6.40632086 5.27465144 0.12729308 0.26022768 -7.5018532 4
236.409835 8.01204954 7.24811112 0.09247115 0.16518553 -7.4959264 4
4.59867144 4.43332868 2.72765678 0.17362576 0.31528557 -7.4947841 4
93.6837444 6.9934947 6.08956401 0.10667043 0.2014211 -7.4945352 4
50.6219786 7.34640311 6.91345789 0.07414349 0.05019064 -7.4909599 4

8.863928 6.33967985 2.71700494 0.23981302 0.63270132 -7.4816308 4
80.2293105 7.49160866 7.25784598 0.0176256 0.05622707 -7.4805937 4
135.147594 7.69265751 7.31156849 0.03914482 0.09247509 -7.4706723 4
29.3759042 7.04966414 6.639175 0.07283254 0.03813258 -7.4674906 4
15.142573 5.12056333 4.49925952 0.05685274 0.17548772 -7.4595677 4

5.80627413 3.73259763 4.22795369 0.05549942 0.08379017 7.45946812 4
65.9416628 7.27964329 6.44640583 0.12061189 0.10262418 -7.455091 4
109.77029 6.02972981 6.88890801 0.17403565 0.11297216 7.45344352 4

72.4438274 4.70663583 6.83953571 1.02869887 0.0788674 7.45201135 4
1.89904835 3.42703727 2.82619251 0.08605627 0.10891474 -7.4519998 4
55.6365943 6.21726585 4.93918703 0.12601956 0.35761487 -7.4445385 4
363.959454 8.52526566 7.73210619 0.10819972 0.15400192 -7.4400093 4
326.509669 8.05631426 8.81249994 0.25280959 0.04825141 7.43985259 4
13.7810741 6.15607297 6.55778763 0.11186404 0.01948674 7.43943343 4
28.9124304 5.62307907 4.93626124 0.04587357 0.19579905 -7.4365353 4
12.616865 7.39189708 3.89886639 0.23852276 0.24235922 -7.4333182 4

27.5984523 6.15085901 4.33916692 0.19701107 0.32408199 -7.4326996 4
12.6575518 6.00122033 5.38157207 0.10437624 0.05913225 -7.4247776 4
144.119376 7.89020409 6.60497356 0.16381797 0.20593698 -7.4242014 4
40.8073772 7.90580706 8.02882673 0.02650194 0.01329662 7.42205288 4
1.93085834 6.93603544 -0.6743014 0.25416632 2.88895519 -7.4103988 4
75.3650024 7.57620842 7.21374305 0.05992576 0.05636743 -7.4087266 4
47.6806532 6.06076288 6.88129414 0.25241148 0.04829114 7.39983805 4
47.6806532 6.06076288 6.88129414 0.25241148 0.04829114 7.39983805 4
27.0614326 6.75017535 4.60436528 0.21937814 0.27136405 -7.3986783 4
104.099055 6.50587475 7.0905928 0.10061637 0.08547017 7.39696556 4
252.633701 6.14776387 7.50172391 0.4147628 0.13641827 7.39198708 4
72.0343377 7.0283447 6.43637864 0.08223578 0.11281298 -7.3892395 4
97.7277063 7.29684904 6.59533851 0.09673572 0.13263199 -7.3883705 4
7.68421902 4.42339355 5.26614494 0.29224567 0.04013142 7.377831 4
2.68727053 4.32575508 4.66367854 0.08840989 0.02521674 7.36944573 4
3.27802065 5.66257062 5.81758119 0.03740545 0.00973503 7.36570819 4
28.0124598 5.13409283 5.72074376 0.08827068 0.09262809 7.36439242 4
83.9976922 7.37021275 6.90173168 0.06974173 0.08479103 -7.3610482 4
183.93217 8.16595661 8.40627115 0.03720831 0.04121166 7.35656724 4

149.022609 7.75836689 6.25369308 0.18155653 0.2737398 -7.3555262 4
3.83909894 7.5105632 4.86122766 0.20945185 0.02983939 -7.3541539 4
2.83617129 7.15816237 2.35441252 0.25432967 0.27367535 -7.3508055 4
2.83031084 4.44561839 2.79441327 0.19261828 0.17210621 -7.3492998 4
4.84038312 7.12540989 2.17088573 0.24484356 0.4864744 -7.3476375 4
141.446616 7.08798081 6.25839844 0.05509587 0.26774339 -7.3457384 4



55.0551727 7.18128568 4.99058962 0.1967787 0.3474421 -7.3446682 4
49.4881768 8.39301048 7.77029826 0.10911068 0.02076493 -7.34009 4
124.71425 4.55641228 6.77185147 0.95858829 0.14067713 7.33928761 4

71.5733124 6.88585492 6.25119769 0.08345559 0.13270599 -7.3389608 4
2.84132724 4.91930942 5.44978368 0.15566834 0.01222245 7.33829865 4
48.149762 4.49315349 6.18876434 0.67342527 0.09686711 7.33657267 4

19.0484185 5.69460845 5.00519904 0.09686024 0.12862145 -7.3360692 4
23.6780547 6.49390414 5.6586622 0.1258275 0.08084014 -7.3340129 4
283.973254 8.59802919 8.19652623 0.05755222 0.07651804 -7.3294442 4

19.50911 7.55601574 4.22262026 0.22131185 0.26668305 -7.3282099 4
5.66477326 4.20448035 2.73779861 0.16427165 0.3428673 -7.3267972 4
10.2735114 4.74521341 5.33289951 0.15877624 0.0497051 7.32446367 4
1.00006514 2.02499886 2.48925895 0.04934289 0.08303322 7.30887328 4
8.86423849 7.13505361 4.53639387 0.21001348 0.09249286 -7.3055497 4
339.211535 8.18396305 7.43128841 0.07903409 0.19067207 -7.3027529 4
9.8740822 7.5442017 3.80314354 0.24854938 0.20657601 -7.3015832 4

14.3382669 5.21659334 5.52452311 0.03607121 0.05644861 7.29888476 4
6.85998413 3.82704352 4.4016281 0.11030986 0.08262251 7.2982551 4
46.8644932 6.8798232 6.15645862 0.11540999 0.10188521 -7.2972345 4
1.52258074 4.18363862 3.96209522 0.04067273 0.02918458 -7.2971424 4
257.594893 8.28575436 7.91943681 0.03222046 0.09608873 -7.2969878 4
36.8909698 5.79084277 6.90327928 0.4031095 0.03728417 7.29646387 4
7.95808186 6.72412158 3.34056819 0.23945185 0.28467512 -7.2962052 4
117.213164 7.01191549 6.04271938 0.10203108 0.2997815 -7.2960315 4
206.955376 7.49050846 5.48419163 0.16791568 0.7780349 -7.2895461 4
100.033694 6.80694007 5.96157203 0.07408923 0.25576294 -7.2890319 4
149.849565 7.13605012 6.29776065 0.057211 0.27241254 -7.2874559 4
1.75706575 5.92959915 2.21845214 0.23472803 0.19030828 -7.2865783 4
234.219326 8.47105815 8.17516004 0.03601837 0.06713987 -7.2827319 4
169.319404 8.57365549 8.81892228 0.0585714 0.0251633 7.28125067 4
238.654505 7.77427383 8.30506653 0.12698732 0.05874906 7.28093594 4
234.469921 7.60253494 6.4407091 0.10880176 0.33494546 -7.2804476 4
30.1957851 5.61191457 4.70697997 0.08758396 0.29134872 -7.2786838 4
60.8880332 6.32659145 6.71367385 0.03047508 0.07262583 7.27768028 4
5.70047042 5.59056368 3.13646809 0.23186948 0.24699161 -7.2772667 4
20.2005971 7.41417386 6.92479099 0.09444119 0.01984438 -7.2755631 4
53.4519294 7.64311045 7.96046487 0.08361082 0.01870874 7.27523962 4
90.3686583 7.12704409 6.46723253 0.09098342 0.13498378 -7.2750754 4

41.39746 5.95189773 5.19937417 0.06314177 0.21379499 -7.2711218 4
6.33300468 4.08579329 3.16685915 0.09169584 0.25367275 -7.2679014 4
21.5005294 6.36198333 6.06315016 0.04983402 0.05031689 -7.2644158 4
11.1012778 5.4474773 4.12284891 0.16183965 0.18760266 -7.2552674 4
14.4746704 6.11854352 3.53831507 0.23558868 0.38957946 -7.2529439 4
68.482121 6.40849968 7.02490938 0.16912369 0.06140771 7.24347379 4

50.7183021 10.3617104 5.25472021 0.24348004 0.28386163 -7.2426334 4
449.414705 8.44920094 7.614509 0.09611397 0.20794804 -7.2402866 4
148.043717 7.32881745 7.94845193 0.16949856 0.05155488 7.24013906 4
35.0568095 7.14911277 6.78166225 0.06768787 0.03933534 -7.2352979 4



37.0593697 7.3568149 6.91693574 0.08114239 0.03679856 -7.2348327 4
25.5122034 6.29086836 5.86923604 0.06821435 0.07057927 -7.2303225 4
233.341754 7.5641229 6.82062159 0.02222773 0.2707329 -7.2283488 4
35.1769297 6.9145854 6.59673188 0.05597042 0.04859888 -7.2278765 4
9.97214223 5.77792613 4.89569981 0.14129287 0.07499708 -7.2225946 4
6.13837308 4.94082324 2.38882915 0.23050758 0.53718508 -7.2173473 4
10.1514143 4.49334399 4.89118669 0.0320788 0.07792572 7.21658383 4
4.92100065 6.53622009 4.02575014 0.21925828 0.0898362 -7.2161821 4
211.38118 8.51228281 7.60976623 0.13988957 0.10702889 -7.2136155 4

7.74972881 6.49751095 5.74881266 0.12303403 0.02486218 -7.2132207 4
73.3262006 6.72722761 6.0675255 0.07592589 0.16246657 -7.2105591 4
208.315488 6.74663445 7.45610065 0.05229709 0.11956308 7.20589131 4
54.412518 7.66835115 4.87419326 0.21377532 0.36980433 -7.2041333 4

13.0986919 5.01303281 3.85073416 0.13551875 0.25659696 -7.2040146 4
121.407503 8.0526463 7.243421 0.12402233 0.08837271 -7.2001068 4
55.7669192 7.16505728 6.49636779 0.11324604 0.08223467 -7.1985088 4
155.384801 4.89389272 7.19199816 1.10401534 0.12026527 7.19839623 4
78.3096662 7.65020874 7.08210557 0.0962613 0.06520772 -7.19818 4
4.10193952 4.44812003 4.75164547 0.07035011 0.03520722 7.19430378 4
1.20364749 3.24965896 3.61059563 0.09061887 0.03226065 7.19359893 4
39.2631666 6.39386191 4.60291331 0.18273364 0.35531723 -7.1893404 4
24.6361366 8.06652515 3.76578372 0.23782269 0.51720984 -7.1826708 4
18.5348894 4.5107179 5.14399804 0.06726734 0.11134144 7.17988142 4
57.9097683 7.24297421 6.96585391 0.04144077 0.05543986 -7.1796264 4
38.3704926 7.4526141 5.5103576 0.20112931 0.14834505 -7.177627 4
57.299811 7.25419967 6.37795887 0.14108775 0.09968199 -7.1765239 4

176.738808 4.42846971 6.85043573 0.92485734 0.1887214 7.17565874 4
140.444917 3.69629692 6.48194071 0.84768357 0.21179296 7.17472501 4
172.445311 7.74195579 7.19467004 0.06913338 0.13198353 -7.1731783 4
231.017891 8.12180994 7.13710785 0.13085182 0.18499404 -7.1725214 4
10.1221057 6.52196132 3.91593795 0.23477621 0.21163111 -7.1705398 4
39.1673974 6.38199433 5.02892777 0.17484361 0.23927817 -7.1649803 4
160.809458 7.0649434 6.18650637 0.00990142 0.32491064 -7.1644171 4
36.1369976 5.08279686 5.99748094 0.25786002 0.09058397 7.16281234 4
10.3238695 5.02035851 5.28869311 0.0304711 0.05216729 7.16204304 4
49.0820687 6.72789562 6.30401607 0.06016359 0.09144227 -7.1608992 4
16.8891428 3.50750238 4.66876844 0.16838734 0.1653692 7.15894883 4
39.6933567 6.630856 5.62651513 0.13982815 0.13810294 -7.1495114 4
1.77825223 6.0666269 6.48571947 0.12041663 0.0027135 7.14790065 4
36.1765293 7.0529458 7.38297759 0.09111222 0.02237126 7.1440387 4
60.871528 7.5476684 6.69406822 0.13902113 0.07633131 -7.1430777 4

145.709039 7.90656825 6.77005068 0.16393343 0.16550801 -7.1306459 4
68.4722609 5.22229766 6.22799279 0.19346411 0.14002366 7.1250359 4
206.893219 8.01408977 7.02791042 0.13390927 0.17783767 -7.117368 4
177.819963 4.69154703 6.82516551 0.61746032 0.19830349 7.11297373 4
84.2773666 5.68929295 6.53789643 0.16504317 0.1221376 7.11016933 4
2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4
2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4



2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4
2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4
2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4
56.1289561 6.97886701 5.72370214 0.17614198 0.17841231 -7.1033679 4
68.8932388 7.36967142 6.90779198 0.07842191 0.06835097 -7.0963897 4
172.576172 7.79666166 7.04349971 0.10828324 0.15576439 -7.0961631 4
134.211851 3.53080062 6.47479459 1.29093055 0.21841407 7.09557069 4
84.0971945 7.45417022 7.19733293 0.02572135 0.06265358 -7.0919915 4
1.39057669 2.52121292 2.96585508 0.08024204 0.07202904 7.08621846 4
1.36458844 3.28616159 3.67611663 0.10139169 0.03429871 7.08486108 4
11.5070766 4.50431937 4.96410708 0.06511873 0.08222397 7.0781491 4
118.909176 7.52128962 7.15193028 0.03850145 0.09161476 -7.0769235 4
27.4510421 8.03864177 4.84945345 0.23436632 0.20259349 -7.0738949 4
59.6296992 6.86990138 7.4272268 0.16166564 0.0352704 7.07375909 4
6.87635329 9.59951117 4.53197942 0.25932298 0.07482626 -7.0708829 4
53.4846333 6.44435342 5.4508229 0.133335 0.22510261 -7.0654892 4
103.433414 7.69689563 6.61989929 0.16343947 0.13261853 -7.0594813 4
59.5143696 5.38586641 6.21751971 0.17171534 0.11927898 7.05811339 4
215.844371 5.25789218 7.60690474 1.16830127 0.10422469 7.04465241 4
10.7437216 5.68165436 5.31136083 0.06595073 0.05383245 -7.0437766 4
77.7009725 7.38016169 6.93649936 0.0730091 0.07643059 -7.0432363 4
10.6873643 4.30507764 4.84858497 0.10459595 0.0834768 7.04160155 4
11.3728241 5.80394379 4.34511555 0.19277788 0.14280377 -7.0383962 4
5.82481105 4.46707598 4.8133726 0.07496742 0.04754397 7.03772337 4
13.7665766 5.52569729 5.12579786 0.06012701 0.08368867 -7.0350511 4
149.304314 7.63503148 7.18243636 0.05281641 0.11139838 -7.0349145 4
54.013032 6.28273567 6.72388291 0.09117054 0.06517723 7.03485076 4

47.9364863 6.55984503 6.80662566 0.01343943 0.05251634 7.03475594 4
19.6394673 4.84036332 5.61170327 0.22099696 0.07097557 7.03325413 4
21.0980576 5.15226611 5.74583095 0.14963425 0.06789032 7.03303595 4
1.66567677 3.15118816 2.59639505 0.0750125 0.12826062 -7.0284832 4
47.4136705 6.44859481 5.58785275 0.11699565 0.16991399 -7.0259264 4
7.38095935 3.63186472 4.59154995 0.30715207 0.07500415 7.02158566 4
130.859359 8.39260647 7.88834922 0.09170007 0.04851916 -7.0172536 4
0.87823051 8.18438774 1.80419574 0.24509031 0.13862666 -7.0165611 4
86.5706529 6.48821195 7.04115513 0.12373737 0.07552586 7.01601552 4
18.3825832 3.83871478 4.79108183 0.04445141 0.15664531 7.01304603 4
141.456288 8.13739025 7.87382346 0.03983823 0.05458401 -7.0101335 4
0.94324912 7.21895325 2.11631178 0.26702818 0.11528018 -7.008638 4
274.484716 7.42340827 8.07892091 0.15742066 0.08309612 7.00843521 4
50.6683666 6.94898209 7.20030937 0.05081258 0.03770416 7.00596306 4
33.0257262 7.28924261 6.86531817 0.08154245 0.03474605 -6.9981747 4
96.8423245 8.04778218 8.1782595 0.01527199 0.02720028 6.99720365 4
43.8894668 4.98020676 6.03822465 0.31549596 0.10281068 6.99474613 4
81.6426413 6.94666588 6.38861925 0.07167406 0.13877554 -6.9946257 4
304.948469 7.50546157 8.28609708 0.22664459 0.0762332 6.99398032 4
132.698273 7.28532561 6.81889905 0.00618878 0.1510595 -6.9931271 4
22.4630993 7.13257081 4.7372598 0.22421926 0.19956363 -6.9793793 4



21.7730577 5.83630482 6.12193448 0.05156857 0.04756795 6.97776704 4
4.40025681 4.84083468 4.3890452 0.08540483 0.05547006 -6.9763743 4
14.6334506 6.09724769 5.15346908 0.15055395 0.08251069 -6.9742155 4
7.87789105 5.88986974 3.98622951 0.22101181 0.14023051 -6.9734694 4
9.84312607 6.16610444 3.17259816 0.22825807 0.42536472 -6.9700559 4
42.5333641 4.3364914 5.59815605 0.27045158 0.15066826 6.96739282 4
168.928612 6.31531827 8.21477504 0.94244972 0.04533047 6.96686758 4
99.3635716 4.96402304 7.01125053 0.96350425 0.08846173 6.96509447 4
8.5150575 4.86007252 3.64000975 0.16427946 0.22222386 -6.9577512 4
52.030694 7.18823431 6.8677493 0.05547782 0.05420047 -6.9576304 4
52.030694 7.18823431 6.8677493 0.05547782 0.05420047 -6.9576304 4

347.772112 7.92788815 8.45716332 0.11890444 0.07275601 6.95621443 4
98.2106445 6.88770018 7.36413314 0.1171837 0.0632719 6.95545906 4
2.41966567 4.37623601 4.87355274 0.15936044 0.01847749 6.95536537 4
53.7261096 4.7598213 5.83511255 0.15792818 0.15095784 6.95162477 4
44.6733634 6.58302367 6.22146481 0.04274753 0.08707949 -6.9473536 4
95.945081 6.65395064 5.25330134 0.1317752 0.49605076 -6.9394815 4

70.0767275 6.616535 5.99045254 0.06580132 0.18054707 -6.9335488 4
156.74275 7.83767384 7.29392197 0.08263601 0.10916914 -6.9325551 4
44.910861 7.52142174 6.81084026 0.12798271 0.04878058 -6.9301426 4

7.93056884 5.92788012 5.31659087 0.11051198 0.03899698 -6.929207 4
7.05909046 5.2297032 2.91091702 0.23665974 0.34362559 -6.9284973 4
158.987186 8.01038135 8.63533724 0.20811802 0.02845102 6.92777261 4
9149.0308 8.10301973 10.5956915 0.40922776 0.21512937 6.92483157 4

97.9572855 7.72837616 7.3496323 0.0650481 0.06332686 -6.9154567 4
10.0896486 5.35681721 3.26738585 0.21166313 0.42358703 -6.9150941 4
106.053609 6.08547184 6.83099846 0.14315488 0.11230005 6.90985625 4
7.92531788 5.09031421 5.7084569 0.19391097 0.02647229 6.90761407 4

123.0448 7.26725312 7.74881315 0.13208953 0.05282989 6.90634196 4
14.4739954 5.81075101 4.91764387 0.14902493 0.10356437 -6.9043444 4
32.5336643 5.1207127 5.72221802 0.0761397 0.10916428 6.89685454 4
6.63538885 5.79170085 2.88570717 0.22760887 0.40598474 -6.8935808 4
15.0788776 5.38235722 5.62925436 0.01406928 0.05416909 6.8878323 4
275.288401 7.66331162 6.45698414 0.11719341 0.39014047 -6.8863434 4
25.820255 5.45292208 6.04043383 0.16807351 0.06243041 6.88128797 4

18.3909526 6.59201227 6.31218001 0.05679078 0.03304262 -6.8805227 4
10.461992 4.15824002 4.81089386 0.16428547 0.08462201 6.879077 4

47.6566294 7.95979981 8.20946433 0.06869953 0.01301318 6.87898843 4
94.4028918 7.35934185 7.01495446 0.04116359 0.08302619 -6.8777078 4
13.4435854 5.66282702 3.94765248 0.20902285 0.24146693 -6.8775643 4
29.8511617 7.12419801 7.54888473 0.13268793 0.0157344 6.87725184 4
23.293357 5.59954706 5.10497772 0.04497781 0.14310182 -6.8762208 4

37.5932596 5.99753784 6.3275729 0.03252537 0.06688439 6.87568027 4
15.5560991 6.85439421 4.54303691 0.22811106 0.17330187 -6.8721871 4
5.61137574 4.93662385 4.26009485 0.11435104 0.07760488 -6.8686829 4
39.7369911 7.40007357 6.61557045 0.14038718 0.05258138 -6.8682776 4
144.435087 4.99569954 6.86696287 0.94167871 0.14716485 6.86706884 4
16.3433959 6.69716691 6.29093033 0.08032948 0.03002236 -6.8661592 4



521.821051 8.51386003 7.8544369 0.05853053 0.19431972 -6.865965 4
2.93315764 5.04892472 5.48120462 0.13497417 0.01225435 6.86315717 4
164.269175 5.36799574 7.04537229 0.65044083 0.1435792 6.8583637 4
148.239231 8.33542717 6.96497463 0.18666346 0.13460796 -6.8541247 4
511.272826 5.49040706 7.85416289 0.98775478 0.19067383 6.85011158 4
72.1481805 7.52977532 7.29086545 0.03759559 0.04892477 -6.8487719 4
338.723917 8.78865447 7.52561746 0.18258262 0.17306139 -6.8477451 4
12.0992223 7.44899984 7.20785895 0.05459921 0.00897964 -6.8464768 4
13.613513 5.37105763 5.63795092 0.04417962 0.04805 6.8449709 4

18.1429603 5.08553432 2.90621406 0.18337532 0.79764631 -6.8405205 4
4.74209767 4.08621782 3.51355232 0.07714305 0.13558876 -6.8402905 4
138.81211 7.4984688 6.75399425 0.10982728 0.16523015 -6.8393345 4
5.9220472 6.09013605 5.41733371 0.12218787 0.02645629 -6.8365263 4

0.97588033 2.88823054 3.09762926 0.02344005 0.04366261 6.83548564 4
249.369936 5.86290776 7.67845397 0.96472229 0.11275761 6.83174974 4
92.3616378 4.98415492 6.31565649 0.34317179 0.17489333 6.83028896 4
79.5894602 2.76806159 5.92059253 1.33512518 0.21525513 6.82867154 4
102.41208 7.85898735 7.23497746 0.11490261 0.07248717 -6.8285175 4

161.627812 5.0595018 7.1991537 0.99052239 0.12109464 6.82616241 4
95.8077271 6.73847147 5.62588208 0.12915461 0.31247741 -6.824356 4
31.6015022 5.934195 6.36663871 0.10669449 0.05469939 6.81898834 4
1.3396017 2.49637156 2.97117033 0.10613579 0.06735166 6.81447757 4

25.1763641 5.90220329 5.319721 0.08732493 0.12751115 -6.807311 4
158.610337 8.60920658 8.47082765 0.0154669 0.0329677 -6.8064853 4
10.745545 5.24490863 3.84018024 0.17594525 0.23869713 -6.8061856 4
9.8186164 5.57309734 5.40168898 0.01441214 0.04374998 -6.8054248 4

147.929012 5.84910762 6.8844507 0.19453188 0.14663016 6.79971985 4
173.257559 6.48205361 7.45544477 0.31347163 0.1013881 6.79901408 4
128.303866 7.72925883 7.08527768 0.10761682 0.10476386 -6.7983682 4
48.712991 6.20530082 5.5966152 0.05992578 0.17874528 -6.7967446 4

717.180114 5.66059763 8.09793273 0.98468161 0.22735888 6.79632313 4
28.6663399 5.39483226 3.87772761 0.14435248 0.49825431 -6.7950629 4
92.6214648 7.79864208 7.31693119 0.08795769 0.06230443 -6.7902869 4
55.4609689 8.38788814 7.91828966 0.09663213 0.02014231 -6.7864827 4
52.0157003 7.62926383 6.56805084 0.16762304 0.07260333 -6.7859845 4
16.2121386 4.68247802 5.30061451 0.16431667 0.08132488 6.77991288 4
280.207297 6.79050586 8.64296102 0.88567623 0.05010112 6.77976516 4
7.16480756 5.27060436 2.66652281 0.22393309 0.55500864 -6.7761538 4
1.70911177 6.4001507 -0.0305437 0.27599589 1.90756735 -6.7752129 4
14.5788611 9.34267756 4.8714548 0.2648532 0.11017916 -6.7747655 4
2.17262474 6.64254584 3.99619681 0.25021597 0.03955283 -6.7726808 4
30.0145162 5.43601408 6.83470011 0.69632206 0.03256719 6.77231477 4
172.54722 5.10739833 6.95017168 0.65281724 0.16755656 6.77212475 4

351.407596 5.90635829 7.70059045 0.67214204 0.1609064 6.76816177 4
3.02102859 4.76752099 3.95937705 0.13610936 0.05858381 -6.761194 4
8.93554361 5.11447931 5.33588793 0.03404323 0.04278495 6.76022505 4
9.98400837 5.38431751 5.5958874 0.03906207 0.03711662 6.7593252 4
72.8982787 7.25559915 7.46518547 0.03079929 0.0418073 6.75881696 4



247.330935 8.92904493 9.17696976 0.06338092 0.02562699 6.75588956 4
109.02723 7.52033063 6.86381886 0.10831706 0.11142101 -6.7556109 4

42.6723658 6.06970402 5.27507582 0.09851266 0.22767267 -6.7526531 4
0.58135526 2.15015291 -3.1491817 0.25378867 3.20582432 -6.7483532 4
46.9129837 6.89232296 6.35756107 0.09375649 0.08041525 -6.7473169 4
32.3641121 5.81515377 4.4980368 0.15492197 0.33390067 -6.7464394 4
2.96525011 5.89713944 2.65211538 0.23514053 0.19784294 -6.7403397 4
1.63082931 7.75285978 1.3661821 0.25497693 0.45380195 -6.7361909 4
8.7097619 4.74653614 3.34570433 0.18793368 0.33320958 -6.7360059 4

165.861851 7.32220622 6.39518984 0.11107752 0.26296772 -6.7331496 4
9.09513495 4.3219303 5.60952499 0.61266948 0.03345818 6.73314162 4
163.044831 8.58778982 8.74692407 0.03203534 0.02596893 6.7299342 4
207.919265 7.82297991 7.14068581 0.09854977 0.16179004 -6.7270465 4
41.0513673 5.52713542 6.16008163 0.15907546 0.08454212 6.72607818 4
6.86575655 4.72803165 3.92475097 0.13267545 0.13526444 -6.7245216 4
46.8188275 3.82690806 5.73227309 0.77222968 0.15735453 6.716289 4
137.855992 7.72324958 7.93663295 0.00890684 0.0499677 6.71227622 4
10.7806101 6.20509287 5.75917169 0.0892374 0.0343018 -6.7090659 4
93.9578556 7.86807911 7.49938634 0.06993268 0.05277016 -6.7062891 4
9.98785955 5.46537781 4.0134024 0.19724427 0.18742792 -6.7008203 4
80.9955589 6.748832 7.36459332 0.18728575 0.05134606 6.70033933 4
46.1654678 6.99500506 6.71941488 0.04510785 0.05483708 -6.6994945 4
1.70898004 5.35659353 2.56920797 0.26404303 0.13245349 -6.6990583 4
53.9394792 6.28347701 6.76458344 0.12534053 0.0630149 6.69883303 4
68.4107027 7.03157002 6.15663539 0.13367717 0.1409478 -6.695943 4
9.28642532 7.66505427 4.20083458 0.24961779 0.14175263 -6.6936898 4
1.53428204 6.01287219 3.06704541 0.26894091 0.0727631 -6.6893264 4
4.48701119 5.64839267 3.73955426 0.22397802 0.10974999 -6.6885671 4
9.52422164 5.14757152 5.44505907 0.07166189 0.04138085 6.68740833 4
27.3281725 6.77309075 5.78879441 0.16837218 0.08425511 -6.6848736 4
86.509968 7.02712014 7.45157022 0.11612245 0.04964138 6.68469218 4

12.9877872 5.78996994 5.5671234 0.03336579 0.04999345 -6.6844017 4
4.09347571 3.62295373 2.96856407 0.05649116 0.19954752 -6.6826109 4
176.917958 7.807729 6.96279712 0.1261715 0.17518415 -6.6792095 4
3.32458103 3.62448222 4.06806469 0.10999594 0.05753942 6.67890397 4
25.0278591 6.27502509 5.80331592 0.08696603 0.07559611 -6.6761769 4
16.2576542 4.81604421 4.0683684 0.02092123 0.28806505 -6.6759642 4
7.65698859 4.17063065 4.6717521 0.12338413 0.07015981 6.67580234 4
131.88147 8.45338999 8.74791759 0.08465463 0.02085194 6.67479816 4

38.1122163 7.46863564 7.95702519 0.15302144 0.01338045 6.67384847 4
27.3943879 6.43696359 6.09110488 0.06220117 0.06142339 -6.673279 4
55.5022882 6.83703534 6.40507823 0.06895322 0.09005979 -6.6716384 4
55.1941432 6.93697206 6.69069048 0.01750674 0.06989311 -6.669205 4
442.987692 6.01597671 7.76459512 0.54905891 0.19716461 6.66760744 4
58.1772408 6.09783834 5.23723975 0.06755282 0.28426624 -6.6625767 4
49.2872751 5.05869176 6.42105279 0.55047862 0.07961123 6.66213045 4
49.6876214 4.52455469 5.77240245 0.32100761 0.14778111 6.6607718 4
94.3988484 7.73103571 7.87887632 0.00318606 0.03608395 6.66046408 4



35.9028701 5.92162853 6.23734564 0.01290763 0.06888588 6.6596347 4
83.6416951 6.58039286 7.02485309 0.08611506 0.07598682 6.65134692 4
12.9421877 6.65005642 5.64491587 0.16335671 0.04587221 -6.6429675 4
44.6659939 6.04910917 6.46866919 0.0857872 0.06792048 6.64293776 4
10.7087427 5.62415711 5.97689579 0.09969737 0.02696726 6.64067879 4
48.2025329 7.10732123 6.83072633 0.04859907 0.05222545 -6.6400448 4
11.6090907 5.80888317 4.25446716 0.21175662 0.16476469 -6.6395057 4
70.4061028 7.57527154 7.2796364 0.05543002 0.04902051 -6.6368213 4
28.6450388 5.77676628 6.21968629 0.11758179 0.05643335 6.63393352 4
258.605827 7.6557301 8.12699805 0.1012987 0.0780277 6.63346049 4
45.1663338 6.33390432 6.74759325 0.10910757 0.05330885 6.63219485 4
14.1256745 8.04123704 4.16137886 0.24687819 0.22418035 -6.6270469 4
46.0248361 6.14698121 6.49840675 0.05042921 0.07067346 6.6259003 4
44.8120892 6.31693564 5.59328665 0.10661072 0.16402129 -6.6251415 4
46.8368963 6.78815167 6.48066526 0.04502066 0.07307417 -6.6227579 4
66.1508478 5.05695764 6.54631459 0.6425393 0.0969384 6.61670693 4
216.463454 8.23197332 7.72122794 0.08778474 0.09481106 -6.6149317 4
24.546005 6.60577107 6.2506937 0.07195445 0.0471887 -6.6121511 4

77.5690961 5.57826236 6.52181526 0.28289331 0.11330419 6.60897626 4
126.461792 7.30528582 7.6263971 0.05199585 0.06203653 6.60863406 4
10.2637035 4.94610404 5.29602357 0.08277146 0.05067426 6.60851266 4
482.069407 6.5180799 8.32132597 0.79728804 0.11414019 6.60677036 4
92.5465203 7.16951692 6.4042193 0.11706424 0.14640667 -6.6051957 4
7.26669014 5.86185949 5.43957062 0.0908592 0.03160899 -6.6048146 4
76.7131431 6.66709594 7.09590623 0.10009898 0.06440497 6.59966211 4
42.9968633 6.59937165 6.10692389 0.08253838 0.09348166 -6.5989382 4
3.03262995 4.83216729 2.67619553 0.22374437 0.19848941 -6.5983692 4
62.7623167 6.93980608 7.25907792 0.07840287 0.04459739 6.59253842 4
36.5329233 6.55720256 6.24073998 0.04933069 0.07132903 -6.5887413 4
82.9553339 6.75509821 5.94663887 0.11142319 0.20444374 -6.5885882 4
203.164147 8.52140584 8.31977393 0.02550507 0.05017328 -6.5882284 4
12.7121371 6.69277308 5.41629627 0.19627379 0.05715762 -6.5872201 4
85.4146033 6.90908501 7.25242401 0.06677995 0.05970468 6.58569068 4
15.7041549 6.59480801 6.32064297 0.05958286 0.0283026 -6.5821165 4
9.82259632 5.45354209 3.62321179 0.23393424 0.2732179 -6.5808127 4
11.9523243 5.08372073 3.4427935 0.19869724 0.42150661 -6.576399 4
6.28613041 5.15915985 5.69514821 0.18893798 0.02105541 6.57054276 4
161.261022 8.59109924 8.75048037 0.03406152 0.02552956 6.56790771 4
6.11044821 7.02057556 3.32476689 0.24318176 0.22940981 -6.5667389 4
36.012577 7.58096021 7.27518009 0.06862323 0.02483991 -6.5666197 4

15.3076274 5.53248931 3.2374451 0.21991726 0.68720363 -6.5665021 4
67.774975 6.73203989 6.31281839 0.03845895 0.11936588 -6.5632585 4

175.870424 7.50670009 6.76551957 0.0999903 0.2142303 -6.5620171 4
230.525099 7.36217744 7.81136456 0.0359223 0.09094206 6.5598536 4
4.98104246 4.55641214 4.78981611 0.04522049 0.0410035 6.5593624 4
2.5216779 3.35744669 2.51952403 0.11935407 0.19241414 -6.5587641 4

61.1719415 5.74560293 6.90773206 0.46488872 0.06167092 6.55499673 4
94.3383017 7.25424347 6.37021834 0.13933385 0.16500827 -6.5549428 4



67.6728627 6.26965122 6.81920555 0.14159516 0.07444357 6.55490739 4
204.490008 7.70017274 8.0553829 0.06343002 0.06604135 6.55325732 4
6.68597286 5.89145303 5.61535816 0.06245408 0.02420903 -6.5490174 4
112.567784 6.28731864 7.05519341 0.22004879 0.09904766 6.54859815 4
4.09039492 7.70956809 0.05930672 0.29059138 3.29261625 -6.5484566 4
45.6511998 6.38712263 5.6860062 0.11168915 0.14816133 -6.5464017 4
67.453108 6.18461036 5.37182677 0.03372609 0.34072461 -6.5460778 4

9.57129796 7.76751431 3.80924417 0.2602872 0.21834576 -6.5438574 4
11.9962112 3.76888026 4.59714322 0.19316766 0.12394317 6.5413431 4
77.3212082 6.77592559 7.18236846 0.09596535 0.05971991 6.54072246 4
172.734951 7.01734536 7.57274174 0.12177885 0.08656092 6.53811782 4
31.7205917 6.972908 7.89258943 0.34740912 0.01184297 6.53528519 4
163.269647 7.58321959 7.04963732 0.07060238 0.14147213 -6.5315911 4
0.47694837 4.14296158 4.30252785 0.04480443 0.00646712 6.52600125 4
33.1125976 6.32780837 6.06159425 0.01741893 0.07886751 -6.5257085 4
25.814657 6.55744401 5.82648529 0.13029549 0.07673072 -6.5241696 4

6.60458377 4.78039159 4.99086199 0.02850851 0.04487726 6.52137974 4
23.110324 7.3087881 7.68074403 0.12110516 0.0106582 6.52026149 4

267.616369 7.16600002 7.84269486 0.14812273 0.10443133 6.51549342 4
32.9548115 4.85603628 5.59341837 0.14278083 0.11897574 6.51269085 4
6.86676107 3.76380024 2.15189403 0.1323144 0.7447747 -6.5124523 4
58.6902991 7.46692445 6.5323771 0.15698184 0.08363188 -6.5106232 4
19.1329954 5.32442894 5.68639714 0.07021196 0.06546978 6.50723187 4
14.1085952 6.67672117 5.51958606 0.19007982 0.05579987 -6.5063557 4
73.0665233 5.64439715 6.70831677 0.37265309 0.08997903 6.50326988 4
123.046801 8.39193179 7.65418099 0.14241499 0.05898959 -6.5008669 4
4.27740067 5.37079899 3.67403988 0.22096426 0.10885459 -6.4994841 4
210.346525 7.58494985 8.01192345 0.09120574 0.06927614 6.49531012 4
11.8343921 7.0393703 2.90422787 0.27187318 0.73752672 -6.4942411 4
23.7021219 5.54043042 5.96326938 0.10153735 0.06132948 6.49241302 4
47.4853093 4.03008153 5.56628569 0.52140606 0.18433815 6.49163319 4
129.504586 6.37306579 7.05685016 0.14591977 0.11133573 6.49139532 4
6.5308217 5.38076259 4.16684262 0.18076394 0.10353997 -6.4877083 4

271.523549 7.90378486 7.37861979 0.03906513 0.16480155 -6.4854367 4
106.900812 6.79445913 7.37647459 0.17141878 0.06693383 6.48369359 4
94.9951553 6.92888383 6.38920098 0.05850482 0.1655618 -6.4789112 4
167.086019 6.97155504 7.50772055 0.10765975 0.08995385 6.47818837 4
137.437687 7.47821901 6.94924731 0.07564382 0.13159901 -6.4764994 4
12.3111823 5.77762605 5.61072889 0.01504043 0.04457788 -6.4751236 4
49.6300928 6.76881157 4.95354181 0.22840435 0.35017503 -6.4750137 4
98.4093194 7.65449981 6.83859512 0.14202559 0.10702893 -6.4741611 4
13.4953143 6.00344539 5.27357129 0.13480323 0.06860096 -6.4730719 4
13.5215629 6.87039869 5.15650758 0.23245377 0.07856202 -6.4703418 4
22.5864448 5.8805496 4.06988255 0.23105475 0.34833027 -6.4698342 4
102.770004 6.4969024 7.0719428 0.13313584 0.08633945 6.46215842 4
60.4441061 3.917009 5.84945622 0.80036341 0.16951494 6.45113818 4
4.89750827 4.3723229 4.7025006 0.08637344 0.04459512 6.45064687 4
1192.02938 7.2543319 8.80525953 0.48186644 0.18148965 6.44860042 4



73.8145017 7.86189537 8.04382625 0.04499993 0.02381923 6.44784689 4
4.23294452 6.77706232 1.85018083 0.26626556 0.58577672 -6.447222 4
119.630429 7.87284085 8.31463059 0.14394183 0.02913371 6.44692984 4
91.4765777 6.54144488 5.70525169 0.06717045 0.32986888 -6.4459465 4
101.929799 5.99173837 6.83600286 0.22958463 0.11253386 6.44555748 4
73.5036974 7.18048637 6.31625267 0.15132501 0.13745623 -6.4412521 4
139.011519 6.74084078 5.03696759 0.12939961 0.71774348 -6.4406121 4
55.3313473 6.76792702 6.29164724 0.0782779 0.09949408 -6.4368494 4
208.052777 8.19947628 7.87050135 0.04939238 0.07995267 -6.4361725 4
34.0743553 5.33290112 6.66665247 0.7437274 0.04389212 6.43523634 4
217.10707 7.7498534 6.83526156 0.12655619 0.24136457 -6.4214424 4

63.7987651 7.25219281 6.85540603 0.07554896 0.0680726 -6.4149706 4
27.8244936 5.11815509 5.74920028 0.16548486 0.08840312 6.41034175 4
14.247095 4.25472643 4.93871478 0.17079762 0.10392896 6.40998387 4

193.987552 6.13687304 7.06613339 0.02436549 0.15973217 6.40971545 4
80.4187174 7.67115183 6.4514565 0.17914448 0.13142161 -6.4091108 4
64.2197327 7.54550366 5.45936556 0.24459903 0.25659231 -6.4076547 4
165.510907 8.64236549 8.8125707 0.04029349 0.02446437 6.40685223 4
36.1082048 6.38765704 5.87616279 0.09006892 0.10053444 -6.4047811 4
195.563408 7.57323307 6.69183912 0.12059292 0.25755071 -6.4015592 4
16.5759491 4.87453174 5.38523618 0.12309917 0.07503227 6.40075288 4
14.2531619 5.42769424 5.68109193 0.04663595 0.04889038 6.39944478 4
19.1405938 5.47673885 5.75325245 0.03270914 0.06051183 6.3969527 4
80.1398811 5.68014842 6.82878714 0.54883001 0.08585144 6.3953851 4
9.47289935 4.10642957 4.63816487 0.10754583 0.09061216 6.39110395 4
156.668245 7.52957966 6.77646554 0.1194252 0.18599972 -6.3906684 4
211.478624 8.34725483 7.86518194 0.09362251 0.07928308 -6.3903505 4
19.1676126 6.75446453 6.89533008 0.03454198 0.01949715 6.38878654 4
28.8995673 5.31364347 6.24384748 0.34905995 0.05615371 6.38604946 4
21.9433506 5.20099748 5.77501019 0.17343253 0.06887878 6.38422213 4
398.765882 8.43403465 7.99946362 0.03818367 0.13398852 -6.3836721 4
157.274594 7.64029172 6.66957009 0.15250644 0.21074452 -6.3832892 4
40.4882959 7.41582543 4.76581536 0.24559747 0.35205258 -6.382626 4
37.8992725 5.32188146 5.9518173 0.14748488 0.0973326 6.38247881 4
2.66398458 5.89469139 2.91067288 0.2531193 0.14011072 -6.3804895 4
0.28761084 5.88047719 0.48243009 0.29518271 0.18641044 -6.3798283 4
109.576613 7.70067871 6.99646338 0.12753436 0.09754953 -6.3776198 4
103.85319 6.01527783 6.70254972 0.09648402 0.12304811 6.37692244 4

16.8230845 6.29937697 5.89224883 0.08469381 0.04702667 -6.372745 4
61.6343832 5.89762149 6.45440233 0.11429872 0.09471773 6.37129114 4
231.161071 8.45176992 7.89398234 0.10412778 0.08456237 -6.3698003 4
23.8373673 5.07415787 5.61111154 0.1187804 0.08587761 6.36868025 4
104.011142 6.77139449 6.04477046 0.06870909 0.25525572 -6.3683187 4
11.0134276 6.47548826 4.75111624 0.23676294 0.09390664 -6.3664799 4
14.0610705 6.25304865 5.87643021 0.08104165 0.03932927 -6.3653306 4
3.91199546 3.97364503 4.27469658 0.06020673 0.05370789 6.36257447 4
115.572948 7.59021403 7.2845729 0.04143062 0.08091575 -6.3621843 4
48.8159252 6.52552581 6.87573978 0.08650132 0.04993047 6.36214558 4



2.78719436 3.47274155 3.76723283 0.03608564 0.06528014 6.36166516 4
17.5020598 4.16859084 4.86801762 0.06523009 0.12951214 6.36005361 4
33.0672251 5.00799121 5.59786732 0.01574566 0.12068585 6.35089749 4
45.5254046 6.25612242 6.64741281 0.09402714 0.05813707 6.35048282 4
587.914173 8.92924119 8.54958597 0.03525464 0.11496284 -6.3496569 4
14.571032 4.73453986 5.17315643 0.07755481 0.08074183 6.34810347 4

55.2125656 6.46469679 5.83474596 0.09133093 0.15507923 -6.3462007 4
136.633421 7.2477434 7.59833303 0.06198407 0.06920192 6.34585235 4
1.87152448 4.79068705 1.39006642 0.25500662 0.51594724 -6.3384769 4
110.243134 7.97887695 7.31392222 0.13296276 0.07273524 -6.3343646 4
2.60965695 3.22540495 3.64664785 0.10123119 0.06846462 6.33347653 4
10.8639884 4.36442959 4.8059251 0.06367176 0.0887612 6.33327835 4
268.855823 7.2807655 8.53796449 0.52769143 0.05346534 6.33051384 4
44.7487747 6.24186965 5.34424838 0.13142884 0.20085746 -6.3298276 4
3.85026869 6.04419426 3.30494893 0.24946767 0.13661377 -6.3280775 4
174.461938 8.23206218 7.33141891 0.16247878 0.11792697 -6.3278019 4
4.49609682 4.5857151 4.30286941 0.04963985 0.06003947 -6.3275893 4
7.3736604 4.67544716 4.01898843 0.11009145 0.12865482 -6.3265568 4

3.07343853 5.11721758 -0.6279053 0.27225724 3.36046766 -6.3248955 4
200.180179 5.76023816 7.39063666 0.88988361 0.12146756 6.32392825 4
51.0080175 7.24814174 7.39053526 0.02103079 0.03119 6.32309193 4
117.813036 7.49812596 6.86767889 0.10749185 0.12592227 -6.3202831 4
5.14778038 5.55478207 -0.2739181 0.27796801 4.06372113 -6.3185407 4
72.7903623 6.39827503 6.8175693 0.07581119 0.08009764 6.31603891 4
6.58579256 6.52935616 3.54442115 0.27822903 0.19606329 -6.3157568 4
122.00909 7.74710547 8.04987959 0.08136807 0.03880652 6.31415753 4

231.207481 7.49431136 6.82637435 0.02386461 0.25188825 -6.3115963 4
94.6378619 7.08613424 6.15655605 0.15149451 0.20594916 -6.3087527 4
79.8181079 6.96892403 6.42846865 0.08654244 0.12637333 -6.308145 4
13.402525 5.01191621 5.32499463 0.04726414 0.06542956 6.306856 4
91.34058 8.22838468 7.43090094 0.14431437 0.05403488 -6.3063813 4

198.373554 6.50519405 7.42344504 0.26058213 0.11447379 6.30072884 4
27.5687535 4.99260577 5.57114184 0.11128409 0.10698388 6.30013192 4
57.6222617 7.26921795 6.80547047 0.09501393 0.06471906 -6.2994466 4
183.027079 8.49257577 8.17026964 0.06492562 0.05233917 -6.2936045 4
7.5740744 8.29842687 5.16412555 0.2899303 0.04378344 -6.2928192 4

59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
148.521552 7.96756253 7.50710888 0.08657428 0.08345801 -6.2901724 4
45.8097082 6.7256564 6.36836035 0.06238063 0.07679356 -6.2868928 4
9.10200311 4.60788537 4.07183814 0.06840109 0.15676029 -6.2803642 4
150.877153 8.67112586 6.20028093 0.27501537 0.29706101 -6.277954 4



2.43191441 4.07336726 4.35921711 0.08199505 0.03123457 6.27516588 4
23.6133986 4.27133502 5.09013562 0.12666422 0.14312455 6.27496738 4
199.202558 6.40440487 7.37825247 0.29574306 0.11999629 6.27308398 4
85.5230512 4.60104311 6.32163878 0.7222786 0.15886796 6.27204087 4
6.38187026 5.5361612 5.29013336 0.05506917 0.03224929 -6.2688439 4
86.6477767 7.00500805 5.83360826 0.16604729 0.24271144 -6.2666868 4
140.089046 7.64873537 6.71048508 0.16182278 0.17882705 -6.2659386 4
346.42489 7.4711819 8.09403413 0.13879691 0.10502462 6.26316778 4

3.21435641 5.03459822 5.15516347 0.02832535 0.01844646 6.26201625 4
153.299999 6.22237602 6.99811603 0.11810015 0.14131937 6.26129555 4
54.7841618 6.66983545 6.25047574 0.06329395 0.10807713 -6.25989 4
276.504016 6.4712569 7.83605492 0.72352569 0.1058466 6.25961054 4
8.05047755 4.64992251 6.40374779 0.94253739 0.0133489 6.25900001 4
81.5747963 7.87355918 7.10550281 0.15286809 0.06785033 -6.2579544 4
104.738079 7.29440846 6.82941947 0.07302853 0.11129748 -6.2576194 4
181.867403 6.90130531 7.50738157 0.14163197 0.09721373 6.25626912 4
146.053022 7.82172949 7.24750284 0.10431113 0.10175541 -6.2548349 4
108.082661 6.94655374 6.45794502 0.01796009 0.16301516 -6.2547865 4
58.1691178 6.05307093 4.28634507 0.17315824 0.6425762 -6.2547252 4

1.061976 5.11998851 3.70310942 0.21719192 0.02599811 -6.2531666 4
17.9355091 6.14998366 5.99228532 0.01252634 0.04473953 -6.2515534 4
8.7562863 7.94493715 2.98702643 0.26729074 0.3877205 -6.2507379 4

53.5126047 6.88950438 7.16524816 0.06905838 0.04091171 6.25053802 4
66.14599 7.17363025 6.8554076 0.0550353 0.06915694 -6.2497689 4

27.7702427 5.61926151 5.04670472 0.06395205 0.17018373 -6.2448703 4
22.1461679 6.51093245 6.91604153 0.136649 0.02186758 6.23612916 4
20.6362624 7.6962566 6.29268902 0.22675587 0.03775997 -6.2341676 4
239.688985 7.61045484 8.16904983 0.17202282 0.06679404 6.23395009 4
139.168073 4.04482566 6.46156918 1.02331801 0.22296741 6.2322399 4
98.2163699 6.45093015 7.05005611 0.15809279 0.08473806 6.23158591 4
102.120301 7.13026832 6.19612034 0.14430643 0.19921767 -6.227452 4
62.0758747 7.28317287 7.09235996 0.0223473 0.05138143 -6.2270962 4
159.486101 7.92601267 7.60014774 0.05216245 0.08059705 -6.2217196 4
196.826277 7.85022841 7.44080754 0.05278132 0.11886725 -6.2194068 4
41.5169326 6.5180491 5.82416623 0.13030298 0.12629342 -6.2182156 4
25.8065272 4.83799503 5.72276044 0.30363717 0.08582874 6.21661732 4
3.95914116 4.52383512 4.80882408 0.08055786 0.0320112 6.21505319 4
33.7488402 6.40512248 6.99155545 0.19891029 0.03110071 6.21285418 4
3.07430752 3.31515826 3.66494127 0.03724355 0.08026094 6.20385256 4
305.400334 8.58882771 8.78667944 0.02308943 0.04727834 6.20011411 4
100.69531 7.18434732 6.77675608 0.05384904 0.11328917 -6.1995645 4

28.7648827 4.92172394 5.54347449 0.12435026 0.1114456 6.19886544 4
195.244628 7.27170022 8.01558205 0.25984279 0.06391341 6.19879928 4
42.8074668 6.50486376 7.30889435 0.30738632 0.02854318 6.1947618 4
83.897434 7.92872471 8.3062238 0.12205002 0.02063833 6.19443905 4

96.5437946 7.3728668 6.74567014 0.11502239 0.11093378 -6.1921968 4
425.502992 9.00990334 8.72811384 0.04425875 0.06974766 -6.1921665 4
47.9231265 6.79662102 6.47968141 0.05422076 0.07203917 -6.1918618 4



12.1943998 4.63518651 5.13260092 0.13943174 0.07342052 6.1904625 4
71.2171136 7.30899311 6.36270989 0.16339712 0.11957367 -6.1894637 4
59.067381 7.64231774 7.34996107 0.06501773 0.03788495 -6.1884249 4

133.081808 6.9952846 6.05641162 0.11438723 0.3291453 -6.1877154 4
4.70471736 6.86110088 2.84436517 0.25892391 0.2879331 -6.1871309 4
72.1596702 6.70150127 5.52902794 0.17332835 0.26385051 -6.1842939 4
344.988713 7.32408026 7.96634441 0.11124609 0.12369928 6.1838646 4
7.02892106 4.67815259 3.35522182 0.19062306 0.2622108 -6.1812647 4
7.02892106 4.67815259 3.35522182 0.19062306 0.2622108 -6.1812647 4
66.2510021 6.19589825 6.92766079 0.26484677 0.06425513 6.17359533 4
16.5986303 4.30308323 5.07167963 0.22422705 0.10290517 6.17338375 4
15.9929133 7.81239177 7.59741953 0.05403383 0.00801921 -6.1730226 4
271.77261 8.69520189 6.91843808 0.24090783 0.25657063 -6.1722069 4

4.22818722 4.50295976 4.78794226 0.07935726 0.03489361 6.17193558 4
2.36758727 5.79084773 3.03801983 0.25580757 0.10979398 -6.1706819 4
39.4909333 6.13937323 5.76800555 0.01284814 0.12300652 -6.1706481 4
3.66582622 4.66069601 3.00910521 0.24352083 0.17161005 -6.169516 4
24.6198603 5.07001208 5.7189756 0.21269526 0.08116056 6.16202928 4
25.1679264 7.259267 6.67514186 0.12566716 0.03181093 -6.1575118 4
67.2056256 7.40548108 5.96426125 0.20337246 0.17355306 -6.1541722 4
107.118687 8.82869315 8.54959572 0.06637287 0.02086122 -6.1537411 4
10.2725038 4.60210306 3.57615064 0.14176037 0.28217585 -6.1534759 4
3.11741184 4.40707003 4.11056113 0.06250297 0.05087974 -6.1529645 4
66.2229681 6.96858817 6.610285 0.05753551 0.09004972 -6.1528318 4
74.0665913 7.09077917 7.69534103 0.22493992 0.03349817 6.15049822 4
18.0995882 6.04070075 4.58000136 0.22431043 0.177031 -6.1457006 4
23.8934531 6.58775803 4.69668665 0.23686811 0.21188855 -6.143716 4
929.112264 6.32696706 8.29181398 0.45799798 0.23688421 6.14322021 4
36.999149 5.82507312 6.24236064 0.09829305 0.07052645 6.14189238 4

1.28274638 3.24479757 2.93246767 0.05603284 0.06781784 -6.1410347 4
12.4520185 4.1466065 2.47780642 0.06794873 1.16592065 -6.1344528 4
194.834579 7.72576829 6.16653829 0.19658831 0.39513647 -6.1340022 4
121.208341 7.10307434 6.57657314 0.05645515 0.16783004 -6.1310166 4
226.241971 6.47349555 8.37302409 1.0137251 0.0515513 6.12989774 4
3.03991336 4.99396056 4.8069121 0.04326813 0.02467638 -6.1289723 4
25.2217591 7.76038524 7.44530382 0.07508659 0.01477854 -6.1281694 4
161.727498 7.65457357 7.18808515 0.07254863 0.12049261 -6.1279862 4
17.0155535 5.7772153 2.96469918 0.25602892 0.81228552 -6.1277129 4
39.3677587 5.7303973 6.18772106 0.10483545 0.07899615 6.1277052 4
55.4902628 6.12568223 6.77280636 0.21006071 0.06464918 6.12767603 4
0.71518183 2.87648506 3.05525678 0.03834164 0.03343861 6.12608946 4
300.243992 5.28230912 7.35628275 0.85369176 0.18122959 6.12387065 4
121.560908 8.32783081 6.65587671 0.22695726 0.16333564 -6.1168983 4
244.213128 7.58975083 8.07101632 0.12528538 0.07498254 6.11647072 4
40.6274382 5.07927365 6.27145786 0.61034611 0.07712035 6.11567708 4
59.1424804 4.53012461 5.84391908 0.37557228 0.16296345 6.11435944 4
13.3745128 4.8214789 4.08584846 0.09668289 0.21725492 -6.1140077 4
11.2581883 5.01875706 5.39726596 0.10427799 0.05173036 6.11217969 4



65.2042813 6.27241716 6.89528081 0.19678942 0.06720887 6.11163795 4
45.4650903 5.74678006 4.81567025 0.08446419 0.38051024 -6.1112853 4
225.160203 6.78657464 7.78179587 0.42289943 0.09304889 6.10999641 4
157.320767 7.4516957 6.31319245 0.17829166 0.26584149 -6.1094583 4
12.1046364 6.81064397 6.16336995 0.13148581 0.02539335 -6.1083168 4
308.718048 7.97043992 6.92794137 0.1415475 0.32039542 -6.1078046 4
74.7165325 4.79162962 6.14115761 0.49029759 0.15379213 6.10721354 4
77.8419161 6.74404299 4.74693901 0.23776984 0.57479844 -6.1021718 4
69.0027839 7.4177647 6.75599946 0.13751647 0.0820739 -6.1020348 4
83.3405278 7.12006023 7.33592671 0.01339622 0.05359644 6.1010071 4
3.87736141 2.27324232 3.43372273 0.40322385 0.12133908 6.10094131 4
4.83455071 4.51477265 4.05798398 0.08996807 0.08554562 -6.1003483 4
446.161106 8.70092484 8.3766534 0.02369921 0.10503206 -6.0998404 4
75.7372838 7.4863303 7.6800746 0.04354331 0.03520018 6.09915677 4
258.25564 7.4799974 6.69553628 0.03427822 0.34268722 -6.098772 4

136.475328 7.1968662 6.44535377 0.11036604 0.203313 -6.0986737 4
152.161176 7.31945674 7.65845687 0.05598349 0.07259366 6.09820206 4
17.903414 5.85385576 5.58308391 0.0437048 0.06611716 -6.0975589 4

30.3640019 6.91311085 6.59499195 0.07063372 0.04149903 -6.0974752 4
46.107076 6.13124677 5.49608038 0.08770721 0.199115 -6.0957803 4

110.801281 6.15463168 6.80907345 0.11866907 0.12598419 6.09559707 4
4.40075177 4.31372073 3.5704433 0.13538587 0.12761841 -6.0937479 4
46.7337625 6.22491419 4.84813925 0.19080681 0.35490756 -6.0928924 4
46.7337625 6.22491419 4.84813925 0.19080681 0.35490756 -6.0928924 4
11.5829975 5.27089867 5.84100259 0.21058034 0.03357498 6.0901898 4
546.730946 7.93457082 8.54923632 0.13863859 0.10774004 6.09011976 4
108.39399 6.95964146 7.28710245 0.04119727 0.07289382 6.08936731 4

5.49303109 4.72337899 2.4451381 0.25144888 0.51101359 -6.0881564 4
168.286935 7.38320968 6.34325517 0.1521026 0.30721194 -6.0869351 4
31.1292898 6.59546597 6.02619605 0.12038353 0.07370209 -6.0852828 4
11.916439 4.316383 4.92224677 0.16528674 0.08526318 6.08354027 4

110.690515 6.47318055 6.96472969 0.06364934 0.10207306 6.08101368 4
108.353666 6.66152257 5.91589634 0.0441962 0.31609737 -6.0809554 4
3.91109444 4.16503991 3.28034015 0.15436691 0.15023237 -6.0800563 4
64.8674789 5.04357016 6.13997714 0.33903961 0.14539444 6.07913308 4
5.74896902 4.99255023 4.74059693 0.05051078 0.05075347 -6.0783211 4
36.2938711 6.86408553 5.5882406 0.20874271 0.13754998 -6.0779068 4
70.9787163 6.75624144 5.45197403 0.19322841 0.27908613 -6.0719356 4
1.1810872 4.36486664 4.54326144 0.0535435 0.01259246 6.07117167 4

151.378035 8.03469719 7.84221251 0.00801624 0.05936103 -6.0686941 4
105.902813 5.80682215 7.23488942 0.71288931 0.07723425 6.0676345 4
3.14068266 4.76751171 4.52241265 0.05702938 0.03405177 -6.0662352 4
80.8798162 6.96730845 6.48228081 0.08016634 0.12653399 -6.0640988 4
7.86798389 7.71909337 1.90617503 0.30542098 1.28962198 -6.0613055 4
70.8009582 6.85135031 7.24147588 0.11584593 0.05062736 6.05952829 4
32.5775521 4.96254681 5.6389484 0.16333117 0.1120883 6.05731829 4
193.690865 8.10425922 8.43862749 0.09397538 0.04230731 6.05296398 4
230.00619 7.97923577 7.39912147 0.09956498 0.14259172 -6.0529186 4



61.4238005 6.6889571 7.0909201 0.11529993 0.05049208 6.05035105 4
60.6736796 7.46140296 6.8566816 0.13101647 0.06397172 -6.0496581 4
190.750297 7.84460004 6.5569939 0.19945776 0.25009543 -6.0468704 4
48.0971317 6.16098246 5.66642917 0.04343141 0.17217154 -6.0461899 4
32.3041371 7.12946067 6.44302776 0.13613293 0.05116518 -6.0454302 4
11.7493613 5.13083828 4.80003595 0.03973627 0.09859287 -6.0452134 4
75.0980581 7.25233753 5.72392531 0.2332852 0.22845473 -6.0426268 4
40.9422184 7.7852008 7.89034639 0.02700486 0.01538492 6.03497637 4
61.3193805 7.95499327 7.33798599 0.13349305 0.03990566 -6.0332086 4
7.47955914 4.33169284 5.04891065 0.25885058 0.04840154 6.03237915 4
6.20077441 4.88933959 4.13674703 0.14195261 0.09668054 -6.0314087 4
98.7500104 7.76431021 8.06257457 0.09213873 0.03118282 6.03070175 4
17.0618904 5.52735327 4.47245305 0.18092411 0.20450269 -6.029829 4
94.3710978 6.74938758 6.22305739 0.03430548 0.17742541 -6.0298087 4
207.985718 4.93000099 6.88002912 0.65714708 0.21364358 6.02777502 4
26.696844 6.42214483 6.19329056 0.03975873 0.05540213 -6.0274384 4

197.110276 7.94208682 6.65325688 0.20741132 0.25042625 -6.0243786 4
92.1433127 6.71398099 6.18369322 0.03301662 0.18079793 -6.0222672 4
8.82261801 5.27474821 4.29713006 0.17674763 0.11797418 -6.0219369 4
77.4567432 6.81803901 6.05068861 0.13362213 0.17863912 -6.0216411 4
44.6509128 6.55711061 6.01360187 0.10466263 0.10911745 -6.0214509 4
23.9991324 5.75553136 6.09891201 0.0920257 0.05463551 6.01261488 4
65.3142294 6.45128283 6.86345349 0.10619262 0.06843054 6.01091324 4
67.8455199 3.34488345 5.57381268 0.40197245 0.24884756 6.00839209 4
209.086227 7.24805362 6.16313369 0.11551985 0.39201745 -6.0072727 4
36.6530537 4.37706966 5.41149067 0.24443746 0.16384383 6.0070221 4
65.302962 5.45327755 6.27380516 0.24191529 0.12135051 6.00549018 4

33.2468912 5.72599918 6.09149691 0.06823197 0.07470976 6.00470705 4
101.709172 5.49442865 6.99359599 0.70290814 0.09578753 6.00281305 4
508.585952 7.644637 8.38963444 0.2101916 0.11848341 6.00086476 4
113.034086 7.66540219 6.98856809 0.13216341 0.10405079 -5.9992315 4
314.194225 9.23192777 8.99787402 0.05142862 0.03929051 -5.9953817 4
8.16229703 5.68113952 5.4624491 0.04891417 0.03490879 -5.9952161 4
308.700478 8.45857371 8.10267054 0.05573266 0.09477189 -5.9943845 4
77.272114 6.30283864 5.47039052 0.07161631 0.35448167 -5.990594 4

404.324234 6.63121975 7.85659611 0.40506614 0.15453351 5.9897091 4
2.67190187 4.33714508 4.01284084 0.07137244 0.04806519 -5.9877744 4
35.8102647 5.63570854 4.93321274 0.06378197 0.2661558 -5.9876828 4
182.131348 6.07313868 7.13574094 0.37369535 0.14016488 5.98619542 4
81.2214313 6.34790098 6.86180098 0.13197509 0.08603912 5.98302984 4
351.086827 8.85528403 8.60031403 0.0418462 0.06344488 -5.9822437 4
13.8541442 5.61919844 3.93041691 0.24946431 0.25828373 -5.9809118 4
13.3397733 6.60599146 3.07388083 0.30899157 0.56289788 -5.9808412 4
68.3496396 5.03710805 6.8393034 0.91865257 0.07165501 5.98046559 4
84.2432799 6.73876212 6.06721546 0.09801951 0.2013934 -5.975483 4
143.389928 7.79055195 7.22658691 0.11411808 0.10734507 -5.9743877 4
1.83570989 4.1325056 4.57579975 0.16346016 0.01889345 5.97372401 4
81.5384041 7.14564452 7.79292269 0.2348974 0.03347603 5.9730878 4



77.0007343 6.82675724 6.2393704 0.09512319 0.15610941 -5.9712029 4
4.54552526 4.3198066 3.73858958 0.10977973 0.10507006 -5.9680028 4
279.35381 7.8447663 8.17757691 0.03602105 0.07896189 5.96681041 4

13.7424069 5.57688268 6.41285632 0.38110132 0.0225483 5.96658952 4
70.4035718 6.53766327 5.1365929 0.18590829 0.41385664 -5.9649484 4
21.076909 5.3894122 4.449123 0.1545 0.24214896 -5.9635529 4

62.7828479 6.50017111 6.84434293 0.07437619 0.06702043 5.96137373 4
38.0222227 6.18835334 5.19971472 0.17426807 0.20569572 -5.9610879 4
218.407954 8.2718506 7.28493728 0.16764321 0.155917 -5.95972 4
112.616166 7.8583351 7.66352217 0.02738168 0.05208652 -5.9564719 4
42.9043939 6.8484372 6.35238182 0.1080181 0.07602768 -5.9536004 4
110.119696 7.8069742 7.47081571 0.07148957 0.06359158 -5.953077 4
3.79929524 4.29615943 4.09223471 0.01312845 0.0627427 -5.9519895 4
32.2649031 6.1813609 6.56814103 0.12257507 0.04472371 5.95167809 4
100.122465 7.59638857 7.78575028 0.03423051 0.04156719 5.95119868 4
193.431142 8.14821339 7.35557411 0.15416269 0.12480131 -5.9503466 4
23.0170988 6.13990959 5.68572585 0.09426108 0.07894197 -5.947527 4
236.242573 7.33455556 8.07022004 0.26003864 0.0735179 5.94581014 4
18.9256896 7.32629182 4.32879429 0.2605583 0.24101549 -5.9457369 4
8.41608779 4.98967154 5.28069181 0.07873323 0.04260233 5.94530224 4
221.000636 7.58477144 7.02950381 0.04810221 0.20615317 -5.9452625 4
2419.88619 8.15499437 10.1536292 1.03281739 0.09463847 5.94362899 4
74.3455161 6.70960671 6.32903676 0.00984606 0.12756851 -5.9415006 4
2.1419645 4.21785872 4.32771541 0.01248987 0.0280699 5.94106142 4

135.601951 7.58796918 6.5147564 0.18207036 0.18985278 -5.9381862 4
47.606139 6.25455189 6.57421246 0.06027399 0.06566759 5.93686408 4

2.22656332 2.68283301 3.20304468 0.12338419 0.08819705 5.93412225 4
51.8327665 6.20783487 5.75241869 0.01392936 0.15885323 -5.9285116 4
90.9020443 7.7838378 8.03970837 0.07714889 0.02913735 5.9280026 4
47.4814018 5.91187888 6.54004987 0.21288538 0.06723818 5.92633411 4
1.22169119 3.51806076 3.70230616 0.0471887 0.03031008 5.92576055 4
83.5816881 6.4174475 5.57978584 0.0849818 0.34182691 -5.9235452 4
272.071886 7.98068918 8.27743775 0.04107117 0.07012747 5.92125281 4
98.4800979 6.71514243 7.22494188 0.14565613 0.07319306 5.92051759 4
14.9188724 6.63633877 5.94022536 0.14199222 0.03893398 -5.9188694 4
59.2733329 6.73279235 6.28305605 0.07822622 0.10852907 -5.9143143 4
10.526292 4.7554694 5.18088217 0.12868728 0.05962239 5.91189639 4

136.187968 7.21228995 7.76247712 0.18968597 0.05851676 5.91170941 4
110.833525 7.44941838 6.42645052 0.16926013 0.17020331 -5.9112983 4
22.5223092 6.27381844 5.44873403 0.1673272 0.09929069 -5.9107445 4
18.2035627 5.03444206 5.49960839 0.12948676 0.07379684 5.9106138 4
154.870766 7.45208301 5.96355177 0.21529775 0.39369075 -5.9067899 4
2.5084977 3.40350322 3.9626752 0.19854792 0.04825881 5.90318021 4

62.5288175 5.14114142 6.18268123 0.3485048 0.13006966 5.8988476 4
63.153135 6.34785807 5.07223508 0.17001569 0.4241183 -5.8950318 4

1.74457497 4.41370926 4.74835136 0.11070414 0.01510624 5.89491084 4
360.126082 8.43954413 7.90827773 0.09012768 0.1277831 -5.8938858 4
42.367554 6.96776226 6.46572382 0.10988177 0.0671015 -5.8924719 4



96.7387526 7.82852621 6.67831349 0.19036325 0.11990469 -5.8898786 4
3.92796982 4.27071185 3.90545766 0.07063321 0.08065266 -5.8897756 4
79.6815482 7.22941746 6.84446769 0.07452332 0.08397374 -5.8893103 4
6.55976508 4.43455419 4.83805317 0.12639639 0.05146515 5.88826575 4
2.49510712 7.44370339 1.65646312 0.29187015 0.43344468 -5.8860348 4
53.1323903 7.27896279 6.55734146 0.14430856 0.07592208 -5.8852739 4
46.8467034 7.73464427 4.9986998 0.27988285 0.3294654 -5.8843184 4
43.452305 6.43957917 6.65406309 0.01404934 0.05631305 5.88262935 4

922.863811 6.75913384 8.56334686 1.0113537 0.18506761 5.88176218 4
13.5094191 6.99208338 7.20124987 0.06822154 0.01008181 5.88091583 4
29.1713067 5.51665987 5.85372234 0.02044686 0.08549027 5.8805799 4
1.17383313 7.77728578 4.07641744 0.28926279 0.02003225 -5.8805549 4
161.19965 5.54120327 6.91037057 0.60698508 0.16289341 5.87818942 4

98.7495902 7.16310973 6.85331245 0.01425658 0.10116798 -5.8754139 4
210.607948 5.88980953 7.41362562 0.6780316 0.13096633 5.87421031 4
0.42972209 5.09038243 3.58831746 0.23183198 0.01189626 -5.8727328 4
345.170195 4.39235786 7.26185544 1.27097801 0.2288104 5.87118617 4
54.7188375 5.69679952 6.1951662 0.05644912 0.10987536 5.87022952 4
46.399365 6.52795459 6.80811709 0.06792548 0.05178026 5.87014751 4

50.7785065 6.97753463 6.25636127 0.14514832 0.09940552 -5.8665176 4
52.7580416 6.96243485 6.09560931 0.15791665 0.1201122 -5.8657557 4
20.8143861 5.75183596 5.31096892 0.08040012 0.10297375 -5.8644012 4
211.022261 7.63281839 8.30901645 0.24150032 0.05248097 5.86015316 4
63.7079927 6.7780891 6.27059187 0.09244669 0.12397244 -5.8587532 4
50.3520205 5.74005664 4.46598975 0.12572359 0.53713494 -5.8580791 4
6.81532906 5.52014669 3.950533 0.23442749 0.12775277 -5.856616 4
382.564831 5.50513558 7.67429861 1.01459181 0.1830542 5.85502013 4
35.1140535 3.85719613 5.38464322 0.60826361 0.16669338 5.8533953 4
112.573442 6.84420014 5.2331022 0.20246765 0.55549184 -5.8515407 4
2.17707082 5.69259127 1.43238154 0.31925191 0.44582743 -5.8513201 4
125.604371 7.35937814 6.8009161 0.09554006 0.13429467 -5.8498755 4
5.16514528 4.81147704 5.11196492 0.09649937 0.03092372 5.84964674 4
75.5549118 7.96204299 8.38087074 0.14845815 0.0173991 5.8446836 4
44.4268928 6.75540979 6.10812768 0.13676368 0.09720338 -5.8435513 4
123.960165 5.84999928 6.83550247 0.36506985 0.13066929 5.84323514 4
71.7137214 5.37695087 6.13680313 0.08354467 0.1532274 5.84161779 4
172.46571 8.02504576 7.81149885 0.00497266 0.06874819 -5.8407252 4

3.47949826 3.04505123 0.94795174 0.17728311 1.39868424 -5.8406758 4
15.1693491 5.97793827 6.41466851 0.14865233 0.0246902 5.84064967 4
1.16006089 2.20401979 1.30472168 0.11550542 0.31134721 -5.8398496 4
5.41080922 4.31138559 3.80018487 0.09320752 0.11804514 -5.8361784 4
68.2122142 6.31460407 6.75130722 0.10630883 0.08152986 5.83375073 4
6.83803452 4.98028058 5.19066387 0.05160747 0.03772839 5.82946458 4
80.5560052 8.080712 6.81157715 0.21073646 0.09030292 -5.8294369 4
64.4412305 6.83936409 6.37245361 0.08533543 0.11180156 -5.8286054 4
121.673511 7.8655438 7.15773455 0.14912234 0.09312777 -5.8284452 4
27.4931394 6.7313192 7.00033084 0.0870459 0.02489503 5.82595222 4
266.311311 7.89873863 8.22289064 0.05633304 0.07004446 5.82365982 4



195.973203 8.21827125 8.52768687 0.09533128 0.03921473 5.82357531 4
30.8513648 7.58882587 3.55421117 0.32379282 0.92082944 -5.8226368 4
2.97069578 3.56083472 3.15183602 0.05254077 0.13133679 -5.8218011 4
86.3256235 7.08832432 6.69283605 0.06353189 0.10805678 -5.8191369 4
39.8042876 5.15340953 5.76452649 0.10119448 0.12039875 5.81764888 4
19.9740225 5.54152054 5.20760583 0.02975157 0.10641095 -5.8168472 4
109.588467 7.57327854 6.82998256 0.14092702 0.12016811 -5.8154356 4
34.3780359 5.14361258 6.29876296 0.65872943 0.06435837 5.81465827 4
121.620611 5.34016194 6.6275615 0.44225239 0.15371821 5.81269179 4
9.03500206 5.71788649 6.12617806 0.15118555 0.01982585 5.81076364 4
6.63278822 4.05873922 4.42713054 0.06689615 0.08037763 5.8091355 4
150.341619 7.52957553 6.83032266 0.12885205 0.16540201 -5.8079743 4
46.489154 5.83649189 4.95022636 0.1095388 0.29878094 -5.8071806 4

235.457313 7.6476166 7.99833709 0.05784375 0.08084994 5.80326366 4
104.628341 6.79405411 5.4971209 0.17401355 0.45814295 -5.8019082 4
192.631466 9.14922497 9.38431005 0.07543681 0.01625511 5.80174937 4
59.2309306 7.03522392 5.82831605 0.19424625 0.16784109 -5.801091 4
2.70699648 7.0294281 2.58819041 0.27796384 0.19349732 -5.8005398 4
8.22463687 4.62400139 4.88288672 0.03687005 0.06303809 5.79900965 4
634.179471 8.74510881 8.19616882 0.07467103 0.17299777 -5.7946041 4
3.1465435 6.46220207 2.27394107 0.28723341 0.34349829 -5.7932851 4

9.94051144 4.43888699 4.90382034 0.12688662 0.07241696 5.79191025 4
486.029445 8.19959704 7.37063945 0.09625374 0.28526528 -5.7905712 4
52.1943633 7.29645073 7.10175981 0.03964963 0.04281794 -5.7904983 4
9.26776198 4.81905195 3.41795884 0.21720903 0.32841594 -5.7873779 4
33.3908235 6.62421345 6.83930731 0.05546404 0.03610544 5.78644775 4
5.33284753 5.68375374 5.10093569 0.13715549 0.03278028 -5.786138 4
26.0055983 5.61921172 5.90801685 0.03511597 0.06989478 5.78577074 4
6.66445616 5.83811021 5.71634812 0.02858476 0.02206907 -5.783993 4
117.848663 7.19585518 6.62376293 0.09721329 0.16145502 -5.7838034 4
27.7909448 6.94879768 6.69338242 0.06287188 0.03475841 -5.7800689 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
7.84593587 5.51715878 3.81483638 0.2308 0.17877848 -5.7735462 4
170.012775 7.19584655 7.56194304 0.04001738 0.08879622 5.77354574 4
86.1950726 7.74043267 7.06576997 0.13821245 0.07248316 -5.7726845 4
8.90214683 5.23291533 4.5953994 0.13641606 0.09169534 -5.7725602 4
4.8622435 7.05272276 1.61453114 0.28229893 0.75398876 -5.7697632 4

88.4434109 6.96000465 6.04554789 0.15678152 0.21767778 -5.7690544 4
3.69051408 3.4502168 2.57342914 0.12320731 0.30193803 -5.7686306 4
20.3933604 5.9842131 3.6791233 0.27166688 0.49732718 -5.7682573 4
133.383868 5.21318527 6.99800763 0.85977346 0.12588656 5.76720887 4



129.27338 5.34693384 6.5776615 0.34359182 0.17661947 5.76569972 4
99.6234897 6.87744893 5.92337729 0.15331712 0.28640317 -5.7643725 4
99.6234897 6.87744893 5.92337729 0.15331712 0.28640317 -5.7643725 4
99.6234897 6.87744893 5.92337729 0.15331712 0.28640317 -5.7643725 4
12.3901681 6.59097015 6.72869056 0.04038654 0.01480234 5.76179069 4
96.5391628 4.10873768 6.10478678 0.84662596 0.20223615 5.75728953 4
6.27136287 5.65242461 2.75628843 0.30094524 0.44152192 -5.7562514 4
44.7111481 6.12300941 6.5501646 0.12695171 0.06402639 5.75394071 4
62.7924916 6.8789788 6.47193999 0.07664149 0.09508502 -5.7536903 4
186.138253 7.62944784 7.1049437 0.08399997 0.1585695 -5.7520947 4
4.50060883 4.33921038 4.52318927 0.01677614 0.04818101 5.75205733 4
193.556249 7.17510525 7.65228298 0.10654794 0.08973424 5.75188491 4
77.7974982 6.86805938 6.26620054 0.11311172 0.14538684 -5.7502185 4
3.13584232 6.09266261 2.90601373 0.3102527 0.17764682 -5.7479667 4
93.3365872 7.52027827 7.9144043 0.1300736 0.03444265 5.74697084 4
193.358246 7.53583402 7.04132857 0.05224224 0.17706124 -5.7460739 4
19.8063313 4.52040362 5.2952554 0.25327214 0.09720124 5.74556594 4
322.035374 5.28300258 7.70487039 1.31552383 0.15059186 5.74072276 4
17.5702974 4.70176246 5.14999775 0.06313346 0.10369055 5.73915795 4
134.419872 7.64174853 7.04237148 0.12132655 0.11509982 -5.7388409 4
4.99988021 4.03617915 4.59033482 0.19703683 0.05038796 5.73825583 4
331.432327 5.38650507 7.6352209 1.16214255 0.16727747 5.73806067 4
19.8882798 5.28203654 5.87397459 0.22600736 0.05506881 5.73386119 4
170.888862 6.42747197 7.17886828 0.20090671 0.13067626 5.73271358 4
33.8361555 7.13385314 6.73950932 0.09453094 0.03975898 -5.7325987 4
248.224331 6.65994367 7.5995494 0.306883 0.11989302 5.73090931 4
180.495552 7.48366713 7.01064259 0.04824656 0.16704538 -5.7249911 4
35.5693056 6.13839423 5.82454113 0.02524133 0.10566979 -5.7237064 4
6.29292777 4.33209464 3.72861277 0.1100028 0.14614303 -5.7226948 4
10.8000846 4.72185318 3.2559994 0.19969123 0.4539089 -5.7221834 4
12.6967838 4.53784444 4.91897583 0.03996366 0.09111045 5.72172245 4
13.4695853 7.18240777 6.88524723 0.07789974 0.01375688 -5.7206998 4
283.873846 7.97699447 8.27913524 0.04438915 0.07105265 5.71934823 4
60.1843791 5.01798389 5.89671071 0.16581633 0.16954736 5.71894035 4
485.426748 7.96686011 8.51138799 0.14544654 0.09732952 5.71607753 4
37.591881 6.20239781 6.47758444 0.05854186 0.05875908 5.71574835 4

18.0871411 7.51467205 7.17785072 0.08499712 0.01375755 -5.7155635 4
7.37515739 4.30268176 4.61928199 0.05297977 0.07133228 5.71517686 4
257.361084 5.78357606 7.05843813 0.09761596 0.22150433 5.71290904 4
194.013047 7.29547386 7.65824391 0.02415511 0.09250667 5.70871548 4
444.108913 6.91206413 8.79440517 1.03572557 0.06846602 5.70834101 4
98.0526965 6.96509458 6.36540176 0.10201992 0.17141948 -5.7046325 4

4.15488 4.55901662 3.95726126 0.13037964 0.07769494 -5.7043365 4
16.3372258 3.65882101 4.59009492 0.20042977 0.16115081 5.70405725 4
74.061947 5.89576465 6.47940014 0.12492524 0.11049303 5.70053211 4

19.7376237 5.70532434 5.19550721 0.09940532 0.10715753 -5.7004456 4
253.08644 5.4127404 7.41841728 0.98072799 0.15575298 5.69747835 4

686.515265 6.84400961 8.75938083 1.10553859 0.10959169 5.6937945 4



180.851617 6.92246092 7.46638923 0.12460274 0.10652376 5.69342053 4
43.1056137 5.95137452 6.33803535 0.08826531 0.07729176 5.69340108 4
129.115808 8.08020936 7.66796769 0.09320119 0.06007564 -5.6933409 4
77.1126436 7.01040018 7.30675203 0.07872207 0.05181298 5.6926579 4
24.8587396 5.81635583 6.18554986 0.11560977 0.05157084 5.69128051 4
115.218684 6.60656506 7.06731898 0.08936224 0.10094738 5.69069756 4
69.338244 6.60428972 5.59469812 0.17833875 0.239116 -5.6892087 4

914.959011 7.01526817 8.49140802 0.5027768 0.18585381 5.68879946 4
9.99691253 5.28601145 4.99346058 0.05781051 0.06912398 -5.6856539 4
36.761378 4.8410957 5.54617946 0.12142889 0.14269247 5.68376408 4

96.4288152 4.97821372 6.49830678 0.71677982 0.14930647 5.6829957 4
149.373635 7.26903888 6.68148419 0.08333541 0.19727296 -5.6822191 4
20.5873442 5.50855643 5.760244 0.0272791 0.06428841 5.68215535 4
16.4992216 6.56238714 4.7156389 0.2665193 0.15033324 -5.6821533 4
101.321178 6.88860507 7.25149271 0.08267795 0.07176231 5.67913095 4
25.0149295 5.72671187 6.01477545 0.06087877 0.06021197 5.6789315 4
3.33779459 6.1298343 5.96458249 0.04561039 0.00855687 -5.6781649 4
12.6882976 7.386377 2.46912545 0.30900951 1.09530062 -5.6764127 4
197.306942 7.03264051 7.68148759 0.22605039 0.09339382 5.67419771 4
90.5712925 7.30481489 7.55498619 0.0620522 0.04788861 5.67361088 4
228.78368 8.21435073 8.43186961 0.04143131 0.04993718 5.67327879 4
2.991553 6.24577138 2.26659043 0.29754635 0.33601952 -5.6725817 4

50.1429359 6.73701872 5.55259355 0.21659257 0.20518295 -5.6718591 4
40.1632462 7.07758863 4.93096614 0.28831293 0.26683143 -5.6714758 4
34.7347907 6.16164866 5.79921909 0.0562753 0.10416541 -5.6690916 4
110.237206 6.46862105 6.92434469 0.04905509 0.10983541 5.66889966 4
159.571979 7.47152839 6.67320146 0.14722132 0.20419367 -5.6684704 4
42.5458254 6.8291418 6.41875041 0.09343219 0.07032454 -5.6683615 4
75.7891632 7.29394774 7.58603424 0.0904159 0.03853746 5.66795902 4
15.2986334 6.77525368 4.13523458 0.29771165 0.24375037 -5.6663231 4
4.59221209 4.33205024 3.90273676 0.08761364 0.0904197 -5.6657345 4
92.9300795 5.22259082 6.55569354 0.56397209 0.12976248 5.66560092 4
214.706478 7.85929615 7.23662159 0.11104895 0.16032221 -5.6644327 4
121.30172 7.43827588 6.98784613 0.08271545 0.11184939 -5.6637059 4

147.286595 7.01918067 7.57676368 0.17490923 0.0738957 5.66296801 4
118.269496 6.81252558 7.31784456 0.15701986 0.07779515 5.66175504 4
48.8304857 6.17984812 5.57927366 0.0946564 0.18498171 -5.6614423 4
23.426342 6.00199432 6.25757297 0.06818437 0.04543461 5.65999335 4

97.5186176 7.25027592 6.86955774 0.06745868 0.09838438 -5.6597635 4
59.0755482 6.36102338 6.83969732 0.16196031 0.06225136 5.65893671 4
16.0289426 6.36809325 4.80722018 0.24093117 0.13207511 -5.6583913 4
550.477285 6.45404834 7.90593296 0.42733174 0.19278223 5.65786376 4
22.6166526 6.0225353 5.54051737 0.10722303 0.09097582 -5.6568748 4
2.29929059 2.82941427 3.42783242 0.19568124 0.07558403 5.65467396 4
10.9736924 5.50896977 5.65747371 0.02108605 0.03814094 5.65391686 4
52.0435547 7.27675594 6.57109822 0.14673413 0.07430835 -5.6516539 4
1019.66691 6.78650773 8.99435811 1.23242125 0.12767888 5.65164145 4
65.9071654 6.25213429 6.73234118 0.13715478 0.07680861 5.65088175 4



22.0599346 6.09761943 6.27395612 0.03258365 0.04124554 5.64912289 4
49.7515016 6.86279823 6.10780978 0.16255678 0.11186295 -5.6455672 4
3.81638353 5.5710088 4.43887131 0.20339417 0.04565405 -5.6448252 4
170.112916 7.64209188 8.10171697 0.15724257 0.05099389 5.64245065 4
9.81756303 4.36716288 3.8283193 0.01103615 0.22355647 -5.6403231 4
1.56277477 2.8122782 2.33574121 0.06726115 0.15400601 -5.6385635 4
84.1770829 6.0243448 6.5760241 0.10463601 0.12122772 5.63820883 4
202.199434 7.80709028 7.38173611 0.06741943 0.1282572 -5.6377878 4
64.8394125 7.59317942 7.06730028 0.11905933 0.05597072 -5.6375149 4
0.60658845 2.83441066 3.11898588 0.09631242 0.02701088 5.636356 4
16.3392083 6.15376045 5.83452856 0.0767651 0.04727835 -5.6331364 4
10.6484121 4.43441035 3.12966275 0.18217862 0.41656388 -5.6313968 4
32.8059278 4.89768239 5.49957036 0.07851953 0.13017503 5.628963 4
123.216584 5.19508946 6.57143633 0.61201089 0.16553293 5.62575625 4
161.961872 8.1265112 8.35597433 0.06225045 0.03847215 5.62108696 4
124.686405 7.45818618 7.18441811 0.01335171 0.09198631 -5.620756 4
26.761005 6.59938919 5.73302335 0.16968442 0.08466346 -5.6190228 4

123.218576 6.97359735 7.64064518 0.26775999 0.05874181 5.61772547 4
61.5009315 4.88401205 6.00647764 0.40009914 0.1576155 5.61730061 4
44.1832109 4.2832709 5.52337345 0.43336556 0.18219629 5.61579283 4
17.0254586 7.76423092 6.95016393 0.17618687 0.01631569 -5.6150914 4
55.0882319 5.61338062 6.3718553 0.2918501 0.09667795 5.61257664 4
13.816115 5.18461846 4.74534914 0.07696886 0.12193645 -5.6112602 4

374.661623 7.55095126 8.22965972 0.20952663 0.10206663 5.61091564 4
35.6861991 7.65944994 7.13827379 0.12519762 0.02855681 -5.6097689 4
9.80638949 5.52945011 4.37267354 0.20303364 0.12504026 -5.6086696 4
104.021656 8.27897829 7.80543788 0.11104066 0.04252282 -5.6082991 4
157.304458 7.10955281 7.52116382 0.08894865 0.08670862 5.60712994 4
511.065218 8.37117244 8.83173031 0.13846758 0.07460183 5.60631855 4
150.987235 8.17225992 7.95088971 0.04382275 0.05301095 -5.605508 4
54.1168759 6.27557863 6.62213047 0.07637955 0.07052262 5.59976021 4
153.291842 7.73441313 7.97112063 0.04915518 0.052431 5.59728824 4
261.20233 7.89551621 7.11182964 0.14207134 0.21271212 -5.5966912 4

12.5991692 7.12718548 6.56165015 0.13625144 0.01782615 -5.5958645 4
92.248339 4.79965872 6.85552142 1.17432056 0.09687691 5.59385372 4

4.18717093 4.09579469 4.32664818 0.04080422 0.05619827 5.59130648 4
287.726127 8.08137844 6.82598307 0.21572445 0.33299488 -5.5856857 4
351.470383 8.67250385 8.29916788 0.0751272 0.08638283 -5.5844081 4
0.73760786 2.58982301 1.81436233 0.15309025 0.12238795 -5.5825094 4
76.4912933 7.53181264 6.99256768 0.1256929 0.0690823 -5.5824513 4
122.212458 5.92322046 6.78276549 0.2773512 0.14313971 5.58141819 4
236.612294 7.85575678 7.0827622 0.14472516 0.19639987 -5.5783954 4
161.158958 6.99614798 7.55528721 0.17948169 0.0836824 5.57653171 4
180.049696 6.16260891 6.98677839 0.1294712 0.16802386 5.57541894 4
25.4719631 7.442564 7.61323582 0.05583546 0.01258516 5.5733986 4
141.260345 7.61810169 7.26539703 0.05938676 0.10056182 -5.5709679 4
97.3518489 6.90428373 5.66348767 0.20855265 0.36366738 -5.5700809 4
9.01102425 5.19149751 5.395568 0.04976059 0.04123783 5.56765623 4



18.532354 5.60163507 5.98209484 0.12900037 0.04699065 5.56529057 4
41.4575475 6.26840688 5.46174253 0.15663294 0.1838171 -5.562635 4
40.1519682 9.53186088 5.66488284 0.28643813 0.14073049 -5.5565955 4
18.3592848 4.36851858 5.58119389 0.58030367 0.06950013 5.55446408 4
202.62212 7.66658656 7.25119207 0.04494883 0.1438664 -5.5530492 4

139.046789 7.23721715 7.57331987 0.07307088 0.07233351 5.5526328 4
340.734129 7.69799774 8.19321718 0.12880561 0.09671517 5.55153465 4
15.1366027 6.16468682 6.35562093 0.05716207 0.02616308 5.55098461 4
16.0351274 7.9094429 4.36061046 0.30259361 0.1957133 -5.5477738 4
67.4749584 4.56192833 5.8272023 0.34259433 0.19621688 5.54725858 4
4.86714494 5.3240771 5.42533661 0.02319627 0.02138174 5.54652244 4
78.677771 7.35664376 6.12034097 0.23390751 0.1741792 -5.5445244 4

300.358779 4.36353111 6.92952703 0.44944476 0.31151715 5.54427417 4
239.165258 7.09585554 7.68851134 0.1502052 0.11296539 5.53965613 4
101.928173 5.25873653 7.1217958 1.03428871 0.08256828 5.53946819 4
70.4361517 7.0386442 6.14455716 0.18226473 0.14896545 -5.5391875 4
8.49083917 5.21880961 4.58144629 0.14366108 0.0847721 -5.5360648 4
18.5788955 5.46489714 4.99746038 0.08416313 0.1230238 -5.5291578 4
150.031266 5.43236903 7.70345011 1.3222831 0.06701684 5.52879453 4
41.6995748 6.40910239 6.15260385 0.01499743 0.09051904 -5.5273761 4
95.3514859 7.67115084 7.95969797 0.09580392 0.03362043 5.5266828 4
69.5865086 6.77317162 7.10378582 0.09262525 0.05627826 5.5242939 4
93.9387041 7.25131741 7.50574743 0.0611847 0.05148412 5.52360848 4
71.410127 7.05585923 6.61749225 0.09063729 0.09581132 -5.5227588 4

12.2395897 7.12577363 5.66528444 0.25763185 0.04199717 -5.5219894 4
38.1599216 5.73613885 5.06777371 0.08643635 0.25513809 -5.5209173 4
87.7038819 6.71237882 6.19199824 0.06790362 0.17737125 -5.520478 4
203.35459 7.386235 8.09275226 0.27686635 0.06130671 5.51788573 4

0.59144524 5.935863 2.27563604 0.30101829 0.06167041 -5.5168528 4
28.7592379 5.13128677 5.57659543 0.05275158 0.10863342 5.51682437 4
39.1383254 7.60553001 6.54102387 0.21499877 0.0559556 -5.5166614 4
18.0077819 5.18693016 4.34192755 0.14135344 0.24973377 -5.5147543 4
292.251681 7.63387266 8.23530109 0.22480807 0.07690581 5.51455506 4
15.0421255 5.8229534 5.51717281 0.06924699 0.06136875 -5.5133168 4
27.3306101 5.34969787 4.78433504 0.0266451 0.23440078 -5.5126448 4
697.063655 6.82435815 8.15611088 0.45977561 0.2113897 5.51210127 4
4.99858223 5.63287118 5.45809634 0.04697984 0.02121343 -5.5088482 4
111.559611 7.02157342 6.5733867 0.05264323 0.15375584 -5.5088308 4
32.7891332 5.71150758 6.29366854 0.2250031 0.06164572 5.50687645 4
31.8640353 4.79095947 6.26198385 0.75799322 0.06126583 5.50681398 4
80.3462521 6.39301732 5.80763831 0.02002048 0.24747527 -5.5059711 4
8.50279274 4.9384733 3.77376269 0.22102111 0.18505505 -5.5038387 4
70.9485031 7.33482501 6.29710713 0.18986104 0.13421547 -5.5028032 4
4.22876232 6.24676222 2.16062986 0.32962164 0.43083904 -5.5025762 4
113.984189 5.91596001 6.60901748 0.08700538 0.15658351 5.50085472 4
45.387182 6.63442598 6.35567417 0.04717693 0.07706951 -5.4997442 4

46.4310309 7.74891711 7.14653732 0.14151973 0.03622622 -5.4987728 4
4.82635954 6.3441045 2.45474405 0.29237548 0.40112913 -5.4985413 4



5.32628479 4.39030909 3.15961814 0.23015095 0.24021809 -5.4973509 4
725.046308 7.1397492 8.36771086 0.48975914 0.16709051 5.49598165 4
24.1821413 6.92275929 7.03526427 0.02913672 0.02122466 5.49584541 4
263.161461 5.42168621 7.39465159 1.06508341 0.1663164 5.49521835 4
514.254015 8.5420453 8.89661583 0.08784258 0.07060366 5.4945365 4
16.0004817 3.85948714 4.59277678 0.08099929 0.16932786 5.4919738 4
1.77697143 4.78400359 3.96870696 0.18720913 0.03328813 -5.4919373 4
276.484734 6.90228006 7.76469534 0.29338453 0.1157481 5.49126703 4
57.5174989 7.32344841 6.98032919 0.08603277 0.05321619 -5.4905981 4
228.483586 8.68122657 8.46908464 0.04575154 0.0485975 -5.4902435 4
70.005481 6.52087946 6.06279936 0.04915802 0.16373532 -5.4892962 4

141.427986 7.16020169 7.75405329 0.22004855 0.06036079 5.48885798 4
32.1064716 6.29916398 5.94052556 0.07316742 0.08651452 -5.488822 4
14.2618775 4.7291085 5.0647174 0.01598101 0.08896677 5.48784316 4
10.4099653 6.44620104 4.36383902 0.30757427 0.13357642 -5.4874493 4
7.08432459 3.64307373 2.46566868 0.09640001 0.50414674 -5.4847395 4
12.6552185 4.97260816 4.06737388 0.16227832 0.22981999 -5.4840668 4
141.821278 7.59115503 6.74800297 0.16182968 0.15981786 -5.4822039 4
55.7036465 6.40775757 6.77487262 0.10442304 0.06288238 5.48123977 4
61.7606043 6.96651167 6.23512643 0.1533626 0.11692726 -5.4810506 4
66.9398415 7.40060672 7.2421721 0.02151557 0.04848094 -5.4795702 4
6.23374964 6.45085379 3.88389114 0.30519506 0.12471786 -5.4787331 4
665.597284 8.06367774 8.88624124 0.35819906 0.09446577 5.47847774 4
326.802659 7.81454156 8.43616055 0.21843805 0.07008701 5.47776118 4
41.293801 6.73358491 6.08032395 0.13965105 0.09479902 -5.4766849 4

73.5776328 6.18595297 6.69998385 0.14181385 0.09019767 5.47585567 4
852.709026 8.2074951 8.86601387 0.17183666 0.12446873 5.47578643 4
3.54109451 4.608944 4.48028527 0.01423213 0.04021594 -5.4753995 4
28.5781874 6.02826424 5.58242951 0.09002521 0.11067055 -5.4742887 4
1.17875698 4.01767536 3.92851354 0.01669767 0.02334076 -5.4741633 4
98.7351308 5.90146326 6.92237452 0.41487567 0.09979452 5.47363419 4
320.611235 7.35016654 8.29731716 0.47431109 0.07848095 5.4731393 4
218.019281 6.35129858 7.32215182 0.31236918 0.14202487 5.4687657 4
5.99384079 4.35878344 2.29308847 0.26988261 0.50799093 -5.4685145 4
137.123124 7.16068118 7.75155193 0.22071012 0.05874067 5.46771138 4
3.9687909 4.62268448 4.8594876 0.07524864 0.03051843 5.46685262 4

436.052457 8.65849943 8.37845376 0.01161422 0.09978472 -5.4666881 4
7.27081169 4.73389768 4.43217111 0.05097686 0.08570867 -5.4659044 4
38.6535162 4.40143645 5.34621878 0.1686725 0.19334664 5.46580977 4
59.412552 6.26697977 5.46987771 0.12627883 0.25646787 -5.4639579 4

48.3733368 7.63216652 7.19563032 0.11099709 0.03652875 -5.4639423 4
93.0433277 7.13676785 7.40448537 0.06259152 0.05571832 5.4636137 4
14.1335817 4.39682865 5.14029278 0.2776724 0.083205 5.46342748 4
63.3511848 6.36470476 5.68724984 0.11328832 0.22071531 -5.4630166 4
218.881063 7.69155709 6.73281785 0.17602824 0.27515519 -5.4624576 4
204.204556 8.08658514 7.6497815 0.09144817 0.09788828 -5.4600498 4
253.584278 5.02577748 7.61956505 1.5413548 0.122051 5.4570858 4
28.7444568 6.11002722 5.68570122 0.08854304 0.09911115 -5.4543381 4



24.400517 4.4077126 5.1511352 0.19545138 0.13649541 5.45241407 4
46.7559228 6.425453 6.06815498 0.05818131 0.10692538 -5.4521088 4
5.33001578 3.94505312 3.21872846 0.12334418 0.22453252 -5.4506163 4
9.74103811 5.0182213 4.65203813 0.07289939 0.09198933 -5.4475239 4
17.9649933 4.43648769 4.99155895 0.10917472 0.1257189 5.4469356 4
22.9959424 5.28071006 4.44141639 0.13908652 0.25364276 -5.4469143 4
18.6033956 5.80723828 5.51033885 0.05845242 0.07559386 -5.4459015 4
95.0157999 7.33663073 6.94695065 0.081144 0.09069628 -5.4434173 4
386.320719 8.22613148 7.64192446 0.09176027 0.18984188 -5.4426591 4
490.409315 7.67965906 8.22875675 0.06443639 0.12598118 5.44173949 4
19.1320703 4.48161625 5.00647197 0.05052043 0.12709871 5.43905706 4
218.225904 8.89276902 7.4437501 0.24661774 0.12423152 -5.4378983 4
3.69399228 4.56915704 4.72179572 0.03564656 0.03283383 5.43785675 4
27.5205279 5.92998926 5.08136954 0.17050446 0.17003825 -5.4365228 4
142.767499 7.88993558 6.17199678 0.24297982 0.27574399 -5.4356188 4
2.95534639 3.09119635 2.26033294 0.11136697 0.32567598 -5.4323002 4
2.95534639 3.09119635 2.26033294 0.11136697 0.32567598 -5.4323002 4
270.758784 8.21262763 7.63191702 0.12452287 0.13312517 -5.4315524 4
14.2026532 4.65107457 3.44190716 0.165002 0.49472955 -5.4311237 4
8.14852011 5.45824349 5.10734432 0.08673337 0.04954454 -5.4307975 4
159.023336 6.12570175 7.05656164 0.33295434 0.14139794 5.42980038 4
52.9258815 6.09482703 5.37053647 0.11393048 0.23011031 -5.4295312 4
13.4260044 5.53815829 4.22215237 0.23224613 0.20796955 -5.4289674 4
197.527088 8.04010968 6.98599224 0.20566814 0.17855839 -5.427759 4
50.4270963 5.06604841 5.79658647 0.13414399 0.15798677 5.4276672 4
61.361788 7.35395459 7.01494934 0.08198886 0.05580806 -5.4251335 4
61.361788 7.35395459 7.01494934 0.08198886 0.05580806 -5.4251335 4

121.317336 7.13201586 7.51172268 0.11006076 0.06726175 5.42426135 4
113.344481 7.17416497 7.45221005 0.05422151 0.06511618 5.42345278 4
46.5609059 5.48560476 6.11351756 0.19234989 0.09997615 5.42257562 4
228.936554 7.51955711 6.63386269 0.1432887 0.32181179 -5.4212381 4
2.46239289 4.11847388 4.53588692 0.16308841 0.02619093 5.4187013 4
228.115937 7.81004477 8.17973329 0.10490565 0.06334343 5.41734785 4
9.72610262 5.62103066 5.4383987 0.04001367 0.04210145 -5.4168087 4
171.431377 7.29724034 6.56985088 0.11928259 0.22426006 -5.415478 4
69.9369235 5.3378446 6.08737545 0.13500518 0.16477825 5.41446021 4
223.974112 7.86732228 8.18313696 0.08015569 0.06362446 5.41433836 4
44.4910303 7.02386088 7.34664975 0.11682826 0.02844823 5.41166021 4
425.053428 8.58219488 7.97148013 0.12125598 0.14760337 -5.4113302 4
28.677755 4.86602338 5.6827867 0.32245484 0.09489931 5.41072245 4

368.485589 7.02319672 7.73169729 0.06614466 0.15419976 5.40974331 4
31.5456816 5.91103577 5.38917973 0.09748862 0.13824426 -5.4097165 4
291.766644 6.86483143 7.68181099 0.24579375 0.13931152 5.40862242 4
9.38454068 5.09366231 4.62962317 0.10571097 0.08944231 -5.4074782 4
47.1492851 6.37891364 6.6496001 0.05856977 0.06098421 5.40737638 4
5.48081824 5.47830201 5.2999865 0.0467998 0.02718557 -5.4069119 4
81.8937509 5.29043739 6.92090625 1.03756995 0.08145762 5.40659168 4
110.774954 7.86194911 7.07404171 0.18032391 0.09633729 -5.4063814 4



53.1778748 6.64897353 7.04714464 0.13575133 0.04568427 5.40620546 4
193.157489 7.93283792 6.32860736 0.24416659 0.35568416 -5.4059364 4
282.989204 6.89636888 7.75673066 0.29334189 0.11955517 5.40443501 4
13.8062135 4.40512259 4.97197277 0.17137819 0.09322727 5.40370677 4
22.1058095 6.39889598 5.36327533 0.19612899 0.1026019 -5.4029178 4
15.0661079 6.18719518 5.19347668 0.21452173 0.08180498 -5.4018343 4
132.129778 6.99651191 5.51202271 0.2122012 0.59288643 -5.3987752 4
45.4158028 5.7772253 6.28540852 0.15596894 0.08663501 5.39698916 4
203.950592 7.12617596 7.61908097 0.12257047 0.09728894 5.39524068 4
10.1044927 4.84459053 4.30504498 0.10609515 0.14168686 -5.3928569 4
85.4953706 6.82163391 6.2755219 0.09747132 0.15780461 -5.3893746 4
42.7296251 5.13581154 5.71295042 0.04084269 0.14091803 5.38837581 4
147.598062 8.67289907 8.84633799 0.05592364 0.02114283 5.38759464 4
7.84799261 7.52102758 7.74329619 0.08103668 0.00340643 5.38614425 4
31.9047775 5.99341093 6.23491558 0.03789579 0.0632564 5.38339495 4
731.726591 7.17640809 8.90070256 0.98683106 0.09745667 5.38259103 4
107.532373 5.89385358 6.54484314 0.04569043 0.15105693 5.38170673 4
118.127671 7.95069766 6.18981326 0.24894795 0.23355356 -5.3816607 4
0.00059716 1.48293149 -6.3205898 0.31460738 0.30682773 -5.3813132 4
337.938213 6.55046243 7.89906119 0.60243802 0.12796438 5.37953426 4
16.4575443 4.25558957 4.82583355 0.09212694 0.13685686 5.37842898 4
37.0331396 6.02112338 6.74747928 0.31478573 0.04348343 5.37596347 4
30.1693636 6.15960403 5.43594562 0.15831316 0.13376159 -5.3757384 4
11.1876523 4.95988429 5.21983307 0.05443202 0.06010007 5.37450536 4
38.1715331 4.82870914 5.50296126 0.07667781 0.16056763 5.37386488 4
36.4675542 5.19754007 3.83144106 0.09281362 0.84760591 -5.3737877 4
4.83849555 6.66848589 3.28021812 0.29425949 0.18032428 -5.3721358 4
39.8478198 5.82912264 5.28004648 0.06520929 0.20766101 -5.3715625 4
13.1695113 5.23963206 5.50423266 0.06750476 0.05276903 5.3703342 4
86.2031701 7.25715278 6.7797883 0.10740944 0.09863023 -5.3695963 4
16.3032861 6.57531867 4.49885851 0.30209537 0.17891182 -5.369507 4
75.3975534 8.04225741 7.35455063 0.16473556 0.0487351 -5.369455 4
12.6639464 5.59412448 3.76579957 0.25170285 0.26885039 -5.3663055 4
13.8918468 5.73549713 4.71920879 0.21656252 0.12776929 -5.3655797 4
11.1178257 4.48585513 3.51100365 0.14874708 0.36248333 -5.3639382 4
81.0058958 7.30685711 6.485474 0.16648049 0.12527059 -5.3584976 4
139.904865 6.61083678 7.11089662 0.09315134 0.11331593 5.35833683 4
145.737398 7.32084853 7.61192346 0.05265263 0.07068215 5.35782878 4
51.3278076 7.33380837 7.05016131 0.07340875 0.0439444 -5.3577484 4
7.09449551 3.89205252 4.28964911 0.06573132 0.09905755 5.35587775 4
15.282564 5.98451253 5.84386337 0.01762055 0.04376223 -5.3556886 4

6.44368659 5.58505569 5.46238783 0.02827292 0.02715823 -5.3526574 4
73.6882641 6.37266255 6.97998934 0.22203929 0.06756915 5.35115503 4
2.30044506 2.00908288 3.13667397 0.51315446 0.10276631 5.35022287 4
5.76542176 5.1474268 4.84212818 0.07962568 0.04541148 -5.3502007 4
78.7085286 7.55310672 5.15466251 0.29694008 0.48623818 -5.3500178 4
9.28548653 3.68121012 2.05474788 0.0486036 0.95998887 -5.3483419 4
0.5608204 3.59549283 3.66564374 0.01770231 0.01440867 5.34759905 4



5.60270542 3.81376914 3.29093285 0.03742177 0.21854269 -5.3471965 4
4.50168699 4.67600196 4.37996314 0.07341901 0.05670233 -5.3439132 4
58.7966394 8.30413269 8.44788808 0.04780646 0.01256101 5.34377135 4
30.6319935 6.19167631 5.84470908 0.06997511 0.09087139 -5.3418689 4
46.2520654 5.42844309 5.95024509 0.09404441 0.12457765 5.33975968 4
42.5840537 6.1531354 4.70695602 0.22693172 0.36568664 -5.3396161 4

50.52107 6.84842804 6.61644183 0.03961366 0.06889941 -5.3394842 4
68.6953015 7.06255266 7.25700749 0.03753157 0.0477868 5.33907311 4
45.7396922 6.1065295 5.63648108 0.06293236 0.15804598 -5.3385188 4
205.592162 7.34362611 7.89652451 0.19328289 0.07495101 5.33834238 4
39.5159875 7.07415496 7.1983429 0.02683118 0.0298006 5.33781039 4
10.0586386 5.62949486 5.07114512 0.13108323 0.06235628 -5.3370076 4
5.88686772 5.63273922 5.35014704 0.07614445 0.02814814 -5.3350673 4
238.087629 7.30596573 6.43121633 0.08763425 0.4220487 -5.3349326 4
40.8401887 6.14381031 5.2024735 0.18235899 0.21796027 -5.3333563 4
287.218301 8.29480527 8.02059053 0.02837849 0.09666491 -5.3329662 4
44.5322285 7.77849736 7.34183215 0.11129102 0.02906403 -5.3327652 4

70.60424 6.5819523 5.81390527 0.15002945 0.19910408 -5.3316151 4
25.2881059 4.55227959 5.17702442 0.10154671 0.14381164 5.32768263 4
103.487275 5.44468394 6.5629058 0.51034835 0.14140162 5.3276729 4
12.5619471 4.80800344 5.14106897 0.07793287 0.0719503 5.32442913 4
135.544441 7.24970447 7.57910421 0.08422437 0.06808337 5.32432924 4
21.2227756 5.16053657 5.78003232 0.25691931 0.06633381 5.32430615 4
10.6899517 5.42146696 4.8532691 0.13764281 0.08443493 -5.322363 4
32.6806283 6.2568941 5.90634318 0.07163353 0.09107551 -5.3203381 4
13.0403482 5.60602069 6.1439803 0.208992 0.02819306 5.31802709 4
12.6050211 6.2437577 3.76265564 0.2992155 0.30374773 -5.3162489 4
231.917645 6.54838838 7.35400391 0.21647828 0.14220877 5.31615407 4
3.43572454 4.1137334 3.61615043 0.11732158 0.09259771 -5.3159743 4
20.4392652 6.37285867 6.14516158 0.05609945 0.04430508 -5.3153688 4
399.122315 8.3610672 7.86815354 0.08446848 0.15503521 -5.3144294 4
0.58527738 4.24963194 4.68098992 0.16707574 0.00542222 5.31346529 4
9.22765315 5.35832115 5.14373364 0.04597102 0.05420835 -5.3129206 4
11.7328563 5.94776322 4.56758555 0.25088102 0.12455655 -5.311372 4
83.4130751 6.39328765 6.78936583 0.07537529 0.09470792 5.30952963 4
29.8594302 5.78893192 5.26167035 0.09895103 0.15425205 -5.3011194 4
196.844574 6.90756419 7.51595727 0.18485022 0.11041185 5.29993086 4
20.1630783 6.84951372 6.48956083 0.09614993 0.03085539 -5.2987077 4
225.568465 7.03415577 7.84703844 0.3289735 0.08866011 5.29856011 4
20.9918623 6.09962328 5.69022841 0.10175296 0.07158827 -5.2979677 4
24.6461635 5.14182794 5.50603514 0.01782045 0.09894805 5.29631267 4
0.46639835 4.29875831 4.67678415 0.15274287 0.00434675 5.29582439 4
114.345372 6.85049902 6.14030965 0.11047839 0.23009959 -5.2948866 4
74.1682775 5.8004124 6.45312237 0.18778819 0.11448801 5.29455898 4
281.481741 7.80884126 7.29348433 0.06228518 0.18423401 -5.2934353 4
104.940027 6.64278853 5.51932569 0.17504335 0.37230638 -5.2930604 4
46.7956609 6.89308656 7.11108522 0.06485334 0.03794466 5.29297813 4
50.8793959 6.84587068 6.35750903 0.11919287 0.09022899 -5.2921558 4



154.373977 7.6794597 7.28144742 0.07900661 0.10504366 -5.2913111 4
39.2977037 5.41059128 6.04185119 0.21183375 0.09103663 5.29111935 4
15.6213872 6.74725766 3.21223188 0.3025593 0.71793513 -5.2891662 4
210.37282 7.88437684 7.58983496 0.02365047 0.10377973 -5.2889232 4

28.2878457 4.01180651 4.94454389 0.06570522 0.2031473 5.28327459 4
124.718347 7.66148215 7.11328497 0.12807765 0.09926586 -5.2827881 4
194.710685 7.27992177 7.7912053 0.16252568 0.07967218 5.28166417 4
49.7033458 7.70312946 7.58809592 0.02760537 0.0253256 -5.2808784 4
165.884556 6.8834456 7.40807128 0.14242936 0.10112487 5.28019554 4
38.4677246 7.05028892 6.82146044 0.0585631 0.04237557 -5.2779944 4
174.40959 9.01634066 8.9044832 0.02776095 0.02383452 -5.2776904 4

84.8663293 7.42332813 7.91156435 0.20008687 0.03095595 5.27642053 4
66.7085061 7.40811215 7.87946314 0.19822419 0.0251704 5.27489333 4
3.34739423 3.99651366 4.2497214 0.07239342 0.0475577 5.27379175 4
24.0205468 5.70392593 6.03057363 0.10018201 0.057674 5.27350711 4
471.748233 6.00709913 7.75548201 0.737486 0.19130607 5.27030618 4
16.6284314 5.33113891 5.55033605 0.01010527 0.06354546 5.27006727 4
125.027836 6.68682006 7.19825436 0.14947285 0.09596408 5.26996612 4
7.32766825 6.26938888 4.18713238 0.30465011 0.11478955 -5.2686611 4
58.8754413 7.18635616 6.76204014 0.10783862 0.06783843 -5.2675851 4
113.121341 4.95522592 6.89591417 1.05462725 0.11822263 5.26655243 4
2.86968123 2.98525966 2.14798677 0.11041064 0.35441946 -5.2639193 4
75.5996033 8.21505839 8.47310231 0.09158693 0.01574739 5.26353257 4
30.8301485 6.29551413 5.75299225 0.1247768 0.09529986 -5.2633702 4
101.415048 8.99109272 5.94491559 0.33230225 0.2830857 -5.2620454 4
1.98527947 2.65428417 1.9952998 0.06784246 0.27311177 -5.2567536 4
256.30962 8.14274581 7.87263822 0.02028107 0.0998799 -5.2536088 4

269.199875 5.7303643 7.40679811 0.80589672 0.16895088 5.25320382 4
198.225788 7.89668256 7.57275425 0.05243242 0.10489584 -5.2529278 4
112.239938 7.08974312 5.24585603 0.25935645 0.52029686 -5.2518337 4
20.0344096 6.21553288 5.95806012 0.06463538 0.05217233 -5.2511061 4
158.451439 7.63300681 7.27346327 0.06170278 0.1104298 -5.2495714 4
156.593911 4.82737885 6.67721347 1.23382362 0.19382203 5.24781458 4
170.612807 7.07964415 5.96198117 0.16678216 0.39168649 -5.2465586 4
183.11766 7.44258859 6.96814776 0.05956115 0.16473341 -5.2463187 4

11.7623014 4.7990722 4.36757071 0.05999321 0.15135199 -5.2458147 4
80.1769318 7.14936957 7.60022747 0.17930907 0.04015777 5.24492982 4
376.874656 8.03022312 7.10463697 0.1509041 0.33524452 -5.2444024 4
48.8860173 6.40548534 6.86222503 0.17501942 0.05071944 5.24282647 4
98.4286512 7.6985579 7.38645624 0.07839317 0.06185751 -5.2419266 4
77.3060292 5.12134061 6.74011004 0.83639116 0.0919782 5.24036443 4
87.0930616 6.88675193 6.46308878 0.06936187 0.13693423 -5.2392574 4
274.573975 8.2129425 7.50710951 0.1533209 0.14707439 -5.2387919 4
23.2035044 5.91547881 6.11498036 0.03833016 0.05072856 5.23807141 4
131.307098 6.17185277 6.78785671 0.07976596 0.14184016 5.23407753 4
5.23725923 8.16714639 3.91125629 0.3465054 0.10469197 -5.2333818 4
13.5260761 7.11645978 4.11790099 0.29595905 0.22202233 -5.2321559 4
210.413014 7.55259623 7.04801275 0.0684913 0.18831422 -5.2316257 4



84.8112349 6.81653352 7.21988959 0.13447508 0.06247006 5.23136238 4
32.3293155 3.21298146 4.86436053 0.48428663 0.26644065 5.23006425 4
40.9955377 4.82989816 5.6166245 0.20906857 0.14380703 5.22922556 4
42.8349159 6.09811496 5.74111704 0.01849574 0.13877846 -5.2284371 4
57.4580308 5.20860895 5.97411135 0.21181826 0.14531504 5.22797507 4
40.4122857 6.43404786 5.66081683 0.17477967 0.14600126 -5.2279699 4
5.61923351 4.42971609 4.19375044 0.01687862 0.08672639 -5.2258467 4
131.484707 7.27365757 6.87119288 0.06039512 0.13594651 -5.2246564 4
3.21297434 3.66204845 3.26188184 0.0714709 0.11914416 -5.2215034 4
116.810007 4.95291488 6.5267357 0.76113748 0.16384633 5.22064087 4
66.6664425 6.8771361 6.58155208 0.04872682 0.09297419 -5.2183424 4
58.1970692 5.28420435 6.01810914 0.20296091 0.14343723 5.21792186 4
3.79853311 4.17721986 1.96246301 0.30415086 0.60469049 -5.2171583 4
81.8340489 6.22761871 6.75095715 0.16437255 0.09798508 5.21693815 4
119.67203 7.63595822 7.28679192 0.07761857 0.08383077 -5.2142929 4

0.56077875 5.99936577 2.36135103 0.3162914 0.05219423 -5.2134569 4
125.636604 7.41311772 6.99681778 0.08375965 0.11637007 -5.21327 4
83.4066757 6.3211033 6.76367834 0.10583638 0.09900397 5.21097024 4
319.801213 8.66233909 8.82922855 0.02472601 0.0469215 5.20909717 4
5.81521716 4.51535129 4.22018372 0.05515835 0.08369209 -5.2068472 4
38.1440751 5.15551016 5.88891068 0.28694541 0.10842809 5.20643781 4
61.2225943 6.88792641 7.43766502 0.2337061 0.03617137 5.20611945 4

3.600957 4.22965193 4.82659228 0.26237377 0.02906094 5.20459675 4
31.6226296 6.5059412 6.00692701 0.12522543 0.07762626 -5.2035475 4
17.2055859 5.38460655 5.80979655 0.15531321 0.05159344 5.20235704 4
79.4859929 6.12868485 6.59289633 0.0930324 0.11120244 5.2020734 4
1.82381907 3.09594806 2.57966602 0.10453269 0.14116896 -5.2004263 4
13.2405228 7.09518438 4.09673547 0.29748544 0.22198107 -5.2000171 4
124.667067 6.61522353 7.07540509 0.09862232 0.10313517 5.19998428 4
22.3086541 5.99821881 5.13638496 0.17930238 0.13112951 -5.1986861 4
107.48394 6.97237336 6.53887975 0.05727464 0.16168302 -5.1971392 4

375.166641 7.53240618 8.03241442 0.08340837 0.12215367 5.19293954 4
16.4660966 5.58747663 4.85723724 0.17025889 0.13265593 -5.1927 4
43.9809423 5.18913341 6.0330271 0.36808614 0.10777131 5.19267473 4
28.3837818 5.81613031 5.02519932 0.16517851 0.17997932 -5.1908459 4
47.1683981 5.35792172 5.89731746 0.09140472 0.13369582 5.1902746 4
54.4200891 6.44250503 6.09353997 0.04477178 0.12713717 -5.1902484 4
35.1608362 6.73213569 7.15554583 0.16756167 0.02725966 5.18996286 4
278.644709 7.52420909 6.83900564 0.05790965 0.27379064 -5.1874976 4
6.10191186 3.91608419 3.38319832 0.05984269 0.1990834 -5.1864009 4
253.256701 8.1491842 7.6383216 0.11089115 0.11770134 -5.1863315 4
152.829013 7.64903409 7.3022045 0.06380085 0.10439537 -5.1861954 4
22.9849928 6.31898247 4.38094819 0.29753334 0.27978908 -5.1842831 4
0.85682423 1.8841662 2.52347236 0.24841148 0.06955901 5.18192537 4
41.959321 6.00002861 6.33375795 0.0839537 0.07608683 5.18192146 4

189.782275 8.3105052 7.29081183 0.20271196 0.12888594 -5.1810114 4
127.288119 7.44836422 6.68855784 0.15633647 0.16541452 -5.1796956 4
31.1877872 5.79244076 5.25509982 0.0978599 0.15963583 -5.1795215 4



123.016367 3.86600413 6.3730801 1.42869349 0.21568201 5.17847444 4
157.614465 7.09315326 7.68599914 0.22467573 0.07236635 5.17541231 4
4.42590473 5.10749211 2.74245803 0.31545587 0.27189877 -5.1752323 4
26.1490579 5.98915524 5.42075163 0.1299765 0.11891584 -5.1745982 4
87.3552851 4.7511923 6.02078019 0.38419677 0.22313573 5.17351571 4
31.0417438 6.17924417 6.40013142 0.05232927 0.05139132 5.17230128 4
24.2326492 4.4948961 5.21033714 0.23086246 0.13600252 5.17222836 4
11.1242621 4.55969274 4.862209 0.02667272 0.08490784 5.16856728 4
2.50653638 4.31493213 4.50350583 0.05954289 0.02765546 5.16852957 4
41.1934444 4.92291577 5.67796012 0.22055412 0.1357966 5.16814279 4
87.9301496 7.26320225 6.4613123 0.18534055 0.13540474 -5.1677301 4
52.6641313 6.3821354 6.63231779 0.03561699 0.0707102 5.16704319 4
97.835863 7.8990467 8.08721271 0.05784738 0.02997547 5.16691943 4

75.7568771 7.67728086 7.11544989 0.14111347 0.06159395 -5.1658152 4
135.263533 7.24235448 6.45231436 0.15090057 0.20368314 -5.1635638 4
232.652776 7.68408724 7.26292232 0.03820611 0.15774481 -5.1629439 4
333.64744 7.91647852 7.30884764 0.09116191 0.21863446 -5.1614727 4

8.57093608 4.69388689 4.90833662 0.01922489 0.06251784 5.16113761 4
25.8128866 6.44743247 5.57803758 0.20333885 0.09955802 -5.1606859 4
187.500278 7.84024209 8.15996562 0.10468183 0.05338591 5.16013347 4
13.6664103 4.74993591 4.15495598 0.08994753 0.20400943 -5.1576084 4
4.9636349 7.75197375 3.47754886 0.35429882 0.15816828 -5.1572143 4

10.4094626 5.89335174 3.264479 0.33477785 0.42943101 -5.1570206 4
43.4823066 6.12085039 5.65642748 0.07793213 0.14709643 -5.1569043 4
43.4823066 6.12085039 5.65642748 0.07793213 0.14709643 -5.1569043 4
43.4823066 6.12085039 5.65642748 0.07793213 0.14709643 -5.1569043 4
100.50245 7.0258445 6.23501956 0.16542958 0.18635426 -5.1561349 4

13.3939002 4.16297776 4.7488508 0.15965963 0.1198605 5.15530863 4
166.612434 5.36406559 6.95747667 0.75993849 0.1634349 5.15402734 4
28.8609361 5.80902061 5.15810227 0.13389167 0.16796821 -5.1537583 4
618.859537 8.60892121 8.06900876 0.08135981 0.18925405 -5.1535068 4
618.859537 8.60892121 8.06900876 0.08135981 0.18925405 -5.1535068 4
26.2103135 6.42076362 5.79793406 0.15562635 0.07789504 -5.1534929 4
554.805661 7.01419467 7.91972692 0.08067248 0.19005598 5.15195949 4
231.013124 7.80865359 7.27056176 0.10140797 0.16630119 -5.1510778 4
97.3344115 6.57408824 5.42322873 0.18555773 0.39110559 -5.1509503 4
159.130646 6.3979512 7.03455992 0.13994868 0.14535898 5.14984293 4
214.259996 8.10453816 8.36757175 0.07877118 0.05037409 5.14952308 4
244.225763 8.46099757 7.31009251 0.21982604 0.16001985 -5.1451271 4
399.113497 6.95274153 7.91882803 0.36899511 0.15119932 5.14501194 4
202.135976 7.76806322 8.60440589 0.36749815 0.03743936 5.14486691 4
1028.54464 6.28502491 8.51131461 1.14205522 0.21644933 5.14398048 4
287.585493 7.86172848 7.30788861 0.08859099 0.18364804 -5.143912 4
78.4539613 6.46417862 5.7001264 0.13231689 0.24321871 -5.1432332 4
111.481524 6.58124455 7.00491756 0.09079811 0.0993349 5.14275123 4
4.0214438 4.38981678 4.19655936 0.0317247 0.05945588 -5.140442 4

637.879108 7.72542066 8.61558049 0.34555864 0.11936884 5.13363579 4
26.9544548 5.97571247 6.19158816 0.04407694 0.05429569 5.13314467 4



271.109295 6.7987086 7.67413336 0.318577 0.1244707 5.13272208 4
86.8474984 5.84410805 6.42919731 0.09828894 0.13794107 5.13267963 4
392.259098 7.8573634 8.26270149 0.0744979 0.1001463 5.13050631 4
366.845777 4.87990522 7.44898262 1.49330994 0.20936397 5.13017102 4
11.9510239 3.86031857 4.41538979 0.03704927 0.1436031 5.12937605 4
171.855637 7.58541616 6.92398742 0.14027403 0.17428945 -5.1276883 4
149.528685 7.0143378 7.60685136 0.2174124 0.0757053 5.12649589 4
5.88654805 5.72818269 5.59011727 0.03947714 0.02192495 -5.124441 4
321.10493 5.84652121 7.37322131 0.60061082 0.18998752 5.12391973 4

235.286523 8.35297596 8.71856431 0.13577276 0.03805243 5.12304044 4
63.5039009 6.87750988 6.1209719 0.17010111 0.1365457 -5.1227709 4
4.12359161 4.43816319 4.22806573 0.04089118 0.06001385 -5.1225696 4
1.48561927 4.79503131 3.83666124 0.20246416 0.03215821 -5.1220883 4
9.80701265 5.71819936 2.79538896 0.29980605 0.51037835 -5.1212225 4
69.573865 8.29238523 7.45111192 0.19875179 0.03998811 -5.1202758 4

825.126971 6.02701415 7.9435969 0.27142801 0.27078236 5.11876998 4
57.5664921 6.13583144 6.71190757 0.23166137 0.07039194 5.11873047 4
324.211923 8.91551255 9.04715447 0.01967622 0.03858838 5.11661042 4
324.211923 8.91551255 9.04715447 0.01967622 0.03858838 5.11661042 4
4.03047306 4.07656748 1.97942702 0.29173739 0.53304072 -5.1156704 4
5.65463528 6.78524792 3.27337456 0.3537703 0.22633365 -5.1153015 4
120.297432 4.23676953 6.04714983 0.31637374 0.28033898 5.11472294 4
84.0952029 7.83998246 6.01787345 0.29130282 0.20910497 -5.1145126 4
110.543662 7.12537965 6.75975756 0.05097689 0.13065056 -5.1131556 4
31.3502066 5.41052204 4.85276113 0.01264259 0.2590875 -5.1124113 4
2.4868242 2.685287 1.72005504 0.11166601 0.42850643 -5.110747 4

99.2318064 6.74198041 6.29019247 0.0293032 0.19140367 -5.109334 4
14.1922019 6.22203296 6.4996666 0.10472731 0.02145196 5.10820289 4
128.055201 7.38691991 6.6837011 0.15771514 0.1572951 -5.1071269 4
9.58952807 5.99087621 3.81963102 0.30594056 0.19783509 -5.102635 4
71.8953543 5.40085976 6.16721263 0.2262849 0.15552269 5.10249407 4
298.198324 7.91176377 7.33811327 0.09735258 0.20162279 -5.1005018 4
70.9625296 7.05486555 7.48695782 0.17448621 0.03975713 5.09959454 4
130.192193 7.49456259 6.29922307 0.23240926 0.24345206 -5.0984731 4
88.9150837 6.83400716 7.12335405 0.06291125 0.07081069 5.09410194 4
183.296799 7.54393051 7.99262967 0.15685751 0.06182519 5.09334958 4
5.40231016 6.87659891 1.52133624 0.31573537 0.86883314 -5.0912619 4
124.892413 6.74021791 7.14514416 0.08498836 0.09574854 5.09038389 4
12.719726 4.83663114 5.10386523 0.02901588 0.07896945 5.0902422 4

42.9328449 7.25376321 7.69022253 0.17187994 0.01962699 5.08919113 4
29.4480963 5.08137302 3.8751276 0.13753213 0.51200237 -5.087849 4
62.5124532 5.80619017 6.41410341 0.21747887 0.10534123 5.08709602 4
113.326523 4.43661169 6.20573219 1.00459837 0.22331091 5.08584708 4
137.132187 4.69442375 6.56565942 0.89464476 0.19320673 5.08381595 4
106.972068 7.00365442 6.25720993 0.154061 0.206402 -5.0838048 4
2.04714676 3.16014565 2.34471943 0.16789434 0.19443461 -5.0837106 4
13.0206684 5.0697686 5.31319805 0.04739038 0.06314612 5.08348257 4
77.1595713 6.60607628 5.91012293 0.13718241 0.22101293 -5.0828795 4



5.96364908 4.33861694 4.55031711 0.02196259 0.06396062 5.08140765 4
152.693802 6.07402528 6.85368002 0.1909816 0.16859854 5.08007347 4
64.8713293 5.10255812 5.95472474 0.23451306 0.16017768 5.07885632 4
116.057687 6.66592676 5.27127288 0.21302559 0.61856683 -5.0788015 4
35.2971102 4.4039216 5.26407724 0.17984576 0.18392619 5.07777924 4
3.92966863 4.6992908 4.41806409 0.07510176 0.04790524 -5.0768194 4

71.46293 7.2297937 7.38082746 0.02082688 0.04483704 5.07673523 4
174.947867 6.45063197 7.21032855 0.2510392 0.13030839 5.07644926 4
23.5075961 5.16108791 5.54019359 0.08033009 0.08985287 5.0754258 4
291.133716 8.66539412 8.43488088 0.04970029 0.06335789 -5.0753069 4
9.62069679 5.03718249 5.24044962 0.04565131 0.05076265 5.07444113 4
13.3984421 5.05320885 5.41638962 0.1252761 0.05854228 5.07392726 4
14.4172988 5.55159777 4.95048537 0.1394807 0.09933629 -5.0738626 4
10.309067 5.93377401 6.07585583 0.04477828 0.0236982 5.07378753 4

131.413228 7.44236498 7.18152432 0.0092301 0.09745731 -5.0736519 4
90.877843 6.95853552 6.61320942 0.04825454 0.12522836 -5.0732605 4

4.92479698 5.40244494 2.97327606 0.29712114 0.24327489 -5.0728408 4
87.678769 5.47165031 6.22212636 0.12149466 0.17449859 5.07261096 4

14.5192903 6.67595483 4.37038599 0.34562797 0.18267143 -5.0724158 4
175.641372 6.77062621 8.01651535 0.85984231 0.05863701 5.07179356 4
818.756047 6.16718894 8.44491586 1.26794186 0.17804546 5.07166521 4
59.1806297 7.3956413 6.20785422 0.2275277 0.11674761 -5.0697143 4
34.9206033 5.6337529 5.02216436 0.08912839 0.22446446 -5.0691485 4
19.8161619 4.70176299 6.59560376 1.123061 0.02695092 5.06851834 4
63.3453235 7.16711622 6.58986003 0.14293829 0.08487654 -5.066508 4
44.6107428 6.64604201 6.85106638 0.05255294 0.04682804 5.06629278 4
105.071336 7.4006148 7.00303845 0.09352854 0.09631274 -5.0657679 4
3.99322295 3.6053838 3.05786374 0.09174265 0.19195437 -5.0656124 4
58.194568 6.19353996 6.53421031 0.07213967 0.08274107 5.06263243 4

46.4206892 6.72497821 7.02114112 0.10278968 0.04193071 5.06122144 4
20.9403232 6.64934302 6.27281938 0.10192376 0.03907609 -5.0610281 4
99.0859002 6.76631147 5.69287497 0.18292985 0.34447514 -5.0604713 4
6.71776223 4.90133139 2.80306457 0.29555571 0.3649541 -5.0597862 4
109.19583 7.28587437 6.98504987 0.04632355 0.10205542 -5.0586965 4

95.3634522 6.59514716 6.94199434 0.05858757 0.0927282 5.05629132 4
4.32133489 4.42804419 4.64870969 0.06700903 0.04178437 5.05517356 4
38.1410002 5.81589573 5.27818086 0.08432186 0.19969903 -5.0542329 4
110.412267 4.708282 6.950506 1.37633294 0.10374267 5.05306803 4
26.0217997 4.76973091 5.34118947 0.14789014 0.12024306 5.04905658 4
53.0716835 6.48783241 6.20933683 0.01632126 0.10842671 -5.0488231 4
64.3212238 5.68840497 6.35799569 0.24319131 0.11374055 5.04859679 4
3.28748795 4.90401156 4.3812831 0.13970719 0.04144921 -5.0480198 4
43.966417 5.67590424 6.30280323 0.24442693 0.08135876 5.04759576 4

139.357633 7.28039375 6.89000574 0.0524543 0.13729778 -5.0475562 4
827.226227 6.69965077 8.30251728 0.69305117 0.20168139 5.04735644 4
4.69909664 4.3616393 3.86621367 0.11842516 0.09563666 -5.0472932 4
309.286061 7.31525867 7.86134852 0.14151591 0.11517475 5.04686943 4
53.3355375 6.29455744 6.76483607 0.18283493 0.0617945 5.0460558 4



60.8856384 6.12040695 6.45722049 0.03653525 0.09313067 5.04548228 4
5.04216996 7.64008969 2.36095737 0.36865312 0.47407847 -5.0439326 4
4.08663576 7.84318795 3.45603298 0.36278802 0.13317602 -5.0438391 4
25.6001279 5.22275952 5.59778466 0.0734352 0.09396354 5.04308198 4
10.5727008 4.12054448 4.95833404 0.36396657 0.07522114 5.0422565 4
87.2186915 6.7360458 5.60414585 0.20958095 0.32595492 -5.0417305 4
6.26611858 5.04410328 4.41481089 0.1548654 0.07692077 -5.0416159 4
6.73211909 5.99624024 6.4385108 0.18495646 0.01079649 5.04132826 4
333.52412 7.54844805 8.13984257 0.20043164 0.09582663 5.0409239 4

58.0544659 5.22613559 5.96020161 0.2007418 0.15576373 5.0404736 4
14.9021761 5.26208134 4.3425485 0.19975355 0.20123672 -5.0381926 4
111.703278 7.03243485 6.54319091 0.09022241 0.15848354 -5.0356605 4
12.5142861 4.16948687 4.70226175 0.15120578 0.11370556 5.03503542 4
15.5728058 6.73273605 6.11080295 0.16834043 0.03489625 -5.0340729 4
21.0497776 4.91657288 5.38034622 0.12756042 0.09439496 5.03355597 4
173.739971 8.68658751 8.0989701 0.14796249 0.05359202 -5.0328066 4

65.70066 6.54245474 5.83102611 0.14159645 0.18576476 -5.0325669 4
126.638516 5.80595009 6.6029156 0.1903674 0.16767822 5.03145684 4
5.72997526 4.65728077 4.80903365 0.0159336 0.04693332 5.02960728 4
140.12929 7.76668898 8.01774847 0.07847024 0.04597306 5.02915789 4

1.07329503 6.09316812 2.50834132 0.3351343 0.08631822 -5.0291168 4
11.2989979 6.42954314 4.10563198 0.31707239 0.18452789 -5.028098 4
114.524061 6.48499506 6.99936603 0.14551354 0.10466484 5.02765081 4
399.250272 9.05478103 9.209413 0.03388037 0.04041028 5.02708204 4
39.0719884 7.05434475 6.73307744 0.08762273 0.04620764 -5.0265109 4
42.8401904 6.70643219 6.3967696 0.07559907 0.07249529 -5.0264003 4
52.7426726 6.2248148 6.54659557 0.07989694 0.07709804 5.02625258 4

155.8812 6.51403829 7.27596573 0.28757251 0.11087201 5.02513546 4
7.79339941 4.28366591 3.7986871 0.0741754 0.17746543 -5.0244871 4
70.3353213 7.22659157 6.69071723 0.1332862 0.08929379 -5.0240002 4
692.810481 6.69004544 8.21083622 0.65051668 0.18231917 5.02324218 4
23.111308 6.1080048 5.70394061 0.10420561 0.07711609 -5.0217171 4

107.582715 5.1234238 6.25611296 0.37457207 0.21144591 5.02062103 4
105.660334 7.04816839 7.36828502 0.08976403 0.0677348 5.0193527 4
1.20529297 1.87057363 3.01612952 0.6489041 0.0586996 5.01909315 4
87.0063906 5.18325609 6.06840979 0.10715823 0.19026907 5.01810652 4
23.2166056 4.44936363 5.7164014 0.63402908 0.07796694 5.01775486 4
8.64747055 8.18635536 4.35019337 0.34472553 0.1149311 -5.0162398 4
9.19089296 5.97554407 4.54053354 0.29180701 0.10056715 -5.0157834 4
34.9663512 6.50109828 6.32125192 0.02075119 0.06398709 -5.0151085 4
16.4314965 5.37465141 5.11451832 0.01815332 0.09933658 -5.0149925 4
3.97131791 4.69380757 4.97720502 0.10584343 0.02755154 5.01484642 4
273.83145 8.69456368 8.40677605 0.07443362 0.06084698 -5.0137398 4

231.690589 8.20633604 8.60067715 0.15642522 0.04249763 5.01355496 4
126.230904 6.10702893 7.04736482 0.38806001 0.10700681 5.01240666 4
99.364144 7.42733778 7.04162608 0.09286891 0.08589752 -5.0114573 4

92.8841565 6.68409643 6.99388726 0.05029212 0.08358094 5.00989553 4
17.1208181 4.7152118 5.1313386 0.09050388 0.09874227 5.0081648 4



113.004555 6.14907535 6.70251451 0.09474086 0.13975011 5.00746422 4
14.358606 3.84846654 4.52839417 0.14430063 0.14931071 5.00600071 4

207.437107 8.66961799 8.3447324 0.0898606 0.04991858 -5.0008613 4
11.3712936 5.37965906 5.5929458 0.06212683 0.04200776 5.0004877 4
194.463191 7.68793071 7.01201213 0.14916586 0.16952359 -5.0002372 4
28.5122265 6.97505395 6.75784289 0.06143542 0.03285346 -5.0002354 4
5.00564051 3.97657555 4.30688816 0.09479493 0.06705382 5.00003781 4
138.263227 5.99919708 6.79130042 0.2289644 0.15612971 4.99994709 4
6.38753796 4.5247894 4.22788652 0.05622516 0.09092296 -4.9982017 4
15.4531704 5.51427801 5.70782324 0.04035177 0.05196751 4.99703736 4
124.628552 7.54863767 6.51797841 0.21818773 0.18313145 -4.9952921 4
1.12735622 0.80514334 1.79960962 0.31508543 0.1818036 4.99320008 4
5.9151372 4.70337024 4.32520365 0.09786586 0.07664939 -4.992844 4

11.2637929 4.51424978 4.88297419 0.09573387 0.08732954 4.99183593 4
117.157886 6.55628368 5.4352295 0.16032669 0.51947941 -4.9917099 4
276.433274 7.86055376 7.11055447 0.14455484 0.24009796 -4.9908933 4
676.318191 8.04605131 8.60664259 0.14161462 0.11935887 4.99055564 4
44.3534833 6.49254714 6.84426165 0.1247248 0.04661886 4.98989316 4
4.96696509 7.04424905 1.62137766 0.32403269 0.7509758 -4.9879824 4
51.6853684 7.37619893 6.48314558 0.20701368 0.07853582 -4.9878237 4
255.200358 8.06637004 7.79311807 0.01818175 0.10214787 -4.9878037 4
91.429033 6.99211851 7.31020314 0.09929822 0.06164059 4.98771615 4

61.7992885 7.58833287 7.42989656 0.04007979 0.03697465 -4.9871207 4
13.0562467 5.01602703 5.50859516 0.20645676 0.05226131 4.98589851 4
536.187053 7.22193844 8.39164713 0.56348163 0.12220154 4.98273818 4
129.996537 7.39220771 7.03219088 0.06597729 0.11654136 -4.9825605 4
74.1067924 4.59962385 5.83931323 0.41731938 0.20932845 4.98128349 4
6.44081306 4.40624985 3.5446962 0.17869897 0.17849374 -4.9803263 4
377.528978 8.30581513 7.96324197 0.03472793 0.1286996 -4.9792405 4
406.333565 8.17054243 7.70248344 0.05680207 0.19301782 -4.9779893 4

73.51771 6.69462647 6.34533045 0.0454126 0.13267334 -4.9764425 4
39.1864235 5.88355509 6.16098259 0.02634806 0.08072019 4.97346906 4
7.80814837 6.56060727 3.66355424 0.36501434 0.19880483 -4.9723941 4
28.9876506 6.4748933 6.67599884 0.06418618 0.03689345 4.97155469 4
197.207186 5.24286153 6.64990097 0.31156465 0.25809965 4.97130566 4
207.328941 6.48394906 8.02347151 1.25727567 0.0692163 4.96989697 4
215.015747 7.74236621 8.05617885 0.08952083 0.06749677 4.96662167 4
81.188548 5.66925576 6.67374205 0.46471465 0.10215008 4.9659312 4

6.15585065 4.47435591 2.83455679 0.2750931 0.32500915 -4.965813 4
13.6088387 5.35317571 4.9385555 0.09705536 0.09989553 -4.9643162 4
29.4244625 5.25104402 4.16878705 0.16681279 0.40517698 -4.9641426 4
5.22908649 5.03163123 5.61209934 0.28314224 0.01920673 4.9614922 4
561.307129 7.28408775 8.15105354 0.29413468 0.15506684 4.96118588 4
0.75020491 2.84044415 2.52938343 0.08447271 0.05892444 -4.960626 4
109.368927 5.80087222 6.87870413 0.51034424 0.11607549 4.96037185 4
233.295037 7.81319442 7.32446597 0.09388277 0.15898382 -4.9601176 4
1.73562375 4.21338695 3.97447521 0.06956788 0.03232711 -4.9592111 4
187.526209 8.40733742 6.75692086 0.27428724 0.21853764 -4.9565867 4



164.592342 7.36960311 5.99376213 0.2417905 0.37044931 -4.9563147 4
23.9264005 5.92742586 5.43901925 0.11875783 0.10171579 -4.9560561 4
241.470651 7.90514555 7.51096175 0.07101909 0.13210956 -4.9559312 4
129.36582 5.46817508 6.69570302 0.53492744 0.15387746 4.95588345 4

75.9910769 7.5883366 7.72924635 0.03610034 0.03361668 4.95578523 4
257.795371 5.43577939 6.91211807 0.37258882 0.26746044 4.95388963 4
308.695786 9.23180166 8.78153398 0.12279259 0.04697064 -4.9530745 4
70.4144483 7.56338411 6.97301416 0.14771392 0.06676309 -4.9529607 4
47.3345595 5.67940066 6.12443401 0.11032534 0.10056127 4.95122046 4
4.69085857 6.1604649 3.35119994 0.33604929 0.15680896 -4.9507945 4
186.166212 7.33172572 6.34810221 0.17507473 0.30099879 -4.950626 4
24.1534882 4.16247746 5.17336601 0.4997976 0.13157127 4.95061796 4
153.192969 6.66107329 7.20368082 0.15327942 0.11309992 4.94836017 4
132.305731 6.48367813 6.97078587 0.08893741 0.1217705 4.94546199 4
92.2307377 7.37467251 7.18115009 0.02016064 0.07126458 -4.9444442 4
10.4480249 5.43986755 5.08172199 0.09363057 0.06452231 -4.9432326 4
79.5283656 6.85848421 7.20831163 0.12300841 0.0594089 4.94218288 4
816.389672 9.345697 8.32688315 0.22748306 0.19829897 -4.9409164 4
204.445032 6.82917256 4.7370905 0.17994016 1.30177921 -4.9395751 4
88.0055014 6.5501256 6.8989811 0.07712751 0.09101156 4.93946646 4
18.6069034 5.73791897 5.20952293 0.13227336 0.0990529 -4.9385385 4
25.0820384 5.77511483 6.2833208 0.21331755 0.04746081 4.93818275 4
1.85729852 4.61553712 4.74244577 0.04306029 0.01625437 4.93786486 4
171.831171 6.35196611 7.22269903 0.3901901 0.1296396 4.93647025 4
6.81089637 4.94073785 3.11675721 0.32122056 0.32635599 -4.9363547 4
290.516134 8.37399835 8.59831835 0.0577062 0.05440219 4.93585533 4
500.435459 8.20197105 8.56808104 0.07372446 0.09252416 4.93580246 4
19.3232563 5.7525815 5.38964671 0.08689489 0.08740237 -4.9349089 4
286.001582 7.95297176 8.23989024 0.05920687 0.07601109 4.93016855 4
296.28775 7.64790598 7.06028835 0.05612964 0.251771 -4.9300292 4

6.36371062 3.84804272 4.21981841 0.08211047 0.09604841 4.92969187 4
243.440053 8.11540079 7.79045747 0.06323988 0.09842674 -4.9295046 4
7.88306742 5.30629214 2.81165427 0.33026011 0.45081337 -4.9258722 4
8.00357336 3.78737771 3.01517757 0.0054545 0.37461575 -4.9257208 4
66.2385598 7.28985988 7.00958283 0.0722657 0.0605511 -4.9255065 4
185.31189 7.39334419 6.27889203 0.21968508 0.3684412 -4.9254372 4

14.9867477 5.1323642 4.31688906 0.17496857 0.19092901 -4.9227799 4
8.08148133 4.29191311 3.87669082 0.04005763 0.15944591 -4.9219683 4
17.8709965 5.64195086 5.99178411 0.12917889 0.04451908 4.92027697 4
377.791995 7.78117727 7.00253862 0.09903363 0.32204119 -4.9199624 4
73.8103475 7.30165536 7.06584551 0.05381866 0.06367513 -4.9197749 4
20.0368082 4.85581984 5.26033575 0.08440167 0.10342332 4.91797723 4
49.7087048 6.1787066 5.80293241 0.03428005 0.15637922 -4.9175679 4
27.755988 6.45763208 6.87081053 0.17922371 0.02885729 4.91669268 4

143.237536 7.09315796 7.43574515 0.08188186 0.08459568 4.91650108 4
13.536867 5.23430386 4.70172856 0.12892681 0.12652307 -4.9161778 4

2.74540504 3.0401226 3.45233943 0.12524477 0.08842239 4.91516674 4
13.0680585 5.69801378 3.53850963 0.30703701 0.34006387 -4.9149597 4



83.7523054 6.94149953 6.02663905 0.18684567 0.19064137 -4.9140545 4
156.27198 7.30673062 6.64107311 0.13043871 0.21056486 -4.9138258 4

35.8164557 5.27729931 3.92652929 0.17385167 0.75929332 -4.9134866 4
121.495227 7.31321233 7.5617205 0.05762685 0.06251027 4.91057854 4
336.458829 5.51635634 7.30811928 0.78405988 0.22464088 4.90912941 4
3.40610036 3.19041126 3.66079391 0.16369506 0.08756798 4.90882769 4
23.5249129 6.9741726 6.38007835 0.15375997 0.03942737 -4.9087342 4
0.68066453 5.46145828 1.95150686 0.34162517 0.09563066 -4.908257 4
6.84247803 5.18529313 4.92841466 0.06922544 0.04924458 -4.9077285 4
181.155862 5.08155567 6.78949907 0.8048921 0.21224137 4.90679703 4
83.4993108 6.81902066 6.35444083 0.09267109 0.14588615 -4.9040809 4
42.8685527 6.59063322 6.85312828 0.08629855 0.04468853 4.90328558 4
71.6689792 6.77670027 6.37168553 0.08223368 0.11835859 -4.9025441 4
6.26818241 4.43215383 4.03173066 0.09122532 0.10792868 -4.90233 4
285.723841 7.55878113 6.90762587 0.06937793 0.27312667 -4.9019203 4
62.3169304 6.48776315 6.05426742 0.07708723 0.15165933 -4.9014381 4
817.50713 6.58831991 8.10724873 0.48780784 0.23594415 4.90045027 4

95.2714559 7.01585457 6.24612991 0.16262492 0.19273489 -4.8997866 4
5.9012718 4.43326953 4.61341719 0.00491532 0.05765007 4.89948622 4

6.37516766 5.65041889 1.75304455 0.3426218 1.2204192 -4.8993611 4
69.3366445 6.38196338 5.86605339 0.07946987 0.18556003 -4.8982949 4
111.362852 7.07737878 6.70117916 0.05569721 0.13969178 -4.8962177 4
75.6924266 5.99430841 5.03061018 0.0904896 0.46346668 -4.8958815 4
69.8143427 6.81439466 6.46960077 0.06729797 0.10591257 -4.8956636 4
299.468542 8.42395645 8.59584272 0.01178291 0.05581386 4.89397546 4
57.3969801 6.86639194 7.59024661 0.32814348 0.02887385 4.89384229 4
42.3882471 4.86822067 5.90711231 0.51949217 0.11408699 4.89303248 4
62.3101405 6.62629505 6.29715816 0.05281845 0.11800969 -4.8923896 4
355.464665 7.95407801 8.31643208 0.09154869 0.0881413 4.89166596 4
56.5428469 6.82450965 6.55088675 0.05898103 0.0804571 -4.8909096 4
32.7647224 6.02619859 5.39411077 0.14262841 0.14537918 -4.8895716 4
17.2020714 5.9348685 4.86383315 0.23930786 0.12819459 -4.8895393 4
798.629874 7.3320404 9.07903033 0.97563423 0.09318834 4.88930923 4
139.253613 6.88058822 7.35333856 0.1579866 0.09077208 4.88917207 4
173.363076 7.40727685 7.71562024 0.07462982 0.07886151 4.88912209 4
44.9304333 4.63736096 5.67624267 0.41871442 0.14803389 4.88767548 4
80.1702371 6.84944731 6.51237637 0.05346263 0.11681117 -4.8875274 4
166.25396 7.37249902 6.85890376 0.09424797 0.17120372 -4.8853961 4

4.65645417 5.06358907 5.34775948 0.10838056 0.02229639 4.88467856 4
88.5204081 6.25723909 6.67658447 0.07733286 0.11145781 4.88417483 4
72.3924232 7.10635685 7.41752074 0.11587856 0.04402294 4.88276321 4
419.796117 8.27294747 8.66329122 0.12661235 0.07189251 4.88268883 4
168.61079 7.66392817 7.26883225 0.08408517 0.11717984 -4.8822583 4

2.94374188 4.26847695 4.72878883 0.19534985 0.02612847 4.88222426 4
242.024644 7.11339607 7.7215456 0.2159501 0.10789867 4.88159859 4
22.8451671 6.69831643 4.15519924 0.3359968 0.34143048 -4.8787583 4
8.5362195 4.85769541 3.77190637 0.2460236 0.20506298 -4.8787042 4
8.5362195 4.85769541 3.77190637 0.2460236 0.20506298 -4.8787042 4



8.5362195 4.85769541 3.77190637 0.2460236 0.20506298 -4.8787042 4
18.5682027 5.67424172 5.47063224 0.0118787 0.07655167 -4.878404 4
113.061972 7.05487146 6.57759613 0.08941279 0.15077136 -4.877776 4
106.069584 7.05401199 6.50368821 0.11997854 0.15179473 -4.8774781 4
457.310811 7.7553115 8.28137731 0.14630245 0.11229928 4.87671385 4
139.327477 8.80956447 8.69758639 0.03148929 0.02328457 -4.876263 4
225.737232 8.60256824 8.80550393 0.0673585 0.03352674 4.874993 4
430.730058 8.09683575 8.47148922 0.09459422 0.09091316 4.8749859 4
10.7094229 4.74936561 5.13087691 0.13093092 0.06415488 4.87477069 4
3.70266886 4.85628176 3.31194702 0.31062081 0.12973585 -4.8741407 4
118.916062 7.1783293 7.45140506 0.06421894 0.07034848 4.87394341 4
7.07265637 3.6653826 2.48695894 0.14849395 0.52061484 -4.8734027 4
122.378421 6.77148896 7.11361106 0.04223393 0.10201861 4.87204637 4
33.8572853 4.55057519 5.48235378 0.37565512 0.1460136 4.87074577 4
540.578802 8.01211309 6.64216789 0.19461635 0.57608009 -4.8670804 4
3.04856429 4.16925124 3.98660172 0.03615324 0.05693589 -4.8669769 4

129.9597 7.72695661 8.00849324 0.09788217 0.0426896 4.86629498 4
9.37079256 5.00237761 4.73228283 0.05474967 0.08395244 -4.8661311 4
1.50648434 5.28276177 5.13806846 0.04775152 0.00881913 -4.8654797 4
20.5663086 6.4628853 3.77595095 0.31665903 0.41168689 -4.863632 4
107.518518 7.18656346 6.03680455 0.23269318 0.27203399 -4.8622718 4
121.027936 6.24109268 6.90150536 0.2449105 0.11983974 4.86064765 4
34.975853 6.64234877 7.26643827 0.31790381 0.02459593 4.85987613 4

14.0983445 7.92943849 8.2315824 0.12741338 0.00375154 4.85811981 4
71.8897042 6.69183385 6.08569213 0.1412118 0.17065373 -4.8562159 4
47.4349671 5.77212537 6.15726549 0.08128186 0.09843412 4.85438211 4
35.0610877 5.46916035 3.98289363 0.21607903 0.58134334 -4.8539177 4
12.3975366 5.479128 5.66431242 0.05084573 0.04324427 4.85381656 4
59.6241639 7.71351427 7.49831598 0.06515284 0.03295688 -4.8537616 4
15.2915392 5.21140243 2.60745258 0.35006853 0.91457271 -4.8536428 4
132.243665 7.40594071 6.9808134 0.09637748 0.11977195 -4.8530948 4
132.243665 7.40594071 6.9808134 0.09637748 0.11977195 -4.8530948 4
132.243665 7.40594071 6.9808134 0.09637748 0.11977195 -4.8530948 4
32.394869 5.24930687 5.65413236 0.05801698 0.11014984 4.8529788 4

25.1957449 5.26991212 3.9766632 0.22051978 0.42762519 -4.8521778 4
336.183087 8.60384335 8.97515856 0.14086841 0.04296708 4.85209717 4
2.31277757 7.7261821 2.00280479 0.3320061 0.28476698 -4.8520808 4
1.56841529 4.03345891 4.25065933 0.08312681 0.02230665 4.85153207 4
5.73065213 6.68156441 2.77331696 0.33840343 0.3222422 -4.8514916 4
17.4925357 6.5943551 6.0497103 0.14397888 0.04089646 -4.8510787 4
125.380438 8.05771712 7.41310894 0.17564618 0.07726428 -4.8482925 4
108.860691 6.75030401 5.89648869 0.16586064 0.31562188 -4.8475874 4
474.364704 7.93805286 8.60504022 0.26303692 0.08738988 4.84703772 4
19.1291423 6.03420505 6.25740981 0.07603288 0.03696752 4.84701065 4
78.4073219 6.9804447 7.26831284 0.09608353 0.05436119 4.84600508 4
106.472172 5.44378747 6.54245533 0.56194682 0.14847722 4.84506408 4
117.799022 3.96132143 6.02796016 0.79583026 0.27122719 4.84484963 4
150.318997 6.33582205 6.93485193 0.13355189 0.14881908 4.84439788 4



42.2671139 6.63120015 6.06287505 0.14092856 0.09872085 -4.844151 4
2.8429873 2.64648178 3.08914385 0.01470817 0.12530513 4.8430494 4
500.22375 8.21663332 8.60318794 0.10129115 0.09279959 4.84296038 4

303.804328 7.3052828 7.76617245 0.05694565 0.12909749 4.84270457 4
122.124394 6.64235515 7.12320715 0.15184192 0.09955364 4.84257865 4
3.26359292 4.86973475 3.81857031 0.239236 0.07311859 -4.8418778 4
92.1452394 7.28461296 6.26049404 0.2261884 0.18319807 -4.8416947 4
115.655504 6.25542291 6.74904933 0.06465607 0.13572171 4.84104729 4
2418.80006 7.26978106 9.031244 0.42706887 0.2720346 4.84018577 4
24.4106585 5.23050283 5.5794867 0.07547869 0.08971068 4.83910394 4
196.266873 7.92882369 8.37967192 0.19667891 0.04494806 4.83395519 4
5.59024819 4.06034684 3.66480335 0.06539528 0.14873689 -4.8337454 4
35.0959666 5.35233752 5.81526695 0.13302107 0.10483431 4.83313952 4
9.54992705 4.92644777 5.11198275 0.02464987 0.05770272 4.83241608 4
160.914119 8.53983252 7.73983409 0.20076227 0.06890461 -4.831801 4
3.84476815 4.879328 5.27838255 0.1703316 0.01950541 4.83114812 4
201.16234 4.83082209 6.63604372 0.73490985 0.24821297 4.82891875 4

10.9933735 5.02550871 4.69755324 0.07029836 0.09786732 -4.8275661 4
166.380683 7.58549252 7.13493615 0.09593127 0.13252811 -4.8269149 4
84.1152008 6.49243905 5.1355096 0.23949227 0.48314171 -4.8242534 4
0.1532615 0.87133239 1.70741723 0.47382714 0.02799713 4.82420619 4

38.8854355 6.4983027 5.97097596 0.13273075 0.0988258 -4.823343 4
23.6149501 5.43579306 5.74806145 0.08101171 0.07641289 4.82242183 4
60.4204832 7.07499785 7.25311143 0.04829776 0.04251498 4.8214844 4
27.4616927 7.19036824 4.39765387 0.36649154 0.36717797 -4.820843 4
9.53091764 4.84462549 4.50530831 0.06986471 0.10849218 -4.8203725 4
51.7777428 5.92103246 6.43920189 0.19497568 0.08151671 4.81961327 4
280.979611 6.83158619 7.56499468 0.23592373 0.14808906 4.81870133 4
47.9947077 5.14159712 5.74719878 0.11342502 0.14883492 4.81838825 4
112.948347 6.56676726 5.74716985 0.11873673 0.33810645 -4.818093 4
85.411976 5.72425147 6.74591218 0.60744896 0.10302953 4.81797702 4

131.631779 7.67009667 8.15472584 0.20364804 0.03823874 4.81686251 4
18.9064383 5.93170592 5.12548747 0.19792405 0.11201723 -4.8143101 4
159.765588 7.41499008 7.00837762 0.07047379 0.14719844 -4.8119839 4
11.8051252 4.41719354 4.92531565 0.18146545 0.08778645 4.80990282 4
7.34765492 4.03248007 4.33863239 0.00811978 0.09810854 4.8096776 4
548.017534 8.60836782 8.11779905 0.0937162 0.1678093 -4.8096128 4
2.70335806 4.06072436 4.20352374 0.0302139 0.04075006 4.80946452 4
22.5078548 6.4344873 5.85524404 0.15686462 0.06479626 -4.8082684 4
23.5667233 4.96859926 5.48398873 0.18128353 0.09702953 4.80778235 4
52.8172525 6.51600811 6.73496438 0.04123231 0.06328088 4.80775265 4
109.536155 7.10810062 7.37956199 0.06819137 0.067607 4.8072145 4
12.5403415 5.60784545 5.07789849 0.14805947 0.07928088 -4.8068453 4
60.8681582 6.61815371 6.15844133 0.1030734 0.12453416 -4.8059284 4
16.2767299 3.20093354 4.25611717 0.1816687 0.23422232 4.80531251 4
100.943073 6.76337084 7.08169118 0.07034849 0.08368872 4.8042456 4
64.7471302 6.63350341 7.15523828 0.23317721 0.05012856 4.80352928 4
302.350196 8.56416029 8.74075231 0.0390281 0.04855383 4.80258373 4



245.907868 7.54958712 7.03787825 0.05759683 0.2192689 -4.8016975 4
160.089709 6.92780669 7.51990413 0.22651888 0.08491678 4.80064036 4
15.855806 4.61801414 3.92923622 0.07859961 0.29886866 -4.8001078 4

62.4933244 6.46313814 5.9326019 0.11208009 0.16972158 -4.8000243 4
219.68733 4.95863126 6.66427966 0.49003601 0.28874632 4.79998361 4

28.3125053 6.62888021 6.20583961 0.12294299 0.05628334 -4.7992706 4
449.719295 8.2800593 8.62150397 0.09225423 0.08151562 4.79893646 4
13.0418588 4.470286 4.96140182 0.16310866 0.08971461 4.79892893 4
28.7009312 3.78105678 4.96031192 0.45654591 0.19397561 4.79881662 4
14.9777935 5.69937688 4.31059477 0.26422569 0.18963288 -4.7986213 4
139.175176 7.15611937 6.35867989 0.16679347 0.2298239 -4.7979649 4
46.6588141 6.79937555 5.18070429 0.31949388 0.25587534 -4.7960173 4
325.605283 6.89608144 7.6773643 0.28328264 0.15181016 4.79582481 4
1.50571657 2.28914164 1.01169502 0.19475951 0.48865882 -4.7957212 4
101.491634 6.40563266 5.40346314 0.14605257 0.47188557 -4.7950309 4
158.925741 7.60195053 7.3406857 0.02092064 0.10512679 -4.7947122 4
39.153782 6.40919937 5.65003965 0.1816078 0.14161988 -4.794504 4

146.105245 7.35714207 6.7154801 0.14612714 0.18466603 -4.7935785 4
68.1233442 6.52968682 6.88354442 0.11201559 0.06857467 4.79338711 4
26.0993043 5.45763139 5.76945246 0.07331321 0.08018443 4.79328605 4

56.83123 7.34630761 7.61599666 0.1074481 0.02821592 4.7932081 4
46.2008213 6.61673438 6.85905472 0.07816694 0.04891189 4.79106517 4
2.62951084 3.26327305 2.8696236 0.05944197 0.14296319 -4.7868841 4
82.4852243 4.87150398 5.99066512 0.43063402 0.21850764 4.78600733 4
131.880712 7.22200838 6.89705296 0.02289282 0.12838566 -4.7843727 4
82.3768371 5.59446494 6.23919055 0.13238178 0.16505281 4.78436114 4
129.254315 6.75881132 7.29919405 0.21591997 0.08523315 4.78385584 4
69.3263089 6.92198413 6.4429016 0.12432328 0.11290128 -4.783601 4
39.2811034 7.01393754 6.69521237 0.09206809 0.04827066 -4.7804813 4
74.0392402 6.78588811 6.18886177 0.13647896 0.15852288 -4.7785279 4
11.5797611 5.1944212 4.81333872 0.09734398 0.09403671 -4.7783492 4
3.14202028 3.69219505 3.96411285 0.08320585 0.05871582 4.77791572 4
35.2136107 5.7602631 5.2737099 0.08097923 0.1713765 -4.7767343 4
250.341535 6.86392088 7.50137664 0.18604792 0.13593919 4.77658434 4
27.2776438 7.08828506 6.79395611 0.08879618 0.03074851 -4.7764761 4
26.7660643 4.62884283 5.38012774 0.31583895 0.12141417 4.77611301 4
11.0528355 5.28343064 4.76085109 0.13295982 0.09208951 -4.7757793 4
118.78673 6.506374 6.93931598 0.09022217 0.11867721 4.77545603 4

6.93921361 5.93437188 3.98857563 0.30117595 0.12570291 -4.7749787 4
71.7120183 6.57909633 6.09403215 0.09892655 0.16805935 -4.7748567 4
19.8450086 8.23853158 5.65758994 0.32530287 0.06791302 -4.7746492 4
39.7620906 6.39216576 5.56087386 0.2068348 0.15124785 -4.7740864 4
158.17305 6.67137585 7.41869476 0.31055855 0.09287742 4.77374294 4

486.523281 8.35398457 8.90974369 0.24898057 0.06480498 4.77245803 4
209.322601 6.88571244 7.36310145 0.06892826 0.13440316 4.77241786 4
399.061095 6.10142196 7.35425034 0.24007041 0.27372579 4.77180004 4
143.705454 4.82536876 6.32599449 0.45475516 0.23874094 4.77146682 4
42.9264079 6.42113748 5.77709365 0.16447118 0.12872594 -4.7707924 4



9.19743795 4.84865532 3.76249404 0.25056731 0.22463527 -4.7683137 4
314.795897 6.6056238 7.50893599 0.33088027 0.17327577 4.76704736 4
89.0954916 7.59677301 6.6428947 0.21500704 0.11319809 -4.7645396 4
162.686893 7.85405684 7.22936973 0.16573068 0.12022979 -4.7639836 4
41.2552781 6.66235629 6.02261778 0.16474982 0.09745484 -4.7639076 4
65.1494486 6.95468908 7.54575631 0.26036028 0.03473843 4.76310135 4
3.75133983 3.25073167 2.63907605 0.07154453 0.27450765 -4.7629165 4
18.2001732 5.94377513 4.73390494 0.27669267 0.16412111 -4.7622737 4
18.9960221 6.25269671 5.52440671 0.19800861 0.07721232 -4.7620948 4
2266.55533 7.2629856 9.10390289 0.78011763 0.23839163 4.7607496 4
50.9584048 5.42296389 5.90168541 0.03062046 0.13651585 4.76039357 4
82.0809063 6.80181499 7.09033996 0.08119238 0.06959817 4.75965746 4
101.803676 6.54828443 6.8986495 0.04973771 0.1052686 4.75947791 4
98.0603466 6.92122923 7.17803662 0.04595989 0.07488706 4.75827768 4
76.9955531 6.03555858 6.48166168 0.09151566 0.11390548 4.75791802 4
3.22751256 4.03410749 3.76603756 0.06391295 0.07414786 -4.7561189 4
45.9958348 4.51083691 6.0358162 0.81197175 0.10803744 4.75605509 4
80.4606449 6.80440595 6.3576899 0.09657675 0.13495124 -4.7524269 4
31.5278977 7.22603247 5.38639379 0.30478011 0.14710369 -4.7516725 4
72.3246976 3.8236279 5.59155975 0.64427036 0.24927286 4.75092273 4
106.631512 7.71427604 7.27003489 0.12308371 0.07552206 -4.7504981 4
15.5047061 6.32194619 6.12965314 0.05711372 0.03343459 -4.7504093 4
38.6714917 5.82984415 6.40320841 0.23379079 0.06427531 4.74933608 4
99.0665078 5.14665772 6.21643198 0.38239814 0.19912352 4.74907965 4
101.936097 7.9055607 7.71971765 0.04859354 0.04469131 -4.7478722 4
64.5989425 6.7311062 6.98653789 0.07304606 0.06040471 4.74666877 4
1407.8111 8.48096349 9.18839232 0.24487124 0.13826922 4.74647243 4

335.234929 5.05519244 7.23914964 1.13024689 0.25407541 4.74613567 4
69.5828031 7.11477051 6.1868134 0.20968147 0.1454963 -4.7422081 4
4.60946449 6.94594005 1.68965286 0.33840893 0.66792154 -4.7420096 4
5.02836021 5.29351964 4.4530797 0.20276717 0.05938214 -4.741526 4
157.499641 6.90077414 7.441211 0.19917015 0.09031218 4.74139935 4
419.396108 7.02872493 7.73865544 0.09899481 0.17315509 4.74023697 4
29.1918154 5.8478228 5.0988632 0.17013747 0.17555926 -4.7393169 4
24.6252139 4.27810402 5.09015058 0.27650031 0.14580315 4.73800144 4
424.626642 7.80873741 8.3852673 0.21907877 0.09901039 4.73718894 4
63.5973391 6.98791923 6.67632061 0.07739097 0.07946259 -4.7360286 4
0.88057523 5.99981261 2.36364131 0.35410595 0.08295282 -4.7351871 4
77.329893 6.58288446 6.20321332 0.0382725 0.1512387 -4.7347225 4

29.8366636 7.28537118 5.21014612 0.30067374 0.16111831 -4.7343578 4
72.9720981 6.66040475 5.64455607 0.21111518 0.26012651 -4.7334505 4
6.89547305 3.08249685 3.80988135 0.22258236 0.15454557 4.73318595 4
8.12965183 5.02853731 3.78446657 0.266309 0.193165 -4.7330937 4
140.934448 7.00037837 6.52190843 0.0451606 0.20918815 -4.7323561 4
3.85844248 3.82278986 4.32573245 0.224311 0.0506028 4.73234639 4
172.141288 8.42225694 8.29016408 0.02463692 0.04360646 -4.7320935 4
54.4771452 5.09776476 6.3187512 0.6218367 0.09769791 4.73205779 4
461.014135 8.55865774 8.03102047 0.1241543 0.15610809 -4.7315663 4



8.43890878 4.78298112 4.95842785 0.00405931 0.05975312 4.72881562 4
125.474024 8.95241067 5.99703179 0.34662485 0.31787742 -4.7286351 4
18.2520562 5.32740856 4.8739933 0.10218954 0.14049005 -4.7272718 4
39.2957301 5.88978051 6.17145297 0.05119674 0.08273226 4.72693592 4
4.39819175 2.33368351 3.13542704 0.17010508 0.18774211 4.72586502 4
4.13578943 5.95103519 2.43672661 0.40823715 0.3902981 -4.7251041 4
292.085157 8.48333848 7.42623163 0.22585888 0.18255639 -4.7249468 4
184.39618 7.01227542 6.2606579 0.08777731 0.35864397 -4.7247583 4

159.597726 6.49139242 7.08274683 0.16261671 0.1289203 4.72366118 4
13.2814343 4.6570627 5.0891547 0.15588871 0.08192865 4.72279821 4
15.9938582 5.39463897 5.58797703 0.03024957 0.05946241 4.72058098 4
13.3246811 4.83102084 5.31419344 0.19297564 0.06655732 4.71854215 4
243.699223 6.06859048 7.16608614 0.4608761 0.18875847 4.71799447 4
476.239078 8.01560343 7.03156522 0.15348448 0.4158906 -4.7170665 4
31.8301993 5.35092425 5.8885706 0.20682269 0.08705643 4.71663306 4
9.56656225 4.79584675 5.02378036 0.05215256 0.06201557 4.71582552 4
7.5695821 4.64646334 4.36616306 0.05269303 0.09623833 -4.7147994 4

122.555524 7.27615591 7.73779811 0.20391524 0.05410731 4.71468768 4
463.762172 7.52892875 8.14391371 0.17850123 0.13461015 4.71026778 4
15.3841853 6.04021087 5.85345893 0.05075272 0.04455351 -4.7086412 4
134.137085 6.53741688 6.96116891 0.03180942 0.12280446 4.70816898 4

6.024574 3.75305047 4.57579479 0.47060662 0.06183643 4.70757787 4
3.38516514 3.82252293 4.46183636 0.29097862 0.03949496 4.70640699 4
376.89722 8.25965753 8.53376435 0.06390417 0.07472909 4.70572768 4

1.89461172 2.97147968 3.25855461 0.07655547 0.07407948 4.70204663 4
1.89461172 2.97147968 3.25855461 0.07655547 0.07407948 4.70204663 4
64.4960552 6.61571466 5.83195407 0.17744287 0.18837375 -4.7002057 4
66.3020124 7.3200756 7.44288008 0.02007849 0.03846168 4.70013192 4
4.6289965 4.27754096 2.81623434 0.26851733 0.29854365 -4.6991245 4

183.361787 8.01821272 8.21725396 0.05425947 0.05011447 4.69851668 4
65.6256895 6.64991677 6.1329266 0.12074336 0.14212754 -4.6984988 4
54.9408463 6.90737653 6.59490969 0.08391485 0.07356003 -4.698046 4
10.7112821 5.25565238 2.87228928 0.30815864 0.5090411 -4.6967308 4
4.92736894 4.93645722 4.58287924 0.10295865 0.04984609 -4.6965357 4
244.237136 7.9373597 8.16016517 0.03165566 0.07031445 4.69536401 4
59.7491494 5.20491008 5.97561816 0.28578678 0.14514915 4.69513564 4
45.3689419 6.5840279 6.32809691 0.05444948 0.07923717 -4.6949559 4
686.222889 6.60281748 8.32661586 0.92487538 0.15823334 4.69403356 4
143.042026 4.99602533 6.44581003 0.59671729 0.21473512 4.69388382 4
2.21904084 3.87235442 4.10889715 0.08528514 0.0362917 4.6932831 4
113.205501 6.777552 6.29245564 0.05195312 0.2141257 -4.6923854 4
195.90971 6.04711551 7.08129436 0.48223869 0.15750073 4.68947825 4
361.72928 8.30666051 7.9473881 0.06452138 0.12396445 -4.6886899 4

467.874935 8.49914125 8.73406155 0.02540397 0.07668522 4.68840351 4
135.457166 7.57989596 7.90286077 0.12433194 0.05072942 4.68703096 4
57.3851062 6.36672333 6.61434992 0.03509981 0.07849343 4.6869337 4
303.007782 4.28854213 7.00555945 1.45775964 0.28491241 4.68591834 4
652.565733 9.09883241 8.86293485 0.02452436 0.0934738 -4.6852671 4



0.94981205 5.17595946 2.39706183 0.33108943 0.08711456 -4.68468 4
21.2831281 6.20264715 5.62904519 0.1519828 0.07650639 -4.6846069 4
14.5892102 4.71049025 3.46231431 0.24066596 0.49152787 -4.6840535 4
58.714143 5.9206343 6.28489784 0.04705345 0.10601349 4.68387808 4
2.3669982 4.14792869 4.34009111 0.0671924 0.03063685 4.68186626 4

228.665511 8.00630968 8.6359688 0.28954212 0.04108261 4.68115678 4
393.469286 7.82204547 8.17882409 0.03067089 0.11168803 4.680591 4
65.0187811 6.67081739 6.87146561 0.00914746 0.06666394 4.67956243 4
35.1250133 5.99003292 6.20422977 0.01464629 0.07038914 4.67886973 4
70.0319562 7.48647904 7.94015202 0.21515108 0.02503192 4.67704151 4
37.250212 8.00012661 7.71003007 0.09564928 0.01673867 -4.6765854 4

55.1338637 7.24620675 7.05355869 0.05100236 0.04812548 -4.6761643 4
15.3313266 5.17817798 4.65997741 0.12129456 0.14340103 -4.6761433 4
19.9824798 5.11021184 5.39698863 0.03010562 0.08872564 4.67551127 4
100.016799 6.75627142 4.94483808 0.26478092 0.62042805 -4.6753227 4

398.9862 8.53815173 8.19782981 0.07365318 0.1132625 -4.6744234 4
83.3693076 6.46844789 5.91923817 0.08520183 0.22829374 -4.6743901 4
10.060876 3.29142793 4.19945165 0.35261494 0.15329391 4.67425377 4

8.92613131 5.83191094 5.27822178 0.15382197 0.04596221 -4.6737035 4
30.7964783 5.11507766 5.75809611 0.26796087 0.09861825 4.6722937 4
330.984867 5.3610868 7.1170447 0.68632567 0.2530998 4.67166016 4
10.2680907 5.51776138 5.31948802 0.05171997 0.05099345 -4.6712663 4
9.40831809 3.77111255 4.70700193 0.45684899 0.08704692 4.67106363 4
597.470526 8.07168455 8.56763497 0.14758517 0.11197981 4.67048638 4
63.9020017 6.68137336 6.36189577 0.06188256 0.11117292 -4.6704827 4
220.520625 5.94386707 6.87532628 0.0902174 0.215957 4.66839099 4
27.655445 5.81187899 6.29496613 0.21771677 0.05178002 4.66648265 4
27.655445 5.81187899 6.29496613 0.21771677 0.05178002 4.66648265 4

66.2841673 6.65330324 6.21765356 0.10193637 0.13700925 -4.666105 4
137.91895 7.10547964 7.54118827 0.1711001 0.07181076 4.66496827 4

178.190053 6.41328123 7.36857943 0.42687471 0.10994765 4.66431001 4
585.286494 5.00196656 7.41747281 0.09755644 0.32268785 4.66418149 4
49.7366897 7.74925571 7.04279243 0.19849285 0.04381503 -4.664122 4
126.495404 4.64236719 6.09729024 0.29332668 0.2672278 4.66328624 4
37.5056935 6.34669134 4.79075346 0.30738141 0.31220621 -4.6627533 4
374.293059 7.06899227 7.8371242 0.27342659 0.15167087 4.66219562 4
132.32687 8.64686419 8.94852286 0.13076022 0.01711927 4.66196566 4
112.32077 7.43885051 7.13235696 0.0724904 0.08834883 -4.661876 4

2.26389773 4.46520157 4.70903821 0.09673273 0.0205038 4.65915721 4
69.9922709 7.24570077 5.8368403 0.30639745 0.192387 -4.658566 4
234.737077 7.39763743 7.81234373 0.12542178 0.09445405 4.65838307 4
147.508372 7.89047937 7.15466913 0.18574934 0.11289549 -4.657787 4
280.553749 8.16439926 8.40695948 0.06263561 0.06161532 4.65732764 4
141.477654 6.76003064 7.34776201 0.24507882 0.09053104 4.65588131 4
133.464616 7.91311464 8.08325242 0.04807355 0.04112774 4.65553726 4
0.58874937 3.12097906 2.49092625 0.18364767 0.04875844 -4.654655 4
191.904095 6.54109179 7.15317929 0.14709058 0.14721968 4.65141184 4
35.9348255 7.89003157 7.74605424 0.04768183 0.01550391 -4.6513643 4



16.6754067 4.94904467 3.65173887 0.22607147 0.47842166 -4.6504077 4
25.8737844 5.47402134 5.08968403 0.04287028 0.1639092 -4.6500157 4
22.124844 6.30695186 5.89837009 0.12399618 0.06117418 -4.6497682 4
24.28264 5.58908871 5.27539716 0.03962884 0.1258011 -4.6490162 4

19.6333588 5.58421191 5.24135725 0.08037624 0.10165079 -4.6459604 4
223.472777 8.77652329 9.02730466 0.1014164 0.02671379 4.64544671 4
63.604748 6.49279856 6.85250615 0.12786083 0.06774954 4.64490096 4

69.1658553 7.05327105 6.40903396 0.1642125 0.11704726 -4.6437464 4
4.57366616 6.57800376 2.88272087 0.33955774 0.25565808 -4.6427232 4
56.1676405 6.42685473 5.55362578 0.20195141 0.20434927 -4.642658 4
47.7156556 6.71633004 4.05755859 0.36530656 0.65144298 -4.6422643 4
366.176091 8.00036431 8.30962737 0.0579862 0.0924464 4.64204793 4
52.2290134 6.98297216 6.36807638 0.16346111 0.09020972 -4.641248 4
7.3707786 5.63456316 3.4496839 0.32615139 0.23503203 -4.6409179 4
7.3707786 5.63456316 3.4496839 0.32615139 0.23503203 -4.6409179 4

283.239855 7.68352851 7.02747659 0.12370161 0.26887646 -4.6399527 4
68.5237794 6.25603523 6.63614368 0.10872674 0.09162784 4.63975819 4
36.637617 5.95366849 5.29568954 0.15801224 0.17662749 -4.6391371 4

118.761953 6.90399642 6.47330122 0.0478023 0.17404595 -4.6377105 4
6.53297161 5.39299382 4.87525824 0.14408474 0.04940833 -4.6376759 4
81.9986244 7.1049133 6.88587909 0.02762763 0.08568903 -4.6373868 4
10.2138405 4.93626299 5.21800884 0.0935837 0.05523032 4.63645385 4
5.1992237 4.91016651 4.75538556 0.03700432 0.044735 -4.6360296 4

410.436805 8.15975866 7.73960606 0.04619174 0.17192022 -4.6359754 4
24.4234413 7.46129362 5.05925984 0.39123014 0.14869718 -4.6359114 4
164.141511 6.40351762 7.00446788 0.14336151 0.14940734 4.63586412 4
58.2055557 7.55926064 7.34213079 0.06797671 0.03794557 -4.6358047 4
143.204065 7.09267881 6.51775639 0.10968416 0.21101871 -4.6350417 4
4.54602963 3.66735671 4.07808655 0.14765638 0.07854679 4.62669046 4
22.2208062 4.70277058 5.30804885 0.24227474 0.10804557 4.62649607 4
4.70150292 7.10186838 2.1228031 0.34783336 0.64070198 -4.6261647 4
304.39242 4.09010725 6.80472155 1.00143331 0.30538249 4.62585589 4

132.771065 6.62975235 7.05370827 0.09309511 0.11095576 4.62525132 4
243.524511 8.78375137 8.63190515 0.03750148 0.04320593 -4.625032 4
70.3024258 4.78808333 5.80376648 0.28638386 0.20224361 4.62431287 4
42.686556 6.64901629 6.88534322 0.08318913 0.04313403 4.62254346 4

169.253393 8.25898016 8.1135874 0.02496931 0.05035116 -4.6209398 4
13.1567228 8.45108588 7.7870935 0.1961113 0.00545518 -4.6183504 4
91.0663631 5.15614182 6.27293079 0.48567884 0.17888515 4.61682302 4
234.71918 6.03842569 6.96899249 0.18792118 0.22501159 4.61633977 4

10.1521286 4.44067395 3.98436814 0.06200877 0.18172294 -4.6155967 4
18.4009452 8.8749087 5.041765 0.42270236 0.1222365 -4.6152526 4
212.445297 6.95554214 7.49530542 0.16717999 0.11732161 4.61425795 4
138.24944 7.61629174 7.27158449 0.0865706 0.09852211 -4.6133481 4

64.4098624 6.96595503 6.63410204 0.08902919 0.08656135 -4.6129103 4
199.924441 7.17649399 6.45690312 0.10848948 0.29060556 -4.6128964 4
5.06981651 6.85033652 1.27426325 0.34777772 0.99031583 -4.6124156 4
271.840675 7.78553006 7.02875029 0.16922152 0.23575508 -4.6118333 4



345.215386 7.9357026 7.38230762 0.09782767 0.21257966 -4.6112852 4
41.2789051 6.97433943 6.49699751 0.13737304 0.0623545 -4.6111486 4
85.9535932 6.00087459 6.47900943 0.09193604 0.12793448 4.60932114 4
19.6426641 5.12176304 4.72526327 0.02750267 0.18285566 -4.6077341 4
52.2283192 5.48416181 5.93602708 0.02730882 0.14243012 4.60763534 4
264.832128 7.69243712 8.09958996 0.14731019 0.08219737 4.60697655 4
201.120448 6.88538081 7.37394092 0.11744169 0.12191438 4.60678522 4
141.563922 6.73149343 7.14488038 0.09625717 0.11479595 4.60655702 4
16.4975843 5.29134035 5.60711174 0.1142384 0.06003429 4.60445354 4
7.6106547 7.07542641 6.32027726 0.20332141 0.01371698 -4.6044021 4

70.8918305 7.50124024 7.07361106 0.12355328 0.05988478 -4.6036909 4
377.419839 8.25610429 8.63193351 0.13415674 0.06793916 4.60364233 4
0.69496387 6.42572935 1.5343725 0.36378351 0.14371945 -4.6034931 4
68.7311044 6.83554444 6.27631767 0.14870474 0.12443605 -4.6030869 4
1.89188173 -5.0630739 1.57158421 0.80266239 0.35993631 4.60110971 4
33.1168141 6.32230186 5.92655939 0.10908684 0.08866709 -4.6011028 4
5.28449523 4.37886145 4.60570355 0.06824165 0.05284684 4.59703997 4
22.2086282 4.71262955 5.26428991 0.1972014 0.11108989 4.59553315 4
275.453049 8.13029844 8.48582912 0.14187464 0.05689264 4.59492964 4
11.098327 5.86125872 4.00405601 0.29746466 0.19311313 -4.5944927 4

24.5067058 6.52684639 6.28625653 0.07343479 0.0462156 -4.593797 4
31.9951973 6.04398278 5.40503958 0.16418906 0.14714873 -4.5926741 4
132.878911 8.02436952 7.42464106 0.16796555 0.08094278 -4.5919919 4
46.5311685 4.49066879 5.42132706 0.28105078 0.2080263 4.59093682 4
52.4924789 6.47528973 5.85295796 0.16091072 0.15701147 -4.5901369 4
388.354521 8.14452904 7.62299395 0.09931206 0.19299739 -4.5886564 4
27.2096578 4.1870379 4.96516657 0.17878027 0.18751306 4.58750745 4
30.6438771 3.6124124 5.03254223 0.63536955 0.20825204 4.5874541 4
77.9746569 6.38904033 5.93895311 0.02590019 0.20999819 -4.5858684 4
68.0704835 8.22639791 6.19429987 0.37664596 0.13927553 -4.585682 4
37.9326623 5.97415481 6.22924848 0.05266586 0.07407744 4.58559431 4
63.7748119 6.93583946 6.5704841 0.09539722 0.09049893 -4.5851906 4
155.323785 6.81454375 7.26039941 0.12965971 0.11115295 4.58398225 4
196.510719 6.68945442 7.30816715 0.21146202 0.12859511 4.58328526 4
304.996222 8.2562189 8.00825714 0.02160669 0.09863982 -4.5831103 4
53.0879148 6.93587887 5.84872767 0.26879252 0.15016607 -4.5822946 4
5.52747075 5.25362473 5.14331515 0.02673671 0.03256359 -4.5807149 4
1556.10173 6.50636888 8.91348052 1.41944737 0.19722637 4.58021078 4
145.199711 7.57657206 7.26057278 0.07132401 0.10487287 -4.5790098 4
490.411736 6.69016359 7.74943088 0.33476533 0.21100493 4.57810217 4
16.711344 5.35023926 5.08223736 0.03864975 0.10628258 -4.5779367 4

118.261928 4.07853943 5.91819237 0.41463572 0.29393108 4.5771053 4
87.0608996 7.02304337 6.12226623 0.2102452 0.1806465 -4.575851 4
62.810789 6.86415144 6.47443537 0.1014966 0.09655783 -4.5758049 4

26.4873355 6.17365674 5.988822 0.0312727 0.06766208 -4.5754645 4
98.4251479 7.06071795 6.59523362 0.11302214 0.13812724 -4.5754242 4
0.84094493 7.11330827 2.88337512 0.42467587 0.04768561 -4.5741965 4
4.16842694 4.34092493 4.47481425 0.00558452 0.04812991 4.57399945 4



10.6802716 3.91251901 4.57356929 0.29491071 0.11223035 4.57396689 4
29.8254729 5.41109098 4.10678214 0.23808156 0.44874805 -4.5738549 4
27.6567835 5.65021266 5.90748833 0.05409248 0.07554644 4.57383977 4
31.8104026 5.41016979 5.83036442 0.13710236 0.09386194 4.57320208 4
132.001006 7.42613669 7.80775785 0.14888306 0.05392642 4.57154248 4
203.835561 7.66668074 7.90689391 0.04068921 0.07392575 4.57072084 4
187.348403 7.33145851 6.74007376 0.11279245 0.21308637 -4.570469 4
24.3196839 4.59481253 5.3020267 0.31610946 0.1252059 4.56844803 4
725.787723 8.75829994 8.18412761 0.12028856 0.19197857 -4.568122 4
92.5864051 7.28672021 7.56003516 0.09816229 0.04787146 4.56803939 4
4.10818657 4.03443175 3.78947284 0.03694347 0.09072901 -4.5678648 4
46.3985172 6.87770492 5.90617861 0.22886162 0.1292333 -4.5671525 4
23.8855323 5.65423369 4.89229287 0.18835891 0.18828863 -4.5669209 4
16.3295281 6.43240544 6.53840208 0.03352655 0.02377593 4.56649538 4
91.0390021 5.31003642 6.13613423 0.19344219 0.1905952 4.566008 4
188.044925 7.26070319 7.5677383 0.03960924 0.09808868 4.56427355 4
11.7036859 4.59971513 4.06180067 0.10581224 0.20206529 -4.5642717 4
7.75303871 4.33042912 4.61450324 0.07363783 0.07839234 4.5617902 4
101.147236 7.60899719 7.32533592 0.08068639 0.06778671 -4.5614264 4
303.37807 8.33484947 8.55991863 0.06267564 0.05858354 4.56125106 4

182.336849 7.34143679 6.10736179 0.22542529 0.43915767 -4.5601207 4
8.69274117 7.99135608 7.62390033 0.12049326 0.00424236 -4.5600304 4
401.791358 7.18815934 7.8070351 0.12929054 0.15642035 4.55941791 4
33.9984556 6.10896178 5.69675818 0.10111457 0.11643413 -4.5591158 4
399.970262 7.00652256 7.76095648 0.23538097 0.1778124 4.55777186 4
52.8412793 6.84022429 4.49803012 0.35515522 0.58971561 -4.5575081 4
52.8412793 6.84022429 4.49803012 0.35515522 0.58971561 -4.5575081 4
51.0901918 5.17689877 5.77253711 0.12270189 0.16615201 4.55729866 4
80.2132765 6.50471964 6.88496468 0.12295386 0.08120619 4.55707945 4
982.745567 8.08211547 8.83707557 0.27185933 0.13689478 4.55687985 4
7.63726758 4.38208759 4.61483879 0.03134361 0.07458424 4.55658329 4
532.184748 4.83235444 7.37932219 0.97405564 0.304544 4.55384137 4
32.2466295 5.87529967 6.36410853 0.22425976 0.05642721 4.55344477 4
304.983835 7.1274387 7.73864872 0.19735009 0.13713025 4.55229684 4
19.7005664 5.57156704 5.12459331 0.11843593 0.120343 -4.5519439 4
54.7364335 6.29404579 5.39163144 0.21581476 0.25173359 -4.5518583 4
52.7961332 5.16627195 5.7658273 0.10220982 0.1575564 4.54915162 4
32.6786924 5.37660052 4.81597257 0.04598627 0.28410113 -4.5485867 4
864.102088 8.917724 8.51849456 0.0416152 0.1810841 -4.5480066 4
26.3718816 6.74458308 7.06930441 0.1455157 0.02237167 4.54786365 4
184.325497 7.92347329 6.84480403 0.23622408 0.18583206 -4.547245 4
9.42085721 4.60617384 4.9244317 0.10542291 0.06969676 4.54684389 4
227.930849 8.02481876 8.24457433 0.05751913 0.06077743 4.54658742 4
83.787384 5.19962845 6.12502414 0.31473779 0.18705775 4.54655351 4

2.37804579 3.79556628 3.17567322 0.17906713 0.09650395 -4.5453866 4
602.502436 5.47319219 7.47227156 0.2016122 0.34765293 4.54524889 4
12.8282429 5.92870434 3.32161366 0.32914142 0.51906142 -4.5449695 4
14.7320712 4.88418471 4.45787724 0.06820532 0.17201657 -4.5443794 4



1.2097799 2.71797144 2.37101603 0.07932276 0.11525857 -4.5440901 4
283.125222 8.31877473 8.05763165 0.0534215 0.09173678 -4.5433962 4
3.77476909 6.20494876 1.74887414 0.37977479 0.61264702 -4.542851 4
71.0630195 6.24923778 6.97036412 0.35439931 0.06790191 4.54140332 4
44.4150119 5.50232802 6.03694513 0.2002963 0.10624341 4.54139333 4
16.0153916 4.10500915 4.7212031 0.1996122 0.14454539 4.54005951 4
23.0799193 5.06242491 4.40478789 0.10232725 0.2783219 -4.5377527 4
452.777041 7.60516142 8.27331352 0.29557408 0.11624592 4.53721048 4
163.654926 7.07524327 6.5222647 0.07977918 0.23234471 -4.5359969 4
184.104717 7.58550915 7.13921555 0.09722309 0.15197585 -4.5354657 4
37.3455071 4.26233715 5.2442989 0.32183677 0.18600578 4.53525375 4
7.38008261 4.79137818 4.44095434 0.09390773 0.08905107 -4.5351721 4
118.029066 7.01256596 6.54063722 0.09272658 0.16237711 -4.5338387 4
43.8012442 10.048593 5.03757244 0.35317589 0.29384375 -4.5318153 4
440.822851 8.40380089 7.78251204 0.14882457 0.17914369 -4.5311641 4
1.65528422 4.97651436 3.88900758 0.26996713 0.03378886 -4.5307494 4
9.14195505 6.69884992 5.38995581 0.26915102 0.0417118 -4.5306571 4
365.047076 7.52586871 8.06839869 0.18046933 0.11773106 4.53051467 4
51.9899747 6.61311595 6.02434596 0.15225144 0.13017848 -4.5281119 4
5.65291545 4.22919934 4.77839107 0.24363003 0.04814264 4.52755646 4
17.3289663 4.65930961 5.08659512 0.12475259 0.10381335 4.52742115 4
36.1334106 6.89152338 7.03325165 0.04553069 0.03198106 4.52595034 4
7.66775959 8.743767 4.22761337 0.35946924 0.11396982 -4.5256138 4
61.3687854 6.43478438 5.36430857 0.24094704 0.2811813 -4.524794 4
100.165182 3.30912529 5.73914476 1.00819564 0.34138636 4.52388053 4
211.74239 7.36126908 7.71400697 0.08958963 0.09436863 4.52335349 4

118.733293 6.88043409 5.94841248 0.18684768 0.28315547 -4.522733 4
236.047399 5.95459264 6.96961018 0.27418781 0.21103985 4.52036331 4
15.879801 7.06115076 4.15438357 0.39943652 0.24016179 -4.5202203 4

281.476344 7.67331294 7.22933765 0.02870409 0.20646962 -4.5200635 4
42.3762259 6.16520501 5.64672907 0.12494679 0.15554256 -4.5197561 4
16.8294353 5.62416332 4.13239855 0.28112852 0.25061782 -4.5196882 4
2.70288848 3.98203828 4.20444186 0.07921081 0.04044321 4.51926321 4
212.315295 7.56108826 6.97608405 0.12655012 0.18706822 -4.5190252 4
98.9461298 7.01205007 7.3300721 0.11462094 0.06440845 4.51835932 4
3.50446867 3.62673267 3.88553501 0.06429092 0.07110355 4.51739519 4
118.012012 7.62314533 7.8776118 0.09175267 0.04448419 4.51710984 4
6.13507834 4.10182623 4.40063036 0.08892643 0.07650403 4.51647255 4
340.23436 8.58568249 8.77575192 0.04855719 0.05180313 4.51631699 4

44.8113473 7.75380608 6.82621075 0.23485346 0.04930039 -4.5162712 4
4.96273019 2.59604137 3.26062051 0.02083263 0.18710559 4.51608315 4
4.6245819 6.76809841 1.21221025 0.35447246 0.97416047 -4.5154067 4

8.53073725 5.72216816 4.39216302 0.31554873 0.10509401 -4.5152817 4
76.6590623 8.89286267 9.07057354 0.07275728 0.00882774 4.51264214 4
21.0791683 3.9259789 4.67913959 0.14139697 0.18923835 4.51135085 4
74.1982421 3.83696482 5.58312569 0.68485161 0.29937494 4.51084385 4
66.7632084 6.35497833 6.67348429 0.08391847 0.08304941 4.51067362 4

224.5597 7.62565813 8.06187051 0.17196902 0.07065721 4.5095116 4



789.249085 9.15642024 8.89042411 0.03037079 0.10699942 -4.5092336 4
20.1970221 5.67633861 5.03525161 0.17878332 0.12641294 -4.5089969 4
354.522733 7.35647125 7.81909607 0.0419168 0.14833744 4.50816656 4
6.25318816 5.79607862 5.36681427 0.13935647 0.0294414 -4.5077002 4
257.662859 6.50098608 7.63006456 0.56281485 0.12104177 4.50727503 4
14.8690407 4.97875519 5.22582475 0.0366722 0.07983893 4.50643457 4
166.10613 7.5105742 6.62906366 0.20146903 0.22558131 -4.5039818 4

41.5189796 5.91982064 5.17662272 0.16659059 0.22945224 -4.5037317 4
94.0376732 7.00158112 6.65290251 0.07173896 0.11733242 -4.5023169 4
148.633068 7.62855318 7.1023897 0.1383188 0.12664401 -4.5020646 4
7.36065615 6.89953779 3.30241288 0.43916722 0.26407237 -4.50139 4
374.289291 8.39037307 7.31755487 0.23376953 0.23411926 -4.5011647 4
189.24226 7.68050327 8.08731985 0.1614342 0.05726609 4.5005114 4

1161.61048 7.30421926 8.4599472 0.30426209 0.22878757 4.5000403 4
52.1125288 4.37604284 5.35503588 0.06776123 0.23629073 4.49895064 4
12.7765363 5.25554195 3.86911477 0.26833863 0.25367923 -4.4976406 4
3.39015532 3.34615696 3.68124555 0.09464479 0.08589496 4.49732307 4
45.5313364 5.59872084 4.90411997 0.08101572 0.3418202 -4.4972122 4
90.7743385 7.31365477 6.83122552 0.13615625 0.10073052 -4.4934871 4
21.5472843 5.67748078 6.02307224 0.13932774 0.05165487 4.4932654 4
55.5281129 6.54764385 6.18914475 0.08557498 0.11205466 -4.4932514 4
43.0994121 7.24471612 7.10056492 0.04125736 0.03542837 -4.4932198 4
305.392971 7.9413501 7.4407037 0.10733959 0.18669889 -4.4929662 4
0.47837647 5.82444125 5.09133869 0.19327627 0.00294142 -4.4929302 4
33.4085457 5.62645612 4.98163548 0.1308504 0.2437596 -4.4927551 4
206.033013 6.83920968 7.37363487 0.15462872 0.13372891 4.49208247 4
6.09053815 9.53303529 5.35055652 0.41400139 0.02895966 -4.4918685 4
43.1563072 6.0149341 6.32051566 0.0869014 0.07787578 4.49094958 4
43.1563072 6.0149341 6.32051566 0.0869014 0.07787578 4.49094958 4
43.1563072 6.0149341 6.32051566 0.0869014 0.07787578 4.49094958 4
34.8529981 6.52894203 6.37263239 0.02208895 0.05989448 -4.4895947 4
17.6553012 4.39679493 4.8564454 0.07058019 0.14188648 4.48956742 4
472.091508 7.90885435 7.21297408 0.06748516 0.34912885 -4.488952 4
74.2863394 8.13106234 8.37734581 0.10691865 0.01710562 4.48843191 4
6.78881829 4.55870865 4.73096621 0.01669019 0.06085303 4.48828227 4
71.5806675 7.52120285 7.29472718 0.06712058 0.04918915 -4.487655 4
449.609365 7.05106487 7.77645389 0.15314968 0.17854976 4.48747516 4
254.893438 8.59427851 7.44085923 0.25343239 0.15239415 -4.486947 4
146.502627 7.94691386 7.29494652 0.17652238 0.09726335 -4.4845236 4
41.6200432 5.77613657 5.2532386 0.08508939 0.23099978 -4.4841141 4
35.2588657 5.5383701 6.06750917 0.23870812 0.08196274 4.48389787 4
3.28165637 3.42834087 3.87918276 0.1940741 0.06649898 4.4834812 4
388.367082 7.01215255 7.72182361 0.208044 0.17472989 4.48267 4
9.54705859 5.45722125 5.68418159 0.08903983 0.03223401 4.48248557 4
13.7403764 6.43163391 6.13804997 0.09819153 0.02978019 -4.4812787 4
1.66038188 5.38886357 5.01612543 0.12397023 0.01099363 -4.4788637 4
140.838367 7.0548934 7.41012875 0.1140479 0.08730045 4.47850202 4
188.409071 7.75933181 7.04406231 0.19071119 0.16776519 -4.4775219 4



142.328058 5.85348949 6.59283447 0.1431465 0.20111971 4.47645406 4
114.59668 6.72024296 6.1800761 0.0775093 0.24540459 -4.4746611 4

109.609952 6.98923443 6.40446234 0.14030984 0.17762764 -4.4739911 4
8.40154138 4.98215857 5.26532762 0.10881166 0.04381532 4.4732022 4
5.24658787 4.72521184 4.85192583 0.02409298 0.04053984 4.47318837 4
44.9596537 6.51710759 6.8868046 0.16144423 0.045305 4.47314216 4
44.9596537 6.51710759 6.8868046 0.16144423 0.045305 4.47314216 4
7.93913134 5.0977225 4.09991425 0.2647889 0.13603035 -4.4730309 4
57.8561481 7.36806522 7.22189268 0.03771494 0.04277156 -4.4715092 4
124.044556 6.61417352 5.85217867 0.11265885 0.34882789 -4.4710444 4
28.0807796 5.57785414 4.99889146 0.13482044 0.18344168 -4.4709071 4
2.80370502 5.94429464 1.94037569 0.44592844 0.44124914 -4.4704147 4
5.92025725 4.97566275 4.68973054 0.08832455 0.05440489 -4.4703014 4
26.5535459 6.05313577 6.37165621 0.12983595 0.04494992 4.46922645 4
97.833925 6.93728348 6.50195306 0.0951268 0.14193145 -4.4685171 4

21.3705151 5.32164511 4.99003002 0.02553378 0.14688642 -4.4679505 4
68.2971449 6.16187818 5.5704921 0.08612531 0.27912542 -4.4672697 4
87.6090804 6.51135293 5.72159747 0.16754066 0.30211261 -4.4670011 4
24.5775974 6.43640286 5.26748264 0.26831217 0.12631123 -4.4654846 4
56.9077863 7.19416735 6.97419552 0.06342416 0.0535241 -4.4651596 4
3.6541663 3.05475349 1.98889478 0.17227896 0.56256638 -4.4649927 4
4.0397494 6.6694469 3.94383994 0.3434055 0.08002457 -4.464719 4

171.304128 7.95952096 7.3576436 0.16499808 0.11230753 -4.4643056 4
5.37813696 5.41991213 4.78090786 0.18151588 0.04508755 -4.4628843 4
180.58052 6.25112076 7.5351993 0.77833468 0.0973579 4.46222086 4

193.246672 5.42426117 6.59598731 0.24605842 0.27872877 4.46132985 4
48.0698535 6.00927169 5.49013054 0.1027467 0.20887511 -4.4610575 4
295.591935 8.26315467 8.6173841 0.14353198 0.0531966 4.46103903 4
6.31173439 4.98693367 4.00403457 0.26345496 0.11649477 -4.4603475 4
113.826402 6.07433726 6.65762131 0.16399654 0.15115581 4.4602949 4
43.0614328 5.06511008 5.80742855 0.34504554 0.1289856 4.45858004 4
48.0627131 5.91791476 5.37220472 0.09846809 0.21455287 -4.4583605 4
9.43431129 4.98892106 5.14139768 0.00465662 0.05478895 4.45829834 4
8.76512964 7.58329171 5.8457115 0.33339091 0.02526044 -4.4581367 4
196.386767 7.45730857 6.69217686 0.17973718 0.25962531 -4.456809 4
10.6378886 4.08739392 2.07390022 0.23824962 1.55732229 -4.4556193 4
16.5113039 4.91277608 3.99964248 0.20636963 0.28493436 -4.4544033 4
81.1661112 6.98217941 6.52699605 0.12287307 0.12266304 -4.4539268 4
78.2926583 6.36730945 6.68509709 0.05799312 0.09513664 4.453501 4
54.0545824 7.40416826 7.09562704 0.09806215 0.04442763 -4.4530663 4
130.444134 6.91150201 6.19681083 0.15405031 0.28041387 -4.4525819 4
8.07030965 4.18533274 4.60469715 0.158502 0.07886926 4.4509017 4
372.547371 8.01200706 7.59110695 0.04356325 0.17978365 -4.4499873 4
146.131969 7.761346 7.3630962 0.11014888 0.09294423 -4.4495654 4
110.616501 7.84871364 7.35820229 0.14255121 0.06943058 -4.4495046 4
3.14465795 3.5426032 3.96435779 0.18779629 0.05905698 4.44771776 4
133.61021 7.40552382 7.6101147 0.03646528 0.06493605 4.44729856 4

896.741257 5.71955728 7.91633804 0.80635692 0.30499626 4.44641828 4



34.6522128 4.14585939 5.16899767 0.38142251 0.19065592 4.44162401 4
397.92137 5.46847857 7.29807694 0.81486194 0.28707872 4.44078084 4
1.8310679 5.3969774 5.200751 0.0706245 0.01010638 -4.4388713 4

281.157515 9.12247637 9.33381375 0.08631902 0.02473528 4.43874796 4
6.79247758 2.61203126 3.58124596 0.35494574 0.18864535 4.43873572 4
2.76477262 3.9746169 4.28834722 0.12785344 0.03755664 4.43850282 4
13.4382094 5.60443538 5.83205595 0.08388972 0.03982783 4.43720418 4
38.4016007 7.96772359 7.69170912 0.09695424 0.0174567 -4.4365922 4
497.593478 6.46083932 7.92672003 0.79839394 0.17253853 4.43479463 4
309.515603 7.31989009 7.8263173 0.15552158 0.12788452 4.43436071 4
96.9612943 7.46883048 6.77930863 0.1851947 0.10676832 -4.4333222 4
13.4921064 5.38507693 5.02765726 0.102138 0.08991659 -4.4317584 4
0.63704029 2.06182251 2.32359458 0.08285723 0.06302162 4.43110707 4
103.499956 6.70048798 5.97862172 0.15627669 0.27727773 -4.4299781 4
59.9348988 6.87813797 6.42152271 0.12605905 0.09475412 -4.4299341 4
55.8821875 7.07564573 6.56901837 0.15367182 0.08003316 -4.4298729 4
6.49026644 4.83002992 4.17643506 0.18620822 0.10193095 -4.4283012 4
18.5686796 5.53873442 5.74262875 0.05071626 0.06041942 4.4267213 4
35.1955895 4.36586586 5.39067206 0.46457293 0.1549784 4.42670515 4
227.012634 8.2991778 7.74529887 0.15886587 0.0966016 -4.426531 4
32.7545735 6.44482268 6.01536785 0.12494027 0.08102837 -4.4264617 4
59.7964961 7.0763298 6.86185707 0.05629248 0.06265412 -4.4264613 4
1.35819098 7.63676689 2.79091777 0.39350462 0.08501229 -4.4258073 4
158.183421 7.55319306 7.23931809 0.06495495 0.11568322 -4.4247083 4
103.721212 6.33651337 6.90289119 0.22017801 0.1035744 4.42409809 4
9.09752613 5.40364744 5.01667822 0.12453123 0.05942245 -4.4238062 4
0.63227894 -4.1234596 0.60260789 2.8980627 0.34952289 4.42339267 4
524.360303 8.20689141 8.64486072 0.15774631 0.08991946 4.42266448 4
21.230075 6.71299694 6.20158087 0.16059896 0.04336696 -4.4225691 4
21.230075 6.71299694 6.20158087 0.16059896 0.04336696 -4.4225691 4

38.9034608 6.00823512 5.68902658 0.0447146 0.13521097 -4.4222288 4
96.3042678 7.01771841 6.17325488 0.19950491 0.21072484 -4.4214064 4
33.7412069 5.56775505 5.94587861 0.12251243 0.08859099 4.41935076 4
0.48055181 1.13017049 1.67368302 0.24466901 0.08919172 4.41903596 4
30.7255575 5.71795985 5.96806387 0.04852945 0.07972624 4.4187303 4
99.1362458 7.56477569 7.23323215 0.10000964 0.07297364 -4.418708 4
8.68924293 5.84271253 3.96071574 0.33735537 0.15774561 -4.4173009 4
8.30294078 3.03570678 4.09489705 0.6219057 0.14170069 4.41712625 4
6.5426616 5.99193761 3.39826735 0.38059079 0.23014546 -4.4168402 4
95.966003 6.75415617 6.16433341 0.13677057 0.19023769 -4.4159565 4

4.89008308 5.19173115 2.71235733 0.33487124 0.31178695 -4.4156871 4
4.85348475 3.41274186 1.22616594 0.3163267 1.35278072 -4.4154668 4
75.3629782 7.01281266 6.4727256 0.15281491 0.12032644 -4.4151853 4
124.927531 7.61128625 7.85633623 0.08708126 0.04770792 4.414154 4
69.6144314 5.84186315 6.3612259 0.16785799 0.1240107 4.41317876 4
1759.13148 9.10016742 8.30986403 0.05939868 0.38356319 -4.412776 4
488.679127 7.65904557 8.13671792 0.07944699 0.1430422 4.40978267 4
708.471531 7.41186129 8.21625493 0.24859188 0.18277486 4.40913638 4



15.865103 6.55082104 4.75805426 0.32981803 0.13995513 -4.4084019 4
89.0706559 6.04701539 6.87313924 0.38706311 0.09387457 4.40830127 4
24.1646575 5.34549331 2.83194979 0.36815821 1.02041348 -4.4081142 4
329.957569 6.58095722 7.57774835 0.51113105 0.16590859 4.4075718 4
385.236838 7.58800356 8.30450908 0.35034182 0.0977014 4.40748021 4
404.959107 8.50678076 8.69445405 0.00136114 0.0665692 4.40664376 4
149.041521 5.54668498 6.53327456 0.29590679 0.21964913 4.40563768 4
0.62408192 4.3220781 4.12634793 0.07133394 0.01004576 -4.4053926 4
35.0295653 7.12098071 7.24602595 0.04407168 0.02490989 4.40395241 4
29.1332819 5.01009805 5.4236129 0.06387606 0.13133132 4.40277349 4
1.98776007 6.61382092 -1.2916586 0.42312275 2.32932138 -4.4023657 4
205.553154 6.88745088 7.37446869 0.13450778 0.13351459 4.40236286 4
28.8312511 6.23060627 5.90242791 0.09297041 0.08044843 -4.4009911 4

6.454594 2.46191022 3.75944201 0.71265236 0.14408932 4.40090182 4
213.059768 7.72969273 7.24285905 0.1157512 0.1477272 -4.4000126 4
159.872653 7.69171222 7.00422193 0.19192293 0.15024384 -4.3998971 4
5.84280725 4.71537546 4.445721 0.07599475 0.06845373 -4.3995716 4
300.381381 7.26888361 7.98278466 0.34214671 0.1049703 4.39934508 4
93.1759274 7.04415195 6.06325163 0.24084397 0.20583883 -4.3987736 4
5.11603818 8.01305647 2.10149482 0.38982574 0.5952833 -4.3983348 4
247.854059 6.760815 7.43368684 0.25140933 0.14121549 4.39827956 4
140.451118 8.50997573 7.97776196 0.15559487 0.04804006 -4.3981046 4
17.517186 5.69765048 5.42303647 0.07514698 0.07718619 -4.397283 4

746.523062 5.00177102 7.81364472 1.51034435 0.28129196 4.394838 4
23.0178175 5.90583194 6.05496572 0.01186144 0.05326132 4.39466408 4
229.251688 6.87168646 7.50954567 0.26286689 0.12530275 4.3939645 4
20.6953107 6.28256844 6.16483057 0.02027239 0.04358949 -4.3938719 4
39.2151264 6.52113913 6.32137776 0.04172669 0.07156753 -4.3931765 4
31.6736438 4.36125062 5.11979557 0.21258014 0.18348109 4.39210077 4
6.27625584 4.59668572 4.2301546 0.10262578 0.09073812 -4.3901979 4
5.6107749 4.26518793 3.90638658 0.08815143 0.11240589 -4.390121 4

12.5204991 5.30586582 4.88246441 0.1203932 0.09450759 -4.3900576 4
296.086784 4.76179821 6.98601158 1.14867999 0.28356094 4.38935721 4
45.4216965 5.06552526 5.67538289 0.1628743 0.15406752 4.38903574 4
51.7805844 6.32023949 5.9360351 0.08452314 0.13700045 -4.3869881 4
5.81003517 4.71851936 4.89603399 0.05683703 0.04396775 4.3865381 4
5.1958248 3.78789265 2.22666497 0.2693582 0.56239849 -4.3861609 4

58.6490763 5.46597187 6.06830168 0.22064093 0.1305005 4.38549549 4
179.260582 5.2323307 6.48762639 0.30577427 0.28766683 4.38535931 4
3.5045238 5.10398332 4.74479249 0.11508061 0.03040628 -4.3850974 4

15.2158574 5.91565845 5.53321313 0.12029884 0.06081725 -4.3847899 4
55.9828545 6.05018848 5.35940189 0.14561344 0.26362617 -4.3839374 4
54.2734862 6.08666507 5.69434349 0.02219886 0.18228514 -4.3836346 4
141.33412 7.22122994 6.82659964 0.07614048 0.15968081 -4.383605 4

19.4477333 4.70613853 5.18581282 0.17398406 0.1113415 4.38346465 4
130.591165 7.17504149 6.18705165 0.23964272 0.25628958 -4.3810552 4
98.0221672 7.12195167 6.60654611 0.13650641 0.12987607 -4.3806152 4
15.4049879 5.68400314 3.76729695 0.37451324 0.38106868 -4.3799447 4



1426.91162 8.21991805 9.01768477 0.26712191 0.16722809 4.37991367 4
46.1940162 3.90915089 5.09075671 0.02759547 0.27714967 4.37962421 4
84.6303006 7.98378203 7.02289778 0.267132 0.07471114 -4.3795038 4
418.062883 6.85519061 7.82045361 0.39609962 0.17542646 4.37933754 4
9.59660657 4.94594929 5.27354522 0.1382707 0.0490408 4.37910494 4
343.641132 8.45878168 8.24951243 0.01212297 0.08820767 -4.3786398 4
5.77701391 4.28473414 4.50285672 0.05545623 0.06373397 4.37689839 4
69.7651242 6.2545085 5.65856394 0.11666584 0.22857371 -4.3751453 4
813.272351 8.5776092 8.03266248 0.050435 0.26095313 -4.3745927 4
31.8695246 4.58753812 5.4332616 0.42384937 0.14410852 4.37405491 4
6.14379761 3.36283664 3.83721229 0.11726951 0.13109776 4.37128751 4
2.22223059 4.805981 2.92111117 0.3704405 0.12290383 -4.3711354 4
13.0111781 6.08333942 5.56748119 0.15507617 0.04933094 -4.3705613 4
157.900754 7.67590393 6.75179518 0.21903546 0.17649981 -4.370218 4
146.358061 7.60668782 7.26608207 0.08941778 0.10521582 -4.3690506 4
65.1100048 6.44154922 5.92221357 0.11772301 0.17195358 -4.3686227 4
74.5347644 6.49743808 6.76472391 0.04926632 0.08403585 4.36861122 4
346.739646 8.56528741 7.79635476 0.21443203 0.13726574 -4.3683853 4
62.0944518 6.56276088 6.21681764 0.07396612 0.12698758 -4.3671185 4
62.0944518 6.56276088 6.21681764 0.07396612 0.12698758 -4.3671185 4

8.346479 5.19207558 4.30732813 0.24931108 0.11214323 -4.36556 4
138.158798 6.53843371 7.03747606 0.16222712 0.12054202 4.36515576 4
13.5889895 4.79833952 4.37561127 0.07345245 0.17930906 -4.3640418 4
21.6703809 4.24904609 5.02516617 0.31946884 0.14548308 4.36341792 4
1.94780434 6.32450301 1.24448077 0.3668189 0.48194134 -4.3632196 4
27.5122969 5.7405039 5.96537946 0.04819177 0.06923793 4.36267696 4
13.7092506 4.60936051 3.92308522 0.14028398 0.28503599 -4.3615692 4
72.0024617 5.32785895 6.03981938 0.21366026 0.16321377 4.36127794 4
49.1406987 5.9727592 6.27932434 0.07014528 0.09435512 4.36066272 4
4.17452998 4.7387547 4.58158866 0.044352 0.04305073 -4.3599808 4
192.954778 6.84492565 7.33356366 0.1394043 0.12171539 4.35826682 4
13.0544429 6.76427108 6.85850449 0.03582497 0.01371283 4.35821259 4
29.3759818 6.00298471 5.70826253 0.06899318 0.09863449 -4.3579081 4
42.7337661 7.53455955 4.54892914 0.3865768 0.43978729 -4.3577786 4
114.676686 6.08395315 6.61468211 0.10653905 0.15305765 4.35611533 4

104.9961 4.2150972 5.92152096 0.75873206 0.25908715 4.35568685 4
7.58338583 4.18822481 4.44830998 0.03175039 0.08888234 4.35562745 4
100.899889 5.90677484 6.52472537 0.19506741 0.14385333 4.35550105 4
203.182304 8.29182947 7.88690158 0.1193945 0.07464572 -4.3554883 4
88.6046464 6.71797957 5.77791049 0.23041583 0.25622007 -4.3550586 4
49.1608819 6.29694517 6.53072951 0.05342677 0.07254385 4.35495234 4
185.279303 8.1939899 8.38487021 0.06576855 0.04264005 4.35491365 4
86.6243783 6.17825446 6.65211803 0.16104485 0.11497876 4.3547674 4
23.7091936 6.13775409 3.85982454 0.40662307 0.51615951 -4.353542 4
4.66263276 3.47990716 3.83972236 0.09653174 0.10260988 4.35282015 4
1.70873534 5.2938559 1.03098591 0.43851342 0.51506739 -4.3527589 4
8.79352769 4.30974441 3.93951865 0.02448974 0.16362192 -4.3525239 4
59.9538901 7.51127569 7.39635465 0.02813245 0.03713367 -4.3490514 4



4.5619823 4.04135172 3.02116009 0.23049842 0.20885077 -4.3478923 4
16.9879117 6.59625472 4.79943519 0.33353597 0.14376893 -4.3473444 4
38.7970887 4.45363687 5.40160003 0.37678672 0.17955081 4.3470179 4
3.40708257 6.31350074 -2.6771912 0.37247076 3.87564114 -4.3441816 4
7.87525207 5.56034456 2.30748532 0.36054618 0.62619008 -4.3439009 4
26.1048848 4.0347473 4.96373273 0.42297918 0.18929591 4.3426093 4
18.2456773 5.96062429 5.82824419 0.01420414 0.0542106 -4.3412149 4
5.54840641 5.18747025 2.84303084 0.34432619 0.29569146 -4.3411085 4
30.8514662 5.35872194 5.78629076 0.14732601 0.0951404 4.340368 4
58.0790944 5.39212324 6.18172387 0.37434513 0.11873024 4.3402622 4
58.2807329 6.43884387 6.73746628 0.10116234 0.06799941 4.33974389 4
141.742623 8.51592463 8.25838322 0.08830681 0.03711034 -4.3379869 4
32.5218933 5.33800857 5.84614718 0.19685334 0.09636121 4.33770533 4
3.50830188 3.81663577 3.99537243 0.01589069 0.06574428 4.33745129 4
39.4769656 4.08664744 5.29413826 0.62241319 0.20624018 4.33730477 4
61.654508 5.87394335 7.86352483 1.35803321 0.02385136 4.33700804 4

71.3262754 6.86898875 6.65230738 0.02065216 0.0934273 -4.3367061 4
119.693636 6.72867836 7.30665424 0.2535381 0.082158 4.33612883 4
27.1600651 5.05486821 5.43942135 0.07613848 0.11393072 4.3355309 4
398.629276 5.50946914 7.30231301 0.80643913 0.25432093 4.33517204 4
171.560167 7.31568541 6.86895854 0.08513888 0.17277011 -4.3348972 4
5.45156354 4.14616614 3.62679893 0.13725917 0.1416455 -4.3345004 4
200.370412 5.35402763 6.59935569 0.32144468 0.29168373 4.33170156 4
11.5788956 5.30385841 3.99305967 0.2709961 0.21615279 -4.3312823 4
50.4986308 5.89114353 6.22702285 0.07932282 0.09714609 4.32954251 4
10.6894923 4.40476198 4.69218942 0.03321809 0.09979724 4.32914522 4
90.561422 7.00162319 6.03938024 0.2284443 0.22854407 -4.3270539 4

218.348419 7.26010258 7.79043117 0.2207522 0.08802648 4.3261361 4
314.006877 7.37544478 7.79268222 0.07219767 0.12635786 4.32533301 4
133.755263 6.29704136 6.90371539 0.23530214 0.13914528 4.32127281 4
6.89511491 6.84943151 3.72645465 0.42462139 0.17385351 -4.3209708 4
700.535658 8.15192677 8.58898683 0.09058978 0.13395454 4.32067252 4
146.107248 7.77863146 7.36381601 0.1243939 0.09179201 -4.3181235 4
28.6328397 5.66331076 4.78524419 0.22664113 0.2549077 -4.3179967 4
43.9081309 6.88425573 6.56821838 0.10047521 0.06252068 -4.3173481 4
55.0610033 6.12532913 6.38808486 0.01951505 0.09176104 4.31713825 4
71.6270635 6.58367067 6.81210008 0.03126373 0.08050306 4.31624125 4
29.3505414 5.10723999 5.697882 0.27892562 0.10101894 4.31619662 4
196.839183 6.76828554 7.33013759 0.19181482 0.1337006 4.31509936 4
12.8846729 4.54185863 4.88614312 0.09221702 0.09522757 4.31509264 4
3.77539939 5.24767922 4.78875835 0.14296887 0.03166117 -4.3136292 4
75.0777051 5.02414371 5.84271173 0.1556271 0.20920807 4.31230148 4
20.374059 7.37911835 4.51463746 0.44088884 0.21377517 -4.3122937 4

39.0523733 6.09403258 4.84988737 0.27853013 0.30096063 -4.3110774 4
6.80460892 4.96021728 4.7592401 0.05622441 0.05918664 -4.3110301 4
37.1879903 7.34611854 4.69967309 0.41808811 0.3334348 -4.3106188 4
3.09585811 7.81808256 3.52944063 0.42549133 0.088752 -4.310348 4
67.3849811 6.80053655 6.31939028 0.14018893 0.12006462 -4.3101654 4



17.6250308 4.89659457 5.17952708 0.01961744 0.09986179 4.30980902 4
5.15150187 3.41992817 1.44853 0.2896388 1.28614353 -4.3077318 4
4.57170886 4.63937003 4.89721898 0.10550848 0.03402842 4.30716343 4
151.028579 7.0085547 7.32763329 0.0679743 0.09696122 4.30677744 4
231.170741 6.3325337 7.17146265 0.29827174 0.18514023 4.30660786 4
36.3111336 4.88841346 5.80308098 0.56136087 0.10740723 4.30272046 4
8.96243612 5.70110751 4.43734751 0.32560453 0.10432635 -4.3026807 4
5.14389524 5.24799796 5.39571393 0.05787205 0.02323476 4.30265398 4
62.2775043 6.85553725 4.76180779 0.32854018 0.46079569 -4.3023706 4
1.66228675 3.04099877 3.37576992 0.13290553 0.05594061 4.30132532 4
87.500686 5.94550499 6.40084546 0.05761151 0.14057463 4.30127548 4

93.2880456 4.34803596 5.89436503 0.65737489 0.27334405 4.29971563 4
43.1517031 6.26207201 6.49222513 0.06465434 0.06420929 4.29952019 4
102.736431 7.08603736 6.70095372 0.09822199 0.12251476 -4.2985159 4
83.4777517 7.9260618 7.34611743 0.16963416 0.05319796 -4.2985071 4
568.660234 7.41735486 8.12193511 0.24572379 0.17528588 4.2980761 4
18.3649901 4.8704917 3.46801425 0.25564258 0.59159324 -4.2977164 4
58.326063 6.97725919 6.44834636 0.15496846 0.09201397 -4.2972965 4

27.2468655 6.15327677 5.36850969 0.22816535 0.125989 -4.2971058 4
82.2555402 5.66231584 6.19970183 0.06395611 0.17252868 4.29616478 4
62.1214228 7.48761995 6.23464852 0.3234863 0.12549722 -4.2957284 4
3.66009113 3.59720737 3.10163975 0.11828839 0.15684733 -4.2957184 4
211.501073 7.35564429 7.70638046 0.1051388 0.09731755 4.29533059 4
25.2023981 5.16080242 5.55807324 0.13110579 0.09473913 4.29492745 4
76.9451427 6.39026955 6.75316269 0.12060879 0.08789114 4.29490101 4
165.483372 7.85288817 7.45590259 0.11264569 0.09778566 -4.2948418 4
2.1237138 5.97218011 5.38493361 0.18078158 0.00975425 -4.2944258 4

13.4655711 6.44701863 4.76112406 0.31650572 0.11333243 -4.2943931 4
161.000991 5.39871972 6.99008079 0.96103417 0.14943148 4.29391125 4
163.389737 6.90604554 7.33570885 0.13570283 0.10409164 4.29236377 4
348.91453 7.2478357 7.79167721 0.15133041 0.13845404 4.29090156 4

106.285712 7.05912366 6.01254573 0.25908087 0.26584749 -4.2907632 4
49.9766671 6.8200081 6.98877218 0.05091852 0.04625671 4.29060994 4
17.4580451 5.00642188 5.27181237 0.04053785 0.0873908 4.28962209 4
36.6153526 5.70816299 5.31556378 0.04252634 0.17136899 -4.2892135 4
9.41273228 4.56586311 3.33177213 0.25640997 0.34054323 -4.2888756 4
22.2277931 5.02972817 5.37677053 0.08440221 0.10294339 4.28849221 4
638.922846 9.0259141 9.23335755 0.0523286 0.06350672 4.2877437 4
23.5745264 6.35559806 5.2233579 0.29821264 0.13100859 -4.2876612 4
521.27327 8.44714287 8.76128104 0.09696309 0.08170349 4.2867985 4

904.804735 8.67972379 7.94860025 0.13872173 0.34779641 -4.2864417 4
5.18795996 4.36513597 5.00116469 0.3242263 0.03471635 4.28506076 4
911.23227 7.35461577 8.60693224 0.83794213 0.16116509 4.28490367 4

367.430506 6.56736337 7.91683956 0.93640456 0.12913204 4.28242209 4
38.5871243 6.29675875 6.50027917 0.05755358 0.0589639 4.28132643 4
400.065499 8.21557366 7.69720405 0.12193123 0.18443848 -4.2806125 4
10.2342681 4.50218244 4.74862331 0.0148072 0.08825833 4.27995486 4
5.16982725 5.59020923 3.43343416 0.35459935 0.15989706 -4.2797692 4



20.75081 5.02271116 5.47489204 0.18881133 0.08603141 4.2789515 4
129.586918 3.96213075 6.37613989 1.45852523 0.23385986 4.27894905 4
6.41722082 4.45051597 4.65860556 0.05743849 0.06163526 4.27820238 4
17.686614 4.97925147 4.51568317 0.08184641 0.20179594 -4.2780969 4

13.2136271 4.80177995 4.09829907 0.17378953 0.21962181 -4.2776236 4
1473.92259 7.7744582 8.71951902 0.2013811 0.25707011 4.27746974 4
4.9958235 4.28048464 3.77388545 0.15121432 0.11768939 -4.2769986 4
102.36039 6.78219297 6.39629619 0.05304487 0.17410036 -4.2767713 4

332.269814 8.83922245 9.07143189 0.09512974 0.03797062 4.27572609 4
617.277257 8.65865918 8.92076722 0.0592449 0.08416882 4.275358 4
16.5125056 5.53321532 5.20235084 0.09658857 0.09062817 -4.2751755 4
164.97634 7.49226681 7.8436498 0.14615221 0.06381619 4.27468454 4

61.2295227 4.30633959 5.45562701 0.32200001 0.27973357 4.27388181 4
58.1391322 7.24974583 6.53638491 0.21104303 0.08592019 -4.273263 4
229.895877 7.34264342 6.66000377 0.1302414 0.27423245 -4.2731919 4
27.3572405 5.03215449 5.53641925 0.18341224 0.1055306 4.27281776 4
163.049935 5.88478908 6.74451959 0.33673238 0.20117958 4.27260823 4
16.3477727 6.91815789 6.76159107 0.05772646 0.01883644 -4.2720647 4
26.1082904 4.72646768 5.19431184 0.08040445 0.13934437 4.27156885 4
26.4330027 5.6855721 4.36231415 0.29743637 0.30694028 -4.2709974 4
203.29769 7.96805005 7.70551515 0.06160425 0.0901247 -4.270453 4

8.09826817 7.51178237 2.98878125 0.382341 0.39704649 -4.2697024 4
25.6378835 6.79707471 5.11120484 0.33815506 0.15810311 -4.2688024 4
76.4474654 7.11411211 6.74914557 0.11179957 0.08744354 -4.2687103 4
166.305148 4.61765573 6.39132895 0.79197665 0.26041171 4.26770425 4
72.2149821 6.29600086 6.62671005 0.08749867 0.09601777 4.26627796 4
84.8576796 6.74175307 6.4159293 0.04877057 0.13326884 -4.2658519 4
35.5969672 5.8713585 6.09079935 0.00897692 0.08032871 4.26405207 4
593.334056 7.15784996 8.22834933 0.50142089 0.15758503 4.26176569 4
2.80848677 4.50944936 3.61144966 0.22899177 0.07629971 -4.2616587 4
75.8145695 7.41599717 7.03864966 0.12153018 0.06570085 -4.2608599 4
117.303893 6.48005779 5.65176223 0.13059035 0.36704371 -4.2608003 4
115.10689 5.96095797 6.57123223 0.16577467 0.1548774 4.26072431 4

280.438219 8.09271517 7.81530498 0.04595433 0.11318724 -4.2599039 4
138.120412 7.07194365 6.7080861 0.03261777 0.16273895 -4.2593126 4
25.8375281 5.20993803 5.69130869 0.21387033 0.08929913 4.25879672 4

0.156844 1.94729459 2.66676254 0.43076254 0.01086293 4.25826858 4
21.4026668 5.2260411 5.62348791 0.16277718 0.07670713 4.25825393 4
446.543797 7.61597834 8.15002175 0.19103329 0.12424162 4.25798602 4
9.91639885 6.11165404 5.48259465 0.18886934 0.04104121 -4.2576541 4
8.28106465 5.44813701 5.58405867 0.04771718 0.03102039 4.25659637 4
106.016916 7.66492153 7.89958895 0.09664063 0.03970206 4.25654242 4
522.929546 7.38876357 8.09599303 0.27892132 0.16421948 4.2564556 4
313.111752 7.73332993 7.22590072 0.08154028 0.21457039 -4.2563549 4
61.4089462 7.3132204 6.67064147 0.20434504 0.0778542 -4.2561169 4
3.8958377 5.07023996 5.20321173 0.05185635 0.02140624 4.25402655 4

15.2427647 6.80306817 4.86693906 0.40616532 0.11336427 -4.2534616 4
6.42132747 3.94977584 3.50276844 0.07467741 0.19156085 -4.2523407 4



12.4075298 4.50122297 4.04876436 0.04439849 0.21138928 -4.2508431 4
407.504974 7.82297643 7.15241986 0.10341998 0.34397713 -4.248992 4
53.5557786 6.90590326 6.75329455 0.02001565 0.06286565 -4.248923 4
81.9054182 7.30039369 7.50681734 0.07354188 0.04518961 4.24852903 4
71.296258 6.36249467 6.7535435 0.1554673 0.082911 4.24793425 4

30.6080321 6.58747232 6.28257092 0.10251477 0.0581021 -4.2475562 4
426.767124 6.93552508 7.6671002 0.170746 0.19922725 4.24741084 4
189.977464 7.71959737 7.34505188 0.09740684 0.12268118 -4.2466286 4
179.527885 7.68670703 7.32377527 0.09034122 0.1219985 -4.2465298 4
22.7601657 5.43502471 4.77162979 0.1706819 0.18211464 -4.2463849 4
110.093898 7.31927687 7.09519515 0.03527702 0.09140915 -4.2463512 4
52.594959 5.45233241 5.95574304 0.14191517 0.13386147 4.24627443 4

0.67374561 1.70569572 2.21907933 0.2359646 0.07293605 4.2459479 4
263.000484 7.46833655 8.08259433 0.30264766 0.07973301 4.24528069 4
138.622802 4.43179224 6.05620595 0.39499336 0.31419565 4.24504405 4
996.191337 8.69211693 7.9010965 0.13395557 0.38318856 -4.2448468 4
3.41936426 1.87643935 3.54946757 1.13774202 0.0974594 4.24437372 4
189.519065 6.51470818 7.03536265 0.04980825 0.17296529 4.24432764 4
147.142392 7.03670206 6.49164382 0.11129447 0.20987435 -4.2435539 4
65.7163932 6.64318523 6.15775197 0.12983726 0.13957054 -4.2431398 4
100.599742 7.34347135 7.64556586 0.1283972 0.04749892 4.24138568 4
31.5535916 6.1033806 4.49563851 0.34975961 0.32426228 -4.2411323 4
242.385957 7.54008899 6.57783299 0.21278525 0.35414173 -4.2408386 4
21.6704857 4.73112668 3.56957685 0.20173221 0.51056456 -4.2387851 4
47.2714642 5.87359122 6.21139455 0.09533595 0.09404298 4.23786484 4
149.085094 6.83273979 7.18893531 0.0722174 0.11234691 4.23645871 4
80.2545623 7.25505891 6.87347847 0.11631405 0.08135471 -4.2358475 4
66.8827349 7.40708618 7.55620518 0.05123302 0.03461717 4.23541139 4
67.7730872 6.28315124 6.64910238 0.12529349 0.08654556 4.23492423 4
67.3860888 5.24047973 6.47544374 0.91853181 0.10074847 4.23306793 4
18.2006716 7.19917247 4.72363593 0.41082213 0.15845462 -4.2324721 4
12.089232 7.30470349 3.97584575 0.3672056 0.22073773 -4.2317137 4

37.2360137 6.13333621 5.81647257 0.07701477 0.1124657 -4.2311507 4
171.904225 7.3543565 6.63314873 0.18262158 0.21579042 -4.2308689 4
367.967305 8.13803143 7.52232486 0.16177612 0.1910495 -4.2305851 4
177.259403 7.45801261 7.79301168 0.12553631 0.07461431 4.22900993 4
100.896952 7.09364614 6.84516194 0.03022821 0.10774098 -4.2284561 4
4.09432401 3.95032926 3.59907485 0.09119897 0.11547523 -4.2278041 4
67.5796444 6.39242548 6.03619587 0.04063775 0.16902568 -4.2276123 4
156.172736 7.22719545 6.47917036 0.17628073 0.22347757 -4.2268579 4
73.5665037 6.21866939 5.65722088 0.09238041 0.2389413 -4.2266389 4
40.8084317 5.79553433 4.79621606 0.24365422 0.33717651 -4.2256241 4
202.693624 7.77280893 8.00602617 0.0647765 0.06883442 4.22527151 4
7.54568384 4.85998531 5.37811513 0.24390856 0.03464105 4.22491706 4
2.77812444 6.05895414 3.164388 0.41202608 0.11571793 -4.2235651 4
35.2358458 5.08617809 5.54081415 0.09682498 0.13305819 4.22293335 4
256.00135 8.60923939 8.21674707 0.13069135 0.06778473 -4.2227177 4

19.0500988 5.55716991 5.85815279 0.11988448 0.05524065 4.22270095 4



13.3248323 4.3554417 4.84433519 0.19870861 0.10563889 4.22113883 4
884.383785 8.14835279 8.80226963 0.28913316 0.13107265 4.21910529 4
143.24855 7.41720461 7.65541913 0.06879523 0.06797213 4.21878239 4

37.7797252 5.38790583 5.96860304 0.26930361 0.09914325 4.21778163 4
279.632929 6.95941237 7.67346279 0.30548925 0.13479202 4.21774696 4
101.997356 6.58885925 6.93974272 0.09998091 0.10081944 4.21625402 4
36.3527895 5.40329994 4.7588699 0.09425751 0.28769611 -4.215108 4
10.8087416 5.06046635 5.24134701 0.04436566 0.05628687 4.21494584 4
115.891718 6.93723947 6.52922767 0.07524271 0.174061 -4.2138658 4
164.547624 6.56651361 7.10043972 0.1675849 0.14093205 4.21327504 4
45.6020961 5.97291548 5.46812395 0.11278609 0.19181387 -4.2128296 4
72.4844946 6.83545159 6.01261536 0.23161656 0.18316621 -4.21187 4
78.0029561 5.18876933 6.14328758 0.41058038 0.16148008 4.21167484 4
99.1085449 6.45087393 6.87392784 0.15229455 0.10393987 4.21164876 4
99.1085449 6.45087393 6.87392784 0.15229455 0.10393987 4.21164876 4
177.608883 8.27764208 7.95583674 0.10773609 0.06320562 -4.2116206 4
190.276244 4.623666 6.32780949 0.39669257 0.3119276 4.21153835 4
142.334011 6.63358431 7.08151841 0.14371091 0.12148769 4.2112792 4
160.573993 7.43176512 7.63944772 0.01287724 0.07685759 4.20982968 4
407.773791 5.84525422 7.45374045 0.78147382 0.22219245 4.20856273 4
259.229651 7.65305513 7.91438597 0.01876737 0.09396966 4.20790431 4
100.099085 6.90601079 6.51132866 0.08605864 0.15032983 -4.2073153 4
39.519633 6.22848517 6.42637009 0.04533898 0.06349267 4.20702759 4

51.0799244 6.01695112 4.58995213 0.27622348 0.44918995 -4.2066547 4
103.890064 5.89971896 6.45910262 0.13373759 0.16349713 4.20651016 4
78.9807549 8.50760794 8.27452836 0.08487029 0.02019545 -4.2059093 4
4.04120033 4.24700564 4.43942571 0.06596182 0.04704315 4.20517853 4
16.2056628 5.23163993 4.97907821 0.02712583 0.11171661 -4.2035925 4
103.305985 7.20285976 6.80721952 0.11106588 0.11694647 -4.2029822 4
393.497576 7.30969412 7.99053403 0.28088676 0.12993609 4.20229726 4
13.0798592 5.81273094 5.62167679 0.05956636 0.04775634 -4.2019467 4
3.72130314 4.99607554 4.48929817 0.15856001 0.0418717 -4.2015323 4
156.154498 6.2110011 6.76775669 0.02902751 0.1801697 4.2011514 4
381.111628 5.69845179 7.34031441 0.78291227 0.24689965 4.20091888 4
2.78905359 6.58794826 3.22394041 0.45951099 0.11443874 -4.2006059 4
45.9681128 6.1970636 5.82406775 0.0874875 0.13873147 -4.2002626 4
466.135683 7.38754531 7.9369605 0.10835699 0.16848184 4.20019411 4
46.3232841 6.1180566 5.53923747 0.14454932 0.17758025 -4.1991948 4
86.827274 5.06840348 5.91909969 0.15173843 0.24755936 4.1991701 4

12.6575078 6.11344857 4.22439486 0.33815804 0.18886419 -4.1990129 4
3.46485287 2.99986909 2.4208661 0.01662733 0.33116424 -4.1987499 4
18.5599647 5.57654109 5.74999134 0.03518794 0.06001536 4.1985544 4
57.4693738 6.22080354 6.60803425 0.16017581 0.0790673 4.19757115 4
196.446814 8.248907 8.0528377 0.05303489 0.06230946 -4.1973567 4
317.712569 7.29930305 7.76660886 0.12207835 0.13446131 4.19715382 4
77.0875082 6.86544902 6.27369796 0.16629071 0.13967624 -4.1966059 4
5.52243554 5.4230201 4.50080939 0.27053376 0.06140518 -4.1950352 4
784.253284 5.78133079 7.69446894 0.47430349 0.33370114 4.19366793 4



210.483417 8.10817098 7.8094302 0.0875506 0.0873348 -4.1936292 4
108.824964 7.49210327 7.8368329 0.1602368 0.04247819 4.19314411 4
12.9370239 5.06433292 5.25858348 0.03577384 0.06671135 4.19205351 4
10.4753123 6.78363673 6.92039088 0.05908234 0.01036732 4.19121343 4
2.30591046 4.74530913 4.56162798 0.06701052 0.02407582 -4.1911458 4
116.515572 7.29101068 6.13986275 0.28478937 0.2402041 -4.1907468 4
13.9985742 4.09733984 4.6912632 0.2433323 0.12846063 4.1904374 4
58.6935184 7.46765723 7.29921162 0.05403371 0.03945231 -4.1899554 4
181.861735 7.21537164 7.6181347 0.15574879 0.08836673 4.18986463 4
93.398941 6.90881796 7.18931554 0.09339552 0.06967613 4.1898032 4

89.2254777 6.86725804 6.50155781 0.08400532 0.12893943 -4.1896065 4
4.04411585 3.94891978 3.51793411 0.11956431 0.12358449 -4.1877362 4
343.906487 8.76057689 8.99863 0.09787789 0.04203836 4.18619611 4
173.842559 7.111606 7.43670174 0.07378235 0.09976949 4.18570912 4
15.2256706 4.91984695 5.20728655 0.08330134 0.08537872 4.18542711 4
622.459568 7.11672052 8.10453401 0.406546 0.19816458 4.18431215 4
1125.89448 5.86206069 8.21183355 1.22046546 0.3074391 4.184193 4
150.735704 6.97740725 7.30100548 0.07492584 0.09909711 4.18317975 4
3.4304083 3.94913833 3.14581578 0.21582937 0.14253799 -4.1829511 4

19.3666073 3.54241233 4.44858834 0.27011318 0.23738364 4.18163057 4
8.05250943 6.10760496 4.23608217 0.39517599 0.11864284 -4.1813483 4
137.136945 6.75059663 7.31588935 0.28036039 0.09356344 4.1812391 4
480.086598 8.49553409 8.76085072 0.07961832 0.07541251 4.18109134 4
71.710389 6.4523979 6.08275667 0.05521428 0.16626769 -4.1810786 4

38.0818771 5.55293748 4.82837594 0.15445905 0.30672161 -4.1808396 4
7.00393067 8.21980775 5.2360093 0.40575957 0.03767029 -4.1803988 4
839.93774 8.68176451 9.01613859 0.08243304 0.10459205 4.17979182 4

5.64019825 4.66115798 4.83812395 0.06053439 0.04516813 4.17962633 4
141.73195 7.90153629 8.32733192 0.20326023 0.03409672 4.17845534 4

855.166191 9.36502686 9.53424391 0.02385055 0.0629567 4.17804747 4
31.1431295 6.64606018 5.08280566 0.35435818 0.1825798 -4.1771995 4
91.6271752 7.50092378 7.14590153 0.11775395 0.07256325 -4.17692 4
569.659019 5.128421 7.50146138 1.23303343 0.28924206 4.17567234 4
197.540512 7.47635209 7.09695186 0.06383099 0.16407946 -4.1745195 4
5.38683866 4.386195 3.51080731 0.23817831 0.16712905 -4.1744712 4
3.13517369 4.60626228 4.43434622 0.05887585 0.03756559 -4.1743619 4
100.457467 6.61895563 5.81445361 0.18815748 0.31907785 -4.1742863 4
203.636957 7.4065516 7.7919312 0.14297021 0.08242624 4.17401303 4
167.610652 6.38720515 6.95242988 0.14180065 0.15670708 4.17389 4
31.4450691 5.2013565 5.55276038 0.03912204 0.12260489 4.17288454 4
77.5428635 5.29064517 6.3717168 0.55138859 0.13484067 4.17252758 4
60.8874536 7.19165958 7.30638986 0.02161257 0.04123063 4.1710284 4
77.9122969 6.83584972 5.57876645 0.30276675 0.31035479 -4.1683739 4
152.009511 6.9636912 7.27205151 0.04944834 0.10500551 4.167176 4
58.2145171 4.48470809 5.41474418 0.05876345 0.24428548 4.16659647 4
83.421709 6.66874957 6.28161967 0.0789979 0.16271932 -4.1663156 4

22.6396609 5.95399128 5.40172483 0.17192327 0.10422377 -4.1659633 4
141.517499 7.24570568 6.7797477 0.11316609 0.15344016 -4.1653585 4



65.9134814 6.62040784 6.346932 0.04376271 0.11353362 -4.1646281 4
3.60094121 4.83282752 4.47181434 0.12044573 0.04162113 -4.164525 4
133.641536 6.72299243 7.08000068 0.08322258 0.11573148 4.1629645 4
10.6383653 4.85350823 4.60701109 0.03479613 0.10294566 -4.162943 4
7.54253042 6.63971462 1.94198486 0.43168111 0.85676877 -4.1582147 4
17.5780981 6.25564382 6.0184388 0.08169877 0.04224922 -4.1579535 4
37.5528367 6.32043323 6.13561947 0.01656458 0.08233912 -4.157787 4
45.3477023 3.93186117 5.53542748 1.13293043 0.18740453 4.15744288 4
2.50560803 4.03529375 4.17760282 0.04553578 0.0388351 4.15727336 4
37.1055041 5.30598688 5.74151378 0.13279528 0.11502518 4.1555888 4
445.661926 8.08430627 8.37392134 0.0353018 0.10536276 4.15504713 4
4.27763748 5.66096687 5.27765115 0.13824758 0.02183192 -4.1545363 4
4.08981944 5.00090681 5.15184809 0.06087647 0.02364103 4.1541059 4
84.7673492 5.39486625 6.29322847 0.4566754 0.15159074 4.15352003 4
545.033095 8.28803843 7.84874995 0.04527382 0.22543748 -4.1527303 4
26.1662697 3.10242093 4.47503354 0.39366849 0.32047951 4.15184718 4
1.13586293 3.13023046 2.78050108 0.11033856 0.07174147 -4.1514129 4
54.552905 6.45056068 6.6843291 0.06905085 0.0672478 4.15134342 4

41.0123375 6.18414626 5.41845401 0.22298318 0.18967824 -4.1512619 4
35.6687125 5.17225998 5.56503842 0.03076282 0.14065581 4.15088947 4
34.7141912 5.8771925 5.01596612 0.21291702 0.22421789 -4.1495782 4
3.68070118 4.76598617 3.49167249 0.34144618 0.10891087 -4.1477919 4
40.2977529 5.50893141 4.63697724 0.18412721 0.3478341 -4.1476015 4
89.7152918 6.49953594 6.08927316 0.02395551 0.19480514 -4.1471676 4
32.9306705 5.60925351 5.23382874 0.04336671 0.17598236 -4.1471288 4
345.458829 8.66578504 8.88421378 0.0804526 0.04769622 4.14694948 4
50.258062 6.08078485 6.42400827 0.12313441 0.0832871 4.14693373 4

145.326885 5.88468772 7.34578216 0.90528358 0.09629813 4.1456404 4
25.0388245 5.08808335 5.39933922 0.01199415 0.10997876 4.14365122 4
32.7652994 4.92596262 5.44769491 0.15761086 0.14268322 4.1432043 4
9.9192935 5.57532099 3.14071386 0.42657358 0.46755964 -4.1425357 4

235.829534 7.39575225 6.76021665 0.13144272 0.29382374 -4.1418486 4
114.853283 7.24360796 7.43302198 0.03109738 0.06773708 4.14069764 4
269.760016 7.41062038 7.91932911 0.20954333 0.09575149 4.1406954 4
35.9024298 6.72315733 6.86036313 0.04325131 0.03796066 4.14014034 4
378.183712 6.67173328 7.48781686 0.22611272 0.2229905 4.1394298 4
40.5921789 6.39548028 6.68884643 0.12681881 0.05049247 4.13934607 4
7.99873298 6.29317472 4.81985367 0.30836413 0.06565639 -4.1388639 4
158.322247 7.08721686 6.55025538 0.10771865 0.21178219 -4.1384581 4
1.68430836 3.99558848 3.84461241 0.04999972 0.03626452 -4.1382084 4

45.32053 5.83485854 5.1469207 0.15677991 0.28112441 -4.1369119 4
20.531003 5.3316024 6.14985249 0.46245588 0.04329841 4.13617634 4

136.006293 7.01621855 6.33217705 0.16915017 0.23686817 -4.1360156 4
20.4945931 5.72334894 5.35427362 0.10833676 0.09957369 -4.1351792 4
18.6326037 8.44694471 4.2333 0.47618322 0.25368938 -4.1325965 4
181.271427 7.3660792 6.77255399 0.14201783 0.19578983 -4.1323388 4
33.9744251 6.08423541 6.45845343 0.16587756 0.05301747 4.13157125 4
41.576663 6.07466749 6.34701093 0.09068915 0.07195302 4.13122829 4



63.5769572 7.42553223 6.51014581 0.23957677 0.09457839 -4.1311755 4
122.341888 6.78846268 6.23490449 0.11073091 0.25290769 -4.1309438 4
3.06802947 4.73186195 4.21153839 0.18039044 0.04531111 -4.129868 4
147.337717 7.24283543 6.51845764 0.18829664 0.20970598 -4.1297589 4
87.4821385 7.08022344 6.82086411 0.05956294 0.0967613 -4.1292057 4
116.38323 6.73209998 6.04899522 0.14411854 0.29569941 -4.12885 4

677.495787 8.55883576 8.91327719 0.11770139 0.09275495 4.12699487 4
6.80530036 4.34650425 4.53740877 0.01339969 0.07231583 4.12608143 4
23.2339557 5.29850566 5.64985809 0.13277451 0.0824269 4.12597087 4
187.816952 7.80834746 8.09966337 0.12195166 0.05655651 4.1251799 4
21.6523952 4.06597779 4.94743727 0.46948266 0.15535823 4.12490099 4
21.6523952 4.06597779 4.94743727 0.46948266 0.15535823 4.12490099 4
67.935708 6.06917043 6.38740016 0.02840923 0.11055641 4.12357514 4

666.262906 5.57181947 7.50233632 0.38064062 0.33142735 4.1232059 4
12.5233494 4.39470116 4.70857275 0.02879697 0.11355995 4.12253132 4
68.9425239 6.68904274 6.41438848 0.05081599 0.10965359 -4.1219896 4
21.3664489 5.27099315 5.6416067 0.15690553 0.07506437 4.12098483 4
122.83659 6.61651102 5.91725172 0.12442984 0.35005363 -4.119448 4
88.061363 6.60437372 6.9300296 0.1124262 0.0870108 4.11916524 4

20.4571838 6.02824917 5.68617773 0.11041134 0.07063155 -4.119132 4
20.5872084 3.98638234 4.64067598 0.1087946 0.19365121 4.11621588 4
11.5540514 4.69403015 4.21337329 0.12287996 0.16455992 -4.115501 4
741.218345 7.45799614 8.1488476 0.05985684 0.2182917 4.11363231 4
5.68329413 5.12599528 4.85750882 0.09402521 0.04381686 -4.1134123 4
29.3737226 6.75969102 6.4581809 0.10792903 0.04665849 -4.1131215 4
6.03817277 4.78065744 5.02604858 0.10497107 0.03978344 4.1115691 4
13.5396507 4.89663327 4.53317352 0.07637652 0.14341563 -4.111351 4
49.639279 5.77595186 6.2563623 0.21139527 0.09502995 4.11040422 4

14.3068845 5.24284566 4.80958492 0.13033954 0.11589527 -4.1074603 4
154.126392 7.33270752 7.65724017 0.12825878 0.07405837 4.10737466 4
7.19916241 4.69546839 4.43345917 0.07015134 0.08693631 -4.1072715 4
98.5339799 6.04623179 6.56519232 0.16831921 0.14025575 4.10713898 4
6.79982643 4.48114697 3.56661126 0.26519229 0.20227707 -4.1069659 4
37.0304358 7.13410512 5.11333374 0.38650005 0.21771492 -4.1066518 4
25.6629388 5.96394146 5.63318497 0.09861208 0.09041708 -4.1064517 4
285.860478 6.91888666 7.48123414 0.14707665 0.16226204 4.10492964 4
1253.85323 6.26379429 8.28410636 0.95304497 0.28842647 4.10362475 4
449.734356 7.76431361 8.58707437 0.52212418 0.08208094 4.10317536 4
22.8707137 6.10073976 5.78030886 0.10499018 0.06991138 -4.1029753 4
180.938516 6.29438107 6.95362841 0.2179087 0.17253252 4.10133003 4
65.5128519 7.27517904 7.11656139 0.04244753 0.05245498 -4.1010533 4
11.9874934 5.43415123 5.55966101 0.02187502 0.0458446 4.09989522 4
60.4109839 5.66468068 6.21571001 0.23762831 0.11660218 4.09987674 4
51.6802782 6.00743588 5.41948343 0.14113255 0.23543028 -4.0985783 4
85.2106372 6.61335034 6.90264583 0.08514904 0.08751107 4.09852756 4
491.950512 8.45033137 8.73060076 0.089135 0.08099944 4.09828428 4
16.9086664 5.64598234 4.99806535 0.18908886 0.11748985 -4.0980913 4
404.355421 8.50436426 8.00854787 0.1483049 0.13087036 -4.0976815 4



36.9722582 5.6461768 5.13883477 0.10260525 0.21207064 -4.0967471 4
41.3795334 5.92116787 5.41976586 0.1206643 0.17463153 -4.0962699 4
186.510848 8.01770298 8.18082355 0.04265452 0.05157143 4.09598331 4
10.0788052 4.5333075 4.11655913 0.09333335 0.16956999 -4.0959151 4
45.3527589 4.11128785 5.24799056 0.48685285 0.23298448 4.09440197 4
5.71451225 4.38185497 3.92470977 0.13816533 0.11236338 -4.0939794 4
4.10409162 5.62735814 5.26644884 0.13326135 0.02105756 -4.0939027 4
12.5502763 5.07504659 6.56327397 0.99283923 0.01765963 4.09296974 4
54.0551763 4.9519941 5.62219355 0.15561802 0.19531757 4.09240769 4
6.02824105 6.24737228 2.2198663 0.4662841 0.54434991 -4.0915655 4
162.797211 7.07900867 7.35997733 0.0238245 0.10286474 4.09098081 4
5.48154776 5.1297776 2.74914156 0.37485511 0.37572935 -4.0906562 4
130.559126 7.50464553 7.68064961 0.03886369 0.05943604 4.0901101 4
3.85067454 5.39268166 0.57192408 0.45906697 1.81465497 -4.0897042 4
44.433942 5.94477376 5.21243553 0.17780951 0.23787506 -4.0896832 4

13.8157309 4.67914837 4.08803747 0.14092107 0.23380167 -4.0895192 4
278.054938 6.91367572 7.49873558 0.19650003 0.16003017 4.08789503 4
34.2326682 5.29260472 5.72957749 0.15838278 0.11355472 4.08672672 4
13.5447449 4.92658939 5.17263814 0.06785619 0.07660354 4.08597827 4
41.9091343 7.30881192 6.74812083 0.18176158 0.04964838 -4.0857918 4
89.6707547 4.84048904 5.8837077 0.31127327 0.23740862 4.08552455 4
320.809026 7.72305434 8.03670507 0.06712672 0.10304025 4.08532245 4
164.965983 5.98678487 7.63341083 1.02397406 0.08101298 4.08473966 4
57.4548017 6.69297484 6.91116841 0.07366705 0.05818142 4.08444138 4
56.3593704 6.67208221 6.9119246 0.09088237 0.0555484 4.08408443 4
99.0730453 6.18676441 5.40884889 0.08158091 0.38974841 -4.0840248 4
235.774437 8.09964223 8.52883751 0.20429435 0.04641579 4.08300518 4
21.0719479 4.80769323 5.17820172 0.08716752 0.11585064 4.08067695 4

96.85792 5.29728682 6.14403426 0.28929112 0.21966576 4.0803204 4
8.23582566 4.74891792 4.91244261 0.02618728 0.06093861 4.08031929 4
520.697886 8.31936735 7.71293521 0.1425518 0.22899011 -4.0792262 4
48.0515799 7.50779645 7.0722958 0.15703352 0.04051888 -4.0787847 4
291.343036 8.16913022 8.67765824 0.25158839 0.04945605 4.07856845 4
26.439783 6.03437199 4.84761949 0.31359564 0.21625302 -4.0783513 4

80.2060895 7.84171085 6.19267935 0.39794548 0.17158145 -4.0782062 4
273.145031 7.76480885 7.39887416 0.05284699 0.17331228 -4.0780619 4
5.86365382 5.75195969 5.82779063 0.02777685 0.01732562 4.07791564 4
243.03548 5.92325773 7.26245457 0.72684626 0.17874037 4.07749099 4
97.360713 6.77026653 7.03076378 0.06157401 0.08727338 4.07737315 4

16.4829375 4.92248808 5.31550986 0.16996224 0.08021497 4.07676261 4
85.7613441 6.81171403 6.32707258 0.1385048 0.15110106 -4.0762087 4
516.289301 8.07455965 8.46209051 0.11733614 0.10571972 4.07541606 4
172.568814 7.74562827 7.90897916 0.01487143 0.06360751 4.07231602 4
850.75013 7.22886504 8.29963408 0.47761932 0.22415342 4.07178408 4

5.58123275 3.34719195 3.87193992 0.20344454 0.11815014 4.07037612 4
2.53877986 3.61626614 3.20979651 0.12864489 0.10065534 -4.0688243 4
18.850234 4.64052244 4.99812129 0.038447 0.12684618 4.06880407 4

75.1901858 5.3619186 6.2076823 0.45193616 0.14819122 4.06747268 4



118.674299 7.47014948 7.63882348 0.03957791 0.05634813 4.06732505 4
118.674299 7.47014948 7.63882348 0.03957791 0.05634813 4.06732505 4
20.494065 5.97569447 5.76704507 0.06201641 0.06443653 -4.0664963 4
377.74682 8.75164029 8.94610353 0.06800564 0.04862878 4.06594678 4

65.8494254 6.78886976 7.1999984 0.18743832 0.04960738 4.06586045 4
135.196097 6.6413857 7.17137352 0.22957286 0.10243281 4.06533164 4
9.3378117 4.88699974 5.06770136 0.04639379 0.05923619 4.06462293 4

174.009605 7.03883397 7.34408643 0.0240157 0.11290245 4.0640859 4
230.033703 8.08190727 7.70361532 0.11109562 0.10688549 -4.0627232 4
298.538746 8.58362375 8.41261806 0.03675949 0.0650516 -4.0624709 4
3.66294512 6.8064033 2.9382397 0.41610948 0.19651084 -4.0598784 4
141.717825 7.32613385 6.95674898 0.09132286 0.1387617 -4.0597652 4
112.780063 7.01712634 7.47841058 0.2290586 0.06314128 4.05900933 4
147.956441 7.38329787 6.83395453 0.15448951 0.15210729 -4.0578637 4
7.0981242 4.19571043 2.2392202 0.3646509 0.84105963 -4.0578367 4

51.7402462 4.79859434 6.07410322 0.71187309 0.12042682 4.05780523 4
18.1126374 4.81916411 5.14995848 0.08560288 0.10335927 4.05755011 4
28.4449883 5.93976507 5.49268873 0.13171222 0.120924 -4.0575302 4
35.2035621 6.10967901 5.86427006 0.04941074 0.0973374 -4.0571729 4
63.1468798 6.33805289 6.84202252 0.23316014 0.0663005 4.0569137 4
60.1865061 6.11265557 6.63009608 0.23575179 0.08125894 4.0566743 4
112.741597 7.51510312 7.73419469 0.08269102 0.0497365 4.05569458 4
96.5640853 6.78369827 6.47039349 0.02678978 0.15383136 -4.0554504 4
153.84626 7.27453003 7.56128451 0.09402302 0.07898274 4.05455593 4

69.0112171 6.57265159 6.79780158 0.04979622 0.07756963 4.05370315 4
140.570192 6.66725945 6.0563194 0.05862451 0.3103627 -4.053671 4
212.07539 7.97345642 7.00264563 0.24465156 0.19275793 -4.0529358 4

286.521858 7.55196504 8.0733452 0.22705431 0.08703383 4.05259728 4
66.0843825 7.4110516 7.52948595 0.03579943 0.03579198 4.0519808 4
343.746925 7.44235962 7.8402684 0.06607099 0.14038938 4.05163948 4
315.711616 8.04753271 8.4731143 0.19273564 0.06509034 4.05121671 4
13.4018886 4.63854894 4.23968497 0.0453858 0.20298652 -4.0497878 4
16.4774743 4.66694096 3.69992875 0.20274142 0.45246307 -4.0496792 4
9.10287532 5.30079089 5.50492132 0.08672722 0.0369716 4.04836766 4
30.4863208 6.80553165 6.47908664 0.11414392 0.04726364 -4.0476406 4
114.693518 7.68752286 7.86262929 0.06280123 0.04460445 4.047503 4
78.6814619 4.40317276 5.99712378 0.92996757 0.20126131 4.04719742 4
490.160144 8.23516472 8.59197515 0.12429404 0.08858597 4.04708923 4
25.4030288 6.22798483 6.04453309 0.05082213 0.05948528 -4.0468817 4
54.5581791 4.89497834 6.17728258 0.83716759 0.11592784 4.04539064 4
3.72267005 4.35158548 4.15649797 0.05962355 0.05914487 -4.0449929 4
227.559304 4.20244216 6.41335178 0.84017191 0.3362002 4.04442592 4
9.68906219 4.48560953 4.76954047 0.08772707 0.08131021 4.04117742 4
0.48786895 1.90988084 2.25413155 0.16095823 0.05158327 4.040706 4
363.506784 6.16108562 7.26557473 0.44086678 0.27015723 4.04055494 4
10.3947251 5.26839686 5.02886591 0.07278546 0.06914487 -4.0397357 4
24.4070187 7.80890806 4.25255098 0.4631282 0.36186257 -4.039652 4
5.30178759 3.81122973 3.42009229 0.06961194 0.1677643 -4.0382912 4



38.1301052 7.5445213 6.5618699 0.25555943 0.05433068 -4.0382866 4
87.9262586 6.73451351 7.15632709 0.19693493 0.068501 4.03787062 4
309.793637 5.87054136 7.09778901 0.47311887 0.24822573 4.03656141 4
335.40607 7.63786084 8.17114872 0.23103564 0.09588116 4.0364101 4

12.6232714 5.39100036 5.22495727 0.03078635 0.06910218 -4.0360554 4
25.2416303 3.89364786 4.98091518 0.67646808 0.1703602 4.03599383 4
34.171812 6.84380407 6.52669841 0.1108599 0.05049109 -4.0354366 4

120.270073 6.42874502 6.8070219 0.05155509 0.13461558 4.03532617 4
134.993664 5.45124231 6.41367448 0.41576183 0.23277268 4.03506439 4
418.14018 8.40959723 8.61577514 0.03393207 0.07443945 4.03473232 4

44.7078377 6.33455044 5.93826539 0.11284323 0.11910684 -4.033431 4
25.8122293 5.89231535 5.64313295 0.06074359 0.08953761 -4.0334099 4
62.9603349 6.23684487 5.52633602 0.18184231 0.24677822 -4.0331275 4
105.667441 6.79278882 6.07123857 0.18011743 0.23604005 -4.0330081 4
55.9183368 7.03496511 6.5133772 0.17906127 0.08300981 -4.0327286 4
17.9197428 5.58680881 5.75276662 0.03940936 0.05637377 4.03264308 4
866.477775 7.67753946 8.32378245 0.01135845 0.19909119 4.03173504 4
91.239579 7.30146756 7.49740662 0.07077674 0.05106721 4.0304601 4

392.921066 6.66326817 7.61479379 0.39300714 0.1912246 4.02971923 4
53.9182664 6.40717353 6.12782829 0.0523159 0.12099728 -4.0294714 4
98.7694084 6.76418571 7.00458199 0.03118069 0.09052824 4.02929432 4
414.922147 8.10488301 7.54123651 0.12891312 0.23206534 -4.029139 4
78.6928675 6.83934218 5.16020509 0.35301478 0.39685537 -4.0282204 4
39.0437158 7.93330616 7.47348135 0.15441371 0.02230925 -4.0272242 4
2.23084017 4.19394133 3.83650558 0.13064904 0.04856072 -4.0272116 4
44.4579401 5.35429365 5.75313129 0.04550525 0.14581721 4.0269942 4
4.79143849 5.03113585 5.16504549 0.05290174 0.02721364 4.0266494 4
21.7884232 4.13869464 4.80307885 0.20266391 0.17363678 4.02604181 4
88.7489843 7.27611206 7.06705671 0.05197737 0.07708269 -4.0258389 4
345.254008 7.11859168 7.63771386 0.10467257 0.15863749 4.02530149 4
96.498013 6.5846367 6.86923558 0.05179817 0.0991464 4.0238576 4

31.0702911 6.9283936 6.81283484 0.03603092 0.03415466 -4.0235529 4
15.5248773 4.90587835 5.1546477 0.04335807 0.08781222 4.02310327 4
3.45006689 4.92857781 3.7938129 0.28866813 0.07602792 -4.0225331 4
49.8752727 5.97067426 6.46701902 0.23332406 0.075784 4.02228074 4
64.2113087 6.2778101 5.8016532 0.10820964 0.20459367 -4.0219006 4
15.7522436 4.94441946 4.6310994 0.01702859 0.14980367 -4.0218935 4

10.94479 5.31671856 5.07814894 0.07280612 0.06925275 -4.0215955 4
2.46861605 5.02139434 4.70454129 0.11511187 0.02241061 -4.0215775 4
10.1572508 4.64687139 3.65396126 0.25853232 0.27268108 -4.0212591 4
241.412459 6.48227247 7.20426259 0.28185561 0.1850391 4.02083784 4
145.635446 8.42298 8.0689942 0.12235705 0.04504175 -4.0183202 4
25.6424099 4.4022058 4.99653711 0.16894853 0.16845655 4.01816312 4
447.230647 8.03808126 7.58086548 0.05395257 0.21521323 -4.0162459 4
18.4063613 6.08589656 6.54677214 0.22589954 0.02630965 4.01619447 4
5.64483773 4.45538318 4.69899935 0.10039859 0.05210708 4.01578797 4
107.612799 5.51719943 6.27889225 0.25452662 0.20428779 4.01558991 4
176.25968 5.98322603 6.73525978 0.19532327 0.19732174 4.01503886 4



94.6746543 7.09996349 6.76841918 0.09092846 0.10642956 -4.0137422 4
287.973333 7.81375595 8.08742275 0.07282181 0.08885765 4.01306689 4
65.794708 3.68071517 5.29118277 0.55976978 0.35858825 4.01197145 4

890.519916 8.87022867 9.2740108 0.16364104 0.08356286 4.0118062 4
5.54311374 3.41878954 3.79290741 0.08095219 0.12153045 4.0116631 4
133.756812 6.88993614 6.48400788 0.03226568 0.21596262 -4.0111502 4
65.9563356 6.17546493 5.74233306 0.05436199 0.2187488 -4.0105952 4
110.760694 7.71867218 7.17573242 0.17401465 0.0863867 -4.0091401 4
17.0410146 4.32433136 4.84312536 0.19669455 0.13937746 4.00881936 4
1.6389406 1.62982713 2.23348704 0.16771487 0.17084425 4.00841742 4

5.17779154 4.66408704 4.79354062 0.03431115 0.04340106 4.0079043 4
424.774826 7.3829771 8.00937441 0.27877101 0.13929055 4.00717803 4
63.372532 6.99246934 6.78484545 0.05691494 0.07185669 -4.006919 4

143.150205 7.23093569 7.4998011 0.08442149 0.07946917 4.00684389 4
321.146748 7.60937435 6.91005331 0.14678905 0.33513702 -4.006564 4
58.4068252 5.48255897 6.81608389 0.79150811 0.06388689 4.00578784 4
557.52207 4.03217961 7.15921053 0.65524439 0.38684891 4.00438598 4
11.592153 5.45124792 5.2073213 0.0807685 0.06437477 -4.0035807 4

364.238847 8.18928171 8.45190086 0.08357815 0.07909173 4.00285217 4
124.015441 6.30572225 6.97614666 0.31495345 0.11874106 4.00122511 4
58.5231788 6.50411539 6.81240217 0.12386115 0.06387386 4.00102793 4
17.9480986 5.41795605 5.70874464 0.12219442 0.06054205 3.99903097 4
0.63309953 1.05097544 1.80608161 0.39571095 0.10554392 3.99779564 4
102.295794 5.71211968 6.29680118 0.10174077 0.19501832 3.99754917 4
9.27438025 4.27761158 3.56700011 0.18766557 0.27428424 -3.9972329 4
126.61925 7.35155701 7.02153277 0.09209697 0.10942189 -3.9957482 4

14.4534151 4.56462207 4.8998057 0.08651013 0.11097453 3.99571896 4
29.9030509 6.50319316 6.23990378 0.08870615 0.05921124 -3.9952119 4
29.716449 6.54598785 6.43965883 0.00819627 0.04807733 -3.9948748 4

141.083933 7.97587038 7.40217992 0.18642399 0.08818182 -3.9947503 4
147.131448 7.12031462 6.65864271 0.1026359 0.19050286 -3.994301 4
667.521123 7.56490037 8.14866407 0.06936547 0.19317928 3.99419103 4
237.434142 7.70375939 6.96366104 0.20508168 0.23566712 -3.9932311 4
4.44788695 3.95337147 3.54642111 0.12179011 0.1237369 -3.9920903 4
116.430028 6.76250019 7.08285915 0.09563671 0.09652604 3.99178612 4
37.3256186 6.12791963 5.74109189 0.11683128 0.11786677 -3.9911597 4
4.11121607 5.06426382 5.1887515 0.05028484 0.02297758 3.99103404 4
4.11121607 5.06426382 5.1887515 0.05028484 0.02297758 3.99103404 4
8.11776705 4.89516287 4.55954646 0.11138355 0.084268 -3.9907126 4
99.2102194 6.98869468 6.67665629 0.07123404 0.1232717 -3.990385 4
6.52457338 4.91040351 4.23326937 0.22538533 0.09357026 -3.989692 4
333.359238 7.28193344 7.80722561 0.18637741 0.1405565 3.98932573 4
184.934002 6.90190858 7.30936511 0.11819504 0.11961798 3.98841774 4
79.2631477 5.25579618 5.92465152 0.09245561 0.20430853 3.98784193 4
251.648629 7.03209037 7.51838186 0.1546121 0.13137105 3.98783183 4
109.073683 7.43540286 5.82706685 0.35969826 0.29253163 -3.9873107 4
127.085435 7.5486676 7.1588745 0.1264095 0.09915646 -3.9867299 4
44.7378339 5.903107 6.34754809 0.21223445 0.07931335 3.98560263 4



5.97392886 7.43926914 6.86226317 0.18623354 0.00624072 -3.9855747 4
229.312119 7.96274609 7.60096256 0.10659738 0.11840419 -3.9846334 4
13.8722887 4.86945809 5.14719594 0.08919062 0.08252459 3.98451259 4
55.9135126 4.90079292 5.61078019 0.18397489 0.21168483 3.98444884 4
4.16666144 4.91687244 3.75750464 0.32083829 0.09484867 -3.9831265 4
492.084759 7.9362125 8.28745194 0.05940408 0.12047189 3.98222107 4
24.1103546 4.20676593 4.8202135 0.11091573 0.18378074 3.98208038 4
10.4766272 4.87086184 4.34440477 0.16126998 0.13352265 -3.9814917 4
239.501857 8.03035183 7.37101348 0.1939621 0.1480415 -3.9803507 4
15.8503709 5.42804568 5.7694443 0.15878542 0.0492683 3.97991124 4
78.1237964 7.23797267 6.70636217 0.16848394 0.09578635 -3.9786868 4
29.1829438 6.46096907 5.77936038 0.20982314 0.0911418 -3.9773187 4
191.806334 5.47615729 6.50697531 0.13659103 0.28249079 3.97685132 4
73.3520875 3.58100032 5.32446529 0.50257401 0.36937671 3.97607817 4
109.725974 4.63365553 5.91825773 0.39233579 0.27477849 3.97528406 4
12.0402365 4.71812801 4.30432422 0.09688796 0.15526501 -3.9752098 4
9.68927174 6.76841228 3.44846563 0.40279031 0.33067355 -3.975123 4
303.928357 7.65854611 7.99085468 0.09599859 0.10031219 3.9743184 4
512.528744 8.25690346 7.74413522 0.1128743 0.20878345 -3.9740717 4
2.93628331 3.03778135 3.31998735 0.03133611 0.10629103 3.97332492 4
7.02442832 4.82105484 3.69463375 0.29777895 0.17640841 -3.9730068 4
79.4473395 7.35074539 7.61282887 0.1176956 0.03897639 3.97271214 4
91.1223123 6.75132028 6.25565918 0.12918688 0.16861921 -3.9713604 4
4.22652005 4.81398718 5.00795517 0.08783791 0.02829434 3.97132339 4
166.648704 7.14996714 6.68687194 0.08912278 0.21010049 -3.9707946 4
12.1103853 4.68254355 4.94175018 0.06579775 0.08860544 3.96940036 4
9.52053808 4.60628464 4.81499072 0.0375907 0.07603384 3.96887144 4
37.5963835 4.70859442 5.5082158 0.3820615 0.15176526 3.96841081 4

9.264639 5.93922685 5.02064786 0.2498581 0.06042471 -3.9682431 4
80.0701417 6.33146631 6.78109755 0.19208838 0.08864154 3.96791709 4
59.8681016 6.61100374 6.11755595 0.15468839 0.13649311 -3.9674403 4
128.47668 6.59951137 7.11113158 0.23897491 0.10462237 3.96501039 4

4.74828393 3.81600989 3.4323517 0.0886771 0.14963026 -3.9636551 4
3.08318472 6.84286039 7.06336343 0.10305735 0.00263911 3.96342786 4
3.08318472 6.84286039 7.06336343 0.10305735 0.00263911 3.96342786 4
21.481026 5.88577885 3.32775346 0.40944087 0.66706492 -3.9627097 4

1.40537762 2.51564212 2.06652398 0.10954443 0.16948956 -3.9624165 4
46.6164206 6.18608579 6.51578524 0.14220844 0.06910999 3.96156696 4
34.3957036 5.23269264 5.63296344 0.11550904 0.12621805 3.96156315 4
232.063787 6.86623642 7.40623248 0.18727011 0.1406371 3.96067274 4
25.0059352 6.51305718 7.1245719 0.3469616 0.02009202 3.96056714 4
6.05007366 6.82641568 6.7080265 0.04940426 0.00739916 -3.9604852 4
34.532817 5.41315099 4.78191585 0.13355505 0.2924363 -3.9598637 4

8.96448451 6.12985898 6.34916879 0.10180757 0.01560243 3.95926439 4
93.1044836 7.27755519 6.51121137 0.24808978 0.13424438 -3.958402 4
60.2940176 5.21665028 5.89107681 0.24396501 0.16452575 3.9578853 4
181.434841 7.92230357 7.48777692 0.13604552 0.09861785 -3.9576831 4
12.9859226 5.18006254 5.36055166 0.04733834 0.06205862 3.95729258 4



4.2024448 3.81727736 4.05198679 0.07162429 0.07299296 3.9563702 4
50.2622488 5.6182016 4.75253918 0.16809653 0.41378907 -3.9561805 4
1.77225495 4.46197314 4.26736246 0.07410169 0.02467105 -3.956048 4
153.465143 6.53609946 4.54947342 0.28851425 1.37936334 -3.9560332 4
39.2093002 4.99912954 5.58430436 0.22053875 0.15290534 3.95598041 4
46.0709541 5.6921625 4.84223272 0.20474057 0.34626477 -3.9553647 4
92.5693154 8.57796052 8.29807227 0.10653994 0.02315969 -3.9551254 4
681.818502 6.15334878 7.67132704 0.52928359 0.29199146 3.95500369 4
110.952395 6.80033827 6.41949417 0.0552518 0.18970301 -3.9543791 4
0.77419105 2.04072063 0.2419857 0.3854934 0.61773429 -3.954283 4
95.6394647 8.04612472 8.35821704 0.14798693 0.02254802 3.95427019 4
436.10616 5.51244116 7.63131517 1.34932981 0.22083954 3.95400889 4

21.9581059 5.13942806 5.40598235 0.04206436 0.10124439 3.95359912 4
6.67643188 4.80028943 4.46643059 0.11669512 0.07634356 -3.9528485 4
239.970184 5.45425427 6.9810852 0.82443423 0.22755219 3.95279372 4
21.4098862 5.35559892 4.91347395 0.12286842 0.16366016 -3.9527144 4
305.170569 7.97874752 8.3323234 0.15689048 0.07419841 3.95259311 4
1052.95144 8.35729265 8.81326659 0.0734803 0.14980888 3.95217857 4
156.668506 5.64929972 6.69439151 0.47671014 0.19361611 3.95142055 4
10.2060818 4.38578601 4.64055674 0.02198361 0.10007069 3.9511571 4
70.5632155 5.60069725 6.0831065 0.0899903 0.15531744 3.95016771 4
239.414912 7.56035609 7.03956715 0.12783304 0.20588648 -3.9495711 4
7.69669713 4.79525448 4.93646097 0.02075683 0.05446871 3.94859192 4
11.7574918 5.34811092 5.09814489 0.0815242 0.07330201 -3.9483165 4
0.56453134 1.95158057 1.46445421 0.14616118 0.1310684 -3.9479054 4
17.6802865 3.29964668 4.31214903 0.44149373 0.2345381 3.94784019 4
240.613462 7.81680714 7.2761118 0.15016617 0.16966678 -3.9468531 4
11.0669354 3.72527586 4.25500089 0.16290238 0.16274247 3.94584775 4
15.4002596 5.07873154 5.37218727 0.11672031 0.07278233 3.94522949 4
28.4694662 5.9142929 5.41105322 0.15255367 0.13166148 -3.945163 4
536.685644 8.41042002 8.82108512 0.18830896 0.07914227 3.94451992 4
15.1783419 5.60175799 5.30560404 0.09578981 0.07623708 -3.9432871 4
187.063278 7.36096884 6.91925509 0.09738249 0.17514448 -3.9415189 4
124.432573 6.53537125 6.9486523 0.13891603 0.11842767 3.94090263 4
1.9283405 7.18300669 2.45720408 0.45808043 0.16516961 -3.9407471 4

59.8929786 6.98946857 7.24315862 0.10940654 0.04314112 3.9399257 4
202.81822 7.56817039 7.27606155 0.03196479 0.13474245 -3.9389069 4
71.245219 7.27041772 7.05988915 0.06778322 0.06193466 -3.9377769 4
260.22488 8.09522718 8.2879647 0.05051778 0.06424021 3.93692468 4

43.5984535 6.14048257 6.45522359 0.132891 0.06814015 3.93610971 4
194.997355 4.91824495 6.33553753 0.21877458 0.35097705 3.93566214 4
173.277305 7.2382036 7.54407352 0.09697413 0.09177417 3.93524999 4

68.68366 5.78160707 6.20738552 0.10239565 0.14182438 3.9351161 4
25.4675466 6.9357061 6.87693224 0.00364386 0.02629932 -3.9347743 4
35.1399254 5.18326982 5.57435384 0.08118898 0.13369491 3.93442021 4
4.73320165 5.67517978 5.23222622 0.15962822 0.02545834 -3.9338835 4
42.0296387 7.22382866 7.01349611 0.07683886 0.03803655 -3.9323752 4
11.3184885 5.08941771 1.94068224 0.39524194 1.08998977 -3.9320268 4



47.5873865 6.17441755 5.51861835 0.20024345 0.18072175 -3.9311159 4
20.1880321 5.42915332 5.12695553 0.07221503 0.11618898 -3.9310323 4
79.5998145 6.68884566 6.99215826 0.12318239 0.07230008 3.92890462 4
77.248812 5.20550369 6.29031543 0.77644216 0.13741709 3.92748163 4

2.38801502 2.33449697 2.82139041 0.15181834 0.13824668 3.92739972 4
98.7124775 7.17829392 7.33477124 0.00403009 0.06360604 3.92626619 4
271.868816 8.20730502 8.54669371 0.15166629 0.0520314 3.92616172 4
209.945224 7.74111089 6.93048982 0.24933027 0.19329294 -3.9258589 4

158.559 6.65890623 7.23759168 0.25111615 0.11028519 3.92506361 4
76.8657787 6.1382468 6.60646593 0.21063153 0.10174484 3.92405811 4
32.3335742 7.04213841 6.567754 0.16533269 0.04508987 -3.9240122 4
147.42711 7.137917 6.74914705 0.0764521 0.16427126 -3.9235225 4

8.86246404 4.95560411 2.73903087 0.44169055 0.48393028 -3.9232075 4
338.349761 8.21655528 7.6291223 0.18119847 0.16963368 -3.9228098 4
22.4787008 5.19097855 5.72208316 0.28133605 0.07349955 3.92276053 4
156.357008 7.36950534 6.23023163 0.30846083 0.32853446 -3.9226824 4
517.712503 7.68626149 8.16542352 0.14081376 0.14460861 3.92248741 4
80.2030048 5.41127361 6.02880979 0.13931598 0.18451062 3.92219536 4
54.8079245 7.63416566 6.73232954 0.28852729 0.06612691 -3.9221398 4
105.743909 5.37187273 6.20715916 0.29661285 0.20025919 3.9219189 4
294.113711 7.20200505 7.68323491 0.16859722 0.14048099 3.92183495 4
19.0348015 4.46678806 4.87525749 0.0598133 0.14258404 3.92183285 4
264.966025 8.4504675 8.72540706 0.12556621 0.042498 3.92151624 4
4.86582626 5.00285892 5.14294079 0.05655704 0.02827747 3.92046233 4
17.8728301 5.21860923 5.47078804 0.08118094 0.07661178 3.91976478 4
76.5149938 6.83280305 7.28289618 0.22194316 0.05274793 3.91955729 4
128.131035 6.89234996 5.02502643 0.35367393 0.67800069 -3.9191881 4
251.08126 7.93567613 8.15193707 0.05771231 0.07302183 3.91771829 4
18.869741 5.48276895 4.3435082 0.27942314 0.23232415 -3.9170729 4

28.9510571 4.38275759 5.37503368 0.5980175 0.1354582 3.91633716 4
258.63299 6.05826752 6.92731444 0.16375205 0.23533342 3.91604636 4

172.188551 7.3805479 7.09274143 0.01460232 0.1474169 -3.9158175 4
8.09356277 3.96867025 4.29206353 0.07674578 0.11043679 3.91386656 4
681.90125 7.92540821 8.47820788 0.20858527 0.14110551 3.91292906 4

285.892072 7.529451 6.34250818 0.24656467 0.43919281 -3.9125728 4
135.975041 7.01782536 6.48830411 0.13244343 0.1946249 -3.9125478 4
77.931161 6.03817074 5.35458264 0.09741699 0.35089194 -3.9124666 4

3.41777661 6.95042134 3.67051128 0.48881632 0.08906644 -3.9122728 4
131.150671 8.2753496 8.07200438 0.07364828 0.0410988 -3.9120173 4
222.938917 4.75761713 6.43908314 0.50670174 0.38513519 3.9109509 4
7.49440404 3.82198998 4.17640562 0.0968934 0.11265069 3.91062478 4
42.8801188 5.70601323 5.09743905 0.13996315 0.24260087 -3.9104185 4
20.7914986 4.28604479 2.225027 0.20341719 1.30182929 -3.9102806 4
376.122838 6.38420053 8.03163404 1.02965325 0.12137705 3.91003637 4
56.9548788 5.7655448 6.10940102 0.04748108 0.12378678 3.90965726 4
90.4046284 8.55239092 8.35234934 0.08112738 0.02132763 -3.909623 4
13.6349308 6.73066646 2.50587744 0.43271896 1.32086479 -3.9095986 4
6.20242543 4.48758314 4.12374683 0.11777518 0.10013707 -3.9093472 4



49.1489859 5.47808697 5.88028019 0.0846645 0.13217495 3.90870184 4
15.9805856 3.84942785 4.47086788 0.17986495 0.1804695 3.90758302 4
493.32895 8.57025707 8.76991967 0.03168376 0.07494287 3.90673326 4

6.58712494 4.46826009 4.22926051 0.05573746 0.09749061 -3.906202 4
232.515539 7.77862029 7.36528326 0.11170887 0.15147865 -3.9060793 4
65.7352657 5.34903149 6.23344749 0.5635423 0.12592601 3.90473921 4
39.0023893 4.4878816 5.26626624 0.28072764 0.19048518 3.90395265 4
3.78854771 3.43914379 3.76440712 0.1152626 0.08675968 3.90376272 4
153.867071 7.6142316 7.87667631 0.10551958 0.05790648 3.90299772 4
309.03381 8.22872544 7.9394625 0.07280606 0.10766644 -3.9025322 4

383.430902 7.69039998 7.04271282 0.10529698 0.31472158 -3.902355 4
20.6319284 7.71607867 5.22020687 0.39769906 0.11499212 -3.9020409 4
154.134168 5.74807174 6.80052964 0.65221335 0.16707005 3.90147555 4
3.83744447 3.84423134 4.1460617 0.12996241 0.06055704 3.90133602 4
44.6904284 5.95400107 5.21079204 0.19252153 0.24087194 -3.9011588 4
772.453233 7.75990696 8.38230884 0.21254463 0.18200546 3.89965172 4
1.85957513 4.35256395 4.66778005 0.15881427 0.01738464 3.89901564 4
26.6416338 5.54676472 5.98295404 0.20133129 0.0678127 3.89901477 4
55.667716 6.27710827 6.74325126 0.2484676 0.0644896 3.89883173 4

25.2381257 5.22536509 4.7349993 0.10113875 0.22775973 -3.8986679 4
53.5253807 5.80026766 6.46874348 0.38567297 0.08425058 3.89792918 4
103.25958 6.69553471 6.22173235 0.1044553 0.19356498 -3.8975369 4

203.393314 7.78242044 6.77234088 0.28011383 0.23873677 -3.8972802 4
39.2915186 8.12235703 8.34640863 0.10925341 0.00930703 3.89642825 4
36.7925849 6.86909027 6.46809715 0.15086983 0.05656793 -3.8960213 4
337.374774 7.8779549 8.19538899 0.10828163 0.09061794 3.89561637 4
441.913155 6.98482137 7.66195168 0.15366671 0.19565209 3.89555828 4
2.69507954 5.2593589 5.61347002 0.1850385 0.00980501 3.895017 4
3.26016913 3.65963861 3.92443608 0.1068483 0.06363534 3.89443174 4
3.0667488 3.04640125 3.37603288 0.09812713 0.10422997 3.89343204 4

76.8262142 6.69148847 5.4132295 0.29101191 0.34264596 -3.8930968 4
6.01005768 4.66959287 3.3011161 0.36920307 0.2316962 -3.8924107 4
16.7790899 5.09383884 5.32739291 0.05643705 0.08134513 3.89196266 4
10.324271 4.80577724 4.12558408 0.19597221 0.16328902 -3.8915693 4

12.1981213 4.96663086 3.09880063 0.33895616 0.505241 -3.8911014 4
4.79584931 5.00412572 5.21225979 0.09399088 0.02599793 3.89107423 4
9.67179467 4.7466049 4.39959387 0.09995343 0.11490296 -3.890883 4
329.544242 5.85421113 7.09563922 0.48023719 0.29392404 3.89007502 4
31.4810158 5.71377216 5.22018493 0.13696344 0.17611707 -3.8896953 4
10.2559028 3.20597873 4.11811221 0.53680915 0.16835095 3.8896351 4
10.2559028 3.20597873 4.11811221 0.53680915 0.16835095 3.8896351 4
10.2559028 3.20597873 4.11811221 0.53680915 0.16835095 3.8896351 4
7.22328395 5.31228151 5.05927778 0.09161618 0.04645552 -3.889284 4
573.021021 8.10200485 8.48138486 0.11163767 0.11690922 3.88898482 4
0.52348225 0.07966677 0.82305082 0.1461327 0.24367795 3.88896872 4
4.84774375 2.9931624 1.31706265 0.23865135 1.09331558 -3.8867018 4
96.1240142 7.34628262 7.54150178 0.07170988 0.05102157 3.88622285 4
65.3436936 6.58945295 5.92769503 0.21221023 0.1682773 -3.8852835 4



20.6318554 5.53646808 4.97283275 0.18076077 0.13953464 -3.8846449 4
144.902336 4.40287128 6.11338423 0.73177728 0.32839453 3.88448234 4
51.715308 6.01716769 6.41787391 0.17838358 0.08348707 3.88430586 4

95.9356117 7.03477453 6.79444919 0.04185894 0.10849015 -3.8842524 4
91.2627443 7.46616558 6.57812571 0.26550335 0.13152211 -3.8841009 4
363.241341 6.70604748 7.4808691 0.26811832 0.19392554 3.88368978 4
253.523086 6.70605098 7.26724967 0.13681831 0.16891119 3.88360958 4
3.61212403 4.67869624 4.86610193 0.08547022 0.02804826 3.88260956 4
174.607949 7.47040241 5.98410522 0.37575705 0.48818196 -3.8818415 4
1019.2131 5.17361829 7.79872309 0.86338698 0.37419309 3.88159074 4

988.887104 8.2685131 8.73087747 0.08371073 0.15243661 3.88158024 4
46.9052618 6.16899712 5.72954097 0.12419722 0.14597537 -3.8812048 4
477.811137 8.23021527 8.48989843 0.04160366 0.09636633 3.88079812 4
60.4072381 7.2690067 7.05023696 0.07663146 0.05159924 -3.8807296 4
108.660307 6.02544103 6.66322061 0.30771595 0.13852081 3.8801827 4
2.23966998 4.34523666 4.44541659 0.03713787 0.02647511 3.88017003 4
7.59476289 5.0929228 4.51565554 0.18816426 0.08144052 -3.879937 4
1.60815337 1.41032153 2.22814791 0.41814273 0.16924625 3.87910396 4
22.0539314 5.66842089 5.39636939 0.07527561 0.10194427 -3.8786307 4
190.358657 7.3481814 7.64726121 0.09693588 0.09213902 3.87834566 4
243.164719 7.06866807 7.47927863 0.0966763 0.13536098 3.87716071 4
274.118998 7.90075666 7.58211115 0.06389692 0.14258698 -3.8757259 4
16.522334 4.87022204 3.93183817 0.22890129 0.29479727 -3.875607 4

2.67616138 3.9639214 3.4230044 0.18315481 0.08887943 -3.8752444 4
750.350031 6.15980569 7.64363487 0.2227113 0.35806873 3.87513432 4
2.50978482 2.94175482 3.21936854 0.05826651 0.0975528 3.8749061 4
25.9806342 5.78354858 4.69289394 0.2705456 0.24800396 -3.8743601 4
41.8961921 6.31660672 5.4497946 0.27350023 0.18061717 -3.874069 4
1077.9387 8.3975418 8.84111135 0.07471572 0.14914279 3.87311815 4

253.547473 8.3078877 8.43843095 0.00655394 0.05421514 3.87310499 4
141.623744 6.57515633 6.99867331 0.12959232 0.12541212 3.87299899 4
342.429532 7.92277741 7.11467276 0.20960093 0.26724937 -3.8723109 4
4.34767308 6.73240448 3.06011976 0.45546585 0.19913011 -3.8719618 4
116.639246 7.80671297 7.00358684 0.24878552 0.10306573 -3.8701798 4
27.158964 5.73205271 5.13825903 0.17355784 0.15237088 -3.8696769 4

36.5850151 5.78088105 6.08553991 0.10869366 0.08237632 3.86922378 4
4.67343493 3.92995983 4.17154941 0.08270766 0.07149469 3.86865086 4
0.98888698 -3.7888725 1.47465793 4.02701181 0.22742011 3.86833015 4
1.5225566 1.31282836 2.00732768 0.19028198 0.2066567 3.86804161 4

37.9727878 6.12116458 5.79919716 0.09117343 0.11767004 -3.8677666 4
1.92261116 2.81906101 0.24743784 0.42110877 1.09450596 -3.8674674 4
113.142596 6.47940902 6.83234586 0.08314363 0.12110738 3.86531201 4
58.7413646 5.71090709 6.1101214 0.10447864 0.12956012 3.86328817 4
25.0131954 5.54049267 5.2756948 0.03030818 0.12330257 -3.8624573 4
69.6948811 6.77631462 6.51487305 0.06571708 0.10277569 -3.8614506 4
261.724777 8.33892756 8.14836185 0.04558611 0.07731806 -3.8608676 4
246.23519 5.48515798 6.69248111 0.34203944 0.27914222 3.86049354 4

39.7370637 5.81265988 6.05774271 0.04188857 0.092363 3.86033754 4



17.7454778 4.84805295 5.14324593 0.07024298 0.10183511 3.85958392 4
22.821238 5.43984216 5.03898306 0.11265482 0.15279402 -3.858612 4
34.62503 5.5909633 5.22943916 0.03181755 0.17636249 -3.8580377 4

683.904933 8.15690704 8.64035036 0.19149362 0.12500459 3.85778351 4
9.41819455 5.23203813 4.9670342 0.0950466 0.06445736 -3.8574449 4
62.7189186 3.94244944 5.24758995 0.31665947 0.35695568 3.85689294 4
188.612807 7.50065664 7.79158242 0.11206006 0.07851216 3.85652253 4
208.687285 8.15551956 7.94908021 0.05782126 0.07213762 -3.855759 4
68.2470642 6.46269464 6.03536982 0.11149908 0.15665592 -3.855527 4
13.8403622 5.14729357 4.9236757 0.03800017 0.10210326 -3.8554937 4
314.90404 9.4272284 9.50830225 0.02820744 0.02353325 3.85497021 4

49.6657293 6.88462977 6.48767443 0.13509918 0.0751316 -3.854426 4
264.815083 6.52011514 7.28475193 0.33132218 0.17659404 3.85365818 4
299.917798 6.62898375 7.55552505 0.5823409 0.15746853 3.85185287 4
1060.56383 6.9241729 8.14576988 0.34579946 0.30129572 3.84973911 4
51.216334 5.89559608 6.3922962 0.24295536 0.0878721 3.84856019 4
51.216334 5.89559608 6.3922962 0.24295536 0.0878721 3.84856019 4

48.8750808 6.2747314 4.97271742 0.32575627 0.3093492 -3.8485299 4
375.866642 8.6724737 8.88574777 0.08310357 0.05190162 3.84847053 4
20.9625484 8.53427202 3.67957634 0.52741044 0.52258617 -3.8483283 4
389.465656 7.72816888 8.06645228 0.06518065 0.12651939 3.84777853 4
180.772133 7.11144778 7.43444848 0.09187715 0.10952646 3.84758208 4
7.32976055 5.71818085 5.88148441 0.07426393 0.0205019 3.84668427 4
3.35262091 4.83402309 4.69861859 0.05078457 0.03070168 -3.8459637 4
630.773667 8.71707781 8.43916559 0.02921901 0.13659386 -3.8456933 4
445.886148 7.93053786 8.23562621 0.0316525 0.11978849 3.84499495 4
85.6898443 6.58583156 6.87264085 0.09067483 0.09021541 3.84498973 4
4.24382503 3.00875727 3.45928779 0.14336131 0.13360833 3.8449369 4
69.562902 6.12323325 5.1305916 0.22282748 0.38796785 -3.844643 4

0.45306544 4.14602929 0.1967003 0.46027997 0.40205162 -3.8440701 4
29.9817803 6.02832698 5.5376001 0.15429918 0.11569814 -3.8439413 4
105.504315 6.88337 6.41242973 0.13292808 0.17613896 -3.8439118 4
145.740431 6.76600953 7.10736426 0.07727859 0.12046121 3.8436046 4
282.204567 7.11440663 7.65550203 0.23197268 0.13010477 3.84263282 4
749.530835 8.24252135 7.49878349 0.11208778 0.37448308 -3.8424808 4
31.9001167 6.59143717 6.30073329 0.10305985 0.05762306 -3.8423839 4
232.036444 7.86233635 8.72943431 0.48906002 0.03784517 3.84230869 4
42.5382626 5.67488806 6.06923644 0.16236232 0.09608544 3.8413682 4
121.130021 6.48225414 7.11190976 0.35238373 0.09879657 3.84082571 4
14.7710392 5.41719 5.09059279 0.1076915 0.09328186 -3.8408108 4
401.935661 7.23891929 7.98285705 0.37671757 0.14256459 3.83951654 4
2.94420923 3.7202608 3.19510512 0.16609608 0.12453983 -3.8378736 4
143.033377 7.74564693 6.18723508 0.34491316 0.27465391 -3.8373571 4
54.3145918 6.02511112 6.79571239 0.41593999 0.06181247 3.83724333 4
19.9183056 5.65311823 5.90084114 0.10204174 0.05526421 3.83703341 4
6.08544635 3.8268182 3.22462781 0.15939553 0.25850401 -3.8367956 4
180.534563 7.68872855 7.88801937 0.05683206 0.06782975 3.83640554 4
106.668777 7.53070953 7.10097544 0.15214635 0.08756324 -3.8363573 4



90.0405544 4.20690063 5.55434472 0.13743525 0.3278876 3.83597983 4
0.98832784 2.36495554 2.0676241 0.06920716 0.12873762 -3.8351884 4
30.3467248 4.50543831 5.0813074 0.12967914 0.18377371 3.83497284 4
41.1113208 5.94678389 6.30379983 0.1567182 0.07362695 3.83420344 4
199.410952 7.56958137 7.11460197 0.12981958 0.1685485 -3.8340982 4
1.18800781 0.90917007 1.6288884 0.1067821 0.22057148 3.83333913 4
645.355809 7.25785306 7.972384 0.16012686 0.21864559 3.83287186 4
82.2366763 6.55984083 5.68591421 0.25691681 0.29183576 -3.8315976 4
26.591468 4.78986691 5.24364037 0.14309367 0.14358717 3.83124752 4

71.8007404 5.87232919 6.43745798 0.27197476 0.11772281 3.83093897 4
179.32013 7.93685978 7.22160041 0.23486547 0.12848519 -3.8308596 4

39.2837538 6.80461709 6.32271112 0.16274523 0.07184892 -3.8303487 4
16.004536 6.23441851 5.52712519 0.24474191 0.0625394 -3.8301197 4

28.8132849 5.55978814 5.78363165 0.02934146 0.08827448 3.82990676 4
11.9407204 4.51354571 4.04309436 0.10078934 0.22165657 -3.8294931 4
22.9119179 5.44232296 6.03237669 0.34039752 0.05583944 3.82809181 4
4.44695335 4.89398349 4.78220283 0.03468717 0.03764457 -3.8275178 4
3.06690267 4.12443268 4.49798363 0.19604772 0.03412623 3.82720595 4
4.47129074 3.21859573 3.63272477 0.15368959 0.12065369 3.82681485 4
126.952922 6.88929093 6.39203056 0.11889472 0.20864256 -3.8260169 4
491.947907 7.59250085 8.0374949 0.07474565 0.15543384 3.82592759 4
92.661809 7.96247477 7.40768175 0.18427524 0.05703868 -3.8257748 4
697.22254 8.21254351 8.57679155 0.06917181 0.1264256 3.82537713 4

96.6139312 6.57208919 6.88807126 0.10282691 0.09602377 3.82533055 4
5.67679893 4.95118456 5.10912289 0.06645089 0.03399048 3.82497064 4
6.53396108 6.31121844 6.00462302 0.12086369 0.01610462 -3.824571 4
224.394042 8.0497848 8.32103901 0.12367431 0.05449601 3.8242043 4
48.1424232 6.5757864 6.33354393 0.06912084 0.08374649 -3.8241646 4
79.9428099 6.84014864 7.1497019 0.14310227 0.06223564 3.82400415 4
40.0225968 7.12073699 4.63591039 0.38699258 0.34720924 -3.822927 4
69.3247676 7.63527339 4.7484517 0.44360884 0.69122622 -3.8227915 4
252.27703 6.71547958 7.38351775 0.280242 0.15991415 3.82166229 4

92.7377113 7.79216989 8.0546217 0.13219018 0.02932293 3.82142997 4
101.901759 6.43650782 6.88826594 0.2065553 0.10701314 3.82086151 4
45.5365032 6.01571915 6.50434816 0.25388105 0.06920138 3.82042234 4
820.353675 7.52664866 8.23341546 0.16651034 0.20921611 3.82032681 4
5.39692997 4.212074 4.4597388 0.09802236 0.06351363 3.81964599 4
26.4800811 5.33802138 5.58591656 0.02341122 0.09968293 3.8195054 4
21.9949946 6.21603232 4.61824908 0.36047186 0.211857 -3.8194624 4
195.483483 8.32911872 8.12049557 0.07242661 0.05726608 -3.8190009 4
3.43802849 4.55662586 4.79570915 0.11880001 0.0285368 3.81800354 4
52.6110188 6.41919431 6.1109451 0.08582188 0.11619809 -3.8176618 4
73.9821904 6.30612837 5.89961314 0.05936595 0.20570976 -3.8165737 4
15.3312127 5.98845237 5.82022472 0.06016222 0.04605838 -3.8161924 4
7.94749194 4.98389316 4.84537075 0.02075084 0.06346091 -3.8157045 4
5.0741844 5.10350513 4.63156433 0.17901064 0.04941445 -3.8155544 4

65.2249463 6.5570912 4.54012236 0.41860709 0.57045233 -3.8154808 4
52.1263432 5.76757364 6.15435441 0.13755718 0.11333332 3.81528549 4



8.89978859 4.62668925 4.80634368 0.02327882 0.07157219 3.81522029 4
10.4644457 3.54902403 4.09516052 0.15283164 0.1805893 3.81513405 4
201.133874 6.15547505 7.13373414 0.64276002 0.16760023 3.81429852 4
6.21510367 4.63301761 4.95446034 0.15239028 0.04419557 3.81345069 4
146.027701 4.84879571 6.23564396 0.60669618 0.28420178 3.81305665 4
138.908924 6.72260914 7.10583572 0.12637378 0.1116093 3.81286939 4
105.742141 7.01652736 7.23052879 0.05467164 0.07818066 3.81274442 4
5.85703157 4.21275433 3.96205509 0.04975372 0.10916646 -3.8112832 4
111.644494 6.58065557 6.08701251 0.07204977 0.27180946 -3.810344 4
47.3278694 6.70926024 6.14909477 0.18838635 0.10162727 -3.8086021 4
13.4882016 5.04011618 5.22773748 0.03666274 0.07366434 3.80786397 4
8.08367876 7.08738886 7.40317507 0.17146955 0.00493067 3.80782631 4
422.23479 9.00017512 7.88411154 0.33876324 0.15970503 -3.807768 4

360.732295 8.76042177 7.72982446 0.32323368 0.16188324 -3.8073915 4
196.536007 6.55836463 7.14004178 0.21200171 0.14898404 3.8073114 4
53.2232394 6.6959811 6.97478506 0.12576287 0.05047698 3.80599417 4
55.7243425 6.19242906 5.75830512 0.10800644 0.18261074 -3.8050267 4
26.7438392 5.49769721 6.01922299 0.29922012 0.0657467 3.80456839 4
456.521212 8.30141472 7.66130498 0.17760546 0.2199558 -3.8031106 4
111.278919 6.67651202 7.07579094 0.17126854 0.09303682 3.80276069 4
121.18693 3.92509918 5.86730798 0.93862217 0.35827538 3.80256398 4

47.8906717 5.66784383 4.94806955 0.15786501 0.34366839 -3.8023987 4
27.0230865 5.00059474 5.37816607 0.10724415 0.12083963 3.80166963 4
627.758868 4.75879037 7.28758837 0.80535725 0.42226595 3.80078977 4
155.265646 7.0510222 6.37364518 0.17755909 0.26739534 -3.8007447 4
23.5847914 4.93124527 5.25800114 0.05424419 0.12423674 3.80014022 4
8.42601396 5.15046114 5.27664763 0.03754477 0.0427089 3.80010012 4
104.76279 4.74955739 5.82491811 0.17768684 0.33583658 3.79931935 4

6.75701779 3.95431104 3.47321188 0.11151399 0.21372107 -3.799263 4
3.50904074 4.26344866 2.47589978 0.38718408 0.28582205 -3.7982643 4
86.876652 7.20176705 7.4323189 0.09791663 0.0520832 3.79792416 4

12.4150594 4.78549051 4.34732384 0.12738341 0.15343254 -3.796861 4
1372.08556 7.61118076 8.55096145 0.26993011 0.27101912 3.79638202 4
55.7892669 5.86046029 6.1764786 0.06507084 0.11513588 3.79533989 4
2.20380678 2.73708849 3.12662024 0.16839345 0.09873365 3.79531487 4
118.596023 7.20253565 6.76746935 0.14046014 0.14158032 -3.7953115 4
268.222658 7.41415019 6.90462367 0.07064817 0.26987946 -3.7947854 4
86.1398892 6.20269578 6.52975261 0.04339637 0.12443906 3.79418375 4
28.3876781 7.37494854 6.74810195 0.22199296 0.03299773 -3.793318 4
128.888668 5.63066653 6.35501367 0.17784743 0.23729025 3.79256544 4
18.0210322 4.81310441 4.40793396 0.01602529 0.22239931 -3.7917971 4
25.4617208 4.52760682 5.14053213 0.28283955 0.1483591 3.79174725 4
4.30771561 4.15963486 4.34487271 0.06328437 0.05584303 3.79170875 4
70.6455107 6.0509009 6.39074423 0.08593898 0.12248516 3.79150546 4
68.1070761 6.55795679 6.77876767 0.05993551 0.07599227 3.79067902 4
7.09276541 5.7277953 0.49663365 0.43467707 3.44098261 -3.7899021 4
14.7021294 4.49481768 4.80378823 0.03711057 0.12302209 3.78953445 4
101.023309 6.35495674 5.45376704 0.21420162 0.38597669 -3.7893143 4



165.909602 6.49506285 6.95285736 0.09992673 0.16403313 3.78919918 4
23.0596503 6.25207126 6.07670474 0.0581588 0.05372735 -3.7880978 4
155.982532 7.18558851 7.58113582 0.1818679 0.0804977 3.78805565 4
47.0607182 7.59630928 6.76223056 0.25991439 0.05485241 -3.7873231 4
36.0736498 5.07883834 5.57500984 0.17896128 0.14087436 3.78606629 4
31.5399047 3.66540069 4.81732618 0.57599235 0.24621593 3.78596039 4
123.125534 8.36346825 8.18315645 0.07181951 0.03465679 -3.7857016 4
84.4710069 7.52582923 7.30558137 0.08052312 0.05583371 -3.7854721 4
11.8496439 5.64193123 5.46895292 0.05917985 0.05049535 -3.7853155 4
0.18496536 3.78798145 3.39368102 0.14601825 0.00620135 -3.7851169 4
29.0800743 6.64499091 6.55641285 0.00752143 0.04175475 -3.7850875 4
9.79036693 3.70755888 2.14118288 0.22883071 1.2588659 -3.7850811 4
102.834235 6.69639683 6.09381366 0.16119558 0.22170802 -3.7842985 4
96.6833353 7.15224506 6.82500523 0.10025057 0.1081971 -3.7835237 4
254.414346 7.79092634 7.24814048 0.16514199 0.17628005 -3.7833538 4
221.278278 7.56579363 7.16606978 0.09271244 0.17923121 -3.7831425 4
146.66196 7.01908442 6.35448717 0.18266825 0.23682975 -3.7829498 4

78.0380207 5.88359317 6.37684594 0.19781562 0.134575 3.78255698 4
251.828847 7.93802402 7.69843767 0.03376076 0.11792896 -3.7813115 4
141.549567 5.98851529 6.80396443 0.39514091 0.16031235 3.78110831 4
134.685612 6.06842313 6.66681281 0.21170316 0.17819639 3.78038025 4
6.06392201 4.72578984 4.83806436 0.01081904 0.04814623 3.78009891 4
505.301785 8.28247458 8.54210353 0.05007713 0.09836643 3.77814805 4
181.813923 4.40702974 6.20083389 0.62563032 0.33931219 3.77768094 4
64.4553995 6.46808606 5.93834183 0.16097959 0.17713632 -3.7774007 4
168.545184 5.92533806 6.60115547 0.07678542 0.21498537 3.77702125 4
35.6054245 5.76372641 3.8808899 0.38234557 0.67813667 -3.7763308 4
26.0597138 6.2628737 5.02663269 0.30412375 0.16279423 -3.7758402 4
42.753488 7.2247673 7.0346359 0.07368572 0.03731732 -3.7746716 4

19.1320596 5.75910576 5.52051095 0.07826423 0.07621887 -3.7738429 4
41.9022657 7.07619399 5.84975907 0.33689999 0.12330034 -3.7737443 4
70.5415236 7.58451626 7.17695094 0.1483239 0.05399129 -3.7735975 4
13.0515465 4.68019177 4.30099513 0.07642558 0.17565701 -3.7729539 4
243.754744 7.29480605 7.67659999 0.13315363 0.1095449 3.7725513 4
33.690191 5.92122165 6.46491518 0.32895988 0.05302511 3.77217348 4
234.45267 6.2966545 7.01163607 0.22947583 0.19882588 3.77208038 4

7.24573916 4.60174175 4.31385118 0.08692033 0.09859477 -3.769919 4
1.31667862 1.36854529 2.51770414 0.73973411 0.10937428 3.76972372 4
30.9676065 6.49571126 5.8913514 0.21580472 0.08525523 -3.7692309 4
11.4125494 4.49845349 3.77559692 0.19073746 0.24793268 -3.7689284 4
9.03218721 5.79193902 5.50273227 0.11771597 0.03652872 -3.7683536 4
190.176333 7.00392102 7.34140286 0.07219864 0.12025741 3.76820302 4
268.826747 7.09624793 7.59460942 0.20234435 0.14030756 3.76813113 4
78.0686997 6.04339914 6.43757244 0.12412768 0.12304017 3.76792258 4
24.2261143 6.5296763 6.66330656 0.05420176 0.03096164 3.76757127 4
738.966097 7.74925036 8.27235356 0.06099503 0.1817709 3.76734857 4
146.241609 6.57354676 6.94858763 0.06145426 0.14604541 3.76593422 4
165.409633 7.64876694 7.89717672 0.09910548 0.0624616 3.76587331 4



90.8897104 6.63835242 6.96046505 0.1265732 0.08703607 3.76551837 4
69.3301717 6.00869057 5.49271451 0.05022264 0.30620561 -3.7649026 4
105.830135 6.6421992 6.90704964 0.03184361 0.10554417 3.76474825 4
7.84198224 4.71806067 4.35400538 0.11891919 0.10110318 -3.764178 4
15.7828226 4.83244011 5.16129647 0.12233297 0.08997146 3.76396213 4
19.3518667 4.90396361 5.20142863 0.07380442 0.10955377 3.76394765 4
884.489397 7.57152436 8.42854607 0.43615759 0.18530357 3.76344741 4
6.85227559 4.24265718 4.53683442 0.12410775 0.07392254 3.76291634 4
15.9762036 4.76718627 5.08677014 0.10794205 0.09874539 3.76193785 4
19.4414222 5.88521603 4.16857194 0.35179457 0.28827875 -3.761614 4
22.6361136 6.36794765 5.85920054 0.18515718 0.06578844 -3.7616068 4
1.07512145 2.13205039 2.41051858 0.0784028 0.09605169 3.76142138 4
23.3485606 6.27914966 5.65235679 0.20290111 0.08336974 -3.7592327 4
221.506964 6.64579737 7.19991675 0.19519183 0.16058404 3.75886961 4
59.1170904 5.77434692 4.94095741 0.17349752 0.41207984 -3.7583117 4
91.7600278 7.76080553 8.1554569 0.22348964 0.02618684 3.75774448 4
119.296873 7.19772959 7.46088224 0.10781664 0.06964843 3.75768157 4
467.906126 7.1036337 8.4545292 0.84189731 0.1024378 3.75743796 4
33.6883924 6.48525071 5.9087018 0.20964757 0.08936099 -3.7562571 4
5.09415936 4.03837403 4.23792041 0.04976217 0.07318625 3.75611162 4
12.1408824 4.97512891 4.67051427 0.08574264 0.11178022 -3.755831 4
30.3149627 5.28173283 5.59926426 0.07918035 0.11433346 3.75557187 4
1.06528553 0.22971629 1.30975539 0.37245005 0.27809547 3.75557116 4
121.586931 6.68201132 6.11635357 0.12673112 0.26752897 -3.7546384 4
13.1832266 4.26374811 3.66622879 0.06918889 0.36338382 -3.7545422 4
76.3614341 5.27924916 6.23984713 0.51681261 0.15432694 3.75448014 4
3.85907996 4.15790375 3.97431119 0.04729785 0.07112457 -3.7540384 4
89.4962508 7.0761214 6.05669899 0.29925263 0.2130668 -3.7539287 4
10.322948 5.60576171 2.85971793 0.412292 0.63234208 -3.7534752 4

20.2329158 5.20836313 5.45649794 0.06929208 0.08673076 3.75332389 4
110.226406 6.08163258 6.53725273 0.10048894 0.16464335 3.75301719 4
102.535502 6.70984929 7.30369479 0.35160056 0.067707 3.75218362 4
257.463909 5.66979569 7.12215056 0.84510162 0.20165441 3.7520296 4
373.670673 6.86442753 7.49996897 0.14821946 0.21876237 3.75155242 4
285.134624 7.78753224 8.09189366 0.1152954 0.08531552 3.75113829 4
25.8409147 4.9882636 5.39683746 0.1582168 0.11563084 3.75057851 4
72.8516912 4.7913665 5.8481135 0.63722694 0.19986593 3.75039445 4
546.572685 7.79280126 8.31040854 0.21653697 0.12943175 3.74947542 4
19.5904363 5.39210933 4.78900956 0.18202453 0.16254886 -3.7493823 4
41.5752199 6.97496563 6.62572001 0.13054979 0.05426963 -3.7491536 4
108.548104 6.84827154 6.44446088 0.1018919 0.16425059 -3.7489804 4
55.1175458 3.98956233 5.25876916 0.50240722 0.28361653 3.74707503 4
12.6785218 4.54855056 4.95836721 0.17972255 0.09083909 3.74706935 4
149.163476 6.74057314 7.08612945 0.07765687 0.12611023 3.74616814 4
119.806872 7.18191831 6.94367777 0.03209092 0.11245773 -3.7461084 4
230.61595 6.13349923 6.95404716 0.33291174 0.23370923 3.74608963 4

60.8608713 7.12738561 6.73202656 0.15001618 0.07355823 -3.7459372 4
5.34967845 6.43713683 3.96392062 0.51483776 0.10351156 -3.7458537 4



6.32415095 3.54757605 2.89955394 0.11072384 0.37910242 -3.7454752 4
166.305216 6.13952255 6.82374353 0.2942759 0.17907879 3.74485689 4
72.0135704 7.75113455 5.17843878 0.49999481 0.4066917 -3.7446025 4
115.721857 6.65392833 6.93469129 0.03042232 0.10916563 3.74424233 4
4.79579736 4.2393156 4.3944886 0.0367017 0.06013705 3.74352691 4
1.79817984 4.04113236 4.2328162 0.09003916 0.02612384 3.74188975 4
127.559163 7.8739358 7.38649496 0.17995493 0.07824851 -3.7411843 4
98.538612 6.8131502 6.23134322 0.16928398 0.2045021 -3.7385073 4

20.9128093 5.93860627 3.01100329 0.47025709 1.07831931 -3.7379472 4
48.7721011 7.98440605 7.69157727 0.12256071 0.02235506 -3.7371897 4
314.948165 6.22105456 7.21712071 0.51193366 0.24545242 3.73715758 4
247.630484 8.07030344 7.80304043 0.07434713 0.10111825 -3.7369146 4
34.3313291 5.86643448 6.09407226 0.06855105 0.07641898 3.73684679 4
84.4696907 6.54705881 6.03282051 0.1353521 0.19095485 -3.7360534 4
9.0268309 4.39946079 4.6386359 0.05989131 0.08877667 3.73585188 4

288.780678 8.54948661 8.38362173 0.0436135 0.06475913 -3.735698 4
285.403768 6.66398231 7.25963978 0.12639772 0.19237284 3.73563062 4
34.6517272 5.89420654 6.2347773 0.16462482 0.06795666 3.73467558 4
43.6579877 5.81732608 5.33228126 0.11695708 0.2235686 -3.733797 4
18.3730655 4.86106245 3.00908338 0.3916078 1.03198238 -3.733649 4
101.862583 7.05919199 6.14277205 0.26161822 0.20575804 -3.7330851 4
8.89995832 5.11466003 4.88614984 0.07898006 0.06849176 -3.7330466 4
47.615499 7.13001126 6.82404709 0.1142714 0.05100305 -3.732615 4

122.255657 5.2846657 6.18801827 0.2837137 0.26051358 3.73135007 4
2.3020082 4.04522895 4.38901711 0.1900443 0.02860801 3.73080322 4

76.3749078 7.52152136 7.12902866 0.15448123 0.06013753 -3.7296132 4
55.5219866 7.11562124 7.55551745 0.22732089 0.02906706 3.72955222 4
221.514657 8.60306411 4.6236095 0.52663535 1.25561563 -3.7294793 4
59.382113 6.02790605 6.506185 0.24698696 0.08646874 3.72854521 4

43.6880666 6.98374615 6.42237767 0.19874134 0.07201314 -3.7274352 4
24.8863272 6.2425148 6.12914217 0.0099239 0.05486713 -3.7274299 4
148.055946 7.30651119 7.05754405 0.01429345 0.13208314 -3.7273162 4
11.5919176 5.25978041 5.01476408 0.08252535 0.07861133 -3.7261286 4
49.118376 6.0911359 5.54761626 0.15394112 0.18270987 -3.726 4

401.119081 8.64273344 8.84756547 0.07724949 0.0571211 3.72530401 4
137.685652 6.93937722 7.18866192 0.01032901 0.10441789 3.72449442 4
141.801211 7.74753399 8.10361143 0.18973257 0.0429831 3.72447355 4
40.5213444 5.71544146 5.97986571 0.04979882 0.10013162 3.72356073 4
749.767038 7.75511226 8.27532802 0.05803927 0.19062732 3.72324855 4
30.7874191 5.63324797 5.98709367 0.16778443 0.07855922 3.72273812 4
23.3856226 4.68030447 5.18133529 0.21505351 0.12743835 3.72180875 4
391.605152 7.24122107 7.75034691 0.13327036 0.16084573 3.72157933 4
16.5830136 3.25305654 4.14207105 0.23180713 0.27606561 3.72128742 4
39.9990126 5.21155492 5.65756925 0.15232125 0.14195943 3.72116313 4
61.3640535 5.82251338 6.19278487 0.10628526 0.12140496 3.72092525 4
16.8873401 7.71955141 6.36544665 0.39622882 0.02907492 -3.7209227 4
44.0136975 5.90799944 6.15336769 0.0530013 0.09250086 3.72079295 4
215.470819 5.89170831 7.44445261 1.09170937 0.1220065 3.7207582 4



3.47911452 4.72080174 4.45805321 0.10666781 0.04045739 -3.7203177 4
139.306697 6.83096621 6.40265375 0.04614323 0.23046191 -3.7201808 4
4.61814015 4.33501732 4.09281016 0.08096226 0.07560249 -3.7196557 4
25.7993895 6.11067327 6.38762281 0.13575265 0.04314142 3.71883237 4
76.4743441 6.4907938 6.84314914 0.15188842 0.08349551 3.71815171 4

126.0663 5.528188 6.5658817 0.53060872 0.1716024 3.7179554 4
141.744498 6.07454403 6.61011379 0.09194245 0.20128108 3.71766465 4
23.2673885 5.68892431 5.93400817 0.10318947 0.06243306 3.71739888 4
8.73076867 5.90346743 2.96794463 0.49627388 0.39504818 -3.7173876 4
12.9763546 4.70328364 3.62175042 0.30019618 0.3776752 -3.7167507 4
657.59861 8.51554524 7.94539356 0.14713355 0.23983163 -3.7158882 4

85.1173657 6.19129625 5.58072806 0.10825132 0.31148594 -3.7157007 4
5.65914757 5.79116403 5.38366029 0.1515524 0.02600641 -3.7154317 4
790.965633 7.44916782 8.20544134 0.28067833 0.22823198 3.71525913 4
39.1902579 6.85178388 6.63487838 0.08151937 0.05097036 -3.7145252 4
151.067187 7.1181853 7.60367668 0.2619991 0.07370337 3.71450049 4
4.90781896 3.96511285 2.39116609 0.37016617 0.39347558 -3.7139422 4
402.451302 7.61204555 8.0291405 0.14344522 0.13555962 3.71391966 4
162.429175 6.29955254 6.82460684 0.1396439 0.17949195 3.71321954 4
466.622534 7.96138198 8.34649229 0.14726723 0.11051615 3.71303752 4
31.2741292 3.87354145 4.82607222 0.36573582 0.23378398 3.71281009 4
34.9120412 6.46610519 6.11193904 0.13426545 0.07907984 -3.7125122 4
35.3552216 6.14549969 5.35748103 0.26909835 0.17149926 -3.7121085 4
25.7860119 5.00167637 5.38822237 0.14078125 0.11604603 3.71128595 4
59.0808708 6.06530986 6.4396764 0.15195914 0.09190698 3.71084136 4
899.189488 6.99707947 8.2750552 0.74549298 0.2327234 3.71047103 4
16.3013001 6.12346385 4.89074226 0.36256038 0.12486538 -3.7104396 4
7.25511648 3.9814176 4.25720404 0.06539223 0.1054703 3.70998359 4
16.9012066 5.32416911 5.08525003 0.05450086 0.10639683 -3.7099685 4
20.6758713 7.77310766 6.43260946 0.34623566 0.0334902 -3.7097115 4
277.569521 6.97319797 7.45492473 0.13721132 0.15323876 3.70924077 4
60.7741717 5.37527 6.34733942 0.59061247 0.10348524 3.70880045 4
302.41237 6.76298041 7.35844207 0.17187083 0.20277771 3.70855375 4

7.45132285 5.04891139 5.35640565 0.1508314 0.03484456 3.70853662 4
425.592403 8.46085303 8.70633188 0.09368921 0.07172315 3.7082749 4
249.901945 8.06838487 8.30131448 0.09260818 0.06249906 3.70783407 4

18.97174 5.53831804 5.7087729 0.04576883 0.06289551 3.70686733 4
741.333938 7.77752829 8.40321247 0.25051638 0.15830689 3.70650305 4
33.5936468 6.53271252 6.3092195 0.07913704 0.06203307 -3.7064509 4
7.34436988 5.21794514 5.31422413 0.02562573 0.03651896 3.70641531 4
333.817845 6.73302221 7.37448641 0.16967458 0.21752472 3.70641297 4
409.718668 7.60478409 8.12234241 0.22606369 0.12147321 3.70534894 4
100.305821 7.43450434 5.7991607 0.39252605 0.32647901 -3.7047075 4
135.011362 6.91038037 7.25747789 0.13312971 0.09282003 3.70421751 4
79.5256646 7.41640568 7.23755874 0.06059402 0.05766207 -3.7041418 4
130.333422 6.54202628 6.91278171 0.1013723 0.13336814 3.70402983 4

65.82326 4.72705418 5.77656745 0.59609678 0.19214589 3.70334558 4
258.581303 7.54989346 7.04891702 0.12243976 0.2347196 -3.7030983 4



129.528632 6.38048227 7.24624124 0.54593352 0.09045902 3.70291431 4
43.4669171 6.96894809 7.31614925 0.17941897 0.02868496 3.70196532 4
8.06640469 4.77119847 3.90889666 0.27113059 0.16142716 -3.7016 4
2.09956041 3.05805847 3.34518642 0.11527532 0.07518498 3.70081916 4
226.997491 7.07749455 7.46272699 0.10908896 0.13515147 3.6999404 4
7.32626177 5.12847891 4.58080607 0.19627863 0.07569814 -3.6997732 4
133.389588 7.14217814 6.61081063 0.16900428 0.17117167 -3.6994967 4
16.9992641 5.13881389 4.71014785 0.1267266 0.15882686 -3.6991605 4
63.9028304 6.31857654 6.02626303 0.01369885 0.15247208 -3.6988806 4
224.22042 6.61674272 7.16702124 0.16706192 0.17458919 3.69881872 4

15.9818286 4.45685783 4.83228258 0.10926219 0.12811591 3.69862473 4
18.0341715 5.13593808 5.57189156 0.23325218 0.06734829 3.6984932 4
303.489718 7.61678426 7.93193058 0.09048506 0.10844165 3.69774096 4
16.7868161 4.56086269 4.94307106 0.12984831 0.12384798 3.69744632 4
127.071838 8.18670704 7.98230351 0.0783639 0.04362159 -3.6968981 4
38.2790716 6.51512857 6.33086573 0.05488675 0.06928277 -3.6958499 4
68.2021873 7.78567453 7.53199984 0.10317049 0.03668833 -3.6952202 4
46.6417305 6.90606592 7.02308176 0.03477129 0.04188818 3.69408513 4
3.04663864 2.92257616 2.35680712 0.10721286 0.26834573 -3.69317 4
97.3534256 6.72692737 6.1323335 0.17094762 0.20314925 -3.6930437 4
5.63272496 4.0705498 3.80381798 0.04955469 0.12114636 -3.6919771 4
336.521353 7.76184061 8.15434798 0.17518835 0.09652249 3.6899215 4
43.1344754 5.5694947 5.86850329 0.02712536 0.12204407 3.68942993 4
114.093732 5.01415541 6.07855318 0.51142515 0.27472473 3.6891472 4
7.45453127 3.65186567 3.0206711 0.0788246 0.39999314 -3.6890342 4
11.2333068 4.69572766 5.0068229 0.13749809 0.07676845 3.68875842 4
15.5836347 5.18748628 4.91205943 0.07096116 0.11827855 -3.6876316 4
10.9740699 4.27168847 4.6571528 0.16055403 0.1072993 3.68710364 4

167.3703 7.22034332 6.74242609 0.12762673 0.20528253 -3.6869681 4
16.2404966 4.58548173 4.91863299 0.08618807 0.122615 3.68690379 4
545.293647 7.94852798 8.51738129 0.27117907 0.11070937 3.68531238 4
177.854339 7.77012681 8.03302444 0.12002064 0.05767078 3.68498198 4
710.895209 8.71432383 8.98733205 0.0912968 0.08731786 3.68476805 4
98.8364523 6.94223861 6.26525463 0.228437 0.19775936 -3.6829783 4
340.656541 7.90722298 7.57797117 0.02982684 0.16643761 -3.6828537 4
184.392202 7.24082196 6.70789417 0.14085942 0.23783547 -3.6815601 4
15.4279024 5.14279278 4.58157768 0.17457856 0.15415906 -3.6813233 4
39.5560085 6.09610937 5.75583954 0.09930737 0.12542268 -3.6807745 4
34.6556664 6.80741758 7.19373486 0.20564085 0.02588225 3.68073992 4
236.072547 8.01351338 8.20246113 0.05973796 0.06580067 3.68050867 4
245.407285 7.18636013 7.61409144 0.17278038 0.12382478 3.68011333 4
29.4134856 5.81512679 5.5085193 0.08777781 0.12288635 -3.6800787 4
59.0091504 6.15226801 6.64947136 0.24758264 0.07753245 3.67969853 4
235.895374 6.87010427 7.33632323 0.13949692 0.14966506 3.67958322 4
30.932873 5.73347317 5.11437954 0.19126101 0.18334097 -3.6790069 4

113.168512 7.00882754 7.29919555 0.1169475 0.07689752 3.6769026 4
188.101069 7.16183401 7.55494087 0.16269241 0.09839433 3.67675608 4
105.690811 6.05316854 6.497589 0.10358981 0.16054294 3.6764635 4



122.949203 5.37579879 6.1820334 0.18933802 0.2357346 3.67628878 4
383.779375 6.66515496 7.40825095 0.19289886 0.21725627 3.67604426 4
44.4967452 5.87320468 5.53145351 0.04544901 0.17159473 -3.6758132 4
17.5520919 5.82744573 6.01102389 0.07822056 0.04257289 3.6755501 4
7.44358374 4.11303312 3.28683844 0.22953158 0.29897612 -3.6749213 4
266.633113 8.05122713 7.83569795 0.03032978 0.10632796 -3.6721066 4
60.217377 5.60886249 6.13394555 0.24664207 0.12972164 3.67206152 4

47.6064798 6.74379585 6.58252265 0.04148235 0.0655378 -3.6720061 4
18.3803979 6.22969161 5.99644602 0.08993902 0.04541613 -3.6719842 4
420.657105 8.84020543 8.97358184 0.02965353 0.05253158 3.67197422 4
12.8128133 4.79200099 4.45758811 0.07766585 0.15354225 -3.6714831 4
295.088072 9.42860344 9.50484973 0.02883948 0.02202648 3.67101096 4
16.0039324 4.94244261 5.17571681 0.05058685 0.08825091 3.67098341 4
86.737865 6.7213159 6.92954149 0.03575694 0.08555903 3.66985941 4

293.493031 8.14233432 7.90149917 0.05294929 0.10542222 -3.6691101 4
43.9565898 5.98047948 6.46485169 0.24367109 0.0692915 3.66896076 4
183.129853 8.24792631 8.01414276 0.08899069 0.06162846 -3.6684826 4
51.175804 7.20591623 6.65154197 0.19892113 0.06529727 -3.6681661 4

89.8003799 6.80220604 7.05446151 0.08927627 0.0790971 3.66798014 4
34.2164715 5.93808557 6.14615233 0.06307006 0.07187736 3.66603321 4
76.2278894 6.86676924 7.03163222 0.03153773 0.06604366 3.66473119 4
105.376142 6.42054452 6.88269817 0.22198621 0.10727547 3.66438651 4
76.4261415 6.40742657 5.62964034 0.22043149 0.29394584 -3.6636859 4
3.73860506 4.92903955 5.04297828 0.05018486 0.02429456 3.66311954 4
8.62245378 4.95206725 5.28825351 0.18063071 0.04378948 3.6628464 4
58.2674612 6.16948032 5.84175878 0.04335674 0.16370479 -3.6627432 4
34.3072859 5.20175034 5.60441672 0.13509554 0.12233239 3.66262937 4
14.2536781 4.61484144 4.9374088 0.11557659 0.10145415 3.66221102 4
602.91224 5.8137917 7.40508687 0.51448788 0.337602 3.66178332 4

89.9039755 6.3239031 5.849012 0.06412833 0.25407408 -3.6612032 4
98.6475417 8.30621185 8.42294531 0.05367462 0.02180988 3.66106957 4
3.34211802 3.93305801 4.06361391 0.01209315 0.05762642 3.66060269 4
199.879631 7.61662874 7.82286921 0.04740026 0.07897628 3.6602281 4
11.8294301 4.72950184 4.27659845 0.1366263 0.17001439 -3.6589498 4
2.84968302 4.31077166 3.08738706 0.31568754 0.13246831 -3.6588409 4
11.5902652 5.1815619 4.9475676 0.07592325 0.0805406 -3.6576652 4
4.29501897 4.38262802 4.58521743 0.08868418 0.04399614 3.65754864 4
229.966357 8.37243132 8.48983068 0.02609189 0.04772114 3.65693755 4
92.8067665 7.33332943 7.0403435 0.1017354 0.08257369 -3.6567515 4
40.561938 5.72560854 5.35566136 0.05485757 0.18797385 -3.6566491 4

573.712 9.47705784 9.595319 0.0398146 0.03912723 3.65643832 4
0.7413353 3.10593343 3.3314529 0.1117556 0.02641499 3.65557592 4

286.607666 7.96210428 7.67069096 0.06482397 0.12917711 -3.6553945 4
75.739625 5.3255773 6.07514384 0.38619223 0.16622499 3.65514841 4

93.6381592 6.80957757 6.52718827 0.05099823 0.13161082 -3.6546513 4
3.17360353 6.79806062 2.18302891 0.55512756 0.36954862 -3.6544957 4
69.1790285 6.46900733 6.90835069 0.22032272 0.06780889 3.6536498 4
16.9016112 5.0256692 5.31307818 0.11013347 0.08367589 3.65307987 4



240.605535 6.81628842 7.42826637 0.297069 0.14356181 3.65225207 4
20.9489102 5.28318094 4.92906708 0.09303847 0.14832734 -3.6521952 4
8.23607332 3.98432365 4.26415435 0.0290205 0.11834794 3.65170944 4
147.685588 7.16315506 7.39202888 0.04660265 0.09091183 3.65143102 4
212.579123 8.01843515 8.28073911 0.11942106 0.05449189 3.65108698 4
2.8539032 4.11461403 4.22872086 0.03347911 0.04180315 3.65057329 4

25.0713171 7.32349327 4.66800153 0.54504401 0.21999649 -3.6503964 4
9.21514911 8.00598025 3.09259937 0.50283373 0.37121713 -3.6500144 4
524.074916 7.95603728 7.41673452 0.04200067 0.32674799 -3.649784 4
7.80387712 4.63402798 4.36644004 0.08126068 0.09677764 -3.6491607 4
9.51730108 4.45652244 3.92998463 0.15430168 0.18791809 -3.648626 4
2.54581541 3.86555283 4.01029075 0.05172868 0.04675439 3.64840904 4
39.7036773 7.40004717 7.02015098 0.15039233 0.03581469 -3.6483571 4
230.669877 7.9785624 8.19614711 0.08461579 0.06324855 3.64796251 4
211.402964 7.66090104 7.89692209 0.07664975 0.07921311 3.64757724 4
109.94241 4.63878627 6.01960197 0.8056553 0.27639634 3.64702175 4

3.18779483 3.41910146 3.04222931 0.10421493 0.15024087 -3.646283 4
119.54443 6.57899545 7.00694868 0.17874745 0.10553767 3.64559153 4

30.3768343 3.66142005 4.60862304 0.05763939 0.27682921 3.64550417 4
118.88544 7.01058386 7.25849369 0.07875273 0.08174164 3.64500256 4

99.7909935 7.25157652 6.57278219 0.23816281 0.14404654 -3.6440083 4
2.92371668 4.29241715 3.87170277 0.16490177 0.06181689 -3.6437703 4
80.8771958 7.26345606 6.83461453 0.16690001 0.0850142 -3.6419584 4
50.4425795 6.00941035 5.58969461 0.10429076 0.19405291 -3.6416638 4
88.0082652 6.80455729 5.86958835 0.30235035 0.24941335 -3.6415752 4
271.122652 7.3149828 7.69113649 0.12220579 0.11988224 3.64123482 4
33.0499461 5.40245875 4.42488553 0.25889384 0.36652875 -3.6409059 4
111.020381 6.19007566 6.89508835 0.36327137 0.11025462 3.64038628 4
1.21280449 4.08904534 4.20005993 0.05102812 0.01809399 3.63943782 4
46.7748988 5.87082506 6.12725721 0.04958636 0.10075512 3.63925188 4
61.2147482 6.59012707 6.26381926 0.10558301 0.11379912 -3.6388013 4
7.60464178 6.14833203 3.57318586 0.45273369 0.21886551 -3.6381924 4
195.501534 8.49087881 8.36313819 0.04099829 0.04510202 -3.6375167 4
326.400387 4.60689466 6.62327535 0.35802927 0.39214492 3.63747128 4
57.8255878 6.94820949 6.56095144 0.13957872 0.0819244 -3.6373071 4
48.2903784 4.53804557 5.29971958 0.19721917 0.2342168 3.63727013 4
75.9455527 5.61656698 6.06510056 0.01820823 0.16883264 3.63661018 4
183.012017 7.10562626 7.4169857 0.09017342 0.10849214 3.6358987 4
118.913352 7.2460481 6.83900605 0.13242343 0.12646953 -3.6357023 4
49.3709596 5.54540605 5.91485891 0.09829351 0.13562799 3.63363472 4
37.2978743 7.51735639 5.0698762 0.49369858 0.22443654 -3.6333791 4
75.7505082 5.86361456 6.24962778 0.07799948 0.15182012 3.63311246 4
65.7916454 6.95779326 5.39783908 0.34857332 0.30009288 -3.6329354 4
19.9101373 4.22732659 4.76321982 0.18093973 0.17558916 3.63261702 4
203.736305 7.11391376 7.54534591 0.18295116 0.10482437 3.63164824 4
253.627557 7.8524048 7.57969046 0.05314909 0.13169319 -3.6305181 4
259.225461 7.7865971 7.10201785 0.2169577 0.2126091 -3.6304989 4
42.2630648 5.78125159 6.06955591 0.09242903 0.09554425 3.6303509 4



7.86418917 4.19394487 4.54210116 0.15104667 0.08174043 3.63009323 4
113.637034 8.15277186 7.75356922 0.15595947 0.04944879 -3.6290603 4
134.878874 7.07114575 7.30363237 0.0534527 0.09296483 3.62878572 4
172.029405 7.06763871 7.35170944 0.06193741 0.10757341 3.62710674 4
112.776514 6.20903482 6.65394373 0.14508735 0.14405853 3.62639957 4
100.062623 6.00378754 6.42691487 0.07083317 0.16281956 3.62624882 4
0.63281047 3.41439096 3.62411346 0.10768299 0.01681631 3.6259394 4
64.0184362 7.03245286 6.84428983 0.06016524 0.06908638 -3.6258925 4
14.8994679 6.39649818 6.1646837 0.09690572 0.03110204 -3.6254649 4
151.987609 7.87216466 7.67497284 0.06342579 0.07173763 -3.6252231 4
9510.03239 8.20804944 10.3173296 1.29344034 0.33903851 3.62517572 4
42.4442472 6.61912974 6.41896457 0.06441776 0.06946057 -3.6250404 4
1081.43119 7.63983834 8.4386033 0.27247855 0.21838133 3.62395836 4
342.52817 6.97780519 7.53134284 0.16144825 0.18765859 3.62394932 4
12.188019 5.05524265 4.47479537 0.19641747 0.13803055 -3.623914 4

28.0200494 5.49770879 3.52035036 0.4543345 0.68539613 -3.6239054 4
4.72103532 5.09710896 5.25950382 0.0794269 0.02436779 3.6238033 4
263.148208 6.73219179 7.35760555 0.28143373 0.16021026 3.62373687 4
165.964985 7.44835814 7.63356062 0.01870593 0.0821192 3.62364739 4
53.7023758 7.53623355 7.80836391 0.14840148 0.02173012 3.62327948 4
94.6417223 6.15161912 5.55237583 0.01867862 0.39888213 -3.6227542 4
15.3425121 4.70378721 4.18235397 0.12701897 0.24576181 -3.62261 4
24.6718928 4.70764872 3.92761089 0.09896365 0.50256767 -3.6225022 4
0.82738594 1.56374856 0.3854151 0.29699183 0.64210431 -3.621846 4
138.364073 7.06924993 6.74808021 0.0529152 0.15758519 -3.6217718 4
232.629525 7.22077513 6.73460792 0.05008316 0.26317963 -3.6217258 4
215.175402 7.49329556 5.75996045 0.36010403 0.57917009 -3.6208717 4
84.7361577 6.91986971 6.3368848 0.19000302 0.1554106 -3.6205781 4
17.5636584 5.05116359 5.29753136 0.07325337 0.08676751 3.62014597 4
7.7400586 3.85134732 3.15453623 0.16388529 0.31620658 -3.6200053 4

10.2579923 5.59010134 5.76579436 0.08405995 0.031863 3.61956227 4
181.386731 5.82699746 6.67586603 0.38367784 0.24357399 3.6194207 4
1.88009441 4.0401905 3.71472071 0.13578597 0.0460545 -3.6190957 4
19.1248043 5.45177611 5.1213797 0.10599805 0.11712325 -3.6187622 4
140.812697 6.92810307 6.49645132 0.08991929 0.19967252 -3.6181458 4
387.263751 7.92215988 8.24139267 0.11183968 0.10428288 3.61803019 4
422.166214 7.09853619 7.75605769 0.25718792 0.17656362 3.61665674 4
178.445529 7.38248709 6.94421328 0.13116651 0.17450425 -3.6163437 4
21.1951484 5.52116633 5.0916412 0.14570845 0.12547573 -3.6158623 4
112.458132 7.37411975 7.5889655 0.08889416 0.05604242 3.61535568 4
8.00486623 3.95947132 4.30196755 0.11857016 0.10661775 3.61532472 4
7.3547189 2.45085521 3.52667975 0.62286289 0.20548427 3.61478401 4

25.3096871 3.48279357 4.50411218 0.40976209 0.29928818 3.61475021 4
8.29290197 5.05636419 5.19981443 0.05094513 0.04618613 3.61472965 4
83.7778138 7.02114179 5.54611977 0.37483967 0.29682751 -3.6144693 4
12.3293486 5.03221133 5.23013178 0.06850598 0.06475232 3.6144066 4

19.55491 4.46739379 4.86291289 0.07423299 0.144991 3.61418665 4
3.57813874 5.37094555 3.67912322 0.3831069 0.08840955 -3.614158 4



104.565275 7.11743391 6.8971866 0.03936693 0.10852611 -3.6140207 4
51.5931936 4.11205449 5.17044033 0.3288411 0.27441569 3.61344127 4
100.213861 6.39682611 6.74775187 0.11747223 0.11462944 3.61012727 4
33.0498714 4.73466926 5.30841442 0.24324546 0.1680897 3.60809397 4
61.4862499 6.20586888 6.49873785 0.10363985 0.09384844 3.6072115 4
15.4923878 5.54805373 5.36087458 0.05607098 0.07123845 -3.6068764 4
5.54599555 2.96711605 3.42858831 0.04682829 0.17518343 3.60669026 4
155.598738 6.19353335 6.77658816 0.22089112 0.1690192 3.60641566 4
1.21014434 2.43070564 0.94570561 0.36144155 0.45139113 -3.6059881 4
97.0596675 5.0087685 6.14633223 0.59357277 0.21707791 3.60587255 4
1105.09311 9.05481508 8.63757723 0.09343759 0.2067564 -3.6058565 4
242.392655 8.09965827 7.83446747 0.08407163 0.09534058 -3.6050432 4
0.57249098 1.14596645 1.67355836 0.28838732 0.11068809 3.60489429 4
68.326717 6.17165647 6.87053203 0.3857458 0.0714214 3.60445164 4

121.013059 6.83545683 7.07937421 0.03494829 0.1048836 3.60417302 4
464.369546 7.05137237 7.66323811 0.11107717 0.20460052 3.60409299 4
32.6865035 3.44312364 5.43118429 1.3356882 0.1476836 3.60371077 4
8.86922746 5.03788997 5.17089523 0.03726008 0.05050927 3.60232958 4
672.175706 7.65424988 8.24623063 0.23583914 0.1690548 3.60219185 4
63.2717139 6.33595457 5.94369169 0.10825606 0.16787573 -3.6018249 4
124.186911 7.15234129 6.64015847 0.16694145 0.1632389 -3.6012112 4
117.401224 7.72453052 7.00983791 0.26472048 0.10923954 -3.6007414 4
279.603495 7.52980293 6.99806364 0.12751263 0.2398382 -3.6005722 4
7.86667292 4.47682756 4.18301749 0.08387286 0.12112232 -3.6004412 4
1325.59584 7.23276953 8.5215184 0.62098553 0.26975735 3.59967322 4
531.956275 7.9382441 8.27812694 0.05819947 0.13332627 3.59937113 4
350.854379 6.88873418 7.43561879 0.05072869 0.20142738 3.5992216 4
156.417365 7.35247996 7.0122349 0.09468401 0.13787144 -3.5991374 4
73.5957579 7.21359 7.42326651 0.094401 0.04429349 3.59903915 4
179.937693 7.24387369 6.68254325 0.16613312 0.22845947 -3.5980668 4
179.937693 7.24387369 6.68254325 0.16613312 0.22845947 -3.5980668 4
6.1019405 4.51486473 4.75273486 0.11175956 0.05320104 3.59749071 4
10.469687 6.76075046 6.96788564 0.10516051 0.00984717 3.59730217 4

92.1802641 6.21085229 6.72281391 0.26681666 0.11441008 3.59716724 4
178.673131 5.70813711 6.63353583 0.37482053 0.2212653 3.59641036 4
25.5414708 6.12283495 6.86386023 0.43910827 0.02671129 3.59605667 4
58.7838502 7.21933997 7.10604816 0.0279974 0.04878139 -3.5959991 4
33.7764048 6.35165566 6.10698447 0.08851605 0.07450992 -3.5955277 4
198.825629 6.54299824 7.02301663 0.1041648 0.18503835 3.59551542 4
1.39676197 5.83927715 5.57636732 0.11125995 0.0052966 -3.5954907 4
4.98317585 4.15245875 4.32701942 0.04842196 0.06686498 3.59544842 4
6.92436475 4.19265573 3.76750053 0.13290652 0.15374255 -3.5947376 4
25.040807 6.27708975 5.93067735 0.130643 0.06631827 -3.5945178 4

360.433262 7.62682447 8.24953135 0.36770779 0.09223454 3.59407575 4
230.818522 7.99018047 7.44418295 0.19555106 0.13509811 -3.594005 4
121.449695 6.6994873 7.27893646 0.30156209 0.08442222 3.59389993 4
26.2596978 6.00803162 5.83240196 0.04163186 0.07829766 -3.5933606 4
13.674158 5.09589566 5.26216906 0.02715394 0.06979839 3.59225311 4



30.4738841 7.13041973 6.31839878 0.2687684 0.05436365 -3.5914732 4
265.313543 8.69529845 8.31345356 0.15302088 0.06627393 -3.5909505 4

31.90111 5.43823325 4.92554847 0.13445616 0.24607968 -3.590876 4
53.9681097 5.86244651 6.16882134 0.0846257 0.10934385 3.59086494 4
14.3225641 4.2781736 4.6188291 0.02414302 0.13915755 3.59070954 4
27.0185281 4.82674093 5.20686679 0.06835751 0.14626956 3.58970627 4
30.2974509 4.41498592 4.99204084 0.1183937 0.19682737 3.58934563 4
206.570283 7.63275118 7.85715874 0.06935901 0.07856806 3.58830061 4
4.00153304 4.96431685 4.82562217 0.05686953 0.03184359 -3.5869454 4
19.1062487 5.28988259 5.49281957 0.05124761 0.08003892 3.58684598 4
33.5493907 6.99589484 6.41390658 0.21536574 0.05422291 -3.5859252 4
4.66443583 6.33270985 2.20939392 0.52160022 0.4804153 -3.585276 4
64.615757 6.37478266 6.96045505 0.37919424 0.06021643 3.58524365 4

135.243111 7.78827899 7.42570651 0.14108174 0.08242963 -3.5848042 4
139.724934 7.12176187 7.35228139 0.0579355 0.09151621 3.5842927 4
61.3934614 6.13122364 5.5789958 0.15546914 0.2361201 -3.5837212 4
8.25241718 4.75720339 4.9735392 0.09049031 0.05697896 3.58359195 4
21.5508385 4.78725227 5.09947484 0.02205775 0.13488327 3.58342211 4
21.5508385 4.78725227 5.09947484 0.02205775 0.13488327 3.58342211 4
21.5508385 4.78725227 5.09947484 0.02205775 0.13488327 3.58342211 4
14.0269886 5.26626242 4.53359519 0.26366682 0.15718233 -3.5829833 4
244.097956 6.65760411 7.2158567 0.17868021 0.18756692 3.58249309 4
415.913731 8.4350389 8.79412049 0.17427312 0.06411795 3.58240521 4
12.3798026 4.23622307 4.57167414 0.07749294 0.13036953 3.58230238 4
281.555819 7.8388414 7.51198698 0.07191077 0.15127721 -3.5818253 4
281.555819 7.8388414 7.51198698 0.07191077 0.15127721 -3.5818253 4
281.555819 7.8388414 7.51198698 0.07191077 0.15127721 -3.5818253 4

9.275713 4.57139323 4.17990474 0.12057475 0.13926275 -3.5817615 4
6.00761078 5.00272426 5.25380131 0.13311501 0.03136723 3.58089317 4
77.7051664 8.12638507 8.01676038 0.04458841 0.02580849 -3.5804517 4
128.684409 7.18559053 6.92513769 0.04932418 0.12246545 -3.5803018 4
190.562412 6.94608859 6.2840407 0.13598025 0.37788429 -3.5796954 4
24.5078827 4.12265524 5.00833625 0.54122881 0.16535589 3.57923621 4
185.086014 8.18794201 7.73256175 0.16925931 0.08020732 -3.5789218 4
5.64411426 4.36389045 3.97127303 0.13645708 0.10955817 -3.5782758 4
87.3959339 6.73997056 6.41606078 0.08101502 0.14790569 -3.5776607 4
31.791792 5.4282028 5.86307518 0.22801439 0.08849353 3.57716042 4

47.4228074 6.18269139 5.8314523 0.10507239 0.13402047 -3.5769767 4
52.4675926 5.67820358 6.04240608 0.1193534 0.12251958 3.57567375 4
1940.32117 8.35759277 9.12562665 0.3331984 0.2121462 3.57480365 4
44.5549251 6.41962396 6.64759575 0.09949038 0.05695109 3.57477773 4
138.078048 6.88403626 6.22076328 0.18362666 0.28519147 -3.5741931 4
144.217401 6.76178672 7.10172117 0.10452575 0.11532622 3.57327637 4
19.4609133 5.81927436 5.33621486 0.19030547 0.09146634 -3.5730002 4
109.587546 6.11721758 6.54788706 0.11219945 0.15481055 3.57292536 4
4.55109183 3.53273328 4.05441518 0.31098713 0.07978292 3.57265384 4
4.88162343 3.11189932 2.42568115 0.06309507 0.43993515 -3.5722889 4
48.7191729 5.43058996 5.83303621 0.11412914 0.13777476 3.5720858 4



311.588657 8.17615188 7.84296615 0.10821438 0.12158307 -3.57156 4
105.930284 6.91131033 6.38129149 0.17895185 0.17187897 -3.57096 4
17.5904572 5.70728831 5.45890386 0.0918593 0.07385676 -3.57072 4
5.04839162 4.06395997 4.25517962 0.05588546 0.07213528 3.57065526 4
21.1163944 4.01717054 4.57933292 0.00921484 0.22899355 3.57059014 4
16.5624539 5.72771814 5.53473608 0.06514299 0.0641468 -3.5705845 4
854.623813 9.13258302 9.35678187 0.08050033 0.07538767 3.5704037 4
11.9977547 3.68129951 2.27581198 0.14100657 0.8795697 -3.5702771 4
39.4427095 5.93221641 6.13397207 0.03293117 0.08751654 3.56988028 4
9.90495423 7.61893263 4.38324137 0.43121137 0.12573287 -3.5695186 4
86.2995218 7.50718083 5.4387564 0.51354792 0.41300416 -3.5684764 4
47.468098 6.25341288 6.58513356 0.16978253 0.06444478 3.56809888 4

15.3405257 4.83511043 5.08293021 0.06501928 0.09734845 3.56625082 4
8.87850456 3.75917554 3.08296343 0.08903912 0.41424607 -3.5659706 4
30.9454805 6.38836985 5.88155336 0.19230223 0.08848022 -3.565719 4
5.89667273 3.23822843 3.62281782 0.03400551 0.16341434 3.56562819 4
308.959061 6.74945037 7.38043947 0.24231545 0.20269175 3.56552552 4
92.2283961 6.33682756 5.43957799 0.24349904 0.36357729 -3.565341 4
145.278188 6.61017202 7.04226166 0.18159011 0.12883842 3.56486119 4
41.543925 7.41896671 5.44603455 0.39344269 0.17916239 -3.564837 4
98.088877 6.7116953 6.16138621 0.1737502 0.20392954 -3.5645961 4

273.743195 5.68870707 7.12112106 1.0405091 0.20748 3.56444561 4
62.1695056 5.2096759 5.79130461 0.1790331 0.18679208 3.56431327 4
47.3113542 6.24887478 5.95326357 0.08461578 0.12531714 -3.5634727 4
218.705973 7.16860632 7.7224366 0.30338314 0.09655119 3.5631834 4
1.97389496 4.0999224 3.21193449 0.28308852 0.07900482 -3.5631803 4
203.509108 6.8451249 7.26945783 0.14326296 0.1441267 3.56309971 4
135.56225 8.61409655 5.71545376 0.44020535 0.40357393 -3.5628731 4

48.0365455 6.84949173 7.11285957 0.13353865 0.03881952 3.56284105 4
344.920388 8.37306798 8.00000086 0.12975777 0.11881247 -3.5623935 4
103.008573 7.02125832 7.31245252 0.13886434 0.06807883 3.56232903 4
1.86892933 2.27462848 2.82146398 0.29083969 0.11358108 3.56222821 4
67.9007067 5.72857324 6.10640652 0.05680137 0.15091968 3.56207135 4
500.786095 8.58226105 8.76110448 0.02153443 0.07704038 3.56206709 4
11.9817884 4.22411024 4.5495711 0.07354542 0.12318064 3.56202222 4
10.5877992 4.62415642 2.01495598 0.48142014 1.56085557 -3.5619816 4
142.923091 6.20486004 6.88177451 0.33266662 0.14078366 3.5610603 4
11.4809807 3.8690106 4.35119417 0.17908339 0.15004436 3.56064029 4
6.03215228 4.22377296 4.47213503 0.10526546 0.0698938 3.56035604 4
104.565443 5.4799245 6.17104246 0.23601986 0.20492824 3.55958298 4
129.476299 7.48401808 6.99525532 0.18686478 0.12260112 -3.5595179 4
286.182149 6.35741497 7.14680025 0.30537768 0.2121944 3.55814527 4
56.8976667 7.10053599 6.94978982 0.04993047 0.053906 -3.5579427 4
17.8826321 5.3618327 5.56300153 0.06769456 0.06902959 3.55742205 4
57.5319047 5.43649067 5.86309958 0.08452376 0.16070391 3.55708743 4
18.3340146 5.29804607 5.63605715 0.17626072 0.06477913 3.55695833 4
9.20288368 4.70030959 3.9749916 0.25453756 0.16800042 -3.555582 4
59.7966706 6.35720178 5.82372982 0.18439191 0.16819911 -3.5551605 4



13.438568 4.38143524 3.66235879 0.18228026 0.37238415 -3.554933 4
27.0632535 5.87523383 6.06446491 0.06841675 0.0640081 3.55452853 4
370.95949 8.0069689 8.25441923 0.06183355 0.09617231 3.55449111 4
60.87487 6.8664883 6.13174757 0.23657289 0.13306599 -3.5536536 4

59.5346484 6.643934 6.46330191 0.01752034 0.09109287 -3.5524912 4
369.259752 7.80030551 7.21008422 0.15838487 0.25607286 -3.5522217 4
48.0382846 6.29750879 5.98403584 0.09405444 0.12516936 -3.5511599 4
17.1776016 6.74239503 6.25906468 0.19956979 0.03264992 -3.5506277 4
3.11058008 4.32695148 4.43725322 0.03941418 0.03656599 3.54943984 4
4.6689741 3.71820259 3.11971556 0.20088161 0.20357508 -3.5492449 4

4.09665116 5.26766542 5.48085844 0.10862427 0.01703288 3.54742057 4
89.5925383 7.80288323 8.12226939 0.18324903 0.02679312 3.54706186 4
53.3918002 6.19616059 5.90155543 0.0567843 0.14081016 -3.5467367 4
32.0858878 4.82368676 5.38760163 0.25630262 0.14107823 3.54642926 4
19.724792 5.94606929 4.29203342 0.37555599 0.28422053 -3.5450406 4

14.4941055 4.74873044 4.99734464 0.06092744 0.09524918 3.54485767 4
45.334698 3.55011488 5.60714037 1.38796381 0.1718043 3.54464615 4

8.04943977 5.29081782 5.40801092 0.04530011 0.03572739 3.54449528 4
49.3445198 6.22254396 5.9263518 0.07481438 0.13180397 -3.5438553 4
146.308055 5.68595173 6.46359383 0.27490606 0.22753569 3.54380272 4
104.331303 6.60133155 5.80446865 0.22443795 0.30458084 -3.5436861 4
128.162081 7.81918122 7.43320005 0.14930936 0.0765626 -3.5433573 4
178.191983 7.72896714 7.39268481 0.11895716 0.1071119 -3.5430987 4
101.35001 6.19533009 6.55708065 0.06599491 0.13797205 3.5428303 4

412.018427 8.01886756 7.56342936 0.1091923 0.20375167 -3.5425028 4
204.20926 7.79161303 7.30175916 0.16640278 0.13227104 -3.542502 4

32.7879145 6.20242955 6.01423237 0.05056504 0.08191529 -3.5421678 4
85.9760082 6.19865551 5.62527229 0.10760146 0.33512115 -3.5420707 4
688.395775 8.38249601 7.8872179 0.10313507 0.23951269 -3.5416453 4
22.0928938 4.10600175 6.06381436 1.36043938 0.05063488 3.54119065 4
9.19548934 3.86647491 4.29141008 0.17769899 0.12442573 3.54079855 4
367.974226 6.75337896 7.45961614 0.28048621 0.20914718 3.54054328 4
133.195813 7.22794907 7.47260869 0.09716091 0.07691437 3.53940673 4
75.7599841 6.00179442 6.36652335 0.10720224 0.13477877 3.53930652 4
8.37568321 4.41171229 4.6707412 0.09958522 0.07752186 3.53742211 4
86.3938313 7.18028846 7.39964797 0.1001272 0.05295652 3.53698021 4
117.939241 6.5050626 6.85536652 0.11128728 0.1287006 3.53683919 4
287.632172 6.59018145 7.21195295 0.16915002 0.20217576 3.53665224 4
2.18864435 2.4708054 2.9024046 0.19454729 0.12214843 3.5353759 4
85.4671768 6.5754534 6.01626034 0.18088491 0.21784961 -3.5347549 4
34.0109327 7.5752156 5.31244815 0.46713558 0.16111614 -3.534392 4
59.635221 6.56714855 5.82089666 0.2681258 0.17297048 -3.5336654 4

64.9258532 7.17773946 7.51750766 0.18966187 0.03514685 3.53330688 4
270.185165 6.94387931 5.57698624 0.22427672 0.76334989 -3.5331431 4
286.243542 7.25682205 7.66093848 0.13839531 0.13444468 3.53289605 4
3.50076415 4.87043632 3.90973992 0.30220981 0.06883655 -3.532871 4
143.694997 7.24344962 6.87193439 0.1083211 0.14258539 -3.5325368 4
22.836774 5.46712091 5.83900332 0.19661694 0.06523543 3.53238092 4



2.22247563 4.45330202 4.71422593 0.14429415 0.02001404 3.53189805 4
370.461768 7.82377332 8.10587576 0.06586441 0.114146 3.53184557 4
14.3891699 5.40985061 5.63282161 0.10570895 0.05214832 3.53104188 4
20.7846492 5.65400976 4.68893618 0.31106835 0.19932522 -3.5298184 4
28.5832632 4.52861642 5.01084423 0.05129702 0.18341568 3.52830492 4
57.7910422 6.2777885 5.46196567 0.24341861 0.23962041 -3.5270848 4
2.40180568 6.24216158 5.64792805 0.2214999 0.00845247 -3.5257914 4
1.94832095 4.75509695 2.82664812 0.39531387 0.11640242 -3.5255699 4
13.0751103 7.56544977 3.3304005 0.45144245 0.52612895 -3.525306 4
24.6796621 6.78597288 5.71738313 0.37488452 0.08068981 -3.5247725 4
103.523481 6.78804834 6.37489082 0.11934692 0.17507704 -3.5246722 4
8.18211683 3.64740169 4.39477878 0.51652906 0.10266145 3.52346344 4
170.939704 6.97530553 6.42749429 0.12695331 0.28827221 -3.5221066 4
23.0852573 5.66554297 5.06441771 0.22529559 0.15190026 -3.5218548 4
42.3744238 4.0043812 5.04595319 0.51578986 0.28893887 3.52107003 4
18.4077802 7.10683812 6.0785579 0.3362781 0.04170101 -3.521035 4
931.736282 8.21827404 8.62641878 0.04366568 0.17463737 3.52024453 4
241.530558 7.04096117 7.44523773 0.12946826 0.14342965 3.51985979 4
317.548897 7.47711224 7.79718725 0.05715102 0.12572564 3.51840427 4
66.431042 4.9105685 5.67144854 0.27722167 0.21742861 3.51794105 4

1.88703744 4.07496769 4.36120231 0.1600638 0.02420379 3.51750132 4
80.6336202 5.88453655 6.37463429 0.22440073 0.13634661 3.51748184 4
105.969345 6.90542014 7.13147034 0.06596256 0.08622435 3.51732623 4
12.7360431 6.67693446 5.23936381 0.36203111 0.06882519 -3.5170887 4
113.732043 6.12744026 6.63097687 0.19912587 0.15002741 3.5170479 4
180.714276 6.88390357 7.2295872 0.08804391 0.12855316 3.51686672 4
244.98077 7.24212093 6.76852453 0.02769072 0.29071285 -3.515874 4

43.8284844 4.41420169 5.14864715 0.15923915 0.26243279 3.51582561 4
81.3324757 5.90446654 6.4149107 0.24381065 0.13637864 3.51578644 4
41.8454678 6.11807309 5.44892385 0.24377426 0.18388329 -3.5153461 4
208.167589 6.46044227 6.97037228 0.08641907 0.18605995 3.51398389 4
73.4208261 6.5951885 6.25316989 0.0981816 0.13563128 -3.5133992 4
90.794342 6.45972457 6.71161115 0.02185658 0.1124203 3.51294537 4

4.03237803 4.64370456 4.41658783 0.09393121 0.04914954 -3.5127656 4
141.11084 7.58036089 7.30855033 0.09274565 0.09577607 -3.5119779 4

152.330705 6.79283428 7.15582802 0.13761569 0.12078528 3.51079634 4
51.2902356 5.33760729 6.05421428 0.37981292 0.11625753 3.51024479 4
9.33939869 5.44268782 3.14215695 0.48779465 0.36987527 -3.5101707 4
25.6869101 6.13303772 5.82878136 0.12087047 0.07694241 -3.5101074 4
91.3681095 6.83701086 6.58835663 0.04288623 0.12121513 -3.5094259 4
479.329117 6.43250403 7.64191592 0.66606234 0.23871665 3.50863542 4
11.1058477 4.54270312 3.16689971 0.37592607 0.52566552 -3.5085842 4
10.6669848 3.86608763 4.25390608 0.08510115 0.1578173 3.50810497 4
15.7068578 5.65582285 4.85591571 0.27157145 0.12076093 -3.5079557 4
217.444707 6.49135471 7.00613079 0.09053111 0.20794993 3.50706367 4
13.0352315 5.09392689 5.26584998 0.04824722 0.06860887 3.50591135 4
16.7757471 5.69534263 5.37612334 0.1202333 0.07631879 -3.5057068 4
70.5387978 7.59739298 3.97066832 0.51547027 0.91982815 -3.5046906 4



3.47901441 2.49303513 -3.3070855 0.30353287 4.46391596 -3.504199 4
101.584628 6.93328193 7.16413372 0.08320126 0.079156 3.50344227 4
127.560937 6.49390406 6.85145896 0.09491821 0.13833639 3.50318987 4
2.61576044 4.29498241 4.4784107 0.09394415 0.02951602 3.50275944 4
78.9097517 6.26093472 5.66055608 0.16144095 0.27066059 -3.5027134 4
91.2344113 6.76036508 6.44486203 0.07908527 0.14200499 -3.5022317 4
30.4132482 5.929086 5.5076039 0.15084358 0.12662075 -3.501691 4
4.05887767 3.80421245 3.23502563 0.18792958 0.152528 -3.5012639 4
1508.54173 7.78506727 8.58469601 0.07100208 0.2604469 3.5009824 4
7.40229736 3.74180334 4.11596193 0.13590178 0.11891545 3.50075184 4
53.0966077 4.24503835 5.15419719 0.13200782 0.32789581 3.50048579 4
198.974209 7.29066373 6.66827589 0.19461872 0.23948632 -3.4994032 4
6.55966894 4.87492772 5.16718975 0.15908814 0.03699474 3.49895333 4
5.52675894 6.71326562 5.656983 0.32892685 0.01927027 -3.4986181 4
5.50270741 4.15547921 4.34131286 0.05304869 0.07250023 3.4984445 4
20.3791914 5.21178279 4.74831489 0.14106895 0.17214336 -3.4973778 4
1249.39353 8.1158184 8.67083995 0.068936 0.20883862 3.49663595 4
60.4908605 6.66650948 6.2335404 0.15315137 0.11902236 -3.495999 4
104.283337 6.47549488 6.92518511 0.2154285 0.10378962 3.49549814 4
18.3187319 5.12991572 5.33899774 0.04273715 0.08799586 3.49506391 4
245.305244 6.91237363 7.47690474 0.29509794 0.13911626 3.4950211 4
16.1010169 4.61628426 4.14541455 0.08235487 0.27336411 -3.4945014 4
45.6587393 6.43358678 5.63168113 0.25229923 0.16688668 -3.4942638 4
30.2742867 6.77659397 5.83248768 0.28835858 0.09046263 -3.4939674 4
36.6549712 6.34581123 6.57763667 0.11395098 0.05170842 3.49372203 4
257.700675 5.09855331 6.5994309 0.61956168 0.36358624 3.49367378 4
10.4872107 4.68664024 4.24766315 0.15358674 0.14350594 -3.4929434 4
48.8994168 5.69606795 6.02717602 0.10644888 0.12195861 3.49294017 4
225.19339 5.44663336 6.59041186 0.42532065 0.29341679 3.49283861 4

7.19875825 4.36379571 4.65235634 0.13954005 0.06834694 3.49226698 4
30.839101 5.63508873 5.84106278 0.03330313 0.09152512 3.49197422 4
199.9006 6.66527761 7.08082424 0.0621523 0.16569231 3.48990903 4

16.3389989 4.55030369 4.86260911 0.06660678 0.12545153 3.48975509 4
21.0735223 3.79818651 4.68934882 0.52730077 0.1972117 3.48950225 4
875.77897 8.57796012 8.92191382 0.12486849 0.11807636 3.48849728 4
436.5158 8.5450028 7.98898871 0.21040471 0.14545623 -3.4884783 4

7.03711198 4.33940232 4.70646374 0.19740699 0.06475038 3.48836955 4
61.9581422 4.56990839 5.44637598 0.31993864 0.2576277 3.48830721 4
647.689105 6.72344181 8.47644894 1.16684268 0.1303727 3.48796397 4
3.79049047 2.63328651 3.11921173 0.15431356 0.17553942 3.48786325 4
353.265305 7.59571862 7.93391259 0.09401328 0.12417572 3.48781806 4
51.1565159 5.72569808 6.12813422 0.18371002 0.11415085 3.48770539 4
81.7859551 5.73100021 6.43980311 0.3694592 0.12900156 3.48746837 4
9.73013231 3.49250243 3.96872517 0.09420788 0.17512188 3.48659261 4
35.9691925 5.97761636 5.64182842 0.11189796 0.12304818 -3.4855523 4
90.2858037 5.07492862 5.87848615 0.2631312 0.25317488 3.48512276 4
82.9205701 6.44133963 6.67414333 0.00975142 0.10432032 3.48473714 4
5.05533137 4.40409529 4.09281494 0.12326968 0.08483431 -3.4846871 4



3.07941703 4.55314796 4.45172539 0.035685 0.03558316 -3.4846119 4
153.685435 6.76623241 7.24280366 0.24296515 0.11282525 3.48409018 4

1.134564 4.82542396 5.0239657 0.1043352 0.00745577 3.48366279 4
173.070944 6.01179975 6.87624641 0.47001493 0.17359059 3.48319053 4
1343.19105 8.6670266 9.05533372 0.06901334 0.1547356 3.4827492 4
20.3496709 5.92761013 5.53131035 0.15789006 0.07931191 -3.4822821 4
353.199386 7.7295944 8.06652936 0.12830202 0.11341572 3.48216888 4
121.489719 5.35074891 6.31603199 0.55288567 0.2091446 3.48166433 4
32.1839214 5.55433876 5.78777722 0.04505589 0.09801306 3.48146019 4
22.4182819 3.43725206 4.36174722 0.30056944 0.26780249 3.48081238 4
417.338857 7.7187791 7.08074276 0.13750614 0.3189372 -3.4802598 4
20.0450471 3.90083149 4.49791579 0.10895079 0.21631269 3.47980664 4
162.525793 7.0775953 6.69945643 0.06654497 0.19898177 -3.4797428 4
49.7105873 5.15578932 5.68073945 0.20328763 0.17594531 3.47900662 4
49.7105873 5.15578932 5.68073945 0.20328763 0.17594531 3.47900662 4
49.7105873 5.15578932 5.68073945 0.20328763 0.17594531 3.47900662 4
0.75750365 1.85465461 1.56853818 0.02251911 0.16493773 -3.4790022 4
251.482203 6.58317615 7.16783552 0.20080317 0.18404546 3.47857518 4
15.8846148 5.10466449 4.80864571 0.08013444 0.13236931 -3.4782179 4
36.4592301 6.8221156 6.47287233 0.14288716 0.05640404 -3.4778128 4
2.81835669 4.3920574 3.13461936 0.35701991 0.11838649 -3.4771363 4
2.02275628 3.69977017 3.92632335 0.11720912 0.04032519 3.47641232 4
324.746965 7.90879162 7.49967528 0.11306912 0.18800941 -3.4761464 4
21.1394561 6.62026858 6.77198042 0.0767269 0.02419064 3.4758805 4
25.5722244 4.51901658 5.13272299 0.32589836 0.14587062 3.47577654 4
75.2846609 6.37230998 6.0501516 0.03613229 0.18353566 -3.4757304 4
93.574581 4.88185884 5.88041381 0.41689521 0.25256981 3.47553952 4

3.25548223 4.51561519 4.58593959 0.0080192 0.03348003 3.47515805 4
21.1099179 4.00788635 4.56419028 0.01406425 0.20658796 3.47433132 4
3.14800959 3.66193283 1.65245429 0.47597645 0.69314751 -3.4739592 4
8.1137253 4.0235003 4.36113214 0.13963758 0.10057691 3.47342628 4
248.27828 6.24948925 6.94879861 0.18189712 0.22425553 3.47262424 4
79.990234 4.98576626 6.34158004 1.01102968 0.14634337 3.47248804 4

550.288919 7.34524692 8.14729538 0.5152775 0.16657989 3.47003404 4
90.598263 5.59655124 6.26785143 0.35358726 0.18022015 3.46825205 4

17.5000806 4.995803 5.24564471 0.08023205 0.09014139 3.46782948 4
84.6873862 6.32858013 6.6945548 0.16507393 0.10680141 3.46604065 4
16.3996366 7.76117733 3.49989727 0.49068334 0.49759924 -3.4653626 4
292.135546 6.84571348 7.37235075 0.17115163 0.19289765 3.46536252 4
8.06480662 7.25852433 3.6768448 0.59735641 0.21368718 -3.4649628 4
465.564845 7.68628722 8.13990879 0.1803849 0.13096791 3.4648079 4
10.9506188 4.83438192 3.42675848 0.37703227 0.36610436 -3.4646632 4
11.6713756 4.22051126 3.55998704 0.16012722 0.34191553 -3.4643806 4
30.1450322 6.51031339 6.03686113 0.17814846 0.07336434 -3.4638756 4
73.8584188 8.02843061 8.21386841 0.10012029 0.01990003 3.46373073 4
3.78462766 3.95788917 4.22437046 0.1367797 0.05451167 3.46285886 4
4.39304754 4.3384065 2.89511084 0.37967619 0.25958767 -3.4626467 4
31.4082696 5.61077366 5.076913 0.16945842 0.19774911 -3.4622832 4



80.985561 7.47123562 6.68542316 0.28357883 0.10394415 -3.4615304 4
4.0913052 4.28505928 2.7206437 0.36852719 0.27578042 -3.4615036 4

40.7281022 7.30442351 7.57710105 0.14437792 0.02085409 3.46142534 4
40.7281022 7.30442351 7.57710105 0.14437792 0.02085409 3.46142534 4
40.7281022 7.30442351 7.57710105 0.14437792 0.02085409 3.46142534 4
3.91145318 3.80536913 4.03679784 0.09413742 0.06998311 3.46121482 4
19.1971302 5.22970787 3.55770612 0.36170545 0.54751799 -3.4608511 4
20.6009995 5.3882473 4.76817282 0.21455648 0.18260729 -3.4606273 4
153.454922 6.96681646 6.5718551 0.06617648 0.20747838 -3.4605356 4
8.38985072 4.38919578 4.63743925 0.09678777 0.08310057 3.46039076 4
47.1886938 7.13037182 7.26527838 0.06016011 0.03309737 3.46031862 4
405.12017 6.57703691 7.32780049 0.13667638 0.25058967 3.46024243 4

502.085641 6.46048544 7.39395033 0.16452251 0.28378124 3.45988604 4
861.352658 7.0194146 8.36505981 0.803904 0.20019536 3.45895949 4
63.838184 6.54861588 6.29117433 0.06698878 0.11469082 -3.4578101 4

47.7238123 6.52103808 6.29916096 0.07041952 0.0859707 -3.4570785 4
4.36759896 3.61838837 3.83368235 0.03417259 0.09235356 3.45700472 4
317.99077 6.75626894 7.34820592 0.18088939 0.20117207 3.45631112 4
171.6773 7.01273151 6.49050404 0.12853823 0.26246043 -3.4562807 4

252.154247 7.25971231 6.76858576 0.0604322 0.2767285 -3.4560811 4
62.0127984 6.17843428 5.35433959 0.24565148 0.3025852 -3.455783 4
138.705185 6.37476759 6.79654089 0.11957252 0.15966884 3.45569687 4
202.56811 8.54163208 9.03630227 0.32037861 0.0240749 3.4555559 4

117.980174 5.87092675 6.44593834 0.21609442 0.18084636 3.45502729 4
25.3377551 6.08625369 5.84665931 0.08848153 0.07423828 -3.4546692 4
83.9809048 6.4143928 6.06264065 0.04438353 0.19829128 -3.4545315 4
158.370975 6.99691936 6.60215373 0.06619659 0.20779378 -3.4536591 4
4.16920287 5.67814589 5.82552693 0.07567064 0.01230666 3.45360475 4
16.1457311 5.87456007 5.70241083 0.0656774 0.05472444 -3.4527762 4
59.3361032 4.89555755 5.52037018 0.07841893 0.22196805 3.45244027 4
5.87638233 5.37067565 4.12061948 0.3877279 0.09611998 -3.4519005 4
20.8277798 5.36581364 4.01172842 0.36678706 0.35313527 -3.4514937 4
364.845247 8.07905444 7.77048479 0.06510747 0.15105186 -3.4512538 4
32.0195643 5.86483186 6.19951995 0.17898047 0.06592571 3.45103007 4
67.7427306 6.35727139 6.04500442 0.06032345 0.15345358 -3.4506627 4
13.6390349 4.38565903 3.90284335 0.07435174 0.26017871 -3.4503119 4
31.9828509 5.88653852 5.35920159 0.18316321 0.146738 -3.4502319 4
256.838743 7.63439109 7.1665413 0.13793809 0.20948387 -3.4499662 4
28.8335423 5.81143596 6.02333772 0.07982632 0.07120434 3.4495908 4
415.717101 6.92127251 7.63049646 0.28801236 0.19340219 3.44925408 4
96.7298025 6.49459743 6.74995567 0.02683996 0.11176732 3.44914187 4
7.3567336 3.67736181 4.04356588 0.12660131 0.13235042 3.44891048 4

1.97497517 3.16193503 2.28262682 0.30147428 0.19638612 -3.4488686 4
2.95614539 3.53664199 3.79742233 0.12466923 0.06744066 3.44861698 4
59.2896896 5.81197827 5.17682692 0.13934392 0.35889245 -3.4476886 4
3.51127518 4.36516777 3.70791152 0.22982167 0.08416844 -3.4471698 4
109.780194 7.32992453 7.14450227 0.04442094 0.08878722 -3.4468617 4
2.47162095 5.00075465 5.21144129 0.11810946 0.01352934 3.44658109 4



95.653466 6.43057591 5.84376626 0.15893779 0.26634404 -3.4459544 4
18.9650114 2.95246461 4.01843376 0.1671062 0.31846196 3.44569937 4
61.285486 5.78782357 5.21652205 0.09667987 0.30380932 -3.4455557 4

11.6707609 5.30533602 5.45305331 0.0560214 0.05024951 3.44488011 4
28.6165743 6.91027621 6.62623058 0.11928999 0.03813508 -3.44426 4
134.631275 7.40796616 7.04339137 0.1347035 0.11372599 -3.4440078 4
62.2237379 5.84654527 5.35570168 0.0511592 0.29328023 -3.4433031 4
24.0402421 4.20098215 4.75014146 0.11047705 0.19658665 3.44328221 4

8.016767 3.70599978 4.04441356 0.06051858 0.13544089 3.44277413 4
47.2898662 6.63534627 6.48055608 0.03542457 0.07307035 -3.4426725 4
225.543871 7.85313639 7.65057873 0.0238957 0.10472382 -3.4422788 4
65.2433077 6.53270406 6.22510153 0.0904614 0.13121939 -3.4418554 4
28.1909551 6.40708188 6.50270385 0.02042195 0.04202589 3.4417908 4
241.063751 7.75271968 7.97438922 0.07123549 0.08492416 3.44030453 4

7.487077 4.39955509 4.63269747 0.09657682 0.07374115 3.44007515 4
88.111059 6.12468453 6.47264195 0.09039704 0.13097998 3.43977442 4

219.864374 7.0135879 7.56894093 0.29466622 0.11584926 3.43967287 4
3.92552457 3.80726216 3.36335926 0.15750823 0.13636395 -3.4389215 4
67.4945312 4.82738374 5.58111573 0.19971845 0.23813735 3.4385197 4
44.6674135 6.22170421 5.16131718 0.34831856 0.26116386 -3.4383932 4
35.3805919 6.42205226 6.03479718 0.16172277 0.08282205 -3.4382398 4
3.2371538 3.87973141 4.01871608 0.0350419 0.05903649 3.43820365 4

62.3082219 5.26409412 5.83798983 0.20897571 0.17232878 3.43768416 4
23.6411939 5.56388293 4.96403446 0.22761811 0.15985862 -3.4372396 4
13.6807693 4.47775789 4.7538947 0.04842235 0.11835463 3.43683799 4
10.7483242 4.33351919 3.82612356 0.14462085 0.21861772 -3.4360884 4
66.6180755 5.90235416 5.3803873 0.07308062 0.32701629 -3.435417 4
162.583933 7.0827785 7.54841503 0.24585245 0.0874999 3.43446185 4
2.48732184 5.4661239 1.75725411 0.55001176 0.44393483 -3.4342461 4
207.936527 6.51883715 7.10941024 0.26456058 0.17134582 3.43268871 4
3.61525309 5.11334843 3.96123536 0.3567784 0.0701438 -3.4321411 4
0.91744512 2.31625059 1.48636715 0.27526729 0.19918869 -3.4317866 4
137.885006 6.99304628 7.27270465 0.10115798 0.09734588 3.43165473 4
470.767196 8.91771188 8.73842549 0.05240818 0.07446028 -3.4314414 4
116.247387 6.33787649 6.74281146 0.14530321 0.14056601 3.43134804 4
54.1230293 6.30504574 5.84833312 0.16253606 0.159476 -3.4303543 4
221.523878 6.65646877 7.14406973 0.1437197 0.16622411 3.42979596 4
136.254628 7.79767195 7.97220903 0.07829854 0.0475645 3.42952159 4
109.085563 5.68498098 6.42137486 0.42025784 0.1842192 3.42946775 4
4.96660978 4.60237761 4.83916031 0.1271956 0.03971041 3.42943503 4
461.540846 8.00235919 6.97155802 0.26197898 0.48247239 -3.4293632 4
493.544332 8.67363339 8.82873274 0.01488763 0.07151457 3.4288451 4
33.962603 4.6836563 5.27158119 0.24196018 0.18309097 3.42880953 4
33.962603 4.6836563 5.27158119 0.24196018 0.18309097 3.42880953 4
33.962603 4.6836563 5.27158119 0.24196018 0.18309097 3.42880953 4

41.5342035 5.51545462 4.88674575 0.1667465 0.32735197 -3.4286113 4
648.870308 7.42287361 8.00147142 0.12456205 0.20782598 3.42857047 4
3.38079193 4.14022387 3.97570772 0.05513998 0.06425498 -3.4284915 4



319.009141 7.63377815 8.00180684 0.16683376 0.10642249 3.42809045 4
18.2944986 4.36097055 4.75741636 0.08986239 0.15574585 3.42781573 4
219.099692 7.69939145 7.247065 0.1514413 0.14968693 -3.4276721 4
63.0307785 5.58134174 6.0548019 0.1923125 0.14738218 3.42733834 4
134.552047 5.97315636 6.53657418 0.18135213 0.19288105 3.42681204 4
20.8245638 3.94291935 5.12963702 0.74694426 0.12071227 3.42568072 4
747.846701 9.03063501 9.20419236 0.03644819 0.07628994 3.42560032 4
457.255153 7.87911624 8.41218885 0.30973689 0.10227145 3.42543255 4
4.85476274 3.79794635 3.99219497 0.01644147 0.09021847 3.42435943 4
434.800512 7.43274905 6.24243104 0.20043845 0.67293168 -3.4243478 4
12.1092078 4.65014699 4.91384454 0.09698497 0.08793571 3.42380648 4
43.4914497 4.20221673 5.00541608 0.06795413 0.28898036 3.42327779 4
233.597098 8.21892637 8.42495548 0.09709892 0.05104479 3.42293113 4
24.4924112 5.46799451 5.69005322 0.07210514 0.08220833 3.42269624 4
917.261954 7.83217436 8.54854495 0.33309665 0.17345255 3.42268121 4
6.86958747 5.57391671 5.26531275 0.12950112 0.03513681 -3.4217931 4
380.380909 8.26302127 8.50557995 0.09534583 0.07633238 3.42107686 4
183.148111 7.40886335 7.68387777 0.11131168 0.08480104 3.42052901 4
99.4792263 6.85028415 7.13867298 0.13105975 0.08076016 3.41979824 4
1.70620837 4.00038217 4.19029789 0.09706312 0.02570644 3.41977694 4
322.209731 6.89958012 7.52091505 0.26924433 0.16586148 3.41830194 4
92.1349645 6.70243157 6.93678616 0.07184175 0.08750107 3.41604082 4
0.36329972 1.17943799 1.69978847 0.28917339 0.06513246 3.41564069 4
26.0040624 5.30431644 5.55169599 0.06250691 0.10384817 3.41537612 4
10.2145052 4.79586339 4.47119857 0.11634903 0.12069744 -3.4147283 4
176.88457 6.31409157 6.8680946 0.19189535 0.18297711 3.41417317 4

16.9887174 4.9298122 4.60080105 0.0664037 0.16873795 -3.4140396 4
5.91182402 5.60087361 5.70492225 0.05065675 0.01970348 3.41383097 4
1.2241064 3.59577952 3.31642439 0.12499648 0.04486214 -3.4134045 4

79.3652134 6.43196262 5.66922701 0.2534851 0.26470085 -3.4133934 4
112.635953 7.43065243 7.03180476 0.15114121 0.09673722 -3.4127718 4
29.9124077 4.96455477 5.30998071 0.04605352 0.14155898 3.41262667 4
28.5984933 4.23368176 5.08567719 0.46446195 0.16882531 3.41255159 4

6.192046 5.86123619 5.17099398 0.24772425 0.03515641 -3.4124553 4
81.8862075 5.97689459 6.32162124 0.04950218 0.14254218 3.41189987 4
13.6092614 5.27621392 5.07476242 0.05997394 0.08717586 -3.4117515 4
20.418356 4.49954871 5.01694374 0.25523919 0.13860079 3.41158721 4

55.4086348 5.96961062 5.57552003 0.07815256 0.20035203 -3.4112042 4
3.64643093 3.34851435 2.75275251 0.18173934 0.24444234 -3.4110795 4
184.690361 7.95213782 7.62369811 0.13200634 0.09148237 -3.4109022 4
280.577092 8.01911159 7.21485356 0.29647565 0.20596945 -3.4108747 4
9.10953293 4.13080924 3.74920978 0.05644865 0.2069653 -3.4103543 4
397.717939 6.55978096 7.37235543 0.3374092 0.25481518 3.40859644 4
58.4505224 6.18214217 5.3761915 0.24992572 0.27619136 -3.4083363 4
426.788179 7.96884569 8.28246507 0.11655706 0.10858348 3.40795235 4
15.5117952 3.9299041 4.39750808 0.06882018 0.2003736 3.40786735 4
85.9861099 6.16950948 6.54558084 0.14120448 0.12195323 3.40768253 4
4.34921549 3.98136885 4.27859828 0.15158636 0.05998012 3.40715912 4



280.699374 4.62279463 6.43534421 0.27673939 0.40518005 3.4065753 4
6.09478814 7.11521614 5.09848795 0.53957337 0.0375388 -3.4054826 4
95.7451927 7.0875827 6.71459564 0.13887062 0.11912278 -3.4054723 4
16.5124151 4.8614507 4.36331118 0.1574361 0.22161852 -3.4054614 4
270.138676 7.93342364 8.30079271 0.2011755 0.06837115 3.40511869 4
265.197438 6.16885998 6.89512345 0.11369082 0.27814176 3.40385867 4
5.46997256 3.82510757 3.51078607 0.06267968 0.15874907 -3.4032052 4
315.586526 8.09192095 7.63523817 0.16934945 0.15445845 -3.4031402 4
101.524055 5.64933367 6.43768517 0.4794254 0.15762767 3.40286807 4
9.27617208 3.34345152 1.60340841 0.02068089 1.83477404 -3.4022748 4
41.0125937 5.01026702 5.47905128 0.14432088 0.16700828 3.40164157 4
405.335404 7.96995209 7.43644181 0.149067 0.25104686 -3.401564 4
47.3269359 6.72928511 7.15640487 0.25659516 0.03701129 3.40137282 4
88.4079576 7.62668929 7.44805355 0.07198588 0.05137669 -3.4010333 4
75.5882346 6.51749279 6.837496 0.14936702 0.0821058 3.40056258 4
55.8835614 6.3096695 5.67568246 0.20749002 0.18536951 -3.3996054 4
87.2869614 6.66897079 6.09695794 0.20177034 0.19739622 -3.398518 4
156.339137 5.32129046 6.24184542 0.22260393 0.30399637 3.39824091 4
261.868494 7.6251197 7.92103093 0.11699734 0.09751436 3.39760141 4
200.379028 6.29126284 6.89763145 0.22803158 0.21376848 3.39726721 4
4.16022682 4.1839858 4.37127208 0.08230693 0.05178097 3.39714802 4
21.1952351 5.03566882 5.27594361 0.02881722 0.10599951 3.39666787 4
1.52255508 3.82266864 3.41042107 0.18193404 0.04966411 -3.395834 4
213.984675 7.65951757 8.00168041 0.17812194 0.07313541 3.39547979 4
30.8373142 5.38820427 5.63187249 0.02616163 0.1133728 3.39541541 4
180.942072 8.26425653 7.81251868 0.17960261 0.07285306 -3.3949383 4
65.0318955 6.09596944 5.46988892 0.17524219 0.2928128 -3.394438 4
8.94738566 2.832283 3.57012535 0.22283966 0.26670617 3.39435429 4
273.448775 7.60473679 7.06046213 0.16542335 0.22546336 -3.3941572 4
96.3011666 7.30535736 7.4750297 0.06751009 0.05387002 3.39397992 4
577.568536 6.82590465 7.65122061 0.24734883 0.25690668 3.39362515 4
13.6079533 5.4402108 5.13123195 0.12626468 0.0787491 -3.3933466 4
265.423277 7.56548062 7.99326918 0.22478844 0.09039146 3.39262829 4
4.47472122 3.09278034 3.52635944 0.19489384 0.13080328 3.39257045 4

17.79085 4.86553808 4.34779584 0.15226712 0.23959787 -3.3920618 4
15.3558682 5.31780068 5.66672147 0.20243563 0.05281642 3.39169455 4
225.029028 7.14404268 6.41795938 0.1807344 0.40267661 -3.391588 4
27.2292504 4.87325744 5.20850614 0.01279968 0.14907804 3.39158371 4
616.00052 8.57695158 8.88372241 0.14514219 0.08567903 3.39101065 4

16.5598842 4.61334055 5.00111497 0.17826569 0.10952152 3.39077053 4
92.5054578 5.86381736 6.30694604 0.11832937 0.16149974 3.39003663 4
110.686915 4.93543693 5.98051473 0.4870847 0.25971173 3.38947583 4
3.49240273 2.8529465 3.18866329 0.05188176 0.13887656 3.38932147 4
3.4425657 3.66492884 3.82355947 0.01215738 0.07530658 3.38838869 4

35.5860806 6.27225913 6.51503917 0.12313643 0.05287925 3.38832804 4
230.989405 9.11568291 9.18146233 0.0238899 0.02382452 3.38814666 4
211.130766 6.79939533 7.27369023 0.19299654 0.14259331 3.38813187 4
64.5097253 6.23301826 5.41533573 0.25200735 0.29533599 -3.3875315 4



86.9396732 6.44733359 5.97567045 0.13006203 0.20699748 -3.3870939 4
0.700687 1.75618855 1.08386638 0.21826083 0.22877372 -3.3867712 4

40.5791843 5.77361916 6.07512284 0.12610691 0.09217458 3.38575134 4
9.73520321 4.8359661 5.11688921 0.14943819 0.05918319 3.38489275 4
44.4950453 5.76058057 5.10631017 0.20667924 0.26210968 -3.3843662 4
191.840632 7.77246816 7.22289575 0.20287002 0.14429693 -3.3841587 4
180.815037 5.96143896 6.63552124 0.20566571 0.24477538 3.38414114 4

40.4866 3.77987114 4.84105163 0.38226793 0.31791018 3.38409725 4
30.0226665 5.94385838 5.59843507 0.13273901 0.10817624 -3.3840137 4
17.078304 4.85357295 5.11793235 0.07972436 0.09946843 3.38400295 4

62.7135385 4.64664813 5.42616452 0.16736069 0.26689068 3.38391253 4
39.3491121 6.46197689 5.54305957 0.30964799 0.15891733 -3.3838264 4
13.1246575 3.49283694 4.12523003 0.21337858 0.21434181 3.38372577 4
128.126281 6.33669677 6.82872064 0.21442763 0.13840895 3.38357418 4
147.629044 5.88573541 6.6022185 0.36587217 0.21179718 3.38301655 4
60.7746409 6.3357085 5.65582126 0.2485356 0.22531872 -3.3814301 4
123.025354 6.51563938 6.81385236 0.0041758 0.13382785 3.38093106 4
136.680889 6.33699321 6.83514799 0.20990132 0.14117658 3.38083698 4
16.6731958 5.14433921 5.43976154 0.14955844 0.07312185 3.38059509 4
487.133551 7.45909814 7.99265812 0.22762559 0.16588554 3.38054034 4
633.415689 7.36497725 8.05513129 0.29600219 0.20316945 3.38027567 4
578.109923 7.1630496 7.79871464 0.13632468 0.2265846 3.37876026 4
133.922665 6.6915996 7.07163602 0.16362638 0.11322583 3.37845258 4
0.13465185 3.01878345 -4.3539521 0.56354222 2.52236091 -3.3779452 4
107.528197 7.37104809 7.69032741 0.17475404 0.04869219 3.37782029 4
18.6090552 6.42506728 4.83585231 0.39252636 0.15269931 -3.3767239 4
10.9836273 5.24711725 4.51245921 0.25972138 0.11743566 -3.3764317 4
5.77077843 4.12010717 2.53802299 0.40066696 0.39968506 -3.3763504 4
1.78316881 4.42958128 4.56959376 0.07379998 0.0185313 3.37445586 4
306.671303 7.25297353 7.69891946 0.19673767 0.14241534 3.37417998 4
22.5380156 6.15628472 6.38614077 0.12489159 0.037994 3.3737655 4
48.6904508 4.88367056 5.45007242 0.15153107 0.20980818 3.37358142 4
7.12775406 3.52920931 3.86650755 0.03179424 0.15419053 3.37237917 4
105.921548 6.83207134 5.8437626 0.33148869 0.28232213 -3.3722359 4
197.665938 7.0568732 7.35735335 0.0669243 0.12400385 3.37162442 4
44.3215396 6.50431033 6.17629931 0.12728137 0.09000573 -3.3715427 4
488.921011 8.15469555 8.40762314 0.05205273 0.11252685 3.37152425 4
68.3208386 5.65456911 6.13118803 0.2002929 0.14875987 3.37147925 4
76.1587501 6.10507345 5.4936641 0.15384542 0.33735782 -3.3713968 4
6.86227317 4.56827569 4.26051283 0.120629 0.09417417 -3.3712842 4
465.004063 8.1209635 7.71921736 0.09162776 0.19460403 -3.3712348 4
5.36624272 5.7962324 4.02673688 0.51390379 0.09754264 -3.3710045 4
2.75410514 4.60621498 4.5304237 0.02526512 0.02961387 -3.3709309 4
142.287577 7.53433798 7.6930693 0.04552484 0.06388123 3.37053302 4
1.42308703 2.6939853 2.90338001 0.07052512 0.07978915 3.36990328 4
22.9190244 6.0151381 5.51646643 0.18946011 0.09186201 -3.3695278 4
152.527022 5.85083051 6.55473357 0.29303122 0.23050369 3.36922216 4
3.52746319 4.11180291 4.33221897 0.11434497 0.04629473 3.3690944 4



148.290334 6.53637537 6.88793405 0.05488204 0.15408273 3.36848767 4
17.5579363 4.71175492 3.33360633 0.32043761 0.54862359 -3.3684729 4
27.327173 7.07841945 7.15322822 0.03275087 0.02148027 3.36829323 4

49.3064039 5.92485193 6.21799812 0.11758873 0.09559034 3.36680516 4
86.7000115 6.33555899 6.7168107 0.18476847 0.10226729 3.36632098 4
221.238542 7.26523108 7.58539552 0.11489803 0.11269215 3.36596692 4
353.50489 8.2753356 8.47052134 0.06436867 0.07339597 3.36568761 4

56.5320049 6.84954674 6.24348333 0.22657294 0.11100793 -3.3642907 4
71.4957955 5.70523074 6.14402331 0.15181576 0.15372317 3.36402872 4
16.9313255 5.09947188 4.73093064 0.12384368 0.14295795 -3.3640227 4
170.433228 5.65805759 6.53631691 0.42359724 0.25961328 3.36385731 4
1.65364286 2.32412731 1.7652872 0.1367048 0.30433343 -3.3638569 4
1.80995617 3.07478394 3.29746342 0.09822109 0.06725221 3.3634631 4
18.0827319 5.45850621 5.25305148 0.05512333 0.09373401 -3.3633183 4
51.3922431 5.7970577 5.24095464 0.14837563 0.25306415 -3.3632125 4
432.555551 8.07244353 8.3027629 0.01568042 0.10807038 3.36258694 4
9.16120567 5.92018608 5.67764251 0.10768765 0.03119815 -3.3623487 4
39.4377534 5.72616174 6.09396449 0.19280821 0.08987371 3.36221681 4
514.664032 7.82257977 8.30823149 0.23807869 0.12321716 3.36198441 4
21.5120137 5.39829063 4.92062531 0.17128717 0.15435411 -3.3613476 4
63.0881999 6.24236582 5.55211192 0.22677867 0.2280899 -3.3609896 4
40.2854232 7.88138473 7.32095398 0.219573 0.02654433 -3.3609436 4
11.0803284 4.69651688 4.47283613 0.00352724 0.12262632 -3.3607282 4
225.444833 8.12866281 8.38313549 0.13551802 0.05089225 3.36024998 4
21.9435131 8.18931446 8.02660046 0.07995913 0.00716806 -3.3595101 4
169.137437 7.04938381 7.34254659 0.09960679 0.11244101 3.35920313 4
645.806002 7.91826229 8.29372027 0.05399818 0.16875389 3.35865019 4
20.8467594 5.97517647 5.69048752 0.11888878 0.07093769 -3.3586469 4
67.873972 5.14316268 5.8011976 0.28620371 0.2124747 3.35833215 4

43.3703834 6.69304725 6.20859932 0.18867227 0.0867619 -3.3581614 4
1.04864071 3.31748778 3.02592149 0.12259625 0.05141962 -3.3579779 4
7.22698279 4.83838503 4.71662101 0.01229844 0.06358768 -3.3578038 4
39.7081048 5.08035669 5.4933719 0.1032642 0.15740934 3.35757992 4
335.371228 6.3452442 7.12613988 0.22346689 0.25058583 3.35736361 4
32.4360085 6.84500366 6.91084289 0.00728172 0.03225654 3.35723841 4
4.60682163 5.79887971 6.00975492 0.11899093 0.01130978 3.35673436 4
48.7071971 5.30711436 5.74277592 0.14398056 0.15288061 3.35642169 4
18.1320239 4.81016721 5.06685691 0.04299403 0.11757597 3.356264 4
4.06747536 3.28667783 3.62929495 0.14591418 0.11127505 3.35621627 4
74.2559096 7.06872297 7.23276937 0.06545017 0.05354264 3.35566339 4
100.089667 6.6052847 6.13271802 0.14143654 0.21386924 -3.3554485 4
5.52582046 5.23935249 2.27050769 0.47607159 0.54544494 -3.3551744 4
464.907948 7.65477076 8.08383544 0.17610897 0.14866112 3.354986 4
8.80830705 4.62659384 4.79662536 0.04268521 0.07158914 3.35475478 4
333.339803 8.01451015 8.33082835 0.15200717 0.08105591 3.35428303 4
57.5336983 4.68204374 5.50797537 0.37303458 0.22244422 3.35348986 4
37.8843352 5.36108079 5.87006662 0.26571631 0.10367351 3.35237248 4
476.267349 7.83065348 8.27852887 0.20588721 0.124725 3.35187255 4



185.324137 9.01328814 9.06717303 0.01768994 0.02127101 3.35106332 4
10.5761537 4.97098597 5.10645486 0.01869741 0.0630485 3.35087385 4
14.8987439 4.27904871 4.61779587 0.05355259 0.14685872 3.3506637 4
178.920079 5.79266867 6.55815829 0.27830598 0.24237041 3.35065575 4
25.8725973 4.50858503 4.93953186 0.03247885 0.17665619 3.35051332 4
28.9149427 5.56563686 5.76892121 0.04125416 0.0895843 3.350488 4
186.838126 7.74811584 7.41111957 0.12345784 0.11632539 -3.3504777 4
12.0490528 4.77655035 3.57525569 0.32624039 0.30957412 -3.3502524 4
3.48834733 7.97817634 2.82600595 0.65496054 0.21212873 -3.3500131 4
128.831352 6.22003406 6.65061162 0.12413988 0.17201192 3.34962509 4
350.567938 8.00487112 8.2961235 0.12610127 0.08863829 3.34849941 4
457.25133 7.75667538 8.25506118 0.27017114 0.12228815 3.34829919 4

12.5261591 5.88262192 6.0846339 0.11032856 0.02860838 3.34719801 4
3113.18854 8.57359589 9.31815362 0.09180266 0.25755069 3.3470933 4
3.18659244 3.79805954 3.39872709 0.16407179 0.10333642 -3.3464831 4
163.490273 6.83956793 6.17537328 0.18296089 0.30973736 -3.3459336 4
6.91985891 4.27662644 4.48036306 0.066794 0.07791206 3.34558029 4

548.9962 8.15991135 8.46814121 0.105323 0.11777481 3.34491753 4
139.97185 6.51490123 6.97878199 0.22085665 0.1290387 3.34467657 4

4.50994268 4.07753452 3.90552188 0.02607826 0.08924461 -3.3440646 4
12.883119 4.84322489 5.03914647 0.05051776 0.08204231 3.34399304 4

0.15094409 2.53838447 2.88094158 0.21319253 0.00845601 3.34372673 4
28.4497185 5.55674613 5.10071924 0.14906746 0.16538956 -3.3435594 4
8.32887083 4.33787414 2.01127886 0.53913455 1.2151519 -3.3434373 4
37.9429344 5.87828953 5.46686179 0.13384911 0.15292035 -3.3434006 4
424.722142 8.12871158 8.34764065 0.03022422 0.09995177 3.3426849 4
90.0987582 6.35868872 6.68963026 0.13508568 0.1142502 3.34262191 4
690.613717 7.39411866 7.98847086 0.10687464 0.24568547 3.34159561 4
220.471218 8.0260494 8.18351949 0.05168151 0.06265116 3.33981509 4
21.7872211 5.5796055 4.71774094 0.32335736 0.18945173 -3.3391627 4
16.033056 6.79421853 6.60367162 0.08734831 0.0218553 -3.339161 4

303.079787 7.62176208 7.9034303 0.08346254 0.11557867 3.33878337 4
29.0382307 6.0381058 6.40971447 0.22221098 0.04842543 3.33825982 4
200.762228 8.13249672 7.54940709 0.22601105 0.10571986 -3.3382045 4
6.55246853 3.72857771 3.31699806 0.06128513 0.23539823 -3.3380948 4
41.8854525 7.9549183 7.78745998 0.08016123 0.01744095 -3.3376279 4
93.4064461 6.61002476 7.08562987 0.26498269 0.07643894 3.33681874 4
11.3899954 4.04258701 3.44995077 0.09980448 0.32879395 -3.3366309 4
259.240028 7.84167692 7.60733947 0.03039245 0.12666535 -3.3363301 4
342.728285 7.35157609 7.80454426 0.18894797 0.14512333 3.33614813 4
342.728285 7.35157609 7.80454426 0.18894797 0.14512333 3.33614813 4
9.65379686 5.38509814 5.5012685 0.04549518 0.03983452 3.33591491 4
211.956622 7.72608123 7.89359185 0.02112674 0.0792347 3.33571754 4
8.37876991 5.28152157 4.81158256 0.18488143 0.06682611 -3.3354205 4
138.535095 6.49545222 5.82513287 0.12075211 0.4246332 -3.3349369 4
3.09388192 7.80630482 2.70711784 0.63979259 0.21377952 -3.3347722 4
2.64131825 2.01181491 2.52087756 0.05982271 0.22498902 3.33445604 4
140.035053 7.42564444 7.15034262 0.09063137 0.10746949 -3.3342603 4



30.5283444 4.71134769 5.14408135 0.08796837 0.18313396 3.3336594 4
86.616289 7.25373345 7.05011319 0.07424535 0.07379868 -3.3334758 4

52.4057185 5.18290174 3.91932309 0.13626795 1.08631075 -3.3332779 4
32.5714215 5.73569094 5.96582069 0.0827392 0.08464754 3.33323673 4
68.6570597 5.0881258 5.82904647 0.35087795 0.19961754 3.33314563 4
74.8144684 7.00450292 6.85896238 0.01476556 0.07868759 -3.3330079 4
285.195838 7.67946431 7.92592505 0.0641671 0.1009432 3.33289324 4
112.46552 7.62489229 7.26630567 0.14970927 0.07846624 -3.3310241 4

301.820518 8.88273749 9.10383531 0.12276108 0.03335079 3.33069409 4
495.248559 7.8411298 8.15537384 0.02870327 0.14602997 3.32998225 4
127.198707 6.63226699 7.03966633 0.18769897 0.11491783 3.32973637 4
448.871111 6.11645629 7.15150745 0.12152958 0.33193375 3.32905508 4
76.7951326 7.52843907 7.26503451 0.11916943 0.05451004 -3.3287391 4
254.886909 7.4671258 7.92032805 0.23949388 0.09098344 3.32865592 4
158.910921 6.68841381 6.11598923 0.08273918 0.38099947 -3.3267083 4
324.610456 7.89454464 7.167334 0.24789936 0.23908431 -3.3263254 4
3.08270446 4.36818532 4.16022146 0.08876264 0.0475648 -3.3260573 4
49.2191451 5.83068257 4.98674452 0.2720866 0.3132157 -3.3251118 4
10.8165547 4.84300511 3.03717175 0.42931814 0.49250569 -3.3240826 4
33.9081126 4.79514139 5.29856459 0.19771456 0.16128833 3.32403495 4
551.190314 8.13158065 7.66038407 0.09910069 0.27628883 -3.3239568 4
631.328481 8.15794814 7.59369222 0.12258285 0.34167766 -3.3233382 4
605.459101 7.27419464 7.85655218 0.08687551 0.23982959 3.32278411 4
208.385452 7.78555782 7.56403027 0.05446394 0.11138763 -3.3226676 4
98.6424333 6.49618003 6.14287288 0.01860354 0.2035522 -3.3225302 4
34.2993794 5.79951155 6.01670451 0.07271847 0.08269357 3.32245919 4
90.2633649 6.75100269 6.40936969 0.1032902 0.15114568 -3.3223671 4
179.837103 6.98030794 7.2795489 0.07681293 0.12823149 3.32221758 4
33.1744903 7.15820699 4.67559772 0.50633297 0.30119392 -3.322027 4
104.691111 6.81589275 6.4970375 0.07932354 0.15778418 -3.3219842 4
260.395314 7.7143102 7.42670104 0.05334946 0.1545408 -3.3215553 4
260.395314 7.7143102 7.42670104 0.05334946 0.1545408 -3.3215553 4
260.395314 7.7143102 7.42670104 0.05334946 0.1545408 -3.3215553 4
151.891657 8.01094317 7.67348575 0.14421191 0.07177451 -3.3209958 4
31.8279844 5.32866072 5.67358082 0.15014448 0.11191133 3.32059178 4
16.990694 7.54565874 7.25277314 0.13758235 0.01199509 -3.320339 4

79.2395954 6.35394776 6.60278223 0.05736387 0.11030411 3.32025427 4
86.5634724 6.4216302 6.76688661 0.15496341 0.10206974 3.31965512 4
407.302503 7.15158622 7.64025257 0.11160291 0.18880143 3.31925036 4
214.641543 8.01810027 8.17404498 0.05281666 0.06155778 3.31892887 4
151.983117 6.51935956 6.90854688 0.11362749 0.15749703 3.31882188 4
30.4892499 4.00438751 4.7295941 0.15407194 0.25888676 3.31860694 4
2.02821017 1.46627539 2.14877522 0.2174245 0.24680906 3.31815084 4
104.368878 7.43438448 6.93634587 0.19122319 0.09862767 -3.3181052 4
47.7718367 6.91636127 6.5842021 0.14485334 0.06645003 -3.3173238 4
127.715535 7.74357377 7.49207478 0.10046593 0.07026245 -3.3167213 4
383.81633 7.56888379 7.89553795 0.05731327 0.1435222 3.31637596 4

14.5666342 5.05056501 4.82921907 0.04080981 0.12000818 -3.3158835 4



249.105154 7.77015101 7.51498195 0.04747539 0.13438259 -3.3157298 4
67.3901364 7.19359724 6.861593 0.14229981 0.07197986 -3.3154282 4
6.60943796 4.17381167 4.35038551 0.01144322 0.08471945 3.31497534 4
28.7571227 6.89439677 6.77365118 0.05136664 0.03319617 -3.314808 4
62.9331804 5.56898186 6.02248809 0.18426221 0.15794556 3.3145564 4
108.505272 7.71912173 7.25861988 0.20394746 0.07806022 -3.313497 4
143.393323 6.60684852 6.97993474 0.13788804 0.13529434 3.31333156 4
4.72774532 3.65527741 3.9579101 0.14112989 0.08902442 3.31283729 4
33.4579493 6.25180219 4.89165387 0.45987709 0.23646478 -3.3128242 4
21.2122572 4.78369942 4.25049909 0.10516266 0.3207593 -3.3127866 4
524.859038 7.88684294 8.2009516 0.01335208 0.1380612 3.3124264 4
9.7395642 5.82981452 5.46258091 0.16405076 0.04087755 -3.3123299 4

12.9470823 4.51501853 4.79118513 0.09142139 0.10417228 3.31198347 4
569.018507 9.21660337 9.32014519 0.01067692 0.05109862 3.31105231 4
37.5172446 5.59995467 4.42804246 0.37709819 0.42032636 -3.310827 4
103.165288 7.29895774 7.42585887 0.01561272 0.06210994 3.31065613 4
127.236219 6.91495181 7.13316281 0.0292341 0.09886852 3.30984988 4
11.8450164 5.50489508 5.02808257 0.20857797 0.07919694 -3.3094287 4
32.234599 5.7267533 5.34940346 0.12984081 0.1534345 -3.3089714 4

17.7368025 5.89302799 5.99453937 0.02740464 0.04404274 3.30880526 4
52.9628102 5.59076839 5.92196754 0.07098275 0.14442816 3.30849685 4
375.287412 8.79268161 8.8960384 0.00771713 0.0509415 3.30818518 4
18.5307811 5.25042963 5.43378896 0.04325193 0.08279696 3.30789192 4
9.82876622 5.11396676 4.87326587 0.09628598 0.07492886 -3.3078696 4
107.73761 7.29662265 7.47703025 0.07326553 0.06187047 3.30745966 4

119.821515 7.18731106 6.97252579 0.04220882 0.112625 -3.3073621 4
214.784828 6.74136398 7.13647053 0.059432 0.16375041 3.30695931 4
364.297575 7.16452107 7.63755483 0.1490441 0.18278803 3.30666438 4
3.31769922 4.39474132 4.24911252 0.05816593 0.04800961 -3.3058929 4
6.49348878 2.76836929 3.60610193 0.56273344 0.17634524 3.30581256 4
32.7503113 5.86492971 5.64547872 0.04190191 0.11279419 -3.3054897 4
173.359704 6.62318916 7.11490271 0.24320948 0.1466189 3.30541965 4
168.525626 7.28008634 7.01762207 0.01998595 0.15660157 -3.3044555 4
11.3128705 3.18603143 3.93993292 0.32679864 0.23313259 3.30400083 4
25.0193913 5.09172771 5.36954325 0.07367936 0.11409778 3.30366864 4
19.5640973 4.26173339 4.70452746 0.11046153 0.17875139 3.30350929 4
3.96006506 3.74303927 3.47051602 0.08331109 0.12533593 -3.3029357 4
122.363532 6.06816101 6.58418399 0.2249971 0.17398186 3.3027871 4
488.218793 8.99689162 8.67455558 0.13051794 0.08223154 -3.3027141 4
31.6022435 5.82656048 6.03959708 0.08277339 0.07488744 3.30239704 4
61.6702941 5.23650132 5.70990037 0.01731173 0.19388053 3.30172564 4
65.3638904 6.19259295 5.79212079 0.1018884 0.21027579 -3.3016761 4
2.92203792 3.28249385 3.65815208 0.21727243 0.0757124 3.30123903 4
13.3666402 6.21489426 5.80299659 0.18628401 0.0400708 -3.3009176 4
61.1492586 3.83733421 5.18470252 0.70178468 0.35915389 3.3008552 4
227.218926 7.30843257 5.72356855 0.37147074 0.65614564 -3.3007933 4
471.533909 7.16036173 7.69663613 0.11867026 0.21664532 3.30068377 4
5.8242172 4.66717868 4.34864702 0.13383164 0.07635896 -3.3005298 4



23.544946 5.55684806 5.72789237 0.03899094 0.07817255 3.30029218 4
56.9489416 5.3615934 5.8328688 0.16554426 0.1636995 3.29986482 4
5.5577732 4.37469981 3.62230532 0.27463715 0.15343973 -3.2990757 4

19.8954448 8.2270022 5.29965949 0.50370745 0.09949377 -3.2989454 4
46.0312722 5.49399593 5.93502477 0.20455987 0.11751056 3.29861382 4
47.2333942 5.52921658 4.7466476 0.21226677 0.43616533 -3.2983733 4
42.6465769 7.61289058 7.76977059 0.08443444 0.01804408 3.29831437 4
8.99326674 4.30975611 3.96413182 0.08925324 0.16237885 -3.2982696 4
179.978075 6.25568691 6.86383892 0.25546202 0.18124655 3.29780629 4
172.584181 5.61793282 6.41345751 0.21264697 0.26120131 3.29735435 4
707.981879 9.54283165 9.63564319 0.00855133 0.04581797 3.29708986 4
209.388218 7.26390661 7.57778262 0.12302847 0.11044519 3.29690955 4
195.852387 6.2128757 6.75936169 0.05395963 0.21725979 3.29685272 4
353.706295 7.19765227 7.62005192 0.10099573 0.1780547 3.29652515 4
184.51906 7.26032108 6.88094185 0.0990496 0.19031072 -3.2962503 4

330.596127 7.89839438 7.45035603 0.14202179 0.20182358 -3.2953275 4
172.683073 6.76294793 7.21846602 0.21659533 0.12895992 3.29391681 4
35.9921967 5.59859432 5.8242687 0.02486298 0.10948813 3.29357383 4
6.66874556 2.37138953 3.23489196 0.40372226 0.2757215 3.293048 4
74.9795224 4.89842242 5.71314221 0.39115326 0.26401177 3.29283292 4
52.9552793 6.45374107 6.85701204 0.24737197 0.05485222 3.29218055 4
29.4623401 5.77738004 5.97719397 0.07347269 0.07589442 3.29187815 4
29.4623401 5.77738004 5.97719397 0.07347269 0.07589442 3.29187815 4
29.4623401 5.77738004 5.97719397 0.07347269 0.07589442 3.29187815 4
101.005898 7.18752511 7.33667827 0.03797958 0.06458053 3.29180789 4
32.2993672 6.41889022 6.5469794 0.04846914 0.04655241 3.29113658 4
180.423807 7.21775077 7.50707767 0.11298033 0.09739818 3.29080096 4
245.591011 8.22440321 7.85376145 0.14551609 0.09636651 -3.2899207 4
117.75614 7.27079694 6.8346282 0.17241536 0.12350271 -3.2896 4

220.433342 8.38637358 8.5677381 0.09187208 0.04153862 3.28915355 4
340.232378 8.26499448 8.02603997 0.06890528 0.11409741 -3.2880653 4
9.13032298 5.30396706 5.39009411 0.01461416 0.04151042 3.2877267 4
9.13032298 5.30396706 5.39009411 0.01461416 0.04151042 3.2877267 4
74.901734 5.76942101 6.17835718 0.1293336 0.15668757 3.28753738 4

59.2946498 3.79840333 5.14698059 0.70265438 0.35970777 3.28751813 4
657.445712 9.15625435 8.83002364 0.13495331 0.09484726 -3.2875105 4
46.2590058 6.35805838 6.77503873 0.24344486 0.0521362 3.28729962 4
122.158097 5.04719109 5.98870465 0.33953877 0.29880038 3.28684172 4
3.30912413 3.87053162 3.69425247 0.04879121 0.08173534 -3.2868224 4
71.3645488 4.74206275 5.55291294 0.263696 0.25946024 3.28638118 4
9.41929556 3.7017796 4.18266138 0.22504403 0.13922842 3.28625534 4
471.398074 8.67766808 8.87918061 0.08396909 0.0662966 3.28615539 4
137.092254 5.60239796 6.29481925 0.18591067 0.24005951 3.28489559 4
567.228119 8.15491177 8.43594662 0.06115855 0.12282824 3.28484912 4
7.31709302 4.49899216 4.66655091 0.0519692 0.0692194 3.28331524 4
7.76217358 4.7007941 4.84087832 0.03704296 0.06188597 3.28294368 4
89.9215485 6.31833754 5.89400535 0.06702532 0.25631036 -3.2821465 4
25.4164155 5.95951192 5.78049116 0.05661717 0.07677445 -3.2819026 4



53.8423559 6.52990842 6.92498083 0.23925828 0.05274621 3.28116984 4
260.448714 5.53227016 6.77867199 0.81015033 0.27818408 3.28091353 4
314.480883 5.00588125 6.71883243 0.81060325 0.3434739 3.28069252 4
12.7587172 5.72319523 5.5945383 0.04836267 0.04713063 -3.2795249 4
9.44169322 4.1418213 4.54126816 0.2100458 0.10232558 3.27908175 4
262.332314 7.65971949 7.34824386 0.06264854 0.16313572 -3.2790067 4
33.4737243 3.83538731 4.72034108 0.3092719 0.32193886 3.27893442 4
148.12212 8.01023428 7.39215443 0.26089232 0.08959877 -3.278087 4

175.526989 7.06184375 6.67799218 0.06384282 0.21479474 -3.2778814 4
44.5879958 5.48824855 5.79232777 0.05190911 0.13285032 3.27717541 4
260.914245 7.43228437 7.06689532 0.01660029 0.23548206 -3.2767357 4
53.0967463 8.03583768 7.60221884 0.18388269 0.02669341 -3.274905 4
18.4294129 5.00413189 5.44066337 0.26795057 0.08159368 3.27489579 4
15.6937828 4.96284119 5.15463258 0.02847961 0.08973638 3.27388699 4
91.8799388 6.41207889 5.74222642 0.22197086 0.31370119 -3.2737428 4
19.7002197 6.05489034 5.29708878 0.2861993 0.09810916 -3.2736815 4
8.76957466 4.96016711 5.62194977 0.40290949 0.03143423 3.27367643 4
39.5752771 5.6639951 5.12603055 0.16256167 0.25052066 -3.2735587 4
13.8418834 5.3891766 5.78257609 0.23852961 0.04282207 3.27219592 4
348.404277 7.72203704 7.28198873 0.10052186 0.25444363 -3.2715582 4
202.496988 6.72976997 7.23988682 0.24978289 0.14867107 3.27141588 4
92.4108434 6.35836997 5.14376499 0.36607746 0.50955668 -3.2704405 4
16.3234954 4.94206921 5.14537061 0.03339304 0.09259841 3.26849628 4
51.0888144 5.97746459 6.30165782 0.15728686 0.09601209 3.26737523 4
75.8682471 6.1573298 6.42980157 0.05203815 0.12203609 3.26694757 4
139.934761 7.75658237 7.49684934 0.11018377 0.07918233 -3.2653871 4
97.7771135 6.82006004 7.0582573 0.09372097 0.08231349 3.26393192 4
881.614257 7.94331039 8.45874475 0.18353957 0.19405657 3.26391356 4
311.182081 4.97143131 6.56041503 0.43846629 0.47475537 3.2634498 4
100.193795 5.39690651 6.34696232 0.64216639 0.17634607 3.26308789 4
28.7877983 5.26187333 4.59715904 0.19659079 0.30031699 -3.2628441 4
42.4596171 4.01435784 5.0346375 0.50519153 0.2726425 3.26240665 4
2.16007741 3.04874039 3.37762298 0.1701479 0.07295882 3.26150349 4
97.5458276 7.53136174 7.19278602 0.15262982 0.07489166 -3.2614286 4
2.33940514 5.24331789 3.28354637 0.44133561 0.08560307 -3.2613953 4
2.19813327 3.34190295 3.51224423 0.06163684 0.06437118 3.26100448 4
70.2879153 7.7896325 7.90690467 0.05784937 0.02572123 3.26041993 4
143.572712 7.8682924 8.03220267 0.07477985 0.04605641 3.26033874 4
9.09074691 3.11543775 3.68760826 0.13014383 0.22507961 3.26006768 4
68.7095927 6.01990613 6.36143371 0.13964023 0.11697079 3.25970414 4
114.703589 6.08823731 6.72712119 0.38913738 0.13217522 3.25954161 4
16.9268866 4.75167593 2.85201669 0.50161686 0.89980096 -3.259047 4
52.0104209 6.34514793 6.01217569 0.12459834 0.12797734 -3.2578194 4
8.9239427 4.50350758 4.6943021 0.05427417 0.07972864 3.25697661 4

498.574431 7.16595786 7.77841845 0.22626875 0.2095689 3.25679905 4
444.339982 7.85640795 8.1400121 0.04638786 0.13151767 3.2561698 4
380.760667 8.01265311 8.24369771 0.06097437 0.10188578 3.25614004 4
42.6799601 4.69074779 5.752465 0.87809003 0.13635649 3.2559501 4



3000.81466 8.61686797 9.30628848 0.08696464 0.25339145 3.25545746 4
3000.81466 8.61686797 9.30628848 0.08696464 0.25339145 3.25545746 4
3000.81466 8.61686797 9.30628848 0.08696464 0.25339145 3.25545746 4
3000.81466 8.61686797 9.30628848 0.08696464 0.25339145 3.25545746 4
3000.81466 8.61686797 9.30628848 0.08696464 0.25339145 3.25545746 4
3000.81466 8.61686797 9.30628848 0.08696464 0.25339145 3.25545746 4
3000.81466 8.61686797 9.30628848 0.08696464 0.25339145 3.25545746 4
3000.81466 8.61686797 9.30628848 0.08696464 0.25339145 3.25545746 4
3000.81466 8.61686797 9.30628848 0.08696464 0.25339145 3.25545746 4
12.3232322 5.59773308 5.73523346 0.06242152 0.03987809 3.25522682 4
15.9740897 4.54993666 4.06844776 0.10051232 0.26488148 -3.254936 4
133.324435 7.10740235 7.3943775 0.13229988 0.08327628 3.25446075 4

215.8999 8.07400631 8.33761746 0.14687369 0.05234451 3.25358673 4
20.3727749 4.59934625 4.92164245 0.03599924 0.15477859 3.25241023 4
167.381933 6.67631591 7.08815305 0.17634793 0.13459412 3.25201275 4
69.4560656 7.17241395 6.92592879 0.10394003 0.06951565 -3.2516895 4
225.641169 4.56092517 6.21659263 0.51465967 0.479172 3.25049447 4
8.64027788 4.83769229 5.28909229 0.30075255 0.04403373 3.25026019 4
57.7979706 5.90216132 6.16026018 0.02706492 0.12416559 3.25007598 4
379.563326 7.35672319 7.73965783 0.07689385 0.1622199 3.24941275 4
75.3910229 7.55733 7.15226561 0.18273164 0.05983208 -3.2493656 4
111.052455 6.25702148 5.13831428 0.26050298 0.5381677 -3.2488737 4
74.947719 5.24854936 5.94175658 0.36638919 0.19476958 3.24841934 4

0.90377686 6.12898044 3.71705246 0.45722133 0.02210159 -3.2481331 4
22.1862038 5.085483 5.32745309 0.05481838 0.10440866 3.24804067 4
209.314612 6.34286105 6.88821027 0.14662603 0.22625524 3.24789892 4
86.0425113 6.41655286 6.71660263 0.1197179 0.10506768 3.24758457 4
87.1071185 7.29327829 7.43635186 0.05712949 0.05073098 3.24741285 4
456.434395 8.0595374 8.36622339 0.12130311 0.10470076 3.24704139 4
10.2425078 4.89614644 4.72481079 0.03216211 0.08998619 -3.2467211 4
37.2946094 6.84575843 6.66561818 0.07836333 0.04695418 -3.2464731 4
106.430973 5.54723672 6.11359028 0.0722929 0.21975034 3.24623614 4
22.5874206 6.98426808 6.69926999 0.12940641 0.02795408 -3.2456585 4
26.1242859 5.07933959 5.35138077 0.04855291 0.12070748 3.24535089 4
348.636247 6.84448006 7.38926225 0.13315736 0.20250855 3.244861 4
24.9715958 4.3939309 5.29399093 0.56470462 0.12977935 3.24459701 4
0.50132093 4.14922169 3.96753587 0.08953715 0.00950495 -3.2442324 4
41.3867076 5.54078567 5.05444052 0.11403176 0.2830807 -3.2439735 4
83.6085065 6.82813367 6.58317213 0.07020855 0.11210428 -3.2436942 4
17.0877776 4.47048755 4.82021456 0.11274896 0.13561556 3.24353657 4
342.64687 8.65720301 8.83744031 0.0846105 0.04915721 3.24350284 4

8.08945309 4.27125315 4.52585105 0.10821962 0.08838248 3.2433258 4
113.70492 7.23094927 7.43959412 0.09380897 0.06576143 3.24327172 4

21.1000126 4.95011168 4.23372553 0.21766193 0.30332795 -3.2427645 4
33.0205445 5.59328209 4.43246817 0.36440034 0.35093055 -3.2425257 4
19.6688891 4.32497954 4.79729135 0.19784368 0.15734524 3.24171375 4
220.76098 7.38721729 6.66715401 0.25769278 0.28550957 -3.2415104 4

6.51492887 4.65883808 4.41114018 0.10276181 0.07869138 -3.2412175 4



5.21585947 4.56543905 4.30292005 0.11207812 0.0691938 -3.2405928 4
107.326153 7.5958575 7.71104496 0.03751612 0.04866369 3.24017343 4
310.484502 7.53059949 7.85536058 0.12425341 0.11858044 3.23972242 4
3.05824343 2.92133386 2.32957651 0.17119279 0.32196353 -3.2379781 4
205.792133 8.30906578 8.50723663 0.10701664 0.04117222 3.23737634 4
99.3975067 7.38028542 6.97026693 0.17826687 0.09559921 -3.2371185 4
6.54697581 5.40611999 5.25996842 0.06857333 0.03371337 -3.2366556 4
43.0447581 6.4348976 5.85488106 0.24649234 0.12310519 -3.2359526 4
16.2082222 6.50731578 6.45092865 0.01652418 0.025469 -3.2354156 4
3.47252294 3.7883121 3.61732601 0.02651914 0.09089811 -3.2351308 4
369.879126 6.23152553 7.06578902 0.09068471 0.28913076 3.2346869 4
115.684319 6.50008322 6.86452247 0.16192595 0.12359407 3.23457322 4
46.7551551 6.6955976 6.29783155 0.16947761 0.08397804 -3.2344871 4
99.1748788 6.46128097 6.75207397 0.09444002 0.11796018 3.23395332 4
8.02473178 3.73434664 4.03774023 0.03506626 0.14700965 3.23203137 4
22.8314493 6.90258225 7.19092869 0.16798649 0.01727756 3.23181796 4
112.936706 6.64422272 6.95589848 0.12522898 0.11065837 3.23126021 4
19.9967514 5.91300566 6.01047107 0.01177026 0.04885956 3.23077844 4
43.2877651 6.36811908 4.3818022 0.4591189 0.55673419 -3.2305844 4
12.056284 5.67734525 3.91878389 0.44354493 0.22795481 -3.2302009 4

79.9090466 7.29908657 7.57096551 0.15175181 0.04163745 3.23014214 4
24.5016066 5.19261036 4.87939871 0.03063645 0.1929435 -3.2299051 4
17.1504362 4.56826319 4.90366945 0.12093889 0.13048134 3.22902528 4
155.368631 6.67293703 7.02629793 0.12230934 0.13365031 3.22885634 4
4372.73731 5.58315884 9.06557105 1.84632168 0.45032675 3.22782593 4
6.22640377 4.31133323 4.48214146 0.05518043 0.06988895 3.22732476 4
260.759187 6.35149526 7.10784435 0.41060477 0.20780555 3.2268429 4
36.352097 7.14089067 6.88783249 0.1147868 0.03737257 -3.2267187 4

298.991681 7.84938561 7.43163752 0.13826956 0.18600713 -3.2263803 4
173.958689 7.4659445 7.25401525 0.01212063 0.127203 -3.2258522 4
4.28688328 3.02773899 2.23931763 0.20181327 0.40410365 -3.2257458 4
124.639671 7.32335479 7.0155143 0.11388373 0.11119292 -3.2257123 4
112.27658 6.13952695 6.66809005 0.28552315 0.14788496 3.22497521 4

320.477601 7.91260528 6.77513387 0.33185902 0.37445116 -3.2249229 4
147.552012 6.79608369 6.07676632 0.21989312 0.36877162 -3.2249171 4
45.415145 7.10822915 6.80838393 0.13485657 0.05084938 -3.224614 4

21.1909644 6.40521398 6.26570282 0.06181283 0.03985574 -3.2244324 4
106.277595 6.56384727 6.93358918 0.18859423 0.10266301 3.22440677 4
16.071765 5.27169403 5.03255351 0.07709075 0.10793539 -3.2243924 4

70.0046328 5.14374493 5.70160358 0.08620997 0.23533798 3.22432436 4
103.695899 6.5928912 6.13111615 0.14001857 0.23978134 -3.2241162 4
135.393077 4.97715369 5.95478335 0.13470306 0.34223669 3.22404962 4
60.2446497 6.34357481 6.08853897 0.05401579 0.13930384 -3.2238029 4
50.9914358 5.75375677 6.08239941 0.13789446 0.11994924 3.22345109 4
330.108989 9.548715 9.48699285 0.02177102 0.02493357 -3.2232648 4
66.1154013 5.72672365 6.26964822 0.3129569 0.12955168 3.22256494 4
181.493844 7.00943925 7.30496442 0.09099109 0.12363436 3.22168876 4
17.8665232 5.83330136 6.00058915 0.08024424 0.04406572 3.22057422 4



16.9472811 2.87095224 3.91313884 0.33677984 0.32570328 3.22056456 4
614.629958 6.38162263 7.54750481 0.54131228 0.32828414 3.22033341 4
16.2526342 6.40812991 6.55277278 0.07657488 0.02333293 3.22015706 4
280.846141 7.82449682 8.12517439 0.14850336 0.08393538 3.219689 4
8.87457502 5.65162398 4.0367482 0.43121088 0.15241407 -3.2193883 4
9.92308872 5.01982966 3.00782004 0.44434626 0.43154005 -3.2192331 4
72.0769743 6.87702282 6.61011319 0.0997967 0.09604986 -3.2187814 4
165.348588 7.78948464 7.99009908 0.09549192 0.05538408 3.21836166 4
310.471561 7.55298851 7.89666859 0.15101236 0.1175707 3.21830951 4
77.1338827 7.62573175 7.80340507 0.09722451 0.03175776 3.21809402 4
31.268871 5.11163323 5.41082706 0.03657795 0.13575582 3.21799068 4
1194.1575 8.66087296 9.05000133 0.14733717 0.1458185 3.21790898 4

162.993942 6.85319546 7.18959765 0.13461903 0.12551176 3.21745178 4
406.42451 8.37483901 7.97661337 0.15606479 0.13531173 -3.2173834 4

134.284433 6.8172051 7.07900852 0.06976565 0.11648593 3.21675799 4
21.7508476 5.20091562 4.78432595 0.14138391 0.173748 -3.2167051 4
0.67341541 4.87676226 2.27885766 0.56425148 0.06764616 -3.2160145 4
16.1987777 3.42081458 4.13922059 0.22381088 0.24197208 3.21560025 4
29.4076259 6.12709982 5.8427954 0.11494221 0.08503471 -3.2151441 4
299.479995 7.83403703 7.51771826 0.08080539 0.16445366 -3.215031 4
264.745085 8.71576206 8.57504793 0.05534625 0.04933298 -3.2147235 4
5.38046074 4.49943523 4.74001619 0.13507332 0.04763962 3.21422657 4
19.9923974 5.02943205 3.96224167 0.3107064 0.383905 -3.2136299 4
10.3129706 3.75636472 4.51080631 0.46068706 0.10989023 3.21361701 4
256.745128 6.2973032 7.04949839 0.34468739 0.23342041 3.21336386 4
4.80841194 3.83262402 4.09535629 0.12652565 0.07868783 3.2118328 4
13.2613244 4.07119563 4.49139036 0.16578698 0.14238625 3.21170225 4
2.79882946 4.0713941 3.92626305 0.05538288 0.05460732 -3.2107851 4
273.390855 7.14975658 7.53244133 0.14031647 0.14988123 3.21057176 4
273.390855 7.14975658 7.53244133 0.14031647 0.14988123 3.21057176 4
223.136902 7.08236934 7.41949247 0.1097192 0.13354392 3.21042078 4
30.6929598 5.70420354 4.7774843 0.30824576 0.26106519 -3.2103724 4
107.904098 6.95404412 7.17399353 0.08384699 0.08178573 3.21004157 4
312.208964 8.13106604 7.7957814 0.11948067 0.13317384 -3.2089582 4
69.8929879 6.79740176 6.93599278 0.02198562 0.06894459 3.20891364 4
507.960892 8.31257276 8.5645613 0.09117942 0.09435902 3.20864489 4
51.0116068 5.39141703 4.46131036 0.22710958 0.50236204 -3.2082112 4
8.5863153 6.08466399 3.57258876 0.54699212 0.25193396 -3.2075656 4

7.24363369 5.30298222 5.40903547 0.0477959 0.03216025 3.20734139 4
7.44753654 4.88722615 5.0731514 0.09557255 0.04723736 3.2072023 4
113.590018 4.62577607 5.71108868 0.17183755 0.3635183 3.20658608 4
18.2422413 5.90248801 4.70986566 0.38693988 0.15915702 -3.2052834 4
102.823739 5.75189115 6.25802638 0.15976888 0.20781482 3.20524453 4
469.522746 5.58477197 7.02625148 0.502644 0.38928486 3.20509919 4
273.836315 7.27077363 7.59458101 0.08954833 0.13836027 3.20498918 4
68.2211355 6.55240789 6.34047866 0.02745015 0.12445503 -3.2038891 4
18.3616255 4.43076567 4.81129448 0.1235302 0.14372397 3.2027476 4
3.72551227 4.73991787 3.65661597 0.34714886 0.09555078 -3.2011534 4



74.8076607 8.20447384 7.92086211 0.13464459 0.02696037 -3.2011057 4
77.6988185 8.08957904 7.59397055 0.208974 0.03890976 -3.1997846 4
140.549601 6.81157666 7.06162853 0.02647652 0.11867272 3.19901105 4
11.0116544 4.87092738 5.10355343 0.11469682 0.06811785 3.19901024 4
3.43965101 2.93683164 3.29522103 0.14112008 0.13175043 3.19858551 4
98.0003519 6.79931387 7.00285596 0.05813149 0.08918133 3.1985326 4
198.301059 7.83965415 8.10835768 0.14949053 0.05985279 3.19837506 4
4.98790167 3.00176208 1.99874597 0.18565296 0.75408757 -3.1981921 4
5.02150209 2.37357125 3.03966672 0.24395506 0.22686246 3.19801959 4
18.9016813 4.60661849 4.93192558 0.09483688 0.14099242 3.19742795 4
34.6910142 5.88658785 6.08521927 0.06940132 0.08075461 3.19738766 4
156.866416 7.25503041 6.90172058 0.11203892 0.16495088 -3.1973297 4
62.6089412 5.94028021 6.26784687 0.12691431 0.11660204 3.19709242 4
495.558929 8.49855258 8.76119413 0.1302045 0.07786349 3.19596706 4
3.12687111 4.02120232 4.21854425 0.10154868 0.04548358 3.19571638 4
50.4739816 6.33030196 6.48735454 0.02515886 0.07841758 3.19499911 4
0.9839214 3.43769403 2.90016945 0.2279272 0.05395657 -3.1941944 4

23.0115281 5.81316446 4.94845107 0.31680639 0.17069268 -3.1938393 4
60.4288999 5.56808368 5.9293559 0.06982932 0.15335637 3.19347591 4
549.22788 8.49456136 8.09437473 0.13496051 0.17547441 -3.1931576 4

174.198512 7.55248865 7.15965911 0.15837994 0.13215416 -3.192187 4
62.2438979 6.05632756 6.31703639 0.07325387 0.10905488 3.19101729 4
3.16086617 3.85602341 3.55120612 0.12399968 0.09019282 -3.1909405 4
3.16086617 3.85602341 3.55120612 0.12399968 0.09019282 -3.1909405 4
232.772956 6.14095953 6.84319954 0.26077837 0.23083619 3.19046944 4
55.5525256 6.04171419 6.3238222 0.11917779 0.09678387 3.19020454 4
5.37463062 4.05576374 4.34445295 0.15883689 0.07100093 3.19017868 4
113.466942 6.27897797 6.61148098 0.05502235 0.15484289 3.19005289 4

89.72726 6.58353115 6.26676426 0.07487031 0.16397895 -3.1900465 4
8.51631827 5.92536481 2.64309654 0.54992763 0.50937758 -3.1899962 4
10.8532183 4.50452433 4.70640256 0.02873145 0.09644658 3.18981127 4
8.53608957 5.22043896 5.36538838 0.06912724 0.03951351 3.18959163 4
10.7198537 4.29967342 3.94118619 0.06385164 0.1981721 -3.1889814 4
346.921573 8.848195 8.69126873 0.06067865 0.05830916 -3.1889643 4
11.2374406 5.36083298 5.48625695 0.05008863 0.0471691 3.1881007 4
285.695475 7.46309269 7.08141399 0.02564775 0.22593624 -3.1874726 4
1201.77636 7.99638195 8.54693533 0.08631162 0.22220474 3.18723663 4
1201.77636 7.99638195 8.54693533 0.08631162 0.22220474 3.18723663 4
258.63108 8.16180432 8.32912652 0.06601435 0.06331456 3.18712057 4

395.662372 8.27994027 8.50673433 0.09255155 0.07911151 3.18694395 4
80.7988697 5.16913945 5.90450446 0.36067556 0.23285395 3.18646321 4
44.5892566 4.87424147 5.58533275 0.39693834 0.17451563 3.18640561 4
442.130223 7.20519926 7.88291251 0.40752099 0.16442576 3.18632749 4
10.8282423 4.29775691 3.90550414 0.09116653 0.21985928 -3.1855755 4
278.250888 4.85433353 6.39458523 0.28505448 0.51446082 3.18532093 4
52.5093348 6.33040551 6.58541078 0.1290281 0.07237906 3.18514181 4
119.104992 6.7657369 6.26633662 0.17010002 0.22589778 -3.1849779 4
49.5245721 5.78386612 5.3025772 0.13816804 0.23190385 -3.1846127 4



59.5672244 7.62166228 7.04212085 0.24350426 0.05273691 -3.1840702 4
717.673489 8.5692795 8.01273896 0.17912478 0.24721729 -3.1835076 4
298.00693 6.32912617 7.10217214 0.3794912 0.25069654 3.18330314 4

35.0202601 5.68369668 5.35935149 0.09104706 0.16395138 -3.1833013 4
33.2236987 4.79352398 5.23266945 0.13584388 0.1689192 3.1832118 4
76.7674008 5.83376451 5.24538922 0.03027067 0.38983593 -3.1816701 4
11.453146 4.02507038 4.43940562 0.19458893 0.13056692 3.18109956 4

4.27278671 3.15645966 2.62290179 0.11602779 0.2982236 -3.1805092 4
12.5486733 4.38047617 4.75095631 0.17920292 0.11013697 3.17942332 4
143.51432 7.38507709 7.6309998 0.12501185 0.06926166 3.17903099 4
143.51432 7.38507709 7.6309998 0.12501185 0.06926166 3.17903099 4
143.51432 7.38507709 7.6309998 0.12501185 0.06926166 3.17903099 4
143.51432 7.38507709 7.6309998 0.12501185 0.06926166 3.17903099 4

58.5382317 5.6998057 6.1778881 0.24254581 0.12352285 3.17896732 4
3.60344436 4.64068431 4.2833398 0.16872737 0.04968009 -3.1789645 4
20.7457178 3.25542858 4.18347174 0.29419049 0.31254055 3.17855581 4
113.687299 6.44056598 6.76702537 0.10729267 0.12922322 3.17848835 4
2.4193694 2.52594451 2.02416862 0.06458147 0.33391826 -3.1783983 4

199.072688 7.52878552 7.8966789 0.20680971 0.0756178 3.17839182 4
80.6527298 4.99786506 5.731876 0.2512787 0.27888717 3.17830597 4
224.227314 5.82349231 6.63384951 0.24170527 0.31910569 3.17796357 4
144.005514 7.19734003 6.91551903 0.07458906 0.14648795 -3.1777482 4
365.152194 7.18380574 7.69105467 0.24152186 0.1620124 3.17695648 4
212.765917 7.16229327 7.42599695 0.03364436 0.13075156 3.17645598 4
117.738302 6.34264928 6.67750436 0.07725134 0.15125169 3.17633259 4
38.7308337 5.46343236 4.8894661 0.16710252 0.31377297 -3.1763252 4
272.220761 8.11795977 7.61762213 0.21106724 0.1326347 -3.1759487 4
180.082094 5.98495092 6.58340229 0.10135057 0.24222982 3.17588291 4
26.5255086 5.84668005 4.93246396 0.34660197 0.18087616 -3.1755541 4
118.981532 7.72662643 6.92178564 0.32918465 0.12001758 -3.1747278 4
3.73408737 5.16396409 4.96679157 0.09417975 0.0258882 -3.1736663 4
133.612437 7.21810638 6.9111552 0.10441956 0.12977234 -3.1730128 4
355.741477 8.64363197 8.82756508 0.08812213 0.05150222 3.17252142 4
330.44324 8.10557117 8.31932337 0.08514589 0.08230082 3.16942391 4

36.7267916 4.64338615 5.2010348 0.22481246 0.20714232 3.1692826 4
7.91159622 4.92187339 5.02722576 0.02042054 0.05132856 3.16871586 4
79.0040284 6.04646416 5.26073116 0.21434577 0.40927269 -3.1682142 4
277.37159 8.0793327 7.83832518 0.07695048 0.11041351 -3.1679262 4

200.748383 7.12866242 7.41017191 0.08257883 0.12147168 3.16776651 4
19.429265 4.76604943 5.05509537 0.08291988 0.12536239 3.16773986 4

102.767796 5.39146112 6.04083745 0.21383761 0.23816173 3.16758034 4
45.9690101 6.4109295 6.56624202 0.0534595 0.06365356 3.16682003 4
101.264061 5.0513761 5.85070569 0.22555085 0.27434827 3.16674233 4
145.385169 6.71994328 7.12637398 0.20316472 0.11665743 3.16648527 4
1133.16869 7.9662699 9.36622301 0.9913696 0.09862407 3.16625754 4
33.8564933 5.33269458 4.49762683 0.2816611 0.39645698 -3.1661835 4
249.506318 7.12218426 6.55183424 0.10686063 0.32227392 -3.1660228 4
61.3214286 7.37374806 7.17688133 0.08898341 0.04748368 -3.1655091 4



64.7752872 5.85174771 5.07878454 0.21764162 0.44338919 -3.1652397 4
8.70991413 4.00851856 3.55525338 0.10946891 0.2498669 -3.1651219 4
26.1361642 5.73985688 4.95826121 0.30086057 0.17396227 -3.1650355 4
141.170035 7.36498207 6.95050986 0.15814814 0.1394912 -3.1645926 4
45.4907256 6.1749204 5.91670016 0.08057224 0.11951087 -3.1644687 4
386.816389 6.8932939 7.47886416 0.21697878 0.22496872 3.16422504 4

612.0222 7.3969266 7.99095112 0.23834688 0.2190167 3.16422121 4
22.6461725 4.15002763 4.67944015 0.15641419 0.22283475 3.16391857 4
63.7108071 6.74271141 6.88501428 0.03864493 0.06439288 3.16385407 4
291.253248 7.47528942 6.87123271 0.18068739 0.32737005 -3.1638188 4
205.802105 6.85656028 7.19378403 0.05908089 0.14865134 3.1628713 4
28.9635605 5.81609147 5.54926604 0.09596968 0.11277795 -3.1625139 4
94.8781877 6.33702478 5.7990894 0.15103612 0.29222058 -3.1625112 4
94.8781877 6.33702478 5.7990894 0.15103612 0.29222058 -3.1625112 4
393.569078 8.21680915 7.9721462 0.04913972 0.13086085 -3.1613137 4
6.13310287 3.64966017 3.1239931 0.15789571 0.28875291 -3.1607385 4
15.9087208 4.44123848 4.84892852 0.20781238 0.12021664 3.1606257 4
55.6276396 5.06868702 5.55773863 0.07847471 0.21587535 3.16029203 4
1.01229466 1.93614404 2.38378411 0.27583792 0.09580056 3.15956205 4
102.119345 7.73197241 7.88335742 0.07525737 0.03841428 3.15941082 4
203.61241 6.26750926 6.80955299 0.12393078 0.21026699 3.15938603 4

59.1103051 6.39985905 6.60947038 0.08291608 0.08136572 3.15793725 4
347.590086 7.9795956 8.19118866 0.05522069 0.09895543 3.15792731 4
114.723998 8.04249693 8.23952849 0.11235254 0.03045549 3.15698684 4
51.472109 6.32502021 6.088686 0.067373 0.1128966 -3.1567289 4

147.089389 7.43144329 7.22663309 0.04962345 0.11005254 -3.156543 4
5.25410182 7.50069692 4.43888097 0.4848701 0.0612827 -3.1562648 4
264.048862 7.99371433 7.36118897 0.23444189 0.17545263 -3.1559897 4
22.1618849 7.01985588 6.92304058 0.04755613 0.02169507 -3.1559461 4
725.887449 7.63500169 8.17802546 0.18569372 0.19197641 3.15534947 4
43.1294174 5.44328005 5.8348786 0.19193269 0.12817063 3.15534571 4
105.705205 6.71845059 6.37719773 0.09000475 0.17179118 -3.1552242 4
325.356698 6.99071079 7.60185607 0.3643305 0.16065335 3.15466555 4
18.8200778 6.46198014 6.31605164 0.0685475 0.03414995 -3.1546632 4
11.9026699 4.85830556 5.06558559 0.08560086 0.07374356 3.15453524 4
178.499404 7.09952447 6.65917406 0.12162311 0.21896065 -3.1540949 4
189.955278 7.86804118 7.38409696 0.20993333 0.1197664 -3.1540526 4
18.3804726 6.19960364 5.28205856 0.31261677 0.09097411 -3.1536585 4
9.24804196 4.47741942 4.23352674 0.05185901 0.13111322 -3.1536304 4
270.221043 7.45088884 7.77405928 0.13463474 0.11594578 3.15303998 4
206.340418 7.67001045 6.630113 0.40138454 0.25671087 -3.1519589 4
75.5785597 7.36522146 7.1795578 0.07988986 0.05848453 -3.1519052 4
59.4234616 4.59139044 5.41557857 0.38918269 0.25374369 3.15188528 4
245.54487 6.77863254 7.18735195 0.05943049 0.17655415 3.1512679 4

109.643718 6.87318168 7.1514385 0.12817321 0.08489047 3.15075377 4
190.463473 6.01818158 6.63824964 0.15385571 0.24296335 3.15064671 4
78.2831898 6.86638582 7.12284218 0.13098691 0.06369488 3.15047418 4
106.324358 6.51947417 6.82087393 0.11807297 0.11648084 3.1503897 4



590.902784 7.98081372 8.3841754 0.18988086 0.13304667 3.15036257 4
317.36778 8.45107398 8.24124881 0.07787054 0.08401512 -3.1502874 4

4.94169717 5.55289683 5.05696359 0.20915966 0.03152544 -3.1500417 4
57.5694014 5.92781827 5.53010135 0.08845136 0.21492949 -3.1487463 4
405.701717 8.41262813 8.63265771 0.09814694 0.07294034 3.14826974 4
9.34544777 4.82280863 4.52483578 0.12497829 0.10335792 -3.1482076 4
31.5630577 6.09736777 5.14357832 0.31558851 0.17756401 -3.1477683 4
13.1659809 4.69696055 4.42711277 0.04078633 0.15836009 -3.146653 4
116.762394 7.24393901 7.59018394 0.19603457 0.05993993 3.14658801 4
105.524863 6.13167381 6.49941049 0.096787 0.16593044 3.14633247 4
6.25557178 3.9460398 4.37613231 0.25195308 0.07804416 3.1462616 4
43.2718375 6.23228444 5.28754086 0.32653028 0.22544971 -3.145741 4
120.045244 7.0243685 6.50701059 0.20727523 0.18836243 -3.1454826 4
353.434045 8.17245581 7.36490696 0.3115772 0.20968553 -3.1448971 4
186.010294 6.93625569 6.48933125 0.05542987 0.30201857 -3.1446598 4
421.516492 8.15572683 8.75437284 0.37790616 0.06576245 3.14455005 4
22.8179991 5.29476113 5.0184641 0.06391737 0.14741882 -3.1445485 4
43.4397048 5.94410804 5.11613824 0.29868859 0.24467967 -3.1443412 4
157.460875 6.94510323 7.24964629 0.12106233 0.11447124 3.1439931 4
2.79206055 2.09093241 2.58540106 0.10908496 0.19919017 3.14392649 4
906.093831 7.52156866 8.14563906 0.10226297 0.27609967 3.14351677 4
40.6182684 5.41811032 5.81043051 0.18087469 0.12573433 3.14264188 4
146.263155 6.54249467 6.9561938 0.18710639 0.134759 3.14216134 4
88.727965 6.36820419 6.66826051 0.12304454 0.10908789 3.14107396 4

0.69363058 1.93071175 1.65612614 0.08211233 0.1373766 -3.1409886 4
183.935151 6.4894737 7.13855714 0.42397439 0.15143829 3.14078592 4
52.8826187 6.27628534 5.23170054 0.3470782 0.26136311 -3.1406578 4
149.206005 7.29189682 7.56069764 0.13785742 0.07924152 3.13915509 4
60.4596497 5.58116355 5.97584833 0.1469601 0.1467729 3.13887699 4
272.515145 6.28056054 6.94473592 0.18679625 0.2794274 3.13884511 4
6.84921639 5.45461772 5.58902341 0.07141739 0.02579065 3.13801132 4
133.154806 6.95887461 6.59892257 0.10742627 0.18861217 -3.1379119 4
54.8646413 7.67018573 7.38335067 0.14433413 0.03392974 -3.1376908 4
8.12584264 3.99329925 4.36229465 0.18502035 0.105076 3.13715214 4
580.170517 6.75414279 7.65457752 0.40637717 0.29605099 3.13638547 4
38.1866157 5.53215844 5.85144331 0.138359 0.11001162 3.13620096 4
50.1263412 4.20936847 5.11496065 0.34055852 0.29833703 3.13573609 4
2.18550598 3.16020964 2.88494518 0.09714444 0.12632769 -3.1351114 4
1431.28719 7.42806494 8.43130809 0.48822222 0.29167798 3.13479868 4
229.555052 6.94527941 7.40734869 0.23482329 0.14444493 3.13471702 4
17.8043426 4.68299101 5.05603699 0.19225835 0.11406136 3.13417211 4
224.889553 7.15695103 7.52460894 0.17507882 0.1201705 3.13378906 4
168.31543 6.04131417 6.59214151 0.12748253 0.21738438 3.13376342 4

127.839084 6.94856635 6.64148917 0.07605209 0.16325545 -3.1334128 4
113.559622 5.87498511 6.4287583 0.2592357 0.17375629 3.13338497 4
19.503626 6.56395099 6.69698823 0.07425783 0.02420942 3.13327581 4
19.503626 6.56395099 6.69698823 0.07425783 0.02420942 3.13327581 4

358.617704 8.37269134 8.57100788 0.08608841 0.06890909 3.13315631 4



8.08528796 6.1315195 6.56810529 0.28223107 0.01131821 3.13241187 4
161.485671 7.27231999 6.64674614 0.23734707 0.20413028 -3.132377 4
70.8859226 5.94152702 5.45945566 0.07413796 0.32658859 -3.131659 4
25.6556055 6.94681575 6.67552427 0.13542475 0.03220649 -3.1312432 4
4.74888527 4.06371728 3.59781987 0.2040791 0.13414771 -3.1312196 4
189.432999 7.45129501 7.63918135 0.03689874 0.09086007 3.1309478 4
26.5318824 3.23010848 4.28958558 0.31072564 0.36714744 3.13059414 4
31.4474949 5.21542535 5.52422398 0.11078289 0.12436184 3.13019428 4
88.6128108 6.78264094 6.95663155 0.03568572 0.08236632 3.12965404 4
79.7595863 7.07227609 6.04598252 0.36003968 0.17885424 -3.1294624 4
47.9593569 6.50103585 6.28611174 0.08011136 0.08967669 -3.1291261 4
3.34788969 4.83983194 4.35929972 0.23024123 0.04278716 -3.1288217 4
195.542698 7.64386594 7.43557585 0.04185332 0.1173204 -3.128382 4
5.03826797 4.80769558 4.4878045 0.14598242 0.05592501 -3.1277674 4
11.2020463 6.43749771 5.76163954 0.26649717 0.03555931 -3.1276137 4
120.348041 7.20525652 7.35881786 0.02597999 0.07522117 3.12748065 4
142.971374 5.60046013 6.29024116 0.20401563 0.28489915 3.12703452 4
241.796167 7.51579154 7.17740436 0.08268817 0.19087913 -3.1262111 4
5.13449828 4.0328456 3.78532456 0.07857517 0.11608966 -3.1259562 4
25.5279819 4.90064873 5.20250893 0.06205164 0.14395588 3.12531429 4
4.36307932 4.89660882 4.79831447 0.04006224 0.0360087 -3.1251411 4
13.3114467 4.02761135 4.42103171 0.13424164 0.1648539 3.12496948 4

68.30523 7.55384578 7.15767095 0.19162718 0.05386917 -3.1247117 4
25.9358815 4.58793413 5.04208432 0.18481647 0.16378448 3.12455959 4
18.5931861 3.6417565 4.65000831 0.63028771 0.18317212 3.12454712 4
326.35999 7.34173471 7.70361979 0.12643301 0.14255603 3.12440725 4

141.670339 6.58817274 6.91815939 0.10332997 0.14581153 3.12439692 4
58.7147195 5.97633222 5.34598663 0.20013416 0.27462553 -3.1243557 4
480.066255 8.42497615 8.65234961 0.09658653 0.08406677 3.12377594 4
24.8592929 5.58593708 5.76524679 0.05825639 0.07628702 3.1235469 4
24.8592929 5.58593708 5.76524679 0.05825639 0.07628702 3.1235469 4
24.8592929 5.58593708 5.76524679 0.05825639 0.07628702 3.1235469 4
5.60081294 2.73358006 3.25303177 0.13006345 0.20732707 3.12345397 4
79.9809022 5.59228425 6.04202218 0.11850323 0.18006385 3.12310244 4
3.47178958 2.92647024 2.34630269 0.14777001 0.35472398 -3.1227506 4
2.14669484 3.64941137 3.9539809 0.17723136 0.04161962 3.12267393 4
2.44632785 2.92907872 2.61530041 0.06536085 0.18388287 -3.1225336 4
192.872678 6.88329138 7.31958722 0.23568989 0.12307361 3.12242504 4
23.5404375 5.27131611 4.08218512 0.34338224 0.35437575 -3.1216655 4
7.30672732 2.9943097 3.54053374 0.17811254 0.19977198 3.12155856 4
154.499612 6.24843364 6.68768147 0.10207091 0.20217878 3.12127832 4
481.549403 5.69382218 7.67280174 1.38216217 0.23798841 3.12105338 4
158.697895 7.85551328 7.96426494 0.01871808 0.05430732 3.12097248 4
178.103883 6.82190102 6.33231026 0.06616245 0.30957533 -3.1202866 4
447.770651 7.4761564 7.88754781 0.13818097 0.15999304 3.11958972 4
404.411429 6.86836798 7.59122568 0.43169791 0.21596521 3.11930489 4
86.9712887 6.5833009 6.19803562 0.12673704 0.16797751 -3.1192603 4

819.3936 8.55856679 8.19226365 0.04778235 0.22199448 -3.1189621 4



980.481678 6.98842318 8.09116904 0.52985535 0.27523332 3.11845915 4
73.6209632 6.69676839 6.24726194 0.17353108 0.14635058 -3.1184581 4
7.9586444 3.87805002 3.43466475 0.09871048 0.2696769 -3.1184566 4

505.029092 6.28642475 7.30844505 0.35704106 0.33601309 3.11835818 4
4.29981432 4.22408975 3.95501105 0.11274817 0.08366458 -3.1179917 4
132.867724 6.14881485 6.65175704 0.23768616 0.16555791 3.11794629 4
10.4259338 6.47689997 4.57767574 0.45342286 0.10386143 -3.1178554 4
35.406005 5.92661105 5.67609553 0.0791152 0.12236833 -3.1178118 4

322.008958 5.94765242 6.86447929 0.2379119 0.35365552 3.11712847 4
2.08541607 3.67809245 3.92109482 0.14544353 0.04122765 3.11598783 4
69.4274348 4.98916029 5.73940488 0.40006021 0.21614961 3.11512895 4
31.6911564 7.49049397 6.35293711 0.44879143 0.05566723 -3.1149568 4
109.157224 6.54669102 6.00205304 0.17107815 0.27682064 -3.1147409 4
349.825595 7.26327155 7.6201279 0.01664397 0.16321565 3.1144459 4
101.572351 7.36295099 7.21375273 0.04152595 0.07321075 -3.1140309 4
255.236333 7.7952007 7.98509704 0.05217555 0.08474806 3.1139568 4
25.0892501 5.02661636 5.28087848 0.00717345 0.12392419 3.11393095 4
162.155936 7.32604036 7.58162404 0.11639377 0.0809381 3.11389979 4
3.44583081 3.0758037 2.6446442 0.10377758 0.25016498 -3.1137727 4
83.4553847 5.75878824 6.15083098 0.08034421 0.18691524 3.11306153 4
32.4778127 5.67169573 5.89950896 0.08966362 0.08674667 3.11297667 4
16.2068976 5.32868728 5.50055008 0.06990699 0.06606293 3.11284789 4
239.714934 8.16955375 7.91484177 0.10400268 0.08736182 -3.1126186 4
10.6778421 5.39116243 5.54803592 0.0811983 0.04189839 3.11252397 4
79.2232128 6.18360607 5.76467935 0.08429336 0.25541441 -3.1119616 4
94.9535406 6.32162375 6.62636526 0.10633804 0.12969501 3.11115159 4
112.951403 4.63230084 5.68559875 0.15273659 0.37039923 3.11114212 4
352.580335 7.98953007 8.22854313 0.09380806 0.09157473 3.11101236 4

193.6163 7.34070177 7.02448324 0.07945786 0.17914154 -3.1106822 4
37.730527 6.14765741 6.49938294 0.21468639 0.05724333 3.1097279 4

15.6824252 5.50676524 5.66258728 0.06792999 0.05370969 3.10964584 4
90.568097 6.23910426 6.54481386 0.09938658 0.12742715 3.10954918 4

143.135685 7.72160393 7.50360639 0.09101938 0.07900223 -3.1092941 4
57.5261147 5.76949734 6.14387696 0.18245818 0.12756617 3.10838939 4
80.8221975 5.06456314 5.70731121 0.11834954 0.26569827 3.10815959 4
65.4199107 6.16049891 6.53127829 0.19610456 0.09283171 3.108028 4
253.407908 6.45337063 7.02755683 0.2017795 0.23885009 3.10794842 4
180.711204 6.38053431 6.8167704 0.07643041 0.20799465 3.10715244 4
40.5130851 3.80935586 4.82465684 0.46827845 0.29874794 3.1066872 4
103.18509 7.27791112 7.41436507 0.04035236 0.06176331 3.10546014 4

10.1529007 3.11836609 3.76417863 0.26180749 0.24786099 3.10521159 4
130.336578 6.99140616 6.45822992 0.21175399 0.19733435 -3.1051049 4
19.7032426 5.61618019 5.78717714 0.07492127 0.05939261 3.10468168 4
135.545325 7.81133114 7.69001451 0.03171171 0.06309094 -3.1042476 4
1.10891562 3.01466644 3.33761134 0.19692695 0.03956533 3.10334197 4
3.08646214 3.06586983 3.31237365 0.06540611 0.1105651 3.10225274 4
180.199833 6.46278083 7.03476854 0.31207487 0.16535798 3.10175747 4
294.134988 7.32961695 7.63818479 0.07399202 0.14566875 3.10119769 4



29.7653416 5.7972575 5.9954021 0.08141599 0.0756393 3.10087216 4
103.468082 6.70296941 6.25888269 0.15863272 0.19048722 -3.1005879 4
93.5482055 8.04425095 7.55294396 0.21400737 0.0485397 -3.1003492 4
90.8458218 7.82021853 7.49883701 0.14721242 0.04966433 -3.1003057 4
148.11825 8.32588597 7.53662322 0.29329113 0.08031499 -3.1002944 4

0.23465908 3.22345252 3.09871736 0.06542239 0.01059662 -3.1001896 4
1.51510015 3.9609449 3.3313031 0.25621707 0.05490245 -3.0995245 4
24.5649599 5.59960067 5.35690568 0.07915993 0.11639779 -3.099509 4
5.42354792 4.7918489 4.93089233 0.07001904 0.03954366 3.0992103 4
182.554948 9.09154255 9.01261655 0.03707587 0.0221618 -3.09897 4
382.798994 7.16853194 7.59253348 0.0731697 0.18258719 3.09811204 4
10.5326959 3.90843003 4.23960122 0.07587835 0.14519804 3.09776731 4
336.976467 4.59873342 6.52715894 0.59499541 0.43149026 3.09773686 4
5.35806872 4.04434782 3.76038035 0.09837116 0.12917647 -3.0975786 4
51.7504204 5.79316255 6.1757318 0.19380212 0.10538684 3.09653114 4
37.8721693 5.76102737 5.35653528 0.1419648 0.18449931 -3.0964212 4
54.4459492 6.42238622 6.15214714 0.10104713 0.11266158 -3.0960286 4
93.3056241 6.61543841 6.32923539 0.0534444 0.17292169 -3.0959948 4
142.792266 7.33533354 7.50260193 0.04315049 0.0778151 3.09593369 4
458.387949 8.37827453 7.59046569 0.27231275 0.2192057 -3.095807 4
21.1416976 6.05094648 6.28262724 0.13862464 0.03914704 3.09562547 4
69.1511882 6.08573514 6.36675351 0.0948218 0.11833739 3.09499735 4
6.40959401 3.61467594 3.90359876 0.07836937 0.12494236 3.09485645 4
37.2431512 5.95190624 5.48821443 0.18387955 0.15481242 -3.094794 4
5.10522981 3.29923884 2.76155157 0.11725766 0.32474358 -3.0946824 4
53.2437105 6.816603 7.0822053 0.15383119 0.04423135 3.0946498 4
41.8002214 4.88195519 5.34583487 0.11855648 0.20133073 3.09402573 4
833.873894 6.76384827 7.78408688 0.36191188 0.31564807 3.09397351 4

2.298574 3.67582016 3.47087397 0.08448575 0.07043704 -3.0935296 4
255.243476 6.19304306 6.96011551 0.34153403 0.22687171 3.0934676 4
21.6389992 4.91872358 5.32392947 0.2343433 0.10375383 3.09248479 4
553.571799 7.4323925 7.88010995 0.0194011 0.19795893 3.09186667 4
160.47391 6.8149314 7.09646045 0.05852287 0.12792413 3.09147321 4

10.1763031 3.99900135 3.5421717 0.06174377 0.278378 -3.09094 4
1063.0648 8.52824076 8.85978538 0.07985055 0.14700191 3.0902775 4

3.25102069 4.08981887 4.21179521 0.04895411 0.04808373 3.0901193 4
0.42576973 2.99863422 3.11255192 0.06273129 0.01901744 3.08931568 4
35.4006391 5.04573132 5.4438312 0.14999503 0.14631567 3.08875859 4
742.698114 8.26126983 8.55347771 0.03793193 0.14888801 3.08761512 4

6.372613 5.33812331 5.52596561 0.10750332 0.02519363 3.08645795 4
33.3449361 5.86764274 7.43223453 1.13245472 0.01983961 3.08579584 4
130.929739 6.70505905 6.96575102 0.05816898 0.12379021 3.08577562 4
55.3752174 5.72975623 6.12722914 0.21185013 0.11812678 3.08548118 4
109.374621 6.90966513 6.64591699 0.06654363 0.14252668 -3.0853748 4
175.677986 6.00190753 6.60081631 0.1782559 0.23758853 3.08534391 4
1.42697375 4.10511251 4.28001207 0.10521978 0.01983098 3.08514405 4
4.53353359 4.2965814 4.41809562 0.03907835 0.05385191 3.08497268 4
0.3215158 4.95574473 4.75198548 0.10563959 0.0027759 -3.0846669 4



227.546015 7.88370151 7.68854571 0.0481323 0.10129 -3.0843849 4
48.1381704 6.96731541 7.05416985 0.02378558 0.04129128 3.08375675 4
14.7297303 5.72179141 5.41704505 0.14277432 0.0663146 -3.0836319 4
317.818159 8.39711215 8.5180813 0.01422592 0.06461213 3.08318208 4
5.11832146 3.79058422 4.34379842 0.36286514 0.06753729 3.08247289 4
72.9305716 4.47270155 5.69077808 0.85467899 0.26214267 3.08235701 4
5.56718284 3.17210439 3.52625695 0.07677108 0.16899671 3.0818284 4
355.821504 7.60047019 6.97240519 0.18450156 0.36441564 -3.081656 4
124.033036 6.81682374 7.06621019 0.087381 0.10285649 3.08115971 4
13.7626035 7.19096057 6.95670973 0.11890851 0.01305563 -3.0811249 4
94.5093009 5.95553255 6.44842225 0.26568564 0.14460186 3.08108587 4
47.015688 6.49192403 6.29475558 0.07200357 0.08557717 -3.0810755 4

16.6866792 4.81352183 4.35304071 0.16242794 0.2090461 -3.0809483 4
16.6866792 4.81352183 4.35304071 0.16242794 0.2090461 -3.0809483 4
380.099635 6.39240548 7.12997544 0.10993792 0.2984795 3.0794714 4
116.471308 6.97529299 7.17649557 0.06332607 0.09123735 3.07913617 4
24.7407247 4.81936051 5.26283865 0.22662779 0.13229405 3.07898592 4
16.4709077 4.78707059 3.74573147 0.35760134 0.42844264 -3.0788789 4
16.4709077 4.78707059 3.74573147 0.35760134 0.42844264 -3.0788789 4
46.1929498 5.39926674 5.73589635 0.09777923 0.1535477 3.07884185 4
146.510393 7.67000464 7.36443768 0.13651015 0.09070764 -3.0781759 4
14.9182313 5.05406549 5.404948 0.21957942 0.06785065 3.07758335 4
4.37574143 4.91534755 4.8292215 0.03346671 0.03466541 -3.076862 4
19.2873606 4.81346561 4.39262005 0.10636272 0.23715946 -3.0755843 4
54.7313748 6.62184627 7.02673492 0.26085092 0.0483154 3.07549756 4
25.5390769 5.00345537 4.50386424 0.13386319 0.27683092 -3.0754503 4
93.8364985 7.81686859 7.0459075 0.34641176 0.0798503 -3.0752702 4
104.193828 6.85383074 7.19259125 0.18334271 0.07853724 3.07469157 4
37.5210728 5.75715261 5.48436384 0.05610794 0.15859155 -3.0746465 4
76.9408878 5.93571534 6.23675114 0.01006409 0.15094502 3.07451777 4
13.420897 3.51978986 4.12516199 0.25931479 0.2154909 3.07390636 4

9.64914789 4.89127094 4.7039659 0.0624597 0.08730928 -3.0732824 4
57.8445571 4.79266159 5.5290305 0.34166824 0.21490832 3.07319789 4
427.087547 6.79388473 7.45044901 0.25076299 0.24384754 3.07300126 4
56.4935225 5.87222823 6.29496382 0.25613914 0.10508646 3.07285653 4
293.334916 8.49925867 8.30099857 0.08077892 0.07336449 -3.0727668 4
230.428253 6.97599836 6.42661074 0.05419402 0.41097328 -3.0720979 4
450.759602 6.62513387 7.33306982 0.134502 0.31890384 3.07132239 4
17.4140817 5.55812344 5.68845093 0.04102965 0.05904278 3.07108625 4
233.714564 7.03314714 6.45323934 0.1091385 0.40495341 -3.0707891 4
271.585637 8.14486263 7.98772927 0.01748476 0.09020387 -3.0705077 4
245.182206 7.90430409 7.51617183 0.16715215 0.12986787 -3.0701204 4
15.0363737 4.82138212 4.26710206 0.20579981 0.20932248 -3.0699433 4
306.857272 7.19084476 7.60245144 0.16548414 0.15355778 3.06978539 4
306.857272 7.19084476 7.60245144 0.16548414 0.15355778 3.06978539 4
30.7819825 5.41930886 5.89279141 0.32014174 0.08564879 3.06954104 4
9.23562135 4.01116565 4.31630299 0.11133709 0.1274065 3.06848335 4
51.8186314 6.02531104 5.57387725 0.16773052 0.1900688 -3.0682788 4



40.6248397 7.14269402 6.95102917 0.09573832 0.03847887 -3.0682275 4
347.721865 7.75961069 7.02347743 0.23776635 0.32769639 -3.0674435 4
5.49996786 3.56269002 4.0461413 0.32175281 0.09814468 3.06713099 4
257.114252 7.46773275 7.88928962 0.24301483 0.09509001 3.06706854 4
161.562852 6.16452191 6.66741296 0.15802904 0.19411391 3.06703169 4
51.0240655 7.17532844 7.31309568 0.07431517 0.0342755 3.06647404 4
10.8395028 5.27244839 4.27950298 0.33889338 0.14466738 -3.0664667 4
10.185434 4.87652101 5.03989616 0.06456653 0.06533503 3.06610133 4

71.6141763 7.01635781 6.51164177 0.23366811 0.10608626 -3.0657748 4
29.0691998 6.54034333 6.35288783 0.08635836 0.05104251 -3.0653029 4
62.0018366 5.08199958 5.6375783 0.19944775 0.22807892 3.06490396 4
10.7611006 2.81217932 3.69901848 0.46745309 0.2497377 3.06489081 4
123.731627 6.70891251 6.35616859 0.06106156 0.20963987 -3.0647393 4
7.87818845 7.59171189 3.58007941 0.70510649 0.22949548 -3.0643128 4
4.17213998 3.87951488 4.07509491 0.08418192 0.06943959 3.06395707 4
3.33326349 2.73139936 3.20541796 0.27019026 0.14035312 3.06381516 4
117.280333 7.8856164 7.997171 0.049169 0.0398545 3.0637178 4
8.41037604 4.52839084 4.23367162 0.11432204 0.1250771 -3.0635925 4
45.2123121 5.31791805 4.71748094 0.09188887 0.39082492 -3.0635328 4
141.394568 4.96893996 6.25155914 0.99221882 0.28538786 3.06328008 4
188.295825 7.16588997 7.46817391 0.1349394 0.1044441 3.06323352 4
14.7541746 2.18480991 3.52441747 0.37779157 0.41765686 3.06273422 4
298.143332 7.63151329 7.31957438 0.01906388 0.20861264 -3.0626625 4
4.32469666 4.30261776 4.03069363 0.12769959 0.07701612 -3.0620947 4
2.76001177 7.09857245 4.45292366 0.49774067 0.03184381 -3.0620663 4
337.546135 7.56656442 7.8529953 0.07534559 0.12894228 3.06197449 4
18.7027517 4.79451303 5.09096304 0.11642857 0.11125991 3.06186742 4
266.151838 7.32492875 7.62866603 0.10131941 0.13407032 3.06155322 4
72.8698325 7.58660874 6.39545595 0.42935786 0.12461436 -3.0612741 4
6.36723676 4.27567168 4.45985043 0.07291861 0.07219868 3.06116814 4
66.4722054 7.26402475 7.13127723 0.05361955 0.05280426 -3.061093 4
126.57753 6.79026912 7.34165752 0.33185902 0.08350021 3.0603905 4

2604.39107 8.4848624 9.13530254 0.07457641 0.26015641 3.0598406 4
26.2842472 6.32121579 5.92014103 0.19771601 0.07009177 -3.0598152 4
327.288076 7.41455253 7.84736989 0.21933447 0.13233095 3.05981513 4
154.486202 7.41073103 6.96756287 0.1864982 0.14638053 -3.0592395 4
10.4576393 4.40779271 3.92672324 0.16664078 0.21801678 -3.0589239 4
10.6081486 4.65279558 4.99585616 0.20918518 0.07029722 3.05885957 4
189.662856 7.29279515 6.94820743 0.09933704 0.18965226 -3.058613 4
246.26219 6.47744034 7.03953758 0.19931111 0.20321145 3.05856462 4

47.3644014 6.33765057 6.09851685 0.08752222 0.10861975 -3.0582247 4
285.762721 6.32365498 7.03841607 0.32148898 0.23354198 3.05812175 4
619.211658 7.33361295 7.86135428 0.07453292 0.24579631 3.05765367 4
4.69722508 4.2235358 4.46911157 0.14161643 0.05465374 3.05752708 4
37.2767286 5.39778081 5.73626043 0.15897375 0.12280089 3.05738527 4
21.5639217 6.00361146 5.44894148 0.25789666 0.09106461 -3.0573002 4
11.8099647 4.50862674 4.80630843 0.13999417 0.0940529 3.05668487 4
78.0605914 7.34964058 7.50883845 0.08210374 0.04277684 3.05642367 4



93.2661231 6.36209931 5.81009958 0.17432975 0.2581941 -3.0560111 4
16.7810875 4.98740558 5.19684213 0.06808999 0.09077792 3.05572302 4
197.01456 7.06630753 7.33162996 0.05261779 0.13165665 3.05521393 4

1.47231547 3.52028968 3.86325687 0.22916718 0.03065978 3.05492292 4
146.797504 7.07601559 6.80376658 0.04444184 0.16335221 -3.0546995 4
746.06402 8.40260944 8.02249345 0.03932586 0.24205872 -3.0546833 4

4.00004039 4.11715774 3.94276448 0.06262639 0.07931214 -3.0545846 4
10.8372801 4.23084761 3.69967961 0.17628367 0.28653201 -3.0543648 4
50.5927695 5.76507554 5.39997779 0.05142524 0.2331554 -3.0542275 4
3.97866253 3.92782769 2.82507487 0.43202653 0.22733459 -3.0538788 4
107.787753 7.0877934 6.87104222 0.0619247 0.10843334 -3.053762 4
19.7817616 4.30668464 4.7457905 0.17439013 0.16961915 3.05362964 4
161.031067 6.85318341 7.11240661 0.02660968 0.13563414 3.05358972 4
3.48513145 4.14849772 3.95325589 0.08297969 0.06817551 -3.0535351 4
60.1441162 4.66657525 5.65881355 0.76625909 0.20074222 3.05319821 4
205.741759 7.05191913 7.33255894 0.06034916 0.13747602 3.05284015 4
38.1484647 6.90519114 7.05261903 0.08222365 0.0329807 3.05269589 4
3.63018155 2.79810873 2.23381564 0.05466164 0.41280467 -3.0524236 4
192.944117 7.13938065 6.48953898 0.23830694 0.31650842 -3.052307 4
2.93430057 4.1577252 4.4499614 0.18505235 0.03434919 3.05178193 4
242.39095 4.38486567 6.25329006 0.81496679 0.45555227 3.05178098 4

15.3960635 4.52636683 3.35385101 0.37928585 0.46188401 -3.0512959 4
111.441469 5.96439656 6.3670341 0.05000976 0.18247256 3.05091639 4
133.623877 7.18453789 6.73128134 0.18641012 0.15213697 -3.05007 4
171.636535 7.10255591 6.67865143 0.13669978 0.22783485 -3.0498332 4
397.045747 7.57480605 7.88805827 0.06364209 0.14645551 3.04976316 4
4.73924746 4.17698166 3.96734235 0.07752172 0.08880806 -3.0493729 4
103.740173 6.6984947 6.14443427 0.20468681 0.22455541 -3.0493493 4
5.75328319 5.50167616 5.40412587 0.04766904 0.02571185 -3.0487692 4
60.4597686 5.50054526 6.07266658 0.36641233 0.13569939 3.04852994 4
154.803136 6.05797516 6.80096387 0.51844008 0.17133677 3.04844736 4
233.789816 6.45889732 6.99329129 0.17947833 0.22771287 3.0484416 4
2.24757692 -0.4408809 2.44663377 3.90221444 0.18538545 3.04835375 4
8.16689731 4.58260016 4.38499842 0.0573711 0.09887535 -3.0483017 4
17.8184531 5.16061166 5.35029345 0.0611513 0.08313957 3.04813235 4
13.3770099 5.56478814 5.38198403 0.082266 0.06059695 -3.0480004 4
21.075849 5.29553524 4.91200376 0.15388609 0.1603906 -3.0475814 4

22.1993351 6.54293319 6.75424206 0.13017462 0.02604973 3.04579167 4
2.08097987 4.45362744 4.27976435 0.08791964 0.02897749 -3.0451263 4
275.70347 7.12321709 7.58767599 0.25456614 0.14475987 3.04496128 4

110.939141 6.56537036 6.20767812 0.05336189 0.22584061 -3.0442566 4
596.104269 7.66293142 8.05837732 0.05565694 0.18925576 3.04420849 4
57.3226935 5.00220808 5.79817675 0.5759083 0.16595134 3.04393666 4
112.566639 7.21718996 7.38922797 0.06903275 0.06849399 3.0436396 4
112.566639 7.21718996 7.38922797 0.06903275 0.06849399 3.0436396 4
34.1389906 5.39416991 4.89000585 0.16127508 0.2542571 -3.0436178 4
124.37352 6.32771678 6.93496239 0.38733394 0.12038551 3.04217133 4
5.774854 4.93492685 4.41203492 0.24479067 0.07132801 -3.0417732 4



12.9540123 4.85983601 5.04450218 0.0597587 0.08484903 3.0415421 4
23.1424726 4.88546081 5.37734545 0.32411868 0.10437135 3.04138516 4
3.60831523 4.8810876 5.0287223 0.08682504 0.02371878 3.04103077 4
645.838581 7.80018029 8.38223296 0.31580568 0.15362433 3.04039228 4
16.7000874 5.06814894 4.48036369 0.25181793 0.18092477 -3.0400283 4
364.876897 7.14899197 7.59908202 0.15534098 0.18784336 3.03985381 4
219.934166 6.24086271 6.88866942 0.3135051 0.22480181 3.03970617 4
954.735333 8.89979651 8.55413611 0.10125288 0.19252661 -3.0388247 4
38.1803825 5.213768 5.92662978 0.55589835 0.10476265 3.03875359 4
7.48492666 4.36939662 4.59959327 0.1086294 0.07645056 3.03872724 4
2.97834251 3.59303085 3.800755 0.10449228 0.0670713 3.03872404 4
43.136389 5.31815769 4.75433558 0.09067332 0.39853873 -3.0386837 4

46.0651673 4.62546118 5.31666318 0.34150277 0.21163387 3.03864285 4
2.16271801 2.43049982 1.76090082 0.19151168 0.33469959 -3.0382422 4
13.5558037 3.77893517 4.21169275 0.08258896 0.2104168 3.03759071 4
322.269398 6.66626833 7.22971407 0.15964933 0.21804912 3.03724521 4
115.646632 6.65726259 6.09342914 0.19606052 0.27248923 -3.0371524 4
16.5128601 5.65852184 5.28340848 0.18054105 0.08548532 -3.0370387 4
34.516958 4.6243333 5.16423908 0.22238386 0.18628925 3.03659061 4

500.886192 6.43538632 7.29416182 0.17627925 0.3433706 3.03656929 4
1.11586904 3.3325648 2.96973627 0.17551806 0.05758788 -3.0365351 4
5.8255388 4.24279844 3.93048188 0.13449886 0.11785516 -3.0362738 4

18.4718675 6.22730613 6.36436662 0.07496654 0.03167738 3.035779 4
5.94354831 5.09405281 4.9296533 0.07972898 0.0424484 -3.0354479 4
0.96245264 2.5350238 2.20546292 0.13742977 0.10901569 -3.0353637 4
77.5485681 5.85295861 6.33298212 0.2767657 0.13792858 3.03478758 4
577.193361 6.33924422 7.33766372 0.20973241 0.36231747 3.03458468 4
41.3473063 3.91375777 4.82885709 0.30643995 0.30683977 3.03409196 4
50.4394036 6.11192752 5.73604942 0.1461721 0.15617597 -3.0336509 4
103.601588 7.2590392 6.83910954 0.19450436 0.10935516 -3.0333286 4
188.691932 6.49376696 6.91248304 0.10507809 0.18992857 3.03272613 4
332.683354 8.03188603 8.30791991 0.14188561 0.08252185 3.03229157 4
11.7891057 3.85702104 4.24231431 0.11557023 0.1765128 3.03224887 4
29.6527855 5.13804217 5.69947308 0.38322019 0.09787536 3.03223009 4
5.31707257 3.42120376 3.71340334 0.09274225 0.12532988 3.03209601 4
129.816269 5.12625422 5.962735 0.15762253 0.31944501 3.03170607 4
29.3981153 5.24655399 4.88419558 0.06692579 0.21313999 -3.0309679 4
192.543233 6.34269622 6.84014622 0.16993662 0.20041767 3.03089127 4
54.0002451 5.31196427 5.72606537 0.13121226 0.18437216 3.03079342 4
36.7288477 6.89840925 7.27702279 0.24089952 0.02542702 3.02998058 4
51.464078 6.28309159 5.6802222 0.24023712 0.17294014 -3.0298491 4

2960.69137 7.45035889 8.78960807 0.36379333 0.50215614 3.02959385 4
1.23170496 1.91142326 2.20051024 0.07205373 0.14109121 3.02911035 4
383.587024 7.6213502 7.18186303 0.0496963 0.26885713 -3.0289132 4
127.179882 5.84869307 6.48319264 0.31427198 0.19526724 3.02865876 4
5.93734003 3.63625158 2.8317587 0.2840611 0.32060418 -3.0281185 4
254.774965 7.12828945 7.49782181 0.16176254 0.1452269 3.02811139 4
177.777107 7.76155719 8.00242768 0.13633049 0.06051289 3.0277278 4



174.282894 7.13743362 6.80030466 0.0780523 0.20391862 -3.0273231 4
73.8955203 6.21842141 6.48390265 0.0939117 0.11651561 3.02668092 4
208.393238 7.09166382 7.43717616 0.16284607 0.12064926 3.02509147 4
3.70450909 4.91440314 4.70109455 0.10698751 0.03347043 -3.0249867 4
41.267724 5.89282146 6.35907852 0.32085482 0.07260648 3.02490138 4

80.0223381 6.74558267 6.43739402 0.11694306 0.12520547 -3.0247264 4
20.5020261 6.18850068 5.99704033 0.09199066 0.05170513 -3.0242538 4
9.03150804 4.84794714 3.92147884 0.3227738 0.17006098 -3.024174 4
71.4088585 6.47656383 6.79896189 0.17485946 0.08126394 3.0241319 4
52.6276355 5.04046494 5.58891989 0.23332831 0.20247248 3.02301883 4
25.010478 4.87148198 4.33695737 0.12551535 0.29798895 -3.0223097 4
16.899741 5.22040066 4.8134772 0.1659737 0.13589678 -3.0222743 4

13.8168964 4.83317969 5.02368951 0.05257248 0.09307881 3.02199347 4
63.3509409 6.57324812 6.39601551 0.02240124 0.1088379 -3.0219031 4
226.509333 7.53617803 7.87045547 0.18598328 0.08434135 3.02188795 4
10.6074826 4.14334447 4.56324406 0.24139093 0.10980251 3.0208345 4
8.21358449 4.27000853 3.96702686 0.09521903 0.16218655 -3.0207992 4
305.921441 7.51971874 7.83637894 0.139821 0.12260525 3.02040525 4
339.570221 5.36030056 6.73258734 0.71273442 0.38373151 3.02020427 4
145.02045 6.84803291 6.4726609 0.08178084 0.23487441 -3.0201191 4

3.03981589 3.45384105 3.64476112 0.07438947 0.07931091 3.01923444 4
220.615514 6.58745089 7.03535844 0.14054872 0.20454604 3.01797787 4
180.154351 6.16313501 6.67192795 0.10592875 0.21562923 3.01792718 4
18.1558796 5.14773751 4.85617034 0.09519749 0.14458791 -3.0179227 4
29.1263523 6.12654786 5.81761253 0.13598456 0.08455554 -3.0173825 4
79.4104407 4.67821217 5.49409882 0.17627471 0.3012012 3.01736816 4
662.234507 7.64750412 8.08735486 0.08467171 0.19392609 3.01689026 4
23.8435248 5.2896139 4.95897461 0.10261011 0.16282561 -3.0168523 4
71.8172625 6.08691294 6.59673662 0.33867348 0.09536073 3.01682835 4
7.01606861 4.56977338 4.78979369 0.11607941 0.05911393 3.01677388 4
18.6150708 5.09267995 4.78234444 0.09648598 0.16175088 -3.0167709 4
10.7614672 5.29128519 5.50059151 0.11661929 0.04352663 3.01671698 4
119.756408 6.01013288 6.47525622 0.18556795 0.17934707 3.01658325 4
13.9426441 4.89101175 4.63054783 0.07792177 0.13897151 -3.0165573 4
5.95538313 4.36663838 4.77340128 0.26878684 0.05016697 3.01649444 4
17.2161876 5.01847668 4.59480435 0.15827408 0.18246488 -3.0164859 4
11.6099644 5.0165467 4.72499396 0.12919797 0.09997495 -3.0163584 4
2.82510245 3.32536964 2.74968767 0.23226383 0.18820228 -3.0160487 4
11.3171277 4.50437319 4.77250292 0.11940006 0.09327253 3.01546002 4
516.127832 6.34045392 7.27016581 0.17753453 0.32345413 3.01480172 4
80.1571772 7.05402164 6.86948963 0.06842337 0.08485079 -3.0145061 4
143.931054 6.48819743 5.79472707 0.16546339 0.38541222 -3.0144805 4
7.83096587 4.27554699 4.61782193 0.20883539 0.07580273 3.01433743 4
8.89873083 4.72228192 4.28885779 0.1813957 0.12528141 -3.0141453 4
122.530562 6.26846242 6.62962907 0.10172996 0.15534119 3.01414219 4
3.99575893 3.29618089 3.53614775 0.05740559 0.11496649 3.01366333 4
14.0217527 5.05060816 4.81080634 0.08228908 0.11706407 -3.0135474 4
82.4643289 7.0327409 6.60912277 0.19092912 0.107769 -3.0123077 4



9.53817364 3.96218588 3.2813044 0.20581018 0.38174473 -3.0121395 4
386.465504 7.42747141 7.76285826 0.05095721 0.15696649 3.01207453 4
304.77695 7.58436378 7.83874511 0.06850863 0.11703406 3.0117941 4

45.0073487 4.17112947 4.98583605 0.25570024 0.28760829 3.01162773 4
110.389586 6.93720101 4.90425822 0.60756258 0.64602886 -3.0111321 4
235.853416 8.27395885 8.42543365 0.07278749 0.05157596 3.01024412 4
27.0669954 5.6297071 5.35097995 0.09706934 0.13271585 -3.0101927 4
405.503067 7.89766948 7.57426984 0.02744611 0.20934673 -3.009177 4
67.5490852 5.44277147 5.91351881 0.18408527 0.17704606 3.00835681 4
57.9453046 4.05662094 5.05960293 0.25986292 0.32992063 3.00795427 4
76.7072944 7.08893141 6.93910735 0.04810951 0.07280376 -3.0078744 4
44.9753809 4.95203742 5.54359637 0.34898774 0.17096102 3.00786101 4
1.41487674 1.68953275 2.12434381 0.17481145 0.16449905 3.00774013 4
108.405814 7.53100847 7.34075969 0.08270418 0.07168692 -3.0074181 4
20.8810109 5.94698479 6.34098098 0.24677003 0.03699576 3.00733624 4
66.4067213 4.45626022 5.34569715 0.38339222 0.32227072 3.00705441 4
222.953045 7.96933229 7.75953933 0.07670761 0.09651571 -3.006965 4
278.817482 7.99975503 7.73489981 0.09795203 0.1250784 -3.0067273 4
183.247731 5.11830627 6.43331404 0.75976354 0.27795547 3.00651234 4
11.8035204 5.44533275 5.57274882 0.05954161 0.04542833 3.00620587 4
8.42318173 4.43820749 4.19765334 0.07139916 0.12904935 -3.0057865 4
29.1955906 5.40199095 4.56776791 0.30139405 0.29635205 -3.0057746 4
30.4383964 5.74807261 5.90829059 0.02937258 0.08075179 3.00554409 4
108.022135 5.40053916 6.05711957 0.25736161 0.27068661 3.00543331 4
37.8677679 5.33401539 5.67417781 0.15165074 0.12894467 3.00525888 4
333.076038 7.05791533 7.53467687 0.19584063 0.17815568 3.00440154 4
2143.18727 8.1190761 8.87529904 0.21523382 0.2833617 3.00413148 4
128.105886 6.96603619 6.66706883 0.08501864 0.16005664 -3.0036733 4
149.033217 5.79825544 6.49316326 0.32554142 0.22686252 3.0032698 4
270.840427 7.86823964 7.36026036 0.20339417 0.16606308 -3.0032461 4
105.737425 6.06838455 6.46021451 0.13745606 0.16995205 3.00294381 4
513.787431 8.54566218 8.26764138 0.09884256 0.13404515 -3.002772 4
25.7092024 6.69103262 5.11335144 0.58505436 0.14972443 -3.0026402 4
11.4680953 5.73249775 5.59606985 0.06415365 0.0429501 -3.002633 4
6.39405068 4.03184409 4.31794835 0.14820366 0.08324582 3.00250633 4
149.968395 7.14731195 7.52015763 0.23305549 0.08202372 3.00240652 4
8.4859997 3.47159078 3.8644391 0.10845163 0.17031185 3.00227111 4

34.9650805 5.54623828 5.79121131 0.08507384 0.10821734 3.00216136 4
76.0572281 7.41245213 7.06288797 0.17206258 0.06633953 -3.0016957 4
3.19459547 4.4957375 4.40756316 0.03342506 0.03934811 -3.001455 4
93.8627874 6.02080575 6.40131117 0.14771329 0.16178475 3.00130028 4
83.1739787 5.71349156 6.61210675 0.58809282 0.1111939 3.00084461 4
40.6513202 5.76287911 5.48054334 0.05277601 0.16727342 -3.0007324 4
79.9019168 6.73622421 6.09081305 0.26117572 0.1824582 -3.0002963 4
307.341216 6.48603203 7.34306094 0.63846206 0.20327907 3.00003743 4
9.45171652 6.20840536 6.73828352 0.33934862 0.01117976 2.99996303 4
76.3871176 8.42755793 8.06344838 0.18614944 0.0240173 -2.9997672 4
558.642589 8.30817245 7.88880566 0.14348913 0.22078951 -2.9987413 4



7.7862281 3.63180729 3.99467897 0.1469595 0.14780185 2.99842366 4
233.672479 7.4786621 7.78406641 0.15977277 0.09790303 2.99816787 4
98.3893741 6.77323404 6.08357544 0.2674974 0.23742021 -2.9979924 4
126.535593 5.79687174 6.39211982 0.27724902 0.22276967 2.99784448 4
477.562023 6.98237442 7.61159899 0.24461974 0.23412294 2.99780729 4
155.999086 6.27077988 6.6945694 0.10986604 0.2034329 2.99765176 4
296.805608 8.24376892 8.49249423 0.14089486 0.06007465 2.99750137 4
5.11444295 5.10735826 5.16014647 0.0058105 0.02960064 2.99747345 4
19.4400989 5.71210042 5.43556096 0.12236149 0.08566289 -2.9972711 4
229.283976 7.45820973 7.84701501 0.21751101 0.09182956 2.997172 4
5.21307741 4.64469141 4.48650662 0.06735521 0.05886463 -2.9960638 4
21.8731273 6.47710219 6.64425459 0.09843991 0.02824671 2.99599637 4
79.0071108 6.97215028 6.81752855 0.03480028 0.08848298 -2.9950852 4
9.64358219 4.55106717 4.72813622 0.0497713 0.0835441 2.99508497 4
125.890543 5.98523179 6.46780559 0.17482226 0.18649458 2.99482478 4
8.94972023 4.19282285 3.80800248 0.12635975 0.19698845 -2.9942611 4
86.6327264 5.36637039 5.91046823 0.15424086 0.22872651 2.99389044 4
67.0407539 6.3580055 6.10777069 0.04635632 0.14707516 -2.9938852 4
2.89043419 3.52580653 3.10434793 0.17564946 0.12488787 -2.9936202 4
128.359377 5.49815966 6.24606898 0.36228537 0.26232829 2.99329619 4
96.9368454 4.93728472 5.70096855 0.09085258 0.30531989 2.99294719 4
88.5327114 7.4890355 7.36270827 0.04681814 0.05623909 -2.9927542 4
10.0155993 4.92376835 5.0959498 0.08201949 0.06059323 2.99257635 4
19.065559 4.47635821 5.00092906 0.3170855 0.12524543 2.99233709 4

206.095429 6.62328103 7.02852245 0.11628887 0.19191731 2.99157731 4
432.566908 5.96450001 7.10436688 0.55098035 0.3845943 2.99135463 4
200.547728 7.27863393 6.98000861 0.04301316 0.18913819 -2.9911049 4
31.3847369 4.58531725 5.05436264 0.14799242 0.18922005 2.99083857 4
214.364108 7.1068716 7.44103554 0.14487635 0.12314537 2.99036107 4
254.681528 7.29086242 6.77151149 0.15726719 0.26791918 -2.9899071 4
61.1486794 4.98668928 5.52270143 0.09820168 0.25054337 2.9897338 4
39.2427258 6.13116643 6.27135157 0.02295935 0.07515676 2.98966861 4
83.2939633 6.72582501 6.43043774 0.10676548 0.13941718 -2.9895005 4
49.3962554 5.53775821 5.0389689 0.09739367 0.31240876 -2.9892189 4
223.159315 7.43121698 7.69106136 0.11017776 0.10079925 2.98839952 4
27.8009949 4.67467986 5.46835529 0.65320001 0.11473098 2.98791369 4
44.3125257 6.06378945 6.2857348 0.09800051 0.08097489 2.98741242 4
22.0144292 4.47386544 4.96243433 0.24867529 0.14850397 2.98726637 4
83.3576975 6.60427707 6.37030772 0.03526866 0.13684443 -2.9872568 4
5.94935643 3.32950717 3.70574336 0.15210552 0.14118452 2.98661693 4
608.239043 8.7876246 8.57645574 0.05615693 0.11484724 -2.9862327 4
266.892828 7.08694089 7.43247388 0.10225486 0.15840674 2.98607914 4
189.216678 8.12602173 8.34518779 0.12321862 0.04475166 2.98577469 4
3.16782517 3.95893869 3.70486122 0.12107195 0.07967205 -2.9854828 4
460.44253 8.07666061 7.75397886 0.06007348 0.19625285 -2.9852792 4

160.058737 6.95747321 6.184567 0.26796924 0.3180262 -2.9848385 4
180.69166 6.92748978 7.18889109 0.01760885 0.13757111 2.98474661 4

71.4712934 6.35068796 6.06498519 0.06518141 0.17337918 -2.9842375 4



1.97244774 3.30951328 3.53928241 0.12810071 0.05780835 2.98411179 4
142.010031 6.18506259 6.60985045 0.12210678 0.19818544 2.98360692 4
752.797987 8.69670014 8.93129657 0.08995147 0.10193973 2.98360108 4
189.270253 6.97361256 7.23714018 0.03010172 0.14119011 2.98323197 4
1993.52261 8.16583067 8.8198129 0.06445559 0.31296086 2.98319751 4
126.166284 7.01472129 6.76049584 0.06008292 0.14522295 -2.9831616 4
239.684179 8.66730218 8.88950996 0.13465837 0.03326285 2.98313724 4
284.774758 6.97032971 7.36695123 0.11099067 0.17768219 2.98219026 4
603.438501 8.43830055 8.09527969 0.09933161 0.1874691 -2.9813748 4
276.184058 7.66410726 7.88736553 0.07053391 0.10408077 2.9813571 4
15.5128813 4.63976571 4.90189477 0.08967201 0.11349421 2.98077379 4
24.4526023 6.41061995 6.77198293 0.22392855 0.02815491 2.98058997 4
257.69012 7.3306226 7.59764789 0.0648375 0.12904396 2.97968924 4

72.5255123 6.88208481 7.00703125 0.02427184 0.06648537 2.97941666 4
4.54981493 2.79468822 -0.7400787 0.33573392 4.3306129 -2.9793278 4
128.963744 6.61110366 7.07330665 0.29777173 0.10845471 2.97913167 4
25.6124096 5.45994147 5.63219823 0.02148871 0.08928807 2.97900727 4
80.4324705 6.80123196 6.58953235 0.06402801 0.11395535 -2.9788191 4
74.0863473 6.57901567 5.95737329 0.2496215 0.20208559 -2.9780209 4
83.0563579 6.82697539 7.1274161 0.18018428 0.06585861 2.97795142 4
3.71314694 3.88233776 4.10557829 0.12136078 0.06022972 2.97745645 4
7.23893989 4.20269926 3.39562281 0.30638111 0.25200796 -2.9773262 4
35.8099319 6.66312739 5.85025149 0.31445152 0.10129135 -2.9769746 4
17.3044506 5.91577701 5.79124015 0.04904876 0.05342953 -2.9769684 4
71.1953062 6.58737037 6.20514646 0.15880308 0.14955377 -2.976629 4
462.646345 8.20598385 8.43182447 0.08008173 0.09832188 2.97617605 4
518.81312 6.02610234 7.34625284 0.72573802 0.30320811 2.9758856 4
13.858372 3.81632794 4.32959245 0.23567734 0.1748825 2.97570781 4

4.77018147 5.46276751 5.39585182 0.03165511 0.02176728 -2.9753046 4
339.187662 8.13479757 7.7394621 0.15966227 0.1413921 -2.9739039 4
184.731473 6.82121117 6.27494915 0.12566667 0.31746455 -2.9735603 4
144.863273 7.60975402 7.41842039 0.07291268 0.08485902 -2.9731334 4
84.148012 6.40035773 6.72184321 0.17517515 0.10287475 2.9725923 4

556.528762 9.20997255 9.30559617 0.01945509 0.050986 2.97156383 4
34.9644087 7.13301653 6.92175298 0.11224126 0.03480048 -2.9714323 4
640.41643 7.3874278 8.08731955 0.40030486 0.18708519 2.97126632 4

75.1623597 6.04374375 6.31221798 0.04495618 0.13719978 2.97038276 4
11.5879218 4.62306346 4.85412216 0.10252757 0.08936326 2.97032406 4
0.28366456 5.91302432 5.25711506 0.31807326 0.00147757 -2.9699951 4
38.4495655 6.26402439 6.08691021 0.05924122 0.08606594 -2.9699782 4
849.106353 6.66282676 7.97382335 0.79008309 0.30855096 2.96975012 4
77.3439911 5.63006735 6.06548545 0.17193503 0.18169718 2.96967163 4
213.409914 7.81996347 7.5745631 0.09517652 0.10653212 -2.9689889 4
69.272054 6.01735491 4.74527745 0.40478243 0.55849375 -2.9685845 4

3.48509889 3.9093334 4.30556193 0.27539472 0.04738691 2.9685126 4
41.5602302 5.37845766 5.65884565 0.02801299 0.14007405 2.96822457 4
30.3777917 5.22086071 5.49021271 0.08049707 0.12493435 2.96809218 4
27.0748817 5.37331226 4.46027044 0.3576836 0.28551925 -2.9680669 4



53.1978765 6.70069401 6.47004154 0.10479166 0.08325506 -2.9673527 4
18.7799842 7.69830684 7.77468341 0.04479308 0.00790335 2.96717729 4
1.23576696 2.95695012 2.5815108 0.1849337 0.09235539 -2.9667755 4
11.9607204 5.47876494 5.56117843 0.00820487 0.04614961 2.96631388 4
18.1328605 6.67229842 5.39710113 0.42214335 0.08389429 -2.9662825 4
159.594634 4.95950091 6.0514344 0.48838865 0.40185601 2.96626486 4
11.8849366 4.39596807 4.63184058 0.05834382 0.11403168 2.96625957 4
221.683615 7.78558998 7.60000234 0.03115922 0.10795292 -2.9659 4
168.60523 7.5497531 7.33864881 0.06534425 0.10730597 -2.9656604 4

15.0458755 4.58600449 4.12275452 0.1427982 0.23048102 -2.9649454 4
66.3351253 5.41257274 5.86747432 0.17659261 0.18396863 2.96490651 4
17.2096603 5.64647738 5.53163281 0.01528455 0.06791721 -2.9645165 4
130.234048 6.95312865 6.27654922 0.2581561 0.2285615 -2.9640553 4
362.749434 6.51714731 7.16934296 0.1561452 0.26306394 2.96352446 4
469.578841 7.98134252 7.47512907 0.17019297 0.26156309 -2.9634521 4
33.675792 4.34109828 4.8950239 0.10407142 0.23643699 2.9634377 4

86.1869343 6.81696718 7.03853468 0.10587579 0.07398009 2.9632293 4
7.82330161 5.57321505 5.45993 0.05498554 0.03338065 -2.9631717 4
23.5263779 5.10628762 5.36678947 0.10119584 0.11155873 2.96292704 4
128.090294 7.77036978 7.64733178 0.04056537 0.06014177 -2.9627008 4
140.013196 6.79526252 7.15060725 0.18656809 0.10703777 2.96252112 4
105.246528 6.37229002 5.83290569 0.14841529 0.30536067 -2.9623933 4
120.008878 5.90146823 6.37989977 0.16617549 0.21304463 2.96179999 4
8.44166444 3.65880681 3.99753266 0.10604238 0.16125358 2.96051157 4
8.26420383 4.60197392 4.33134326 0.11515047 0.10882618 -2.9603266 4
54.9032112 5.72889235 6.01179854 0.07819697 0.13058216 2.96023238 4
11.975982 5.20228892 4.1305977 0.36766239 0.18456292 -2.959977 4

125.306958 6.00651376 6.43077169 0.08386731 0.20464114 2.95909315 4
6.88021966 5.05015999 5.23269833 0.10451931 0.03688013 2.95884035 4
19.4352099 4.57220918 4.86674453 0.04740312 0.1555397 2.95873829 4
92.8025217 7.17336886 6.9626602 0.08361709 0.09002305 -2.9585546 4
19.7045215 7.17446377 6.8160258 0.18644253 0.02147062 -2.9581286 4
50.4948834 5.51214637 5.82860361 0.08739415 0.14298713 2.95805929 4
316.678744 6.88526896 7.49198527 0.31867358 0.18288087 2.95793513 4
55.8522771 7.06731175 4.83820172 0.54197956 0.4354583 -2.9576276 4
55.8522771 7.06731175 4.83820172 0.54197956 0.4354583 -2.9576276 4
55.8522771 7.06731175 4.83820172 0.54197956 0.4354583 -2.9576276 4
63.674309 6.2532061 6.4948162 0.10546486 0.09593895 2.95747143 4
13.865391 5.0765174 5.34949298 0.15613264 0.06591179 2.95741668 4

0.63898679 -0.1393287 1.09345004 1.15603815 0.22645877 2.95729581 4
4.13818098 2.6878633 3.11262941 0.14613246 0.17950738 2.95689929 4
42.5948528 7.28701202 4.89663339 0.67407167 0.30691518 -2.9566028 4
4.96002261 4.65684574 4.79232177 0.07097404 0.0408424 2.95628171 4
126.513332 7.15844758 6.8120516 0.14497384 0.14477485 -2.9560614 4
1176.56424 7.05369102 8.14567926 0.49604645 0.31608044 2.95491132 4
45.0987035 7.76369159 7.82614719 0.0326873 0.0180136 2.95445277 4
45.9770481 5.4197586 5.76324545 0.13581895 0.14095676 2.95444418 4
44.0476124 6.52687184 6.31874577 0.08917914 0.07984918 -2.9544221 4



134.318433 8.53212499 8.75447405 0.13519917 0.02108208 2.95405622 4
105.462025 6.68240413 6.06109495 0.24615543 0.23010091 -2.9537711 4
1.19087208 1.57510138 0.26040154 0.36403246 0.80499747 -2.9536635 4
4.09683828 3.11637543 2.50265144 0.18276331 0.30408932 -2.9536393 4
14.0472643 3.38610186 4.12056385 0.43194875 0.21324518 2.95350979 4
530.185218 7.71886919 8.05526258 0.05254228 0.16058966 2.9531823 4
870.89753 7.27015322 8.03303902 0.33683837 0.30416378 2.95283225 4

9.39621232 6.49299967 2.89113854 0.55832992 0.5767949 -2.9524707 4
14.6053003 5.45751332 5.55821125 0.00830019 0.05647707 2.95215368 4
63.036463 7.32604231 7.19538695 0.06007406 0.04709629 -2.9516598 4

3.90494011 3.77947652 3.54003982 0.08515819 0.11697601 -2.9512924 4
303.737703 7.04976435 7.44827396 0.12330527 0.1691227 2.95121517 4
37.7451605 5.67698088 5.35795539 0.08766267 0.17850803 -2.9506567 4
10.8985141 4.26124324 3.59770401 0.25740614 0.28025644 -2.9505926 4
424.436155 7.84648514 7.43218117 0.10152391 0.2416626 -2.9502238 4
5.54188039 4.34287086 4.53263871 0.10005273 0.06047513 2.94889824 4
3.49902846 -1.2396122 1.78688603 1.58632859 0.67190469 2.9481002 4
18.351277 3.83549054 4.34401817 0.09244785 0.23944216 2.94804438 4

76.4386793 6.72644328 6.19574891 0.21997267 0.1503637 -2.9478862 4
216.181945 4.79339451 6.28711822 0.89836224 0.3571455 2.94785343 4
26.4379828 5.81069352 5.42465558 0.176554 0.11987442 -2.9467539 4
12.5047028 4.82700923 4.60040534 0.060315 0.13017065 -2.9464418 4
145.830577 6.98036187 6.37922019 0.22013338 0.25400937 -2.9454623 4
26.2686956 5.11686349 4.74678482 0.07651438 0.24106296 -2.9453685 4
702.366719 7.4180247 7.95551965 0.11004853 0.23217578 2.94492987 4
258.349913 6.48323797 6.99825153 0.10970074 0.22069854 2.94463696 4
1.84242096 6.82918778 2.67973167 0.58500261 0.12715367 -2.9446269 4
13.0371592 3.89967023 4.30221775 0.13767976 0.18505339 2.94425494 4
116.228955 7.73077513 7.51447881 0.10723886 0.06224618 -2.9441258 4
4.75835385 4.17686019 3.58336807 0.26700529 0.12718583 -2.9437699 4
490.847885 7.47749139 7.98336832 0.2544067 0.16844646 2.94345703 4
26.470296 5.87357491 5.66284863 0.0842723 0.08958969 -2.9431355 4

10.1235895 4.91671898 4.70194671 0.08517351 0.09425437 -2.9416582 4
5.86736076 4.51913276 4.63099572 0.02882181 0.05624296 2.94117758 4
31.2837078 5.63715873 5.38309162 0.06772773 0.14727549 -2.940902 4
82.4433653 5.67978716 6.19018016 0.27857175 0.17225008 2.94034848 4
5.15983565 2.05642053 2.94104945 0.44912001 0.26161016 2.94028576 4
272.002926 7.98956729 8.26986623 0.16324879 0.06860635 2.94025589 4
33.2064892 5.20346394 4.72309144 0.11070849 0.31927986 -2.9402354 4
224.004965 7.73650041 7.96008367 0.11001651 0.07971382 2.93834855 4
128.872922 6.61168547 6.09145601 0.15414292 0.31523662 -2.9381238 4
9.91342207 4.76021608 4.56886597 0.05578954 0.10010241 -2.9375675 4
10.3858813 6.4033862 6.50482149 0.06087867 0.01551525 2.93710158 4
131.035072 6.11324125 6.6232014 0.24208874 0.17195338 2.93703808 4
14.1991069 4.64633199 4.09518811 0.19963693 0.25008528 -2.9369016 4
89.3170357 6.55359132 6.75966021 0.05136075 0.10093911 2.93635261 4
44.6280273 4.4874649 5.11641714 0.180123 0.270954 2.93586197 4
22.1348329 5.41744873 5.58827797 0.05237138 0.08470888 2.93577823 4



42.5243591 6.03054539 6.20078323 0.04292022 0.08760392 2.93526231 4
141.002636 7.92224489 8.02931037 0.0434493 0.0460132 2.93500895 4
107.58217 6.443721 6.72114594 0.08479001 0.13373996 2.93462859 4

60.2875126 6.44957514 4.94766211 0.48572542 0.3848372 -2.9345075 4
281.465729 6.34971029 7.19283199 0.55654933 0.19922243 2.93446478 4
35.2608112 6.87796424 6.53995893 0.17706301 0.05141176 -2.9342076 4
11.5153726 4.29558438 4.53696111 0.04926327 0.12368603 2.93418735 4
221.158019 7.0145389 7.39050287 0.18129401 0.14081877 2.93393481 4
0.44439923 0.99082521 -0.2201345 0.38745615 0.63094096 -2.9330892 4
151.261129 6.56485527 7.01431464 0.25743339 0.13586155 2.93274614 4
461.423424 7.56202914 7.97737176 0.17905417 0.16461887 2.93265218 4
111.365181 7.55355223 7.25775614 0.13947956 0.07986004 -2.9322194 4
291.462532 7.48125049 6.97289015 0.16543876 0.29263472 -2.9321077 4
20.1712026 3.92485328 4.49978535 0.24610187 0.22709855 2.93182841 4
4.27121166 4.91981224 5.12963246 0.13453047 0.02536762 2.93152827 4
4.27121166 4.91981224 5.12963246 0.13453047 0.02536762 2.93152827 4
27.5062534 5.97355525 5.25083881 0.33450131 0.13951186 -2.9309344 4
221.54646 7.38110713 7.01884128 0.11280479 0.18832979 -2.9305688 4
394.51913 5.32419381 6.71116867 0.34243627 0.52004352 2.93035253 4

8.07758438 5.12006904 5.21625353 0.03518313 0.04437806 2.92988945 4
107.590025 5.52023804 6.06364904 0.11753079 0.26446151 2.92951181 4
59.0233639 7.64764784 7.20370862 0.20593246 0.04444202 -2.9294493 4
174.915734 7.77377299 7.3245293 0.20890972 0.11365358 -2.9291152 4
0.30559088 3.42053674 2.25059147 0.48391266 0.03200782 -2.9288987 4
254.019868 7.16228981 7.46359503 0.08086507 0.14651016 2.92872672 4
61.3495058 6.26540604 5.87965181 0.14583425 0.1649438 -2.9285268 4
39.7836264 5.0187554 5.37955977 0.04405121 0.19180744 2.92825473 4
37.1533917 6.01748773 6.1621623 0.02269102 0.07654441 2.92800332 4
2362.34513 5.75580086 8.2647159 0.06062127 0.56328282 2.9277339 4
349.205315 5.96313312 6.87495396 0.22134565 0.32608964 2.92761636 4
174.968667 6.96112672 6.28144987 0.2526037 0.35518226 -2.9267864 4
353.195953 7.87503201 7.44457329 0.16120597 0.21489067 -2.9265969 4
40.2218348 5.103913 4.08316203 0.26041918 0.57777769 -2.9261763 4
8.73371412 4.30991577 4.04064225 0.07218649 0.157891 -2.9261151 4
1109.33889 9.17728583 8.95180123 0.01863251 0.14894983 -2.9257632 4
152.127072 7.58319765 7.76728796 0.08940925 0.06325911 2.92513522 4
925.470333 8.58130926 8.84747391 0.06267356 0.13348737 2.92473164 4
42.086221 6.39668734 6.04976519 0.15508118 0.09832116 -2.9245573 4

67.4055219 6.22887226 6.57836839 0.19957788 0.09139588 2.92441039 4
15.6695006 6.85713557 3.05398731 0.58059798 0.60697726 -2.9243478 4
67.7126346 6.93490462 6.02954657 0.33941884 0.15576542 -2.9243258 4
9.64147691 6.4391415 5.36009496 0.39864468 0.04531614 -2.9241723 4
4.44670394 3.50238957 3.78643438 0.13429296 0.10195608 2.92302143 4
1398.42625 8.60233987 8.95475269 0.03822411 0.18809835 2.9229665 4
23.7852439 5.09972191 5.33487361 0.0675249 0.11358406 2.92228723 4
5.42327792 4.98050353 5.08412678 0.05306973 0.03381521 2.92216632 4
210.742825 7.89031109 7.72641668 0.03950905 0.09484446 -2.9217609 4
26.7854546 5.72528457 5.88409537 0.0546628 0.07574689 2.92175621 4



107.020757 6.85720072 6.57095577 0.09075709 0.14535911 -2.9200303 4
11.9163238 5.37179567 5.48575401 0.04512259 0.05000131 2.91970992 4
1.35922374 4.03416871 3.83755234 0.10205907 0.02951679 -2.9195492 4
2.54472034 3.36359462 3.58228804 0.11004036 0.07211878 2.91930185 4
26.560239 5.00570816 5.27800241 0.0663462 0.13854663 2.91894204 4

203.022033 6.86131641 7.28752568 0.23989898 0.13613141 2.91874539 4
22.6058282 5.18497299 5.38319487 0.03839162 0.10349156 2.91858959 4
317.853839 8.06898196 8.32123038 0.13117877 0.07896888 2.91853288 4
286.899807 7.80743258 7.34807682 0.18616589 0.19262787 -2.9184129 4
27.5596308 4.70900813 4.06196688 0.06824466 0.52321032 -2.9182723 4
58.6190055 6.63421058 6.4825622 0.02880611 0.08980917 -2.9182129 4
28.8564996 5.33604473 5.5724908 0.07817937 0.10770122 2.91815926 4
494.948342 7.80847316 8.1565806 0.1481034 0.14548201 2.91757401 4
3.6542798 4.17690197 4.30023489 0.05468622 0.0494945 2.91712307 4

181.980734 7.37738796 7.63725982 0.12807316 0.08582528 2.91697545 4
59.5197914 7.3028396 6.36792224 0.35933456 0.10484447 -2.9164648 4
30.6653407 3.21181223 4.35068944 0.41235598 0.39953617 2.91545833 4
9.87940242 5.0022087 4.88115283 0.00693011 0.07404288 -2.9152966 4
9.7162037 5.23628945 5.41379276 0.09851563 0.0427829 2.91499423 4

11.9804366 5.52519792 5.20874226 0.15208413 0.06462835 -2.91456 4
333.141084 5.34101267 6.6836098 0.54759327 0.37015601 2.91403125 4
331.891718 5.70405053 6.89147381 0.61696383 0.30533895 2.91401828 4
83.174085 6.4375273 6.13717834 0.06880749 0.18883499 -2.9135632 4

411.312481 6.90878557 7.5231776 0.27034792 0.20883758 2.91337742 4
235.715234 7.89077672 7.64684149 0.09553847 0.11082243 -2.9123098 4
39.5470551 4.89256106 5.50180877 0.35388552 0.16778382 2.91162866 4
358.327008 7.87353859 7.57213825 0.06386397 0.19303571 -2.9111623 4

6.644591 4.4618265 4.25416953 0.07992008 0.0940754 -2.9106722 4
286.643589 7.57527517 7.1107512 0.16554166 0.23825477 -2.9104338 4
89.7861398 5.91480415 6.3589073 0.21124074 0.1591267 2.91040607 4
325.332665 7.54393942 7.79338846 0.01650215 0.13048671 2.91014691 4
32.664336 5.51986689 5.72112868 0.03465493 0.11030265 2.91003607 4

0.81551779 1.61608294 1.9670804 0.17783366 0.11391462 2.90997405 4
13.3386155 4.98471756 5.14756452 0.05449476 0.07821465 2.90989186 4
26.0379023 6.14418307 6.48589784 0.21738378 0.04015016 2.90974407 4
1.59513509 3.31150284 3.07707988 0.11498659 0.07499153 -2.9091508 4
9.89088239 3.9841186 3.5910168 0.00422298 0.26242121 -2.9089618 4
9.94544269 4.3652457 4.04152849 0.10411072 0.1677949 -2.9081265 4
345.861429 5.29483825 6.90754926 0.98895007 0.3790343 2.90809759 4
116.161191 6.24455535 6.6871161 0.22532571 0.14118792 2.9078511 4
10.6753202 4.05616755 4.40497828 0.15920308 0.13400596 2.9075868 4
0.53197386 0.56222525 1.04321661 0.22518577 0.1972486 2.90744855 4
161.694241 7.10581479 7.47358836 0.22431146 0.09281211 2.9072837 4
213.09016 6.06365868 6.65808283 0.10929379 0.26399332 2.90709339 4

3.23446568 3.59330741 3.06082719 0.23299702 0.15798711 -2.9065932 4
100.951755 7.07845069 7.49574968 0.27949881 0.0563726 2.90658455 4
25.4731271 5.92686517 6.05360474 0.0435062 0.05975819 2.90622592 4
4.3021336 2.6243904 1.72192068 0.06717172 0.63583251 -2.9055627 4



326.620082 7.26037691 7.62697806 0.13823002 0.166249 2.90538425 4
14.851328 5.23276794 5.05278754 0.05552813 0.09657092 -2.9053389 4

74.8066863 6.42567448 5.91532505 0.2145131 0.19968175 -2.9046421 4
134.344835 8.56499221 8.50024794 0.02703407 0.0272278 -2.9044156 4
86.7962633 6.93639229 7.21453372 0.17312324 0.06489857 2.90423561 4
223.20308 7.81814077 7.37601988 0.20248043 0.136461 -2.9040137 4

228.018851 7.64527481 7.30895692 0.12613642 0.15026783 -2.9024733 4
262.506919 6.5801302 7.6468726 0.99514314 0.12324771 2.90210334 4
484.121889 7.91032099 7.24806932 0.23747156 0.37291857 -2.9014618 4
13.5524624 5.05002479 4.51574477 0.22423253 0.14201834 -2.9008431 4
149.833142 7.15455818 6.61487051 0.21784986 0.21210156 -2.9007637 4
258.097032 7.18100605 7.47816446 0.0782831 0.14657847 2.90059471 4
242.745044 7.0142908 6.37220171 0.16092135 0.38615746 -2.9002534 4
104.626663 6.91486421 6.53292382 0.15522288 0.14588314 -2.9000284 4
7.1400459 4.48414988 3.56418032 0.34922023 0.1962375 -2.8998127 4

1.67777726 4.43938899 3.91457629 0.26526501 0.0335307 -2.8994248 4
20.0779126 -0.8303501 3.47970192 3.91159982 0.67110725 2.89936423 4
265.965546 7.20712673 7.54580858 0.14516661 0.14132244 2.89922829 4
60.4545141 6.71628607 6.90056784 0.0968946 0.06117342 2.89922407 4
7.96736119 4.18321211 4.43048513 0.11490839 0.09323489 2.8987218 4
95.4762395 6.7354302 6.91477979 0.03674971 0.09592355 2.89836822 4
21.6465594 5.0342405 4.39227042 0.26767639 0.24814817 -2.8983454 4
165.45169 7.43947909 7.59724739 0.03583547 0.08458501 2.8983335 4

85.5593237 6.27088443 6.65311337 0.2072958 0.11385363 2.89827129 4
197.151317 6.35335874 6.95304769 0.30790201 0.18509674 2.89810357 4
60.5116127 6.10296704 6.42621096 0.1870352 0.0952556 2.89778072 4
8.63788975 4.97209375 5.12985005 0.08004362 0.05174568 2.89701816 4
11.6062515 3.27180547 3.80335621 0.03033615 0.2535603 2.8964505 4
16.5022363 4.29993638 4.71862978 0.22294866 0.15243925 2.89563751 4
3.4820483 4.18253515 3.93340722 0.12061197 0.06883734 -2.895286 4

36.0638296 5.99814793 6.15527209 0.04950883 0.07581348 2.89514469 4
12.3482231 5.07563048 4.60397575 0.2245756 0.11936363 -2.8950648 4
77.716629 7.07350639 6.62693816 0.21576065 0.10412214 -2.8950169 4

13.0266668 5.56433381 4.77024341 0.34926723 0.11158521 -2.8948451 4
1303.33897 7.09792081 8.44218211 0.83839036 0.28020804 2.89408169 4
78.8231382 5.73751324 6.2874401 0.36673852 0.14903119 2.89398321 4
3.18084946 3.64052412 3.78418541 0.04219269 0.07086139 2.89360015 4
489.803633 7.12135933 7.70260798 0.27632084 0.22543835 2.89355308 4
74.8535718 5.62451065 4.8980535 0.05109091 0.62766662 -2.8932397 4
137.765902 7.11125516 6.7577486 0.13399276 0.15952917 -2.8930462 4
401.073765 8.83121422 8.6895715 0.05245448 0.06880033 -2.8930305 4
19.2027297 5.36084294 5.19108497 0.01642814 0.10382666 -2.8927355 4
19.2836624 5.41626685 5.19890628 0.07825263 0.1077761 -2.8920794 4
2.91265824 3.01177653 2.67944693 0.08292637 0.20807562 -2.8920407 4
2.91265824 3.01177653 2.67944693 0.08292637 0.20807562 -2.8920407 4
20.7655686 5.19148196 5.36547185 0.01057109 0.09639656 2.89198121 4
206.238021 8.01238683 7.5933085 0.2117337 0.1064283 -2.8918261 4
48.3240786 6.85202132 6.70370483 0.06470439 0.05966564 -2.8918033 4



96.8169645 6.65300124 6.84504588 0.03323318 0.10317659 2.89161575 4
108.945024 6.79825245 6.41579581 0.14032519 0.17355775 -2.891451 4
137.99222 7.43510897 6.95520199 0.23633183 0.13655325 -2.8912824 4

4.10024328 3.85188554 3.6210978 0.08809882 0.11298871 -2.890564 4
170.688386 7.44611325 7.65994314 0.10128766 0.08227438 2.89047412 4
77.4325669 5.57746809 5.99678616 0.12343468 0.18440656 2.8903425 4
24.7492253 5.59617054 5.27076349 0.13789921 0.1254525 -2.8894716 4
25.5303183 4.9293448 5.20714406 0.06514737 0.13828677 2.88904371 4
13.9473322 5.91669866 3.85099942 0.51141607 0.30827379 -2.88853 4
3.97743569 3.28401821 3.54559922 0.09948123 0.11562845 2.88805639 4
365.430435 6.53884207 7.15708312 0.0983919 0.26190373 2.88787749 4
790.588314 9.12087967 9.25668091 0.01875287 0.07409401 2.88715081 4
79.7034314 7.05566854 6.7371675 0.14550801 0.09321894 -2.8868826 4
5.60163061 4.19710119 4.33001682 0.01924758 0.07221612 2.88655028 4
14.5482385 5.05723171 5.24776362 0.08659396 0.07782368 2.88649483 4
1.50146599 2.52972558 -0.2259031 0.57889244 1.99098819 -2.8864768 4
145.366239 7.05610022 6.61137755 0.17144827 0.19987725 -2.8863831 4
38.0371385 5.32029594 5.62617784 0.11393683 0.13799183 2.88623997 4
3.78536252 3.57493098 2.98825677 0.25655519 0.2007776 -2.8861218 4
253.199951 7.86559504 7.59404454 0.10206342 0.13190926 -2.8854857 4
11.932647 5.206013 5.07646046 0.03013596 0.07522171 -2.8854416 4

23.3953504 5.45543086 5.63104056 0.05897849 0.08308992 2.88514347 4
72.7719557 6.28054284 5.87784453 0.14537759 0.19623879 -2.8851151 4
34.3377679 5.78767687 5.55571975 0.06321964 0.13248309 -2.8850339 4
699.256637 8.03194668 8.46016514 0.21823457 0.14500291 2.88462259 4
0.78331529 2.45626937 1.51847479 0.42918934 0.17903866 -2.8844078 4
28.1181062 5.12632177 5.39474043 0.08723744 0.12299973 2.88437766 4
211.934369 6.47534809 7.0198988 0.29451171 0.1794986 2.88326901 4
244.05018 8.09903009 8.40635366 0.20379901 0.05387359 2.8826321 4

1.02906846 2.04002364 1.5030469 0.20422328 0.2205078 -2.882535 4
30.4385761 4.84667287 5.19297212 0.08935014 0.16637866 2.88224838 4
47.1772944 6.179664 5.98473674 0.03699498 0.11553064 -2.8821109 4
137.187347 7.43761714 7.12573317 0.14225264 0.11380908 -2.8818482 4
9.78641793 5.66729701 5.80940248 0.08220934 0.02957654 2.88178431 4
294.596472 7.73032392 7.9687275 0.09849743 0.10486631 2.88173018 4
346.551523 7.18002298 7.56812407 0.12651466 0.1725438 2.88124992 4
10.686543 5.09938678 4.39755788 0.28562707 0.13648268 -2.8802618 4

317.012999 8.52155294 8.17251293 0.17597888 0.08937186 -2.8798707 4
99.2248963 6.10869629 6.50374298 0.19218882 0.14279748 2.8795253 4
23.1550161 4.64164448 4.97232447 0.09038035 0.16706257 2.87946636 4
52.3460503 7.37623435 7.31319343 0.01625563 0.03454718 -2.8791066 4
43.3824005 5.2512114 5.65210467 0.1993761 0.15334853 2.8790296 4
5.73788452 4.08684936 4.23637999 0.02066528 0.08130723 2.87868838 4
4.47805061 2.66515781 1.64527677 0.15348133 0.69317638 -2.8785121 4
40.9286876 4.70728596 5.17840635 0.07147318 0.21557135 2.87850961 4
50.6937654 5.46249342 5.76400629 0.03523359 0.15278819 2.87821934 4
5.77066677 4.4230375 4.58626424 0.08012975 0.05791986 2.87721007 4
161.018674 7.27484617 7.03239689 0.06203702 0.13721709 -2.8771009 4



76.6084805 6.15705327 6.42515316 0.09202303 0.12821448 2.8770974 4
150.29512 7.17405328 7.39165277 0.09090496 0.09096847 2.87670801 4

537.227502 7.73750619 8.11400404 0.14365629 0.15631384 2.87669372 4
6.11600508 4.11119615 4.37266186 0.14435904 0.07886711 2.87623907 4
155.766861 4.19610832 5.8900134 0.88823239 0.38144181 2.87544175 4
12.9844015 4.97248951 4.59480296 0.16183951 0.13550463 -2.8754356 4
2.84092252 6.02408607 3.73863029 0.50899 0.06832659 -2.8752317 4
75.4493187 5.63687693 6.04424642 0.14936628 0.17523797 2.87480529 4
168.386231 7.53202089 7.35940403 0.02509481 0.10885285 -2.8747796 4
12.8758426 5.11555621 5.24899987 0.03933427 0.06890707 2.87473997 4
11.6569129 3.7596206 4.29640144 0.33510324 0.16308372 2.87445706 4
179.641187 7.32649659 7.52344798 0.05940607 0.09464435 2.87337804 4
0.85336274 0.90486786 1.48781792 0.33608039 0.1997608 2.87332548 4
3.07433956 5.07226284 1.80427932 0.57594204 0.44287527 -2.8732453 4
302.667656 7.85600111 7.61128407 0.05139579 0.15100197 -2.8730459 4
32.2063435 5.56061046 5.20724446 0.13249865 0.17457126 -2.8730457 4
222.129471 7.23967188 7.58549998 0.17951771 0.11497642 2.87221848 4
461.462032 4.01066754 6.61790654 0.33423767 0.51917378 2.87203707 4
2.57502083 4.94881195 4.86777425 0.04311413 0.01991224 -2.8717947 4
34.8317775 2.65112529 4.43130924 1.12887825 0.45653417 2.87174514 4
40.0475777 5.10554285 5.44114685 0.05462789 0.18220337 2.87159193 4
102.908425 6.34043683 6.72308661 0.20511652 0.12719123 2.87144118 4
115.694183 6.25611314 6.62374804 0.14930998 0.15012644 2.87113862 4
26.8267116 4.74703422 5.08267057 0.08310846 0.17379924 2.87028812 4
49.3739836 6.22496368 5.90944867 0.13028376 0.13887829 -2.8698585 4
40.7368251 5.22240801 4.53345466 0.20229353 0.3915444 -2.8692337 4
45.7818149 6.51414203 6.20555138 0.14305918 0.09063866 -2.8692034 4
415.456981 5.67795488 6.91185058 0.51743393 0.37180539 2.86871885 4
20.0054458 6.24654296 5.57279791 0.28330901 0.07576365 -2.8685013 4
438.740476 5.98576756 7.67702233 1.23295423 0.19151168 2.86765 4
91.9702362 6.1440841 6.5265097 0.20294853 0.13689131 2.86738098 4
200.407757 7.2306763 6.77436872 0.16277565 0.21445266 -2.867088 4
26.8245999 5.20497823 5.43702961 0.06431852 0.11303991 2.86637088 4
74.5114089 6.54458466 6.75215674 0.0880379 0.0852578 2.86590526 4
197.218041 6.0722072 6.6464511 0.16462772 0.23747673 2.86562164 4
1257.4665 8.14289087 8.60883009 0.07657801 0.2204107 2.86456351 4

97.3151001 6.66376018 6.25185551 0.1569229 0.17853375 -2.8644213 4
186.68647 9.38961223 9.41863743 0.00862788 0.01520291 2.86440516 4

103.585603 6.98871059 6.09278663 0.36092691 0.23114855 -2.8643387 4
20.7009925 4.15274102 4.63681533 0.19078359 0.20152608 2.86430428 4
24.5608203 5.66896145 5.46395398 0.07211811 0.10717324 -2.8640179 4
139.112709 6.50906303 6.89430621 0.19114245 0.13610559 2.86395594 4
152.297602 6.14283211 6.63774833 0.20325109 0.19893592 2.86360831 4
167.633618 7.75477813 7.57182158 0.06957037 0.08752319 -2.8622456 4
54.056999 6.69659452 6.4213277 0.12708813 0.08777152 -2.8621377 4
25.46349 6.14600685 6.31275182 0.0923288 0.04623442 2.86206782 4

119.785706 4.90265021 5.77485829 0.11637622 0.33532173 2.86205338 4
270.156374 5.18116634 6.50823422 0.63229704 0.39619969 2.86162208 4



129.353622 6.61965429 6.9729068 0.19478709 0.12535719 2.8611302 4
429.962084 8.46248491 8.66537668 0.10175052 0.07321734 2.85990419 4
14.3074873 4.43356217 4.69232903 0.06615345 0.12643168 2.85931754 4
192.460374 6.16199363 6.67957818 0.13083591 0.25013258 2.85833819 4
337.051542 7.5439212 7.79760588 0.02336571 0.13902145 2.85786407 4
111.707818 6.66205732 6.90269187 0.08772679 0.11156124 2.85758822 4
67.9331317 6.26882923 5.99906979 0.05379718 0.16355591 -2.857504 4
3.76954566 3.33051657 2.92901537 0.14156349 0.19367321 -2.8573046 4
154.064639 6.32864783 6.73158239 0.13147631 0.17807356 2.85703281 4
224.229604 6.9144387 7.24002813 0.08504728 0.16310065 2.85699538 4
281.22496 7.69961851 7.90806532 0.06305329 0.10200183 2.85607967 4

568.429618 8.83109289 8.96272596 0.02374067 0.07128905 2.85538787 4
9.18447177 3.44721123 3.86545784 0.13923639 0.18187236 2.85457811 4
3.86293521 4.58132775 -0.3321233 0.6704927 3.5273915 -2.8541298 4
120.377588 7.03689003 6.18482553 0.34377597 0.24473877 -2.8538737 4
9.83374966 4.26051024 4.48068601 0.06083773 0.11439097 2.85375705 4
39.6031766 6.27015089 6.05250448 0.09009586 0.0907517 -2.8530268 4

53.90974 7.40032505 7.33576266 0.01848031 0.03478319 -2.8525347 4
6.82528786 3.63955696 3.90303844 0.05445716 0.14032427 2.85249285 4
135.290846 7.07552628 7.25103352 0.03101655 0.09379039 2.85230447 4
7.51258882 4.35232972 4.55181539 0.09478479 0.08040999 2.85159425 4
162.955613 7.46374288 7.62519522 0.05318049 0.07826711 2.85144456 4
16.6719206 5.53706021 5.75890052 0.13746949 0.05322361 2.85140272 4
74.0771594 7.94936305 7.36114994 0.30818524 0.04735639 -2.8512143 4
25.8900388 5.69058605 5.84471813 0.05300453 0.07577403 2.85081703 4
9.62631228 5.67154695 6.02272759 0.22764282 0.02317182 2.85027217 4
43.0836502 5.55175023 6.41232681 0.69063258 0.07143651 2.85005427 4
324.552595 8.31411025 8.48997513 0.08308493 0.06642122 2.84950274 4
45.4670643 5.89483962 5.64830577 0.0315673 0.15395932 -2.8491102 4
139.564963 6.50897857 6.92568671 0.21568686 0.14246635 2.84890649 4
251.484179 5.06631057 6.37492801 0.58357396 0.37762408 2.84852972 4
157.412936 7.46934635 7.2815725 0.04921219 0.10764296 -2.8484896 4
211.086072 7.17212064 6.78232249 0.10360192 0.22375133 -2.8482352 4
10.0032184 2.99492304 3.57570827 0.08678147 0.29564545 2.84821667 4
41.6122565 4.51519561 5.08870402 0.16833715 0.24285285 2.84771993 4
43.2260177 5.14298196 5.5580628 0.17820823 0.16908324 2.84751238 4
153.981962 6.73258032 7.07055736 0.1642469 0.12638189 2.84718092 4
10.2024104 4.27446759 3.91490436 0.11178454 0.19715393 -2.8467179 4
26.8060197 5.55916052 5.72358829 0.03890849 0.08940576 2.84670998 4
19.8431325 6.51258627 6.37988918 0.07183168 0.03345501 -2.8465002 4
214.39342 6.76458014 7.19628717 0.22056906 0.16628819 2.84625676 4

294.247606 5.67366515 6.61215952 0.10202445 0.35617249 2.8446079 4
146.195665 6.96299261 6.65511532 0.07455675 0.18727085 -2.8445424 4
349.118802 7.65042876 7.99808981 0.18736019 0.1146122 2.84428512 4
179.720484 7.16840877 7.49210471 0.18188914 0.09735199 2.8438358 4
230.485844 7.11475271 7.49420668 0.20314852 0.13127603 2.84348669 4
24.1307496 5.43166914 5.23403234 0.01342567 0.13116508 -2.8434519 4
42.9672375 6.08350734 6.24067249 0.03772197 0.0834221 2.84298835 4



13.7754589 4.63475266 4.35996215 0.04890756 0.17265289 -2.8428958 4
12.6687349 4.90587929 4.7295997 0.02262526 0.11269357 -2.8420507 4
115.397548 5.62019231 6.13016758 0.0690985 0.23351796 2.84179865 4
153.011127 6.64237672 6.94240846 0.08717215 0.14399446 2.84175019 4
42.8120679 6.5129488 6.26833224 0.11408692 0.07952657 -2.8415176 4
5.45597061 4.21610711 4.37394314 0.06662607 0.06755929 2.84149156 4
18.4766659 5.0771009 5.26462819 0.05370616 0.09319602 2.84087648 4
10.7487833 4.89458896 5.0255511 0.03128159 0.07160595 2.84074361 4
274.269272 8.16683644 8.31621101 0.06089958 0.0682433 2.84067901 4

4.987715 4.48896131 4.19149682 0.14378775 0.07411785 -2.8406588 4
17.213039 4.262932 4.67691184 0.1916094 0.16278914 2.83986155 4

40.5426611 5.50845655 5.77330974 0.09156394 0.12787984 2.83975068 4
19.1688983 7.40550285 4.04984595 0.58297776 0.31541608 -2.8396665 4
120.301164 6.39636877 6.7525589 0.16404345 0.14435837 2.83962346 4
230.621525 6.71026445 7.2603575 0.31822714 0.15504123 2.83944161 4
473.162323 8.02904329 8.26147243 0.0526854 0.11938646 2.83938884 4
63.2053107 5.33379474 5.73702849 0.07410815 0.19295649 2.83928528 4
1.15061943 4.23124782 4.1501565 0.04478852 0.01809488 -2.8390091 4
84.8087439 7.75717697 7.56423016 0.10465826 0.04411119 -2.8389359 4
117.842338 7.02389946 6.78450565 0.07444795 0.12867924 -2.8388525 4
54.1133546 6.62743695 6.8569636 0.14008784 0.05700146 2.83784013 4
166.969548 6.68249567 6.99362998 0.09183722 0.15315422 2.83778452 4
23.5969551 5.35636578 5.55028224 0.06993145 0.09055469 2.83773296 4
0.57382382 2.00231714 2.33245731 0.21691186 0.0564132 2.83720591 4
583.170414 7.33283264 7.89163194 0.25765873 0.20472512 2.83713301 4
72.9015199 6.21787636 6.49857496 0.13324109 0.113094 2.83710934 4
19.5242519 4.84905435 4.41795329 0.1491333 0.21980306 -2.8370816 4
16.7470604 5.23271251 5.91858071 0.59673929 0.04451611 2.83689388 4
74.3812205 6.25576884 6.5550404 0.16123869 0.10283112 2.83677446 4
68.6426317 6.03790477 6.36882514 0.16411855 0.12026205 2.83656822 4
11.1330017 3.44646961 3.92010133 0.14624913 0.22064588 2.8363212 4
62.0046564 6.92588392 7.26873241 0.24463673 0.04299486 2.8359461 4
220.366147 5.93936357 6.58941085 0.10121881 0.27709955 2.83493199 4
33.1188576 5.02818192 5.94179923 0.86871806 0.08880112 2.83333087 4
19.0056157 5.03613183 4.2756756 0.29041592 0.27851812 -2.8330748 4
4.39902985 4.04672042 3.89064535 0.04121356 0.09004209 -2.8329996 4
3.08447682 4.63752868 4.31369079 0.16355094 0.04177437 -2.8328334 4
5.96621043 3.96254893 3.62546511 0.12807347 0.15590167 -2.8327028 4
199.481521 6.80746314 7.11900767 0.06295433 0.15555269 2.83211899 4
17.2338797 7.89069235 4.52905994 0.78769393 0.17679637 -2.8320985 4
3.82153977 4.31487983 4.0907732 0.11624076 0.06274732 -2.831483 4
6.29312337 3.94075476 4.14553936 0.0698255 0.10178367 2.83134926 4
4.64746123 3.62993403 3.29679222 0.11755833 0.17202484 -2.830885 4
24.8523019 4.67358764 4.9933966 0.05008992 0.16045536 2.83075738 4

16.18566 5.46661611 5.67786117 0.12736091 0.0559441 2.83074378 4
300.426806 5.80230664 6.88578102 0.7862072 0.31426001 2.83061107 4
61.5810234 6.52104444 6.88457958 0.22585633 0.06284728 2.83037113 4
65.3043667 6.2469166 6.56315758 0.17461836 0.08980949 2.83027344 4



0.80356272 1.65462444 1.882959 0.04615856 0.12343377 2.83020397 4
4.07869597 4.13065633 3.8936433 0.10936599 0.08156781 -2.8297258 4
36.3381584 5.10128579 5.41328626 0.06421852 0.15646468 2.82970196 4
120.219307 6.48255598 6.75464737 0.06669215 0.13464451 2.82937365 4
19.3809722 5.21361059 5.40639425 0.0790493 0.08724653 2.82881826 4
1.51861164 5.349876 0.80236294 0.60609714 0.64953067 -2.8285741 4
2.78058366 1.01067885 2.06447812 0.58950271 0.32589789 2.82838725 4
71.9154927 4.09358016 5.36077519 0.80619348 0.32404342 2.82789191 4
4.25332127 3.97976073 4.10272558 0.01680425 0.07063905 2.8270675 4
14.5269595 5.28787571 5.49271091 0.11879254 0.05930562 2.82692203 4
3.80310203 2.5402678 2.96471679 0.13741288 0.1977384 2.8264377 4
15.5830467 5.50934211 5.6421077 0.05893241 0.05544799 2.82630555 4
903.183336 7.2295067 8.08079006 0.4692004 0.26219322 2.82581109 4
3.6761751 3.26537876 2.55709229 0.27080271 0.2627401 -2.825794 4

158.021505 6.27196884 6.65916312 0.05037472 0.21359602 2.8257659 4
173.953488 8.29649327 8.49483593 0.12851574 0.03593536 2.82576396 4
7.68852249 2.85516412 3.46090924 0.26330308 0.22854358 2.8255654 4
21.301677 4.61540148 4.94370077 0.11765149 0.14929412 2.82482911 4

14.3488422 5.01492735 4.53663519 0.2156806 0.14917664 -2.8247177 4
195.637474 5.97940344 6.54780349 0.04762429 0.28109445 2.82454917 4
10.4774813 3.83117906 3.03047606 0.21299686 0.54974199 -2.8240972 4
10.1495631 4.11594465 4.40872432 0.12996246 0.1197157 2.82402872 4
49.0306663 7.31929831 7.07873577 0.13544051 0.04148039 -2.8231862 4
32.025693 5.18055991 5.47187835 0.11027138 0.13933627 2.82237299 4

3.64516749 2.99425963 2.10526647 0.28978756 0.49403494 -2.8220572 4
4.96937225 3.85857572 4.3109776 0.28912388 0.06706672 2.82194589 4
40.148533 6.27631633 6.07085353 0.08498432 0.09393694 -2.8216123 4

175.920568 7.15025041 6.82797497 0.09281866 0.20041769 -2.8214342 4
62.7554822 6.41230341 5.55291104 0.332286 0.22785844 -2.8208753 4
7.20759648 4.2122986 4.37688719 0.03249111 0.09284211 2.82081613 4
70.2968252 6.30813536 6.50732602 0.05078507 0.10639295 2.82017406 4
90.0027159 5.8674352 6.36230969 0.3023514 0.16042203 2.81981486 4
1.7167435 2.72326458 2.42603695 0.10676814 0.15363256 -2.8197262 4

49.1563641 6.21913033 6.53395443 0.18774988 0.0699938 2.81969544 4
47.5058851 6.00748924 6.25322178 0.12145088 0.09249554 2.81933714 4
71.3854027 5.28107419 5.76272631 0.15020864 0.21013761 2.81904781 4
35.1743776 5.67230274 5.89164917 0.09344091 0.09970052 2.81883282 4
318.611349 6.22292494 7.18401027 0.57781536 0.2277579 2.81877853 4
70.3200708 4.08248095 5.59192154 1.02129145 0.27977293 2.8183761 4
92.7546307 6.73011948 6.98143357 0.13206607 0.08417471 2.81636054 4
4.15367042 4.07183449 3.68913953 0.17833558 0.10587591 -2.8162648 4
6.31921855 3.97108972 4.18066973 0.07997182 0.09763407 2.81592652 4
30.3636809 5.86258777 6.00112017 0.03310674 0.07409738 2.81582447 4
98.3311925 6.43687145 6.72192315 0.13071412 0.11730917 2.81517101 4
36.220539 5.33944049 4.9686214 0.05644811 0.23942117 -2.8150624 4

1.82633141 2.81008902 3.17914285 0.25290642 0.07500753 2.81299265 4
18.5851986 6.29387035 6.02929353 0.13728938 0.04436926 -2.8128546 4
72.6812927 5.30241465 5.81210257 0.21452197 0.20599447 2.81243299 4



234.318886 6.94266351 6.22137302 0.20779645 0.52256105 -2.8122273 4
6.18226958 4.39668831 4.13548323 0.11759892 0.10079798 -2.8112624 4
229.043986 6.42294743 6.95333732 0.23681846 0.2078382 2.8112538 4
22.7097027 5.40314479 5.20680101 0.0335509 0.12275688 -2.8109016 4
49.5217269 5.17191779 5.65770821 0.24179098 0.18139666 2.81046095 4
117.323101 7.07775137 7.26277899 0.07640052 0.08186432 2.8104242 4
78.416397 7.08648511 6.81725243 0.13594446 0.08383894 -2.8104224 4

195.766199 6.24923383 6.71843829 0.08305306 0.24729573 2.8099706 4
151.641985 5.95552308 6.50470895 0.21906188 0.2123924 2.80924847 4
41.948587 5.13134218 5.68208327 0.38572728 0.1370691 2.80923872 4

89.6698162 4.9900709 5.65226129 0.07939598 0.30263939 2.80849054 4
9.15414315 4.85627551 5.00005185 0.06265063 0.06175526 2.80838918 4
116.395993 6.57454456 6.19937185 0.0914911 0.24182458 -2.8075574 4
175.596481 7.3658664 7.13501246 0.05638371 0.13526423 -2.8072825 4
148.639966 6.85245339 6.44618698 0.12974545 0.24174111 -2.8071558 4
688.324452 8.66609031 8.838764 0.00578393 0.10075493 2.80691714 4
8.38420195 7.47706048 7.63796478 0.10423646 0.00403544 2.80670617 4
371.744606 6.91312852 7.44560208 0.22868151 0.22896806 2.80664006 4
448.769285 8.35681285 8.15414439 0.0343354 0.12487063 -2.8063893 4
64.5371711 5.0078977 5.57470813 0.2119485 0.25916423 2.8059438 4
141.003618 5.84367035 6.40404955 0.24248007 0.22113384 2.8056101 4
965.416222 7.52376137 8.13013424 0.13425513 0.2643642 2.80524127 4
1.15643361 2.93080563 3.18990885 0.15951818 0.04822303 2.8052357 4
27.8634343 4.72070817 5.06785379 0.08610967 0.17137266 2.8052066 4
97.0325765 5.34954025 5.8898356 0.05961592 0.24860504 2.80492262 4
138.384955 6.81175687 6.31872102 0.17617944 0.24560553 -2.8049017 4
90.3345441 7.39186439 7.53999233 0.08090653 0.04741358 2.80444448 4
399.101772 8.64766046 8.52415466 0.00869933 0.08107379 -2.8043444 4
219.052007 7.09221917 7.39746286 0.12402865 0.12940483 2.80413828 4
89.6751521 6.58444166 6.84039336 0.12868841 0.09790173 2.80352015 4
13.2572933 3.2610909 3.84764472 0.10598926 0.27172588 2.80272036 4
7.84301428 3.87133423 4.14431877 0.10861573 0.12283582 2.80251859 4
18.4936307 5.1382506 4.93732752 0.01647968 0.12762934 -2.8020855 4
9.14554709 4.56049526 4.76918898 0.10737772 0.07708684 2.80187923 4
0.75786237 1.21184112 1.6922934 0.27350512 0.14470756 2.80177648 4
15.6336526 5.91487944 5.98901695 0.0225282 0.03941177 2.80171643 4
49.4874797 5.80573136 6.02863396 0.0516435 0.11965128 2.80152499 4
12.5855372 4.45163939 4.67183658 0.0507248 0.12171075 2.80123866 4
518.945603 7.50596158 7.878725 0.05668457 0.20706101 2.80084339 4
75.1049032 8.44490271 8.19010206 0.14815083 0.02071128 -2.8006544 4
2.24570054 3.63708133 3.75923106 0.05508622 0.05300281 2.8001953 4
17.9756789 5.54453312 4.94331488 0.27449158 0.13120833 -2.7997332 4
102.469185 5.14252195 5.83793755 0.25737001 0.31717137 2.79950517 4
18.6955733 5.33901022 5.67080106 0.22964677 0.06330498 2.79871828 4
6.60790534 7.3418385 7.38559995 0.02738017 0.00409694 2.79869767 4
11.494696 4.58375191 4.84273738 0.13276949 0.08910846 2.79821693 4

9.41436244 5.49041663 5.55933202 0.02137132 0.03663584 2.79782942 4
45.7997542 4.86942896 5.34295212 0.15334796 0.22193339 2.7977199 4



61.0962253 5.08056421 5.85089829 0.52062778 0.18053672 2.79743813 4
13.8375297 5.159294 5.31143294 0.06281615 0.06857607 2.79732349 4
1.78276081 2.57504923 2.77362114 0.02981013 0.11253831 2.79726761 4
8.72970355 5.16024218 4.81802953 0.18657804 0.06943532 -2.7971118 4
140.793813 5.78034089 6.70052132 0.77992807 0.17872812 2.79700678 4
5.76332245 2.6304278 3.14704982 0.13316473 0.24808816 2.79695013 4
24.7161881 4.34537412 4.75717338 0.07488129 0.2245349 2.79684009 4
18.9416166 5.9896665 6.16352878 0.10312634 0.03990186 2.79682655 4
226.98643 7.96384623 8.18311382 0.12582205 0.06314948 2.79648021 4

956.422717 6.89006197 8.14640205 0.79485708 0.26594522 2.79611532 4
18.2154752 4.34469287 3.79691364 0.06302835 0.36650239 -2.7960177 4
188.870509 7.47906037 7.27173543 0.0388476 0.12840598 -2.7958435 4
26.9602955 6.48285858 6.37847315 0.04552325 0.04540374 -2.7956038 4
0.31645944 1.5278641 1.6864771 0.07909523 0.05913068 2.79537223 4
179.747215 6.36360744 6.79576384 0.14263803 0.20385501 2.79531285 4
30.3867456 5.33682145 4.86028672 0.18691092 0.22384549 -2.7951598 4
216.768907 7.40940745 7.04964092 0.13629638 0.18794591 -2.7947886 4
140.785981 6.39283913 6.81841776 0.22701915 0.15745377 2.79464598 4
12.1311095 4.77595711 4.93491489 0.03633403 0.08906358 2.79436745 4
21.4261298 6.20956695 6.12807016 0.02169623 0.0463085 -2.7941613 4
24.6604272 5.18161193 4.75021126 0.17004342 0.21881732 -2.7941007 4
13.8163011 3.7752696 2.79670708 0.14148113 0.74980164 -2.7940857 4
152.943486 6.24071707 6.67314431 0.16910253 0.18293236 2.7940706 4
164.906193 6.90207154 7.24396762 0.19321144 0.11509932 2.79353803 4
12.4362402 4.56526576 3.78199003 0.31513863 0.27334971 -2.7934978 4
230.914344 7.09116857 7.35986637 0.03969756 0.14094308 2.7930211 4
70.2332075 6.66397847 6.44093404 0.08321522 0.10862572 -2.7929649 4
9.72810956 4.43838111 4.20575954 0.05099761 0.14303799 -2.7927771 4
17.6848614 5.15528417 4.96600687 0.02249749 0.12383875 -2.7925582 4
6.09526421 5.51293103 5.61357088 0.05996996 0.02236174 2.79242383 4
106.846758 6.99475364 7.23527562 0.13471664 0.07625111 2.79204095 4
40.4300601 5.62682169 5.85084131 0.06356996 0.11475762 2.79198723 4
179.128422 6.84136765 7.17340401 0.15650113 0.13422673 2.79194383 4
167.245533 7.04181197 7.31369289 0.12374574 0.11358442 2.79130091 4
144.657312 7.43311227 7.57316884 0.03926729 0.07501658 2.79128385 4
78.5207563 6.72860058 6.09272669 0.28515188 0.17427226 -2.7911612 4
26.7119117 5.43165829 5.64552469 0.08928446 0.09272584 2.79115156 4
32.2379195 5.52895524 5.71909481 0.03443097 0.10394851 2.79033707 4
162.186849 7.48394715 6.68775296 0.36268244 0.19088329 -2.7902716 4
273.293759 8.31679163 8.44425194 0.05251838 0.05971025 2.79003013 4
2.50513816 3.97741056 3.16028753 0.36340848 0.10349556 -2.7897569 4
251.028883 7.73423632 7.41364803 0.13242647 0.15691251 -2.789356 4
113.27571 7.12439795 6.78482877 0.15182372 0.13238272 -2.7892525 4

2.50479849 5.0191755 5.13174197 0.07060762 0.01483882 2.78913651 4
119.528909 6.91449514 7.32257069 0.27956656 0.07879002 2.78850691 4
4.42910946 0.75292834 2.24800619 0.82549303 0.47107476 2.7884805 4
345.247811 7.9920445 8.2308405 0.11577098 0.09052221 2.7882883 4
7.64964811 4.87547201 4.35292185 0.27162176 0.09702906 -2.7881772 4



7.64964811 4.87547201 4.35292185 0.27162176 0.09702906 -2.7881772 4
376.123658 5.81972411 7.18443703 0.88594501 0.26261542 2.78812983 4
3.77337524 3.75455209 3.4868543 0.12067209 0.11928604 -2.7881252 4
518.296846 8.11972857 7.65717259 0.17109257 0.24709912 -2.7879675 4
14.219442 5.86275057 4.72518123 0.45014022 0.12666051 -2.7875262 4

450.911366 8.06502652 7.74769841 0.0816313 0.20153423 -2.7869585 4
15.9094966 5.2215893 5.35798115 0.03294118 0.07334603 2.78677896 4
13.7920377 4.65379903 4.8545542 0.04956254 0.10884576 2.78634016 4
311.604222 6.48881405 7.08557396 0.21921002 0.278533 2.78608522 4
423.351209 8.36118877 8.5908107 0.12150544 0.07802404 2.78602972 4
39.7816268 4.83142275 5.2397562 0.07211413 0.20071431 2.78594432 4
34.4270883 4.32143343 5.18290538 0.71239425 0.20368907 2.7848776 4
17.4901622 5.24070771 4.93669354 0.14083068 0.12104504 -2.7843643 4
20.3477721 5.96053359 5.70833541 0.12807762 0.06621966 -2.784324 4
64.5000198 5.82303185 6.1627042 0.15779754 0.13056957 2.78423101 4
242.409474 7.21801742 6.68560968 0.18653222 0.320417 -2.7841856 4
549.759248 7.41302657 7.89378754 0.20762918 0.21632085 2.78407159 4
83.0736899 7.05572102 6.91661931 0.0347676 0.08422247 -2.7839631 4
156.96764 5.40191597 6.16633667 0.25913682 0.32557722 2.78362729 4

6.61093573 4.91387027 5.04406566 0.07050079 0.04225904 2.78362081 4
447.492756 7.09495544 7.59453123 0.18787469 0.21199229 2.78326421 4
0.43961756 4.8984636 4.76267538 0.0820731 0.00375244 -2.7824035 4
0.43961756 4.8984636 4.76267538 0.0820731 0.00375244 -2.7824035 4
344.269929 7.58478338 7.85800685 0.0950898 0.13502059 2.78215198 4
46.7428363 6.73516626 6.92743714 0.11454391 0.04643538 2.78204169 4
189.548407 7.23443389 7.53078186 0.16632424 0.09953632 2.78187767 4
37.4552158 5.71486331 5.14644381 0.24507925 0.22703879 -2.781291 4
136.267775 6.60461613 6.96307833 0.18652081 0.1246708 2.78098458 4
13.4150974 5.49739657 4.95376087 0.25671008 0.09223936 -2.7809773 4
142.167797 6.58810539 6.86961463 0.06967531 0.14337625 2.7804918 4
5.8083998 5.02940213 5.20412241 0.10776522 0.03198464 2.78037774 4
83.669856 6.0770283 6.37526689 0.1049273 0.14772125 2.78037141 4

180.799272 6.9577919 6.60372411 0.0444121 0.2392954 -2.7803078 4
22.564625 4.98963813 5.23239078 0.08126185 0.11832731 2.77937104 4

22.0098619 3.14828453 4.02757292 0.10627301 0.38559662 2.77880408 4
53.8620808 6.08667519 5.8271892 0.06782998 0.15289484 -2.7787199 4
1.06280584 5.15006758 4.91279019 0.1389676 0.00780489 -2.7782422 4
26.5699472 4.80917949 5.21123255 0.22599949 0.14145007 2.77812455 4
46.2191429 6.13014795 6.29127743 0.04498254 0.08404993 2.77765864 4
19.8118599 5.99885459 5.83053943 0.08209343 0.05869867 -2.7774752 4
42.1654271 5.87133928 5.38640512 0.2101704 0.19507107 -2.7773543 4
92.0502829 6.37689141 6.04771025 0.06237031 0.22168276 -2.7770172 4
55.0414165 6.38000873 6.52919254 0.040374 0.08180496 2.77688015 4
95.0092399 6.72290175 6.89194207 0.0251592 0.09598195 2.7768711 4
200.777556 7.44567701 7.17538743 0.08842518 0.14963163 -2.7766869 4
200.777556 7.44567701 7.17538743 0.08842518 0.14963163 -2.7766869 4
13.7981902 4.55932399 4.79762489 0.09116053 0.11663905 2.77649103 4
14.9325442 3.68773674 4.15735256 0.1077626 0.21843418 2.77609863 4



119.403191 5.78383149 6.29231488 0.20341566 0.22065299 2.77606368 4
19.6741527 5.05873019 4.81075725 0.04624334 0.16475614 -2.7757331 4
2.11524137 3.57536202 3.40113611 0.08264 0.07194291 -2.7757239 4
882.157168 8.74606878 8.42923863 0.08980091 0.18854588 -2.7756588 4
8.45205727 5.10238028 5.34091988 0.15422308 0.04035762 2.77553497 4
8.6387991 4.75800158 4.59485126 0.05679471 0.08773444 -2.7754828 4

186.565567 6.06450505 7.27894154 0.88465723 0.13315341 2.77515826 4
4.98001785 4.17441235 3.88583655 0.14408856 0.10019688 -2.7749372 4
43.7801947 5.77677232 6.17715604 0.28050605 0.0913741 2.77467308 4
685.054826 6.10639045 7.28834804 0.28943812 0.49873971 2.77460541 4
5.04129612 3.84996153 4.06166847 0.10133238 0.08474972 2.77446174 4
86.5878636 6.65452424 6.28943708 0.14986173 0.15709863 -2.7738995 4
635.993372 7.95272034 8.32508393 0.17791272 0.15955098 2.77347954 4
4.26053274 6.49540267 5.01326447 0.45939531 0.02824528 -2.7734511 4
4.73497855 3.29857112 3.5914089 0.12054416 0.13397798 2.7728279 4
102.166003 6.62391891 6.29023615 0.10882944 0.18223475 -2.7726816 4
21.9354897 4.55645582 4.86099535 0.01400348 0.17365794 2.77257518 4
9.49606146 3.98449923 4.28173346 0.12465538 0.1270776 2.77241658 4
96.7716368 7.18961256 7.43968465 0.16306257 0.05705492 2.77231546 4
45.9605479 6.10726075 6.27350357 0.05075339 0.08819613 2.7716463 4
6.29535699 5.15096391 5.24861796 0.05252922 0.03284357 2.77143766 4
130.709931 7.26310641 7.46356574 0.10583941 0.07338035 2.77078675 4
94.9350555 4.80065349 5.60748609 0.24041554 0.31757826 2.77071018 4
158.449959 7.41430171 7.5715722 0.05007007 0.08337562 2.77066428 4
8.57329305 4.33593643 3.92552526 0.18484568 0.16160507 -2.7702527 4
93.1022067 6.72402659 6.96884036 0.13383075 0.08918123 2.77022798 4
1413.99353 8.56321757 8.91505451 0.04865447 0.19853321 2.77017935 4
3.65204694 4.47352054 4.06443421 0.20347526 0.06196413 -2.7701049 4
11.2320361 4.94802241 5.15234893 0.11201889 0.06450063 2.77000996 4
42.8588873 3.3231843 4.71356331 0.90567849 0.42335636 2.76967005 4
156.925329 6.92771214 7.17662413 0.09183087 0.12248239 2.76951227 4
22.0533766 5.42696475 5.19912172 0.07894232 0.12600258 -2.7691661 4
5.05474653 4.10539213 3.86270302 0.10605885 0.10449333 -2.7681007 4
62.4549122 8.04027856 8.2322144 0.12523193 0.01662871 2.76805702 4
62.4549122 8.04027856 8.2322144 0.12523193 0.01662871 2.76805702 4
548.77666 7.51124163 7.97907877 0.21036801 0.17800227 2.76804313 4
289.93244 8.02635031 8.19989098 0.07213663 0.08005474 2.76799592 4

572.736606 7.94666769 8.29671634 0.16754594 0.13828672 2.76779687 4
30.2123902 5.01253421 5.31818302 0.10447013 0.14722258 2.76679886 4
11.5492668 5.01382827 4.80832294 0.08827494 0.0959162 -2.7667552 4
35.5039749 5.32594387 4.9784238 0.0264905 0.25345389 -2.7664245 4
168.847041 7.49020488 7.25135389 0.09542018 0.1217203 -2.766378 4
84.5337722 6.77465575 6.96782928 0.09002991 0.07976965 2.76637042 4
46.8955992 5.25300643 5.57677282 0.03369553 0.16882212 2.76631558 4
668.909666 7.64602525 8.10465175 0.18867529 0.2122319 2.76590067 4
52.9700406 7.74804515 7.90463275 0.09920222 0.01963366 2.76578286 4
119.16684 5.17245017 5.97068935 0.3923714 0.28167962 2.76515829 4

14.0593 4.5753921 4.89050794 0.18290526 0.10832765 2.76462358 4



258.624938 7.63293919 7.84651479 0.08252754 0.10074811 2.76409564 4
124.972621 6.44418213 6.74147882 0.09520722 0.15258574 2.76395729 4
86.5204985 6.29034944 5.76984604 0.20546065 0.25413075 -2.7638449 4
154.061335 5.94159349 6.54513134 0.31109673 0.22622353 2.76376298 4
2.84961669 2.5027363 2.98536408 0.28826031 0.14941955 2.76341538 4
64.0001588 5.32111667 5.81292199 0.26018895 0.20166254 2.76334813 4
20.7778881 4.16863143 4.70872478 0.3258281 0.18580511 2.76278988 4
27.7761001 4.89566437 5.36414812 0.31038765 0.12521684 2.76237635 4
9.69431779 4.61112814 4.43601827 0.02065277 0.11194387 -2.7621955 4
1.50936972 2.49917712 3.06602972 0.44580363 0.0708689 2.76152513 4
866.307255 8.30565514 8.69053023 0.19715942 0.13962662 2.76137085 4
78.1696435 6.93789855 7.09288257 0.07254947 0.06617176 2.76102143 4
15.2770301 4.35307614 4.68925535 0.15034197 0.14492667 2.76089284 4
162.854014 7.42600821 7.62464524 0.09757906 0.08084888 2.76072085 4
348.064032 6.64204623 7.17241296 0.08265872 0.25913645 2.76041421 4
4.30469261 2.19766573 2.75415258 0.10491798 0.25597792 2.76039879 4
109.933369 6.47852669 6.73712708 0.08319996 0.13231608 2.75987609 4
844.332828 8.79623796 8.51575556 0.08149901 0.16159963 -2.7592005 4
63.1151083 7.04604398 7.40418217 0.23896701 0.03821901 2.75917097 4
4.46172228 6.54922729 6.6096784 0.03828902 0.00602004 2.75913404 4
135.580304 7.50652938 7.37397564 0.01797327 0.08695629 -2.7591064 4
23.0357634 5.32074629 5.65084782 0.21957752 0.08146048 2.75873164 4
67.7732171 6.16731183 5.63585019 0.21929445 0.25821622 -2.7578312 4
527.057229 7.47026509 7.96078375 0.25385741 0.17990139 2.75762116 4
178.216803 7.42514037 7.78081521 0.2476661 0.07289566 2.7572119 4
1.18682193 3.63157852 3.48655299 0.08071256 0.03657385 -2.7571885 4
27.3226324 4.68757367 5.02049595 0.05504627 0.18547932 2.75715887 4
123.487214 5.89132281 6.34025803 0.14488431 0.23112086 2.75657903 4
30.7343666 5.29741777 4.91037527 0.11935594 0.23745217 -2.7563532 4
5.05612937 4.55013131 4.36583978 0.09150577 0.0632952 -2.7559592 4
24.5692837 6.01898582 6.18763772 0.09926607 0.05020808 2.75531441 4
7.81357594 6.63994046 3.29256177 0.63333757 0.27999445 -2.7552296 4
90.9064065 6.70245291 6.30421319 0.17652596 0.1691172 -2.7550809 4
51.6042889 6.19996955 5.83887538 0.16975693 0.1496139 -2.7550572 4
1.81445558 4.08045221 4.21494077 0.08514625 0.02662949 2.75502177 4
115.977654 7.42484187 7.63550141 0.1242544 0.05614407 2.75490533 4
185.467721 7.06905982 6.74296805 0.05722173 0.22446014 -2.7548277 4
10.5145317 4.56053961 4.77308781 0.09965327 0.0902098 2.75457226 4
94.2176686 6.10722378 6.42350816 0.10972731 0.15812336 2.75405824 4
188.215925 6.70460114 7.00775588 0.01837658 0.17752635 2.75400802 4
53.8054103 6.04181904 5.71302849 0.11991275 0.18107668 -2.753492 4
33.4037707 5.81639355 5.96483163 0.02393881 0.08618938 2.75277287 4
142.956782 6.91605901 6.59330437 0.09617172 0.18545226 -2.7522615 4
194.657916 7.97808467 7.23782804 0.38220025 0.13749905 -2.7519958 4
2.46657399 1.18330684 1.96582978 0.24971063 0.35479797 2.75192207 4
27.0743905 6.82699572 6.67985357 0.08384733 0.03413612 -2.7513952 4
115.064629 7.45044274 7.56187524 0.03382401 0.05995735 2.7511333 4
0.64832372 2.99159714 3.30468512 0.22673039 0.02363933 2.75072254 4



95.9410387 6.51522731 6.7453857 0.081539 0.11040673 2.75071937 4
5.46853146 4.30086428 4.41806403 0.02794719 0.06530018 2.75037442 4
1121.58783 8.33550084 8.72382978 0.13922742 0.18827146 2.75015068 4
8.62158591 4.01953365 4.24342817 0.04669732 0.12237907 2.74964084 4
154.154516 6.47601573 6.91356925 0.23543636 0.15194559 2.74956045 4
14.8612942 5.89316902 5.99726298 0.05609823 0.03690604 2.74943039 4
167.726147 7.04169621 7.27706773 0.08367463 0.11721385 2.74913711 4
346.610043 7.42986866 7.70554706 0.01983189 0.15458199 2.7488204 4
70.0826489 6.24538014 6.46589329 0.0805187 0.10970106 2.74838573 4
70.0826489 6.24538014 6.46589329 0.0805187 0.10970106 2.74838573 4
70.0826489 6.24538014 6.46589329 0.0805187 0.10970106 2.74838573 4
8.56414935 4.49931341 4.69257391 0.09688237 0.07892898 2.74812382 4
12.6999439 5.17236748 5.30200647 0.04946874 0.06268766 2.74805732 4
19.5518543 5.30224899 5.4659047 0.05821305 0.08351995 2.74802323 4
9.38654219 3.79054385 4.12202672 0.13927165 0.15781758 2.74791459 4
85.2969349 5.90856996 6.29415224 0.19120419 0.1642052 2.74744946 4
18.892994 6.30040757 6.53198605 0.1527427 0.02735813 2.74732439 4

5.95771952 3.88306096 4.12723114 0.12023847 0.09572199 2.74614612 4
129.331987 6.32779346 5.55929837 0.21711977 0.53383957 -2.7460145 4
3.44457228 4.16334935 3.85802067 0.16296557 0.07347904 -2.7459434 4
10.8777605 -3.1160831 2.84358633 4.17252824 0.70311346 2.74516252 4
23.3866102 5.23785337 5.49526398 0.13219643 0.09361599 2.74509617 4
9.26625811 4.18538719 3.82094823 0.1226664 0.209777 -2.7448017 4
18.4148905 5.20962613 5.51065273 0.19699872 0.07453908 2.74466859 4
407.223382 7.92184942 7.59769358 0.08543757 0.19249318 -2.7442438 4
4.08435132 4.09029135 3.96998391 0.01724834 0.07793975 -2.7435131 4
44.360648 6.39846387 6.56839622 0.09103983 0.06340228 2.74339902 4

58.9096007 6.16512834 5.87105751 0.0981713 0.16527257 -2.7427239 4
6.3739734 4.96621466 2.88329294 0.52475432 0.32121267 -2.7426883 4

31.7783753 5.40503126 5.60606688 0.01989647 0.12038435 2.74245196 4
237.797944 6.74889756 7.14902743 0.15222209 0.19640978 2.74205617 4
0.56376449 3.33474984 3.05487955 0.1508291 0.0267189 -2.7418646 4
74.0370905 6.40072548 5.9991283 0.17674118 0.18072005 -2.7416354 4
58.8076017 5.91024619 6.17018608 0.09995544 0.12531451 2.74150122 4
251.697574 7.63983463 7.87812785 0.12070927 0.09338472 2.74078039 4
116.509587 5.13410785 6.20557904 0.70804608 0.23115921 2.74053435 4
50.2515812 5.31318423 5.63816052 0.04181742 0.17109592 2.74040883 4
297.167492 6.56886604 7.08153199 0.14460152 0.2665977 2.74021253 4
116.393053 5.9122267 6.34008434 0.14247061 0.19573287 2.73999888 4
37.8167656 5.9421137 6.09589585 0.03906218 0.08563192 2.73956452 4
20.606089 4.97186563 5.2410372 0.13383638 0.10751167 2.73945304 4
295.38558 7.32517282 6.76698183 0.17569785 0.30838813 -2.7394017 4

1.18847298 3.33293302 3.76071862 0.33816718 0.02784425 2.73923807 4
98.3618295 5.91673825 6.28856558 0.12665312 0.18688453 2.73911608 4
30.650054 7.19231898 7.39379213 0.13440406 0.01888818 2.73888114 4

63.9809729 6.72222505 6.49002055 0.10661494 0.09945731 -2.7387435 4
1513.35138 8.4665611 8.8635875 0.05231696 0.22243487 2.73840747 4
37.6276221 5.74156949 5.9644133 0.10459657 0.0941492 2.73831957 4



121.234793 6.98376926 6.24803027 0.33156461 0.25005298 -2.738308 4
6.84856522 1.44136186 2.75456802 0.6138704 0.46628836 2.73826615 4
436.596368 6.2754301 7.3750285 0.84432922 0.28794788 2.73800647 4
17.2811548 5.152236 5.31475939 0.051937 0.0831524 2.73741453 4
17.2811548 5.152236 5.31475939 0.051937 0.0831524 2.73741453 4
32.0477345 5.57688253 5.85085354 0.14834238 0.09206185 2.73719801 4
11.9347321 4.78164335 5.00002586 0.11452876 0.07918059 2.73712987 4
487.449375 8.58386162 8.41871604 0.0245242 0.10425176 -2.7367745 4
122.186915 6.0719596 6.645877 0.41060752 0.1631074 2.73649898 4
10.4902336 2.80521737 3.48491852 0.13621319 0.29434212 2.73640376 4
54.9185751 6.04065831 5.59531199 0.18359751 0.2054237 -2.7361831 4
787.933894 8.37293552 8.6201457 0.02048975 0.14721754 2.73588951 4
14.1305199 4.60513886 4.80617144 0.02997444 0.11915686 2.73517922 4
33.4831614 5.31619772 5.55252364 0.05290357 0.12629887 2.73504104 4
2.23374478 4.04568633 3.78153351 0.15231594 0.05054047 -2.7343752 4
4.9466819 3.94810478 3.47228202 0.22383063 0.15028711 -2.734107 4

31.5145262 4.35261799 5.22725054 0.73327901 0.1692201 2.73364265 4
170.056867 7.20070371 6.86734266 0.12897178 0.17524093 -2.7335181 4
206.970673 7.56871253 7.26986348 0.1270851 0.13949279 -2.7334333 4
85.8520188 5.63054449 6.04660725 0.13402423 0.20911354 2.73280671 4
114.51825 5.94220774 6.34928445 0.13257979 0.20366004 2.73256255 4

176.636829 7.35756797 7.59514433 0.12533795 0.09042397 2.73255184 4
3.17325764 4.13098141 4.33901484 0.1387969 0.04160242 2.73234219 4
3.17325764 4.13098141 4.33901484 0.1387969 0.04160242 2.73234219 4
9.53928606 4.44807152 4.65707085 0.09483775 0.09275774 2.73222918 4
25.171873 6.3493699 6.44417446 0.04562143 0.03983659 2.73217229 4

2.36605633 1.73590381 2.42909344 0.47455008 0.22079924 2.73215226 4
8.56891506 5.00419485 4.87614361 0.04942189 0.06414699 -2.7317037 4
134.608828 6.00319613 6.52035574 0.25603943 0.19903596 2.73144116 4
15.5448386 4.1909582 4.57836036 0.18833832 0.15765558 2.73137068 4
57.5813394 7.33532882 7.01131719 0.17067115 0.05252059 -2.7311585 4
1.70203181 4.15073491 3.62685809 0.28954523 0.04529759 -2.7311392 4
45.7070666 5.48557 5.75755737 0.07055321 0.1405388 2.73112912 4
56.0271476 6.16230934 5.88536223 0.09786945 0.14999154 -2.7307851 4
110.947985 6.96641402 7.15138513 0.07735788 0.08804884 2.73022525 4
22.454286 5.03425063 4.40741725 0.24376639 0.29464247 -2.7300617 4

33.9385202 6.22286261 5.96136532 0.13199016 0.08921645 -2.7300512 4
130.116989 7.62150723 7.76985085 0.07983602 0.05552268 2.73004965 4
42.2938004 4.43090419 5.14363665 0.4053178 0.25536847 2.72922634 4
3.61757586 3.73759511 3.58076887 0.02749472 0.10163646 -2.7286767 4
15.7655662 6.92445315 6.76146103 0.09591453 0.01817825 -2.7285666 4
150.153166 6.95306503 7.28107987 0.20088073 0.10104824 2.72820632 4
34.3710985 4.82251861 5.27071726 0.21615939 0.18558465 2.72814543 4
1043.16403 7.89183632 8.35687675 0.05479627 0.22783989 2.72797601 4
15.891787 7.12591006 6.88849931 0.13327965 0.01613091 -2.7279409 4
4.2506423 4.06179509 4.23841806 0.09570638 0.06049051 2.72733957 4

1.58130944 1.69699014 2.11191304 0.15743347 0.19873379 2.72676956 4
6.2106962 4.62396998 4.51771647 0.0167019 0.06829721 -2.7262756 4



130.370567 6.61283032 6.05877562 0.19888263 0.27847314 -2.7262669 4
12.3581657 4.21006211 3.73787703 0.14395904 0.31057192 -2.7258881 4
508.139449 7.89021272 7.28061098 0.22751789 0.34059147 -2.7255393 4
124.242494 6.57353 6.8267785 0.06887134 0.13581349 2.72541236 4
7.93507174 6.37184064 -1.8543072 0.6155778 3.90139028 -2.7247213 4
42.7194067 5.89288663 5.60317715 0.10622894 0.16190273 -2.7244167 4
18.9864531 4.65550273 4.13367501 0.18227133 0.33003608 -2.7242339 4
55.1569836 6.62329435 5.92979547 0.3320297 0.14223816 -2.7239424 4
300.63754 5.7179794 6.61674435 0.13283264 0.36685979 2.72385453 4
195.6152 7.18459563 7.47022548 0.15129807 0.11154723 2.72297556 4

6.09019413 3.99454699 4.21643205 0.11227456 0.08965717 2.72257734 4
133.985279 5.69732743 6.38860249 0.37750792 0.21083883 2.72242434 4
155.99129 7.78440286 7.99273217 0.13055128 0.05256427 2.72225945 4

125.303131 6.31013967 5.77912147 0.09764851 0.34586363 -2.722071 4
25.1861246 6.89508572 6.59936521 0.16037918 0.03412172 -2.7217124 4
17.5049378 4.99255702 5.24686366 0.13505547 0.08974764 2.72170942 4
17.0330717 5.27243732 5.46773572 0.10347105 0.07077076 2.72167904 4
5.23575948 4.91599362 5.01109895 0.0507403 0.03486755 2.72139845 4
425.22882 8.08123595 8.32623868 0.1216598 0.10472655 2.72064073 4

26.8486771 5.2061889 5.50173042 0.16177834 0.11241063 2.72046993 4
168.448778 5.69562614 6.41462335 0.33401128 0.25472111 2.72046463 4
38.9388943 5.3802304 5.62405586 0.02321865 0.13648938 2.71937726 4
16.4647061 5.05750482 4.11077075 0.35751712 0.28611382 -2.7190228 4
5.81534335 3.20685241 2.3739391 0.27383253 0.49500525 -2.718601 4
40.4603373 7.06876858 5.24244134 0.56177974 0.21536379 -2.7183968 4
96.4002668 4.75781891 5.54916297 0.06172176 0.35941723 2.71800853 4
24.0788276 5.74416244 5.50830978 0.1081989 0.10032129 -2.7179885 4
14.1762087 4.33532075 4.62704731 0.11897662 0.14178544 2.71747469 4
36.5149643 5.97811555 5.62786069 0.16575483 0.13280552 -2.7171795 4
418.854794 7.43221677 7.95247085 0.33217917 0.15318281 2.71716524 4

2.710965 4.88486125 5.01287267 0.08417424 0.01805135 2.71680005 4
221.897386 5.6047374 6.42578238 0.25707288 0.32308641 2.7167138 4
21.6981998 4.91136142 5.14526839 0.06210833 0.12745443 2.71667069 4
24.6944071 5.58582699 5.72659705 0.03156492 0.0823147 2.71653935 4
105.624059 5.16305009 5.82925256 0.21141519 0.3257274 2.71649718 4
183.08285 6.2093017 3.85382867 0.35562751 1.70043251 -2.7164516 4

305.917435 7.28626974 6.83434018 0.05458727 0.35522348 -2.7161705 4
41.6420164 5.56274729 4.99774145 0.23368997 0.28164813 -2.7159948 4
24.1094378 5.13418822 5.3591883 0.08132802 0.11205061 2.7158717 4
414.277926 7.77370004 8.02309565 0.0624979 0.13857283 2.71586949 4
21.7670975 6.41280277 6.588457 0.11107728 0.03000952 2.71524924 4
76.8510867 7.19595896 6.94481535 0.12730604 0.07293714 -2.7150631 4
134.609566 6.70031699 7.19069399 0.35175399 0.09847782 2.71506156 4
85.0881113 5.98802272 6.36189056 0.19107464 0.14998584 2.7143233 4
4.18424018 3.70247877 3.41110876 0.12787987 0.13598911 -2.7136332 4
8.06383458 4.88927069 4.73021808 0.07083669 0.07076078 -2.7127026 4
8.40504981 4.71711677 4.54739786 0.06596835 0.08679893 -2.7126847 4
50.0544273 6.02181143 6.22642216 0.08128238 0.09995575 2.71247165 4



8.08717405 5.2529575 5.38135389 0.07664566 0.03732257 2.71228176 4
7.00290192 3.42343004 2.3543005 0.31216761 0.60175389 -2.7120558 4
112.427614 8.50392981 5.56868789 0.80327637 0.4786997 -2.7119405 4
156.897923 7.19883046 6.81641254 0.1699767 0.16802057 -2.7119342 4
25.2092602 6.58150133 5.91184777 0.32205945 0.06899184 -2.7117348 4
12.756968 5.97938971 5.8392983 0.07635083 0.03752809 -2.711513 4

50.8135849 5.7515145 5.99617119 0.07909318 0.12828189 2.71096055 4
275.94146 6.50102868 7.02546346 0.19385786 0.25160924 2.71069474 4

17.4687455 4.98902557 3.629852 0.44719344 0.40756816 -2.7104445 4
68.9621714 7.24783853 6.65339393 0.27861619 0.08964043 -2.7102444 4
173.712855 7.14128744 7.50304316 0.24613286 0.09658748 2.71012422 4
86.8937249 5.72374745 6.1105525 0.12840754 0.2015229 2.71011003 4
21.8255949 5.02918163 5.24970514 0.07193183 0.11718306 2.70936724 4
41.0176321 6.81889744 6.95353872 0.07912615 0.03877645 2.70927531 4
14.6860647 3.50653386 4.01317489 0.07755925 0.28308394 2.70926175 4
2.74942996 4.92806073 5.02655783 0.06195394 0.01809817 2.70854655 4
75.2217314 6.79189625 6.64383645 0.01785559 0.09913555 -2.7075186 4
75.2217314 6.79189625 6.64383645 0.01785559 0.09913555 -2.7075186 4
78.1891082 7.16199848 7.42503301 0.17883795 0.04602334 2.70719747 4
58.0416842 7.9099028 4.3610007 0.82304254 0.72072195 -2.7067743 4
61.5772255 5.63460096 5.93806861 0.07634994 0.15612595 2.70629728 4
81.6435029 6.77837678 6.98852445 0.11594202 0.07653831 2.7054416 4
92.5802372 6.84680593 7.11914815 0.16463042 0.07449576 2.70485357 4
168.684252 7.80998281 7.65398347 0.06065332 0.080733 -2.7048294 4
23.1429791 5.5325403 5.11732938 0.1937949 0.13394254 -2.7043264 4
102.028989 7.40556794 7.29809409 0.01756226 0.06769142 -2.7042292 4
29.5981503 5.62869961 5.95199989 0.21203063 0.07596749 2.70421551 4
213.78547 7.51599958 7.88178389 0.25209526 0.08113932 2.70319709 4

51.4570392 5.64379699 5.94906451 0.14476334 0.12903832 2.70270453 4
40.6601463 4.60737086 5.13833353 0.20292856 0.22754111 2.70267262 4
61.2398603 6.46148268 6.71390151 0.1560839 0.07311038 2.70179098 4
76.3428886 6.28482455 6.00546556 0.04963466 0.19285143 -2.7017125 4
52.5824388 7.03438135 5.3996935 0.53840032 0.25130945 -2.701207 4
52.5824388 7.03438135 5.3996935 0.53840032 0.25130945 -2.701207 4
66.6413677 5.93102965 5.51916065 0.11672943 0.25074157 -2.700415 4
237.25976 7.34493582 6.99573106 0.10468651 0.20394947 -2.7003117 4

30.2283539 5.44471732 5.62691467 0.01242055 0.10740299 2.70024518 4
494.791468 7.00201365 7.61320731 0.32754943 0.24368279 2.69982105 4
2.34902939 0.40261295 2.03622614 1.43246434 0.2994396 2.69973645 4
61.0667067 6.99360269 6.82671232 0.0802826 0.06499202 -2.6995711 4
14.2084505 5.17096143 5.28879293 0.01084593 0.07024243 2.69932298 4
14.2084505 5.17096143 5.28879293 0.01084593 0.07024243 2.69932298 4
1140.32174 7.6740734 8.26720506 0.13258966 0.2805929 2.69878275 4
2.25470671 2.34054618 0.93665337 0.4339567 0.98286611 -2.6986532 4
63.2733527 6.49818609 6.71147991 0.12124351 0.07870301 2.6983423 4
162.037465 6.8720915 7.1026502 0.03216636 0.13222106 2.69769149 4
1.40294999 -0.3712113 1.28258856 1.50892381 0.4173009 2.69752874 4
12.3646371 5.27617531 5.15738046 0.03288086 0.07244689 -2.6974401 4



12.1378638 4.99927065 5.19163382 0.1061192 0.06639366 2.69735799 4
12.0355587 4.20250674 4.47120393 0.08885512 0.14209274 2.69693516 4
49.9228319 6.87287838 6.03097064 0.37557424 0.12238396 -2.6965277 4
127.644645 6.30889561 5.71821716 0.13322646 0.45186714 -2.6962267 4
60.8674776 5.74856017 6.29409442 0.37626731 0.11321147 2.69614023 4
35.6038196 4.20552122 4.80608346 0.16497256 0.2933063 2.69610039 4
99.9377051 5.81676407 6.19475569 0.07639761 0.21338964 2.69598453 4
1.5174493 5.43495042 5.56550409 0.08979214 0.00580107 2.69554283 4

225.627707 7.06978593 6.68080423 0.0403618 0.2777905 -2.6953831 4
267.20181 7.31657562 7.66294822 0.19820754 0.12914835 2.69521077 4

4.66317182 4.12513322 4.2933428 0.09171264 0.0626144 2.69515088 4
30.094414 5.09658551 5.47587575 0.22677202 0.12269895 2.6950809 4

269.268716 7.36163792 6.96391008 0.1115982 0.25841384 -2.6950044 4
8.130806 4.55451178 4.70203448 0.05791403 0.07302787 2.69500414 4

7.99115443 4.22583066 4.50180138 0.17006109 0.08997179 2.69430373 4
108.027193 6.30456015 6.59194915 0.09177301 0.15316115 2.6940639 4
49.9925803 6.29215567 5.81239487 0.24765439 0.15150832 -2.6938843 4
18.0289874 5.68996743 6.15261396 0.37747898 0.03801287 2.69369888 4
524.833022 7.5569938 7.92476352 0.11020998 0.18810893 2.69299403 4
336.602827 6.73832407 7.22976965 0.14679815 0.24773646 2.69293437 4
7.02598161 4.31677989 4.46662786 0.04827944 0.08246691 2.6927301 4
79.845327 6.87995601 6.53810646 0.16386719 0.11938805 -2.6927099 4

327.194596 7.84604622 8.10802636 0.13652935 0.09609143 2.69261888 4
273.981208 7.93481619 8.31736849 0.25024216 0.06564324 2.69251431 4
100.614085 6.10250085 5.52991786 0.14404358 0.37921367 -2.6922107 4
134.131086 7.57754789 7.41328375 0.06901801 0.07983425 -2.6921993 4
105.138691 6.21271124 6.54796849 0.14385302 0.14461301 2.69186606 4
3.30019009 3.71663576 3.40285955 0.15832774 0.11182116 -2.691692 4
235.42058 7.18942532 6.81434776 0.07105935 0.27207285 -2.6915462 4

3.08286229 4.28771274 4.42580509 0.08206147 0.03678461 2.69151879 4
90.6920916 7.07990944 7.26016127 0.09921313 0.0637094 2.6910382 4
22.1288296 4.92285746 4.52248034 0.13547583 0.2482562 -2.6908362 4
89.6704221 4.29906845 5.62310894 0.82739094 0.29524561 2.6908035 4
19.3576573 5.87035423 5.7068238 0.0791784 0.06317419 -2.6902917 4
23.4533539 5.78928497 5.95681009 0.09142185 0.06125471 2.69026301 4
150.594747 6.30307178 6.65809855 0.07087505 0.19686244 2.69012109 4
100.991901 6.55178086 5.98047003 0.24011616 0.2526383 -2.6898036 4
110.081047 7.51172871 7.60733411 0.02521516 0.0552209 2.68978035 4
1163.19958 7.62629265 8.24558754 0.13508715 0.29635079 2.68936636 4
357.930425 7.90649286 7.64039555 0.06381465 0.17125678 -2.6893485 4
88.8894308 6.46179275 6.15656562 0.09194662 0.17860519 -2.6892786 4
15.9608571 5.64970287 5.41869606 0.12050317 0.06954831 -2.6891191 4
63.3760241 4.29963354 5.26989449 0.52714779 0.32965501 2.68903918 4
3.36870604 4.88062128 4.18127314 0.37592978 0.05217356 -2.6889574 4
153.56293 5.69646008 6.32354099 0.27557329 0.29619024 2.68893161 4

0.67841455 4.89122849 3.05110385 0.5858566 0.03230513 -2.6887485 4
100.609713 3.783285 5.22032474 0.30609577 0.54686753 2.68851813 4
392.372977 7.68823533 8.14619835 0.28508139 0.11023332 2.68825211 4



151.631056 5.85454118 6.48493328 0.34380603 0.23940182 2.68804263 4
117.181676 6.23330646 6.60236695 0.16613806 0.15226639 2.68796296 4
69.1766557 6.64842667 7.03298003 0.27243473 0.06017429 2.6878445 4
9.48191381 4.00188228 3.64543485 0.0653119 0.23346504 -2.6878045 4
158.446673 8.0398541 7.07157162 0.42106953 0.1303793 -2.6870377 4
9.65461611 6.45331 6.56814944 0.07684708 0.01359861 2.68694012 4
12.0671047 3.80396211 4.34501164 0.38004379 0.150142 2.68689041 4
12.0671047 3.80396211 4.34501164 0.38004379 0.150142 2.68689041 4
28.918056 5.34285926 5.08527947 0.02685045 0.18724276 -2.6867082 4

85.1402948 6.58115984 5.90463934 0.30799521 0.22367389 -2.6864499 4
69.374657 6.17338664 5.65445857 0.21800524 0.25965678 -2.685999 4

5.17035782 4.5773589 4.7154771 0.07715881 0.04588179 2.68575893 4
377.86441 7.10405331 7.73247163 0.44824227 0.17273636 2.68556376 4
11.901351 5.13891972 5.24150992 0.01058935 0.06184496 2.68492625 4

253.769416 7.59752537 7.26504998 0.13178847 0.16910945 -2.6847404 4
49.5560558 5.0904495 5.48037109 0.09287679 0.20820021 2.68459523 4
198.056069 7.21231007 7.44572449 0.09187098 0.1181033 2.6842451 4
384.180954 7.87884012 8.13086807 0.11404775 0.11560853 2.68348478 4
297.809051 5.43550835 6.59539994 0.52917441 0.36452008 2.68339767 4
145.395473 5.81702946 6.34632935 0.17510569 0.25846687 2.68330944 4
12.0198228 4.71446693 4.90870396 0.08682193 0.09026162 2.68314002 4
401.033299 7.12149013 7.66324198 0.31350724 0.19787649 2.68232747 4
65.3816237 5.73220892 5.24142559 0.10558535 0.37453284 -2.6819913 4
113.609261 5.95583734 6.42644993 0.23505303 0.17649813 2.68198402 4
16.5296809 5.44969602 5.65517129 0.12451096 0.05801832 2.68176707 4
52.2187472 5.7575681 5.26623055 0.17514176 0.28714225 -2.681525 4
206.091373 7.11123688 7.35489818 0.06800041 0.12897232 2.6815211 4
256.776444 7.70400553 7.90413519 0.08329935 0.09236825 2.68130506 4
380.204818 7.7413647 8.00148629 0.09946225 0.12347332 2.68116789 4
5.26932268 2.91436151 0.25690262 0.45287327 2.57425624 -2.6807137 4
228.623824 7.470116 7.16443659 0.10778664 0.17529693 -2.6800894 4
50.3644962 6.27338667 6.06776464 0.07051726 0.12056673 -2.6800499 4
97.8156109 5.81967377 6.21306767 0.13970551 0.20331007 2.67991204 4
58.2200539 5.41258119 1.47392514 0.43099979 5.40534812 -2.6797138 4
76.9577001 6.3659848 5.86766142 0.23730962 0.2050976 -2.6795701 4
61.2692657 5.7538155 6.04070822 0.10178131 0.14043143 2.67899014 4
3.90414309 1.53948893 2.32971907 0.14405639 0.40804934 2.67887381 4
153.829309 6.17736598 6.7324311 0.34828229 0.1927896 2.67838544 4
9.46279973 5.3107395 5.4142585 0.05324947 0.04258919 2.67835867 4
8.61760467 4.30597003 4.07700484 0.05780212 0.14132237 -2.6782526 4
59.5234786 6.01586468 5.62470595 0.14339233 0.21765396 -2.6777998 4
728.562125 7.70014477 8.10901878 0.0855169 0.22304744 2.67773367 4
5.00085191 3.34929126 2.73017978 0.23401011 0.35536365 -2.6776426 4
23.8147105 5.0457538 5.27008392 0.06366183 0.11878321 2.67750772 4
10.810014 4.71031797 4.85415238 0.02956339 0.08390527 2.67694058 4

109.297341 5.71290175 6.15060189 0.09097462 0.24190458 2.67599041 4
36.2629734 6.32842238 6.06437863 0.1411933 0.0862242 -2.6757461 4
251.799407 7.74604641 7.97459832 0.12267187 0.08870891 2.67553711 4



62.8830639 3.95153733 4.97741127 0.30892605 0.439472 2.67548568 4
30.1341311 6.29990952 6.1728601 0.0538199 0.06374421 -2.675342 4
77.0287407 6.52987302 5.44026931 0.43646239 0.3524761 -2.6752323 4
4.8310377 4.00792658 3.8347278 0.05017692 0.10712833 -2.6746564 4

47.7195678 6.35962549 6.07592294 0.13382316 0.11283125 -2.6744961 4
19.6674461 5.06383691 5.28783009 0.10313348 0.09944733 2.67448968 4
1.61264151 4.5475105 4.61541753 0.04138 0.01603183 2.67437134 4
190.47132 7.0654248 6.57869868 0.17563526 0.2844178 -2.6741819 4

16.8256716 5.32348657 4.90612087 0.22089977 0.12445767 -2.6738772 4
575.413592 7.10830787 7.79414196 0.39205597 0.22756299 2.67374559 4
50.7928401 5.38779528 5.7048097 0.08541306 0.16110191 2.67368586 4
188.912146 7.88854619 7.73559148 0.05671427 0.0841703 -2.6734205 4
13.3971817 4.64633536 4.83692478 0.05191367 0.10643999 2.67335199 4
74.1972004 6.17491427 6.4274187 0.1034695 0.11827956 2.67295028 4
120.685765 6.97893758 7.15971076 0.06414046 0.09620754 2.67288446 4
44.4094793 3.76480389 4.68452935 0.26295603 0.44644898 2.6725546 4
23.9682304 4.8025763 5.13079982 0.16421577 0.13595662 2.67222003 4
94.9560844 6.16285998 6.48765525 0.15047316 0.13854285 2.67193128 4
245.504596 8.27848684 7.97890883 0.16297573 0.08337801 -2.6715696 4
253.683471 6.56577159 7.08266948 0.24287153 0.21602808 2.67131312 4
47.7542667 5.23020212 4.56548831 0.13125748 0.55360427 -2.6705498 4
47.7542667 5.23020212 4.56548831 0.13125748 0.55360427 -2.6705498 4
13.2866031 4.72225118 4.31368466 0.17754082 0.17479891 -2.6705313 4
187.062175 7.67911372 7.03831899 0.32295047 0.15947859 -2.6702014 4
64.2850469 5.7440395 5.32077926 0.04350524 0.31577772 -2.6700143 4
336.964921 7.24075708 7.55725593 0.06140025 0.16771303 2.66983565 4
440.957343 7.11948835 7.74507497 0.40381139 0.19353915 2.6695946 4
48.5597773 5.23603919 4.57035005 0.1240269 0.56021376 -2.6695487 4
10.1936823 4.66692591 4.47359514 0.05793049 0.11240556 -2.6694766 4
312.341687 6.83377995 7.25047796 0.09710144 0.22444386 2.66928848 4
44.7391243 5.46846023 5.89231876 0.26380957 0.12074356 2.66921839 4
12.6161599 5.90874812 5.51096358 0.20595371 0.0517426 -2.6691197 4
183.709394 7.10995248 6.78622869 0.08966145 0.19775785 -2.6687062 4
50.1839343 4.70378505 5.25935784 0.20650695 0.24331331 2.66818272 4
39.508552 6.08688183 5.58287575 0.25506952 0.14628214 -2.6678922 4

5.68810797 2.60869264 3.40552363 0.59815226 0.19753523 2.66765874 4
53.81901 5.20771294 5.71153666 0.31362434 0.1702483 2.66735268 4

100.64857 5.65151404 6.14938542 0.24269975 0.20172561 2.6673 4
0.78515666 3.64390948 3.33396499 0.16929233 0.02803255 -2.667156 4
32.282217 3.3944884 4.43243012 0.48361806 0.38124987 2.66684611 4

147.266422 7.40538173 7.23870053 0.04030818 0.10626197 -2.6667949 4
72.3359149 7.73667422 7.22671877 0.25406617 0.0520891 -2.6667706 4
115.751252 6.47436809 6.75844742 0.11863119 0.13945168 2.66642506 4
20.2029167 4.92647861 5.13447431 0.04633576 0.11898448 2.66582771 4
644.84177 5.32334338 7.00682078 0.23108392 0.49197597 2.66542717 4

79.8590842 7.21985898 7.11022467 0.03257224 0.06399726 -2.6653706 4
9.86061242 3.46998359 3.95364262 0.27743121 0.19323059 2.66499912 4
1.25266457 3.82389733 3.5403027 0.17154633 0.03595322 -2.6642991 4



229.574695 7.71004739 7.92492539 0.11536145 0.08391973 2.66387342 4
173.864675 6.76631903 7.17557032 0.26704953 0.13607965 2.66387271 4
119.564141 3.38708127 5.34776987 0.98521509 0.6514781 2.66351272 4
161.372993 6.68641004 7.00051575 0.1306297 0.14088073 2.66319267 4
395.876285 6.7743581 7.28441371 0.07065192 0.26721091 2.66310124 4
118.188724 6.15417351 6.47283976 0.03363051 0.1768683 2.66299296 4
553.462335 8.19572497 7.8952657 0.05673017 0.19459907 -2.6629089 4
146.604657 6.91281896 7.12983301 0.0656258 0.11690162 2.66257975 4
11.4315803 5.74297662 5.4919589 0.14631154 0.04773448 -2.6619914 4
4.55486192 4.13492013 4.3984099 0.17439626 0.05681738 2.66193954 4
29.8032116 6.59346636 6.32317411 0.14649343 0.05358296 -2.6618789 4
10.3445568 4.45656416 4.74288827 0.182175 0.09187577 2.66160749 4
112.505407 7.47228224 7.57719871 0.03456182 0.05838878 2.6611859 4
194.533419 6.1347525 6.62987927 0.11078053 0.23823214 2.66116513 4
23.6537282 5.55575549 6.11711283 0.4356359 0.05268986 2.66050657 4
63.840063 6.19429233 6.38031565 0.03841452 0.10769548 2.66044704 4

333.894452 7.66653136 7.30878295 0.11291756 0.2241772 -2.6601486 4
26.4569556 4.57214589 4.99498125 0.20487758 0.17225515 2.66014671 4
219.456146 7.30326413 7.52368607 0.06794824 0.11449874 2.65973479 4
38.3845816 6.08943635 6.41651561 0.21744458 0.06325704 2.65954768 4
22.2460195 5.61234835 5.08434298 0.24877211 0.14221826 -2.6591464 4
12.6988564 4.73166593 4.41341588 0.13311033 0.14916302 -2.6590852 4
79.2148802 5.41210452 5.88657496 0.19777248 0.22528695 2.6590684 4
0.21306309 3.19988563 2.36199342 0.36025521 0.01996537 -2.6586702 4
8.72140172 5.10060595 5.20125336 0.04473165 0.04756131 2.65862566 4
23.898964 5.50254295 5.70462311 0.10855995 0.07827332 2.6583986 4

18.2899313 4.52027692 4.79513272 0.07330917 0.1544271 2.65755671 4
59.7698376 4.86680969 5.48890132 0.30163736 0.25368561 2.65705809 4
43.3808616 5.21089814 5.53139639 0.09048777 0.1765631 2.65694224 4
16.6793391 4.30210946 4.61416291 0.09606674 0.15881098 2.65673132 4
125.30162 7.12123059 6.80614443 0.13985537 0.14421585 -2.6560655 4

96.4446041 7.18235972 6.90391867 0.14187714 0.0962834 -2.6557492 4
52.42689 4.29291446 5.05996045 0.28645015 0.30832838 2.65526309 4

0.18517029 1.04237222 1.33978891 0.21740949 0.04916718 2.65508435 4
7.00827911 5.32701127 5.16286827 0.09694129 0.04058736 -2.6547525 4
180.762234 6.14691795 6.59693941 0.05553354 0.24764364 2.65475136 4
56.1905229 5.71633992 4.70199751 0.43992631 0.44800365 -2.6540642 4
360.193774 7.78561222 8.05421696 0.13254839 0.11086465 2.65402864 4
513.578631 6.72099753 7.41979173 0.26884905 0.29615797 2.65327938 4
24.0485381 5.78964512 5.47930841 0.15507467 0.0979146 -2.6528154 4
54.0332215 5.40410906 4.7548822 0.14904266 0.52286703 -2.6527539 4
11.6521548 4.85014251 5.02395938 0.08447393 0.07506262 2.65265842 4
55.4123437 6.4347305 6.12526136 0.14599713 0.12263308 -2.6523471 4
56.246258 5.78908612 5.38246923 0.12129125 0.25442053 -2.6520158 4

40.8883323 5.8303181 6.00546185 0.0425463 0.10366817 2.65163764 4
18.7403332 6.14095525 6.0142783 0.06733769 0.04566329 -2.6513972 4
256.341742 6.596984 7.03493931 0.12887305 0.21581362 2.65127141 4
8.29917015 3.04538556 3.50123186 0.03690897 0.23362104 2.65120866 4



25.1399143 6.38041203 6.56292148 0.11663278 0.03576769 2.65101208 4
178.477638 6.84914101 6.35698972 0.16561639 0.30758128 -2.6509518 4
687.053008 7.20992888 7.76744673 0.09463347 0.27950807 2.65058701 4
235.043376 7.39474509 7.59289744 0.02714222 0.12165916 2.6503235 4
560.315781 7.94370056 7.52372179 0.07294862 0.31352984 -2.6502519 4
59.2766987 5.01961561 5.47616239 0.06293336 0.23282808 2.64975009 4
654.197977 8.06529783 6.40169658 0.49033962 0.79810846 -2.6495265 4
38.1019215 6.99398093 4.1623164 0.80159621 0.52066032 -2.649206 4
212.559159 7.09386095 6.6631455 0.14131515 0.25059089 -2.6488113 4

173.1411 7.18628947 6.83792509 0.13975607 0.17580487 -2.6487012 4
3.97351464 3.83672527 3.99973766 0.07898774 0.07374598 2.64854204 4
37.6062275 3.88612264 4.67104986 0.30968678 0.37740778 2.64781798 4
689.170702 8.09513033 8.38032094 0.07280388 0.15783394 2.64722505 4
22.8378078 4.35910497 4.75600688 0.13928826 0.18542573 2.64718153 4
10.2516167 4.99213319 5.14924582 0.08547085 0.05970147 2.6470562 4
3.08871421 4.27091428 4.45670974 0.12721161 0.03551278 2.64688057 4
3.08871421 4.27091428 4.45670974 0.12721161 0.03551278 2.64688057 4
11.9349186 4.56768054 4.20138887 0.16687238 0.16957652 -2.6466529 4
15.2291634 3.25138138 3.90921779 0.22047411 0.28580926 2.64569778 4
134.747717 7.38900196 7.06105784 0.16607358 0.11447871 -2.6452728 4
377.87139 7.29541138 7.66041632 0.14414143 0.17332931 2.64512503 4

65.6983338 5.17000188 5.66706567 0.21514358 0.23482773 2.64405423 4
17.366717 5.4455492 5.58452594 0.06281458 0.06426049 2.64300758 4

10.7202293 3.87757019 4.28991568 0.25136569 0.14090327 2.64250848 4
108.650084 7.20243829 6.76867697 0.21321566 0.12735595 -2.6424851 4
89.5751173 7.40541745 7.20578424 0.10812677 0.06552984 -2.6423676 4
87.8833863 6.09455214 5.66283253 0.09718685 0.27993652 -2.6421867 4
4.99495138 3.12912654 2.66384198 0.05833606 0.37653936 -2.6420386 4
189.77617 7.53436682 7.22027308 0.14279203 0.1427674 -2.6419543 4
131.27764 6.78761688 7.13629419 0.21098791 0.10709413 2.64170164 4

35.4891605 5.26865786 4.46037864 0.32035912 0.4533499 -2.6414778 4
117.099411 6.90388853 6.54425696 0.15698745 0.16723344 -2.6413011 4
14.6223409 4.76382781 4.9868615 0.10605774 0.09906174 2.64117254 4
242.373276 7.97670937 7.75572914 0.10217893 0.10189502 -2.6411127 4
242.373276 7.97670937 7.75572914 0.10217893 0.10189502 -2.6411127 4
242.373276 7.97670937 7.75572914 0.10217893 0.10189502 -2.6411127 4

474.7859 7.96661717 7.58531578 0.11558411 0.2401042 -2.6392395 4
187.172971 7.17269304 7.43451878 0.13158498 0.10959101 2.63900996 4
7.76769494 4.0808726 4.29464684 0.08783356 0.1027581 2.63866336 4
356.537413 6.80733936 7.3340984 0.2528294 0.23147683 2.63802282 4
102.980844 6.3510779 6.61024318 0.08520681 0.13930374 2.63784191 4
88.5913543 5.17295198 5.74116157 0.16034152 0.27381529 2.63773551 4
91.6745275 6.37623959 6.61764894 0.09237965 0.1263985 2.63713124 4
15.1371929 5.17582287 4.82457475 0.17306662 0.12378991 -2.636038 4
23.4347049 6.2771147 6.49289919 0.15314332 0.03552033 2.6360299 4
1.2427294 3.90911892 3.47043068 0.26351909 0.03822276 -2.635884 4
204.54914 6.45976554 6.98152422 0.31678139 0.19903311 2.63547164 4

37.2316238 4.96846608 5.3438034 0.16354974 0.17748922 2.63524782 4



113.891354 6.94025766 7.20500853 0.16499561 0.0865043 2.63517287 4
10.9188689 3.60899277 4.06549515 0.2262603 0.18891774 2.63491128 4
199.649714 7.33026104 7.08620354 0.04252478 0.17479655 -2.6348976 4
133.100877 7.55460551 7.38835432 0.07235965 0.08059132 -2.6345737 4
40.1022515 5.41502225 4.77706544 0.27394349 0.35130972 -2.6343542 4
5.83198757 4.3939958 4.5248386 0.05799153 0.06206375 2.63419278 4
36.1106204 5.84805324 5.35131743 0.24373111 0.17821817 -2.6339442 4
39.1640672 5.94317385 5.75308926 0.04292176 0.12325505 -2.6337761 4
35.6921944 5.7219654 5.89067713 0.03806308 0.09660133 2.63377276 4
88.4430298 6.30003244 5.59246208 0.28364344 0.29937517 -2.6337029 4
180.902393 7.29362148 6.85036541 0.20912646 0.20066291 -2.63318 4
0.79407324 4.96499664 4.59072362 0.21231954 0.00807392 -2.6328455 4
83.5137963 5.37855402 5.9157167 0.27247308 0.23212641 2.63253138 4
5.63993494 2.96894307 3.34124734 0.10355939 0.20083925 2.63217573 4
9.93087288 4.14263955 3.7049718 0.17243752 0.25951436 -2.6315513 4
479.605028 7.09026093 7.59090637 0.17542214 0.22782452 2.63137511 4
181.187758 7.4722469 7.28182042 0.04265387 0.12591764 -2.6313321 4
144.021525 6.84847434 6.45118488 0.14254596 0.21625394 -2.6313031 4
32.4753332 5.44214146 5.64915336 0.06417858 0.1163926 2.63125804 4
23.0671799 5.20376521 5.38101882 0.03049311 0.10654644 2.63117506 4
23.9517423 5.2675636 4.99574639 0.09056083 0.16897738 -2.631013 4
20.1286386 4.65256076 4.91112983 0.05591449 0.15130214 2.63070957 4
43.2438169 5.4142255 5.02266962 0.06131839 0.28397318 -2.6301373 4
54.7358626 8.30289712 8.34150012 0.02201306 0.01301419 2.63000694 4
486.552659 7.23499987 7.71221568 0.19974179 0.20802258 2.62942769 4
4.43724326 5.88267243 2.18904605 0.64803564 0.48096098 -2.6291925 4
30.3754318 5.17032692 5.43368071 0.10194325 0.13495022 2.6287212 4
1292.13311 8.09146238 8.56019852 0.11552428 0.23446273 2.6284485 4
110.484318 7.01206284 6.68462011 0.16012522 0.14109925 -2.6280818 4
19.2898731 4.37950107 4.89582012 0.32124553 0.14892287 2.62788501 4
229.453518 7.71873559 7.86689834 0.03211311 0.08747376 2.62753603 4
19.1084827 5.72297178 5.8300391 0.04161353 0.05530848 2.6275177 4
8.18528935 5.41329951 5.16479769 0.14553957 0.04617753 -2.6269752 4
185.640583 6.72227943 7.02289053 0.08013518 0.16206307 2.62645422 4
838.927027 8.72893173 9.02259311 0.1701814 0.10017875 2.62643786 4
177.458062 7.47101537 7.16111254 0.14654011 0.1328522 -2.6261635 4
22.2176116 4.87862162 5.13618863 0.102357 0.12624783 2.62611802 4
23.8853639 5.03328648 5.28538258 0.1066013 0.11678729 2.62574646 4
10.5200784 4.89126111 4.45616889 0.22787024 0.12623218 -2.6256349 4
508.549119 8.96534897 8.80627154 0.07067683 0.07452062 -2.6253577 4
0.62885947 2.59011713 2.76164381 0.10861106 0.03959864 2.62526746 4
136.081918 6.49846498 6.76664743 0.04502115 0.15939358 2.62520095 4
24.0677674 4.68097727 4.98431341 0.09184262 0.17178716 2.62516334 4
18.7697355 5.02111952 5.26393121 0.12832535 0.09623293 2.62514804 4
231.492371 4.15978906 5.99016767 0.66381746 0.49090323 2.62514165 4
106.283464 4.93866488 5.71092331 0.30663229 0.37498728 2.62494255 4
261.398721 6.50068975 7.05960676 0.27497035 0.21034374 2.62477407 4
152.014609 5.60598728 6.26974076 0.28784993 0.29021751 2.62420478 4



49.7581484 6.67122809 6.80429557 0.06915161 0.05541142 2.62332769 4
6.83029861 5.07892978 4.16751252 0.48492772 0.10352254 -2.6233106 4
3.20282031 2.86512308 2.09755201 0.34308844 0.35762252 -2.6231798 4
127.913523 6.49923584 6.05750522 0.11445021 0.3214132 -2.6230024 4
137.584595 6.57901927 6.01755565 0.1937081 0.33313165 -2.6225363 4
115.483513 4.20557708 5.42407715 0.15084479 0.44322128 2.62232659 4
76.8251328 6.8377378 7.04099763 0.12565776 0.0678237 2.62146537 4
49.4375106 6.95577651 5.89901711 0.435664 0.13945077 -2.6206027 4
9.63984577 4.75490201 4.97693737 0.13595152 0.06521332 2.62055226 4
301.11052 7.30965583 7.62375025 0.13698091 0.15273302 2.62049066 4
187.92571 6.32378064 6.79114721 0.21564125 0.21869026 2.62047489 4

94.0977878 7.1819053 7.32435204 0.072797 0.06313111 2.61991169 4
29.3485855 5.94076849 6.11717843 0.09996414 0.0656822 2.61950797 4
19.5847824 5.3093614 4.9826699 0.15511299 0.13934706 -2.6193135 4
163.962012 5.39968365 6.70987846 1.01944264 0.20521081 2.61926271 4
277.261102 6.36402367 6.91329458 0.16694262 0.26432801 2.61895758 4
258.85924 7.48382563 7.19328437 0.06850798 0.19933575 -2.6188455 4

170.287703 6.39563807 6.74019478 0.01963398 0.20464418 2.61873153 4
42.4744698 6.00016788 5.65485025 0.166482 0.14774957 -2.6178164 4
215.169349 7.27319931 6.96188453 0.08725325 0.1919809 -2.6177251 4
32.1720773 8.21780314 6.74036961 0.57749267 0.03830369 -2.6173781 4
216.999675 8.0163358 7.40273779 0.31992472 0.1372857 -2.6172955 4
5.10091101 4.30296288 4.45834598 0.08422085 0.05827511 2.61703623 4
203.464885 7.46779485 7.74168744 0.17109047 0.08954296 2.61700568 4
143.886281 6.27292936 6.92131988 0.45415934 0.14708614 2.61625855 4
172.962072 7.60935521 7.0557259 0.25926392 0.15464827 -2.616204 4
26.4719696 7.48191679 7.67639063 0.1351508 0.01231041 2.61618261 4
3.24507819 2.3258389 2.87003647 0.36835173 0.1746221 2.61602941 4
48.5333821 6.52238488 6.28786145 0.12479832 0.08958194 -2.6159738 4
8.36997252 3.98440898 3.67646311 0.06513249 0.22393684 -2.6158094 4
648.471288 8.12188728 8.40017324 0.09753021 0.14584759 2.61520315 4
193.621989 7.26881176 7.45632116 0.03586056 0.11259335 2.61508227 4
15.8687371 4.94522823 4.35686248 0.29228461 0.2061207 -2.6149788 4
708.043992 8.91887264 9.10594426 0.09480185 0.08037303 2.61371581 4
130.992747 7.14839579 6.90827358 0.09561754 0.12822843 -2.6131927 4
7.22701064 4.6655066 4.46849275 0.09524048 0.08433892 -2.6129295 4
30.1321246 5.88729303 6.17434887 0.20263036 0.06317431 2.61287809 4
115.199276 6.87554467 6.61968416 0.08424131 0.16007596 -2.6128223 4
2.49512378 4.74433302 4.84986226 0.07036948 0.01946593 2.61253393 4
6.46625414 5.32464014 5.19700547 0.07269829 0.03554331 -2.6125137 4
15.1982488 5.08755326 5.22730108 0.03657199 0.0809045 2.61219215 4
224.096033 8.25399589 8.38268287 0.06825957 0.05150922 2.61210583 4
342.848537 7.47679087 7.06013433 0.09534862 0.29246646 -2.6120108 4
994.749514 7.70607428 8.20465021 0.06083883 0.25106845 2.61196392 4
32.3037398 6.64117291 6.77345862 0.08220766 0.03673295 2.61138116 4
93.9265693 6.63431151 7.08297166 0.30951682 0.08053923 2.61104822 4
5.1051657 4.59731647 4.46910187 0.06216067 0.05773541 -2.6105576 4

10.0832015 5.4070096 5.57289346 0.10831038 0.03789269 2.60980479 4



36.4400135 6.24650681 5.95927179 0.1583938 0.09380597 -2.6097227 4
35.7001402 7.97646914 7.7994129 0.10621021 0.01461307 -2.6096464 4
87.515265 5.69580866 6.09383651 0.14733471 0.18858896 2.60865402 4

63.6574728 5.44669058 5.99784347 0.367853 0.16107803 2.60859861 4
146.610458 6.21531423 6.63763963 0.18542543 0.18392549 2.60847733 4
33.5047765 5.31671683 5.53857225 0.04135735 0.1346949 2.60844572 4
368.059426 7.96429918 8.16749386 0.08145781 0.10177542 2.60815608 4
61.5789569 6.91457226 6.76165646 0.07043799 0.06988974 -2.6081037 4
262.611114 6.829054 7.17439148 0.03300409 0.19680068 2.60762004 4
19.8048755 5.43913254 5.29557038 0.01255377 0.10148338 -2.6072775 4
17.1404847 5.63800015 5.97072905 0.24616545 0.04370492 2.60709403 4
436.838886 7.40006284 7.72649192 0.02502522 0.19860283 2.60700212 4
29.1344284 4.89807274 4.33133618 0.1739975 0.34274938 -2.6068359 4

436.4403 8.75570714 8.8752005 0.04937204 0.06161658 2.606449 4
214.785241 7.0634165 7.37597374 0.16546369 0.1330454 2.60573133 4
6.40434678 3.59578208 3.95757806 0.23490421 0.12067901 2.60566993 4
39.1543387 5.12209988 4.58982496 0.10995622 0.38057882 -2.6056692 4
33.0399197 7.59846201 7.50433754 0.05748587 0.01819768 -2.6050286 4
29.6274167 3.80224464 4.49919542 0.23397663 0.32304863 2.60490209 4
2.77422123 2.56096253 2.87287008 0.12135223 0.15021186 2.60472525 4
47.0628471 6.13105748 4.97995951 0.44394994 0.3446099 -2.6039275 4
105.206769 4.16788329 5.33385697 0.12094245 0.47789572 2.60388918 4
149.503579 7.32676614 7.09359022 0.09519608 0.12628798 -2.6031982 4
61.9486635 5.33801953 5.85226638 0.2987483 0.17362898 2.60315622 4
47.4717043 5.84181815 6.02983336 0.02953242 0.11252362 2.60215029 4
272.96053 7.50964449 6.51169803 0.40820661 0.36912214 -2.6021349 4

16.8815285 6.40340142 6.20958564 0.11298857 0.03405289 -2.6019702 4
43.510907 6.04377623 5.84243311 0.06005882 0.12178308 -2.6019342 4

121.979019 6.63609194 6.24025293 0.14266381 0.24522763 -2.6016919 4
191.124908 5.15484541 6.87533554 1.33162707 0.19222897 2.60141545 4
11.3328651 5.83092122 5.64444801 0.10744572 0.03998522 -2.6013143 4
151.308379 6.54406665 6.82376557 0.04719206 0.17211826 2.60080582 4
7.9232962 5.06203325 4.80483446 0.14204293 0.06547914 -2.6002148 4

27.8972643 6.02704697 5.76664122 0.1390221 0.08798794 -2.6000468 4
119.430407 7.06575425 6.87646505 0.0468989 0.12738628 -2.5996427 4
47.2779934 6.90865045 7.01444219 0.0567258 0.04213665 2.59963896 4
52.8141355 6.00658707 6.28624389 0.16929325 0.10028241 2.59932364 4
54.4112528 5.94363417 6.40863546 0.37159485 0.08752911 2.59899623 4
4.35873379 4.00838802 3.77550377 0.11864884 0.10211266 -2.5989801 4
94.4089404 5.93770276 6.33040774 0.21236656 0.16911031 2.59883659 4
148.850558 6.40592731 6.75502268 0.140312 0.1673935 2.59823887 4
216.899852 7.60495218 7.75407097 0.01704579 0.09234813 2.59819203 4
6.45769162 4.35608974 4.47559228 0.02260471 0.07237364 2.59796373 4
124.009644 6.89302577 6.25511096 0.29457272 0.25327228 -2.5979064 4
10.2703127 5.90425651 5.07200202 0.39216316 0.06324828 -2.5978985 4
708.769172 7.29818404 7.81922729 0.06487948 0.27517232 2.59768515 4
47.907681 4.95989781 6.33757094 1.06772344 0.08607225 2.59749975 4

5.68952687 4.58937619 4.48086598 0.03568277 0.06371747 -2.5973599 4



51.4904566 6.22530506 6.43866022 0.12152215 0.08036174 2.5970002 4
394.978568 7.64530993 7.91852869 0.09834077 0.13957055 2.59671844 4
13.4387564 4.73469944 4.99320855 0.15090704 0.09352563 2.59667237 4
80.109165 6.70498461 6.27105982 0.215822 0.15128441 -2.5965372 4

98.0509322 7.42715742 7.66516597 0.16095734 0.04657105 2.59635446 4
125.802211 5.73048572 6.30106381 0.30131165 0.24413913 2.59611096 4
53.2178457 5.77712486 5.99911739 0.04326281 0.13249597 2.59575352 4
122.840388 6.94423369 7.18104064 0.12667098 0.0914808 2.59574367 4
154.981825 6.32772278 6.7662836 0.23507182 0.17366982 2.59563645 4
30.1275638 5.51702193 5.23265131 0.10763743 0.15450701 -2.595363 4
845.561012 7.77667527 8.28347416 0.26671157 0.21952467 2.59529527 4
224.530471 5.89183759 6.55834653 0.24446213 0.30745416 2.59527687 4
32.6456138 4.60672711 4.98900665 0.03334169 0.233112 2.59513158 4
7.0321217 4.20888282 4.03030841 0.01978134 0.12526413 -2.594285 4
22.886261 6.39327287 4.50927405 0.69641941 0.25006933 -2.5942565 4

10.7204739 4.52010905 4.70893211 0.07888179 0.09752149 2.59420096 4
26.8992215 4.52405537 4.892672 0.09930631 0.1942024 2.59369337 4
107.427707 6.72447436 7.09800927 0.27334301 0.08694922 2.59286987 4
959.434137 7.18598865 7.92938535 0.27325293 0.3135919 2.59285531 4
5.53064166 2.89056586 3.25428433 0.02981422 0.22645921 2.59276864 4
738.516075 7.36806671 7.87767019 0.06790228 0.27136926 2.59240679 4
7.9187616 4.97232699 5.14881027 0.11771191 0.04550775 2.59234008 4

393.766452 6.71092055 7.54179072 0.66400268 0.21998282 2.59209039 4
120.428996 7.2814788 6.66893539 0.30145488 0.15801311 -2.5920005 4
212.417772 7.44865234 7.14459569 0.1263094 0.17153938 -2.5916023 4
287.363535 7.79558481 7.58381593 0.03846557 0.14033885 -2.5914594 4
141.832902 7.64799139 7.23551345 0.21179042 0.10187106 -2.5912174 4
4.69754364 5.01750029 4.87854442 0.08040216 0.03607491 -2.5903707 4
18.1120205 4.58920729 4.22267649 0.065856 0.25814504 -2.5903537 4
22.0644531 3.60922897 4.56588352 0.66729578 0.23959369 2.59029022 4
81.0636215 5.26156387 5.73007749 0.04444986 0.25552329 2.59013389 4
139.916239 7.81636078 7.95044441 0.07512787 0.04862441 2.58953551 4
500.279001 7.83296876 8.08645669 0.02621358 0.15985814 2.58879309 4
26.8375432 4.78714051 5.08917934 0.095188 0.16991807 2.58864685 4
4.04260869 3.91147175 4.03951504 0.04470708 0.06978338 2.58852341 4
998.656973 7.49200185 8.17490704 0.34262348 0.26075754 2.58836602 4
485.055011 8.19884248 7.9298843 0.0763094 0.18186857 -2.5879429 4
52.9831638 5.00781125 5.5157782 0.24751993 0.20026426 2.5878649 4
1670.37786 7.85328721 8.50743432 0.11158198 0.30573566 2.58783522 4
60.2602643 5.69428942 5.17840191 0.16771838 0.36695349 -2.5877921 4
146.383688 6.30508889 6.64704831 0.09271344 0.19381944 2.58772913 4
152.968278 7.30279658 7.54715495 0.15062246 0.0810874 2.58768535 4
95.6987535 7.47874798 7.73220055 0.17191581 0.04164563 2.58719484 4
18.1930025 4.38075086 4.79656562 0.2516176 0.14389498 2.5870703 4
9.89811672 5.05461284 5.22685526 0.10450284 0.05301971 2.58677731 4
153.015992 7.87177577 7.74304525 0.05628215 0.06705975 -2.5866705 4
26.6738539 4.04356462 4.74806474 0.44613462 0.24584759 2.58666068 4
7.43041731 4.68407385 4.82241768 0.07190242 0.06072677 2.58644878 4



28.5906748 5.16553416 5.39632713 0.07156036 0.13443137 2.58629282 4
76.633851 5.46865887 5.86792582 0.11620111 0.23006854 2.58615169 4

16.0590761 5.05065062 4.65570654 0.19244176 0.14670363 -2.5857571 4
22.8026621 4.81541104 5.15759803 0.20380999 0.13146625 2.58573243 4
39.4306758 5.59933321 5.82665922 0.09436049 0.11950689 2.5850649 4
19.8121855 4.88572295 4.54532753 0.11163979 0.21646268 -2.5850221 4
294.149518 6.66039417 7.16100487 0.2284361 0.24081329 2.58449653 4
7.44826587 4.40502366 4.70763113 0.20037141 0.06604785 2.58413099 4
45.907857 6.8103648 6.69616461 0.05239039 0.05589291 -2.5840009 4

92.9940309 5.10783178 5.71559665 0.16553226 0.28199574 2.58360526 4
1.44189837 3.42985076 3.59122233 0.10443008 0.03935157 2.58356724 4
141.49055 6.41702934 6.71322739 0.05863134 0.16361872 2.58300981 4

362.631449 6.29538796 6.95604646 0.10362071 0.34930178 2.58255595 4
697.804762 8.7115972 8.28197113 0.200587 0.18267005 -2.5824056 4
87.0350375 6.50535812 6.27528832 0.02917696 0.16074272 -2.5822679 4
16.9726272 4.87260093 5.15809027 0.17951941 0.09875919 2.58207805 4
12.2613782 6.55164409 6.11889845 0.23625441 0.02678863 -2.5815979 4
40.5361735 5.57068869 5.79256902 0.07208779 0.12435529 2.58127843 4
10.9411225 2.83250789 3.57634597 0.37769192 0.33193457 2.58117802 4
109.114754 6.53374928 6.7414401 0.01535946 0.12719628 2.5810244 4
6.3268329 3.54561792 3.82163452 0.11951815 0.1436274 2.58046626 4

13.7958293 5.15069701 4.72561801 0.24102341 0.1234819 -2.5798543 4
121.61191 7.49230693 6.97258517 0.29514892 0.11132836 -2.5797782 4

18.6859466 5.50438902 5.28667031 0.11099759 0.09330755 -2.5794918 4
1749.91307 8.78218473 8.1369196 0.1160546 0.52125793 -2.5794836 4
53.0487248 6.46076984 6.22629636 0.11658413 0.10791003 -2.5789885 4
6.65166766 2.9792362 1.98277798 0.1829795 0.72150081 -2.5788693 4
15.1998853 4.55670758 4.77615445 0.05378868 0.12616856 2.57879237 4
5.67352001 5.24673282 5.1125472 0.08198654 0.03385949 -2.5781364 4
251.773526 5.67279163 6.46160672 0.16220193 0.4151783 2.57776044 4
229.572711 6.9206452 7.29192634 0.19186994 0.15945723 2.57644569 4
17.4915538 6.33289619 4.71696559 0.59465222 0.15851997 -2.5757747 4
43.4732578 5.84714072 5.57677996 0.09252536 0.16582909 -2.5756455 4
24.2434811 5.27636875 5.45747621 0.0552307 0.10035481 2.57516228 4
5.63846941 3.32938719 3.64375928 0.15253774 0.15360244 2.57515594 4
184.631028 7.57793738 7.7319399 0.0612132 0.08153921 2.57506897 4
109.321338 6.66317795 6.39734519 0.05917258 0.18533164 -2.574808 4
4.93145134 3.61838915 3.86375833 0.13518359 0.10189043 2.57429749 4
6.50419443 4.11973994 4.28941856 0.06883333 0.08706684 2.57396195 4
741.043083 7.35237832 7.86503099 0.06054894 0.27527381 2.57378779 4
112.489234 6.04834061 6.39469706 0.11044059 0.18568442 2.57366565 4
135.191543 6.66248587 6.94097826 0.13272498 0.12648567 2.57330505 4
88.0300945 6.93619128 6.74948476 0.07591184 0.10135786 -2.5732058 4
68.0708834 6.58692208 5.93292877 0.32735971 0.1716338 -2.5725934 4
202.20657 7.72129062 7.97680963 0.17162359 0.06824579 2.57253083 4

193.996403 6.88809984 6.47912471 0.08685977 0.28135008 -2.5723703 4
6.27615692 5.2674087 4.95346128 0.19663952 0.04480295 -2.5722045 4
54.8807644 5.51283104 5.8235381 0.11416386 0.16327665 2.57199363 4



18.5781195 5.61032904 5.28596432 0.17040529 0.09340524 -2.5718463 4
16.6453187 5.37921389 5.15880703 0.10908082 0.09783344 -2.5716915 4
142.624771 6.75858434 6.02483985 0.31173705 0.3331904 -2.5716891 4
341.07175 8.51506763 8.34010762 0.08516064 0.07954787 -2.5710874 4

96.7695039 6.5709987 6.31261008 0.06147707 0.16772618 -2.57107 4
57.1815335 5.47429442 6.00869441 0.40907355 0.13600958 2.57104919 4
168.703498 7.19106354 7.40937316 0.10197804 0.10042622 2.57098878 4
22.6715763 5.55397685 5.19293859 0.18426069 0.13048167 -2.5709843 4
422.760462 8.1521722 8.35419159 0.08904477 0.09817908 2.57013228 4
70.6263391 6.40592929 6.18192202 0.06340057 0.1416786 -2.5700147 4
247.926418 7.1246456 7.43397947 0.14367406 0.14992059 2.56999562 4
19.0979209 5.30928086 5.45723366 0.0539748 0.08003164 2.56950201 4
9.7262079 3.22454079 3.67426177 0.10206433 0.22967128 2.56945559 4

24.2387322 5.67227106 5.80012273 0.04066498 0.07453322 2.5692531 4
26.366567 5.77661953 3.78828257 0.52836239 0.57790555 -2.5691069 4

71.5537009 5.4667503 5.90841864 0.21267199 0.19613438 2.56826559 4
234.111649 7.2747054 7.52984529 0.11030505 0.12117584 2.56825198 4
376.838214 7.24012091 7.60860411 0.14406972 0.19111814 2.56796527 4
7.81800043 3.87767322 3.50118302 0.13170983 0.24098656 -2.5679462 4
140.131027 5.66152824 6.20456557 0.15245125 0.26340439 2.56792655 4
196.678848 7.88955965 7.43769392 0.23434993 0.11365711 -2.567838 4
8.59021884 4.67398655 4.46474244 0.10230822 0.09604281 -2.5675603 4
474.027887 6.75569023 7.37831029 0.2388688 0.29292175 2.56755063 4
15.0419553 5.41609295 5.53557515 0.05467906 0.05961248 2.56742032 4
373.190579 7.93056259 8.53403101 0.45795478 0.07473525 2.56724168 4
19.1997097 5.97429662 5.86171074 0.05265744 0.05389214 -2.5669186 4
62.0666608 5.5372159 5.8504912 0.07743343 0.17780065 2.56686334 4
60.5338787 5.74374307 6.0772157 0.18017023 0.1379227 2.56666726 4
46.5671873 4.0437919 4.95612544 0.6236106 0.35448618 2.56662616 4
26.6382593 4.50420282 4.86765586 0.08517972 0.19437589 2.56578605 4
61.6881827 5.69097785 5.96420211 0.0674422 0.16209096 2.56571683 4
86.0024142 3.87646297 5.07284807 0.23478204 0.60425248 2.56517117 4
2.95603267 3.28786564 3.10305946 0.00700464 0.13484205 -2.5651624 4
10.6070449 7.68570921 7.83830172 0.11013498 0.00418751 2.56514221 4
46.8856258 4.14005901 4.89766701 0.2887399 0.38026913 2.56498757 4
297.56917 7.50140855 7.79663149 0.15483416 0.12260785 2.5646723 4

5.81150289 4.10905641 4.31865364 0.1240932 0.07747808 2.56441992 4
290.302559 7.69812147 7.99909768 0.18188826 0.09690263 2.56409785 4
39.3919327 6.2286129 6.41421149 0.10831314 0.06374721 2.56378001 4
28.9984222 5.16122328 4.82494317 0.08677111 0.21911133 -2.5627605 4
138.330103 7.68094944 7.82074373 0.07935872 0.05541286 2.5624192 4
98.7105624 6.65639637 5.82526483 0.41986969 0.31107588 -2.56188 4
3.46911719 4.56422231 4.70676874 0.09724434 0.03107537 2.56139629 4
101.033513 5.91041479 6.34306441 0.22782769 0.18459752 2.56138337 4
82.9783357 7.08227346 6.76568661 0.16627323 0.09775697 -2.5612434 4
115.916861 7.68582496 7.84750652 0.10677488 0.04525588 2.56057774 4
80.8492435 6.60853161 6.79003556 0.07965178 0.08863673 2.56054139 4
1.11440305 4.75704119 4.46046681 0.18181156 0.01292156 -2.5602985 4



176.842364 5.23728046 6.04950139 0.09147277 0.45311705 2.55907452 4
234.498706 7.57773582 7.33820452 0.07317181 0.15051826 -2.5589679 4
185.197595 7.5818851 7.29038332 0.13985067 0.12848821 -2.5586622 4
324.133426 8.42686419 8.07651535 0.1935834 0.1000042 -2.557798 4
121.51655 5.88683647 6.31972082 0.16760357 0.22109616 2.55740266 4
15.055131 3.69988867 4.16845296 0.17519874 0.21752659 2.55718874 4

19.3942579 4.51350304 4.78484258 0.0510134 0.16467126 2.5567441 4
3.37371041 3.52148861 3.81573759 0.20139626 0.07437521 2.55630843 4
115.849853 6.66233432 6.92654848 0.1375168 0.11309412 2.5562381 4
318.197782 7.88934485 8.1260052 0.1361566 0.09662202 2.55609673 4
505.392444 5.55060256 6.96729835 0.94691182 0.4681351 2.55592556 4
103.225986 6.38617042 6.0237435 0.09534239 0.23352994 -2.5553302 4
2.92484114 2.98438375 2.70158908 0.06288656 0.20055377 -2.5548133 4
91.8626678 7.16742679 7.40608494 0.16792761 0.05625 2.55478933 4
28.7859213 5.55092011 5.70039728 0.00181017 0.09784758 2.55419121 4
321.113883 7.97479025 8.22083193 0.15555819 0.08851869 2.5541752 4
6.03740681 4.63922857 4.43633941 0.11595659 0.07157883 -2.553654 4
161.958946 5.5935759 6.25767808 0.26702021 0.31195278 2.55303505 4
4.68848214 4.70239385 4.86704093 0.10875405 0.03577178 2.55219227 4
64.7488272 6.41610833 6.68839446 0.1827994 0.08231956 2.55213111 4
898.918907 6.5589272 7.59566694 0.36672279 0.40187464 2.55193405 4
19.0759291 5.45597098 5.18433428 0.14019897 0.10365296 -2.5517537 4
3.43708196 2.9010501 3.23350099 0.18157886 0.13293243 2.55159302 4
677.970644 8.33535381 8.5807876 0.10297756 0.12289857 2.55124445 4

8.035567 4.81362767 4.9170244 0.03636431 0.05913628 2.55119371 4
47.246384 4.99816645 5.43165179 0.20347689 0.1959475 2.55098467 4

4.37260918 4.39286417 4.75135723 0.25459295 0.03736894 2.55098436 4
207.422328 5.50375497 6.40045784 0.55005868 0.31492966 2.55060381 4
28.4916255 6.85767121 7.08847528 0.17384568 0.02392432 2.55059931 4
28.259494 5.44611429 5.20316209 0.07673136 0.15912936 -2.5505468 4

240.937761 5.53653122 6.46549395 0.49776727 0.37967489 2.55054023 4
3.17029401 3.94291354 4.21100587 0.1972994 0.04648806 2.55010864 4
253.197384 5.31836436 6.4249374 0.67501249 0.37754295 2.54847107 4
51.3209988 6.30705919 6.08782891 0.09446778 0.11367654 -2.5484491 4
65.4675826 6.18646948 5.95526377 0.0149767 0.16164875 -2.5484354 4
10.0342392 4.84351354 4.60962358 0.123813 0.09726319 -2.5477296 4
601.53099 8.3305034 7.9900192 0.12672003 0.21560366 -2.5475839 4

122.879071 7.11868471 7.27031709 0.05339565 0.08389969 2.5473504 4
391.427607 7.73315375 8.01649353 0.13719618 0.12664693 2.54650842 4
227.026355 7.03037597 7.28528003 0.03749517 0.15730548 2.54650226 4
123.180204 7.66469713 7.78963244 0.07045803 0.0505399 2.54642418 4
132.937738 6.49978928 6.00964449 0.15319994 0.35440178 -2.5462034 4
317.873842 6.96064438 7.32487607 0.0819422 0.22186363 2.54482811 4
52.0095745 5.76308723 5.19862815 0.22869025 0.29352963 -2.5446276 4
7.81280402 5.79470677 4.7914368 0.41124359 0.0659764 -2.5443986 4
214.497672 6.93144122 6.45860277 0.12779993 0.30705085 -2.5443962 4
23.272231 5.26259458 5.55047792 0.1779728 0.09058927 2.54432555 4

13.6199288 4.8423751 4.18125101 0.35224336 0.21812057 -2.5441042 4



237.704319 8.04831821 8.21046211 0.09062197 0.06550125 2.54378571 4
15.6620456 3.80243338 4.27313325 0.21534494 0.20803529 2.54252203 4
619.880622 8.2894098 8.69214172 0.26944548 0.10684524 2.54208421 4
376.620906 7.87795512 7.55855262 0.11890912 0.18863386 -2.5419959 4
187.540708 5.71308373 6.35873515 0.20971979 0.32993256 2.54192328 4

50.35854 5.85111355 6.05507378 0.06036424 0.1180301 2.54189959 4
681.132539 8.50717732 8.76823227 0.15046141 0.10290131 2.54172916 4
1.83518804 4.28566424 4.3258669 0.01220962 0.02422564 2.54170846 4
8.24467477 4.96483135 4.4566086 0.28074229 0.09302606 -2.5414392 4
380.482359 7.05548097 7.44092745 0.07285702 0.2231123 2.54138131 4
161.554493 6.78604433 7.02675391 0.05556313 0.13912404 2.54117138 4
5.17961841 3.58412487 3.81181455 0.09948447 0.11574116 2.5403441 4
44.4710283 7.24282636 6.03359521 0.47739955 0.10847065 -2.5400444 4
911.502772 7.57023444 8.71371381 0.85037063 0.15571526 2.53980688 4
34.4559241 6.31143303 6.42339783 0.05072518 0.05618326 2.53965918 4
49.9920744 6.22720092 5.89420693 0.16274145 0.13894582 -2.5394183 4
411.914123 6.5148154 7.17504221 0.25494674 0.32013402 2.53915845 4
155.657915 7.64160288 7.52190345 0.01132633 0.08325991 -2.5391561 4
50.2420126 6.27214697 6.51650787 0.16373613 0.07555771 2.53888657 4
160.01208 6.89343637 7.12798902 0.08697751 0.12618177 2.53883538 4

463.312436 7.36039672 7.70626088 0.03479197 0.21946023 2.53813117 4
68.572884 4.42814425 5.54722075 0.92084262 0.28744162 2.53807668 4

1.54873268 2.62587793 2.20011855 0.20145475 0.17843853 -2.53792 4
9.00314979 4.19560838 4.39161038 0.06349653 0.11032215 2.53780561 4
48.1934464 5.53333349 5.78775441 0.06964973 0.14333613 2.53740243 4
262.619735 6.94920548 7.27841144 0.10474606 0.18352063 2.53729168 4
64.155293 6.73998414 6.86704222 0.05367197 0.06556135 2.53707823 4

16.6259623 4.52920277 4.79657518 0.10903984 0.13194307 2.5369393 4
0.51379351 1.70558188 -3.5662513 0.63889375 3.44325987 -2.5367701 4
10.3712237 4.17446685 4.39091665 0.05536462 0.13092954 2.53637151 4
19.7358607 5.61886006 5.28520493 0.18503203 0.10109612 -2.5363192 4
164.935733 6.38614929 6.84827437 0.29795559 0.17717401 2.53630231 4
91.7964927 5.54070724 6.07642723 0.33516716 0.20899667 2.53606558 4
21.5633285 5.99165125 5.73798861 0.14112933 0.06830974 -2.5358285 4
112.031438 8.37179703 8.32514323 0.01704289 0.02732313 -2.5358036 4
1.90332417 3.66732462 3.84126124 0.11908104 0.04039744 2.53539852 4
78.2867367 7.26457574 7.04612138 0.12182039 0.06947877 -2.5353092 4
18.0961351 4.74030948 4.97202496 0.08772985 0.12087024 2.53526774 4
5.37243468 4.08371327 3.89249449 0.07748925 0.10637191 -2.5352245 4
104.04613 5.91082972 6.77701257 0.63103301 0.11860863 2.53514231 4

104.208131 6.8503476 7.00329232 0.03234479 0.09546633 2.53469211 4
8.27254546 3.33223047 3.74522012 0.18496848 0.19103578 2.5346919 4
8.27254546 3.33223047 3.74522012 0.18496848 0.19103578 2.5346919 4
13.0300224 4.43807657 4.63950822 0.02879246 0.12360982 2.53425595 4
1016.77381 8.01845485 8.43143622 0.13946161 0.20849082 2.53371822 4
110.676347 5.56390318 6.09829092 0.25724184 0.23555286 2.53369961 4
44.9688628 6.47321657 6.59573207 0.05532975 0.06085857 2.53346528 4
2.27424682 0.99051306 1.75039063 0.0968565 0.38920438 2.53328015 4



194.715858 6.9807924 6.57926928 0.11768498 0.2814517 -2.5332032 4
30.3293578 5.02522243 5.29064845 0.0778142 0.15116544 2.533183 4
3.53045137 3.87877804 4.02551729 0.08090137 0.0619467 2.53291866 4
8.67199727 3.71558675 3.25357072 0.11087867 0.36436413 -2.5327017 4
49.0444135 5.74098492 6.01977734 0.15057386 0.1191942 2.53190827 4
203.328379 6.9996038 6.49443353 0.17866016 0.33065239 -2.5312793 4
38.4429832 5.02222269 5.38707956 0.17701336 0.18463686 2.53123169 4
1246.69168 8.19664805 8.64434143 0.18820505 0.2298659 2.5305655 4
33.2324893 5.48212131 5.69275297 0.08690245 0.11530053 2.5300147 4
111.00222 6.74808081 6.5226411 0.02875222 0.16875899 -2.5298337 4

158.193376 6.82923682 6.46490786 0.10762809 0.23143926 -2.5295795 4
103.271274 6.979305 6.79669965 0.05845945 0.11915464 -2.5292718 4
28.1301149 5.46726433 5.6367936 0.04969145 0.09808177 2.52893877 4
4.44337576 4.03477479 3.77725542 0.13274081 0.09924386 -2.5286869 4
194.852632 7.40583269 7.60716712 0.09975407 0.09550203 2.52859655 4
63.0375975 6.23289689 6.40384224 0.04047092 0.1065796 2.52848442 4
63.0375975 6.23289689 6.40384224 0.04047092 0.1065796 2.52848442 4
63.0375975 6.23289689 6.40384224 0.04047092 0.1065796 2.52848442 4
34.932653 4.74858403 5.12854914 0.13021466 0.21258408 2.52800826 4

48.7255735 4.22103236 5.1807331 0.62211887 0.28196565 2.52750451 4
2.00321653 -0.7151552 1.14804923 0.58222169 0.54134906 2.52718391 4
69.8893466 6.43218623 6.64042307 0.11293968 0.08891185 2.52693517 4
49.1421969 6.25687281 6.50236506 0.16153942 0.07527351 2.52657775 4
9.36397865 4.52913255 4.68118419 0.05317506 0.08538628 2.52552231 4
313.852768 8.02102707 8.16092706 0.0199831 0.08948181 2.52545567 4
64.2777703 6.43744918 5.85901047 0.29210499 0.17441398 -2.5251635 4
660.117386 8.78402025 8.9568515 0.08250704 0.08708505 2.52511712 4
297.440778 5.44914921 6.45190295 0.17688281 0.41494479 2.52455507 4
135.950501 6.86526392 6.44059031 0.19751309 0.22263488 -2.5243423 4
695.409351 7.93006519 8.24852881 0.09027443 0.19088012 2.52410263 4
14.3768757 5.09281242 5.22790736 0.04727074 0.0769212 2.52391852 4
2.91267229 2.95449126 3.16109456 0.05509778 0.12513728 2.52360977 4
69.8511288 5.73426343 6.32404614 0.4711124 0.12853464 2.52234962 4
309.220493 8.1754426 8.54386115 0.26525033 0.05949812 2.52215413 4
52.1680063 4.85591897 5.33686069 0.16254456 0.23327713 2.52184105 4
61.7210659 5.87208815 6.11569549 0.08405985 0.13345081 2.52129311 4
50.911639 6.36850237 6.55242707 0.10930674 0.07198853 2.52127382 4

13.5260473 4.33577862 4.56587937 0.0463268 0.14066415 2.52117732 4
34.3137918 6.2290145 6.42713555 0.12659492 0.05544472 2.52078972 4
200.293453 8.37831019 8.20284921 0.10550253 0.05432012 -2.5207626 4
86.3571395 6.52636882 6.22493638 0.12021957 0.16396455 -2.5202298 4
55.480008 4.1354502 4.91545313 0.02241948 0.38294617 2.51995515 4

1.14763383 1.4109511 1.80909791 0.18267927 0.17787496 2.51989804 4
15.7342641 4.41038882 4.03251159 0.07153353 0.29955829 -2.5194386 4
9.64854329 4.68225415 4.89868979 0.13471266 0.07049086 2.51924964 4
27.6269944 5.62790935 4.76174325 0.4015912 0.23250226 -2.518971 4
294.882311 7.27600109 7.54699747 0.08067127 0.14943547 2.51858843 4
58.1280303 5.10442934 5.53924337 0.15713333 0.24107103 2.51826827 4



6.80651594 5.24012801 5.34010347 0.0626632 0.03270459 2.51798925 4
46.6066633 4.41331018 5.05269395 0.2677275 0.27332298 2.5173449 4
6.75799679 3.50715931 3.11817403 0.05497925 0.27392879 -2.5171243 4
187.588113 6.79733047 7.0970819 0.1264246 0.16196871 2.51698817 4
7.66828801 3.84879207 4.13129463 0.1500208 0.1189896 2.51687477 4
44.943526 4.95299187 5.42148338 0.27131068 0.20325365 2.5163518 4
0.454365 3.52749575 3.76913052 0.17752074 0.01051201 2.51585633 4

108.52802 6.81967063 6.99963483 0.07054085 0.09747584 2.5154299 4
24.0742934 5.10401732 5.29370324 0.0217289 0.12140407 2.51518895 4
2.49829705 4.51866101 4.41025919 0.06711815 0.03035591 -2.5150074 4
3.47244123 3.34408505 3.10515851 0.07449595 0.15822839 -2.514728 4
1.77338637 0.47677635 2.26180462 2.18231156 0.17954285 2.51442247 4
380.004077 6.90144552 7.38334494 0.21886385 0.2202986 2.5141592 4
13.6009921 5.32882436 5.55048861 0.15558086 0.05363628 2.51357625 4
14.0097725 5.3147375 5.18451064 0.04751383 0.08015939 -2.5134679 4
9.50952527 3.63662457 4.02026959 0.21347664 0.16818879 2.5133443 4
9.19073907 5.23035203 5.38908836 0.10851642 0.04181185 2.5132377 4
118.009612 6.67969743 6.0231706 0.3149337 0.27506902 -2.5131158 4
54.5944894 6.36068897 6.59475653 0.15572779 0.07478542 2.51275902 4
21.5009958 5.26887375 4.95699657 0.14940495 0.14550039 -2.5125002 4
112.770493 6.38292524 5.97109652 0.11281758 0.28528467 -2.5122238 4
42.2434033 5.68548106 5.33211022 0.13741974 0.2159163 -2.5120963 4
62.9075165 6.21673777 6.45074175 0.13426372 0.09789475 2.51182383 4
92.4663031 5.99898042 6.32024816 0.12984974 0.16836345 2.51149956 4
123.558979 6.65995458 6.33444365 0.09470213 0.21744891 -2.5110604 4
3.65403475 3.08528467 2.70828109 0.12454891 0.25003637 -2.5110041 4
858.802797 8.11051961 8.42253658 0.05337655 0.19109462 2.51043056 4
1.71153578 4.72267356 4.43508326 0.17830515 0.02040683 -2.5102375 4
1.71153578 4.72267356 4.43508326 0.17830515 0.02040683 -2.5102375 4
1.41677297 2.99111478 3.11391826 0.05549526 0.06270897 2.51016225 4
1619.08933 9.06403512 8.69271098 0.07771153 0.29211485 -2.5097852 4
79.7874445 6.12730611 5.74894654 0.11935537 0.23716181 -2.5097534 4
37.877455 6.13745 6.26166924 0.04249259 0.07264879 2.50904415 4

2.00300626 4.6595699 4.46374042 0.12017333 0.02320879 -2.5090305 4
515.982675 7.08457843 7.55702118 0.08095706 0.24923079 2.50878644 4
76.027744 6.2648766 6.01259873 0.0312912 0.18798867 -2.5087054 4

102.290767 6.1981286 6.48096237 0.09927062 0.15255391 2.50788044 4
3.77731374 4.34783626 4.41825055 0.01411954 0.04610996 2.50748347 4
221.067392 7.81986242 7.62097578 0.084985 0.11118481 -2.507476 4
750.927691 7.12323859 7.73032513 0.11980554 0.31298859 2.50697599 4
273.851377 8.97575429 9.03941656 0.02934765 0.03221341 2.50687904 4
28.2296668 3.79024831 4.55689782 0.42519566 0.31009825 2.50680368 4
31.0934034 5.66187167 5.851014 0.09555403 0.08853843 2.50679858 4
11.3424304 5.20740161 4.96535905 0.14439875 0.07745201 -2.5066596 4
138.688948 7.17669825 6.96938485 0.07059767 0.1260869 -2.5065072 4
16.2357665 4.48974573 4.71747059 0.01376908 0.14477528 2.50647002 4
252.977809 5.79243917 6.83807441 0.83888296 0.29195964 2.50638608 4
102.787434 6.62505978 6.36333492 0.0734316 0.16996391 -2.5058683 4



4.47957234 3.85388186 3.46298689 0.1967606 0.14539102 -2.505409 4
10.2968257 4.27604911 3.88226315 0.17037931 0.20038272 -2.5049864 4
5.39373265 3.78917816 3.53416994 0.09086181 0.15192836 -2.5046215 4
989.19789 7.67598595 8.20595534 0.20918998 0.28306841 2.50437481 4

183.455605 6.94453288 7.16933736 0.03160382 0.13692209 2.50421059 4
60.5577511 5.71407081 6.0418835 0.18170124 0.13979921 2.50419678 4
48.2876738 6.01834841 5.31737701 0.37129423 0.23478481 -2.5041037 4
613.067497 9.76354453 9.81337976 0.0050513 0.03321912 2.50336858 4
71.408558 5.53573666 4.84623721 0.14689852 0.53611073 -2.5031507 4

9.20980876 4.52485874 4.34962767 0.0440111 0.11965481 -2.5031159 4
97.7723158 6.37176574 5.97148051 0.14536406 0.25565662 -2.5027006 4

15.45668 4.57193862 4.8057364 0.09261561 0.13037771 2.50265991 4
4.88969223 4.72962226 4.8795261 0.09883248 0.03691726 2.5024582 4
13.0415261 6.99873357 2.93932983 0.66310337 0.72697589 -2.501759 4

58.16978 5.87450403 6.10975082 0.09211203 0.12796923 2.50175218 4
85.2037871 6.19834138 6.51754873 0.18112615 0.12174597 2.50057747 4
215.260772 6.74156303 7.13869614 0.21647129 0.16830486 2.50023111 4
3.31918876 3.22358624 2.8227282 0.1803474 0.18637936 -2.4998254 4
6.17639287 4.44587079 4.56064077 0.04402158 0.06516553 2.49956254 4
444.207687 7.15062945 7.62344801 0.25303015 0.21007507 2.49920416 4
23.4600409 5.4217247 5.21844376 0.07006326 0.12551354 -2.4990074 4
88.575859 3.3217293 5.01948822 0.8033987 0.61742333 2.49878873 4

240.511209 6.80456361 6.18423202 0.1372114 0.43336413 -2.498478 4
347.643798 6.79860874 7.26194262 0.16871598 0.24694197 2.49826566 4
9.70384603 4.78967984 4.91366548 0.04452889 0.07061773 2.49804361 4
36.6954793 4.89479052 5.24515192 0.12474951 0.19648206 2.49750067 4
115.889856 6.5056849 6.09320319 0.14712046 0.28048254 -2.4972168 4
908.703805 8.02720595 6.32825673 0.39953165 1.08285819 -2.4970794 4
243.060688 7.60139783 7.06139133 0.28588431 0.22037466 -2.4970694 4
76.0133554 5.79640167 5.22103348 0.17091267 0.42767053 -2.496727 4
31.3630693 5.47702054 5.65554817 0.04494074 0.11029732 2.49659792 4
14.4515723 4.31200058 4.5949499 0.12433347 0.13996965 2.49657702 4
44.5325194 5.65308576 5.86684257 0.06298121 0.1220866 2.49648761 4
198.93353 6.7748167 5.60546325 0.41893331 0.60899834 -2.4963406 4

113.484795 6.37361663 5.95409467 0.11697121 0.28969096 -2.496331 4
113.484795 6.37361663 5.95409467 0.11697121 0.28969096 -2.496331 4
27.7396463 5.72072258 5.84868395 0.0315242 0.08053749 2.4963186 4
60.5506291 7.5875737 6.12600206 0.55918286 0.13053931 -2.4958587 4
42.5769389 5.91386014 6.17415212 0.16598136 0.0901881 2.49570508 4
153.300502 5.88064896 6.41425565 0.25172597 0.23944315 2.4955332 4
25.5391875 4.60369945 4.94815232 0.14336101 0.17261694 2.49549622 4
4.51636627 3.73583536 3.94252345 0.11744217 0.08587035 2.49540304 4
109.484126 6.90564525 6.35177506 0.26525824 0.18198459 -2.4953501 4
145.05462 6.73580513 6.38586172 0.099542 0.23891906 -2.4952936 4

126.310843 7.12979566 7.5256077 0.31705035 0.06694298 2.49521373 4
36.0307701 5.8771507 6.02202672 0.04278667 0.08891767 2.49498202 4
190.920877 6.71117976 6.9915843 0.02972423 0.18012779 2.49485678 4
55.3406559 5.7833173 6.04911698 0.13193201 0.13390016 2.4937534 4



74.6659707 5.68582998 6.04646868 0.16979564 0.18527074 2.49368549 4
86.5801924 5.08159141 5.6781246 0.23596435 0.28152971 2.49344596 4
5.80945094 3.88981306 4.05784243 0.05085851 0.10054401 2.49312884 4
136.729721 7.12759879 7.50239392 0.26841748 0.0757616 2.49267478 4
97.0909713 6.55711149 6.21354283 0.13968877 0.19475382 -2.4919902 4
12.9349064 5.46985261 5.55568641 0.03090691 0.05039832 2.49157113 4
229.348228 6.19084981 6.73667825 0.23157278 0.265386 2.49118257 4
1.87739742 1.85733772 1.17491197 0.06176701 0.65100424 -2.4910524 4
22.1119235 6.09689573 6.23891368 0.09283301 0.04350171 2.49042402 4
1751.98109 8.06107169 8.62086119 0.10747873 0.33664193 2.48989863 4
68.5265915 6.69050705 6.26837722 0.24003721 0.13463837 -2.489759 4
1.54542912 2.52891019 2.31197126 0.04665079 0.15980827 -2.4891696 4
1.53495738 3.47188426 3.59934348 0.08232245 0.04223727 2.48885697 4
116.399801 6.81165631 6.55935533 0.07968346 0.16231428 -2.4884292 4
49.1704348 4.961216 5.36246723 0.09670629 0.21546197 2.48811398 4
122.00303 7.23095483 7.01418621 0.10433879 0.10623345 -2.4881139 4

72.2706884 5.63148323 5.94256496 0.05511035 0.19287928 2.48809942 4
1.03668809 2.75890674 2.43652382 0.19062054 0.09259272 -2.4878812 4
317.676113 8.95596242 8.81038841 0.0863536 0.04730905 -2.4876304 4
4.28962921 4.40964393 4.26746948 0.07548449 0.06059537 -2.4876176 4
23.0561187 5.68756804 5.42719086 0.13695718 0.10037234 -2.4875577 4
345.212128 8.0626777 7.5475846 0.27504776 0.18579495 -2.4875366 4
2.63488851 4.932962 5.02572572 0.06460158 0.01728017 2.48721532 4
8.01130561 4.03377961 4.3263089 0.1839156 0.10708075 2.48652909 4

6.736409 4.44653385 4.69335631 0.17984513 0.06074464 2.48599334 4
22.2367874 6.10803857 5.98229083 0.06587737 0.05626446 -2.4859063 4
79.0731368 7.16017422 7.35697937 0.13073372 0.05002301 2.4857448 4
7.14542846 3.84186572 3.51866163 0.10678384 0.20282896 -2.4855304 4
14.1739324 4.66986786 4.87363085 0.0859455 0.11170718 2.48543241 4
1163.57305 5.95159867 7.58071586 0.70883991 0.61733484 2.48500389 4
4.73461158 3.96985683 4.15588661 0.10765228 0.07569378 2.48484907 4
4.73461158 3.96985683 4.15588661 0.10765228 0.07569378 2.48484907 4
1.79665725 3.96144022 4.14967273 0.14078125 0.02836076 2.48396359 4
153.835922 7.11039201 6.78707188 0.15184983 0.1657251 -2.4836783 4
52.7437522 5.57217515 5.95288306 0.2289192 0.13823969 2.48332587 4
78.0317135 6.73892981 6.55166263 0.07333769 0.11222421 -2.4831839 4
4.51635811 3.79765381 3.96058903 0.07208873 0.08790836 2.48279093 4
1.30004414 2.09120481 0.28598567 0.53612465 0.90420644 -2.4825354 4
46.6016178 5.75730372 5.35372909 0.17780097 0.20664343 -2.4825262 4
166.567785 7.15013384 7.31930875 0.01662948 0.10713795 2.48241421 4
287.948631 6.63932922 7.05164725 0.01903599 0.24346919 2.48226497 4
91.855477 7.45958926 7.58794501 0.07768572 0.04600911 2.48216407 4

133.792845 7.24924274 6.94772725 0.16350573 0.12390835 -2.4820277 4
34.8102625 5.28583403 5.54774247 0.12033764 0.13612531 2.48191981 4
221.86469 5.28728584 6.18290144 0.196315 0.51370098 2.48189554 4

299.015039 8.10890797 7.88463685 0.10829692 0.11585091 -2.4817432 4
133.750421 7.24682725 7.06282347 0.06603475 0.11586517 -2.481637 4
82.3210151 6.30937895 5.95590693 0.14540275 0.21131116 -2.4814747 4



14.5355231 4.0737624 4.36656602 0.00446899 0.17481779 2.48122091 4
259.140166 6.23829272 6.79953187 0.21344298 0.26724176 2.48087981 4
27.049379 4.70196755 4.99360783 0.02097888 0.17905226 2.48087733 4

485.867191 7.74239549 7.20858023 0.17897913 0.39375775 -2.4807552 4
25.5087833 4.94447904 4.55087599 0.12340553 0.28925361 -2.4804499 4
106.438533 6.17817449 6.56744786 0.25138409 0.15594855 2.47967484 4
5.76081589 3.81474222 3.5663231 0.07841954 0.17035342 -2.4795798 4
22.1953087 5.25165962 4.98991282 0.11213104 0.15155355 -2.4793429 4
23.6936792 5.42936628 5.58877956 0.06377199 0.09086386 2.47933676 4
396.149302 6.08977323 6.8671622 0.04421965 0.38370013 2.47929636 4
446.003293 7.41885201 7.73330455 0.03052576 0.18531733 2.4790772 4
200.384909 6.93524521 7.19290496 0.07838078 0.15198193 2.478849 4
183.145681 5.95889338 6.51305604 0.23568157 0.25182381 2.4784019 4
1909.44522 5.65280715 7.96959162 1.10268554 0.54923407 2.47834818 4
89.017444 6.26746737 6.49486324 0.06986951 0.13045805 2.47818327 4

544.832586 6.57763257 7.32825334 0.31992374 0.36391696 2.47790629 4
11.7944576 5.18739813 4.9705848 0.11765684 0.08369536 -2.4766056 4
213.453276 8.0129884 7.74373557 0.15325468 0.09366635 -2.476268 4
27.6045087 -2.0275381 4.06700196 5.03759551 0.50252931 2.47529149 4
53.4024849 6.4344559 5.93185952 0.26293517 0.13730801 -2.4747292 4
92.1533057 7.45470194 5.20590663 0.58435206 0.43973409 -2.4746513 4
501.323234 7.72827024 8.04322909 0.14206902 0.16182001 2.47408116 4
250.586118 6.85623208 7.27069602 0.25141935 0.1760488 2.47407031 4
471.603663 7.12355782 7.54239024 0.05676373 0.23809645 2.47390952 4
31.3003095 7.31316311 7.680763 0.30133786 0.01446665 2.4736198 4
17.614712 5.04832388 5.20830271 0.04865691 0.09399622 2.47354427 4

33.4770642 5.05563136 5.3166924 0.03510938 0.15681551 2.4735355 4
23.5899187 4.88521199 5.15351026 0.12238673 0.13170288 2.47351379 4
28.0870887 6.07209954 5.42633375 0.39520304 0.12172695 -2.4733625 4
15.3547431 6.16053887 5.79195546 0.21640615 0.04722729 -2.4731803 4
10.744055 3.9936464 3.45743545 0.19563019 0.36961103 -2.472662 4

56.1862821 6.27863029 6.41770089 0.0167802 0.09157494 2.47226281 4
402.569351 8.76006292 8.52269825 0.1318789 0.07836773 -2.4722606 4
5.02499433 3.53120784 3.77309244 0.12706953 0.11762171 2.47189542 4
4.03263407 3.88229424 3.51979268 0.20896328 0.11816016 -2.4715908 4
142.179453 6.93938864 6.28408079 0.292095 0.2803869 -2.4715294 4
41.8590688 5.77052471 5.45223554 0.14133049 0.17865643 -2.4715136 4
8.0417308 4.54767941 4.68245955 0.05510049 0.07585126 2.47104665 4

10.0897931 4.52076719 4.10533301 0.21888156 0.17402297 -2.470824 4
43.1982525 6.58912557 6.317098 0.1683047 0.07665168 -2.4705754 4
2.87567799 3.6919247 3.84959706 0.0921411 0.06057792 2.46982541 4
28.7921742 5.77116057 4.76898843 0.44314336 0.25759451 -2.4693505 4
312.043334 6.5775791 7.0617593 0.14689133 0.24907731 2.46915765 4
572.933763 8.06397158 8.32801632 0.11516899 0.14213026 2.46905669 4
45.587096 6.0665835 6.21108515 0.03395114 0.0926852 2.46853464 4
16.502213 4.80651736 3.46990682 0.51328687 0.44400893 -2.4681029 4

12.4097157 5.28273936 5.43558511 0.09451623 0.0549192 2.46804505 4
23.992236 5.16118255 5.35991396 0.07634549 0.11534592 2.46794115 4



215.159248 6.88400461 7.21536793 0.16262797 0.15733787 2.46784337 4
12.096666 4.84051712 4.54061278 0.16580008 0.13014968 -2.4672089 4

11.4218871 4.62189876 4.78426327 0.05689558 0.09507865 2.46690623 4
20.1684124 5.63996105 5.47381712 0.08207929 0.08551695 -2.4665233 4
260.691212 7.20487336 7.45902339 0.07713744 0.15602213 2.46582104 4
2.33247345 4.27820419 4.18891545 0.05045982 0.03550131 -2.4652316 4
17.6705862 4.07497034 3.40374611 0.07490299 0.53149973 -2.4650224 4
201.763188 7.20559562 6.68778765 0.24850835 0.25972072 -2.4648353 4
54.9635089 6.19090715 6.50143805 0.22198308 0.08141741 2.46476101 4
15.008752 4.3005893 4.61055361 0.16082955 0.14571703 2.46423291 4

116.739518 5.69849865 6.44455455 0.51149518 0.17630404 2.46422506 4
47.6467116 7.19912866 7.38680375 0.13995588 0.02974279 2.46360805 4
91.3238724 7.21140486 6.91592094 0.17870168 0.08870719 -2.4634292 4
38.7199899 5.35471546 5.58387052 0.03697825 0.13967329 2.46330813 4
33.7095258 5.64841101 5.31901753 0.15173879 0.16157823 -2.463167 4
61.1162364 5.81209871 6.25177434 0.34628311 0.11871209 2.46288355 4
32.3096493 5.92852041 5.71004258 0.10899868 0.10993994 -2.4628489 4
241.748519 8.31124039 8.18015095 0.06316928 0.06791341 -2.4621672 4
179.315571 6.57653174 6.90302736 0.12022895 0.17946893 2.46209997 4
51.3151002 6.36278115 6.13308559 0.11345648 0.11038633 -2.4619653 4
7.52465906 3.6712775 4.51286561 0.85001218 0.08243739 2.46153119 4
4.16984806 4.96162173 4.72527259 0.14903975 0.03658486 -2.4613766 4
342.762594 7.20808922 7.53662441 0.12423437 0.18643959 2.46118825 4
11.4464846 5.19068818 5.30865529 0.06016255 0.05724444 2.46112289 4
23.1973633 7.22116316 7.044039 0.11977156 0.02012691 -2.4610547 4
24.7343277 5.86532971 5.95996022 0.01013199 0.06264632 2.46037423 4
10.2044325 4.41832948 4.6407228 0.12513853 0.09814911 2.45988088 4
0.99072237 1.04214667 1.68387955 0.52091223 0.18972907 2.45939602 4
4.01292356 3.64170435 3.38040934 0.11904877 0.14172736 -2.4593535 4
126.55574 7.51115811 7.22447927 0.17381295 0.09014986 -2.4593296 4

28.8383885 6.23508358 6.42323899 0.12600151 0.04631378 2.4591456 4
0.44492871 3.46102895 3.5908523 0.09406476 0.01229677 2.45795753 4
72.6817113 6.21293684 5.84216235 0.15412172 0.22141743 -2.4578433 4
24.1460437 5.71238943 5.18141171 0.29419051 0.1364863 -2.4567173 4
17.6292015 4.74038491 4.94863861 0.06346212 0.1228006 2.45654702 4
228.646975 7.7423787 7.34913199 0.21859727 0.15320375 -2.4559759 4
13.1137651 4.83877734 4.98074228 0.03465467 0.0878919 2.45565478 4
6.28787403 4.45839197 4.5845273 0.06007118 0.06369627 2.45552134 4
274.002745 7.44361681 7.65783715 0.06412206 0.13124354 2.45525002 4
35.0058114 4.1641889 4.74128522 0.1997269 0.28020651 2.45516419 4
168.414276 4.70408267 5.77562974 0.23222925 0.55206273 2.45491786 4
12.6258428 3.6742549 4.0571052 0.11678531 0.21832134 2.45485298 4
556.330986 7.57789393 7.93348752 0.12630748 0.20452621 2.45481194 4
21.8656366 4.48775414 4.78056308 0.04174363 0.17394099 2.45474031 4
37.1196033 5.39365265 5.61800371 0.06791242 0.13533397 2.45467562 4
83.1669184 6.80239101 6.96372652 0.08353001 0.07724077 2.4543143 4
418.151827 7.45796151 7.793814 0.15126494 0.17206188 2.45400911 4
141.199266 6.58536345 6.82120699 0.00347433 0.15660213 2.45390812 4



67.1082553 5.75268591 6.01333993 0.04467749 0.1604366 2.45378651 4
14.6624426 4.89499449 4.69098226 0.06516691 0.13558065 -2.4537639 4
12.5530338 5.52239075 5.65077175 0.08091897 0.0441898 2.4533491 4
9.44065485 3.98212237 4.21767595 0.07707381 0.14452457 2.45295818 4
61.8961451 6.32957481 6.07341921 0.11103223 0.13810206 -2.4529398 4
50.5709018 5.35638565 5.64672469 0.06549775 0.18483332 2.4527384 4
50.5709018 5.35638565 5.64672469 0.06549775 0.18483332 2.4527384 4
17.8334229 4.14754919 4.4844147 0.08357097 0.19043479 2.45273607 4
6.64679013 3.58195928 3.92589862 0.22027457 0.13228667 2.45253483 4
9.09255216 5.18006219 5.0625543 0.05902252 0.05786509 -2.4519937 4
27.9827169 5.37334585 5.56167734 0.07331889 0.10743884 2.45183732 4
4.23673359 3.41929984 3.67716484 0.1461029 0.1102855 2.45157635 4
16.3123481 4.96666109 5.12134211 0.03958174 0.09620367 2.45124184 4
234.08102 7.71959155 7.87364484 0.05735705 0.08789583 2.45100678 4

199.722506 7.78981189 7.95637125 0.0988316 0.0690091 2.45072549 4
127.16717 7.06602891 7.23029068 0.06718361 0.09098062 2.45061311 4

147.087539 6.9644967 7.14830627 0.04418139 0.11571144 2.45027342 4
13.8375448 4.47982047 4.6752519 0.00901831 0.12425258 2.44982487 4
30.6554708 5.70075426 5.51939258 0.05176715 0.12443011 -2.449822 4
1.22881066 3.68216699 3.45784884 0.14558506 0.03835121 -2.4495647 4
87.0382319 6.471583 6.21303464 0.07987129 0.17006238 -2.4491075 4
141.398438 7.17593426 6.97063533 0.07131256 0.13177257 -2.4488162 4
68.2253401 6.28878613 6.66812906 0.29692184 0.08812434 2.448685 4
76.9681777 5.83331737 6.10743884 0.04995949 0.16311098 2.4486228 4
13.1701723 4.51628738 4.71626509 0.06835466 0.11975634 2.44795186 4
94.7409443 6.68483652 6.84949312 0.0514859 0.10131111 2.44790825 4
9.92819035 3.84030055 4.10232548 0.05075259 0.15667129 2.44762762 4
74.7087203 5.84113686 6.2886795 0.31312827 0.13533074 2.44754074 4
170.72876 5.66804436 6.30694747 0.27514586 0.33647354 2.44732832 4

76.9091544 7.13867623 6.13903297 0.44461003 0.17113468 -2.4470123 4
105.405614 5.41312443 5.96091704 0.2595309 0.25502559 2.44594307 4
264.788567 6.59794437 7.08756856 0.28040382 0.22838109 2.44571256 4
84.7021914 7.12698354 7.40674367 0.21636444 0.0510972 2.44548943 4
13.4866268 4.48508474 4.06309195 0.18017138 0.23016281 -2.4450079 4
32.9779617 5.95502465 6.07082169 0.0222975 0.07464545 2.44495265 4
31.382578 5.20581251 5.45042611 0.09860505 0.12968948 2.44486111 4

42.9448604 4.65439378 5.1843172 0.29485313 0.24912551 2.44458303 4
342.711771 7.15178841 7.51957805 0.1785491 0.18688313 2.44429706 4
2.13505298 5.63207918 4.98546716 0.33072693 0.01454718 -2.4442458 4
17.2489387 4.98072657 4.75582827 0.07407668 0.14293484 -2.444183 4
37.5747051 5.97689537 5.56881049 0.22494782 0.14421676 -2.4438809 4
644.715912 8.21546627 8.46276341 0.10083436 0.13679488 2.44379469 4
188.15202 6.54406288 6.85943434 0.05140366 0.20788764 2.44377068 4

12.0426153 5.33552889 5.16798465 0.09651986 0.06821149 -2.4436612 4
5.48058968 3.6616862 3.08865586 0.27436383 0.25056276 -2.4435886 4
25.5328372 5.09424876 5.30253996 0.06064429 0.12394639 2.44335479 4
172.69404 7.45030224 7.02621026 0.2448146 0.14948473 -2.4432734 4
43.636979 6.25955161 6.0882623 0.07159223 0.10097435 -2.4428596 4



10.0739248 4.60071323 4.41333499 0.06362043 0.11776045 -2.442791 4
58.5420083 7.06472797 5.90126434 0.6065292 0.15868035 -2.441692 4
4.80011641 4.81633168 4.62230169 0.12180579 0.04655061 -2.4416714 4
302.092253 8.17218085 8.30679785 0.05845174 0.07614709 2.441659 4
58.1312574 5.03488546 5.44056185 0.02543877 0.26670529 2.44107301 4
160.597435 6.67983063 6.28676331 0.0780786 0.31354384 -2.440791 4

67.59919 6.29196683 6.47887767 0.07654198 0.1064367 2.44073101 4
407.524129 8.04588993 8.34129893 0.19480389 0.09509239 2.4404597 4
208.854058 7.23657993 7.500862 0.14858737 0.11281256 2.44014798 4
6.28896321 4.23950615 4.08002188 0.04854025 0.10941952 -2.4399734 4
271.824506 6.25842215 6.79291068 0.12558953 0.30435433 2.43958509 4
8.50155047 4.0664967 3.72391057 0.14164404 0.2040526 -2.4395201 4
141.533023 6.55992988 6.15234179 0.0980156 0.32646449 -2.4394396 4
65.8693331 5.77251869 6.04490793 0.10210448 0.16142374 2.43920482 4
19.8716294 5.12352267 5.2942868 0.06326228 0.09691241 2.43902154 4
6.81637453 3.57300417 2.90348819 0.31405232 0.41191297 -2.4390159 4
24.6781197 4.89334556 5.16525297 0.12250043 0.13664683 2.43829867 4
62.1773571 6.21840117 6.01032634 0.03630792 0.15538754 -2.4381982 4
65.918318 6.58701192 6.76049265 0.1006309 0.07606962 2.43798439 4

108.946995 6.53460347 6.74801561 0.07007522 0.12740053 2.43780277 4
71.2049044 5.724593 6.0159178 0.08543341 0.17621656 2.43746091 4
122.110098 7.09008481 7.34867804 0.17839759 0.07829397 2.43639591 4
18.2717017 5.39499747 5.51377301 0.03679984 0.07462975 2.4358724 4
94.3068628 5.41699083 5.95401345 0.28744902 0.26172245 2.43557125 4
81.9547268 6.63146502 5.92911843 0.34295898 0.21088256 -2.4354046 4
77.5514234 2.97172404 4.6886823 0.42599706 0.82300104 2.43529565 4
187.156683 6.86255483 7.12260941 0.09250158 0.15090762 2.43525652 4
471.002198 7.08792422 7.57858738 0.25052111 0.24585025 2.43519744 4
172.050206 7.53559066 7.20690306 0.18121838 0.12974324 -2.4349145 4
33.0865367 5.82144359 5.98990804 0.08442032 0.08479382 2.43486062 4
173.293083 7.10998193 6.83979782 0.08232048 0.19509479 -2.4347131 4
2.61880407 3.94939832 4.03080048 0.03381903 0.0470565 2.43441478 4
8.26952265 3.48683566 2.96974905 0.07904407 0.40067321 -2.4344085 4
66.7426207 8.12781477 5.18071643 0.64257912 0.33597162 -2.4334747 4
159.405949 6.65000029 6.91888617 0.089499 0.15057799 2.43327933 4
5.76894685 4.67438399 4.81772283 0.09558475 0.04631452 2.43292428 4
1215.53336 8.02723428 8.91382006 0.83637107 0.17022134 2.43252664 4
185.883839 7.07846729 7.28164831 0.05102272 0.13245018 2.43211885 4
24.5510939 5.30727015 5.51260245 0.10466745 0.09929978 2.43204096 4
270.873347 7.11214312 6.62420741 0.13556798 0.34568043 -2.4318816 4
1.96298994 3.96383559 3.73411858 0.15262549 0.04627193 -2.4318506 4
85.4857749 5.49881507 5.91330442 0.13928176 0.21659512 2.4314275 4
159.645188 7.41473131 7.2588739 0.02915616 0.1090485 -2.4313576 4
508.329783 8.27813479 7.97639458 0.13628413 0.17011433 -2.431284 4
7.7511055 6.04592057 5.98578194 0.03799832 0.0194145 -2.4312297 4

6.00632085 3.30427747 3.68300749 0.2312563 0.14701349 2.43122233 4
94.0227177 5.3671148 6.05086215 0.43940183 0.2352033 2.43119294 4
40.3297475 5.79826835 5.58613757 0.04923832 0.15776919 -2.4309873 4



79.4674005 6.57809571 6.84175179 0.18284443 0.08399111 2.43069657 4
13.0928228 5.58625441 4.82227161 0.43126192 0.10397111 -2.4305457 4
81.0435594 6.30263298 5.8738163 0.19156408 0.22794023 -2.4304865 4
112.134358 8.02154316 6.95990162 0.45371846 0.10887801 -2.4299453 4
407.374244 7.41035657 7.75523639 0.16219432 0.17793865 2.42983974 4
129.299803 6.55356023 6.7975005 0.08313018 0.13982861 2.42978022 4
157.205405 6.39066911 6.72430443 0.1182998 0.18067826 2.42928531 4
30.0613479 5.50529577 5.73666859 0.13678794 0.09961558 2.42923429 4
5.38995455 4.40675726 4.54627716 0.08356657 0.0580352 2.42909133 4
7.51252772 3.93221834 4.26141558 0.23405844 0.10557706 2.42888737 4
1.8914802 1.47649009 2.02810011 0.29008241 0.24806291 2.42850641 4

162.667461 7.07528943 7.29374589 0.10517479 0.10877851 2.42814006 4
6.48726837 3.44648859 3.704142 0.06380762 0.15314506 2.42690858 4
6.93031201 3.89501792 4.09797938 0.08171765 0.11145203 2.4266618 4
27.5648787 5.13121458 4.83732352 0.0627835 0.2049995 -2.426333 4
31.4183553 6.21237125 5.88727466 0.19325553 0.08628694 -2.4259986 4
384.974995 6.97968544 7.39923377 0.14358308 0.22421308 2.42599067 4
1.00238571 1.96866111 2.65814774 0.61508341 0.07143054 2.42562393 4
41.6342171 6.07813769 6.46865849 0.29747133 0.06540789 2.4252426 4
20.9711594 6.25197986 5.64697199 0.3252695 0.07550649 -2.4251968 4
92.310988 5.00538672 5.94615809 0.66824039 0.24792771 2.42517344 4

135.023658 6.74259289 6.96870706 0.09476318 0.13143277 2.42516318 4
7.61443322 3.64720653 3.07761354 0.23533518 0.32069773 -2.4249578 4
413.525342 5.79713568 6.80261016 0.41668508 0.48096756 2.42451332 4
140.039638 6.38604311 5.87512914 0.12104106 0.41814757 -2.4244995 4
349.009139 8.1513945 7.97787317 0.04894427 0.11604833 -2.4239214 4
4.07412785 2.80298312 3.29269508 0.38198211 0.1474149 2.42373904 4
32.3656236 3.93317443 4.78435913 0.54994782 0.26915511 2.42352386 4
11.7082658 4.27366296 3.81673503 0.21663078 0.27556491 -2.4235177 4
303.648704 8.20027886 8.06170661 0.03603428 0.09316983 -2.4233341 4
102.250289 5.64116678 6.20535444 0.34294725 0.19456972 2.42326202 4
87.089557 6.51933521 6.26982976 0.08515072 0.15817057 -2.4232388 4

18.5450486 5.03753934 4.72956483 0.15161 0.16081481 -2.4232296 4
101.716711 6.66058016 6.32303656 0.155972 0.17586056 -2.4229643 4
118.750447 7.15177054 7.33015792 0.10037136 0.07636285 2.42293124 4
5.45134541 2.51274756 2.98565754 0.13112895 0.292489 2.42244959 4
31.4845077 6.12965887 6.23247774 0.03714999 0.06120198 2.42220966 4
15.742149 4.75458974 4.93447571 0.04844171 0.11681924 2.42187397 4

38.3584502 5.83026887 5.56479352 0.12626856 0.14185855 -2.4214605 4
1.28124564 4.07465597 4.02493936 0.02689939 0.02294244 -2.4211988 4
58.5927285 5.53753339 5.82004461 0.07050095 0.1688476 2.42113672 4

171.489 7.37234972 7.12544076 0.10898837 0.13804858 -2.4209325 4
11.7215678 4.06116897 4.30929595 0.0510864 0.1571565 2.42062007 4
14.6782619 6.00857958 4.61714083 0.66326143 0.15050141 -2.4204102 4
53.3795672 7.22940933 6.85949489 0.22986687 0.05511862 -2.4203119 4
12.6806228 5.2655769 5.0390618 0.12757367 0.0811542 -2.4199896 4
20.7440324 5.22322664 5.58437893 0.29072166 0.07892982 2.41935961 4
50.7172049 5.57779903 5.80803371 0.0084545 0.14569844 2.41878449 4



678.122298 4.24420067 6.73333792 0.0944059 0.80771629 2.41866597 4
10.0186647 3.2365908 3.66497494 0.08639954 0.23782372 2.41861726 4
240.063833 6.88904417 7.28596265 0.25751428 0.16914783 2.41855948 4
11.7681173 4.83384632 4.98428791 0.07042931 0.07867985 2.41851253 4
119.680015 4.19158444 5.40965841 0.41665824 0.45988655 2.4183186 4
7.99303666 5.51017166 5.61986549 0.07544437 0.02896428 2.41811985 4
125.331151 6.84944129 6.45643527 0.20390282 0.18931836 -2.4181048 4
190.91465 7.50949232 7.18747891 0.16318324 0.14461851 -2.4180654 4

83.5895118 7.17246264 6.97740594 0.11450776 0.07956277 -2.4174653 4
818.561272 8.57944641 8.77598862 0.04297435 0.12217657 2.41730828 4
3.53082098 3.99353223 4.15704182 0.1072434 0.05491691 2.4169532 4
329.12037 7.12555148 7.47446311 0.15902316 0.19628452 2.41626475 4

42.0335115 4.89404072 5.25504613 0.08815256 0.23077206 2.41623732 4
3.68108854 3.55849343 3.73450883 0.08831572 0.08616592 2.41594119 4
159.977042 5.00834262 5.93905709 0.42041714 0.44617246 2.41581215 4
447.651412 6.40886323 7.06820314 0.028973 0.38935664 2.41528348 4
0.74575184 2.65268051 3.00859905 0.30204951 0.0364732 2.41522858 4
88.9500711 5.48848223 5.90587601 0.12374586 0.2262123 2.41447855 4
386.048696 7.4422712 7.79528867 0.20595333 0.16615511 2.41432291 4
6.38230566 4.5015499 4.62795154 0.06699882 0.06127349 2.41364863 4
14.4324667 3.7761295 4.17489326 0.16016962 0.23517316 2.4134263 4
9.21782627 4.23906434 3.96204136 0.10950983 0.18375778 -2.4131743 4
135.823227 7.37553561 7.61101355 0.16942378 0.06710026 2.41298648 4
6.64927854 3.66125553 3.87726092 0.05115697 0.14059323 2.41291488 4
64.1157547 5.63608355 6.05543359 0.26883248 0.14925442 2.4128977 4
6.84528325 4.4591619 4.26071318 0.10017487 0.09928535 -2.4128904 4
189.66979 6.97142949 7.22130695 0.1031515 0.14219349 2.41283513 4

211.578423 7.40663309 7.57868975 0.04856264 0.10750828 2.41274627 4
6.59195541 3.91101627 3.54133311 0.18992081 0.1914487 -2.4124955 4
60.7894576 6.10270801 6.35427158 0.15721217 0.10568398 2.41242933 4
10.7317967 4.25109509 4.76685922 0.40135734 0.08920171 2.4119939 4
11.5391894 4.96488936 5.19204592 0.16587394 0.06405666 2.41188052 4
32.5419143 6.07772068 5.93970286 0.05303787 0.08400703 -2.4115861 4
13.8555747 4.31695595 4.54176076 0.03216013 0.15313515 2.41157375 4
949.137709 8.17918587 8.54971446 0.19498173 0.19075726 2.41149073 4
234.71196 7.80646683 7.60296719 0.09160013 0.11459778 -2.4114724 4

19.0444285 4.95025884 5.1886549 0.14088782 0.10306577 2.41142999 4
2134.30236 7.93678041 8.63754281 0.22943406 0.40628899 2.41131828 4
1.61325579 2.36110954 2.74947118 0.2933241 0.10168054 2.41104433 4
8.73253006 5.29192356 3.92659511 0.50959011 0.17948897 -2.410772 4
9.69366564 4.14193251 4.45294947 0.21222301 0.10927342 2.4105238 4
232.674586 6.09724764 6.62531656 0.12758566 0.33399361 2.41051403 4
27.0012824 8.22299951 4.50661882 1.00919992 0.28703194 -2.4104556 4
23.702759 5.52697035 5.25789226 0.14375946 0.12435944 -2.4103423 4

199.214153 6.50312397 6.90338665 0.19260202 0.19034557 2.41004305 4
216.732654 5.97425117 6.60601789 0.34051486 0.2688025 2.40960392 4
70.983023 6.17231516 5.86607431 0.11247058 0.21028825 -2.4095936 4

12.6921054 5.73222 5.84046769 0.06924256 0.03726585 2.40910113 4



49.3503614 8.1562194 3.84743128 0.66381833 0.83613761 -2.4090731 4
103.829863 6.39319446 6.70534687 0.19830665 0.12511828 2.40894356 4
29.1910577 5.63603767 5.85338928 0.14113932 0.08579901 2.40889995 4
40.184159 5.71471762 5.91792752 0.09560991 0.10487946 2.40881588 4

110.364265 6.84550058 7.02301713 0.07923325 0.0966403 2.40854315 4
463.254145 8.7254382 8.54405103 0.09059139 0.09024728 -2.4083052 4
80.712345 7.05773155 7.3658754 0.22806298 0.05177389 2.40787818 4

148.761341 6.70749508 6.36903245 0.07268361 0.27331204 -2.4075837 4
305.216213 7.12390913 7.47401769 0.17102507 0.16732043 2.40723167 4
24.6195984 5.8603561 5.74069129 0.03843623 0.07730723 -2.407108 4
137.945566 7.26052605 6.83765259 0.23003064 0.14726569 -2.4069247 4
33.1039691 6.09961944 6.26417815 0.10121865 0.06260166 2.40688756 4
17.7397513 4.37855296 4.77964219 0.25385505 0.15522317 2.4068592 4
301.725144 7.52465357 7.77833947 0.13059913 0.12222563 2.4067046 4
1.05914015 3.47997736 3.22947329 0.17007824 0.0414205 -2.4066323 4
62.9393659 6.58499771 5.26081373 0.49673472 0.29755233 -2.4066302 4
109.346796 6.75428217 6.35618457 0.19536752 0.18402862 -2.406465 4
211.038982 7.42146598 7.15805502 0.10750134 0.17075913 -2.4061894 4
101.414612 6.3657753 6.66209788 0.16712224 0.1332905 2.40603197 4
15.069512 4.57336363 4.81363881 0.12448188 0.12631646 2.40579442 4

30.0117438 5.75136539 5.89300854 0.05532072 0.08328158 2.4056988 4
31.5501555 4.788125 5.1243291 0.13931108 0.19606254 2.40547859 4
5.9234372 3.53252785 3.2241636 0.05433828 0.24948132 -2.4050885 4

16.2723504 4.73476216 4.43769351 0.10932445 0.19556204 -2.4049379 4
134.904873 8.66458625 8.5855828 0.05042704 0.02536754 -2.4049344 4
296.139248 7.47990635 7.12417239 0.12303748 0.25140014 -2.4048971 4
514.385017 5.38094864 6.92732257 1.16170553 0.4564911 2.4047971 4
49.3779051 5.7111834 5.91052205 0.01408924 0.13212203 2.40479623 4
196.713711 7.38848503 7.10376925 0.13411803 0.16514722 -2.4041391 4
24.7703809 5.51156773 5.27476721 0.11843373 0.12508658 -2.4040566 4
113.183763 5.76006523 6.21744876 0.2263684 0.21392917 2.40361824 4
148.056649 5.6644912 6.21444439 0.20577691 0.27593302 2.40328969 4
91.5281496 6.97719368 7.09596048 0.03429824 0.07470651 2.40328424 4
3.59041232 3.93347264 4.06041848 0.06854828 0.06206791 2.40253571 4
174.231639 7.04227038 6.79188247 0.01625554 0.18470788 -2.4016939 4
70.3225767 7.77794096 8.01743907 0.19034642 0.0230935 2.40157683 4
34.4145464 5.73096502 5.45512764 0.1328442 0.14864477 -2.4013754 4
187.990073 7.22924672 7.44204162 0.10706071 0.11029829 2.40135549 4
36.7826933 4.28322107 5.01305317 0.48161383 0.25815626 2.40063578 4
168.237088 6.82456452 7.1588073 0.21348066 0.12793953 2.40033057 4
29.3840192 5.25301435 5.48621622 0.11052757 0.1217342 2.40019207 4
203.764587 7.14924593 7.52264873 0.27236474 0.10948306 2.40012936 4
15.9011604 4.75686856 4.94124627 0.0601006 0.11475094 2.39988522 4
79.2499195 5.89375561 5.44954895 0.11428905 0.3276965 -2.3997464 4
6.09049378 3.51923786 3.87735984 0.25278354 0.13052839 2.39947 4
191.021326 8.0173393 7.85803238 0.08808649 0.07288106 -2.3993735 4
17.4438059 5.22545144 5.45036464 0.15378769 0.07653407 2.39912151 4
12.5475251 4.86167756 3.98601406 0.51890774 0.24001575 -2.3989115 4



133.251252 7.34009816 7.48247262 0.0692997 0.07366236 2.39884091 4
20.3269256 5.91339576 5.44686451 0.27641993 0.08680855 -2.3987104 4
3.49477014 3.36803332 3.03974269 0.17292102 0.15947625 -2.3986592 4
11.3188564 4.84794371 5.58274741 0.5700408 0.04208033 2.39847152 4
49.0610857 6.40633085 6.04933762 0.20265443 0.11190553 -2.3984425 4
342.944072 5.84493 6.66828189 0.24831035 0.48692697 2.39832397 4
149.189341 6.12344035 6.48052355 0.02907318 0.23285537 2.3981947 4
15.1769288 3.02924874 3.70755091 0.21956095 0.40372253 2.39788225 4
68.1187165 6.43644185 6.25572395 0.04025981 0.13043961 -2.3977977 4
91.0777931 6.55222804 6.09754352 0.22388196 0.20996735 -2.3976609 4
20.8631861 3.8003165 4.2865499 0.12693849 0.30844066 2.39726147 4
59.9982306 6.40337693 6.24343199 0.03139834 0.11644276 -2.3971292 4
9.68422816 1.50149391 3.20781359 1.25895819 0.41217316 2.39708514 4
56.3054543 6.89328725 6.74789329 0.07967166 0.06514053 -2.3968559 4
128.473065 6.78051098 6.96454403 0.03444452 0.12025409 2.39661739 4
2.55776181 3.41824758 3.2181402 0.09853609 0.09954298 -2.3963777 4
27.554166 5.45680205 5.64592901 0.09467921 0.09552792 2.39629128 4

14.5404708 5.3434365 5.44007865 0.02598538 0.06230802 2.39594133 4
84.9083744 6.54256186 6.76966911 0.13401918 0.10002055 2.39577486 4
346.33568 7.51929353 7.09922568 0.15015599 0.26830336 -2.3954112 4

243.034447 5.6680645 6.40178583 0.13191368 0.3622097 2.39540471 4
14.9874827 5.28204569 5.43603831 0.09427451 0.0661001 2.39533597 4
30.1033898 6.98637027 5.71844023 0.7095818 0.09969435 -2.3949796 4
184.854758 7.50495923 7.19841343 0.17139287 0.13984683 -2.3949454 4
11.0770814 2.63528431 3.69730463 0.7735964 0.26046172 2.39490503 4
13.603411 4.27942991 3.92423099 0.08390295 0.27291004 -2.3946353 4

4.82654982 4.53096212 4.39507709 0.07638376 0.06057155 -2.3939885 4
10.9568727 7.68769393 3.18326967 0.74167376 0.42587708 -2.3926351 4
340.615223 8.1671773 8.35698815 0.11211391 0.08138942 2.39250429 4
40.6665828 5.14940381 5.5010299 0.18968062 0.17080765 2.39185954 4
17.4230363 5.75661391 5.55592423 0.11814108 0.06863378 -2.3916921 4
216.982718 7.75371618 7.14460944 0.30722229 0.17928205 -2.3915742 4
669.484858 7.84558402 8.22417793 0.20351126 0.18325338 2.39156797 4
84.0053774 7.64006101 7.52997658 0.06325025 0.0456139 -2.39084 4
8.72241395 4.0867501 3.80620126 0.09317144 0.19397886 -2.3904635 4
30.9749225 5.59128331 5.77271173 0.08733939 0.09380003 2.39021705 4
39.1953133 5.1784746 4.77220814 0.03782931 0.33842103 -2.3901162 4
2.32421098 2.23199139 2.69856747 0.32340544 0.16144058 2.38954285 4
243.246343 7.07790507 6.43003878 0.29744381 0.35942121 -2.389521 4
4.47521288 4.4418111 4.20433649 0.14224599 0.06701849 -2.3894677 4
307.325642 8.43975525 8.60335831 0.11018896 0.05703975 2.38932157 4
12.2031955 4.64589108 4.45269831 0.03999165 0.13651604 -2.3892596 4
23.7541134 5.76804901 5.29103523 0.26397145 0.12375005 -2.3891839 4
179.362165 6.92019364 6.50837087 0.15376798 0.26226918 -2.388947 4
20.9422702 4.73581417 4.97330906 0.07759421 0.13921386 2.38894013 4
285.423704 6.83720877 7.21695774 0.15355526 0.21996501 2.38801052 4
12.6332331 4.13858022 4.41132502 0.1185768 0.15861392 2.38791899 4
24.5302806 4.0233632 4.47789383 0.07609507 0.27945301 2.38712064 4



151.774716 6.58748285 6.90012455 0.1729762 0.15240756 2.38693124 4
2.56779252 1.95369902 2.39749937 0.1940104 0.21894602 2.3868492 4
431.098146 7.70438786 7.93884189 0.04212377 0.16051102 2.38657039 4
768.17016 8.77438426 8.57210625 0.049912 0.15140623 -2.3863158 4

807.579456 7.89400396 8.27302548 0.16779575 0.20941426 2.3860667 4
7.20206827 4.36032761 4.06213486 0.17374674 0.12410564 -2.3860435 4
5.12765938 3.12097923 -0.1176268 0.63368559 3.46955578 -2.3860313 4
63.0011202 5.33735973 5.68603905 0.09032775 0.20249102 2.3858215 4
842.013631 8.094668 8.48733431 0.23408834 0.18142516 2.38474537 4
271.626456 7.34129031 7.56532973 0.06357516 0.14404856 2.38468984 4
19.4142543 5.54429246 5.7067419 0.10293266 0.0645459 2.38466388 4
2.99361948 3.87718188 3.51688643 0.20744292 0.08823439 -2.384425 4
2.70358784 2.02079041 2.51312173 0.29865633 0.20543644 2.38430899 4
11.2016762 4.76376891 4.43108837 0.17728284 0.13815822 -2.3835716 4
38.753196 4.27538667 4.98757468 0.4770466 0.28315542 2.38304302 4

148.763031 7.21981632 6.99154144 0.09801956 0.13403386 -2.3827033 4
65.773927 5.44820592 5.77049747 0.0619297 0.20758201 2.38254991 4

40.5517021 5.88060481 5.56938483 0.15363658 0.15636572 -2.3821864 4
32.9505249 6.86153682 6.70095796 0.10774229 0.04091008 -2.3821681 4
5.29218379 4.78205669 4.88358657 0.06355458 0.04028234 2.38211343 4
20.3844486 3.83175831 4.34971094 0.25332399 0.25231396 2.3818314 4
108.003704 6.43433688 6.64414842 0.02591322 0.1368441 2.38175089 4
106.01976 7.5776769 7.48092871 0.03899398 0.05897247 -2.3815941 4

9.62423056 4.57314165 4.69871704 0.00460547 0.08962902 2.38151166 4
46.4305857 5.24041649 5.53146193 0.06681388 0.17522153 2.38140266 4
0.47388956 3.79624807 3.8950848 0.07251821 0.00961842 2.38114396 4
312.798719 7.94031347 7.7563817 0.04182962 0.13070002 -2.3809634 4
167.526001 6.82564044 6.50105619 0.06177697 0.24093182 -2.3807621 4
172.254685 8.52942312 8.65067742 0.08729867 0.03038789 2.3806903 4
10.0081583 4.23439228 3.71127484 0.27293068 0.22770063 -2.3806824 4
6.92781144 5.39296293 4.66524574 0.42835709 0.06523679 -2.3806249 4
14.004707 3.14113994 3.7368892 0.17410651 0.30700858 2.38061362 4

124.306506 6.66292199 6.28739093 0.15415909 0.24630966 -2.3803615 4
627.961145 7.41578668 7.89409604 0.2532378 0.22347875 2.37983487 4
163.546419 6.77801847 7.03377444 0.10551198 0.13843864 2.37983261 4
42.1296343 7.40831359 7.63065579 0.16499419 0.02046999 2.37946745 4
107.018515 7.04734132 7.26400372 0.15116434 0.07388731 2.37844586 4
35.3354513 4.8374376 5.15213865 0.04120615 0.20762617 2.37794339 4
408.327194 8.0339243 7.74994883 0.12245636 0.18439998 -2.3770508 4
110.727209 7.93526703 7.65021 0.19395301 0.05346859 -2.3767937 4
4.02035893 4.34927821 4.23330276 0.0596985 0.05900898 -2.3767431 4
589.448443 7.91214147 8.36365332 0.32589631 0.13419553 2.37669899 4
186.520351 5.97554765 6.47520317 0.1495375 0.26572565 2.37651269 4
7.20142876 4.94119122 5.16565547 0.17702561 0.04158699 2.37638192 4
76.4526175 6.51298056 6.69887261 0.09456025 0.09230911 2.37613735 4
2.21487437 3.69423772 4.09797587 0.33205442 0.0364672 2.37573387 4
560.611314 7.97156359 8.3362458 0.24296017 0.13833343 2.3755055 4
17.3159982 4.91223819 5.0745532 0.03372907 0.11099474 2.37546573 4



18.4535397 5.87099282 5.48170625 0.23373421 0.07612191 -2.3749815 4
59.30711 7.1707092 7.26866741 0.06012643 0.04084763 2.37427525 4

312.813512 7.78324696 7.37763678 0.20710646 0.20643734 -2.3729063 4
81.5506216 5.67860547 5.99122052 0.04395201 0.21432877 2.37277422 4
0.47350939 1.55642231 1.81406031 0.18209521 0.07568056 2.37184485 4
126.983067 6.72128843 6.43445216 0.08788623 0.21568294 -2.3716498 4
111.442283 7.21539167 7.0727625 0.05031866 0.09339387 -2.3711017 4
12.621971 4.59244237 4.76219919 0.05116896 0.10701698 2.37109646 4

259.428159 7.53353841 7.19822565 0.15981765 0.19729793 -2.371006 4
2.16199819 4.04086377 3.94249089 0.05702658 0.04224385 -2.3704724 4
27.3966127 6.24528777 6.07887556 0.09746007 0.06341056 -2.3702863 4
22.0345279 5.51060179 5.36913412 0.03079964 0.10487004 -2.3697744 4
3.92682163 3.26064016 2.92380524 0.13500399 0.21656385 -2.3694971 4
111.250352 6.40449564 6.63020039 0.05165034 0.14691288 2.36949501 4
65.708154 5.5869739 5.86753371 0.02154557 0.17747126 2.36933565 4

15.8995107 5.78087958 4.71007175 0.4694528 0.13733795 -2.3692314 4
14.7490702 4.01781742 4.43937977 0.28590639 0.17522648 2.36916749 4
431.807819 7.25050576 7.5996513 0.08928421 0.2045939 2.36836375 4
202.614389 7.89783714 8.0475172 0.09222213 0.06403832 2.36735141 4
725.491729 8.23858974 8.47022374 0.04540848 0.14543878 2.36722267 4
167.284314 6.99151483 7.20419906 0.08540725 0.1202162 2.36697189 4
21.5192874 5.62340289 5.72970832 0.02980099 0.06902008 2.36677078 4
3.2447594 3.96788158 3.80692471 0.09335328 0.07351066 -2.3666572 4

53.9859189 5.65383073 5.89073483 0.06961017 0.14569623 2.36658472 4
68.787974 6.22321706 5.45218263 0.3693016 0.28184912 -2.3665632 4

554.733344 10.0349297 10.1290331 0.06683198 0.02208762 2.36647217 4
40.6619206 6.18750681 6.03366611 0.06115454 0.09964508 -2.3662693 4
44.0771353 6.72631482 6.91023424 0.12940758 0.04452277 2.36613518 4
209.895181 7.56478679 7.78833414 0.13919997 0.08892866 2.36564778 4
571.745702 7.05597936 7.61119992 0.26894023 0.30095738 2.36542029 4
38.7932953 5.97029138 5.0356716 0.51620323 0.26189137 -2.3652371 4
95.5225276 6.98592852 7.16489927 0.11397845 0.07502879 2.36488183 4
2.34262384 2.73110787 2.93068125 0.06289017 0.12185511 2.36460807 4
521.069053 8.94340705 8.77894436 0.08635799 0.07948565 -2.3644579 4
4.90429217 4.58234845 4.49678606 0.032549 0.05518412 -2.3642298 4
3.50422153 3.55556225 3.7628692 0.13201633 0.08322638 2.36418664 4
115.201096 7.70162837 7.54902661 0.09193623 0.06032192 -2.3640307 4
11.0865357 4.73891356 4.56101511 0.0674234 0.11932394 -2.3639143 4
54.4874812 5.28713534 5.62012042 0.11588869 0.20169238 2.36377816 4
178.201573 7.4598229 7.6194126 0.07690512 0.08740287 2.36339226 4
206.334619 5.63058328 6.33801725 0.3004722 0.3322819 2.36250362 4
6.48841935 3.11981171 3.45780768 0.10568078 0.20614549 2.36235837 4
54.166174 8.45481498 7.69077348 0.39373608 0.024632 -2.3615219 4

355.656251 7.0672327 7.48884502 0.22902155 0.19218217 2.36147898 4
8.08038061 4.95410826 4.8365111 0.05736795 0.0629722 -2.3612469 4
15.5597559 5.33721798 5.43659022 0.02102132 0.06647529 2.36092726 4
23.9954485 5.16443352 4.92557542 0.06157664 0.18141829 -2.360715 4
18.3426472 5.12255194 4.87543099 0.11710509 0.13590845 -2.3606978 4



18.3426472 5.12255194 4.87543099 0.11710509 0.13590845 -2.3606978 4
5.77889959 4.00144447 3.68937034 0.17001171 0.15030306 -2.3606158 4
41.3086342 5.31335692 5.57967113 0.10790261 0.16280343 2.3604835 4
130.67938 6.90668481 6.70056046 0.0111477 0.16718281 -2.3604179 4

17.7082131 6.05995252 4.67198702 0.54315167 0.15791912 -2.3600771 4
321.593829 7.901115 7.67125436 0.08835656 0.15400643 -2.3597956 4
64.3286105 5.49647308 4.11045396 0.55431206 1.02110974 -2.359783 4
406.00917 7.99404741 7.60820426 0.19838945 0.20334028 -2.3597705 4

223.416166 4.76342186 5.91171016 0.08951987 0.68730577 2.35961811 4
126.94027 6.33581614 6.64681392 0.14823773 0.1612907 2.35926935 4

106.017475 6.25491778 6.59017577 0.20775121 0.14255128 2.35896603 4
105.287167 6.54378554 6.26863345 0.07752785 0.1983246 -2.3588874 4
1014.7974 8.15928928 8.4969168 0.09859343 0.19507823 2.35887607 4

139.494128 7.04923145 6.8592154 0.02012712 0.14882903 -2.3585473 4
20.1655194 5.32370374 5.07894916 0.13129712 0.1299692 -2.3581867 4
84.2689776 5.55174345 6.03083165 0.29580492 0.20991725 2.35796557 4
343.936659 6.9211554 7.38458893 0.2738714 0.2230521 2.35699448 4
167.201117 6.93728471 7.2135194 0.15945528 0.11953956 2.35693118 4
55.5409378 6.06202945 6.49710183 0.31892176 0.0846485 2.35656071 4
2.50600194 3.7756992 3.49581252 0.17223236 0.07666576 -2.3563508 4
23.7335427 5.64178678 4.89477425 0.39327896 0.18233087 -2.3560563 4
143.217606 7.26775669 7.50655171 0.17019729 0.07753437 2.35605594 4
91.5248085 6.56999077 6.73217843 0.03373635 0.11251477 2.35598958 4
3.84674456 4.21214669 4.31087579 0.05089099 0.05102726 2.3556312 4
5.54722078 3.2877703 4.21331126 0.72877024 0.0840248 2.35561186 4
249.567755 7.00184348 7.44410632 0.29512651 0.14008141 2.35529468 4
51.1384961 6.67914 6.50854969 0.09967166 0.07531268 -2.3551143 4
27.8351175 3.8426447 4.54522222 0.39826148 0.29476642 2.35490219 4
108.949411 6.25268129 6.52234328 0.10024054 0.15475188 2.35488319 4
67.5896255 6.50624115 6.33549042 0.05004005 0.12215268 -2.3547985 4
2.46122281 4.1720735 4.00876767 0.10412495 0.04525545 -2.3547851 4
273.644615 5.74378466 6.49718879 0.18682885 0.36692948 2.35477768 4
3.62320348 1.96721065 2.46921994 0.10312099 0.32298827 2.35477326 4
104.243789 6.58000849 6.86492671 0.18941108 0.1055345 2.35476647 4
18.5530585 4.18732747 4.55961926 0.19315522 0.1961351 2.35467261 4
15.2535705 5.0362235 4.88611329 0.01066169 0.11748354 -2.3544221 4
3.80620737 3.49626044 4.06703225 0.53002502 0.06611813 2.35417549 4
10.724956 5.29380977 5.37072997 0.02502002 0.04916163 2.35406834 4

12.2532403 6.85046829 6.58802201 0.18428497 0.01694541 -2.3540258 4
66.7109058 5.52340711 5.84230189 0.10670679 0.19874134 2.35390443 4
11.1027358 4.98748962 5.15704543 0.1092338 0.0650878 2.35383172 4
138.176799 5.05930265 5.81435625 0.25807466 0.45636171 2.35365548 4
1.24710915 4.60735342 4.4801924 0.09124444 0.01418807 -2.3531751 4
400.202668 8.97230443 9.07126509 0.05613401 0.04646094 2.35293713 4
7.72953345 5.26230876 5.39651942 0.0963264 0.03525865 2.35282947 4
1.21320256 1.50483239 1.86698071 0.17444117 0.19152167 2.35263832 4
17.0922664 5.15812201 4.85433191 0.16854622 0.13344767 -2.3523809 4
74.8144713 4.94282996 5.50787074 0.23033399 0.28166756 2.35218175 4



19.2989709 3.70565035 4.33182847 0.44736679 0.26944161 2.35212764 4
10.5099801 4.25283013 4.49015131 0.12762414 0.12140887 2.3519852 4
272.479655 7.42332114 7.69256873 0.15987684 0.12846023 2.35139985 4
103.852917 5.5574245 6.01097228 0.18109468 0.27145195 2.35121925 4
131.10305 6.86222022 6.54279896 0.1512976 0.18687634 -2.3511223 4

166.014901 7.55853713 7.23889967 0.19642859 0.11520295 -2.3508581 4
133.833366 6.27404183 5.699802 0.16877415 0.46487803 -2.3503595 4
5.09030112 3.55860327 2.5252173 0.44363663 0.45073729 -2.3503266 4
54.253093 6.02691995 5.81231685 0.04077767 0.1687414 -2.350197 4

108.242344 6.92426117 7.06962721 0.04843926 0.08972968 2.35012849 4
1.81226866 2.68723502 2.42683544 0.11594704 0.16137636 -2.3491313 4
545.261248 9.0484468 9.13570073 0.02280611 0.0596191 2.34909894 4
67.9868032 5.68291677 5.95816209 0.07121903 0.17148523 2.34908386 4
2.55540548 2.34680042 2.69250558 0.17753965 0.17959235 2.34908047 4
5.86250618 5.86995245 5.95368646 0.06194002 0.01522726 2.34902593 4
22.7663108 5.60918056 4.85657044 0.39782937 0.1820047 -2.3487158 4
74.8178849 5.40670597 5.9363919 0.39633112 0.18975095 2.34866642 4
139.833202 6.92626134 7.15670491 0.13137782 0.10836328 2.34863873 4
36.9082095 5.72259905 5.87830978 0.03931125 0.10025346 2.34824585 4
0.47911218 2.03688839 1.74224642 0.17494961 0.08406377 -2.3479188 4
423.756988 7.75610776 7.34596355 0.15881516 0.26664284 -2.3478152 4
5.75021572 4.01754165 4.20755398 0.11677852 0.08589879 2.34728179 4
160.95936 6.99707153 7.24503233 0.14771111 0.11859608 2.34707605 4

110.079484 6.21216085 5.79094886 0.08307012 0.35824973 -2.3464837 4
6.87671596 4.50328458 4.34836684 0.07150834 0.0903683 -2.3463516 4
24.9657049 4.91883534 4.53838674 0.13321697 0.28184942 -2.3461986 4
424.613345 6.04732429 6.9249996 0.46774987 0.46335878 2.34608156 4
888.187618 7.98538696 8.35839753 0.16537665 0.21170782 2.34607807 4
114.720805 6.71991941 6.46171885 0.0882996 0.18010083 -2.3460253 4
4.75726744 4.52493861 4.40473329 0.06527924 0.05802003 -2.345527 4
7.89913482 3.98573026 4.21748672 0.12941156 0.11671055 2.34546426 4
38.2465386 6.25445847 6.37132818 0.05606364 0.06569345 2.34545706 4
49.8216344 6.23276134 5.95048545 0.15844267 0.12958373 -2.3453073 4
14.5406985 4.2552993 4.49331263 0.01195518 0.16213319 2.34504955 4
12.779187 5.0402011 4.35864482 0.3523027 0.16402963 -2.344886 4

9.09040179 4.37761596 4.52648441 0.04054581 0.09947843 2.34441652 4
165.620141 7.33306347 7.10577335 0.10152475 0.1335231 -2.3436978 4
15.5014308 5.30537527 5.45128732 0.0854852 0.06714061 2.34348467 4
777.338427 8.67596317 8.84165821 0.03305304 0.11397658 2.34274282 4
291.575347 7.83190897 7.56027247 0.12773164 0.14923666 -2.3424027 4
161.032855 7.50093107 7.27082254 0.12270686 0.10894463 -2.3422447 4
557.996777 8.66818255 8.8130547 0.06533918 0.08228905 2.34203823 4
6.90245198 4.7646694 3.78570131 0.43899729 0.15015318 -2.3416374 4
14.0828651 4.45008345 4.67102655 0.08589776 0.12795955 2.3412631 4
184.115829 4.17730781 5.80413495 1.19725212 0.52100154 2.34077931 4
30.943244 5.49734874 5.76410739 0.18914106 0.09504578 2.34062023 4

21.9453276 5.19228474 5.37899425 0.08991467 0.09866138 2.3400086 4
193.89418 7.9958891 7.80894753 0.10670369 0.07775826 -2.3399844 4



585.569965 7.68462794 7.17586608 0.02536712 0.3924036 -2.3399409 4
228.922429 7.2462388 6.94325845 0.08945735 0.20823703 -2.3399377 4
129.290485 7.34577733 7.14351077 0.10587099 0.09943106 -2.3399111 4
29.9673919 6.77258752 6.60254115 0.11739879 0.04058269 -2.3396696 4
4.20358259 4.18264482 3.74267511 0.29328937 0.09988695 -2.3394883 4
2.98693337 1.6994005 2.24277126 0.17987419 0.33434926 2.33935988 4
96.2744256 5.58158144 6.07290081 0.31311358 0.20922456 2.33917754 4
324.129195 7.58720202 7.18536334 0.1702033 0.26171128 -2.3387578 4
74.5074032 6.36322935 6.5491552 0.08498556 0.10606575 2.33869788 4
11.3725289 4.97458136 4.63399661 0.21343994 0.10737491 -2.3386846 4
54.0097968 6.21059182 6.3967687 0.1058639 0.09137174 2.33861534 4
3.04950191 4.24977477 4.4244984 0.13495758 0.03614965 2.33764525 4
52.9137941 6.81813029 6.95863767 0.0917636 0.05054743 2.3375631 4
2.05379502 2.19305335 1.73259739 0.11535038 0.37889021 -2.3374962 4
198.016338 7.16541115 6.4225833 0.34478238 0.31271224 -2.3374351 4
80.8767739 5.76245772 6.06847886 0.10479925 0.18394161 2.33739028 4
7.93561304 4.11766818 3.40206352 0.37281773 0.24455848 -2.3372487 4
211.428916 7.2550845 7.55889298 0.21223272 0.11367723 2.33691 4
38.6453472 5.51006154 5.19702585 0.11604766 0.21527853 -2.3366655 4
11.2311995 5.18097549 5.35943599 0.12412214 0.05362742 2.33656722 4
56.4934935 5.42230289 5.72486822 0.10723841 0.18486779 2.33640029 4
255.767116 7.71871875 7.45837708 0.12714552 0.15011882 -2.3362065 4
50.3683895 4.15335971 4.91862229 0.40856466 0.335009 2.33603193 4
29.0004041 5.60805832 5.33716535 0.14269538 0.13467193 -2.3359446 4
90.7527379 7.2841699 7.10626649 0.10533194 0.07313554 -2.3355905 4
1242.82205 8.73435786 9.16676921 0.3472781 0.12692494 2.33532306 4
2.40019525 2.29304082 2.57721594 0.07262537 0.17333096 2.33526622 4
42.4119428 5.54992779 5.76159311 0.0679997 0.12856669 2.33516293 4
22.3777181 5.30518142 4.75320526 0.31797015 0.1946447 -2.335152 4
92.549933 5.7966462 6.10662279 0.04326579 0.21783221 2.33499887 4

51.2445048 6.13307283 5.93797218 0.063986 0.13518952 -2.3338685 4
392.23933 6.26167039 7.39613089 0.84274043 0.23014585 2.3333649 4

3.18906325 3.08581955 3.45140793 0.26697007 0.1039958 2.33280532 4
25.22732 5.18997142 4.86145875 0.15070149 0.18438509 -2.3328033 4

18.0011091 4.0279981 4.59143936 0.41190293 0.18914002 2.33254291 4
38.8075144 5.96964571 6.097717 0.02893807 0.08519241 2.33245853 4
202.959442 7.33219414 7.11174514 0.050186 0.17020842 -2.3324391 4
43.7775566 6.03052002 6.1949338 0.08068187 0.09157356 2.33227271 4
740.558609 8.15535715 8.62296879 0.33367808 0.13338283 2.33225729 4
189.23627 7.45928909 7.74995458 0.20923812 0.08268123 2.33218566 4

242.782964 7.94389407 8.08790854 0.0753988 0.07612983 2.33172199 4
9.11625064 5.22594787 4.81424914 0.24586628 0.07431987 -2.3315556 4
532.594981 9.07773612 9.16030931 0.02201976 0.05664148 2.33111484 4
207.379641 5.7109197 6.47426772 0.43816532 0.3155853 2.33068827 4
1069.39055 7.7540364 8.21099335 0.0333963 0.26914038 2.33066113 4
57.8912674 6.44485151 6.19128679 0.14437919 0.119296 -2.3305996 4
2.40869752 3.21908981 2.90759049 0.17652086 0.12667683 -2.3304917 4
100.825852 6.37417303 5.75504696 0.33024824 0.30494194 -2.3304082 4



13.5025163 4.77201959 5.12929535 0.28342042 0.07843248 2.33030673 4
293.889559 7.11472785 7.39531985 0.07353227 0.17424766 2.32990416 4
6.04923841 3.70751588 3.89650847 0.05579284 0.12029985 2.32989521 4
74.2547564 6.04459831 5.74663658 0.04484306 0.24089741 -2.3297862 4
7.4941606 4.59325355 4.75628552 0.10566612 0.06528774 2.32957131 4
7.4941606 4.59325355 4.75628552 0.10566612 0.06528774 2.32957131 4
53.169308 5.86930649 6.06877874 0.07266947 0.12619212 2.32950151 4

68.4481272 6.8731054 6.66437503 0.12793787 0.08811251 -2.3293735 4
4.93161712 2.7364938 2.0132073 0.05175221 0.73847101 -2.3292951 4
321.144731 7.51583271 6.99380426 0.23034845 0.29929566 -2.3291616 4
124.151255 6.53880049 6.23820543 0.02667859 0.25880754 -2.3290704 4
13.8964617 4.54986609 4.74445542 0.07105995 0.12448536 2.32890201 4
6.69414451 3.82946326 4.27851972 0.33749601 0.09285898 2.32889201 4
21.0555609 5.28329649 5.4312617 0.05438026 0.08987435 2.32877312 4
973.943116 6.74416247 7.62194593 0.14450602 0.42369457 2.32846053 4
29.2205963 4.5198627 4.8721339 0.08367514 0.20946415 2.32844126 4
136.654314 7.17577801 6.92602469 0.12473209 0.13116039 -2.3281651 4
294.848148 8.31399914 8.10565523 0.11784052 0.08957792 -2.3281175 4
4.53261533 1.74151477 3.22713131 1.81273864 0.17731692 2.32767283 4
179.180074 6.50305512 6.82421628 0.10962232 0.18395134 2.32757461 4
11.1866236 4.54776971 4.35542836 0.04393234 0.14240472 -2.3273059 4
47.9987424 6.49289479 6.20801817 0.18532624 0.09397339 -2.327298 4
455.382085 6.72457857 7.30495029 0.25707187 0.32825828 2.32693407 4
139.140743 6.20084793 6.76046465 0.44120509 0.15439208 2.32689638 4
167.874849 6.48956904 6.79732043 0.10723127 0.18879247 2.32675939 4
13.6231829 5.04222019 5.24853743 0.13678071 0.07306911 2.32674554 4

10.34439 5.01084768 3.93205506 0.66342526 0.21117514 -2.326639 4
503.414155 7.11319708 7.54507392 0.11707964 0.2653759 2.32642282 4
10.9717939 3.7458618 4.16143785 0.25465155 0.17905814 2.32641978 4
699.172896 6.86963727 7.51098781 0.06961521 0.35163315 2.3263059 4
31.4330181 5.08287741 5.34819693 0.11923783 0.15488991 2.32599486 4
8.05180245 2.38397524 3.02473547 0.06613509 0.41592129 2.32593276 4
328.266472 7.28794841 7.60805202 0.16862778 0.16519943 2.3257229 4
44.7073574 4.38365144 5.00413667 0.30686989 0.27454906 2.32566264 4
22.4079873 5.45861393 5.61936213 0.08896575 0.08316038 2.32537768 4
3.8163105 4.04784591 3.807147 0.1555406 0.08584074 -2.3251851 4

551.957146 8.10092818 8.32512934 0.09328426 0.13018633 2.32474754 4
14.2307155 4.25108269 4.50030762 0.07867122 0.15103333 2.32430854 4
23.6740975 5.74113726 5.84311423 0.02837202 0.06981394 2.32404943 4
9.65694743 4.00220179 3.60746126 0.16793284 0.25862981 -2.3236391 4
1319.76495 8.40317565 8.93123622 0.35535323 0.1657552 2.32358875 4

56.36028 7.74305341 7.64261758 0.06671204 0.02701783 -2.3235247 4
53.0743447 5.89330206 6.07430196 0.04099935 0.12186553 2.32332411 4
265.538799 7.34798093 7.7217859 0.28285802 0.12159826 2.32319272 4
24.2678502 4.78522905 5.18684546 0.30024926 0.13552265 2.32268073 4
19.4017032 4.86235642 5.0457171 0.03546686 0.12041036 2.32255098 4
5.2730829 5.0552968 4.1607379 0.46046145 0.08279563 -2.3223521 4

135.605117 6.88010617 6.66212031 0.01329728 0.1752325 -2.3223084 4



22.9849803 3.84305831 4.35747922 0.19041775 0.27574243 2.32137063 4
0.14980668 0.01322684 -3.4795051 0.97505796 2.02315148 -2.3212773 4
38.4302781 5.22769841 5.50758902 0.12910101 0.15466322 2.32099941 4
106.576538 7.33944528 7.09768442 0.14562218 0.0899496 -2.3204675 4
5.38434102 2.73542174 1.89448699 0.07830217 0.81152709 -2.3202381 4
182.860985 8.05920979 7.93693466 0.06318254 0.06466778 -2.3198493 4
91.3270579 7.95275653 8.02480605 0.04585314 0.03005039 2.31980256 4
108.128651 7.74901027 7.84305575 0.05740497 0.04285125 2.3198021 4
11.5272303 3.54482417 4.16959686 0.53042425 0.17807759 2.31959765 4
3.07834403 2.83618361 2.45851871 0.13548229 0.28292055 -2.3194293 4
134.973783 7.07219996 7.21185796 0.00882646 0.1017311 2.31895342 4
75.1001442 6.42498517 6.72259441 0.21808637 0.09069167 2.31866167 4
181.878052 6.86299053 7.14098085 0.14861882 0.14576237 2.31840989 4
14.5365816 4.41285902 4.63001046 0.06271784 0.14529955 2.31810462 4
102.206583 6.84669065 6.58873675 0.13516799 0.13719061 -2.3179449 4
5.14174204 4.37852105 4.50486552 0.07812012 0.05760411 2.3179145 4
7.69338868 4.61745228 4.34914837 0.16047522 0.09653788 -2.3174939 4
0.89212292 1.61843268 1.27619401 0.11237741 0.23754082 -2.3174333 4
14.0568144 5.18555372 4.87707453 0.18002552 0.10484167 -2.3174228 4
933.84526 8.25512172 8.80842319 0.41868338 0.1397246 2.31721422 4

1.03966439 1.81948094 1.07084751 0.38183971 0.36980754 -2.317132 4
4.37588496 3.97560608 3.78091508 0.10391985 0.10264321 -2.3167442 4
2.72662572 2.13541606 0.96821324 0.40004785 0.87879485 -2.3165582 4
38.0859478 4.99208372 5.52115233 0.42811449 0.15903077 2.31646211 4
521.247372 8.5458394 8.6922054 0.06180382 0.08701183 2.31593077 4
10.6255982 4.58234106 4.3230845 0.13260918 0.13729658 -2.3155299 4
35.0081574 5.68390171 5.47807314 0.06457263 0.14600558 -2.3152668 4
5.19658439 5.14002451 4.75210383 0.24543851 0.04429143 -2.3152535 4
446.118103 8.21231535 7.99497588 0.07512043 0.14964497 -2.315074 4
424.907269 7.59427979 7.14772582 0.13711328 0.36202343 -2.3150324 4
184.830085 6.82976781 6.32465088 0.22159211 0.35936357 -2.3147581 4
480.792997 6.7874656 7.33287257 0.18526268 0.29073427 2.31419915 4
17.8944961 5.24922621 4.89088368 0.21276328 0.13783083 -2.3133156 4
3.25208524 5.83141752 4.48017372 0.53888156 0.03655 -2.3132877 4
85.4911981 6.36719003 6.54274764 0.02074773 0.12547426 2.31293407 4
8.54598705 4.04797575 3.06629037 0.41716294 0.40185395 -2.3114855 4
13.1460959 4.84216369 4.98328703 0.05021565 0.08865052 2.31148354 4
194.384369 7.7075164 7.44524009 0.15013253 0.11585363 -2.3113551 4
89.1785306 7.3669314 7.53375536 0.11922571 0.04745096 2.31107782 4
45.846034 5.72075105 5.46979842 0.05453974 0.18751122 -2.3109579 4

620.755755 7.16666493 7.65127924 0.13058655 0.27660531 2.3106407 4
8.34065041 4.69799674 4.85551141 0.10185346 0.0655558 2.31054338 4
296.679542 7.23381795 7.59153165 0.22330413 0.15545501 2.31004464 4
18.6673192 4.54596137 4.04483214 0.20174073 0.32098142 -2.309714 4
121.875127 6.76153418 6.36201618 0.20031156 0.1978163 -2.3096938 4
2.43747767 1.42327515 1.97341794 0.07712089 0.30904606 2.30946109 4
105.750748 6.14780211 5.71147589 0.09999697 0.34647361 -2.3093767 4
28.2194394 4.98044899 5.20460433 0.0263815 0.15307217 2.30936908 4



28.0151263 6.03441499 5.92607399 0.03609653 0.07373725 -2.3092824 4
2.7626148 3.75137209 3.59116686 0.09104077 0.07718222 -2.3091244 4

227.629657 8.19414711 8.30836228 0.06529493 0.05529829 2.30899008 4
2.37817433 2.86440451 3.09519532 0.13576516 0.11063357 2.30828468 4

741.1452 7.5210498 7.9431677 0.12486997 0.28173988 2.30774155 4
39.8905471 6.04616492 5.85067913 0.09576675 0.11233144 -2.3076846 4
21.6412586 4.64705462 4.24000375 0.11947136 0.28436582 -2.3072451 4
83.9468763 6.92430222 6.54269845 0.21838189 0.12462216 -2.3070342 4
17.0594236 5.20219207 5.34738837 0.0706264 0.08293635 2.30653384 4
126.512837 5.258714 5.87694239 0.18372274 0.32551349 2.30649588 4
17.9735865 3.7939882 4.26198144 0.22419697 0.23979144 2.306483 4
168.96803 6.45957541 6.75029387 0.03721886 0.20865117 2.30632375 4

697.300046 8.44066433 8.75036069 0.20867373 0.1120967 2.30621943 4
79.1274744 6.93336473 7.06150398 0.06674178 0.06729072 2.30551076 4
26.043106 5.58316318 4.38648111 0.60072939 0.31346342 -2.3052227 4

1.84282491 -1.7155075 1.14989867 2.91584747 0.5094897 2.30493519 4
157.873314 7.1656181 7.49513136 0.26076491 0.08596332 2.30419277 4
6.9619164 4.42835395 3.94559914 0.32004264 0.13855391 -2.3041099 4
68.241304 5.85520509 5.4909921 0.10050647 0.27359664 -2.3040596 4

183.030539 6.62504382 6.09637064 0.15928431 0.44935547 -2.3039711 4
7.35067971 3.8833 4.12517947 0.13900961 0.12123567 2.30389516 4
64.7503505 5.31554368 5.76052653 0.25260677 0.19206471 2.30378478 4
4.38868711 4.63727136 3.34948469 0.58117931 0.1590419 -2.3037539 4
127.69378 6.36118581 6.63929721 0.10939658 0.16925336 2.30364589 4

3.21235683 4.33839038 4.40038559 0.02411614 0.03919501 2.3032658 4
110.120831 6.6442998 6.35716353 0.12055461 0.18291335 -2.3032372 4
81.6137776 6.50464379 6.75209116 0.17091015 0.09368496 2.30304908 4

10.90677 3.70414056 4.02530582 0.12582838 0.20286743 2.30296358 4
13.1464646 5.26097399 5.39348672 0.08234104 0.06077188 2.30285958 4
760.454281 7.71175903 8.07870733 0.08900518 0.23343979 2.30260707 4
64.1259214 5.68187946 6.02391884 0.21384196 0.15003354 2.30251854 4
73.6212284 7.24672406 7.34934324 0.06111043 0.04797484 2.30242786 4
40.7519563 6.44402513 6.63465699 0.14127803 0.05318286 2.30239254 4
54.0880656 5.22664921 5.68320772 0.32630079 0.17783975 2.30221452 4
11.5286038 5.58699576 5.35900136 0.14573953 0.05456908 -2.3020744 4
3.96977886 4.64214752 4.39117854 0.16077052 0.04942307 -2.3020502 4
234.710316 6.96754166 7.28914162 0.18738984 0.15374271 2.30155463 4
224.338233 6.42068154 6.8061458 0.09292572 0.26576257 2.30150915 4
15.5921757 5.44199454 5.5781545 0.08400932 0.05991933 2.30082982 4
10.5214931 5.00833953 5.10364868 0.02912213 0.0636343 2.3007383 4
343.215284 8.23790818 7.76680594 0.26674121 0.14604782 -2.3003889 4
46.3670569 6.68696698 6.31682667 0.22687937 0.08519569 -2.3002725 4
157.352345 6.3717723 6.8116138 0.3103199 0.16680212 2.30023224 4
134.993062 7.20532133 7.54614263 0.28170604 0.07253179 2.3002044 4
9.20262127 5.23019428 -0.0402109 0.71640344 4.64587953 -2.2999456 4
290.646889 7.33676793 7.55521362 0.02392689 0.14949545 2.29993572 4
28.2206123 5.08576056 5.30593909 0.07336015 0.1345611 2.29987563 4
20.2880894 4.7684122 4.46808398 0.07120499 0.22593364 -2.2998386 4



39.9132479 3.75850306 4.56194881 0.35746908 0.4076789 2.2997864 4
15.4561601 5.90951605 5.97450037 0.02847603 0.03952966 2.29936916 4
60.5130193 7.19814092 7.42024226 0.17978743 0.03656859 2.29933193 4
148.545089 7.56652277 7.34320297 0.12971202 0.09508281 -2.2983811 4
103.892726 6.0111426 5.48823705 0.12993669 0.38663884 -2.2980318 4
2.05819954 3.83592215 4.34747209 0.47685331 0.02661458 2.29793923 4
17.5708727 4.76984963 4.98820067 0.10977335 0.12348288 2.29791805 4
236.399761 7.22491745 7.60772762 0.27216581 0.11668821 2.29787625 4
1010.15028 8.63548339 8.92387989 0.18036663 0.13063071 2.29755946 4
256.414734 6.64031775 7.11040442 0.28106572 0.20219948 2.2972847 4
18.0744048 5.25920086 4.91031523 0.20814521 0.1360476 -2.2971577 4
13.3981221 5.29947996 5.408815 0.05667437 0.05920964 2.29669249 4
25.8419658 5.82314261 5.95028119 0.0691758 0.06634851 2.29645403 4
24.1374406 5.54033499 5.37820153 0.05723343 0.11472019 -2.2958947 4
4.71700842 3.80792618 3.49625654 0.18712094 0.14765707 -2.2957578 4
418.314643 8.00166192 7.70640697 0.12887666 0.19529353 -2.2954236 4
4.64533644 3.23244353 2.89824138 0.09377014 0.24586622 -2.2952875 4
100.300794 7.08118967 6.83950504 0.14082705 0.10421382 -2.2951386 4
21.0920187 4.85957132 5.06823214 0.07400741 0.12884452 2.2946325 4
16.1319454 5.09916825 5.25458591 0.08076293 0.08618232 2.29452166 4
12.2919727 4.9212394 4.55859011 0.207061 0.1334301 -2.2945139 4
30.0690863 5.92789664 5.43481525 0.29397245 0.13005295 -2.2943365 4
6.4658255 3.93322947 4.15447699 0.13868873 0.10424505 2.29399979 4

73.5566355 5.99897361 6.21452948 0.0445542 0.14831091 2.29322396 4
73.5566355 5.99897361 6.21452948 0.0445542 0.14831091 2.29322396 4
338.317586 8.17161824 8.30412537 0.05165934 0.08171175 2.29307311 4
168.211199 7.10861723 7.33489191 0.13720348 0.10999569 2.29306172 4
23.6513925 5.09986344 5.2796263 0.04969168 0.1163767 2.29305784 4
12.6388605 4.64504548 4.93148038 0.20036863 0.09096294 2.29208738 4
161.53742 7.21755487 6.95025716 0.12841978 0.15901662 -2.2919483 4

131.824192 6.88274864 6.6158083 0.11274764 0.17232588 -2.2914101 4
2.56529096 2.35449028 2.838027 0.33847204 0.15398153 2.2914066 4
159.668989 6.77140612 7.0176923 0.11190637 0.14197599 2.2912889 4
6.03266527 4.06085132 2.25445137 0.58764019 0.72201486 -2.2910962 4
23.2410589 5.13454925 4.88745687 0.08621158 0.17608365 -2.2907111 4
100.00788 6.87344035 6.53641174 0.18769584 0.13923194 -2.2904627 4

385.047119 7.3323125 7.76144803 0.29886595 0.16224353 2.29033839 4
125.487994 6.98288081 7.15772813 0.08657791 0.09842113 2.28949212 4
27.5027556 5.52271834 5.66899897 0.05129691 0.09420269 2.28858769 4
7.07604815 3.69240855 3.18065339 0.24489081 0.30167738 -2.2885168 4
59.4159167 6.85783322 6.47688046 0.25284188 0.08929863 -2.2882151 4
77.3723754 6.49495226 6.07222911 0.25698542 0.18405383 -2.2881872 4
14.1067181 5.09892303 5.20811122 0.02231316 0.0786594 2.28785983 4
151.966432 6.59936242 6.84187475 0.05946723 0.15650644 2.2877064 4
230.684361 5.99642712 6.5878017 0.28628083 0.30119156 2.28768594 4
74.0618202 6.10612332 5.67896549 0.20179612 0.23550995 -2.2875025 4
14.8326149 4.83287584 4.60456544 0.09329079 0.1542039 -2.2874512 4
124.827508 6.94205107 6.7441234 0.05499225 0.14789565 -2.287328 4



37.8216784 5.47733829 5.67070716 0.05220743 0.13444024 2.2872155 4
66.1751723 6.65770652 5.68054463 0.47020413 0.2112692 -2.2868516 4
41.9875263 5.02945995 5.35593331 0.13107117 0.20793685 2.28656739 4
219.293065 5.93494477 6.54536579 0.32085044 0.34245332 2.28638121 4
8.78995683 4.39141961 3.66706939 0.39162363 0.2183674 -2.2862661 4
164.243365 7.16809494 7.54910575 0.28596837 0.08511829 2.28556894 4
7.11654645 5.56842492 5.44091916 0.08997223 0.03095468 -2.2852312 4
225.792742 6.33680559 6.78321106 0.18776632 0.23733323 2.28520942 4
353.238281 7.46409493 7.70524902 0.06607068 0.15460969 2.28506893 4
8.54116473 4.6795775 4.78911406 0.04023458 0.06984886 2.28490325 4
172.325716 7.00332115 7.1953251 0.05225481 0.13402774 2.28480598 4
2.99220333 4.28635831 4.16574897 0.07787193 0.0460844 -2.2846888 4
37.743303 6.27207208 6.06592013 0.1279682 0.08748759 -2.2844595 4

9.83261143 4.9704824 4.75367185 0.14009088 0.08268906 -2.2844562 4
58.7750655 5.98160219 5.7473013 0.03321534 0.17916156 -2.2842583 4
420.055031 8.07868243 8.33725545 0.17577695 0.09776157 2.28413359 4
856.923927 7.95760155 8.38628929 0.25214892 0.19111917 2.28404475 4
27.0423008 4.72868328 5.05511792 0.17531136 0.16874156 2.28376155 4
50.8584575 5.72651535 4.91779564 0.38252667 0.36373096 -2.2837608 4
48.9831173 5.66411992 5.91207568 0.12691919 0.13310405 2.28335448 4
48.9831173 5.66411992 5.91207568 0.12691919 0.13310405 2.28335448 4
116.150298 6.28652508 6.57215214 0.14033402 0.16975827 2.28322378 4
494.267674 7.94054347 7.62981902 0.08260782 0.23424927 -2.283156 4
179.647403 7.78032665 7.58291484 0.11870861 0.09008618 -2.2830166 4
202.273864 7.24161982 6.95655371 0.10963334 0.19934098 -2.282896 4
125.147547 6.2009082 6.80260729 0.54276305 0.13433611 2.2827512 4
152.419489 7.3360554 7.1312976 0.09643821 0.12201803 -2.2826236 4
372.824127 7.96304242 8.20831988 0.15937774 0.10450288 2.28249454 4
5.96933882 3.35357098 3.69830086 0.23730971 0.15320378 2.28214216 4
38.7642796 5.93783415 6.07229654 0.04403839 0.09142547 2.28210011 4
172.437206 7.90365465 7.41983543 0.28220926 0.10471846 -2.2817126 4
9.0910864 3.16539559 3.61732927 0.23229928 0.25955034 2.28162009 4

57.4861261 5.66260442 5.92599552 0.1241444 0.15830984 2.28142861 4
296.738487 8.06025716 8.29367794 0.17752171 0.07273277 2.28134997 4
13.6198711 4.02834408 3.5648227 0.08492706 0.42596863 -2.281076 4
106.551098 7.22905869 6.87866878 0.22562023 0.1122267 -2.2809563 4
47.9240441 5.99116675 6.18845884 0.11570976 0.09764876 2.28055943 4
23.4791317 4.7192518 4.99033926 0.12273366 0.15331077 2.28046134 4
15.9818123 5.15884091 5.28047883 0.03853455 0.08108503 2.2802764 4
13.6482869 5.49198349 5.3014478 0.1246532 0.06784462 -2.2801774 4
24.6433033 4.62943692 4.93792616 0.14067673 0.16853631 2.27992372 4
21.9352482 3.85593374 4.33646182 0.17738789 0.28568438 2.27988695 4
14.7938857 4.54182274 4.72586882 0.01951666 0.13399756 2.27961064 4
22.4163711 5.27125596 4.89467108 0.21083658 0.16903256 -2.2784607 4
11.2292633 4.60810325 4.0655688 0.31857452 0.18531997 -2.2780117 4
160.782202 7.3246493 7.1468274 0.05820487 0.1310875 -2.2779854 4
799.217632 8.98732748 8.81575391 0.06137609 0.11974301 -2.2779522 4
48.9269522 5.57601055 5.96594381 0.31349105 0.12095661 2.2779393 4



21.0502948 4.48684276 4.77332209 0.10297011 0.16909154 2.27787346 4
65.6912043 4.57674799 5.16419953 0.02434029 0.39578112 2.27772223 4
137.641322 6.45583427 5.95427969 0.17737752 0.3915236 -2.2772388 4
134.703136 6.76285373 7.02368073 0.15564867 0.11589219 2.27713185 4
37.9466965 4.92959666 5.22559388 0.03606396 0.21237382 2.27697001 4
5.21540722 3.25802064 3.72799889 0.40066277 0.12815659 2.27672263 4
32.2444959 5.78425596 5.48942275 0.16304315 0.12911443 -2.2762677 4
49.6937267 4.99666403 5.34705744 0.03360099 0.22312246 2.2760419 4
4.19678749 3.33280963 2.59174545 0.44943446 0.32607628 -2.2757209 4
11.3457252 4.54994974 4.16985561 0.2263924 0.18404394 -2.2755286 4
401.159441 7.92352668 8.13798778 0.11040897 0.11362422 2.27547183 4
10.8070497 4.00534924 4.25452687 0.10268277 0.15860342 2.27546444 4
99.2833307 5.44677827 5.9425743 0.24903224 0.26180636 2.27541155 4
17.569849 1.76275282 3.30029543 0.59278582 0.55713072 2.27461643 4

31.3487256 5.85900972 5.68337869 0.08091916 0.10984343 -2.2745242 4
11.0870793 4.32448446 4.58912575 0.16633904 0.11040583 2.27437451 4
7.2803561 4.22269002 3.96552024 0.1419686 0.14214495 -2.274357 4

13.4188923 3.97627839 4.27174754 0.10184954 0.1844628 2.27434874 4
69.7839993 5.45557034 5.81746835 0.15940911 0.21436852 2.27359006 4
59.1803996 5.3034991 4.69625328 0.05857982 0.61330174 -2.2735403 4
8.47041781 -0.9975056 2.29536392 2.72395206 0.94057312 2.27353709 4
8.36420224 4.2894621 3.9182435 0.22150518 0.16724558 -2.2734266 4
3.47816818 2.88714886 2.19499395 0.30220236 0.42501666 -2.2734243 4
157.461652 8.06642904 7.83741294 0.16051492 0.06323066 -2.2733242 4
16.0004306 4.10312645 4.71424053 0.47497087 0.1462665 2.27325391 4
46.5706982 5.47413116 5.70220371 0.05250223 0.15339599 2.27322434 4
19.1671656 5.31494568 5.09979436 0.11496988 0.11900668 -2.2731208 4
10.0215196 4.06702521 4.34891142 0.1755142 0.13429913 2.2730113 4
199.299106 7.6579934 7.92694321 0.21667547 0.07197207 2.27300455 4
3.79623661 4.55165369 4.34169535 0.14819389 0.04972522 -2.2729301 4
52.8608023 6.44759421 6.61831963 0.11154016 0.06934759 2.27292518 4
0.94310704 4.5606527 4.61643873 0.04241365 0.00934331 2.27279011 4
4.28244499 2.39881215 1.45636537 0.0573867 0.81059243 -2.2725156 4
3.2705404 4.55873654 4.43952284 0.08098554 0.03900239 -2.2722597 4

13.2513906 4.4492275 4.66105376 0.09873094 0.1236942 2.272212 4
2.56367898 4.116048 4.25001438 0.09844942 0.03620255 2.27200093 4
79.1837203 5.48583616 5.85792624 0.14047904 0.21236296 2.27189496 4
106.771164 5.25740756 5.79424045 0.14931082 0.29532768 2.2715963 4
4.9415804 4.35456315 4.18873149 0.10169419 0.07361426 -2.2715601 4

223.178118 6.18657164 6.69411217 0.25598735 0.29631594 2.27147343 4
69.2645855 6.41120966 6.22201033 0.06013231 0.13470635 -2.2710867 4
261.617323 7.09048942 7.36417315 0.11756107 0.16979776 2.2709778 4
426.044044 8.2660969 8.08177231 0.06082486 0.13444533 -2.2709664 4
548.958606 9.12576111 9.20646639 0.02505034 0.05559351 2.27090259 4
183.809183 7.29080456 7.44218336 0.02570522 0.10777863 2.27051487 4
32.310432 6.59446038 6.44772647 0.09537926 0.05168028 -2.2704265 4

2.12017658 1.49207473 1.96505157 0.13880257 0.3149914 2.27034967 4
15.7026457 4.22889148 4.55507656 0.1918044 0.1721908 2.26997285 4



0.65244096 3.16150772 3.38475161 0.18828967 0.02205196 2.26977656 4
91.2079848 6.6747018 6.48429031 0.0593678 0.13372433 -2.2696731 4
15.8211441 3.46918263 4.02433005 0.29327888 0.29414533 2.26964744 4
22.293245 5.7969627 5.89310077 0.03852316 0.06248893 2.26933137 4

256.567126 4.97354715 6.08551572 0.13423101 0.52747084 2.26909311 4
1.71546809 4.93253434 4.80296977 0.09368373 0.01408366 -2.2690624 4
130.124614 4.70885783 5.58315066 0.20909795 0.46340956 2.26893429 4
12.0959377 4.82822029 4.67471227 0.04452755 0.11429354 -2.2689296 4
256.789032 7.02152192 7.27694294 0.0376369 0.1786678 2.26881764 4
6.67552745 3.80579343 2.66899784 0.50739982 0.42419853 -2.2685481 4
30.7144639 5.51753057 5.69596575 0.08798785 0.10436867 2.2684179 4
80.8814986 6.36231672 6.03312025 0.15396811 0.19765859 -2.268416 4
405.49018 7.79696141 7.43929803 0.14627989 0.22677142 -2.268364 4

3.08843774 3.92140755 4.17264854 0.2018127 0.04736713 2.26822731 4
241.487763 6.91865045 7.21499899 0.12295901 0.18347934 2.26809126 4
19.9132711 4.92162567 5.10746425 0.06655988 0.11871645 2.2678509 4
124.435555 5.71159006 6.13391995 0.10758322 0.25517212 2.26775099 4
1.60539108 2.48776397 2.76080664 0.19515528 0.10446817 2.26768979 4
9.19888837 4.86786286 4.68402016 0.11035452 0.08362301 -2.2675869 4
217.929915 6.92372845 7.18080379 0.08758647 0.1723265 2.26756681 4
10.3148061 4.71642321 4.55778622 0.05962671 0.11074322 -2.2673953 4
653.524936 8.39324393 8.5733532 0.0468445 0.12709595 2.26693204 4
89.1364792 6.75629937 6.5688507 0.07548056 0.12097134 -2.2668772 4
653.892656 8.71097443 8.84641871 0.03409031 0.09237236 2.2667561 4
2.55187206 2.10440383 -0.2857507 0.58261626 2.67669823 -2.2666044 4
15.7042722 5.85611539 5.70655187 0.09538387 0.05268336 -2.2660654 4
80.1834463 6.07204473 6.30361065 0.08736973 0.1451918 2.26568993 4
13.267401 5.37433538 5.15069639 0.13872267 0.07580021 -2.2656537 4

7.40752604 4.40710098 4.51940409 0.0204664 0.07935716 2.26556247 4
56.2534184 5.6531554 5.26590241 0.12337248 0.31272411 -2.2653141 4
2.99221845 2.42173294 2.78241771 0.19602656 0.17737722 2.2650131 4
182.996055 6.97126787 7.28041702 0.22140867 0.12534588 2.26494543 4
2.3399628 3.94306019 3.83805436 0.06164848 0.04997345 -2.2647243 4

182.437628 6.79060039 7.04309416 0.09623988 0.1586294 2.26460607 4
0.55807536 1.56924916 1.84481723 0.21403001 0.09042053 2.26455847 4
36.1027432 4.47907112 4.91970453 0.16592989 0.27386753 2.26448453 4
20.3215999 5.10364664 4.71695386 0.23118224 0.17369889 -2.2642054 4
2.16791793 2.03273216 1.42802465 0.122099 0.5527216 -2.2641766 4
16.5307539 3.9455605 4.39642121 0.306092 0.21265632 2.26384867 4
16.2895259 4.38346359 3.84627552 0.23134798 0.32567399 -2.26378 4
8.78977207 4.7358194 5.09677728 0.28322473 0.05343977 2.26351503 4
10.1816146 4.76066876 4.57682706 0.09177412 0.10319736 -2.2630895 4
5.52864501 3.75451728 3.9931989 0.16339267 0.10099882 2.26275893 4
186.291893 6.89479449 6.57138454 0.06549062 0.26005364 -2.2626171 4
67.5720608 5.63820107 5.9412456 0.1418897 0.17792487 2.26240132 4
27.7803456 5.96892949 5.64437933 0.19747999 0.09576531 -2.262401 4
44.6183142 5.32205479 4.94743455 0.05319638 0.29339622 -2.2623056 4
14.7064231 5.61233477 5.81727615 0.15616552 0.04407521 2.26206287 4



7.66460785 3.47983498 3.74468823 0.05194344 0.17251409 2.2620251 4
20.4976886 4.93893474 4.68828413 0.07084416 0.19849153 -2.2620003 4
71.9490787 7.35419715 7.08950664 0.18746896 0.05963228 -2.2616856 4
171.616611 7.71287517 7.84667149 0.07799459 0.06829054 2.26134089 4
1.03785314 3.85197195 3.88102976 0.00541727 0.02153405 2.26133123 4
40.7410043 6.10006754 6.21266919 0.01791829 0.08215375 2.26129632 4
340.696828 8.00333657 8.1615029 0.06860187 0.09996774 2.26085643 4
3.27995475 4.84675503 4.00749672 0.49470451 0.05906588 -2.2606948 4
158.140072 6.97477534 7.23594558 0.17681806 0.11083612 2.26062544 4
21.9211132 4.21840719 4.5579518 0.05810643 0.22985136 2.26046056 4
22.3785353 5.33069553 5.57837791 0.1720554 0.08397378 2.26027652 4
211.935784 6.99186063 6.63094296 0.10754836 0.2762169 -2.2599405 4
10.2944942 4.14125674 4.43479543 0.20749947 0.11824063 2.25983252 4
102.805892 5.6820493 6.0541738 0.10198705 0.23812037 2.25982342 4
0.65063889 1.14308765 -1.740858 0.56026449 2.98819112 -2.2595773 4
52.8064251 5.7918037 5.35167118 0.20947473 0.26551287 -2.2587943 4
233.122029 8.03983842 7.83493425 0.12368558 0.08996507 -2.2582631 4
988.602636 9.17009686 8.9146186 0.13827019 0.13593692 -2.2579652 4
35.173021 5.4758029 5.03991773 0.22780203 0.24230423 -2.2579507 4

167.524652 7.61817703 7.50020147 0.0140753 0.09076009 -2.2575704 4
223.342798 5.9028336 6.55021628 0.3486567 0.3136185 2.25733259 4
10.3067526 5.3248331 5.54851546 0.17519899 0.04057417 2.25730046 4
199.617287 8.31843701 8.43069721 0.0755113 0.04347377 2.25715063 4
263.57516 6.63377254 6.99704504 0.07840752 0.23609067 2.25709089 4
95.557837 7.25845399 6.95062613 0.19012789 0.09364545 -2.2569541 4

169.526857 7.24299808 7.43356321 0.10702211 0.09751025 2.25693007 4
222.5887 7.51610844 7.68425058 0.07338011 0.10067636 2.25687322 4

126.551482 6.82065272 6.60877419 0.02462595 0.17896624 -2.2568506 4
87.2252181 6.04528406 5.67848498 0.08393658 0.27582247 -2.2567401 4
216.267132 7.57689402 7.35626624 0.1037178 0.13435299 -2.2567334 4
76.5192745 6.43064853 6.19837317 0.09382376 0.15367634 -2.2566822 4
349.299212 5.96263744 6.69612916 0.17840976 0.41109453 2.25665293 4
50.3120291 5.6880747 5.90507115 0.08536735 0.14073402 2.25638831 4
25.7474418 5.14360124 4.91332176 0.01418277 0.1845835 -2.2559602 4
1.59820621 3.02547571 3.4591935 0.39982259 0.04989842 2.25578455 4
7.83957054 4.7669449 3.1394888 0.6334848 0.30780266 -2.2557715 4
3.4306255 3.89853887 3.79902895 0.01653323 0.07625611 -2.2551088 4
217.43546 6.11764617 6.65210833 0.28989396 0.26105498 2.2546442 4

7.67812399 4.64640566 4.2115739 0.25689859 0.11751513 -2.2544562 4
92.4560817 5.43311219 5.8517919 0.1197825 0.24575353 2.25375254 4
23.993106 5.02768582 5.2141125 0.04152942 0.1353576 2.25336582 4

298.441961 8.64774316 8.43890949 0.13419578 0.06343477 -2.2531996 4
529.146191 8.29191828 7.94847218 0.17472776 0.17866067 -2.2531189 4
30.4386253 5.63044103 5.78771807 0.07602271 0.09510468 2.25290861 4
223.096754 7.51947019 7.17920881 0.19596649 0.16254671 -2.2527706 4
146.417047 8.06810833 7.80842215 0.18662901 0.05990689 -2.2526202 4
516.183888 7.95474163 8.17020788 0.05822707 0.13994638 2.2525694 4
19.8353795 6.40433193 6.25319685 0.107783 0.03790384 -2.2522611 4



40.4909968 4.63220858 5.30589239 0.4875729 0.21184135 2.25216738 4
38.3327295 5.08098731 5.34940372 0.06681939 0.18890492 2.25206169 4
6.01187324 3.15973326 3.49035893 0.16665363 0.1897194 2.25203629 4
9.96343691 4.51614023 4.6677659 0.0653661 0.09159443 2.25198781 4
508.268067 8.35040136 8.09761398 0.12394785 0.1614823 -2.2517807 4
38.3585255 5.52523002 5.22375908 0.12176725 0.20380145 -2.2517672 4
22.8295412 5.83695888 5.73668338 0.02831199 0.07207525 -2.2514449 4
3.06981534 4.99699993 4.96371649 0.01422737 0.02131802 -2.2513276 4
12.089196 4.19536155 4.420183 0.07804924 0.14004634 2.25129173 4

476.297163 7.41636658 7.77088616 0.16978352 0.20962637 2.25104945 4
14.0198856 4.46048575 4.67028143 0.08449287 0.12640656 2.25104097 4
116.39527 6.64511754 6.81956671 0.01032619 0.12996638 2.25092214 4

34.1946591 5.99658992 5.65096212 0.23324839 0.11610174 -2.2507251 4
8.19329714 4.44427528 4.67195612 0.16502536 0.07507561 2.25062387 4
19.9882285 4.71815639 4.96141318 0.11565138 0.14185744 2.25030817 4
34.8388702 5.42598759 5.67311763 0.15568038 0.1181408 2.25024181 4
364.761114 7.63198245 7.84058303 0.05076626 0.13915831 2.24993397 4
180.647545 7.04519678 7.25339771 0.09026688 0.12795186 2.24968341 4
41.1649457 5.87599753 5.67385162 0.07461712 0.14542134 -2.2495301 4
115.262144 7.26754541 7.14050218 0.04183111 0.08997815 -2.249466 4
234.281335 7.74605258 7.88177975 0.05073127 0.08655814 2.24895399 4
7.67087577 3.76208899 3.4275171 0.1130873 0.24878364 -2.2487284 4
264.568049 8.03506119 7.89819268 0.04483928 0.09865413 -2.2484509 4
66.2795174 6.17191598 6.51211252 0.25788722 0.09837462 2.24794175 4
195.627585 7.76459855 7.19260115 0.34417988 0.14234584 -2.2476151 4
83.7582845 6.19190433 5.82726065 0.14879792 0.26259329 -2.2472057 4
1.4506743 3.41986459 3.3222198 0.05305412 0.05160608 -2.2470584 4

631.510916 6.44855884 7.221405 0.06310195 0.42036221 2.24689587 4
1067.48962 7.25556056 7.89353635 0.07408308 0.37452427 2.24667275 4
142.862737 6.08873584 6.4944651 0.22719074 0.2028201 2.24663487 4
12.4040438 3.70891214 4.02405546 0.00460806 0.23188983 2.24636481 4
422.812229 7.52245473 7.85636583 0.20217902 0.17098015 2.24604268 4
209.511733 6.92247496 7.16842617 0.0784188 0.15458861 2.24602739 4
7.49273449 4.34323915 4.46934742 0.04055994 0.08390723 2.24595583 4
13.097577 5.34120189 5.18613587 0.09257169 0.07315466 -2.2459115 4

58.6100546 5.09017246 5.61380681 0.38575139 0.20146356 2.24578907 4
25.928665 6.8813147 7.13187047 0.21369654 0.02078901 2.24552806 4

56.5246452 5.93231069 5.68183174 0.06576282 0.20239662 -2.245489 4
2.25049933 3.81478791 3.61584397 0.13369927 0.06035996 -2.2454385 4
12.4393106 5.06756559 4.91116733 0.07846272 0.08982553 -2.2454132 4
38.0474546 6.25681095 6.64994765 0.34317573 0.0498773 2.24538126 4
291.222371 7.36387103 7.59024942 0.08050886 0.14372648 2.2445925 4
1.82273696 3.22964265 2.8644793 0.23268618 0.10380912 -2.2445785 4
110.440388 6.92490315 7.05458249 0.01443633 0.09692479 2.24453817 4
56.2945632 6.08313965 6.27552249 0.10340588 0.10683717 2.2444702 4
15.9351762 4.38967518 4.65780005 0.13656895 0.14578838 2.24423082 4
63.708629 5.35134384 5.761612 0.23324751 0.19579462 2.24412656 4

5.79947549 4.23596616 4.37205809 0.07362744 0.07260222 2.24404237 4



6.14852011 3.46685758 3.69915291 0.07884072 0.15877084 2.24348432 4
68.1886433 5.69805015 5.97582867 0.1083226 0.1681707 2.24273739 4
233.727861 6.89246692 7.15603598 0.05077738 0.17587656 2.24251498 4
433.105443 7.47811007 7.74317855 0.03119654 0.19783939 2.24249609 4
35.8450659 6.77308888 6.8625034 0.05953688 0.03789403 2.24235094 4
122.50168 7.49436603 7.70109496 0.163542 0.05561334 2.24212525 4

21.0673461 5.45701466 5.28882197 0.07739823 0.10583248 -2.2420363 4
6.15521993 4.30551013 4.41623548 0.03891537 0.0728176 2.24186889 4
8.56969438 4.86304164 4.75559287 0.04067596 0.07423705 -2.2418321 4
5.92072347 3.78201964 3.99339588 0.11933161 0.1057416 2.24179685 4
33.0959261 5.25647079 5.48191731 0.09959687 0.14113533 2.24173794 4
4.13795256 4.12264063 4.28015969 0.11409552 0.05745699 2.24164603 4
4.50531244 3.88456834 3.65176759 0.1281457 0.11429612 -2.241185 4
366.486731 6.72463005 7.42802267 0.51674617 0.2099017 2.24095187 4
12.898516 4.55333977 4.14586945 0.21677993 0.21166987 -2.2407515 4

125.115406 6.31488764 6.56473186 0.03339498 0.16916119 2.24050344 4
25.0732859 6.14978613 5.6857976 0.33458415 0.08482054 -2.2404557 4
812.146337 7.31889847 7.81984689 0.06631937 0.30167932 2.24031953 4
41.7607813 5.96167333 6.10606427 0.05781659 0.09261981 2.24030385 4
18.7670949 4.12617512 4.5729434 0.29658546 0.18475395 2.23987102 4
5.11281645 4.80483686 4.94335562 0.10258185 0.03658246 2.23985509 4
149.349005 7.02197449 7.23780539 0.13240579 0.10955318 2.23948278 4
77.8363093 7.05669708 6.96245694 0.01319688 0.07313052 -2.2394478 4
29.0388485 5.4820343 5.73277259 0.16961339 0.09636399 2.23943407 4
18.0908779 4.46372741 4.70341013 0.06080732 0.1615261 2.23939709 4
4.56483319 5.34614001 2.36978562 0.75628506 0.41656645 -2.2391955 4
266.301881 8.25992316 8.43906446 0.12916834 0.05852861 2.23914004 4
1382.60033 8.38586335 8.74209243 0.13860216 0.23390995 2.23893878 4
287.545075 6.06927694 6.74337328 0.38374406 0.31289509 2.23822977 4
133.85826 7.00032209 6.63179786 0.21292647 0.17358398 -2.2381447 4
273.82858 5.94750992 6.71172082 0.54946968 0.30728581 2.23802852 4

233.427118 7.42009662 7.18281751 0.07409619 0.16927066 -2.2379605 4
5.97230494 2.71219096 3.11614774 0.11256915 0.28218814 2.2378797 4
63.8749944 7.41529876 7.33408721 0.04706973 0.04205674 -2.2373005 4
27.042835 4.83385976 5.10068201 0.11154059 0.15948644 2.23690827 4

35.6739227 5.35021036 4.96792472 0.18360637 0.2505389 -2.2365509 4
215.897104 7.38992005 7.67565922 0.21524806 0.10215531 2.23563315 4
64.1237063 5.81737826 5.48857251 0.075864 0.26701198 -2.2356096 4
133.082073 7.16084723 7.31961467 0.08450359 0.08596734 2.23546318 4
806.024879 9.56055153 9.47155031 0.03211467 0.06114571 -2.2352262 4
13.7617226 4.64104627 4.43919788 0.03208304 0.15584057 -2.2349533 4
8.10883673 5.22534588 4.29222944 0.64686121 0.11342936 -2.2347985 4
11.470491 4.09278806 4.36618069 0.15874366 0.14624039 2.23439311 4

1.65072638 3.63618558 3.89820477 0.22767775 0.03349981 2.23428595 4
20.3074529 4.71287032 4.95512972 0.11184653 0.14290476 2.23401844 4
13.0784793 4.6660321 4.8262101 0.05931064 0.10372418 2.23385758 4
615.125217 7.78983421 8.08755522 0.11629073 0.19633501 2.23385631 4
99.5254455 6.23734067 6.58360212 0.22982878 0.13666641 2.23367565 4



211.482297 7.47652561 7.65160098 0.08744675 0.10254733 2.23339917 4
66.2915461 4.89034873 5.55637843 0.53547288 0.24480256 2.23324627 4
32.2675724 5.35826846 4.89714751 0.23548052 0.22935806 -2.2331838 4
33.8700232 1.69772665 3.74431699 0.8666504 0.83638487 2.23317305 4
3.22045794 3.22901978 2.86164022 0.20587632 0.19257342 -2.2330078 4
583.406611 8.71604807 8.55928241 0.056615 0.10901089 -2.232551 4
335.828561 7.8009926 7.98508181 0.08244019 0.11806507 2.23232224 4
46.8844325 5.34961313 5.72175843 0.27476957 0.15981541 2.23230559 4
145.458051 6.32118441 6.7036004 0.25704563 0.18688551 2.23221526 4
18.7683063 5.74032974 5.85306953 0.07105294 0.05458166 2.2319802 4
9.0614386 3.38831062 3.94274933 0.43936436 0.17991631 2.23196192 4
75.911154 7.13844697 7.3129948 0.13503243 0.04994288 2.23192413 4
5.1654116 4.8284011 4.93805947 0.07955943 0.03740353 2.23177685 4
225.31784 6.87571517 7.2632418 0.28914311 0.15083482 2.2317648 4

12.6367486 5.43617474 4.92266332 0.32741558 0.09423418 -2.2316126 4
20.4336458 4.01029709 4.39763064 0.10757175 0.23797724 2.23083147 4
160.750788 6.24931155 6.59991418 0.13410865 0.20583881 2.23078958 4
30.8258595 5.17724859 4.66580168 0.24065779 0.30538859 -2.2307333 4
15.7478616 5.20841742 5.35043377 0.08231579 0.07326046 2.23067174 4
1.15076801 1.57854689 0.93669591 0.29969795 0.39666875 -2.230478 4
15.3387861 2.92303822 3.62673299 0.23358198 0.39899237 2.22973661 4
406.928469 6.70250519 7.28181256 0.38230276 0.29700472 2.2295327 4
68.7259074 6.31926268 6.02194949 0.1612319 0.15934908 -2.2294059 4
302.758221 6.88807838 7.26963184 0.19518068 0.19813915 2.22937062 4
328.516297 7.50139625 7.74012752 0.11210201 0.14286244 2.22920033 4
3.56663356 3.40137504 3.57873318 0.09227808 0.1023452 2.22869679 4
16.7859167 7.59709924 7.634206 0.027755 0.00811256 2.2270463 4
29.7429232 4.20017221 4.70681529 0.27537154 0.2678526 2.22697289 4
36.7462448 5.92116991 5.75954514 0.05779 0.11929149 -2.2264464 4
206.883415 7.43510526 7.62513213 0.10960631 0.0987879 2.22586704 4
180.318578 7.97896284 7.73794323 0.16850155 0.07684142 -2.2256329 4
3.61346896 4.39998071 4.16685317 0.15685265 0.05644339 -2.2254539 4
110.330459 5.90543912 6.21605237 0.01459397 0.22388599 2.22543755 4
145.041288 7.70707066 7.43616044 0.17075727 0.08366209 -2.2253117 4
13.8765378 4.55266125 4.28856012 0.09665165 0.19988374 -2.2251717 4
27.2001992 5.21501579 5.39277622 0.04784455 0.12290253 2.22498448 4
9.54385534 4.56964263 4.68967621 0.02261404 0.08813667 2.22494022 4
6.31857821 4.69522321 4.91321461 0.18117933 0.04704824 2.22442398 4
23.8796517 4.99754086 4.71976335 0.0804829 0.22584445 -2.2243334 4
3.61961456 4.97263437 4.77505335 0.13864444 0.03040515 -2.2242272 4
4.07918993 3.6678486 3.84131868 0.10329492 0.08580563 2.22417472 4

52.59039 5.83046271 6.0154007 0.0523253 0.13251878 2.22416573 4
6.80870559 4.39353118 3.99289567 0.27053276 0.12913178 -2.2237361 4
332.577239 7.33181801 7.63892198 0.18540234 0.16742448 2.22323641 4
25.0721508 5.08546168 4.51361597 0.30478353 0.27925063 -2.223059 4
110.89516 6.04879998 6.38843582 0.1896613 0.17746847 2.22287224 4

29.1296537 5.36332588 5.52774241 0.04200235 0.11235398 2.22280238 4
170.611778 6.60430735 6.8807787 0.10901217 0.17847024 2.22235658 4



226.745472 6.84471661 7.16246339 0.16439941 0.16884514 2.22233368 4
38.0902434 5.82530687 6.05879542 0.16476326 0.08813012 2.22152456 4
1574.51371 8.11586028 8.61111604 0.21875377 0.26416134 2.22144936 4
442.105492 7.00834618 7.40466101 0.08145608 0.28907327 2.22044327 4
18.2960452 5.19068551 5.3514061 0.09255304 0.08827265 2.22016231 4
7.75678288 4.73001277 4.52410548 0.13230371 0.08577249 -2.2199662 4
152.905274 5.28481363 5.94019666 0.14580394 0.36667971 2.2199362 4
551.352951 5.73225612 6.89322107 0.70893906 0.63854658 2.21977041 4
174.572011 7.2290124 7.45814212 0.15446891 0.09787282 2.21953705 4
0.36468571 1.29110802 1.68568928 0.35066876 0.06876019 2.21936656 4
840.087765 8.76780293 9.12776764 0.29823651 0.09324348 2.21930801 4
206.42752 6.22265258 6.65511799 0.16413548 0.2732503 2.21912966 4

49.0348811 6.08597782 6.22483704 0.04124497 0.09955629 2.21896054 4
182.630742 7.74917967 7.60157348 0.07282571 0.09186594 -2.2186963 4
61.1958641 6.04563738 6.25193431 0.1104915 0.12181214 2.2186056 4
5.57789642 3.73797903 3.51265678 0.07883509 0.16066858 -2.2183136 4
17.0302227 3.44590103 3.97741414 0.19721797 0.29729489 2.21825288 4
114.381259 6.7470182 6.39492954 0.18446651 0.18552709 -2.2181537 4
565.200811 8.14848534 8.3695655 0.10560933 0.13535046 2.21805735 4
545.818538 7.5837457 7.89731922 0.11184805 0.19384786 2.21803514 4
367.991692 7.53862317 7.17767115 0.11381226 0.27679496 -2.2178353 4
384.103356 7.99085921 7.79140367 0.03959976 0.16318111 -2.2177863 4
126.32329 6.72694877 6.31667629 0.23020977 0.21333924 -2.2174345 4

88.7877212 5.85594762 6.16891533 0.1459284 0.19497018 2.21741677 4
16.218919 5.47020849 5.33464118 0.07024754 0.07935586 -2.2168969 4

325.157944 7.13033607 7.43707625 0.1269655 0.18262595 2.21674535 4
12.1908972 5.10305975 5.24163455 0.08947967 0.06420207 2.21672802 4
33.9222092 5.2148617 4.88576905 0.10094279 0.24019637 -2.21637 4
25.0544505 6.32934547 6.25358963 0.03517308 0.04860696 -2.2158919 4
289.096766 6.35164302 6.82544623 0.11437207 0.34028624 2.21579539 4
167.674698 7.11046244 7.27294552 0.03660174 0.11802125 2.21552163 4
123.327821 7.2505938 7.09979699 0.06379225 0.09897692 -2.2153691 4
9.49792587 3.59143322 3.87263126 0.04673763 0.1865662 2.21512978 4
22.9143191 3.81723487 4.28440777 0.0796381 0.34103499 2.21497692 4
397.287694 6.95677368 7.37240236 0.19125385 0.25975092 2.21462056 4
29.4811661 5.11043112 5.33771332 0.10237427 0.14740513 2.21454314 4
75.9347359 4.66531212 5.3331902 0.30970634 0.34462422 2.21449938 4
84.8897149 7.07870182 7.33310182 0.21484158 0.05497728 2.21431466 4
10.5668336 4.62477209 4.86173034 0.17921751 0.08062388 2.21404761 4
8.05726806 4.27365278 4.10228771 0.0420872 0.1283043 -2.2136396 4
42.0859745 3.42142398 4.41970757 0.49771203 0.50009541 2.21355028 4
323.652358 7.39369682 7.61707285 0.04247118 0.15790166 2.21345821 4
265.692707 7.5367579 7.72848776 0.08725134 0.11301897 2.21317077 4
57.013478 5.8845411 6.12641169 0.14467318 0.12375277 2.21314807 4

0.72412595 4.82285149 4.94554091 0.10163635 0.00515973 2.21300565 4
45.9084872 5.5943451 5.86225471 0.16404696 0.12833988 2.21239628 4
19.0543317 5.33326037 5.45230404 0.04102154 0.08352839 2.21201107 4
10.5258414 5.27447146 5.14955189 0.07389786 0.0606555 -2.2112258 4



39.4372512 6.18916038 6.29311522 0.03261841 0.07443535 2.21102719 4
191.096189 5.96268753 6.42478278 0.06055725 0.28855869 2.21102425 4
124.373668 5.88476321 6.25409373 0.12168667 0.2413675 2.21074905 4
28.5594901 5.78429034 5.90563802 0.05269838 0.0761347 2.21031078 4
90.1969343 6.20493164 5.8294404 0.15909471 0.24902571 -2.2101321 4
88.6899988 5.81123351 6.25760919 0.3178061 0.17816756 2.21006768 4
274.816593 6.98601453 7.32298721 0.18379661 0.17282524 2.20997769 4
325.253003 7.23269603 7.51730469 0.1230386 0.17909295 2.2099465 4
6.06075204 2.85783798 2.02273846 0.17015135 0.7158551 -2.2098799 4
24.1691629 5.06248359 5.26043641 0.08484802 0.12121089 2.20949243 4
21.5045575 4.82157048 4.5483347 0.04339256 0.21288648 -2.2094424 4
12.5848839 4.71042061 4.89248554 0.1048636 0.09616799 2.2092895 4
84.8828623 5.34615064 5.77986993 0.19336231 0.27988561 2.20924837 4
3.60379439 3.62768891 3.28896112 0.20959885 0.13019777 -2.2091854 4
354.009391 7.86021275 7.65602246 0.0277137 0.16103052 -2.2091778 4
434.054882 7.35034481 7.73875237 0.25907719 0.19592251 2.20867198 4
3.52009265 5.67993685 3.6980695 0.65449013 0.08807926 -2.2085894 4
18.1109429 5.03340431 5.1742749 0.02854813 0.09991878 2.20858693 4
88.3228654 5.90967055 6.62755681 0.73810374 0.1186281 2.20830228 4
13.8323851 4.76631198 4.9217468 0.06372593 0.09788907 2.20826682 4
1.18891741 4.77963746 2.22236602 0.72246406 0.12775992 -2.2078011 4
34.7541849 5.16899097 5.39917485 0.07142098 0.15758237 2.2074512 4
152.678619 7.80331478 8.02318265 0.17003927 0.04941702 2.20735966 4
5.80989106 4.6778625 4.76310605 0.0442024 0.04898471 2.2070246 4
28.147537 2.50799385 3.72611829 0.25919423 0.74646015 2.20702441 4

319.525364 7.55186312 7.76443695 0.09019575 0.13040433 2.20656292 4
88.9017592 5.92723614 6.25679466 0.20218226 0.17168553 2.20645618 4
1.09276452 0.85950978 -1.8195236 0.20228731 3.32131409 -2.2060621 4
195.680105 7.11355319 7.35624551 0.13908629 0.1218422 2.20605596 4
6.16186921 4.52744439 4.63856616 0.06269575 0.05940612 2.20592311 4
163.543594 6.79289809 7.01847919 0.08973231 0.14887417 2.20566769 4
19.8805222 4.33793716 4.61181086 0.01271117 0.18906087 2.20555183 4
263.470532 7.44113788 7.61606645 0.01576366 0.13039653 2.20532693 4
31.7876221 5.36064776 5.5497884 0.0745082 0.11929506 2.20517846 4
22.6708212 5.30305428 5.0249766 0.15178712 0.15007923 -2.2050971 4
20.3181749 5.63329402 5.52637634 0.02899899 0.08129183 -2.2047688 4
44.4296467 4.68766625 5.08788679 0.08211147 0.29252645 2.20440404 4
33.9163131 5.91991405 6.05296921 0.06553224 0.07850135 2.20434413 4
54.9449224 5.63141531 5.84854647 0.02440293 0.15533733 2.20389916 4
1.15555145 2.93632031 2.68026927 0.18258489 0.07860125 -2.2034455 4
18.1809976 6.11556854 6.32400409 0.17589092 0.03236625 2.20303514 4
60.8176438 6.37830113 6.16514298 0.1113106 0.12345233 -2.2027807 4
191.482728 7.15449604 6.91097381 0.06383527 0.19967883 -2.2026995 4
344.44777 6.41458256 6.93580566 0.12820994 0.31819367 2.20250313 4

16.1478935 4.85948737 5.19847466 0.28810125 0.08958398 2.20193222 4
5.26907666 3.7264422 3.87596464 0.03050864 0.11266169 2.20159483 4
14.7382561 4.28832658 4.5412173 0.11059988 0.15699482 2.20146747 4
43.2156063 6.36264331 6.51085419 0.09985999 0.06379594 2.20134386 4



16.4616664 5.39187624 4.85856542 0.31289145 0.13187514 -2.2012956 4
108.699473 6.81233874 6.54275895 0.14771433 0.15853875 -2.2010978 4
47.2308004 5.78621041 5.99191049 0.11189998 0.12199339 2.20070077 4
11.0495592 4.30785315 4.48090998 0.03731781 0.12955065 2.20046625 4
5.43910905 3.39537273 3.0984391 0.05542416 0.25718519 -2.2003842 4
15.6202318 5.90966254 6.01901954 0.07752457 0.03774737 2.20030719 4
16.344545 5.0658608 5.21647361 0.07858106 0.08878176 2.19986548 4

13.1808471 3.23197343 3.72266334 0.12120833 0.30054611 2.19957867 4
65.5358903 6.61144604 6.34501151 0.16320738 0.11628042 -2.1991047 4
65.8156487 6.35059469 6.51029107 0.07756764 0.100508 2.19895038 4
6.48351718 2.45294908 2.97196922 0.16747881 0.36236346 2.19894766 4
6.22211112 3.09743884 2.45959728 0.17744555 0.59156335 -2.198888 4
106.389529 5.8593923 5.24831232 0.10188823 0.5396628 -2.1984829 4
11.106563 4.16051184 4.45743447 0.21244778 0.12577424 2.19831649 4

65.5216618 2.67853231 4.38988048 0.84880296 0.94455888 2.19803662 4
315.744191 6.40989393 6.93484997 0.23851511 0.33366204 2.19795026 4
66.9404242 5.81348473 6.13561896 0.2097311 0.1394824 2.19783235 4
82.2086834 7.02478897 6.88819786 0.06917438 0.08205655 -2.1976814 4
10.6119038 4.42709074 4.6007752 0.08129751 0.1044771 2.19742389 4
264.313654 8.14747654 7.9869278 0.08810911 0.0906215 -2.1973885 4
124.629267 7.51581377 7.60007921 0.01851484 0.06178232 2.19726843 4
12.6695506 4.16536755 4.41789565 0.12356379 0.15947913 2.19679505 4
77.1817215 6.96489817 6.854779 0.0349995 0.08004568 -2.1966979 4
157.214972 6.50601601 6.00969537 0.16803988 0.40825767 -2.1966718 4

35.51106 5.44742542 5.75500886 0.23534027 0.10990704 2.1965894 4
0.6307467 3.56284436 3.86651871 0.2438334 0.01324665 2.19619698 4

7.00933906 3.58572683 3.81115847 0.07078611 0.15896247 2.19618705 4
71.7632101 6.1242243 6.32587086 0.08814624 0.12535079 2.19531085 4
15.7594794 3.4873958 4.16312109 0.50469401 0.2617089 2.19510517 4
15.6424858 5.32946308 5.15881345 0.09808363 0.08778866 -2.1947737 4
133.001442 5.94938958 6.37294929 0.23905087 0.21235256 2.19467232 4
120.094082 5.81024329 6.18383503 0.1071067 0.2313752 2.19451969 4
22.8037954 5.14019406 5.31526502 0.07625112 0.11570682 2.19450433 4
126.271494 7.16331037 6.99717134 0.06922887 0.11215686 -2.1944752 4
11.2936976 5.01079582 5.1040614 0.02172598 0.06769766 2.19432366 4
22.811241 4.17444496 4.63715597 0.32085774 0.2300594 2.19430852 4
125.02594 6.57388721 6.77279952 0.04425336 0.14815197 2.19428378 4

20.7899723 4.73756346 4.33245551 0.18366715 0.27139653 -2.1942752 4
63.7517904 7.15521002 7.34842108 0.15565682 0.04129343 2.19417578 4
49.9956048 5.28688618 4.40555314 0.39994741 0.51828304 -2.1939719 4
6.23169086 4.12647758 4.3098491 0.12476218 0.08297954 2.1936837 4
7.03909345 5.6541248 5.78586805 0.10749132 0.02174476 2.19357427 4
309.561182 7.09437414 7.41011259 0.15271055 0.19575759 2.19337609 4
89.3079574 6.6332173 6.33071551 0.18228542 0.15208207 -2.1932858 4
7.11118485 3.92112755 4.1367122 0.12504958 0.11723515 2.19319055 4
125.239851 6.19848437 6.66104179 0.32932023 0.16642985 2.19244954 4
8.63376275 3.95097127 4.17476328 0.11543109 0.12795631 2.19240874 4
47.8331984 5.21358101 5.51982284 0.12582073 0.18408338 2.19234783 4



24.7704176 6.05114714 5.83019535 0.14881096 0.07174237 -2.192177 4
1.36588383 3.71755087 3.1233284 0.34656925 0.06065158 -2.1921072 4
11.3487416 4.99283716 5.16601781 0.12825564 0.06483609 2.19204271 4
1.17208449 0.5144166 1.13165873 0.20037129 0.35034881 2.19113297 4
160.31004 7.08777389 7.2420347 0.02338323 0.11853634 2.19083619 4

11.5769875 4.76194959 4.87986378 0.02037732 0.08603549 2.19061036 4
150.960837 6.87348891 6.59600631 0.09788434 0.2175093 -2.1904467 4
346.948261 7.04545501 7.40946426 0.18015153 0.22139803 2.19028354 4
59.4291037 5.70420017 5.92998018 0.06092247 0.15096705 2.19027823 4
56.9772334 5.47658596 5.84759284 0.25579533 0.16021046 2.19011939 4
202.854071 6.68664175 7.0272572 0.18994357 0.17263847 2.18977481 4
204.848357 6.9691703 7.18469127 0.04539487 0.16215552 2.18951006 4
107.439306 6.72916234 6.91090849 0.09440867 0.1080787 2.18873764 4
16.1465452 3.73676735 4.11918469 0.07303934 0.24396129 2.1883377 4
6.22669806 5.05537705 4.7408307 0.23785721 0.05409231 -2.1883131 4
8.42651786 4.27393355 4.42158954 0.05115989 0.09899066 2.18812019 4
132.21599 6.96340274 6.51075522 0.25801418 0.20743556 -2.1877985 4

107.621326 6.78119426 6.92680117 0.03539511 0.10614262 2.18778375 4
79.8943176 5.51442492 5.8375941 0.0244256 0.24268939 2.18760494 4
38.2658748 5.9991788 5.80761714 0.09920854 0.11408632 -2.1874595 4

2.787879 4.11177005 4.27960191 0.13381871 0.03848721 2.18635671 4
6.35965254 2.00921502 2.8013457 0.46501647 0.39988421 2.18630633 4
34.8314713 5.40656321 5.5816462 0.01232965 0.12742263 2.18604913 4
69.4742004 7.48894487 7.40633732 0.04976533 0.04171254 -2.1857816 4
160.651832 7.42378458 7.59788331 0.11563513 0.07879675 2.18526538 4
1.02257844 0.89767617 1.41383666 0.35714877 0.26419225 2.1850591 4
19.7560533 4.28191766 4.57953894 0.08717235 0.20066656 2.18502821 4
10.4751003 4.35162843 3.92006941 0.23318919 0.21703756 -2.1848642 4
23.9172639 5.22561545 5.38483975 0.05474915 0.10663469 2.18465013 4
4.90915199 5.79276896 6.12974588 0.30502817 0.01068235 2.18458399 4
143.904248 7.18277697 6.25004528 0.48227002 0.25617553 -2.1845109 4
120.054232 6.6685204 6.33293783 0.1617788 0.20737512 -2.1844012 4
5.90367373 3.04296076 3.33443036 0.02523457 0.19904208 2.18438102 4
16.0348965 4.48277411 4.69177111 0.05944266 0.14930318 2.18436423 4
39.266057 6.56999771 6.69778113 0.09129453 0.04778426 2.18398913 4
4.3541709 6.88549511 3.08969349 0.74964155 0.19402142 -2.1838979 4

17.6239116 5.23497889 5.38296083 0.08432526 0.08032533 2.1835667 4
432.488858 8.50181017 8.63290614 0.07022542 0.07697666 2.18350282 4
1211.66482 5.2371983 7.25506113 0.46812214 0.83123239 2.18340124 4
222.054355 7.57774506 7.30324175 0.14871703 0.1544407 -2.1832616 4
222.054355 7.57774506 7.30324175 0.14871703 0.1544407 -2.1832616 4
222.054355 7.57774506 7.30324175 0.14871703 0.1544407 -2.1832616 4
41.6474901 6.55378632 6.02727725 0.37610828 0.10271091 -2.1827786 4
21.5944884 3.83737967 4.2853757 0.12210087 0.30277572 2.18259734 4
5.32834909 4.16769518 4.36930589 0.14968538 0.06847957 2.18250261 4
53.9394975 6.298581 4.91406112 0.87192431 0.37199086 -2.1824996 4
522.196151 7.81110843 7.42386146 0.11109408 0.32264192 -2.1814457 4
10.7788028 5.07400662 4.33120241 0.40073024 0.14722718 -2.1814441 4



60.8797247 7.45874513 7.69512471 0.1970385 0.02757917 2.18117672 4
122.15111 4.9797168 6.1797325 0.9397487 0.25773744 2.18105434 4

453.418878 8.65779365 8.80969322 0.10071956 0.06637445 2.18088359 4
0.66998908 0.61146405 -2.123108 0.39597393 3.71750832 -2.1808691 4
96.1906061 6.31379037 6.54095238 0.10792588 0.13435477 2.18074934 4
80.3813297 7.18872267 7.26644768 0.02339586 0.05694879 2.18006733 4
4.65142499 3.83491133 3.65299036 0.08204287 0.11777575 -2.1800065 4
50.6124544 7.38248925 6.36514853 0.48580402 0.08925326 -2.1799779 4
109.82668 5.78258208 6.12582922 0.06388154 0.2250586 2.17931093 4

48.0492961 5.2520824 5.51766173 0.04127522 0.20169419 2.17924322 4
8.17059174 4.3733094 4.61121962 0.1882693 0.08303935 2.1792422 4
9.12600022 5.55878922 5.44454308 0.07938162 0.03919277 -2.1791294 4
9.79262697 3.73809152 4.05925605 0.19982453 0.16160101 2.17893836 4
49.2681923 5.08515079 5.41677525 0.11617173 0.20734691 2.17880763 4

6.272891 4.38955918 4.58331473 0.14077561 0.06293011 2.17872651 4
9.69258636 2.74588023 3.4119183 0.45966038 0.2909078 2.17872459 4
65.3718056 6.66543996 6.49447818 0.09414108 0.09707592 -2.1776968 4
1.04707732 1.52574035 1.14539382 0.05735622 0.30242722 -2.1771157 4
14.0704751 5.20691593 5.2996493 0.01556377 0.06902169 2.17680591 4
133.347479 5.70533126 6.24405338 0.35448785 0.24539038 2.17677947 4
355.549407 7.98293112 7.73951187 0.12355527 0.1543845 -2.1767006 4
190.770511 7.33438124 7.05076049 0.14955006 0.16149958 -2.1766064 4
56.9478178 6.24957429 6.39946612 0.06838678 0.09496803 2.17628982 4
18.2483697 4.64959561 4.88226699 0.12220449 0.13541047 2.17591527 4
145.585634 7.01019286 6.74383411 0.12885854 0.17992222 -2.1752835 4

193.5132 6.7192241 7.0075356 0.13425097 0.1713606 2.17498614 4
20.8991309 4.60784382 3.46119848 0.47249752 0.75331607 -2.1740789 4
162.190424 6.28053882 6.61528329 0.12401985 0.21441441 2.17397374 4
16.3030217 4.38871226 4.60986357 0.03345569 0.15681875 2.17396366 4
31.2258416 4.32012032 4.77706403 0.21940854 0.25953022 2.17362895 4
107.810812 6.09849485 5.60601602 0.16499754 0.36029817 -2.1735936 4
9.52212896 4.83763828 4.58780426 0.15680851 0.0942124 -2.1735359 4
692.483241 7.76838451 7.15984611 0.1347739 0.56546726 -2.1727784 4
10.3320515 4.04414302 4.26602935 0.08974765 0.14487651 2.17263426 4
599.458953 8.58136519 8.38422706 0.08175364 0.14102382 -2.1722494 4

120.1614 6.75090511 6.94408417 0.10070416 0.1129253 2.17187787 4
7.43239228 5.06907886 5.1969608 0.09834744 0.04085218 2.17129557 4
0.04714152 1.40802685 -2.9498022 0.90312997 0.89022164 -2.1712944 4
2.46379045 3.57030618 3.7230199 0.10615687 0.0605492 2.17073831 4
222.847447 7.171372 6.8969818 0.06596781 0.21344178 -2.1704508 4
408.397471 7.84382743 8.07457762 0.12969064 0.12545143 2.17044469 4
47.0742954 4.99382399 5.33090272 0.10628006 0.23930039 2.17031552 4
3.02179782 2.94556339 2.28570122 0.40926399 0.32673639 -2.1698887 4
2.69230322 3.07229356 3.44658934 0.33956061 0.08782771 2.16981326 4
2.19077636 3.09307767 2.8500007 0.13788884 0.12784661 -2.169725 4
2.19077636 3.09307767 2.8500007 0.13788884 0.12784661 -2.169725 4
2.19077636 3.09307767 2.8500007 0.13788884 0.12784661 -2.169725 4
2.19077636 3.09307767 2.8500007 0.13788884 0.12784661 -2.169725 4



215.601484 7.90070245 8.02998541 0.07475613 0.06956239 2.1696596 4
2.90930711 3.62252996 3.76939268 0.09557348 0.06748533 2.16963866 4
17.6475968 4.90852627 4.71160487 0.04484994 0.15372 -2.1691901 4
67.5362564 6.46392044 6.61478112 0.07886083 0.08873333 2.16918782 4
10.6151771 4.13873503 4.37352192 0.13374102 0.13835236 2.16917832 4
57.8191688 6.21791548 6.39303472 0.09873661 0.09436357 2.16908169 4
8.27469575 5.7901589 2.57833197 0.75339304 0.63361004 -2.1689459 4
227.906418 7.48160936 7.67148435 0.10735541 0.10300713 2.16862119 4
40.6158407 5.46885208 5.71746014 0.14560245 0.13427989 2.16839393 4
411.988665 7.21044183 7.53456212 0.10349848 0.23324503 2.16837748 4
3.44357645 2.28943751 1.47819217 0.1432056 0.77983883 -2.1679504 4
341.559494 7.22572978 7.54893122 0.17335735 0.17747706 2.16791953 4
10.0513894 4.17775782 3.87802023 0.12788158 0.19611872 -2.1677739 4
4.06885064 5.61196992 5.54941181 0.04644243 0.01575573 -2.1675886 4
460.191467 9.18815974 9.03727571 0.10155433 0.05507376 -2.1674567 4
54.8159648 6.4537025 6.28593524 0.08592778 0.10037436 -2.1674537 4
8.93845062 5.07700484 5.21815361 0.10688244 0.04774822 2.16741845 4
72.751315 6.32039447 5.81683385 0.28427253 0.20351207 -2.1672822 4

12.9437761 6.25122463 5.95800285 0.2128845 0.03339552 -2.1666829 4
12.4544742 4.89366638 5.00789854 0.03180609 0.08244779 2.16661356 4
152.880176 7.31265168 7.16382494 0.0345446 0.11643538 -2.1665768 4
104.744565 5.34875235 5.94025521 0.36130162 0.26539132 2.16625737 4
3.6481214 5.10725627 5.19328569 0.06690028 0.02025758 2.16583639 4

38.4725024 5.86179407 5.66104084 0.09400454 0.13797245 -2.1654329 4
184.821896 4.30660414 5.73620624 0.99371718 0.54087645 2.16522622 4
1.31970872 4.74917555 4.90020666 0.1270568 0.00984088 2.16516152 4
7.75529131 3.76705232 4.00656478 0.12901722 0.14459619 2.16484672 4
275.825023 7.43068838 7.62678211 0.06940019 0.13915088 2.16463719 4
0.97859328 5.8734055 6.09205917 0.18178682 0.00221377 2.16442941 4
303.766815 6.36221712 6.93456278 0.3315807 0.32024133 2.16405022 4
176.184207 6.81512866 7.0433113 0.08451512 0.14940572 2.16386866 4
3.1796204 1.65944542 2.21523814 0.19730919 0.31681478 2.16376097 4

111.061416 6.82124707 6.9819825 0.07149256 0.10021725 2.16366353 4
118.1039 6.90044326 6.4922217 0.23518581 0.16992467 -2.1629129 4

25.867724 5.59377387 5.74092945 0.0813761 0.08429379 2.16287583 4
14.6745569 4.64066542 4.84422454 0.11736924 0.11517131 2.16220588 4
7.65482148 3.2071813 3.72218862 0.42917261 0.17788201 2.16216829 4
220.070906 6.34919959 6.72474373 0.07591369 0.27327429 2.16213101 4
387.428694 7.75688276 7.5091111 0.02158369 0.20330007 -2.1613292 4
712.345232 7.62880778 6.20759699 0.53593931 1.02885494 -2.1609795 4
11.9011624 4.75789096 1.95011095 0.71837877 1.12519349 -2.1608189 4
313.111953 6.71517067 7.13051269 0.1989627 0.26833652 2.16079339 4
8.32532665 3.99655088 3.74666796 0.07802729 0.19199443 -2.1607497 4
363.496244 8.30943029 8.46691958 0.09967419 0.07684017 2.16019948 4
39.4025281 5.22512558 5.50233945 0.1505395 0.16754684 2.16008109 4
17.7548025 5.71345228 6.09931838 0.35859886 0.03954537 2.16006427 4
41.3078502 6.63466515 6.75225265 0.08420195 0.04879133 2.16002663 4
5.54027406 4.39257156 4.15689673 0.15348323 0.0873227 -2.1596452 4



253.422592 8.09113155 7.85891079 0.14567467 0.10037413 -2.1595324 4
118.078699 7.28022505 7.39493299 0.05577647 0.07278517 2.15935828 4
14.147487 5.24440555 4.74215595 0.30137102 0.12175276 -2.1590265 4

99.5776868 6.50150276 6.27942668 0.03203796 0.18000094 -2.1589779 4
3.54174668 3.48965024 3.27761903 0.11045207 0.13769757 -2.1582843 4
3.52696982 5.42022191 5.5488695 0.10918087 0.0136721 2.1578797 4
209.325244 7.94054872 8.06998314 0.08312664 0.0666891 2.15709165 4
187.536961 6.96125183 7.31254421 0.28572514 0.12585343 2.15668073 4
1.28924909 2.48514773 2.64240073 0.08380954 0.09333864 2.15665958 4
220.075095 7.35323281 7.0599507 0.14259071 0.19190865 -2.1562109 4
16.2762066 6.86497085 4.66282282 1.23205205 0.15956936 -2.1561669 4
800.321288 7.10084934 7.66439065 0.09108824 0.35035045 2.15512141 4
1.84486463 4.13502623 4.42347214 0.23999979 0.02212781 2.15510087 4
87.8561006 6.35083095 6.11871402 0.04124472 0.19753872 -2.154922 4
355.606226 7.64421365 7.83887531 0.05248898 0.13503428 2.15480695 4
14.3899097 4.74198984 4.55733052 0.03797834 0.14831537 -2.154177 4
14.3899097 4.74198984 4.55733052 0.03797834 0.14831537 -2.154177 4
14.3899097 4.74198984 4.55733052 0.03797834 0.14831537 -2.154177 4
158.107936 6.29047308 6.69648583 0.28302684 0.18717194 2.15414154 4
7.97350519 4.16939334 4.37280615 0.12717622 0.10328012 2.15397164 4
1.42737141 3.56123225 2.67558895 0.45683865 0.09828161 -2.1538282 4
135.556968 7.77588825 8.0115742 0.2045978 0.04436824 2.15336289 4
82.9549047 5.9903971 6.21254374 0.02642051 0.16751549 2.15290206 4
82.9549047 5.9903971 6.21254374 0.02642051 0.16751549 2.15290206 4
82.9549047 5.9903971 6.21254374 0.02642051 0.16751549 2.15290206 4
366.480064 6.78631155 7.19846852 0.13398157 0.26059968 2.15279751 4
1.61038196 2.1051162 1.62992078 0.21397359 0.31739978 -2.1527166 4
65.9942409 6.89550924 6.66294585 0.15236763 0.08618585 -2.1526787 4
56.9103486 5.35298058 5.63018188 0.02703799 0.19557554 2.15252996 4
25.5121309 5.00631183 4.70686109 0.10721082 0.2155081 -2.1524286 4
99.5448723 7.09236835 6.90248389 0.11712012 0.09903835 -2.1523731 4
75.5437488 6.4883168 6.21965235 0.1467857 0.14866292 -2.1522513 4
9.17483893 3.96384842 3.64715429 0.11340389 0.25281386 -2.1522321 4
4.07683316 3.00928176 2.50131356 0.23693543 0.35240655 -2.1520224 4
56.2548917 5.49932946 5.75903181 0.09101152 0.16853739 2.15158345 4
0.76013868 4.36457883 4.50280151 0.1178232 0.00842402 2.1515464 4
0.76013868 4.36457883 4.50280151 0.1178232 0.00842402 2.1515464 4
21.6449806 4.88942885 4.5863 0.12086345 0.21514965 -2.1514049 4
57.6737676 5.6737702 5.88590955 0.00968169 0.15403033 2.15106369 4
96.1071095 5.76789801 6.13294586 0.19965515 0.19623058 2.15085113 4
6.14134518 4.33571207 4.47344648 0.08491741 0.07036812 2.15026914 4
157.871796 6.93936046 6.60230492 0.16304307 0.20244761 -2.1502685 4
8.38905475 3.20238358 2.34841533 0.19298113 0.84623206 -2.1493026 4
142.758739 8.41338485 8.15373618 0.18038906 0.04119608 -2.1492076 4
82.6028451 7.5210679 7.1211836 0.25985177 0.06732602 -2.1487819 4
15.9043565 4.57219989 4.30613943 0.07466427 0.22211521 -2.1483804 4
91.4724555 6.5130568 6.18709329 0.18923669 0.18273053 -2.1483775 4
213.240916 7.24954752 6.98089741 0.10479541 0.20893559 -2.1483145 4



13.8270632 3.65193159 0.71633478 0.32230471 4.22732833 -2.1482095 4
241.483127 7.67480073 7.42602136 0.13760495 0.14279403 -2.1480526 4
763.609234 8.29423322 7.79414765 0.24340023 0.28675518 -2.1478663 4
3.86255562 3.67818551 3.84591816 0.10572741 0.08418308 2.14778686 4
169.70951 6.64941157 6.19068418 0.16939553 0.37065352 -2.1476707 4

204.263408 7.47397912 7.21940017 0.14653025 0.14348751 -2.147467 4
9.11181795 4.32242495 4.47082235 0.05252492 0.10382861 2.14707833 4
22.760549 5.43579597 5.19776924 0.1387486 0.12186482 -2.1465738 4
983.12344 8.99626475 9.14108544 0.04245808 0.10848109 2.14651351 4

51.9967894 7.0515196 6.8269401 0.15737427 0.05667334 -2.1465116 4
14.6938658 6.36924063 6.2770625 0.06803768 0.02782543 -2.1464637 4
50.2827922 5.50173455 5.73470214 0.07402911 0.15506051 2.14639148 4
939.320138 9.11105986 9.33746573 0.17422857 0.08408071 2.14631488 4
939.320138 9.11105986 9.33746573 0.17422857 0.08408071 2.14631488 4
939.320138 9.11105986 9.33746573 0.17422857 0.08408071 2.14631488 4
939.320138 9.11105986 9.33746573 0.17422857 0.08408071 2.14631488 4
939.320138 9.11105986 9.33746573 0.17422857 0.08408071 2.14631488 4
242.508533 6.80396491 7.08037942 0.02753941 0.19303998 2.14629814 4
134.905607 6.56037759 6.187101 0.14143078 0.29851988 -2.1456194 4
14.6738914 5.87229079 5.73527519 0.09972485 0.04800734 -2.1453971 4

10.71873 4.74633246 4.88105068 0.07062466 0.08193015 2.14517198 4
20.4650806 5.98176402 6.11033676 0.09846292 0.04490566 2.1447205 4
117.906542 6.43650458 5.76419345 0.32904251 0.35739752 -2.1444001 4
17.6178623 7.57118407 6.25545278 0.74921685 0.03399751 -2.1443963 4
2.1471072 4.89357325 5.13647648 0.19798794 0.01261417 2.14435486 4

10.4621421 4.41781265 4.22734576 0.04824037 0.15705172 -2.1443455 4
10.4621421 4.41781265 4.22734576 0.04824037 0.15705172 -2.1443455 4
150.126843 7.90857605 8.01146827 0.06756764 0.04940632 2.14394365 4
27.9797966 5.18936243 4.95399711 0.03959902 0.20805771 -2.1439134 4
112.070107 6.7280707 6.5314535 0.03634252 0.15572698 -2.1438678 4
13.2297933 4.11447218 4.3605035 0.08943792 0.17187106 2.1436402 4
1.9314111 1.13588382 1.68411994 0.1510187 0.34038758 2.14353533 4

232.879621 8.66884787 8.77835055 0.08461558 0.03623767 2.1429185 4
80.6323021 6.83571008 6.66078064 0.09839607 0.10043473 -2.1428924 4
67.8613374 6.15840166 5.76552402 0.22211861 0.2157399 -2.1428305 4
4.7914011 4.37859905 4.15642719 0.15395162 0.07426461 -2.1425555 4
4.7914011 4.37859905 4.15642719 0.15395162 0.07426461 -2.1425555 4
4.7914011 4.37859905 4.15642719 0.15395162 0.07426461 -2.1425555 4

34.9860409 7.47613877 6.79646103 0.41249087 0.03930842 -2.1421735 4
126.151107 6.98722556 7.14963623 0.08343394 0.10024285 2.14197932 4
46.0266465 7.13701396 7.32820501 0.16071717 0.03049165 2.14189935 4
272.936237 7.05203114 7.29954687 0.0334986 0.18616682 2.14181705 4
30.5892633 5.63203124 5.76238798 0.03502758 0.09473347 2.14171943 4
38.483735 5.67106285 5.82106116 0.02372229 0.11117811 2.1414236 4

404.159581 7.75651613 6.67724285 0.52907742 0.45740672 -2.1411031 4
660.226882 8.79909819 8.91961497 0.03528263 0.09017973 2.14102817 4
27.2104073 5.53126052 5.36117808 0.05982132 0.12983065 -2.1409633 4
52.9867275 7.07569787 6.9818501 0.05831611 0.04892597 -2.1409039 4



35.9788521 5.81603861 6.02467712 0.15272757 0.08485115 2.14084927 4
6.76323654 5.81949262 5.3879296 0.29465483 0.03080205 -2.1408164 4
308.167134 7.52282941 7.81990269 0.21255497 0.12164961 2.14060419 4
27.4961055 5.03294281 5.36069445 0.24120149 0.13337423 2.14037594 4
121.695607 6.68055073 6.32647048 0.19735411 0.21373412 -2.1402626 4
336.226218 8.94109085 9.05689631 0.08828453 0.03958966 2.14019959 4
417.44456 8.68176345 8.88157108 0.16472877 0.05745096 2.14011685 4

649.250751 8.19878842 8.51128242 0.22922695 0.13485814 2.14007043 4
8.51324719 4.08940856 4.28368669 0.09914597 0.11491751 2.13995163 4
357.550072 8.39475382 8.26258691 0.05633027 0.09261883 -2.1398835 4
314.733539 7.45900645 7.10969001 0.14719453 0.23982979 -2.1398223 4
4.41418551 -0.7300976 2.39998049 3.91471892 0.40884777 2.13944323 4
193.438651 7.44628523 7.66308387 0.15286577 0.09035342 2.13884273 4
8.58015403 4.14078372 3.7004136 0.25407508 0.22256722 -2.1381989 4
4.29900222 3.58944598 3.34237696 0.13256267 0.15631948 -2.138118 4
14.7050398 3.93094121 4.6206181 0.72202554 0.13886794 2.13799812 4
8.99086719 4.66460238 4.80041774 0.08088142 0.0738746 2.13776319 4
8.99086719 4.66460238 4.80041774 0.08088142 0.0738746 2.13776319 4
14.1820062 2.69598589 3.41603424 0.11736947 0.44777477 2.13761129 4
30.9105372 5.18196835 4.8359813 0.14549854 0.25452216 -2.1375893 4
171.995975 6.57054872 5.51258953 0.44855312 0.59926116 -2.1375598 4
213.481046 7.08464678 7.33385481 0.15088083 0.1414399 2.13753903 4
12.4918471 3.89079421 4.17836885 0.11533154 0.1814739 2.13752183 4
67.2090645 6.17309982 5.96064968 0.05000253 0.18165309 -2.1374477 4
69.4211845 4.32931241 5.874255 2.04236345 0.19695837 2.13712153 4
5.60556826 3.83872776 3.99654241 0.07217841 0.09998015 2.13706654 4
3.61632023 -0.7871674 2.05194176 3.92995906 0.49562651 2.1365005 4
37.6891528 7.04168684 5.13130551 0.64774321 0.22888903 -2.1364493 4
18.2332896 5.34338861 5.47238982 0.0711812 0.07772808 2.13642807 4
196.790404 7.01302083 6.64877703 0.16108038 0.24138954 -2.1363628 4
265.757569 8.33469425 8.2118618 0.06992956 0.07357624 -2.1361498 4
133.742704 6.25618019 6.54135173 0.10308431 0.18976649 2.13612243 4
147.355912 4.95227296 5.77440198 0.36312631 0.43658607 2.13595063 4
149.935448 6.41974898 5.85049663 0.22584295 0.4201628 -2.1356052 4
149.935448 6.41974898 5.85049663 0.22584295 0.4201628 -2.1356052 4
5.35722582 3.33398609 3.62139181 0.19450751 0.13755174 2.13547875 4
7.71183818 5.40761703 5.4870775 0.05608473 0.03176756 2.13495345 4
20.9753486 4.61716079 4.94694912 0.21791852 0.15176681 2.1347242 4
281.53349 6.51949117 7.06850933 0.43736148 0.24906773 2.13397982 4

145.504468 6.73362191 6.92189965 0.02105242 0.13859208 2.13382133 4
18.1262479 4.62048896 4.82972737 0.07471824 0.14093751 2.13377413 4
5.81634125 4.39852483 4.26097459 0.07443856 0.0838663 -2.1337563 4
26.8394875 6.03140304 6.14899752 0.0771106 0.05689928 2.13363342 4
197.968374 7.08092154 6.8195596 0.06533644 0.20976796 -2.1336131 4
49.5229376 5.06885041 5.38166834 0.05590829 0.22657027 2.13342677 4
36.9615104 5.33805578 5.53689837 0.05096063 0.14429332 2.13338004 4
220.233613 6.78738475 7.1192765 0.20655291 0.18136215 2.13322349 4
5.21113907 4.94677221 4.75123202 0.1384399 0.04466094 -2.1331482 4



152.381299 6.17493595 6.51595308 0.13396877 0.23970302 2.13292503 4
10.8962255 4.60023126 4.80726561 0.15250273 0.0912386 2.1328964 4
7.06371212 5.0721137 5.1642062 0.06330634 0.04023147 2.13285688 4
364.18949 8.36112732 8.47837152 0.05593498 0.07737058 2.13255422 4

25.2924179 4.6452187 4.90255524 0.05452052 0.17987098 2.13243796 4
66.7627535 6.83771646 6.72270656 0.05079104 0.08019918 -2.1323746 4
223.643755 8.14090777 8.00360279 0.08391501 0.07585802 -2.1322624 4
123.113337 6.72355787 6.45646875 0.11327634 0.19491092 -2.1321192 4
3.14947393 2.50937807 1.90084799 0.23036059 0.4781337 -2.1320442 4
6.0063826 2.97477609 3.39840119 0.26994498 0.19037304 2.1319293 4

83.8103642 5.60895888 5.98477113 0.22853694 0.22065238 2.13183764 4
334.038314 7.49242937 7.70841507 0.07840852 0.14378701 2.1317629 4
45.5550118 6.04814573 5.88516893 0.0509383 0.12419497 -2.1313735 4
32.5277319 6.3716367 6.18164015 0.13197859 0.06705241 -2.1310863 4
168.157972 6.99270108 7.25163104 0.18725101 0.11587043 2.13108296 4
813.202826 8.22534947 8.47089912 0.08402178 0.16212152 2.13087475 4
10.9094635 3.59537508 3.97125766 0.23680864 0.20814969 2.13076598 4

6.281809 3.63746623 3.82774276 0.05882437 0.14108871 2.13067426 4
353.511514 6.42295171 6.96978223 0.25454443 0.36007898 2.13064557 4
3.4195996 2.22037037 2.7571528 0.37852414 0.2152993 2.13042543 4

94.5771205 6.12503881 6.37262659 0.10925314 0.15411276 2.1301292 4
2.32638891 4.89577066 3.10663469 0.65658801 0.10509307 -2.1295436 4
3.78528241 3.17628875 3.35644272 0.0483403 0.12954405 2.12947629 4
1.10191158 4.67778034 2.6649631 0.79216962 0.07821752 -2.1293743 4
17.5713444 7.25210039 7.49991788 0.21565079 0.00969199 2.12928649 4
2.81201549 3.19186793 2.80777371 0.26365832 0.16265523 -2.128913 4
18.6722816 4.97447507 4.70764364 0.13525806 0.17384863 -2.1288211 4
71.2366865 6.04105592 5.70982934 0.14552431 0.2417782 -2.1286618 4
7.17908583 4.04227231 3.01042468 0.48217748 0.33549598 -2.1284636 4
195.313997 6.75340243 7.07811585 0.21796738 0.17248575 2.12833146 4
281.355002 6.91687354 7.19676514 0.02121405 0.22019194 2.12819392 4
27.8210542 5.25419628 4.994506 0.10927088 0.19750148 -2.1277154 4
6.85436509 4.2659383 4.10526568 0.07203874 0.10956065 -2.1276809 4
785.643482 8.48988332 7.53102474 0.52168061 0.373215 -2.1276357 4
1.60603411 3.14694705 2.87447097 0.17910239 0.08918689 -2.127568 4
2.17923432 4.18988447 3.97713349 0.16688888 0.04100333 -2.1275575 4
203.970797 6.67788622 6.94328123 0.03950876 0.18633244 2.12745497 4
9.35107948 5.20558046 5.31288925 0.07471865 0.04603228 2.12726897 4
2.84446714 7.19312823 3.25468807 0.73669565 0.10647641 -2.1272026 4
5.47147728 3.35689305 3.0200672 0.11693195 0.27308576 -2.127156 4
216.573949 6.7399875 7.10402823 0.23297986 0.17254177 2.12714931 4
131.002731 7.11951571 7.33295416 0.15868685 0.08527291 2.12702652 4
1.13091915 4.52779027 4.63841887 0.09072893 0.01097256 2.12680765 4
2.80630095 4.54585069 4.45254865 0.06780909 0.03240321 -2.1265329 4
92.2950137 6.38122322 6.10214554 0.11112357 0.21525302 -2.1263806 4
990.148333 4.72883533 7.04139565 0.72059212 0.69198334 2.12626685 4
4.88738633 4.1250622 4.30075089 0.13344374 0.06659293 2.12616486 4
44.546116 5.66682598 5.3653902 0.13617851 0.19737288 -2.1260853 4



997.584516 8.06998448 8.42400875 0.1751429 0.23188858 2.1260348 4
2.08887367 2.10558146 1.59993245 0.15608388 0.42953247 -2.1250493 4
205.697568 7.14300784 7.40365556 0.18034564 0.12208547 2.12424093 4
21.934007 5.49383843 5.274488 0.13751518 0.11290243 -2.1238232 4
21.934007 5.49383843 5.274488 0.13751518 0.11290243 -2.1238232 4
21.934007 5.49383843 5.274488 0.13751518 0.11290243 -2.1238232 4

5.37037212 4.35890471 4.22566978 0.07515967 0.08020093 -2.1238099 4
46.9800274 6.16695063 6.02556985 0.03536591 0.11589041 -2.1236701 4
8.8724978 3.80983186 3.49924678 0.06027315 0.24948056 -2.1230649 4

286.673387 7.59556212 7.75716515 0.03164284 0.11985253 2.12288102 4
0.90723648 3.42426226 3.32319625 0.07473144 0.03288048 -2.122655 4
99.645498 6.08345369 6.33158887 0.07852082 0.18558538 2.12203708 4

63.1026484 5.54648542 5.79926022 0.02168229 0.18754968 2.1216623 4
17.1377091 6.79788095 6.61923066 0.14171896 0.02294014 -2.121564 4
1155.17823 9.22075578 9.37856233 0.08349493 0.09864091 2.12127756 4
115.769544 8.20631244 6.35196955 1.23970796 0.19050597 -2.1212405 4
233.858802 7.56360895 7.72171036 0.0722307 0.10669825 2.12073582 4
164.03601 6.99993789 7.17192047 0.04999476 0.12223464 2.12067612 4

584.457392 8.84997861 8.96028659 0.04770488 0.07454911 2.12049092 4
31.1650797 4.1366813 4.5934355 0.13050982 0.33578273 2.12004721 4
36.0169825 5.61526719 5.76290361 0.02683593 0.11349697 2.11968535 4
3.29986805 4.22606393 4.42563863 0.16690293 0.03987301 2.1195754 4
245.222746 7.53453202 7.74577568 0.14022873 0.10299791 2.11932692 4
95.3175818 6.68428733 6.85472597 0.0932699 0.10110018 2.11921989 4
51.3726495 5.8209352 6.02161975 0.10494321 0.12146506 2.11883362 4

29.61683 4.7992591 5.04942774 0.0087628 0.17989462 2.11876033 4
118.607491 7.75867267 7.83439564 0.03991971 0.04758405 2.11823741 4
16.2031259 4.25096835 4.57922583 0.22395805 0.17065834 2.11788589 4
33.1955634 4.60441626 4.9356405 0.07709194 0.23958795 2.11781443 4
18.1750415 4.88133603 5.05761018 0.07976854 0.11623836 2.11773919 4
75.2922028 6.22774842 6.39459003 0.03762358 0.12738349 2.11722139 4
28.0060342 6.06327948 6.18057327 0.07718968 0.0575174 2.11721584 4
94.8897642 7.35875831 7.45403738 0.05571109 0.05574225 2.11708884 4
389.246304 7.06984435 7.42273037 0.14431681 0.23160416 2.11677931 4
42.7396384 6.35635542 6.1142689 0.17279744 0.09392233 -2.1166865 4
4.09934985 3.70964093 3.85925615 0.0857519 0.08459608 2.11650496 4
44.8616079 5.33653247 5.56704923 0.05223431 0.17944581 2.11643013 4
13.5112581 6.06683599 5.96216571 0.074721 0.03513147 -2.1163979 4
213.18233 6.52618578 6.90328864 0.21488589 0.21362615 2.11629502 4

5.68323332 4.9161226 5.05994299 0.11379317 0.03634806 2.11594817 4
71.7355349 6.39789825 5.91329072 0.30860582 0.19110825 -2.115749 4
15.9858813 4.46365662 4.66183152 0.029825 0.14728817 2.11553941 4
4.60276294 4.35219801 4.26837442 0.02678826 0.06326173 -2.1152888 4
419.072502 7.22360493 7.52413301 0.01406281 0.22671211 2.11508575 4
620.983963 8.23614355 8.49453851 0.17742555 0.12826352 2.11502409 4
205.095385 6.40583997 6.7368738 0.04571078 0.23126485 2.11460191 4
269.312982 7.01437383 6.62029104 0.04870193 0.3237605 -2.1145406 4
41.4150063 6.04841883 5.52954001 0.32121205 0.16912061 -2.1144865 4



9.4880732 7.20301986 7.08306975 0.09710779 0.00794588 -2.1144159 4
215.768203 6.72412493 7.02601896 0.15076751 0.19979498 2.11405612 4
5.83306764 4.26097088 4.11992012 0.06939211 0.09556125 -2.1140047 4
65.9313304 5.96477252 6.19618207 0.13578653 0.12978912 2.11384859 4
6.91052364 4.90892347 4.80265815 0.06421272 0.0576446 -2.1136016 4
18.8292249 4.74804287 4.93164697 0.04965849 0.13965273 2.11355634 4
1.80090177 1.48890513 1.97273118 0.29959267 0.23969971 2.1129783 4
6.23505664 3.51585431 3.81072601 0.20631414 0.13636671 2.11296801 4
6.25467225 3.94026192 4.14776572 0.13822319 0.10163238 2.11286935 4
32.6735566 4.76360529 5.05367343 0.0811018 0.21550582 2.11266158 4
485.116113 7.03853978 7.5080467 0.26636796 0.26410817 2.11244297 4
7.85702209 3.61719777 3.84168855 0.04632659 0.17399372 2.11236463 4
234.233996 6.10290967 6.57544783 0.10331581 0.2966509 2.11225296 4
292.080333 5.78282089 6.54861547 0.38742308 0.37644201 2.11224059 4
84.5564712 6.19792534 6.40757882 0.09123786 0.14481412 2.11211797 4
14.6724159 6.07804698 3.72028298 0.92801254 0.38964293 -2.1119655 4
161.668775 6.52858997 6.79232697 0.10446179 0.19081351 2.11193092 4
1.47792436 2.56199103 2.75207453 0.13081147 0.09681122 2.11190315 4
14.5891977 4.80468068 4.50934027 0.18189451 0.15363009 -2.1115058 4
41.2409465 3.86963796 4.56218305 0.23251188 0.37919757 2.11145788 4
2.02868227 2.15846225 1.74377431 0.1163061 0.32170794 -2.1113305 4
26.971408 5.06463054 5.4562999 0.3465943 0.11667797 2.11064143 4

89.7085874 6.15939722 6.39337589 0.11316693 0.1564434 2.11048024 4
10.3098406 4.05787913 4.29919015 0.13868029 0.13969316 2.11041635 4
106.313445 7.02427673 7.16166461 0.07600276 0.08441623 2.11007435 4
19.1110832 4.12412631 4.44621709 0.11227736 0.22672152 2.10985751 4
88.5843444 6.63502531 6.24556954 0.23290298 0.18002947 -2.109792 4
64.5491574 6.29999684 6.05084588 0.14213867 0.15866996 -2.1093196 4
18.7843331 4.51766743 4.16883246 0.1013747 0.30197804 -2.1092105 4
351.429527 7.52244632 7.7815258 0.15440945 0.14050112 2.10830616 4
14.3053866 3.82656159 2.8892651 0.32256545 0.78572676 -2.108239 4
93.8445258 5.35355554 5.77849594 0.1287733 0.27444733 2.10818766 4
4.48017259 3.85224232 3.68085075 0.08648469 0.11584266 -2.1077781 4
3.18881958 2.1877053 1.47253058 0.06674323 0.62673504 -2.1076227 4
21.0535339 5.13043466 4.80910025 0.1948864 0.17986353 -2.1072548 4
242.893733 6.05878754 6.60245915 0.26026501 0.31557291 2.10723863 4
306.106879 7.35004589 7.66079826 0.23041976 0.13825098 2.10710431 4
0.40395943 1.6416802 1.41342415 0.15224606 0.0984902 -2.1070478 4
5.24344467 5.38306816 5.51538704 0.11059124 0.02118181 2.10694955 4
123.48136 6.16579044 5.68714267 0.11709852 0.43195314 -2.1069369 4

204.977154 5.86721782 6.3917201 0.17783367 0.31052365 2.1066338 4
25.5227203 5.33529279 5.11651614 0.10193047 0.14768974 -2.1064674 4
1.47477412 1.93011088 1.33657022 0.27251576 0.42846542 -2.1064518 4
182.626178 7.76572085 7.91397047 0.10144174 0.06592131 2.10641733 4
583.998311 8.80756507 8.91176415 0.02891883 0.08049901 2.10575679 4
73.1331406 5.78216127 6.06690549 0.16342639 0.16988875 2.10561646 4
10.5407607 4.58019388 4.36876596 0.11628612 0.12910625 -2.1052522 4
8.14001317 3.9348083 3.58598934 0.19239626 0.22353696 -2.1050249 4



63.1034728 4.39338704 5.04859355 0.28824723 0.40708798 2.10501857 4
152.061028 7.0633013 6.44337498 0.38678494 0.25384378 -2.1046432 4
52.4603956 5.23087033 5.85597013 0.59716804 0.1508455 2.10459336 4
5.81549856 4.20777277 4.37533617 0.12349013 0.07326295 2.1045579 4
572.099292 8.74511843 8.84876371 0.01179474 0.08037799 2.10401257 4
773.504378 8.19133169 8.43082057 0.08305179 0.16064202 2.10393221 4
60.4749682 6.59088466 6.84851878 0.2029689 0.06423297 2.10385484 4
345.297503 7.53040806 7.77756167 0.13694582 0.14896398 2.10312287 4
663.358492 7.82165385 8.20023435 0.26431955 0.18511864 2.1030446 4
11.0415435 4.17227309 3.88925645 0.09766873 0.21556306 -2.1024858 4
83.3514887 6.30054193 6.07295012 0.04675667 0.19416808 -2.1023986 4
67.2568756 5.2482674 6.32836998 1.02508829 0.12254967 2.10228236 4
36.2431243 6.85273342 6.72250421 0.09252276 0.04334608 -2.1022315 4
16.8149415 4.95161284 4.77372214 0.05208357 0.14756454 -2.1022289 4
3.89492532 4.52242714 4.63902032 0.09219597 0.03724378 2.10187206 4
598.160182 7.58183803 7.93936087 0.19211393 0.20709033 2.10185677 4
8.14841731 4.05041765 3.83471273 0.0610562 0.1755668 -2.1012424 4
75.8901954 6.07751182 5.71377185 0.18674926 0.23333415 -2.1011308 4
51.1645468 5.04272954 5.3817264 0.11475561 0.22151108 2.10111179 4
259.500251 7.36747452 7.58819145 0.12706486 0.1286176 2.10099431 4
118.922239 6.07865539 6.37517548 0.11153477 0.19837551 2.10069863 4
15.0463279 4.25924427 4.49887394 0.08961935 0.17096473 2.10031229 4
8.31722864 3.80262765 4.00039053 0.03096044 0.15680674 2.10026814 4
170.865281 7.4841965 7.35504748 0.01493335 0.10774727 -2.0999026 4
1.09393565 -0.5425469 0.67530541 0.81801381 0.52882033 2.09921046 4
1.09393565 -0.5425469 0.67530541 0.81801381 0.52882033 2.09921046 4
84.2775808 7.01100134 6.79130709 0.14341967 0.09608075 -2.0990785 4
113.346101 4.42950619 5.46018678 0.70873388 0.44533166 2.09903245 4
64.3857533 3.72670765 4.68079761 0.21396013 0.61398287 2.09873925 4
468.214481 7.58929618 7.86603122 0.13372574 0.18317596 2.09836512 4
12.8096798 5.0947367 4.97187813 0.05304676 0.0877132 -2.0982639 4
13.3508127 4.39401665 4.58623468 0.06951334 0.13114612 2.09820758 4
1166.09505 9.54388745 9.64461375 0.03049061 0.07700659 2.09802125 4
12.1527498 5.21287522 4.94137291 0.20424588 0.08843849 -2.0978169 4
40.7415752 5.47121415 5.65533212 0.02496079 0.13754338 2.09756524 4
157.808581 7.25496564 6.92604514 0.19939201 0.14846929 -2.0974975 4
14.2834289 5.08088263 5.18191428 0.01299273 0.08040584 2.09729917 4
111.605094 7.05249027 6.4629063 0.35875281 0.18154137 -2.0971772 4
5.83745418 5.94429942 6.24609529 0.27524338 0.01127693 2.09694071 4
25.7157032 5.75681077 5.48526627 0.17598002 0.10887902 -2.0968566 4
13.3925284 5.85005863 5.29033312 0.35133078 0.06848438 -2.0967629 4
13.3925284 5.85005863 5.29033312 0.35133078 0.06848438 -2.0967629 4
48.2584201 5.14867093 5.52438101 0.24799119 0.18265593 2.09636621 4
322.22249 6.66740587 7.05001837 0.08237684 0.30106935 2.09613511 4

307.066941 7.26667039 7.65987 0.33375238 0.14824786 2.09584672 4
280.6997 6.17674605 6.68927288 0.13161961 0.31500633 2.09571787 4

248.873913 6.91778336 7.17994249 0.07939654 0.19230412 2.09549336 4
248.126664 8.24836166 8.06177467 0.12413773 0.07649272 -2.095469 4



422.616489 7.20210145 7.57130493 0.20672968 0.20585794 2.09533306 4
30.2359999 5.26997405 5.47893684 0.11285792 0.12741837 2.09520325 4
7.09977988 4.12369821 4.36916005 0.18233972 0.08759271 2.09514266 4
34.1644638 6.60531116 6.70565912 0.07283843 0.04230994 2.09511829 4
9.07968986 3.89079408 4.30728832 0.35772271 0.11800867 2.0950328 4
774.626968 6.2982033 7.26298911 0.39151922 0.49362116 2.09489977 4
98.3626605 5.58162566 5.99936622 0.24420213 0.22879975 2.09397875 4
1.96047916 2.95791264 2.55996068 0.24628103 0.15187405 -2.0939043 4
54.3120396 6.11188832 5.76247753 0.22863802 0.16237797 -2.0937317 4
13.3866566 5.07246861 5.22338548 0.10453047 0.07064855 2.09371802 4
45.5623841 5.12043045 5.40724594 0.09243411 0.19314482 2.09360944 4
99.4953607 5.99319561 6.29000948 0.15444526 0.1753583 2.09329244 4
1323.81042 7.67691514 8.2961447 0.37986038 0.3602536 2.09317258 4
17.7900547 4.62149155 3.83915774 0.40756808 0.34197896 -2.0929928 4
47.5520803 6.24759337 6.4579571 0.16439442 0.0761611 2.09285709 4
98.239533 8.23538757 8.13888706 0.07444807 0.02883408 -2.092781 4

240.131653 7.28154682 6.98325409 0.12953256 0.23327027 -2.0919693 4
38.2636429 6.53890844 6.43140731 0.06318425 0.06068118 -2.0918573 4
62.2361043 4.84994056 5.29160188 0.08679816 0.28731964 2.09141651 4
65.5803924 6.70020526 6.58320779 0.03907653 0.09138485 -2.0911839 4
96.456638 5.93123533 6.18898079 0.01361518 0.18673286 2.09063015 4

29.4963171 6.40000584 4.01227573 0.73785146 0.54590726 -2.0905156 4
74.5717789 5.90167667 6.12030555 0.05192688 0.15849088 2.09045571 4
7.04407743 4.39380164 4.10531699 0.2093087 0.11998834 -2.0903615 4
6.12360949 3.86406742 3.58939427 0.15243397 0.17647287 -2.090031 4
30.0704697 6.06858842 5.79374903 0.19209214 0.09371949 -2.0899848 4
4.39470537 4.17777129 4.26573114 0.03701081 0.06200898 2.08986988 4
22.2031531 4.77404705 5.13389677 0.27770624 0.13567518 2.08970788 4
7.51481142 3.86201713 3.38463275 0.25994 0.25920274 -2.0892676 4
200.652939 8.46232415 8.61431221 0.12852482 0.03605796 2.08899599 4
389.221633 7.6470269 7.90107027 0.15171525 0.14976166 2.08889652 4
15.1387837 4.50226509 4.70374346 0.08823574 0.13190242 2.08879288 4
4.20269604 3.18789089 3.38217205 0.05875428 0.13815835 2.08856121 4
32.3447587 4.39209437 4.78474846 0.15033522 0.28999018 2.08835155 4
12.2986357 4.83542262 4.69879987 0.03319809 0.1137854 -2.0882128 4
11.7063585 4.12516053 4.37149117 0.14203492 0.15168982 2.08799153 4
14.2613715 4.45844561 4.7094603 0.16042957 0.13294504 2.08794884 4
99.5462049 6.3773409 6.12911159 0.0348105 0.21594806 -2.0873755 4
127.947599 7.11747266 6.81438406 0.19999132 0.13527847 -2.0873488 4
17.5013094 2.9243672 3.75892773 0.59454666 0.36362553 2.08712604 4
79.0520865 5.42940945 5.81290619 0.19420227 0.24692971 2.08708626 4
118.489826 6.37001806 6.00241301 0.14136779 0.27291661 -2.086493 4
2.40349309 2.53380129 2.12757823 0.18776489 0.30563672 -2.0862963 4
135.791445 6.79396784 6.44820868 0.18149396 0.21633922 -2.086084 4
8.7563319 4.30896016 2.79819062 0.62965154 0.47833485 -2.0860292 4

180.487595 7.38318531 7.05956664 0.22267802 0.14872709 -2.0859567 4
11.015754 5.06649251 5.19552829 0.09171408 0.06077936 2.08593872 4

191.628349 7.18508426 6.92316413 0.11496015 0.19177419 -2.0854534 4



204.983806 7.23490583 6.9801844 0.10670613 0.18749553 -2.0847846 4
168.936225 5.17531657 5.88207072 0.21488059 0.52107431 2.08473504 4
16.3595081 5.30504521 5.39832744 0.01587226 0.07252686 2.08429928 4
7.61534379 4.88122251 4.98552335 0.07027156 0.05147278 2.08412384 4
5.3063347 4.42914336 4.32092994 0.05566278 0.07194101 -2.0837397 4

10.0745929 4.53699755 4.72969405 0.13635511 0.09117479 2.08356872 4
297.837579 6.65178269 7.09812884 0.26300005 0.25597212 2.08355289 4
20.812299 4.24169687 4.54364536 0.07631028 0.21018635 2.0834948 4

49.0989648 5.7012772 5.91891133 0.12005159 0.12733276 2.08335405 4
11.929471 4.43263827 4.63390958 0.11699252 0.11967833 2.0831535 4

5.41788871 5.14166694 4.76516786 0.25935692 0.04556254 -2.083021 4
304.102996 7.44072292 7.64884841 0.08409896 0.15047606 2.08265526 4
324.39136 8.13853383 7.94143727 0.11518339 0.11367311 -2.0825575 4

6.34287707 3.83895736 4.02486037 0.10544083 0.11622917 2.08225167 4
1093.06685 9.11325722 9.34920155 0.18205643 0.09621065 2.08215297 4
1093.06685 9.11325722 9.34920155 0.18205643 0.09621065 2.08215297 4
47.4357853 6.61055962 6.13180828 0.31901233 0.10608265 -2.0821089 4
15.0002075 5.46317693 5.57461416 0.07526028 0.05619492 2.08209555 4
352.833211 5.89978381 6.70930935 0.44815345 0.39065869 2.08173536 4
282.535297 7.0800955 7.5424383 0.35210023 0.14384284 2.08109188 4
9.03159566 4.80241793 4.67900045 0.06004827 0.08377162 -2.0810152 4
25.812524 5.03260313 5.23023868 0.08157536 0.14293707 2.08097247 4

310.027449 7.91303284 7.66899858 0.14140852 0.14016702 -2.0807974 4
118.632615 7.1134837 7.39885901 0.23777249 0.07335575 2.08067835 4

135.8545 7.27433315 7.42147197 0.09408586 0.08317654 2.08034314 4
2.47821388 3.56519448 3.70615246 0.1047811 0.0610956 2.08010725 4
225.881001 7.98090506 8.07437513 0.03016953 0.07176536 2.0800927 4
67.3426483 7.45297449 7.59515634 0.12058107 0.03416939 2.08006909 4
11.0041343 3.90491586 4.13438872 0.03741687 0.17149931 2.07999975 4
359.36836 7.24440948 7.53061163 0.13053298 0.20244119 2.07998432 4

31.0949868 5.79474375 5.40147202 0.26973468 0.14587623 -2.0795152 4
46.4067091 4.51769405 4.97029898 0.1112853 0.32704653 2.07942804 4
24.5311651 4.76522778 5.02421858 0.13819678 0.16510471 2.07918634 4
337.049176 7.29946178 7.54249344 0.07303885 0.18664527 2.0791101 4
4.29096063 3.46371954 3.68967873 0.15718617 0.10945557 2.07906803 4
258.957517 6.3865959 6.80153772 0.14207593 0.3059911 2.07878104 4
5.29981685 3.9634837 3.81735807 0.0465227 0.11476462 -2.0784127 4
506.850525 8.07336127 8.27744507 0.11040861 0.12683852 2.07827524 4
21.2562739 4.71619719 5.13336712 0.34504474 0.12151812 2.07803169 4
154.31579 6.55022128 6.80454045 0.11165259 0.17397711 2.07783888 4

716.217155 6.89057447 7.77576298 0.65207792 0.28049757 2.0777424 4
309.939494 7.04383842 7.3129297 0.03655414 0.21104255 2.07756236 4
16.3537023 4.41018029 4.61986287 0.03982543 0.15755761 2.07717046 4
38.1607967 6.00628482 5.78627586 0.13436416 0.11683829 -2.0771454 4
40.0492539 5.23157604 4.86400547 0.11976358 0.29195318 -2.0769094 4
1.67071531 -0.1408244 1.30254659 1.28588304 0.42445003 2.07685087 4
37.2854007 5.01175915 5.27998043 0.0992916 0.19176646 2.07669572 4
0.51651823 0.24617823 1.06854931 0.74804066 0.17547005 2.07636716 4



14.7567133 4.45644022 4.68574748 0.13118753 0.13116144 2.07630337 4
105.76478 6.89201981 7.06106319 0.10839565 0.09217887 2.07617738 4
7.4076716 4.42204109 4.28386193 0.05845648 0.10514858 -2.0758793 4

233.293131 7.88239434 7.61550775 0.17367592 0.11122889 -2.0756627 4
469.113137 8.25590385 7.97972162 0.15613687 0.15323022 -2.0755364 4
110.671218 7.43004973 7.63322386 0.17174869 0.05425729 2.0754794 4
21.7203369 4.84882053 4.41577585 0.26072053 0.24294678 -2.0754142 4
21.7203369 4.84882053 4.41577585 0.26072053 0.24294678 -2.0754142 4
91.7746477 6.01822092 6.24773056 0.03523105 0.18021807 2.07537419 4
122.95279 6.18285792 6.50148917 0.18265485 0.17498251 2.07510734 4

44.3054739 4.88921781 5.24873446 0.17412182 0.22806252 2.07502357 4
2.21729181 3.48410303 3.17322733 0.23111102 0.09418421 -2.0744861 4
8.17353145 5.76067629 3.83687359 0.93456991 0.16831748 -2.0744679 4
129.437355 6.14393258 6.4534184 0.14447055 0.21216716 2.07440272 4
16.6955711 4.45112424 4.75205823 0.2148124 0.13961746 2.07434235 4
2.50913722 4.30072816 4.18172526 0.08820947 0.03812398 -2.073909 4
24.7755357 5.22248552 4.99364374 0.09893753 0.16016791 -2.0733291 4
44.3676028 5.64809319 5.83025801 0.06934755 0.13326716 2.07323518 4
9.2693463 5.50107848 5.34846604 0.11409851 0.04363355 -2.0731667 4

62.9362696 6.5186214 6.30107296 0.13743871 0.11896921 -2.0728889 4
82.6494351 5.90264415 6.14569117 0.07695179 0.17404821 2.07285968 4
113.836963 6.20275803 6.44465277 0.06765894 0.1898124 2.07237393 4
11.4245158 4.63598761 4.76022194 0.02453542 0.09879328 2.0719633 4
159.883239 4.92418797 5.73434637 0.17101987 0.44827048 2.07139404 4
56.2751224 6.08410234 5.83903994 0.13238272 0.15724859 -2.0711794 4
124.001055 6.38029714 6.6866944 0.21992783 0.14847039 2.07116701 4
6.81418244 4.39820731 4.56152836 0.11563948 0.06977039 2.07108077 4
22.8225602 5.65967355 5.95941486 0.25048494 0.05792429 2.07104268 4
181.443564 7.15249508 6.92712566 0.08001726 0.16969948 -2.0706086 4
170.90095 6.71850217 6.98504111 0.1592461 0.15705458 2.07056158 4

1259.72117 7.32615244 7.9619307 0.06282229 0.39993287 2.07024915 4
137.838829 7.25660291 7.39806703 0.08266816 0.08260199 2.07015924 4
74.5015526 6.0473073 5.75076227 0.102575 0.2517441 -2.069439 4
54.2423513 7.41682223 7.58260215 0.14695676 0.02753931 2.06933434 4
4.7418451 3.32163194 3.5831589 0.17089229 0.12935695 2.06927233 4

100.905961 5.07766038 5.67199074 0.34157582 0.32020227 2.06901697 4
4.07599311 3.57863311 3.25437825 0.20430994 0.16383667 -2.0689302 4
1.40765418 1.72240124 0.70279341 0.59270878 0.61820773 -2.0689219 4
494.174284 6.8251721 7.31794415 0.20391547 0.35610398 2.06890291 4
4.37615916 3.48615366 3.63043692 0.01089867 0.1197887 2.06885399 4
1413.63343 9.39282075 9.65377697 0.21709597 0.09057962 2.06857424 4
1413.63343 9.39282075 9.65377697 0.21709597 0.09057962 2.06857424 4
244.655606 7.05020456 7.33215161 0.17909219 0.1535508 2.06853827 4
319.409138 6.99433962 7.29629399 0.10133787 0.20780676 2.06776946 4
32.8770886 5.99212563 5.62702447 0.24457169 0.11432067 -2.0675371 4
33.4242486 5.08881906 4.70142415 0.155935 0.32929694 -2.0674972 4
516.531432 7.22485947 7.59318103 0.13475138 0.27890788 2.06732814 4
404.335098 7.98306489 8.21859229 0.17431741 0.11189617 2.06730925 4



31.4449757 4.88649953 5.13176221 0.05518938 0.17995133 2.06726419 4
486.954344 8.83534923 8.92463849 0.0353614 0.06595593 2.06708273 4
9.84243405 4.31096992 4.49211091 0.10108941 0.11239081 2.06704548 4
13.4236586 4.3073898 3.95976016 0.14836183 0.27376099 -2.0669266 4
7.68193533 4.57422989 4.46150345 0.03777247 0.08916539 -2.0667033 4
10.8583372 3.408867 2.50695436 0.18859521 0.98206665 -2.0663715 4
19.5241124 4.27536087 4.60231896 0.1927607 0.20670012 2.06622912 4
11.6308201 4.22778116 4.4176027 0.06177786 0.13599483 2.0660551 4
66.5714258 5.69778192 5.9279806 0.04587282 0.18373486 2.06575699 4
11.6450421 5.96832824 6.0836368 0.09508543 0.02643406 2.06533654 4
10.1249706 4.99377036 5.1175442 0.08751641 0.06167656 2.0652462 4
65.9690662 5.89812334 6.09944267 0.06544633 0.14270743 2.06513722 4
351.559584 6.73619969 7.15403358 0.1758308 0.26302539 2.06449047 4
13.0764934 5.51577624 5.44856366 0.01097914 0.05679049 -2.0644733 4
10.725322 4.07105662 4.33608965 0.17486963 0.13855827 2.06442007 4

58.0519467 6.37913101 6.51722076 0.07786961 0.08717464 2.06408145 4
55.5403466 6.20649413 6.04645647 0.04537071 0.13027136 -2.0639645 4
151.953848 6.85778109 7.06288933 0.110924 0.12945483 2.06377712 4
2.77049331 3.39325282 3.16470856 0.14397622 0.11981133 -2.0637641 4
7.72817572 3.94154791 4.20155443 0.20178762 0.1186284 2.06360594 4
618.655669 8.37939884 8.53143463 0.01528053 0.12581658 2.06331371 4
28.8758231 5.46487456 5.20414013 0.14948989 0.16476899 -2.062828 4
6.99571834 5.27680068 5.12951931 0.1163053 0.04154476 -2.0624332 4
55.866328 6.46833632 6.30912568 0.08630825 0.10351501 -2.0624051 4
17.96607 4.56008519 4.76279673 0.05528344 0.14955408 2.06217186 4

425.743137 8.13033614 7.94202401 0.06054839 0.15777744 -2.0621411 4
149.727269 6.67098347 6.88820202 0.08992125 0.15595499 2.06213565 4
40.389249 6.11918647 5.90738241 0.14193415 0.11325746 -2.0615321 4

20.3572441 5.0429099 4.78077396 0.13937469 0.16594465 -2.0611862 4
16.6374061 5.22268253 5.33379221 0.04443496 0.07908583 2.0611056 4
3.31607787 3.83245161 3.6160758 0.15928235 0.08692747 -2.060822 4
10.1644698 5.15994628 4.99577221 0.11408677 0.06820886 -2.0605498 4
89.503423 4.94560027 5.48817196 0.1538742 0.33209259 2.06038743 4

11.6397607 3.7638782 4.04742707 0.0993251 0.19788208 2.0602832 4
117.748428 7.02457954 6.839847 0.09560877 0.1214613 -2.0600688 4
333.371242 7.60379514 7.18413054 0.24035046 0.2589374 -2.0597896 4
33.0900316 5.75464014 5.96315834 0.16555802 0.0871318 2.05937753 4
659.468466 5.3952788 6.73002408 0.0343538 0.78562732 2.05935393 4
12.3630275 3.24939874 3.71598143 0.19923811 0.27544557 2.05934251 4
4.82466182 4.50289996 4.40666545 0.05540861 0.05784682 -2.0582371 4
61.8494819 7.57299593 7.88519354 0.26479609 0.02340109 2.05798688 4
103.042418 7.95681577 7.83729936 0.0890475 0.0405391 -2.0578308 4
0.46065825 4.27285422 4.03669325 0.19131975 0.00814176 -2.0577878 4
26.7520646 5.7302323 5.61284458 0.0273411 0.09658621 -2.0576392 4
2042.53243 8.3422899 8.85092203 0.32535683 0.3037 2.05707019 4
6.71091364 3.30399311 3.56549669 0.09082184 0.19099024 2.05698579 4
838.346258 8.36421387 8.6500981 0.20448899 0.14356886 2.05677884 4
16.6024589 5.1416141 5.27780419 0.07517682 0.08425295 2.05677214 4



1258.71149 7.97989792 8.49882022 0.34035613 0.26843942 2.05670632 4
12.9341294 4.93239453 4.456171 0.34205798 0.14973468 -2.056276 4
13.8709975 5.14645684 5.31930401 0.12930705 0.06661776 2.05611135 4
22.5405997 5.87716659 5.79268717 0.0228204 0.0700901 -2.0559677 4
30.0499826 4.99483553 5.20783189 0.04434126 0.15806836 2.0558823 4
36.0579138 5.51184901 5.20368616 0.16775503 0.198301 -2.0555708 4
35.8330753 5.72865119 5.54818688 0.06870635 0.1450905 -2.0550262 4
4.47560323 3.87460405 4.07376337 0.15474872 0.07450734 2.05470085 4
26.4417648 5.1080763 4.57889685 0.31734777 0.25116505 -2.0540688 4
2.20914077 4.47293144 3.86903673 0.37833161 0.04671316 -2.0537074 4
58.8120178 3.71409599 4.73208799 0.62206438 0.47655207 2.05360248 4
7.52282441 4.41146497 4.53673254 0.06742178 0.08214545 2.05353244 4
11.1377076 4.83790436 5.05039956 0.16390127 0.07205536 2.05351227 4
69.9351927 7.15374916 7.21914639 0.01837365 0.05188265 2.05351033 4
148.755096 6.99128638 6.80212134 0.02704666 0.1599543 -2.0533366 4

8.743752 4.63429781 4.729878 0.01602462 0.07875776 2.05303503 4
10.5470927 4.70392086 4.53306069 0.08868951 0.11183768 -2.0527954 4
74.8699581 4.57335871 5.24849681 0.38005773 0.40641766 2.05211942 4
115.792205 5.94965964 6.24296285 0.05796038 0.23896721 2.05162336 4
174.89287 5.80556206 6.27145345 0.12077141 0.30228579 2.05154347 4

385.429336 9.37395685 9.46995767 0.0767707 0.02960639 2.05132788 4
110.525559 4.77770047 5.69467732 0.67994606 0.39695595 2.05132012 4
244.955911 7.70007777 7.47556784 0.12488243 0.13388135 -2.0512695 4
5.26747594 2.61699325 3.46195966 0.90097807 0.15797095 2.0504143 4
38.6371936 5.14469474 5.40320078 0.121953 0.18217807 2.05013504 4
203.89005 6.72398982 7.0899745 0.28834015 0.17489445 2.05006887 4

85.3113764 5.81587458 6.06669757 0.01787467 0.19611099 2.04926693 4
431.049418 7.81049405 6.62940803 0.78075399 0.48145661 -2.0491212 4
110.969894 7.08220605 6.83843607 0.15636681 0.11644514 -2.0481373 4
151.347173 7.7584517 7.50295103 0.17770937 0.08290703 -2.0481311 4
87.6534536 6.251457 6.43560486 0.05211678 0.14239132 2.047834 4
187.54956 7.64583767 7.96971304 0.30235473 0.06605181 2.04740454 4

76.1792635 6.21084829 6.43337804 0.14761552 0.12408388 2.04723611 4
334.545505 7.26523682 6.70829038 0.2846995 0.42937771 -2.0470032 4
1.57283769 3.0295774 3.21175699 0.14429973 0.06407402 2.04662385 4
357.826183 8.09406149 8.22826933 0.05659703 0.09317215 2.04661107 4
873.206805 8.72293953 9.01505901 0.24360273 0.10629436 2.04659264 4
4.86511105 4.23876626 4.106942 0.07615982 0.08088738 -2.0464794 4
3.05685392 3.67552203 3.5124888 0.10528977 0.09285436 -2.046215 4
841.208502 7.08857386 7.65940802 0.12739713 0.35438041 2.04578463 4
35.8933815 4.59279622 4.94709167 0.11568665 0.23903861 2.04542513 4
76.1667264 5.87798145 6.31881574 0.38933863 0.13237854 2.04491371 4
11.9893313 3.66537523 3.06653625 0.14337098 0.58609528 -2.0448418 4
63.9170502 5.96324752 6.28689246 0.27355559 0.11720563 2.04446993 4
112.36701 6.40429899 6.68373384 0.1857396 0.14454903 2.04416008 4

17.6713175 4.85802614 5.18077442 0.27474924 0.09752276 2.04415244 4
61.7144741 5.89450004 5.63870211 0.06487437 0.21438693 -2.0431815 4
190.130685 8.05105322 7.9647295 0.03378933 0.06501265 -2.0421252 4



59.1843092 3.76056917 4.686682 0.34805083 0.47476014 2.04208994 4
33.7531482 5.4244961 5.62821841 0.12418285 0.12413984 2.0416901 4
2.27328667 3.34135948 3.16099284 0.11759949 0.09892764 -2.0413209 4
73.4612109 6.27371526 6.07910721 0.03932374 0.16791106 -2.0412696 4
121.910905 7.24422304 7.09064629 0.08470418 0.10343302 -2.040945 4
4.72781689 4.11063372 3.97059449 0.08096386 0.08747802 -2.0406405 4
103.756862 7.40844641 6.82323258 0.36544186 0.11647631 -2.0403188 4
212.925305 7.55768099 7.3700276 0.0912919 0.13136068 -2.0401708 4
302.338858 8.57885626 8.40832298 0.12274789 0.06622217 -2.0399484 4
20.4341816 6.14356675 5.70130132 0.29679166 0.06831335 -2.0398638 4
208.075578 4.64905084 5.7118346 0.27900165 0.74696494 2.03983627 4
71.7670688 5.90949661 5.60399684 0.07787917 0.27943267 -2.0398129 4
43.8171974 6.06747315 6.19075749 0.05047432 0.09192238 2.03980314 4
85.0820718 6.30993883 6.53065866 0.13702524 0.12055317 2.03972052 4
189.414044 6.95543853 7.17648377 0.1179729 0.14797804 2.03971746 4
1.63042803 5.16753319 5.27664564 0.09698235 0.00831602 2.03965606 4
789.619956 8.44146219 8.62696884 0.05678152 0.14590439 2.03923989 4
359.499815 5.48641202 6.44727014 0.36323444 0.49796459 2.03907755 4
58.1878998 6.1594938 5.76108516 0.28224495 0.19255524 -2.0389259 4
3.73807308 4.75323317 4.70067433 0.02917237 0.03397401 -2.038752 4
12.0422765 4.65184321 4.79116771 0.0602639 0.10241278 2.03855658 4
16.3973727 5.15558559 5.2824488 0.06805408 0.08134192 2.0385478 4
340.005846 8.659644 8.58182459 0.02106076 0.06449752 -2.0384617 4
70.8403861 7.19413883 7.04848469 0.10151494 0.06054742 -2.0384053 4
196.998899 8.257745 8.00644982 0.1875881 0.06549562 -2.0376901 4
5.87177049 3.89298978 4.19937323 0.26844347 0.09030237 2.03763707 4
4.13634363 5.31347155 5.28714265 0.00829139 0.02084199 -2.0376122 4

269.6194 6.52871349 6.98519106 0.30346295 0.24684945 2.03711976 4
200.978013 7.46845662 7.31210351 0.03279334 0.12896546 -2.036598 4
11.1181881 3.86512569 4.10252289 0.05159387 0.17801822 2.03648319 4
67.384756 6.37552703 6.18735542 0.08850475 0.13380983 -2.0363554 4

107.225422 6.637534 6.78997991 0.03415802 0.11966801 2.03613598 4
165.403016 7.48407053 7.740018 0.20954485 0.07316894 2.03606599 4
26.8805334 5.08005551 4.84383248 0.03081295 0.19986523 -2.0360568 4
468.714402 7.31945069 7.65851249 0.18026607 0.23302799 2.03603872 4
81.8970066 5.8991886 6.20525552 0.19323723 0.16669504 2.03601497 4
211.012681 6.99974907 7.23618781 0.12612915 0.14602025 2.03595006 4
16.0266505 4.44383421 4.63827083 0.02729235 0.14983978 2.03592813 4
11.4122599 3.78850794 3.35454356 0.07014917 0.441774 -2.0359092 4
3.45937063 1.98284552 2.3920056 0.03042629 0.34244179 2.0357505 4
856.000636 7.56552685 8.10419534 0.40190771 0.25013049 2.0353171 4
2.05265273 3.32340972 3.04196537 0.21584562 0.09848623 -2.0352594 4
22.5131257 4.60963164 4.20281798 0.13950096 0.35692581 -2.0352263 4
69.6266779 6.82834652 6.49890248 0.22372232 0.10720552 -2.0346884 4
16.0354069 4.70912008 4.87286693 0.05668745 0.11963018 2.03449517 4
2.95374149 3.60255514 3.46747896 0.0714819 0.09415404 -2.0344068 4
435.239163 8.69586504 8.85262813 0.12385067 0.06268599 2.03439812 4
50.0235636 5.68336777 5.96729875 0.20175816 0.13238477 2.03422433 4



6.73123404 2.48303279 3.00043013 0.24708348 0.3309093 2.03387276 4
65.6805977 6.50994691 6.79577616 0.26015365 0.07426703 2.03362972 4
49.6963149 5.51226781 5.81629705 0.2286409 0.14278448 2.03272629 4
3.71365259 3.5048049 2.94504848 0.34060083 0.19879247 -2.0326829 4
14.551327 4.10559267 4.34960107 0.05612466 0.17778483 2.03265289 4

9.83800489 4.59701269 4.75398961 0.10252569 0.08279145 2.03260938 4
5.20360467 6.61293109 4.86731847 1.19990862 0.04006628 -2.0325884 4
200.373494 7.87763433 8.06681619 0.15968089 0.06271376 2.03256297 4
16.4207303 5.3033626 5.42291585 0.07130877 0.07399746 2.03227336 4
196.601966 7.51277081 7.77607667 0.23298596 0.08441359 2.03213834 4
265.78449 6.94972878 6.2683362 0.34282005 0.44383272 -2.0319278 4

12.9450101 5.42771082 5.50615441 0.04104177 0.05323777 2.03172247 4
16.7687504 4.50421476 4.74651092 0.14080589 0.15126897 2.03167537 4
36.2149605 5.75260211 5.05723449 0.41035872 0.21806552 -2.0315913 4
15.5762014 5.31131371 5.20785799 0.02902618 0.0835235 -2.031012 4
21.4389948 4.00481142 4.37192187 0.10082986 0.25830613 2.03094504 4
95.3927059 7.79750228 7.85892147 0.03690489 0.03648221 2.03090338 4
30.9595372 3.55445988 4.20254936 0.17279593 0.51503527 2.03073016 4
311.922469 7.92599764 7.74163614 0.08497689 0.13498837 -2.0303204 4
426.134305 7.95124684 7.65962878 0.14581922 0.19496074 -2.0299651 4
108.671865 4.70425965 5.44870118 0.30545547 0.43527525 2.02952572 4
5.62959955 4.70338651 4.76801492 0.02656902 0.04726675 2.02946377 4
115.120093 6.15084455 5.73260553 0.10824204 0.37554849 -2.0293475 4
18.2942084 5.1431594 4.94223908 0.11579995 0.12833286 -2.0291249 4
71.1555992 5.50740945 5.93313708 0.34861232 0.17843057 2.02907824 4
66.8428996 4.9887524 5.40055003 0.12229249 0.31079764 2.0288939 4
1659.56178 8.120556 8.62710268 0.32581854 0.30746865 2.02839057 4
9.31686822 4.63027823 4.44033829 0.11605614 0.11150074 -2.0283501 4
370.816812 8.41130226 8.29226356 0.04595403 0.09525842 -2.0282566 4
497.218222 6.88278081 7.36020647 0.22204923 0.34411995 2.02791956 4
2.09327521 2.26283494 2.67957505 0.36419011 0.14904711 2.02771459 4
135.348494 6.87087673 6.59849766 0.14982474 0.19335201 -2.0275488 4
23.1179545 4.38536514 4.80181043 0.33459928 0.18061916 2.02742916 4
18.5843966 5.41541215 5.18446013 0.15406558 0.10133641 -2.0272684 4
74.2726665 5.48662082 5.78988184 0.0900826 0.23131966 2.02705232 4
14.0622211 4.95512139 5.08374864 0.06483564 0.08913483 2.02684811 4
14.0622211 4.95512139 5.08374864 0.06483564 0.08913483 2.02684811 4
252.108829 6.70420921 7.02976881 0.14667283 0.21652664 2.02655857 4
366.764927 7.45649281 7.73085169 0.17744341 0.16843785 2.02645501 4
319.848344 6.56709204 6.978698 0.11717465 0.27465411 2.02639495 4
41.945436 6.43597882 6.5422166 0.06717054 0.05957789 2.02633414 4

47.4610243 5.29783843 5.55081885 0.09881213 0.18889647 2.02627758 4
401.190815 7.75930439 8.0004956 0.15731202 0.13734465 2.02608167 4
4.80628135 2.78586286 3.20259713 0.32881697 0.18872017 2.02607361 4
79.7240342 5.70623094 6.00519704 0.16002978 0.20759476 2.02599075 4
21.6887158 4.49628726 4.10164463 0.09748315 0.32432348 -2.0253527 4
14.3330494 3.6573849 4.00747194 0.10921098 0.27775085 2.02505247 4
18.4150451 5.84702177 5.98809421 0.11118266 0.04664515 2.02504347 4



45.6592519 5.59855676 5.84040473 0.15451131 0.13231858 2.02489267 4
119.750841 6.42026669 6.10320821 0.10016853 0.27832637 -2.0248731 4
256.43344 6.00962104 6.53012566 0.11196372 0.34280931 2.02487048 4

102.648525 6.0884986 6.37559971 0.17038247 0.18229823 2.02479643 4
5.2446632 2.81902084 2.09486534 0.23761167 0.62690302 -2.0246955 4

202.342463 7.72743699 7.53866685 0.12298014 0.1045609 -2.0246686 4
187.149101 7.19129849 6.78710829 0.23807108 0.22136967 -2.0241603 4
426.63126 7.88947736 7.66421584 0.03399495 0.2056186 -2.0240385 4

547.773261 7.69047614 8.00472611 0.20692505 0.1920567 2.02379868 4
5.55477485 3.79629497 3.59315042 0.09113111 0.14765895 -2.0237125 4
4.4290762 3.47519187 3.72606771 0.20351556 0.10342151 2.02356431 4

8.68887845 4.3427954 4.49087852 0.07983701 0.09526384 2.02325592 4
2.92408435 3.79943022 3.33933205 0.30573919 0.10070068 -2.0231815 4
16.7410937 4.08355789 4.70979983 0.64404639 0.15667836 2.0227302 4
56.941454 6.7995469 6.55629816 0.18574775 0.08126086 -2.0225329 4

148.420724 7.09044906 6.88031316 0.09998853 0.1559835 -2.022348 4
24.4545932 5.12768211 5.28818101 0.05163447 0.12781034 2.02196941 4
16.0318346 4.37770207 4.59337973 0.07049803 0.15529658 2.02182287 4
593.565705 8.66131734 8.87460297 0.17251432 0.08288718 2.02179671 4
367.916083 7.30421342 7.61147043 0.1927482 0.19141371 2.02134582 4
4.78813106 4.76533419 5.06922202 0.29050015 0.02984329 2.02124196 4
72.460101 6.4944439 6.64161306 0.08154783 0.09237188 2.02089438 4
194.21956 6.8817474 6.50809427 0.17384388 0.2691606 -2.0208747 4

20.8944165 6.3165834 5.97329363 0.24975088 0.05398156 -2.0206184 4
24.8134553 6.92253382 6.7865514 0.10748353 0.02810356 -2.0205993 4
198.701807 7.93493155 8.12122253 0.15977666 0.05899775 2.020224 4
5.36229825 6.54119513 4.58094139 0.76516989 0.05413856 -2.0200501 4
6.3085056 3.43630516 3.02396698 0.19174219 0.31663898 -2.0197899 4
9.1360165 4.88815912 5.15360049 0.22175394 0.05203361 2.01977933 4

5.59705731 4.4653064 3.21654805 0.58008921 0.22813209 -2.0197353 4
323.077168 3.85075859 5.87389199 0.17020467 0.70053071 2.01901606 4
87.9643429 7.10867023 6.97033889 0.08271562 0.0817889 -2.0184016 4
103.961573 7.19247561 6.86052456 0.22938591 0.10559982 -2.0183416 4
893.380798 8.04730811 8.36636492 0.17260563 0.21533962 2.01828196 4
1.46925731 3.66898702 3.583216 0.05940871 0.04042232 -2.0182185 4
27.1208911 4.94950879 5.18830904 0.13043351 0.15578384 2.01808145 4
11.1278208 5.00051629 5.1083314 0.06277021 0.06760071 2.01799723 4
178.985049 7.10083656 7.3373424 0.17793443 0.12023376 2.01783068 4
154.076973 6.64605171 7.00692164 0.27338699 0.13395019 2.01781114 4
59.294435 6.10146685 6.26915602 0.08868534 0.10888547 2.01760189 4
164.53907 8.52434182 8.41205189 0.08581496 0.03617945 -2.0175295 4
204.66855 6.83367681 7.08099751 0.1107452 0.16839893 2.01746982 4

8.05856159 4.17403617 4.329763 0.07672436 0.10331811 2.01744087 4
284.080738 6.58123662 6.94816888 0.0973937 0.25763338 2.01742288 4
270.90483 5.98892428 6.80790714 0.78227073 0.27514594 2.01740575 4

3.45484573 3.83651674 4.03753172 0.17603955 0.06159149 2.01730454 4
92.2140861 5.96962005 5.54078262 0.14763116 0.36395303 -2.0172187 4
3.80634545 4.57416606 4.38276059 0.14784281 0.04813753 -2.0170524 4



396.36952 5.44084278 6.53540067 0.67327472 0.49771427 2.01683269 4
400.751226 7.44190212 7.67671928 0.04933155 0.19487333 2.01658093 4
18.3846049 4.87005942 5.05612292 0.1051577 0.11337649 2.01652406 4
50.9194563 4.47672147 4.96635418 0.14131458 0.36197588 2.01644888 4
50.9194563 4.47672147 4.96635418 0.14131458 0.36197588 2.01644888 4
50.9194563 4.47672147 4.96635418 0.14131458 0.36197588 2.01644888 4
11.9559474 3.98358732 3.43483138 0.27433207 0.34397105 -2.0163492 4
35.0212737 5.07885015 4.59185606 0.22289874 0.36789854 -2.0161414 4
9.76803334 4.55307824 4.39772925 0.06521683 0.11636467 -2.0159921 4
9.16688413 4.51996307 4.6281459 0.01318844 0.08965026 2.01576452 4
1.90422473 3.83713548 4.04821203 0.19645304 0.03331993 2.0152781 4
40.9597716 5.77432324 5.51972082 0.14047267 0.17050691 -2.0150928 4
3.6716661 3.43434889 3.17541986 0.157657 0.15969688 -2.0148218 4

167.902365 7.49217365 7.2267977 0.18098343 0.11888299 -2.0146186 4
5.93037835 4.79212226 4.32648508 0.39196953 0.08008181 -2.0144633 4
320.291909 6.75143344 7.10480149 0.09566791 0.24348329 2.01442043 4
2.0100728 3.15948669 3.69439558 0.48368628 0.04926317 2.01353114 4

4.22699747 4.28030187 4.11724374 0.11854002 0.0683472 -2.0135039 4
4.3262673 3.41416344 3.58017449 0.06982788 0.12471638 2.01311681 4

150.611781 6.4255613 6.68719427 0.11349936 0.19651118 2.01306978 4
63.4684134 7.17864838 6.87712825 0.21821547 0.06484969 -2.0127696 4
40.0403238 5.4569102 5.18190657 0.1070466 0.2105819 -2.0127664 4
113.935314 6.83011986 6.45905427 0.24228018 0.18690746 -2.0127629 4
7.94195748 2.68360279 3.27599595 0.38053914 0.27691602 2.01268361 4
21.687573 5.11994122 5.2986601 0.10512299 0.10503698 2.0125553 4

38.3353008 5.03938849 5.2872474 0.05386841 0.18311948 2.01253085 4
5.15923742 3.72586022 3.45195878 0.1607668 0.1662566 -2.0124889 4
39.7033286 5.1979083 5.47423095 0.16163009 0.15911138 2.01238394 4
150.695442 6.84466245 7.06181608 0.13907718 0.13396593 2.01214851 4
24.3834871 5.88721559 5.96343203 0.01516691 0.06262088 2.01197705 4
132.151794 6.19545335 6.4671403 0.08891427 0.21558499 2.01169751 4
187.726228 8.06079128 8.19104096 0.10115749 0.05128551 2.01164016 4
197.811054 6.84501987 6.39773328 0.21579395 0.3354497 -2.0109505 4
40.4725534 5.30336551 4.80730764 0.25387055 0.30611107 -2.0108429 4
23.3005976 5.66827868 5.5623508 0.02660766 0.0871922 -2.0105432 4
1188.52711 9.16162949 9.32922581 0.09873046 0.10635746 2.01006515 4
39.9154688 5.80890722 5.51712979 0.18142189 0.15297979 -2.0099928 4
819.864465 7.1092094 7.70876857 0.34248978 0.34597238 2.00988471 4
35.8755269 5.37097532 4.90141311 0.27990599 0.28116216 -2.00902 4
452.083389 7.47454995 7.73536493 0.08199216 0.19681906 2.00884077 4
6.60056668 3.21833111 3.51309786 0.15538201 0.19290886 2.00876017 4
19.8143843 5.24981131 5.0555916 0.11022324 0.12514722 -2.0087486 4
509.252068 8.76652476 8.65293805 0.04445636 0.08947119 -2.0085613 4
39.4316879 6.88411659 7.02466985 0.11679735 0.03480546 2.0084892 4
0.48806869 1.43517822 1.6201964 0.13076024 0.09417407 2.00848774 4
45.9212295 5.42669983 5.65504143 0.10741026 0.16808809 2.00824274 4
115.979707 7.47552072 7.554791 0.02959014 0.05978307 2.00780688 4
18.6838377 5.46059841 5.1852482 0.19929989 0.10678392 -2.0075269 4



3.36862224 4.77383896 4.67724963 0.0739769 0.03152211 -2.0073557 4
19.0904686 4.76355592 4.93166913 0.01881223 0.13288513 2.0072888 4
313.455555 6.39734165 6.88502928 0.24584265 0.34932512 2.00709847 4
799.379221 7.5404124 8.27000771 0.75589906 0.20010789 2.00673366 4
61.6967286 6.3617777 6.54496166 0.13121513 0.08674079 2.00661916 4
52.1433123 5.98666798 5.76608336 0.10613111 0.15918541 -2.0064349 4
208.248903 7.63508199 7.49574537 0.04333476 0.11189287 -2.0062702 4
8.7586134 4.57524576 4.73881456 0.11760549 0.07596438 2.00624441 4

29.4347871 6.43888741 5.17942732 0.6154067 0.1599015 -2.0055984 4
306.153738 6.74706549 7.08070136 0.08406496 0.2732913 2.00549108 4
108.081199 7.53531155 6.87079159 0.41474264 0.11212631 -2.0054104 4
10.4045447 4.84926556 4.95907367 0.06058998 0.0738112 2.00478646 4
18.2893149 4.56894571 4.24198248 0.13168044 0.24349715 -2.0045594 4
3.85993104 1.74526518 2.38888252 0.41809191 0.33526722 2.00444559 4
53.8172659 6.03296582 6.1845209 0.0647092 0.11369015 2.00418912 4
74.5561132 6.24379099 6.01237229 0.09428603 0.17457135 -2.0040848 4
2.01169267 2.70366008 2.17130263 0.37891214 0.23709491 -2.0038318 4
8.16341163 4.27407697 4.46530273 0.14225215 0.09269545 2.00369189 4
1.64742923 3.24444486 1.24115361 0.84267088 0.52783627 -2.0035944 4
304.721506 7.13713602 7.4383401 0.18404454 0.17171787 2.00343797 4
6.66869892 4.34993447 4.49374091 0.09823986 0.07614936 2.00329358 4
39.2939201 5.63389991 5.35579061 0.15008727 0.1883424 -2.0030007 4
144.146195 7.22208025 7.44457234 0.18006593 0.08370459 2.0029743 4
62.9172747 5.52828268 5.12567466 0.06578786 0.39752004 -2.0029287 4
268.349687 7.56751503 7.3289761 0.11100839 0.18469077 -2.0027298 4
702.638333 7.52854394 7.88935511 0.13092311 0.27809953 2.00263838 4
208.960083 7.93489348 8.03920355 0.06038877 0.06826525 2.00253886 4
35.8044904 7.09463522 7.20851481 0.09482244 0.02668551 2.0017694 4
1.41654368 2.34334984 1.92885281 0.29149689 0.19742137 -2.001736 4
19.4522139 5.32800531 4.63429142 0.41003785 0.19738219 -2.0016238 4
18.1741457 6.19951182 6.038574 0.13211924 0.04285671 -2.0013843 4
113.425135 7.21617631 7.07084418 0.08344193 0.09838837 -2.0012906 4
28.9171576 5.28893706 5.44886172 0.05204455 0.12787483 2.00121044 4
60.3931882 5.24398682 5.62644217 0.25674083 0.2211938 2.00104808 4
9.72372217 3.98721194 4.218213 0.14320032 0.14905965 2.00094433 4
350.541332 7.84338668 7.60114801 0.12532178 0.17644274 -2.0009422 4
4.49316728 4.28594542 4.14894639 0.09454931 0.07167569 -2.0008468 4
180.281963 7.43197671 7.12770107 0.20710469 0.15062983 -2.0005851 4
27.9708893 4.99358764 4.52222364 0.28195615 0.2836188 -2.0003306 4
16.9746605 3.81419793 4.15680016 0.05941306 0.24737487 1.99946257 4
59.4880137 6.22820416 6.05637239 0.06140991 0.14294522 -1.9994556 4
29.5039874 3.95910674 4.44839007 0.1812693 0.32529287 1.99907215 4
230.872863 8.04749814 8.22742492 0.15198488 0.06238521 1.99899902 4
6.00348072 3.850054 3.5689107 0.16464097 0.17464723 -1.9989242 4
87.6972503 5.51392038 5.88680024 0.19278312 0.24810578 1.99875366 4
22.3166726 4.96093123 5.14558044 0.09012928 0.13100923 1.99841373 4
157.498402 7.14277984 6.92205838 0.11496654 0.14868739 -1.9977994 4
8.05898221 4.51742357 4.35373826 0.09966861 0.10502289 -1.9977594 4



117.567631 5.5096735 5.92901385 0.10823528 0.29197599 1.99773204 4
21.6744737 4.8291413 5.0178162 0.06691654 0.1375782 1.99772464 4
12.6531896 5.36381661 5.52899395 0.14412706 0.05013629 1.99743819 4
2.55890427 5.09892153 4.95912246 0.11816843 0.01786805 -1.9971516 4
263.240813 7.12841522 7.39023514 0.16054565 0.16097611 1.99659133 4
18.3299417 5.47848056 5.20898748 0.1938241 0.09853397 -1.9962465 4
271.599531 7.31278618 7.58274937 0.18353195 0.13284163 1.99612868 4
24.100081 5.20415461 5.41576971 0.14685832 0.10651515 1.99586495 4

227.510483 7.76531604 7.63958381 0.02443174 0.11111738 -1.9957342 4
690.424278 8.2297256 7.90574006 0.1360712 0.2677256 -1.9953903 4
142.984193 5.74321547 6.2375757 0.34186893 0.29842718 1.99528062 4
11.3599196 4.79793416 4.65672029 0.06322934 0.10578317 -1.9952748 4
29.5574576 5.70191937 5.8241726 0.05867048 0.08562518 1.99503732 4
8.94645248 5.53560177 5.65260328 0.09784024 0.03164163 1.99466786 4
12.0078792 4.55333147 3.71342239 0.47648218 0.28603707 -1.994588 4
2.25268089 3.91727758 3.80562024 0.07995463 0.04948213 -1.9945206 4
18.8857461 4.85730655 5.03030016 0.07982202 0.11991218 1.99443319 4
248.704255 6.9821583 7.21426838 0.05556339 0.17346584 1.99430558 4
251.601702 6.93745778 7.23946487 0.17845437 0.17123755 1.99428113 4

36.62695 4.88116697 5.18192474 0.14562402 0.21037738 1.99404187 4
191.371801 6.8739286 6.58767455 0.04115963 0.25630781 -1.9940272 4
35.3570268 4.95382037 5.21620005 0.10285066 0.18578884 1.99397023 4
179.460544 7.06320313 6.83866633 0.06507021 0.19882081 -1.9938964 4
9.54325296 3.99544472 3.51774784 0.29991137 0.26041166 -1.993855 4
0.86811171 6.73191242 1.95409576 0.93253048 0.12723153 -1.9936827 4
112.912807 7.42753968 7.27390607 0.10255385 0.08000636 -1.9936687 4
97.7493006 6.34141678 6.07153325 0.09564637 0.21318799 -1.9936447 4
28.6519293 6.444789 6.29464624 0.11583172 0.05338303 -1.9931205 4
27.814983 5.41249173 5.17020059 0.13463475 0.1543871 -1.9928503 4

318.770238 7.69338493 7.92354928 0.16223769 0.11856154 1.99274236 4
0.82418034 1.24698266 -1.7481046 0.75793277 2.79368199 -1.9923021 4
7.95443982 4.38177795 4.49097386 0.02556879 0.08756299 1.99191893 4
38.5816122 4.64002938 4.97286453 0.03648872 0.28494213 1.99176744 4
59.5645457 5.67687066 5.89405936 0.0783157 0.15644624 1.99171891 4
147.870808 6.2760791 6.54785589 0.07384172 0.21857585 1.99146207 4
78.7287477 6.43767357 6.06406891 0.23396182 0.18859968 -1.9913674 4
69.0659424 7.58534766 7.3938433 0.1527186 0.04225125 -1.9912679 4
16.1205439 4.39085272 4.60269986 0.07304045 0.15601771 1.99123462 4
61.9821362 5.90901271 5.46445858 0.26873218 0.26085914 -1.9910319 4
197.142928 6.80483719 6.42374137 0.14029791 0.34829698 -1.9905596 4
21.223393 5.62266216 5.70804831 0.01898697 0.07124514 1.99046613 4

10.1160611 3.92738843 4.17430051 0.14558166 0.15108068 1.99030868 4
42.08375 5.19148522 5.69886345 0.49528829 0.13544945 1.99030391 4

427.330627 7.86920754 8.04510234 0.05749832 0.14213056 1.9902813 4
13.1662447 5.69968404 5.40164553 0.21868754 0.05878735 -1.9901857 4
1.98359489 2.55657483 3.09082912 0.45623796 0.0914163 1.99001427 4
8.25755336 5.76867552 5.8151609 0.0325463 0.02468957 1.98996748 4
11.1128599 5.11939068 4.18798637 0.55351297 0.17092997 -1.9898766 4



319.106567 7.06996419 7.42277062 0.25956457 0.20071562 1.98925549 4
0.21859067 1.44517334 1.7303498 0.26574061 0.03869689 1.98883165 4
44.3681659 6.06506184 6.27580858 0.17711662 0.08195048 1.9887512 4
73.8418054 5.59711487 6.00874576 0.35232565 0.19012894 1.988488 4
16.0327325 5.15745507 4.67488067 0.37447869 0.15323984 -1.9883696 4
10.0275195 4.58606901 4.76730221 0.1360041 0.08735019 1.98829555 4
131.35167 7.00284835 6.68885612 0.19695794 0.1614101 -1.9882431 4

67.9221306 6.32360153 5.76804665 0.3618567 0.20253854 -1.9879444 4
418.431572 6.86850382 7.28421867 0.19339846 0.30837077 1.98777897 4
38.7255481 5.55780806 5.27284854 0.1464504 0.20530045 -1.9876692 4
15.9609406 4.1762167 4.44355763 0.12390838 0.19225313 1.98731164 4
74.721684 3.58039271 4.6937155 0.28193573 0.60091206 1.98710527 4

16.0943261 6.1809174 6.08732644 0.07304424 0.0361789 -1.9870292 4
185.609681 6.95034016 7.13627445 0.05300044 0.15368358 1.98661942 4
10.884705 3.65384425 3.92959013 0.07638977 0.21189659 1.98615588 4

3.00144292 3.17947359 3.34650197 0.09804644 0.10251064 1.9861175 4
165.726531 7.35940572 7.51063138 0.09326732 0.08859832 1.98608731 4
59.5549962 5.77827366 5.9720671 0.05936624 0.14825516 1.98593923 4
26.5471353 4.9852428 5.17431646 0.05132299 0.15010626 1.98575235 4
0.84293314 3.52812124 4.22845462 0.74620754 0.01224482 1.98545678 4
215.774048 6.79852855 7.06768267 0.14090553 0.19175335 1.98544652 4
16.6540239 5.08045359 5.19863311 0.04157099 0.09332619 1.98525092 4
16.6497577 5.48953157 4.9044646 0.38129311 0.12329247 -1.9852017 4
15.2375638 5.35439226 5.47248684 0.07967353 0.06394115 1.98519299 4
115.108488 7.71527784 6.92230936 0.49199479 0.11285468 -1.9849949 4
18.3579216 4.77732895 4.94469806 0.05339475 0.12593932 1.98494676 4
713.583638 7.76603498 8.08574299 0.15808574 0.22107133 1.98477548 4
17.0177454 5.31198111 5.40981735 0.0358832 0.07444156 1.98448509 4
6.78430173 3.46725827 3.70438695 0.11379606 0.17480301 1.98448194 4
6.2477104 3.9204421 3.47688788 0.31937486 0.19699005 -1.9843778 4

421.914454 6.85447406 7.29397707 0.2418088 0.27260677 1.98429566 4
107.49105 6.1146386 5.67942759 0.17701653 0.36822948 -1.9840965 4

2.14930143 3.307123 3.4749651 0.1377412 0.06629276 1.98401715 4
63.3753243 5.80720313 5.49903599 0.10752775 0.26873848 -1.983938 4
15.8864316 4.27303079 4.52453914 0.12908075 0.16677666 1.98380608 4
0.85287855 3.5833164 3.42388917 0.12632266 0.02776465 -1.9835515 4
3.61958279 3.75454816 3.26632511 0.3626327 0.13267482 -1.9834743 4
15.0969071 4.89225141 4.64818218 0.14775394 0.13877487 -1.9834565 4
38.5374901 5.29351541 5.00760185 0.06051822 0.27091535 -1.9833553 4
4.90170177 3.67378553 3.28720617 0.28899653 0.18014715 -1.9832707 4
12.3900271 4.77729903 4.91070793 0.07185885 0.08977457 1.98306067 4
30.1554242 5.86593559 5.96159935 0.02599709 0.07657534 1.98285023 4
262.79798 6.84279101 7.84733752 0.8654348 0.10106432 1.98254747 4

5.56905248 3.30353258 2.64170123 0.35715768 0.4200579 -1.9824661 4
5.07045089 4.05589199 3.84754851 0.14094995 0.10788817 -1.9821999 4
57.1073787 6.04802473 5.84845626 0.07152103 0.15989384 -1.9816292 4
8.37598729 3.59013423 4.01687914 0.40048615 0.1570438 1.98145238 4
32.2279961 5.83556272 4.39524618 0.64466648 0.4205049 -1.9811394 4



335.278389 5.32262755 6.31400281 0.35795085 0.51158044 1.98113759 4
3.58096512 5.03601961 4.81511643 0.17300709 0.02924348 -1.9809226 4
9.5722162 6.45924906 3.9659071 0.88872575 0.17201581 -1.9806433 4

312.705879 7.05729097 7.31353821 0.03227355 0.20630666 1.98054904 4
202.353124 7.90886449 7.78086172 0.07375626 0.08254631 -1.9804882 4
19.2654971 5.53329328 5.02178236 0.3415098 0.12413898 -1.980395 4
137.11238 7.33642001 7.44927277 0.05588853 0.08132706 1.97933994 4

33.3132719 3.66736905 4.55283823 0.84996849 0.32853399 1.97921841 4
12.1804457 3.97702111 3.5751201 0.14130107 0.35723164 -1.9790973 4
313.259656 7.96608674 7.73429782 0.15310842 0.13182133 -1.9789128 4
11.3467803 4.96991003 4.69080632 0.19824092 0.1067162 -1.9788223 4
8.0477985 4.12442364 2.59540243 0.62104184 0.68834007 -1.9784387 4

551.703327 8.19455749 8.41038366 0.1499883 0.11846692 1.97821264 4
1.51835002 2.05287359 1.68483915 0.16718166 0.29920417 -1.9781372 4
98.2443628 8.25152986 8.02887513 0.17280535 0.03184718 -1.9781331 4
377.965478 8.49261422 8.58465969 0.03640561 0.07142267 1.97808287 4
83.2847006 6.06641069 6.26859242 0.06446272 0.15270613 1.97804301 4
2.78179923 3.3659786 3.54616146 0.14015419 0.08094305 1.97787044 4
282.695725 7.80153621 7.50419667 0.19527886 0.14878495 -1.9778554 4
266.753803 7.69296245 7.46335386 0.13590785 0.15936522 -1.9775237 4
30.3318838 5.49121975 5.62822347 0.0433236 0.11192868 1.97745014 4
38.1833336 4.97362637 5.22221621 0.00856134 0.21775594 1.97722887 4
71.5216625 5.33866933 5.67292414 0.13024249 0.2328697 1.97718026 4
294.612905 7.93911345 8.05938501 0.04540731 0.09474082 1.97699218 4
2.11005082 3.82530614 3.98241764 0.1410249 0.03961123 1.97680818 4
386.835753 7.13782503 7.45375526 0.14404524 0.23834344 1.9767732 4
80.4914565 7.30493361 7.37533946 0.03452761 0.05086316 1.97658831 4
63.0091642 5.20678306 5.51987077 0.04103752 0.25715172 1.97653509 4
14.9346622 4.41365139 4.62236881 0.10327589 0.14120593 1.97631821 4
155.111736 7.57889727 7.46964286 0.04106262 0.09059568 -1.9762794 4
8.67540708 4.116224 3.92037789 0.0469551 0.17607907 -1.9762599 4
116.715751 6.19431595 6.4932401 0.19262216 0.18423933 1.97617348 4
6.55294773 4.4063123 4.27764426 0.06948216 0.09156553 -1.9756899 4
26.1696196 5.01732129 5.19435558 0.03516579 0.1468038 1.97538827 4
80.294591 5.20229744 5.59261035 0.08920057 0.2738912 1.97432301 4

4.99035491 2.43990976 2.85621213 0.18490101 0.27383203 1.97425539 4
53.8744895 5.95980307 6.1119191 0.05252011 0.12237126 1.97404145 4
158.595919 5.92547382 6.31799567 0.14471573 0.26706966 1.97321254 4
693.421583 6.55139272 7.26666137 0.33662962 0.51822737 1.97281424 4
423.009014 7.69177333 7.39378891 0.09284805 0.24508912 -1.9724469 4
6.14437446 3.60327727 3.77153841 0.00692391 0.13609082 1.97239049 4
44.1632176 5.47499846 5.69382412 0.11960252 0.14970745 1.97210528 4
297.769336 7.22985881 6.88681382 0.10327518 0.31610455 -1.9720263 4
4.79527909 4.12886198 4.27791756 0.11608213 0.06639213 1.97188234 4
248.918642 7.04644021 7.27856732 0.09903927 0.16670261 1.97180599 4
18.970002 5.27914522 5.38720944 0.03335204 0.08680654 1.97179903 4

433.264095 7.29069626 7.6256176 0.20382852 0.20211595 1.97175858 4
17.9676024 4.70161892 5.01440414 0.24453154 0.12044665 1.97149361 4



43.2170813 4.74475257 5.10538894 0.14380434 0.26627974 1.97146893 4
7.89484286 4.05163968 3.77685659 0.16802662 0.18672233 -1.9714638 4
240.170571 7.54362886 7.27349346 0.16654687 0.1715728 -1.9713083 4
0.00172829 -1.5595954 -5.9505457 4.25143194 0.56681601 -1.9712725 4
664.343018 7.79029979 8.07479024 0.11973654 0.20634795 1.97120419 4
12.5827541 4.58113398 4.82055266 0.20098612 0.1035648 1.97098914 4
119.910805 6.7580684 6.28313488 0.29629163 0.23710654 -1.9709813 4
14.3791658 5.75054965 5.58898963 0.12468073 0.05458677 -1.9706753 4
425.745711 7.53656644 7.80440695 0.1592598 0.1655547 1.97063285 4
55.8037643 6.83551236 6.30806318 0.35641986 0.10245184 -1.9703679 4
20.2309703 4.91429722 4.69401102 0.08063542 0.17669521 -1.969962 4
79.3686125 5.98668186 6.28190768 0.2083551 0.15300686 1.96993325 4
7.21404097 3.48517719 3.71166341 0.07776945 0.18497077 1.96986067 4
0.95234015 1.65060316 1.98945963 0.2640816 0.13079221 1.96968112 4
2415.23359 7.28935588 8.37304421 0.63348905 0.52617581 1.96943326 4
93.0518057 7.45621405 7.52500052 0.03305557 0.05072674 1.96913111 4
29.4540858 5.39464428 4.93026476 0.30517257 0.20187051 -1.9689343 4
652.084082 8.10009486 8.40947961 0.24838317 0.14440936 1.96887176 4
753.251482 8.95781977 9.06069117 0.01197806 0.08528158 1.9684108 4
5.92933007 3.25418399 3.56433963 0.21515355 0.1708718 1.9683942 4
0.93100168 4.26289911 4.55299829 0.29279139 0.00980119 1.96834199 4
12.8796031 4.58784672 4.72462858 0.02309308 0.1111623 1.96832134 4
19.853657 5.16778731 5.00683219 0.05899038 0.13476641 -1.9679311 4

8.48961932 4.00046098 3.47683236 0.32146297 0.28166243 -1.9678361 4
382.557076 7.04307959 7.37046063 0.13145208 0.23062607 1.96781167 4
310.732797 8.53108166 8.64539884 0.08734522 0.05417911 1.96774306 4
69.0866195 6.49636004 6.28548696 0.13249902 0.12434172 -1.9673894 4
357.318989 5.48314182 6.38937457 0.17566408 0.50357122 1.96723823 4
72.621709 4.56583645 5.16786327 0.30480092 0.45998198 1.9671403 4

30.2325864 4.92915192 4.53153927 0.18166461 0.30681577 -1.9666131 4
14.438645 7.07262818 7.21818311 0.13532876 0.01061201 1.96650468 4

11.9384268 5.14650916 4.952692 0.13747418 0.08619501 -1.9659056 4
1.43893378 3.15704715 2.85968601 0.24468754 0.08216319 -1.9658394 4
488.632871 8.01800264 7.67385941 0.20822728 0.2142243 -1.9656904 4
10.4954602 5.52197445 5.59585279 0.05233179 0.03928967 1.96567587 4
15.6117848 3.15997323 3.75949952 0.38191905 0.34945445 1.96533653 4
3.11286488 2.45062589 2.83720158 0.31829264 0.18210485 1.96512878 4
218.524923 7.79649136 7.43504771 0.24809318 0.12429331 -1.9648517 4
147.001848 6.15473979 6.56155768 0.31802513 0.19654712 1.96471737 4
1034.49599 7.81390799 8.17794078 0.02636917 0.26757535 1.9647126 4
91.4642701 6.19429642 5.93001602 0.0391014 0.25987156 -1.9645209 4
7.11658396 2.78162605 3.15810078 0.03887497 0.30742407 1.96446887 4
22.9640454 5.69086659 5.04717424 0.51816776 0.14760902 -1.9642555 4
279.64025 5.8371449 6.46389698 0.2830728 0.46309812 1.96417556 4

74.4795501 6.05991418 5.78896466 0.09646104 0.23817413 -1.9641032 4
791.461671 8.54268401 8.70728877 0.05376201 0.13528432 1.96405483 4
19.8120924 4.52426266 4.76632887 0.12402414 0.16621741 1.9636822 4
160.445509 7.8300834 7.90073974 0.01545323 0.06045511 1.96368109 4



43.0786075 6.56512202 6.45830466 0.06487025 0.06625745 -1.9632062 4
15.5425261 6.13873956 6.33707055 0.18662429 0.02734491 1.9630279 4
13.1061215 5.06547957 4.91171612 0.09251303 0.09897883 -1.9630015 4
258.91477 7.56931631 7.21327906 0.25176163 0.18051306 -1.9629563 4

6.72908533 3.7777704 3.56885045 0.03782446 0.18369476 -1.9629236 4
179.40266 7.56436835 7.35107643 0.1483739 0.11896029 -1.9628193 4

502.662974 7.28190507 7.72035915 0.3016062 0.20983017 1.96255282 4
105.709413 6.60755994 6.82773493 0.16037571 0.1107653 1.96252713 4
115.653374 6.11928854 6.46670077 0.23884563 0.17706758 1.96243767 4
3.0034167 1.85836968 2.37840111 0.34642437 0.29683402 1.96215053 4

211.096888 7.05857421 6.49409074 0.31937063 0.34749756 -1.9621247 4
24.181438 3.9208783 4.35212355 0.16125095 0.28554828 1.96209336 4

72.7529501 7.24204932 7.1406146 0.06735807 0.05673164 -1.9619864 4
402.053593 8.09405615 8.25962317 0.10343039 0.10709354 1.96173837 4
20.0154311 5.19122863 5.31708244 0.0478274 0.0989584 1.96169492 4
946.238859 7.57619896 8.05931922 0.30439469 0.27931876 1.96144316 4
35.7501046 4.71224927 5.01795194 0.09405429 0.23391562 1.96057848 4
51.8887492 6.19895971 5.42793014 0.50331425 0.22186722 -1.960558 4
14.9788849 5.62794336 5.4732924 0.11820003 0.06355308 -1.960498 4
8.02676756 3.99067604 4.20729491 0.15757193 0.12355597 1.96047525 4
2.63751133 2.62791409 2.91320513 0.21875581 0.14908052 1.96042648 4
236.991557 7.07646254 7.28610031 0.07639902 0.16744104 1.96025438 4
259.740813 7.37192517 7.538804 0.03265841 0.13296113 1.9601408 4
37.7691292 4.37508181 5.00492205 0.58553411 0.23500881 1.96000388 4
13.5919424 4.93464268 4.78474899 0.0712068 0.11259044 -1.9593036 4
130.236871 6.67794031 6.8655346 0.09106395 0.14062135 1.95918178 4
3.73270229 3.20015283 3.43375652 0.17118166 0.11747419 1.95914404 4
257.15229 6.3699874 6.79564677 0.22318432 0.27966069 1.95901901 4

189.248258 7.24943763 7.41748574 0.0953053 0.11682883 1.95874109 4
137.522452 7.49187248 7.60977423 0.07999338 0.06734338 1.95869805 4
383.049116 7.9375145 7.70075734 0.12080727 0.16590475 -1.9582687 4
32.0468219 5.64625663 5.78958176 0.08021024 0.10016772 1.95824998 4
6.79181605 5.28531463 5.35448919 0.0533912 0.03236989 1.95817231 4
14.2493611 5.56559246 5.72523494 0.14068923 0.04696793 1.95814222 4
21.8335688 4.76790504 5.05686402 0.21867252 0.13687504 1.95753921 4
52.4724836 6.80696357 6.46280201 0.25121476 0.08307899 -1.9571312 4
21.1630364 5.34497482 5.07451258 0.18231014 0.1273943 -1.9568551 4
198.544291 6.04917052 6.47897567 0.18173572 0.29207227 1.95668887 4
215.059596 8.1536052 8.32036116 0.1472303 0.05158017 1.95650011 4
395.198095 7.48226374 7.83770787 0.3083686 0.16234092 1.95649897 4
13.4264268 4.32662876 4.56422605 0.15548229 0.13436377 1.95638964 4

29.40024 4.9656296 5.17397194 0.06319364 0.173971 1.9561962 4
50.2083783 5.87539146 6.0264701 0.04736953 0.12347196 1.95617163 4
237.220643 6.63584011 6.97198181 0.1802127 0.22310535 1.95580517 4
23.1668398 4.69619474 4.93497776 0.12127329 0.16546603 1.95561403 4
128.743493 6.76517465 6.92819165 0.06284508 0.12751834 1.95514336 4
4.2950101 4.68339063 4.55023736 0.10770674 0.04571554 -1.9550997 4

443.967164 6.17267368 6.83553702 0.13852928 0.41467505 1.95485153 4



0.73341708 -4.2366746 -0.0587568 3.15645542 0.63449518 1.95483696 4
30.1423063 5.5818204 5.9215299 0.3167976 0.0804888 1.95477115 4
330.034308 7.87915337 7.71601779 0.03011913 0.14144313 -1.954735 4
462.377051 8.6370598 8.51300486 0.06141779 0.0949263 -1.9545911 4
5.87130319 2.59882063 1.63486977 0.06956335 0.92903847 -1.9542305 4
3.86297721 2.665998 2.08150397 0.24398084 0.51473519 -1.9542161 4
348.922283 8.7941339 8.86709075 0.0411551 0.04852782 1.95413178 4
7.7583919 4.36289331 4.50724318 0.09641991 0.08345671 1.95411086 4

133.479187 6.07212399 6.37810614 0.13534584 0.24087344 1.95365952 4
93.0624404 6.14722496 6.34424449 0.03455932 0.16082299 1.95348201 4
106.836717 6.61102165 6.76458383 0.04876198 0.12100136 1.95343812 4
151.20011 6.98179979 7.13368221 0.05199388 0.1175675 1.95320714 4

26.1040913 4.96231213 5.23186326 0.19594132 0.1338997 1.95305126 4
26.1040913 4.96231213 5.23186326 0.19594132 0.1338997 1.95305126 4
26.1040913 4.96231213 5.23186326 0.19594132 0.1338997 1.95305126 4
26.1040913 4.96231213 5.23186326 0.19594132 0.1338997 1.95305126 4
45.2860235 6.68565874 5.81818924 0.53359228 0.13326585 -1.9526041 4
140.88508 7.5145631 7.39925859 0.05648047 0.08566555 -1.9525602 4

6.93765173 5.08159703 5.17254854 0.07279972 0.03889272 1.95225756 4
18.3877074 5.28579303 4.92345991 0.24940545 0.13887098 -1.9521297 4
48.0226411 4.48371769 4.95091525 0.1929929 0.37184683 1.95183891 4
100.540986 6.78134974 6.62591148 0.04874832 0.1359563 -1.9516487 4
17.314319 6.19439573 5.78429535 0.34777969 0.05382051 -1.9515171 4

710.331176 8.65452225 8.3498636 0.21459059 0.16931113 -1.951218 4
136.238907 5.26295411 5.85635849 0.30382336 0.3558081 1.951208 4
10.0425837 3.36239325 3.73648359 0.21119107 0.22830549 1.95099829 4
36.3523496 5.05960405 5.33615922 0.16891064 0.18315598 1.9507003 4
5.35171666 4.50777197 4.27535119 0.18823111 0.07592841 -1.9506796 4
179.222832 7.2339709 7.40281955 0.1038394 0.1063059 1.95037406 4
35.210685 5.50635898 5.30166236 0.06634429 0.18188252 -1.9503689 4

5.22167724 4.12609154 3.94294168 0.12042435 0.10193165 -1.9501562 4
7.24140875 3.64342939 3.38362631 0.02219842 0.23056067 -1.9498582 4
289.232298 7.28846412 6.98602064 0.08850954 0.28478657 -1.9498395 4
163.759446 6.79138853 6.41332691 0.21242782 0.25072454 -1.949392 4
74.6937827 5.50163891 5.82788129 0.18100686 0.23294424 1.94921169 4
87.4901643 6.07233178 6.28200801 0.07599959 0.15898319 1.94901697 4
465.943041 6.29507158 6.9169376 0.07347754 0.40308664 1.94859308 4
60.2648001 6.14380072 5.95589429 0.07310195 0.15332288 -1.9485922 4
17.1012529 4.23480123 3.84616756 0.09252478 0.33298528 -1.9485197 4
95.3660478 6.32469006 6.06906502 0.08223122 0.23420106 -1.9483192 4
1216.9819 8.33572619 8.6236768 0.11143217 0.22068948 1.94812009 4
1216.9819 8.33572619 8.6236768 0.11143217 0.22068948 1.94812009 4

5.52184446 3.00091348 3.26040249 0.05160763 0.20856605 1.947608 4
5.52184446 3.00091348 3.26040249 0.05160763 0.20856605 1.947608 4
38.3870243 5.08440909 5.32373903 0.08153871 0.17909429 1.94737299 4

35.37686 4.79532334 5.19554713 0.28819922 0.20687776 1.94735873 4
1.18498468 3.3722694 2.66032795 0.44694399 0.08406366 -1.9472008 4
40.873899 5.29414839 5.49439926 0.03150299 0.17405536 1.94709476 4



157.817869 7.1417584 6.97943106 0.02956469 0.14347305 -1.9469662 4
5.92311539 3.07394986 2.59069596 0.14106491 0.48430206 -1.9469141 4
4.83765646 4.61998667 4.84009994 0.19150661 0.03865013 1.94689023 4
4.83765646 4.61998667 4.84009994 0.19150661 0.03865013 1.94689023 4
13.2722247 6.52575021 6.40912313 0.09686885 0.02196882 -1.9468679 4
191.405378 6.29333113 6.63082272 0.13080846 0.25429152 1.94664962 4
2.27697088 2.35270887 1.79740317 0.30243855 0.3755814 -1.9460049 4
126.07423 6.69467662 6.97624699 0.21944338 0.11451881 1.94598573 4

963.357944 8.88245062 8.57224593 0.2101926 0.18073439 -1.9459529 4
162.875787 7.39643736 7.2690918 0.02668824 0.11070939 -1.945553 4
8.07175914 4.42243116 4.66286921 0.2046452 0.07780384 1.94501101 4
243.11197 7.07829371 6.78641469 0.05156379 0.25311191 -1.9447907 4

55.5196126 5.49586611 5.72795005 0.08174663 0.17679489 1.94471944 4
188.45152 6.34438536 6.67812793 0.15855274 0.24222768 1.94469801 4

47.4215285 5.71826467 5.51453237 0.00704241 0.18139549 -1.9444601 4
23.0435178 5.5465862 5.14123132 0.30106445 0.1397675 -1.9443884 4
167.291329 7.45470405 7.57729665 0.06514395 0.08640996 1.94437135 4
18.7328598 5.14213148 4.62113848 0.33719513 0.17488042 -1.9441577 4
48.5465795 6.29450321 6.45986541 0.12610927 0.07457774 1.94407504 4
3.30388213 4.10373132 4.21445327 0.08518786 0.0488184 1.94362964 4
68.3052832 6.84063682 6.9574495 0.08329591 0.06430775 1.9435869 4
30716.0195 7.19373712 10.2752559 0.96717864 0.80328232 1.94334056 4
8.04139992 3.48532613 3.76661872 0.16078519 0.19523948 1.94313917 4
21.404152 3.57446939 4.13534596 0.37359294 0.3352197 1.94295183 4
28.470652 5.43391771 5.13872934 0.19490957 0.17495186 -1.9428419 4

6.62206294 4.30069109 4.45107097 0.10792864 0.0757975 1.94274236 4
4.97289965 3.87658157 3.59520783 0.2105726 0.13361131 -1.9426321 4
3.9933973 1.95432766 2.44538929 0.23844539 0.35407398 1.94256427 4

115.115432 6.90853158 7.03969423 0.05484459 0.09834458 1.94254982 4
104.665981 6.30189544 6.02907818 0.05128721 0.26370719 -1.9424835 4
53.3646609 5.56635766 5.77049889 0.05173209 0.1590896 1.9424418 4
104.707568 5.26217355 5.82252 0.42166331 0.28282746 1.94243005 4
5.91432996 3.56208655 3.2726785 0.14060325 0.21103995 -1.9423249 4
37.6389596 6.1709389 6.28251803 0.06965818 0.06952173 1.94225884 4

52.38534 7.07516698 6.95536885 0.09418008 0.04924045 -1.941962 4
19.0055279 4.56729984 4.83240493 0.19084713 0.15203946 1.94188414 4
21.4423741 6.06891432 6.16289307 0.07287452 0.04574802 1.9415422 4
34.8136441 5.06967823 5.42399936 0.27544231 0.1552987 1.94090646 4
56.2246917 4.54859645 5.09678413 0.34441752 0.32462838 1.94086345 4
13.8334645 4.47375972 4.64422325 0.06680508 0.13769033 1.94040666 4
130.43177 5.85096131 6.2685448 0.29963191 0.26341153 1.94015262 4

602.301785 8.29468153 8.05675506 0.1068295 0.19134086 -1.9399663 4
6.86597476 6.72278677 2.82196174 1.08793341 0.38728995 -1.9391754 4
7.69003595 4.65247675 4.30395056 0.27231307 0.10158886 -1.9391075 4
74.1519196 6.06659311 6.36234178 0.23708708 0.12864158 1.93870138 4
15.9199522 3.97650252 4.30020977 0.18120154 0.2087703 1.93853539 4
133.138989 5.58373333 6.04695157 0.22408203 0.30139564 1.93851884 4
1.53469435 2.37224634 2.10953709 0.14879017 0.18811212 -1.9384271 4



18.4388185 4.99942627 4.69213946 0.19874862 0.17646978 -1.9383708 4
840.004855 8.18705279 7.84566229 0.0480519 0.3022042 -1.9383406 4
113.050974 6.34924503 5.97427724 0.19443571 0.30658219 -1.9382463 4
17.1345247 5.48451135 5.60238143 0.08315511 0.06205854 1.93823237 4
11.4943516 4.76450812 4.90471374 0.09447116 0.08714221 1.93801489 4
58.2630299 6.06320813 5.87348942 0.06320276 0.16191797 -1.937783 4
805.210184 6.16344779 7.42417096 0.91668777 0.41983358 1.93775655 4
21.6320053 5.8265925 5.45471344 0.27209666 0.09110025 -1.9377393 4
147.056596 6.82125617 6.57619154 0.10139819 0.19331008 -1.9377006 4

11.24328 5.16206034 4.99160532 0.1300508 0.0748426 -1.9369143 4
3.93771436 2.97795104 2.50723537 0.25242658 0.29345188 -1.9364726 4
4.33293163 4.49091013 3.9742322 0.43309555 0.07977327 -1.9364473 4
77.1379622 5.45459427 5.83804572 0.27700115 0.22982777 1.93640926 4
7.3184625 2.35036197 2.88498753 0.10905658 0.38304864 1.93637403 4

6.89107361 5.76797642 5.69236213 0.0632453 0.02338977 -1.936351 4
42.486966 4.53428865 4.92198507 0.09195108 0.31923405 1.93627702 4

5.21864217 2.76501415 2.14433028 0.13163439 0.65848327 -1.9362086 4
49.0855779 6.35413428 6.23225889 0.05330938 0.09526662 -1.9358335 4
8.41545924 3.35709785 2.63961879 0.27920095 0.67642088 -1.9357155 4

10.61583 3.40039946 3.72147585 0.07237606 0.23828617 1.9355568 4
16.5623845 4.53376425 4.21617882 0.16245361 0.24833049 -1.9354733 4
32.0495295 5.62068814 5.24094847 0.25956452 0.16892307 -1.9351909 4
42.7080299 5.57943009 5.74553412 0.04499905 0.13160766 1.93504915 4
192.00739 6.84100251 6.48966723 0.14659274 0.26850693 -1.9346556 4

423.124848 8.27026375 8.43162069 0.11478729 0.09462121 1.93465361 4
105.104318 8.03397748 7.91314452 0.09811691 0.03825562 -1.9345725 4
160.671096 6.9719067 7.17665152 0.1359048 0.12696772 1.93451617 4
283.589195 8.06122858 8.15682409 0.02087513 0.08232601 1.93442662 4
24.7534468 5.28744774 5.448651 0.09562685 0.10346414 1.93432399 4
94.5264813 5.81305835 6.07542093 0.05253052 0.22699121 1.9343226 4
56.6156465 7.27923238 6.03924381 1.1305517 0.12983756 -1.9340478 4
1.90843238 1.60005802 0.64472775 0.18033616 1.1346507 -1.9338512 4
70.5639765 6.82615418 6.69745843 0.07720287 0.08832236 -1.9337678 4
35.0299006 6.32872776 6.24444486 0.0343937 0.06918197 -1.9333305 4
13.304357 4.09214553 3.68428241 0.18495438 0.30770036 -1.9332747 4

14.3756201 3.55269308 3.97096931 0.23056243 0.26407109 1.93322043 4
248.144113 7.3920861 7.18347539 0.0501882 0.18864636 -1.9329973 4
99.1151997 8.00004519 7.88742821 0.09107532 0.03687148 -1.9326528 4
5.87330315 4.39133805 4.2048927 0.13550677 0.08549425 -1.9322281 4
1530.93507 7.49831863 8.12136738 0.16356429 0.40563003 1.93174643 4
1.02270191 2.03018834 2.37055921 0.29966628 0.09581223 1.93160509 4
24.6549549 5.13960533 3.81147304 0.60335425 0.4716547 -1.9315055 4
41.399807 6.7198089 7.00255203 0.26963039 0.03725598 1.9314258 4

42.5880863 5.24045776 5.49074045 0.13441523 0.17247233 1.93142377 4
9.15876032 4.1701822 4.42579696 0.21793166 0.10616159 1.93123372 4
18.1574489 4.56761986 4.76953298 0.08625049 0.15121064 1.93121553 4
9.53717979 4.76184511 4.89324785 0.09521235 0.07056719 1.93119868 4
266.495179 8.10196463 8.2655713 0.13747746 0.06848292 1.9310563 4



459.923666 6.87459251 7.32025249 0.22579139 0.30641713 1.93103742 4
536.950764 6.92865778 7.3590534 0.10385408 0.36028885 1.93096105 4
574.509816 8.58457908 8.76089063 0.1370017 0.08878566 1.93077468 4
29.4938997 4.39533885 4.75165477 0.16939021 0.2614571 1.93037169 4
10.4588142 4.41484827 4.18218759 0.13257185 0.16557603 -1.9300283 4
97.2428264 5.77815179 6.1444714 0.26207854 0.19795465 1.9298863 4
47.4508682 5.89396807 6.06798328 0.10872332 0.10674164 1.92987715 4
209.366491 6.65008296 6.95417426 0.17322484 0.20113736 1.92986471 4
1.20945115 1.83331342 1.37690221 0.28952043 0.27914953 -1.9298556 4
90.8659537 6.64063525 6.45434952 0.08991568 0.14199174 -1.9296189 4
18.4347321 4.77036077 4.50126338 0.14243526 0.20690183 -1.9293133 4
10.2205116 4.36526044 3.90401978 0.31199606 0.20416943 -1.9293074 4
5.70556515 5.42910961 5.16156343 0.21226104 0.0329706 -1.9290103 4
26.6104787 4.97135414 5.18945547 0.12726921 0.15427915 1.9287866 4
597.391459 8.77010037 8.60253955 0.10568111 0.11311855 -1.9286995 4
14.6251704 4.49014149 4.2192483 0.1295853 0.22699564 -1.9286883 4
131.963161 7.33755852 7.20160704 0.07376557 0.10088201 -1.9286455 4
15.7308819 5.44129571 5.52049257 0.03150571 0.06398872 1.92841231 4
62.4914715 6.02348807 6.22276362 0.13210175 0.1252983 1.92839925 4
15.1470935 4.88030769 4.66691384 0.1323925 0.14523623 -1.9282502 4
22.226735 5.93271443 5.99523484 0.00132792 0.05597848 1.92819016 4

6.80393723 3.74585295 3.5018362 0.09397079 0.21685479 -1.9275101 4
8.67396677 5.21740898 5.27676958 0.02935001 0.04460188 1.92746148 4
5.08809457 4.19817029 4.28535549 0.03232715 0.06879486 1.92745621 4
1.1810952 2.55022596 2.20141686 0.25863593 0.13448932 -1.9274505 4
5.6737784 3.85024587 3.65155189 0.1073951 0.14490412 -1.9272977 4

639.532239 7.54059412 7.90671694 0.23845077 0.25063995 1.92700535 4
660.049462 7.19660419 7.64163195 0.20999601 0.34080382 1.92688534 4
24.9157981 5.53714128 5.38154806 0.08177208 0.11604257 -1.9268024 4
330.904138 8.12768797 8.2333505 0.03090789 0.08988724 1.92677102 4
7.63939325 4.15959865 4.00591025 0.03260804 0.1338229 -1.9267498 4
20.4725595 4.97120707 5.11972533 0.0449119 0.12586442 1.92668809 4
186.298323 7.88941575 7.79684627 0.03587346 0.07522411 -1.9261087 4
171.385668 7.4193687 7.66090829 0.20340133 0.07991182 1.9260541 4
6.28012283 3.77801313 3.95618909 0.10566219 0.11619993 1.92588262 4
6.28012283 3.77801313 3.95618909 0.10566219 0.11619993 1.92588262 4
20.0425085 5.23056687 4.9956028 0.15512583 0.13073532 -1.9257863 4
28.9585104 5.52163809 5.37452514 0.02577516 0.13374209 -1.9257663 4
5.60936645 3.74353981 3.51000513 0.13185602 0.16730907 -1.925562 4
55.2622302 4.74556532 5.14160262 0.06614464 0.33617526 1.92552521 4
55.2622302 4.74556532 5.14160262 0.06614464 0.33617526 1.92552521 4
70.3568314 6.2374117 6.45315723 0.15885807 0.1141756 1.92547919 4
207.525567 7.02949471 7.27073848 0.16790675 0.13890804 1.92528302 4
22.0312565 5.36555579 5.48069858 0.04400759 0.08962048 1.92506667 4
147.951712 7.26614376 7.10386048 0.08312503 0.12584048 -1.924882 4
1275.24038 8.48650512 8.75516524 0.12225922 0.2046398 1.92484597 4
228.938165 4.47686272 5.69971851 0.07337774 0.62171083 1.92482555 4
1.97872139 3.16232636 3.33183989 0.14006327 0.06976949 1.92457617 4



4.9429369 4.71177716 4.58428517 0.09835971 0.05113331 -1.9243337 4
24.5292246 3.02489286 3.8381041 0.44433267 0.54494862 1.92422784 4
20.6039577 5.0171149 5.16194577 0.04682051 0.11431535 1.92403609 4
32.1699578 5.46067229 5.24822667 0.09979245 0.17543278 -1.9236214 4
156.074309 6.43124266 6.70092304 0.13945616 0.18577039 1.9233938 4
19.7111922 6.9385904 6.85060575 0.07592731 0.02077192 -1.9231995 4
4.64982643 3.28812965 2.96174652 0.18627433 0.24356086 -1.9230165 4
691.300634 7.82838756 7.38009329 0.10473172 0.41534109 -1.9229935 4
104.142815 6.34621462 6.52720502 0.03917997 0.15517426 1.92290421 4
167.878568 7.58808024 7.74120067 0.12181853 0.07142231 1.92284047 4
15.9339603 5.4782015 5.35114617 0.08640782 0.07558245 -1.9228276 4
616.150796 7.52679029 7.8323305 0.0953205 0.25687451 1.92269222 4
6.60321173 3.88198524 4.04298779 0.0854069 0.11948793 1.92265737 4
101.65774 6.41784766 6.61000503 0.1038576 0.13342676 1.92248142 4

8.88714676 3.45167318 3.77897801 0.20462247 0.21470401 1.92243236 4
2.19627479 6.68509469 6.46347371 0.19226675 0.00342427 -1.9222362 4
273.651117 7.60277537 7.76800384 0.09065852 0.11428063 1.922218 4
138.296171 6.9869798 6.68011753 0.19745507 0.16683809 -1.9221897 4
235.909495 7.98131933 7.278189 0.47305402 0.1552722 -1.9221019 4
101.90713 6.55152229 6.30309915 0.12402736 0.19569009 -1.9216679 4

1.11278221 3.04846509 2.8917584 0.11905886 0.06278202 -1.9216169 4
658.737667 8.00739463 8.22581328 0.06863109 0.16787439 1.92159588 4
429.63046 7.44559867 7.76762059 0.22136665 0.17669811 1.92113161 4

349.195174 7.75938402 7.91743174 0.05582923 0.12884169 1.92087189 4
65.388045 6.29618561 6.10562174 0.09282256 0.14974497 -1.9208575 4

368.892407 6.93710277 7.28549108 0.16823155 0.27049332 1.92067234 4
107.390968 6.02300433 6.2828639 0.10106507 0.18955777 1.92021573 4
135.491877 7.37538824 7.232913 0.08342258 0.09583873 -1.9202085 4
131.366734 6.26534108 6.50146243 0.0525161 0.20665277 1.9201729 4

3.562474 2.64654799 2.88884802 0.06380017 0.18846644 1.91974592 4
5.33628897 4.47662097 4.2814672 0.16078837 0.07532202 -1.9190221 4
2.07397661 1.59515519 2.28555357 0.57377404 0.19835146 1.91897963 4

27.45193 4.41808744 4.79600546 0.23823001 0.2175818 1.91892906 4
122.514514 6.93171067 6.30606288 0.39238829 0.21621022 -1.9187278 4
31.2345591 5.14593802 5.41617761 0.20253088 0.13329261 1.91867765 4
36.8994423 6.35468108 6.17242246 0.13807372 0.07597113 -1.9181016 4
2.07140843 0.2974301 1.22153276 0.29282299 0.51343068 1.91773379 4
74.4564213 7.04305807 6.59599971 0.3187015 0.09877419 -1.9177329 4
873.645472 3.83622181 6.57695994 0.16721046 1.11099592 1.91752483 4
288.368264 6.78153848 7.08056968 0.08197884 0.24915203 1.91749021 4
33.0354204 5.06061072 5.2884037 0.11444924 0.16334424 1.91732307 4
105.779111 5.41990711 5.8353584 0.16685698 0.30961035 1.91732139 4
70.3655679 6.21956208 6.36211036 0.03118846 0.12533287 1.91726075 4
199.553338 7.11112096 7.32098698 0.13973864 0.13688693 1.9171087 4
147.990446 7.32297027 7.13322596 0.1268317 0.11575754 -1.9167628 4
72.1913887 5.71870483 5.94604853 0.05715063 0.19580008 1.91667092 4

40.1567 5.71428325 5.54716041 0.00304517 0.16352852 -1.9162838 4
13.4092801 4.55484529 4.36806086 0.04125306 0.17512025 -1.9159501 4



111.687709 7.39336997 7.55875988 0.1438485 0.05734884 1.91536406 4
135.159422 7.28823255 7.52709929 0.22289409 0.07427874 1.91503694 4
91.8475988 6.92516471 6.64702061 0.21581335 0.12184016 -1.9150293 4
23.4454967 4.41060468 3.79977232 0.26950838 0.45060603 -1.9149344 4
61.0511197 5.85286051 6.10486518 0.18737575 0.14155233 1.91466283 4
341.606455 7.78014098 7.98442918 0.14418067 0.11941413 1.91460875 4
12.4295644 5.07003038 4.90714236 0.11580513 0.09422352 -1.9144851 4
1022.05242 7.17384525 7.78745967 0.28004935 0.37470062 1.91391392 4
40.2449578 6.14641225 6.0213039 0.05974061 0.09611658 -1.9138103 4
56.8251881 6.26691787 6.40940077 0.08798449 0.09427365 1.91372061 4
254.110036 8.12255737 8.28731229 0.13625052 0.06482215 1.91366546 4
50.6189852 6.3376462 6.61528554 0.26234026 0.06912686 1.91353671 4
4.87702139 4.67322599 4.83299397 0.14424611 0.03877559 1.91326216 4
412.075276 7.2156071 7.71741457 0.4187173 0.1923858 1.91306951 4
1162.89744 7.09661365 7.77743469 0.32023142 0.54104613 1.91300744 4
2.27256866 4.45872945 4.28445482 0.14373524 0.03118341 -1.9128382 4
99.9876721 6.79724229 6.95159482 0.09902836 0.09307044 1.91244736 4
59.9190252 6.64089494 6.81655397 0.14369511 0.06482208 1.9123881 4
293.884058 6.94900333 7.3145976 0.27504881 0.18534091 1.91235819 4
165.902816 7.55136729 4.97172739 1.54540637 0.83883411 -1.9123074 4
106.320948 8.12803415 8.01782522 0.0938399 0.03522144 -1.9123067 4
11.7427853 4.61366329 4.75448755 0.07680146 0.09820815 1.91224896 4
15.1781916 4.67905856 4.84431585 0.08575022 0.123506 1.9122073 4
3.5862683 3.83232038 3.98028383 0.11510196 0.06639326 1.9121595 4

5.09203398 4.94305964 5.06146166 0.10514017 0.03232811 1.91210544 4
5.9050309 3.00774889 2.34593723 0.30100854 0.63008465 -1.9119681 4

4.13469489 3.49947577 3.33836415 0.0343743 0.14777329 -1.9119576 4
120.917018 7.85277022 7.6653333 0.15561243 0.05758494 -1.911873 4
614.050448 8.60095552 8.3310577 0.18092011 0.14862638 -1.9118514 4
71.0010391 6.04802351 5.7939057 0.10199702 0.20807772 -1.9115912 4
26.5787897 3.77811379 4.26961015 0.20565548 0.40918671 1.9115265 4
42.8959984 5.9939535 6.10970014 0.03952109 0.09728204 1.91142423 4
15.460355 3.98035518 4.27390735 0.13475037 0.2021085 1.91127739 4

3.82982987 4.06824035 4.17896955 0.08178504 0.0591551 1.91122223 4
27.9969345 4.38005997 4.70062223 0.09618587 0.2379036 1.91082743 4
15.5007481 4.08708792 3.69034218 0.04616612 0.41477115 -1.9106875 4
4.78603927 3.51244921 3.20731485 0.18242002 0.20434155 -1.9105063 4
515.332346 6.56085553 7.18369089 0.43111844 0.4266057 1.91007795 4
169.590016 6.64013922 6.90826107 0.18041733 0.17088839 1.91006944 4
45.3330079 6.2993695 6.10657564 0.14096088 0.09934418 -1.9099651 4
62.0604204 5.75481536 5.96287314 0.09071946 0.16541708 1.90966973 4
67.0455387 7.51972533 7.22545247 0.26456658 0.04863302 -1.9095202 4
8.15255445 4.75105118 4.63203992 0.07443713 0.07997471 -1.9092898 4
53.9505995 6.50873721 6.14156122 0.28906231 0.1198281 -1.9091611 4
53.9505995 6.50873721 6.14156122 0.28906231 0.1198281 -1.9091611 4
53.9505995 6.50873721 6.14156122 0.28906231 0.1198281 -1.9091611 4
53.9505995 6.50873721 6.14156122 0.28906231 0.1198281 -1.9091611 4
239.663234 7.44411368 7.65257224 0.15197382 0.11751569 1.90842506 4



239.663234 7.44411368 7.65257224 0.15197382 0.11751569 1.90842506 4
239.663234 7.44411368 7.65257224 0.15197382 0.11751569 1.90842506 4
63.5665965 7.50366789 6.28263442 0.70949071 0.12170244 -1.9080386 4
87.3801745 6.54376248 6.67760825 0.04496142 0.10682658 1.90796822 4
90.8796677 6.23445722 6.633921 0.3649245 0.12358476 1.90774669 4
1315.11502 8.53022747 8.79520506 0.1238446 0.20195073 1.90734592 4
19.688745 6.03393352 5.9328082 0.07390739 0.05156105 -1.9072423 4

25.1157886 5.69196422 5.8780143 0.15798939 0.06893541 1.90710163 4
22.2933893 5.3500139 5.16952501 0.10304337 0.13138452 -1.9070592 4
3.15562758 3.86565544 3.5916164 0.23564991 0.08479937 -1.9070341 4
214.265342 7.52510324 7.22863972 0.20389334 0.14862332 -1.9069739 4
5.41725064 6.31813568 3.45943841 1.04124454 0.17756776 -1.9069119 4
68.3684774 7.00650065 7.14047691 0.11381511 0.05500642 1.90672799 4
38.6335684 3.31337404 4.31302701 0.89720298 0.58342724 1.90672636 4
181.128369 6.66531284 6.9345944 0.17323145 0.17933505 1.90668743 4
452.058754 7.24649354 7.55755102 0.13609713 0.2317397 1.90651074 4
285.763703 8.01497421 8.16213352 0.10772893 0.08025672 1.90632286 4
78.5943012 5.23096328 5.60251743 0.14146095 0.30262211 1.90611006 4
4.68705633 3.66154642 3.81931896 0.10188249 0.10465322 1.90607484 4
3.03808014 3.61321389 3.78286677 0.14664936 0.06794811 1.90587919 4
7.87861519 6.14034691 5.81716473 0.25576271 0.02357751 -1.9058057 4
15.9959988 5.2107104 5.36580181 0.12537809 0.07464461 1.90568409 4
221.635382 7.5174101 7.67489393 0.09629414 0.10366399 1.9054399 4
235.108421 7.44996895 7.5925952 0.04311874 0.11489119 1.90521068 4
0.61651239 1.73880859 1.49189728 0.16578797 0.14321815 -1.9051154 4
4.81110567 3.06583795 3.29054352 0.08368954 0.17846139 1.90500077 4
0.37644451 0.95572799 1.23456788 0.25420233 0.11298108 1.90488882 4

30.97793 5.05929306 5.24631539 0.01459517 0.17051374 1.90482046 4
5.17347794 3.47022715 3.1356417 0.21617759 0.23789261 -1.9046735 4
299.117274 6.59642482 6.93702981 0.01935236 0.31415328 1.90432442 4
25.4072013 4.0985105 4.45331574 0.02990674 0.28329138 1.90384699 4
244.73693 7.97242689 7.75738501 0.15581884 0.10152532 -1.9029615 4

74.3901731 6.76792774 6.55531301 0.16400949 0.10901558 -1.9027701 4
1249.73134 8.47184285 8.73653113 0.12199497 0.20417321 1.90276869 4
311.891089 7.26285441 7.49547202 0.11154607 0.17928907 1.90246361 4
607.344063 8.0667089 7.72964943 0.1569395 0.28268657 -1.902328 4
895.37084 7.83322926 8.2545173 0.31455833 0.22004746 1.90200829 4

555.321904 6.31008667 7.00286456 0.17993198 0.43701632 1.90199101 4
355.213974 7.44798915 7.06734226 0.17739427 0.30655059 -1.901921 4
146.76343 7.25634484 7.05294211 0.13128754 0.12449345 -1.9017132 4

365.971703 8.17914236 8.04150246 0.05093579 0.11418548 -1.9016585 4
35.0788687 5.15073733 5.40213325 0.16459383 0.15820408 1.90146326 4
516.680595 6.97450602 7.41435096 0.21649839 0.32017579 1.9013102 4

8.018301 5.25478936 5.31976581 0.04411639 0.03938239 1.90103467 4
4.78630453 3.73406263 3.858177 0.04584553 0.10123163 1.90101492 4
60.7211259 5.86228466 6.04182706 0.06662676 0.1389081 1.90082933 4
199.158637 6.83824904 7.04733183 0.0614558 0.17684454 1.90035329 4
89.9702726 6.47329736 6.62440385 0.06286928 0.11893103 1.90030335 4



19.7073138 5.204994 5.32682322 0.05343201 0.09516079 1.89992067 4
7.56142044 4.62360492 4.49083983 0.08440368 0.08672696 -1.8997496 4
0.02786301 -1.3426329 -5.1455574 3.37941333 1.8775502 -1.8995524 4
772.437749 8.28402333 7.81297403 0.31497767 0.32526708 -1.8993217 4
4.97577556 3.74886097 3.53634854 0.12528366 0.14629964 -1.8992283 4
47.3731352 6.6947581 5.16814798 0.67665661 0.26975176 -1.8991974 4
18.7505728 4.84183184 5.01503738 0.0951402 0.12023156 1.89914323 4
6.25465672 6.11277125 5.66426488 0.32795033 0.02156966 -1.899025 4
831.961852 8.45710318 7.90787784 0.34058498 0.3113588 -1.8986951 4
24.0883947 6.2150402 6.11816005 0.070109 0.05358436 -1.8985166 4
233.456675 8.11651161 8.25452545 0.11599176 0.06170424 1.89722756 4
130.824486 5.65611425 6.03961591 0.07435347 0.28425265 1.89690507 4
10.5568879 4.44174669 4.28653823 0.01815383 0.15002878 -1.8968701 4
224.20607 7.19304388 7.38311956 0.10149446 0.14411973 1.89678032 4

71.4987702 6.42993354 6.28819084 0.01111497 0.13779522 -1.8966908 4
29.5735826 3.77902869 4.38428084 0.40080721 0.40338957 1.89662947 4
837.352737 7.51319933 7.95978243 0.28541925 0.30172695 1.89638536 4
17.5294395 4.90135869 5.08064572 0.11909326 0.10555185 1.89622185 4
52.3306394 4.24283489 4.80619085 0.17230392 0.41027648 1.89619627 4
76.6265456 5.76793385 5.99286935 0.04054155 0.18145242 1.89591055 4
213.863233 7.33275522 7.1257227 0.08743515 0.16823347 -1.8957643 4
621.380414 8.15408719 7.89389599 0.08280405 0.2465341 -1.8955665 4
361.172135 6.82508704 7.16356837 0.06240315 0.25908495 1.89537605 4
65.2299351 6.3874407 6.24727061 0.03735448 0.12422523 -1.8952083 4
330.716409 6.85434634 7.37539526 0.50854778 0.19721938 1.89499039 4
9.00649776 3.76681299 4.0118442 0.15281887 0.15656225 1.89490849 4
148.528414 6.8738077 7.14964418 0.24557927 0.11274254 1.89442653 4
45.9507155 5.69650588 5.27426608 0.27808297 0.21974582 -1.8941381 4
297.605661 5.30052833 6.29917527 0.72436192 0.5237728 1.89393507 4
437.140268 8.27533769 8.39221267 0.03322821 0.09635547 1.8937481 4
1.74452765 3.25801334 3.64250554 0.37516852 0.04546902 1.89362471 4
320.708121 6.95866851 7.94992169 0.88509061 0.11596817 1.8933793 4
258.985064 6.98536263 7.22946932 0.11029436 0.19122352 1.89321231 4
8.02091461 4.62816772 4.75997903 0.09906914 0.0690348 1.8931409 4
335.233231 7.59517194 7.93422363 0.32559243 0.12391395 1.89263929 4
55.9420181 5.65295138 5.84508067 0.04855488 0.15449625 1.89239804 4
73.860421 6.68676978 6.90076649 0.19749249 0.07422423 1.89231156 4

146.947262 6.295572 6.61007312 0.2165285 0.18673518 1.89195788 4
193.338247 6.64718617 6.88578043 0.06920011 0.19360419 1.89194792 4
240.470184 5.19896968 6.04477067 0.32288565 0.48189224 1.89194224 4
15.5118612 4.18580481 4.43933885 0.13166275 0.18467989 1.89192052 4
8.68948427 4.01751455 4.20034421 0.09977157 0.12638283 1.8919063 4
18.3038799 6.09411809 5.83915983 0.20492176 0.05278111 -1.8918941 4
2.00085279 1.84392869 2.16595773 0.17350628 0.23296778 1.89166339 4
4.03611072 4.58018086 4.14478107 0.31852416 0.06387687 -1.8916388 4
119.004599 5.66340801 6.0515102 0.18622158 0.26955177 1.89129594 4
2.03915274 1.66719414 -0.4310417 0.36561929 2.94141766 -1.8912258 4
36.1315887 5.43586563 5.5970413 0.05086237 0.13113938 1.89112774 4



76.5022201 5.8136777 6.04826524 0.10809891 0.18893046 1.89063874 4
232.31982 6.81249939 7.071617 0.11655043 0.20091892 1.89059551 4

1.95394391 2.37316069 2.62298571 0.1780808 0.13608093 1.89057968 4
176.228942 7.22482008 6.98960197 0.14519139 0.16925668 -1.8904013 4
78.6798989 5.83528837 6.10582594 0.16552161 0.16917628 1.89002697 4
4.67809014 4.36578139 4.26560725 0.06293329 0.06483376 -1.8898474 4
4.67809014 4.36578139 4.26560725 0.06293329 0.06483376 -1.8898474 4
4.67809014 4.36578139 4.26560725 0.06293329 0.06483376 -1.8898474 4
384.914649 8.06913228 8.22615094 0.09940512 0.10025223 1.88896753 4
83.7974743 6.36519623 6.67711052 0.2652985 0.10250336 1.88871695 4
108.768356 5.72004786 6.08246613 0.21456457 0.26253938 1.8886574 4
69.2344562 6.20944872 6.00228987 0.09107958 0.16282576 -1.8883701 4
4.66224341 3.93011967 4.02749466 0.02869601 0.08295096 1.88790128 4
17.0535843 4.28496677 4.52965867 0.11698148 0.1934529 1.88755161 4
2.17066417 4.32177963 4.17346201 0.12320526 0.03372901 -1.8875194 4
79.0980762 6.06212051 6.29679098 0.15187232 0.14145825 1.8875137 4
433.19123 7.37862478 7.63919637 0.09206915 0.19725812 1.88748734 4

19.4803724 4.8834704 4.57801477 0.18683772 0.18960378 -1.8874858 4
1076.43916 7.94896003 8.28696886 0.11083116 0.26454282 1.88748561 4
18.3984327 4.64149942 4.81206183 0.02404844 0.1559818 1.88742858 4
101.271399 6.5084013 6.86389117 0.3077633 0.10869405 1.88722383 4
39.2876729 5.93698497 5.70669987 0.17046892 0.13446283 -1.8872108 4
35.628022 5.77872549 5.08236418 0.43545925 0.20714588 -1.8871784 4

2.49050868 4.41722763 4.37660587 0.02044973 0.03121389 -1.8867792 4
27.0969618 4.80638138 5.20597891 0.36115678 0.14863399 1.88671354 4
43.2458933 5.57120273 5.90159544 0.27383595 0.12229844 1.88631271 4
25.7199198 5.37827606 5.51780845 0.07325066 0.10422275 1.88625679 4
10.5819982 4.01783521 3.68646828 0.17348063 0.25318162 -1.8862126 4
16.0866432 4.64095384 4.4419629 0.02664008 0.1805172 -1.8860119 4
57.3990463 5.26462059 5.53945244 0.08173863 0.21934813 1.88545928 4
1.58989674 1.46283566 1.88536998 0.28579982 0.23967488 1.88509674 4
171.814526 6.95821847 6.28913454 0.551675 0.33818258 -1.8850953 4
5.36182919 4.25273813 4.37318347 0.09032664 0.06697812 1.88481087 4
64.4969602 5.67906392 5.95671134 0.1903402 0.15940121 1.88453869 4
4.17437249 3.33637252 3.14438432 0.03691766 0.17841827 -1.8844182 4
32.9698541 4.94155604 5.15795022 0.02245955 0.19983423 1.88416332 4
9.60072902 4.51806529 4.3777935 0.05354952 0.12065121 -1.8841309 4
51.168756 5.66352741 5.89024514 0.14865223 0.13601529 1.88347075 4

23.0647221 4.41396693 3.87032604 0.24049921 0.47556971 -1.8834547 4
596.6673 8.97430004 8.80678276 0.12202856 0.08800728 -1.8833721 4

18.4196014 5.14208596 5.0092879 0.02583933 0.11918359 -1.8831403 4
83.4586945 6.52846911 6.68805327 0.10337525 0.10086501 1.88308157 4
13.350012 4.36061606 4.00463386 0.21296911 0.24517967 -1.8829898 4

236.343341 8.9981962 8.9297835 0.05439404 0.03152881 -1.8827958 4
184.096577 6.69862361 6.95857001 0.15578307 0.17321196 1.88260931 4
3.84976999 3.93232904 3.71273351 0.1725725 0.09307515 -1.8824415 4
8.72508957 4.49361615 4.28305081 0.14216421 0.12355885 -1.8823042 4
334.92871 7.59959641 7.76615624 0.04480716 0.14411864 1.88228691 4



77.0361678 6.01690719 7.35205746 1.23313763 0.05007758 1.88200431 4
21.9143518 5.57635317 5.47850193 0.00989576 0.08943937 -1.882003 4
38.7592393 6.22273353 6.12927886 0.02296523 0.08636438 -1.8819444 4
12.5885737 4.1291208 4.38184953 0.17647196 0.15046117 1.88183467 4
41.3326854 5.46766651 5.22741869 0.06517842 0.2242963 -1.8817394 4
43.2363295 6.29855752 5.07413602 0.96058727 0.26960404 -1.8815475 4
284.184156 7.42906256 7.59325967 0.02886849 0.13875945 1.88125074 4
19.5177484 4.6438957 4.85181663 0.1105146 0.14585564 1.8811936 4
512.077697 8.86848093 8.99574371 0.09940434 0.06454681 1.88092767 4
10.9175631 5.19068673 5.04637071 0.1071655 0.07101192 -1.8802445 4
14.4775406 4.14288957 4.39671586 0.14124833 0.17743681 1.87954213 4
137.205066 6.59641257 6.83216716 0.16264324 0.14192351 1.87942993 4
534.796454 7.10691641 7.47073241 0.05914086 0.29297654 1.87933097 4
8.24825256 4.34344706 4.46124335 0.04904209 0.094048 1.87923494 4
0.59625309 1.50003323 0.99974949 0.34729853 0.22703141 -1.8790414 4
393.020784 8.30128381 8.08936601 0.15572374 0.11899736 -1.8790184 4
35.3933549 7.84251048 7.66015891 0.16020155 0.0166109 -1.8788703 4
33.3500247 5.32051469 5.49262223 0.07192461 0.1353218 1.87884829 4
158.025882 6.62913571 6.34560602 0.03527133 0.25880814 -1.8788279 4
19.7301466 5.34230976 4.9955453 0.28825155 0.13807135 -1.8787155 4
3.3136246 4.50174768 4.17812637 0.25130051 0.05101893 -1.8784898 4

196.273445 7.20383543 7.40897027 0.15207596 0.11535729 1.8784677 4
5.41735963 4.20595385 4.33362477 0.0932092 0.0716983 1.87831261 4
28.6247785 5.02318265 5.29543839 0.20821461 0.14623858 1.87813968 4
5.12027608 4.59442675 4.67003359 0.0512357 0.0485905 1.87802151 4
22.3317451 5.56161382 5.86874537 0.31495624 0.06426505 1.87788245 4
51.8232601 5.07698046 5.36191142 0.06108537 0.2582675 1.87783484 4
23.3789739 5.01172997 5.16692937 0.03956801 0.12989478 1.87772101 4
56.8313956 6.08915308 5.82437738 0.18516211 0.16246959 -1.8775009 4
518.981489 7.46790868 7.77712168 0.18072782 0.21193328 1.87728562 4
355.161161 8.73358488 8.51383917 0.17229042 0.07184229 -1.876986 4
355.161161 8.73358488 8.51383917 0.17229042 0.07184229 -1.876986 4
355.161161 8.73358488 8.51383917 0.17229042 0.07184229 -1.876986 4
18.3895653 2.9370337 3.60440401 0.22296614 0.47263701 1.87670967 4
273.998129 6.39316541 6.7870968 0.1518087 0.32598752 1.87669341 4
15.0256158 4.50304214 4.68513836 0.09137675 0.13773972 1.87664724 4
9.55725674 4.10082962 4.27560379 0.08848717 0.13142155 1.87646825 4
366.708762 8.12737419 8.26047039 0.07819728 0.0938912 1.87626218 4
319.704418 8.00374415 7.0385213 0.86297554 0.26773303 -1.8760415 4
56.8890357 4.52871429 4.99347188 0.06411018 0.38638289 1.87590143 4
4.95234222 3.89360971 4.05058553 0.11583589 0.08541916 1.87581347 4
431.940548 8.09143826 8.27537578 0.12740838 0.1085979 1.87575931 4
7.8124313 4.03536506 4.21891279 0.12561035 0.11776361 1.87573055 4

14.9345866 5.11205563 4.99242749 0.04791682 0.10141675 -1.8755608 4
4.06337009 4.35843442 4.2523594 0.0774509 0.05700586 -1.8755536 4
34.4819226 3.40498538 4.12496523 0.29884841 0.63563638 1.87529649 4
140.914597 6.64803376 6.39442063 0.06893563 0.22779012 -1.8752031 4
25.7652313 4.55230887 4.81433032 0.09866766 0.19754055 1.87509387 4



83.193342 6.34145268 6.51761046 0.10530807 0.12615178 1.87506028 4
100.258718 7.98492859 7.76433725 0.20000489 0.04205842 -1.874755 4
327.44969 6.62443478 6.99466274 0.12168728 0.31679502 1.87456442 4

0.20143492 2.84080403 2.93080428 0.08328646 0.01074267 1.87426262 4
28.0540331 5.27387692 5.41696281 0.03162977 0.12068001 1.87424631 4
2.96660157 3.42992396 3.69290332 0.22824044 0.07526133 1.87419982 4
82.7008762 6.52504999 6.64527103 0.01215275 0.10424549 1.87417018 4
346.258324 7.22556569 7.47122416 0.09182099 0.18740767 1.87405979 4
241.692707 7.70146468 7.10569328 0.3914016 0.20250217 -1.8739122 4
113.615629 6.52990413 6.70493656 0.073762 0.13378787 1.87361255 4
46.1044814 5.92502957 5.64947683 0.19384806 0.16940263 -1.8734174 4
0.20828032 2.87320076 2.96321581 0.08333541 0.01075268 1.87331948 4
17.8732286 4.16639265 3.69771334 0.14963162 0.46853411 -1.8733068 4
8.11502597 4.02180742 3.57586958 0.31603164 0.21508774 -1.8731803 4
2.05502902 5.18022135 5.10509907 0.06681256 0.01242068 -1.8728265 4
2.05502902 5.18022135 5.10509907 0.06681256 0.01242068 -1.8728265 4
2.05502902 5.18022135 5.10509907 0.06681256 0.01242068 -1.8728265 4
17.9286576 5.31033889 5.19818166 0.03607882 0.10174978 -1.8726571 4
21.0459288 6.14793997 5.97563075 0.1394272 0.05382403 -1.8721998 4
478.212008 7.215374 7.52903006 0.10556247 0.26718631 1.87198566 4
101.789517 5.69980273 6.01643554 0.12733647 0.24748147 1.87191227 4
20.6869857 4.68230372 4.86681885 0.04459286 0.16524533 1.87190568 4
38.3685091 5.04188593 5.26783241 0.02015611 0.18931644 1.87155027 4
257.676778 6.91870496 7.20956091 0.18703177 0.18170171 1.87151214 4
25.1032576 4.68175559 4.90644698 0.07413822 0.1774584 1.87149023 4
2.45848353 5.35576474 5.29811901 0.05165302 0.01225598 -1.8714202 4
33.7240864 5.47255618 5.23566329 0.12539094 0.18326473 -1.8712729 4
700.203009 6.95979702 7.50339744 0.31394997 0.42596416 1.87115685 4
17.232609 4.22364165 4.46768638 0.09160469 0.19527596 1.87103878 4

11.4715671 4.68976592 4.80449921 0.04531178 0.09316496 1.87103008 4
79.5582193 6.56340514 6.41309129 0.05790656 0.12586942 -1.8709194 4
37.6126177 5.57304105 5.38758242 0.04663291 0.16401229 -1.8708221 4
441.632516 7.50452954 7.72838156 0.03944439 0.19469165 1.8707953 4
13.5315439 5.73040479 5.15189072 0.48795318 0.07975646 -1.8707829 4
30.9893251 5.61651058 5.73955713 0.05150327 0.10252108 1.87075368 4
10.098727 3.77132842 4.05076273 0.19555007 0.16967934 1.87054579 4

60.1273753 5.85885393 5.63075314 0.05140978 0.20547107 -1.8701923 4
5.6352764 5.64786357 5.44869439 0.17050881 0.02433233 -1.8697391 4

7.40791668 3.2405114 3.55029695 0.19420501 0.21610724 1.86956359 4
26.5836753 5.5883573 5.70621048 0.06340895 0.09000097 1.86943433 4
249.68197 7.6402817 7.76454064 0.03865357 0.10840809 1.86942581 4
83.943064 5.4845 5.81426968 0.15278429 0.26427608 1.86936525 4
360.6835 6.95603941 7.31627864 0.21772179 0.25554085 1.86847922 4

37.2346149 3.95175307 4.48761001 0.16089895 0.39235725 1.86828358 4
557.363771 8.19766706 8.35686676 0.06078696 0.12730022 1.86812999 4
185.062735 7.01614935 7.19216149 0.07847581 0.13642102 1.86809528 4
499.050922 5.70981231 6.62763044 0.09695774 0.55365936 1.86796304 4
74.8881784 5.39967432 5.83067701 0.32196948 0.21384242 1.86782924 4



517.792456 8.14304502 8.30692214 0.07777033 0.1295938 1.86720442 4
136.541406 4.63820259 5.46688544 0.29638661 0.49739124 1.86672278 4
46.7816131 5.78509029 5.59652748 0.0514774 0.17203511 -1.8664932 4
46.7816131 5.78509029 5.59652748 0.0514774 0.17203511 -1.8664932 4
559.850312 8.39959098 8.17628272 0.13602274 0.15203311 -1.8663918 4
10.8620775 4.20720955 3.92282413 0.15244208 0.22731204 -1.866207 4
139.728916 7.61710939 7.48262807 0.09721723 0.0773237 -1.8660035 4
4.72476367 1.46316524 2.19088696 0.24711197 0.45227843 1.86597739 4
92.9185706 4.70793099 5.43099125 0.58752507 0.38769637 1.8659404 4
3.0107653 1.6568053 2.2722147 0.53080793 0.33630412 1.86581286 4

26.3779826 5.47770252 5.32441622 0.06713643 0.12592762 -1.8653466 4
6.10142434 4.50152659 4.37805753 0.08383777 0.07799375 -1.8650677 4
232.133713 7.25847092 6.88535808 0.26360059 0.22323433 -1.8648688 4
39.0361892 5.78437947 6.04080961 0.23909407 0.09514283 1.86478377 4
22.1938924 4.68988509 4.36655849 0.1398696 0.28590632 -1.8647601 4
7.28942444 1.9563542 2.67087145 0.31964647 0.44271147 1.86474747 4
15.3587515 4.91859649 5.06597556 0.0943612 0.09539463 1.86431081 4
48.1086345 6.25311064 6.14388038 0.01029378 0.10497054 -1.8640557 4
40.570902 5.96454449 6.13641924 0.13335273 0.08980392 1.86389173 4

4.39574852 3.74624794 3.87803892 0.08287987 0.08858959 1.8637395 4
10.8148995 5.57357537 5.366467 0.18706459 0.04977894 -1.863673 4
7.68204901 3.57929393 3.24379717 0.13583057 0.29436207 -1.8633011 4
4.2244742 3.98763801 4.11649105 0.09667506 0.06850218 1.86322252 4

15.1421796 3.52271534 3.89946608 0.13156768 0.32753552 1.86320811 4
97.2006835 5.90209507 6.17078142 0.13047973 0.19425063 1.86255619 4
37.2378743 5.4866801 5.67187757 0.10942769 0.12343235 1.86254363 4
15.5065074 4.88822183 5.00558016 0.02394555 0.10079553 1.86248651 4
15.5889353 4.69817199 4.85775047 0.08342209 0.11980393 1.86237619 4
17.1389582 4.72611248 4.8931581 0.08130923 0.13017181 1.86233205 4
366.798521 5.12097039 6.37974892 0.92293324 0.53784855 1.86187432 4
581.954385 7.1084786 7.55005691 0.25420155 0.33039844 1.86180153 4
32.9621569 5.37421164 5.17747658 0.04241569 0.17754891 -1.8617675 4

5.84791 3.00029232 2.40563343 0.25610612 0.45999037 -1.8614993 4
32.0164219 5.64471739 5.48446267 0.07378152 0.13658683 -1.8614978 4
168.688824 6.32370767 6.60151799 0.09390379 0.22379772 1.86143542 4
11.614784 1.47872235 3.84146598 3.51992658 0.23796497 1.86135506 4

8.91733755 4.64805691 4.7550935 0.06198278 0.07829914 1.86123891 4
334.942887 7.04487932 7.3839563 0.23649497 0.21818642 1.86092149 4
59.7062784 5.78470234 6.19935545 0.42684798 0.11967512 1.86072989 4
224.40722 7.55591685 7.6873493 0.0631421 0.10584278 1.86046208 4

375.685662 7.39660543 7.64246714 0.13210488 0.17528626 1.86032992 4
11.6559597 4.71854302 4.84702129 0.07468156 0.09384512 1.85961006 4
38.2839017 5.96091181 6.05913286 0.00709602 0.09094806 1.85919171 4
3.04962411 2.32546418 2.61637839 0.13204161 0.20866754 1.85889286 4
44.8765797 5.9806926 5.81526637 0.0831955 0.13133832 -1.858655 4
6.21655308 4.26435049 4.47391205 0.19780553 0.07028326 1.85863312 4
46.3736669 5.36644688 5.59237025 0.10798443 0.16675992 1.85826176 4
19.8632089 4.61445289 4.80023079 0.0368779 0.16651884 1.85743798 4



9.34371623 4.92356517 5.10675012 0.16157106 0.05575316 1.85728519 4
341.703448 7.00223938 7.54684014 0.51544236 0.18124047 1.85723541 4
68.5482849 5.61798448 5.24909492 0.06749358 0.39135023 -1.8570312 4
41.1983164 5.50963437 5.71248789 0.1266201 0.14031632 1.8566717 4
1566.56172 8.67049958 9.02622706 0.29823003 0.19426362 1.85662821 4
0.00036894 -2.4275483 -6.1967379 3.86863793 0.18939115 -1.8565568 4
100.715139 6.30950644 6.58336151 0.2324003 0.14191752 1.85611995 4
3.78764737 2.21495892 2.76391594 0.46654583 0.24974892 1.85600417 4
31.163115 5.02608191 5.24315734 0.11005829 0.16005619 1.85593836 4

83.7919771 6.61434833 5.95901737 0.49203386 0.20830636 -1.8558837 4
335.40759 5.00737557 6.09404483 0.22115677 0.66753889 1.85501421 4

122.594443 7.18238679 7.35112323 0.13488826 0.07922621 1.85491732 4
236.507029 6.72019867 7.04232036 0.22968079 0.21890144 1.85480549 4
13.3006518 4.42058554 4.68074204 0.21692136 0.12224477 1.85464659 4
112.591803 5.9990472 6.28164782 0.15155926 0.22064996 1.85442728 4
179.250732 7.01585711 6.78917715 0.08390926 0.2122185 -1.854196 4
7.46639021 4.16084799 4.40863809 0.23337152 0.09080491 1.85395277 4
3.58805388 5.09591807 1.16441552 0.851272 1.03028256 -1.8537441 4
8.08883146 3.822838 4.10539754 0.2498246 0.12836873 1.85332075 4
5.81306788 4.97872172 4.73733058 0.19671617 0.05038277 -1.853149 4
187.900217 6.13307615 6.61973428 0.37398253 0.24585244 1.85310382 4
14.2300981 4.3021902 4.58113979 0.23461946 0.14897884 1.85239566 4
0.76493452 1.77775255 2.14795732 0.38815521 0.08760902 1.8523316 4
103.027446 6.36545027 6.11107047 0.08774563 0.2432919 -1.8522915 4
19.4871597 4.65157484 4.96484643 0.28517464 0.14116572 1.85223687 4
278.33839 7.85475345 7.64937256 0.13262621 0.13078292 -1.8522142 4

105.216267 6.20714013 6.40144983 0.00421978 0.17426056 1.85213375 4
547.46941 6.79447663 7.35715711 0.42756351 0.3699486 1.85207814 4
46.12773 5.83225048 5.36934973 0.34256727 0.20423129 -1.851516 4

405.579116 7.95187907 8.12345351 0.10319486 0.11674819 1.85139931 4
2.50058754 3.1909141 3.30923505 0.06063755 0.08958837 1.85137257 4
8.86433834 2.69294681 3.20884823 0.30691645 0.38472125 1.85106087 4
232.270491 6.89878297 7.20227191 0.24065659 0.17052698 1.85088158 4
6.27255595 4.03478913 3.80659647 0.15300836 0.14497463 -1.8506821 4
9.01026757 4.22522354 4.06172159 0.03120095 0.14878506 -1.850492 4
18.5230391 5.11590026 4.86263382 0.18634501 0.14060607 -1.8504472 4
6.4219042 3.00432195 3.28168066 0.05980907 0.25682244 1.85032384 4

71.6508366 6.75201375 6.33384836 0.30571969 0.12631546 -1.850242 4
121.8488 5.36803593 5.87832139 0.29953205 0.35459833 1.85017113 4

26.3182848 6.14453467 6.21767976 0.04320437 0.0529513 1.8500697 4
314.55827 7.9032051 7.68424153 0.15057197 0.14944797 -1.850022 4

6.93632641 5.33984534 6.15606964 0.74284068 0.01464686 1.85001256 4
4.66556382 4.34345485 4.48681785 0.12376007 0.0521247 1.84982976 4
106.893114 7.97620494 7.90833279 0.0490602 0.03930813 -1.8496925 4
196.151087 8.36192036 8.29063202 0.0446497 0.04912148 -1.8496922 4
106.793167 7.19079916 6.54886876 0.54298546 0.14921048 -1.8496367 4
6.49491469 3.84203336 3.64073704 0.08844289 0.1621318 -1.8495109 4
8.20719024 5.29976366 5.15236653 0.13087507 0.04758695 -1.8494997 4



11.1679472 3.74332244 3.26377005 0.21536233 0.4427876 -1.8492379 4
18.5666285 -6.1889266 0.23536659 0.84580935 5.42304319 1.84916437 4
136.584182 5.92306423 6.24558226 0.12356884 0.28318735 1.84903465 4
135.754932 4.02390572 5.16488667 0.23811816 0.65332816 1.84891431 4
150.063681 5.83624765 6.19569434 0.07736478 0.3074485 1.84881537 4
131.490076 5.99497936 6.3248892 0.20162192 0.24604476 1.84881458 4
48.2401334 6.27039267 5.854349 0.30462433 0.14194669 -1.8483906 4
6.02279406 5.48107465 5.29857915 0.17049984 0.03000561 -1.848366 4
4.40970183 4.66841392 4.7541505 0.0708602 0.03806691 1.84825729 4
172.89716 6.33059514 6.67378584 0.2357918 0.22225703 1.84780321 4

3.44411867 2.57703314 1.72532068 0.57392374 0.70734363 -1.8476036 4
2.67394931 5.15242859 4.93342549 0.1845294 0.01925164 -1.8475521 4
35.827573 6.25644472 6.1397806 0.07687248 0.07651613 -1.8475389 4

63.0007653 4.97552122 5.35244486 0.14908474 0.28380868 1.84749772 4
44.4703088 4.70846563 5.16896312 0.3820281 0.23486154 1.84740787 4
86.606492 5.86756758 6.1692408 0.20725591 0.1778125 1.84740023 4

8.90816657 3.07900321 3.46641805 0.20801827 0.25818911 1.84729789 4
13.7807691 4.27479571 4.51479857 0.16077824 0.15640942 1.84707356 4
305.575572 8.28035801 8.17804607 0.04571199 0.08765755 -1.8469946 4
345.25504 7.68800252 7.33444209 0.22107508 0.21167764 -1.8469634 4

11.6180903 4.9291542 4.64945065 0.23440886 0.109372 -1.8464045 4
11.6180903 4.9291542 4.64945065 0.23440886 0.109372 -1.8464045 4
168.470816 5.94445012 6.34245266 0.19996213 0.31634308 1.84635338 4

145.3892 6.00229668 6.36301198 0.21828459 0.26640508 1.84623973 4
20.6214879 6.21425287 6.02462817 0.16075889 0.0493052 -1.8461232 4
461.262231 6.17722101 6.8249856 0.29464159 0.54896396 1.84595008 4
461.262231 6.17722101 6.8249856 0.29464159 0.54896396 1.84595008 4
9.93650942 5.53135529 5.36465313 0.13863156 0.04619063 -1.845948 4
61.5906529 6.89711822 6.06785353 0.54380447 0.14092054 -1.8456638 4
306.640213 6.64412191 7.04034601 0.24084353 0.24877359 1.84561231 4
73.6786803 6.15674079 6.30614141 0.02123501 0.13318173 1.84560984 4
14.5943092 4.84932025 4.6414706 0.12892569 0.14590957 -1.8454967 4
16.8229769 5.63720158 5.29210831 0.26654482 0.08272529 -1.8454009 4
676.498411 8.08116475 8.30387587 0.11951051 0.17310698 1.84537993 4
316.60895 7.02621704 7.28323491 0.08091465 0.22601725 1.84490813 4
316.60895 7.02621704 7.28323491 0.08091465 0.22601725 1.84490813 4

223.980212 8.07323309 7.96443614 0.06531121 0.07742582 -1.8449054 4
45.5015609 5.39594813 5.60310777 0.08786392 0.1757835 1.8447504 4
38.9845887 5.73317689 5.53214754 0.10818125 0.16109917 -1.8447278 4
111.674551 6.00721407 6.32774954 0.21263445 0.18872746 1.84469913 4
6.69654832 3.84980976 3.65371919 0.0735956 0.17958677 -1.8446828 4
126.743105 7.02463349 6.86809354 0.06943415 0.12692758 -1.8443148 4
9.81060952 3.67139917 3.9253253 0.13043361 0.18559403 1.84429903 4
2.19928409 3.99284856 4.13288012 0.13038427 0.03562705 1.84425239 4
690.086622 6.80254671 7.35397469 0.12335643 0.39299883 1.84423812 4
17.1848295 5.17802438 5.27565211 0.01945398 0.08695472 1.84371705 4
74.719287 6.38256072 5.17114494 0.69153029 0.47050849 -1.843605 4

4.86849616 4.08308804 4.16907258 0.02596643 0.076479 1.84351456 4



861.452929 7.93267908 8.21786156 0.11251314 0.24642678 1.84342549 4
53.0141896 6.07935636 5.72238964 0.28484978 0.17054514 -1.8433101 4
215.042894 7.13733196 6.35745971 0.47285699 0.36089443 -1.8431899 4
18.1514158 4.3249693 4.54109354 0.00793249 0.18391864 1.84270571 4
28.5041327 5.52080617 5.71525821 0.15835851 0.09156416 1.84251983 4
9.47141087 4.51740109 4.25382887 0.18875091 0.12950449 -1.8424124 4
340.163496 7.09860353 7.35536176 0.08169875 0.22616637 1.84227596 4
9.38867532 5.1610619 4.58178936 0.46765538 0.09344784 -1.8414942 4
5.45628869 4.01977593 3.80185999 0.16813741 0.12572001 -1.8413399 4
59.6190215 6.16163945 6.32761572 0.11679188 0.10440751 1.84092212 4
9.26514779 5.11091356 5.19265746 0.05678103 0.0511204 1.84087145 4
39.8818025 4.61243593 4.99469337 0.22949512 0.24951417 1.84084017 4
56.7376892 5.7741077 5.97224315 0.11295863 0.14870845 1.84060714 4
15.6082282 5.00461348 5.12641266 0.06491665 0.09069578 1.84025809 4
15.4867473 5.64369711 5.94313011 0.31760859 0.04038025 1.84016795 4
15.4867473 5.64369711 5.94313011 0.31760859 0.04038025 1.84016795 4
356.624627 7.55315444 7.09962824 0.312617 0.29962177 -1.8401406 4
42.4454859 6.78382747 6.98799553 0.20138692 0.03878811 1.83946085 4
23.9138631 4.7999708 5.01061464 0.11026601 0.16548455 1.83900914 4
1033.89764 7.88307197 8.20590307 0.0238507 0.26624736 1.83893031 4
969.646979 7.83993963 8.1575194 0.02632153 0.26248609 1.83892031 4
439.60281 7.73929785 7.418576 0.17080478 0.26089764 -1.8386875 4

6.56867896 4.3790617 4.47972136 0.05884274 0.07561725 1.83804717 4
461.727725 6.95373586 7.37300374 0.25885735 0.2825583 1.83759457 4

36.00183 5.66181133 5.79655815 0.06034012 0.11176028 1.83743655 4
17.16257 5.00845897 4.87228348 0.01382716 0.1283704 -1.8371272 4

8.88921608 4.43716827 4.27450118 0.09534213 0.12157034 -1.8370939 4
0.48323866 2.19525883 1.9722681 0.1984859 0.06605052 -1.8365243 4
59.389339 7.01814979 6.83764398 0.14674174 0.06427407 -1.8365091 4

5.63382239 3.52188798 3.71759818 0.12587495 0.14002173 1.83643115 4
1360.98261 7.4338759 8.02818128 0.23209259 0.3900304 1.83632092 4
18.0320311 3.23999057 3.79646298 0.28082642 0.3615259 1.83605257 4
22.1659261 5.01272096 5.16491261 0.06168052 0.12237031 1.83596788 4
296.739501 7.47488682 7.66811956 0.1126543 0.13319957 1.83593501 4
1095.84479 8.65862493 8.38500692 0.09998209 0.25412907 -1.8358014 4
2.17675232 3.42542507 3.65053654 0.22336788 0.05679723 1.83568577 4
134.436182 5.48330567 6.05322577 0.48782728 0.31706962 1.83547089 4
6.13455985 3.90001063 4.02391938 0.03285271 0.11082948 1.83527901 4
64.2050953 6.11122689 5.91826576 0.07135035 0.16553682 -1.8351657 4
1.65512046 6.27878338 2.94484919 1.13166896 0.08489194 -1.8350651 4
19.0324588 5.37689951 5.62526292 0.22039518 0.06744614 1.83506203 4
210.293807 7.34233664 7.47796738 0.03870744 0.1182174 1.83501893 4
6.58563125 4.44766806 4.70195038 0.25922051 0.06078881 1.83496689 4
16.5128008 4.88793839 5.0350421 0.0866201 0.10881086 1.8346684 4
172.757115 6.44674097 6.70161385 0.09428407 0.21313631 1.83428526 4

12.6054 5.23477265 5.08129139 0.11614986 0.07723386 -1.834141 4
13.38128 4.2562151 3.93758915 0.16435076 0.27776449 -1.8339677 4

712.816419 8.80648933 8.91567803 0.03338051 0.09833895 1.83392316 4



169.542333 7.39186261 7.52528088 0.08446691 0.09094604 1.83378085 4
81.7244354 6.18170098 5.86027308 0.19389224 0.22052527 -1.8332903 4
12.2016296 4.08662967 4.31552065 0.14184333 0.17061654 1.83318556 4
81.5072684 5.93269563 5.55322233 0.19385187 0.33710298 -1.8329786 4
463.227117 7.62192853 7.88792183 0.17834857 0.16534119 1.83285724 4
138.402082 6.93030555 6.7497941 0.06754601 0.15820259 -1.8327925 4
17.566281 5.67368618 5.82223435 0.13695535 0.0520574 1.83276462 4

0.77623371 0.6998662 -1.6987527 0.5179132 3.45723299 -1.8325872 4
6.43547971 2.75649116 1.62710445 0.26508535 1.35141959 -1.8324452 4
3.61632841 4.42245549 4.26074951 0.14598494 0.05034719 -1.832414 4
3.66778717 2.89278205 3.21414646 0.27692488 0.15099043 1.83210069 4
135.226577 5.96287282 6.43991166 0.43873314 0.22740677 1.83201721 4
28.1044016 5.34164359 5.54330934 0.165034 0.11004644 1.83181866 4
97.679254 6.7837182 6.65125158 0.02317698 0.12996355 -1.8311328 4

17.3045787 6.95739849 6.82728512 0.12155012 0.01876625 -1.8310285 4
152.926524 7.01050875 6.83714897 0.03977301 0.17170303 -1.8308081 4
283.37942 8.03108955 7.9153584 0.04122131 0.10038158 -1.8307082 4

118.945879 6.3859527 6.60654868 0.13335354 0.16224346 1.83070749 4
309.339983 6.9119189 7.28822074 0.28106279 0.20506424 1.8305256 4
3.11033648 1.9872858 1.09107216 0.20449224 0.82521761 -1.8305054 4
9.4984729 4.37856842 4.52419311 0.09039187 0.10293995 1.83016151 4

32.7338976 6.05969232 5.67852887 0.31488975 0.1154595 -1.8299964 4
50.9186684 5.28286698 4.92468859 0.00466501 0.33490344 -1.8299555 4
129.712812 6.77383907 6.99702861 0.17837602 0.1224101 1.82990159 4
4.40474247 2.985165 3.37658194 0.32809877 0.14922928 1.82971291 4
14.2119902 3.66515548 2.89971143 0.26749761 0.62765727 -1.8296387 4
112.754693 6.52997894 6.76178434 0.18705435 0.12570837 1.82881454 4
81.7839626 6.2041297 6.37296837 0.06966949 0.13433029 1.8288042 4
548.532833 7.7560958 8.06483546 0.25611021 0.17800051 1.82878239 4
15.256063 5.4341042 4.64492152 0.50787479 0.14402748 -1.8287293 4
67.833008 6.33591761 6.5390271 0.16757109 0.09760901 1.82872482 4

222.644701 6.50640325 6.80768274 0.11729298 0.2340366 1.82852388 4
6.68158669 2.7712924 3.15326168 0.1929262 0.27830876 1.82848592 4

13.85093 5.00573646 4.81924559 0.138417 0.10909551 -1.8284059 4
299.002444 6.88044394 7.25593137 0.28062165 0.2047823 1.82834435 4
57.4824523 6.0211815 6.21938017 0.15715893 0.11780591 1.82832173 4
25.0045803 4.84713739 4.58301244 0.05570552 0.2703055 -1.8282723 4
71.0163458 8.83374625 8.98748275 0.15562836 0.00888944 1.82824668 4
875.580006 7.35743449 7.81734864 0.22772187 0.38101612 1.82812835 4
35.0469276 4.71178883 5.0159914 0.15575901 0.21731196 1.82804922 4
251.305628 7.78845476 7.97631563 0.16376667 0.08689556 1.827975 4
44.9220333 6.3930942 6.14258431 0.19462037 0.09920999 -1.8278357 4
10.9474592 3.71773669 3.31576179 0.10958515 0.3630009 -1.8278325 4
20.9682766 4.98216322 4.75997015 0.11960787 0.1795845 -1.8278316 4
63.6056414 6.49706359 6.71243906 0.18788589 0.07566316 1.82755061 4
299.80235 7.57749218 7.74854649 0.09197479 0.12471989 1.82735058 4

76.3681276 6.28252942 6.44919228 0.10150818 0.12492437 1.82734727 4
272.274632 5.71813371 6.32674768 0.13235799 0.42633093 1.82704139 4



7.19802583 5.10797472 5.36107885 0.24150036 0.03348809 1.82684251 4
1.4803103 0.63116512 1.24022034 0.38108221 0.44862645 1.82641893 4

5.29897441 4.78459992 4.63162626 0.12816126 0.0511236 -1.8263871 4
26.4712521 4.63556307 4.16101721 0.20279489 0.45774285 -1.8260967 4
25.3829742 5.49964655 5.66248891 0.12444005 0.08849013 1.82594845 4
538.987729 8.3173935 8.45078562 0.04718681 0.11901495 1.82592932 4
7.35083828 4.66448813 4.57356895 0.04275336 0.07472498 -1.8255914 4
2.33521697 2.00029942 2.33643815 0.2274798 0.22678507 1.82557715 4
13.212247 4.53034366 4.66717498 0.02317444 0.11974514 1.82545812 4

523.161082 7.7135689 7.96362742 0.14755482 0.19143468 1.82529683 4
8.62103901 4.62758878 4.48281496 0.09894605 0.09703915 -1.8252395 4
11.601295 4.44405534 4.59325408 0.07431448 0.11772548 1.82502106 4

4.44041735 3.91220037 3.71831218 0.15164593 0.10972273 -1.8248019 4
16.8147894 5.33885994 5.22262992 0.06545063 0.09021896 -1.8247428 4
9.8695127 3.95417126 3.63675723 0.17090086 0.24100812 -1.8246777 4

36.6384324 5.16649793 5.41235732 0.17083992 0.15617469 1.8246205 4
18.4809886 5.1328131 4.95389443 0.11276107 0.12739379 -1.8244361 4
1.39730098 2.91255634 3.30293481 0.35980142 0.05155237 1.82443526 4
593.864091 7.18032745 7.55684745 0.15572353 0.33721469 1.82403129 4
179.066391 7.68949662 7.44627248 0.19206825 0.10700735 -1.8239413 4
349.089127 7.55116826 7.27803258 0.12032603 0.22452139 -1.8239186 4
190.796651 6.85256822 5.62380158 0.61479338 0.60845657 -1.8239155 4
46.3299068 5.26370461 5.48122653 0.04933174 0.19654806 1.82386727 4
3.57261123 3.88892272 4.14365963 0.23784465 0.05735342 1.82361093 4
15.1350851 6.52699674 6.43227157 0.08661652 0.02451902 -1.8232582 4
50.7251163 5.91970188 6.0500297 0.01535112 0.11563798 1.8231716 4
6.50220433 3.35999659 3.60046839 0.14039841 0.17736561 1.82305358 4
228.905787 7.88631204 7.64952213 0.1827971 0.10755194 -1.8228923 4
86.422013 5.98540991 5.57715162 0.22200105 0.35650921 -1.8224476 4

15.3062036 5.40754974 4.78991223 0.61326153 0.1234699 -1.8223535 4
7.65032974 4.30011088 4.17720041 0.02190527 0.12072654 -1.8223528 4
90.3008502 6.46534601 6.22770715 0.13511158 0.18498469 -1.8217305 4
71.8900151 6.13661523 6.3128952 0.10188403 0.13517378 1.82145154 4
23.9498804 6.6382711 4.24010233 0.8598048 0.3123276 -1.8213059 4
87.7190382 5.57557358 5.96111935 0.31362965 0.23392956 1.82119402 4
12.489379 5.00054478 4.80334453 0.15694139 0.10343605 -1.8208101 4

44.1842691 5.42907484 5.60564123 0.01364734 0.17002582 1.82010226 4
138.200683 5.95459229 6.39849488 0.35071682 0.24074295 1.82001004 4
187.295172 6.85721079 7.21512714 0.3496543 0.13968985 1.8198273 4
19.2285214 4.15153078 3.47318659 0.28562797 0.68521773 -1.819796 4
31.928983 3.61787709 4.2235531 0.24921461 0.47072813 1.81968252 4

51.6373974 6.05940938 6.20269262 0.08802715 0.10209336 1.81964315 4
541.277118 6.97545465 7.397386 0.19542728 0.35959242 1.81952504 4
142.500283 6.52781814 6.75153255 0.13333071 0.1739509 1.81927086 4
83.6156246 7.42272602 7.17892041 0.21682449 0.0629921 -1.8192296 4
17.4227989 4.16619113 4.42579175 0.11834341 0.21948627 1.81922762 4
480.167279 8.60686443 8.75451849 0.12410623 0.07420137 1.81907482 4
28.1538827 4.94582192 5.1276868 0.01816271 0.17459336 1.81895848 4



4.0935331 2.50076705 2.86907717 0.27915294 0.23369852 1.81884024 4
96.4804333 6.02937618 6.38075015 0.32674581 0.15841681 1.8187788 4
11.107885 3.5576894 3.95738116 0.32679681 0.2186277 1.81861774 4

464.924037 7.26693622 7.54347231 0.0469271 0.24560322 1.81821737 4
253.800949 7.88238757 7.67710853 0.15208096 0.11916659 -1.8180635 4
112.496314 6.84192847 7.05795429 0.18239083 0.0954554 1.81755514 4
53.8609516 8.07832526 8.22428279 0.14779318 0.01445923 1.81696809 4
30.1090241 5.30204801 5.45466104 0.06210492 0.12660017 1.81685576 4
302.215558 7.06857696 6.68321767 0.10853835 0.37481523 -1.8166658 4
501.075955 5.89938756 6.69320997 0.09529597 0.54346793 1.81660898 4
4.77328073 2.17562484 2.60966082 0.17566292 0.36786638 1.81648331 4
134.378558 6.38485147 6.60732412 0.09655718 0.1740852 1.81643113 4
1.82160144 1.40247274 -0.8174983 0.14915685 3.3696866 -1.816276 4
330.638029 8.2987673 8.18111527 0.06408482 0.09007931 -1.8160243 4
21.2932429 5.06065957 5.2039813 0.06778433 0.11604556 1.81572616 4
55.0654245 6.81567475 6.64905211 0.13405644 0.07257512 -1.8154798 4
874.962283 9.15893044 9.28267677 0.08371435 0.08328169 1.81546281 4
11.418926 2.64984774 3.24719484 0.29188711 0.4104831 1.81543541 4

4.75241906 4.12653175 4.35780428 0.21608757 0.06107316 1.81532707 4
70.0092785 6.32886679 6.50580905 0.1385582 0.10228562 1.81513636 4
28.9973615 4.65920006 4.99522818 0.26688639 0.19245494 1.81491427 4
157.803609 7.21912571 7.04931844 0.09244058 0.13932228 -1.8149114 4
237.802721 7.30290319 7.47152421 0.08034301 0.13285424 1.81452061 4
97.3305149 6.23524473 6.44671531 0.12345703 0.14750771 1.81413036 4
258.530097 7.09442961 7.35838379 0.18602289 0.15826185 1.81384079 4
535.955596 7.16880812 7.55141423 0.22066383 0.30377891 1.81366693 4
6.83595322 3.32910169 2.77596564 0.34823894 0.46252698 -1.813612 4
51.4893648 4.51323987 5.06446513 0.38032847 0.30320197 1.81351678 4
121.629614 6.86355359 6.69633699 0.06223172 0.15384669 -1.8134456 4
216.660467 4.47672493 5.76290863 1.03344228 0.59227128 1.81333713 4
564.909014 6.75369445 7.38981626 0.52478031 0.38046265 1.81326445 4
5.53964623 4.08843722 3.76420301 0.26946315 0.13148101 -1.8131186 4
6.7380381 4.09775768 3.95951465 0.04126421 0.1319262 -1.8131021 4

102.991643 5.51060821 5.99596727 0.36688915 0.25447011 1.81303326 4
24.9494854 4.55384371 4.80723276 0.11578816 0.19342587 1.81300644 4
61.4572773 5.84144194 5.11539833 0.47790021 0.3310116 -1.8129202 4
132.339698 6.72997105 6.46159724 0.15122947 0.21875902 -1.8126116 4
9.86400084 4.58830979 4.69385972 0.04230054 0.0910351 1.81253048 4
11.7684842 3.31675969 3.72300073 0.24035411 0.29072872 1.81247194 4
249.783906 5.71680355 6.28151529 0.14014251 0.45003521 1.81217883 4
22.3687009 4.87519419 5.05124088 0.08188973 0.13744174 1.81208881 4
4.06260168 4.61592205 4.66185596 0.02077449 0.03853436 1.81188795 4
136.546433 8.09933103 7.94372864 0.14251339 0.04817173 -1.8115555 4
136.546433 8.09933103 7.94372864 0.14251339 0.04817173 -1.8115555 4
12.3835261 3.78161768 3.36231177 0.04099379 0.46628249 -1.8114954 4
6.36227912 3.87620372 4.06496432 0.14719934 0.11217423 1.81146146 4

19.51719 4.82429219 5.01720747 0.1349644 0.12450027 1.81137833 4
3.48656338 3.9985119 3.90395042 0.05694823 0.06901926 -1.8113372 4



28.9702003 5.3973353 5.52420622 0.02695084 0.11398178 1.8107658 4
24.6990874 5.38103134 5.14249228 0.17710174 0.13884483 -1.8107618 4
4.84536408 4.00535316 3.89575054 0.04007882 0.09649126 -1.8107285 4
204.304978 6.89492569 7.1898786 0.24535712 0.16060048 1.81072607 4
177.035435 7.57659752 7.36165887 0.17684557 0.10885848 -1.8103192 4
9.20639937 3.58895402 3.23578084 0.04944469 0.33582238 -1.8102467 4
92.2283492 7.1148993 6.95330724 0.12160665 0.08664339 -1.8098688 4
426.363442 7.39916907 7.65058388 0.1218055 0.21040498 1.80981571 4
292.332066 7.27316741 6.9997343 0.06105032 0.28231734 -1.8097876 4
148.279981 5.37426583 6.07533367 0.58773509 0.31012695 1.80977245 4
4.69297818 3.65563092 3.83476228 0.13499886 0.10204368 1.80975837 4
11.3678661 4.46969323 4.24110684 0.14994387 0.16381917 -1.8096889 4
596.441586 7.61055735 7.88278458 0.11232124 0.21462525 1.80960776 4
272.204975 7.86784445 7.72588441 0.06630678 0.1216955 -1.8095196 4
646.603747 8.76675981 8.61531631 0.08598676 0.11748099 -1.809064 4
3.39668502 1.8492947 2.41573707 0.52049426 0.32778295 1.80892644 4
3.23895068 2.88761594 3.09593857 0.13029948 0.15251471 1.80891302 4
233.879985 6.99824708 7.31714428 0.26307325 0.16058344 1.80862003 4
10.0116484 2.8065241 3.29991532 0.25502595 0.33369305 1.80854375 4
161.547239 5.28688621 5.83684357 0.04169769 0.45617126 1.80826403 4

6.150565 3.59350699 3.76647987 0.07986474 0.1394195 1.808006 4
225.005122 5.94360632 6.39631388 0.1827302 0.4081579 1.80796078 4
18.6516935 5.12933027 4.94989551 0.11457035 0.12979915 -1.8079049 4
18.6516935 5.12933027 4.94989551 0.11457035 0.12979915 -1.8079049 4
18.6516935 5.12933027 4.94989551 0.11457035 0.12979915 -1.8079049 4
18.6516935 5.12933027 4.94989551 0.11457035 0.12979915 -1.8079049 4
18.6516935 5.12933027 4.94989551 0.11457035 0.12979915 -1.8079049 4
18.6516935 5.12933027 4.94989551 0.11457035 0.12979915 -1.8079049 4
18.6516935 5.12933027 4.94989551 0.11457035 0.12979915 -1.8079049 4
33.3330938 5.38525116 5.01386715 0.27882683 0.20750618 -1.8074234 4
11.8368553 4.39846421 4.66480652 0.24833468 0.11457514 1.80726595 4
6.41261604 4.36577176 4.27428002 0.00179672 0.0891912 -1.8068839 4
190.547175 7.31415109 7.45871182 0.08348255 0.10667317 1.80681056 4

135.3525 6.91305364 7.04897963 0.05038999 0.11438818 1.80653821 4
66.4606772 5.65683444 5.29121237 0.14337004 0.33826805 -1.8065002 4
404.358556 7.8163043 7.54170775 0.15959847 0.22637253 -1.806383 4
201.51231 6.27433419 6.63589681 0.21462551 0.28200174 1.80622903 4

120.579728 7.28047688 7.43235257 0.12515929 0.07027612 1.80614357 4
70.8619862 6.36933086 6.19871634 0.08369135 0.14973703 -1.8061167 4
290.714377 5.25815744 6.10763192 0.14781086 0.53752428 1.80607863 4
17.2780732 4.47914585 4.6609893 0.04183706 0.15578062 1.80602431 4
546.654614 8.60096075 8.70637883 0.0413452 0.0885917 1.8058932 4
319.667122 7.31474011 7.60645202 0.23411737 0.16585678 1.80572039 4
19.090883 7.85510041 5.03099244 1.88617202 0.12375945 -1.8057129 4

37.6930142 4.28076209 4.69039548 0.13349857 0.35665013 1.80570862 4
3.23738265 3.60403262 3.81322529 0.19418608 0.07001127 1.80565963 4
577.950394 8.02525997 7.73946588 0.12128495 0.26429198 -1.8056494 4
230.16727 6.83879334 6.44525917 0.1551395 0.36740136 -1.805599 4



37.5431771 4.63252147 4.96163536 0.1502148 0.25497485 1.8051939 4
8.24070033 4.53010557 4.63691925 0.06240346 0.07942472 1.80484942 4
0.64866293 0.59312657 -3.4436473 1.84180835 3.14859509 -1.8045353 4
176.135779 7.26979765 7.56883326 0.29539194 0.08922004 1.80431221 4
72.9826707 3.61322341 4.60752296 0.15818284 0.59546133 1.80368759 4
0.67483099 1.85295744 1.51285223 0.29705529 0.14277861 -1.803418 4
69.8792775 4.99037231 5.38279942 0.15322189 0.29739088 1.80327287 4
24.9097555 4.55550822 4.79463567 0.08194625 0.19978615 1.80316653 4
15.0712262 5.47188804 5.54330623 0.03391959 0.05845166 1.8029268 4
4.08963871 3.59470685 3.29671928 0.24344493 0.14726435 -1.8027876 4
4.08963871 3.59470685 3.29671928 0.24344493 0.14726435 -1.8027876 4
9.4559283 3.53367849 3.09093741 0.12761106 0.47204871 -1.8027209 4

23.7850734 3.99033243 2.47819481 0.17808307 2.13864452 -1.8021045 4
6.18364516 7.94456274 4.29076529 1.30792194 0.08263729 -1.802104 4
101.255845 6.1661979 6.39819115 0.13783832 0.17040798 1.80188971 4
132.263582 6.7782674 7.01097762 0.2017227 0.11586464 1.80187811 4
814.844286 7.93154168 8.18981208 0.07120957 0.21250268 1.80176735 4
207.641922 6.75325629 6.37845731 0.13820901 0.35819319 -1.8016264 4
79.0102636 6.46153012 6.59149695 0.05903298 0.10540138 1.80149629 4
24.7217985 4.12432674 4.46667996 0.12435215 0.26195918 1.80137284 4
65.9822884 5.43740499 5.7005837 0.10694255 0.23181778 1.80129236 4
83.6321093 5.07843845 5.5087519 0.19158211 0.30686829 1.80126299 4
85.7697912 5.96058468 5.36261039 0.42568227 0.41249398 -1.8011038 4
53.7361468 5.98047954 5.81964222 0.00681012 0.15936328 -1.8006602 4
285.014528 7.10862762 6.77312214 0.09721898 0.32582972 -1.8006034 4
11.5504011 5.12161605 5.00570867 0.08039114 0.07658778 -1.8004928 4
416.987728 7.74566568 8.05605952 0.26817111 0.12962786 1.80044749 4
19.8042254 5.69537781 5.51841546 0.15349168 0.07836956 -1.8003943 4
189.218179 5.57401185 6.08406608 0.07884786 0.38243605 1.80024908 4
120.490219 5.88394054 6.18382397 0.12683024 0.25140688 1.80020911 4
290.030256 7.2890623 7.51343766 0.14361805 0.16393942 1.80018399 4
14.1282754 4.75714391 4.87737116 0.03659044 0.1070565 1.80011817 4
9.66612333 4.59085555 4.44530292 0.08572717 0.11669886 -1.8000532 4
130.243052 7.85338486 7.76126052 0.06730661 0.05469259 -1.7998568 4
224.573059 8.61021405 8.5070104 0.08626405 0.04485411 -1.7998041 4
22.5527201 4.69949459 4.90041357 0.08331968 0.15995184 1.7997016 4
33.7696511 5.00658381 5.23614876 0.12534649 0.18858498 1.79962178 4
51.8848252 5.18843936 5.45941217 0.12457546 0.20766468 1.79941606 4
799.473723 7.63747875 7.98230834 0.1671534 0.28681181 1.79933957 4
76.9714258 7.29703968 7.36067454 0.03625797 0.04839964 1.79932825 4
330.299771 7.92129749 7.72870079 0.11340069 0.15103432 -1.7993235 4
330.299771 7.92129749 7.72870079 0.11340069 0.15103432 -1.7993235 4
1212.15405 7.18617645 7.7904256 0.06054738 0.43563145 1.79932099 4
406.844158 7.28207692 7.54406042 0.12180104 0.22485971 1.7991869 4
4.31736375 3.14664261 2.58856337 0.46184534 0.32726977 -1.7990616 4
69.0672135 6.54368669 6.12696011 0.3268392 0.1452368 -1.7981569 4
133.925475 4.51652267 5.39228384 0.47071707 0.53878841 1.79801536 4
86.8560671 5.54069931 5.8556143 0.15131109 0.2457056 1.79783685 4



3.12177806 2.06553809 1.05174425 0.45621529 0.80318924 -1.7977642 4
111.868382 6.01804978 5.52807201 0.21392046 0.49636008 -1.7974333 4
28.1836752 4.02393226 4.43459028 0.17956068 0.36131984 1.79726204 4
209.527797 7.5419833 7.35700679 0.11476883 0.13144377 -1.7970913 4
28.577746 6.07502383 5.87710654 0.16181152 0.08142637 -1.7968723 4

9.19940781 4.25591296 4.47131563 0.18431103 0.104047 1.79685958 4
31.5880498 5.17005941 4.86255802 0.18774176 0.22747472 -1.7968465 4
31.5880498 5.17005941 4.86255802 0.18774176 0.22747472 -1.7968465 4
39.7767899 5.5895951 5.76351397 0.10963877 0.12362062 1.79673714 4
442.193453 7.71855423 7.90043133 0.04362465 0.15621222 1.79670165 4
172.887927 6.84666187 7.02879898 0.07991347 0.15459438 1.79623007 4
33.3558589 5.88572424 5.99328051 0.06178802 0.08393595 1.79587982 4
1.6253449 -1.5103984 1.05444978 3.14735214 0.4920856 1.79587703 4

6.24286817 3.64515284 3.8167932 0.08608499 0.13811885 1.79576538 4
6.20457484 2.92323802 3.23576004 0.16350447 0.24529518 1.79570719 4
79.9108627 6.2217222 6.00804794 0.08206932 0.19481157 -1.7956963 4
85.3747897 6.66643044 6.85911907 0.17011782 0.08789314 1.79565932 4
5.97194017 5.83015158 2.73197636 1.09155739 0.41474808 -1.7954352 4
12.5037418 5.38043708 5.44128664 0.02118964 0.05454389 1.79538172 4
4.47363036 2.72117731 3.02921244 0.19096099 0.22466788 1.79530355 4
11.3095902 4.11846094 4.30952888 0.09657879 0.15280613 1.79512642 4
13.2098714 5.35973815 5.47361404 0.09393393 0.05466915 1.79484383 4
102.644733 5.8738922 6.19450541 0.21719363 0.22030359 1.79481539 4
77.4332778 6.76568601 6.85503592 0.02362718 0.08164268 1.79461838 4
60.3053927 5.00501094 5.35152007 0.13544102 0.266572 1.79444897 4
0.99123967 2.86995883 3.04594026 0.17270218 0.04740474 1.79434073 4
2.90206346 3.0576834 3.37526375 0.32168144 0.1012335 1.79419775 4
98.9202055 5.62876654 5.93278099 0.10715298 0.28102168 1.79416378 4
47.4311537 5.99026373 6.13236898 0.09056712 0.10532357 1.79405966 4
6.32201039 4.3275502 3.44242687 0.63248688 0.19549995 -1.7940323 4
92.2380438 6.41074608 5.97343723 0.30565753 0.24451135 -1.7940101 4
4.90423742 4.26078564 4.16175758 0.05884521 0.07642223 -1.7939214 4
37.3602353 4.3122885 4.71257648 0.15309394 0.33728041 1.79391119 4
19.4784468 4.05734369 4.44849524 0.30261009 0.23128748 1.79370802 4
40.2076273 5.30674731 5.49914159 0.0753124 0.16505104 1.79365184 4
4.5545809 3.49881642 3.24850768 0.16599806 0.18432921 -1.7934872 4

45.8799214 5.48356524 5.67811104 0.09764901 0.15092783 1.79280574 4
44.4369964 5.14734412 4.79153217 0.03905205 0.34992144 -1.7926465 4
136.541726 6.53217376 6.80051794 0.22580984 0.15788457 1.7925328 4
393.590437 7.48987289 7.74209823 0.16751445 0.16923107 1.79237574 4
369.760344 8.75535252 8.82679949 0.04192453 0.05390726 1.79233058 4
21.0407799 4.70831074 4.88700163 0.05417443 0.15253265 1.79228296 4
16.9322802 4.31819285 3.93393324 0.20983405 0.30089314 -1.7920478 4
323.028583 8.53509574 8.60005095 0.01806414 0.06046493 1.79195019 4
36.6761728 4.91977573 4.43631496 0.22499337 0.48503416 -1.7918848 4
168.56852 6.51927378 6.77691886 0.15848194 0.1900666 1.79183009 4
6.2174686 3.21562914 3.45724347 0.11700727 0.19918562 1.79167464 4

22.1685417 6.38792995 6.52490024 0.12901767 0.03235771 1.79148578 4



544.467768 9.03796597 9.2557649 0.22151602 0.05277122 1.79144945 4
9.45870878 5.74781277 5.80276725 0.04467236 0.02878297 1.79144009 4
64.3762079 5.76559054 5.44970753 0.15276974 0.25551963 -1.7914262 4
66.4574743 7.24491124 7.39131643 0.13935124 0.04049778 1.79062519 4
2.08353831 3.07719896 2.8458694 0.17572555 0.12414405 -1.7905318 4
13.082385 4.74638621 4.44947547 0.22255578 0.1594924 -1.7902966 4

11.1487979 5.62345018 5.68496776 0.0464874 0.03746188 1.79025163 4
118.699647 8.07972187 7.89975311 0.15767699 0.04349171 -1.7902238 4
5.19781293 3.73618268 3.55655027 0.09288985 0.14360699 -1.7900675 4
279.879007 7.64374791 7.81615918 0.12634641 0.10982624 1.79001754 4
403.230526 6.79461087 7.16190245 0.12317992 0.31016875 1.78992597 4
56.3672975 6.903444 6.71891796 0.16650051 0.06898962 -1.7898737 4
332.068043 7.85034629 7.69562591 0.02756157 0.15719963 -1.7897552 4
54.0250319 5.52026076 5.73946237 0.11654086 0.17503172 1.78922497 4
220.305992 7.51899497 7.36236039 0.06657878 0.14178778 -1.789223 4
6.24402965 5.17927022 5.25784798 0.06886556 0.03268708 1.78914975 4
323.028825 7.2074602 6.81102338 0.19026192 0.36338817 -1.7891315 4
257.554404 6.93012238 7.18864567 0.15075977 0.19163428 1.78902741 4
35.4709125 5.3329576 5.66371056 0.33228135 0.12734135 1.78898939 4
58.2416691 4.44645775 4.9271775 0.04664696 0.40522239 1.78890501 4
346.342187 5.63178798 6.37097888 0.09975173 0.49969823 1.78887621 4
6.86687327 5.52563789 5.21580573 0.25676345 0.03712747 -1.7887628 4
13.2193216 4.61462768 4.34015515 0.1892001 0.16883304 -1.7887121 4
7.76554489 4.14391548 4.28866732 0.08806714 0.10338194 1.78851237 4
3.29328228 4.06737018 3.96276053 0.07713401 0.06369428 -1.788452 4
1.2991932 1.47046243 1.99479852 0.56694503 0.18105549 1.78836743 4

786.534179 4.99995114 6.75199723 1.08049312 0.72910247 1.78833125 4
3.91534564 3.81659027 3.92076619 0.06500813 0.07935436 1.78824773 4
33.6907128 5.49323307 5.27532711 0.12688771 0.16528421 -1.7877918 4
10.8972746 4.56298618 4.39006741 0.10093768 0.14027288 -1.7877122 4
141.309576 5.02029849 5.7011823 0.38135735 0.45675402 1.78768859 4
14.6167775 4.73995476 4.4705868 0.19466673 0.16711249 -1.7876285 4
197.131452 6.99739862 6.64695255 0.21571211 0.23726008 -1.7873728 4
3.3127416 4.3421611 4.23547381 0.08923424 0.04768966 -1.78727 4

669.171968 7.5291687 7.82363788 0.04741644 0.27124962 1.78703931 4
224.016302 7.19633718 7.3872279 0.1224894 0.14340662 1.78698192 4
525.256579 7.96663389 8.19828189 0.18018167 0.14077161 1.78670993 4
30.2944138 5.27086799 5.44727776 0.10557054 0.12819683 1.7866463 4
102.542643 6.00006516 6.2979799 0.22318662 0.18253696 1.7865946 4

548.847 6.76996032 7.73773363 0.84785383 0.22405995 1.7865368 4
9.07259553 4.79026732 4.64198604 0.11453321 0.08741781 -1.7865017 4
2.28050117 4.09089417 4.16736404 0.06678719 0.03563771 1.78639541 4
35.5441921 6.62124412 6.68763216 0.04621964 0.04451732 1.78607382 4
9.91619847 4.75536891 4.65691246 0.02325397 0.09637071 -1.7859138 4
54.1697098 6.85783787 6.69763353 0.13146961 0.06725749 -1.7857404 4
25.9620191 5.37552645 5.12661489 0.18708936 0.14982545 -1.785366 4
301.17386 6.94259988 7.22501556 0.15771099 0.2065622 1.78528284 4

6.52340805 3.86530517 4.01254092 0.07905313 0.12199192 1.78526564 4



8.12830854 4.06278691 3.87862349 0.07068242 0.17463649 -1.7851706 4
291.812416 7.23996309 6.94329344 0.10237849 0.29873096 -1.7851703 4
5.68662823 4.55942188 4.23741951 0.30319476 0.08140986 -1.7851157 4
20.9358294 3.27701854 4.02140912 0.69043314 0.33628024 1.78478442 4
15.7532494 4.61944324 4.8104306 0.13821109 0.13266529 1.78470286 4
57.8778419 5.95244425 5.74883457 0.08132797 0.18511825 -1.7845965 4
520.668795 8.24214606 8.40087965 0.10153243 0.11807337 1.78445817 4
10.4501698 4.61161707 4.46803668 0.07549809 0.12212538 -1.7841058 4
55.6705777 7.21931895 7.14034562 0.06309432 0.04362856 -1.7840476 4
76.8374074 6.11158233 6.27131479 0.04159003 0.14048813 1.7840468 4
52.2715087 6.96285546 7.0795902 0.1044165 0.04456025 1.78392173 4
24.8116203 5.69788284 5.29024068 0.34608188 0.12498344 -1.7838692 4
15.0447161 4.77830353 4.96047406 0.14194414 0.10497093 1.78354377 4
110.267923 8.16405121 8.08055397 0.07301324 0.03382107 -1.783516 4
56.4586114 5.1770334 5.58160907 0.36031694 0.21891118 1.78335283 4
252.676918 6.48631201 6.81394453 0.12376583 0.2776609 1.78331631 4
81.6479743 6.67899809 6.55967262 0.02493397 0.11456531 -1.7832521 4
43.2929658 6.94969531 7.09428916 0.13424526 0.03626099 1.78291079 4
51.4674956 6.59321424 6.47939316 0.07888743 0.07765657 -1.7825971 4
6.85405056 4.07242279 3.84635216 0.16871388 0.14689598 -1.7825745 4
687.661959 7.85619672 7.46650882 0.09237499 0.39776376 -1.7825099 4
687.661959 7.85619672 7.46650882 0.09237499 0.39776376 -1.7825099 4
57.6184533 5.97221744 6.12582562 0.0772298 0.12228652 1.78249926 4
27.5284827 4.54341629 4.8421882 0.17681781 0.2037415 1.78231879 4
34.1882717 6.92375342 6.99139677 0.05907733 0.03161757 1.78230773 4
21.8985575 5.07899742 4.851879 0.14810902 0.16297002 -1.7822568 4
3.54855657 4.4066272 4.33090497 0.0566726 0.04636259 -1.7822399 4
3.54855657 4.4066272 4.33090497 0.0566726 0.04636259 -1.7822399 4
83.235168 5.67820822 6.04293731 0.32017409 0.2079301 1.78223802 4

2.05808248 2.16671566 1.81279578 0.12942373 0.36102981 -1.7816875 4
27.7712815 5.70565176 5.80598984 0.04818143 0.08536646 1.78082789 4
5.66918698 2.308324 2.85225264 0.43230854 0.29727621 1.78081155 4
333.641935 7.01238738 6.52180694 0.13424782 0.54268753 -1.7804354 4
15.0671706 5.29486356 5.3706702 0.01987604 0.06866749 1.78030246 4
137.916629 6.14592093 5.7164539 0.03940396 0.44657694 -1.7802788 4
110.113679 8.06886018 7.8899023 0.15834016 0.04078905 -1.7799303 4
192.316982 7.0811208 7.25289766 0.09171853 0.13748328 1.77987333 4
247.439428 7.24934039 7.41161922 0.03475313 0.14444996 1.77943949 4
32.9741641 4.84741178 5.07920196 0.07176118 0.1936315 1.77941049 4
482.949615 7.35018578 7.70212148 0.28091487 0.2160856 1.77920514 4
686.541026 7.86764533 7.48503458 0.09253888 0.39171685 -1.7790292 4
232.938295 7.85862261 7.9575736 0.04996968 0.07961836 1.77899844 4
1.56531201 1.10871801 1.56788356 0.28436454 0.31617115 1.77874223 4
2.51489269 2.6824933 2.19731881 0.41119287 0.26717898 -1.7786158 4
17.2718412 5.36079057 5.44177868 0.02143969 0.07361221 1.77857581 4
14.1843538 4.57973465 4.39493865 0.05822605 0.17666364 -1.7783683 4
60.123464 6.28472726 6.44971571 0.1277819 0.09256054 1.77835229 4

121.975545 6.57082045 6.17863644 0.26054017 0.23921031 -1.7780235 4



419.736613 6.78128253 7.15346714 0.11922991 0.3582923 1.77796526 4
6.1989622 4.03836194 3.7547962 0.23496462 0.14460835 -1.777886 4

5.66534731 3.83802953 4.01776157 0.1420865 0.09907531 1.77780168 4
75.0414518 5.9667874 5.60992642 0.23503422 0.26839577 -1.7777951 4
3.61127179 4.37723695 4.25029672 0.10719293 0.05217297 -1.7777497 4
16.8130581 5.53503017 5.62007668 0.05545358 0.06128635 1.77737884 4
16.0580662 5.0638614 5.17165122 0.04957187 0.08878507 1.7773021 4
31.6097848 4.67624641 4.93033904 0.07558558 0.24172521 1.77698427 4
165.435275 7.40018426 7.5534373 0.12523056 0.08876555 1.77683073 4
41.9195468 5.65858087 5.86966577 0.17869917 0.11547274 1.7766099 4
494.18365 7.44427275 7.76357223 0.22193643 0.19927437 1.77644034 4

37.4285733 4.58591581 4.89462587 0.04002652 0.26102638 1.77628916 4
5.67030317 4.08738992 3.9565772 0.06923545 0.10829341 -1.7760843 4
39.3361259 5.50400524 5.67353862 0.09352074 0.13298799 1.77605024 4
31.1060066 5.03862444 5.36914401 0.32053277 0.1446281 1.77603229 4
11.7179411 5.10297824 5.19808886 0.06699304 0.06580399 1.77594608 4
40.0142051 6.22337698 6.33847425 0.08618003 0.06937911 1.77579469 4

128.6359 5.45989802 6.13768759 0.5954435 0.29510582 1.77560507 4
52.0285087 8.03154714 8.16601901 0.138403 0.01472082 1.77554389 4
6.82274774 4.74054194 4.87422136 0.11790292 0.05242129 1.77545171 4
4.33760628 3.58097895 3.79350796 0.18358319 0.09515673 1.77540525 4
9.70576366 4.88671502 5.0007492 0.09313369 0.06657485 1.77517047 4
4.15175726 3.37050218 2.92029128 0.33767466 0.22036911 -1.7750164 4
6.75750329 2.97794489 3.48375528 0.45077903 0.21201954 1.77494534 4
85.4204176 6.01066381 5.71352596 0.11178427 0.25972973 -1.7746684 4
138.27279 5.18727826 5.71711697 0.10690399 0.41743937 1.77446876 4

7.83813755 6.88237489 6.63805075 0.21527186 0.01023445 -1.7743352 4
139.742548 6.86222413 7.1091016 0.23098078 0.11425805 1.77417612 4
5.07487731 3.61494191 3.42914485 0.08562567 0.16371821 -1.774113 4
23.6267358 4.82354181 5.02445618 0.11194544 0.1486844 1.77404848 4
14.3742936 5.30885965 5.21304817 0.05173312 0.07679829 -1.7738468 4
51.9803426 5.4210194 5.67974984 0.17619126 0.1699776 1.77377365 4
79.0194051 6.34790244 6.14306517 0.11361034 0.174129 -1.7737445 4
2.78468998 2.34002355 1.76320384 0.36098905 0.46914182 -1.7737376 4
7.26571765 4.02182782 4.39377127 0.40851964 0.08748216 1.77367712 4
276.822446 7.02163503 7.27671383 0.15936194 0.18790382 1.77337655 4
3.94243007 3.34981247 2.56147404 0.51433219 0.32977244 -1.7732999 4
9.80320734 5.21565284 5.33615058 0.10848422 0.04655553 1.77329076 4
24.9590493 5.37287667 5.22482506 0.06183303 0.12974254 -1.7732155 4
28.707097 4.56313657 4.06708299 0.17540231 0.44608636 -1.7730925 4

9.41818287 5.59975805 5.48194692 0.10934569 0.03935393 -1.7730696 4
113.513896 7.4181217 7.58857987 0.16687877 0.05718545 1.77297817 4
181.914721 6.73796996 6.97345463 0.14576639 0.16368326 1.77262514 4
56.4691167 5.54167924 5.8116832 0.21340915 0.17484913 1.77248859 4
35.6726775 5.2412222 5.4366603 0.1039962 0.15854145 1.77241828 4
25.3838359 5.33279568 5.11897671 0.1392364 0.15822151 -1.7721615 4
117.687326 6.53368841 6.68898622 0.01619087 0.14035959 1.77202628 4
6.54755405 3.94612867 4.15174101 0.17729851 0.1051105 1.77194 4



13.4371645 5.73988804 5.89515044 0.15011519 0.03669007 1.77188313 4
61.9679948 4.23642533 4.87999686 0.39230088 0.45173088 1.77170434 4
77.9490191 5.86528064 6.20384667 0.31038941 0.16450331 1.7716599 4
662.569123 8.42718171 7.64146305 0.49649944 0.32700037 -1.7716338 4
20.8061206 4.93725323 5.09294632 0.07718886 0.12427298 1.7715531 4
270.446541 7.6899761 7.50714024 0.10340339 0.15285564 -1.7714479 4
17.1248035 4.35131153 4.62817831 0.21766881 0.16204484 1.77110249 4
504.017266 7.46104616 6.94294266 0.21085648 0.54674645 -1.7710468 4
231.35491 7.32449489 7.03736153 0.19573815 0.20450852 -1.7705578 4

63.5204548 3.86431203 4.71392709 0.53160864 0.48274548 1.77044985 4
3.35046244 2.70838707 2.32499136 0.20945575 0.33888337 -1.7702367 4
1.60216328 4.14563812 4.0146217 0.1252688 0.02915264 -1.7702194 4
13.3058463 4.35710037 4.59691318 0.20660223 0.13867594 1.77006196 4
15.9156568 5.48590582 5.19664973 0.24829575 0.08883994 -1.770058 4
223.021915 6.86138399 7.0874671 0.10586602 0.17654439 1.77004409 4
5.7499224 3.76319281 3.47113166 0.23161972 0.17545317 -1.7699978 4

50.2922607 3.9394456 4.76546724 0.79434529 0.39789248 1.7699162 4
41.2747327 5.99464043 6.123001 0.08571173 0.09131815 1.76954792 4
49.2999443 6.14889382 6.25532516 0.0394565 0.09274603 1.76913191 4
2.58787602 2.72245952 2.98579773 0.22576789 0.13236395 1.76889786 4
2.07519095 3.33549896 3.42433392 0.05368883 0.06839865 1.76875522 4
1966.58139 9.03476058 9.29186897 0.16761541 0.18102529 1.76871901 4
5.90234788 4.87308476 4.80846379 0.04172574 0.04780625 -1.7682177 4
8.89403291 4.1693262 4.2972205 0.0182426 0.11682587 1.76815179 4
124.786438 6.36634843 6.57455367 0.09552172 0.16569945 1.7678425 4
5.20192539 3.56610536 3.71647105 0.07310777 0.13015921 1.76777882 4
3.57753413 4.39299274 4.54420433 0.14451273 0.03793574 1.76767234 4
3.57753413 4.39299274 4.54420433 0.14451273 0.03793574 1.76767234 4
13.7887108 4.25499637 3.98835817 0.08836698 0.25497718 -1.7675301 4
9.17067018 3.89713809 4.08669194 0.10009341 0.1475956 1.76723409 4
3.95300017 3.5393997 3.31798063 0.15719234 0.13762123 -1.7670906 4
10.3552015 4.96746674 5.09219979 0.10555037 0.06248961 1.76658784 4

8.763065 4.54591257 4.66186457 0.07789608 0.0813219 1.76645101 4
26.7056958 5.5172643 5.69275767 0.14658479 0.0876959 1.76642703 4
86.3920256 5.68676354 5.93465882 0.05654299 0.24275751 1.7664206 4
6.96185432 4.18984935 4.33424422 0.11208854 0.09182838 1.76632853 4
14.6130038 4.55814915 4.69831113 0.01593322 0.13075939 1.76603435 4
338.858935 7.87519724 8.03492278 0.11340724 0.11033608 1.76560498 4
2.66524899 4.51731544 4.58069281 0.05652804 0.02748042 1.76534793 4
12.3180854 3.95189523 4.16954567 0.08556809 0.1955196 1.76525548 4
128.366192 7.0119169 6.83975012 0.09729573 0.14281669 -1.7652062 4
29.710237 5.89996932 5.4793838 0.33606073 0.12548289 -1.7650041 4

73.9529379 6.04393833 5.58553178 0.31593702 0.25684564 -1.7649338 4
1.02291288 2.0209824 1.686381 0.28211418 0.1843046 -1.7643554 4
437.164759 8.0799596 8.24213033 0.11191434 0.11153469 1.76432364 4
87.3674479 6.85876229 6.66480494 0.14751306 0.10822885 -1.7640538 4
541.91283 8.50662475 8.60923019 0.00695947 0.10131404 1.7637825 4

174.903058 7.95297539 7.76522054 0.17278749 0.07395651 -1.7631022 4



32.5811676 3.43354955 4.37518961 0.86178725 0.36322059 1.76303156 4
12.3800151 5.56277547 5.43947279 0.10461454 0.05435323 -1.7630043 4
6.91420654 3.91511505 4.08907449 0.12302239 0.11717248 1.76288916 4
111.797438 6.11613296 6.48519598 0.33992844 0.16819877 1.76285131 4
3.32191291 2.92965938 3.19084314 0.21047692 0.14092481 1.76282688 4
399.358733 7.33029262 7.55859619 0.05753294 0.19965285 1.76255694 4
261.620407 6.17501828 6.74513899 0.42954255 0.28163979 1.76237663 4
24.5148806 5.0614019 4.86717614 0.05828731 0.17866211 -1.7623402 4
1.88153485 2.7280526 2.4803583 0.1788383 0.15138499 -1.7623374 4
2.92806068 4.00486254 4.25951436 0.24377541 0.04095492 1.76229211 4
9.02572927 3.93359241 4.10589921 0.07488013 0.14663375 1.76225159 4
47.2788361 5.82159452 5.60336324 0.12274364 0.18286783 -1.7618055 4
79.1068938 5.93799495 5.63354733 0.12472459 0.27089313 -1.7616267 4
36.7134485 5.06700524 5.30300543 0.13371329 0.17515667 1.76152895 4
203.634202 7.18396605 6.92654334 0.15214018 0.18939906 -1.7614052 4
460.017866 7.4792194 7.70058392 0.03595881 0.2198617 1.76125377 4
8.30923658 4.17149348 4.00918509 0.06115715 0.14587895 -1.7611312 4
13.1206663 4.22393949 3.94955496 0.11318841 0.26468772 -1.760981 4
180.080521 7.62770781 7.35540165 0.21828159 0.11130632 -1.7609133 4
3.79355157 4.92031313 4.77132323 0.1396884 0.03218506 -1.7609001 4
675.933303 7.61256005 7.89157642 0.06453171 0.23554327 1.76064958 4
182.082082 5.05985718 5.77047257 0.28786846 0.53334906 1.76051111 4
156.330996 6.06440794 6.35465091 0.0454655 0.29186819 1.76041241 4
11.1605926 4.62273362 4.32639593 0.23037397 0.14151228 -1.7603469 4
100.399975 6.40486473 6.20438297 0.02373553 0.20610735 -1.7602123 4
30.7113273 5.4996112 5.6315929 0.06700866 0.11060978 1.76015903 4
455.053164 7.93428259 7.42453582 0.44180791 0.27103383 -1.7600099 4
33.7058482 5.7132465 5.84436269 0.08453887 0.09715781 1.75995899 4
6.13488558 4.61408904 4.75067332 0.12753594 0.05243129 1.75983115 4
1.51690603 1.77285013 -1.4035894 0.97220858 3.94169909 -1.7597576 4
16.7566973 6.31805681 6.25884388 0.04779526 0.0323306 -1.7596921 4
324.458716 6.09192675 6.74570461 0.49326282 0.42012164 1.75958744 4
19.8918052 3.65763718 4.09814007 0.29013357 0.35983721 1.75944747 4
92.4098283 6.27726921 6.44522084 0.0684932 0.14239225 1.75904797 4
31.4655406 5.96988259 6.17257755 0.18554308 0.06512012 1.75899627 4
60.0876395 5.71506375 5.37656584 0.19224755 0.2629599 -1.7585216 4
62.0840108 5.38583724 5.63049561 0.06005561 0.20854028 1.75832887 4
216.461812 6.53003127 6.80758232 0.10712588 0.22420092 1.75818092 4
149.026975 6.02036074 6.3307283 0.13117665 0.2608916 1.75811474 4
4.50431257 4.1231697 4.21350458 0.05789271 0.06757334 1.75806396 4
19.1151513 4.68228694 4.84179175 0.02462967 0.14721852 1.75799731 4
237.403042 5.90078334 6.37512177 0.21197901 0.44085113 1.75784258 4
11.3027248 4.42618207 4.24775798 0.07632742 0.1574632 -1.7578279 4
5.28686119 3.34568398 3.53768345 0.10333213 0.14936896 1.75740988 4
115.957537 7.33768452 7.23618479 0.05551863 0.08391997 -1.7573848 4
168.53979 7.60989457 7.69579436 0.03401503 0.07805781 1.75720857 4

85.7838623 5.39244024 5.70058297 0.04610836 0.29514978 1.7571003 4
26.7931966 5.6496215 5.479093 0.12777377 0.10827921 -1.7569605 4



82.7734457 6.80374782 6.65339993 0.10176205 0.1098597 -1.7564609 4
211.150973 4.58279372 5.96726385 1.14083638 0.54434667 1.75644355 4
213.743329 7.17727562 7.33004234 0.0468261 0.14403659 1.75639239 4
32.2348934 4.80621905 5.02968012 0.00901426 0.19855743 1.75610984 4
122.598831 8.2535501 8.19390799 0.04844749 0.03393178 -1.7561021 4
176.094376 6.54087457 6.83817787 0.23723649 0.18652927 1.75604794 4
3.16811118 4.24582137 4.43799192 0.19005137 0.03719713 1.75602798 4
21.2261446 5.05368326 5.18655756 0.05150049 0.12210756 1.75572372 4
48.180243 4.60615069 5.0204895 0.25448805 0.3330036 1.75546365 4
8.5636565 4.26978893 4.04990842 0.15230195 0.14440018 -1.7552423 4

187.965107 7.62201237 7.46336384 0.11651799 0.10553854 -1.7546183 4
66.3386682 6.38873461 6.11329403 0.23189819 0.1483881 -1.7545758 4
5.09177949 4.28646741 3.98795787 0.25302277 0.09535439 -1.7541657 4
4.05938686 4.41508584 4.48621813 0.05338591 0.04561816 1.75395087 4
36.1306634 5.45299558 5.62727383 0.109856 0.13280058 1.75376275 4
49.3364836 5.23551449 5.52808218 0.20831134 0.18928238 1.75372824 4
18.4277781 5.22815268 4.7642268 0.35954258 0.15194851 -1.7537126 4
189.844988 7.22493578 7.38321654 0.10371772 0.11436884 1.75334109 4
147.987949 6.00778077 6.33855365 0.17382746 0.25674621 1.75313143 4
6.49665736 4.36898233 4.23974329 0.08738809 0.09555779 -1.7530955 4
6.50001333 4.24598848 4.48449036 0.24630476 0.07188495 1.75297778 4
4.97439806 4.26325119 3.96498273 0.25312148 0.09532558 -1.7527051 4
209.522917 6.99675801 7.27871534 0.23529602 0.15058002 1.75262222 4
45.6843248 5.02079262 5.31484659 0.18262941 0.23900882 1.75251275 4
4.71956563 4.0737316 3.98307946 0.02306652 0.08606326 -1.7521567 4
4.71956563 4.0737316 3.98307946 0.02306652 0.08606326 -1.7521567 4
14.5726009 4.73902351 4.56941706 0.07790193 0.14734087 -1.7517947 4
19.9848157 4.82970833 4.98138918 0.05160482 0.1327403 1.75154259 4
10.4102146 4.77125049 4.66734558 0.03640581 0.09534739 -1.7515197 4
10.547399 4.55522862 4.67057489 0.05439149 0.0974489 1.75149531 4

22.2465181 5.19355442 5.38450527 0.15535188 0.1042642 1.75142972 4
85.5563321 5.91837631 5.57345363 0.14705608 0.30276446 -1.7514215 4
10.2725672 4.80594157 4.95331326 0.12410171 0.07137147 1.75140722 4
174.697233 7.43273229 7.25380762 0.12197287 0.1231331 -1.7513441 4
67.4621954 5.26852941 5.70160561 0.36932521 0.21915411 1.75109507 4
4.25238373 4.10372852 3.87222375 0.1983972 0.08776078 -1.7506892 4
137.879164 6.59636964 6.78444019 0.09781837 0.15169499 1.75054498 4
6.09744303 5.33685426 5.42808386 0.08686494 0.02657175 1.75011108 4
4.84207726 4.1951683 4.1072548 0.03737926 0.07965508 -1.7499287 4
6.66418774 2.17947506 2.73386925 0.29641177 0.46204967 1.7498298 4
7.36905045 3.93374972 4.09389324 0.10024656 0.12618157 1.74981745 4
21.3843471 5.09026274 4.89795257 0.10492677 0.15641068 -1.7497387 4
21.989193 5.10129036 5.23289794 0.05087792 0.11344538 1.7488423 4

167.381967 6.07374747 6.4346566 0.22292555 0.27662693 1.74837601 4
205.574049 7.37777945 7.52099126 0.0885141 0.11288103 1.74818405 4
41.3389598 4.53210459 6.05836207 1.386865 0.0961333 1.74802497 4
1143.27127 8.09003744 8.37623161 0.05427001 0.24364562 1.7479938 4
67.201506 7.08967649 6.94787478 0.12404212 0.06370682 -1.7479833 4



21.715683 4.86023379 4.63641017 0.08712371 0.19786805 -1.7475719 4
6.85157071 4.14529987 4.26755999 0.07372486 0.09698765 1.74707666 4
44.1643406 6.31432441 6.4235736 0.08267805 0.07107547 1.74678489 4
26.5042109 4.4328492 4.69761754 0.07593147 0.24557666 1.74667016 4
14.2692423 4.69621649 4.81925477 0.03213019 0.11145905 1.74658797 4
74.0421671 6.59754098 5.47776471 0.64078589 0.32018107 -1.7461272 4
22.6498168 4.76264531 4.94616795 0.07695864 0.15716197 1.74611551 4
211.484214 6.96783571 7.19516115 0.15435517 0.162054 1.7460674 4
1.2782439 2.29025033 3.1864254 1.16660312 0.05356514 1.74591387 4

16.2888162 4.37243071 4.57159126 0.09697619 0.1617128 1.74587685 4
3.96081529 3.63719785 3.23965104 0.31480721 0.14973818 -1.7458209 4
10.4929025 4.66240698 4.77751469 0.07188217 0.08986809 1.74571392 4
508.825468 5.96887249 6.75694874 0.43226748 0.55541084 1.74560105 4
137.379265 5.32283118 5.81499867 0.21875473 0.39439583 1.74536559 4
495.342768 8.30845776 8.45300582 0.09459458 0.10773527 1.74531264 4
3.08963477 3.52226338 3.29452706 0.18369691 0.11110008 -1.7450202 4
12.1029009 4.28545475 4.43611376 0.02610194 0.13785168 1.74492086 4
3.48342164 3.36685368 3.48238609 0.03663067 0.11003525 1.74489679 4
5.11950874 6.06447663 6.15258754 0.08678113 0.01092088 1.74483063 4
20.8926022 5.33286257 5.44735061 0.06707226 0.08795332 1.74417823 4
17.2623384 4.0913821 3.52019382 0.34037959 0.4622482 -1.7440106 4
23.5051142 5.32507882 5.43669852 0.03873888 0.10463674 1.74386816 4
172.687755 7.03687674 6.6664791 0.31297385 0.22545365 -1.7435519 4
22.3845045 5.99184836 6.10939408 0.10436736 0.04995854 1.74335174 4
511.749505 7.73597536 7.94406285 0.08561317 0.1753582 1.74328185 4
110.248923 6.40689688 6.17684743 0.05768506 0.23378487 -1.7432469 4
382.967717 7.89537498 8.08158784 0.14743294 0.11655528 1.74320068 4
30.7108449 5.69681558 6.03789222 0.36611577 0.07324439 1.74289708 4
7.70107014 3.63778066 3.29615395 0.18584214 0.30756388 -1.7428291 4
13.142063 5.26266962 3.86948543 0.81484015 0.29231709 -1.7424657 4

12.4893861 4.63773813 4.46015818 0.10707383 0.14908026 -1.742243 4
9.71169906 5.0474191 5.20425218 0.147198 0.05416256 1.74208851 4
16.5371696 4.2139046 3.89436437 0.04233836 0.31051747 -1.7419054 4
350.54885 6.50101734 6.9625297 0.30238709 0.36224442 1.74125201 4

6.62369055 3.60588751 3.77793772 0.07262199 0.15805777 1.74114308 4
21.9819702 4.21518296 4.47678062 0.02634311 0.261548 1.74106027 4
223.083875 7.54175601 7.26857145 0.20266637 0.15307921 -1.7410121 4
15.0752188 5.33176453 5.42500825 0.06378162 0.06763394 1.74095224 4
22.5436701 4.39212813 4.68582725 0.20744458 0.21600435 1.74091972 4
6.61268927 4.57626627 4.45962976 0.0877488 0.07611146 -1.7408848 4
470.456231 6.95650608 7.2998206 0.0919238 0.3455295 1.74077727 4
112.262832 5.34570672 5.76432584 0.16580359 0.31924621 1.74058914 4
161.008226 5.28849082 5.84001704 0.17483672 0.42831812 1.74016351 4
105.700111 6.64035324 6.39272367 0.168297 0.17303506 -1.7400668 4
7.24083558 3.46403516 3.75816211 0.255368 0.16072663 1.74002431 4
14.3966805 4.65857051 4.79199653 0.05343642 0.12097864 1.73997072 4
72.8014658 6.63279208 6.50903566 0.05996582 0.10923671 -1.7399592 4
128.899152 6.35467885 6.06662837 0.05168564 0.27897338 -1.7395557 4



13.159756 5.58940651 3.73584978 0.81504857 0.32570817 -1.7392971 4
153.439499 8.00059534 7.89990102 0.08273826 0.05596053 -1.7391033 4
6.30181593 4.44240553 4.52191844 0.03854363 0.06748303 1.7390978 4
113.139696 6.55011357 6.72166861 0.10109861 0.13140603 1.73899962 4
1494.79218 8.78693835 9.01069964 0.1242227 0.17991181 1.73857084 4
388.425638 9.21296673 9.28786304 0.06486182 0.03586236 1.73837095 4
280.869481 6.42369048 6.80102248 0.17629866 0.30109232 1.7378705 4
62.1521644 4.45129718 4.95421743 0.1232785 0.38962576 1.73773813 4
19.7032419 5.16780124 5.27190726 0.01379705 0.10169742 1.73772185 4
24.5348283 4.83473967 5.08673384 0.1960888 0.14631031 1.73761304 4
16.4527038 3.66387204 4.12159889 0.35636334 0.2610943 1.73752498 4
216.71576 6.729314 6.95135798 0.05049806 0.19828223 1.73727015 4

1051.00399 8.49766848 8.70588225 0.10861247 0.1790645 1.73721708 4
585.478279 8.52808603 8.64722845 0.05681492 0.10398725 1.73721009 4
216.045176 6.90496617 7.2335143 0.29335132 0.14983426 1.7371531 4
54.8132083 5.65546007 5.37180425 0.13531444 0.23622995 -1.7367417 4
22.5707703 5.18867596 5.30591662 0.02577353 0.11233882 1.73670087 4
36.4006743 5.29598151 5.0404425 0.10788377 0.24749966 -1.7364166 4
3.34667329 4.2182561 4.08926119 0.1103992 0.05684687 -1.7362303 4
3.34667329 4.2182561 4.08926119 0.1103992 0.05684687 -1.7362303 4
23.6377332 5.05416492 4.82731652 0.12672694 0.17977761 -1.7361714 4
9.89315256 4.32460729 4.46195474 0.07490046 0.11646164 1.735916 4
1.22364196 2.47413779 2.25319522 0.18560322 0.12739344 -1.7357241 4
24.496117 4.54967654 4.84227106 0.20991488 0.18552297 1.73562038 4

446.291582 6.27507437 6.87348983 0.28846682 0.40436948 1.73554674 4
22.6016877 4.35050902 4.62828132 0.15978534 0.21787754 1.73552572 4
3.56117374 2.92576099 2.4861459 0.31320261 0.31663154 -1.7353083 4
99.0132126 8.62942432 8.6693924 0.03659187 0.01707855 1.73526412 4
20.4540074 5.49195736 5.77073763 0.2813372 0.06269124 1.73519548 4
13.1650899 4.5608366 4.39233755 0.05514431 0.15993628 -1.7350044 4
123.460652 6.7129504 6.85058586 0.0314563 0.12736236 1.73492196 4
170.059773 7.46527682 7.2794335 0.135847 0.11757147 -1.734881 4
6.41668621 3.78707646 3.55320353 0.1435899 0.19332604 -1.7344729 4
2.79706623 1.69266785 2.32059673 0.61881036 0.27532098 1.73433154 4
5.7796222 3.81919218 3.4882574 0.29158991 0.18536774 -1.7342141 4
17.647021 4.66592248 4.88158626 0.16265631 0.12990384 1.73415707 4
133.84681 5.98198846 6.26566931 0.109854 0.26751769 1.73386497 4
5.5323629 4.35040718 4.50141611 0.13850246 0.06146705 1.7337622 4

3.50272007 3.31127048 3.49342109 0.15008639 0.10485734 1.73350217 4
27.2488614 5.28699384 5.47383068 0.14377068 0.11344035 1.73342895 4
46.3827118 5.85172423 6.04644616 0.1681367 0.11017821 1.73312883 4
151.666505 7.48145098 7.38113441 0.0372531 0.09191954 -1.7330479 4
75.2854029 5.85121566 5.57658145 0.04062639 0.28275325 -1.7327406 4
6.2022615 3.75959679 3.90410085 0.06953783 0.12677817 1.73250214 4

160.633692 6.20030681 6.52843826 0.23729132 0.23067632 1.73246763 4
5.91353285 2.30116705 2.96385268 0.68338283 0.31689358 1.7324108 4
250.599341 6.05282054 6.50073954 0.1797696 0.34342447 1.73239256 4
57.3830868 6.23966945 6.39646586 0.12414687 0.09534016 1.73226194 4



5.84490998 4.57824757 4.65746217 0.05736448 0.05590891 1.73224777 4
17.992019 4.55601772 4.79640638 0.18169301 0.14765578 1.73213034 4

14.4539764 4.69248828 4.42829266 0.18578395 0.16398714 -1.7319737 4
9.83224478 4.55872258 4.43916383 0.03594135 0.11704623 -1.7319344 4
11.2403793 4.33305552 3.56873351 0.81353718 0.3447235 -1.7318537 4
15.3124336 5.18968467 4.73519874 0.39684935 0.13835448 -1.7317087 4

30.94614 5.18212997 5.34455848 0.05942363 0.14331267 1.73166287 4
14.0764562 4.19830385 3.93449912 0.03904452 0.25420064 -1.7316508 4
26.0585575 5.47954859 5.59193493 0.05466477 0.09842707 1.7316387 4
11.3357773 5.36517931 5.67087235 0.29802239 0.03910324 1.73159935 4
8.15749182 3.17468466 3.44915114 0.03267658 0.24273995 1.73119628 4
59.2746938 5.09115432 5.42488836 0.19266811 0.24228626 1.73114772 4
3.03968085 2.70969029 2.31934193 0.24253974 0.28756545 -1.7311283 4
209.872386 7.03730619 6.6973969 0.2133264 0.23995411 -1.7309033 4
271.068567 6.02241544 6.49000256 0.12738241 0.36703213 1.73087237 4
172.25919 6.75975315 6.48265116 0.11707987 0.24864472 -1.7307651 4

0.79759942 0.4226813 1.3620431 1.16939503 0.19239211 1.73071231 4
16.4781376 4.27435769 4.50548512 0.14046056 0.19148284 1.73062754 4
8.16703401 3.72326998 3.9173596 0.10037546 0.16993331 1.73038556 4
8.16703401 3.72326998 3.9173596 0.10037546 0.16993331 1.73038556 4
204.949969 7.21450277 6.99863212 0.11653639 0.19431393 -1.7303315 4
2.00119569 3.89484732 4.01239932 0.11436038 0.03627879 1.73011974 4
4.51975557 2.79844478 3.14147297 0.30932782 0.19338548 1.72958146 4
169.386643 6.69638798 6.88462411 0.05950447 0.16600822 1.72949479 4
2.05798875 2.6636405 3.0117024 0.35719384 0.10119534 1.7290911 4
19.9609022 4.44269787 4.90181737 0.49588354 0.14435973 1.72894785 4
9.49543743 3.43261928 3.8121021 0.31637205 0.20695442 1.72806142 4
8.60300894 -4.1954747 -0.2438159 2.84981363 4.79637487 1.72794705 4
127.101764 6.59106112 6.75772509 0.07133458 0.14163832 1.72789954 4
7.3295019 3.82187337 3.62453688 0.05921296 0.18869671 -1.7278027 4

205.771368 6.66325916 6.93820576 0.18206084 0.20773044 1.72762927 4
98.8859301 7.12972296 6.8730393 0.22718674 0.10179761 -1.7273503 4
23.9898405 6.65518049 5.8800426 0.54840581 0.06833454 -1.7271715 4
162.665792 7.17228676 7.33343514 0.11915493 0.10647508 1.72711741 4
69.2294413 5.18797451 5.51224608 0.14602053 0.28494805 1.72709714 4
10.6973667 4.39948067 3.96031853 0.32672005 0.19546196 -1.7270506 4
1124.66014 8.9604327 8.73181636 0.14228702 0.19022762 -1.7264768 4
52.6187857 7.40177868 7.33561227 0.05737146 0.03413195 -1.7264152 4
487.422364 7.47271326 7.73114594 0.13494621 0.21925334 1.72640389 4
52.6216579 5.63506756 5.81300907 0.07728578 0.16432506 1.72635084 4
84.9729349 5.14160494 5.65477047 0.41235827 0.32148263 1.7262164 4
199.299035 6.94645497 6.52472775 0.31682141 0.31612844 -1.7261492 4
62.7192944 5.99291407 6.20843821 0.17258815 0.13079025 1.72576537 4
204.01315 7.84395872 8.04790591 0.20477608 0.06429928 1.72569433 4

6.55849886 3.80169583 3.96335712 0.10458408 0.12154832 1.72560319 4
7.23942896 3.69695091 3.34502889 0.22225428 0.27345202 -1.725427 4
125.742846 7.29117017 7.39590094 0.07068219 0.0782687 1.72540168 4
1.53238216 3.92216047 4.13670391 0.22194832 0.02431969 1.72528329 4



37.5510177 5.12121012 4.77219044 0.15849069 0.33868134 -1.7251395 4
609.268567 8.23434745 8.41911833 0.13064299 0.13648088 1.725132 4
8.58384543 3.29447876 2.7591909 0.21281529 0.47337012 -1.7251197 4
0.58444139 1.63205047 -0.6086079 0.84994041 1.20427788 -1.7250507 4
80.3597427 6.24514425 6.54236075 0.30404871 0.11622905 1.72462308 4
6.50129317 0.87237643 2.30158925 1.34199121 0.55945465 1.72451215 4
8.23388028 1.88253913 2.63157352 0.49461559 0.66259593 1.72442882 4
11.8343203 5.84032244 5.78003149 0.04770178 0.03653345 -1.7242004 4
4.97256587 5.36659881 5.26182787 0.10222458 0.02580835 -1.7237642 4
41.7491095 4.86616921 5.20949678 0.26763558 0.22038098 1.7237147 4
242.046033 6.37116099 6.71216254 0.14144811 0.27637551 1.7236032 4
10.2687051 4.66623872 4.29476299 0.29591353 0.14496834 -1.723494 4
21.9545118 5.75083873 4.14348537 0.90348118 0.31719371 -1.7234132 4
15.3964546 4.73988143 4.04896941 0.4944954 0.24807923 -1.7233268 4
35.2068332 6.91725357 6.77234511 0.14147151 0.03992291 -1.7232255 4
448.013457 7.31644792 7.58368938 0.12883338 0.22981332 1.72322011 4
242.904113 7.38863841 6.60532652 0.50883241 0.32992067 -1.7231463 4
677.472423 8.02704132 8.29097695 0.21312139 0.16896709 1.72312054 4
9.53354837 4.2017732 4.02754206 0.05831789 0.16583234 -1.722565 4
220.370361 8.85392732 8.76718181 0.0797659 0.03407001 -1.722255 4
9.07078297 5.22895366 5.28838347 0.03862415 0.0459947 1.72209539 4
104.443283 6.68596435 6.46063886 0.15464773 0.17049032 -1.7217312 4
54.9705012 6.2505263 6.41601532 0.14063265 0.09213454 1.7211853 4
261.947546 7.41569587 7.66552252 0.22610874 0.11925007 1.72085481 4
34.964944 5.30021809 5.08835858 0.04854306 0.20405994 -1.720702 4

335.224228 7.56667852 7.89176224 0.30916165 0.12119953 1.72068943 4
46.529099 5.82922318 5.95812615 0.04373458 0.12297584 1.72048542 4

183.759906 7.38663596 7.23711098 0.07693425 0.12813577 -1.7204848 4
87.8428767 5.45993684 5.75392521 0.03591832 0.25980155 1.72040664 4
349.177966 8.13297089 7.56191865 0.43487276 0.19052098 -1.7203639 4
715.555273 6.85432313 7.60666838 0.60528251 0.3202023 1.72017689 4
81.5044643 6.89435304 6.72209626 0.13877654 0.09604689 -1.7200707 4
55.2337959 6.13995136 5.87800187 0.19606805 0.15577228 -1.7199649 4
26.514094 4.22930862 4.56910364 0.18930261 0.25352965 1.7197975 4

12.4943091 4.8614702 4.56651843 0.24176405 0.13435612 -1.7197581 4
249.993521 6.79583552 7.06582174 0.16009312 0.22025132 1.7197149 4
113.834379 6.39990699 6.6240574 0.17372274 0.15237291 1.71927492 4
30.8078292 5.41728656 5.55577647 0.07033593 0.11515329 1.71920628 4
27.4679723 5.42315189 5.28487585 0.02808247 0.14408576 -1.7190141 4
151.025132 6.21946168 6.54335445 0.25956841 0.22831082 1.71878825 4
316.774425 6.46799622 6.88635831 0.24317086 0.31116842 1.71799086 4
4.25161176 4.50663368 4.66475695 0.15643503 0.03967653 1.71769939 4
187.490831 6.67131967 6.34342634 0.09930842 0.35320309 -1.7176869 4
49.4100145 5.69433703 5.8607902 0.08495483 0.13539224 1.7173205 4
5.93468766 2.66352416 1.94869847 0.08199622 0.7409261 -1.7172498 4
10.539701 3.13354567 3.52236487 0.21665495 0.29781337 1.71723448 4

1.74687455 1.56429581 2.17277101 0.59508368 0.19035423 1.71695899 4
189.736439 7.50656854 7.61393902 0.05203155 0.09550861 1.71684302 4



122.198437 8.45012735 7.17995317 0.75332385 0.09417196 -1.7167985 4
132.418842 6.43212578 6.65575427 0.14151152 0.16800988 1.71641141 4
108.556148 6.75636986 6.99844954 0.23365346 0.10134269 1.71639149 4
31.2307017 6.65420041 4.51407712 0.88131072 0.32616684 -1.7161465 4
11.2194768 4.56908347 4.42461256 0.06204118 0.13851773 -1.7155371 4
208.226558 7.21645818 7.00911497 0.1009796 0.18705111 -1.7153981 4
26.5825308 4.11943851 4.53413047 0.31135283 0.26441359 1.71520503 4
330.822157 7.38004418 7.12856176 0.02698307 0.24688378 -1.715178 4
110.708922 8.162792 7.99066397 0.15949288 0.03713747 -1.7151765 4
2.40053764 1.99795183 1.17359904 0.42145792 0.60005268 -1.7151162 4
11.1817384 5.50359403 5.28221196 0.19587159 0.05649042 -1.7150842 4
1.11251801 1.12784439 1.74537578 0.65712311 0.20443748 1.7149425 4
96.0672939 9.14665021 6.01705722 2.4277682 0.24952593 -1.714886 4
276.649737 7.34901637 7.50396345 0.00897542 0.14998661 1.71488064 4
12.0623101 4.71475917 4.58470438 0.05110552 0.1213597 -1.714846 4
109.745736 6.02210212 5.54911888 0.24859078 0.45347759 -1.7148031 4
217.927551 6.88273315 6.58719648 0.08389658 0.2900641 -1.7147269 4
94.4003836 6.18525854 6.4226962 0.18772484 0.15703893 1.71460652 4
14.188797 4.74151056 4.8714533 0.07139318 0.10621277 1.7143763 4

48.5565683 4.86197899 5.17874885 0.14954477 0.29273012 1.71428283 4
121.318517 5.52539356 5.89145678 0.13336399 0.36559776 1.71426643 4
284.195518 5.65280706 6.84811564 1.07900037 0.27597151 1.71416352 4
13.8588785 3.96875473 3.61553136 0.04148307 0.40304816 -1.7131391 4
49.0714928 4.70016181 5.07523317 0.20451788 0.28027725 1.71301911 4
3.36801163 4.07188826 3.91177457 0.13796253 0.06773954 -1.7128765 4
48.2501853 4.57898621 5.09434273 0.473404 0.32011339 1.7127885 4
198.718261 7.36930911 7.21234034 0.06531377 0.15250152 -1.7127689 4
24.9164673 4.42741382 4.7223179 0.20129204 0.21249523 1.7124744 4
1.09650925 0.71568095 -3.588854 0.81847862 3.67038954 -1.7124653 4
128.758562 7.01844661 6.85446672 0.09602625 0.13278034 -1.7124255 4

80.88967 5.31027732 5.68716684 0.24988703 0.2528347 1.7123997 4
2.22997149 3.05408843 2.39071923 0.48323682 0.21386651 -1.7119605 4
127.133223 6.72246014 6.00526596 0.58391215 0.33339833 -1.7119472 4
18.1165662 4.86370635 4.98920905 0.01966256 0.1277404 1.71173001 4
25.5409145 4.56654154 4.19992364 0.09905235 0.36026182 -1.711647 4
651.872087 8.54918187 8.39763419 0.05399398 0.1474203 -1.7114137 4
1.29091331 2.83618796 2.96068521 0.10703548 0.0669631 1.71135428 4
145.025607 7.05880969 6.88902589 0.0898253 0.14217431 -1.7112836 4
18.8925943 6.35991416 6.23662225 0.1130103 0.03699659 -1.7111627 4
74.4917955 6.99025751 7.20314245 0.22493155 0.05495911 1.71104032 4
8.43449208 3.95926538 3.71309518 0.13946775 0.20110661 -1.7107148 4
13.2082686 4.70570835 4.8245739 0.05436924 0.10670202 1.71067098 4
88.2143087 7.71396822 7.87957804 0.16240661 0.03354949 1.7104635 4
6.71211391 4.20929892 4.3888965 0.16936707 0.08532425 1.71041738 4
20.2604796 4.3033407 4.59124015 0.20985839 0.21332856 1.7102287 4
20.2604796 4.3033407 4.59124015 0.20985839 0.21332856 1.7102287 4
6.72137066 4.20940994 4.38903329 0.16936683 0.08543208 1.71011225 4
326.42005 6.44445518 6.82917175 0.09895194 0.32808153 1.7100374 4



611.072473 7.9957895 7.31807295 0.54122868 0.43926817 -1.710012 4
27.6016998 5.88098557 6.12349608 0.23496588 0.05974825 1.70997123 4
15.3783449 4.0221738 3.64205182 0.0506115 0.43384061 -1.7095939 4
10.8804329 5.68533898 5.56376389 0.11756118 0.04203868 -1.7094887 4
4.63062694 3.44008249 3.61376999 0.11979617 0.12474114 1.70933289 4
59.0449266 5.35749114 5.81006816 0.48570114 0.18544793 1.70925986 4
2.50414913 3.32925024 3.18161823 0.10957973 0.10706836 -1.7091989 4
18.4274987 5.38812474 5.49324186 0.07540898 0.07510962 1.7089216 4
34.3213861 6.19391747 6.03918398 0.12648893 0.08005669 -1.7089157 4
113.086477 7.23371775 7.35746792 0.10565034 0.07362441 1.70889975 4
84.764639 5.00833301 5.45418604 0.26255067 0.37676732 1.70876169 4

22.0918398 5.40542474 5.27370586 0.07337283 0.11142376 -1.7085469 4
7.9659323 4.24342926 3.85390034 0.31367983 0.16417155 -1.7079983 4

12.6033781 3.94727391 3.60851718 0.10107835 0.36252053 -1.7079077 4
485.476173 7.65872327 7.36512658 0.03673254 0.33367025 -1.7078308 4
38.0676531 5.57683653 5.37165121 0.11100224 0.18529155 -1.7077741 4
58.2374233 5.54730521 5.75233771 0.08840576 0.19334515 1.70743609 4
13.6704533 5.08748066 4.91831617 0.13748463 0.10121239 -1.7072859 4
89.4152055 5.42182954 5.83180608 0.31713259 0.24669512 1.7069676 4
5.02976416 4.43303984 4.49890673 0.03636975 0.05593886 1.70695395 4
23.5724451 4.01910331 4.36722903 0.165645 0.28097887 1.70664038 4
122.577608 6.48151443 7.0744682 0.73249119 0.10250074 1.70663753 4
8.86575318 5.59056254 5.63591335 0.03334594 0.03146953 1.70640994 4
57.0264632 6.12248761 5.80517467 0.26602815 0.16534354 -1.7062518 4
3.28753893 3.88056637 4.01767948 0.13025256 0.05930227 1.70602718 4
4.34645838 5.77403921 3.68719909 1.68097377 0.11225078 -1.7060123 4
87.3255264 7.68976873 7.62881724 0.04455537 0.0420652 -1.7056858 4
39.6389426 4.39181165 4.82629372 0.30669912 0.2920169 1.70559784 4
121.282452 5.98002405 5.2643804 0.36708638 0.53949848 -1.705371 4
62.8570367 3.89699781 4.61728289 0.13302756 0.53548527 1.70510064 4
169.773858 6.75914745 6.48789938 0.11924969 0.25935098 -1.7049277 4
9.0513006 4.04010406 3.75783577 0.20372596 0.20224802 -1.7047951 4

43.4161703 5.42078079 5.59688821 0.07007808 0.15530951 1.70442106 4
18.6066346 4.712459 4.49079436 0.09307109 0.21773991 -1.7043449 4
38.1424255 5.5216852 5.65816199 0.02709667 0.12878486 1.70404544 4
133.63289 6.09494963 6.40865582 0.22806216 0.21238324 1.70392996 4

102.345772 7.01401954 7.12994743 0.08619684 0.080202 1.70391379 4
127.304444 7.98293758 7.86587624 0.10601391 0.04827877 -1.7037285 4
87.1428511 6.30086645 6.07109693 0.12082618 0.21043961 -1.7034367 4
27.0524043 4.85979289 5.03790313 0.01179262 0.16889369 1.70326955 4
8.4377712 3.60307262 3.90136071 0.24666569 0.17807 1.7031925 4

35.9278576 6.01929285 5.85985151 0.12321275 0.10304103 -1.703126 4
131.421583 7.38144665 7.51165312 0.11587496 0.07036704 1.70296877 4
27.0367343 5.25962938 4.91660142 0.27453697 0.20660231 -1.7026547 4
526.417012 6.97163276 7.33390168 0.02243901 0.31128664 1.70243965 4
19.1202251 4.44335547 3.99580474 0.27745951 0.34912034 -1.702234 4
67.1740017 7.54816432 7.72251955 0.18493329 0.02998257 1.70195496 4
6.69555265 3.46650344 3.65389242 0.07164287 0.1772217 1.70195204 4



104.594995 6.48020686 6.67451044 0.15340325 0.13212995 1.70181092 4
675.005688 7.97524772 8.16915269 0.02324802 0.19707538 1.70168668 4
94.0323869 6.22691627 6.39646731 0.06346351 0.14974533 1.70152091 4
2.68736542 5.54911176 2.94780475 1.64878196 0.13536937 -1.7014499 4
14.8178928 5.07284257 5.21905609 0.12341668 0.07835161 1.70141415 4
12.8465804 4.04160422 4.27831516 0.16296145 0.17574224 1.7011359 4
0.63068044 3.54217613 3.60596931 0.06376149 0.0170643 1.70084432 4
10.4466788 6.29119046 5.07065281 0.73788929 0.06656229 -1.7004406 4
26.3165081 4.92129458 4.54376108 0.24519359 0.25815577 -1.7004191 4
1.3310661 1.39994156 0.9015785 0.01894376 0.61546478 -1.7003726 4

183.557693 7.59983546 7.72064414 0.0929825 0.08314099 1.70035892 4
14.2734099 4.12591697 4.35193933 0.13107594 0.18399032 1.700153 4
2.47287817 3.32904633 3.09697576 0.19173043 0.11498227 -1.7001282 4
17.923412 4.44751055 4.6588813 0.12408827 0.16672896 1.70003264 4

4.68669803 3.65693968 3.51953436 0.03261442 0.14107653 -1.6996513 4
7.2191681 4.58524859 4.39743301 0.15960239 0.09062248 -1.6994398 4

115.234513 7.32789111 7.16989834 0.13265285 0.08836278 -1.6990795 4
130.762947 6.86903473 6.64832189 0.15573574 0.17206753 -1.6986756 4
101.586852 7.15737137 7.233426 0.02298602 0.0738804 1.69798528 4
7.52372591 3.91329714 3.55997013 0.25840341 0.20192417 -1.6977831 4
88.2746257 7.0946265 6.9728122 0.09387522 0.08076086 -1.6975018 4
14.6911966 4.56624746 4.71981239 0.0838205 0.12733315 1.69717088 4
96.9348187 6.32442958 5.73784066 0.41453358 0.28530327 -1.6970571 4
227.585354 7.23695444 6.93173962 0.20741145 0.20823346 -1.6969821 4
239.51527 6.49239325 6.91235522 0.39281325 0.22555338 1.69696384 4

69.1692486 4.63698544 5.1755867 0.35337557 0.35560095 1.69651938 4
252.818747 7.16849102 6.88927289 0.13893168 0.23943666 -1.6962306 4

8.726445 3.01093928 3.34237372 0.09368068 0.29366312 1.69606748 4
6.42048374 4.30006686 4.41153708 0.08202723 0.07852903 1.69529547 4
53.9938443 6.10554716 5.90899696 0.13293229 0.14190885 -1.6950677 4
155.605742 7.21422284 7.32703121 0.0500705 0.1001684 1.6949654 4
334.750844 7.77396937 7.92315938 0.09279617 0.12436774 1.694866 4
35.9024715 5.36036123 4.94613603 0.35588197 0.23881229 -1.6947722 4
3.85531096 3.52593432 3.24486445 0.24915644 0.14381145 -1.694564 4
4.62378414 3.96085913 4.09752569 0.11424315 0.07540676 1.69452232 4
12.8840754 5.8208178 5.74353626 0.06803501 0.04173043 -1.6943116 4
7.45934822 4.17501691 3.97481209 0.15285218 0.138944 -1.6942586 4
0.98872616 3.81144895 3.6377565 0.16585437 0.02615011 -1.6941574 4
48.9269109 4.99310149 4.49728921 0.03390272 0.58211002 -1.6941263 4
516.307115 8.21636727 8.39584445 0.14521538 0.12033657 1.69383216 4
252.557026 7.76334429 7.63357861 0.05481833 0.12421764 -1.6937861 4
80.7674184 5.72270252 5.94304763 0.0512858 0.20362017 1.69373245 4
176.505554 7.46942083 7.33597177 0.07404114 0.11127485 -1.6935079 4
85.5115867 5.75689526 6.00679072 0.14158783 0.209326 1.69341605 4
49.1371607 5.99499619 6.13344137 0.09337881 0.10617588 1.69341141 4
275.297101 7.89944342 8.01761545 0.0778838 0.09228435 1.69335869 4
170.170589 6.91268 6.69274793 0.09502925 0.20832202 -1.6933571 4
1.63871827 5.16235809 5.26730863 0.10628006 0.00844493 1.69328495 4



111.926776 6.47142951 6.65444138 0.11942382 0.14515219 1.69319888 4
159.940279 6.40781517 6.62799749 0.05881923 0.21557177 1.69302852 4
48.8704699 5.4751311 5.69571669 0.14853912 0.17192586 1.69270452 4
98.7869328 5.11644977 5.63847767 0.41175642 0.34010351 1.69266638 4
27.0828557 4.7734774 4.97603356 0.07801622 0.17691328 1.69255034 4
20.7907316 4.38262078 4.60569823 0.07865689 0.20350539 1.69250224 4
204.399122 5.85008599 6.97951529 1.11812462 0.18366421 1.69245459 4
21.3429993 5.07445199 5.20074865 0.05048526 0.12124629 1.69238405 4
391.237698 7.49788485 7.20056743 0.11226658 0.31580387 -1.6922201 4
0.91784946 1.95071913 1.53562628 0.36255155 0.18652138 -1.6920748 4
13.4772021 4.48578413 4.6476194 0.10452476 0.12670111 1.69183392 4
25.5370659 5.3904761 5.5803458 0.17927216 0.0954455 1.69179431 4
17.9100492 5.63778491 5.73391289 0.0813899 0.05854725 1.69138371 4
33.0313671 5.5108509 5.65089633 0.08085843 0.11812815 1.69112269 4

28.27193 4.64454151 4.87226845 0.06973388 0.22142542 1.6909204 4
15.0436878 4.93315396 5.03826033 0.04203479 0.09493289 1.69066214 4
673.604526 7.24919869 7.64889336 0.25908803 0.34580678 1.69056787 4

295.8903 8.57700403 8.43978255 0.12027012 0.06466694 -1.6905038 4
39.9768494 4.64813813 4.9451655 0.05942083 0.26889494 1.69030813 4
4.63351921 3.84301618 3.97153137 0.09989717 0.08938314 1.69026956 4
13.4701971 4.71309665 4.83731863 0.06794812 0.11002627 1.68999781 4
20.9029344 5.16926069 4.9871127 0.12422497 0.146245 -1.6898903 4
215.001083 6.94273763 6.35876463 0.46418378 0.33908269 -1.6897417 4
22.2648572 6.55983559 6.47864583 0.07438254 0.03392829 -1.689679 4
78.2669646 3.25380775 4.40625948 0.47306613 0.93924654 1.68958122 4
7.99331116 3.51581693 3.14350134 0.18629905 0.35742815 -1.689237 4
27.2386552 5.2689717 5.40100022 0.052301 0.11857564 1.68891889 4
120.806583 4.38123035 5.17850299 0.13198359 0.5645426 1.6886532 4
264.268525 6.52435397 6.84030687 0.14620826 0.30516346 1.68848181 4
458.719698 5.86298802 6.6443253 0.38680096 0.51139603 1.68837986 4

55.7441 5.70546851 5.86554294 0.02695907 0.15240539 1.68806033 4
311.980528 8.16864367 8.03723258 0.09222319 0.10217901 -1.687854 4
126.053665 7.39567738 7.50032394 0.08360164 0.07089544 1.68746312 4
197.653314 7.37697634 7.21613335 0.08368593 0.1394911 -1.6873256 4
8.25437322 4.8537912 4.91994585 0.03069964 0.06032237 1.68727613 4
5.36619802 3.5531498 3.79113659 0.2165889 0.12272807 1.68711044 4
474.896185 6.3706846 6.8992643 0.12231314 0.42137975 1.68710731 4
5.7342899 5.56604122 5.6561742 0.08921695 0.01993481 1.6869062 4

23.3324855 4.41670065 4.68042287 0.16369651 0.2273733 1.68690387 4
110.255323 6.41091906 6.68928039 0.26022562 0.13378586 1.68679636 4
5.05200532 4.85929506 5.0182898 0.16966296 0.03372075 1.68677906 4
10.2231879 4.29345377 4.43857627 0.083027 0.11723146 1.68676807 4
147.033361 5.64598419 6.05459596 0.20321252 0.33451354 1.68669489 4
12.4309717 4.03428576 4.27251217 0.167213 0.16934985 1.68668231 4
22.0922682 4.37514643 3.96819367 0.14565193 0.38933838 -1.686635 4
385.257195 7.86433146 8.04583253 0.13530007 0.12382674 1.68652601 4
267.563056 7.19323206 7.42610017 0.17219527 0.15573665 1.68650506 4
149.419352 6.49712306 6.69516202 0.07731912 0.19407931 1.68649512 4



10.981313 4.66412608 4.83743117 0.15736783 0.0868666 1.6863487 4
14.6183655 2.94600015 3.67211595 0.72080545 0.33335864 1.68632911 4
244.959938 6.75091088 7.04287938 0.21422472 0.21047035 1.68626791 4
32.6703472 5.8107875 5.67083341 0.08787983 0.11603076 -1.6862353 4
125.142756 6.34525466 6.60000726 0.21102877 0.17809955 1.68614945 4
91.0567652 6.07120446 5.8173898 0.0081042 0.27638783 -1.6860665 4
58.2337411 6.12271087 6.23768479 0.02376211 0.11191835 1.68596121 4
13.5430602 4.27984915 4.4755699 0.12751097 0.14948704 1.68560915 4
132.588269 5.70598367 6.06105705 0.17335792 0.29422031 1.68556313 4
21.114018 5.98064376 5.85350422 0.11627267 0.06067818 -1.6855582 4

26.1957832 4.96945625 5.12724926 0.03091826 0.1508413 1.68543813 4
603.823141 7.71248741 7.99955121 0.20513885 0.20402135 1.68532253 4
142.375584 6.22759488 6.46598027 0.09186798 0.22378007 1.68519819 4
92.449146 6.8041071 6.89634263 0.00061298 0.09215683 1.68491393 4

300.988676 7.23073428 7.42061268 0.06297733 0.17639074 1.68454758 4
1238.96854 8.26935964 8.53054089 0.09183039 0.24141038 1.6845032 4
1.75937751 2.32588661 2.75580648 0.45114548 0.1093917 1.68434358 4
24.5941695 4.84488646 5.07002987 0.17748108 0.14779243 1.68433101 4
118.472528 6.89089497 6.49397367 0.36066014 0.18764852 -1.6843297 4
85.8960519 6.18060326 6.3394729 0.05366027 0.15515173 1.68415753 4
33.2729652 5.11313326 5.30608396 0.10863229 0.17285485 1.68395639 4
13.1550034 4.68748545 4.03079517 0.49684942 0.21839858 -1.6839474 4
11.285266 3.38457234 3.75283991 0.2544897 0.27780137 1.68381201 4

109.645975 5.87636629 6.17589367 0.19210251 0.21676553 1.68343118 4
40.2929754 5.28363271 4.98722166 0.14274283 0.26408439 -1.6833019 4
532.699233 7.54712123 7.78027445 0.07636867 0.23325939 1.68326491 4
172.519642 7.17583091 7.00450436 0.08695652 0.14959434 -1.683056 4
13.8107615 4.79585142 4.59348392 0.15830851 0.14489021 -1.6828571 4
177.496506 7.14788558 6.95448658 0.10488417 0.17076729 -1.6828539 4
3.80308668 0.93757451 1.68341236 0.37509112 0.82431385 1.68259813 4
5.45747486 4.72296261 4.8207818 0.08951958 0.04345325 1.68236113 4
64.7433714 5.30849473 5.59907015 0.1682948 0.2247387 1.68232864 4
16.6361265 4.64010069 4.77978601 0.01851368 0.13684466 1.68221917 4
172.795819 5.6372633 6.07994403 0.17358491 0.37988413 1.68195844 4
54.6175333 5.05034806 4.47218829 0.12591796 0.70133957 -1.6818274 4
121.731569 6.82613406 7.02231682 0.17211563 0.10516754 1.6817225 4
22.3622266 4.34350364 4.64680018 0.23389711 0.21470327 1.68155384 4
103.577146 4.99530512 5.50320099 0.26842975 0.40234647 1.68113478 4
44.9239762 6.11019039 6.33613094 0.21225522 0.07785581 1.68105322 4
2.9971299 4.06946209 3.75812226 0.27207583 0.07086378 -1.6809314 4
130.75628 6.1611208 6.44520708 0.21180461 0.20491348 1.68078951 4

502.462228 8.8713278 8.95145056 0.0509766 0.06611201 1.68076052 4
88.102761 5.0723497 5.53241961 0.30065015 0.31494071 1.68065501 4

438.086509 9.04773364 9.11660466 0.05250651 0.04748391 1.68064221 4
1.48095642 1.99373935 1.5907464 0.31356356 0.29482272 -1.6805388 4
6.6338972 3.2820843 2.93611224 0.10794252 0.37762236 -1.6804759 4

44.0637724 5.17647323 5.38202425 0.03664173 0.19739854 1.67997316 4
16.2914454 4.19332151 4.427635 0.14234514 0.20202463 1.67993777 4



38.1297839 6.70908148 6.53410242 0.17622249 0.05615003 -1.6798303 4
99.4886621 4.86537584 5.36367115 0.04353822 0.4084877 1.67950488 4
1894.0554 6.34473924 7.69348439 0.74856741 0.70858307 1.67885007 4

3.25866148 3.52286695 3.39348104 0.07923026 0.10866154 -1.6786399 4
18.5732813 5.50706677 5.41229421 0.05362316 0.08114222 -1.6780674 4
341.726192 8.19057167 7.94257543 0.21961905 0.11746491 -1.6778816 4
67.8621581 6.02681298 5.83780314 0.03542159 0.19272611 -1.6777687 4
327.248353 7.11214243 7.34709674 0.10943082 0.21387405 1.6776327 4
4.31649143 3.31866776 2.92958087 0.28551978 0.2443719 -1.6772715 4
1.38417411 0.89366532 1.31347999 0.17598533 0.33535028 1.67723978 4
56.3967129 5.92398605 5.73700695 0.07515193 0.17375122 -1.6769131 4
13.8230473 4.04145649 3.68804681 0.14026567 0.36651891 -1.6762362 4
27.2469588 6.34594872 6.41363517 0.05435109 0.04408606 1.67618983 4
22.2408964 6.66803953 3.73107238 1.09528962 0.60097082 -1.6761035 4
18.1702086 5.52785899 5.30959878 0.19321502 0.09163455 -1.6759491 4
1.85161924 7.63004141 2.09720887 1.21036291 0.22978945 -1.6758306 4
434.853623 8.65010772 8.52671416 0.09104416 0.08760214 -1.6756889 4
4.86141383 3.2860039 2.96548881 0.21626072 0.25538816 -1.6755185 4
49.1363032 5.03319534 5.35644436 0.2338916 0.23832159 1.67550944 4
2.36538988 3.14946979 3.30566315 0.13497826 0.08541262 1.67528245 4
294.72272 7.76218482 7.99229078 0.23057066 0.10096505 1.6749459 4

79.2363821 6.50450597 6.30724252 0.14981669 0.14226296 -1.6747758 4
767.504067 7.98078355 8.2058682 0.09067268 0.21147033 1.6743147 4
105.782697 7.10211199 8.12914779 1.43698558 0.03141258 1.6742755 4
7.90464992 4.25407074 4.39764485 0.11300434 0.09757908 1.67385579 4
1.50268591 3.27161841 3.33958145 0.04565636 0.05362927 1.67380963 4
2.70252918 3.17048616 2.99605022 0.11649981 0.13027006 -1.6736915 4
26.7707795 4.24649759 4.67304547 0.39992319 0.25764508 1.67339491 4
3.36617948 2.6919105 2.40293337 0.05458658 0.32856085 -1.6731386 4
335.992309 6.45045312 6.87812377 0.2886026 0.37288702 1.67305879 4
4.02628774 4.29978674 4.18324675 0.1001057 0.06144442 -1.6727932 4
8.73237586 3.5453894 3.76659362 0.09502856 0.1983139 1.67267374 4
10.1339989 3.91057708 3.59252078 0.17672013 0.25714005 -1.6726499 4
202.941633 7.25904602 6.95135836 0.2323353 0.20016118 -1.6725117 4
213.077766 6.02481592 6.40173439 0.12570649 0.34716428 1.67247641 4
43.671047 5.53974614 5.69069728 0.04307909 0.14858839 1.67245567 4

27.9806875 5.92980306 5.83980464 0.04688529 0.08116957 -1.6724553 4
109.712368 6.73986472 6.45281562 0.23895407 0.16964816 -1.6716274 4
28.6921551 5.31086448 5.43683668 0.02973733 0.12180202 1.67159631 4
160.843797 6.40068177 6.82463621 0.39267463 0.16634423 1.67154121 4
25.429169 5.03608913 5.18530837 0.05216808 0.13716498 1.67148448 4

7.10092512 3.974241 3.81782867 0.05504122 0.15381293 -1.6713956 4
45.1449683 4.78728211 5.11825591 0.21859122 0.29016403 1.67136565 4
17.7282178 4.88801615 5.0162784 0.05956872 0.11517708 1.67129028 4
106.631649 6.08783598 6.3378579 0.18274309 0.1932247 1.67116803 4
1.28349592 2.77464162 2.62000273 0.12442866 0.09542172 -1.6708439 4
101.769252 7.06252231 7.2203482 0.14975037 0.07285317 1.67061201 4
48.2725304 5.80285143 5.63578664 0.04003252 0.17486308 -1.6703684 4



52.9440413 5.86489588 5.64781674 0.12807953 0.1965265 -1.6702021 4
4.05205199 4.73950466 4.77820174 0.0209886 0.03384454 1.66999133 4
122.499536 7.20861132 6.98234688 0.20495131 0.11030194 -1.6698637 4
10.0860155 3.98665542 4.23621001 0.21056109 0.13979422 1.66979827 4
103.206701 6.18116162 6.35991258 0.03302104 0.18059619 1.66976034 4
100.436472 5.71569058 6.11304951 0.32815557 0.23238702 1.66971918 4
0.70035266 5.5166029 0.9956589 1.20236193 0.24140912 -1.6696697 4
11.6249517 5.16014627 4.93121233 0.2158016 0.08255604 -1.6695385 4
7.36556045 2.41645855 3.12705793 0.76708745 0.35196888 1.66916783 4
1692.41829 8.71341383 8.93833892 0.04913454 0.22472356 1.66914797 4
92.5528156 4.57259463 5.22549687 0.51859924 0.5626012 1.66912196 4
6.04573212 4.17030934 4.0615969 0.0471518 0.10301643 -1.6687983 4
199.441469 7.42155125 7.2613796 0.09172709 0.14562448 -1.6685778 4
84.0066071 5.43372291 5.72371818 0.10064823 0.2743482 1.66846289 4
14.720284 4.18024715 3.57067277 0.39898505 0.437491 -1.6684229 4
216.43258 5.39676431 5.98197723 0.03810183 0.48331838 1.66819495 4

141.410661 8.36153797 8.28653389 0.0698085 0.03550951 -1.6681764 4
632.140157 8.07608771 8.29470831 0.16314502 0.15151611 1.66817401 4
107.809579 6.11471165 6.4059654 0.25224889 0.17046656 1.66813268 4
197.518357 6.69703531 6.38078244 0.0847431 0.31931154 -1.6681235 4
188.339727 7.54566534 7.6562846 0.07224348 0.08680963 1.66784304 4
351.350218 7.2495106 6.90681551 0.11179269 0.35627827 -1.6678308 4
36.4921683 5.54712161 5.7815764 0.22855449 0.10953652 1.66776011 4
9.32636706 3.51190612 2.55100287 0.53139019 0.58846681 -1.6677588 4
208.767549 6.58375315 6.81244589 0.03016344 0.23532393 1.66769895 4
74.6021085 6.06138321 5.80352079 0.15257935 0.21071948 -1.6676973 4
2.05215611 -2.1968205 0.23634765 3.13370342 1.85634687 1.66720065 4
27.5741434 5.13874186 4.93075238 0.09350078 0.19758397 -1.6667735 4

6.303445 4.08216921 4.25707836 0.16047504 0.0882171 1.66674774 4
45.7934007 5.3631634 5.55900488 0.09552647 0.16761502 1.66641094 4
38.8741701 5.17968101 5.36024278 0.02107365 0.18738762 1.66629409 4
5.82341137 3.8548263 4.04071542 0.17377817 0.10492194 1.6662419 4
40.4268718 5.55087752 5.20263762 0.2604726 0.20878588 -1.6662368 4
3.0507552 1.5475284 2.18915687 0.66263219 0.33145999 1.66615872 4

588.898131 7.33680944 7.78520816 0.44628137 0.24103623 1.66614605 4
222.784594 6.70680489 6.32998351 0.09006868 0.43880519 -1.6660754 4
4.66960149 2.97017526 3.18745577 0.1068102 0.18663657 1.66591544 4
19.0574641 4.79894544 4.93875545 0.0417917 0.13125069 1.66502012 4
598.398649 8.95389463 8.82633282 0.09714671 0.08568483 -1.6648796 4
5.98637939 2.48216059 3.00184201 0.49273425 0.30045823 1.66481139 4
74.2854221 7.15678423 5.4893089 0.87670015 0.28341688 -1.6647835 4
19.015865 4.19293675 4.4216638 0.04525339 0.2383196 1.66463288 4

55.3382029 5.34668 5.57383723 0.10247608 0.21720802 1.664624 4
6.1188908 3.56783635 3.10086022 0.43889996 0.29522647 -1.6644665 4

10.6095014 4.19723771 4.42329497 0.2000598 0.12342801 1.66434635 4
69.1036851 5.7831243 5.97005491 0.07344997 0.17186412 1.66428873 4
411.869366 7.84488639 7.60428852 0.14480492 0.19378396 -1.6641038 4
0.45394185 3.66179787 3.40925589 0.23648839 0.01494493 -1.6640731 4



10.2825118 3.32595497 3.64784309 0.19423367 0.2663578 1.66391428 4
14.1992294 6.22407425 6.35869747 0.13794463 0.02445536 1.66388301 4
75.269831 6.04134121 6.19735997 0.0440626 0.15001816 1.66361015 4

124.327863 7.44779259 7.52905094 0.05205965 0.06788501 1.6635091 4
90.9807405 6.14907083 6.34495706 0.11954402 0.1525704 1.66340952 4
232.367415 8.13352405 8.02429025 0.08237762 0.07774039 -1.6631477 4
12.708564 4.18696218 4.37014226 0.09995355 0.15541838 1.6631431 4

123.141682 6.04631121 5.60643468 0.17245284 0.45709418 -1.6631141 4
0.9996591 2.11262011 1.94090082 0.11126065 0.14578779 -1.6630346 4

74.5164096 6.12927912 5.88419979 0.14532282 0.20953726 -1.663005 4
4.41344155 3.3497325 3.11153756 0.1515094 0.18580454 -1.6629214 4
131.31644 6.22545879 6.47974076 0.16054143 0.19268196 1.66290951 4
28.685829 5.28533116 5.41981734 0.05409489 0.12245457 1.66286202 4

7.30717365 4.97286522 5.07622621 0.1004199 0.04541157 1.66267357 4
6.06784431 4.38526805 4.278918 0.07204703 0.08311777 -1.6625916 4
3.65298553 2.36388757 2.87455798 0.46515165 0.19764034 1.66240896 4
2.46118827 4.15882559 4.02394795 0.12625739 0.04437701 -1.6622689 4
23.5176225 4.54003684 4.76747264 0.12267545 0.19348751 1.6621493 4
424.858425 6.7796455 7.17402286 0.25140471 0.32638638 1.66187894 4
5.47949936 4.31506554 4.39906572 0.05596663 0.06849223 1.66184537 4
118.39871 6.18006429 6.43354789 0.18851463 0.17992654 1.66102831 4
769.51072 8.57431563 8.7008076 0.0232617 0.13271078 1.66066557 4

6.43715658 3.88811271 4.0291249 0.09345414 0.11513724 1.66056945 4
14.2821169 4.97296047 5.1087598 0.11631536 0.08580887 1.66054608 4
416.148054 8.19862844 8.32559109 0.08714972 0.10323751 1.6602954 4
830.114473 7.09763863 7.67690918 0.41398511 0.35554117 1.6602515 4
151.268805 6.88676486 6.692994 0.08363665 0.18189338 -1.6600945 4
6.80798571 5.15893659 5.25753216 0.09865812 0.03558203 1.65933731 4
52.0522818 6.49375737 6.58738982 0.06503226 0.07106953 1.65901706 4
21.1073122 3.32423314 3.80672498 0.14815193 0.50477457 1.658943 4
10.117676 4.89856091 4.66230901 0.22088787 0.09803979 -1.6589111 4

289.916401 6.78096555 7.04388205 0.09316085 0.26353016 1.65868533 4
36.7948657 5.08992565 5.29450908 0.10129371 0.18086202 1.65811956 4
254.790167 7.37090087 7.16554718 0.09705816 0.18875082 -1.6579883 4
32.1795082 3.8604866 4.35671177 0.26069971 0.37314269 1.65790983 4
39.7306207 5.99992037 5.83439607 0.12238433 0.11783934 -1.6577812 4
152.856165 6.68841984 6.88975568 0.14314085 0.16156127 1.6576953 4
37.4790514 5.46740905 5.29121218 0.00429968 0.19072988 -1.6573851 4
18.6939772 6.14848068 5.81778094 0.29376406 0.05494303 -1.6571534 4
17.1523836 5.43462455 5.54189575 0.09160898 0.06619879 1.65703083 4
86.9326106 6.55197627 6.67183037 0.05765217 0.11211258 1.65699702 4
246.019096 6.79293478 7.06970093 0.20054602 0.21073946 1.65687954 4
15.6863305 4.88557659 4.74424966 0.06257488 0.13184383 -1.6567615 4
19.0974695 5.16937184 5.27743912 0.05550215 0.09528918 1.656646 4
30.5902306 3.50404031 4.10563649 0.31301886 0.49766793 1.65636392 4
59.7033138 6.15226317 6.01107625 0.03252341 0.15243205 -1.6559548 4
767.435668 8.17329062 8.36051738 0.06948348 0.18474713 1.65567393 4
2.07592139 2.47972093 2.20020259 0.19562569 0.22425254 -1.6556493 4



4.16053629 5.17300335 5.3645726 0.21406267 0.01937141 1.65564747 4
10.7870741 3.7936459 4.04627706 0.18178702 0.1784996 1.65527157 4
9.71068799 3.38197308 3.66240254 0.13657488 0.23331754 1.65525042 4
63.1836923 6.43793261 6.52791161 0.01243064 0.09463067 1.65507743 4
37.6409474 3.86800849 4.39238806 0.23707622 0.43321144 1.6548012 4
19.5892309 3.90824535 4.20197421 0.0666577 0.30800205 1.65464071 4
4.20607894 3.31567316 3.03765414 0.20836144 0.20567898 -1.6545696 4
71.0739947 5.54135014 5.92559669 0.39657401 0.19874132 1.65456406 4
783.388528 8.01041537 7.66343169 0.08340154 0.39126865 -1.6543745 4
79.9778311 7.47318638 7.30889531 0.16662043 0.05437526 -1.654169 4
6.96671277 4.06983039 4.19593314 0.08096876 0.10614685 1.65384829 4
10.7115388 4.21034245 4.41475727 0.16486262 0.13440207 1.65373548 4
7.19906796 4.01421139 4.17350551 0.12225156 0.1121754 1.65370683 4
226.868819 6.71648666 6.29204725 0.19135189 0.45896632 -1.6534088 4
21.3956289 5.16595021 5.29391429 0.07776364 0.10867949 1.65312155 4
21.1695042 5.57815291 5.41433658 0.13634844 0.0967274 -1.6529774 4
122.57035 6.20506564 6.55871456 0.32330969 0.18225543 1.65289907 4

0.03124236 1.08101327 0.39185038 0.74072724 0.02119713 -1.6527285 4
6.62049282 4.99227307 4.87766684 0.10809249 0.05106276 -1.6527262 4
8.68486293 5.03123765 4.94959542 0.06008898 0.06046637 -1.6526541 4
5.40802487 4.01162369 4.12530787 0.08102148 0.08814372 1.65252243 4
10.0056656 4.76598418 4.92118928 0.14705772 0.0716147 1.65215938 4
102.313947 4.60435827 5.23528872 0.28814199 0.50567916 1.65204557 4
26.0125783 5.35876219 5.22667481 0.02080901 0.13455396 -1.6519032 4
18.8567451 5.77442116 5.66781377 0.09168828 0.06600329 -1.6514537 4
2.85018857 4.21227119 4.13907722 0.06206365 0.04510823 -1.6513511 4
164.196018 6.02057745 6.38460475 0.26153922 0.27109883 1.65113847 4
247.964669 7.32834016 7.48672437 0.08906476 0.13361128 1.65104734 4
988.241788 8.19224901 8.42716272 0.10916648 0.2154079 1.65088425 4
0.64218934 -0.8741684 -4.0388903 4.49771791 3.63195832 -1.6508317 4
766.467993 8.09182826 7.80054202 0.05210176 0.31656873 -1.6508208 4
2.26361788 1.76338449 2.16727581 0.36768061 0.27325659 1.65074103 4
1.34631614 1.16984696 1.80905303 0.7285785 0.22871213 1.65068765 4
22.3601891 3.8355594 4.33580887 0.47920656 0.27816598 1.65061884 4
24.2682714 5.35093144 5.5048927 0.12685402 0.09600613 1.65054901 4
26.9458395 5.42625883 5.56265848 0.09999619 0.10044604 1.65053158 4
23.0272484 4.5270691 4.15239488 0.16422851 0.39774498 -1.6505186 4
24.085881 5.80461604 5.66588867 0.12106831 0.08414561 -1.6505007 4

2.28107606 3.15004591 2.87669503 0.25184458 0.13017816 -1.6504514 4
102.772722 6.46055852 6.60562523 0.05614381 0.1387919 1.65004819 4
296.639885 7.13901957 7.44001092 0.28672714 0.18288632 1.64990588 4
43.9210443 5.44882951 5.64740067 0.14149987 0.15021075 1.64986462 4
178.341887 6.01593284 6.33982044 0.11295907 0.34235699 1.64977189 4
215.636763 6.90699959 6.57861271 0.17624564 0.28433971 -1.6493204 4
13.0316903 5.90377818 6.10107842 0.22233667 0.02944208 1.64915516 4
5.69200712 4.07261517 3.90296408 0.13090329 0.1110796 -1.6489635 4
1.92314213 3.47500479 3.6006625 0.11917225 0.05188491 1.64881864 4
268.364819 8.32137841 8.19590996 0.11048773 0.07342073 -1.6487162 4



121.716326 7.19934156 7.36041375 0.15460423 0.07568133 1.64846532 4
121.716326 7.19934156 7.36041375 0.15460423 0.07568133 1.64846532 4
19.0721881 5.74613011 5.66995207 0.04612252 0.06478622 -1.6484586 4
212.430619 7.09801285 7.26446215 0.08559635 0.1423753 1.64845853 4
105.051909 5.1653581 5.72367619 0.53353129 0.3618227 1.64842406 4
4.19643319 3.79195176 3.65019991 0.10485592 0.10764833 -1.6483596 4
8.08376177 3.9738073 4.16190925 0.15873846 0.12313971 1.64827253 4
531.209224 6.98844548 7.5348846 0.55764695 0.30514386 1.64807917 4
540.159729 6.96798024 7.37232161 0.26531238 0.36974964 1.64782285 4
32.8933386 6.69767063 6.90894076 0.23613809 0.03293265 1.64736091 4
37.9871201 5.85625565 5.45151235 0.40253046 0.16418973 -1.6471517 4
192.884106 7.90480024 7.9728946 0.02511357 0.06549616 1.64698478 4
17.1314008 4.44843453 4.649778 0.12772108 0.15622101 1.64689951 4
2.41023212 2.41066464 2.14839199 0.05834136 0.26455656 -1.6468623 4
1.29900798 3.69724055 3.49606364 0.19910971 0.03893754 -1.6467888 4
145.157635 6.61529446 6.8027293 0.11137231 0.16519851 1.6466841 4
13.4756608 3.95874788 4.26775803 0.28479626 0.18348081 1.64600619 4
19.698155 4.8785775 5.0075737 0.02142861 0.12819632 1.6459743 4
19.698155 4.8785775 5.0075737 0.02142861 0.12819632 1.6459743 4

33.2369118 5.34315359 5.51519002 0.12364754 0.13128714 1.64572331 4
6.00671788 3.49960355 3.67222749 0.09515743 0.15006894 1.64555067 4
64.7826876 5.95363722 6.14696107 0.1429041 0.13343601 1.64544315 4
14.5689308 4.69932332 4.36745851 0.28297003 0.18626305 -1.6453538 4
22.5275102 5.92556423 5.59730975 0.29435857 0.08167687 -1.6453182 4
25.9165265 4.88030477 5.05224614 0.06601505 0.16990843 1.64514936 4
92.2506513 5.64622979 5.9003715 0.05329248 0.23726708 1.64506359 4
12.4749944 4.90327931 4.7745767 0.08352765 0.10816967 -1.6448858 4
7.19402186 4.78883495 4.92214959 0.13442622 0.05301119 1.64487271 4
8.8043366 3.76565636 3.50907072 0.0832536 0.28302524 -1.6448444 4

9.44476824 5.31477832 5.4106014 0.09136657 0.0417076 1.64475055 4
224.836991 6.83284334 7.05730987 0.13284102 0.18481351 1.64473442 4
13.2031318 4.43294732 4.56633662 0.01290305 0.13184702 1.6446728 4
9.72095398 3.37762298 3.64117889 0.0916403 0.25340291 1.64457917 4
75.0244124 5.83600187 6.02328748 0.06504025 0.17719147 1.6445596 4
15.0471326 4.79292116 5.01634454 0.22446433 0.10246251 1.6444779 4
5.70608277 4.06771949 4.15649237 0.02395478 0.08760267 1.64392848 4
70.6751082 4.70309709 5.14534081 0.15417488 0.3697691 1.64384761 4
50.2564285 4.77144113 5.08786829 0.10590469 0.32720884 1.6437951 4
5.37768658 3.70015452 3.82552889 0.05889832 0.1212146 1.64366506 4
29.4839614 5.01126428 5.28663062 0.23895123 0.14970756 1.64338171 4
3.17216346 2.56831761 2.76542696 0.04510915 0.2109782 1.64335476 4
106.831118 7.46110608 7.32045019 0.13130709 0.07161005 -1.6432813 4
184.33777 7.42321442 7.1389788 0.26942947 0.14241 -1.6431375 4

50.7553648 6.34761939 6.04843543 0.25941579 0.11576967 -1.6430726 4
24.1783054 5.05246362 5.1886115 0.04355926 0.13737701 1.64304437 4
35.7386518 5.22086962 5.38945158 0.06342578 0.16200779 1.64281574 4
19.9867974 5.07040875 5.23669574 0.14330369 0.10319843 1.64256299 4
84.4951691 6.56521847 6.26665476 0.24286931 0.16263221 -1.6423757 4



1.76496352 4.71620066 4.66394909 0.05141952 0.01668734 -1.6423203 4
976.928048 8.27938293 8.57768644 0.27288852 0.17883233 1.64209521 4
1107.32659 7.73704814 8.10748648 0.19053984 0.3644522 1.64173208 4
11.4870376 3.61315069 3.91087622 0.20480644 0.22208117 1.64169063 4
17.1206359 4.70764612 4.84257747 0.03700858 0.12990192 1.64164718 4
10.7018304 4.16676259 3.88553558 0.21463452 0.21209971 -1.6411187 4
6.95915192 3.36978985 3.72438771 0.36861001 0.17568895 1.64032208 4
8.90064073 4.4190413 4.51423723 0.01911884 0.09569247 1.64022329 4
35.3362889 5.05844731 4.68200506 0.21956306 0.31821459 -1.6401907 4
34.033556 5.46026248 5.58807933 0.0399225 0.12954554 1.64018372 4

24.9226122 5.44538875 5.62069942 0.16134633 0.09242496 1.64008787 4
103.428233 5.67798825 5.95275518 0.08102577 0.25730868 1.63977762 4
16.0768575 5.11035775 4.94531597 0.13608529 0.11430594 -1.6395752 4
23.0332458 3.92644302 4.28785112 0.18196485 0.28810822 1.63955972 4
7.26354945 6.06185102 3.8045914 1.45142759 0.15440253 -1.6395204 4
2.4741523 1.68228257 2.0618977 0.24113894 0.28810988 1.63949525 4

43.4899358 6.52260119 6.42894564 0.07027902 0.07110193 -1.6391688 4
12.4089905 4.42329918 4.5830152 0.11049782 0.12341987 1.6388596 4
5.09715676 3.29821222 3.04747504 0.12091794 0.2339807 -1.6385086 4
31.572602 6.01348834 6.13787001 0.11021596 0.06878952 1.63837679 4

32.7336491 5.0003656 5.22060812 0.14537102 0.1788719 1.63832137 4
11.4977587 3.68965736 3.95473143 0.16233138 0.21326174 1.63794825 4
4.98316819 3.38550701 3.14214606 0.14062159 0.22792424 -1.6377364 4
191.240047 5.77423759 6.21510705 0.27863204 0.41689817 1.63765266 4
80.2201029 4.49625157 5.09570973 0.34793142 0.48880244 1.63757999 4
216.887909 6.22403569 6.59319448 0.23981123 0.29402364 1.63756621 4
93.3151972 6.0670013 5.77198167 0.13766652 0.29669115 -1.637422 4
5.57886016 5.20842205 4.51549203 0.6074978 0.06019419 -1.6371351 4
10.4774442 4.96600116 3.86925942 0.69145969 0.2052785 -1.6368009 4
73.2296266 6.51928911 6.38105663 0.07978095 0.12020013 -1.6366292 4
9.36892904 3.25890797 2.67557267 0.09716507 0.74261219 -1.6358439 4
19.9093849 5.1850446 5.2934241 0.05526034 0.10286193 1.63576856 4

99.40947 6.43591819 6.2418805 0.08278682 0.18309918 -1.6357566 4
25.1045563 6.6640359 6.08022642 0.47581353 0.0566643 -1.6355357 4
152.531725 7.85798003 7.91785951 0.02983128 0.05591572 1.63541319 4
45.1055114 5.53018626 5.68952656 0.06656289 0.15534562 1.63526773 4
10.3393113 4.84998344 4.94046968 0.06005501 0.07551252 1.63525652 4
7.22631288 4.64297471 4.79189194 0.15334007 0.06093034 1.63522448 4
522.487195 6.94158245 7.2981831 0.12349092 0.38796869 1.63516686 4
168.415139 6.62662781 6.83929812 0.12829894 0.17357303 1.63499692 4
37.7340965 5.90250012 6.00157848 0.04541562 0.09089205 1.63479354 4
514.656897 7.85213779 7.59608048 0.1018879 0.24947323 -1.634628 4
148.268727 7.12551092 6.86922536 0.20726134 0.15528938 -1.6342725 4
13.7188614 4.41810285 4.63137323 0.1754749 0.1325391 1.63425508 4
26.331657 6.39731199 6.54812609 0.15213039 0.03813859 1.63398369 4

29.3565993 5.66649783 5.78756746 0.08963956 0.09187781 1.6339468 4
9.09901589 4.54870592 4.37784603 0.14138002 0.11512902 -1.6336792 4
216.045748 7.57632264 7.41941628 0.10786523 0.13030647 -1.6335704 4



1.00473515 1.91767776 2.21512675 0.31926179 0.10619689 1.63348859 4
12.2818841 3.59689147 3.08859176 0.12502041 0.58692727 -1.6333942 4
4.98719487 3.43435293 3.1997616 0.15324332 0.19768109 -1.6333191 4
6.68792836 4.11656831 3.85838439 0.22346153 0.14625022 -1.6332198 4
77.3107928 6.66245183 6.50521335 0.11694491 0.11291181 -1.633011 4
11.4486279 3.51040014 3.76842735 0.0230659 0.25767608 1.63256929 4
12.3471369 4.65598653 4.53109555 0.01902114 0.13793922 -1.6324934 4
623.345224 8.08321503 8.2893944 0.15812982 0.16357264 1.63224825 4
8.54517429 4.15975829 4.28446107 0.0566353 0.11645081 1.63202415 4
9.79186858 3.34346002 3.61033189 0.08931824 0.2794916 1.63174722 4
15.2262216 6.06190506 5.97850119 0.080948 0.03827658 -1.6316984 4
15.0362092 5.24090322 4.88917841 0.30593495 0.11187893 -1.631481 4
12.7786242 4.57388324 4.74108214 0.14234275 0.11423141 1.63147964 4
21.0998063 4.7867375 4.94003366 0.05424757 0.15127238 1.6314028 4
36.8649812 6.12473234 5.86675477 0.26709836 0.1055255 -1.6311882 4
25.1590066 5.32627199 5.03554826 0.24452075 0.15820011 -1.630914 4
5.87941209 4.36358138 4.11995738 0.2297159 0.09418875 -1.6306712 4
50.149885 5.67875751 5.84784724 0.10748827 0.15072416 1.63055594 4

176.817078 7.01263719 7.16712527 0.08850147 0.13498451 1.63047644 4
24.9283465 4.77447755 4.95596589 0.06919794 0.16686526 1.63029967 4
3.91388146 2.80998695 3.06452498 0.19031714 0.17547564 1.63013941 4
11.2330646 6.37098249 3.01983222 1.06590766 0.52230894 -1.6297839 4
207.002224 7.72291137 7.62117749 0.0399497 0.10435135 -1.6295962 4
4.47753187 4.85388404 4.73136122 0.12367111 0.03952374 -1.6295466 4
29.2244418 5.0991125 4.50849222 0.53825183 0.29476492 -1.6294897 4
83.0829302 7.14526772 7.23731233 0.07944715 0.06072221 1.62942044 4
242.777799 7.35422525 7.5035183 0.08311817 0.13846941 1.62935021 4
13.2511906 4.53196414 4.37023177 0.0483 0.17340624 -1.6293502 4
7.82567874 4.53256282 4.62199628 0.05604981 0.07751548 1.62923971 4
4.46799509 4.0313929 4.16687349 0.12505971 0.07062659 1.62910125 4
18.020775 5.25358847 5.40068632 0.13050735 0.08104957 1.6290557 4
18.020775 5.25358847 5.40068632 0.13050735 0.08104957 1.6290557 4

48.6400687 5.40815117 5.63105574 0.16429264 0.16643205 1.62896963 4
17.6345712 5.01219972 5.12639368 0.05872481 0.10318237 1.62889174 4
5.53842731 4.14534389 3.78887242 0.33010208 0.12078344 -1.6288271 4
28.2494323 4.85259493 5.0404291 0.07076467 0.17485482 1.62872668 4
44.5287898 6.08250666 6.2963362 0.20552562 0.08096207 1.62801822 4
85.7451254 6.19131507 5.85245792 0.25832146 0.2322718 -1.6279854 4
11.6948315 4.14272514 4.4117831 0.26696561 0.14638236 1.62715885 4
226.120293 7.20155222 7.37653589 0.11601725 0.13933901 1.62714538 4
2.89226352 2.70856019 2.92681667 0.17867986 0.15432091 1.62705449 4
14.6217152 4.61841782 4.76499625 0.09349391 0.12487512 1.627003 4
25.4417163 4.74935026 4.93460074 0.06359914 0.17749949 1.62697051 4
50.8185996 6.66213611 6.59509734 0.01842494 0.0707435 -1.6266939 4
27.4758439 5.34610639 5.4577468 0.00839377 0.1180724 1.62664751 4
10.827121 5.02659837 4.82670534 0.19167689 0.08869808 -1.6265853 4

30.6527681 5.66819393 5.54890986 0.04876737 0.11519833 -1.6265293 4
62.1506111 4.60432944 5.04700497 0.21035272 0.35505612 1.6264507 4



90.6730581 6.57476102 6.69534419 0.0591576 0.10871932 1.62632426 4
7.137402 2.67477158 3.30518575 0.72593118 0.2656513 1.62606431 4

33.7327765 4.26326654 4.65461709 0.24018981 0.29494501 1.62596159 4
1.40349008 1.57541191 2.05571503 0.55047429 0.17060005 1.62589824 4
0.20104903 -1.2476285 -2.8571553 4.79178317 2.91713046 -1.625789 4
21.3271454 5.86322236 5.74188882 0.11150555 0.06761406 -1.6257781 4
607.728028 7.12501104 7.49506565 0.16675794 0.31217456 1.62559557 4
5.84488716 1.50655285 2.3652758 0.77315905 0.62611558 1.62551053 4
133.481335 6.75646833 6.54142706 0.13185123 0.20310834 -1.6251926 4
210.484322 6.88896682 6.61561405 0.09738105 0.30412614 -1.6251634 4
9.29598775 4.95553695 4.86796147 0.06119139 0.07288099 -1.625132 4
64.0866965 6.68097005 6.51083042 0.14559233 0.09317357 -1.6248437 4
790.618274 8.0253103 7.68742355 0.08360913 0.38706682 -1.6247982 4
562.048972 9.66773345 9.75089704 0.08501678 0.03266957 1.62477164 4
395.540029 8.36421986 8.52368334 0.15530115 0.08037578 1.62476382 4

11.35172 4.65847407 4.48760079 0.13298648 0.13205189 -1.6246519 4
644.944996 7.74453119 7.96861184 0.07147312 0.22415451 1.62421691 4

277.7327 6.73031253 6.98004315 0.03572455 0.26535227 1.62407573 4
18.5933423 5.04515079 5.14995357 0.02410299 0.1052791 1.62341139 4
820.094723 7.45330349 7.78292741 0.06113719 0.36984192 1.62334696 4
1.17615224 1.55842086 1.20270616 0.1682954 0.37627916 -1.6233364 4
8.26622318 4.27593448 4.13869785 0.06872133 0.1268015 -1.6233048 4
9.73372487 4.51817898 4.40450451 0.0309718 0.11639521 -1.6232393 4
1.68180597 1.64266673 1.9742099 0.28266064 0.24822946 1.62313741 4
4.96452768 3.86698737 4.00958023 0.11995431 0.08913309 1.62306179 4
438.979911 7.66746116 7.83852776 0.04978484 0.17607535 1.62301832 4
20.2825019 5.7247777 5.61055823 0.09762193 0.07368476 -1.6229913 4
475.170137 6.78695039 7.18450364 0.22132619 0.39353094 1.62292294 4
2.20876676 3.19811773 2.98268305 0.20281767 0.1154318 -1.6228953 4
146.989215 8.20892059 8.32697465 0.12092091 0.03558454 1.62261792 4
58.4363513 5.73910988 5.899238 0.04970049 0.15295015 1.62237385 4
17.8453781 4.52565878 4.70212132 0.09208944 0.16518166 1.62229232 4
180.013114 5.58850071 6.09488207 0.35671221 0.37674783 1.62212874 4
270.525879 6.73979655 7.10459713 0.3024273 0.23027187 1.62166003 4
15.5566786 5.30131492 5.08761614 0.198195 0.09428331 -1.6215687 4
2.92652843 5.97436054 4.27630167 0.96599658 0.0405021 -1.6214303 4
34.1464328 5.38139688 5.52719005 0.07443835 0.13435702 1.62116042 4
8.90450994 1.23224052 2.21406585 0.28089031 0.97189025 1.62098417 4
66.798961 5.75395791 5.94719274 0.10724531 0.16585903 1.62082996 4

139.346941 6.40270991 6.13133405 0.01781311 0.28161711 -1.6204691 4
94.1156688 6.65342403 6.16206482 0.41343321 0.1986789 -1.6203713 4
91.7829805 6.52729142 6.65850162 0.07405697 0.11598082 1.62031313 4
6.58133842 -5.570912 -0.5472042 0.51464939 4.65422972 1.62008773 4
90.8077699 5.73922261 5.9619807 0.01503845 0.24494666 1.62003885 4
6.27197132 3.50932512 3.69833226 0.13104724 0.14857055 1.61968231 4
14.0907204 5.80645745 5.44972369 0.40650734 0.0613601 -1.6191909 4
214.556232 7.82670474 7.66306693 0.13782371 0.10350496 -1.6185302 4
14.2798676 4.85728191 4.96664362 0.05963984 0.10230148 1.61852978 4



6.33075573 3.59063588 3.28986174 0.21279766 0.24083611 -1.6183833 4
114.43352 6.17094973 6.39043838 0.12960544 0.18174917 1.61835758 4

1.39074137 -1.1594705 0.94271939 2.85559086 0.46648713 1.61821384 4
2.15908894 2.41740453 2.81789559 0.4692817 0.13168738 1.61819425 4
26.5493009 5.3088135 5.42019141 0.00887661 0.1185328 1.61800313 4
19.8456437 4.67466797 4.4241797 0.12514382 0.25013621 -1.6178796 4
11.9406611 7.20442366 6.96404383 0.23116469 0.01132072 -1.6176102 4
11.7843359 4.38401922 4.19722536 0.09372202 0.18617916 -1.6175719 4
3.89249005 2.55644246 2.0233599 0.25371642 0.57916087 -1.6173538 4
8.40904726 3.40434049 3.64864863 0.13087751 0.20568932 1.61721882 4
4.86900933 4.00337633 3.87030803 0.1030701 0.10125084 -1.6171604 4
105.76708 6.59602651 6.41338643 0.09573021 0.18199521 -1.6170766 4

187.471244 7.56927207 7.66564631 0.05342921 0.09004803 1.61685265 4
1.89147319 -0.1575872 -3.1818327 4.36991487 3.82149203 -1.6168416 4
25.3945882 4.68741601 4.92075566 0.16346041 0.17848884 1.61682695 4
22.0967316 5.01919121 5.15302197 0.06035272 0.12346491 1.61681871 4
36.8682531 5.50797494 5.32708424 0.08011233 0.18692499 -1.6166905 4
189.491357 6.44793502 6.86782379 0.4486557 0.19520799 1.61650738 4
206.495345 6.82925419 6.45776851 0.24596077 0.29444657 -1.6164869 4
257.788263 7.39362374 7.60966821 0.18752358 0.12368429 1.61640552 4
41.5590078 7.90112537 8.02294515 0.13591824 0.01367811 1.61634001 4
130.445552 6.4013473 6.64285383 0.20543383 0.17827735 1.61612289 4
46.9670779 4.91558725 5.20388554 0.17233561 0.27106026 1.61602347 4
135.920296 7.18389028 7.01550634 0.12695302 0.12622117 -1.6155311 4
56.0022521 5.85864109 6.01424936 0.09652471 0.14203141 1.61536406 4
117.186973 6.49965253 6.7646314 0.2540858 0.13797515 1.61511045 4
151.508947 6.29685271 5.93320482 0.03928134 0.44378428 -1.6150937 4
181.386012 6.72018783 6.92080439 0.11641782 0.17763706 1.61506481 4
8.0799862 3.77250223 3.47770446 0.18670228 0.24036755 -1.6149599 4

8.73191774 5.5069875 5.18902093 0.29390231 0.04934348 -1.6148901 4
7.56643697 4.28182273 4.09687726 0.14548708 0.12317178 -1.6148432 4
486.21144 7.94454256 7.69238242 0.16247052 0.23382054 -1.6147618 4

46.6857203 7.31258853 7.14324982 0.18248519 0.03724913 -1.6147351 4
135.069513 5.73566967 6.05272334 0.07402319 0.28970733 1.6143631 4
54.3160112 5.02308617 4.50303788 0.08165921 0.57421872 -1.6139158 4
33.0738977 4.39542334 3.76828451 0.03448844 0.66676288 -1.6137642 4
291.076994 7.64443256 7.48765878 0.05394471 0.15548776 -1.6136491 4
7.49844053 3.13434521 2.56901582 0.2940771 0.58368433 -1.6134896 4
7.49844053 3.13434521 2.56901582 0.2940771 0.58368433 -1.6134896 4
7.49844053 3.13434521 2.56901582 0.2940771 0.58368433 -1.6134896 4
3.81311335 5.74238273 2.52522604 1.10187558 0.31467316 -1.6134752 4
15.0354826 4.17400255 4.3758181 0.09896074 0.17966023 1.61346116 4
30.4062445 5.22582657 5.36876178 0.05354791 0.13681989 1.61345549 4
132.699394 7.50007563 7.42094694 0.03142822 0.08040919 -1.6133087 4
148.914849 6.48582377 6.66583874 0.01796955 0.19643245 1.61312686 4
55.2438659 6.82585158 6.67479935 0.13884375 0.07009483 -1.6128243 4
16.0312968 6.02924533 5.94234729 0.08188893 0.04257176 -1.6128091 4
12.3842131 3.9357821 2.21988066 0.8242569 0.95101898 -1.6127944 4



58.1126462 6.30585692 6.41607201 0.06975583 0.09241896 1.6125657 4
18.6760014 4.5159854 4.70926008 0.12056938 0.16108299 1.6124861 4
80.5197668 6.30666418 6.13298994 0.07391054 0.175586 -1.612158 4
805.982496 7.01371075 7.4793467 0.10232684 0.39788801 1.61198703 4
161.966317 6.66578037 6.31880554 0.25148502 0.31121526 -1.6119585 4
59.219704 7.67147125 7.79933895 0.13870561 0.02417567 1.61182139 4

82.0934552 7.00177919 6.59618671 0.35712854 0.10988707 -1.6116385 4
13.9205883 2.94175126 3.45718534 0.31251778 0.39354807 1.61157427 4
39.0284311 5.11384948 5.34716779 0.17113889 0.19553396 1.61142298 4
6.43824855 4.74556074 4.58025752 0.16411488 0.06521495 -1.6112155 4
11.9676645 3.75938687 3.31637762 0.23918983 0.39743874 -1.610958 4
11.9676645 3.75938687 3.31637762 0.23918983 0.39743874 -1.610958 4
170.267964 7.246781 7.35316509 0.03001745 0.1071689 1.61093546 4
32.0793544 6.08025477 6.15636812 0.04448795 0.0683651 1.61088892 4
25.4522865 4.83553631 5.00312964 0.0474793 0.16835154 1.61070332 4
18.851367 4.68087988 4.47060939 0.07816864 0.22334572 -1.6103203 4

37.9085378 6.11096917 5.96173157 0.13041924 0.10034051 -1.6102292 4
92.6274145 6.10740182 5.86190722 0.06998232 0.24738063 -1.6100349 4
1003.64205 8.6480109 8.82919776 0.12420159 0.15196427 1.6099999 4
22.4227033 7.41824209 7.20740398 0.23727609 0.01669578 -1.6098106 4
8.89428578 3.7167817 3.8972978 0.06493942 0.18798255 1.6097734 4
72.4248773 6.49041136 6.67834402 0.19093304 0.08877334 1.60968256 4
24.0865527 4.92634516 4.66791097 0.16494166 0.22658725 -1.6096275 4
245.630631 7.39430714 7.18696916 0.12785296 0.19092173 -1.6094837 4
7.75830896 4.46769569 4.25927357 0.19120063 0.10694131 -1.6094644 4
143.522625 7.47245014 7.56387751 0.06394482 0.0756088 1.60926185 4
37.9671117 5.17083367 5.48354105 0.30451006 0.1544296 1.60882702 4
14.9893708 3.59425043 3.90227054 0.12551817 0.32588516 1.60882687 4
2.61182815 3.4235389 3.25869091 0.1510143 0.10328055 -1.6085904 4
139.834903 6.91621463 7.07312315 0.12385577 0.11889796 1.60840118 4
8.39419003 4.20798883 4.31465445 0.01792881 0.11249048 1.60832116 4
581.336468 7.97528052 8.14882525 0.07681026 0.16664601 1.6082782 4
154.652561 6.84706505 7.01263089 0.11268018 0.13699892 1.60816524 4
126.185079 6.74605058 7.02828845 0.30342922 0.11253649 1.60790788 4
13.5348699 3.32495206 3.70236435 0.22063303 0.36430704 1.60788021 4
2.19203207 1.75856632 0.3557346 0.48628915 1.71762948 -1.6076494 4
38.8512045 4.42656503 4.82394323 0.29427114 0.31280673 1.60723135 4
12.3370335 3.43721043 3.80054565 0.28852863 0.27954264 1.60712345 4
9.27497588 4.15349257 3.95253873 0.12232533 0.17785008 -1.60711 4
7.24372449 4.46347027 4.22987531 0.23144676 0.10284391 -1.6068361 4
16.6910028 5.23884908 2.81704747 0.93453784 1.01010344 -1.6063535 4
54.184762 4.90962273 5.21337504 0.1144711 0.2706467 1.60625473 4
3.1392755 3.67750284 3.55738601 0.09359292 0.08941828 -1.6062069 4

222.064186 6.65432466 6.89108435 0.11504661 0.23095813 1.60619253 4
108.199984 6.95189729 6.82534787 0.07022243 0.11358637 -1.6060494 4
142.162175 6.99699676 6.85364895 0.04468894 0.15641285 -1.6058238 4
11.4755221 2.86656932 3.29133573 0.0699987 0.38718628 1.6058051 4
11.1428474 4.34837327 4.50528961 0.11337859 0.12125019 1.60559299 4



41.6429345 5.72907668 5.84587966 0.03246755 0.11988743 1.60540411 4
18.9993893 4.42475592 4.15669768 0.01126556 0.31250546 -1.60536 4
327.132794 6.47841641 6.84490143 0.15406718 0.31498311 1.60532986 4
137.756583 6.44563687 6.17618531 0.08198642 0.29407114 -1.6053205 4
0.62357677 2.57498183 2.38917921 0.1777491 0.05786369 -1.6051832 4
10.3313262 3.38881836 3.68030741 0.16237983 0.24906836 1.60508856 4
259.213762 7.00357023 7.24343462 0.17493071 0.17727706 1.60493934 4
39.9496667 5.75613916 5.61865301 0.04138416 0.14127524 -1.604687 4
2.30811752 2.78143297 3.09254778 0.30671358 0.10789594 1.60435776 4
81.0149474 6.66117729 6.47834073 0.14707149 0.12032534 -1.6043036 4
10.5271808 4.7135421 4.83068741 0.09274846 0.08530449 1.60411944 4
56.5137553 5.44289322 5.78346764 0.35930246 0.17638922 1.60380289 4
7.12736532 4.52531541 4.61012246 0.05842034 0.07209498 1.60379399 4
139.109927 6.57911067 6.76704716 0.12303823 0.15728218 1.60368594 4
347.074541 6.80769354 7.09001508 0.05111619 0.26561313 1.60365874 4
353.712694 6.83474783 7.13065087 0.12947205 0.26042998 1.60349132 4
61.8618444 4.36666932 4.85956347 0.11995954 0.41675646 1.60348728 4
123.484945 6.61773338 6.00514101 0.46154648 0.31236825 -1.6033321 4
5.30378521 5.49322825 5.42176696 0.0742111 0.02349617 -1.6033117 4
403.450988 7.47160825 7.18935537 0.08794719 0.28831113 -1.6031652 4
19.9900668 4.63764466 4.82739419 0.13092796 0.16495731 1.60312418 4
162.228721 7.47192159 7.1916965 0.25313312 0.12640289 -1.6029904 4
4.37741765 2.72838829 2.22828601 0.26831544 0.49809578 -1.602966 4
5.99095621 4.53494446 4.5922703 0.01062778 0.06119612 1.60276069 4
9.00292369 6.00204252 5.96268821 0.03533642 0.02311868 -1.6025945 4
142.214384 5.84370298 6.24579687 0.31103119 0.26583684 1.60251291 4
66.0072551 6.39589483 6.5070242 0.06908902 0.100183 1.60200003 4
7.0204132 2.52854147 2.93570162 0.24469673 0.41083496 1.60194277 4

15.6982734 5.96486667 5.84283335 0.12102807 0.04596546 -1.6015175 4
6.62703781 4.20147067 4.38560046 0.17559803 0.08450508 1.60148221 4
7.3901067 3.89576375 4.08030983 0.16153365 0.12579906 1.60143156 4

15.4038004 5.18313132 4.94157351 0.21870534 0.11317279 -1.6013146 4
44.3880609 4.03281291 4.50844398 0.11730055 0.50112305 1.60108672 4
116.097324 6.74028954 6.87051876 0.07251579 0.12294173 1.60106897 4
49.3212594 5.34536353 5.53969626 0.06913213 0.18354095 1.601033 4
60.6821756 5.79916613 5.9499824 0.02623478 0.15098744 1.60101972 4
22.0508329 4.9573647 4.76088756 0.10758334 0.18101054 -1.6007602 4
42.2814064 5.17853971 5.36583427 0.01162643 0.18687358 1.600693 4
17.1362349 4.67170903 4.46171632 0.12075856 0.19159929 -1.6006915 4
12.9159901 4.55102859 4.36020121 0.12811451 0.171494 -1.6005816 4
185.034229 6.5029789 6.74984979 0.15295041 0.20439386 1.59990167 4
18.4599225 4.89077172 5.03034666 0.08798194 0.12312874 1.59955803 4
3.68775632 4.57808467 4.45840773 0.12186318 0.04317433 -1.5993529 4
35.706311 5.08724537 4.6822615 0.28241116 0.32249549 -1.5992907 4

252.063292 7.11301175 7.30772041 0.12659434 0.17583303 1.59917491 4
43.113216 6.09508462 6.23862643 0.13288813 0.0822953 1.59917113 4

40.9085669 5.70367997 5.3669912 0.33483813 0.18112427 -1.5991015 4
2.92428775 4.17372347 4.03677036 0.13320423 0.05092436 -1.5990813 4



147.140496 6.95354635 6.74646929 0.13821227 0.16931855 -1.5989605 4
13.0869634 4.77656772 4.87568833 0.03793746 0.10241913 1.59888517 4
0.27990945 1.73318424 1.43045027 0.30664771 0.06801811 -1.5988214 4
178.371249 6.95172254 6.63452266 0.2295567 0.24667815 -1.5986109 4
228.965995 7.69396909 7.8053056 0.07749823 0.0940037 1.5986102 4
7.58983969 3.93806114 3.7283476 0.13456237 0.18860767 -1.5986032 4
21.6537015 4.37581347 4.59617382 0.08387863 0.21530361 1.59829377 4
4.20331875 3.11446435 3.33914931 0.19009006 0.15473138 1.5982845 4
9.89547442 4.12550248 4.27811792 0.09096663 0.14256107 1.59779442 4
50.8488188 5.48116414 5.74557118 0.23618815 0.16934459 1.5967403 4
48.1552635 6.17917369 6.43125379 0.28633305 0.0759299 1.59669195 4
10.5505492 4.25056326 4.48856226 0.24296394 0.1219424 1.59628055 4
64.7143831 6.82224491 6.75181316 0.01459524 0.07460498 -1.5962266 4
112.024431 6.45157332 6.21788752 0.13163905 0.22589402 -1.5958666 4
4.78075824 2.17668215 2.58617587 0.25123684 0.33818072 1.5957592 4
50.8391948 4.89194129 5.23389657 0.26122646 0.26121499 1.5956903 4
438.607386 7.44365976 7.71673482 0.21623918 0.19744997 1.59562528 4
92.3223878 6.25513312 6.41621374 0.08282553 0.144609 1.59551397 4
151.275337 6.20407288 6.47992242 0.17860045 0.21672963 1.59544432 4
208.819879 6.63936835 6.25582766 0.15426716 0.42294498 -1.5954224 4
2.85125738 4.11866485 4.02196174 0.08880396 0.05059216 -1.5952989 4
16.7424167 4.73026256 4.87068228 0.08121258 0.13296125 1.59516115 4
16.7424167 4.73026256 4.87068228 0.08121258 0.13296125 1.59516115 4
16.7424167 4.73026256 4.87068228 0.08121258 0.13296125 1.59516115 4
168.691092 6.12386244 6.53775385 0.40852047 0.23114396 1.5949377 4
11.1949344 4.22274539 4.0443413 0.03098247 0.18606101 -1.5946693 4
9.68831596 3.46061392 2.92109535 0.34122731 0.51423752 -1.5944668 4
9.87669969 3.72596992 3.92397356 0.08418781 0.19370831 1.5941095 4
211.428271 6.29285131 6.58226708 0.10323857 0.30919725 1.59407434 4
12.8820941 4.25230598 3.97832265 0.17046945 0.23807866 -1.5939017 4
144.262829 7.26085427 7.0871188 0.15053552 0.12377762 -1.5935745 4
212.972849 7.28095648 7.08473589 0.12057659 0.18397048 -1.5935622 4
41.0730935 5.97843448 5.84803434 0.07793818 0.11896992 -1.593505 4
6.54869723 4.58642791 4.67539391 0.07574423 0.06091599 1.59316194 4
285.720531 7.6091609 7.78773286 0.1601153 0.1171759 1.59312901 4
234.47204 7.66947848 7.82099132 0.13982455 0.0961644 1.59306784 4

20.5475146 4.42497164 4.63064153 0.08948114 0.19582732 1.59281068 4
25.3723939 4.74683012 4.93570631 0.08937082 0.18924409 1.59278974 4
4.25719464 3.69379067 3.87218716 0.17152211 0.0877582 1.59277881 4
27.9662399 5.08346802 5.26311198 0.12724503 0.13936138 1.59277623 4
16.5068526 3.94247808 4.19133512 0.09988916 0.26396826 1.59261741 4
437.685111 7.656239 7.40177831 0.08810025 0.28097606 -1.5923633 4
65.751782 6.75575567 6.82288099 0.01152496 0.07009921 1.59234285 4

1463.95937 8.04099446 8.43913633 0.31491831 0.34446956 1.59217565 4
20.3127894 5.08847144 5.19578871 0.02563346 0.10894543 1.592108 4
110.662343 6.67204328 6.81137387 0.09068195 0.12441392 1.59210111 4
13.242407 4.69841526 4.83070556 0.09624631 0.10555685 1.59193277 4

26.4433367 5.47383996 5.28579397 0.1606958 0.13128202 -1.5919284 4



9.69022016 -1.1608833 2.1520618 4.39632094 1.12793803 1.59180963 4
23.3729112 5.23204293 5.40904758 0.16272212 0.1036158 1.59177282 4
138.758814 7.70815828 7.8099246 0.09609336 0.05591066 1.59169067 4
719.904324 7.87759729 8.15005841 0.20007886 0.19928464 1.59168352 4
194.021202 6.99723869 7.21252072 0.18196765 0.13999193 1.59163357 4
60.2602093 6.48381361 6.34972037 0.10407195 0.10731712 -1.5915701 4
25.6905631 5.35002109 5.45242562 0.004714 0.10765467 1.59151257 4
8.02849171 4.13283525 4.27355166 0.10557873 0.11384623 1.59150848 4
19.9117841 5.44182585 5.53331333 0.05984261 0.07992793 1.5914637 4
23.1239889 4.58308143 4.88929287 0.31077834 0.18049304 1.59130792 4
6.43869897 4.60865194 4.50247756 0.09189593 0.07206979 -1.5911645 4
15.4476075 4.23472616 3.96463666 0.06308733 0.31717215 -1.5909051 4
17.8452696 4.29983484 4.49102988 0.04988251 0.21119039 1.59058859 4
19.4910808 3.88676492 4.4578085 0.54823104 0.22806721 1.59057678 4
127.03892 8.00716124 7.68921183 0.34640194 0.05731792 -1.5904533 4

6.42222968 2.80910175 3.157291 0.26740054 0.25698739 1.59043101 4
262.830321 7.99690282 8.12160715 0.10917553 0.07647757 1.59040307 4
18.7462891 6.02401064 6.08816622 0.05477676 0.04217431 1.59037715 4
65.0162181 6.27520839 6.40383755 0.0914788 0.11000895 1.59020199 4
63.4116567 6.47134164 6.59910448 0.1121821 0.08625041 1.59011443 4
166.948355 7.25493371 7.1300972 0.03303996 0.13255796 -1.5898759 4
203.915013 6.43940427 6.7288139 0.19973925 0.25827166 1.58982727 4
9.49174401 4.086463 3.78167713 0.22898989 0.22349281 -1.5898169 4
0.64868688 -1.1889092 0.81444654 3.06528932 0.27609649 1.58968484 4
70.9590285 7.14483451 6.24815092 0.67216428 0.13287668 -1.5892536 4
37.5553749 6.19245383 5.88318256 0.28703539 0.1043618 -1.5892293 4
13.6214144 3.51191972 2.70857274 0.19691281 1.07480451 -1.5891634 4
136.87594 6.60552114 6.37249328 0.11254322 0.23812635 -1.5888416 4

60.3586281 5.85352372 6.00216559 0.05860962 0.14789706 1.5886463 4
1.66518262 3.33349063 3.2633476 0.0431541 0.06341414 -1.5886154 4
8.98370716 4.43721882 4.58364544 0.12737604 0.09277927 1.58851026 4
7.99678773 3.53145085 3.1941716 0.17917185 0.29938498 -1.588397 4
42.4316449 5.9824099 6.18095594 0.20718738 0.08601725 1.58832656 4
233.945565 8.40758486 8.20369531 0.22367336 0.06284545 -1.587617 4
105.630612 5.88280771 6.24156604 0.31192717 0.19656119 1.58749338 4
8.51049613 4.66553906 4.54527688 0.0924722 0.08954412 -1.5874514 4
41.8983448 6.19585333 6.11058556 0.01342794 0.09131777 -1.5872112 4
27.4962989 5.35390113 5.21713777 0.02608369 0.14954331 -1.5871272 4
526.621015 6.48692274 6.98607398 0.15028599 0.42631577 1.58696745 4
7.58475255 4.58273313 3.06653728 0.84195785 0.31893866 -1.5869432 4
30.3898209 5.43874916 5.2683767 0.10536673 0.16192988 -1.5865851 4
8.64899195 3.91815927 4.1471249 0.22139241 0.13163305 1.58657237 4
7.31351688 3.88810763 4.04725843 0.1202051 0.1303773 1.58630668 4
775.225766 8.79734008 8.62597427 0.12773412 0.14149274 -1.5860958 4
4.82937351 2.8993822 3.22736154 0.3190592 0.20076127 1.58602795 4
6.43322271 3.76113225 3.5621111 0.12667288 0.17332405 -1.5858757 4
206.434721 5.53966942 6.02232623 0.11768008 0.50299995 1.58561728 4
286.066369 8.46374019 8.23966776 0.21333725 0.07474778 -1.5854864 4



310.000141 7.47408932 7.62886852 0.07325856 0.1442089 1.5854179 4
49.9073139 5.25081543 5.46752698 0.09808629 0.20416348 1.58528763 4
72.7736056 6.10009336 5.6209505 0.3878156 0.27000511 -1.585275 4
8.40877304 3.82556765 3.61171684 0.06927439 0.23371387 -1.5852489 4
27.1373497 5.53286059 5.63187165 0.04604488 0.09900181 1.58511637 4
11.5926753 4.63399588 4.740959 0.05775549 0.09825852 1.5849943 4
266.888812 7.03858767 7.24085004 0.10865377 0.19881491 1.58490219 4
151.060506 7.26207242 7.35447095 0.02662145 0.09663303 1.58489144 4
3.86943584 2.15252717 2.54314169 0.2940921 0.2819505 1.58478857 4
3.86943584 2.15252717 2.54314169 0.2940921 0.2819505 1.58478857 4
12.2323194 4.46009608 4.28865575 0.08995771 0.15985892 -1.584765 4
3.56045207 0.74264736 1.55571025 0.29767917 0.65645491 1.58473229 4
26.9213746 5.09605241 5.26056258 0.11435458 0.13505425 1.58468696 4
105.345761 8.12513033 8.22990981 0.11502693 0.02820711 1.5846245 4
66.0935071 6.57139705 6.71656032 0.14187988 0.08088632 1.58454111 4
91.9051409 5.64561697 5.91027262 0.13750976 0.24853783 1.58430853 4
137.657263 7.98046707 7.77321518 0.23054683 0.05888325 -1.5842964 4
42.8358136 5.5136535 5.25502258 0.18260319 0.21525285 -1.5841819 4
5.49765168 3.48583939 3.08337077 0.3205876 0.23716169 -1.5840532 4
298.900234 7.20157393 6.91937812 0.11424104 0.30110235 -1.583902 4
290.03219 5.96977802 6.45893631 0.24424771 0.41199594 1.58388091 4

20.9632606 5.1438527 5.3294355 0.1708039 0.10362626 1.58364692 4
43.096619 6.72989752 5.77241658 0.69767985 0.13769252 -1.5836427 4

27.8801649 5.05660161 5.20840059 0.06291788 0.15530105 1.58351795 4
3.17634815 1.68529323 2.09340104 0.20686874 0.40624433 1.58339798 4
350.09533 6.4504761 6.82495325 0.12311266 0.37997139 1.5833869 4

114.819319 6.3198703 6.08282841 0.03733347 0.27855417 -1.5831641 4
4.6419859 3.60186675 3.28749977 0.26345386 0.18125474 -1.5830851 4

107.178353 5.17449293 5.63835943 0.32341414 0.42114982 1.58269396 4
359.593662 7.29888403 7.55218307 0.20694944 0.17862693 1.58230779 4

8.938217 3.13646576 3.53804056 0.37732503 0.24069967 1.5822694 4
170.325916 7.23399284 7.10178525 0.04342176 0.13710991 -1.5818665 4
18.4616638 4.92722711 4.78217181 0.04543573 0.15361213 -1.5818238 4
17.5841935 4.78907174 4.63549844 0.01895627 0.16228357 -1.5816065 4
222.586066 5.88071091 6.29108399 0.18264732 0.45562602 1.58155515 4
1.44732894 0.41509667 1.68856435 1.78829788 0.24731296 1.58146357 4
11.5406781 5.23433365 5.10183539 0.12466611 0.07031059 -1.5811827 4
42.6163366 5.34754673 5.54380133 0.1369749 0.16456177 1.58090913 4
67.5074347 6.13574548 5.91163843 0.15890773 0.17492913 -1.5807611 4
78.021696 6.30355758 6.47109006 0.13906994 0.11931667 1.58066401 4

1.23463779 4.65755739 4.57191889 0.09058084 0.01274856 -1.5805536 4
359.474178 7.63189301 7.77706145 0.04580877 0.15172449 1.58048449 4
42.396468 3.14109848 4.01191882 0.38914232 0.64076031 1.58042093 4

130.073239 5.62695307 5.9539626 0.07728721 0.31759739 1.58027027 4
4.814992 3.13076328 3.32571436 0.11986228 0.16685354 1.58016959 4

21.3919781 4.96777039 5.10041995 0.06171474 0.12548558 1.58010086 4
2.07238982 3.11490539 3.24603317 0.12311753 0.07880342 1.57992145 4
20.1186796 4.73565219 4.54158695 0.04128493 0.20128225 -1.5798583 4



6.88050534 4.32191231 4.44299328 0.10490487 0.08117245 1.57984847 4
2.09878354 3.40029293 3.02855753 0.34821574 0.09955442 -1.5797086 4
32.2045652 5.31417495 5.4814745 0.12191955 0.1379965 1.57965377 4
1207.16851 7.62060623 8.01082482 0.07092559 0.35826355 1.57962364 4
44.2954121 5.86511438 5.73677841 0.00166206 0.14108746 -1.5790692 4
467.15337 7.59155657 7.83633105 0.19293274 0.19390398 1.57884464 4

9.97526864 4.12765817 3.90087339 0.1471955 0.21265113 -1.5788217 4
12.0750364 4.03890073 4.20640876 0.01230959 0.17069202 1.57850063 4
626.563898 8.38324581 8.57158879 0.17607139 0.11511978 1.57829698 4
18.9362018 5.08108711 5.20472942 0.08854898 0.10209962 1.57829538 4
691.776822 8.66849925 8.78033333 0.06010637 0.10321992 1.57811625 4
11.1109905 4.85739847 4.75974177 0.05000383 0.09378534 -1.5778916 4
11.1109905 4.85739847 4.75974177 0.05000383 0.09378534 -1.5778916 4
33.6924117 5.71260529 5.52717124 0.14840519 0.13376885 -1.5778512 4
107.20144 6.77561675 6.47452136 0.29407341 0.16115252 -1.5777103 4

56.6498807 6.29890533 6.51488273 0.23079693 0.08474861 1.57700949 4
250.01952 6.94455512 7.15246558 0.11227605 0.19834782 1.57652273 4

77.7213195 6.72256596 6.81846712 0.06086745 0.08658592 1.57635349 4
37.8243294 3.95183148 4.41635075 0.14931443 0.40013913 1.57620946 4
13.0322495 4.14480061 3.88267503 0.11823652 0.26166387 -1.5759713 4
9.31969828 3.96349151 3.47635843 0.37404125 0.30402311 -1.5755986 4
14.9034142 4.67303658 4.78986287 0.02825556 0.12084639 1.57559759 4
5.90011291 3.22826624 3.41333176 0.05561321 0.20493712 1.5755664 4
521.10674 7.99586622 7.74991227 0.15877515 0.23664385 -1.5754924 4

135.066168 7.01147226 6.68705483 0.27782541 0.1630042 -1.5754271 4
71.4364395 5.95614299 5.70196156 0.15174509 0.24979088 -1.5754064 4
450.044192 5.67978199 6.40397902 0.07843555 0.69354346 1.57501301 4
34.6716047 5.04494032 5.22652769 0.06110888 0.17659515 1.57499451 4
16.547122 4.80269899 4.51918262 0.23369846 0.18701831 -1.5749496 4

225.374764 8.37254674 8.3128152 0.03609815 0.05613498 -1.57487 4
2050.93209 8.2222893 8.6215992 0.2452874 0.39333575 1.57447862 4
13.9725815 5.56012413 5.4406573 0.11187434 0.05955492 -1.5744556 4
336.689856 7.1758656 7.40743863 0.14560093 0.21323814 1.57445193 4
6.8644906 4.33907567 4.12130135 0.22204986 0.11074635 -1.5741871 4

6.33954258 3.58383738 3.38739221 0.04941862 0.22174326 -1.5741782 4
34.866966 5.20983196 5.37320176 0.07419042 0.15463443 1.57413764 4

34.5887881 5.39477483 5.52519709 0.03452656 0.13651408 1.57369619 4
93.794731 6.74274991 6.54653436 0.17045709 0.1387638 -1.5735836 4

9.20032766 3.80757073 3.57422186 0.05421304 0.2515085 -1.5735264 4
12.9682269 3.91632572 3.6013198 0.04219076 0.3779699 -1.5734897 4
3.91954351 2.18795691 -0.7059088 0.35117522 4.54063361 -1.5730459 4
8.56748036 3.0462132 3.40775022 0.27181775 0.29053 1.57290225 4
1.46855435 0.81824638 1.53570228 0.83849579 0.34324553 1.57269334 4
1.46855435 0.81824638 1.53570228 0.83849579 0.34324553 1.57269334 4
1.46855435 0.81824638 1.53570228 0.83849579 0.34324553 1.57269334 4
6.77479847 4.13370612 4.00463169 0.07130242 0.12547653 -1.5724319 4
74.7713551 6.79265708 6.56812295 0.23058698 0.10267237 -1.5721161 4
204.866649 8.00876347 8.13280003 0.12537086 0.06106424 1.5721056 4



21.2833536 4.2403847 4.47515805 0.07767643 0.24350061 1.57207879 4
15.35717 4.13968941 4.35663068 0.13912266 0.20773939 1.57205081 4

92.6198745 5.8681656 6.07474983 0.07267537 0.21346127 1.57179467 4
220.888143 7.61008108 7.33480804 0.24876828 0.14094809 -1.5717041 4
220.888143 7.61008108 7.33480804 0.24876828 0.14094809 -1.5717041 4
110.27517 6.50934717 6.27543206 0.164764 0.19527938 -1.5716794 4

20.9090791 4.72439418 4.91511335 0.14496461 0.15147717 1.57157625 4
155.872892 6.38263003 6.59098369 0.07040127 0.20455124 1.57145806 4
2276.04908 9.36542581 9.55332018 0.12611376 0.16214348 1.57140579 4
3.36389284 4.35962469 4.25328058 0.10779398 0.04848151 -1.5713646 4
36.6011409 4.79033127 4.30583751 0.27010261 0.42680841 -1.571047 4
18.2643861 5.08256727 5.29621761 0.20932869 0.0922203 1.57103574 4
252.806601 6.53809922 6.80097785 0.00512962 0.26240729 1.57090023 4
240.088277 4.69821079 5.63160053 0.11111051 0.67207709 1.57087883 4
122.857602 6.20888142 5.77781118 0.26229467 0.41428376 -1.5708119 4
7.93933574 4.38922788 4.27063595 0.07048426 0.10741353 -1.5706609 4
19.8462054 3.69497888 4.05719748 0.20501718 0.35057137 1.57050582 4
17.3633692 5.65506423 5.75742176 0.10108997 0.0557059 1.57048782 4
87.5854769 7.25140636 7.37853319 0.12610635 0.05523569 1.57032293 4
10.7286103 4.58396144 4.46060134 0.05913879 0.12723427 -1.5701419 4
3.01801368 3.35979583 3.5149317 0.14189322 0.09032373 1.57000803 4
189.438863 6.13640301 6.44640129 0.14979463 0.30402386 1.56989571 4
13.1522599 6.02474229 5.20852764 0.70970316 0.07066048 -1.5698186 4
125.523944 6.4208764 6.5808989 0.00456768 0.17185876 1.56975646 4
2.88693226 3.01986102 3.19633693 0.15214747 0.11950475 1.56967098 4
16.9768094 4.88430128 4.99317252 0.0300222 0.11200354 1.56966173 4
13.2121147 4.18472033 3.92623686 0.12162625 0.26620399 -1.5695038 4
39.5601528 6.11286543 5.98968493 0.09536328 0.09756639 -1.5694741 4
17.6725519 3.66543113 3.99055296 0.11935495 0.30746879 1.56918624 4
19.9989818 5.07019204 4.84094737 0.18422688 0.15761038 -1.5689645 4
217.298282 8.7784116 8.6808188 0.09758375 0.03651166 -1.568958 4
3.80914003 2.76759654 3.00767838 0.17985459 0.18684321 1.56814923 4
43.4327607 5.49829165 5.70624447 0.177621 0.14972064 1.56776712 4

7.409365 4.0858334 4.21388603 0.08718536 0.11296967 1.56774736 4
31.589224 4.93596433 5.11432977 0.03786183 0.17961882 1.56723732 4
12.189882 5.74239311 5.59262742 0.16385436 0.0457977 -1.5671529 4

523.269281 7.71527615 7.9439628 0.17457258 0.18919122 1.56714888 4
168.734301 6.72253801 6.88184156 0.00934623 0.16807336 1.56702889 4
211.447262 7.14336714 6.93203603 0.10902675 0.21713698 -1.5670092 4
1.63647675 3.33292858 3.50451597 0.18010529 0.04871986 1.56698582 4
7.55338798 5.19978695 5.11534647 0.08275346 0.0453356 -1.566925 4
4.07618281 2.65236723 2.92955949 0.2060219 0.23123246 1.56681739 4
16.5123277 4.28435548 4.46727866 0.06119707 0.18066514 1.56675983 4
252.81605 5.98294646 6.47573195 0.36147277 0.42963525 1.56674261 4

116.585501 6.89704901 6.77098534 0.04295086 0.1380127 -1.5665099 4
50.035496 5.32179359 5.51263449 0.05206343 0.20267294 1.56629435 4

23.8207777 5.30991393 5.42171184 0.06325388 0.10255758 1.56618492 4
17.9074975 4.35605358 4.53548124 0.0331317 0.18216911 1.56614094 4



1029.02659 6.31980694 7.23495609 0.76607391 0.76230042 1.56599426 4
35.5777198 4.96119334 5.18077212 0.13127591 0.18921897 1.56593959 4
160.437234 7.36453234 7.22423931 0.10425153 0.11569477 -1.5658957 4
5.62793572 3.6789044 2.00096019 0.88831029 0.84668239 -1.5658074 4
12.8655828 6.19619319 6.11448208 0.08503715 0.0282075 -1.5656697 4
309.184382 7.71622622 7.92790833 0.20132261 0.11464021 1.56563203 4
16.943271 4.51936257 4.27549063 0.13615381 0.23169244 -1.5655664 4

5.74692834 4.49835092 4.66870368 0.19143911 0.05456189 1.56539976 4
60.1170478 6.21023046 6.31179654 0.02261642 0.10739746 1.56495303 4
141.482996 7.09083767 6.77646916 0.29856738 0.16159503 -1.5647631 4
11.9230691 4.87863897 4.9574142 0.02202768 0.08371214 1.56458444 4
77.9930233 6.62884816 6.18840795 0.38267541 0.15987391 -1.5645582 4
17.7577387 4.96895552 4.56034463 0.34980297 0.18777608 -1.5644991 4
8.3064533 3.86891208 3.67457624 0.05609666 0.22190135 -1.5642572 4

896.981922 8.45683842 8.61910561 0.07628585 0.16871766 1.56410299 4
36.7737803 3.83822177 4.46829296 0.6140449 0.46155172 1.5639656 4
25.0667769 5.25652074 5.36723446 0.03384252 0.11986806 1.56374404 4
164.146612 7.13556328 7.27002702 0.09415217 0.11164393 1.56303296 4
195.76843 6.80314883 6.98781484 0.0914444 0.1715012 1.5629717 4

468.825539 7.61433542 7.84515114 0.1818139 0.18791206 1.56287532 4
55.8667712 5.32659123 5.60267727 0.23166593 0.20823409 1.56284518 4
19.7515735 4.61270889 4.27320802 0.28159136 0.27143164 -1.562813 4
3.07888339 2.26554413 2.53806795 0.16581349 0.23419375 1.56269995 4
35.6217451 5.35644593 5.49149652 0.01886994 0.14518552 1.56259776 4
1.00553957 0.53630039 0.98968938 0.32966779 0.40201139 1.56241895 4
1144.13868 7.22646941 7.72660435 0.25592977 0.54781398 1.56233854 4
85.1940966 5.27654589 6.182707 0.87615439 0.17852413 1.56224579 4
112.686536 6.58600298 6.40467629 0.08061094 0.19534064 -1.5620816 4
182.014111 6.50615821 6.72146149 0.09113016 0.22906581 1.56204175 4
179.631412 6.73780444 6.9126841 0.06731027 0.17270679 1.56198682 4
227.422353 7.02580601 6.80307523 0.01124713 0.25501058 -1.5619694 4
4.44041823 4.38170583 4.02175086 0.41804883 0.07930845 -1.5618622 4
273.546289 7.92588059 7.58748771 0.30373538 0.13993762 -1.5618183 4
10.422415 4.24733651 4.38250456 0.07222808 0.1256331 1.561795 4

2.84002507 2.35048141 2.72963826 0.37538811 0.17566381 1.56141564 4
5.83000645 4.67987527 4.78326456 0.1054113 0.04848864 1.56095422 4
56.2084623 6.93884148 6.35555939 0.50239624 0.10032009 -1.5609396 4
48.8901831 5.37320073 5.06277618 0.17928964 0.28441758 -1.5608374 4
6.10715835 3.86126862 3.62014811 0.20870047 0.15975967 -1.5607313 4
141.839291 7.0939534 7.32296582 0.24544969 0.0922484 1.56064041 4
5.3880547 4.3370562 4.50016636 0.17702338 0.06043449 1.56053729 4

78.1165702 5.68789143 5.8871057 0.00651046 0.20689077 1.56007992 4
239.942539 7.08463805 7.2776169 0.14014844 0.17097913 1.55967327 4
538.174914 5.71118984 6.53943702 0.20481966 0.62128943 1.55944709 4
243.564404 7.66872963 7.79917536 0.10279077 0.10147123 1.55938421 4
118.891296 5.79532011 6.0521719 0.04986542 0.29828849 1.55937222 4
318.798936 7.51229853 7.69238117 0.13818442 0.13969893 1.5593332 4
8.69644189 4.84967856 4.71979688 0.11693604 0.075813 -1.559263 4



26.9398501 2.79391551 3.60458752 0.35510964 0.59769648 1.558638 4
292.119239 6.52890956 6.85526365 0.17558428 0.29873832 1.55861985 4
205.395707 6.64547527 6.91537577 0.23188741 0.20100834 1.55861604 4
52.3785181 5.94080543 6.16637033 0.24203165 0.10863823 1.55854697 4
6.11635758 4.9919628 5.17800994 0.21607527 0.03456062 1.55847283 4
1.3488587 2.1348308 1.7345753 0.32859191 0.25132767 -1.5581229 4
1.3488587 2.1348308 1.7345753 0.32859191 0.25132767 -1.5581229 4
1.3488587 2.1348308 1.7345753 0.32859191 0.25132767 -1.5581229 4

10.8296828 4.41703123 4.6209114 0.21021346 0.10543315 1.55772706 4
106.031078 6.46110941 6.24735745 0.11887027 0.20911329 -1.5576886 4
200.011238 7.19854073 7.57493629 0.39206237 0.09981061 1.55767314 4
6.74735024 5.15634865 5.29583886 0.15878305 0.0340949 1.55718357 4
9.11557086 3.56612352 3.76243698 0.04743952 0.22137095 1.5571753 4
81.505371 6.074303 6.22264582 0.02705517 0.16863402 1.55715737 4

289.874839 7.36887559 7.53811707 0.10534472 0.16004117 1.55688044 4
18.1984469 5.66967384 5.72713602 0.02316905 0.05863166 1.5568582 4
4.68360684 2.60158304 2.85431866 0.07698104 0.28678465 1.55630189 4
46.0977358 5.4796735 5.63275314 0.03156751 0.1585331 1.55626496 4
407.999078 7.29573514 6.80430239 0.30185963 0.43427291 -1.5561425 4
3.21163228 3.80779199 3.48296864 0.32219382 0.09791896 -1.5559535 4
47.6314026 5.39350037 5.57215895 0.07815706 0.18000464 1.55573705 4
186.377791 7.50702651 7.39053933 0.06242057 0.11640882 -1.5557202 4
39.8009893 4.75858887 5.00638431 0.06913566 0.2860832 1.55569337 4
100.444702 6.88411863 6.36772921 0.46603229 0.16551665 -1.5556826 4
2.9160861 3.79895191 3.67086731 0.11832569 0.07272528 -1.5556494 4

4.12108338 3.31947906 3.13497722 0.1063079 0.17240098 -1.5555649 4
10.2188529 5.25299933 5.11883526 0.12957652 0.06017111 -1.5555325 4
10.0127411 4.92299712 4.84147013 0.04536642 0.07952366 -1.5551252 4
131.977785 5.73802593 6.08699259 0.26554068 0.3244658 1.55506722 4
114.039485 6.34974608 6.62155545 0.25122863 0.14630624 1.55460907 4

176.09 6.10810875 5.47921286 0.0126976 0.85226996 -1.5543521 4
5.0832256 3.00825765 3.4104093 0.40526523 0.16065375 1.55431468 4

269.919974 6.99609027 7.26716459 0.25098079 0.19686063 1.55400477 4
4.40744732 2.90623538 2.47163058 0.29729636 0.34774537 -1.5539761 4
6.34709861 2.76802099 3.19095788 0.41305838 0.24974702 1.55388862 4
414.661865 7.87359162 7.70464469 0.03724752 0.19645181 -1.5532853 4
17.1490766 3.85228944 4.11511708 0.07257118 0.28093955 1.55306077 4
108.97467 7.12353819 6.68713851 0.38819396 0.13354801 -1.5529979 4

82.4440999 7.4765938 7.25211397 0.22192833 0.05885177 -1.5526499 4
36.1036217 4.76360532 5.0095982 0.12883127 0.24588395 1.55221373 4
5.52902696 4.38924486 4.49111337 0.09580964 0.06301279 1.55179324 4
164.558929 5.12462006 5.67449603 0.29341859 0.62101298 1.55158857 4
234.993029 7.10998158 6.81090653 0.20867221 0.27683311 -1.5515294 4
206.897634 8.73630512 8.6395882 0.09794493 0.03623273 -1.5514463 4
94.5586328 8.37547034 8.25224495 0.13686135 0.02473953 -1.5514025 4
26.4085847 4.89373882 5.0705137 0.10659385 0.16974038 1.55136313 4
8.68660491 4.34013878 4.49366939 0.13790963 0.09465551 1.55131426 4
193.246612 6.64198415 6.93425352 0.27376752 0.18708717 1.55121085 4



0.52214989 1.00249621 1.16641013 0.08185261 0.15894148 1.55117279 4
37.1406599 4.84346108 4.48683854 0.01178293 0.39677995 -1.5510005 4
5.6294975 3.44347415 3.61173077 0.10767446 0.14613258 1.55086727 4

311.513426 6.97490097 6.61447435 0.07892855 0.37383734 -1.55085 4
22.5953343 5.15344253 5.26945414 0.05580389 0.11315581 1.55083156 4
22.7606931 7.15314838 5.01412981 1.04410104 0.14838617 -1.5508074 4
37.3557083 6.36909683 6.27925677 0.07042131 0.07116142 -1.5506518 4
89.0667895 6.59424239 6.2617336 0.29058744 0.17247367 -1.5505993 4
9.19740958 4.30262366 4.41068716 0.04353301 0.1082114 1.55049225 4
3.58942986 4.37038479 4.23189224 0.14376628 0.05141093 -1.5504613 4
20.1851216 4.73679972 4.92975851 0.15200575 0.14039764 1.5504498 4
10.9844027 3.66541094 4.02181628 0.33088022 0.20748482 1.5503575 4
37.1809926 1.41644825 3.43524899 1.81613907 1.03970659 1.55024039 4
177.549604 7.35808587 7.49474982 0.11526602 0.09719676 1.55013758 4
5.81296285 3.71693823 3.85836289 0.10153315 0.12685058 1.55002684 4
41.483292 5.19441239 5.44201817 0.21142228 0.17215733 1.54998325 4

94.7912927 6.34468495 6.49215835 0.07664369 0.13854584 1.54996217 4
13.1516995 5.13327333 5.21188481 0.04994472 0.07305756 1.54980279 4
8.94010997 3.67016685 3.89214773 0.15961039 0.17486774 1.54968549 4
22.365513 4.03814108 4.32121084 0.08311526 0.27496426 1.54912745 4
22.365513 4.03814108 4.32121084 0.08311526 0.27496426 1.54912745 4

45.2136733 5.899467 5.53529495 0.31724447 0.18038504 -1.5490898 4
80.2431914 5.2931327 5.58523025 0.1177971 0.31037373 1.54882081 4
5.50652134 5.07987047 4.92431537 0.17521811 0.03992798 -1.5487857 4
202.528347 6.31856013 6.6117006 0.16869606 0.26649311 1.54870345 4
234.749742 7.00720131 6.73962939 0.11594816 0.29349088 -1.5486504 4
29.6696074 5.36552999 5.48028036 0.0292136 0.11961527 1.54864333 4
2.1539492 1.83505523 2.12335868 0.18644022 0.24650715 1.54831628 4

17.6381875 5.52372021 5.37567964 0.13797906 0.08353672 -1.5482677 4
390.387134 7.12057403 7.36516203 0.11266625 0.25418573 1.54820369 4
116.371086 6.78122091 6.89488472 0.04561719 0.11736119 1.54808504 4
33.3608904 4.94351308 5.13490534 0.08040955 0.19216766 1.54795697 4
2.52241466 3.35156056 3.14583856 0.21282857 0.10771351 -1.5479459 4
276.129743 7.68125776 7.78811321 0.03247229 0.1179356 1.54791091 4
12.7783972 3.84951316 4.08110091 0.1427309 0.21411857 1.54791081 4
59.0636261 5.80363768 5.55401159 0.1600483 0.23468087 -1.5474798 4
74.1269129 5.81343403 6.01327218 0.1327917 0.18353091 1.54733615 4
29.3522219 4.2443218 4.54920083 0.11788581 0.29097171 1.54718503 4
1145.70793 8.16427421 8.39816209 0.03966311 0.27468722 1.54712087 4
1145.70793 8.16427421 8.39816209 0.03966311 0.27468722 1.54712087 4
1209.23048 8.52678584 8.71196946 0.05505653 0.20838797 1.54670582 4
29.1282666 4.96855924 5.18374722 0.17422041 0.16403916 1.54666841 4
26.3314682 4.57150166 4.96499125 0.38257192 0.1914803 1.54663778 4
15.6665896 5.05371528 5.16925496 0.09282409 0.08723503 1.54656193 4
126.653756 5.84850698 6.11772424 0.10907927 0.29438753 1.54630286 4
79.4044304 7.58121623 7.67469904 0.10133386 0.03710641 1.5462527 4
54.2717473 5.47282454 5.65574945 0.06999669 0.18731766 1.54622519 4
1543.0462 8.18269161 8.4809437 0.04679751 0.29111511 1.54618197 4



11.8387628 5.68276664 5.64528461 0.00480859 0.04216079 -1.546077 4
7.42719075 4.83780304 4.93201455 0.09358357 0.05413043 1.5458684 4
22.4388875 4.87543744 5.04683191 0.13011391 0.14387921 1.5458255 4
7.01865632 5.03710557 4.19418888 0.65140471 0.10688199 -1.5457985 4
208.896367 8.36235262 8.48824625 0.13700169 0.04353441 1.54573277 4
29.0232439 4.33000067 4.61645909 0.14337767 0.3049983 1.54569299 4
764.625787 7.9907735 8.20815189 0.12968399 0.21978306 1.54532914 4
8.19818714 3.695408 3.9140321 0.19183268 0.16648455 1.54490064 4
12.0354283 3.11329312 3.5702078 0.40021773 0.31432368 1.54478045 4
668.562303 7.96581239 7.69790936 0.0346451 0.32905985 -1.5447792 4
6.02282923 4.51698659 4.5938169 0.05995947 0.06070676 1.54463672 4
12.4311461 5.34317477 5.28008677 0.03229275 0.06283593 -1.5445607 4
131.942425 6.82951805 6.98393856 0.11947252 0.11812872 1.54455693 4

13.30685 4.57402443 4.72579212 0.1250663 0.12124179 1.54421243 4
83.9273867 5.57434369 5.84560502 0.17549323 0.25468936 1.54396586 4
3.55509171 3.56418911 3.66508035 0.06735345 0.09294944 1.54394109 4
10.7496714 3.90944678 3.65826329 0.08731943 0.25655195 -1.5437223 4
51.5164821 6.40119108 6.25864288 0.12333068 0.09644805 -1.5435925 4
26.6725628 4.39587928 4.65481132 0.1305555 0.23772543 1.54353613 4
176.448023 7.03221132 6.7194921 0.28987746 0.20017302 -1.543503 4
31.9955663 5.95651435 5.77901119 0.17887743 0.09614902 -1.5433553 4
54.6652816 5.50038616 5.7117705 0.15887803 0.18257101 1.54333531 4
6.39930645 3.69278377 3.82807907 0.05803645 0.1362217 1.5432691 4
85.5573686 6.33131345 6.49792001 0.13552794 0.13160282 1.5427444 4
11.5853971 4.44858379 4.30129521 0.05939188 0.15059559 -1.5426235 4
15.5516922 4.5045557 4.65984657 0.09063406 0.15186934 1.5425448 4
3.41209479 2.82682818 3.01899979 0.13548423 0.17463007 1.54232969 4
1108.14586 7.43114172 7.88246098 0.26832229 0.39915924 1.54230813 4
10.2029343 4.751878 4.96055982 0.21416023 0.0700967 1.54222681 4
10.2029343 4.751878 4.96055982 0.21416023 0.0700967 1.54222681 4
150.990202 5.67118862 6.04301267 0.19542531 0.32326808 1.54222494 4
150.990202 5.67118862 6.04301267 0.19542531 0.32326808 1.54222494 4
103.399752 7.06782243 6.916386 0.1401947 0.10204295 -1.542079 4
0.81131759 0.72775083 1.24873085 0.60825527 0.24744897 1.54191978 4
6.21659469 4.41846093 4.56262057 0.14517115 0.0660236 1.54182506 4
48.3117789 6.48671439 6.31646579 0.1627293 0.08515409 -1.5415833 4
103.859014 6.72025718 6.83557936 0.06429359 0.11307515 1.54121298 4
11.3013409 3.64799252 3.87057115 0.06716441 0.22010189 1.5411215 4
140.014014 7.41047578 7.32228614 0.03716725 0.09429119 -1.5408415 4
79.7405808 5.08256649 5.46085576 0.27248298 0.36589106 1.54082798 4
32.0563875 5.84891711 5.9361694 0.0481789 0.08270979 1.54079487 4
6.63013546 3.56550909 3.78510266 0.18776709 0.14503421 1.54059022 4
27.4016626 5.09988657 5.24193619 0.06481272 0.14996329 1.54057997 4
674.68975 8.39880219 8.21766492 0.09796523 0.17411195 -1.5405559 4

40.3923998 6.04262365 5.93042884 0.06822487 0.10734051 -1.540493 4
87.5114795 4.43522812 5.08120083 0.50931799 0.58297068 1.54048733 4
91.483269 5.6556615 5.97791626 0.28921355 0.22617779 1.54033817 4

141.688593 6.62784643 6.36568511 0.16879745 0.24380304 -1.5398047 4



246.23004 5.88423516 6.32743585 0.17744724 0.38745021 1.53968667 4
106.164493 6.20997515 5.01331025 0.78040302 0.58207925 -1.5396587 4
498.109249 6.52774795 6.98545435 0.26400703 0.50479696 1.53952936 4
86.9040835 7.43832092 7.63340054 0.21614682 0.04257311 1.53950797 4
39.0150896 3.25230829 4.04654477 0.43586329 0.55856117 1.53945564 4
11.3025811 3.32109066 3.66319271 0.24272428 0.31138894 1.53933935 4
80.4639874 6.18633823 5.95021288 0.17286371 0.21795342 -1.539214 4
11.7162236 4.77584066 4.87730466 0.07081473 0.08732241 1.53839156 4
13.1633056 3.60677473 3.92920688 0.23783088 0.25096671 1.53837824 4
76.1580971 6.07225078 6.21001138 0.02067975 0.15964148 1.53815971 4
9.2232611 4.36181655 4.20487751 0.10866968 0.14276911 -1.5380622 4

33.5816101 5.25372058 5.06459653 0.04231527 0.21327599 -1.5378711 4
7.92781578 5.19874348 5.26647221 0.06574209 0.04070093 1.53775834 4
36.5488523 6.04608542 6.1391129 0.06793742 0.07867935 1.53729166 4
0.4113545 -1.4329666 -3.5152067 3.95269824 2.76160905 -1.5372722 4

28.7266999 4.68202753 4.8904103 0.08272945 0.20959482 1.53685875 4
5.98061806 4.34185182 3.69210827 0.62024281 0.14292884 -1.5363086 4
31.281244 3.30586951 3.86012817 0.15328124 0.74521279 1.53612041 4
14.439399 4.49412948 4.69184656 0.18550422 0.1296546 1.5360998 4

0.99849231 1.33363619 1.61385631 0.23671142 0.20402699 1.53604164 4
1.51378574 5.29495003 2.62985239 1.71843314 0.11254772 -1.5359641 4
22.2973595 5.14557523 5.2581211 0.05085079 0.11899392 1.53575654 4
18.0581668 4.62878656 4.83001688 0.17430177 0.14130149 1.53568573 4
64.5067295 6.95179649 7.02190977 0.05382641 0.05819092 1.53556997 4
3.89476493 2.15441896 2.45298508 0.04682759 0.36020464 1.53532852 4
99.244862 7.03681357 6.89085668 0.13457765 0.10374637 -1.5351503 4
45.570471 6.10295539 6.43333405 0.38920915 0.07196919 1.5343585 4

73.0450665 6.44261766 6.31920106 0.04855172 0.13257713 -1.5341023 4
156.137166 6.91039732 7.05431253 0.08932095 0.13319791 1.53407812 4
6.76762345 4.34416669 4.23786752 0.06939236 0.0999526 -1.533685 4
97.2011854 6.81828249 6.9171125 0.05627986 0.09771829 1.53324904 4
3.47281363 3.09004858 3.23497498 0.0898433 0.13151529 1.53307329 4
195.526573 8.90212916 8.94488569 0.04096412 0.02566868 1.53290979 4
232.195561 7.47558181 7.58929631 0.05064318 0.11927528 1.5328731 4
1674.17903 7.94714447 8.40488295 0.38392224 0.41085235 1.53282781 4
112.828417 6.78569957 6.48841212 0.31255114 0.18000729 -1.5326834 4
14.3820548 4.74892732 4.86820503 0.07748708 0.11295364 1.53259393 4
7.20002128 4.23090966 4.11492653 0.05961093 0.11518757 -1.5325383 4
10.7284773 5.04287784 4.90261168 0.13310934 0.08099667 -1.532263 4
8.84293807 4.1327674 4.31729016 0.17615455 0.12103282 1.53200028 4
2.88531717 6.03832742 3.78770624 1.03113828 0.06597744 -1.5319334 4
574.165586 7.40478569 6.83192355 0.23297235 0.69324089 -1.5318756 4
14.0754929 6.36755644 6.47159327 0.11905346 0.02190636 1.53175099 4
9.62980174 4.25631227 4.37189441 0.04592004 0.11942257 1.5316996 4
44.8082248 6.11467675 5.83054773 0.26407306 0.13401167 -1.5315453 4
2.60808981 2.69010056 2.45472522 0.15218315 0.23730518 -1.5312956 4
6.88566735 4.15374107 4.30308317 0.14624195 0.09372017 1.53127667 4
32.8094308 5.22682397 5.43897379 0.19752381 0.13850438 1.53127332 4



119.797135 5.21343556 5.61838135 0.05383965 0.3851908 1.53125868 4
151.732906 8.06084188 7.98935194 0.06202116 0.05202206 -1.5312525 4
242.869699 7.19733118 7.43450381 0.23353635 0.14928069 1.53124682 4
38.5523159 5.14155081 5.31362492 0.02753594 0.18005971 1.53119531 4
38.5523159 5.14155081 5.31362492 0.02753594 0.18005971 1.53119531 4
2.92415259 3.82319036 3.64649971 0.19386408 0.07740032 -1.5310836 4
3.08411995 2.09031827 2.55046798 0.51971761 0.24632055 1.53102347 4
7.44572885 5.25880036 5.1717786 0.08694612 0.04275617 -1.5308677 4
309.834459 6.68114804 6.13153121 0.11193782 0.56841104 -1.5305787 4
79.043714 6.34762978 6.19840514 0.05655994 0.16747737 -1.5304961 4

2.62914935 5.46463714 5.41236297 0.05862575 0.01173469 -1.5304357 4
7.38319466 5.0670942 4.97399738 0.0892376 0.05114679 -1.5301851 4
174.939937 6.66153749 6.84487255 0.08625606 0.18613083 1.53016678 4
11.3159856 4.121107 3.92531766 0.03808769 0.21031412 -1.5300624 4
103.598889 6.96949465 6.7564803 0.21381501 0.11921591 -1.5300375 4
32.7432564 5.57819234 5.69591193 0.07453383 0.10816494 1.53002114 4
9.43930489 4.71938228 4.87313361 0.16444253 0.07249313 1.52973375 4
37.5520905 5.7133378 5.51060936 0.1738741 0.15364136 -1.5297187 4
83.4488083 5.24529055 4.39155465 0.14060468 1.17524623 -1.5294107 4
7.87959692 5.27688326 5.1843746 0.09542632 0.04367598 -1.5293662 4
7.87959692 5.27688326 5.1843746 0.09542632 0.04367598 -1.5293662 4
79.6557998 4.82783998 5.22381532 0.16499141 0.47790528 1.52920948 4
24.1802453 5.7270511 5.80300591 0.04459086 0.07199572 1.52902038 4
9.37981571 3.98894755 3.7992861 0.06175035 0.20180942 -1.528895 4
601.576454 8.62049469 8.71337116 0.03400423 0.09711475 1.52883006 4
601.576454 8.62049469 8.71337116 0.03400423 0.09711475 1.52883006 4
601.576454 8.62049469 8.71337116 0.03400423 0.09711475 1.52883006 4
361.494381 7.58171406 7.72585643 0.02912295 0.16087339 1.52879109 4
37.8878368 5.12405557 5.31964773 0.1163015 0.1801058 1.52859076 4
15.9041232 4.67548682 4.81340423 0.08722681 0.12448939 1.5285897 4
31.0501387 4.93825102 4.62256313 0.20019239 0.2889111 -1.5285124 4
76.004377 5.27256366 5.70786798 0.39135577 0.23587202 1.52841409 4

36.2114438 5.2731797 5.44691456 0.1191879 0.15026701 1.52839678 4
416.83604 7.93395614 7.77558052 0.04965967 0.16769579 -1.5281938 4

2.75657751 3.49161804 3.40345954 0.04045391 0.09173949 -1.5281805 4
112.828114 7.26477622 7.56227369 0.3635008 0.05881291 1.52816957 4
329.630735 6.12888435 6.67131385 0.4774834 0.38039237 1.52806576 4
14.9398472 4.61080909 4.72943273 0.02126236 0.13267145 1.52794239 4
10.6427681 4.6898555 4.53662376 0.12709958 0.1151344 -1.5277537 4
48.1991443 6.35858047 6.47214771 0.10339204 0.07469373 1.52766978 4
2.75971344 5.13298622 5.17744081 0.04756161 0.01552383 1.52758106 4
2.05821898 7.26764945 2.11542703 1.17971963 0.24171892 -1.5275057 4
303.502502 7.54298892 7.3266999 0.14635377 0.20069873 -1.5273616 4
67.6355622 6.24239881 6.10625132 0.03780682 0.15663805 -1.5273584 4
20.5767335 4.96447896 5.19903406 0.23227375 0.11574394 1.52732884 4
3.06623055 2.8691499 2.50603486 0.33745672 0.23808954 -1.5272789 4
110.421133 7.81964639 8.00765798 0.20410109 0.03638427 1.52702763 4
138.515543 6.67590667 6.8254215 0.07484263 0.15015314 1.52700494 4



44.5328524 5.47743154 5.63133821 0.0671213 0.15241141 1.5268652 4
4.46687332 4.41417106 4.56082293 0.15455685 0.0467458 1.5267385 4
332.244952 7.35085693 7.5600544 0.15675141 0.17564412 1.52664831 4
6.2928211 4.00341693 3.8791022 0.0572316 0.13486864 -1.5266103 4

0.56026665 1.44712896 1.25481792 0.15389048 0.15943712 -1.5265242 4
79.3138077 5.6950651 5.36620745 0.1203828 0.33237929 -1.526513 4
101.28744 7.5379989 7.58599617 0.01763535 0.05206355 1.52646908 4

767.618408 6.40331219 7.08950041 0.52624463 0.72734534 1.52632279 4
8.67844299 3.4690541 3.08551969 0.21106017 0.36949745 -1.5263031 4
17.3027606 4.4199695 4.58474927 0.05371481 0.1677038 1.52626068 4
96.4421791 6.58934903 6.71118842 0.07131662 0.11862036 1.52619989 4
26.7419544 5.23250234 5.37390551 0.10020014 0.1278938 1.52593435 4
1.51196538 2.81730993 2.99764258 0.19884982 0.07478319 1.52571333 4
11.5908528 4.63030896 4.75260011 0.09823844 0.09828963 1.52564494 4
212.130189 8.7666653 8.67234527 0.09729647 0.03594795 -1.5255422 4
21.6020937 3.8465302 4.18793191 0.19379418 0.29965127 1.52514612 4
110.892493 5.56813116 5.90846605 0.21942536 0.27557765 1.52514509 4
15.5139433 4.29178559 4.03894226 0.09799373 0.29406463 -1.5250369 4
1092.27986 6.93200893 7.63483958 0.5118155 0.4744198 1.52496717 4
56.9996375 6.78122509 6.30688828 0.43123441 0.10113217 -1.5249348 4
11.1097374 4.32999285 4.48925672 0.13382229 0.12401488 1.5248694 4
19.4409269 5.05884379 4.91531614 0.07846585 0.14785092 -1.5247616 4
249.300552 7.62539837 7.74867208 0.09091812 0.10471111 1.52473819 4
75.9937852 6.48266373 6.57750046 0.01632431 0.10274519 1.52466196 4
75.9937852 6.48266373 6.57750046 0.01632431 0.10274519 1.52466196 4
59.4918021 6.23560925 6.33326341 0.0325652 0.10824726 1.52450111 4
67.1948063 4.92197672 5.33237789 0.32057374 0.35365008 1.52448599 4
104.035881 6.17884956 5.93446563 0.05739614 0.29539957 -1.5244732 4
31.4514883 5.81411589 5.9274561 0.09865855 0.08585038 1.52441721 4
202.328796 7.78676478 7.53300092 0.25444739 0.10506387 -1.5242213 4
14.0571408 4.4227946 4.1962548 0.15726429 0.19880538 -1.5241815 4
168.123538 5.99141645 6.40513631 0.40131085 0.29698647 1.52411999 4
509.975053 7.57729268 7.80651449 0.1547069 0.20817569 1.52399261 4
141.950702 6.37447103 6.66315408 0.2936851 0.17237964 1.52392135 4
611.931579 7.28484406 7.57104185 0.0919127 0.34298157 1.52387075 4
20.8878532 4.76806224 4.92669323 0.09877082 0.15035963 1.52325217 4
13.3949663 3.83001285 4.04654343 0.0610377 0.2186924 1.52298609 4
21.9401034 6.67867033 6.5188836 0.18673992 0.03206756 -1.5229803 4
158.950924 7.18329168 7.05538341 0.05322322 0.13180043 -1.5228424 4
16.5663263 4.99760725 5.16313139 0.15799488 0.09312946 1.52270736 4
273.773563 6.22786404 6.5816369 0.10072941 0.35258177 1.52262572 4
187.657315 6.58623668 6.19992512 0.20632347 0.41977932 -1.5225892 4
362.200899 6.96789777 7.2214023 0.11966806 0.28306667 1.52251216 4
364.630912 7.29739944 7.48879676 0.07349916 0.21261379 1.52244079 4
90.5930226 7.60259383 7.50159063 0.10576261 0.04999894 -1.5220982 4
3.4587682 3.46256767 3.29978653 0.13503238 0.12314024 -1.5219398 4

4.22847756 3.1332639 3.27625046 0.02583443 0.1617503 1.52151916 4
38.0527231 3.7013861 4.32836235 0.4845545 0.43452598 1.52134797 4



27.8304082 5.70290398 5.60932343 0.03334495 0.10167463 -1.5213337 4
23.0853968 4.69771082 4.44890971 0.10570518 0.25299335 -1.5213299 4
10.6958036 4.06780615 4.23557973 0.10803048 0.14829098 1.52119306 4
11.0494269 3.00582841 3.41820469 0.27960769 0.34760084 1.52117175 4
9.94951061 4.2776284 3.94186659 0.29693089 0.20258007 -1.5209812 4
12.7483352 4.31552486 4.47482621 0.10980816 0.14025927 1.52077189 4
9.93893444 5.61748886 5.57363343 0.032532 0.03792893 -1.5207408 4
102.755006 6.24489785 6.43539878 0.13474846 0.15899729 1.52073802 4
18.0463583 4.839537 4.63813058 0.14429625 0.16828821 -1.5207347 4
48.9490828 7.18652829 7.07405114 0.11808027 0.04126492 -1.5207002 4
379.530022 7.64755463 7.8094705 0.10070103 0.16022083 1.52069711 4
10.7367166 5.51990075 5.45089117 0.06291267 0.0464196 -1.5206389 4
25.3732697 4.55197083 4.75748912 0.07742979 0.2064158 1.52056392 4
2.81506363 3.80242727 3.9883054 0.19762211 0.05275048 1.52027175 4
9.73979552 4.52813737 4.2033093 0.29956871 0.1435905 -1.5202673 4
42.1667281 5.24043508 5.41738645 0.06895364 0.17835101 1.52004493 4
84.3178583 6.22791836 5.99343233 0.15875633 0.20742474 -1.5197472 4
13.1145064 5.22938588 5.30796356 0.06057961 0.06422316 1.51963444 4
12.2248911 4.80127535 5.16333185 0.45684491 0.07007828 1.51938457 4
142.678784 6.52279317 6.79670306 0.28850497 0.15313892 1.51924405 4
7.52936227 4.54880093 4.66071949 0.10777201 0.0707592 1.51890276 4
228.61172 8.31201233 8.17394172 0.13653312 0.06383474 -1.5187694 4

15.6110763 4.12819227 4.31734888 0.04321546 0.19605076 1.51874134 4
305.598323 7.3410373 7.58761816 0.23550093 0.14799629 1.51860659 4
154.005969 6.99604263 6.75178896 0.20037759 0.17073644 -1.5185047 4
144.854487 5.75043136 6.1065846 0.24531333 0.34659911 1.5184345 4
71.565562 6.25686119 6.37765347 0.06250734 0.11738996 1.51797116 4

7.02268384 2.85193604 3.18107091 0.22106428 0.26771307 1.51788494 4
4.67303719 4.32717542 4.39654518 0.05371593 0.05798506 1.51768835 4
18.1944935 4.56925614 4.72159379 0.06243211 0.1677605 1.51737786 4
353.571693 7.68788876 7.50826586 0.07446787 0.18744298 -1.5173765 4
52.1533862 5.95677513 5.80032496 0.08839054 0.15583275 -1.5172301 4
12.9391272 5.59995783 5.53486225 0.05477558 0.05119928 -1.5171296 4
53.3549948 6.32073958 6.4180183 0.06867508 0.08488941 1.51707698 4
19.1444865 5.33703009 5.42467709 0.05308117 0.0850642 1.51673885 4
0.98454639 1.15824388 0.45536114 0.47962468 0.7192575 -1.51673 4
14.2601136 5.6096114 5.66551078 0.04011734 0.04995023 1.51664881 4
24.6668267 4.50505386 4.78035447 0.24009283 0.2138666 1.51639104 4
3.26099949 0.88071156 1.91622922 1.30646351 0.50275138 1.51625892 4
222.251349 6.9529792 6.64713341 0.19954884 0.26591252 -1.5161941 4
331.750426 7.09032228 7.34409151 0.18763189 0.22533564 1.51617168 4
210.156495 7.28049019 7.40513476 0.06236033 0.12960216 1.51606678 4
287.230175 7.2607244 7.49311911 0.22168815 0.15344705 1.51606563 4
71.9553675 7.18702638 6.96701799 0.25424777 0.06681425 -1.5160213 4
0.59712423 3.85541385 3.68683459 0.19304801 0.01497206 -1.5160027 4
18.939979 4.7353805 4.86970585 0.04689121 0.14481315 1.51566402 4

60.7537234 5.38274139 5.60090244 0.09871603 0.21365089 1.51565809 4
259.042336 7.85792327 7.72939947 0.0912947 0.11367491 -1.5152389 4



1.87349579 2.96639108 2.80934671 0.13850594 0.11450225 -1.515176 4
3.83839241 5.04245778 4.94953829 0.0990851 0.02737706 -1.515152 4
2.61933145 3.55638162 3.36743504 0.20458857 0.08796259 -1.5147374 4
607.779039 7.74259083 7.95814015 0.12280769 0.20466841 1.51472176 4
34.0848808 6.78762465 6.69888893 0.09127953 0.04183311 -1.5145785 4
164.556749 6.5972372 6.79698415 0.13680432 0.18858967 1.51443 4
5.6380448 5.14864554 5.20277151 0.0530928 0.03107327 1.51436957 4

25.2923554 5.12983602 5.25015414 0.03328876 0.13278758 1.5142615 4
19.1998084 4.82593874 4.9526268 0.04762747 0.13205119 1.51409019 4
5.78450017 3.91249626 4.06205393 0.13804489 0.10123754 1.51398685 4
175.778036 6.7586251 6.53792986 0.04806789 0.23627098 -1.5139816 4
648.643339 7.57232822 7.83922512 0.16012715 0.24197939 1.51356399 4
1.0066399 2.85299608 2.54598211 0.32759772 0.07825678 -1.5133665 4

14.6829809 4.16951177 4.37208536 0.14073764 0.19098512 1.51324537 4
202.19924 7.26470378 7.40058415 0.09397051 0.12548139 1.51322923 4

7.30389113 3.47310413 3.85671807 0.38431656 0.1541004 1.51297945 4
7.30389113 3.47310413 3.85671807 0.38431656 0.1541004 1.51297945 4
0.36229337 2.97061985 3.06519501 0.11056805 0.01692181 1.51292494 4
19.5829524 4.59884794 4.80749128 0.17954394 0.15263644 1.51279518 4
17.4123123 5.15970149 5.26582817 0.08018994 0.0917563 1.51253583 4
6.48194717 2.62942983 3.22851138 0.58075788 0.24159737 1.51251435 4
49.2890785 4.96621582 5.28862031 0.27393395 0.25015364 1.51246621 4
29.5461027 5.96743876 6.10784123 0.14612381 0.0647124 1.51207139 4
10.5764859 4.46724012 4.21088174 0.23537546 0.16116284 -1.5120373 4
46.8670276 5.09917321 5.32963491 0.12813426 0.21904682 1.51198166 4
33.8117869 4.93669333 5.20207397 0.25772391 0.19479466 1.51176544 4
1022.02429 8.43363777 8.6352783 0.14671921 0.18020455 1.51174369 4
24.6729432 5.02857795 5.15577559 0.02511536 0.13666893 1.51164202 4
51.2220246 5.82069265 5.95049038 0.06618571 0.13830064 1.51153629 4
14.3603152 4.89667563 4.98515163 0.02417008 0.10093498 1.5114125 4
31.9440148 5.75505484 5.84861326 0.05440136 0.09302139 1.5112356 4
240.25877 6.07014097 6.44164674 0.1604509 0.34359612 1.51110345 4

126.638035 5.68172369 4.97023401 0.06029949 0.92227841 -1.5110422 4
49.2370047 5.68173616 5.85762712 0.14061006 0.14254327 1.51086496 4
45.5181769 6.35794284 6.45048739 0.07743396 0.07271093 1.51082149 4
37.0040722 5.17240277 4.88999858 0.16856917 0.28063968 -1.5106184 4
6.61010454 5.53466495 5.42093124 0.12180942 0.0292306 -1.5105816 4
145.000388 7.10810137 7.29266937 0.19756346 0.09706558 1.51056469 4
1461.98792 4.78198266 6.87414295 0.03780145 1.02221103 1.51056397 4
485.758468 7.32804153 7.55143414 0.03105896 0.27209974 1.51022255 4
9.20965078 4.12914008 4.28182531 0.1235241 0.12268654 1.51012262 4
72.3349544 7.06865203 6.29894011 0.67039062 0.13656053 -1.5097587 4
13.8846759 3.52582514 3.83366819 0.18510607 0.29425388 1.50973098 4
30.2511923 2.5156782 3.64168253 0.785171 0.63167497 1.50962003 4
104.035179 6.75379844 6.86265063 0.05931837 0.10573238 1.50905169 4
25.0005133 4.75470534 4.936414 0.10167374 0.17735254 1.50902523 4
22.6099385 4.90599592 4.72771139 0.05457357 0.19676033 -1.5090223 4
22.6099385 4.90599592 4.72771139 0.05457357 0.19676033 -1.5090223 4



3.96065106 3.54783679 3.74096568 0.19323213 0.09618169 1.50899886 4
71.6924004 5.98075993 5.48275372 0.42712981 0.28676701 -1.5088757 4
6.17243296 3.55629748 3.23065974 0.30206924 0.23186359 -1.5087903 4
147.879771 7.00894944 7.13838074 0.09250294 0.1144171 1.50871045 4
12.8299825 4.67560359 4.78468979 0.06510578 0.11051066 1.50851779 4
8.35134312 2.77709305 3.18578603 0.33629258 0.37698471 1.5079615 4
8.52066437 4.13121099 4.26702499 0.10148019 0.1212515 1.50776059 4
4.2011446 4.75073276 4.83719156 0.09348838 0.03358856 1.50733672 4

6.70702156 4.13562306 3.94818095 0.17380331 0.13311605 -1.5071723 4
69.2370114 6.69923045 6.77080837 0.02070392 0.08107087 1.50687279 4
6.73985596 3.36974289 3.54361274 0.03457978 0.18939663 1.5068514 4
7.95785097 4.5784273 4.49260498 0.04365614 0.08716054 -1.5068245 4
205.295926 6.69947857 6.88942417 0.06088863 0.2149311 1.50680622 4
5.57887993 4.41209082 4.26490385 0.15124617 0.07677106 -1.5064943 4
423.096201 6.76331862 7.15715334 0.29314323 0.3011737 1.50644058 4
87.964472 6.44293444 6.26450895 0.12476621 0.16464249 -1.5063908 4

12.0167331 4.34393813 4.47522508 0.06056378 0.13188123 1.50632418 4
21.1010131 5.5759454 5.39142561 0.19101623 0.09685418 -1.5060688 4
9.01626851 4.25259606 4.39009359 0.11065082 0.10852858 1.50599383 4
29.6168705 6.45907892 6.5924527 0.15485223 0.04017125 1.50595593 4
4.15532836 4.31224209 4.40524631 0.0953273 0.05147117 1.50585342 4
5.5579327 4.15032646 4.05178582 0.06028441 0.09815873 -1.5057667 4

5.29493074 4.14812719 4.04885144 0.06600847 0.09453705 -1.5056807 4
16.6054639 3.76704302 2.88795215 0.67301118 0.79811891 -1.5056753 4
115.054311 6.6544128 6.42999075 0.18894028 0.18528533 -1.5048319 4
161.598202 4.83242327 5.87144108 0.94405593 0.44771536 1.50477054 4
12.1639771 4.28627725 4.50572609 0.21734799 0.13318745 1.50466011 4
479.568108 8.20604786 8.30985387 0.01364099 0.11589029 1.50465892 4
15.6062492 4.68304781 4.8173631 0.08766418 0.13078983 1.50382152 4
60.9266501 5.60896568 5.80056346 0.11786352 0.1921402 1.50345048 4
7.4145785 3.34374999 3.02374358 0.12540556 0.3241764 -1.5034296 4

539.774929 7.21811404 7.51582045 0.17323266 0.30188265 1.50337133 4
10.2361739 3.68348292 3.88842094 0.10903919 0.21806742 1.50323292 4
15.6615075 5.37690964 5.2818877 0.07410549 0.07848889 -1.503232 4
127.338424 7.78367848 7.66316692 0.12920166 0.05966541 -1.5032293 4
47.3120654 6.23103527 6.32622541 0.06922566 0.08426167 1.50300835 4
3.12081281 3.35231792 3.15835208 0.18978113 0.12766199 -1.5029267 4
7.09552209 1.65073324 2.46314387 0.7654546 0.54413552 1.50274034 4
420.197225 6.97172301 7.24924653 0.12029613 0.32362695 1.50269561 4
14.0729988 4.15983387 4.33085957 0.0673758 0.19413337 1.50227993 4
16.1819107 5.29659118 5.39890366 0.09047235 0.07393406 1.50213687 4
5.2112118 4.13343568 4.02713984 0.08203688 0.0939503 -1.5020167 4

55.7256472 6.26908685 6.04296535 0.21683935 0.12972276 -1.5017312 4
75.3080169 6.33390082 6.15270004 0.13818258 0.16633084 -1.50151 4
15.933761 3.63059889 3.9483922 0.20009569 0.32996928 1.50143785 4

2.90834667 3.23934476 3.07813053 0.13467346 0.1288406 -1.5013032 4
262.611827 7.61945934 7.75062404 0.09820567 0.11665257 1.50129383 4
30.516983 5.19560752 5.01042861 0.07028249 0.20522453 -1.5012665 4



48.2601411 5.71826373 5.50318026 0.14629505 0.20753173 -1.5011653 4
16.2402645 4.69305998 4.81336289 0.0429514 0.13632825 1.50116158 4
15.4132745 3.99193995 4.22004198 0.13269991 0.21435565 1.50099365 4
57.1965956 6.81411539 6.98844669 0.20600599 0.0527057 1.50096316 4
274.777657 5.95436855 6.37720512 0.19032758 0.52298741 1.50091561 4
27.043351 5.88402424 5.9788642 0.08644659 0.06967547 1.50089764 4

4.55244094 2.97166535 2.60708382 0.28649957 0.3174341 -1.5008784 4
76.4736769 6.17003351 6.31028542 0.08013045 0.13817207 1.50074592 4
33.6434194 6.03440905 5.8366035 0.19459534 0.0969547 -1.5004107 4
17.2165507 4.43966143 4.18774099 0.13672555 0.26588064 -1.5003 4
22.0795994 4.50646767 4.2316802 0.00724267 0.3494117 -1.5000234 4
3.25630896 2.34616994 1.8183962 0.32293688 0.49768124 -1.4998398 4
138.04113 6.24780841 6.55940187 0.31423496 0.18463326 1.49982969 4

55.3116866 6.51448166 6.59265842 0.04949473 0.07615885 1.4993838 4
38.8378096 6.71709785 6.56349746 0.16101797 0.0539865 -1.4993707 4
369.227961 6.59692038 6.96681342 0.22655885 0.32594652 1.49901269 4
20.407847 4.17132663 4.39711865 0.05551224 0.23746243 1.49894291 4

110.962941 6.85865012 6.97238953 0.08138651 0.10090377 1.49838053 4
32.9505681 5.51086021 5.64249001 0.0951958 0.11861074 1.49806755 4
34.0425655 5.27260373 5.46849139 0.16846785 0.14811412 1.49780377 4
7.51257504 4.83884724 4.77031709 0.04662957 0.06485871 -1.4976272 4
82.2177854 6.65247758 6.51760734 0.09583453 0.12566511 -1.4976053 4
4.3804656 3.69849223 3.44822734 0.23662224 0.13526129 -1.497345 4

36.2117904 5.51651884 5.65535577 0.09663712 0.1305295 1.49717528 4
256.345917 6.80973065 7.08071598 0.22865184 0.22668937 1.49701392 4
446.499782 7.45442298 7.74895659 0.26983729 0.19502065 1.49694323 4
3.00981841 4.35264009 4.44574361 0.0994586 0.03513048 1.49684812 4
54.5654741 5.8105013 5.63437953 0.06575618 0.19447721 -1.4966925 4
7.29942242 2.70789076 3.13481545 0.40450367 0.28995766 1.49666388 4
11.3281281 4.1089874 4.2547446 0.04722691 0.15599678 1.49653984 4
48.6898839 5.19276367 5.40248655 0.09938644 0.21564299 1.49651972 4
213.178736 5.86985633 6.24144997 0.02684837 0.36775208 1.4963448 4
46.0907686 5.52104873 5.71126881 0.16168763 0.15787191 1.49632253 4
9.24373902 3.10665893 2.30355684 0.29750836 1.06307534 -1.4962864 4
0.91646607 0.97344067 -1.4533755 2.31490811 2.75029453 -1.4960529 4
126.898341 6.44625359 6.59911518 0.0344264 0.17381989 1.49602292 4
226.852563 8.81550378 8.72219936 0.0982799 0.03658308 -1.4957411 4
18.3636121 4.24604065 4.43666911 0.01778467 0.20568347 1.49547858 4
3.84853315 3.38701487 3.1907555 0.15838329 0.15602103 -1.4952806 4
687.667187 8.52538421 8.67850542 0.1358605 0.12090299 1.49524532 4
42.5191727 4.77025899 5.01778599 0.0331937 0.27097801 1.49523604 4
82.5926793 6.11112051 6.26407468 0.07762698 0.15014273 1.49522211 4
250.764447 6.36373658 6.72885815 0.31967488 0.32388198 1.49521426 4
108.651836 6.41492687 6.55671489 0.05579271 0.15950683 1.49515619 4
557.110894 6.69357326 7.12573457 0.26448899 0.48875434 1.49502843 4
557.110894 6.69357326 7.12573457 0.26448899 0.48875434 1.49502843 4
7.00971384 3.53794134 4.00658 0.60217918 0.12522033 1.49500938 4
371.76283 8.61954338 8.51196831 0.09915602 0.07623275 -1.4949639 4



33.7492361 5.82399383 5.7089596 0.0745595 0.11338637 -1.4949268 4
7.85245552 3.68076351 3.86670011 0.13673041 0.16108828 1.49462274 4
3.44869335 3.80393925 3.66191931 0.13895094 0.08650996 -1.4942929 4
88.3801259 6.25760994 5.28588929 0.70357002 0.43329106 -1.4939678 4
18.6650814 4.55414028 4.7248051 0.10890697 0.15790266 1.49392187 4
34.5075961 5.84952145 5.96613653 0.10396886 0.09037015 1.49390859 4
27.8216263 4.98922454 5.13759788 0.05097822 0.16035536 1.4938719 4
16.0621179 4.72141394 4.83790893 0.04283169 0.1230011 1.49379394 4
23.5637464 5.12761083 4.96553945 0.09187526 0.15694574 -1.4935757 4
1.22772946 2.20968223 1.69064816 0.68471267 0.22983298 -1.4935224 4
190.454959 7.42996908 7.13623814 0.28025811 0.15694392 -1.4934544 4
15.4464418 4.81203642 4.92012965 0.05305174 0.11077046 1.49339699 4
26.1273304 3.76344748 4.19006439 0.29053157 0.41282443 1.49332907 4
56.8320375 5.98143172 6.14453142 0.13941709 0.1184112 1.49330669 4
7.87645213 4.8030985 4.8577398 0.01593758 0.06082621 1.49320957 4
355.086383 7.72429525 7.87627208 0.11152915 0.13864821 1.49320595 4
9.01456554 3.98081983 3.69305359 0.26574713 0.21134949 -1.4931639 4
14.8779958 4.08081816 4.34819726 0.2353102 0.18181067 1.49309925 4
17.500472 3.89566802 4.2879507 0.40435343 0.25606385 1.4929881 4

257.649003 5.97897712 6.61093303 0.7265942 0.37748367 1.4929735 4
10.7560795 5.13014756 4.92831616 0.20441041 0.07881068 -1.4929316 4
8.35126547 3.39661599 3.697851 0.30242996 0.21905248 1.49292522 4
361.029106 7.36002191 7.53882209 0.0747913 0.18716665 1.4927808 4
40.5063172 5.47376571 5.22951899 0.17398107 0.22612472 -1.4926766 4
13.0520972 4.71225723 4.59589185 0.03462059 0.12677805 -1.492657 4
18.3617955 5.2192462 5.1150536 0.05107703 0.1126085 -1.4926291 4
184.843052 7.03831136 7.18164948 0.08935109 0.13506516 1.49259579 4
274.627989 7.14490132 7.33150132 0.11759389 0.18786372 1.49242918 4
141.76781 6.24805462 6.50303519 0.20474369 0.20533839 1.49240703 4

7.98452344 5.20821937 5.10954217 0.10094107 0.04888801 -1.4924038 4
16.1487007 3.79052004 2.34313612 0.68433322 1.21974271 -1.492225 4
14.5495713 3.65617809 3.94759617 0.1831964 0.2917689 1.49206545 4
286.747706 6.72060725 7.10510726 0.38084976 0.25062736 1.49204741 4
13.9790767 3.98604245 4.28412192 0.30857265 0.18210792 1.49201566 4
480.217943 5.60981824 6.38589913 0.11373121 0.64726436 1.49193332 4
12.0532677 3.37687392 2.55558436 0.42908336 0.91345365 -1.4919241 4
1.73308848 3.37375539 3.26790451 0.10049525 0.06726143 -1.4917784 4
40.6809525 6.20503585 6.30083719 0.08273715 0.07500948 1.49164502 4
10.5679306 4.66273991 4.51875918 0.12321834 0.1114273 -1.4914485 4
81.5524981 7.0039888 6.83442441 0.18453444 0.08556908 -1.4914072 4
11.1720402 4.6776778 4.55958254 0.07099478 0.11995697 -1.4905383 4
181.685993 6.82425394 6.6151443 0.02929233 0.25652774 -1.4905146 4
7.60152958 3.42018167 2.99710847 0.27673299 0.41902552 -1.4902647 4
9.22173446 4.97106837 4.89604105 0.05412099 0.06981934 -1.4902168 4
23.9770513 4.9998752 5.25720855 0.29345527 0.12790929 1.49005764 4
505.476956 7.71247695 7.9296169 0.17768634 0.18336794 1.48985054 4
22.3032936 4.93889003 5.0973655 0.12462347 0.13883775 1.48950179 4
293.835165 6.74697225 6.98698529 0.0402631 0.25069983 1.4892443 4



28.6056898 4.87134961 5.0826307 0.17617353 0.18639117 1.48923698 4
17.7720131 5.00808073 4.84339522 0.12998843 0.13443254 -1.4892318 4

32.79832 5.31643563 5.04230546 0.24039624 0.21845882 -1.4892291 4
581.989743 6.6929957 7.36238461 0.64433982 0.34295861 1.4891088 4
10.1653912 4.11375305 3.92798368 0.08952138 0.18939995 -1.489067 4
5.3125768 4.65278554 4.69960473 0.02515473 0.04900665 1.48903408 4

39.2150863 4.99805869 5.22674225 0.16686933 0.21863593 1.48844547 4
34.9597346 5.60134761 5.71226636 0.05741832 0.11884962 1.48841862 4
1.48833206 1.5923545 1.81211654 0.07238489 0.23737586 1.48831552 4
108.977805 6.68315459 6.79584591 0.04655375 0.12095149 1.48829836 4
477.771008 6.50533112 7.39596435 0.96478645 0.28454946 1.48825835 4
197.841427 7.86850825 7.95001585 0.06401895 0.07115429 1.48825026 4
153.583031 6.73174053 6.89110178 0.09577399 0.15012626 1.48805989 4
532.143749 7.72153041 7.42662896 0.14182631 0.33628772 -1.4880258 4
87.519043 6.94832443 6.7828198 0.15692932 0.09820433 -1.487744 4
626.72054 8.29150139 8.13319547 0.03017667 0.17988383 -1.4877171 4

7.54731743 4.48183235 4.38848935 0.05599383 0.09300239 -1.4873842 4
1.1550878 4.30579399 4.23717924 0.07617558 0.01664224 -1.4871778 4

14.3331971 4.35396781 4.49480326 0.03595941 0.16683064 1.48687431 4
116.756124 5.66461456 5.09849029 0.04593446 0.65075441 -1.4867063 4
7.23717037 3.73848519 3.88299819 0.07713024 0.15420058 1.48641148 4
4.64188266 1.42071654 2.06482652 0.45625852 0.62784467 1.48634263 4
30.6500938 5.40046943 5.51310747 0.04379516 0.12549229 1.48631726 4
554.826083 7.11654899 7.43716478 0.1975398 0.35213709 1.48618719 4
212.708564 8.9872675 9.0645001 0.08655858 0.02471945 1.48604705 4
267.290561 7.18190136 7.40909369 0.22075798 0.15463093 1.48602363 4
83.443035 6.25552184 6.42091379 0.1385862 0.13237708 1.48601968 4

4.15631899 3.97657379 4.09066738 0.11274057 0.07082343 1.48591049 4
3.82319359 3.58886116 3.70531376 0.09621791 0.09455636 1.48590832 4
9.80585555 3.70081288 3.89448713 0.10355623 0.18836089 1.48562006 4
19.9301697 5.55599697 4.95265404 0.56339324 0.13770563 -1.485618 4
136.638816 7.48815236 7.58434533 0.08851835 0.06976411 1.48552412 4
2.32307962 3.30405795 3.18180119 0.1017802 0.09697024 -1.4854453 4
39.7370801 5.24187092 5.48839386 0.25001946 0.1590046 1.48541795 4
35.9289096 5.76279437 5.62846327 0.08885299 0.12625746 -1.4853945 4
73.8907178 6.65265513 6.40405101 0.28532924 0.11840796 -1.4850344 4
34.5726242 4.90296455 5.10659435 0.1112909 0.20075331 1.48481635 4
415.602281 7.97734806 8.13822599 0.14822617 0.11719006 1.4846936 4
89.8606242 6.706256 6.79427265 0.01788112 0.09800093 1.48468171 4
10.3972144 4.39233192 4.2009992 0.16813922 0.15049469 -1.484632 4
854.753736 8.02723739 8.24387249 0.10950997 0.22001287 1.4844736 4
34.0119328 4.72410863 4.97360166 0.16978004 0.22061498 1.48423108 4
173.533304 6.31258879 6.54931356 0.11711651 0.23775407 1.48414656 4
549.592157 6.79431998 7.17983633 0.12773302 0.37479524 1.48389476 4
77.8270146 6.20100676 6.33041919 0.05707912 0.13317054 1.48371339 4
68.1167457 4.65690822 5.30266907 0.63728729 0.35655058 1.48367412 4
67.8407882 6.21074255 5.99838636 0.17277265 0.16878736 -1.4835644 4
75.9071012 7.03190241 6.91414466 0.11489078 0.07397154 -1.483522 4



28.6337629 6.16804937 6.0844244 0.0713089 0.06644851 -1.4834839 4
28.6337629 6.16804937 6.0844244 0.0713089 0.06644851 -1.4834839 4
16.845765 3.87204767 4.12498683 0.11604945 0.28435696 1.483144 4

259.601893 7.38755728 7.63396832 0.26891288 0.12425414 1.48306336 4
35.2374339 4.89157309 4.28390205 0.49051127 0.4433131 -1.4830557 4
14.9112281 4.37651238 4.5415654 0.10569872 0.15634264 1.48304436 4
110.193067 5.08335465 5.49844531 0.14136521 0.41070916 1.48299458 4
39.185608 4.84724449 5.07296865 0.08948625 0.23355384 1.48297526 4

4.39157434 3.84226509 3.97386566 0.13282361 0.08189155 1.48294258 4
11.3069414 4.44808761 4.57284828 0.08612382 0.11871608 1.48293232 4
26.0295138 5.05891431 4.86816089 0.10117936 0.18983914 -1.4828314 4
4.94514024 3.46818818 3.62574363 0.12708625 0.12711202 1.48269522 4
148.103214 6.91835065 6.72815158 0.12944783 0.18555869 -1.4825022 4
35.7482086 4.91211956 4.61520019 0.01253836 0.36055438 -1.4824634 4
2.29465438 3.5068834 3.24828996 0.28984828 0.08690114 -1.4823978 4
0.74663357 1.05135796 0.21276342 0.60043177 0.52166393 -1.4819187 4
0.74663357 1.05135796 0.21276342 0.60043177 0.52166393 -1.4819187 4
50.4570099 5.98219076 5.81264513 0.13131512 0.14965335 -1.4818178 4
31.1591926 5.29276232 5.50352367 0.22417417 0.1275785 1.48165867 4
9.08704923 4.54351362 4.62754955 0.04178284 0.08809872 1.48150327 4
0.95629517 2.89942626 2.7970973 0.1066199 0.0584167 -1.4813146 4
638.817142 7.88229793 8.09084999 0.15203906 0.20489148 1.48127222 4
19.1839734 4.95309566 4.78604995 0.11103978 0.15274892 -1.4810167 4
22.9557685 4.07296936 4.35159605 0.12457883 0.28053091 1.48074705 4
104.869619 6.38752192 6.1815835 0.10742964 0.22917052 -1.4805039 4
115.793748 7.86455532 7.95875165 0.10579018 0.04001518 1.48045664 4
115.793748 7.86455532 7.95875165 0.10579018 0.04001518 1.48045664 4
115.793748 7.86455532 7.95875165 0.10579018 0.04001518 1.48045664 4
62.5009733 4.68921513 5.07676049 0.26314774 0.42617368 1.47971456 4
2.23625559 3.24103144 3.10199032 0.12463311 0.1034002 -1.4794115 4
6.88638847 2.59190755 3.03711713 0.41807689 0.31155589 1.47932378 4
562.687342 7.96215238 7.74121431 0.09759265 0.23724431 -1.4790714 4
2.31698137 4.8613892 4.94755643 0.09884471 0.01652921 1.4786362 4
5.15213999 4.15718083 3.80450624 0.37016556 0.1157817 -1.4785213 4
888.537942 6.13023665 6.96005364 0.23785977 0.66221905 1.4785029 4
34.716361 4.93091607 5.13048588 0.10757881 0.19948769 1.47829669 4

285.336743 7.6649701 7.77434562 0.04365817 0.1158681 1.4782143 4
255.759838 7.12474236 7.29056313 0.08142381 0.16702568 1.47804073 4
7.50486899 3.55828955 3.76129767 0.15813417 0.16597653 1.47797073 4
985.758288 6.89285177 7.43601012 0.17519802 0.49434418 1.47785707 4
985.758288 6.89285177 7.43601012 0.17519802 0.49434418 1.47785707 4
22.4644255 5.06667629 4.89317665 0.11784857 0.1714737 -1.4778277 4
63.8767867 6.01819454 5.82642676 0.12292833 0.17824056 -1.4773825 4
2079.14566 8.98777266 9.21171095 0.15497355 0.20564305 1.47735435 4
74.2441233 6.09330701 6.23484505 0.07786871 0.14812814 1.4772985 4
23.9132451 5.72303204 5.80451615 0.06159435 0.07165597 1.47712486 4
433.893429 7.20537913 7.43869173 0.10082362 0.26936851 1.47707259 4
1.53560727 1.34193613 1.86700891 0.52161424 0.2222701 1.47678947 4



20.2187963 4.58656186 4.75685435 0.09806729 0.17105814 1.47659191 4
14.2653824 4.37620348 4.51848595 0.059506 0.15873069 1.4765739 4

22.55683 5.86305526 5.96478198 0.10274393 0.05886378 1.47627255 4
173.482774 6.24697515 6.60463138 0.36339377 0.24912935 1.4756767 4
8.01621495 3.85336675 3.67012802 0.07131778 0.21323827 -1.4756392 4
197.506332 7.63470308 7.52193378 0.08007302 0.10979198 -1.4755982 4
32.9855208 5.69344378 5.80291904 0.08070392 0.10142964 1.47544476 4
5.58435453 2.61631131 2.00334581 0.06695034 0.79711427 -1.4752344 4
43.5526175 4.37294148 4.71854359 0.14980078 0.42030349 1.4751809 4
20.1027601 4.74443848 4.90370639 0.11531013 0.14666441 1.47511409 4
13.9260069 4.49374465 4.62453347 0.06979849 0.13893789 1.47510586 4
83.4368157 7.46776911 7.51604617 0.03372428 0.0459185 1.47484753 4
4.95364289 3.53208453 3.3650521 0.09577966 0.16448385 -1.4743487 4
7.44208407 3.24622911 3.55099455 0.30428704 0.20268074 1.47426859 4
10.6753614 5.33398974 5.39016891 0.04480855 0.04802164 1.4740518 4
22.3988443 5.19433641 5.30345722 0.06270268 0.11335622 1.47400834 4
33.4135718 5.86081547 5.76984865 0.02531321 0.10468151 -1.4737804 4
47.988214 4.86278726 5.11844289 0.09924266 0.31019689 1.4736411 4

223.248455 4.97093011 5.65195799 0.11851569 0.71762815 1.47318937 4
192.04553 6.85814061 6.60934951 0.1480836 0.25227415 -1.4731562 4

14.3092216 5.04405013 4.78921818 0.28366721 0.1158717 -1.4731196 4
181.770263 5.80215662 6.14588709 0.07776504 0.35878355 1.47280461 4
18.5351028 4.77260613 4.89825574 0.0504833 0.13277272 1.47266954 4
25.9395495 5.06474298 5.23352378 0.13957016 0.13433348 1.47254157 4
10.0238035 4.22305574 4.01836609 0.153283 0.17096411 -1.4724654 4
198.837884 6.67190312 6.95257775 0.25466593 0.19343612 1.47227514 4
64.0625996 6.01507412 6.1472025 0.07301532 0.13222654 1.47223047 4
151.906447 6.87409081 7.01297839 0.08939468 0.13462207 1.47215516 4
151.906447 6.87409081 7.01297839 0.08939468 0.13462207 1.47215516 4
31.9855522 4.75422052 4.98691032 0.16833572 0.20676684 1.47178427 4
71.2591306 6.4621332 6.28765989 0.14943784 0.13050503 -1.4712523 4
16.8516619 5.04938587 5.32165255 0.336713 0.08047004 1.47111041 4
551.736044 8.10708145 7.92274463 0.08810956 0.20867603 -1.4706915 4
1.81634925 2.18840985 1.64378851 0.45442813 0.38400534 -1.470605 4
9.50893611 4.49373243 4.26816325 0.22686295 0.13114929 -1.4705784 4
22.5015514 5.02360039 5.158278 0.09043765 0.13385564 1.4705274 4
48.8806981 6.01742091 6.17876963 0.15535644 0.10194564 1.47031356 4
5.17922185 5.72755702 5.525178 0.22016938 0.02052442 -1.4702568 4
87.1442922 6.5469332 6.65579187 0.06239066 0.11017238 1.47012263 4
29.8991062 5.13186836 5.31222142 0.15415723 0.14243501 1.47011009 4
52.3833377 6.29983772 6.40149934 0.0804868 0.0852451 1.47009566 4
164.212876 7.32449595 7.41654447 0.04428192 0.10037839 1.46990991 4
11.8145902 3.51870055 3.77160804 0.11282339 0.25367559 1.46990818 4
207.936833 7.49538142 7.3236469 0.14168503 0.14241527 -1.4698839 4
6.69308453 3.67480909 3.87120587 0.18839329 0.13456324 1.46977588 4
5.65991665 2.6419165 2.07139961 0.11323879 0.65104946 -1.4697173 4
783.208591 8.05434518 8.2997088 0.21792676 0.20551025 1.46954774 4
28.0618235 5.18799509 5.32127336 0.07683856 0.13408726 1.46954147 4



5.8464948 3.68063957 3.88136906 0.20889234 0.1236888 1.46951058 4
37.7953787 5.48780367 5.31675767 0.07802786 0.19509427 -1.469429 4
189.099355 7.45906242 7.55774255 0.06212001 0.09746939 1.46908712 4
9.67497838 4.03702989 3.83624313 0.11046013 0.20924214 -1.4690363 4
6.4206026 3.5860069 4.16615095 0.73407468 0.09844285 1.46884441 4

397.081399 7.48289307 7.65295776 0.0632843 0.17837845 1.4688007 4
70.6970678 6.5931879 6.77949953 0.21659057 0.08185055 1.46875742 4
8.98765641 3.60820068 3.88299256 0.26329706 0.18155081 1.4687395 4
80.6585832 6.06549915 5.57705426 0.43095537 0.29026036 -1.4685784 4
112.123099 5.87265129 6.20090111 0.34095207 0.24157269 1.46823623 4
2.22176415 2.28179898 1.75471869 0.42399407 0.35181019 -1.468038 4
8.16457847 5.6576512 5.62564308 0.02352517 0.02947281 -1.4679313 4
370.712667 7.98394907 8.09016948 0.05308383 0.11439634 1.46781915 4
10.2954092 3.08503201 3.60370099 0.61038937 0.29308561 1.46776619 4
68.3578181 6.72106916 6.61888063 0.08050316 0.08885603 -1.467702 4
37.6932299 4.99472876 5.20309552 0.13329744 0.19580536 1.46764173 4
11.3116403 4.70110318 4.59620833 0.04871649 0.11773803 -1.4675799 4
15.3644742 5.67336352 4.71405169 0.74745213 0.13989941 -1.467409 4
873.328019 8.3597005 8.55092388 0.15534052 0.16766016 1.46718866 4
31.291217 4.27537062 4.55729632 0.05599124 0.32602625 1.46698366 4

15.7899541 4.68609188 4.53949283 0.04575609 0.16233143 -1.4669657 4
639.290677 8.33985982 8.52065827 0.16486154 0.13207913 1.46685337 4
22.4704062 4.54225263 4.72959196 0.09579281 0.1878876 1.46684472 4
32.2314883 3.82849514 4.22686192 0.11105898 0.49180721 1.46680319 4
152.06302 6.79611422 6.53982566 0.21744732 0.22688444 -1.4666925 4
27.446568 5.10528135 5.2640412 0.12579859 0.14698577 1.46663537 4
49.104709 5.48115921 5.64282386 0.074357 0.16548396 1.46621104 4

7.91459448 6.67085532 6.78506387 0.13556294 0.00897031 1.4660436 4
16.0830498 2.11034413 3.03175707 0.78672622 0.90857505 1.46601413 4
22.6911424 4.56360448 4.83788598 0.28720171 0.18830889 1.46563047 4
438.957271 7.47502089 7.6556871 0.05268738 0.21675639 1.46540016 4
1092.28843 8.39197146 8.62273855 0.19534709 0.18593685 1.46508596 4
13.3527969 4.78472522 4.66417437 0.06890728 0.12355462 -1.4648732 4
29.8334046 5.05190648 5.22612699 0.13095314 0.15356802 1.46483108 4
7.60641985 4.60111735 4.66412948 0.01974178 0.07037385 1.4648094 4
1.08903141 1.60598198 1.81025659 0.16801888 0.17699485 1.46473958 4
18.4186821 6.1949472 6.39638472 0.23819061 0.03077243 1.46460652 4
13.7939371 4.97481608 5.05830507 0.04501831 0.08649968 1.46442451 4
91.9561865 5.96412344 6.17235411 0.14945016 0.18334693 1.46436495 4
533.962512 7.86075887 7.64740825 0.01801862 0.25583701 -1.4642109 4
12.1969289 5.01726663 4.94002042 0.02770701 0.08790626 -1.4641498 4
75.9734616 8.29678269 7.91064411 0.39372229 0.02781209 -1.4640942 4
21.8978375 4.6939018 4.86000576 0.09756103 0.16334492 1.46389871 4
21.8978375 4.6939018 4.86000576 0.09756103 0.16334492 1.46389871 4
22.3415608 5.38615318 5.25621338 0.10369867 0.11430233 -1.4636262 4
98.6250732 6.98665334 7.15984836 0.18421 0.07619526 1.46357927 4
6.23889004 3.53048537 3.8470268 0.33093425 0.13695353 1.46354486 4
19.9324344 4.73732028 4.37878403 0.30386785 0.25124958 -1.4634875 4



300.268274 7.02386729 7.24077041 0.13679834 0.20219041 1.46344703 4
54.1760397 6.92814521 6.8339044 0.09388369 0.05744975 -1.4633531 4
166.813663 7.7923031 7.90197845 0.11594882 0.06137462 1.4633395 4
20.3575493 5.09530791 4.79773483 0.30494703 0.16093351 -1.4632453 4
17.8963032 4.67497109 4.82549599 0.10165534 0.13772157 1.46314434 4
4.03881719 1.97025217 2.46640951 0.43900365 0.3672192 1.46276427 4
8.98333138 4.07894032 3.87874155 0.1557376 0.17632443 -1.4623955 4
65.6333195 6.33615899 6.49739444 0.17016942 0.09685254 1.46233232 4
34.4111589 5.71036294 5.8159549 0.07248949 0.10055568 1.46225434 4
530.315972 7.06834225 7.4185363 0.26108067 0.31736197 1.46178672 4
61.1756111 6.1139498 6.21787244 0.01566769 0.12238489 1.46169973 4
389.62023 7.34411905 7.53372781 0.08258709 0.20545378 1.46169524 4

0.14176659 2.44756236 2.78548752 0.38522691 0.00873426 1.46159884 4
29.3268912 6.67575856 6.47426988 0.22703077 0.04471599 -1.461293 4
46.5510693 5.94752983 5.83306826 0.01027595 0.1310142 -1.461124 4
39.050065 6.03524332 5.94608054 0.02814125 0.10302665 -1.4608394 4

66.7975056 6.35359409 6.45130284 0.04870262 0.1085797 1.46081519 4
2.55250237 2.69683113 3.00323296 0.3410748 0.13113193 1.46040922 4
8.39676707 2.88573196 1.7407374 0.21032947 1.70891334 -1.4603954 4
183.358906 6.445903 6.67624974 0.1433602 0.23050201 1.4601944 4
820.323323 8.88259032 8.99442215 0.08381322 0.0990407 1.46014222 4
519.456291 7.91768223 7.71687603 0.06097458 0.24646722 -1.4598414 4
5.36008322 3.62621382 3.75172421 0.07823791 0.129726 1.45973897 4
10.7518876 4.02601391 4.17180055 0.05030421 0.16850261 1.45894832 4
8.29742154 4.18903073 4.3569992 0.17586984 0.10727969 1.45872273 4
19.4655169 5.78251261 5.88144383 0.10716329 0.05404314 1.45865699 4
22.2397528 4.34109207 4.60780615 0.23560937 0.23567207 1.4582253 4
7.23319592 4.17959746 3.99817182 0.16135653 0.13403012 -1.4582062 4
1.36691174 2.99575342 3.3421671 0.43385087 0.04766536 1.45818001 4
49.0821754 6.29730779 6.38822659 0.06859332 0.08434036 1.45814406 4
4.89869274 4.50365976 4.64392494 0.15664481 0.04772769 1.45771649 4
29.9357839 3.56816799 4.00116772 0.09195009 0.60889485 1.45768788 4
17.1420125 5.1922394 4.92382775 0.2676362 0.12673254 -1.457604 4
181.089407 7.10818197 7.2241469 0.040523 0.13559442 1.45717606 4
25.8464017 5.39188818 5.22442553 0.13815573 0.13359487 -1.4571119 4
98.5878182 6.84810531 6.65631112 0.19808814 0.12971491 -1.4570459 4
36.3751241 6.01932005 5.0346921 0.75796386 0.22095479 -1.4567459 4
5.24932495 3.48999523 3.31815501 0.07621579 0.19519397 -1.4565323 4
8.02457814 4.34809032 4.16308655 0.18828205 0.12368014 -1.4561412 4
14.5860354 5.24762604 5.14351394 0.08953761 0.08714936 -1.4559355 4
11.4168027 3.9963498 4.15464303 0.05693071 0.17953171 1.45578332 4
83.8743854 5.83259483 6.0065877 0.01958179 0.21014863 1.45548832 4
6.74398318 4.06448501 3.95191735 0.03548299 0.13335169 -1.4553518 4
14.4074329 4.80552227 4.90758917 0.05726143 0.10321199 1.45525163 4
1697.5346 7.62378135 8.09126175 0.28502649 0.57663314 1.45525081 4

125.208334 6.53886843 6.68439918 0.07397931 0.15085359 1.45505903 4
490.512506 6.1008919 6.7528222 0.43705539 0.48604404 1.45503547 4
475.317974 7.53168374 7.92779262 0.40481832 0.16871784 1.45487045 4



437.110646 5.79704203 6.88172656 1.01213667 0.39352901 1.454776 4
299.156109 8.17325754 8.24827347 0.04250144 0.07884277 1.4546407 4
8.04629769 3.80035003 3.96050711 0.11203041 0.15489402 1.45461795 4
3.89426926 3.24857476 3.08514654 0.07893885 0.17721913 -1.4545522 4
29.0727838 4.79315304 4.98645273 0.11228003 0.1881955 1.45450343 4
4.35365011 4.65646002 4.69380168 0.01982531 0.04025044 1.45443347 4
8.81441205 2.79873638 3.1466892 0.1895787 0.41587993 1.45443143 4
17.5545864 5.39866829 5.27730332 0.1116054 0.0889691 -1.4543954 4
3.05185205 3.94668109 3.84487763 0.10454613 0.06616143 -1.4543488 4
0.42140984 0.81523463 0.54971626 0.21070154 0.25535088 -1.4541984 4
51.0673645 5.10459741 5.31808724 0.04695574 0.25119498 1.45408601 4
21.8999267 4.9701197 5.22181048 0.27822708 0.12211287 1.4540184 4
10.9428116 3.46806211 2.91806496 0.32547387 0.571985 -1.453957 4
80.4665878 6.52838847 6.62081845 0.02497941 0.10831895 1.45355685 4
14.5336922 5.21302351 5.35630753 0.16355518 0.067664 1.45334681 4
1247.13231 8.25516939 8.54668868 0.2613373 0.25838922 1.45333832 4
15.9223463 4.18511217 3.8554226 0.2057768 0.35414097 -1.4532413 4
7.63140937 3.46510199 3.72033212 0.24544065 0.18055436 1.4529495 4
18.5244856 5.71697603 5.65917611 0.0242832 0.06396923 -1.4527388 4
100.675695 7.10646492 6.72086775 0.41345151 0.1171496 -1.4526751 4
5.70929172 3.79778559 3.95470803 0.15202861 0.11166738 1.45264418 4
36.195524 5.54596273 5.65376237 0.02119275 0.12938776 1.45261931 4

314.410216 6.72955285 7.02595276 0.21949994 0.27080265 1.45244027 4
15.3111102 3.83523067 4.06342014 0.06940187 0.26281727 1.45238526 4
5.52071642 4.34248865 4.2707949 0.03691957 0.07770444 -1.4521812 4
25.6092112 5.0596125 5.18729539 0.05256513 0.14617036 1.45201454 4
18.0159724 5.81441986 4.72715781 0.86167766 0.15219577 -1.4518381 4
7.75103228 4.66241827 3.57850949 0.8645356 0.22939719 -1.4518191 4
489.695067 7.5429557 7.8189049 0.27078484 0.18583502 1.45160556 4
142.204496 6.19625803 6.42354765 0.14233193 0.24474328 1.4515607 4
54.6338783 5.7149057 5.3787206 0.31357275 0.24102566 -1.4515479 4
85.3004642 5.90554281 6.22389169 0.37154873 0.17018483 1.45132857 4
134.360417 7.02930999 7.1393702 0.07855292 0.10983355 1.45129185 4
10.8116242 5.6622656 5.75189476 0.10172318 0.03402304 1.450832 4
29.8296666 5.77976118 5.66877365 0.08582726 0.10161465 -1.4506818 4
130.010789 7.40338199 7.30272536 0.08180567 0.08679458 -1.4506717 4
9.68418698 3.95283539 -0.3418546 1.12383944 4.09481794 -1.4505865 4
29.7246868 4.24149164 4.54732543 0.18889766 0.30355839 1.45042988 4
21.4815517 5.24076935 5.35643569 0.09577064 0.09990401 1.45029155 4
313.280232 7.1231951 7.32365963 0.12516663 0.21392458 1.45028133 4
18.4518409 4.73477258 4.8690892 0.07483419 0.14141716 1.45024885 4
6.21420445 3.56038733 3.29136659 0.21678561 0.23566305 -1.4502437 4
0.49075772 1.03803694 1.40343605 0.46804588 0.12455697 1.45016925 4
29.7433759 6.05583097 6.18173744 0.1332534 0.06223543 1.45016125 4
97.578969 6.37456971 6.51646396 0.08635721 0.13890796 1.45004853 4

0.98838138 1.75730171 1.4751659 0.23065132 0.23601057 -1.4498853 4
207.000974 7.31995965 7.47500351 0.14618593 0.11490478 1.44976233 4
237.027976 7.0076919 6.78753307 0.02384197 0.24703108 -1.449705 4



3.44300415 2.09062405 2.42711916 0.265132 0.28260028 1.44962939 4
178.893371 6.40813613 6.05305164 0.10346477 0.41677263 -1.4495161 4
41.6044967 5.97204395 6.08846966 0.10531146 0.09684102 1.44934775 4
26.6993569 6.33227595 6.39185243 0.05595488 0.04519297 1.44907493 4
233.76298 6.3399316 6.71057506 0.36098447 0.26643849 1.4488959 4

18.1201717 5.33103446 5.44543619 0.1132368 0.07825185 1.44867105 4
1386.25683 7.43963264 7.94091785 0.28985457 0.42660173 1.44860133 4
12.562679 5.22214988 5.15150692 0.04296376 0.07327 -1.4485409 4

3.06882779 1.59310886 2.16551248 0.6614727 0.36272504 1.44849804 4
276.276523 6.28019147 6.66822171 0.32948642 0.3839255 1.44835029 4
7.44421814 4.76918244 4.65261275 0.12097912 0.06986126 -1.4482723 4
33.0298253 5.97695184 6.11068914 0.13732574 0.07455803 1.448268 4
26.1892108 5.87113374 5.96229172 0.08674506 0.06868233 1.44810183 4
297.522574 7.41010904 7.55062056 0.06095087 0.15836621 1.44784035 4
11.2745699 4.61668128 4.73636075 0.10181429 0.09624065 1.44769516 4
3.28442099 3.7209623 3.82342403 0.0986437 0.07061423 1.44758057 4
14.7781832 5.32043833 5.2464897 0.04215672 0.07956054 -1.4474471 4
126.143222 6.69184931 6.82524523 0.07999677 0.13455874 1.44723811 4
75.1208287 5.00860465 5.39191932 0.29841875 0.37122533 1.44700201 4
0.33810447 -1.3729661 -2.7445182 3.73748857 3.70077485 -1.4469635 4
13.0903958 4.63581231 4.74039758 0.05008756 0.11383623 1.44695828 4
328.229328 7.07400712 6.72589265 0.16484737 0.36081245 -1.4468827 4
317.280085 5.90856215 6.43868426 0.34392027 0.4394373 1.44678687 4
15.8680304 5.2597853 5.16106571 0.07583567 0.09336462 -1.4466656 4
1.21439539 1.79888064 1.36348171 0.46642199 0.28345187 -1.4459674 4
22.8244195 5.17881914 5.2790944 0.02869262 0.11264791 1.44585369 4
14.9843539 4.55335243 4.79192236 0.25842706 0.11990677 1.4457929 4
295.037482 6.5842655 6.8819541 0.17927824 0.27684002 1.44554525 4
99.5230743 6.82589288 7.02895672 0.23704465 0.08689241 1.44553228 4
221.046021 8.53319289 8.48254981 0.04018192 0.04636426 -1.4455033 4
115.962845 6.1164123 5.70219358 0.28722964 0.36479807 -1.4454995 4
10.1486763 4.22937896 3.54569187 0.62320475 0.26855789 -1.4454454 4
35.0439533 4.54275346 4.80498009 0.13450551 0.29039807 1.44524862 4
1.73474484 2.9492242 3.21508764 0.32878473 0.07071685 1.44523925 4
41.2244202 6.24756957 6.34363153 0.08735108 0.0710689 1.44498366 4
105.529079 5.97443822 6.16464821 0.04522358 0.20856387 1.44473731 4
105.529079 5.97443822 6.16464821 0.04522358 0.20856387 1.44473731 4
542.73263 7.61916957 7.82572679 0.11880798 0.21833682 1.44472958 4

81.2180513 5.94252533 6.10856785 0.08409625 0.17755188 1.44469642 4
387.253212 7.7728566 7.92881607 0.12196285 0.14447911 1.44467742 4
245.833846 4.90350786 5.67364252 0.1087905 0.66113141 1.44464101 4
9.85957217 3.90926561 4.06595873 0.08265398 0.17187852 1.44449253 4
671.448099 5.43274276 6.45073978 0.17364035 0.79099592 1.44426439 4
11.1340037 4.20367504 3.98401201 0.16279513 0.20602084 -1.4442482 4
2.91377255 2.60681429 2.34885206 0.13644943 0.26729558 -1.4442388 4
8.67402685 4.82890765 4.98540842 0.17904741 0.05830071 1.44423491 4
33.4454478 5.14359017 4.9336326 0.08081492 0.2327739 -1.4442138 4
69.8570016 5.73067417 5.90937125 0.09997824 0.18488759 1.44418775 4



14.7834091 3.8568802 4.06665482 0.01780268 0.26283851 1.444162 4
19.6204582 4.08550898 4.36935498 0.22796816 0.23090106 1.44395876 4
57.4247389 6.07174017 6.18921986 0.07581474 0.11606732 1.44392807 4
0.41265645 3.68802349 3.60360237 0.10146909 0.01121037 -1.4438709 4
711.743814 8.54339962 8.37530174 0.11607298 0.16703274 -1.4438518 4
10.5507238 5.13536317 5.0702173 0.04208832 0.06506563 -1.443813 4
251.955185 7.75179145 7.61722473 0.10045258 0.12379339 -1.4435609 4
6.74237468 4.29522113 4.37050805 0.02930735 0.08356031 1.44348057 4
59.6747226 6.02179022 6.1335201 0.03654751 0.13424105 1.44315982 4
3.80618672 3.77028772 3.84305462 0.03155239 0.08299474 1.4430657 4
63.2854703 6.22205099 6.37918941 0.16118361 0.10695316 1.44305884 4
85.8320235 7.48952501 7.59192726 0.11315141 0.04276525 1.44302086 4
14.0381209 4.00825859 4.23077319 0.16935996 0.19551704 1.44297259 4
21.8740696 5.17625648 5.27986252 0.05509503 0.11473065 1.44295484 4
31.7481619 6.03969202 6.25861504 0.26138534 0.06178607 1.44291828 4
7.18964428 5.21888574 4.95961295 0.27778855 0.05023709 -1.442038 4
553.524211 8.72635236 8.83639044 0.10787949 0.07875907 1.4419947 4
67.585478 5.99252782 6.1551262 0.12815472 0.14323003 1.44192489 4

15.2905998 4.27866333 4.00412882 0.1743841 0.27170561 -1.441601 4
18.7043335 3.76813414 2.97891411 0.3750828 0.72551879 -1.4415596 4
51.6777847 5.57190448 5.71552134 0.02520162 0.16456554 1.44121543 4
702.571441 7.00751436 7.43162397 0.3331199 0.44851087 1.44098427 4
14.6493122 3.90127272 4.19236699 0.29093428 0.22856961 1.44091594 4
154.947378 6.53348022 6.6953741 0.03126807 0.1855343 1.44073844 4
4.54392081 -3.4832019 0.83116575 3.75771685 1.81400982 1.44064198 4
3.53393594 5.47577461 5.41108439 0.07747479 0.01581706 -1.4406396 4
17.8519575 6.07133606 5.52629349 0.88787409 0.07088401 -1.4401371 4
6.45376376 5.20932269 5.28092592 0.07828354 0.03313069 1.44011219 4
46.2034657 4.98132124 5.19611829 0.01634591 0.23768108 1.43977356 4
23.9795638 4.44590992 4.63980401 0.00577338 0.21659522 1.43975922 4
28.2985135 5.60740508 5.69441474 0.04275737 0.09421857 1.43975485 4
82.1187379 6.08009296 6.21974716 0.03652462 0.15745285 1.43974305 4
6.74267794 4.8938688 4.99177745 0.10563387 0.04640296 1.43952632 4
9.63954185 4.35871163 4.21032425 0.10663179 0.14803394 -1.4394273 4
1019.54658 8.81307877 8.98415281 0.15678617 0.12972224 1.4392979 4
2.16583472 3.84072446 3.68230208 0.1928379 0.05487248 -1.4392699 4
9.67571372 4.56947963 4.44108326 0.102646 0.11257621 -1.4392156 4
56.9633603 5.89277865 5.7215705 0.09337923 0.17717071 -1.4391515 4

9.191464 3.99874569 3.82533405 0.05907321 0.20677379 -1.4390773 4
9.37109203 4.04982416 3.88332376 0.06019325 0.18263782 -1.4389543 4
20.2129188 4.09002723 4.36257514 0.20283033 0.24049061 1.43892677 4
18.6446599 5.34541698 5.41474648 0.00916891 0.0842625 1.43881893 4
19.3855956 4.0913348 3.69684178 0.07289268 0.48528972 -1.4387442 4
1.2609146 4.02107083 3.79711949 0.28394397 0.0285195 -1.4382789 4

12.4812552 4.02641149 4.19779085 0.08707475 0.19612902 1.43823458 4
1016.28354 8.83710142 8.99324631 0.14281444 0.12924125 1.43818579 4
45.1189409 6.82664695 6.88532829 0.05274109 0.04553123 1.43816673 4
74.5043202 6.42146844 6.52535333 0.0598899 0.10798008 1.43815933 4



0.76595499 0.16829243 -1.4627798 2.6681223 2.90018775 -1.4381011 4
62.4574281 6.2588874 6.09392231 0.13985703 0.13725242 -1.4378703 4
69.6155705 6.8518467 6.72421096 0.12493102 0.08186182 -1.4377882 4
34.2922353 5.53994493 5.65642512 0.07383629 0.11579322 1.43758919 4
25.7683799 4.87406919 5.04880044 0.12504504 0.15769641 1.43750984 4
141.155346 6.32881286 6.055077 0.03391696 0.34283416 -1.4373037 4
101.341792 5.19112089 5.52131379 0.08509612 0.44039126 1.43728287 4
385.169892 6.34577814 6.73383639 0.02196883 0.40412667 1.43710216 4
85.561122 7.12770373 7.05394803 0.05012707 0.07530621 -1.437054 4

32.6004905 5.29342258 5.4251645 0.06770158 0.14670416 1.43694459 4
67.5301633 6.77988241 6.86688043 0.07827323 0.06897016 1.43668989 4
15.4820833 5.39052834 5.49266054 0.10713864 0.06413028 1.43663276 4
11.6453819 3.84887013 3.57290214 0.07198699 0.34329276 -1.4364931 4
5.8561204 3.16604678 3.44916734 0.29782389 0.19319538 1.43644302 4

1.13362991 1.00492104 0.35137499 0.04406598 0.93703397 -1.436025 4
901.21778 8.49834485 8.63621852 0.04841589 0.16566832 1.43567088 4

5.18143012 1.78373944 2.27675139 0.28632363 0.51378818 1.43525384 4
5.58148936 3.53516199 3.36924042 0.05755627 0.20208234 -1.4352134 4
197.900703 7.01014219 7.17586602 0.13510189 0.14965354 1.4351038 4
12.9245219 4.96023386 5.05216787 0.07302933 0.08106293 1.43489162 4
118.26739 7.41582499 7.35045452 0.02155553 0.07720192 -1.434809 4

26.6985613 5.09535977 5.42640774 0.41901049 0.11366877 1.43459949 4
22.2745675 4.06876858 4.34855802 0.1824876 0.28355815 1.43443023 4
0.72205701 1.45111846 1.27218653 0.08282298 0.19218867 -1.4343632 4
11.7190163 3.76779474 3.98097075 0.13844802 0.22903045 1.43425675 4
4.69685865 3.7496752 3.87473359 0.11230855 0.09975334 1.4341784 4
2.46978037 2.77329689 2.29388562 0.52718601 0.23996639 -1.434066 4
29.8102959 5.19874458 5.03902566 0.02544026 0.18339656 -1.4338682 4
6.06353631 3.07830735 3.35175883 0.26744229 0.20154092 1.43362816 4
11.7093586 5.85624252 5.73168134 0.14102712 0.03819755 -1.4334744 4
79.2753722 7.04233138 6.94391206 0.09357078 0.07767794 -1.4331397 4
29.5955104 4.56923776 4.7787491 0.05296561 0.24909769 1.43297804 4
1571.88266 7.6938476 8.14118435 0.34427033 0.50963246 1.43296465 4
75.8941134 6.58859883 6.46386714 0.09648283 0.11757929 -1.4328948 4
55.3304347 6.15145724 6.01504987 0.09728313 0.13915385 -1.4328926 4
20.9073994 4.51664138 4.70309127 0.12416233 0.19708781 1.43288188 4
5.15299479 3.52281904 3.1270685 0.42031191 0.2291861 -1.4328044 4
27.4112977 2.43574605 3.41606604 0.55130809 0.70062903 1.43259236 4
21.9872161 4.84745239 4.97604548 0.03206404 0.14642459 1.43243774 4
14.1997924 5.12061169 5.29809335 0.21327035 0.06956203 1.43222739 4
76.4140551 6.19659323 5.97193061 0.18076605 0.20194181 -1.4321897 4
17.6158342 4.79838525 4.916789 0.06203617 0.13263489 1.43210443 4
5.43638766 4.02222555 4.13667137 0.10644784 0.0847267 1.43208626 4
13.6695965 4.37434896 4.18084584 0.10710409 0.19708665 -1.4318052 4
58.8174375 6.21411475 6.05871981 0.12467661 0.13946787 -1.4317983 4
10.4966562 3.56689059 2.96430981 0.58775282 0.59343161 -1.4315452 4
99.7719065 6.20058878 5.94622259 0.17485885 0.24230211 -1.4314307 4
40.5423439 5.72357014 5.8238961 0.01885469 0.11782473 1.43110438 4



22.7287344 4.94966748 4.79187052 0.03042873 0.19867825 -1.4310081 4
38.5511419 6.83337464 5.0757631 1.09191622 0.25319905 -1.4307481 4
441.900316 7.55048854 7.73259004 0.10603553 0.18808943 1.43051184 4
2.34622804 4.29842803 3.94658153 0.3688605 0.04538953 -1.4304961 4
3.2960408 3.33105856 3.16703381 0.13555764 0.14285288 -1.430229 4

60.9467353 5.59868072 5.76226651 0.04830474 0.18264307 1.43022711 4
36.1716927 5.05206814 4.80525461 0.0418277 0.32007784 -1.4297829 4
41.4014213 4.94836044 5.16672807 0.1232521 0.23702793 1.42975394 4
263.190363 6.39292045 6.74980159 0.29241264 0.30461234 1.42969082 4
202.16337 7.09297961 6.88644327 0.13936912 0.20826099 -1.4292385 4
5.1216859 4.3324479 4.50401282 0.21053945 0.05698496 1.42910022 4

13.5929428 4.69324509 4.80837269 0.08367449 0.1128626 1.42880732 4
5.76119388 3.2487092 3.48840273 0.23984196 0.17924083 1.42877111 4
17.9258063 4.51086347 4.65212287 0.01727088 0.17419833 1.4287477 4
9.68934178 3.79236677 3.56853824 0.03090517 0.26383872 -1.4286923 4
30.7767368 4.0793151 4.41394846 0.14752632 0.34455661 1.42854789 4
35.9663054 6.35285308 6.24560442 0.11143947 0.06833667 -1.4283201 4
21.0385227 4.67178557 4.82906051 0.08814227 0.16031337 1.42828141 4
67.358306 6.29010209 6.16095986 0.06667157 0.1474692 -1.4280365 4

490.977466 8.62978867 8.5284983 0.07707052 0.09597604 -1.4280274 4
6.86731283 4.28845529 4.43443984 0.15472446 0.08266153 1.42789113 4
67.3360543 6.19600882 6.42925617 0.27822052 0.10702752 1.42763746 4
4.32449166 3.34409543 3.16496711 0.11552018 0.17436735 -1.4275693 4
9.4929466 4.38848926 4.27735629 0.0320158 0.12677038 -1.4270193 4

129.726322 6.05689962 6.27033706 0.07819313 0.22878283 1.42671804 4
301.549056 7.27717916 7.46144271 0.14420224 0.17522725 1.42655078 4
7.96560023 4.13166953 4.00950134 0.0338155 0.15038032 -1.4263549 4
12.1226872 4.61753258 4.71101656 0.03189123 0.1104977 1.42612084 4
40.169695 5.81538233 5.90900332 0.03313935 0.11235735 1.42607468 4

18.8266191 3.51042414 4.11886637 0.75773405 0.28264764 1.42604262 4
10.847796 4.61468028 4.38575701 0.25433149 0.13044193 -1.4258685 4

115.321808 6.52196319 6.71058673 0.18656832 0.13478958 1.42575529 4
16.1332234 3.3699852 3.97612895 0.75630473 0.27951475 1.42569904 4
151.166059 3.84907053 4.90380521 0.05154669 0.81635699 1.4255601 4
3.79787401 4.30743515 4.36656147 0.05403122 0.04863625 1.4255321 4
19.5932703 3.98349749 4.2336071 0.10636513 0.27692179 1.42549445 4
150.193337 6.76670737 7.00976824 0.27431878 0.13153417 1.42544932 4
207.510558 6.60662611 6.80137624 0.048377 0.21680634 1.42510549 4
77.7298702 7.24914046 7.00295447 0.26508 0.06960647 -1.4246001 4
43.6592464 7.6643757 7.56234619 0.11750156 0.02275817 -1.4245568 4
435.976252 7.92526695 8.06035209 0.08989279 0.13551981 1.42433437 4
183.504978 8.20434129 8.06005333 0.15733824 0.05807392 -1.4239433 4
36.530358 6.20369281 6.10334945 0.08853736 0.08265751 -1.4235829 4

152.851237 7.01061402 6.86773723 0.06893501 0.16358233 -1.4235548 4
76.3961048 6.09940063 6.27529324 0.15840727 0.14733334 1.423553 4
135.823977 5.74172436 6.17586712 0.42420855 0.28315953 1.4235157 4
143.240946 5.11014846 5.60611605 0.35995605 0.58619503 1.42348973 4
21.9502851 3.65995579 4.08990481 0.37808004 0.34381187 1.42286354 4



597.285008 7.51913171 7.75312803 0.1202789 0.23825543 1.42285765 4
15.1044187 4.83898206 4.67809067 0.13194211 0.13619206 -1.4228452 4
12.3730741 4.60333254 4.74316559 0.13181935 0.1053826 1.42246672 4
9.32549409 4.01648958 4.15912061 0.09598393 0.14483399 1.42200497 4
44.1961028 6.2974327 6.07757519 0.2329005 0.09875275 -1.4219597 4
12.5809303 3.73012981 4.05217774 0.312114 0.21191551 1.42169393 4
2.19283287 -0.9813968 1.03466469 2.69092368 0.62103345 1.421637 4
0.56177702 -0.1378325 -4.2964256 0.57726363 3.88877453 -1.4216037 4
18.5219954 5.28461926 5.39819736 0.10870482 0.08579081 1.42145132 4
7.43250843 4.00986419 3.8592087 0.09423988 0.16374772 -1.4213094 4
114.520703 7.25685914 7.40118845 0.16493067 0.06859851 1.42126208 4
11.2341964 5.07010446 5.26982953 0.22869721 0.05714804 1.42123606 4
9.92901869 4.24899848 4.09376085 0.08856551 0.17238819 -1.4211605 4
250.143259 6.89845549 7.16094948 0.2712342 0.20419574 1.4210029 4
14.6575654 4.32036174 4.46696344 0.05917237 0.16441529 1.42091874 4
20.5227718 4.89216444 4.74491053 0.02477991 0.17822867 -1.4208914 4
6.06023026 3.5625045 3.6911245 0.04507232 0.15730234 1.4208415 4
20.2585474 4.47395548 4.63823968 0.04807761 0.20228238 1.42072634 4
7.60121292 4.49426741 4.3767387 0.10407816 0.09425 -1.4206404 4
7.60121292 4.49426741 4.3767387 0.10407816 0.09425 -1.4206404 4
66.4960148 5.76820065 5.55549158 0.05593302 0.24061382 -1.420369 4
21.940017 4.82608352 4.97471025 0.09812195 0.14553142 1.42000901 4

102.688615 5.79909706 6.20466734 0.4916853 0.20682441 1.41960841 4
71.781715 5.83624622 6.0206403 0.14029372 0.18277483 1.41960616 4

15.6990978 5.18470238 5.09713635 0.04768426 0.095955 -1.4195894 4
715.850371 8.95691852 9.06319805 0.09951929 0.08103762 1.41941668 4
20.3732233 4.9650191 5.07879329 0.05518947 0.12226434 1.41920704 4
19.8802785 5.22189173 5.32358228 0.07704722 0.09675201 1.41906127 4
570.065159 6.8758189 7.24895218 0.18714405 0.36051605 1.41877088 4
107.209656 6.28066849 6.06717959 0.08493206 0.2361855 -1.4184745 4
71.7584544 5.85120673 5.9981062 0.02253656 0.17537384 1.4184145 4
18.676888 4.97817155 5.08671553 0.06593284 0.11213113 1.41838962 4

2.45829945 5.85944164 5.74533446 0.14325656 0.00787865 -1.4183595 4
259.572185 6.09155727 6.5220189 0.37863846 0.3441627 1.41834094 4
122.237046 6.40807271 6.19687797 0.07130703 0.2538459 -1.4180787 4
856.305088 6.81176947 7.37005598 0.50762061 0.59920364 1.41783997 4
81.5835563 6.14729934 6.28859882 0.08043669 0.14494068 1.41771484 4
8.63090338 -3.5619197 1.82599817 4.29869302 0.98590727 1.4171942 4
475.394226 7.35548421 7.61646455 0.22796534 0.23660427 1.41718744 4
106.141565 5.97503544 6.21545831 0.19720126 0.20202901 1.4170797 4
15.3697478 6.08221213 6.20744671 0.15253185 0.03099856 1.41703233 4
1.31619913 4.97600296 4.89024548 0.10413812 0.00991208 -1.4169295 4
398.182529 7.96941932 8.13738793 0.17008932 0.11447641 1.4166866 4
43.8789264 5.66243776 5.41243329 0.2189914 0.19137725 -1.416545 4
1005.04149 7.86485498 8.12775011 0.1227448 0.27904154 1.41617669 4
9.2018821 5.14852217 5.27033908 0.13834915 0.0479446 1.41614797 4

45.5790252 5.39428202 5.59989662 0.18811332 0.16053925 1.41609647 4
17.3029427 4.91309119 5.03235012 0.09446862 0.10956333 1.41601831 4



16.6603704 4.46647524 4.14521808 0.27365585 0.2833722 -1.4158682 4
116.858135 6.56713901 6.35113956 0.16917462 0.19335155 -1.4157411 4
458.646375 7.14963049 7.42678263 0.2036483 0.2822441 1.41564487 4
156.878504 5.8433557 6.17359802 0.22779366 0.32067273 1.41547755 4
10.8832144 3.63712735 3.83956877 0.08394 0.227822 1.41543093 4
232.475033 6.6052727 6.84512767 0.17077127 0.26424005 1.41508474 4
128.068565 5.84492268 6.08796176 0.0906945 0.30943456 1.41458286 4
27.8167253 4.26818403 3.21917092 0.64739934 1.28854371 -1.4144353 4
6.62475183 4.19614465 4.34667583 0.16943389 0.08765597 1.41438161 4
143.036762 6.05539925 6.307608 0.17008956 0.26329178 1.41400374 4
20.2301372 4.21341814 4.42905513 0.10527956 0.23352195 1.41397033 4
75.7706896 6.20155028 6.31804712 0.04152033 0.13432209 1.41396001 4
3.29133416 2.29207631 2.51926088 0.07967235 0.24646581 1.41392195 4
31.5477213 4.79067116 4.46209149 0.19530687 0.3511213 -1.4138493 4
361.649116 7.95881936 8.0685005 0.0733242 0.10979845 1.41380691 4
41.3455558 4.68207114 4.92796629 0.03710165 0.2846187 1.41356041 4
48.7501974 5.89965037 5.64609508 0.24100465 0.18026708 -1.413511 4
94.7276471 7.07976471 6.79270848 0.30180329 0.10792902 -1.4132945 4
16.8361947 6.61441947 6.57734944 0.03905379 0.02349008 -1.4132639 4
10.1736541 4.51947648 4.64436698 0.11419609 0.09670895 1.41300964 4
62.9758605 6.47798262 6.64852404 0.18347973 0.07969425 1.41297933 4
44.1283941 6.0258619 5.91668901 0.06295306 0.1165092 -1.4129675 4
75.0857736 6.49902647 6.67914671 0.1897369 0.09197476 1.41285366 4
1054.98203 7.50191391 5.73571984 0.49853168 1.73516099 -1.4128308 4
405.263361 6.89160634 7.16537928 0.11866526 0.28998717 1.41274643 4
12.5571762 4.94007719 5.03937068 0.09228355 0.07959967 1.41260446 4
18.4060346 4.6074856 4.78238158 0.15380145 0.14735349 1.41253832 4
46.6921603 4.49932265 4.85430726 0.24529871 0.35257717 1.41236785 4
73.9602495 6.5784054 6.7207165 0.15492796 0.08723561 1.41158086 4
6.27775374 3.66792653 3.22121886 0.42005171 0.23312955 -1.4115773 4
50.2562039 5.9174908 5.73098143 0.15460928 0.17007613 -1.4115109 4
335.958542 8.45525589 8.31884458 0.13968446 0.08162075 -1.4113673 4
860.000071 6.92013308 7.37592567 0.1014189 0.45940155 1.4110454 4
13.3806179 3.66672776 3.90676894 0.11417908 0.2498234 1.41103457 4
4.87002244 3.48708549 3.34074786 0.04947528 0.18071046 -1.4110145 4
68.6766449 6.06395035 6.23764477 0.16377303 0.13914337 1.41099012 4
5.01758563 4.06979169 3.97814028 0.06112006 0.09157361 -1.4107203 4
1.67983851 4.74391061 4.15690559 0.57468789 0.02645339 -1.4103214 4
105.741765 7.01944856 6.85324885 0.17886257 0.10885557 -1.4100577 4
259.920929 6.80035457 7.1283994 0.31811426 0.20362634 1.40996195 4
93.6817911 7.23873211 7.33871109 0.10546629 0.06100998 1.40992921 4
38.6894584 5.89895595 5.77571066 0.0918696 0.1159641 -1.4097834 4
26.5415892 5.13926367 5.2557219 0.03830281 0.14044226 1.40968926 4
4.42377529 3.85203292 3.73836991 0.08928776 0.10827244 -1.4096286 4
879.989432 8.97854812 9.06751954 0.04016313 0.09856503 1.40961352 4
122.962706 6.76394851 6.63282338 0.00778051 0.15465308 -1.4094326 4
88.8905059 6.12755029 6.35240211 0.21725588 0.15238954 1.4092856 4
11.991468 3.39590431 3.71667067 0.24774521 0.27062365 1.40915083 4



30.6725428 5.82130787 5.90346318 0.05599842 0.08182444 1.40908577 4
52.8497844 6.46831162 6.35155234 0.10744635 0.09415969 -1.408897 4
5.55189583 2.94504501 2.52070216 0.27713348 0.45822103 -1.4088922 4
48.4843611 5.87711214 5.74975325 0.02897081 0.1523686 -1.4088349 4
86.9727965 6.08225838 6.25853203 0.13500221 0.16458074 1.40882709 4
36.9067351 3.99361013 4.47552544 0.37578235 0.37279843 1.40879144 4
31.4961526 4.95873801 4.71857689 0.0977962 0.28241008 -1.4087746 4
101.385219 5.48295666 5.77472204 0.17745911 0.32997568 1.40872789 4
1.88653183 4.30536012 4.35795855 0.0601068 0.02431193 1.40807193 4
79.1616719 6.10830559 6.2587184 0.10372129 0.14865551 1.40773581 4
24.4027512 4.92181384 4.73778944 0.08172998 0.20069201 -1.4075805 4
142.066497 6.50805633 6.86626877 0.37859759 0.14986657 1.40757536 4
28.6171026 4.68605547 4.87904197 0.09858626 0.21787244 1.40750467 4
28.6171026 4.68605547 4.87904197 0.09858626 0.21787244 1.40750467 4
7.58386979 3.59660921 3.75975765 0.09534214 0.17696567 1.40724024 4
1108.60545 9.02819726 9.13034302 0.03852873 0.122358 1.4072091 4
6.16565001 4.76757443 4.71401385 0.03556806 0.05554123 -1.4070829 4
141.807062 6.99235481 6.87017353 0.02992022 0.15274083 -1.4068894 4
8.91493085 4.45080001 4.57896933 0.13195155 0.08919867 1.40683839 4
109.524636 6.76181594 6.50171038 0.27583895 0.17188724 -1.4066639 4
38.9329269 5.384493 5.53105984 0.09467533 0.14808473 1.40645796 4
146.975778 7.55427896 7.42585551 0.13149388 0.08838783 -1.4064216 4
64.7225459 5.52143888 5.18046589 0.19851907 0.39740203 -1.4063076 4
71.3178686 6.02808639 5.84353302 0.09292506 0.20635822 -1.4063076 4
441.374564 7.79370425 8.00067197 0.21898168 0.15424326 1.40601456 4
765.450983 8.25241346 8.03206324 0.10925007 0.26496972 -1.4056032 4
5.3365419 2.84858796 3.07471921 0.12870704 0.23049264 1.40510524 4

162.357746 5.41922171 5.85777124 0.27846091 0.4523836 1.40465497 4
3.31751581 3.14143717 3.3453108 0.21907319 0.12055791 1.40447389 4
27.3134467 4.72963882 4.89564225 0.03185681 0.20860327 1.40352824 4
32.2060286 5.02313772 5.18319877 0.07787096 0.17268015 1.40348818 4
13.7419673 4.17801434 4.45086303 0.29853988 0.15297355 1.40342377 4
34.7068388 5.64195461 5.76848308 0.11342056 0.11175289 1.40336835 4
95.6312814 6.16836884 5.96240525 0.06106698 0.26132303 -1.4031937 4
6.19740946 4.45986295 4.3937873 0.0281409 0.0749143 -1.403117 4
22.7080328 5.29832529 5.41470552 0.10254867 0.09955018 1.4029378 4
8.73140222 4.47123021 4.5700144 0.08281093 0.09051506 1.40270969 4
3.89233672 4.4167416 4.45941332 0.02746044 0.04446143 1.40223824 4
2.66977508 4.16905304 4.1139771 0.05264476 0.04416819 -1.4022322 4
59.4979434 5.44335404 5.64264741 0.12974671 0.21689991 1.40218719 4
17.2164281 4.48674318 4.65932524 0.14023278 0.16420062 1.40216291 4
8.08310607 4.15251731 4.2660581 0.08136282 0.11482546 1.40161213 4
30.8113794 5.25087939 5.39836539 0.11360023 0.13431731 1.40142913 4
60.0655565 5.42511636 5.61838081 0.10671902 0.22866646 1.40129181 4
40.7222592 5.78004199 5.91786619 0.12859849 0.11165978 1.40119355 4
29.1929949 4.07791654 4.40985937 0.2105959 0.32746484 1.40102368 4
8.56637078 6.34190645 6.4341933 0.11587026 0.01380967 1.40065569 4
5.62184235 2.97571294 3.25437464 0.25281419 0.22180264 1.40063838 4



9.04223942 4.0745739 4.22657414 0.13855881 0.13086658 1.40055375 4
90.959271 7.09938617 7.18219999 0.07705879 0.07040595 1.40048103 4

4.17492165 3.19654918 3.32844066 0.06471602 0.14850666 1.40032554 4
48.7754085 5.73544312 5.85408319 0.04593988 0.14044572 1.39986797 4
32.9093861 5.17780129 5.32950918 0.09605515 0.15220443 1.3997142 4
7.56545846 4.57463116 4.64806308 0.05468062 0.07329206 1.39969417 4
120.607109 7.2125262 6.95368087 0.27733948 0.11895873 -1.399299 4
7.95385983 3.86580955 3.45354968 0.40429638 0.23361594 -1.3992317 4
29.6636341 4.76349059 4.38561216 0.27051786 0.36518781 -1.3991438 4
103.197716 6.8220682 6.70029839 0.07990304 0.12235381 -1.398951 4
128.334202 6.67185792 6.50045852 0.08893979 0.18247291 -1.3988751 4
104.288744 6.05994379 6.26431221 0.16415824 0.19787323 1.3987542 4
5.8736845 4.51700201 4.45243051 0.04157661 0.06957561 -1.3986866 4

21.5118785 5.39573402 5.23098635 0.17399839 0.11851027 -1.3986536 4
181.777485 6.95755431 7.11530566 0.13202638 0.1439642 1.39852226 4
13.3240477 4.18139339 4.32582332 0.03077067 0.16751183 1.39851998 4
658.344196 8.74461712 8.82682962 0.03247977 0.09404811 1.39836672 4
16.9651235 4.28317753 3.95755504 0.22020796 0.34293003 -1.3982147 4
161.133614 6.40191345 6.58976125 0.07201311 0.21427104 1.39814265 4
41.3745494 5.08700696 4.68820604 0.3448306 0.38614269 -1.3981389 4
7.36746312 2.98826674 3.79794804 1.12701656 0.17274941 1.39792076 4
66.2259891 5.39722795 5.69324562 0.27637112 0.22639481 1.39775766 4
24.8277068 4.94610635 4.53365109 0.38773946 0.25025472 -1.39735 4
54.9191159 5.58280167 5.7269994 0.00813753 0.1720749 1.39705435 4
54.9191159 5.58280167 5.7269994 0.00813753 0.1720749 1.39705435 4
54.9191159 5.58280167 5.7269994 0.00813753 0.1720749 1.39705435 4
11.7443033 4.48771407 4.32282974 0.13650786 0.16264297 -1.3969983 4
20.3724328 4.72065192 4.84955878 0.01231956 0.15388038 1.39694899 4
2.57783694 4.07860287 4.20187605 0.14329233 0.03847265 1.39689446 4
57.4591633 6.16458063 6.03332955 0.08952899 0.13374715 -1.3964886 4
104.570809 6.25276613 5.98260642 0.19894321 0.25093605 -1.396435 4
231.28917 6.2555297 6.55450874 0.18684948 0.34493368 1.39617012 4

119.957846 7.18761754 6.99355261 0.22805357 0.1090304 -1.3961172 4
7.32650134 3.82228565 3.64316485 0.11718335 0.18349623 -1.3960933 4
9.0882026 4.08900086 4.32925786 0.29010394 0.11683164 1.39602165 4

165.165984 5.9025111 6.19822037 0.18168984 0.36443351 1.3959116 4
18.2603387 5.30431753 5.3880104 0.06173312 0.08146206 1.3957379 4
24.1402564 5.07011427 5.19618536 0.07965494 0.1298819 1.39569591 4
2.6938592 4.85760272 4.69243483 0.1994763 0.02484628 -1.3955961 4
2.685084 3.86174535 3.71677698 0.1733027 0.06474486 -1.3955807 4

192.758036 6.15316403 6.40696361 0.01616262 0.30954045 1.3954072 4
221.428582 5.65825253 6.08119915 0.12187951 0.4447599 1.39531803 4
5.11041623 3.69679995 3.85174402 0.16453439 0.11184078 1.39531103 4
2.22962176 1.23844374 1.90030072 0.67402117 0.30368577 1.39486929 4
24.4291033 5.07498452 5.22596598 0.12899545 0.12645682 1.39476309 4
63.1811219 7.41237066 7.47692557 0.07210735 0.0353934 1.39476306 4
188.00252 6.79539264 6.5734254 0.07800659 0.28068364 -1.3946762 4
31.434786 6.13457973 6.07006773 0.03358827 0.07368147 -1.3946684 4



46.2032864 5.2506809 5.42201682 0.06051032 0.19395131 1.39462024 4
167.706957 6.63777934 6.89698494 0.27523467 0.16517624 1.39451386 4
6.05709129 5.51503968 5.45383744 0.07269911 0.02573097 -1.3945106 4
57.7029336 4.87818307 5.18292836 0.18364856 0.29440169 1.3944089 4
6.60971424 3.77636116 3.95391877 0.18057733 0.12610909 1.39393344 4
4.39681536 4.35154438 4.41627568 0.0603724 0.05245075 1.39366362 4
56.3409559 5.33076821 5.51424737 0.02394466 0.21399263 1.39356921 4
23.0853137 4.50995909 4.15664239 0.22678053 0.37983241 -1.3935226 4
154.178866 6.90993686 7.04180983 0.09631231 0.13675565 1.39340923 4

35.5577 4.83243613 4.29506198 0.43055583 0.43349688 -1.3927519 4
70.8616431 6.36117133 6.20271425 0.13455479 0.14405169 -1.3926691 4
627.927256 7.2721379 7.56206103 0.17778582 0.34861757 1.39261653 4
82.3163634 5.96449485 5.70730682 0.16354248 0.26739133 -1.3924578 4
9.23502295 2.58634601 -2.6420663 0.76167847 4.69238673 -1.3923393 4
5.05518244 4.56706971 4.17862661 0.42055897 0.0759437 -1.3923252 4
118.455563 6.80414042 6.59404691 0.21642439 0.16887971 -1.39187 4
1.67976398 4.44698498 4.32944509 0.1390593 0.0222149 -1.3911332 4
26.4578519 4.50199218 4.71311711 0.12450679 0.24845587 1.39048057 4
169.746836 7.13971808 7.01635221 0.02269992 0.14906168 -1.3903988 4
8.10453547 3.63371402 3.8013574 0.10515873 0.18710536 1.39023549 4
168.369811 6.9510757 7.14070346 0.20339564 0.12963459 1.39012216 4
213.215725 7.60855716 7.50385872 0.05722736 0.12075073 -1.3901008 4
11.5983449 4.57661636 4.67459406 0.05802862 0.10943416 1.38998847 4
7.27768675 3.49232071 3.67060455 0.12048381 0.18026443 1.38993835 4
7.92192499 3.79127165 3.94497798 0.11981928 0.15868093 1.38983447 4
7.92192499 3.79127165 3.94497798 0.11981928 0.15868093 1.38983447 4
2.24664304 2.21815363 1.96306837 0.01628001 0.34295013 -1.3897093 4
28.222838 4.74234035 4.46608642 0.12208592 0.3189175 -1.3895154 4

177.564919 5.7855866 6.24762403 0.41753068 0.3320209 1.38951216 4
83.9270247 5.91206503 6.09770905 0.12901039 0.17879389 1.38917656 4
3.96566413 3.99778043 4.10779294 0.11771901 0.06519164 1.38911553 4
3.49965659 3.56835405 3.6620978 0.07413554 0.08955376 1.38879109 4
55.1129797 4.63450402 4.95963342 0.11870359 0.3480247 1.38873684 4
106.972639 6.46992806 6.58712243 0.00194051 0.15287235 1.38858324 4
584.71659 6.52800353 6.9753594 0.07661721 0.46674783 1.38818217 4

22.9199868 4.11146749 4.34760796 0.0681269 0.31915773 1.38806016 4
8.35327185 3.81504103 3.60994734 0.12636454 0.21209171 -1.387874 4
6.91654515 3.98186347 3.84093186 0.09687471 0.14943601 -1.3874466 4
124.511394 7.02578986 7.25708487 0.29380366 0.08956631 1.3873236 4
65.8840341 6.12066568 6.23368748 0.05936386 0.13353731 1.38702356 4
6.41507417 4.05122378 3.9213654 0.10014685 0.12262526 -1.3870019 4
7.78033445 3.52113856 3.28357499 0.05968977 0.29059933 -1.3868737 4
48.1289378 6.10684005 6.19057107 0.03502019 0.09606974 1.3866275 4
39.9943938 6.00779954 6.10549036 0.08368669 0.0909108 1.38645104 4
8.03694401 4.41557605 4.56892722 0.18022934 0.08528085 1.3864189 4
8.16134235 4.22506462 4.34452933 0.10558654 0.10284009 1.38620486 4
5.08219874 5.23987367 5.33131066 0.10856909 0.02443627 1.38620284 4
10.0412693 4.70020435 4.57413888 0.11962769 0.10360299 -1.3860305 4



77.323293 6.42170152 6.2834442 0.09814361 0.14012236 -1.3858454 4
13.6368718 3.53802225 3.7909085 0.09334039 0.31184223 1.38582574 4
246.640811 6.36013474 6.71939309 0.35283772 0.28604838 1.38571425 4
222.181565 7.11175812 6.93718885 0.04154763 0.20272027 -1.3854703 4
14.6884504 4.06809222 4.24321944 0.07069964 0.22187014 1.38542653 4
21.1510955 4.48714767 4.64720597 0.00465564 0.20984133 1.38519233 4
5.33882322 2.92383037 3.21650932 0.30952028 0.20337173 1.38493941 4
49.8006512 6.19631791 6.05079263 0.13380987 0.1140321 -1.3848712 4
89.2924372 6.13523824 6.30223733 0.12875459 0.16924112 1.38483938 4
317.649287 7.40863481 7.21364541 0.06375699 0.2493966 -1.3846799 4
92.8355719 6.8242964 6.92841325 0.09149003 0.09130981 1.3842721 4
2.95454229 2.26744614 1.70144581 0.60235387 0.53542124 -1.3841328 4
41.2549867 5.72869157 5.82615847 0.0107735 0.11742456 1.38394902 4
2.31440968 2.61485275 2.42862972 0.11729028 0.19607062 -1.3837834 4
12.2058988 4.94829347 5.07072353 0.13558847 0.07779179 1.38376431 4
22.3114063 5.88857702 5.74704317 0.16534287 0.07181184 -1.3836723 4
174.948527 7.12878606 6.92879032 0.19143624 0.1707516 -1.3834507 4
13.518077 4.19216394 4.34151683 0.06543384 0.16946699 1.38339506 4

5.99818259 2.74387999 1.95797542 0.4267893 0.98823372 -1.3833183 4
213.121591 7.09892531 7.2412505 0.08985043 0.14643364 1.38302308 4
271.652826 7.18247083 6.97129683 0.0691221 0.26543927 -1.3827293 4
25.4571114 5.57789215 5.74355693 0.18201471 0.08343714 1.38267435 4
148.989953 7.87156679 7.94914571 0.07985742 0.0518192 1.3825953 4
11.3222549 4.28868061 4.42633432 0.1102035 0.14061738 1.38249197 4
20.7878761 4.77151551 4.90820047 0.07508701 0.14911619 1.38244909 4
21.6400867 5.81421606 5.89911036 0.08937506 0.06033356 1.38239601 4
32.8018406 5.8574936 5.74238027 0.09601346 0.10203692 -1.3823194 4
24.4995538 4.31096597 4.55691987 0.18707246 0.2754271 1.38227644 4
245.635131 7.32570946 7.46413167 0.10191899 0.13834301 1.38222519 4
19.1747701 5.13575071 5.25973506 0.11863395 0.09681337 1.38191865 4
32.3338023 4.87736641 5.04667858 0.05003494 0.20613329 1.38182348 4
15.2272304 4.33607221 4.47632798 0.03612344 0.17315815 1.38172995 4
404.610453 7.78734176 7.95335799 0.14740895 0.13699175 1.38160976 4
25.5481369 6.0577684 5.9983977 0.03933017 0.06262774 -1.3815085 4
9.05987929 4.55890663 4.64149539 0.05565641 0.08945161 1.38142907 4
20.2293063 5.1897604 5.31361615 0.11853391 0.09678136 1.38135065 4
8.08573561 4.08220948 4.21961139 0.12303496 0.12103652 1.38132393 4
12.6394023 4.25300741 4.45910603 0.20244481 0.15029643 1.38115337 4
3.61652525 4.43294897 4.34666049 0.09753511 0.04649486 -1.3811276 4
5.0321141 5.42325996 5.47382917 0.06068785 0.02107162 1.3810634 4
60.467211 6.23270545 6.10960144 0.07418499 0.1377179 -1.38094 4

69.4708909 5.11744937 5.38681243 0.11570928 0.28968776 1.38091561 4
168.072167 6.38149558 5.99800238 0.25064915 0.45690661 -1.380784 4
118.963328 7.23137118 7.32071147 0.07900762 0.0773897 1.38077574 4
127.221275 6.58791557 6.72428066 0.07583394 0.14654065 1.38032882 4
16.7357401 4.60756248 4.15830522 0.43388803 0.27962011 -1.3800678 4
229.671586 3.88849258 5.13685931 0.1349129 0.9291899 1.37991223 4
43.7681297 6.24183841 6.3547125 0.12326078 0.07698546 1.37991156 4



2.12188363 4.33113031 2.70240831 1.35530396 0.14604812 -1.3798667 4
38.235352 5.68748619 5.48120533 0.19377367 0.15227384 -1.379592 4
38.235352 5.68748619 5.48120533 0.19377367 0.15227384 -1.379592 4
282.04722 7.45073773 7.57117742 0.04497201 0.14715115 1.37936361 4

1482.56941 7.6821814 8.08563067 0.26211935 0.45747236 1.37925994 4
51.9217051 6.07652037 6.20549088 0.12328808 0.10773892 1.3791998 4
51.9217051 6.07652037 6.20549088 0.12328808 0.10773892 1.3791998 4
70.6423837 7.7902988 7.94701555 0.20375664 0.02502053 1.37916768 4
386.942558 7.64959251 7.78103648 0.04056057 0.16666274 1.37849247 4
106.221188 7.17377259 7.26858608 0.09542497 0.07357106 1.37846761 4
102.932066 5.71244198 5.93075424 0.03623039 0.25840692 1.37841512 4
20.9572992 5.53706242 5.39111715 0.14973521 0.09402317 -1.3783832 4
5.27834197 -0.311946 2.96369694 4.72215495 0.27091598 1.3782871 4
17.3578835 5.3313036 5.41882184 0.07951764 0.07766387 1.3781526 4
277.439676 5.21501729 5.86485093 0.14342503 0.64022129 1.37814638 4
6.77493504 3.92507703 3.77209156 0.11326373 0.15301374 -1.3780285 4
15.4333283 4.95241841 4.84328854 0.06240192 0.11989013 -1.3779944 4
2.3420766 2.75180242 3.03577284 0.31415209 0.11613847 1.37778124 4

202.198201 7.60944963 7.69523356 0.05759989 0.09429498 1.37772339 4
337.948035 7.85784256 7.96352613 0.0616818 0.11360358 1.37748269 4
155.099109 6.91423586 7.04039368 0.08278317 0.13363612 1.37727062 4
13.1763957 4.07222472 4.23843421 0.09093419 0.19885607 1.37721241 4
40.1094385 5.69714397 4.94880715 0.67125424 0.27392668 -1.3769233 4
12.801566 7.10324957 5.15152887 1.67922751 0.07487928 -1.3768061 4

159.418289 7.50063765 7.40795282 0.06413786 0.09706083 -1.3766017 4
15.9262467 4.00953445 4.29093546 0.2630954 0.22555432 1.37659761 4
122.567262 7.41712413 7.30407424 0.11952033 0.08141277 -1.3765133 4
24.1512712 4.912362 4.72086374 0.10982899 0.22146756 -1.3763561 4
2.09225462 4.09674219 3.97058706 0.1610203 0.0397192 -1.3762567 4
306.23981 6.61135804 6.91063001 0.2313061 0.31267016 1.37601803 4

18.7704029 4.45224057 4.60372015 0.04204145 0.19061639 1.37599806 4
163.824181 6.90323475 6.75078713 0.02019789 0.18212319 -1.3759067 4
52.5424434 6.60978689 6.67819283 0.05449989 0.06506861 1.37585079 4
111.985381 6.4516811 6.7495776 0.3390175 0.13196101 1.37575631 4
194.703104 7.24772967 7.09826114 0.09949578 0.16008236 -1.3757375 4
23.4656673 4.07576765 4.36196281 0.18923853 0.2745903 1.37561364 4
5.12630263 3.64167017 3.41537284 0.21482187 0.17378858 -1.3755027 4
11.2326851 6.13432124 3.6623297 1.21864676 0.26985451 -1.3753178 4
13.1691793 5.56984978 5.47393956 0.10751657 0.05519319 -1.3752767 4
153.686645 6.880513 6.69718222 0.13550731 0.18571755 -1.3750394 4
731.760802 8.06685072 7.8277055 0.06674085 0.31394485 -1.3749819 4
22.3882074 5.29471015 5.19525072 0.01803634 0.12050873 -1.3748686 4
14.0287438 4.68741933 4.55483321 0.07906709 0.15229936 -1.3748377 4
11.8536871 3.39393371 2.90272888 0.05790911 0.56109333 -1.3746638 4

6.016395 3.42500223 3.64874369 0.22106107 0.15478548 1.37420619 4
44.533363 6.65425389 6.86723144 0.27734512 0.04576957 1.37400413 4

8.04707997 5.6349959 5.5113635 0.16092135 0.03235843 -1.3736836 4
49.6102575 5.07151658 5.27438138 0.04600248 0.24617724 1.37349288 4



3.04737163 3.09945092 2.96528277 0.06342089 0.15768163 -1.3730275 4
212.858121 6.455821 6.67528484 0.0919667 0.28626728 1.37279943 4
4.35820671 3.37530929 3.17585267 0.18548584 0.17623718 -1.3727855 4
844.367906 7.44474239 7.742802 0.0848432 0.32900885 1.37275348 4
12.5119254 4.32520991 4.45815902 0.08734034 0.15093041 1.37267786 4
142.250785 6.22567106 6.41170841 0.04085098 0.22959682 1.3722212 4
6.46505579 3.07736575 3.28247678 0.09809931 0.24829015 1.37213734 4
199.098795 7.17756624 6.97924036 0.169049 0.17563814 -1.3721102 4
15.4820069 4.72544173 4.88187026 0.16461007 0.11351305 1.37181948 4
8.94382392 4.85949336 4.91319636 0.01733471 0.066004 1.37163878 4
8.94382392 4.85949336 4.91319636 0.01733471 0.066004 1.37163878 4
571.140912 7.54410881 7.81698463 0.25711698 0.24407829 1.37159799 4
18.9294111 5.49935375 5.42260044 0.04881989 0.08330663 -1.3715925 4
1239.23615 8.04896758 8.29635434 0.07754179 0.31069289 1.37143679 4
150.763248 8.00173163 8.1074756 0.12488488 0.04595285 1.37137015 4
15.1324771 -0.5169397 1.96051739 3.28684794 1.8523598 1.37123135 4
27.7827049 5.10399111 5.24020786 0.08923331 0.15295193 1.37113788 4
8.54506909 3.40490031 3.59876685 0.08347337 0.23657449 1.37109083 4
89.5484902 7.79098329 7.63072144 0.20172361 0.04294184 -1.3710841 4
21.6735812 5.74808343 5.82906464 0.08018105 0.06358113 1.37057983 4
57.6951998 6.65865022 6.39835874 0.29895995 0.09432039 -1.3705059 4
1.99897149 2.20987482 2.44334031 0.23429926 0.16506884 1.36975998 4
4.89046948 2.41220299 2.70148408 0.16095177 0.30848181 1.36972731 4
6.74789833 4.20064919 4.35835963 0.17901134 0.08794509 1.36927715 4
13.2882132 5.00643325 5.07259709 0.01034068 0.08235222 1.36925055 4
12.6501463 3.91989657 3.65836115 0.05126498 0.33707257 -1.3691773 4
12.6501463 3.91989657 3.65836115 0.05126498 0.33707257 -1.3691773 4

90.8846 6.02554686 6.24159228 0.19867831 0.18245879 1.36915309 4
9.61556723 3.85568391 4.00673334 0.07734874 0.16780218 1.36910064 4
72.1028123 6.5245516 6.40058514 0.10237639 0.11562389 -1.3690834 4
3.23864456 3.00470652 2.80309067 0.17232819 0.19622534 -1.3688449 4
407.516679 7.60660062 7.84102226 0.26440347 0.16731734 1.3688375 4
298.384777 6.98728616 7.17578767 0.07434918 0.2193497 1.36868902 4
16.4365468 3.80012273 4.03019511 0.06887815 0.31020145 1.36854807 4
3.72806936 2.09271161 0.66416356 0.62466771 1.971143 -1.3680455 4
14.561143 4.64785905 4.75259612 0.04409366 0.12733815 1.36800032 4

1135.02433 7.60050819 7.93925315 0.14707807 0.37420716 1.36763835 4
3.21917819 4.44742303 4.35263716 0.11401325 0.04167762 -1.3675856 4
5.86951505 4.98066248 4.88251752 0.1130974 0.04406375 -1.3674758 4
138.478263 7.41460694 7.31485004 0.08724536 0.08988754 -1.3671482 4
65.6024647 6.38054702 5.92471176 0.5140887 0.18129492 -1.3671299 4
60.263756 6.22605789 6.32095304 0.05269894 0.10551083 1.36712383 4

10.5466009 3.93427666 4.16712466 0.23684521 0.16216503 1.36700682 4
2.65696142 5.46466043 5.4160415 0.06157945 0.01177592 -1.366975 4
87.080069 6.49075909 6.60501333 0.08300513 0.11839513 1.36689248 4

72.8422495 5.77088203 5.93993084 0.09875831 0.18543838 1.36652559 4
28.8998994 4.20615042 4.73141883 0.68387805 0.25829185 1.36649394 4
38.3454659 5.90793268 6.00991616 0.08966401 0.09637274 1.36647006 4



342.059682 6.18662965 6.60209105 0.33311645 0.51960231 1.36641013 4
56.5963185 6.06753259 6.16317263 0.02618103 0.12195755 1.36626752 4
76.6645398 5.69317445 5.2399803 0.34901042 0.45071259 -1.366134 4
125.804917 6.67241702 6.87347787 0.22272465 0.13417979 1.36611431 4
55.0355538 5.27240316 5.46661513 0.08782325 0.22545092 1.36607869 4
80.6026215 6.87624439 6.7499409 0.12493266 0.09183542 -1.3659453 4
12.5645787 4.98339943 4.88331629 0.08168659 0.09768879 -1.365743 4
13.4857197 4.586113 4.44314158 0.08630512 0.16561878 -1.3653675 4
220.363831 7.4829882 7.67597503 0.23431542 0.09980684 1.36533869 4
77.5059125 6.4589322 6.64489691 0.20145048 0.09836281 1.36530335 4
357.060661 6.80888842 7.05619389 0.07485933 0.29230057 1.36508178 4
329.63972 6.7999646 7.03915175 0.11616069 0.30160589 1.3649903 4

2.88873544 3.2463824 3.10921041 0.12005612 0.12425432 -1.3648128 4
15.4860212 4.93222625 4.21064098 0.67528248 0.218591 -1.3646535 4
9.88106772 4.79041492 4.58792795 0.237733 0.09773916 -1.3645942 4
10.4972387 5.42331585 5.46092588 0.01727833 0.04490011 1.36438954 4
495.830398 6.95999668 7.30647691 0.32020954 0.35674648 1.36416694 4
26.0894932 6.83538803 6.77664824 0.06972325 0.02972622 -1.3641594 4
59.3018214 7.39849091 7.53555451 0.16525184 0.03184459 1.36412417 4
721.614677 8.07372376 8.23469764 0.07659644 0.18776361 1.36407442 4
4.26206774 2.5075284 2.05485078 0.23925953 0.46993815 -1.364054 4
238.014908 8.84161147 8.87427363 0.02461132 0.03361375 1.36399841 4
11.8509647 4.33917825 4.49238148 0.14590033 0.13610058 1.36395186 4
6.21869091 4.86068423 4.93492276 0.08467915 0.04510745 1.36358538 4
6.21869091 4.86068423 4.93492276 0.08467915 0.04510745 1.36358538 4
6.21869091 4.86068423 4.93492276 0.08467915 0.04510745 1.36358538 4
115.504521 6.18208551 5.87230468 0.24039485 0.29613951 -1.3634926 4
1.02743292 2.91444528 2.69737124 0.28478861 0.06788551 -1.3634108 4
13.0878982 4.27572209 4.05857973 0.1578533 0.21727426 -1.3633709 4
72.3335045 6.63053644 6.54687295 0.02154808 0.10686284 -1.3630702 4
106.372786 6.48786922 5.930169 0.54162664 0.3047585 -1.3629625 4

3.938845 3.7476474 3.93037558 0.22951469 0.07697031 1.36294415 4
4.21561471 3.10505864 3.2516374 0.09052975 0.16413575 1.36292599 4
7.58701477 5.90323246 5.87241807 0.03296189 0.02127215 -1.3629181 4
5.56420404 5.53845206 5.61551924 0.09735112 0.02027434 1.36284185 4
8.06795649 4.00403997 4.11283291 0.04446892 0.13578283 1.36279453 4
262.326233 7.30869672 7.45408286 0.1035022 0.14781877 1.36270344 4
182.329004 6.93567441 6.73789725 0.13100829 0.20553035 -1.3626902 4
14.0570981 4.55017563 4.35816719 0.16353603 0.17503891 -1.3626222 4
2.33647018 3.58457371 3.67632419 0.10153559 0.06015829 1.36258168 4
184.341421 5.33638077 5.80587774 0.22070555 0.47685296 1.36233246 4
30.8820295 4.55943579 4.79924733 0.17949934 0.26773848 1.36217736 4
246.691595 7.45545822 7.61518436 0.16911075 0.12234108 1.36211344 4
5.92496183 4.11443176 4.2533855 0.16116328 0.08226393 1.36210917 4
24.1222699 5.49303331 5.62011191 0.13779644 0.08527473 1.36196771 4
8.11450492 5.09696195 4.34674273 0.7126633 0.1024936 -1.3617714 4
9.52399714 3.67629342 3.85520052 0.11428241 0.20954763 1.36174631 4
155.43611 7.2255228 7.31085221 0.03212229 0.1011336 1.36160204 4



345.866612 6.98158347 7.23108904 0.19875863 0.25929516 1.36134838 4
224.923573 7.36642872 7.16859856 0.17760678 0.17363766 -1.3612633 4
9.37679929 4.39438478 4.52423801 0.12874174 0.1044275 1.36072912 4
82.4993472 5.87486509 6.03073786 0.01967151 0.18706642 1.36064921 4
17.1757214 4.11661558 4.29903629 0.01153707 0.21907408 1.3603945 4
13.8891951 3.75271684 4.18075466 0.50323376 0.21767272 1.36024447 4
6.07712961 4.22374709 4.03492092 0.21409176 0.1066162 -1.3602387 4
833.627953 8.25369163 8.0252179 0.09792014 0.28011836 -1.3598038 4
339.480581 6.96315589 7.21233574 0.19871556 0.2593099 1.35970886 4
24.4816137 5.84454622 5.93136359 0.0905565 0.0661505 1.35967835 4
65.6922121 5.99895657 5.81065898 0.13903004 0.20313259 -1.3596353 4
13.7431251 4.83591872 4.97375563 0.14831877 0.09246365 1.35930277 4
22.6587103 4.8913845 4.71359736 0.10068565 0.19610864 -1.3592034 4
3.99402161 3.10255821 2.93205158 0.03481061 0.22561562 -1.3591685 4
7.25967094 4.88800444 4.84025518 0.02004887 0.05824688 -1.3590939 4
243.434162 6.65448418 6.91077915 0.21436929 0.22603042 1.35874611 4
262.845658 8.24366194 8.14692937 0.09458449 0.07446138 -1.3586859 4
235.426339 7.48991689 7.35187403 0.09205271 0.14996782 -1.3586138 4
56.263096 4.52916536 4.86625486 0.07537576 0.40989087 1.35859376 4

11.1813006 4.98185844 5.06245698 0.07586773 0.06954336 1.35856169 4
14.6813122 3.2734979 3.59410445 0.14598572 0.42614318 1.35827336 4
24.2369397 5.83296318 5.91967036 0.09048147 0.06626116 1.3580033 4
736.378496 5.50783392 6.54684199 0.69571347 0.80428737 1.35765333 4
736.378496 5.50783392 6.54684199 0.69571347 0.80428737 1.35765333 4
19.0052001 5.02340482 5.11514799 0.02821508 0.11265204 1.35762944 4
355.53313 7.73188166 7.84210501 0.02192503 0.13667752 1.35745931 4

157.661238 6.80359139 6.93306385 0.06430757 0.15911044 1.35734764 4
21.6413768 5.10908237 5.20237286 0.0151724 0.12317837 1.35715865 4
83.9386238 5.72788973 5.93134383 0.13248874 0.21080251 1.35712147 4
1.94943476 2.50918749 2.64678049 0.11108166 0.13618576 1.35702244 4
9.39568649 3.9269744 4.06551219 0.07560139 0.15529588 1.35672419 4
15.2965544 4.66312577 4.77223719 0.0543248 0.13018219 1.35663483 4
8.22453935 4.19551939 4.49899576 0.39611115 0.08905403 1.35658472 4
3.38038698 2.88044682 2.60296447 0.27373081 0.26450648 -1.3564825 4
54.4076474 4.77807047 5.08907709 0.2165418 0.3058035 1.35633639 4
85.5682794 5.55767751 5.77568076 0.0936306 0.25638191 1.35622167 4
29.4215918 4.76609696 4.95016456 0.1084078 0.20273003 1.35617755 4
15.0193139 4.25163995 4.4026776 0.06250459 0.18143369 1.35594501 4
900.079122 6.94512946 7.38378884 0.27702026 0.61665396 1.35567745 4
151.436293 6.55149798 6.73045336 0.14642166 0.18478969 1.35565513 4
921.777419 7.9635238 8.23328422 0.25959572 0.26185416 1.35563604 4
7.45209163 4.88878974 4.76157916 0.14485429 0.06412046 -1.3555289 4
18.746006 4.41536237 4.57620594 0.07819667 0.20253936 1.35540175 4

19.1926334 4.80417264 4.95372308 0.13334945 0.13018876 1.35539854 4
19.1926334 4.80417264 4.95372308 0.13334945 0.13018876 1.35539854 4
15.8299091 5.26470977 5.33301979 0.04232581 0.07530159 1.35530755 4
159.620491 6.57780482 6.30727066 0.18859441 0.26901162 -1.3549826 4
9.2690321 3.89237816 4.05916216 0.13770373 0.15276369 1.35464108 4



29.6651447 4.69010132 4.92468777 0.21870804 0.21124409 1.35461238 4
15.3759515 5.96605508 5.04590836 0.82672395 0.10063177 -1.3545972 4

16.52249 4.56367589 4.74516294 0.17373176 0.13849341 1.35446374 4
86.5805322 6.64817009 6.53407356 0.07269363 0.12782727 -1.3544013 4
274.339788 7.15638889 6.92616953 0.12247891 0.26706861 -1.3540855 4
1080.34297 7.49952604 7.99253872 0.4558851 0.33948047 1.35390988 4
15.8163123 4.21836569 3.97568701 0.09040798 0.30202587 -1.3536935 4
23.2093447 5.57341307 5.74449354 0.19468742 0.07553063 1.3535985 4
24.1699235 4.83867171 4.97904846 0.07278006 0.17390283 1.35352052 4
43.7499148 4.67697881 5.05047973 0.35446253 0.26488354 1.35351733 4
38.0035913 5.42333602 5.60451046 0.18996731 0.14431331 1.35346527 4
34.6410668 5.17926188 5.31578815 0.04994934 0.17847952 1.35331409 4
130.181954 6.79300764 6.66168796 0.01485658 0.17246649 -1.3530993 4
0.53830725 4.4935912 4.57183554 0.10102862 0.00555686 1.35286463 4
12.9278642 5.35898178 5.42083128 0.05461203 0.05652252 1.35278778 4
21.813672 4.91642556 5.03459684 0.053987 0.14055942 1.35276402 4

150.714535 5.98008411 6.23199305 0.12896096 0.27560791 1.35269999 4
275.138706 7.19154522 7.33192158 0.02041442 0.1755695 1.35264914 4
121.795991 7.14051237 7.23112687 0.0766508 0.08648931 1.35249235 4
2.28313908 3.46480023 3.62720868 0.20571543 0.0597277 1.35239165 4
14.6722188 4.16039806 4.33297475 0.10851039 0.19234626 1.35230258 4
540.319714 6.62367991 6.99275195 0.17502905 0.56097333 1.35216392 4
6.30315801 3.35474555 3.06709556 0.23580056 0.31472271 -1.3518326 4
1627.93358 7.57927104 8.04559244 0.37298058 0.59091583 1.35168323 4
97.6369933 6.19882378 6.35978515 0.11777413 0.17054913 1.3509614 4
167.068473 6.44345705 6.65116994 0.1622188 0.22256604 1.35094565 4
3.29951613 3.47149326 3.31694879 0.15153847 0.11682593 -1.350864 4
80.1544682 5.34000767 5.9132934 0.65320162 0.2125545 1.35083345 4
17.5739586 4.44851676 4.61325237 0.11694279 0.17019715 1.35078315 4
5.17446582 4.04188863 3.84650501 0.21383647 0.1137283 -1.3503933 4
44.7013252 5.43599144 5.23844037 0.08950087 0.22668071 -1.3501866 4
127.120228 6.69374212 6.4994515 0.15547533 0.18910005 -1.3501721 4
487.05014 5.1826625 6.08305278 0.03031672 0.82524214 1.34997314 4

49.6507082 4.52596757 4.83334003 0.049291 0.35662785 1.34971564 4
3.35216743 2.85930727 3.02199937 0.13621973 0.16582913 1.34949548 4
358.530678 7.92437307 8.05359754 0.11740893 0.11181645 1.34923835 4
4.39159309 4.84245913 4.93082344 0.10725378 0.03161264 1.34912863 4
1042.66114 7.91089587 8.17201793 0.17288778 0.28565344 1.34854629 4
19.8980843 5.12619883 5.24086722 0.10204388 0.10436865 1.34840679 4
3.53923992 4.41348128 4.73615249 0.44586415 0.03080005 1.34832541 4
26.1084035 5.38335716 5.26256147 0.07579856 0.13005358 -1.3482294 4
1.95801004 4.16279171 3.9727656 0.2665292 0.03660821 -1.3481565 4
35.6488949 6.93072996 6.86889648 0.069256 0.03741014 -1.3481215 4
66.5166299 5.91233873 5.66646641 0.2307563 0.23700367 -1.3480971 4
1.40875417 1.34758945 0.69963728 0.47934175 0.75601363 -1.3480512 4
24.4666226 5.62594465 5.69622393 0.03816626 0.080422 1.34793967 4
4.98993179 3.66801557 3.86426496 0.22264238 0.10181456 1.34775033 4
64.2015259 5.67257922 5.85055074 0.1352298 0.19380914 1.34761786 4



0.80154458 3.07489419 2.94045426 0.17240963 0.04214951 -1.3474545 4
11.5990386 3.84316136 3.52814762 0.24738677 0.30951437 -1.3473776 4
77.6327119 5.80780496 5.55301906 0.11440418 0.32559149 -1.3472931 4
375.327851 6.88995383 7.13769496 0.13606708 0.31104183 1.34690816 4
30.0529062 6.09080594 5.95170931 0.1665473 0.07750793 -1.3468014 4
360.758058 6.74722761 7.05812858 0.2747473 0.33440583 1.34662342 4
46.0654951 5.86084015 6.01886242 0.17465317 0.11513551 1.34640654 4
20.4302774 4.69073358 4.51152566 0.04312572 0.2364736 -1.3463643 4
2.77069842 3.44347905 2.72506411 0.70311421 0.17461475 -1.3463411 4
64.915729 5.59934164 5.77262805 0.10104179 0.2135994 1.34620471 4

5.45128743 4.57300022 4.63436207 0.05885626 0.05362642 1.34619467 4
12.8710879 3.93084862 4.09447492 0.01405877 0.2225367 1.34615359 4
17.2617991 4.35042963 3.96311537 0.38746449 0.30346708 -1.3460777 4
9.05173637 3.72670522 3.50299796 0.08767832 0.28139723 -1.3460567 4

35.38846 5.44816453 5.57964344 0.10561964 0.13370348 1.34605465 4
35.38846 5.44816453 5.57964344 0.10561964 0.13370348 1.34605465 4

5.17566096 3.35740252 3.52066236 0.14862041 0.14763307 1.346047 4
114.785284 6.88589153 6.99994187 0.1005934 0.10376076 1.34598769 4
18.7954478 3.95779991 4.18908708 0.10830843 0.28742794 1.34550802 4
4.34293297 5.55812167 5.50324949 0.06996138 0.01776352 -1.3454843 4
47.4285792 4.57040543 6.18764538 1.61015163 0.09963284 1.34535662 4
30.9088162 4.79625324 5.01004456 0.17570528 0.19415894 1.34522171 4
33.6177136 6.22872867 6.15923513 0.05511745 0.06967471 -1.3451794 4
525.368057 8.30281256 8.39649161 0.0257944 0.117418 1.34500551 4
26.234629 4.75682731 4.93589597 0.1330682 0.1784477 1.34495956 4

120.797633 6.66127368 6.84840926 0.21005219 0.13290286 1.34483232 4
38.7568007 4.75017876 4.3426603 0.10624919 0.57053486 -1.3447844 4
412.507608 7.24449869 7.46612175 0.17262046 0.25121199 1.34465859 4
9.57785657 4.4258919 4.30835158 0.07812505 0.13361972 -1.3444698 4
4.07905197 4.04335217 3.89255242 0.17491807 0.08486617 -1.3444417 4
7.25312896 3.71660243 3.50380677 0.17818478 0.20464801 -1.3443716 4
282.78047 6.54961165 6.8159907 0.1589365 0.31439571 1.34410464 4

113.022256 6.59858207 6.41232843 0.14649888 0.18788522 -1.3440985 4
19.7288044 5.02054776 4.88681395 0.08900433 0.14277603 -1.3440961 4
5.90821888 3.91373001 3.80994652 0.02743061 0.12598212 -1.3439975 4
23.2178271 4.85774867 4.98110211 0.02116519 0.16191868 1.34394916 4
30.7519939 5.67240907 5.88981936 0.24848448 0.08718979 1.34381795 4
751.278121 8.89702278 8.75262523 0.1395688 0.12264139 -1.3437806 4
54.0122555 5.27438919 5.48708245 0.16077821 0.20935189 1.34374646 4
4.71386876 4.19520757 4.11185891 0.07386529 0.0774366 -1.3436789 4
5.26926665 4.14418169 4.29997913 0.18940226 0.07015823 1.34364271 4
131.893463 6.87832914 6.73539618 0.09594576 0.16081263 -1.3436196 4
183.634868 7.72345615 7.41128417 0.36056174 0.10744323 -1.3435497 4
6.13686633 4.34357594 4.43948965 0.10125664 0.07359383 1.34354421 4
23.7322841 5.38021395 4.81334039 0.59375775 0.18441708 -1.3434296 4
28.299218 4.98706884 4.74833525 0.17605922 0.24279624 -1.3431327 4

78.8133611 5.88968538 5.65919621 0.10870067 0.28977324 -1.3430104 4
23.0833633 5.06684109 4.92306531 0.077962 0.16318001 -1.3428887 4



30.6671596 4.47619035 4.6980423 0.07072311 0.25746673 1.3425207 4
95.7053882 7.65368187 7.70592367 0.05214705 0.04334963 1.34244565 4
14.7305484 4.07255818 4.23899399 0.04202108 0.20291421 1.34244115 4
91.9847065 7.25119934 7.15131659 0.10452744 0.07112462 -1.3424375 4
8.56137086 5.05105503 5.14170208 0.10729617 0.05072376 1.34219361 4
378.854309 8.30974883 8.43724303 0.14725059 0.08289102 1.34218461 4
140.658979 7.2119075 6.99994909 0.24964928 0.12367336 -1.3418333 4
5.5242729 3.701611 3.42148247 0.31077622 0.17948223 -1.3414924 4

10.9039369 2.36329741 2.89298831 0.30108692 0.52302985 1.34110199 4
508.630765 7.78509465 7.98908274 0.19673409 0.18062049 1.34093403 4
63.9580247 5.79309543 5.60299691 0.07342323 0.22006272 -1.3408288 4
191.883768 7.70562849 7.60376462 0.09183635 0.09556462 -1.3407909 4
8.20256658 5.7227991 5.43965738 0.36913335 0.03581899 -1.3405871 4
7.55016065 3.88658876 3.7318041 0.08309644 0.17861823 -1.3405506 4
10.4002091 4.1492777 3.98761314 0.07841864 0.18718177 -1.3405273 4
349.014131 7.41431159 7.17349151 0.16602382 0.25125054 -1.3401885 4
10.0394076 3.90086035 4.09159099 0.17996394 0.1617455 1.34013303 4
10.812924 3.6793782 3.85861266 0.05151122 0.21669538 1.34009803 4

0.54619134 0.22840323 0.89000765 0.75174772 0.23244653 1.3399963 4
25.0904495 4.85722976 5.04584363 0.174298 0.15966108 1.33997521 4
15.1712264 4.86310692 4.74100554 0.08420546 0.13215287 -1.3398091 4
35.5548069 4.7484702 4.96395518 0.12732283 0.24052597 1.33971338 4
2.27180226 3.17270703 3.07657625 0.06748722 0.10683838 -1.3392111 4
43.2301301 5.42295499 5.6437716 0.23970177 0.15919736 1.33915891 4
8.69672485 2.33896563 2.98788726 0.68982408 0.39512172 1.33912346 4
17.9090138 5.05411087 5.15582566 0.08044556 0.10060494 1.33907156 4
78.8792501 7.59634784 7.53328054 0.06893527 0.04271014 -1.3389954 4
53.2934469 6.22190996 6.11725855 0.06639666 0.11508975 -1.3389345 4
8.93866304 4.98111929 4.70178835 0.32248599 0.07994823 -1.3388648 4
32.2992166 3.47429628 3.93548444 0.06297087 0.59332655 1.33868971 4
5.65428389 2.84487076 2.38814574 0.3237939 0.51286632 -1.3385857 4
20.0323632 4.14204111 4.36156477 0.14200451 0.27327731 1.33852627 4
1288.26795 9.00643265 8.82119204 0.14500326 0.19945877 -1.338296 4
1.6288907 4.56015289 4.44026871 0.14829206 0.01924926 -1.3380407 4

424.620954 7.34754188 7.54334257 0.13101794 0.23861701 1.33775889 4
18.6570326 4.22359238 4.55885541 0.41737591 0.18455113 1.33773674 4
8.25813496 5.1525668 4.86203762 0.34739546 0.06453579 -1.3377236 4
66.516969 5.44762384 5.13300589 0.12412203 0.35577944 -1.3376492 4
202.23546 7.92607485 7.98450834 0.03146929 0.0687408 1.33763407 4

123.277753 6.23904254 6.45689819 0.21415206 0.2032165 1.33742348 4
1128.83509 8.8689497 8.98759314 0.06363894 0.13757088 1.33728671 4
216.566809 6.91265219 6.69883488 0.06069273 0.28484837 -1.337187 4
4.9082854 3.8377792 4.02875622 0.24138127 0.08954761 1.33702068 4
4.835495 4.25446473 4.13428981 0.13261354 0.07854684 -1.3369692 4
4.835495 4.25446473 4.13428981 0.13261354 0.07854684 -1.3369692 4

8.59925597 3.8633131 4.0194364 0.13427367 0.15022369 1.33691173 4
6.31727206 3.50358821 3.7659132 0.31101224 0.15093092 1.33689767 4
24.1286661 5.51813522 5.60340184 0.06479607 0.0886761 1.33680336 4



18.991535 5.71582689 5.60174999 0.13640777 0.07115443 -1.3367838 4
36.0940976 5.06180656 5.21862279 0.05979269 0.1845923 1.33631192 4
7.16792678 1.83949515 2.35774071 0.16524648 0.60438368 1.33604821 4
12.2360728 4.04817101 4.25274301 0.20108517 0.16920385 1.33598942 4
39.0169164 2.87866442 3.63923518 0.18515593 0.85563501 1.33595575 4
38.1392065 4.67910155 5.10837644 0.45037196 0.21548406 1.33592638 4
10.0842899 3.52883769 3.72038205 0.06359287 0.24015072 1.33585689 4
42.3950315 5.82913363 6.00379228 0.19693246 0.10335049 1.33558937 4
22.8306533 4.54467161 4.70374879 0.03122386 0.2044804 1.33551863 4
550.947719 7.6245869 7.83285655 0.15767395 0.22531581 1.33550161 4
550.947719 7.6245869 7.83285655 0.15767395 0.22531581 1.33550161 4
550.947719 7.6245869 7.83285655 0.15767395 0.22531581 1.33550161 4
550.947719 7.6245869 7.83285655 0.15767395 0.22531581 1.33550161 4
550.947719 7.6245869 7.83285655 0.15767395 0.22531581 1.33550161 4
158.033158 7.08974173 6.93944189 0.12410713 0.15931278 -1.3353813 4
26.0541032 5.05190876 4.84129115 0.17226777 0.21777211 -1.3352659 4
73.9920893 7.74323198 7.79781472 0.06448679 0.03013676 1.33494111 4
45.0624512 6.1684998 6.24306474 0.0414408 0.08616383 1.33482923 4
16.013354 3.97072148 4.19574844 0.17899156 0.24944282 1.33475859 4

17.6533201 5.0686 5.18005475 0.10270804 0.10211572 1.33464713 4
4.35854001 2.76123342 3.00623007 0.25003828 0.22683419 1.33462192 4
7.95427177 4.26422924 4.34736251 0.03508229 0.10549197 1.334306 4
9.19698402 2.7780976 3.19431061 0.35112253 0.34143335 1.33422575 4
8.50861821 3.32957248 3.00182577 0.09906617 0.3751922 -1.334154 4
26.2848227 4.66675626 4.82825157 0.02131411 0.19791576 1.33415264 4
4.89546005 3.7611059 3.87497209 0.10987909 0.10160049 1.33383739 4
239.295736 6.97687544 6.7595638 0.02032221 0.29907965 -1.3338089 4
3.14269103 3.27148172 3.13675721 0.10980277 0.14162408 -1.3337543 4
11.7560161 4.23146879 3.86518658 0.37101715 0.26035419 -1.3336195 4
64.4064035 6.05364399 5.90004123 0.09295614 0.18401137 -1.3336135 4
23.1677963 4.35319559 4.55720206 0.10777515 0.23085838 1.33355171 4
18.1308464 4.63062932 4.75996565 0.06634816 0.15296372 1.33341107 4
6.68317096 4.69878729 4.85653338 0.18785868 0.05271091 1.33315611 4
8.00524315 4.66641768 4.7572327 0.09669063 0.07008729 1.3328996 4
0.60428248 1.3988789 1.73955417 0.42864023 0.10324856 1.33285517 4
12.6440067 6.78581089 6.85120227 0.08513216 0.01343073 1.33284424 4
77.182422 6.09618107 6.29327621 0.20797301 0.14259208 1.33277649 4
24.615507 5.52028847 5.59960286 0.04858612 0.08974447 1.3327449 4

6.56031497 -1.1206059 1.52384062 3.08898103 1.47365283 1.33272784 4
1.3534295 1.15822628 -2.7882337 4.63501952 3.23881183 -1.3327248 4

13.9975277 4.41192128 4.54842067 0.10132773 0.14547966 1.33271472 4
713.232053 7.23168666 7.53663124 0.12517448 0.34232101 1.3325379 4
6.66329816 3.99620306 3.85217773 0.12116715 0.13597775 -1.3323582 4
12.7589766 4.30497924 4.14211286 0.06130928 0.19109622 -1.3321236 4
25.4613558 6.48793253 6.41390948 0.08668637 0.04172942 -1.3319931 4
4.27659024 4.04915713 4.14075089 0.09514244 0.068936 1.33192988 4
105.761444 7.57451893 7.65318248 0.09044515 0.05030297 1.3316829 4
11.8003864 4.79922166 4.49098558 0.41523707 0.13454193 -1.331536 4



7.0232638 3.53908327 3.6861052 0.08076038 0.17554344 1.33147348 4
552.660279 8.44969477 8.57634313 0.13058588 0.1062168 1.33141613 4
496.329366 8.34560867 8.22390816 0.08802777 0.1295666 -1.3312405 4
112.703118 5.38300045 5.74992614 0.35019453 0.36802928 1.33099026 4
453.316103 7.98851202 8.13952563 0.14006794 0.129815 1.33098782 4
475.500546 8.13568241 8.32036013 0.21127849 0.11269992 1.33092014 4
2.70710905 2.05157478 2.2915888 0.15482985 0.2610446 1.33087354 4
58.6827059 6.43527507 5.46299984 0.85056682 0.24634569 -1.3308341 4
17.0774588 4.07315917 4.2588594 0.05923542 0.2554096 1.33082947 4
135.533036 5.99916466 6.22231815 0.12554233 0.27939201 1.33075791 4
45.7918747 6.308649 5.55987781 0.72030392 0.17226458 -1.3307541 4
6.04825414 3.50500156 3.70531336 0.20435279 0.1452937 1.3306333 4
33.9188405 5.42141866 5.5448634 0.0937105 0.12854873 1.33052655 4
10.7817993 5.00296765 5.09798938 0.10731175 0.0665897 1.33039633 4
349.792891 7.24213945 7.41550418 0.08986526 0.20660648 1.33020963 4
19.6988391 5.14079964 4.97905369 0.15498195 0.13587412 -1.3299858 4
31.3064811 5.51446444 5.61080235 0.05278304 0.110892 1.32980537 4
10.8498223 3.0513046 3.3405936 0.12009831 0.42105173 1.32965323 4
40.0905806 5.30055285 5.01391131 0.28665647 0.28511114 -1.3294947 4
148.183856 6.56520695 6.73919977 0.15070883 0.17926891 1.32949146 4
473.483972 6.73764299 7.07510874 0.18694527 0.36974106 1.32945502 4
1.03821877 4.30196655 4.45089872 0.18419153 0.01210137 1.32937603 4
40.5189309 5.07493913 5.27494249 0.16493869 0.2030299 1.32930407 4
45.2057078 6.07708943 6.16265011 0.05754389 0.09271925 1.32924397 4
37.1232271 4.2950347 4.65876566 0.32917028 0.32682322 1.3289577 4
9.92722236 4.62228976 4.70717277 0.06657743 0.09190755 1.32878933 4
10.5792749 4.41055678 4.2912159 0.05427975 0.15080464 -1.3286683 4
79.7539877 6.80210038 6.70651811 0.07930798 0.09667312 -1.3283404 4
8.62638271 5.54465795 4.35955782 0.97528965 0.11284939 -1.3281928 4
6.08785636 3.89039471 3.76652797 0.07789402 0.14539205 -1.3281617 4
204.908177 7.77966728 7.91985456 0.16834979 0.07355242 1.32814813 4
55.974495 6.77352202 6.7169605 0.02888488 0.06847903 -1.3281211 4

572.052717 7.90897186 7.6979371 0.08008011 0.27396406 -1.3279913 4
572.052717 7.90897186 7.6979371 0.08008011 0.27396406 -1.3279913 4
572.052717 7.90897186 7.6979371 0.08008011 0.27396406 -1.3279913 4
194.641361 7.77380796 7.96647029 0.23934186 0.0662162 1.32794262 4
205.660454 7.95164845 7.86354902 0.08459589 0.07989891 -1.3279303 4
59.5124479 5.4934335 5.66473341 0.09090547 0.19412631 1.32723621 4
0.41966463 3.31354942 3.25613352 0.07380443 0.01611524 -1.327077 4
63.145438 6.18147988 6.27362058 0.02424935 0.12279251 1.32702729 4

31.5186648 5.21526724 5.33275573 0.02749503 0.14891527 1.32641973 4
142.249742 6.69166565 6.52413044 0.06188341 0.20870268 -1.3261256 4
6.32874667 4.26273082 4.11848168 0.16469331 0.10562369 -1.3260917 4
5.71811776 4.43672881 4.52415269 0.09722468 0.06271858 1.32605494 4
26.2639466 5.01977253 4.84838571 0.08098331 0.21799436 -1.3258331 4
166.378235 7.19665018 7.35585072 0.18563735 0.10950902 1.32562313 4
116.464364 7.66488003 7.73887647 0.08257263 0.05026567 1.32543867 4
34.0148466 5.19429221 5.0030696 0.0934278 0.2389999 -1.3254254 4



0.98368821 1.4942931 0.68301305 0.87157499 0.46065862 -1.3253633 4
544.368738 8.04701955 8.2308212 0.20054118 0.15070684 1.32522253 4
21.8450005 4.68989188 4.49559324 0.05971387 0.25937406 -1.3250975 4
27.5262886 5.76835293 5.6150193 0.18061144 0.10298554 -1.3250947 4
6.61044535 5.05933651 4.83001143 0.2816722 0.05349147 -1.3250263 4
151.563732 6.70411507 6.84544726 0.09376716 0.15584044 1.32499596 4
10.9478245 4.42782699 4.56131905 0.13222365 0.11108971 1.32486679 4
44.5530494 6.3262042 6.25393031 0.03883177 0.08764531 -1.3246947 4
9.76749159 3.79012101 3.55948318 0.1235904 0.25602647 -1.3246812 4
85.0912978 6.73860291 7.03429253 0.36981138 0.07541585 1.32460968 4
226.760854 7.78040514 7.86221141 0.06216811 0.08885747 1.32428813 4
15.1603667 4.47624187 4.61982237 0.11162657 0.14709544 1.32408369 4
5.96505488 2.30612059 2.69586083 0.30363009 0.38892069 1.32401911 4
40.9846028 5.89279604 5.99407536 0.08329956 0.10432102 1.3240073 4
25.8534915 4.92709297 5.09895184 0.15423859 0.15300371 1.32376017 4
87.4533759 6.8244117 6.68294258 0.15758493 0.10945295 -1.3237422 4
50.9052427 5.93574862 6.03232093 0.03517667 0.11850591 1.32374003 4
60.430364 7.06661101 7.19683689 0.16440184 0.0452246 1.32357274 4

111.220023 6.28966902 6.4335362 0.06411944 0.17579953 1.32330272 4
11.3312552 4.71692012 4.85397655 0.15938899 0.08831213 1.32311952 4
0.86047679 1.77370837 1.49214282 0.31245195 0.20414458 -1.3230128 4
8.81049239 3.72255484 3.99386181 0.33612239 0.15804529 1.32298747 4
8.94282351 4.15155471 4.25278836 0.04002777 0.12299097 1.32292618 4
19.0804984 4.9957001 5.09342094 0.05311262 0.11328242 1.32281965 4
245.273798 7.0854088 6.88777085 0.06734529 0.23308019 -1.3224259 4
125.261023 6.63002437 6.46754626 0.08672602 0.19149203 -1.322285 4
77.8027409 6.87097826 6.79602059 0.04495622 0.08567482 -1.3222373 4
47.1971493 5.78696597 5.46716322 0.3515628 0.19069903 -1.322197 4
47.1971493 5.78696597 5.46716322 0.3515628 0.19069903 -1.322197 4
21.506166 4.51119207 4.6737798 0.07721326 0.19235931 1.32190811 4

6.69469232 3.32700273 3.57442399 0.2523865 0.19770679 1.32186419 4
37.3524872 5.51876943 5.62604402 0.04329175 0.12979005 1.32158439 4
44.2993414 4.37841659 4.88488037 0.52633687 0.35610475 1.32156518 4
57.9323777 5.58193128 5.75211841 0.1301755 0.18735047 1.32126207 4
3.71558897 3.92734731 3.98210242 0.01978071 0.06789957 1.32083688 4
208.251794 7.12458572 7.24412722 0.05588111 0.15475473 1.32078054 4
13.7175595 4.25399377 4.06795823 0.05922469 0.24153224 -1.3205835 4
0.37651411 0.68161096 1.29420706 0.74465802 0.10036929 1.32004772 4
39.2208825 6.24541806 5.47958501 0.7493444 0.16036543 -1.3200426 4
19.5204647 5.48927254 5.5786909 0.09031106 0.07529941 1.31981889 4
8.02393389 5.26617587 5.51443562 0.30540214 0.03236652 1.31952085 4
18.1042757 4.62262659 4.78814751 0.1510165 0.1451913 1.31943395 4
777.373351 7.86464519 7.44173028 0.27875104 0.47441893 -1.3193877 4
123.326742 5.4663071 5.78104237 0.19275186 0.37437747 1.31916852 4
1.30354211 4.44866255 4.3959391 0.06876275 0.01606802 -1.3189798 4
117.789359 6.5051821 6.62445883 0.02236154 0.15037619 1.31895155 4
12.011207 4.88503843 4.80422252 0.03873393 0.09831351 -1.3186558 4
10.464893 5.43086809 5.48545656 0.05761171 0.04361322 1.31862608 4



6.74473844 4.0124446 3.80130321 0.21842228 0.1561074 -1.3186138 4
193.975957 7.23832 7.03723441 0.21752106 0.1769104 -1.3184497 4
3.09345261 3.18080227 3.28520234 0.07611027 0.11889664 1.31825699 4
6.18280618 3.60892401 3.43518846 0.11038732 0.21048025 -1.3180518 4
283.287347 7.49592319 7.65570498 0.16702686 0.12893393 1.3179524 4
37.1227267 5.81963638 5.91829031 0.08174156 0.10021782 1.3179189 4
342.249598 7.31713105 7.47254192 0.07426984 0.20487192 1.31787229 4
10.1351365 8.19101378 5.14599911 1.29905331 0.05836156 -1.3177915 4
13.0899279 4.6672556 4.07723486 0.59801337 0.23583332 -1.3177472 4
151.665986 6.8490456 7.00173495 0.14230083 0.13724732 1.31772543 4
496.773203 6.68884147 7.14014655 0.41780528 0.4206605 1.31763962 4
9.46365275 5.01743032 4.46229073 0.59375874 0.10574539 -1.3176135 4
101.467528 6.32349022 6.5512912 0.25032141 0.14045116 1.31754213 4
111.367148 7.28970188 7.3659063 0.07037058 0.07172787 1.31743425 4
328.199139 8.69578053 8.77593782 0.0911592 0.05002005 1.31731267 4
127.419491 6.5530875 6.68251815 0.06195907 0.15416832 1.31717855 4
27.5546423 6.23765216 6.30568025 0.07238951 0.05020332 1.31701669 4
21.2636502 5.38015701 5.45259306 0.02983581 0.09114894 1.31686731 4
12.6972072 4.93393372 5.01866416 0.0735574 0.08593855 1.31685823 4
113.650927 6.87752062 6.76989362 0.05361663 0.13039433 -1.3168454 4
7.07198887 3.65758915 3.85355544 0.21726841 0.15361969 1.31681129 4
53.0162255 6.51309674 6.17619384 0.39335705 0.10988899 -1.3165735 4
14.2047113 7.29095322 7.18388801 0.1443317 0.0108045 -1.3165113 4
1062.36567 8.70838994 8.47054436 0.20940877 0.21953095 -1.3164715 4
2.61492986 2.34865617 2.60881816 0.26534039 0.20003777 1.3163646 4
39.8253238 5.38783663 5.51236717 0.03818718 0.15348285 1.31615438 4
53.5296217 6.05808267 5.62001745 0.46582756 0.20340485 -1.3160175 4
15.6882961 4.66855937 4.78849172 0.08933747 0.13095825 1.31594732 4

3.259859 3.03908153 3.31724412 0.32778655 0.1142286 1.31570854 4
6.16719708 3.6731388 3.4605392 0.19010419 0.19882524 -1.3155181 4
1114.45383 8.87425964 8.69919372 0.13795637 0.19512473 -1.3153543 4
11.6117576 5.2729607 4.88959951 0.44065162 0.08748634 -1.3152119 4
396.334869 7.04195349 7.31173872 0.24969341 0.24734057 1.31499795 4
35.790135 5.04705806 5.26477203 0.21082924 0.19469437 1.31488382 4

38.5940034 5.50129184 5.60864663 0.02281261 0.14496391 1.31478141 4
310.711244 6.58510365 6.85618055 0.16996783 0.3472256 1.31465663 4
28.2738834 5.68365115 5.75553804 0.03216768 0.08824873 1.31430144 4
104.043317 6.41823058 6.53716756 0.04730398 0.14674072 1.31422774 4
80.7729023 6.54147293 6.4432457 0.00733365 0.12904864 -1.31404 4
31.0313001 4.93795605 4.71405988 0.08168116 0.29831876 -1.3136973 4
5.81079395 4.71988424 4.76896731 0.04156868 0.04990701 1.31362512 4
601.281756 7.73913031 7.92074766 0.11267441 0.22964662 1.31338695 4
43.0585408 5.20170071 5.37512557 0.11646124 0.20233463 1.31315188 4
221.698653 7.1714678 7.32085808 0.12890368 0.15196394 1.31314994 4
44.8729462 5.88720125 5.71917153 0.16108866 0.14450166 -1.3130816 4
153.269018 6.66372224 6.47190683 0.08334551 0.24533748 -1.3127751 4
7.34601728 3.94415214 3.81287268 0.05800587 0.15810946 -1.3127285 4
1.01370298 1.01115061 0.15236271 1.08107245 0.84363236 -1.312607 4



18.4729793 7.72778082 7.8146333 0.1156743 0.00747149 1.31243351 4
20.8941186 4.86196285 4.55768801 0.30832406 0.21830859 -1.3123014 4
15.6162713 4.53336399 4.67884584 0.12280778 0.13941911 1.31225504 4
5.71950369 4.09303455 3.97977202 0.10136777 0.10599896 -1.3122216 4
67.7641604 6.93683944 6.86059796 0.07280888 0.06960694 -1.3121324 4
4.04359612 4.28995923 4.14725772 0.18868483 0.06328364 -1.3119627 4
103.84889 6.95369444 6.79972101 0.16259721 0.11742579 -1.311877 4

15.6756316 4.77084403 4.61531283 0.13873489 0.16067392 -1.3117608 4
20.2363307 4.6122279 4.76531969 0.11073562 0.17889592 1.31169199 4
9.00588838 4.62162097 4.71284474 0.09048236 0.07936258 1.3115168 4
9.00588838 4.62162097 4.71284474 0.09048236 0.07936258 1.3115168 4
177.092106 5.66028589 5.999085 0.11178578 0.38591084 1.31132003 4
275.75537 8.29298368 8.14036744 0.17652228 0.0787101 -1.3111816 4

7.84783626 4.5296271 4.35449798 0.20348987 0.10214874 -1.3111325 4
87.4204517 6.7695383 6.56981314 0.25798802 0.12601003 -1.3109059 4
1853.7045 6.91154716 7.59751978 0.15640576 0.75565138 1.31089256 4

114.557097 6.19138014 6.3516793 0.07868283 0.19535007 1.31066507 4
92.0445584 7.46931084 7.41272539 0.05032138 0.05639809 -1.3103927 4
7.45896418 1.8637157 2.76710089 1.09515068 0.48941001 1.31000707 4
643.728066 7.30475222 7.6434628 0.35602379 0.32465315 1.30997102 4
158.492598 6.62468068 6.2841922 0.31323069 0.29902295 -1.3099348 4
6.34180301 3.17210317 2.86979042 0.17256815 0.36763543 -1.3097895 4
7.90834721 4.67849147 4.78391881 0.11985226 0.065033 1.30976782 4
1162.24848 9.29963028 9.38562467 0.05879614 0.10019322 1.30963373 4
54.6951606 5.48529177 5.64738304 0.09658709 0.19084515 1.30956471 4
2.32227393 1.86754558 1.45370541 0.15914881 0.46270947 -1.3095509 4
17.7115544 5.2583396 5.1697239 0.06067897 0.09783234 -1.3095195 4
42.0057954 4.5470107 4.85245805 0.26949178 0.35639701 1.30946122 4
8.34055233 3.33189477 3.51809385 0.04883838 0.24662848 1.30944016 4
134.392149 6.83762188 6.95653403 0.09413473 0.12398119 1.30940205 4
13.2196094 5.09347877 4.62999263 0.51827651 0.12421943 -1.309353 4
114.210274 7.60982389 7.4583978 0.20211554 0.0668477 -1.3091789 4
8.9916978 3.25612758 3.50238437 0.20378209 0.29144681 1.30916839 4

669.916787 7.45293427 7.76499353 0.29252727 0.26750117 1.30910701 4
69.1472268 6.49172559 6.39294817 0.05941228 0.11386339 -1.3090599 4
359.601984 7.68511447 7.80488076 0.06365959 0.14429626 1.30892726 4
21.2407734 4.6475157 4.80078824 0.10204466 0.16602029 1.30876928 4
5.52301725 2.73003672 2.26765098 0.23641125 0.49671698 -1.3087462 4
98.5011546 6.7683716 6.64759007 0.09278528 0.13193139 -1.308307 4
20.4550641 4.92838987 5.13935981 0.2365784 0.11629087 1.30787813 4
1.91411142 2.46146692 2.17916478 0.28352682 0.20965754 -1.3076492 4
170.499537 7.60644812 7.71274793 0.12159542 0.07548164 1.30753752 4
694.833616 7.75625698 7.99011783 0.20918365 0.24091171 1.30753154 4
6.36136005 3.70271335 3.93642561 0.29114558 0.1280348 1.30734139 4
11.8739326 3.59425289 3.20749806 0.20187282 0.45561967 -1.3070979 4
11.1125691 4.10515865 3.89804526 0.15127729 0.23761658 -1.306997 4
4.90957674 2.63849273 2.8946458 0.19561212 0.25347758 1.30666856 4
11.8232632 3.49423938 3.01074631 0.28515823 0.49675544 -1.3066442 4



156.579223 8.07779958 8.12985781 0.05086297 0.04615494 1.30649163 4
3.26555879 3.71379144 3.56001158 0.19420106 0.09369954 -1.3064264 4
5.30797617 4.06900237 3.97375892 0.07672345 0.09693591 -1.3063935 4
21.6240006 4.59425205 4.75026071 0.09348631 0.1770588 1.30638539 4
1.5769396 1.44044212 0.96022259 0.17266405 0.65679782 -1.3062396 4

37.6954301 7.4343521 7.55211896 0.15858126 0.0198941 1.30622125 4
432.538215 7.57055639 7.3505766 0.07220627 0.29949766 -1.3062024 4
84.3963703 5.98265427 6.13391964 0.09006681 0.19102272 1.30594002 4
169.829541 4.44257217 5.17381627 0.18281006 0.74082955 1.30583405 4
549.339909 7.54804888 7.76046636 0.15747805 0.2384312 1.30554872 4
35.5596236 5.58392865 5.46870717 0.02077825 0.15638518 -1.3052824 4
28.1932063 4.88346247 4.68625213 0.00479634 0.25645291 -1.3052694 4
19.5921356 6.13054635 6.18197931 0.0550463 0.04095321 1.30519624 4
21.908338 4.93852779 5.05646642 0.07143663 0.13416604 1.30469892 4

1003.20152 6.76882421 7.321559 0.3080548 0.54600164 1.3044763 4
69.2814804 6.3922815 6.29489742 0.01433057 0.1257764 -1.3044068 4
11.4358703 3.29464068 3.54642857 0.11704439 0.34772888 1.30431111 4
50.5408863 5.67250469 5.51299624 0.04839003 0.21249536 -1.3037767 4
187.546904 7.2034952 7.32684662 0.1089316 0.125249 1.30364089 4
23.8632743 5.03115115 5.13752167 0.02696355 0.136595 1.30360532 4
315.450252 5.91289874 6.61545334 0.69348128 0.37299564 1.30360232 4
51.7878034 4.85877247 4.38411191 0.0234624 0.58866992 -1.3034976 4
34.1251734 5.08445863 5.24176071 0.10564745 0.17720196 1.30330375 4
4.52489427 3.84713224 3.72202604 0.1305803 0.10700463 -1.3032621 4
17.4655759 5.10733821 5.19769631 0.07347699 0.09899512 1.30301463 4
31.6400859 5.04890969 4.85947734 0.04437535 0.24844465 -1.3028394 4
14.462997 4.20230866 4.35815833 0.09787352 0.19341633 1.30274064 4

1.76798092 3.3189597 3.21843844 0.11808665 0.06936881 -1.3027391 4
357.079837 6.94286334 6.56274325 0.11008283 0.43514558 -1.3027012 4
39.3366929 3.72610293 4.16967099 0.08932178 0.53480104 1.30266546 4
81.8393779 6.01478046 6.14672228 0.03034588 0.17161124 1.30260895 4
245.418653 6.16188094 6.45166518 0.13509516 0.40856817 1.30259649 4
7.15549086 3.84625267 3.95865773 0.06352489 0.13137583 1.30255156 4
149.810991 6.59668263 6.72944346 0.01140176 0.17770817 1.30243164 4
19.0994626 5.31791195 5.43234548 0.1236673 0.08435431 1.30242119 4
32.5804149 4.87816624 4.56172819 0.24911836 0.31135784 -1.3024112 4
99.6617491 6.51181846 6.36009043 0.1023759 0.17353233 -1.3023283 4
2.31935591 2.50136365 2.72937162 0.27532532 0.15437739 1.30226335 4
385.878311 8.18998969 8.31087374 0.1277266 0.09511991 1.30221187 4
14.8364513 4.22562585 3.83309718 0.39027584 0.293539 -1.3021347 4
27.7268087 7.20502292 7.22235893 0.01107563 0.02034538 1.30192707 4
1261.95229 9.11537435 8.96260535 0.12489457 0.1687341 -1.3017967 4
5.29968961 3.39139343 2.97979003 0.41603091 0.27687102 -1.3016639 4
227.301583 7.58766671 7.20306509 0.43024712 0.16833612 -1.3014478 4
3.29433803 2.6268646 2.82252677 0.16839264 0.19660992 1.30126178 4
10.1613877 5.4083801 4.18469351 1.00506974 0.15940006 -1.3012174 4
5.75030646 2.8530725 3.05662947 0.07729009 0.28477729 1.3011584 4
24.8944362 6.07917376 6.14083837 0.0612844 0.05325635 1.30099723 4



329.945064 6.71241809 6.98575318 0.23039689 0.33054292 1.30098451 4
47.9520976 6.99660544 7.04567619 0.05013892 0.041472 1.30093696 4
5.34113701 3.34117592 3.50354041 0.15015428 0.1548776 1.30047316 4
2.39675813 3.88193022 3.95333229 0.08467899 0.04631206 1.30027894 4
28.4431553 4.22438848 3.59051459 0.21500673 0.9031759 -1.2998513 4
4.50711857 3.67721473 3.52475519 0.16119756 0.12831853 -1.2996233 4
107.849922 6.76123351 6.62834005 0.1058772 0.14842405 -1.2995926 4
9.13558001 4.62274198 4.70339873 0.07030132 0.08438821 1.29947652 4
22.9730413 4.8922627 5.03273447 0.11170276 0.15562055 1.29935475 4
6.93040759 3.39854692 3.56471743 0.10855488 0.20202008 1.29895077 4
19.5109436 5.79425669 5.60415209 0.23021044 0.07315744 -1.2985137 4
492.419552 7.54579087 7.75152079 0.16954045 0.20865707 1.29807405 4
399.036942 8.19708784 8.09607338 0.05716144 0.12448114 -1.2979758 4
242.95385 7.53637322 7.39110848 0.11864271 0.14771949 -1.2979587 4

242.903777 8.39204086 8.50847166 0.1520938 0.04968985 1.29771862 4
91.2032652 6.64697782 6.537665 0.05973555 0.129295 -1.297693 4
13.0852323 3.41622047 2.85609367 0.18310807 0.67578807 -1.297627 4
14.7217687 4.05800144 3.78902396 0.14168189 0.30444953 -1.2976168 4
105.806777 6.62213709 6.73626453 0.08721175 0.1239698 1.2976015 4
24.0753992 4.61858677 3.99395481 0.56683454 0.48613117 -1.2974222 4
60.0818954 5.68190238 5.84557871 0.13786467 0.16894001 1.29732742 4
11.4146749 3.86603183 4.31402786 0.58408003 0.14940571 1.29681368 4
24.7870867 4.68374057 4.84473826 0.09747632 0.18870244 1.29671305 4
14.5813328 4.62256969 4.71932089 0.01107448 0.12719786 1.2963682 4
4.06078886 3.51077569 3.26799618 0.29512281 0.14873855 -1.2961647 4
16.0808664 5.54962691 5.47922661 0.06463547 0.06772595 -1.2961493 4
55.9120799 6.85062907 6.80306049 0.01269612 0.06106415 -1.2960139 4
51.934294 6.25581281 6.33191821 0.04367443 0.09113649 1.29589038 4

11.7239658 6.23466035 6.26462119 0.0329952 0.02219675 1.29584092 4
229.392804 7.1984534 7.03721086 0.07381709 0.19281662 -1.2957786 4
19.6244487 5.93269821 5.98981734 0.05904409 0.0498317 1.29556331 4
9.07708971 4.45146875 4.54140673 0.07177539 0.09457949 1.29530724 4
201.404415 7.04132608 6.861653 0.11019528 0.22198597 -1.2949997 4
827.140473 8.39139496 8.56959534 0.18664139 0.15907638 1.29496801 4
6.17764137 4.44672259 4.54702828 0.11344804 0.06476182 1.29492892 4
2.66375641 3.98812058 4.08426674 0.12098615 0.04509071 1.29474293 4
108.33199 8.31563284 8.2331319 0.10503918 0.02863318 -1.2946769 4

466.350057 8.89920239 8.78273657 0.13422323 0.07295739 -1.2946751 4
8.23955919 4.45377562 4.19919095 0.29593665 0.12008363 -1.2943263 4
494.940856 6.38231547 6.79032106 0.17501695 0.53296115 1.29431614 4
70.1292007 6.05798542 6.17996724 0.07512849 0.13943708 1.29415118 4
163.783073 6.14578801 6.37991947 0.16735133 0.28982391 1.29409209 4
14.2842262 4.64293149 4.51828923 0.05674896 0.15194499 -1.2939607 4
22.6518561 4.98335343 5.11887211 0.11863661 0.13102134 1.29387233 4
16.0855339 6.14503727 6.18147282 0.03559258 0.03312365 1.29347103 4
15.254144 3.9719047 4.14908156 0.04998108 0.25402448 1.29315004 4

6.87752591 4.48560503 3.42995937 0.95656778 0.22444692 -1.2931329 4
105.586133 6.03981185 6.20697413 0.08106648 0.20732488 1.29308602 4



67.9756013 6.5945283 6.47084637 0.13382827 0.10838913 -1.2928704 4
3.58327999 2.70916394 2.44811574 0.17008278 0.2986941 -1.292758 4
262.589034 6.78250844 6.47783844 0.08041561 0.36068927 -1.2925913 4
13.814736 4.67740416 4.77088622 0.04854649 0.11986002 1.29245881 4
83.790347 8.28971569 8.16753792 0.17344411 0.02393574 -1.2924121 4

32.7445698 7.23198858 7.27573609 0.05312405 0.02264011 1.29189161 4
22.5036406 4.82860678 4.66837854 0.01994235 0.21744678 -1.2917394 4
22.1371045 5.4962869 5.3641132 0.1403669 0.10539695 -1.2916853 4
0.36701855 0.29099531 -3.561706 1.20019493 2.70724583 -1.2913261 4
3.18925244 3.36164265 3.20545866 0.15980853 0.1294131 -1.291303 4
16.9824195 4.31675028 4.50015954 0.16468567 0.19820297 1.29126722 4
16.419604 5.33600981 5.39218526 0.01228353 0.07331044 1.29124233 4
16.904561 5.18824512 5.06787856 0.12629566 0.10960734 -1.2910853 4

3.51130302 5.46705084 5.41797357 0.065519 0.01551957 -1.291025 4
200.534926 6.604478 6.88539183 0.33392634 0.20886466 1.29094864 4
82.4134286 5.48438821 5.08446202 0.0937559 0.57852919 -1.2909208 4
3.32712498 2.44235537 1.95968885 0.53192087 0.50059327 -1.2906489 4
17.4494438 4.28100143 4.85675526 0.72939135 0.1407849 1.2905931 4
18.5724244 4.82281913 4.92304616 0.01521455 0.13236568 1.29051331 4
521.254927 6.55010694 6.93257546 0.13381521 0.44133917 1.29051149 4
2.89332137 4.594341 4.65366433 0.07586083 0.02761181 1.29049219 4
2.89332137 4.594341 4.65366433 0.07586083 0.02761181 1.29049219 4
16.4641788 5.84924256 5.56484788 0.35509685 0.06302105 -1.2904316 4
37.5665086 5.76184058 5.85571688 0.06831272 0.1108983 1.29040887 4
37.5665086 5.76184058 5.85571688 0.06831272 0.1108983 1.29040887 4
37.5665086 5.76184058 5.85571688 0.06831272 0.1108983 1.29040887 4
3.65164018 5.00482366 5.05186732 0.05754012 0.02326899 1.29040092 4
15.2639431 5.08561423 4.99053868 0.07545172 0.10303925 -1.2903706 4
8.83486297 4.28134738 4.13154577 0.13803033 0.14747561 -1.290358 4
39.0193648 5.79941424 5.89331406 0.06833027 0.11093842 1.29032486 4
8.72679287 4.70704455 4.78696958 0.08007209 0.07427086 1.29022762 4
86.2708499 5.68160473 5.87381217 0.11271463 0.25892721 1.2901086 4
13.5906741 6.27198735 6.22605 0.05524629 0.02705321 -1.2899501 4
73.5504225 6.96751667 7.04697271 0.08448733 0.06364932 1.28990974 4
189.659131 7.01086346 6.78527548 0.2220366 0.20980877 -1.2898559 4
12.210073 4.89411104 4.9607625 0.02804742 0.08345381 1.28970688 4
9.6662591 3.19240814 3.42349897 0.06446182 0.31220492 1.2896776 4

163.263839 6.10382307 5.66642093 0.18582449 0.532615 -1.2895708 4
198.306444 9.57314868 9.52790333 0.06017632 0.01449281 -1.2893892 4
278.130902 7.39370397 7.23818786 0.05820408 0.18847578 -1.2890686 4
3.89139965 2.55451373 2.82011646 0.28132506 0.22882738 1.2889353 4
2702.80301 9.31507371 9.50719713 0.15993095 0.20023674 1.28892379 4
325.297517 9.00218754 9.03934947 0.03173435 0.03841963 1.28847861 4
13.5326842 5.01207768 4.89920821 0.11165256 0.10341972 -1.2882061 4
5.33375818 3.60443991 3.75654725 0.15653215 0.12663078 1.28812975 4
11.3372796 5.21138702 5.33799272 0.16635562 0.05363946 1.28790137 4
65.8938151 6.8860246 6.78844962 0.11228967 0.07281786 -1.2877143 4
2.86441371 2.72684614 2.50706251 0.17797051 0.24433103 -1.2873733 4



32.9317346 5.57024449 5.66988825 0.07252079 0.11725424 1.28716442 4
49.8195923 5.84589275 5.64821312 0.21720291 0.17031187 -1.2870805 4
715.61325 7.22633346 7.51037407 0.05448491 0.36363161 1.28688824 4

23.6287373 5.4608804 5.2074757 0.2955652 0.12852138 -1.2864828 4
259.158125 8.0872208 7.86639959 0.28012334 0.10175722 -1.2864448 4
7.20953037 3.58203698 3.76201922 0.18421002 0.17410925 1.28627634 4
9.86468219 4.38890279 4.51661342 0.12933606 0.1052656 1.28627003 4
95.545984 5.60179354 5.82534166 0.12274892 0.28151444 1.28626306 4

8.20875249 -4.6373095 -0.7234921 1.33643842 4.61790935 1.28588517 4
9.18133415 4.17451438 4.31102148 0.13515294 0.12018979 1.28581231 4
14.4249514 4.42231633 4.57515073 0.13891819 0.14808935 1.28581191 4
3.59819726 4.87704836 4.71211438 0.23334264 0.03246236 -1.285497 4
128.208306 5.46338387 5.80743683 0.24786592 0.34574984 1.28540458 4
13.7956418 4.71207381 4.79583747 0.00650219 0.11487434 1.28520892 4
178.886098 6.60964056 6.36333132 0.10898152 0.32886413 -1.2851435 4
102.380162 6.4734757 6.58066587 0.03688762 0.14659031 1.28508001 4
482.130171 8.29141324 8.07162347 0.28659718 0.15234924 -1.2849555 4
33.288875 5.19852481 5.34989625 0.13282727 0.15098028 1.28491511 4

67.3422794 5.68887647 5.92515417 0.26162042 0.18802307 1.28479526 4
451.681953 8.061926 7.93338265 0.05918228 0.16008481 -1.2847801 4
136.579568 6.32002362 6.07639739 0.06932021 0.33652451 -1.2847452 4
48.2847366 6.31215435 6.21600178 0.08559416 0.09583284 -1.2843975 4
568.45145 6.47444344 6.88625018 0.27741754 0.66021052 1.2843077 4
52.185307 5.62891517 5.76370743 0.08675929 0.17130661 1.28419502 4

13.1557808 4.97515291 5.07661022 0.10988538 0.08342224 1.28406624 4
15.5746513 4.72237909 4.49684844 0.25127402 0.17484257 -1.2839647 4
71.7925437 5.66810282 5.87587076 0.20119273 0.20716392 1.28386841 4
337.268187 7.50272738 7.72229102 0.2531047 0.15565323 1.28383096 4
14.223999 4.74291547 4.83878645 0.06606102 0.11621097 1.28381869 4

236.833559 7.88531615 7.77280553 0.11403357 0.09699347 -1.2837355 4
169.564812 7.097423 6.89989095 0.21238749 0.17398135 -1.2836824 4
42.5960537 5.46858818 5.29249082 0.09369139 0.22135899 -1.2836628 4
28.7564197 4.19247363 4.4746791 0.21321396 0.3079608 1.28358809 4
3.52638621 2.26936428 1.81394387 0.28577207 0.49597407 -1.283455 4
8.56026155 4.73558908 4.66325028 0.05445066 0.0817105 -1.2832608 4
1.03946402 2.57562773 2.39373332 0.21821926 0.09630865 -1.2832307 4
33.1292391 5.45190367 5.58957069 0.14234101 0.12817194 1.28322995 4
61.3787195 6.39414112 6.13836248 0.31975765 0.13750835 -1.2831491 4
355.313583 7.58318124 7.7034023 0.03557462 0.15428161 1.28311468 4
136.057965 6.43728875 6.58683246 0.08266435 0.19081561 1.28310052 4
4.70563484 2.84878222 3.31507949 0.66159206 0.16854642 1.28305648 4
5.57988282 3.78016158 3.87384467 0.05420901 0.11817301 1.28305293 4
408.387367 5.94217782 6.42505708 0.10969374 0.54640927 1.28303748 4
4.45263663 4.07336347 3.95361153 0.13836287 0.08619687 -1.2829415 4
45.253385 7.42469554 7.32508944 0.12751747 0.02999431 -1.2828043 4

150.865788 6.34984371 6.51468377 0.04004242 0.21579431 1.28255612 4
69.50693 5.93256371 6.05203651 0.02141899 0.17080282 1.28254863 4

22.1432784 5.4710965 5.53808101 0.02690352 0.08929866 1.28253164 4



217.202798 7.41111619 7.58310182 0.19988648 0.1136862 1.28252735 4
420.758191 8.03823913 8.15309083 0.09987065 0.11988296 1.28250759 4
5.12509349 3.92046484 4.0330097 0.11940425 0.08916513 1.28244682 4
248.246605 6.81155269 6.52181921 0.11150751 0.39553767 -1.282435 4
43.6013118 6.77553168 6.67621034 0.11894216 0.055473 -1.2823996 4
7.66674456 4.93527165 4.71109626 0.27524619 0.06815671 -1.2821888 4
13.2947707 4.27946702 4.44413248 0.16534917 0.15753016 1.28206632 4
49.3041314 6.49630768 6.55866469 0.04748245 0.06879894 1.28200661 4
12.0781698 5.11250938 5.05149199 0.02763437 0.07565458 -1.2819894 4
46.2431106 3.86098818 4.35050117 0.32574818 0.50978121 1.28194492 4
107.624467 6.21112742 6.40196497 0.18392742 0.17665673 1.28179036 4
211.79099 7.95730624 7.81087463 0.17420709 0.08639765 -1.2816 4
6.6892226 5.00406781 4.85230044 0.19273519 0.05301469 -1.281541 4

25.8553235 5.08939461 5.22094031 0.11460847 0.14479038 1.28153088 4
28.1629841 7.08566766 6.90900426 0.22499514 0.02829242 -1.2815135 4
23.2508432 5.81206942 5.89345946 0.09027841 0.06524521 1.28075479 4
868.021215 8.59359187 8.71537333 0.08413402 0.14509538 1.28074976 4
242.489504 7.78715527 7.6840462 0.08218164 0.11263341 -1.2806781 4
62.0281725 4.16824249 4.67608514 0.45027112 0.61045292 1.28048289 4
34.9451326 3.55743181 4.03190381 0.21563871 0.52853479 1.28042746 4
15.0961175 4.28939105 4.05939135 0.17445271 0.26093266 -1.280207 4
157.019872 7.79624261 7.87418766 0.08821336 0.05926113 1.28015382 4
30.6485962 5.0089092 4.82512009 0.01444726 0.24131362 -1.2801282 4
27.4823534 5.03520678 5.18463308 0.13709319 0.15549616 1.2796862 4
2.25132968 3.09736588 3.00943975 0.04096117 0.1101152 -1.279649 4
21.1062103 5.1930859 5.09680842 0.00925846 0.12705213 -1.2795638 4
215.896108 7.32431047 7.42922816 0.0631557 0.12600547 1.27943767 4
538.543075 6.6887374 7.10740236 0.35659618 0.40283228 1.27935517 4
578.222982 7.38667694 7.61026971 0.13322934 0.30610723 1.27913257 4
283.224642 8.13190707 7.97337021 0.18316602 0.09511699 -1.2788447 4
3.37626017 4.63072246 4.71441808 0.1089649 0.03048167 1.27880122 4
2.19712432 3.77293617 3.65741227 0.1513583 0.05717363 -1.2787351 4
18.718494 5.23875505 5.11815324 0.11469034 0.11568015 -1.2785082 4
1.1850533 3.29883856 1.79334525 1.22455076 0.20080917 -1.2781541 4

5.80106617 2.41940443 2.76111782 0.29819057 0.33505263 1.27814792 4
245.542456 6.82991551 6.99444369 0.05103387 0.23855724 1.27807795 4
385.776767 6.67769675 6.98183018 0.21190683 0.32480235 1.27789969 4
16.1589551 4.51339112 4.2855233 0.2155844 0.23610548 -1.2778741 4
29.5663353 4.86330296 5.01578962 0.08113498 0.20692726 1.27764331 4
20.8754769 4.52684884 4.70948308 0.16484787 0.18356191 1.27755164 4
15.9281604 4.23890319 4.38907307 0.06824404 0.2063372 1.27751644 4
32.8451774 6.09731501 6.01888 0.06885306 0.07819512 -1.2774905 4
68.2304333 5.24079339 5.51008922 0.23071373 0.26146729 1.27745963 4
3.07226279 3.79076375 3.65938992 0.17050444 0.08090841 -1.2774021 4
97.0043524 5.60105725 5.8457674 0.18650151 0.29025371 1.27736193 4
784.49145 7.99877046 8.17482325 0.0949699 0.20724551 1.27728221 4

3.57335778 1.89828298 2.18033811 0.09773426 0.43253162 1.27719383 4
1.11972738 1.55974415 1.86369904 0.38341504 0.16653299 1.27716772 4



11.3090543 4.25423593 3.87834413 0.58907787 0.21881742 -1.277125 4
66.5519958 6.01581036 6.1450309 0.10245267 0.14479345 1.2768462 4
52.0694352 5.92089731 5.79279485 0.06755413 0.15622376 -1.27664 4
5.87230729 3.97289474 3.04335816 0.88323551 0.27713863 -1.2764301 4
21.2602212 4.70554949 4.51511001 0.11110531 0.23370208 -1.2763869 4
30.0526999 5.93783479 6.02592773 0.09575054 0.07390295 1.27635689 4
102.381287 6.95210706 7.0336936 0.06381441 0.09033213 1.27634179 4
226.834536 5.48404877 5.91983278 0.10198614 0.52489189 1.27633618 4

13.83471 4.46716024 4.20272546 0.27039668 0.21441628 -1.2762615 4
7.39839212 4.64902295 4.57199143 0.0729581 0.07479418 -1.2761406 4
33.8775479 5.65732053 5.55660598 0.03580335 0.13263325 -1.2760424 4
11.7983903 4.74267232 4.64282855 0.07452114 0.11496326 -1.2759849 4
3.84747788 5.30237401 2.1881853 1.64070287 0.39942615 -1.2759729 4
2.9302448 5.46994387 5.42357508 0.06299583 0.01287834 -1.2759445 4

5.47219009 3.23152595 3.41828846 0.17663515 0.1811504 1.27592116 4
340.43478 7.00079233 6.66942647 0.07063873 0.46857497 -1.2756929 4

41.2475014 4.89804473 5.11376765 0.16542305 0.23120163 1.27561886 4
7.59447519 3.45902558 3.6592425 0.19665987 0.18877907 1.27561742 4
440.850633 6.91843447 7.16299074 0.09700789 0.3679829 1.27527191 4
15.0827965 3.84565813 4.04678745 0.09296044 0.2543142 1.27486237 4
53.026328 5.08447215 5.28721971 0.09443532 0.27323553 1.27477054 4

150.293702 6.95906908 6.83189511 0.05687 0.15771181 -1.2746455 4
27.2114251 4.66212768 4.88583822 0.23412454 0.21677806 1.27461663 4
14.8630182 4.20113954 4.34597382 0.06126657 0.20300355 1.27435837 4
31.2076866 6.14667525 6.04814208 0.11166301 0.07375077 -1.2743202 4
3.01255839 2.79471223 2.57780778 0.19491833 0.23474681 -1.2741999 4
3.81580566 5.22210558 5.20489702 0.01034529 0.02107128 -1.2741785 4
12.3387741 5.27904567 5.34142424 0.0604005 0.0594394 1.27408063 4
10.8325159 5.26700704 5.15839086 0.13787202 0.06252735 -1.2739872 4
869.945299 6.03331825 6.81094978 0.46740657 0.74698786 1.27394186 4
16.5637282 4.83966845 4.68487425 0.13901095 0.1462367 -1.2738338 4
22.3159635 6.44448938 6.48455606 0.04214018 0.03389964 1.27380349 4
24.303548 4.7815558 4.9277495 0.09593646 0.17492604 1.27375359 4

3.55151146 3.03773553 1.72694016 1.38090391 0.64802909 -1.2736334 4
15.128246 4.41164308 4.60097232 0.21721064 0.15672156 1.27352497 4

13.1223176 3.90492189 4.10715238 0.17058052 0.20635387 1.27336792 4
4.03885452 3.26905254 3.41109724 0.13535991 0.1345398 1.27320263 4
12.5985183 3.75022973 3.24123711 0.47394355 0.48978261 -1.2730841 4
199.975527 7.35162121 7.16793926 0.18721064 0.1479522 -1.2730578 4
143.166303 7.49225847 7.61489443 0.1459694 0.07037862 1.27298573 4
62.9476801 4.60445004 4.95065596 0.19187585 0.4178748 1.27281022 4
26.8763751 4.43636192 4.09329802 0.09299658 0.46869122 -1.2727829 4
5.80189824 2.93981906 3.13729796 0.11882601 0.26121639 1.27237656 4
327.523755 6.40183374 6.71670005 0.20132293 0.37405544 1.27233811 4
1562.34293 4.61631496 6.58084071 0.48131792 1.26585198 1.27226074 4
109.934702 7.71078149 7.77552949 0.07406262 0.04619417 1.27207414 4
14.5921369 4.7372521 4.83554611 0.07052811 0.11953784 1.27193594 4
24.6919675 6.7443926 6.66377177 0.10307942 0.03173661 -1.2718617 4



30.2957232 5.30562508 5.43363041 0.11722869 0.12843355 1.27185914 4
3.23081628 3.35611666 3.46305033 0.10709931 0.10384972 1.27177864 4
2973.7926 8.06034927 8.49155216 0.0762374 0.52441715 1.27170744 4

10.3553302 4.8277172 4.9796798 0.19569791 0.07199296 1.27163438 4
6.06451452 4.22033536 4.31616656 0.10018202 0.07967317 1.2712417 4
8.26888471 4.48281891 4.39851364 0.05295354 0.0988191 -1.2708258 4
57.3946568 5.93023831 5.76962268 0.12458833 0.18362544 -1.2706793 4
1241.57009 9.00519612 9.1159907 0.06926162 0.14175315 1.2705919 4
765.404143 9.16671273 9.09891837 0.03381689 0.08537666 -1.2705869 4
5.13432362 4.17159189 4.08845195 0.07245783 0.08453568 -1.2702926 4
7.68387186 4.03957761 4.13768448 0.05700588 0.12540458 1.27014299 4
64.2837716 6.08056991 6.20667489 0.11459768 0.1250322 1.27003063 4

1.690993 1.24597855 -0.8891601 0.68618047 3.40604606 -1.2695544 4
7.11762764 4.85031987 4.92935753 0.0946216 0.05133253 1.26953523 4
51.4751358 5.42092584 5.56779259 0.05285534 0.18699093 1.26945247 4
289.973309 7.56046628 7.67287316 0.07513272 0.13101333 1.26933669 4
13.7135825 5.85921539 5.78301881 0.09506545 0.04228072 -1.2692453 4

180.6993 6.28665692 5.83419048 0.27672704 0.59001389 -1.2691883 4
3.82362382 -6.3902026 -1.5610624 0.24874647 4.68279478 1.26883624 4
18.509617 4.22022727 4.39261606 0.0843739 0.24265812 1.26875016 4

13.2629759 4.0533402 4.21323258 0.10352746 0.19187879 1.26856783 4
29.9355858 4.70678053 4.93415673 0.22104208 0.22516791 1.2684369 4
15.2432537 5.29494769 5.35630707 0.04417288 0.07211561 1.26842749 4
13.4072582 5.45626175 5.36506558 0.11113178 0.06226295 -1.2683511 4
66.0697439 5.60285403 5.77007235 0.10732189 0.19861575 1.26827748 4
386.833734 6.86090171 7.10167411 0.10228111 0.29032618 1.26809364 4
17.7642614 4.52897783 4.34316205 0.1066038 0.21959931 -1.2680193 4
21.7714051 5.04176777 4.92126168 0.03811875 0.15552323 -1.2679869 4
9.65237263 5.42259478 5.32438746 0.13092641 0.04650968 -1.2675706 4
9.65237263 5.42259478 5.32438746 0.13092641 0.04650968 -1.2675706 4
152.064509 6.946538 7.06518781 0.10042776 0.1262831 1.26755713 4
5.0512811 4.09794132 4.20654181 0.12650235 0.07442335 1.26751558 4
64.542154 5.78061387 5.90727727 0.01786462 0.17322185 1.26734972 4

20.0440895 6.07716995 4.62316732 1.13832864 0.18920291 -1.2672383 4
2180.33054 7.41841777 7.9575775 0.08142566 0.61240429 1.26705267 4
232.999991 8.37508879 8.23521008 0.17392225 0.06147979 -1.2667626 4
83.9071718 5.84310194 5.99527742 0.04064266 0.20619911 1.26647337 4
372.992251 8.20868202 8.28196178 0.03618505 0.09365859 1.26630213 4
2.32894844 0.79664406 1.24648168 0.348392 0.77776737 1.26624313 4
27.3031981 4.67807658 4.84379332 0.08065867 0.20384706 1.26616915 4
243.970008 6.98404119 7.14956205 0.12655685 0.18221961 1.26616703 4
2.88959538 3.20585367 3.05485152 0.16203604 0.13090179 -1.2661664 4
9.77008201 5.34301083 5.21032017 0.16976049 0.05411715 -1.2661606 4
21.0004771 5.38068736 5.45470349 0.04738195 0.08772678 1.26572557 4
21.0004771 5.38068736 5.45470349 0.04738195 0.08772678 1.26572557 4
21.0004771 5.38068736 5.45470349 0.04738195 0.08772678 1.26572557 4
3.98754719 2.93503806 2.61659274 0.3039762 0.27196213 -1.2657203 4
19.3478156 5.15973153 5.2561538 0.08547794 0.10323766 1.26567597 4



11.9878242 4.96081724 4.87458129 0.07526539 0.0939791 -1.2656755 4
8.86817625 4.96296758 5.00642916 0.00764224 0.06032529 1.26566698 4
1.37920722 3.83527284 3.74381217 0.12057691 0.03238357 -1.2655574 4
45.6720031 5.42255317 5.55041613 0.01064774 0.16942868 1.26554393 4
5.9031633 5.16662861 1.76510347 1.53917755 0.82755947 -1.2654606 4

5.52934371 3.95050698 4.0813775 0.14586315 0.09137536 1.26543453 4
635.096233 7.9755485 8.1146049 0.04767364 0.20027627 1.26535908 4
16.1096327 4.61694965 4.74865523 0.1183198 0.14366823 1.26534931 4
23.9155059 4.81940064 4.95832154 0.09381394 0.17441869 1.2651401 4

96.3077 5.70929476 5.24362389 0.51406404 0.44959119 -1.2651017 4
9.59455473 6.08558717 4.63098273 1.16533756 0.09467398 -1.2650164 4
4.56739422 5.67700362 5.75036049 0.09642419 0.01454845 1.2650097 4
2.89675084 3.24255971 3.40026671 0.18322338 0.09932862 1.26467904 4
100.392938 7.34279456 7.27867017 0.0536603 0.06913397 -1.2644556 4
12.3047048 5.59624729 5.05915306 0.62333388 0.07816149 -1.2644378 4
688.996773 7.97380177 8.14347254 0.12895439 0.2052795 1.26443575 4
243.387424 6.69589877 6.8749255 0.03639935 0.25497057 1.26437517 4
21.7100033 4.62500615 4.76264788 0.05055755 0.18244387 1.26436482 4
17.3582888 3.63576955 4.12441629 0.53768994 0.25839553 1.26421645 4
227.618778 6.72328888 6.89634768 0.07262814 0.21980435 1.26418796 4
1.38253433 0.58132239 0.98911597 0.29491229 0.52675627 1.26405737 4
195.18923 7.22576257 7.36260458 0.14463425 0.119768 1.26394107 4

616.972961 7.99714061 8.14698776 0.10964494 0.18027944 1.263822 4
1796.93032 7.6488461 8.07372307 0.37593666 0.63699403 1.26379272 4
1.71820274 1.4695421 0.47272484 0.76418857 1.19795946 -1.2635659 4
10.9838397 4.55554248 4.66681075 0.10961654 0.10448518 1.26354979 4
8.28316524 3.31142363 3.51009073 0.1216242 0.2395099 1.26343018 4
203.142588 6.39214308 6.59413345 0.06162702 0.26682635 1.2633464 4
21.7107895 4.62504404 4.7625021 0.05029627 0.18242552 1.26307784 4
5.29148649 4.20751339 4.10050264 0.11769151 0.08721995 -1.2627687 4
182.138809 7.56949416 7.27656121 0.35298345 0.1214148 -1.2623605 4
8.20376318 5.20624357 5.08575478 0.15254647 0.05110029 -1.2621367 4
8.86180002 4.75294496 4.80887405 0.02684302 0.07083938 1.2620401 4
7.39613712 3.97055706 3.75738707 0.22501983 0.16775855 -1.2619326 4
9.50159011 3.37704014 3.86803968 0.68622805 0.19627975 1.26193247 4
59.0288733 6.57808495 6.67433184 0.10675452 0.07570004 1.2613201 4
6.77931083 3.18988012 2.88891595 0.15727655 0.39335921 -1.2613022 4
18.4058373 4.60093398 4.72314959 0.04667542 0.1563529 1.2612261 4
2.66289135 3.49028681 3.35291217 0.16439389 0.0906642 -1.2611605 4
0.95319333 0.02427322 0.89429374 4.08679833 0.41180403 -1.2609912 4
4.93409312 3.29626279 3.43948831 0.11621786 0.15161965 1.26094903 4
30.2137968 5.46544223 5.56854746 0.08496811 0.1116282 1.26081845 4
1.61889666 1.17935021 0.29049811 0.75492524 0.87991655 -1.2607657 4
65.3813005 7.04482352 7.19093907 0.18296626 0.04918439 1.26071004 4
0.93898439 1.20417001 1.58168606 0.45320936 0.18329615 1.26050769 4
118.22918 7.05391215 7.15622767 0.10560726 0.09192562 1.26038038 4
145.0719 6.721735 6.83768593 0.04304977 0.14905811 1.26033156 4

1.50144683 3.07473663 3.42825982 0.48585753 0.04939453 1.26008794 4



1.87779587 0.07803977 -1.1919553 3.67530945 2.77456473 -1.2599997 4
457.106487 6.32747311 6.72624183 0.30652579 0.61545512 1.2599447 4
8.69576547 3.214257 2.81139805 0.1276263 0.55975335 -1.2599026 4
28.0351932 5.09427201 4.87579367 0.21154404 0.202344 -1.2598927 4
339.225152 6.66864199 6.97018076 0.28083889 0.33583813 1.25967374 4
440.178435 7.46243142 7.69504894 0.25527325 0.20633408 1.25946239 4
127.989432 6.70483628 6.81245978 0.05105311 0.13912761 1.25940506 4
2.59655161 1.21725521 1.72884989 0.58635354 0.51701383 1.25931129 4
8.78545337 4.65270708 4.49892511 0.18113143 0.09496409 -1.2592919 4
75.8764833 6.22765546 6.04179651 0.17672833 0.17296497 -1.2587659 4
31.1830386 4.99809184 5.15876487 0.13375219 0.17048311 1.25867044 4
11.9238809 4.94482584 4.85627615 0.07727006 0.09137685 -1.2584554 4

15.70958 5.51829224 5.35555223 0.20564815 0.07288516 -1.2583849 4
301.266185 7.67679162 7.7727491 0.04080104 0.12222612 1.25832259 4
5.79432465 4.48979991 4.20996013 0.34661899 0.08389583 -1.2582542 4
242.400064 7.15435651 7.30433587 0.12708367 0.1598117 1.25821101 4
44.2945158 5.30070329 5.4576659 0.10727876 0.18374793 1.25819523 4
11.6985568 4.57517597 4.68322372 0.10244494 0.10525393 1.25813782 4
18.2542734 5.08176597 5.16474451 0.04859077 0.10184872 1.25783338 4
43.4463553 5.51949636 5.36930722 0.03537721 0.19075533 -1.2578316 4
6.03386331 2.78705613 3.05225172 0.21973984 0.269212 1.25783122 4
24.6767737 5.69169748 5.33002194 0.43228311 0.12244906 -1.2577926 4
34.0649756 4.57197084 4.79249851 0.13981428 0.28478344 1.25763618 4
5.22216913 5.31054926 5.24513993 0.08446138 0.02755895 -1.2572319 4
1751.86801 8.3371138 8.57149569 0.02202462 0.30234897 1.25702975 4
4.83992798 4.65254991 4.72371365 0.08682611 0.04346933 1.25693734 4
39.1001552 5.70389084 5.52658927 0.18235031 0.15194641 -1.2565062 4
280.692413 7.32612193 7.13899363 0.13091101 0.22541744 -1.2564098 4
6.42023784 2.8690887 2.3713203 0.28995037 0.6719101 -1.2563844 4
2.37037502 2.28972679 2.51574119 0.25545979 0.18728423 1.25624889 4
9.78364555 3.76500004 3.95534764 0.19480788 0.1948376 1.25622515 4
3.17447189 2.25114541 2.61208235 0.45305335 0.24100366 1.25621594 4
34.7172356 5.30788153 4.81703033 0.55605382 0.28753233 -1.2559287 4
2.15895491 3.27418765 3.33671875 0.04019617 0.07721678 1.25588995 4
16.7182024 5.85602261 5.60583903 0.31535146 0.06253922 -1.2556982 4
60.7928945 7.15794165 7.01671322 0.18270328 0.05477504 -1.2554481 4
80.5370098 6.77048724 6.85769253 0.08355061 0.08260998 1.25521042 4
4.08645978 2.12523356 2.5332471 0.48192364 0.30660242 1.25484476 4
368.772441 7.86936877 7.71656588 0.12698241 0.17196714 -1.254305 4
368.772441 7.86936877 7.71656588 0.12698241 0.17196714 -1.254305 4
6.30758039 3.55239027 3.8472349 0.40652105 0.1397631 1.254167 4
48.152408 6.17629824 6.08063823 0.07158415 0.1111769 -1.2540283 4

57.6512125 5.48823253 5.67516889 0.17327155 0.20604514 1.2536698 4
155.383248 6.00849371 6.27060517 0.22326791 0.31050418 1.2536313 4
9.22037508 4.74472468 4.8434622 0.11772708 0.07221987 1.25362263 4
1.70539316 1.810013 1.36963053 0.37078421 0.47836137 -1.2536082 4
22.7514864 4.38378862 4.56285058 0.08244287 0.22195345 1.25351312 4
23.7904575 4.56165357 4.75630841 0.16870896 0.19442893 1.25333995 4



140.868217 6.46786214 6.61171828 0.07215893 0.18896706 1.25331355 4
8.69586331 4.64944656 4.58424599 0.01162226 0.08680953 -1.2531318 4
4.97410947 4.87615091 4.84431493 0.01982817 0.03931352 -1.2530407 4
36.7939124 5.88858957 5.95686026 0.00371198 0.09343453 1.2530328 4
239.802663 6.65469581 6.86395459 0.16052559 0.26215267 1.25267125 4
13.740735 4.17614723 4.31733163 0.08064399 0.19162486 1.25263145 4

13.3605596 4.01937509 4.2202631 0.18815678 0.19356059 1.25229336 4
73.9800029 6.49316642 6.35398579 0.13856107 0.12980899 -1.252021 4
1151.13631 7.59001296 7.92290484 0.26205485 0.42902183 1.25191064 4
3.34692707 2.78180626 2.96669499 0.1927458 0.18076289 1.25186212 4
5.95126686 4.25121059 4.15096289 0.10022502 0.09621197 -1.2517611 4
441.083666 6.81980166 7.13467593 0.28129453 0.36912355 1.25159657 4
53.0082718 6.14650659 5.9229588 0.27640597 0.14522259 -1.2515475 4
4.96029688 3.96301385 3.88560544 0.03131955 0.09905714 -1.2512671 4
3.78518262 -0.7842059 1.33724509 2.67720768 1.04460555 1.25118152 4
26.8189465 5.08707943 5.19358098 0.01452522 0.14289389 1.25092055 4
2.24997321 3.14744121 3.27622372 0.14915862 0.08706306 1.25087987 4
363.357642 7.12166429 6.79208258 0.1645683 0.45293891 -1.2508078 4
100.513316 6.68033907 6.77454057 0.06294259 0.11261587 1.25079966 4
133.304707 6.82547303 6.95489768 0.12852511 0.12454607 1.25071819 4
208.916473 6.60780098 6.84497405 0.25827505 0.23421264 1.2506435 4
46.2078309 6.40375645 6.28160154 0.142961 0.08735007 -1.2505345 4
11.7653696 5.07858194 5.01767191 0.03148614 0.07762445 -1.2504272 4
11.7653696 5.07858194 5.01767191 0.03148614 0.07762445 -1.2504272 4
11.7653696 5.07858194 5.01767191 0.03148614 0.07762445 -1.2504272 4
11.7653696 5.07858194 5.01767191 0.03148614 0.07762445 -1.2504272 4
11.7653696 5.07858194 5.01767191 0.03148614 0.07762445 -1.2504272 4
11.7653696 5.07858194 5.01767191 0.03148614 0.07762445 -1.2504272 4
11.7653696 5.07858194 5.01767191 0.03148614 0.07762445 -1.2504272 4
11.7653696 5.07858194 5.01767191 0.03148614 0.07762445 -1.2504272 4
11.7653696 5.07858194 5.01767191 0.03148614 0.07762445 -1.2504272 4
4.36928413 2.22444668 2.476092 0.0928815 0.3994591 1.25027262 4
2.06291002 1.42900447 1.76699641 0.30736519 0.38170157 1.25019921 4
290.253284 8.02469323 8.11395439 0.08620735 0.08902923 1.25012193 4
118.114097 6.40639451 6.17836148 0.19795079 0.23440726 -1.2500672 4
49.5502148 5.32373408 5.47804057 0.06807844 0.20098172 1.25004518 4
6.99709876 4.82423218 4.91015449 0.10384034 0.05210543 1.24970087 4
334.139196 5.02580012 5.75006067 0.27211594 0.84675591 1.24967224 4
71.6769529 6.78680055 6.69964309 0.08022736 0.09049839 -1.2495854 4
10.8043307 5.76427162 5.88092045 0.15744692 0.03033778 1.24942651 4
7.32322478 3.92655088 3.7653042 0.15298303 0.16148545 -1.2492268 4
72.898882 5.86893722 5.59477464 0.24318275 0.28823756 -1.2490205 4

83.9970382 6.6628716 6.81956389 0.18483858 0.0893171 1.24898988 4
3.04202137 2.26623674 1.68893477 0.47257928 0.63497872 -1.2489239 4
8.81418567 3.85411568 3.68603463 0.0620701 0.22254183 -1.2488213 4
20.1070032 4.85829821 4.72636521 0.03498031 0.1690713 -1.248604 4
15.238521 4.83440281 4.95891725 0.13253425 0.10909498 1.24841577 4

12.7739385 4.71508924 4.28015929 0.52014483 0.18356055 -1.2478849 4



53.3355539 5.72038637 5.84258038 0.07657639 0.15994601 1.2478302 4
25.3452734 4.44117536 4.13995711 0.02048039 0.43822838 -1.2477994 4
15.8047476 4.891057 4.78749146 0.05628294 0.12848024 -1.2476316 4
353.142526 6.17111369 6.53330476 0.10149644 0.44154222 1.24701385 4
182.342358 8.08002854 7.99754638 0.1005259 0.06100478 -1.246954 4
145.196793 7.60635251 7.54953017 0.01735709 0.07799124 -1.2467065 4
31.3758254 5.36124629 5.47402565 0.08700652 0.13157001 1.24665714 4
97.810459 5.15466924 5.44359283 0.04725829 0.40104268 1.24653303 4

9.05396886 2.88660322 3.36691303 0.51392283 0.29775226 1.24650411 4
84.794545 7.06039378 7.17913837 0.15469774 0.065376 1.24607848 4

6.03976022 4.16129671 4.06520574 0.08274543 0.1055248 -1.2459452 4
38.7486241 6.1001247 5.95567878 0.16748611 0.10211769 -1.2459209 4
10.8113439 3.08030414 3.47745093 0.43823974 0.31859265 1.24570227 4
29.2029875 5.4269271 5.53934686 0.1069494 0.11776778 1.2456818 4
1.86131246 2.81604695 2.55824266 0.30664967 0.14572287 -1.2453527 4
1.15216332 2.62678119 2.4552449 0.20765934 0.09617648 -1.2451528 4
1.15216332 2.62678119 2.4552449 0.20765934 0.09617648 -1.2451528 4
673.421588 8.02978453 8.21643537 0.17793523 0.18070884 1.24509024 4
21.1382909 5.35910277 5.27559537 0.04034821 0.10600046 -1.2449951 4
58.9184847 4.78632533 5.04903322 0.08425826 0.37300482 1.24474623 4
327.50072 6.99373541 7.1819601 0.0974346 0.23719272 1.2444579 4
820.72905 8.25512096 8.06178586 0.059351 0.25439214 -1.2444577 4

15.5276664 4.37292118 4.54461868 0.17398953 0.1697744 1.24444922 4
8.94331176 3.99496269 4.11420694 0.08446749 0.14608271 1.24439296 4
26.9604973 4.28606 4.57857522 0.28625488 0.26000946 1.24424441 4
21.4777313 3.50676875 3.91860508 0.35911631 0.37770383 1.2439406 4
6.63383402 4.00639423 4.10766356 0.08857157 0.11189045 1.243932 4
138.633258 6.63437418 6.76635386 0.09362331 0.15238889 1.24382022 4
1.56451172 4.45456054 4.40325861 0.07080547 0.01918549 -1.2437816 4
22.1612722 4.68617329 4.81571832 0.0378452 0.17081043 1.24349651 4
576.646141 8.32384802 8.43482244 0.09469043 0.12603658 1.24339917 4
39.2101423 5.20961882 5.36343719 0.11464221 0.18576408 1.24334571 4
27.9536995 5.6609333 5.57613808 0.05032505 0.1026852 -1.2433281 4
27.9536995 5.6609333 5.57613808 0.05032505 0.1026852 -1.2433281 4
2.82575249 5.2197214 5.01301364 0.27478965 0.01888992 -1.2432172 4
4.3379002 3.61023034 3.17096812 0.5219564 0.18592574 -1.2429047 4

191.247261 6.09809623 6.36266551 0.18981748 0.32324942 1.24277318 4
6.95165826 4.51407161 4.61981638 0.12672997 0.06726805 1.24253245 4
1356.03323 8.56695017 8.75561262 0.15918143 0.20326211 1.24240876 4
19.1931889 5.17457136 5.08633494 0.02775307 0.11849343 -1.242186 4
73.6260517 5.18619042 5.41445232 0.03776422 0.30438319 1.24217364 4
13.3744672 4.35663771 4.13358966 0.21439395 0.22458751 -1.2421025 4
7.00536541 4.19832798 2.42285379 1.27793418 0.63656093 -1.2419754 4
28.7681402 4.88933532 5.05724617 0.15341127 0.17855281 1.2418266 4
74.4367921 4.23462084 4.98905354 0.76556545 0.49953601 1.24181403 4
74.4367921 4.23462084 4.98905354 0.76556545 0.49953601 1.24181403 4
184.320096 6.62169991 6.24646897 0.40567863 0.34525516 -1.2411642 4
68.3376482 6.53041521 6.68299661 0.18308622 0.08361269 1.24074518 4



23.1293822 4.24905924 4.50613613 0.26392115 0.24011718 1.24066098 4
2.14450885 4.36976405 4.16927742 0.31922904 0.03284466 -1.240576 4
3.09559485 3.31683259 3.51522658 0.2686556 0.08985758 1.24053388 4
16.3559732 3.78043049 3.99122581 0.03186616 0.28002337 1.24044465 4
573.468347 7.72894334 7.88978313 0.08415556 0.21987681 1.24024541 4
48.605998 4.47467595 4.83986282 0.33544463 0.40964636 1.24023395 4

18.6083266 4.7409773 4.58893483 0.08687356 0.19933529 -1.2399031 4
201.214504 7.04247166 7.18949104 0.14456752 0.15369143 1.2398059 4
599.099899 9.26462053 9.30738139 0.02528159 0.05408746 1.23963007 4
12.0655681 3.9849634 4.13701015 0.09941675 0.19778599 1.23953989 4
371.818458 6.45580723 6.78622304 0.22589648 0.37402558 1.23950407 4
54.4999742 5.4783143 5.62255028 0.06069898 0.19534643 1.23944894 4
9.83213302 4.70012886 4.56156043 0.17270932 0.10241501 -1.2394131 4
20.9045859 4.65574432 4.79631323 0.10329714 0.18066004 1.23928646 4
4.8917778 4.91669428 4.94828399 0.02738159 0.03505695 1.23924379 4

55.2598997 5.81459318 5.67682437 0.02419493 0.17926749 -1.2391983 4
7.90175208 4.11729854 4.22808477 0.10303513 0.11762219 1.23918948 4
26.2008625 6.00070374 5.86959246 0.17360416 0.07458838 -1.2390981 4
19.6958571 3.6915091 4.05015947 0.37582418 0.37427148 1.23905114 4
104.88111 6.54080257 6.41559763 0.02559581 0.163359 -1.2388399 4

3.61674394 3.11126271 3.24914336 0.13771918 0.14412761 1.23873676 4
55.8363194 5.46872706 5.21039065 0.18219691 0.2856019 -1.2386021 4
82.1676259 6.4821296 6.33853047 0.14500003 0.14566038 -1.2385362 4
24.7379303 5.3437675 5.48423198 0.16832513 0.10573683 1.23848685 4
4.49954907 3.67729599 3.53958073 0.14922626 0.13103501 -1.2384236 4
315.777115 7.42689424 7.55987572 0.0959337 0.17084849 1.23822973 4
9.1748461 0.50867875 2.28634065 2.45159824 0.74162066 1.23821038 4

809.883786 7.29777141 7.710262 0.49089712 0.39267338 1.23819757 4
9.33731417 4.14614431 4.24513703 0.04482046 0.13853512 1.2377954 4
4.37984957 4.32357682 4.37379966 0.04377204 0.0545725 1.23777127 4
27.7183685 4.98036802 5.10189488 0.03745179 0.16060101 1.2377504 4
149.678415 5.82698001 6.10820129 0.23771884 0.32578033 1.23750671 4
44.0580514 6.04555035 6.17268623 0.15238348 0.09411832 1.23721528 4
10.7592206 3.68148382 3.404762 0.12477015 0.36327829 -1.2371406 4
23.2385157 5.00344208 4.85985302 0.08815899 0.17345099 -1.2371225 4
320.712832 6.74490428 6.94974196 0.02557379 0.33396053 1.23711698 4
14.6918115 4.40682735 4.55578755 0.13895813 0.1479854 1.23698569 4
267.92668 6.95738199 7.18987257 0.24670416 0.19225506 1.23653905 4

5.64232165 3.2379761 2.92415223 0.38287427 0.27945188 -1.2363887 4
1.58282781 4.48055227 4.42950016 0.07100258 0.01891084 -1.2363179 4
298.421724 6.10202234 4.82666546 0.18641225 1.32334614 -1.2362711 4
758.442617 8.2697079 8.39133395 0.02281287 0.16425368 1.23620417 4
119.663881 6.10216723 6.29037151 0.14845449 0.21513137 1.23601314 4
7.87446098 3.6435811 3.81105985 0.16274747 0.17987758 1.23583851 4
12.5112711 4.76808407 4.85078801 0.06449317 0.09794091 1.23582903 4
89.5424228 4.80587463 5.5538228 0.80350277 0.36651645 1.23574463 4
187.547712 6.61650829 6.79209684 0.13505559 0.20144347 1.23548022 4
370.998245 6.97295269 6.5909145 0.16951267 0.46531897 -1.2354649 4



57.6055346 6.73219511 6.78687578 0.04077973 0.06434112 1.23537537 4
241.986194 7.37190864 7.23350062 0.08287645 0.1700086 -1.2353209 4
10.7434255 4.14170308 4.27538918 0.11985246 0.15580446 1.23525717 4
8.45090494 3.63206582 3.77609726 0.07394977 0.20146752 1.23520077 4
7.09675143 4.96515304 5.003285 0.02483403 0.04791519 1.23518355 4
2.89526365 2.81754295 3.18344196 0.52477881 0.12028764 1.23501918 4
308.316937 6.65012053 6.88189684 0.14340814 0.34429073 1.23492207 4
6.68541738 2.18290697 2.78780351 0.74696143 0.44845976 1.23472578 4
6.37581011 4.16804259 4.0783697 0.06404361 0.110082 -1.2345538 4
172.991226 8.48541459 8.37698494 0.1428798 0.04019998 -1.2343961 4
514.819076 6.94530142 7.24993133 0.27342998 0.39182479 1.23422893 4
134.550462 6.5622053 6.33490307 0.22466261 0.25473611 -1.2341631 4
0.37953908 1.26101715 1.40663871 0.18614117 0.09315591 1.23416105 4
0.65736021 2.47966906 2.5907272 0.1447435 0.04977268 1.23411273 4
17.9154068 4.41708423 4.20959974 0.11939574 0.24660948 -1.2340074 4
8.14013334 4.4058114 4.25892683 0.17196988 0.11139862 -1.2338308 4
69.421716 5.98708495 6.11567428 0.09779993 0.15706071 1.23368393 4
19.363419 5.27006052 5.35233464 0.07061243 0.09136888 1.23357944 4

18.1323038 4.96615626 5.106666 0.16297041 0.11327174 1.23349554 4
335.413223 7.01853357 6.70841679 0.1029162 0.43045659 -1.2334897 4
13.7584348 4.34791791 4.13418777 0.19996915 0.22651877 -1.2331331 4
127.936762 6.82805666 6.91794087 0.01853029 0.1223878 1.23301172 4
22.4189432 5.01938879 4.87386304 0.10765592 0.16353699 -1.2327793 4
5.31274756 2.95845796 3.35289082 0.52683515 0.19443998 1.23260351 4
470.973361 8.13636529 8.01847799 0.05240312 0.15898161 -1.2323028 4
3.19427378 4.22150033 4.10371561 0.15576674 0.05222651 -1.2321602 4
1638.9057 7.69675217 8.10859775 0.34025009 0.48595858 1.23212315 4

375.196091 7.38888056 7.18393094 0.02397338 0.26182427 -1.2321129 4
12.0467432 4.82060295 4.71521883 0.09962216 0.11091079 -1.2320911 4
137.970726 6.59895718 6.7414751 0.12301304 0.16508098 1.23193606 4
13.6896744 4.40642122 4.5311887 0.09824301 0.15363014 1.2317553 4
332.194354 6.94806843 7.18476081 0.2322433 0.25229489 1.23169174 4
18.5246875 4.46335699 4.63846067 0.16419738 0.17332765 1.23166745 4
95.8707928 5.97176478 5.4812489 0.4844274 0.42898439 -1.2314395 4
6.09439957 3.60127337 3.39000816 0.20626143 0.20412743 -1.2313865 4
107.278204 6.07071775 5.80792452 0.18899984 0.29379473 -1.2313022 4
1533.74332 9.02450851 8.84738348 0.11060033 0.2312637 -1.2310987 4
1.14146492 -0.1054009 0.49047535 3.6860366 0.58274363 -1.2310124 4
2.32566614 3.03772162 2.87447817 0.18597558 0.12768397 -1.2309331 4
56.0176457 5.92282902 6.0880152 0.20152522 0.12994011 1.23086406 4
401.598291 7.58196365 7.83788006 0.31837123 0.16151167 1.23082246 4
21.3545953 4.47854151 4.91716434 0.64431462 0.15317568 1.23068477 4
39.6136301 5.59538486 5.47543316 0.01709884 0.16202274 -1.2305093 4
273.19464 8.99459585 9.04008624 0.05548176 0.0321709 1.23047662 4

10.9539656 3.62702666 3.867184 0.25054957 0.24338672 1.23045182 4
106.772343 6.50298233 6.33795202 0.13635485 0.18169084 -1.2303651 4
151.873673 7.07626882 6.8812309 0.22498044 0.15480196 -1.2303198 4
23.1100753 5.46087779 5.37694644 0.04915589 0.10688817 -1.2303155 4



70.1997963 5.44423496 5.62124446 0.04356416 0.24663866 1.2303137 4
2.11007005 1.37469696 -1.0892297 0.24024885 4.08736805 -1.2299961 4
5.04003077 3.42141997 3.17655225 0.25830405 0.22009863 -1.2298123 4
3.46100011 5.16604093 5.21864128 0.07025864 0.01874041 1.22967434 4
38.1011969 5.36043875 5.48937232 0.09604326 0.15906765 1.22963497 4
46.3981079 5.29930298 5.52705784 0.25896018 0.18011146 1.22957142 4
19.4430944 4.89580104 4.75790079 0.10024895 0.16239877 -1.2294371 4
31.9201377 3.91305359 4.2529916 0.22655962 0.46037795 1.22915469 4
1.71671063 5.8026482 5.74931306 0.07426305 0.00546836 -1.2290873 4
110.707008 6.82296232 6.93018841 0.10501966 0.10549839 1.22908335 4
56.2249712 5.89362365 6.05903801 0.18920982 0.13578754 1.22901419 4
173.195912 7.38355874 7.47924219 0.09126564 0.09679272 1.22863267 4
303.612868 6.37844937 5.59304048 0.12078127 1.07899934 -1.228571 4
5.97422178 4.13460613 3.99764329 0.16064033 0.10950578 -1.2282791 4
57.3407585 5.49044455 5.25335466 0.14323892 0.2745481 -1.2282656 4
362.448351 6.76691658 7.00111478 0.11515273 0.3365888 1.22822972 4
5.60027225 3.60613304 3.78369126 0.21140461 0.12926435 1.22816237 4
839.663771 7.35094449 7.63034484 0.06992451 0.3734573 1.22797752 4
56.1260559 6.20386465 6.35928452 0.18549466 0.09812135 1.22784505 4
12.9974585 5.00562874 5.09192235 0.08975947 0.07984842 1.22778375 4
10.4247861 4.06277487 4.21445406 0.15146036 0.15666786 1.22776538 4
21.9363476 4.87486877 4.7323005 0.04059752 0.20052886 -1.2276885 4
0.95489792 2.83068134 2.98442442 0.21865423 0.04858218 1.22731329 4
26.5321853 5.00288517 4.80011076 0.18892994 0.23143411 -1.2272051 4
7.1781805 3.60687546 4.02032965 0.58435115 0.12410597 1.22715933 4
20.723272 5.62601877 5.67621601 0.00873321 0.07193493 1.22693071 4

1540.63989 9.0068844 8.82596431 0.11191261 0.23767808 -1.2269106 4
150.127819 7.0369744 7.18528001 0.179005 0.11513967 1.22681118 4
15.5700472 4.30963339 4.44207387 0.05783294 0.19073494 1.22680767 4
3.00831908 3.71693328 3.61763356 0.12010885 0.07900043 -1.2267999 4
0.86213634 4.24729057 4.15802276 0.12499447 0.01351583 -1.2267238 4
26.317483 4.42649632 4.06657266 0.17861118 0.49794061 -1.2262553 4
276.51145 7.40662125 7.23760084 0.13249548 0.2061559 -1.2261533 4

2.67385267 4.89488589 4.77203348 0.17070409 0.02248227 -1.2258345 4
8.37151451 3.81871776 3.58436678 0.25923137 0.23851457 -1.225829 4
257.790454 8.27247228 8.13505689 0.17287329 0.0740979 -1.2258183 4
44.9186311 5.81659782 5.92469802 0.09390402 0.12307704 1.22570703 4
291.030383 7.51767417 7.65537545 0.14334897 0.14167563 1.2256184 4
278.611342 7.09924149 6.8880537 0.0823736 0.26128613 -1.225594 4
15.8419702 5.04339857 4.75926164 0.34967422 0.13099311 -1.2253377 4
7.03299381 3.98044738 3.81396975 0.17108417 0.15535701 -1.2253363 4
14.6416509 4.0942562 4.2586077 0.11704623 0.21164855 1.22532467 4
4.11571814 3.32733935 3.43382105 0.0763845 0.13737727 1.22528712 4
80.5887411 6.80256758 6.95698547 0.19074998 0.07502376 1.22528228 4
80.5887411 6.80256758 6.95698547 0.19074998 0.07502376 1.22528228 4
221.661151 5.89950943 6.19552478 0.0878828 0.45914163 1.2251899 4
19.9120456 4.54880435 4.33647056 0.14324418 0.24857625 -1.2251055 4
96.4034816 6.00944737 6.15645659 0.05738012 0.19466179 1.22504361 4



52.1755545 6.37337013 6.20332677 0.22580214 0.10325287 -1.2249373 4
13.2872991 4.40724927 4.51879166 0.07053434 0.14990643 1.22491167 4
76.2165692 6.30301835 6.42602222 0.12511311 0.12141886 1.22466946 4
78.3279235 5.54292807 5.71977231 0.03779979 0.25189826 1.22443667 4
5.15462797 4.79729825 3.41865748 1.26898913 0.16288746 -1.2244357 4

479.1518 8.0139418 7.86428404 0.09757232 0.19371694 -1.2242905 4
137.360031 6.54615106 6.68449777 0.1029541 0.17590272 1.22422378 4
8.1370026 4.54379403 4.61288753 0.05528966 0.07887313 1.2241261 4

347.397731 4.4642062 5.34867644 0.79027981 1.49596755 1.22408925 4
26.9512197 5.41431778 5.4947156 0.03221948 0.11140217 1.22391699 4
25.3539234 5.15810701 5.26012904 0.06352064 0.13514412 1.22368713 4
7.98062023 4.75712712 4.66136808 0.11736851 0.07524276 -1.2236701 4
3.54710275 3.41384131 3.51452378 0.09803529 0.10300691 1.22362423 4
614.093405 6.87445006 7.39887499 0.6135466 0.3690129 1.22357927 4
5.28321315 3.59976566 3.71453812 0.10162995 0.12658232 1.22357433 4
37.2911689 3.58413466 4.00324759 0.23322298 0.71570059 1.2233922 4
7.72704612 3.8672296 3.98056216 0.07571974 0.14726215 1.22331445 4
43.7988263 6.22732028 6.11753672 0.12567986 0.09875723 -1.2231384 4
543.393294 6.87711916 7.19191473 0.24559403 0.4533685 1.22312529 4
30.494517 4.99313663 5.12008585 0.02349409 0.17447739 1.2229491 4

47.2771662 6.18679703 6.32967122 0.18367179 0.08239942 1.22290449 4
11.3696938 4.43369786 4.5494587 0.11080361 0.1239947 1.2228471 4
142.412222 7.00687442 6.89231227 0.07062427 0.13996172 -1.2228139 4
4.77152856 2.78173425 3.02217706 0.24105963 0.21901505 1.22278812 4
35.478801 5.05819719 4.70279405 0.34901589 0.34814741 -1.2227669 4

270.304651 7.16558954 6.98055571 0.04431272 0.26661103 -1.2226167 4
3.69910289 2.29712738 1.83033561 0.23336692 0.61468764 -1.2225952 4
18.2460858 4.42877349 4.17588127 0.22747238 0.29054925 -1.2223596 4
11.0950274 3.62525701 3.32982879 0.07908849 0.41881779 -1.2223269 4
5.54282268 4.73979223 4.59249938 0.19671782 0.05559372 -1.2219965 4
220.472171 6.01296319 6.28813652 0.14731202 0.45247064 1.22176146 4
12.1843497 4.27000414 4.40615148 0.12405066 0.15484766 1.22166334 4
13.7192499 4.11877544 4.26209908 0.07452848 0.18545428 1.22155073 4
17.1459215 5.79720873 5.61751247 0.23584158 0.06119165 -1.2213497 4
31.4038642 5.81902909 5.72944668 0.07554402 0.10070593 -1.2213246 4
174.341373 5.33638518 5.88894598 0.54302425 0.44105194 1.22124016 4
78.9016082 6.14505084 5.98393543 0.11023786 0.18882414 -1.22108 4
4.23496868 4.20945752 4.07118199 0.19466425 0.07374029 -1.2208742 4
1.96407753 4.28510394 4.38185205 0.13731006 0.02465056 1.22081333 4
495.377343 7.47356739 7.13165778 0.28184922 0.43531211 -1.2204741 4
84.7972246 5.58978403 5.77084474 0.0361126 0.25497477 1.22009583 4
5.17851807 3.95561029 4.09400271 0.17719921 0.08768447 1.21974328 4
196.370989 7.6731147 7.74962027 0.06845078 0.08398909 1.21948112 4
196.370989 7.6731147 7.74962027 0.06845078 0.08398909 1.21948112 4
17.7909529 4.03236156 4.22227207 0.10706472 0.27466254 1.21943115 4
19.1163176 4.79538739 4.89941415 0.04780409 0.13996393 1.21941685 4
12.138465 4.6925797 4.59278516 0.06698964 0.1261097 -1.2192635 4

182.551709 6.82799902 6.96677207 0.09949185 0.16710681 1.21925512 4



42.1859282 5.69402936 5.80201166 0.09044443 0.13191669 1.21912021 4
65.0908957 5.61320236 5.75995873 0.06116685 0.19985875 1.21911567 4
5.70443543 3.06157489 3.24139382 0.13318048 0.21975563 1.21907509 4
8.3325456 3.01457648 2.39753113 0.38542516 0.82493691 -1.2189952 4
2126.7762 8.12758806 7.09257967 0.06813911 1.15061576 -1.2189687 4

12.7959555 4.26185795 4.39304186 0.10464155 0.15373911 1.21892523 4
7.26804419 4.50429436 4.44148357 0.02266414 0.08420094 -1.2189157 4
117.113349 8.46323732 8.57905104 0.16507857 0.02206125 1.21890715 4
81.8400232 7.44310064 7.5924943 0.19443284 0.04114238 1.21878903 4
18.6965745 4.70895796 4.82275148 0.0656437 0.15111912 1.21870751 4
11.2707218 4.22523213 4.39485581 0.19805964 0.13519832 1.2186789 4
17.7346887 4.35365784 4.5025433 0.08989199 0.19981339 1.21846008 4
6.63133244 4.42345777 4.34075409 0.07847177 0.08728886 -1.2180494 4
8.30342786 3.82205209 3.62577771 0.16566982 0.2271406 -1.21789 4
112.830139 6.68400874 6.78476718 0.06728502 0.1238454 1.21786338 4
10.5321953 4.85489083 4.79199107 0.01566569 0.08546107 -1.217768 4
412.964995 7.25419044 6.93515312 0.19800506 0.38662006 -1.2177566 4
4.87148406 3.86577143 3.72493473 0.1563113 0.12091293 -1.2176993 4
11.960588 2.99450557 0.3349253 0.39221812 4.05000203 -1.2175319 4

87.6779235 6.79358808 6.64959903 0.17086894 0.11301072 -1.2174299 4
316.307419 7.34967675 7.49754509 0.12415514 0.17756252 1.21725394 4
85.2800653 6.33292196 6.2033931 0.05870632 0.17022019 -1.2171708 4
921.456031 6.62086808 7.12139135 0.15254212 0.59994336 1.21711879 4
541.696267 8.25857621 8.14014026 0.05331846 0.15139523 -1.2170533 4
34.9808763 4.62218185 4.25601634 0.13217364 0.47041436 -1.2170449 4
34.9808763 4.62218185 4.25601634 0.13217364 0.47041436 -1.2170449 4
34.9808763 4.62218185 4.25601634 0.13217364 0.47041436 -1.2170449 4
34.9795707 4.51058123 4.07192956 0.13096371 0.59650736 -1.2169273 4
3.34997833 2.36000372 1.89971617 0.35892956 0.5201922 -1.2167971 4
343.917483 6.95265003 7.14174153 0.08422858 0.29286513 1.21671413 4
12.7564692 3.99682787 4.15731512 0.12478457 0.20982939 1.2165955 4
27.5335329 4.93152073 5.0661961 0.08872832 0.16501701 1.21629046 4
6.00505173 4.32564049 4.22033476 0.12303792 0.08909384 -1.2162743 4
16.3332025 4.77210755 4.64923466 0.07710236 0.14992735 -1.2161661 4
19.5185205 4.14709879 4.34878627 0.14170653 0.23445187 1.21601243 4
11.0920005 3.97119486 4.13377314 0.15749848 0.18673464 1.2158283 4
14.2902444 3.70825083 3.91560396 0.12396238 0.30728606 1.21578516 4
160.540319 6.97324517 6.81867888 0.13666886 0.17585007 -1.2157497 4
975.908484 6.98884389 7.41632882 0.41050023 0.67055358 1.21571441 4
15.0592261 4.6718665 4.48907128 0.19517829 0.16265556 -1.2154781 4
288.875089 8.06748462 8.15195014 0.08508653 0.08521076 1.21547508 4
13.9469457 4.14322296 4.2969029 0.11271342 0.18577497 1.21545888 4
171.086681 6.68494007 6.85282416 0.15816297 0.17276373 1.21532835 4
6.35653504 3.44427281 3.24281909 0.14572789 0.24003014 -1.2151982 4
355.838114 7.63201532 7.41364568 0.24818843 0.21771585 -1.2151823 4
32.497962 5.08823631 5.21233454 0.04170266 0.18063683 1.21510895 4

5.96951845 3.35144368 3.5187623 0.16266136 0.18175471 1.21501349 4
78.5712222 7.02808984 7.23932575 0.30729031 0.05639373 1.21500866 4



4.67764188 4.73641881 4.6616273 0.10065276 0.0445378 -1.2149104 4
18.4880788 3.78591591 4.04497959 0.20843081 0.3333417 1.21486071 4
189.239156 6.96582502 6.77506595 0.15597078 0.20751307 -1.2148311 4
266.208914 6.32084555 6.56827598 0.06428818 0.37483027 1.2147546 4
191.780091 7.53252124 7.4522457 0.02192445 0.10865747 -1.214623 4
518.514069 8.59372633 8.70954596 0.14470515 0.08420476 1.21460766 4
101.700771 6.49170281 6.31161264 0.17207835 0.19428911 -1.2145249 4
57.028787 5.54763473 5.69468521 0.09024413 0.18130556 1.21444801 4

168.222832 6.43177928 6.65271209 0.22762767 0.22358362 1.21385181 4
25.1566424 4.29796461 3.85963373 0.29989133 0.51530702 -1.2137823 4
184.080332 7.32781035 7.46648678 0.17085422 0.10434842 1.21367743 4
30.9130343 5.20360287 5.36098314 0.16365616 0.14168832 1.21291169 4
411.312824 7.43633408 7.20380633 0.11170894 0.2992169 -1.2128641 4
3.20707354 3.74135028 3.91873513 0.25103029 0.06474949 1.21283673 4
16.9494276 5.12894864 4.646801 0.58208346 0.16697459 -1.2126422 4
489.029351 8.11994547 7.93203288 0.19389462 0.16807621 -1.212552 4
290.535665 7.46054907 7.56924342 0.0523773 0.15521552 1.21230199 4
3.23859229 4.79398032 4.72612451 0.09646646 0.02852449 -1.2121052 4
0.0934082 1.45373885 1.90175636 0.6421256 0.01395125 1.21201463 4

67.6802175 5.51206129 5.67633558 0.06418185 0.21694952 1.21200142 4
9.6970878 3.53846769 3.69949657 0.03452334 0.25391963 1.21171534 4

96.7235919 7.15913482 7.08136229 0.07699853 0.0800144 -1.2115482 4
30.5075548 4.73890248 4.95934521 0.22122702 0.22386415 1.21145805 4
232.612825 6.68625133 6.40681767 0.0964547 0.34950693 -1.2114288 4
201.939325 6.70530619 6.48498679 0.02947275 0.29551571 -1.2112541 4
8.45771879 3.93735664 3.77077265 0.12960116 0.20542267 -1.2111308 4
72.420865 5.78192199 5.93354365 0.10583353 0.1843281 1.21112853 4

3.60048935 4.22566648 4.36153899 0.18062839 0.04631717 1.21101319 4
1.09536966 4.11568656 4.19892758 0.11579234 0.01648258 1.21083744 4
6.83128353 2.83423319 3.15677696 0.33099883 0.28978508 1.21081462 4
3.69458006 1.38925065 1.78672008 0.22689899 0.63659973 1.21078193 4
4.70907647 5.77968347 4.20652816 1.27660382 0.0714517 -1.210733 4
65.5092984 5.94896917 5.72324919 0.26087603 0.22678094 -1.2107074 4
9.64263005 4.04009404 3.8842427 0.09587436 0.20314178 -1.2106389 4
331.598039 7.22549663 6.64953333 0.63649137 0.38202563 -1.2105041 4
5.20909922 -2.0980282 0.81472743 2.8449336 1.41848648 1.21046974 4
3.73708429 3.14967921 3.28763564 0.14279195 0.13399158 1.21027627 4
62.9141278 4.58676628 4.97241747 0.35868991 0.39025152 1.21021623 4
13.1717134 4.27907628 4.39266565 0.03620763 0.1664171 1.21014434 4
6.13673036 3.59976 3.43267265 0.13339692 0.19715993 -1.2101157 4
83.5320855 6.09570516 5.9075534 0.13390973 0.23432775 -1.2100331 4
4.51000868 3.29397546 3.42725093 0.12814469 0.14950462 1.20998891 4
7.47893543 4.4627478 4.53487538 0.06569664 0.07838174 1.20992711 4
27.8205458 6.53978998 5.11506435 1.23856524 0.17042418 -1.2095793 4
30.0993272 5.43543697 5.27115203 0.17500432 0.15323898 -1.2094131 4
4.29599503 3.98753027 4.09119514 0.12895409 0.07144935 1.20940864 4
4.69887607 2.28949215 1.07236739 0.45987932 1.83895116 -1.2093484 4
21.6533269 4.9076509 5.02946978 0.10514416 0.13782029 1.20927492 4



18.3793416 4.23794297 4.51892233 0.33802289 0.21017854 1.20921043 4
19.210624 4.94920501 5.11899207 0.20022056 0.11362132 1.20918817 4

5.20635321 1.67310964 2.30537724 0.77648556 0.58673405 1.20914565 4
1016.04835 9.14389753 9.00295502 0.16990156 0.12192541 -1.2090142 4
15.5548799 6.33679836 6.29208832 0.05666991 0.0290062 -1.2089659 4
5.18887485 2.63875825 2.91726761 0.30833945 0.30153642 1.20891656 4
164.038296 6.6243971 6.78486964 0.14314037 0.1925897 1.20885493 4
28.1460512 6.00130818 6.05780727 0.04733242 0.06463556 1.20884892 4
122.624827 6.90440071 6.75930783 0.16069433 0.14382203 -1.20859 4
2.08876403 1.61460457 1.05809952 0.28662347 0.75907028 -1.2085388 4
26.9077885 4.7528428 4.44764795 0.28588743 0.30828051 -1.2084386 4
213.743179 7.89130466 7.99110393 0.12507881 0.07349688 1.20797056 4
7.47408791 4.33355347 4.20475597 0.1519607 0.11506295 -1.2078976 4
62.2968569 5.17169894 5.42320809 0.23422856 0.26730296 1.20779465 4
52.6791818 6.00761319 5.85721601 0.16299401 0.15712274 -1.2071154 4
416.677687 7.98985292 8.08952748 0.06784273 0.13245344 1.20697817 4
9.05065096 4.13733467 4.26707039 0.14072344 0.13143016 1.20675841 4
37.9864857 4.41285882 3.80420221 0.35094322 0.66261521 -1.2066426 4
22.4554377 3.09851098 3.72657768 0.78903859 0.51934717 1.20656973 4
172.837278 6.52621413 6.68819939 0.1018436 0.21342448 1.20652309 4
172.837278 6.52621413 6.68819939 0.1018436 0.21342448 1.20652309 4
27.1103636 4.80196407 4.9507138 0.10322393 0.18155943 1.20617024 4
70.0759455 5.80995406 6.0129145 0.22141167 0.17012605 1.20595318 4
25.4729596 4.84377939 4.97387616 0.07628794 0.1842728 1.20589757 4
2452.0467 8.0473437 8.41254299 0.11070162 0.46374981 1.20589216 4

12.3105763 4.11091937 3.90018346 0.15472323 0.26323217 -1.2056447 4
158.008697 6.48528613 6.64180939 0.10039104 0.20488153 1.20562955 4
11.101124 4.98367602 4.92240043 0.03307609 0.07963264 -1.2055873 4

5.04210265 5.07322327 5.15444898 0.11439044 0.02928874 1.20545427 4
2.18742001 4.66966287 4.45594729 0.29573928 0.02521041 -1.2053334 4
5.56506727 3.39756831 3.03451355 0.42694654 0.26966923 -1.2052204 4
586.966493 7.57100178 7.79027575 0.19623847 0.23791153 1.20517642 4
17.9341401 4.59605551 4.7095013 0.04508711 0.16884286 1.20498839 4
11.352144 4.66420315 4.74254021 0.05530835 0.09884039 1.20497784 4

3.91532378 3.41631509 3.49848376 0.02119859 0.12007045 1.20495849 4
160.777485 7.88681854 7.8182774 0.07578346 0.06459839 -1.2048224 4
84.4259957 5.88741926 6.06809061 0.17192549 0.20307417 1.20461595 4
100.240882 8.28847339 8.3462902 0.07799065 0.0239474 1.20441212 4
19.4790713 5.28356416 5.17960476 0.10393874 0.10948004 -1.2044003 4
243.236234 6.26992226 6.56253741 0.28832921 0.37616744 1.20437739 4
36.7254188 5.69069563 5.78411362 0.07312855 0.11125625 1.20437655 4
3.69305788 3.52400743 2.42457009 1.16310077 0.35623122 -1.2039534 4
273.273371 5.35712578 6.06582995 0.98739425 0.72950969 1.20382283 4
3.75089139 3.59064526 3.42256803 0.22921402 0.12374454 -1.2038132 4
14.3248374 3.87514837 4.0591419 0.12378359 0.26392233 1.203643 4
32.7864304 5.35596029 5.20844592 0.10755148 0.17295564 -1.2034383 4
2.25736461 3.47661145 3.55405216 0.09147602 0.06404082 1.20342713 4
29.1904095 4.88152117 5.06121066 0.17893093 0.17654713 1.2034231 4



51.2164403 7.19886318 6.61774769 0.70004915 0.0695144 -1.2033366 4
7.12482641 3.34978152 3.04300726 0.25362563 0.34439962 -1.2032144 4
5.00395869 -3.6790205 -0.6274523 4.27619764 4.44303068 1.20314563 4
136.617036 6.20499098 6.40972786 0.19148783 0.23221493 1.20311587 4
12.1139573 3.85017937 4.00636505 0.0778487 0.22749639 1.20301989 4
7.42480051 3.80430296 3.5060337 0.36044361 0.22148799 -1.2029676 4
30.4242279 4.04360666 4.31611908 0.08724689 0.37455502 1.20281558 4
22.9505291 5.22252691 5.08854244 0.13582504 0.14720769 -1.2027557 4
121.201973 8.32031922 8.42878466 0.15589126 0.02656731 1.20273266 4
774.621773 8.30651909 8.13284568 0.09423926 0.22324782 -1.2024507 4
146.401015 7.18945493 7.30268374 0.12676687 0.09726459 1.20196375 4
20.9440006 5.14157618 4.99880059 0.15833831 0.14140845 -1.2019491 4
83.1740037 5.53244648 5.76576891 0.21414657 0.24279063 1.20188884 4
8.55955261 5.7264066 5.60728717 0.16556164 0.03158921 -1.2018762 4
3.02582505 2.64217727 2.45792871 0.00504759 0.26121884 -1.2017809 4
5.3499199 3.27226213 3.54751873 0.37617837 0.158888 1.20170748 4
5.3499199 3.27226213 3.54751873 0.37617837 0.158888 1.20170748 4

6.34141718 4.48036388 4.40781786 0.06908445 0.07857779 -1.2014278 4
122.474538 6.03763704 5.64550892 0.39952406 0.39523994 -1.2013908 4
109.822664 7.3760092 7.42376523 0.02304815 0.06620244 1.20109799 4
14.9314492 4.73087743 4.53904185 0.21414907 0.16557433 -1.2006729 4
4.79283097 3.61305475 3.40945913 0.242824 0.16329075 -1.2005459 4
50.450531 4.98756451 5.1824091 0.07931708 0.28169002 1.2004992 4

10.9582247 3.72640813 3.4708961 0.09674508 0.36953149 -1.2004541 4
39.3285116 5.16866291 5.30864008 0.06990776 0.18637251 1.20039252 4
194.182002 6.10983105 6.41339357 0.29565176 0.28984304 1.20011831 4
7.44150031 3.57667056 3.70998873 0.07650889 0.19060969 1.19997007 4
11.662993 4.32211206 4.19060844 0.05972584 0.1850098 -1.1999338 4

7.86799399 4.73613068 4.52575083 0.27775832 0.08351613 -1.1998488 4
18.2997108 3.79235018 3.33639067 0.14652775 0.55198799 -1.1994457 4
27.897927 4.90096911 5.05268008 0.12744746 0.17116056 1.19939617 4

7.79296114 3.97575061 3.84631666 0.08121802 0.16832265 -1.198968 4
16.9151965 5.19227169 5.27478198 0.08204233 0.08517117 1.19886426 4
121.119774 6.64585773 6.7599389 0.08845813 0.14101127 1.19884902 4
246.163666 7.15035294 6.97178574 0.11207999 0.22240831 -1.1987605 4
5.31745091 5.20745974 5.25035648 0.05555194 0.02808252 1.19857982 4
568.349948 7.82992089 7.96940276 0.06413977 0.1924741 1.19829197 4
9.25171629 4.45383025 4.56410697 0.12409448 0.09771326 1.19827932 4
21.4531169 4.77574306 4.61647105 0.07542086 0.21687701 -1.1981378 4

34.69241 5.32984594 5.49242401 0.19076773 0.14855217 1.19788363 4
13.8240597 4.56489441 4.4406497 0.06917515 0.16747052 -1.1978088 4
200.686073 8.13347197 8.05890804 0.08934369 0.06347903 -1.1976689 4
152.065677 5.79170498 6.1124722 0.3297275 0.34943444 1.19755129 4
16.6029233 5.32490847 5.22295332 0.11494109 0.08739992 -1.1973316 4
13.4447673 4.17254069 4.30344739 0.06528845 0.17542186 1.19708722 4
305.688638 7.27941427 7.09833653 0.05512537 0.23604878 -1.1969197 4
6.38251822 4.62536843 4.80746401 0.24034486 0.05290545 1.19669492 4
7.95580495 3.15705818 2.76173146 0.30960672 0.46029646 -1.1966794 4



22.7539506 4.6568022 4.44005391 0.15617754 0.25114446 -1.1966588 4
21.0638737 5.14101904 5.22260605 0.03865178 0.11441985 1.19649721 4
66.0763012 5.69105533 5.85422341 0.14214761 0.18747408 1.19625585 4
189.242015 6.92249757 7.10779658 0.217755 0.15983309 1.19621473 4
75.0133849 6.06382865 5.91090411 0.08182557 0.19821691 -1.196054 4
51.1267273 7.26939279 7.35110797 0.1123742 0.03312623 1.19602621 4
0.35354541 0.69078818 1.24443515 0.82727177 0.09964179 1.19602391 4
1.64713003 3.00582481 3.1602085 0.21158823 0.06883361 1.19599199 4
696.046449 8.76931682 8.88589338 0.14107692 0.09873223 1.19592095 4
105.595391 6.05099565 5.80735547 0.14482315 0.31780241 -1.1958473 4
5.12668579 2.66036168 2.93666382 0.31274102 0.26158366 1.195741 4
192.79416 7.24339624 7.13137253 0.04482858 0.14766677 -1.1955559 4

1.27213815 4.56727316 4.47368931 0.13521265 0.01446194 -1.1953526 4
28.6593739 4.32917849 3.90578127 0.21293926 0.52629105 -1.1953022 4
737.461924 8.02516881 8.21905465 0.20137061 0.18989314 1.19500305 4
737.461924 8.02516881 8.21905465 0.20137061 0.18989314 1.19500305 4
19.2457814 5.01368121 5.09707717 0.03491049 0.11568577 1.19497969 4
27.0920909 5.06863994 5.17981381 0.06421673 0.15877373 1.19486062 4
15.117792 4.99224358 5.09369878 0.11219579 0.0902774 1.19472035 4

8.19381051 4.64871369 4.54808863 0.12332977 0.08550927 -1.1947076 4
9.04235972 5.67190605 5.57709532 0.14146716 0.03388997 -1.1946513 4
1.39167681 2.71877802 2.37643167 0.69524815 0.13376128 -1.1946066 4
7.8716972 3.58038739 3.36530339 0.13224924 0.28858703 -1.1945849 4

9.38810641 4.06467974 4.1761675 0.07727367 0.13928622 1.19457193 4
6.36140408 2.18089391 2.52421021 0.18075871 0.48035665 1.19451607 4
25.5873531 4.90296267 5.0172996 0.01971511 0.16918944 1.19430812 4
1.43050631 1.9361529 0.24808396 1.24844826 1.3183523 -1.1942436 4
0.84511117 4.35912069 4.41997012 0.08519857 0.01014146 1.19378069 4
136.406572 6.14651811 6.48263049 0.43085973 0.22046425 1.1936568 4
2.80943027 7.33455396 4.20439264 3.0464312 0.04235839 -1.1935035 4
38.9089516 5.09538605 5.23775691 0.05250448 0.20401956 1.19346992 4
10.8649802 4.17701249 4.30922664 0.12833826 0.14453811 1.1934312 4
13.0052637 4.95006691 5.0211253 0.05794413 0.08504923 1.19327282 4
450.559634 7.66375419 7.82175875 0.1480909 0.18539409 1.19326721 4
620.485479 8.38730546 8.17650858 0.24059416 0.1657824 -1.1930481 4
2.61805392 2.71324587 2.56633125 0.06256734 0.18971707 -1.1929358 4
21.0630656 5.7915865 5.92366758 0.1841593 0.05658126 1.1928681 4
8.95732545 3.36016912 2.88406168 0.50606188 0.49115854 -1.1928169 4
4.97670736 4.63017676 4.7012588 0.09390761 0.04503518 1.19257212 4
3.20580021 5.23707904 5.16320231 0.11042896 0.01826525 -1.1925589 4
19.5616284 3.69744979 3.96825161 0.17043203 0.34909871 1.19251286 4
1.60715758 0.91424601 1.30824515 0.3812448 0.42486956 1.19249205 4
15.6531388 3.92758251 4.17403248 0.27525417 0.25629123 1.1924868 4
6.36512301 4.07179043 4.14240166 0.0251288 0.10317565 1.19245433 4
469.249538 6.40599885 6.81102307 0.30667869 0.44645287 1.19213071 4
191.291537 6.18376193 6.38885449 0.05200429 0.34919973 1.19193622 4
384.62356 7.24118942 7.40692064 0.08234144 0.22249424 1.1917337 4

23.2104221 4.01814863 3.51293045 0.12972006 0.73587862 -1.1915549 4



8.91972133 3.48741904 3.70090896 0.20733548 0.20859412 1.19153393 4
431.915283 8.14189733 8.01835207 0.11276764 0.13825317 -1.1914238 4
58.5304461 6.18510047 5.46275081 0.82220779 0.23224273 -1.1912884 4
4.31220822 3.78704687 3.67372607 0.1198599 0.10601108 -1.1911801 4
66.7328866 6.13203069 6.2221307 0.01583636 0.12742317 1.19115824 4
634.773215 7.34193718 7.56148326 0.05702037 0.3067812 1.19059032 4
255.22041 7.01444451 7.14750163 0.02500336 0.21218519 1.1904997 4

11.1087909 4.00171429 4.17390755 0.18796144 0.17282488 1.19043443 4
616.201524 8.60387806 8.70905042 0.11735721 0.099766 1.19031048 4
2.27785133 2.19013368 1.89691291 0.26701425 0.3517438 -1.1903 4

22.61894 5.2085028 5.08090013 0.12396726 0.14522752 -1.1899815 4
225.288952 6.862818 7.04037194 0.17825304 0.19821056 1.18976285 4
18.8833567 4.45042583 4.61350445 0.14793589 0.17946214 1.18975634 4
68.5615895 7.06823295 6.91514662 0.23589655 0.0681732 -1.1893967 4
1381.63043 6.98304865 7.47623832 0.07665188 0.62488009 1.18936224 4
5.48727428 3.97899608 3.85563429 0.14224185 0.11535272 -1.1892889 4
365.261254 7.73428077 7.94926122 0.29669109 0.12986574 1.18922279 4
255.339975 7.86580563 7.98815289 0.15880898 0.08463822 1.18910749 4
70.470768 5.9814362 6.15465439 0.19521382 0.14885407 1.18904009 4
56.586636 5.96139556 6.07701127 0.11040076 0.13430675 1.18903514 4

23.1031913 4.99270653 4.86743856 0.01551039 0.18320775 -1.1888911 4
1140.31509 7.93858345 8.15449804 0.03289181 0.30006396 1.18855432 4
13.7712346 4.64454867 4.73274291 0.048255 0.11713722 1.18843626 4
16.8769116 5.12707627 5.19791395 0.0471276 0.09534262 1.18802178 4
4.42851065 4.59827552 4.48641476 0.15296448 0.05042925 -1.1878941 4

85.68103 6.72221421 6.80959459 0.08737283 0.0954864 1.18787875 4
3.15896118 2.49995857 2.21855766 0.21729811 0.37630181 -1.1878585 4
16.5307175 4.2004773 4.47787852 0.35955791 0.19476793 1.18769653 4
99.9080306 5.92056372 5.64133229 0.16263177 0.38832289 -1.187652 4
1088.90881 8.95460792 9.05551143 0.07844966 0.12359734 1.18761326 4
6.94288241 3.99627546 3.85087128 0.15196738 0.1454054 -1.1875499 4
13.3911108 5.17521718 5.22773504 0.02877098 0.07330976 1.18749244 4
54.5842371 5.78313613 5.93683678 0.17285145 0.13931128 1.18743441 4
5.69966696 3.38208678 3.21201409 0.08204034 0.22580076 -1.1873157 4
992.34399 7.64659875 7.90689354 0.17280763 0.3789952 1.18729188 4

5.59615619 3.23322247 3.36432712 0.03536076 0.18669529 1.18720762 4
727.865022 7.77625397 7.94607116 0.01276458 0.24494775 1.1870821 4
37.1126677 5.68143339 5.77475787 0.07640628 0.11903517 1.186953 4
26.3571771 3.79253432 4.11227022 0.23398582 0.4156346 1.1867694 4
654.934109 7.91454695 7.66403251 0.19438684 0.32535148 -1.1863792 4
72.3084646 7.18842117 6.70254925 0.6306019 0.08726918 -1.1863502 4
27.0712982 5.99590306 6.06069743 0.07039716 0.06273357 1.18609378 4
14.4964798 5.39125212 5.44127254 0.03758004 0.06188217 1.18596571 4
162.928193 7.65604195 7.76305143 0.14167375 0.068275 1.18590953 4
6.30182615 3.63682077 3.79232453 0.18273781 0.1421698 1.18578586 4
29.732425 5.72097223 5.82682908 0.13032971 0.08634312 1.18549818 4
55.703918 5.588232 5.76938026 0.20858724 0.17582619 1.18548708 4

332.165486 7.58266005 7.70395 0.09879665 0.15434113 1.18527459 4



32.1536722 4.53582637 4.74794047 0.14839572 0.26569552 1.18522403 4
141.688811 6.50915928 6.65279399 0.11603568 0.19199226 1.18521923 4
431.740832 7.59561122 7.74465174 0.120128 0.19301023 1.18514667 4
129.663849 6.19537954 6.35143876 0.07625794 0.24031635 1.18492967 4
14.0143803 3.72886228 3.92235199 0.10847188 0.28427648 1.18465419 4
153.931364 6.49834871 6.74042988 0.28928283 0.17656037 1.18452171 4
1.8599183 3.11705604 2.96592786 0.21996764 0.09407966 -1.1844582 4

7.90113444 3.59384909 3.77345191 0.19378228 0.19090921 1.18428894 4
22.2894209 4.92230766 5.05480612 0.13393027 0.14066283 1.1841181 4
21.4213932 5.53951127 5.66082099 0.16481543 0.07366206 1.18409124 4
2.79186577 3.23092724 3.41701364 0.26196639 0.0938005 1.18400556 4
13.4341967 5.36089782 5.43761704 0.09607832 0.05749045 1.18400504 4
12.7836621 4.0662901 3.86416893 0.10067223 0.28756591 -1.1838566 4
25.0926321 5.39480801 5.30833617 0.00544563 0.12775606 -1.1838343 4
5.23652739 4.27317837 4.40302868 0.17579216 0.06441086 1.18378653 4
99.1802519 6.33621395 6.18211889 0.08429137 0.2121516 -1.1835391 4
117.352874 6.72271429 6.87487885 0.19296214 0.12223724 1.18336926 4
38.0713883 7.4939994 7.34059937 0.21581131 0.02458301 -1.1832936 4
38.0713883 7.4939994 7.34059937 0.21581131 0.02458301 -1.1832936 4
57.9058339 6.31609941 6.38436249 0.02780816 0.10042215 1.18323472 4
14.0595009 3.69130157 3.97252551 0.33309329 0.25875016 1.18319791 4
247.137504 6.8289412 6.57382983 0.13177328 0.31168427 -1.1830598 4
40.4556017 5.67969247 5.37927654 0.36792755 0.19303721 -1.1829978 4
142.814853 7.03746824 7.12934581 0.07300549 0.11604153 1.18292288 4
28.2802651 4.60354607 4.34756763 0.05444574 0.32869382 -1.1829161 4
43.5136721 5.81376438 5.70004765 0.07838362 0.14632857 -1.1828723 4
257.839874 7.95479383 8.02390541 0.05687099 0.08332945 1.18277152 4
54.338871 6.74085172 6.82577481 0.10839199 0.05951299 1.18275767 4

23.8002103 4.92926319 4.7869152 0.05203082 0.18886985 -1.1827527 4
222.476841 6.96738647 6.7144592 0.26765342 0.25103795 -1.182691 4
13.3307875 3.93882468 3.6859927 0.12196639 0.35656129 -1.1825397 4
3.04227136 3.43546352 3.27639091 0.19898175 0.11467376 -1.182404 4
207.287015 5.38211509 5.77186483 0.15798897 0.62472808 1.18221159 4
4.59845794 3.62546844 3.70572727 0.03848314 0.11029302 1.18213373 4
1.96617518 3.77746696 3.66613041 0.16102285 0.04962189 -1.1820409 4
11.752496 4.7290984 4.80948471 0.07033925 0.09331174 1.1819369 4

15.7588679 5.86166478 5.89172748 0.00848676 0.04336545 1.1816047 4
85.4183591 5.25709038 5.49703369 0.15285945 0.37859592 1.18146319 4
371.140227 7.34235871 7.49456282 0.09853455 0.1989634 1.18105554 4
63.4790127 5.45311304 5.60874666 0.04030946 0.21974257 1.18090495 4
1532.23047 5.7901968 6.8134512 0.17115524 1.07663762 1.180691 4
5.65597001 2.19881612 -0.6151754 0.46176254 4.3253916 -1.1804131 4
2.66845226 2.75818713 2.89899174 0.1399584 0.14090683 1.18040027 4
21.7923515 4.49214345 4.63449864 0.04438267 0.20612625 1.18014657 4
609.757015 7.33438745 7.54072049 0.0700821 0.35263197 1.18014395 4
534.408197 7.26945156 7.62827015 0.41902973 0.2501397 1.17991662 4
15.5201568 5.17435897 5.23662213 0.04140953 0.08359794 1.17985856 4
109.241057 5.83915328 5.44215512 0.30468227 0.49688005 -1.1797664 4



2.80134601 3.30565847 3.43350679 0.16866685 0.08894968 1.1796709 4
2.80134601 3.30565847 3.43350679 0.16866685 0.08894968 1.1796709 4
85.5940124 5.66550142 5.35854183 0.18465392 0.36738814 -1.1794263 4
17.0714035 4.17577963 3.87175288 0.29338611 0.32017794 -1.1794042 4
3.74055864 3.08061328 2.79442148 0.44087033 0.23738447 -1.1790767 4
306.074229 6.67828135 6.95463285 0.3086467 0.29928261 1.17905488 4
51.1397805 5.80019193 5.9405532 0.14983276 0.13546324 1.17900389 4
7.69522163 3.52873155 3.32343513 0.10090019 0.2826954 -1.1789395 4
9.15516257 4.77326986 4.876782 0.13476108 0.06895912 1.1786328 4
7.93454776 4.31541229 4.42505268 0.13079511 0.09613179 1.17862419 4
77.8076674 7.27914763 7.3250648 0.04357805 0.05157175 1.17856397 4
60.0361542 6.70592906 6.92756144 0.33310663 0.05961506 1.17852305 4
60.0361542 6.70592906 6.92756144 0.33310663 0.05961506 1.17852305 4
60.0361542 6.70592906 6.92756144 0.33310663 0.05961506 1.17852305 4
15.6584976 4.96049185 5.02989183 0.01786113 0.10537528 1.17845751 4
168.301106 8.02512539 8.19510143 0.25207092 0.04656142 1.17844674 4
108.912658 6.74730822 6.55531886 0.24372384 0.15088325 -1.1783589 4
47.320691 6.01237032 6.09562821 0.06148317 0.10510656 1.17831494 4

36.6737714 5.97863589 6.06020213 0.08332449 0.08400643 1.1780932 4
43.3311485 5.93268561 6.02378191 0.08647476 0.10705628 1.17799036 4

37.35489 4.90739066 5.08425063 0.13248196 0.22372939 1.17789901 4
243.370709 7.17746816 7.02266777 0.05589531 0.2052057 -1.1777244 4
55.7442453 5.67474396 5.79307892 0.05171239 0.16171964 1.17767903 4
6.98962301 3.7139974 3.99959279 0.40726143 0.12848815 1.17742641 4
2.40428519 3.16889677 2.94555286 0.29775358 0.12461735 -1.1773667 4
132.732476 7.23359098 7.08048361 0.21434779 0.11131764 -1.1773098 4
17.0587113 4.84019905 4.94613805 0.09841143 0.12086179 1.17724867 4
2.81880894 4.74653777 4.25223873 0.74692865 0.03965781 -1.1766711 4
6.09935922 6.14912201 5.20321939 1.03616745 0.03367888 -1.1765479 4
45.1610442 5.62020226 5.47650585 0.09228315 0.18057006 -1.1764344 4
641.999446 9.29202021 9.33267128 0.02017806 0.05622733 1.17633873 4
44.6539916 5.68391264 5.55564075 0.06720347 0.17419078 -1.1763268 4
93.9002689 6.67381482 6.4865075 0.25403501 0.14442867 -1.1762102 4
914.301769 8.89689635 8.80131886 0.018089 0.13232238 -1.1760426 4
15.0051148 5.46500784 5.53091964 0.07569193 0.05844408 1.1759084 4
66.7962573 5.04559685 5.26999493 0.05437213 0.31510963 1.17585591 4
4.15906358 4.07342956 3.91987625 0.22567531 0.08105548 -1.175808 4
655.982414 7.98880507 7.78463633 0.10502174 0.29126607 -1.1757777 4
7.7307581 3.56735108 3.80618541 0.30579102 0.17839814 1.17570679 4

4.82951142 3.87354285 3.96981622 0.10612807 0.08923337 1.17570597 4
72.4835288 7.58932592 7.6970484 0.14853789 0.03281295 1.17555039 4
55.0612407 5.33171029 5.09111399 0.07737847 0.3202888 -1.1753595 4
267.195251 7.7691371 7.84859191 0.0549774 0.10186464 1.17525408 4
19.5885732 4.05098433 4.30210592 0.28435427 0.28489408 1.17522486 4
1077.20195 8.73758414 8.58224482 0.10010878 0.21323618 -1.1749725 4
7.67767243 4.72531102 4.63354126 0.11328259 0.07596173 -1.1749289 4
7.67767243 4.72531102 4.63354126 0.11328259 0.07596173 -1.1749289 4
168.598222 6.28678925 6.46585532 0.07891144 0.25049751 1.17479846 4



934.173477 9.87680836 9.9102222 0.01753301 0.04644474 1.17466544 4
12.8659867 4.05415516 3.85798533 0.07840347 0.264325 -1.174613 4
24.9249932 5.14193657 5.23119454 0.01986494 0.13390902 1.17458965 4
121.464303 7.02711665 6.85533615 0.24130274 0.1239938 -1.1744077 4
99.7150723 7.04851747 6.97660771 0.05002741 0.09064517 -1.1742448 4
11.5879022 4.54269204 4.4486144 0.01603484 0.13518717 -1.1741981 4
183.661904 5.67187912 5.96785777 0.19604446 0.52872192 1.17418949 4
46.6842807 5.353344 5.15254164 0.11075315 0.25133067 -1.1739773 4
22.6538948 4.85912643 4.96532921 0.03251459 0.16032386 1.17390336 4
6.32161478 3.19267906 2.94667352 0.1343171 0.30539608 -1.1738712 4
248.397821 7.2970353 7.13958129 0.12253282 0.1884073 -1.1736767 4
13.0172299 4.22107995 4.35327813 0.11059286 0.17378537 1.1732151 4
64.4610251 5.77769526 5.60832657 0.05273199 0.24959613 -1.1731872 4
182.811855 7.43560863 7.52781108 0.09707548 0.1011063 1.17294033 4
356.376713 7.41210603 7.55505504 0.10305355 0.17714916 1.17291656 4
28.9099777 4.6393745 4.80351382 0.07990729 0.22231177 1.17281727 4
38.313237 5.60270967 5.47957722 0.08433238 0.15744985 -1.1727407 4

136.283192 6.76041555 6.33237322 0.54943922 0.25494008 -1.1726224 4
1.6429861 1.70975812 1.39442044 0.20422534 0.38076637 -1.1722877 4

316.768837 6.34094526 6.61953953 0.14032994 0.40750827 1.17225064 4
692.06696 8.03981657 8.19861204 0.14116853 0.19709592 1.17205103 4

6.59193559 3.34408405 3.65634529 0.43204092 0.16521005 1.17196151 4
4.67508512 3.70724319 3.8268641 0.14486187 0.09964348 1.17185682 4
2279.38271 7.55663874 8.02298921 0.13819012 0.60791177 1.17179135 4
3.59476926 1.99690486 1.14930748 0.21035442 1.35195518 -1.1716332 4
13.5315694 4.26459063 4.37977557 0.04669945 0.17414705 1.17152652 4
228.297831 6.42631347 6.65107074 0.19355531 0.31924629 1.17134414 4
8.89912698 3.47599204 3.17199325 0.24474735 0.41066869 -1.1711829 4
53.177947 4.7235201 4.99051317 0.2306942 0.39140087 1.17101574 4

10.3689691 4.48894182 4.58538822 0.09403544 0.10502631 1.17075287 4
107.065082 6.80050218 6.40180481 0.60044498 0.17785071 -1.1705164 4
262.676343 7.40974655 7.27075441 0.08922038 0.1814418 -1.1701325 4
517.868695 7.86321746 8.10048336 0.31266804 0.15251225 1.16990478 4
85.6204251 7.11197389 7.05494701 0.03952852 0.0754727 -1.1697091 4
12.0307787 4.74437885 4.8635403 0.14301854 0.09101238 1.16922568 4
30.6255063 5.73811727 5.66063739 0.03936404 0.10514827 -1.1689358 4
753.546819 7.71238919 7.9866952 0.3217247 0.2746947 1.16874779 4
5.02556654 3.74016606 3.94313157 0.2737569 0.09644799 1.16863611 4
28.1038859 5.22779944 5.32097854 0.03553628 0.14230554 1.16860345 4
10.8820157 4.98976491 5.05200173 0.0600672 0.06828187 1.16856249 4
28.1139725 5.61031965 5.49604831 0.1214585 0.11914172 -1.168537 4
1.16554472 1.89819393 1.70423555 0.21139849 0.20030003 -1.1684891 4
36.9948844 6.04652884 6.11670778 0.06468936 0.08351443 1.16846149 4
6.3909415 4.21212142 3.92410893 0.43454808 0.12770523 -1.1683014 4

16.4655467 4.44557972 4.60264197 0.16174552 0.16273509 1.16824973 4
8.78722444 4.26568527 4.37538172 0.12099972 0.10806688 1.16812093 4
50.5109727 5.74437995 5.84436313 0.03935315 0.14108901 1.16811659 4
27.1245078 4.74966337 4.89804372 0.10166424 0.19776374 1.168091 4



229.265331 7.38042236 7.47478765 0.05799082 0.12617598 1.16803503 4
94.1210836 6.85746812 6.93714613 0.07735403 0.09338236 1.16800257 4
65.7327855 5.46623435 5.63868563 0.12153561 0.22194295 1.16799238 4
140.650475 5.99734646 6.19967112 0.11841172 0.26688371 1.16797938 4
58.698589 5.38256295 5.53462382 0.03398238 0.2206826 1.16797062 4

36.5879355 5.31711243 5.4551413 0.13542266 0.149708 1.16762471 4
217.644174 6.75189618 6.90265874 0.08098028 0.22673848 1.16756306 4
6.67669157 3.12647137 3.36936021 0.25972176 0.21805508 1.16748422 4
1.19774576 4.15142905 3.98554237 0.25109533 0.02215989 -1.1674742 4
94.5027067 6.61366761 6.4880469 0.11987528 0.14932627 -1.1673139 4
15.3342405 3.7654358 3.95139462 0.03393481 0.30509787 1.16719011 4
255.161606 7.75888587 7.64052983 0.1240099 0.12107582 -1.1671647 4
134.491424 6.50162008 6.668247 0.18247567 0.16329592 1.16714818 4
14.2564016 5.13741459 5.19508627 0.03451128 0.07729591 1.16713301 4
18.1002325 5.56719565 5.51394409 0.0282553 0.07435985 -1.1670439 4
8.32299477 4.52946698 4.59574785 0.05216026 0.08211125 1.16636689 4
10.982787 3.69496273 3.86442526 0.11764254 0.21682149 1.1663176 4

39.1360334 5.95972509 5.88035125 0.03952692 0.11173651 -1.1662729 4
2.86860925 3.75106549 3.69344311 0.04578129 0.07159275 -1.1661877 4
0.56418248 1.5378022 1.73277984 0.2764291 0.10257485 1.16611748 4
465.345404 7.77313719 7.94427487 0.18456338 0.1727697 1.1661132 4
465.345404 7.77313719 7.94427487 0.18456338 0.1727697 1.1661132 4
629.373428 8.28923743 8.39269733 0.06630051 0.14556938 1.16610322 4
143.846553 6.42064568 6.58563456 0.15758808 0.2097516 1.1660608 4
65.5993714 5.59309848 5.73426417 0.05737801 0.22144 1.16602461 4
20.8060725 5.5788341 5.47523342 0.13278084 0.08514155 -1.1658515 4
35.0221206 5.26076128 5.06121878 0.21052001 0.22375958 -1.1658158 4
22.1701957 4.30585218 4.54056453 0.27148635 0.23822607 1.16570823 4
12.9702678 3.54952139 3.82339377 0.31747485 0.28909794 1.16564384 4
0.55528026 0.25771039 0.82058237 0.80195353 0.25270417 1.16552573 4
187.298731 5.4677591 5.86152277 0.30183782 0.48338316 1.16543491 4
31.1603877 5.08383766 4.89537085 0.14238774 0.23143048 -1.1649186 4
11.8453873 4.156253 4.27879316 0.08626267 0.16758043 1.16484278 4
3.58242992 3.44709624 3.2909522 0.19812395 0.13774982 -1.1648139 4
2.5173776 3.47040995 3.21871801 0.35602776 0.0982149 -1.164744 4

76.1198662 5.96258355 5.78086942 0.12749962 0.23019125 -1.1646638 4
3.60772424 1.72030745 -0.3115545 0.27668182 2.98433793 -1.164332 4
207.729472 7.02596402 7.22207169 0.24930562 0.14529554 1.16432374 4
22.0663635 4.96187945 5.07535143 0.10125498 0.14039202 1.16428366 4
522.307475 7.12994916 7.3744983 0.19716313 0.35428401 1.16407434 4
230.249073 4.85853325 5.46718137 0.25063712 0.74064575 1.16406617 4
97.3698409 5.9794398 6.12858803 0.08413102 0.20806641 1.16405184 4
8.09260375 5.56214581 4.94293698 0.77744532 0.05852477 -1.1640228 4
665.131763 8.27860079 8.10790001 0.15713997 0.20776463 -1.1639519 4
2.5966238 2.55682222 2.37867082 0.09112619 0.25507815 -1.1639267 4

1.46918367 4.16484095 4.06222351 0.158899 0.02542816 -1.163921 4
22.8232322 4.84085523 4.68515765 0.08274262 0.21191388 -1.1637169 4
22.8232322 4.84085523 4.68515765 0.08274262 0.21191388 -1.1637169 4



136.020676 6.78839679 6.56711749 0.31380946 0.18191706 -1.1632854 4
246.877213 8.90176977 8.9577011 0.07705258 0.03173802 1.16324324 4
126.174752 7.78884723 7.8934739 0.15087903 0.04771156 1.16324124 4
22.4238579 4.17781255 4.37036076 0.1184274 0.30618976 1.16321972 4
36.1762096 6.34150256 5.94198617 0.53657903 0.09550767 -1.1628364 4
208.471838 7.07608064 6.87890326 0.19350289 0.20302598 -1.1627806 4
19.3744145 4.72254113 4.84787331 0.1117594 0.14611724 1.16264269 4
19.3744145 4.72254113 4.84787331 0.1117594 0.14611724 1.16264269 4
176.075605 6.55225977 6.71672743 0.13053242 0.21545464 1.16259341 4
9.63706493 4.76564803 4.83072747 0.0607782 0.07820037 1.16251358 4
8.19475034 3.61137352 3.42606569 0.04784992 0.24775605 -1.1624839 4
101.134248 6.88023855 6.7900786 0.0690819 0.1136452 -1.162453 4
8.72339366 3.41427122 3.5708969 0.02617405 0.25053579 1.16234867 4
342.481332 7.49384448 7.27809151 0.2345769 0.24772214 -1.1622002 4
11.8342729 4.32263433 4.45447334 0.13544985 0.13357953 1.16210846 4
266.648175 7.08770574 7.2465534 0.14599181 0.19036687 1.16207004 4

14.75408 6.0949429 6.01840371 0.1066282 0.03553335 -1.1620142 4
13.7224484 3.98153556 4.13001781 0.06374267 0.21669037 1.1619687 4
14.1874373 4.08196247 4.2452552 0.14057706 0.21470264 1.16191382 4
8.78878776 4.16288347 4.26544576 0.09178967 0.11907069 1.16186561 4
28.8711552 5.22623474 5.32073867 0.02844038 0.13662083 1.16180346 4
677.340738 7.03777581 7.33373416 0.14315593 0.38818965 1.16175719 4
11.2051309 3.80062851 3.9522696 0.088015 0.20376651 1.16169679 4
0.48778097 -0.2510567 -1.9927513 1.6171202 3.02026135 -1.1616905 4
27.9031091 5.45355195 5.52928285 0.03097874 0.11149536 1.16164932 4
85.7704864 7.19447525 7.31624118 0.17445913 0.05617244 1.16161078 4
66.7655224 6.47558268 6.22429673 0.34688366 0.13696013 -1.1615608 4
11.5225516 3.35941615 2.94089487 0.10654743 0.53538114 -1.1615206 4
8.98519242 4.78221145 4.87406647 0.11370159 0.0678142 1.16147958 4
459.544055 9.58054459 9.60243994 0.0105454 0.03077059 1.16135022 4
294.98771 7.07407383 7.27986873 0.22291848 0.19268102 1.16133277 4

21.7959447 4.60652905 4.40512154 0.11923106 0.27144212 -1.1613195 4
3.35974829 3.45442193 3.30304255 0.18906688 0.12729463 -1.1611848 4
241.869609 5.73374231 6.06472051 0.17077646 0.59513547 1.16115661 4

346.7956 8.53172136 8.29317984 0.32718102 0.08757039 -1.1608267 4
39.9542267 4.41127154 4.66829454 0.14454755 0.34184089 1.16080308 4
58.3634659 5.18806363 5.41598652 0.22746976 0.27804554 1.16070586 4
3.75625671 3.47915651 3.6398559 0.22426311 0.09992376 1.16019995 4
10.8408208 5.15810509 5.09853144 0.05995913 0.06667269 -1.1598707 4
3.90025082 2.47117437 2.11497214 0.27894862 0.41403154 -1.1596387 4
41.3462136 5.71508573 5.55485653 0.17351288 0.16713317 -1.1595587 4
20.9666873 4.97972689 5.13684828 0.19032097 0.12676798 1.15932918 4
107.297584 6.03207278 6.17835819 0.04435517 0.21315028 1.15922283 4
22.9743734 5.37785678 5.27745974 0.08974498 0.1212285 -1.1591919 4
34.9062059 5.69671695 5.78602125 0.0814974 0.10602309 1.15916346 4
57.6363295 4.84891085 5.0857587 0.13484099 0.35717524 1.15914844 4
8.54997876 4.42517067 4.34482699 0.04168077 0.10897925 -1.1590764 4
17.557645 4.62599351 4.73691654 0.07041717 0.14731575 1.15901682 4



9.77061982 4.46670242 4.54074402 0.04193584 0.10160676 1.15879098 4
13.0177913 5.29550374 5.18261251 0.14866807 0.0739486 -1.158762 4
364.110586 7.40234538 7.57637191 0.19262511 0.19368349 1.15871789 4
4.10641698 4.00981035 3.8763816 0.1776747 0.08437796 -1.1586965 4
4.10641698 4.00981035 3.8763816 0.1776747 0.08437796 -1.1586965 4
39.4543774 4.88530149 4.60949317 0.08445484 0.3713462 -1.1585987 4
2.08424022 2.05462562 1.81138825 0.10455705 0.31865243 -1.1585969 4
12.7137916 4.2373963 3.96938802 0.30184003 0.23393312 -1.158266 4
15.205353 5.62182395 5.55081456 0.08759411 0.0586505 -1.1581723 4

32.1119537 5.22672832 5.34576275 0.09719395 0.14665099 1.15815355 4
164.052872 6.16162005 6.35238035 0.09889239 0.29488613 1.1581346 4
172.313008 6.93536637 6.80035891 0.04804988 0.19000932 -1.1580766 4
34.4178105 6.02553378 5.93885768 0.09144026 0.09286128 -1.1579228 4
16.1128521 4.08434679 4.25548304 0.12556554 0.21498306 1.15786285 4
2.37328792 4.70313132 4.65647408 0.06726679 0.02244225 -1.1578381 4
90.751884 5.20277416 5.49986448 0.3024112 0.40397867 1.15772796 4
25.174528 5.37627885 5.47748952 0.11108976 0.10734802 1.15760122 4

3.40076806 1.10421068 1.53578976 0.0646506 0.61762674 1.15748421 4
61.530893 6.0322898 6.12286283 0.03436437 0.13993686 1.15748296 4

0.73581315 2.16590009 1.87641786 0.5454914 0.10902853 -1.1565549 4
1.79298701 0.47357857 1.11891582 0.69962714 0.55320892 1.15646436 4
136.10008 7.18730926 7.27159343 0.08486085 0.09205698 1.15637143 4

18.7144638 4.65029617 4.80527439 0.17309481 0.1471569 1.15627532 4
4.92561098 1.43014617 1.93424223 0.38372068 0.57932958 1.15623471 4
17.1413013 5.37099639 5.24007977 0.1902867 0.08855555 -1.1558965 4
243.34168 7.093698 6.14791048 1.00574876 0.58983668 -1.1557771 4

1000.10981 8.46833048 8.28878374 0.06711945 0.26571801 -1.1556848 4
30.5080247 4.89402409 5.02810917 0.05378949 0.19054782 1.155651 4
93.1169992 6.85245043 7.17432178 0.42388954 0.07249331 1.15556666 4
4.30547523 2.73744752 2.42623191 0.23418251 0.41067422 -1.1553254 4
22.1592715 5.26556085 5.40455544 0.17409695 0.10139296 1.15530593 4
181.908903 5.66118225 5.98289999 0.20812878 0.40093865 1.1551903 4
12.5584502 4.19352494 4.020267 0.11584679 0.23935077 -1.1550992 4
27.1955139 4.8278748 4.62773975 0.11890486 0.27107303 -1.1548747 4
78.7686005 6.2079193 6.31648826 0.08378468 0.14800894 1.15453489 4
0.61972577 1.59101037 1.71091972 0.14207575 0.11300995 1.15450302 4
218.300943 7.36302124 7.24173717 0.08713361 0.15483897 -1.1539966 4
68.1768992 6.21262376 6.10237152 0.05752045 0.14701838 -1.153914 4
10.2909981 4.02204775 3.79423772 0.24436854 0.24161932 -1.1537406 4
288.466018 7.38952602 7.21878231 0.14439492 0.22005951 -1.1536826 4
49.0323948 5.37116973 5.6094171 0.28210476 0.17356465 1.15325886 4
49.013688 5.53965038 5.65243659 0.02814326 0.16480015 1.15316879 4

334.972777 7.55854241 7.6701004 0.07080495 0.15763096 1.15310456 4
28.3093766 5.26186948 5.12463696 0.1142895 0.17606363 -1.1530276 4
430.539396 8.06276039 8.17763482 0.12777479 0.12452378 1.15292074 4
71.7357307 6.08564558 5.93006997 0.13293323 0.19492146 -1.1528308 4
2.21409275 3.6452441 3.72176241 0.09793477 0.05371054 1.15277962 4
32.144399 5.33190289 5.44268248 0.09555823 0.13716789 1.15271053 4



2.14101637 2.0817051 1.83963317 0.10552833 0.31820063 -1.15252 4
2.9876278 1.45537132 1.82363053 0.3145415 0.41825577 1.15224309 4

124.282802 7.41904116 7.20215874 0.38154936 0.09505609 -1.1521877 4
32.6822175 4.63812682 4.90103141 0.31880829 0.25473056 1.15203768 4
322.325942 6.80518392 7.00388589 0.1052433 0.27325346 1.15182747 4

982.3692 9.26166769 9.19034816 0.03381275 0.10230489 -1.1515404 4
97.5878173 6.40640663 6.27393214 0.06688559 0.18200264 -1.1514532 4
8.40100381 6.7560717 3.89944895 2.80915106 0.17704689 -1.151428 4
1.78858372 3.82012818 2.57164411 1.3048003 0.13234211 -1.1514241 4
133.612097 5.29677826 5.71544257 0.4720532 0.40542184 1.15141895 4
10.8750965 3.77661182 4.00343831 0.28588344 0.20241381 1.15127328 4
75.5475974 6.15297235 6.02058663 0.06276415 0.19304489 -1.1510628 4
3.37677781 2.94707347 2.49672945 0.55146713 0.28435403 -1.1509524 4
17.8132727 4.99969162 4.82232572 0.21832958 0.14871839 -1.1505703 4
23.0317239 4.19846097 3.78015738 0.27357485 0.55720328 -1.150485 4
26.559185 4.94102995 5.07332881 0.11257266 0.16114183 1.15045191 4

1.76182594 3.0870903 3.2914597 0.27386474 0.0651095 1.15038714 4
16.6845253 3.51585353 3.75679535 0.11530702 0.4188664 1.15015967 4
8.12235565 4.21438882 4.40456027 0.27672512 0.09750008 1.15005716 4

188.5186 6.45495413 6.15264643 0.20007515 0.35831623 -1.1500076 4
33.4213801 5.56095893 5.65171163 0.07378988 0.11343148 1.149964 4
84.1085739 6.42717566 6.55325891 0.14200928 0.12185125 1.14992662 4
1.50841122 3.77237647 2.53674336 1.31138242 0.11535108 -1.1498164 4
21.338598 5.42871199 5.55326328 0.16071056 0.08083503 1.14980651 4

543.164506 7.66682782 7.81152696 0.05151403 0.20895444 1.14960313 4
8.66896353 3.75422299 3.93955845 0.21005016 0.17650421 1.14958948 4
135.456154 7.34341452 7.40236449 0.03549348 0.08381428 1.14942017 4
135.456154 7.34341452 7.40236449 0.03549348 0.08381428 1.14942017 4
8.44326751 4.4113534 4.26068957 0.19567454 0.11838534 -1.1493992 4
1.7227783 3.55531935 3.59109506 0.02612679 0.04738051 1.14904723 4

39.7844037 5.92134875 6.09261383 0.2462352 0.08836936 1.14896667 4
19.3769614 4.69709288 4.48778601 0.23377996 0.20950004 -1.1487959 4
8.15929742 3.51297897 3.29163884 0.10496036 0.32624417 -1.1486713 4
18.3988771 0.59751676 2.26618651 2.59067714 1.6451392 1.14820795 4
112.797382 6.14830191 6.29225294 0.08345962 0.20483071 1.14820171 4
768.718272 7.63304046 7.87408439 0.23796125 0.31587867 1.14816939 4
13.3667555 4.41481918 4.52863445 0.10009958 0.14906087 1.14787586 4
184.924002 6.7151667 6.52745944 0.01952881 0.28994552 -1.1477853 4
1.32340036 2.62568094 2.75944509 0.18398644 0.08529008 1.14755143 4
150.661689 8.08764869 8.00662992 0.11680265 0.04956235 -1.1473797 4
196.063383 7.39710457 7.28850186 0.09044359 0.13882923 -1.1473292 4
3.78824528 2.20809584 2.62943336 0.59975342 0.2545714 1.14709032 4
48.8295532 5.43282125 5.58547597 0.14792405 0.19270508 1.14695624 4
89.4848578 7.31182802 7.20142824 0.16265099 0.06730723 -1.1467666 4
11.695647 4.22856452 4.34591897 0.09683176 0.14622456 1.14664921 4

13.8486432 7.6832264 7.62778041 0.08656609 0.00674877 -1.1465125 4
32.8657209 5.23520332 5.36488378 0.12549427 0.15901512 1.14624113 4
6.20543433 2.21154753 2.52726179 0.13059861 0.42887557 1.14619965 4



23.2767143 6.37193963 6.46086566 0.13079075 0.03605043 1.1461028 4
13.7931692 3.1029 3.39071505 0.07676455 0.41273029 1.14605816 4
62.1395052 5.6586757 5.85532899 0.22563447 0.16950751 1.14604053 4
280.981818 7.26081116 7.09176277 0.0909583 0.21994297 -1.1459803 4
45.349562 5.80351759 5.93632196 0.15415556 0.11601633 1.14580413 4

17.1264442 4.95351799 4.83480132 0.11250972 0.13437803 -1.1455084 4
25.7783067 5.5746471 5.50205485 0.02458701 0.10770569 -1.1454409 4
30.5865756 5.40901997 5.49470241 0.04084653 0.12225258 1.14538788 4
3.79147963 2.56322598 2.28705973 0.09930346 0.40603753 -1.1453444 4
32.4395175 4.52206807 4.74001576 0.19129727 0.26674725 1.14524807 4
22.9766044 4.34831794 4.049832 0.19304868 0.35570887 -1.1451734 4

1.867811 3.70828726 3.38576587 0.4538675 0.06243721 -1.1449431 4
6.42610684 4.23845832 4.14027325 0.10891899 0.10520987 -1.1449083 4
155.58517 6.78146811 6.8947819 0.07711285 0.15882353 1.14490476 4

7.95309943 3.94164669 3.80024002 0.11519338 0.18008421 -1.1448889 4
198.341953 7.15126957 6.990393 0.15488467 0.1741195 -1.1448755 4
7.61250271 3.51094887 3.28564755 0.16902163 0.30736289 -1.144828 4
9.92743333 2.97826669 3.23249592 0.16420569 0.40946861 1.14479414 4
134.139211 6.27724061 6.42289549 0.06921788 0.21119528 1.14471885 4
9.63949365 4.01951181 4.13243778 0.07775665 0.14786721 1.14445684 4
7.78623835 3.70168999 3.41744113 0.32949118 0.26487366 -1.1440806 4
73.8231164 4.84613864 5.78163003 1.0387777 0.21288677 1.14381853 4
12.6422968 4.28285866 4.39898972 0.08927023 0.14873305 1.14372341 4
6.42128424 3.99292302 4.0738784 0.0597346 0.10658601 1.14355593 4
134.507812 6.15916188 6.35942595 0.19510159 0.21801875 1.14346301 4
15.9382595 4.67163282 4.55335479 0.0491464 0.17488742 -1.1432662 4
9.56719367 4.32536451 4.46703194 0.18896703 0.11237231 1.143148 4
52.9477632 4.6151787 4.87852947 0.12314652 0.35766421 1.14306587 4
19.8677779 6.10854143 6.27203166 0.25109923 0.03721435 1.14301019 4
0.53470403 -4.4410785 -2.5684924 2.36215466 3.18565289 1.14301 4
15.4777245 5.11606198 5.1930509 0.07874937 0.08681836 1.14299194 4
24.0341456 4.90997349 5.01717334 0.05404261 0.16632752 1.14293227 4
69.3099673 6.01923592 5.77873474 0.28088948 0.20242975 -1.1426477 4
559.89881 7.39694606 7.05323201 0.02309578 0.54292618 -1.1422922 4

11.4514628 3.87965143 4.01604799 0.05908789 0.20262504 1.14218268 4
15.1755262 5.15657255 5.04081368 0.14968679 0.09554453 -1.1421382 4
15.2559786 4.2002446 4.3360916 0.07850619 0.20522107 1.14211949 4
16.8919379 3.96881513 3.53425806 0.49869427 0.44566812 -1.142101 4
40.3678199 5.50498034 5.36964701 0.06854572 0.19477324 -1.1418573 4
4.40973217 2.53292755 2.17174836 0.15424745 0.51266595 -1.1418149 4
21.5357766 4.63569468 4.45305122 0.10738084 0.23286415 -1.1416737 4
35.3996818 5.70456628 5.79665123 0.08905615 0.10648435 1.14160173 4
8.09195796 4.34189908 4.24990444 0.07526722 0.11497387 -1.1415924 4
20.2844272 5.4889871 5.34770871 0.18648319 0.09439115 -1.1415802 4
6.60672096 4.14400996 4.03775547 0.10796434 0.1167637 -1.1415457 4
9.83888773 3.81728055 3.94196618 0.04177857 0.18283634 1.1413561 4
7.77422999 3.86842441 3.72225912 0.10587393 0.19664044 -1.1413413 4
11.3377667 3.59628878 3.83752831 0.2569107 0.23216302 1.14110218 4



49.0796628 5.79229621 6.1156395 0.47013437 0.10778107 1.14095354 4
19.9724302 4.65168762 4.7846333 0.1148885 0.16200177 1.14086625 4
3.10718811 4.37766313 4.30527241 0.10312476 0.04230761 -1.1405441 4
54.3468856 5.83876947 5.93272806 0.03109994 0.14972192 1.14047091 4
38.5218727 5.09064087 5.24931411 0.147283 0.21064075 1.14020957 4
148.075903 7.15614665 7.25775211 0.116697 0.10145843 1.14008227 4
9.30915754 3.73604372 3.86941142 0.07420684 0.18355495 1.1400382 4
1.60709353 2.96584043 3.04008145 0.08379171 0.07753221 1.13989838 4
4.04579465 2.94145055 3.08104646 0.10871113 0.17814214 1.13979791 4
14.1637419 4.881819 4.46312267 0.55806712 0.1701343 -1.1397945 4
1.97380078 3.77407774 3.6922493 0.11466148 0.04886268 -1.1397769 4
4.71354733 5.10312851 5.14759001 0.06223406 0.02747267 1.13958145 4
2.00173876 1.77692315 2.0543118 0.30919235 0.27039468 1.13935383 4
16.5439688 4.82512705 4.72392913 0.03112024 0.15240348 -1.1393238 4
16.5439688 4.82512705 4.72392913 0.03112024 0.15240348 -1.1393238 4
37.2413748 5.37850556 5.47805183 0.00648689 0.14947428 1.13904789 4
13.0614347 4.2366343 4.41528327 0.22837091 0.15710096 1.13904155 4
233.392588 6.44087402 6.69523287 0.2803446 0.28159811 1.13893073 4
148.849208 7.42450688 7.26412781 0.21308651 0.10662321 -1.1388946 4
7.95879401 4.56330722 4.1622993 0.55839297 0.12006253 -1.1385288 4
5.15917528 2.54299861 2.09618885 0.06571702 0.67620316 -1.1384403 4
186.214093 6.73091535 6.85963818 0.05125371 0.18559866 1.13839107 4
3.79910493 3.71604071 3.63547484 0.0703365 0.09738609 -1.1380802 4
340.371482 7.10950842 6.85336772 0.09248214 0.38471698 -1.137987 4
13.4049279 5.4395738 5.58234303 0.20118299 0.049826 1.13794483 4
39.231231 5.03332917 5.19259505 0.12621439 0.22008591 1.13790798 4

16.2770897 5.06300114 4.98365457 0.04180465 0.11220543 -1.1378693 4
34.4421204 4.77150171 4.93791266 0.09247711 0.23904148 1.13771847 4
65.3123391 5.52382891 5.67265678 0.08193966 0.23700575 1.13767949 4
6.2171145 3.99163188 4.06600242 0.04343579 0.10885232 1.13766229 4

171.807062 6.92036498 6.71372033 0.2222562 0.20968204 -1.1374374 4
5.3777629 3.92786809 4.132326 0.26931834 0.08830642 1.13742613 4

9.41567126 4.6747571 4.72993495 0.01890496 0.08151623 1.1372677 4
427.567447 6.41298446 6.77214344 0.35872166 0.51522958 1.1371712 4
11.3944925 3.93678989 3.74799114 0.06345847 0.28755264 -1.137168 4
133.284438 4.91033396 5.32340075 0.21628448 0.54612298 1.13716325 4
5.56264012 5.16867934 5.21951471 0.06927189 0.03020515 1.13705003 4
154.212917 7.15808774 7.34557573 0.27079677 0.10223676 1.13704768 4
82.8650154 6.00675781 5.81233636 0.14291788 0.2626802 -1.1367543 4
99.5367544 6.65338842 6.74398243 0.07746324 0.1172648 1.13673094 4
77.0180872 6.53849115 6.63582163 0.10527721 0.09970193 1.13661425 4
17.370614 4.54923282 4.6918484 0.14539214 0.15245316 1.13633954 4

8.48780678 3.40342082 3.14711485 0.05874571 0.39644116 -1.136172 4
328.864565 8.01934825 7.87369962 0.19692923 0.12069734 -1.1360857 4
2.11218412 1.89025229 2.19023931 0.41503171 0.25188058 1.13608052 4
11.1161408 3.91531828 4.06184125 0.12528262 0.18199722 1.13603744 4
23.0891617 6.27055472 6.3092417 0.04143971 0.04215556 1.13601736 4
21.4066802 4.4707083 4.25180239 0.11616565 0.29313655 -1.135902 4



130.766843 7.25547714 7.14402614 0.13129494 0.10462562 -1.1357802 4
216.770403 6.43780499 6.63634756 0.1339307 0.27703539 1.13562705 4
60.8244188 5.51626499 5.2912149 0.13481289 0.31492936 -1.1356201 4
6.4061522 2.42704503 1.21057192 0.63040414 1.83049008 -1.1354328 4

324.194465 7.45556801 7.5698257 0.06848261 0.17520131 1.13530792 4
1.09689214 3.90723683 3.79478694 0.18598899 0.02470161 -1.1352909 4
30.7866313 4.74140459 4.91827578 0.15270039 0.21108138 1.13527024 4
11.4160399 4.78122129 4.8576183 0.07557803 0.08818527 1.13489538 4
3.74597917 4.10625708 4.01310978 0.12983461 0.06649063 -1.1348737 4
14.6163061 4.5952235 4.69387097 0.07592764 0.13764557 1.13482296 4
101.400226 6.54339521 6.36715907 0.19626884 0.17480919 -1.1347756 4
5.94770258 3.06195181 2.73167191 0.40101439 0.34736423 -1.1347682 4
60.7628032 5.42892566 5.594971 0.13183036 0.23372637 1.13475341 4
405.326175 7.89365769 7.69874742 0.25726834 0.19271946 -1.1347235 4
1010.21357 8.39055468 8.61422745 0.298439 0.17415422 1.13468953 4
3.86636123 4.50684455 4.45241191 0.07111389 0.04461536 -1.1346521 4
20.6532677 4.62935619 4.35201941 0.31701334 0.26952038 -1.1345156 4
88.2247677 6.49797464 6.34750941 0.17492679 0.14994934 -1.1343593 4
27.8180603 5.06008587 5.17994598 0.09710784 0.15002035 1.13428946 4
11.2811832 4.47602295 4.60335101 0.15541898 0.11380885 1.1342082 4
10.9766018 3.33203481 3.55328983 0.17401307 0.34017295 1.13417153 4
4.3374021 3.74505699 3.84247752 0.11436622 0.09119439 1.1341705 4

22.3857633 5.80804092 5.86814241 0.06765874 0.06421667 1.13398892 4
107.858161 6.10318993 6.33165838 0.29439631 0.18512828 1.1338928 4
5.79483516 3.2901961 3.53203713 0.33882362 0.1770617 1.13367515 4
36.2855372 4.94935773 5.09192668 0.04805216 0.22126039 1.13364273 4
103.615718 6.26001708 6.03834467 0.23745521 0.26396474 -1.1334582 4
0.63482956 3.17175976 3.08502246 0.13846861 0.02911002 -1.1333245 4
1.83615158 3.64955978 3.59657461 0.06443432 0.05079396 -1.1333174 4
12.1716678 3.68316157 3.84313757 0.0422283 0.27970593 1.1330591 4

53.54187 5.69973638 5.81114765 0.07190901 0.16498974 1.1329101 4
28.4790205 4.20366827 4.4066752 0.02846416 0.373784 1.13283629 4
1052.99638 8.51406493 8.32504694 0.12602852 0.23669726 -1.1328196 4
285.407779 7.3347444 7.44765507 0.05938506 0.15884614 1.1328146 4
75.769279 7.2839324 7.34956396 0.08831957 0.04939269 1.13279587 4

66.7463988 6.09123881 6.19199709 0.07627305 0.13415362 1.13273356 4
81.5144086 5.39359174 4.94607123 0.30861975 0.65974684 -1.132528 4
5.27376416 4.75342068 4.68244573 0.09660917 0.04813924 -1.1325171 4
56.2144467 6.37334372 6.53733277 0.22335622 0.07983377 1.1325145 4
803.287244 7.91816212 7.62424191 0.18083845 0.43173832 -1.132437 4
89.2682501 7.34161529 7.26641709 0.09959222 0.06334095 -1.1323359 4
16.5013064 5.12524837 5.19252782 0.04888485 0.09088394 1.13226474 4
25.570748 4.49153067 4.65108472 0.07167486 0.2337197 1.13222646 4

14.9488231 4.67138302 4.50453397 0.18744935 0.15748028 -1.1320399 4
16.533359 5.49163751 5.53610161 0.02184829 0.06436164 1.13202333 4

933.846569 9.25842909 9.31438634 0.02150421 0.08235985 1.13154851 4
110.586109 6.28802956 6.41466726 0.0868319 0.18458981 1.13154367 4
23.2736468 5.83084347 4.94657666 1.08540627 0.16089128 -1.1312971 4



11.3648777 4.2486452 3.97794218 0.3705821 0.20006404 -1.131291 4
16.7463604 5.66482148 5.56669365 0.13405153 0.06291541 -1.131096 4
327.658246 6.65225357 6.96723332 0.38689684 0.3190615 1.13104859 4
10.4371668 6.45662308 4.13076227 1.88136148 0.17329474 -1.1308973 4
29.4458191 5.40924976 5.50710426 0.09125421 0.11580685 1.13075812 4
654.734119 8.57989465 8.6835301 0.11695322 0.10846588 1.13068361 4
8.06126164 5.15964708 4.29214084 1.05260383 0.11314517 -1.1306293 4
65.6542882 6.26492596 6.3433735 0.04172726 0.11863525 1.13043779 4
78.3502439 6.18105524 6.03980349 0.10122415 0.17783306 -1.1303061 4
232.128233 6.67007883 6.87897121 0.2288304 0.23383018 1.13022874 4
210.93925 6.78444148 6.9236262 0.07494894 0.19738607 1.1300394 4

624.456976 7.87940262 8.00994995 0.04059419 0.21832148 1.12992339 4
6.47003108 3.82672345 3.91592421 0.05547188 0.13321337 1.12946313 4
22.8020581 4.73456311 4.87030941 0.11880493 0.18188772 1.12942458 4
2.92859627 3.48510881 3.33777862 0.20201939 0.10664869 -1.1294062 4
67.1454953 5.84533886 5.9812799 0.12148374 0.16245034 1.12928334 4
90.8863596 5.9758615 6.10609822 0.048188 0.20152223 1.1291514 4
99.8551858 5.15805138 5.42415787 0.16851176 0.49048497 1.12914976 4
131.564068 6.5095339 6.347822 0.07176914 0.22673224 -1.1291459 4
199.689962 7.11605168 7.21288849 0.03998891 0.14289639 1.12907889 4
16.1491092 4.29430544 4.4249589 0.08093212 0.20379337 1.12885887 4
60.0723552 6.36634528 6.23318492 0.17551607 0.1185982 -1.1285755 4
215.891451 6.66137989 6.81359568 0.05377591 0.22137782 1.1282105 4
314.577136 7.03884957 6.7919459 0.07351165 0.37265692 -1.1281741 4
106.753221 6.695098 6.77358231 0.02075131 0.12542324 1.12813152 4
100.135257 7.13368182 7.30735568 0.26169908 0.06617293 1.12804377 4
525.946128 8.0665701 8.19875651 0.14604488 0.14587511 1.12794857 4
369.671072 7.19035268 6.93809995 0.10381161 0.35888521 -1.1279215 4
417.42852 8.08838236 7.9677976 0.1148859 0.14081057 -1.1278539 4

18.1814121 4.89489879 4.79220815 0.03372448 0.14952512 -1.1274814 4
10.232967 3.10812606 3.32758984 0.06611756 0.37285185 1.12737459 4

4.26190598 4.43673438 3.12338155 1.43932095 0.18215846 -1.1272189 4
33.1193471 5.89956641 5.82644034 0.05290448 0.09541828 -1.1267765 4
8.98158591 4.13772317 4.26503226 0.14674677 0.12997707 1.12675987 4
69.8838933 6.43486977 6.51444686 0.06751768 0.10359475 1.12654209 4
6.64928154 2.32557812 -0.2029742 1.16184617 4.10216065 -1.1265159 4
395.221849 7.94295562 7.80419815 0.14586426 0.15791319 -1.1263562 4
271.575073 6.57608814 6.8660325 0.32062791 0.28350512 1.12631758 4
520.772749 6.47548519 6.81085024 0.02718656 0.49068337 1.12623939 4
37.0570834 5.07997897 4.82333772 0.24100863 0.31840733 -1.126084 4
1892.30498 7.73824471 8.09612685 0.3424432 0.64196424 1.12605618 4
98.5228477 6.56512946 6.68021772 0.13056702 0.11929635 1.12601683 4
11.6889791 4.73363328 4.64238219 0.08058973 0.1092963 -1.1259919 4
148.077516 6.84770328 6.66748539 0.21797747 0.19030228 -1.1259229 4
4.10232097 2.50083149 2.70039503 0.16340429 0.29395204 1.12585462 4
15.1678211 4.38593631 4.49366968 0.02190037 0.16141184 1.12574988 4
466.663081 6.38607411 6.7231791 0.2766468 0.61334216 1.12574582 4
11.0237702 3.27566892 3.64240529 0.47030471 0.26510361 1.12561409 4



48.4196545 5.71995888 5.83611425 0.11436483 0.14704971 1.12559159 4
6.09530594 3.85061029 3.72088498 0.13208108 0.15300044 -1.1254222 4
128.431492 6.84220056 6.94789935 0.10653559 0.11931274 1.1253702 4
207.519127 7.32779508 7.21440631 0.07653151 0.15939883 -1.1253403 4
347.471896 8.17514761 8.06021155 0.14521354 0.10640111 -1.1252482 4
22.5807992 4.05023715 4.24354119 0.03939843 0.33430372 1.12517094 4
8.3377536 4.29406093 4.10465893 0.24680239 0.14065366 -1.1251139 4

17.2364841 5.02896379 5.10278415 0.04936514 0.10746811 1.1250294 4
3.20107163 4.93745144 4.89852679 0.05500063 0.02371225 -1.124968 4
71.7420147 6.81968889 6.62542894 0.27967253 0.09303073 -1.1248797 4
1.50160524 -4.0030814 -1.3776211 3.64134432 3.67831032 1.12487549 4
129.50254 6.83951805 6.92341724 0.03407274 0.12344353 1.12481189 4

28.5694389 4.90842796 5.07538733 0.17879324 0.18307314 1.12473037 4
11.517789 4.57116933 3.76538913 1.00697101 0.25301095 -1.1245562 4

76.1487965 6.43718727 6.33659734 0.07125768 0.13868213 -1.1244521 4
287.67258 7.24162469 7.38535735 0.14208764 0.18132791 1.12443133 4
174.10318 7.43386285 7.33963228 0.0880985 0.11060619 -1.1243739 4
174.10318 7.43386285 7.33963228 0.0880985 0.11060619 -1.1243739 4

101.028587 5.33514548 5.59846134 0.2128021 0.37196374 1.124364 4
113.560909 6.84293784 6.72145864 0.12515683 0.13144479 -1.1240257 4
122.848035 5.89899262 6.11808833 0.20550868 0.25740526 1.12400552 4
382.487071 7.58357705 7.69255885 0.02166781 0.18291374 1.12385798 4
27.3833098 5.64388601 5.73258912 0.10606963 0.08932556 1.1238317 4
27.3484545 4.47463535 4.18555949 0.12910351 0.37545618 -1.123733 4
75.4032013 6.61865948 6.54262737 0.03871539 0.11138005 -1.1234201 4
1507.00837 8.24271324 8.4784634 0.22683183 0.33503868 1.12340083 4
27.1991313 4.69973457 4.8328736 0.00273511 0.21900276 1.12330425 4
145.123014 6.66377552 6.77394313 0.05543309 0.16037536 1.12314845 4
4.48960979 5.82394138 5.41191674 0.58629794 0.02008953 -1.123124 4
190.187833 7.64505177 7.7156003 0.06865143 0.08411411 1.12299767 4
938.501381 7.61591236 7.8616116 0.16913757 0.32538213 1.12266096 4
3.47718599 4.45113842 4.51221023 0.08391584 0.03852786 1.12179326 4
116.594855 6.15708204 6.42204671 0.32607253 0.17923853 1.12175547 4
346.763495 6.83866823 7.07552672 0.228142 0.29852505 1.12171738 4
51.3051332 5.92886515 5.79581073 0.12904921 0.15227157 -1.1216525 4
74.6283357 5.86496905 5.99242822 0.08118278 0.18111567 1.12154059 4
422.29977 7.02643753 7.22003837 0.09708862 0.31775295 1.12141252 4

179.875112 6.56196065 6.71446005 0.11262297 0.2313394 1.12125555 4
12.313637 3.1584082 3.48994509 0.37748915 0.38676417 1.12122964 4

6.88008754 4.6272256 4.33942557 0.41223856 0.09199854 -1.1211709 4
6.88008754 4.6272256 4.33942557 0.41223856 0.09199854 -1.1211709 4
130.290188 7.74334989 7.79295733 0.05481264 0.05304577 1.1211523 4
46.9057021 4.57919558 4.81552 0.08720024 0.34092251 1.12107675 4
14.3765134 4.41008655 4.54991178 0.14837147 0.14533105 1.12097868 4
19.0083674 6.56808789 6.54794298 0.01491442 0.02740759 -1.1209219 4
15.2074266 3.99181844 3.74546924 0.08173789 0.33958609 -1.120898 4
114.409377 7.20262055 7.04465474 0.22364083 0.09810437 -1.1208201 4
5.24126915 4.21984709 4.14675108 0.07814656 0.08114454 -1.1205197 4



19.297266 4.94655404 5.14562327 0.28770141 0.11210657 1.12031737 4
565.748461 7.27107438 7.54886052 0.29562046 0.28787179 1.1201461 4
465.469858 8.35633425 8.25025735 0.11221071 0.11732746 -1.1200319 4
8.78183032 3.76796927 3.59836986 0.07887529 0.24951955 -1.1198096 4
19.4363226 4.82197313 4.55563674 0.34023493 0.20959985 -1.119771 4
20.0188632 4.91356499 4.74259686 0.19682708 0.16694772 -1.1196769 4
22.0220089 3.79327528 4.12805123 0.37133765 0.38570378 1.11962767 4
27.7368434 5.32830703 5.43803884 0.11615868 0.1179196 1.11955347 4
42.3015054 5.42847551 5.21896384 0.23214392 0.22724506 -1.11924 4
1.31875554 1.21111303 0.71692443 0.29897007 0.74532911 -1.1190396 4
77.4257331 5.63317163 5.85601364 0.25078886 0.20826247 1.11887279 4
44.9720269 5.58080129 5.67813629 0.02439456 0.15288989 1.11886271 4
949.960461 7.04913982 7.42881191 0.38029501 0.60062751 1.1187534 4
43.5879553 5.98364595 5.8752648 0.11078653 0.1218558 -1.1186393 4
2.3087507 4.4289722 4.4746601 0.06395094 0.02611265 1.11853386 4

59.4478079 5.87656443 5.70256492 0.18794292 0.19930619 -1.1183786 4
876.490196 8.15593262 8.3208412 0.15925687 0.22558865 1.11827876 4
2.05650219 4.60588801 4.13401812 0.66550677 0.03262923 -1.1179038 4
3.75219584 2.74247 2.41525308 0.49695803 0.34328345 -1.1178665 4
9.12531577 4.19212305 4.04423673 0.16946339 0.16125624 -1.1176166 4
8.83409031 4.4392955 4.53503808 0.11076809 0.0921773 1.11738988 4
212.764674 6.12329746 6.40311862 0.30652548 0.38105106 1.11736856 4
18.5250137 5.01263814 5.11100321 0.1020831 0.11330522 1.1173638 4
13.9117633 4.35505303 4.17610546 0.18100677 0.2204557 -1.117211 4
12.7029971 4.26708351 4.13159719 0.01962104 0.19337333 -1.1169994 4
1.59879983 2.34747636 2.52931815 0.23164053 0.1246901 1.11688794 4
329.623382 6.88586975 7.06534159 0.0799602 0.2649465 1.11684452 4
268.294533 7.05006549 7.18286234 0.06326332 0.19204081 1.11671266 4
5.07216417 2.8683261 2.59536603 0.14368206 0.39482081 -1.1166408 4
14.4670925 4.49910364 4.61449077 0.10692264 0.13815465 1.11658255 4
21.8048425 4.21933513 3.89607307 0.17390278 0.47229342 -1.1165783 4
19.3624582 5.03864199 5.15529104 0.1445301 0.11371856 1.11656462 4
9.35220126 4.06230346 4.20496476 0.17184142 0.13428449 1.11652381 4
72.1513812 6.14946727 6.25948428 0.10271961 0.1411989 1.11644919 4
447.188003 7.96001464 8.10154886 0.1781377 0.13978601 1.11631224 4
2.68727173 6.93846164 3.98401192 2.92563085 0.05070448 -1.1163017 4
415.721649 7.20381514 7.38873569 0.14946669 0.23821825 1.11628177 4
30.2919503 4.76272333 4.52829225 0.11790671 0.35037067 -1.1162516 4
7.20388552 3.66871027 3.49795109 0.13840881 0.21877719 -1.1162376 4
13.1932279 4.29359513 4.39794364 0.0453089 0.16985201 1.11620965 4
17.5561237 3.75838015 4.01585253 0.25369188 0.31001418 1.11613436 4
17.5561237 3.75838015 4.01585253 0.25369188 0.31001418 1.11613436 4
252.503561 6.8502432 6.993062 0.04840213 0.24658697 1.11604328 4
16.8340755 4.19090647 4.51129531 0.44842751 0.17677859 1.11590959 4
6.09723732 3.17144083 3.34007061 0.15858459 0.2076941 1.11588761 4
566.234226 7.49311404 7.13915972 0.30678017 0.49738826 -1.1157543 4
34.4664864 4.78059845 4.93335186 0.05924947 0.265301 1.11543132 4
13.9951394 4.73533082 4.81612754 0.05892418 0.1102455 1.11529947 4



2.6705805 3.32909518 3.41725886 0.10222882 0.08539873 1.11522922 4
338.661407 7.27725524 7.03210035 0.22031721 0.27622977 -1.1151267 4
2.6827972 3.62343799 3.53819088 0.11172397 0.07969815 -1.1149569 4

0.80802196 3.57916797 3.47740062 0.15366689 0.02486952 -1.1148102 4
2.02985412 3.61572718 3.43892524 0.30789159 0.06634657 -1.1146753 4
110.55745 6.87495205 6.78295982 0.06422255 0.12945624 -1.1145164 4

24.7608929 5.93677473 4.51506581 1.50160446 0.25856737 -1.1144609 4
73.5164143 5.75393489 5.54871129 0.1094245 0.3016346 -1.1143532 4
23.957301 4.78338727 4.91579157 0.11059274 0.1667732 1.11430181 4

21.3268154 5.17486206 5.26271075 0.08149663 0.10705291 1.11419712 4
7.25634658 2.92261741 3.14655459 0.21077945 0.33884098 1.11406855 4
20.7479654 4.78026918 4.90200371 0.11111701 0.15029704 1.11404432 4
27.086667 5.04695832 5.15302821 0.06262328 0.15070355 1.11402782 4

4.93644024 3.67058396 3.75981339 0.08087304 0.11528137 1.11399262 4
0.59042345 1.42551317 1.12526153 0.55339795 0.18683199 -1.1139176 4
13.024134 4.66714458 4.56042358 0.09279404 0.13575385 -1.1137706 4

61.7117739 5.94674769 5.48043655 0.62369697 0.26909934 -1.1136974 4
9.52363044 4.42069212 4.25735057 0.2172722 0.1390134 -1.1136483 4
510.082038 6.75390002 7.07720036 0.35190016 0.4661097 1.11348457 4
63.8161104 4.45874058 4.77012885 0.24421324 0.6158304 1.11346861 4
1050.16334 8.48403661 8.30957793 0.03917512 0.25968723 -1.1134444 4
12.0832342 4.40472153 4.5056944 0.08728383 0.1314472 1.11337501 4
8.29026317 3.11560267 3.38498863 0.29486072 0.2887461 1.11318634 4
15.2030159 1.15885187 2.11085402 0.48177221 1.17831116 1.11314959 4
20.9814471 4.71662636 4.84303689 0.11449949 0.16427091 1.11302398 4
26.6100551 4.75553304 5.02487861 0.39604927 0.1818454 1.11267295 4
4.73129131 7.23929662 3.78254885 3.05705456 0.10949691 -1.1126226 4
43.6851387 6.00811675 5.69206179 0.44368814 0.14630679 -1.1125946 4
245.373833 7.73768226 7.66106995 0.01807872 0.11644354 -1.1125823 4
85.4663099 5.79869653 5.94345681 0.08029703 0.23818903 1.11254932 4
19.7258653 4.75436344 4.85540357 0.05291784 0.15790403 1.11234457 4
30.3660068 5.15482292 5.26148367 0.06345961 0.15170455 1.11215203 4
140.325301 7.21245532 7.06557985 0.18949158 0.12154182 -1.1118142 4
164.822286 9.0050171 8.97129375 0.04857667 0.02092727 -1.1117985 4
2.85919564 3.73340122 3.93641957 0.31334059 0.05652733 1.11175276 4
3.79268821 4.86744055 2.8930837 2.25052527 0.21670845 -1.1114058 4
21.2297584 5.03648754 4.9271844 0.0646155 0.15237321 -1.1113211 4
486.638085 7.96813482 8.10152077 0.15127731 0.14277119 1.11121585 4
560.035066 7.8804094 8.14261348 0.33369825 0.17047427 1.11105489 4
34.1856206 4.87917266 5.02220188 0.05787615 0.21487664 1.11100176 4
70.8750329 5.95140232 6.05808058 0.04311223 0.15797448 1.11093548 4
13.3431961 4.99633395 5.09977548 0.13464727 0.08227033 1.11092865 4
124.172054 5.35661088 5.71885268 0.38440175 0.39038784 1.11091545 4
12.8117402 4.02716318 4.22907449 0.26156938 0.17729448 1.11078564 4
67.5085108 6.11805741 5.97451398 0.14731477 0.1655559 -1.1107394 4
115.03503 6.90272144 6.79182272 0.11019797 0.1300591 -1.110733 4

0.69052606 1.71220096 1.80022657 0.07846742 0.11052724 1.11067916 4
5.70865616 4.21297314 4.27401172 0.05460238 0.08021519 1.10985368 4



1.54709143 1.33402415 0.71117645 0.50527552 0.73608423 -1.1097726 4
1.54709143 1.33402415 0.71117645 0.50527552 0.73608423 -1.1097726 4

21.71265 4.84593607 4.95615932 0.08762366 0.15233281 1.1094429 4
2.54817464 3.42769321 3.52685318 0.13476774 0.07363983 1.10932509 4
10.0170107 3.73285071 3.90845644 0.19625887 0.19413681 1.10930618 4
13.1352878 4.96191224 5.02699312 0.0546958 0.08423194 1.10913318 4
383.568801 7.96377079 7.60399884 0.49429901 0.19193726 -1.1090122 4
148.773187 6.01140279 6.19576947 0.08359984 0.32142968 1.10889249 4
18.8706365 4.86501627 4.94909101 0.02005805 0.13367899 1.10888008 4
1.85211894 1.64235603 1.25621057 0.20363879 0.58937429 -1.1087973 4
19.2256344 4.84438011 4.32659506 0.68557285 0.26504403 -1.1086539 4
71.7376849 6.96954652 6.90185638 0.07781874 0.07222745 -1.1086425 4
64.7606725 6.48655275 6.55451043 0.05524848 0.0917853 1.10858161 4
63.0831092 6.05960455 5.84781592 0.26329587 0.18536651 -1.1085171 4
8.13731302 3.06815983 2.6311091 0.25156278 0.61884151 -1.1084404 4
36.5706172 5.08308067 5.2071579 0.02606974 0.190845 1.10838992 4
657.353128 7.04253728 7.29455306 0.13511511 0.49203191 1.10824236 4
10.4685847 4.23955795 4.33141395 0.0522314 0.13590407 1.1080659 4
4.92381211 1.9252668 2.58268862 0.84944216 0.40634386 1.10806012 4
417.071522 7.26270749 6.94011507 0.24519722 0.44657783 -1.1080481 4
8.97243304 3.43415375 3.66306153 0.28403859 0.21805131 1.10795524 4
210.523869 7.19877468 7.29794866 0.07186277 0.14639624 1.10769662 4
20.5453739 5.12778553 5.2013861 0.03196879 0.11228176 1.10766189 4
1.58009453 1.15451354 1.55311301 0.5540461 0.31564549 1.10738236 4
65.0217026 5.26082797 4.93061927 0.20461694 0.42457686 -1.1070457 4
677.822885 6.36771308 6.84582207 0.41250709 0.65867991 1.10699471 4
50.1814429 5.89831979 5.98077769 0.0368896 0.12440985 1.10698104 4
6.73615911 4.51191818 4.25469858 0.37536915 0.09430409 -1.1069268 4
18.669799 4.82050989 4.92331501 0.08860534 0.13379717 1.10691622 4

36.6467116 5.56170224 5.6995271 0.17526463 0.12135752 1.10678292 4
0.52308087 0.38605565 -0.0801252 1.10938121 0.5449567 -1.1066305 4
98.8046219 7.2489108 7.33119352 0.10849117 0.0642995 1.10650789 4
18.4687278 4.76931046 4.85856482 0.01288784 0.13869304 1.10649559 4
4.76692342 3.45049425 3.60896866 0.20193339 0.12736148 1.10639072 4
4.22931545 2.19702174 1.5503535 0.18206636 1.03313237 -1.1062633 4
1048.21625 8.40498277 8.18724025 0.15772328 0.29581016 -1.1060279 4
9.15858162 5.1170249 5.17520873 0.07501941 0.05183007 1.10588252 4
3.83960232 4.10135182 4.20824727 0.15325049 0.05669552 1.10584076 4
82.9402988 6.26010207 6.4237039 0.20795007 0.13414583 1.10569951 4
6.24496452 4.66716133 4.09997677 0.83858913 0.10544029 -1.1056746 4
10.5144405 4.8186598 4.54164271 0.40509295 0.11122142 -1.1052949 4
124.130839 6.62636023 6.72070481 0.03141597 0.14987685 1.10525822 4
18.293225 5.83247204 5.8792975 0.05285851 0.05132214 1.10507939 4

1660.68848 9.03420962 9.14380902 0.02915712 0.18255059 1.10499553 4
46.9735659 5.96273872 6.0536817 0.09134596 0.10712778 1.10490897 4
13.1281872 4.2982597 4.40402789 0.05707362 0.15439457 1.10473994 4
87.4520422 6.95460685 6.88861631 0.0510723 0.09038199 -1.1047225 4
9.73264366 4.44427326 4.32707538 0.12634114 0.13281854 -1.1045282 4



152.217352 6.26623699 6.00812491 0.12132984 0.34545594 -1.1044543 4
18.8198631 3.36532363 3.70256301 0.34146437 0.51818657 1.10427008 4
12.220079 4.67274224 4.58403079 0.05532353 0.12738129 -1.1039936 4

149.693182 6.69755406 6.83767643 0.15117469 0.16781763 1.10368537 4
150.689775 6.50915536 6.71164823 0.2487213 0.17524681 1.10361955 4
3.99549103 4.72372727 4.86813851 0.22805072 0.03098262 1.10340309 4
347.429066 7.87931039 8.00916231 0.17089135 0.11168526 1.10338068 4
10.4214049 3.09979807 3.34575537 0.17682994 0.3302406 1.10335303 4
15.722999 4.39456412 4.5759844 0.21795032 0.16819086 1.10309907 4

357.556287 7.82042213 7.92636887 0.10862566 0.13193392 1.10293467 4
11.737731 4.07279448 3.87310652 0.1808284 0.26016471 -1.102886 4

13.0797965 3.79270788 3.95830378 0.11705589 0.26178127 1.10271584 4
12.4091298 4.29665482 4.14400372 0.13985542 0.1857613 -1.1019513 4
3.20325306 2.97705376 3.12562017 0.19226334 0.14093942 1.10193603 4
551.257142 8.12719468 8.00568995 0.03041952 0.17509305 -1.1016178 4
71.8629764 5.96982899 6.07131038 0.00708408 0.16471308 1.10144955 4
72.3970478 6.48783847 6.5576899 0.0435824 0.1025127 1.10142788 4
18.0909699 4.38526632 4.19577963 0.10004775 0.2531697 -1.1013511 4
12.9530008 4.59352004 4.6775581 0.05917048 0.11794325 1.10109392 4
500.043827 7.56809746 7.78811995 0.2577015 0.21955853 1.10103591 4
2.99247128 2.74148085 2.48575928 0.30952796 0.2648284 -1.1010172 4
93.1402347 6.68301326 6.78462358 0.12358429 0.10672451 1.10099452 4
21.7119223 4.88272771 5.11123501 0.33997903 0.13348468 1.10093372 4
44.7573541 6.34346624 6.4167528 0.08980458 0.07429425 1.10092206 4
9.80741462 4.14342601 4.30312627 0.1989682 0.13631566 1.1008267 4
425.579445 8.68931984 8.63303902 0.04449495 0.0772405 -1.1007824 4
465.546698 7.99818645 7.82341656 0.22163482 0.1843256 -1.1006997 4
32.5319466 5.21961782 5.31910962 0.02990913 0.1557087 1.10028731 4
10.5912791 4.37813448 4.24689852 0.14014907 0.14524514 -1.1001808 4
327.55485 7.38450615 7.19190954 0.16570533 0.26368246 -1.1000744 4

4.27563028 3.46475104 3.57060986 0.11241149 0.11726992 1.10000361 4
54.8081419 5.95385948 5.84283398 0.06267929 0.16268108 -1.0999915 4
76.0760654 6.20914866 6.09642143 0.02591196 0.16486308 -1.099935 4
167.70426 6.90996258 7.00523383 0.0305405 0.15045452 1.09989696 4

14.9381112 4.59375156 4.71470412 0.13369303 0.13016478 1.09971843 4
1213.55389 8.27850868 7.98563463 0.12163589 0.45929345 -1.0997162 4
24.8100807 5.34810309 5.07956408 0.38134727 0.15991486 -1.0994213 4
42.9222134 6.08513806 5.96488847 0.15190647 0.11206447 -1.0993546 4
10.1572634 5.29162673 5.22605521 0.08694305 0.05436979 -1.0993126 4
170.33667 7.7396359 7.7840009 0.00208719 0.06948846 1.0992257 4

7.87233513 4.53834975 4.58901922 0.01435802 0.081025 1.09916301 4
7.87233513 4.53834975 4.58901922 0.01435802 0.081025 1.09916301 4
12.4415363 5.12223626 5.06373108 0.04734984 0.07816202 -1.098888 4
19.0731004 3.78924226 3.25233984 0.19371417 0.86247137 -1.0986752 4

281.5818 8.09424065 8.19648768 0.14336721 0.0761196 1.09858752 4
47.5418278 6.00394494 4.77991926 1.36580065 0.44250929 -1.0984548 4
11.5612842 4.38276566 4.26144191 0.09689601 0.16290314 -1.0984257 4
11.5612842 4.38276566 4.26144191 0.09689601 0.16290314 -1.0984257 4



1171.12758 7.71577564 8.00345994 0.30155157 0.42657927 1.09842089 4
0.93501075 0.81109118 0.02079014 0.95377078 0.84231371 -1.0984015 4
26.1118789 4.88079604 4.01020914 1.08852777 0.41299346 -1.0982991 4
12.3448104 4.96304832 4.82222393 0.1968898 0.10205495 -1.098193 4
10.1543132 6.19200784 4.96429808 1.47874407 0.07159086 -1.0979402 4
2.17175363 3.16203899 3.27564051 0.16019403 0.08212912 1.09779412 4
643.662557 7.96654843 7.76013222 0.16214177 0.29492607 -1.0976708 4
49.6164754 4.43286062 4.71286799 0.22290782 0.4657571 1.09739755 4
170.157803 6.54955162 6.67777699 0.02367107 0.223297 1.09736499 4
8.50135277 3.40620055 3.57457989 0.13722572 0.2465015 1.09732341 4
270.097028 7.68337017 7.59496355 0.01340767 0.13223811 -1.0972846 4
407.926767 7.85373323 7.95807193 0.08933654 0.13716917 1.09690521 4
347.057409 7.22102448 7.37997143 0.14006083 0.22944795 1.09688835 4
20.5462504 5.91672934 5.98669283 0.09430345 0.0514123 1.09687572 4
34.6613187 5.1415384 5.28393057 0.14986277 0.17672979 1.0968427 4
14.3697301 4.11727806 3.91100463 0.12611984 0.30387807 -1.0968376 4
26.1989506 5.97802749 5.90153781 0.09591145 0.07300324 -1.096733 4
9.16128572 4.01576808 3.88804889 0.05482829 0.19540374 -1.0963922 4
132.33152 6.42075219 6.55770371 0.11487421 0.18040759 1.09639156 4

181.096836 6.61499212 6.74412942 0.04219251 0.22586823 1.09627039 4
3.36267434 4.47269444 3.57060095 1.159882 0.09576772 -1.0962357 4
75.8963803 5.99580847 6.10649718 0.06192492 0.16231874 1.09622044 4
62.5876305 5.02121204 4.61731226 0.08435531 0.5254412 -1.0959991 4
787.923072 7.37988629 7.62107463 0.14896755 0.37792071 1.09586826 4
1.44101544 1.92663726 2.47985284 0.72531329 0.12077519 1.0957209 4
12.707082 2.73419719 -1.4200899 0.41088967 4.00220014 -1.0956664 4

3.75198711 4.3990653 4.44723717 0.06263087 0.04359298 1.09522383 4
3.54727797 2.80627455 2.60807511 0.17763941 0.24207544 -1.0952068 4
24.7567861 5.04952305 5.16513889 0.11511448 0.13705294 1.09517257 4
276.86079 8.0117952 7.92110993 0.10501959 0.1005813 -1.0951338 4
1.9171609 2.06956208 1.72663828 0.60896082 0.35343997 -1.095128 4

41.4546878 5.42896209 5.60401353 0.21451736 0.1585624 1.09499008 4
1.94392103 3.74095173 3.59027602 0.25734533 0.05311848 -1.094929 4
1.94392103 3.74095173 3.59027602 0.25734533 0.05311848 -1.094929 4
134.390702 6.71708556 6.49602262 0.34404851 0.197941 -1.0948171 4
120.141674 7.02580034 6.94330539 0.05532839 0.112157 -1.0947854 4
85.6621894 6.03823534 6.18704367 0.15295686 0.16870263 1.09478268 4
12.2114178 3.64177014 3.17146348 0.49553116 0.44033662 -1.0946591 4
13.3581881 4.67485742 4.57932479 0.05641604 0.14072126 -1.0944865 4
51.5471029 6.02815648 5.92034664 0.09644236 0.13800137 -1.0943776 4
14.6784529 4.1127394 3.91843088 0.02578971 0.30055775 -1.0943224 4
12.7711435 4.21047208 4.32790142 0.08724373 0.16056914 1.09430588 4
136.08296 7.89510082 7.96353526 0.09842216 0.04798366 1.09430104 4

23.4390003 5.34794901 5.26959415 0.0141639 0.11920801 -1.094247 4
17.5286947 4.40116124 4.53241136 0.09853632 0.17860465 1.09422655 4
16.0499564 4.31474804 4.11672241 0.15672506 0.2692851 -1.0940058 4
27.0087857 5.29134169 5.4268513 0.18231282 0.1228038 1.093715 4
32.1808204 5.42658849 5.58627326 0.20711563 0.12314017 1.09349734 4



154.75486 6.76338537 6.86963727 0.06715938 0.16337494 1.09347476 4
19.3943026 4.56462038 4.41127237 0.01372169 0.21982251 -1.0933 4
1438.38877 8.06014334 8.29865541 0.17704265 0.34406124 1.09326153 4
28.6457006 5.17539239 4.07978796 1.26475561 0.52811362 -1.0931544 4
3.24993394 2.6030269 2.7381964 0.0799023 0.21503949 1.09295359 4
131.481893 6.09656324 6.27604578 0.16225666 0.25515697 1.09275701 4
48.8131357 6.05583676 5.9750774 0.01358926 0.12840683 -1.0927098 4
10.5632958 4.20626825 4.08298141 0.07041247 0.16928345 -1.0927038 4
15.9220933 4.9573485 5.02700928 0.04249908 0.10751282 1.09265729 4
11.0438703 4.45434594 4.57137343 0.14899478 0.11754376 1.09261581 4
17.6306985 5.51599238 5.58522348 0.08689796 0.06557883 1.09257768 4
1147.04607 7.9602783 8.21928989 0.29308534 0.32070541 1.0925369 4
1147.04607 7.9602783 8.21928989 0.29308534 0.32070541 1.0925369 4
30.6730715 5.28924668 5.06209537 0.29408223 0.18355275 -1.0922768 4
495.413189 7.03007047 7.23903006 0.04965068 0.328701 1.09192928 4
27.2241332 7.71148001 7.62113116 0.1425721 0.01333241 -1.0918585 4
839.610235 8.46662228 8.60139597 0.15489517 0.1599498 1.09178071 4
158.324931 6.65663978 6.47418601 0.13340482 0.2564967 -1.0917795 4
75.2324629 7.22000887 7.08672349 0.21480551 0.0638093 -1.09173 4
9.58062947 3.39575862 3.59495424 0.1817211 0.24397567 1.09161037 4
21.2218027 7.11189742 7.12618461 0.01500758 0.01701234 1.09152802 4
8.10916601 1.62361496 2.3261189 0.69973483 0.66885649 1.09143247 4
24.0287761 6.32763408 5.51388978 1.08603701 0.09715249 -1.0914059 4
27.1633304 5.56850615 5.66284513 0.11881863 0.09675152 1.09133958 4
57.6666738 5.63898156 5.46061082 0.1396125 0.22824446 -1.0910898 4
14.6853419 5.00162048 5.05954213 0.01091598 0.09176293 1.09083163 4
42.8575915 5.58996666 5.43518288 0.15218301 0.17692926 -1.0908005 4
9.68485734 4.9557065 4.87020256 0.11985241 0.0728595 -1.0906689 4
996.636155 9.24719438 9.30493498 0.02218075 0.08833686 1.09052511 4
11.7692198 5.29616943 5.37774244 0.11860985 0.05385701 1.09043757 4
12.5565365 4.73439202 4.65503737 0.03236233 0.1155313 -1.0903558 4
1117.70359 8.75730071 8.61096608 0.10016287 0.21514748 -1.090186 4
11.7208003 5.3103082 5.3597153 0.05678185 0.05594942 1.09017929 4
72.0532292 5.77163166 5.89436896 0.04278235 0.18770839 1.09014354 4
911.455292 7.91606638 8.07785362 0.02837523 0.30512782 1.08975276 4
52.5777733 6.38748817 6.28907438 0.12028638 0.09654025 -1.089465 4
1.89745841 2.4079651 2.59853657 0.24363313 0.14345485 1.08933731 4
8.45294053 4.70956358 4.64624967 0.05771818 0.08055196 -1.0892694 4
10.3335462 4.34255829 4.22877351 0.09796129 0.14868785 -1.0891164 4
55.2883718 7.67650954 7.54408202 0.20526482 0.02933012 -1.0890828 4
55.2883718 7.67650954 7.54408202 0.20526482 0.02933012 -1.0890828 4

1.722155 3.45012482 3.5664967 0.16575883 0.04934074 1.08899298 4
14.2785717 5.16417863 5.22323742 0.05546747 0.07531303 1.08892133 4
14.2785717 5.16417863 5.22323742 0.05546747 0.07531303 1.08892133 4
14.2785717 5.16417863 5.22323742 0.05546747 0.07531303 1.08892133 4
46.3682183 5.00384644 4.69660841 0.18279438 0.46960475 -1.0889111 4
6.44556637 2.87146241 2.45142497 0.26577513 0.6067326 -1.0888232 4
41.4205177 5.10970207 5.26398955 0.13025079 0.21037598 1.08863 4



374.112662 7.11410724 7.29011903 0.14479473 0.25287653 1.08858475 4
12.2294693 3.54832737 3.7324369 0.10007308 0.26853912 1.08846067 4
1144.16991 7.48662587 7.79569168 0.32133397 0.52134081 1.08837833 4
1381.57816 7.1907998 7.54212889 0.17725427 0.74199805 1.08823476 4
3.06197588 3.62474179 3.51121885 0.15484599 0.08950868 -1.0882145 4
39.9788345 5.47483252 5.33323713 0.10818338 0.20334125 -1.0881347 4
126.585138 5.67356956 5.99258147 0.40142416 0.29273863 1.08806242 4
13.397156 4.46154792 4.54851192 0.01736558 0.13725609 1.08793526 4

10.0818411 3.69963776 3.47891709 0.12434316 0.33789479 -1.0878541 4
6.16696898 4.47490177 4.34128865 0.21934626 0.08209702 -1.0876146 4
12.4869891 4.38673444 4.4741068 0.02063105 0.14025051 1.08732658 4
59.0089401 5.27800275 5.48231813 0.21049259 0.24402164 1.08707728 4
135.443386 6.76746942 5.6315034 1.56496182 0.47433225 -1.0869342 4
62.2536569 5.73914075 5.84929278 0.03619842 0.17650459 1.08692961 4
7.43606593 3.29403286 3.05824526 0.03521138 0.38058373 -1.0868945 4
74.9200043 6.10340137 6.20083796 0.05092371 0.15186332 1.08688973 4
11.2127969 5.92543328 4.26943571 2.14135728 0.15190613 -1.0868363 4
87.3763168 6.29034724 6.40392972 0.11185621 0.15053518 1.08674126 4
3.63692078 3.58662282 3.46474582 0.17023943 0.11338985 -1.0866941 4
17.8385673 5.11686678 5.19893273 0.0870475 0.09696451 1.08667031 4
41.9920814 5.38078807 5.48900795 0.04238776 0.16492772 1.08666388 4
10.4380752 4.99624957 5.08190794 0.11580769 0.06372626 1.08659605 4
1.70655469 2.99475535 3.08810093 0.1208182 0.0787524 1.08656895 4
179.309107 6.93623536 7.11210827 0.24340192 0.14007515 1.08653209 4
22.8304398 5.7603969 5.80848768 0.03655652 0.0695535 1.0864961 4
25.1761793 5.22339153 5.3576044 0.18139837 0.12267414 1.08647898 4
8.44477194 5.23064327 4.11608421 1.42799512 0.13704383 -1.0864524 4
603.744723 8.15356182 8.26800968 0.10339975 0.14807752 1.086452 4
41.970329 4.8732704 5.09268488 0.2428688 0.23964306 1.08636169 4

6.19059016 3.70114264 3.83259752 0.15815928 0.13920209 1.08626442 4
14.1708705 5.55631199 4.31050273 1.53551189 0.17992615 -1.0861569 4
12.1961234 5.33140882 5.28688185 0.0342864 0.06250092 -1.0861338 4
4.94827233 4.56362327 4.38199846 0.31203055 0.06112941 -1.0860957 4
152.923237 5.84843377 6.17267075 0.36668261 0.3064191 1.08579382 4
23.8532404 4.87021207 4.98682631 0.09940279 0.16609909 1.08571628 4
31.695121 5.62972678 5.52458972 0.11098466 0.12642214 -1.0855988 4

28.8667754 4.62758395 4.78797553 0.11508483 0.22413185 1.08558137 4
21.7583189 4.90478136 5.03636973 0.15464266 0.14532897 1.08540431 4
7.84882544 4.06245457 4.17220899 0.12411976 0.12298195 1.08536856 4
7.84882544 4.06245457 4.17220899 0.12411976 0.12298195 1.08536856 4
6.90098136 5.09019439 5.03470636 0.07719338 0.04486838 -1.0853313 4
5.94174571 2.72663203 2.95234441 0.22426568 0.31670497 1.08531954 4
1190.90092 7.86866743 8.1367858 0.29921956 0.37923738 1.08531088 4
6.65263351 3.3384484 3.48064748 0.11385639 0.20217547 1.08529997 4
18.8939286 5.46576575 5.31780607 0.23172316 0.09189147 -1.0850587 4
29.0443903 4.59204173 4.7497551 0.0786017 0.23364191 1.08501957 4

23.9019 5.34365777 5.41041349 0.02259927 0.10672941 1.08496802 4
175.424851 6.81520146 7.06029801 0.37072822 0.14745391 1.08492539 4



112.55826 6.95112022 7.04502996 0.10978983 0.09933319 1.08492493 4
17.1071418 4.82670376 4.90395406 0.0029076 0.12283793 1.08464043 4
22.1077059 5.05115926 5.15418819 0.10565223 0.12454002 1.0844663 4

162.4645 6.80537589 6.93705897 0.14180519 0.15305089 1.0844191 4
2276.49113 6.30645535 7.17932 0.45471084 1.09987074 1.0843621 4
21.6866936 4.40523618 4.58289054 0.18436362 0.217034 1.08408332 4
17.7405735 5.54229482 5.59506832 0.05253625 0.06641952 1.08391295 4
4.68519387 3.21529194 3.35886487 0.16757676 0.16981291 1.08382429 4
7.26542374 4.13140586 4.20149794 0.03544318 0.10558394 1.08379411 4
168.258421 5.6527973 5.90701012 0.09566472 0.45374311 1.0837439 4
0.73404767 -0.8530107 -3.5970036 2.55375361 3.32965479 -1.0837335 4
9.33728841 4.42875411 4.52917027 0.12062224 0.09837209 1.08366982 4
2454.71827 7.11966218 7.68309911 0.02765468 0.8255019 1.08363152 4
6.51427643 -2.353743 -0.5164162 3.3168014 4.44743285 1.08353144 4
30.4049725 4.98090368 4.80801429 0.1062319 0.23949199 -1.0834682 4
208.084695 6.81834995 6.96255896 0.13373384 0.20719176 1.08340467 4
348.86536 6.80999389 7.00987079 0.1539192 0.34096909 1.08316861 4

61.4205287 6.45156194 6.31022338 0.19305513 0.10947992 -1.0828545 4
18.6508671 4.61064771 4.71792295 0.06472588 0.17448164 1.08265791 4
3.52172453 4.54766134 3.97997204 0.84524221 0.06603435 -1.0825494 4
68.0882228 4.94336545 4.25251219 0.15735551 1.13736165 -1.0825438 4
31.0202366 5.77542509 5.93506231 0.22127081 0.0821003 1.08203853 4
253.232412 6.44969244 6.66861343 0.17783137 0.3031201 1.081487 4
1.15392543 3.02958776 2.90138863 0.21806166 0.06277213 -1.0814805 4
319.907205 7.60699477 7.70915931 0.08748029 0.14911055 1.08131393 4
369.71279 7.20064937 6.95034196 0.14440044 0.36955346 -1.081285 4
75.248105 6.51557778 6.81738615 0.48852453 0.08429336 1.08127288 4

33.9219096 5.34445333 5.22674611 0.01528117 0.17920061 -1.0808549 4
228.133745 6.16178614 6.42299696 0.22191533 0.34028003 1.08080689 4
41.8383232 7.25674202 7.21183031 0.06708919 0.03096446 -1.0807861 4
88.1996402 6.50213171 6.63383315 0.16633929 0.11345138 1.08072336 4
9.9335026 2.44667285 2.86085022 0.53505625 0.63776462 1.08063997 4

21.4843897 4.78607059 4.61593626 0.17044796 0.22282211 -1.0806306 4
5.58647475 3.28648781 3.46155641 0.21030065 0.16805886 1.08052637 4
376.101837 8.48865815 8.35950244 0.19818149 0.08614701 -1.0804734 4
34.0655371 5.43260137 5.56021478 0.14971198 0.12897432 1.08046722 4
39.9676512 6.014125 6.07454612 0.03567778 0.09326992 1.08034322 4
22.7258391 5.06472432 5.15715823 0.07655062 0.12842656 1.0802931 4
61.103192 5.99262393 4.85650537 1.65036028 0.46615004 -1.0802714 4

37.2464131 5.22018221 5.33843066 0.0807562 0.18026188 1.08014108 4
4.30131029 4.13499852 4.18404142 0.04487788 0.0663066 1.08013331 4
37.0265469 4.82543277 4.97681086 0.04395645 0.24961326 1.07985924 4
22.6873764 5.2391148 5.32419001 0.08274449 0.10967927 1.07976664 4
72.1904626 4.75877084 5.17520215 0.46499342 0.38304996 1.07967721 4
14.6645934 4.38273464 4.49980838 0.10256229 0.1609 1.07961565 4
2.71281322 3.8149097 3.86927506 0.06705885 0.05638815 1.07930453 4
40.2927415 5.96817273 6.05940646 0.1110829 0.09600591 1.07929626 4
15.3690165 4.71639096 4.80835919 0.08050141 0.12100158 1.07926581 4



332.287233 6.87862866 6.54070578 0.13122333 0.53720774 -1.0790708 4
14.9152931 4.26906506 4.38663938 0.0688699 0.19223158 1.07898711 4
473.410589 6.74589037 6.98262914 0.08199589 0.45810655 1.0789155 4
43.3133266 6.03470166 5.91616864 0.16120883 0.11950571 -1.0788085 4
6.09229659 3.72567472 3.83451882 0.11334331 0.12798768 1.07871999 4
37.3121242 5.44975028 5.25900392 0.24771352 0.19767749 -1.0786699 4
418.684305 6.96157395 7.19373438 0.2152948 0.29659945 1.07863467 4
8.6596487 3.72031002 3.85604323 0.13257417 0.18927096 1.07859727 4

221.851336 7.00974769 7.13243686 0.09775988 0.16829456 1.07835216 4
356.781181 7.07921307 7.25202791 0.14581744 0.25336004 1.07832354 4
20.7202992 5.1969326 5.29703271 0.11835121 0.10419234 1.07819517 4
168.695457 5.73934143 6.0058313 0.24023716 0.46237959 1.07814684 4
269.017371 7.6384917 7.71773506 0.05266162 0.12333942 1.07805658 4
272.625472 7.60032343 7.49664011 0.06206603 0.14972418 -1.0779022 4
33.5932925 5.80598476 5.86782598 0.03503584 0.0929607 1.07752696 4
71.3996337 6.0839588 5.92573295 0.1562932 0.20082021 -1.0774268 4
32.7530711 5.14117163 5.26448433 0.10680548 0.1613121 1.077308 4
23.8257429 4.97269059 5.08925229 0.12201408 0.15296587 1.07716084 4
33.6145546 5.36128923 5.47853314 0.13194921 0.14184676 1.07709508 4
13.4786317 4.11072332 3.93458063 0.05656602 0.27819567 -1.0770372 4
310.525618 7.74350255 7.89954101 0.20916037 0.11239578 1.07696495 4
136.479252 6.0179587 6.22804569 0.20855427 0.27025214 1.07694693 4
0.63184723 0.89534842 1.15518192 0.35742134 0.20980673 1.07687215 4
25.4514176 4.71918483 4.86194601 0.12894542 0.18951005 1.07683552 4
25.4514176 4.71918483 4.86194601 0.12894542 0.18951005 1.07683552 4
25.4514176 4.71918483 4.86194601 0.12894542 0.18951005 1.07683552 4
25.4514176 4.71918483 4.86194601 0.12894542 0.18951005 1.07683552 4
8.78070624 3.41123138 3.16093299 0.0791608 0.37956786 -1.0767893 4
422.48359 7.66184253 7.89046979 0.29440356 0.15447918 1.07668262 4

1049.78684 9.59678302 9.64907228 0.05144077 0.06693934 1.07649556 4
1640.96912 8.32795396 8.59365207 0.3321132 0.32148448 1.07643865 4
1.14316974 1.55896615 2.09570911 0.80219475 0.14599634 1.0763286 4
4.84769076 4.3057169 3.66507326 0.9176372 0.12499206 -1.07626 4
8.72606875 4.09211665 4.18156411 0.06195381 0.13196963 1.07620394 4
1.75669618 1.2445712 1.48306893 0.1168622 0.35456671 1.07602885 4
217.811414 6.54893661 6.74321964 0.19485257 0.23812757 1.07594616 4
155.083863 7.70039942 7.78856854 0.12804337 0.06382671 1.07585326 4
9.6174565 3.36405399 3.05628461 0.16835745 0.41576873 -1.075804 4

563.870319 7.75965466 7.5573712 0.09477442 0.3168458 -1.0751866 4
138.489629 7.70650654 7.63892364 0.08683776 0.06538136 -1.0751087 4

100.6121 6.31157401 6.12770641 0.20430502 0.22282129 -1.075096 4
304.603383 6.74345359 6.9186042 0.07569177 0.31559212 1.07504675 4
6.17739739 3.05283632 3.23039054 0.17497709 0.25560537 1.0749463 4
90.7169374 6.37837268 6.47233874 0.06686219 0.13954004 1.07489197 4
73.8857367 6.83593433 6.90108695 0.07316678 0.07280885 1.07475746 4
5.49088547 3.83522951 3.9599168 0.17402419 0.10546997 1.07468118 4
31.4982649 5.94763418 5.78801728 0.26420593 0.09384111 -1.0746703 4
2.34211151 1.71110424 2.03234529 0.37579722 0.31547959 1.0746364 4



14.8364424 4.86393275 4.76128693 0.10459491 0.12803505 -1.0746033 4
89.1023546 5.97572956 6.21648301 0.31702241 0.16894511 1.07452412 4
19.4851808 5.59279447 5.65469115 0.07125199 0.06704727 1.0744498 4
286.801413 7.09800045 6.90770971 0.07240051 0.27194022 -1.0744148 4
13.2695367 4.63284282 4.76214774 0.17666716 0.11001648 1.07440865 4
3.4773688 5.44660707 4.46018091 1.38509568 0.04037475 -1.0743653 4

13.7185801 3.45885927 3.75658336 0.38704772 0.34802101 1.07388515 4
23.3926286 4.71886654 4.83293867 0.04358797 0.17694444 1.07383994 4
53.9710567 5.66997722 5.78810308 0.10114974 0.1651351 1.0736852 4
7.15408718 4.24279944 4.39327206 0.22483333 0.0903828 1.07342511 4
79.838448 5.23525499 5.51658719 0.32335235 0.34338368 1.07330753 4

30.7108626 4.63521413 4.81943841 0.18574118 0.25595738 1.07326117 4
56.7751876 6.73779614 6.61160425 0.20177494 0.07677302 -1.0731905 4
1.51627856 0.6977198 1.16017942 0.65610871 0.53027871 1.07315205 4
4.42143877 3.54477885 3.32208765 0.38856466 0.15459721 -1.0731142 4
8.0012399 3.34891548 3.10968271 0.0597612 0.37826924 -1.0731138 4

926.031993 7.40848918 7.6899609 0.23775555 0.40981838 1.07297161 4
18.7997155 4.99342494 5.07544392 0.06551054 0.11351881 1.0729556 4
2.25119292 2.49588176 2.63366403 0.15763043 0.15464526 1.07295085 4
12.649821 5.05273248 5.14660133 0.13295728 0.0743765 1.07293484 4

11.1818485 3.17615709 2.59202312 0.05836783 0.9572777 -1.0728557 4
4.24729362 4.41414407 4.45441134 0.04293181 0.04868072 1.07278615 4
180.463622 6.88909641 6.99873077 0.07834791 0.16737775 1.07271996 4
501.519661 7.1966009 7.38417398 0.08342333 0.28539865 1.07267358 4
11.8309026 5.59322359 5.48535451 0.17326833 0.0497542 -1.0725564 4
2.32327344 3.77693888 3.9452262 0.25190796 0.04549342 1.07252717 4
34.9192823 6.47270235 6.51095662 0.0339183 0.05270293 1.07224929 4
14.4801605 4.72449246 4.62893508 0.05049436 0.14693983 -1.0722105 4
22.1792085 4.63420589 4.448554 0.14517866 0.24622856 -1.072189 4
104.570381 6.82980952 6.90882918 0.07653256 0.10135301 1.07218658 4
129.328919 6.47748219 6.61747409 0.14958226 0.1650187 1.0721055 4
0.9668032 3.95620263 3.84708338 0.19569291 0.02067678 -1.0715586 4

4.81597121 3.02954936 2.77169939 0.27652655 0.31195388 -1.0713491 4
6.12898111 4.48984267 4.55533399 0.08159217 0.06559518 1.07133782 4
6.58373864 3.91918985 4.04008641 0.16000711 0.11641007 1.07075924 4
103.300693 7.32582037 7.22249428 0.14855519 0.07378225 -1.0707203 4
10.0457911 4.48346696 4.56219029 0.07450494 0.10785551 1.07068673 4
138.323603 6.18664819 6.33976127 0.09606023 0.24716481 1.07063457 4
187.838896 6.74997014 6.92383165 0.21963993 0.18097335 1.07053751 4

11.48765 4.94333309 5.10298825 0.22826701 0.07038235 1.07051391 4
4.74337786 4.24372912 3.19504957 1.38757562 0.20489756 -1.0705082 4
5.38576848 4.3681761 4.29935613 0.08374794 0.0740266 -1.070506 4
234.67052 5.24323772 5.66717356 0.09172689 0.64126796 1.07048403 4

7.93809504 4.42054051 4.48927768 0.06783135 0.09089052 1.07045484 4
18.0850218 4.75589622 4.86692717 0.11602018 0.14428518 1.07029704 4
41.8846924 5.25846741 5.3758924 0.04425957 0.1870604 1.07005182 4
5.14663964 4.88334987 3.95534609 1.25390006 0.10026167 -1.0700257 4
16.3674879 4.97811968 5.05731721 0.07734576 0.10723971 1.0699865 4



126.361035 6.51058276 6.35355355 0.11378772 0.23366988 -1.0697483 4
8.6239825 4.58033544 4.67028872 0.11895586 0.08199308 1.06949037 4
8.6239825 4.58033544 4.67028872 0.11895586 0.08199308 1.06949037 4

108.420695 5.75875516 6.01207547 0.30698396 0.2467088 1.06930084 4
13.9302064 3.5804995 2.93735496 0.66201224 0.6368544 -1.0690154 4
48.1406606 7.81225257 7.84868814 0.05562598 0.01886007 1.06900735 4
29.6019138 4.93677069 5.06061973 0.093249 0.19602301 1.06885761 4
13.0915737 5.47670246 5.41314335 0.08452551 0.05807092 -1.0688519 4
13.0915737 5.47670246 5.41314335 0.08452551 0.05807092 -1.0688519 4
139.770681 6.71784303 6.58625821 0.07615884 0.18731405 -1.0687145 4
147.163912 7.54231746 7.43094856 0.1560357 0.08603511 -1.0686049 4
87.1084154 6.34811116 6.47151227 0.14178013 0.13173594 1.06859054 4
13.4439657 4.20109014 4.31082095 0.04835138 0.18440748 1.06838025 4
20.5125765 5.08510157 4.99523513 0.03009052 0.1376812 -1.0683382 4
2.74609079 1.75661824 2.20320092 0.59130324 0.30589139 1.06831727 4
13.5861604 4.68505636 4.54993388 0.16176523 0.1454946 -1.0682385 4
12.5008794 4.6904912 4.59906651 0.07651996 0.12496846 -1.0681537 4
4.45588843 3.67973783 3.58205815 0.09873111 0.12760571 -1.0681473 4
53.4123573 7.70750052 7.61529358 0.15530908 0.02642249 -1.0680722 4
7.92824315 2.62928875 2.94428063 0.37746638 0.46110833 1.06806131 4
26.3111596 4.56065241 4.72445757 0.1418183 0.23488355 1.06803576 4
3.90247987 3.92419906 3.99846265 0.09518189 0.07128413 1.06797647 4
22.1317118 5.62535613 5.5680841 0.03579693 0.08465969 -1.0677786 4
6.5042955 3.53004219 3.69456024 0.21129102 0.15764354 1.06740888 4

6.29640976 3.00025618 3.15936386 0.08646728 0.28640358 1.06739222 4
5.62870268 3.21056211 2.97151339 0.2782467 0.27034878 -1.0673342 4
19.0546231 3.80252745 4.15811816 0.51697736 0.32278419 1.06717932 4
57.2079098 5.50947959 5.63454629 0.06838298 0.21626127 1.06717116 4
209.218546 8.13054718 8.03259848 0.14973978 0.06664826 -1.0670272 4
11.0671951 3.67067751 3.40342004 0.1865148 0.40536394 -1.0668418 4
8.47394169 3.21421226 2.84448054 0.30472954 0.46659695 -1.0668179 4
154.086571 7.13618545 7.21483863 0.06362817 0.1102968 1.06677222 4
10.0515108 2.9571418 3.21841368 0.21758825 0.3816663 1.06673815 4
622.961829 8.45006846 8.53635789 0.07396136 0.11926002 1.06655792 4
6.30178333 5.8296277 5.79837584 0.04807569 0.01921251 -1.0664885 4
168.933802 6.36700879 6.11959207 0.11741271 0.3400474 -1.0664499 4
7.90157289 4.2961238 4.42399916 0.17971107 0.09675773 1.06638194 4
688.626169 8.49680702 8.58605662 0.07427112 0.13274849 1.06622027 4
53.0819686 6.14166923 6.20927335 0.03581305 0.10723752 1.06609513 4
17.5802532 5.21020875 4.93458029 0.42714637 0.12189555 -1.0659273 4
10.5935697 4.06239024 3.92162748 0.06531637 0.21799739 -1.0655046 4
174.368625 7.29538725 6.81268559 0.73996539 0.18809652 -1.0654719 4
3.85239858 3.17629679 3.30470674 0.15587909 0.13816917 1.06538755 4
26.138695 5.54344133 5.60883511 0.05002516 0.09623912 1.06533167 4
5.5581098 2.49386445 1.59347761 0.68834877 1.2207008 -1.0650468 4

16.9898943 5.81722651 5.7738428 0.04607486 0.05200748 -1.0648966 4
26.4351254 4.09604122 4.30614863 0.13054524 0.37102221 1.0648016 4

553.7934 8.17161098 8.01402339 0.1691426 0.1921805 -1.0646777 4



3.01524729 3.0277651 2.79297403 0.3212134 0.18589027 -1.0646533 4
0.71046426 0.79372082 1.52828578 5.52094338 0.14850493 -1.0646346 4
1.35170568 -0.0740234 -3.2063223 5.27808426 3.6069781 -1.0644228 4
771.861037 9.54619707 9.59706997 0.06410927 0.05222244 1.06442168 4
5.12394858 3.20864856 3.3614301 0.17052488 0.18619438 1.06441604 4
10.1310776 4.38917877 4.29250063 0.06652201 0.14237152 -1.0643855 4
595.440848 8.0664859 8.19184183 0.12822422 0.16212966 1.06428038 4
60.0078975 5.94843486 6.04529474 0.07571993 0.13851601 1.06421901 4
1.61268762 1.45163649 1.63432379 0.0973396 0.33432323 1.06402533 4
22.7476845 4.77911346 4.90330251 0.11542369 0.16069368 1.06376261 4
14.9819193 4.82023697 4.73706971 0.01569035 0.12705607 -1.0637145 4
41.7190752 5.40921125 5.54494978 0.14638045 0.16401972 1.06359714 4
1.50705268 2.3059947 1.87675092 0.62971388 0.24082445 -1.0634044 4
8.3952984 4.28634387 4.178418 0.1182366 0.12403717 -1.063144 4

583.182841 7.6876256 7.87631287 0.21260396 0.22651483 1.06313096 4
54.6732887 6.1793865 6.09851487 0.0385077 0.12492819 -1.0630217 4
4.00496685 4.88200355 4.6261396 0.41325167 0.03907566 -1.0628445 4
32.9713041 4.97608738 4.78213195 0.14476297 0.2612365 -1.0627386 4
8.05096797 3.47416806 3.24945667 0.15754796 0.33949286 -1.0626278 4
69.3559889 5.78562767 5.90283197 0.06042177 0.17953433 1.06249878 4
69.3559889 5.78562767 5.90283197 0.06042177 0.17953433 1.06249878 4
69.3559889 5.78562767 5.90283197 0.06042177 0.17953433 1.06249878 4
52.5336312 5.4098324 5.21062631 0.1357335 0.26362737 -1.0624786 4
90.1699249 5.72561991 5.86816503 0.00743522 0.27241661 1.06242675 4
82.8122982 6.19572982 6.28918849 0.04052686 0.15969523 1.06230277 4
121.700155 5.95195927 5.58116053 0.45597054 0.50286228 -1.0622453 4
9.76500813 4.4049637 4.30123101 0.09987821 0.13391329 -1.0617667 4
212.171085 8.21063379 8.27264829 0.08254643 0.0539774 1.06166942 4
57.4803508 6.15785749 6.23774006 0.07118509 0.11582227 1.0616655 4
20.4741532 3.91145076 4.10933227 0.08587118 0.30560639 1.06163169 4
12.4914137 4.84717937 4.76689298 0.07261225 0.10941529 -1.0615672 4
10.3496115 5.3778151 4.1469717 1.58174221 0.16630055 -1.0614266 4
95.5529435 6.30477187 6.41926473 0.1081643 0.16083181 1.06140322 4
35.5873658 4.71097261 4.37065926 0.2650766 0.46597519 -1.0613675 4
24.7291009 4.23728552 3.83628717 0.42653285 0.51054222 -1.0611113 4
6.22356901 4.25147876 4.14939121 0.13227972 0.09642639 -1.0610949 4
10.8632021 4.04263741 4.17826984 0.14311354 0.15890201 1.06100289 4
22.6323492 4.59300736 4.72505373 0.09909992 0.20491364 1.06095968 4
1.67007564 1.40162078 1.6221849 0.19714051 0.3519309 1.06054269 4
10.5451046 2.27113947 2.7341934 0.39654831 0.56277804 1.06050193 4
113.368718 6.74873677 6.84723644 0.10746449 0.11856814 1.06028618 4
5.6485778 3.36635994 3.53634827 0.23150089 0.16928988 1.06001593 4

16.9466619 4.14510262 4.28265776 0.05901425 0.24375985 1.05997163 4
333.874454 7.68082853 7.76902877 0.04661329 0.13761451 1.05985369 4
73.9669578 5.68400881 5.44098988 0.20869155 0.34822428 -1.0597576 4
712.169904 6.64710609 7.04024967 0.4900515 0.69580729 1.059515 4
305.627614 7.42962943 7.55076514 0.12413144 0.15525321 1.05936368 4
11.2494664 4.07807224 4.22852975 0.17728594 0.15897929 1.05931413 4



7.70683215 4.44708784 4.30216548 0.24485366 0.10121204 -1.0592058 4
20.9004551 5.02558802 4.88813873 0.16424968 0.15584264 -1.0590941 4
15.1056578 4.37919812 4.4862578 0.06267392 0.1657293 1.05895164 4
290.102888 7.41736015 7.66709585 0.33430256 0.13099713 1.05885072 4
59.8106582 5.7262362 5.83001952 0.02865846 0.17561059 1.05883687 4
15.5614771 5.52442442 5.44433115 0.11569031 0.06663504 -1.0588306 4
40.9486314 6.20205482 6.1306462 0.07553169 0.0886786 -1.0588197 4
5.69439116 5.72249696 4.52264496 1.60784027 0.06286527 -1.0588105 4
24.3628701 4.11174984 4.31035074 0.14670979 0.34779176 1.05875615 4
2.66825338 4.33584545 4.42503713 0.14277125 0.03222943 1.05870499 4
60.776786 6.32340711 6.43020498 0.14328005 0.09722013 1.05866661 4

5.65874239 4.08359012 3.92296962 0.24300608 0.10998683 -1.0586561 4
8.23439408 4.53447663 4.6217772 0.1136681 0.08239014 1.05852376 4
11.2949585 4.39840435 4.20122771 0.26536504 0.16910196 -1.0584547 4
52.1194957 6.20258127 5.93180532 0.4108052 0.14365102 -1.0584191 4
15.3405451 4.39405164 4.2505094 0.06459089 0.20779541 -1.0583812 4
51.5848221 7.74928095 7.62055255 0.20769392 0.02530354 -1.0583527 4
100.019718 5.41746694 4.95278476 0.22670816 0.59705483 -1.058239 4
191.076436 7.15875046 7.33716559 0.24142648 0.12846022 1.05815032 4
3.29284203 3.51258543 3.39932501 0.14589431 0.10935312 -1.0579843 4
7.61868006 3.12108315 3.28177999 0.04642455 0.29702322 1.05797917 4
67.7158014 6.615457 6.74208659 0.17645721 0.07808238 1.05762466 4
101.333638 6.71476744 6.6226536 0.05878486 0.139933 -1.057348 4
293.157859 6.45818843 6.65925479 0.07791003 0.40637954 1.05701048 4
56.1117552 5.07625709 5.28546055 0.21812607 0.27185632 1.05700025 4
6.02879529 3.23709327 3.42265701 0.22104215 0.19484601 1.05695755 4
11.9744796 4.57784398 4.4740416 0.1000994 0.13120979 -1.0569125 4
170.259678 6.37982887 5.93767451 0.53401489 0.39756715 -1.0568937 4
170.259678 6.37982887 5.93767451 0.53401489 0.39756715 -1.0568937 4
170.259678 6.37982887 5.93767451 0.53401489 0.39756715 -1.0568937 4
170.259678 6.37982887 5.93767451 0.53401489 0.39756715 -1.0568937 4
170.259678 6.37982887 5.93767451 0.53401489 0.39756715 -1.0568937 4
23.4177018 5.66701949 5.57263528 0.12439442 0.08685067 -1.0568668 4
23.4177018 5.66701949 5.57263528 0.12439442 0.08685067 -1.0568668 4
23.4177018 5.66701949 5.57263528 0.12439442 0.08685067 -1.0568668 4
2.90999302 1.89371177 1.45828779 0.1435821 0.5771363 -1.0568448 4
9.31993958 5.1136134 4.82588938 0.52086564 0.07361903 -1.0566818 4
180.441274 7.03935389 7.13249614 0.06183176 0.13851859 1.05658553 4
879.085214 8.55143962 8.72464125 0.2512771 0.14760337 1.05644697 4
16.5504965 3.67195581 3.92105903 0.28020334 0.34284636 1.05636813 4
63.1567178 5.65898848 5.41600028 0.27094723 0.26682693 -1.0563045 4
33.9944709 4.90276838 5.04587153 0.11338096 0.22101569 1.05603399 4
50.9516596 5.79753487 5.88083961 0.01197797 0.14805751 1.05590566 4
18.8258374 4.77282483 4.85992768 0.02796024 0.14620892 1.05579217 4
434.387014 7.24957608 7.41879866 0.14589226 0.2779664 1.05568887 4
20.3026963 5.07953385 4.98505747 0.06303445 0.13385999 -1.0556381 4
3.72043949 4.38936001 4.33740605 0.0699926 0.04796413 -1.0556138 4
731.592956 8.12745157 8.27179907 0.14882193 0.19253969 1.05551036 4



5.45384459 1.80802621 2.13344806 0.3064949 0.74714417 1.0554057 4
1.27917621 -0.6264615 -1.4251773 4.10318079 3.81997137 -1.0553322 4
329.70456 7.51472509 7.34083133 0.19147713 0.2261769 -1.0552698 4

14.5450054 3.89221114 4.12121166 0.2688137 0.22521275 1.05526473 4
5.9810702 3.62061851 3.76619853 0.19642959 0.14373118 1.0551935 4

10.4065374 5.35103593 4.39722301 1.32934614 0.13078801 -1.0549867 4
2.55159742 2.47198924 2.28227221 0.15359485 0.24437215 -1.0548101 4
46.4347009 6.53038212 6.70222644 0.27755353 0.05776463 1.05475562 4
9.20971539 4.3485166 4.42367561 0.06004321 0.10691839 1.05467568 4
7.7776798 3.46876702 3.23134709 0.20811402 0.32227085 -1.0546666 4

436.759079 7.84395573 7.94410154 0.0722357 0.16059049 1.05460682 4
24.0261125 5.10361411 5.19835638 0.08529142 0.13626531 1.05457888 4
11.9059113 4.25117489 3.89507698 0.5102554 0.24897024 -1.0545679 4
5.21453368 3.79806087 3.64941767 0.19955772 0.13465273 -1.0540978 4
204.301226 8.04174979 7.91750414 0.18753146 0.07289669 -1.053972 4
1.18501556 1.68788483 1.44651614 0.27883938 0.25688619 -1.053902 4
30.4775878 5.52130222 5.64337402 0.16567008 0.10859779 1.05387098 4
812.60689 7.64513155 7.83209834 0.07986782 0.30259085 1.05386756 4

11.5118154 4.16551288 4.01305703 0.13382742 0.20240775 -1.0538409 4
551.437835 7.37553076 7.56337078 0.15269718 0.27887193 1.05368984 4
78.528886 6.14659552 6.23725769 0.02065568 0.14915512 1.05366201 4

37.4697274 5.38279621 5.25481111 0.0497778 0.20463559 -1.0536555 4
102.567331 7.35751893 6.53827226 1.18311742 0.14385408 -1.0536076 4
38.279916 5.23403825 5.36996705 0.13864815 0.18575049 1.0534055 4

55.3168445 5.46703979 5.69890963 0.33015893 0.18151064 1.05339943 4
24.99687 4.68228724 4.83047795 0.15110288 0.1958957 1.05337947 4
24.99687 4.68228724 4.83047795 0.15110288 0.1958957 1.05337947 4
24.99687 4.68228724 4.83047795 0.15110288 0.1958957 1.05337947 4
24.99687 4.68228724 4.83047795 0.15110288 0.1958957 1.05337947 4
24.99687 4.68228724 4.83047795 0.15110288 0.1958957 1.05337947 4

366.238321 7.42050846 7.54957241 0.1052612 0.18232854 1.05332784 4
0.78761603 0.35357935 -2.4074462 1.20548282 3.4691613 -1.0533167 4
281.986785 7.66827019 7.77521885 0.12700196 0.11855023 1.05323493 4
2.16723478 1.95886392 1.61099399 0.4793253 0.38078424 -1.0532263 4
69.9580205 7.31168762 7.23498631 0.11706816 0.05071737 -1.0530964 4
7.68255264 3.47939193 3.63990482 0.18157365 0.21195129 1.05294298 4
7.62156775 3.92742284 3.80628831 0.10009651 0.16169885 -1.0529272 4
16.0345736 3.31421517 3.69650741 0.52320607 0.38020734 1.05260779 4
543.602765 6.93064693 7.17160784 0.12058262 0.37632947 1.0525737 4
28.1814519 5.97702067 5.90535375 0.09295925 0.07839626 -1.0522909 4
10.823724 4.64915577 4.70867084 0.02271737 0.09499946 1.05219641 4

209.214097 6.88504747 6.51737651 0.50896305 0.33433074 -1.0521685 4
209.214097 6.88504747 6.51737651 0.50896305 0.33433074 -1.0521685 4
85.0268798 6.80076082 6.69218096 0.15410697 0.10278223 -1.0521408 4
272.269646 6.96145945 6.75411834 0.03102697 0.33930736 -1.0520163 4
12.5175629 4.59363884 4.69446071 0.12243803 0.11233564 1.05196724 4
375.612536 7.71272304 7.88036711 0.22357267 0.13725574 1.05183413 4
33.9489599 5.69734558 5.80051268 0.1316613 0.10181379 1.05180077 4



430.037616 8.37237044 8.48825298 0.15811064 0.09078271 1.05178055 4
15.9904993 4.09133737 3.847675 0.16895524 0.36971683 -1.0516915 4
13.4713613 5.38471403 5.33863924 0.0383357 0.06458735 -1.0516741 4
7.55564002 5.09621354 5.15495233 0.08418528 0.04395331 1.05161798 4
18.2653666 4.6979461 4.57715953 0.04107286 0.18603767 -1.0515981 4
9.31645286 4.21988795 4.32687246 0.12763144 0.12739633 1.05150685 4
11.8448744 4.18840843 4.29500982 0.07957071 0.15786058 1.05143822 4
84.6321986 6.2257385 6.05572466 0.2125586 0.20898254 -1.0514366 4
2.35444175 2.57917487 2.32945227 0.32623974 0.22914362 -1.0514165 4
154.759454 6.53312019 6.33984207 0.15512499 0.25198244 -1.0513444 4
8.83656996 3.61727053 3.4000868 0.19002556 0.3165793 -1.0512908 4
5.47771516 3.65172805 3.55138334 0.03447278 0.15208833 -1.0512299 4
916.388275 7.9561846 7.67341347 0.08202973 0.44052873 -1.0508846 4
65.1770985 5.52911595 5.66307251 0.05811179 0.21817871 1.05085627 4
5.04444574 3.72526169 3.56752795 0.24439094 0.13955688 -1.050786 4
4.80373141 5.03554767 4.99124932 0.06502676 0.03245351 -1.0506636 4
0.80017064 2.20724013 2.38265054 0.28301351 0.07391468 1.05032095 4
29.969957 5.52858917 5.67346041 0.1975428 0.10021423 1.05015209 4

3.62538871 2.13511586 2.34015141 0.13994821 0.35780428 1.0499913 4
46.0051598 5.38544858 5.49569198 0.02493051 0.17894592 1.04989177 4
17.5366271 4.77250646 4.6292073 0.17059619 0.17940009 -1.0497596 4
43.3247306 5.78521444 5.87231316 0.08034699 0.12487885 1.0497583 4
27.7554778 6.40491761 6.251488 0.24692367 0.05415318 -1.0497321 4
5.17427102 3.92228545 4.025967 0.13835151 0.09049607 1.04935264 4
1.51525706 1.61651133 1.32338665 0.27445598 0.35847475 -1.049172 4
21.4408181 4.63823162 4.74842962 0.04087737 0.17715856 1.04892444 4
125.528482 6.27653566 6.09622063 0.04309462 0.2656288 -1.0487328 4
10.7295291 3.52386369 3.23424315 0.13618404 0.4547094 -1.0487324 4
10.7295291 3.52386369 3.23424315 0.13618404 0.4547094 -1.0487324 4
9.13715206 3.78552089 3.60474407 0.1446123 0.25521487 -1.0486889 4
15.366501 4.37915841 4.23704318 0.04120805 0.21791095 -1.048256 4

13.6884765 5.09138056 5.00758125 0.10752976 0.08920496 -1.0481382 4
6.78005266 2.3314023 2.64165825 0.33394112 0.52731159 1.04811141 4
173.481306 6.45778056 6.61322157 0.13284044 0.22036563 1.04809664 4
58.3513108 6.05535555 6.14464637 0.08384053 0.12883188 1.04804714 4
7.2707252 3.962662 4.04658322 0.06456769 0.12815002 1.0479743 4

5.93507227 3.79215552 3.87060261 0.04963479 0.12309134 1.04746266 4
3.22906344 2.5514599 2.74403179 0.22714799 0.19625273 1.04743191 4
6.0475599 5.68211633 4.13000529 1.88555151 0.09507639 -1.0473782 4

28.1312306 4.9187686 5.05816667 0.14487156 0.17490119 1.04727399 4
29.9293056 5.62383423 5.55166005 0.01025949 0.11318427 -1.0470905 4
43.5366949 5.47332977 5.30476149 0.17854706 0.21238806 -1.0470108 4
7.94982914 4.79956404 4.84140561 0.03102089 0.06208423 1.04696862 4
28.1862179 4.71812604 4.86175304 0.11985998 0.21956311 1.04687199 4
28.1862179 4.71812604 4.86175304 0.11985998 0.21956311 1.04687199 4
104.436543 6.16733889 6.3063299 0.14185565 0.19878075 1.04678678 4
135.43802 7.60669827 7.6631151 0.0687039 0.06480198 1.04669974 4

28.3737483 5.30839404 5.38518034 0.02101062 0.13084333 1.04658088 4



14.7550855 4.31670156 3.41444446 1.35721318 0.42179507 -1.0462655 4
449.210218 8.48142663 8.41994593 0.0118071 0.09680295 -1.0462581 4
48.9884424 5.61196312 6.12264434 0.72022265 0.10681824 1.0460806 4
15.0694831 4.91213417 4.99849554 0.1018873 0.09874553 1.0458855 4
679.451159 7.09642634 7.33656243 0.05985439 0.39708215 1.04588259 4
30.2695856 4.40540103 4.59035936 0.11324962 0.28390959 1.04585737 4
212.880772 7.07533917 6.93756081 0.08451354 0.19464049 -1.0458429 4
0.35787039 0.71177218 0.49108468 1.29320707 0.21347957 -1.0457068 4
41.6993142 5.04150515 4.8076215 0.13212657 0.35240646 -1.0456724 4
65.7686182 5.94151864 6.03801191 0.05114016 0.14993711 1.04558167 4
23.6935668 5.48007823 5.3539927 0.17341094 0.10974473 -1.0455763 4
12.7036446 5.34243917 3.65937002 1.93082383 0.332049 -1.0455133 4
1996.24218 6.48195664 7.14827039 0.06291043 1.03326699 1.04550745 4
8.15082567 3.42081217 3.13897132 0.34441761 0.33856788 -1.0452345 4
9.39706358 4.56172583 4.36696751 0.32323202 0.11530134 -1.0451967 4
3.17764144 3.93494212 3.97098539 0.00945215 0.05972033 1.04505393 4

29.00188 5.30383969 5.42379415 0.14568197 0.12331352 1.04469709 4
28.4048503 6.44447874 6.29148313 0.24797664 0.05324632 -1.044663 4
8.45275069 4.21526892 4.10705217 0.10812505 0.13423957 -1.044591 4
192.291616 8.08427159 8.18589161 0.15951633 0.05311226 1.04448382 4
7.33315991 3.08206837 2.75745471 0.23256925 0.4074691 -1.0444443 4
270.352127 7.84030517 7.75560379 0.07527292 0.11350616 -1.0443772 4
318.947793 6.54816743 6.7572207 0.10796807 0.36129566 1.04426506 4
746.260405 6.98693507 7.25456415 0.11768722 0.52546118 1.04398054 4
1410.58541 7.45316018 7.73338754 0.19895133 0.69657134 1.04377326 4
415.875027 6.79824726 7.01457955 0.10826858 0.3358244 1.0437054 4
18.6472727 5.4233655 5.3600058 0.05529185 0.08874068 -1.0436921 4
5.9695269 4.80795499 3.58962593 1.78947881 0.16614524 -1.0433781 4

82.8784822 6.14963197 6.2515078 0.06997477 0.15293511 1.04331035 4
147.069347 7.51818665 7.3897934 0.19049907 0.0884768 -1.0431524 4
1.56711521 2.58010043 2.42674985 0.21392306 0.14387719 -1.0430283 4
21.4267676 3.93458667 3.468084 0.40283127 0.57054701 -1.0428517 4
437.278844 7.72056631 7.54241463 0.16874715 0.23075728 -1.0427884 4
162.611966 5.66463047 5.92883775 0.23282625 0.45772604 1.04269079 4
58.4823933 4.8546247 5.05372649 0.09808211 0.40755063 1.04233895 4
8.8419085 4.41942811 4.3170667 0.11965919 0.1201029 -1.0423338 4

11.5673934 4.60328572 4.43928727 0.22978437 0.14126288 -1.0423151 4
36.6663933 5.28832028 5.45491862 0.2235325 0.15669107 1.04210212 4
10.9737757 4.16824766 4.35428203 0.27079786 0.14527559 1.04206668 4
16.1838628 4.56992356 4.35325216 0.28342643 0.22026888 -1.0420085 4
49.1260513 5.88949223 5.79634808 0.01963255 0.14333692 -1.0419143 4
258.299816 7.4771225 7.55602684 0.02009994 0.13835499 1.04186619 4
173.725728 7.3008102 7.17336444 0.16928704 0.13453257 -1.0418405 4
1684.40149 7.45773823 7.80381005 0.09355249 0.58339412 1.04178234 4
249.926596 6.51875434 6.69226494 0.06723384 0.30731384 1.04172201 4
1.24231048 1.28239807 1.7581983 0.77705697 0.21974632 1.0416745 4
26.2364787 5.08118065 5.168548 0.02717463 0.15217725 1.04156273 4
135.504896 6.91136427 6.79214954 0.12097712 0.15329264 -1.0414963 4



4.36932512 4.06224259 3.99021668 0.09151626 0.08259478 -1.0413258 4
4.59227338 4.76951572 4.68541582 0.1325998 0.04248495 -1.0412511 4
633.384897 9.0414488 8.98888571 0.03403194 0.08079008 -1.0411509 4
9.89361428 4.01599322 4.19115366 0.24462938 0.14591609 1.04098145 4
35.4155705 5.35861738 5.22246838 0.10832682 0.19374091 -1.0406741 4
2.08783907 4.08190174 4.14893326 0.10517074 0.03319795 1.04065981 4
1078.99313 8.4420889 8.64929723 0.29566509 0.17932262 1.04057839 4
52.428441 6.36277567 6.25712224 0.14501455 0.10302646 -1.0405582 4

40.8686391 6.00301718 6.08546817 0.09935041 0.0912771 1.04038178 4
2.27258584 2.69229861 2.53515642 0.20494526 0.18432381 -1.040374 4
7.81320765 4.08175022 4.18899279 0.13344529 0.11633226 1.04036173 4
8.20081428 4.38593385 4.49294739 0.15459559 0.08940557 1.04030062 4
8.20081428 4.38593385 4.49294739 0.15459559 0.08940557 1.04030062 4
16.1504435 3.85332955 4.04577811 0.17151807 0.2705754 1.04026589 4
51.4765124 5.89670162 5.97470123 0.03052406 0.13012576 1.03988564 4
119.901948 7.87297836 7.78580464 0.13752151 0.04930586 -1.0397727 4
22.8579206 4.25080419 3.95547858 0.17529356 0.42291113 -1.0396614 4
93.7846963 7.05457483 6.97232395 0.10837574 0.08997627 -1.039565 4
4.73137515 2.81860503 2.54547449 0.28327845 0.34041308 -1.0393583 4
6.10702094 3.70210916 3.48111414 0.31719197 0.19414226 -1.0391811 4
6.67819262 4.7427841 4.64718298 0.14471568 0.06318947 -1.0390872 4
59.3081047 6.13296209 6.00567466 0.16529152 0.14186578 -1.039048 4
5.17289309 4.47711456 4.39200899 0.1288659 0.06289951 -1.038914 4
26.281544 4.50132705 4.66395119 0.14521618 0.25482387 1.03890518 4

4.12112269 3.83466037 3.65843372 0.30155514 0.10725828 -1.0388278 4
739.372682 8.28812532 8.38471088 0.02276353 0.17648252 1.03848056 4
396.466797 6.54209521 6.80455232 0.20498187 0.41939643 1.03843754 4
334.606291 7.63281636 7.72316802 0.04823876 0.14266358 1.03841369 4
178.22098 6.20471265 5.77304291 0.43118939 0.58205173 -1.0383214 4
178.22098 6.20471265 5.77304291 0.43118939 0.58205173 -1.0383214 4

19.2627621 4.53854085 4.32615795 0.2852891 0.23629063 -1.0382219 4
17.3705142 5.12185267 4.92114672 0.30420198 0.12314994 -1.0381945 4
7.53509641 3.90156696 3.76564907 0.15126952 0.16641621 -1.0381831 4
28.6800597 4.81084984 4.94080412 0.10171074 0.21126343 1.0380547 4
11.3326916 4.95019278 4.99795401 0.02697486 0.07644279 1.03803961 4
14.9367355 3.14754337 3.49403019 0.40701405 0.4525933 1.03797866 4
40.7318539 5.17352925 5.29136825 0.04401404 0.21143565 1.03793639 4
10.4701246 3.74479885 3.45473449 0.40640674 0.35711902 -1.0378572 4
47.4345169 7.50272535 7.32741063 0.28774531 0.03103273 -1.0375985 4

16.29963 4.51896381 4.65904443 0.173118 0.15281773 1.03753467 4
10.2091399 3.38158184 3.05272125 0.13102975 0.54144707 -1.0369746 4
5.8811524 4.14946741 4.03730885 0.15343985 0.10247197 -1.0369252 4

105.202599 6.03488117 5.80247708 0.22208818 0.28982525 -1.0368564 4
6.22545311 2.94258568 3.14555851 0.2130002 0.26232823 1.03683304 4
20.8590724 4.89820923 4.98851033 0.06175166 0.14039116 1.03675936 4
2099.8214 8.20716209 8.44771267 0.05852263 0.40239914 1.03641511 4

158.058408 7.48686027 7.41353632 0.07720961 0.09789424 -1.036096 4
12.9828548 4.06972116 3.90018093 0.07546175 0.24461571 -1.0359392 4



2.98042002 3.3633727 3.22101072 0.21711587 0.12297011 -1.0358778 4
8.87060286 4.21121111 4.32012764 0.14232122 0.11836219 1.03585799 4
150.332417 7.46379919 7.53340079 0.08323137 0.07986608 1.03583144 4
61.0969073 6.45273082 6.26880893 0.28214609 0.1123098 -1.0358106 4
191.237384 5.5109666 5.90359598 0.43390627 0.44762314 1.03577049 4
72.7098665 5.47847666 5.71200966 0.29650437 0.25020977 1.03564719 4
3.46496962 4.98986508 3.59634883 1.88873239 0.09704309 -1.0356406 4
6.5383563 5.12564974 5.14939601 0.01278667 0.03752829 1.03554084 4

2.98119465 3.66261036 3.59330784 0.08079938 0.08377901 -1.035454 4
15.5178102 4.08675897 4.25517356 0.18129922 0.21739561 1.03537053 4
437.253769 8.06369584 8.13813184 0.02068146 0.13115242 1.03530396 4
8.96696499 2.9875236 3.37282147 0.55906348 0.33117909 1.03522336 4
5.77425216 3.04718081 3.19883177 0.12320418 0.2221155 1.0351101 4
8.84966136 4.57518461 3.9578531 0.99994748 0.16432146 -1.0350986 4
18.4514524 4.96252132 4.36697665 0.91928616 0.21875911 -1.0350503 4
25.7709811 3.7467057 3.99375993 0.1785384 0.52175233 1.03504388 4
9.7277974 4.58864549 4.67673196 0.11804282 0.08940171 1.03490721 4
17.067346 4.54132555 4.4016127 0.08546418 0.21530518 -1.0348538 4

15.0504153 5.65487463 5.55882781 0.15178574 0.05790251 -1.0347935 4
2.92212505 3.3855308 3.26531536 0.16834593 0.11459804 -1.0346553 4
21.8376311 5.35992633 5.49505879 0.20274217 0.08855654 1.03449388 4
6.13504681 3.08657618 3.29317773 0.26519048 0.22312436 1.03447214 4
7.16145933 4.15653155 4.07065188 0.06991721 0.1249449 -1.0343597 4
1.05200811 1.8548216 1.68037739 0.21342324 0.18595579 -1.0343026 4
436.801685 7.43164028 7.56877558 0.09359852 0.23437605 1.03428055 4
18.0306236 7.26214059 6.65218069 0.96815502 0.02318224 -1.0342135 4
24.6873345 4.78651352 4.91991246 0.13844852 0.18269484 1.03408372 4
32.0686668 4.65008825 4.81826211 0.13833518 0.24280373 1.03390311 4
211.193506 6.72834439 6.8516899 0.00828483 0.23126284 1.03386413 4
194.075744 7.32750238 7.19871419 0.15456798 0.15060937 -1.0338247 4
11.9401595 4.02926324 3.86384928 0.09211147 0.24029602 -1.0337766 4
135.795981 6.777425 6.65136433 0.10872971 0.18422048 -1.0336038 4
247.198128 7.04693745 6.88129545 0.06991424 0.26361508 -1.0335399 4
326.542663 6.93491362 7.11958478 0.19911986 0.28237591 1.03339567 4
924.957545 8.43470114 8.19751912 0.29341317 0.25308977 -1.0333941 4
7.50105583 2.90179138 3.11736703 0.18285214 0.30249571 1.03332766 4
20.2360189 4.99098187 5.14200152 0.20950439 0.11605794 1.03317894 4
40.8902442 6.46509754 6.39120139 0.10801884 0.06981134 -1.0331747 4
269.969266 7.37669915 7.25003182 0.07720813 0.18331882 -1.033087 4
16.2484558 4.73926557 4.86010998 0.16218493 0.12145215 1.03289365 4
12.2249306 5.50228663 5.45004034 0.07040446 0.05269631 -1.0327488 4
19.4218017 5.0544896 4.94148878 0.13004851 0.13633246 -1.0327436 4
98.245387 7.22743043 7.29192179 0.0859966 0.06640527 1.03266734 4

24.8718603 4.86156126 4.96842653 0.07492409 0.18147126 1.0322927 4
406.905948 7.39838671 7.164405 0.23272426 0.33229317 -1.0320519 4
35.726254 5.54017833 5.63139087 0.08869483 0.13126035 1.03171359 4

373.638816 8.33607752 8.38932576 0.03305577 0.08346764 1.03168343 4
22.8301176 3.65377845 2.90459073 0.53828655 0.93052526 -1.0316581 4



644.018304 7.04311515 7.37814998 0.36486959 0.36143967 1.03161312 4
3.91585443 4.67591152 4.15351346 0.84211393 0.06043306 -1.0313059 4
49.2881271 4.48910177 1.4257814 0.37073457 5.22931151 -1.0312775 4
52.1200279 4.26238435 4.58710721 0.3422938 0.53503486 1.0310688 4
21.5226609 4.57646092 4.68846861 0.02422976 0.19511651 1.03095251 4
28.2059725 3.52945613 3.94902782 0.59170956 0.597341 1.03086331 4
1000.79438 7.47002037 7.7099065 0.06290087 0.39489798 1.03078958 4
1000.79438 7.47002037 7.7099065 0.06290087 0.39489798 1.03078958 4
27.1705489 5.88170122 5.77101003 0.16349141 0.08554734 -1.0306685 4

22.58243 4.74223134 4.54247461 0.21537167 0.25515622 -1.0305949 4
26.1781033 4.07287802 4.27362651 0.12100113 0.38648443 1.03057491 4
31.0255606 5.18250954 4.93607565 0.34305322 0.22355468 -1.0305173 4
106.230514 6.38941851 6.48540229 0.04953418 0.16808465 1.03031529 4
1.64552055 2.09271016 1.87517909 0.29617717 0.25229482 -1.0302908 4
5.19480121 3.25221181 3.02600344 0.31651441 0.23397673 -1.0302496 4
1.46842162 4.10516301 4.17634738 0.11369557 0.02242683 1.03023646 4
50.7938847 5.28862141 5.44532195 0.15414033 0.20831411 1.03018525 4
239.485441 7.06679699 6.91701613 0.03452453 0.23982208 -1.0299065 4
0.55001577 0.99142643 0.45618997 0.78450345 0.31760829 -1.0299064 4
29.5427856 5.16028021 5.25881221 0.07401973 0.15106389 1.02987844 4
4.61777862 4.35304142 4.44272201 0.13991654 0.05409616 1.02982475 4
16.876487 5.19840197 5.25174879 0.02481982 0.08976034 1.02968446 4

19.8488557 4.68870132 4.79523757 0.08936077 0.17030851 1.02959304 4
1312.89881 7.95946635 8.17014923 0.15668979 0.39136897 1.02950444 4
9.74900573 3.36337102 3.04115907 0.2012165 0.47510989 -1.0294496 4

5.320245 5.1713036 5.12841604 0.06537415 0.03153229 -1.0293588 4
5.90646161 3.72663043 3.53822503 0.27241536 0.17373444 -1.0292893 4
11.4854078 3.77907016 3.90895547 0.0510627 0.23891276 1.02921825 4
10.2150149 3.40954723 3.07467735 0.2387848 0.53058925 -1.0290732 4
29.8709929 5.21631441 5.32725515 0.11850223 0.15113237 1.0290334 4
43.3299728 6.43458633 6.32232466 0.17037463 0.07780822 -1.0289315 4
22.1713082 4.82055191 4.9340392 0.1130846 0.15644581 1.02892502 4
58.2098043 4.80734215 5.00804708 0.0696426 0.40611429 1.02881044 4
5.8574599 3.16957418 3.31116035 0.12372856 0.20641751 1.02864728 4

9.48326069 3.82410093 3.99617281 0.22722792 0.17437405 1.02855895 4
41.2648496 6.25181536 6.18898065 0.06275975 0.08444248 -1.0284068 4
1.83719672 4.32081455 4.42028411 0.1603149 0.02221379 1.02829386 4
166.229966 6.91062168 6.77827493 0.1112933 0.1892589 -1.0282752 4
24.1052461 5.60792233 5.29450304 0.50259099 0.12478476 -1.028172 4
81.3894859 5.97281391 5.80954801 0.09433029 0.25554015 -1.0279098 4
4.38507247 4.2301168 4.31779477 0.12815255 0.05904291 1.02787034 4
0.8703857 2.34263513 2.51145578 0.27732305 0.06921343 1.027783 4

305.570606 7.46162017 7.33419734 0.05666257 0.19232729 -1.027681 4
474.955638 8.52969883 8.64688244 0.18064374 0.08143406 1.02753758 4
162.913371 7.4034875 7.51287949 0.16323104 0.08884047 1.02753708 4
12.2712628 4.23532204 4.09860532 0.09257458 0.19201837 -1.0275217 4
23.9170566 4.80739983 4.92893282 0.12317456 0.17866524 1.02747333 4
19.4803431 4.83579764 5.0178539 0.27972711 0.12818082 1.02719071 4



33.6113274 6.06549809 5.98550527 0.1046319 0.08656223 -1.0269917 4
32.5288984 5.17412029 5.27329907 0.05122563 0.16386012 1.0269873 4
177.055524 6.83558143 6.6623078 0.18862754 0.23865413 -1.0269408 4
17.3563623 4.21852331 4.00128083 0.16088117 0.29149835 -1.0269281 4
1362.36327 7.68216491 7.96516437 0.30523738 0.5195255 1.02684328 4
148.979828 7.76012548 7.71892242 0.01762122 0.06596976 -1.0267172 4
15.3620774 5.08125046 4.99817405 0.09202621 0.10255829 -1.0264925 4
25.9511879 6.03916953 5.96737748 0.10010787 0.06744573 -1.0264137 4
10.2453098 4.70821034 4.54507509 0.24912566 0.11105273 -1.0264132 4
149.333744 6.92536903 6.75674169 0.24702668 0.16521303 -1.026409 4
68.9028457 6.01618188 6.13115789 0.12921972 0.15563748 1.02627195 4
697.943276 7.87432199 8.01621776 0.10125598 0.2154565 1.02590394 4
99.2469929 6.46438414 6.55585719 0.07259543 0.13540513 1.02584467 4
37.8599586 5.79363902 5.89445739 0.13741224 0.1053878 1.02564108 4
524.998508 7.51998416 7.66291207 0.0874783 0.26217552 1.02544437 4
10.106547 4.25580663 4.36146558 0.12130923 0.13310496 1.02534612 4

84.1096776 6.07779826 6.19185001 0.10277153 0.17444311 1.02528102 4
6.93219722 4.38118122 4.09198932 0.4683501 0.1172263 -1.0252745 4
2.76527797 3.07775278 3.25005888 0.27195387 0.10917927 1.02527194 4
14.0235919 4.73828146 4.65489309 0.02823461 0.13850801 -1.0252141 4
7.74877147 3.4983864 3.28296892 0.22924522 0.28255575 -1.0251012 4
40.9934752 5.2680505 5.37928982 0.06068969 0.19123803 1.02488687 4
16.9799676 4.68893534 4.77859918 0.06447977 0.14829172 1.02458704 4
4.74059346 4.06990528 4.13337948 0.07613883 0.07525167 1.02449556 4
4.45665378 2.16840146 2.48282426 0.40366064 0.33560332 1.02434261 4
777.663513 7.89031044 8.04180103 0.11441979 0.2570464 1.02423062 4
53.6223958 5.93689719 5.83474169 0.06170086 0.15001414 -1.0241554 4
17.1592239 4.71191419 4.59923215 0.06248621 0.18029004 -1.0241259 4
2.12645018 4.41751565 4.31408408 0.19157565 0.02867152 -1.0238939 4
373.375577 7.79872346 7.89369197 0.08855061 0.13660103 1.02328511 4
16.0717223 4.36035734 4.59489579 0.31715235 0.16533296 1.02314231 4
35.8995717 4.90493548 5.04167628 0.08612333 0.23623684 1.02275936 4
11.8185827 5.65152011 5.68528591 0.04036393 0.03976406 1.02275925 4
11.5775461 3.69831302 3.45817775 0.08383814 0.40086778 -1.02272 4
37.6050702 3.67695962 4.01169922 0.06478887 0.56413009 1.02268618 4
14.2934779 4.80618004 4.72639564 0.03552498 0.12719844 -1.0226411 4
5.28476992 2.91814293 3.06105014 0.08480642 0.2594621 1.02257142 4
8.77303201 4.18096252 3.56724823 0.97593018 0.24961885 -1.0223639 4
8.23283893 3.77601691 3.87310839 0.01935448 0.16327228 1.02235087 4
106.018879 7.14964363 7.06911573 0.10050156 0.0882155 -1.0222774 4
763.982531 7.83701412 7.97626722 0.0170266 0.28181086 1.02210651 4
796.931449 8.13415407 7.94304077 0.13672449 0.27351803 -1.0218773 4
16.766547 5.32796168 4.72078498 0.99479555 0.1440581 -1.0216906 4

19.3800383 4.33530814 4.10805097 0.18387671 0.32570789 -1.0216876 4
27.5858433 5.32626359 5.2354534 0.02822704 0.14074091 -1.0216265 4
3.77382672 2.72014108 3.0624991 0.51152907 0.18248397 1.02154525 4
17.8247272 7.43181256 6.73878008 1.12423753 0.02097786 -1.0214099 4
1.25850835 3.8493014 3.80349689 0.07526093 0.02827176 -1.0212782 4



4.96404132 2.83655643 1.71044613 1.8851341 1.04999071 -1.021213 4
3.52524243 2.37175356 2.02685943 0.33687957 0.50723484 -1.0210838 4
16.2197504 5.91987504 5.99360475 0.11838629 0.04046576 1.02098734 4
49.8124616 6.17451041 6.0389306 0.19652246 0.12277466 -1.0207801 4
8.07713167 5.27530268 5.39459959 0.19521931 0.03634327 1.02073284 4
46.8069007 6.05312962 5.96569382 0.08295779 0.11599339 -1.0204878 4
71.2559417 6.84721963 6.78154624 0.07500164 0.08247834 -1.0204483 4
75.4008944 5.94838972 6.06464177 0.1030539 0.1822697 1.02036589 4
123.015335 6.69914331 6.58067206 0.10141666 0.16248197 -1.0203594 4
15.7609818 4.83151475 4.73903947 0.06787575 0.1374595 -1.020305 4
310.637308 7.64635399 7.5410719 0.04960729 0.1712143 -1.0202012 4
14.9620506 4.7019035 4.78069722 0.05637725 0.12900434 1.02004027 4
5.16474938 3.9922201 3.87960704 0.16068093 0.10536734 -1.0199235 4
7.69458767 3.46497935 3.26853126 0.13008474 0.27745361 -1.0197649 4
200.148617 6.95975818 6.81553748 0.08585227 0.21742473 -1.019729 4
24.1411781 4.49556351 4.66418284 0.18974748 0.21487239 1.01932459 4
24.1411781 4.49556351 4.66418284 0.18974748 0.21487239 1.01932459 4
223.974069 7.61218824 7.68897454 0.08308655 0.09985955 1.01927865 4
20.5810055 4.94621081 5.10851394 0.22632555 0.12886065 1.01900555 4
432.844197 7.41034389 7.56297284 0.14936983 0.21245041 1.01891244 4
7.80802036 5.65277017 5.71176033 0.09277438 0.0256965 1.01885034 4
47.1094377 5.60409029 5.69424763 0.02145759 0.15173729 1.01883222 4
4.57178483 3.52903716 3.33870388 0.3419582 0.16046202 -1.0186452 4
9.20039371 4.45698512 4.52467734 0.06069468 0.09926871 1.01847443 4
7.10796341 4.40762713 4.33599911 0.07745421 0.09153376 -1.0183458 4
158.826154 6.79588422 6.99171961 0.29136601 0.14590334 1.01824611 4
132.857742 7.93509577 7.97754113 0.05648097 0.04549709 1.01800943 4
49.3361879 6.79353187 6.84780742 0.07540818 0.05289183 1.01785989 4
3.09623513 1.31695949 1.56636675 0.10894792 0.74208315 1.01782119 4
19.4194219 5.11944881 5.18324003 0.02446155 0.1056999 1.01774789 4
5.57154031 3.45433769 3.30232723 0.14973992 0.21591589 -1.0176943 4
34.3866866 5.15172419 5.30203328 0.18593314 0.16954002 1.01767506 4
38.9952326 5.1700102 5.00707344 0.05220549 0.24211542 -1.0176571 4
301.559909 7.73283523 7.81704672 0.07865603 0.11809241 1.01761338 4
386.814918 6.88851997 7.08897172 0.16458375 0.3071805 1.0174318 4
6.42357461 4.19220986 4.1240843 0.0462607 0.10693365 -1.0172396 4
2.29976301 1.04415282 1.5311304 0.58963645 0.52457376 1.01715922 4
5.4664415 4.50823765 3.99264651 0.88249583 0.10242382 -1.017149 4

1264.68242 8.58015269 8.38972705 0.1098638 0.3042857 -1.01697 4
96.96057 6.41584678 6.50421962 0.05688419 0.14703037 1.01692891 4

168.863866 7.26637251 7.33352821 0.03974791 0.10743196 1.01681269 4
51.7897964 5.2784551 5.41276124 0.08565776 0.24599717 1.01656834 4
78.8228815 5.92540878 6.06932246 0.16446467 0.19116845 1.0162584 4
7.20862023 4.71434572 4.85931391 0.22886926 0.0557955 1.01621499 4
203.158232 7.24589704 7.35703984 0.13295683 0.12513846 1.01612125 4
6.28352455 3.96868067 3.72519268 0.43757957 0.14502456 -1.0160432 4
143.392399 6.67132223 6.47505281 0.25208739 0.22791794 -1.0160164 4
287.510965 7.02678787 7.21808919 0.24073974 0.19882157 1.01600177 4



3.73168738 3.25055436 3.02507159 0.33544679 0.1721771 -1.0159759 4
471.632412 7.55395644 7.79040321 0.32407322 0.20339209 1.0159298 4
36.2399752 6.04420754 5.98025624 0.0575638 0.09260696 -1.0157777 4
10.5256903 4.25989911 4.08615721 0.24193348 0.17244416 -1.0153209 4
1.45478738 1.36641663 1.65717863 0.38008832 0.25939058 1.01528467 4
25.0451392 5.10202078 4.95702433 0.16448462 0.17960233 -1.0152174 4
19.8496766 3.83766863 4.04663079 0.16201225 0.32514748 1.01519349 4
18.7586442 4.6203275 4.48446816 0.07564446 0.1990049 -1.0151512 4
5380.14487 5.4204041 6.78493266 0.1409659 2.07346628 1.01479142 4
29.066216 5.31639148 5.40959342 0.0960719 0.12669096 1.01447983 4

65.8938799 7.2196358 7.27566038 0.08415264 0.04565703 1.01442608 4
14.6947128 4.35473689 4.45188129 0.02874273 0.16303431 1.01435737 4
33.1687999 4.86822731 5.01257865 0.12887931 0.22379109 1.01431268 4
9.35883311 5.91112018 4.73222438 1.89521402 0.08105994 -1.0142755 4
3.74337401 3.39203962 3.25737237 0.17699825 0.13814642 -1.0142689 4
18.0879564 5.24183 5.30858402 0.07069879 0.08907674 1.01424761 4
9.57489273 1.77058543 2.38426062 0.74153103 0.7026595 1.01418693 4
280.824031 7.77627071 7.68588385 0.07840116 0.13370769 -1.0141757 4
13.0168415 6.00772361 5.97593042 0.0428052 0.03330471 -1.0141751 4
11.4977825 4.59168641 4.65624169 0.03083219 0.10916044 1.01417301 4
16.8052024 4.57632411 4.69352729 0.12680035 0.14750714 1.01396042 4
5.83698714 3.54229298 3.38772931 0.16660351 0.1861587 -1.0138537 4
8.61953772 4.7471946 4.79547241 0.04402919 0.07246876 1.0137337 4
219.104513 6.65819313 6.40441577 0.20838996 0.38170712 -1.0135369 4
326.968578 6.93238512 7.14254592 0.26882234 0.26838937 1.01344117 4
3.43328268 3.72891798 3.63500013 0.13155164 0.08984161 -1.0134267 4
59.4061072 5.31291191 5.04446199 0.19111254 0.4043167 -1.013258 4
55.8287008 6.06458607 5.95395031 0.11431633 0.14919414 -1.0131461 4
20.4418929 5.300646 5.22121804 0.07683465 0.10731755 -1.0131415 4
106.149685 6.83550359 6.72429855 0.13669696 0.12778955 -1.0130832 4
10.3762546 3.61063306 3.37586984 0.14429391 0.33244949 -1.0130465 4
2.6015296 2.36426259 2.15403642 0.19435591 0.28264221 -1.0128158 4

31.1521399 4.49226628 4.69375569 0.23512151 0.30780069 1.01258612 4
5.56068955 4.43907336 4.33993978 0.15403769 0.07150039 -1.0124461 4
10.7135683 4.04014693 4.16376876 0.1320779 0.16024561 1.01236364 4
10.7135683 4.04014693 4.16376876 0.1320779 0.16024561 1.01236364 4

0.805254 -5.9070617 -3.1873249 0.2450532 3.11592794 1.01226584 4
9.20602227 3.42851286 3.59965592 0.17289892 0.25207543 1.01223687 4
1.08679002 1.44606525 1.87500966 0.61121191 0.15895766 1.01223249 4
19.6720295 5.25988068 5.18040767 0.07683567 0.10758178 -1.0120162 4
282.12831 6.79704557 6.95059158 0.09321092 0.27680344 1.01199355 4

16.8923802 4.62575748 4.72096558 0.07767215 0.15423217 1.01198191 4
357.270953 7.09471426 6.86472162 0.02721445 0.33487016 -1.0119435 4
6.98651628 5.19970938 3.66063221 2.28258664 0.17508201 -1.0118254 4
52.7513655 5.78312979 5.25548033 0.87722572 0.25591398 -1.0116889 4

2.896108 3.40051815 3.27407628 0.18661561 0.11071866 -1.0116396 4
1.55876814 2.50239908 2.31002771 0.36053541 0.15673619 -1.0116291 4
176.598564 6.03991544 6.24691506 0.15945257 0.30995469 1.01155753 4



15.8395459 3.62423384 3.852148 0.24618605 0.3565367 1.01155248 4
35.4151127 6.4315175 6.4802711 0.06304353 0.054593 1.01147853 4
46.5009759 5.07743102 5.21568242 0.06079836 0.26552066 1.01143872 4
213.60814 7.60451716 5.73837523 2.44566552 0.7977635 -1.0113621 4

9.57726537 3.47003968 3.62288175 0.11987171 0.27026271 1.01116077 4
5.1787017 4.68968547 4.64942121 0.04769103 0.05014171 -1.0111551 4

1456.47137 4.80175828 5.87564863 0.08371069 1.74318509 1.01114149 4
23.6551512 4.62676207 4.75508624 0.10873412 0.20444208 1.01104618 4
5.20426338 3.10179096 2.91548037 0.12231251 0.28026034 -1.0109729 4
37.8328383 5.0535369 5.28600858 0.34456579 0.19414214 1.01089082 4
71.0402626 5.48928098 5.62987342 0.05335066 0.24905401 1.01045337 4
23.5869432 5.77732866 5.86729316 0.13160588 0.0658571 1.01027402 4
2.01674747 2.74358136 2.95234021 0.34384256 0.10482974 1.01023121 4
40.9233898 5.06395943 5.18706573 0.03253299 0.2434728 1.01016328 4
6.7176065 4.08862392 3.46473161 1.03102579 0.2104242 -1.010156 4

7.62522004 3.51452694 3.33347124 0.11550101 0.27329959 -1.0099833 4
204.536474 7.94650961 7.81248676 0.21340948 0.08092613 -1.0098046 4
42.3009997 5.68973637 5.55700422 0.16236007 0.17077527 -1.0097718 4
3.98894631 4.38882247 4.34550035 0.05435817 0.05222668 -1.0091983 4
5.51637511 2.30048056 2.53696506 0.21550806 0.48550211 1.0091623 4
12.347087 3.41372576 2.9964322 0.11030427 0.71096722 -1.0091036 4

5.41309096 3.37953022 3.55611612 0.23735076 0.16131667 1.0090566 4
16.6790279 4.61966628 4.45520812 0.22537058 0.18305762 -1.0090357 4
11.0826458 4.54111852 4.62668508 0.1013069 0.1116104 1.00902349 4
7.21639927 5.87214305 4.69435579 1.97179858 0.06607101 -1.0087928 4
2.8511608 3.4475896 3.55472063 0.15337531 0.08078306 1.00868005 4

418.319676 7.78657824 7.65396756 0.09597625 0.20953846 -1.0085467 4
34.9489214 5.88896969 5.67053229 0.35482894 0.11875528 -1.0085121 4
14.815559 4.74726674 4.82018274 0.04717895 0.11649684 1.00847234 4

62.9418463 6.79426471 6.85475805 0.07778923 0.06514915 1.00812013 4
70.7808004 6.31354208 6.40480339 0.10616557 0.11890109 1.00805463 4
4.72225217 4.21900869 4.26214426 0.03510393 0.06744185 1.00795822 4
456.544059 7.36241427 7.52318854 0.14915348 0.22978242 1.0079263 4
504.823967 8.63863648 8.54214216 0.13105724 0.09995404 -1.007678 4
277.328952 7.62895428 7.71363539 0.08075111 0.12700758 1.00758738 4
137.202109 7.47750091 7.57047821 0.14423323 0.06934686 1.00757187 4
2.91823199 3.23228528 3.02212281 0.33212929 0.14416454 -1.0075072 4
291.68035 7.19514964 7.03295589 0.07329158 0.24110212 -1.0075018 4

10.1681948 3.52942694 3.25129588 0.20302635 0.42332837 -1.0074867 4
228.701414 7.67204358 7.5713207 0.13173644 0.11507597 -1.0072822 4
178.504011 6.56229002 6.22019263 0.45636466 0.34196386 -1.0070815 4
6.19781456 4.19116434 4.10602816 0.10803897 0.10404791 -1.0068448 4
0.38864117 1.32353577 1.14026023 0.35525012 0.12815952 -1.0067799 4
50.9745413 5.57113461 5.68581903 0.1050489 0.16617965 1.00670828 4
15.4743393 4.63332354 4.74429241 0.13891015 0.13316109 1.00665385 4
133.497557 5.03052979 5.36421282 0.2178584 0.53157206 1.00660668 4
2.52225576 2.39602839 2.14300651 0.35692225 0.31638874 -1.0065195 4
6.87272778 2.8780913 3.08748848 0.21589187 0.29167712 1.00650808 4



4.52007817 3.40117506 3.49758362 0.09686975 0.13853889 1.0065052 4
3.85593192 5.37525993 4.05936261 2.2291793 0.06780363 -1.0063976 4
1622.34368 9.06431536 8.91979778 0.10255331 0.2279649 -1.0063173 4
16.1850617 5.02288194 5.13043803 0.16018727 0.09404249 1.00609415 4
191.481578 7.89093999 7.93070427 0.01150172 0.06826647 1.00608917 4
1.22288332 2.24526834 1.81686546 0.70562166 0.20253037 -1.0059792 4
1.22288332 2.24526834 1.81686546 0.70562166 0.20253037 -1.0059792 4
1.22288332 2.24526834 1.81686546 0.70562166 0.20253037 -1.0059792 4
1.22288332 2.24526834 1.81686546 0.70562166 0.20253037 -1.0059792 4
8.64162691 5.03851373 5.11983568 0.12885967 0.0510916 1.00592848 4
298.506736 7.71397684 7.62021322 0.05519865 0.15167224 -1.0057221 4
170.680334 8.26089117 8.0394001 0.37815313 0.05572216 -1.005664 4
4.03995087 2.94888408 3.17205726 0.30163681 0.16203322 1.00552575 4

10.11834 3.63603655 3.42097993 0.13552669 0.30644644 -1.0053868 4
19.0680383 5.61076912 5.55719711 0.05382243 0.07515234 -1.0052599 4
1.23576171 2.24427008 1.81582268 0.70584823 0.20491829 -1.0052568 4
641.115987 8.57023304 8.6603003 0.11173967 0.10854558 1.00523484 4
271.683493 7.44712558 7.31878667 0.12235248 0.1853842 -1.0052269 4
855.711698 8.16989579 8.32139827 0.16794199 0.21108389 1.00522178 4
19.2480136 4.7837453 4.88768691 0.10878403 0.14871525 1.00504158 4
335.218856 7.50929267 7.61147113 0.07903418 0.17227645 1.00490287 4
15.2491458 6.10873111 4.71230475 2.26356991 0.13282848 -1.0048575 4
360.62788 7.99640489 8.06316897 0.03334959 0.11024468 1.00483888 4

28.9153378 5.12445504 5.25848734 0.17562359 0.14438519 1.00480427 4
82.5323656 6.05638153 6.15697296 0.04808937 0.16622188 1.00474829 4
6.39454707 5.16439586 5.05613388 0.1819929 0.04098694 -1.0046616 4
4.2313905 2.90961429 2.71513046 0.16463467 0.26256052 -1.0045435 4

13.3093716 1.83112994 2.50799474 0.84454092 0.87571942 1.00453791 4
29.4853869 5.18875531 5.27442653 0.03001919 0.14449975 1.00453449 4
86.4843792 6.39899779 6.47702509 0.04249696 0.13529727 1.00440653 4
68.4642249 5.85684736 5.95733841 0.04283923 0.17161699 1.00432136 4
14.9731773 4.05214979 3.81917752 0.1841474 0.35628685 -1.0042731 4
35.2844483 5.0152896 5.13752121 0.07778081 0.19521406 1.00417763 4
8.61633857 3.61704485 3.85005173 0.34846567 0.18799375 1.00408754 4
3.01573373 3.53677251 3.61584129 0.1062576 0.07925194 1.00408065 4
2.01593285 3.12094368 3.18921889 0.08290917 0.08171859 1.0038912 4
27.2640175 5.9782749 6.04031912 0.08607939 0.06428088 1.00388619 4
88.5878401 5.80535178 5.97022457 0.18813208 0.24035499 1.00385095 4
19.562764 4.56833582 4.67191382 0.04171025 0.17439668 1.00382251 4

10.5986654 3.2393498 3.46882088 0.2532901 0.32987282 1.00368159 4
8.50172094 4.07268996 3.94750461 0.13589746 0.16929088 -1.0036613 4
0.0002266 -4.9767077 -7.2597984 3.2653228 0.29409863 -1.0036389 4
39.724731 5.59161766 5.67756342 0.06937645 0.13107228 1.00350454 4

3.20949046 2.59680168 2.39335859 0.1813559 0.28227147 -1.0034756 4
9.99409691 4.27655493 4.18416926 0.01473264 0.15873407 -1.0033784 4
11.3088175 4.25069814 4.34674818 0.08727758 0.14150983 1.00333128 4
0.98103723 1.03704366 1.21287988 0.15467599 0.30057109 1.00325119 4
9.06653033 4.72798609 4.79366075 0.08285387 0.07429979 1.00311813 4



31.1233478 5.32779566 5.41361506 0.06349678 0.13803497 1.00308412 4
2.5153966 3.35188144 3.52678664 0.27889208 0.07313121 1.00307994 4

12.9040305 4.07801255 4.20255637 0.11015301 0.18476363 1.00265872 4
43.1221527 6.3146176 6.25568072 0.05712581 0.08336885 -1.0025963 4
219.209205 8.04499163 8.17086567 0.20723749 0.06089162 1.00253603 4
1.07399994 1.04696667 1.47996547 0.6190246 0.23155786 1.00248162 4
324.749284 7.50308331 6.81293438 1.1106554 0.37240128 -1.0024461 4
15.8272721 4.97551263 5.07262798 0.12910539 0.09714496 1.00238767 4
4.7560957 4.05726943 4.11753067 0.06922187 0.07780032 1.00217711 4

495.814533 7.72200293 7.55147885 0.1033567 0.27615803 -1.0018764 4
6.07008326 3.47021691 3.56916225 0.05552104 0.17249499 1.00181332 4
10.3812545 4.76502437 4.02242936 1.29245224 0.18089617 -1.0017502 4
10.3812545 4.76502437 4.02242936 1.29245224 0.18089617 -1.0017502 4
716.643879 7.96694008 8.10778535 0.14188398 0.22851031 1.00172808 4
109.43977 7.27723881 7.3515361 0.1072879 0.06907017 1.00169909 4

33.6444455 5.69760813 5.75897489 0.02560686 0.10315903 1.00168048 4
25.0771709 4.67863426 4.79820769 0.07910078 0.21835216 1.00140546 4
3.4957772 2.65486065 2.82231764 0.19847366 0.22018109 1.00137741 4

129.058777 7.0053848 7.1090978 0.14383671 0.10414663 1.00131448 4
17.6004819 5.22168206 5.15970186 0.02636426 0.1039836 -1.0013112 4
9.49591249 5.21013243 5.16611359 0.05329941 0.05397167 -1.001298 4
1.97730076 -6.7139963 -3.6670116 0.36807519 4.28930211 1.00121564 4
112.090164 6.81039074 6.69535639 0.13738763 0.14263779 -1.0012149 4
1.10797151 2.18651487 2.05477595 0.1736431 0.14587412 -1.0008131 4
71.3478778 6.53264322 6.45691053 0.06448829 0.11489435 -1.0007818 4
52.9092819 5.62581991 5.74056431 0.11249529 0.1652715 1.00076426 4
5.91049963 4.00686454 3.88297523 0.18783614 0.12590334 -1.0006752 4
5.4164095 4.40905463 4.4650793 0.07400749 0.06336957 1.00058479 4

9.75529627 4.89788799 4.83063633 0.08553907 0.07631633 -1.0005803 4
10.733618 4.1789077 4.05605309 0.09138705 0.18827422 -1.0004463 4

18.6983346 4.43429217 3.67616573 1.22620924 0.43948872 -1.0003707 4
14.3860272 5.51258841 5.47537074 0.02020955 0.05958813 -1.0002797 4
10.510693 3.86972472 3.99556197 0.12106716 0.19928052 1.00015289 4

8.81584972 4.31740171 4.23253246 0.06672169 0.12995319 -1.0001513 4
3.11E-05 -4.7836147 -7.6098597 4.63189781 0.06196265 -1.0001399 4

0.00015927 -3.8921531 -7.7920429 5.64258778 0.34983221 -1.0000919 4
0.00051005 -3.6947269 -6.410118 4.82339577 0.29007711 -1.0000696 4
298.508978 6.96649688 6.73188521 0.15850042 0.35113569 -0.9999086 4
13.6050872 3.74312771 3.92904641 0.1902824 0.24829768 0.99986314 4
13.6505063 6.31359865 6.35063832 0.05949331 0.02387048 0.9998241 4
1580.62817 7.57050656 7.86505009 0.0532639 0.50875367 0.99970028 4
366.959702 8.30354804 8.23491991 0.06532914 0.09851205 -0.9996996 4
9.96375157 5.26044717 5.16792508 0.15826474 0.0570326 -0.9995425 4
6.47585576 6.5512075 6.47902108 0.13012944 0.00992121 -0.9994313 4
727.20729 8.80897294 8.87538796 0.05969396 0.10308461 0.99932385 4
3.7832593 4.24463574 4.16515069 0.13250652 0.05973861 -0.9992402 4

275.826722 7.45205462 7.34460542 0.0206617 0.16989063 -0.9992214 4
198.457586 6.17755842 6.45657283 0.3861631 0.33826875 0.99920743 4



20.2169201 5.81019527 4.31917864 2.59068917 0.26137053 -0.9990865 4
82.9326259 7.16446467 7.12247391 0.02608265 0.06689213 -0.9989494 4
5.69977026 4.75125303 3.8931879 1.49291153 0.11259847 -0.9986831 4
3.73380197 2.97955779 2.72748521 0.53743979 0.22893971 -0.9985 4
149.206218 7.23514613 7.00900587 0.38261656 0.13304025 -0.9984517 4
5.42111388 3.90985459 3.81259741 0.12348555 0.11661737 -0.9984054 4
2.76025326 1.73234354 1.92737377 0.02093216 0.40926909 0.99832286 4
71.1916484 5.28429965 5.44991757 0.06976632 0.28523464 0.99826976 4
115.872984 7.6627219 7.73305492 0.10635849 0.05028165 0.99825969 4
119.473364 8.23396166 8.1646447 0.1161354 0.03431052 -0.9982401 4
11.3128025 5.14186635 5.02412804 0.18935337 0.07380302 -0.9980969 4
13.4190234 4.30547068 4.41217979 0.10053162 0.15998393 0.99808336 4
11.5716234 4.86584902 4.79341393 0.08098685 0.09492146 -0.9980002 4
4.9170532 3.08954198 2.90350207 0.17304706 0.24901818 -0.9979392 4

3.13223641 2.29270097 2.01880872 0.15164882 0.42008648 -0.99789 4
1.5226042 1.39272439 1.0543774 0.1820176 0.45683901 -0.9978049 4

6.67438865 4.78801476 4.0747799 1.25122251 0.11298648 -0.9977353 4
5.98903245 2.82697605 2.99734335 0.11678652 0.29520277 0.9976805 4
2.96378674 2.28116858 2.01892876 0.1739366 0.37997392 -0.997378 4
11.828069 4.75702111 4.65277858 0.13899912 0.10951189 -0.9973593 4

16.7289827 5.15126068 5.21121901 0.05427871 0.09298562 0.99708023 4
234.83264 6.69590713 6.42830772 0.21981952 0.41848768 -0.9969374 4

175.360035 7.43743644 7.37216579 0.00525508 0.10807894 -0.9968632 4
245.999103 6.48482978 6.65773488 0.12597166 0.340694 0.99683172 4

144.8482 7.14388666 6.98346647 0.24125545 0.13941757 -0.9968114 4
58.50111 5.24387323 5.42096006 0.1963496 0.26946259 0.99675139 4

633.476035 8.12710343 7.93701392 0.22404158 0.24083728 -0.9965972 4
77.4375129 6.19045702 6.04624209 0.16337018 0.18062388 -0.9965912 4
0.00570261 -3.9496431 -5.1992415 4.81485139 0.90969808 -0.9964502 4
205.034961 6.72077692 6.53785761 0.06447547 0.27219977 -0.996209 4
393.165593 7.30895531 7.08813981 0.14012325 0.35642969 -0.9961873 4
56.579387 5.29371476 5.45803877 0.17860601 0.23874942 0.99592101 4

222.337483 7.46367334 7.3592898 0.10775299 0.14465697 -0.9956497 4
75.0110118 6.56129115 6.63645203 0.08706023 0.10056408 0.99562584 4
34.2594566 5.36527239 5.48101229 0.14352645 0.14068124 0.995459 4
145.880867 5.68012921 5.90733883 0.1780095 0.36409615 0.99541942 4
14.5019888 4.48464823 4.31606167 0.20895341 0.20425878 -0.995367 4
10.612488 3.89574307 4.03070555 0.15333936 0.18949481 0.99536257 4

220.583146 6.72852634 6.51307686 0.1547025 0.29804433 -0.9952719 4
19.065373 5.35104483 4.39683372 1.79725003 0.23106285 -0.9951021 4

17.7308632 4.64005926 4.72858686 0.03671993 0.15016934 0.99507068 4
11.2026448 3.69085241 3.39477498 0.34344771 0.37573205 -0.9950221 4
237.854738 5.47381608 5.87093166 0.54304297 0.72594413 0.99473728 4
4.46594158 4.30113857 4.39117707 0.13676709 0.05481167 0.99471153 4
22.4911604 5.09077907 5.16709751 0.04847628 0.12646823 0.99469451 4
20.8349197 4.5865749 4.71622043 0.13476552 0.18071907 0.99463844 4
2.5761274 3.92547429 3.53767174 0.70334408 0.07335123 -0.9944201 4

8.20189461 4.49847357 4.55304569 0.04307912 0.08426064 0.99435313 4



8.76118845 3.77927165 3.59936445 0.18392838 0.24712409 -0.9943264 4
5.87657909 5.31752001 4.89728023 0.7377328 0.04348846 -0.9941702 4
0.87011855 -5.8527328 -4.5006098 0.92839696 4.2546217 0.99414769 4
141.894562 5.91812635 5.4308037 0.53536928 0.52709536 -0.9941288 4
7.85164741 4.38256156 4.05385203 0.55929644 0.13354346 -0.9941033 4
10.1624499 3.26844231 3.44027739 0.09998101 0.34780528 0.99406305 4
183.912519 6.83416684 6.65816691 0.20630811 0.23383468 -0.9940178 4
1380.87408 8.37754657 8.52332604 0.03165647 0.25698408 0.99396596 4
8.66972054 5.62066854 4.3785066 2.3285295 0.10940764 -0.9939476 4
7.33775357 3.37822872 3.51453274 0.11930626 0.20705222 0.99383894 4
11.0912607 4.01694421 3.8746779 0.05752783 0.22125289 -0.9937771 4
9.23332169 4.33777413 4.25118012 0.06805912 0.13180188 -0.9936462 4
37.7496445 5.3311404 5.1847165 0.12932261 0.19871599 -0.9934448 4
11.8937123 5.12611525 5.18141114 0.07015921 0.06605107 0.99342628 4
23.8314862 5.2564929 5.05334889 0.42907739 0.14573458 -0.993406 4
10.0205023 4.30015923 4.16984612 0.1634281 0.15717192 -0.9929872 4
149.274842 7.38761701 7.30486798 0.10144345 0.09918697 -0.9928745 4
4.90971086 3.83639118 4.02027894 0.29253569 0.08989257 0.99284826 4
200.612964 7.38485533 7.45706798 0.05785185 0.11925234 0.99271484 4
6.27471962 4.09634307 4.20013147 0.14859167 0.09451784 0.99268024 4
366.773784 6.9418632 7.09567554 0.04611194 0.32604737 0.99260871 4
22.6490233 4.89930412 4.98561807 0.02828237 0.14799863 0.9925165 4
27.8564356 4.62377125 4.75993127 0.08629233 0.23567074 0.99245751 4
138.607577 5.07988976 5.40477847 0.21506925 0.53074526 0.99226117 4
21.0531498 4.58208994 4.42805692 0.02164821 0.26038247 -0.9922103 4
37.0966345 5.40199948 5.28329225 0.06547305 0.18809345 -0.9921778 4
32.0907767 4.76626846 4.89790427 0.0585721 0.22824941 0.9921407 4
87.6165205 5.38593594 4.94205801 0.30870252 0.72100776 -0.9919694 4
10.0526866 3.30388215 2.97460833 0.03922541 0.54955003 -0.9916938 4
44.9830644 6.51765287 6.36456596 0.28243238 0.07834707 -0.9916807 4
57.219811 3.78032701 4.13370544 0.26436428 0.87168589 0.99139908 4

28.6401556 5.52654483 5.45010378 0.04117937 0.12699765 -0.9913871 4
54.3758297 5.13232592 5.29680299 0.13353157 0.25223774 0.99129394 4
20.9821693 4.97832801 5.0587063 0.05653085 0.12964708 0.99110068 4
3.85120999 4.79113712 4.75670217 0.05043167 0.03315284 -0.9910868 4
196.915689 7.45277115 7.55036327 0.13626909 0.10228923 0.99082176 4
125.853464 6.63081208 6.71551959 0.02611665 0.14591198 0.99066819 4
10.1449759 4.10002866 3.95064365 0.18349024 0.1928145 -0.9905801 4
1.19521935 2.22836996 1.80918095 0.71217896 0.19871026 -0.9904766 4
1.19521935 2.22836996 1.80918095 0.71217896 0.19871026 -0.9904766 4
1.19521935 2.22836996 1.80918095 0.71217896 0.19871026 -0.9904766 4
7.16501734 3.445274 3.56902003 0.10294992 0.1922481 0.99029089 4
5.68124887 4.03336736 4.22478031 0.29106849 0.08389567 0.99020144 4
5.68124887 4.03336736 4.22478031 0.29106849 0.08389567 0.99020144 4
3.07492659 3.69131654 3.78379224 0.14146351 0.06925759 0.99012179 4
51.9957902 5.71934521 5.80843304 0.04879506 0.15739652 0.99009347 4
147.857653 7.88730817 7.84369757 0.0498458 0.05888639 -0.9900785 4
21.1587485 5.21564422 4.80662532 0.71890385 0.16442084 -0.9900558 4



11.5996016 4.00203633 4.12069834 0.10160485 0.17821796 0.98984793 4
11.5996016 4.00203633 4.12069834 0.10160485 0.17821796 0.98984793 4
135.636783 5.30064419 5.74111641 0.56534375 0.387161 0.98961351 4
6.93798259 3.25954663 3.49225298 0.31545248 0.21559915 0.98940464 4
203.507214 7.88491225 7.93454182 0.04948246 0.07186542 0.98940342 4
20.8737424 4.5829437 4.70235556 0.10777288 0.18524353 0.98935527 4
5.42655241 3.34140916 3.206919 0.044744 0.21910718 -0.9890933 4
394.145562 7.26873772 7.46716595 0.27331266 0.21447625 0.98908886 4
2.46049185 5.54038572 5.47310127 0.11750806 0.01035724 -0.9890441 4
22.4250701 5.71957659 5.81253132 0.1404169 0.06647131 0.98901696 4
66.7039288 6.37220655 6.17257756 0.31984349 0.13856683 -0.9886599 4
10.2254982 3.33588814 2.96181772 0.35080951 0.58823406 -0.9886366 4
22.7138149 5.43659125 5.27390429 0.26587657 0.1137703 -0.988556 4
23.765571 4.73720925 4.86677738 0.14432307 0.17970119 0.98795461 4

15.1090447 4.53755902 4.37892217 0.19359313 0.19499797 -0.9878873 4
20.8428875 3.56350905 3.85141979 0.36516401 0.49199559 0.98766415 4
177.135006 7.38962479 7.2770647 0.16932515 0.11984407 -0.9876087 4
205.721509 8.62455868 8.68707013 0.10108461 0.03506309 0.98751737 4
302.397025 7.44899751 7.32888717 0.01589546 0.2096026 -0.9874776 4
55.614167 4.90379371 5.09852825 0.16531496 0.3547843 0.98747198 4
33.615532 5.04526889 5.22240102 0.25305859 0.17690939 0.98735981 4

10.0033606 3.38919214 3.5574907 0.14219647 0.28402652 0.98721605 4
177.514841 7.18348448 7.0320199 0.24440722 0.15052551 -0.9871921 4
6.13414039 4.89964401 4.95136434 0.07942451 0.04317585 0.98710032 4
6.1432904 3.3536616 3.17135093 0.1810859 0.27513098 -0.9870791 4

9.75617779 5.30528466 4.27663248 1.9804048 0.1398564 -0.9870424 4
22.4946481 4.74728205 4.53312576 0.30318323 0.25536727 -0.9869551 4
542.97774 8.79359445 8.93694373 0.24101414 0.07145946 0.98682811 4

2.14459073 -1.5906791 1.1935301 3.14721704 0.74896352 0.98672488 4
5.10751241 3.55726779 3.42006778 0.17788595 0.16078016 -0.9867005 4
8.11833187 5.3554534 5.28778736 0.11919936 0.04083258 -0.9866725 4

22.903 5.41765481 5.51506192 0.13590793 0.09410557 0.98665256 4
153.619509 5.21583426 5.53141639 0.21031289 0.52068524 0.98663311 4
6.25144997 3.91688637 4.0374192 0.16839026 0.10761711 0.98660551 4
3.29920083 2.46816958 2.61531657 0.12869727 0.23095657 0.98655085 4
25.2186037 4.29392314 4.51263594 0.25576512 0.26145895 0.98650914 4
52.7256382 7.47945805 7.6712865 0.29653349 0.02470784 0.98609426 4
217.354212 7.49837362 7.58112362 0.09405364 0.11435329 0.98606673 4
5.05466702 4.12743734 4.19955962 0.10287535 0.07748296 0.98604034 4
15.1389086 4.70790465 4.60804203 0.07762809 0.15548372 -0.9860247 4
38.5689782 5.24370004 5.34259298 0.00950986 0.18055827 0.98598217 4
290.401415 7.02520091 6.83245189 0.06728602 0.29604698 -0.9858434 4
59.6322883 7.01983616 6.94271978 0.1290178 0.05766351 -0.9858412 4
0.68330104 4.13519619 4.24398798 0.18248394 0.00981079 0.98571379 4
1.15180876 3.28536132 3.22704669 0.09138672 0.04629643 -0.985702 4
3.49046164 4.04606314 3.941677 0.17095357 0.06654758 -0.9856769 4
164.528433 7.17148203 7.2441505 0.05992072 0.1214921 0.98563173 4
350.631563 7.74332434 7.87623331 0.19505251 0.13007001 0.98561645 4



75.4397882 7.55824246 7.61623388 0.09285218 0.03688274 0.98561335 4
1.45581873 2.59719948 2.72897108 0.21118196 0.09244493 0.98554172 4
28.1968953 5.25102727 5.35268454 0.11718074 0.13269923 0.98551418 4
131.663169 6.50322383 6.6066957 0.06567104 0.1690541 0.98545732 4
191.650761 7.58536809 7.52396462 0.01673825 0.10613198 -0.9853658 4
51.0672106 5.56852122 5.42187835 0.10423243 0.21436568 -0.9853612 4
12.7233755 4.45155689 4.53612856 0.07139465 0.13638956 0.98528096 4
0.8829395 2.69296278 2.85745829 0.2511843 0.05043245 0.98512964 4

136.170335 7.46969961 7.31463226 0.31774735 0.08850861 -0.9851121 4
10.6943783 2.74593324 3.00568852 0.26674377 0.60226949 0.98507648 4
16.3252857 4.35334916 4.47497889 0.1196582 0.19153952 0.98487805 4
121.561158 7.27778292 7.33394639 0.06077357 0.07862674 0.98482425 4
22.115688 5.76354549 5.83432631 0.10633306 0.06450749 0.98482181 4

6.95998606 2.9506725 3.15580445 0.22952401 0.2757434 0.98470409 4
101.179195 7.17505648 7.2310717 0.06565675 0.07295765 0.98461181 4
89.5949116 5.7448632 5.5173587 0.06649873 0.38674294 -0.9841158 4
127.513992 7.10423049 7.18229619 0.1000317 0.09638744 0.98403773 4
7.30300587 4.32417449 4.25820941 0.04824351 0.10137334 -0.9839622 4
5.57490575 4.4606481 4.52078303 0.08556138 0.06084971 0.98396014 4
6.40648951 5.53560225 5.47110143 0.11293804 0.0267506 -0.9839318 4
805.369765 8.35347341 8.46086851 0.09518784 0.16223432 0.98391707 4
19.4843402 6.46555778 5.36077217 2.49566154 0.0919132 -0.9838954 4
0.2931181 -2.3691332 -4.8843691 3.50241507 3.6502446 -0.9838489 4

17.8549278 4.7106813 4.59770027 0.06760264 0.17986797 -0.9835997 4
6.92122071 2.41302416 -0.3386101 0.36291867 4.60875588 -0.9834188 4
6.68835304 4.7314096 4.78904337 0.08308778 0.05586702 0.98337254 4
207.419487 7.18505869 7.05703966 0.1309859 0.17890274 -0.9831918 4
314.301969 6.53840214 6.78666566 0.32150838 0.38708079 0.98315903 4
27.4169889 5.40046993 5.30892797 0.0796094 0.1344455 -0.9830634 4
41.0430172 5.03358122 5.18269063 0.15677091 0.24044134 0.98303348 4
19.5565421 5.74002547 5.83124068 0.14111963 0.0580873 0.98296636 4
106.766119 6.16005848 6.0015055 0.0256318 0.2460762 -0.9829325 4
26.5276618 4.7539049 4.53315392 0.23775853 0.30398699 -0.9825936 4
2.68268061 3.6277923 3.50548008 0.20664094 0.07898705 -0.9824717 4
9.58597027 4.61756477 4.4963892 0.18320705 0.11015418 -0.9824391 4
416.032382 6.70901485 6.9032077 0.08853138 0.46292115 0.98242886 4
18.7019909 5.23089375 5.14627063 0.1027975 0.10569134 -0.982411 4
156.627894 6.63681322 6.74877122 0.09470583 0.17963303 0.9823687 4
30.6907451 5.70777038 5.7711344 0.06116684 0.09313888 0.9822733 4
30.6907451 5.70777038 5.7711344 0.06116684 0.09313888 0.9822733 4
35.5921405 4.63815857 4.85681553 0.28824139 0.26775961 0.98217204 4
2.35749257 3.97699281 4.03661296 0.09530855 0.04113037 0.98184414 4
2.77321287 2.87572341 2.71437978 0.22512694 0.18614584 -0.9818268 4
103.912678 6.23184297 6.34655353 0.10648527 0.18344556 0.98174808 4
477.640667 7.439277 7.20148479 0.14702358 0.39110674 -0.9817215 4
1540.93006 6.62054447 7.85377866 1.45269066 0.68392494 0.98152873 4
188.224768 7.4308501 7.33112375 0.12707353 0.12089665 -0.9814906 4
12.7024575 4.05742347 4.1727412 0.08577412 0.18598651 0.98128346 4



166.367206 6.51620714 6.32475505 0.09727923 0.32282604 -0.981152 4
33.8031156 4.44968082 4.6343396 0.15186482 0.34003433 0.9811517 4
6.14503382 4.24375859 4.33417835 0.13391164 0.08227854 0.98076197 4
8.27405954 2.80009606 3.04457936 0.24937768 0.36950243 0.98072876 4
12.4655803 5.05057288 5.11201295 0.07727014 0.07347351 0.98070978 4
18.8014083 5.62070489 5.68084513 0.08251124 0.06434371 0.98067953 4
13.7025614 5.69321106 5.12390903 1.03914027 0.08106337 -0.9805994 4
4.83305937 4.25195907 4.18333389 0.10110016 0.07426916 -0.9803762 4
6.86286753 2.97467622 3.2127378 0.29923344 0.25579301 0.98023445 4
12.9280249 4.30187365 4.40821484 0.11023235 0.1519933 0.98010665 4
3.06947621 4.57614616 4.61537748 0.06182701 0.03064937 0.98009084 4
25.4961573 5.61073621 5.67165157 0.06449057 0.08997754 0.98007491 4
518.734282 6.66299699 6.99304947 0.46966401 0.53408701 0.97999803 4
331.500084 6.90607028 6.58944584 0.26140651 0.51092011 -0.9799275 4
531.151044 8.06941465 7.95951585 0.01744563 0.17653684 -0.9798736 4
30.0934586 5.05162836 5.16580867 0.11473654 0.17219971 0.97975615 4
2.7196981 1.7660941 2.07253292 0.44195952 0.32747416 0.9797206 4
2.7148054 3.276556 3.13715519 0.24477494 0.12180956 -0.9796625 4

62.9078315 5.17904343 5.33686351 0.05472409 0.28529244 0.97957616 4
6.7970287 3.5313702 3.38724952 0.08833096 0.21792974 -0.9795472 4

103.136091 8.12733765 8.14859977 0.02305899 0.0298701 0.97953386 4
4.36053385 3.07688409 3.26767534 0.29494826 0.17328845 0.97945107 4
93.3231135 6.20188227 6.33272083 0.15835499 0.15796849 0.97913812 4
12.9736719 4.32573416 4.19879343 0.09863139 0.18877029 -0.9790162 4
5.29359869 3.53188532 3.38871089 0.17462783 0.17342163 -0.9790146 4
9.75647591 3.29022293 3.47310647 0.18655803 0.32067083 0.97892356 4
356.34343 7.44913511 7.55235052 0.05556446 0.19590975 0.97867825 4

362.188569 7.52976691 7.62723514 0.04286577 0.16795799 0.97856259 4
22.1990314 5.57537138 5.64382791 0.09376264 0.07793616 0.97834677 4
58.3045839 5.3505217 5.47791145 0.04797339 0.25301473 0.97818018 4
155.765436 6.73360352 6.83742454 0.09175052 0.16966571 0.97808432 4
263.553756 8.56419068 8.65339998 0.15104369 0.04610045 0.97800028 4
570.204304 8.05022174 8.14161085 0.0433376 0.17083387 0.97797262 4
209.319172 7.58091607 7.6472972 0.06493229 0.09725002 0.97780996 4
6.21376028 3.120836 3.38539565 0.37134694 0.21327515 0.97761884 4
2.95450394 2.75138829 2.53081716 0.30890511 0.21993398 -0.9775963 4
4.68804387 2.40200699 2.7696095 0.5664383 0.27890772 0.97759315 4
18.5469039 4.67663247 4.56079008 0.03124696 0.18802284 -0.9775328 4
134.323167 5.45049939 5.90849705 0.60997647 0.39725219 0.97742026 4
2.80967823 3.53114513 3.62466698 0.14825818 0.07475426 0.97740358 4
3.09646254 3.50940197 3.60413015 0.14532615 0.08624615 0.97730268 4
10.6157163 4.68591985 4.75541255 0.08499602 0.08969057 0.97728944 4
3.40500285 3.57861913 3.46565491 0.17638999 0.10322628 -0.9771839 4
33.6921704 6.30396438 6.34836541 0.0530218 0.05994027 0.97706893 4
383.14573 8.01315736 8.09417663 0.08955941 0.12081092 0.97684783 4

11.8206841 3.25077567 3.52741911 0.38204265 0.34159397 0.9767629 4
39.3205409 5.76765578 5.60404423 0.24997107 0.14236981 -0.976749 4
8.80416558 4.11543034 4.20731677 0.10109643 0.12658618 0.97659649 4



19.1954121 4.74275671 4.86478726 0.15318683 0.14785341 0.97652817 4
41.4630263 4.88430419 5.17672479 0.45813376 0.2460134 0.97649946 4
229.936821 7.25650149 7.33682135 0.01854657 0.15594746 0.97647303 4
2.97006991 2.55244382 2.33629864 0.24457374 0.31011583 -0.9764004 4
2.58717581 3.6086303 3.46057293 0.25365024 0.07946155 -0.9763317 4
17.3143458 5.29378838 5.16212825 0.2145142 0.09845705 -0.9763019 4
83.6705965 6.49731611 6.76121682 0.45605054 0.09949167 0.97594336 4
4.71071991 3.42473559 3.57957304 0.21872914 0.13572671 0.97581011 4
32.5140528 4.97916623 5.0858223 0.02233343 0.19391616 0.97574882 4
522.834016 7.62666024 7.41498019 0.19556985 0.3027959 -0.975611 4
31.0042304 5.55171272 5.42691254 0.1856534 0.13863691 -0.9755982 4
7.74396571 0.5353035 2.57515315 3.4514274 0.49724846 0.97558237 4
12.5331758 3.86102114 3.66797447 0.03919001 0.30179631 -0.9753943 4
15.818415 3.89870979 4.06399616 0.16232833 0.27557361 0.97537796 4

4.77502431 4.43067179 4.37296955 0.08591557 0.05969738 -0.9751983 4
161.536966 6.81936964 6.70021543 0.01901952 0.20975705 -0.9749123 4
10.3507671 4.15768147 4.04457199 0.07251692 0.17226367 -0.9748466 4
354.522623 7.83912797 7.71012046 0.17430718 0.16513472 -0.9747288 4
107.093633 7.60527403 7.5139705 0.16369084 0.05789681 -0.9747267 4
151.354276 6.69376936 6.5362805 0.15856288 0.21709088 -0.9745599 4
10.4796534 3.95220653 3.81301435 0.02639415 0.23613932 -0.9745144 4
12.4979261 5.80988238 5.85623668 0.07350985 0.03609023 0.97442956 4
8.32417117 3.40902776 3.56863496 0.17286545 0.21929996 0.97429586 4
74.6876984 5.82164733 5.93499167 0.07767506 0.18697197 0.97394661 4
942.247171 6.92461487 7.23198279 0.04528974 0.56401633 0.97388242 4
3.46652355 4.52752136 4.07962959 0.83258832 0.05778885 -0.9735899 4
28.2724751 4.27108203 4.43467289 0.06518747 0.36141987 0.9735869 4
13.1301471 4.72123856 4.59704887 0.17389414 0.13524252 -0.9735638 4
588.826119 7.96770575 7.77744773 0.21355218 0.25078535 -0.973449 4
67.4171598 5.01283144 5.24767491 0.2654197 0.31934432 0.97309988 4
15.2109312 3.7865075 3.4906181 0.20482028 0.41764069 -0.9730223 4
185.264109 7.33360905 7.40588913 0.06631088 0.10972994 0.97278497 4
360.444795 6.49509279 6.71461757 0.0985377 0.3946913 0.97268921 4
67.1057809 7.52967338 7.47285982 0.09413748 0.03851318 -0.9725326 4
45.3785839 8.04908402 7.9164444 0.27325447 0.01660499 -0.972496 4
303.537799 7.10360077 6.91353088 0.08301116 0.32622267 -0.9724926 4
5.36705371 4.01555971 3.92391734 0.12907951 0.106291 -0.9724039 4
310.251841 8.6896771 8.77979099 0.15309234 0.04783651 0.97233364 4
1.49003995 0.70774354 0.99043302 0.2391583 0.54308551 0.97221066 4
1.75387516 2.86110545 2.79765705 0.02462413 0.1099805 -0.9720297 4
17.7986613 4.35882089 4.17536177 0.15273011 0.28976733 -0.9719706 4
9.09261452 4.47583197 4.39415777 0.0941661 0.10924001 -0.9718915 4
48.0520114 6.69969289 6.62848809 0.11756957 0.06332682 -0.9718646 4
236.600126 6.32899412 6.53504156 0.19683516 0.32094528 0.97186019 4
3.45255616 1.96795428 1.48664801 0.23691605 0.64509434 -0.9713228 4
7.26591558 3.87614377 3.73987161 0.1655797 0.1793221 -0.9711953 4
22.8115112 4.23872937 4.38481337 0.02798968 0.26371551 0.97119137 4
62.4058294 5.43475991 5.23089488 0.04941269 0.3340517 -0.9709965 4



2.70913216 3.16486277 3.03826622 0.20649491 0.1255966 -0.9708582 4
323.506765 6.35121018 6.56042476 0.11466767 0.49208022 0.97078631 4
410.880549 7.25278145 7.44001867 0.24619327 0.23391826 0.97073248 4
12.8007109 3.81406462 4.09947228 0.39647698 0.20319389 0.97061616 4
205.303401 7.13170887 7.47186348 0.47613229 0.11411437 0.97053629 4
72.2711072 6.72319016 6.62503968 0.15875532 0.09325683 -0.9705013 4
6.41837318 4.58821344 4.65332932 0.09581724 0.0606317 0.97045473 4
19.220686 4.57090513 4.66883599 0.04738193 0.18600758 0.97042156 4

7.95511489 3.47277561 3.58755335 0.00470804 0.2073837 0.97040925 4
42.8526844 5.95041906 5.58278862 0.64786831 0.15773225 -0.9702484 4
20.9338704 4.74239938 4.85743562 0.13317917 0.17004214 0.97016282 4
62.529957 5.8666855 5.9835932 0.13688855 0.16288227 0.97015919 4

1.83784335 4.02319778 4.07181119 0.07854765 0.0316116 0.97009238 4
13.0031566 4.53570913 4.42330686 0.12178869 0.16215026 -0.9699097 4
568.452804 7.26759379 7.45061241 0.13304994 0.30017261 0.96972754 4
503.805345 8.13950092 8.25115211 0.14495077 0.13636006 0.96961742 4
25.2584237 5.24357313 5.32973076 0.09442691 0.1214489 0.96910363 4
402.540513 7.66567863 7.51314183 0.15595207 0.2299255 -0.9689254 4
2.56723088 2.01230546 2.27846955 0.39570362 0.24364122 0.96882306 4
332.795544 7.13310406 6.93374928 0.09277789 0.30234394 -0.9688163 4
89.1616498 5.51313259 6.16748866 0.89025878 0.19417134 0.96828231 4
1.22275609 3.77302535 3.04631825 1.45999013 0.05834644 -0.9679149 4
0.12432867 0.8746787 0.58109336 0.53845654 0.06827631 -0.9678801 4
18.6551434 6.05082887 6.02373867 0.01602656 0.04570806 -0.9676079 4
25.7641147 5.50537368 5.69540981 0.31522168 0.08778054 0.96726836 4
320.260651 5.56018227 5.95955195 0.30753495 0.6534913 0.96725349 4
15.2733797 4.48203825 4.60909206 0.16272939 0.14719327 0.9671287 4
10.5028486 4.30806278 4.17103054 0.1770406 0.16901743 -0.966875 4
315.38377 8.38955478 8.45561301 0.09673466 0.06650771 0.96678448 4

12.7473197 4.40565434 4.50651981 0.11703269 0.13550113 0.96658909 4
37.8691036 5.52349574 5.60421443 0.05678299 0.13837042 0.96639342 4
5.10465694 4.53140068 4.58009059 0.0684722 0.05196716 0.96634374 4
40.2580724 5.19747411 5.30787311 0.06480203 0.19024268 0.96626665 4
3.54628679 3.70016111 3.63411232 0.07236541 0.09162212 -0.9661517 4
20.2481201 5.22486462 5.28181171 0.02400043 0.10448097 0.96577486 4
23.5340233 4.43330233 4.55925319 0.02079812 0.24063685 0.9657111 4
6.25451527 4.4637054 3.64393358 1.76701391 0.16309888 -0.9657082 4
6.25451527 4.4637054 3.64393358 1.76701391 0.16309888 -0.9657082 4
161.805988 8.40259364 8.47094376 0.1160473 0.03422321 0.9657049 4
22.3371268 4.90781084 4.99240928 0.04788583 0.15120275 0.96556631 4
29.0296672 5.66383821 5.59444069 0.05766642 0.10592102 -0.9655601 4
29.7447572 5.35485429 5.43399897 0.06863204 0.13040354 0.96551015 4
39.2117836 5.46258176 5.54464094 0.02927982 0.15894433 0.96535088 4
63.7221684 5.59375541 5.71254267 0.08086788 0.19793105 0.96522244 4
34.6225353 6.10230683 5.83988746 0.46724931 0.10328292 -0.9651136 4
4.88191165 4.24789127 4.31740665 0.10412766 0.0658845 0.96509169 4
3.93877742 3.7164778 3.64022143 0.09045795 0.10634263 -0.9650327 4
13.0718686 4.59635002 4.67285447 0.06936509 0.12009338 0.96491826 4



5.92302519 4.41985894 4.35167 0.0946064 0.07531906 -0.9646713 4
118.895821 6.40442465 6.5794102 0.27243784 0.17161963 0.96466114 4
35.7666519 4.94259785 5.06108266 0.03197266 0.21356553 0.9645086 4
208.804045 7.03668781 7.14852677 0.12201896 0.16738424 0.96449864 4
7.70225799 5.057486 4.96112822 0.16815305 0.05340662 -0.9644229 4
12.266127 4.28726384 4.44189558 0.21640185 0.13970354 0.96436577 4

153.726285 7.91271636 7.97588431 0.09626672 0.05357485 0.96434294 4
24.6853049 5.23298391 5.32114031 0.10357418 0.12082683 0.96424964 4
4.94607763 2.55706718 2.78970947 0.27782996 0.29502564 0.96413834 4
61.9470757 6.71439998 6.63992921 0.11294222 0.08044285 -0.9640235 4
115.102252 7.25445487 7.17873404 0.10906664 0.08995017 -0.9639797 4
14.2166156 4.59950896 4.41245181 0.28747034 0.17960482 -0.9639708 4
17.8187883 5.74456425 5.77854971 0.02810376 0.05428509 0.96395207 4
0.57598714 2.25058539 2.12610246 0.25187938 0.06822949 -0.9639441 4
37.4905033 5.40030851 5.49012438 0.06629533 0.15057593 0.96393803 4
31.648085 5.857149 5.94141323 0.12022481 0.08328199 0.96391996 4

39.9605089 5.66862133 5.55554493 0.12635305 0.15590115 -0.9637478 4
216.585997 7.53057193 7.44937573 0.06762615 0.12917134 -0.9636628 4
541.525357 7.42648119 7.57016948 0.04540839 0.26035895 0.96362746 4
12.2138864 5.06662391 5.1112366 0.03513313 0.07393796 0.9635745 4
8.77402501 4.18771708 4.27006849 0.0886409 0.11834173 0.9635733 4
291.906876 6.97408024 7.14470372 0.21788645 0.21850766 0.96340999 4
28.7082252 5.03347827 5.13970829 0.09963611 0.16060485 0.96340433 4
87.8638786 5.86566554 6.07445743 0.28228348 0.19842559 0.96326053 4
38.7274374 5.13950922 4.95387268 0.17506754 0.28326062 -0.9632575 4
17.2272552 5.7732102 5.88160529 0.18454944 0.04846093 0.96321904 4
680.12812 7.27730708 7.5221949 0.31143698 0.3836269 0.96320788 4

133.460243 6.46414759 6.64115756 0.26117883 0.16667015 0.96319583 4
46.8006198 6.07412038 5.77934071 0.52014664 0.13864649 -0.9630205 4
9.65872635 5.52343898 5.56939978 0.07326036 0.03715482 0.96301896 4
62.7353325 4.90740435 5.11760877 0.17721713 0.33981996 0.96299978 4
79.8630253 7.4687594 7.38601595 0.15444086 0.04904287 -0.9629714 4
12.3720523 4.54729269 4.62659498 0.08013368 0.11966126 0.96289588 4
12.3720523 4.54729269 4.62659498 0.08013368 0.11966126 0.96289588 4
20.0964349 3.17035216 3.46212387 0.34313347 0.72715837 0.96279818 4
11.8382719 3.89710892 3.16161048 1.30940556 0.4468108 -0.9627359 4
438.957821 8.53728714 8.47094269 0.07651496 0.09395876 -0.962601 4
165.211494 5.91397127 6.08672899 0.04663069 0.40538787 0.96255955 4
169.646386 6.95105305 6.8447119 0.01271886 0.18905785 -0.9624902 4
7.56258603 3.11458763 3.25850606 0.0091916 0.28730321 0.96247643 4
41.0876087 4.97953051 4.76874243 0.02380377 0.34909653 -0.9624335 4
119.404956 6.77499024 6.34109395 0.79241989 0.19803824 -0.9623885 4
739.791366 7.15852475 7.42433196 0.25298609 0.38748537 0.9623626 4
3.18949227 2.39622169 2.59380664 0.2540421 0.24251635 0.96233095 4
2.37303126 1.38801142 -1.1477944 0.28181262 4.37017076 -0.9622321 4
0.73643297 4.18670444 4.22873096 0.07230248 0.01075153 0.96216541 4
7.88963606 4.31320529 3.58732302 1.49430653 0.21105155 -0.9618974 4
2.48070037 1.91866529 2.12246302 0.22896692 0.27791464 0.96171762 4



21.1843156 4.96707121 4.85666529 0.10843641 0.15876067 -0.9614668 4
22.0474717 5.51729807 5.42501703 0.13511173 0.09663974 -0.9613591 4
302.388791 7.56747265 7.64785659 0.04452495 0.13910452 0.96120149 4

88.93567 7.24371147 7.18406707 0.08465789 0.06706737 -0.9610704 4
234.60283 6.96325003 6.78437479 0.16502564 0.281968 -0.960824 4

88.2888054 6.4088937 6.25668024 0.21462783 0.16763562 -0.9607601 4
19.1962865 4.888977 4.97929879 0.10119197 0.13227043 0.96073277 4
5.48843251 2.61782854 2.83843057 0.27739552 0.33309472 0.9605076 4
22.8198447 3.43834365 3.73895742 0.30640565 0.54209712 0.9603952 4
32.415415 5.24851839 5.34828948 0.10085384 0.14882939 0.96022323 4

13.0406231 4.92374382 4.32000598 1.20650804 0.17465141 -0.9602229 4
27.3392585 4.79151609 4.63202483 0.06432682 0.24695909 -0.9599868 4
8.92755858 5.14947751 5.11223215 0.03989178 0.05362927 -0.9599675 4
26.9919646 5.17912438 5.26171763 0.06576391 0.14434858 0.95986377 4
43.3115262 5.42377972 5.93713603 0.75408844 0.114771 0.95977875 4
8.82047067 3.74365047 3.5118663 0.36016887 0.27536575 -0.9596131 4
21.8908745 4.06413831 4.22506176 0.0391691 0.2913062 0.95930725 4
479.002194 6.82267747 7.10434482 0.36072918 0.40078539 0.95926375 4
18.988946 7.51619502 7.45743839 0.10606358 0.01093184 -0.9592503 4

5.00009246 4.54775962 4.5066328 0.05018104 0.05574515 -0.9591732 4
403.056834 7.67118528 7.81964027 0.19772605 0.15561701 0.95916133 4
4.31206972 3.43071604 3.23112221 0.37429767 0.16866839 -0.9590889 4
25.9245342 5.11413764 5.21153887 0.11198669 0.13627126 0.95905457 4
20.5820464 4.76223442 4.85984726 0.08913106 0.15226921 0.95904475 4
692.823626 7.96086699 7.79309129 0.00986952 0.26273085 -0.9590184 4
189.818758 7.67434383 7.61161382 0.05991605 0.09354368 -0.9589756 4
792.955204 8.35690949 8.23355052 0.02844084 0.19823201 -0.9589358 4
49.751405 6.14532318 6.00919146 0.25132998 0.11793184 -0.9587689 4

76.5559638 3.70106962 4.26754299 0.55286931 0.79082495 0.95844608 4
25.0245536 6.11834451 6.00392931 0.22668164 0.06141121 -0.9583111 4
64.2138413 5.66984291 5.77358678 0.01764634 0.1890082 0.95830327 4
14.8557916 4.41014171 4.52700906 0.13550794 0.15340897 0.95816718 4
457.383914 7.97606455 7.78155006 0.29739448 0.19703839 -0.9580145 4
16.2341351 5.10027563 5.01326576 0.1118554 0.10518021 -0.9579709 4
19.1916193 5.48549035 5.43310697 0.03993147 0.0855132 -0.9578301 4
44.3634114 5.43363242 5.52786621 0.0470708 0.18444198 0.95764845 4
10.2754985 3.5925609 3.72282993 0.07164878 0.25348386 0.95752023 4
175.182265 6.79039099 6.89975546 0.10491745 0.18526955 0.95749354 4
112.040267 6.40869214 6.237787 0.21468301 0.22869324 -0.9574005 4

11.10716 3.9672255 3.79650677 0.17329734 0.26187999 -0.9573506 4
22.2723219 4.0755466 4.28048769 0.22119282 0.28142868 0.95733387 4
34.9305417 4.57046926 4.25375268 0.22571066 0.43135324 -0.9573198 4
126.865004 6.08982119 5.87432803 0.03621753 0.35864775 -0.9572367 4
19.8194417 5.04736537 5.11352824 0.03565212 0.12106451 0.95705437 4
109.033246 7.3297031 7.21833731 0.18516862 0.08102417 -0.9569339 4
50.3899666 5.7959796 5.88297652 0.08047919 0.14316338 0.95676538 4
6.08782096 4.31210928 4.35886603 0.03688633 0.07696138 0.95665739 4
27.5080369 5.24502479 5.35037266 0.14173125 0.12568698 0.95664775 4



51.7475267 6.5939304 6.50297636 0.15846996 0.07630724 -0.9566237 4
19.0189412 4.60203215 4.47117208 0.04641535 0.22993101 -0.956442 4
4.73689991 3.3228691 3.43348351 0.13668522 0.14618568 0.95643208 4
17.046082 4.6193827 4.95242186 0.54388699 0.11659729 0.95638409 4

1.65622633 3.26756717 3.40231166 0.21217092 0.0554308 0.95623946 4
35.4983092 5.96798077 5.88902777 0.10665399 0.09780493 -0.9560768 4
1.32079439 -4.789285 -4.2631463 2.17256064 4.40968203 0.95595595 4
8.41504544 3.18661264 2.8876118 0.16158525 0.4822026 -0.9558069 4
145.940147 6.89614896 6.78978006 0.08836185 0.16648054 -0.9557092 4
5.57195946 4.33937748 4.49348795 0.26883208 0.06206781 0.95565682 4
305.014275 6.54502384 6.81143776 0.37872047 0.35104187 0.95565384 4
7.73818597 3.40978379 3.58169382 0.22910289 0.21350841 0.95556841 4
976.135665 8.67612392 8.83707179 0.25753152 0.14724635 0.95551681 4
36.4849187 5.54179587 5.4194678 0.14541993 0.15727717 -0.9552184 4
10.4577893 5.11048866 5.25316959 0.22804069 0.05457351 0.95506943 4
523.060097 8.63231606 8.70316886 0.09643699 0.08677318 0.95501899 4
1.8296461 1.3379076 1.61891274 0.36432442 0.32743788 0.95501456 4

111.557268 6.30335859 6.42985527 0.14439532 0.18050237 0.95492413 4
9.63551634 3.9853269 4.13089762 0.21280035 0.14797378 0.95468624 4
135.043288 6.65382877 6.53181827 0.08072879 0.18990339 -0.9543751 4
23.9178125 4.98991982 4.79311466 0.30953612 0.20241248 -0.9543332 4
23.9178125 4.98991982 4.79311466 0.30953612 0.20241248 -0.9543332 4
19.5745316 7.49482425 7.43981476 0.09966668 0.01147544 -0.9542875 4
585.891637 7.56050402 7.7133453 0.14850566 0.28111162 0.95423803 4
28.0945296 6.05014778 6.10819519 0.08500456 0.06259177 0.95422719 4
19.5414527 4.37986935 4.20657748 0.03433359 0.28825559 -0.9541922 4
2.7466323 3.05501164 3.20009973 0.23781804 0.11448034 0.95417141 4

10.7349375 4.23419617 4.32496208 0.08960867 0.13834254 0.95411349 4
5.22420928 4.04862675 3.9444483 0.1758356 0.10009504 -0.9540057 4
128.08822 6.81207281 6.66709327 0.23730778 0.15726355 -0.9539727 4

3.16186725 2.94338935 3.18477625 0.35150088 0.13452376 0.95387604 4
147.743125 6.97508298 6.84433282 0.17714567 0.15214337 -0.9537723 4
18.1490148 5.76091217 5.83043669 0.11328144 0.0537191 0.95370375 4
17.7404134 4.82333418 4.72671979 0.06551382 0.15005693 -0.9535918 4
43.0149599 6.48100327 6.41988482 0.08516082 0.06918717 -0.9535741 4
117.872363 6.95766647 6.84151225 0.16719456 0.12173347 -0.9534182 4
29.5502776 4.29442586 4.45778254 0.04212579 0.34526966 0.95326415 4
18.6496945 5.06012941 5.12844729 0.06302617 0.10731585 0.95310587 4
183.270694 7.31280374 7.13779634 0.28257908 0.15014864 -0.9526628 4
1.65317955 2.53626468 2.13982899 0.72176514 0.20003479 -0.9526072 4
215.661209 7.2760052 7.39595661 0.17251834 0.13440824 0.95257297 4
6.36590697 2.65543385 2.14979753 0.3598683 0.85641814 -0.9524811 4
9.46598232 3.65849472 3.78856577 0.12829324 0.21079149 0.9523453 4
16.829013 4.68851735 4.57976445 0.08173229 0.16733635 -0.9522431 4

11.6065108 3.73687471 3.51411431 0.17452937 0.33881692 -0.9522197 4
112.583126 7.42587704 7.35056787 0.12437197 0.07248804 -0.9521105 4
5.61371728 3.13292125 3.38557574 0.3557571 0.1830913 0.95199333 4
18.6094425 4.94315529 5.05725381 0.17038054 0.12215306 0.95175421 4



540.219776 7.97633855 7.84202846 0.10244621 0.20828336 -0.951701 4
48.2960765 5.60573337 5.69332247 0.04235202 0.1600966 0.95169852 4
35.3691101 5.25917176 5.10325186 0.17621665 0.20816997 -0.9515941 4
15.6811321 6.31567492 6.2257247 0.17417708 0.03085417 -0.9514083 4
53.7152365 7.04005678 6.96758612 0.13227075 0.04990385 -0.9512286 4
33.8061276 5.54545952 5.37081859 0.34565293 0.16359615 -0.951137 4
4.74421972 3.3230948 3.42603888 0.1115882 0.1567541 0.95112638 4
10.9546591 5.43530562 5.07450438 0.68561958 0.06773317 -0.9510452 4
571.933951 7.3522742 7.00344812 0.24968649 0.5901531 -0.9509854 4
11.2151393 4.18289074 4.2692828 0.05084561 0.15175415 0.95093482 4
5.80086539 3.84923249 3.91888259 0.06127156 0.11376932 0.95091268 4
407.885738 6.86322216 7.14523944 0.39923006 0.30464841 0.95073727 4
38.5937072 6.58604884 6.49478709 0.17451761 0.05818454 -0.9507148 4
3.05634947 4.19530525 4.13532069 0.09771667 0.04946763 -0.9504228 4
51.9904718 6.93684444 6.98663302 0.07432957 0.04813727 0.95038159 4
10.020511 4.04613726 3.91144244 0.12835732 0.18968624 -0.9503173 4

69.8003702 7.27917948 7.20932111 0.12226384 0.05095243 -0.9502743 4
58.2516882 6.70043555 6.59341531 0.19775694 0.07800932 -0.950246 4
6.89556318 4.03970804 3.94133929 0.11551051 0.13344588 -0.9501696 4
7.05012525 4.06571612 4.18852072 0.18014065 0.10625007 0.95016482 4
2.3875413 3.2708552 3.36956431 0.15195971 0.08159176 0.95013213 4

113.909238 7.23344133 7.2812978 0.04130413 0.07677356 0.95003694 4
7.90131342 4.18447557 4.03721887 0.23052011 0.1338529 -0.9500055 4
37.1457195 5.95920441 5.89867725 0.03326418 0.10471835 -0.9499125 4
101.781079 6.32071534 6.40883914 0.03614931 0.17334521 0.94981866 4
7.67178447 4.3918048 4.30258055 0.13339177 0.10573273 -0.9497022 4
16.0413501 3.88161177 4.02570542 0.04061966 0.26383897 0.94949923 4
7.62153572 4.00646755 4.1362216 0.18821678 0.11776617 0.94949416 4
1.53513724 2.82978344 2.74450033 0.12537541 0.09956474 -0.9494456 4
451.927626 7.13048167 7.28195491 0.01174588 0.29537196 0.94943542 4
762.248334 7.6546804 7.35532623 0.18811005 0.42839973 -0.9493796 4
16.4501169 5.15065365 5.20824579 0.05713412 0.09002306 0.9492366 4
55.4644938 5.9560675 6.02645297 0.01145748 0.12896318 0.94918758 4
6.22430392 3.49714086 3.32771449 0.23111582 0.22888128 -0.9491124 4
31.7050051 5.11181113 4.98428597 0.0461858 0.20360925 -0.9490808 4

1753.072 6.20825229 6.79475591 0.19071653 1.18190669 0.94904343 4
13.3459614 3.55122047 3.7835882 0.30131512 0.28225748 0.94896211 4
4.7378851 2.75394733 3.37842315 1.08859673 0.1690055 0.94895392 4

29.4160531 6.96908325 6.93546344 0.05577013 0.0287873 -0.9488928 4
19.4308604 4.56041592 4.40207359 0.14433439 0.23513202 -0.9488894 4
428.500013 7.23966068 7.39345133 0.13838627 0.24411233 0.94888728 4
428.500013 7.23966068 7.39345133 0.13838627 0.24411233 0.94888728 4
73.3744153 6.03070901 6.20953038 0.29162167 0.14256303 0.94886394 4
8.0925858 4.38604489 4.55501133 0.27266496 0.08350427 0.94834166 4

30.1800859 5.31509136 5.39768533 0.07364999 0.13759524 0.94809857 4
47.4226031 6.23243434 6.30086374 0.08947638 0.08811841 0.94809615 4
19.8926089 5.40068815 5.33442696 0.0713301 0.09381052 -0.9478795 4
41.639719 5.65349169 5.74613481 0.10961902 0.12913378 0.94785823 4



2.07190397 2.25747482 1.96422065 0.47935697 0.3043459 -0.9477039 4
23.5479303 5.26058552 5.18005015 0.05457066 0.13013618 -0.947667 4
10.1517178 5.35469464 5.03347269 0.61398668 0.0674055 -0.94762 4
14.0044318 3.85660458 3.62733877 0.04644965 0.4103432 -0.9476122 4
141.025968 6.42717323 6.53520726 0.06224065 0.21590722 0.94759919 4
13.8226904 4.69999942 4.60942031 0.08543668 0.13811007 -0.9475488 4
2.72660758 1.32487442 0.21776469 0.643572 1.27258224 -0.94754 4
265.36586 8.19296933 8.30329895 0.17411868 0.06606304 0.94732061 4
4.7770856 2.76617369 2.90310886 0.09330787 0.27428374 0.9473103 4

87.3995845 4.36815962 4.75973666 0.43345285 0.64266785 0.94716617 4
4.17241584 2.06810999 2.42403152 0.56932168 0.39669211 0.94715674 4
12.0828019 4.86058028 4.79312335 0.06864184 0.1020492 -0.9470686 4
19.6396903 4.61615519 4.71786854 0.08426935 0.17776243 0.94666787 4

19.5113 4.9477234 5.04720616 0.13145089 0.12865603 0.94642762 4
19.5113 4.9477234 5.04720616 0.13145089 0.12865603 0.94642762 4
19.5113 4.9477234 5.04720616 0.13145089 0.12865603 0.94642762 4

38.7935144 4.55606394 4.72555192 0.08549992 0.33615098 0.94634938 4
146.437186 6.71566758 6.82571582 0.1266846 0.15703457 0.94634235 4
8.84156286 4.37004618 4.28400414 0.09907541 0.12612942 -0.9462868 4
7.73675663 4.23703053 4.3298737 0.13048609 0.10284007 0.94602619 4
90.0702517 6.99861742 7.05541669 0.06991057 0.07808181 0.94602322 4
529.088478 7.08833526 7.32484323 0.26320833 0.31651968 0.94586339 4
9.72291703 4.26789376 4.16326559 0.10981663 0.15668101 -0.9457861 4
225.188692 6.64980898 6.40956616 0.20605778 0.35704584 -0.9457264 4
26.1336492 4.78912734 4.90450938 0.10678554 0.19439489 0.94536904 4
35.6939198 5.22972965 5.32739335 0.07109914 0.16594472 0.94534312 4
11.410288 3.06050435 2.43610568 0.05505074 1.00684006 -0.945122 4

20.6222296 4.64040468 4.45330341 0.23738686 0.22391033 -0.9445654 4
22.9570133 5.41022965 5.34701904 0.02549506 0.11038763 -0.9444891 4
36.4379972 6.01906222 6.07492624 0.06070668 0.08214065 0.94432632 4
39.0375593 5.04780573 4.81707109 0.3318592 0.30552805 -0.9443076 4
632.094251 7.82407378 7.98150934 0.20284087 0.21290872 0.94430445 4
55.4530683 4.97114964 5.17991329 0.23046033 0.28486799 0.94423715 4
310.847211 7.46176101 7.34140058 0.06719185 0.1900058 -0.9441955 4
1.07132019 3.49105836 3.60739165 0.19194811 0.02927836 0.94415271 4
1.14049668 3.57804586 3.60356416 0.03493558 0.0308999 0.94377086 4
90.9814361 6.16707123 6.25817153 0.03230309 0.16620018 0.94359227 4
34.4468038 5.7118614 5.79954249 0.11847747 0.10296542 0.94350044 4
213.220058 6.75580279 6.52351509 0.25550129 0.33581185 -0.9434649 4
18.3052802 3.93000132 3.60284037 0.24414382 0.51982245 -0.9433041 4
145.54501 8.40078411 8.46246203 0.10721279 0.03101725 0.94330264 4

30.5868649 4.31755722 4.48892298 0.07454561 0.31037822 0.94317273 4
6.76538928 4.54935685 4.59023301 0.0332376 0.06847861 0.94298441 4
197.087428 7.27089122 7.15867561 0.12928889 0.15957851 -0.9428838 4
9.02368478 3.25314331 3.39890927 0.06304654 0.31711094 0.94268132 4
86.9332413 6.49804196 6.38476079 0.14265312 0.14348963 -0.9425697 4
173.413867 6.35716909 6.10120692 0.19638387 0.4230773 -0.9425515 4
17.7677389 4.82649223 4.70341939 0.15664745 0.15649516 -0.9425236 4



20.6211812 5.22850133 4.95074656 0.51291335 0.15193225 -0.9424189 4
1417.83824 8.50046141 8.64401182 0.14246083 0.26668108 0.94232204 4
4.09725416 5.13577374 5.17339329 0.06294752 0.02311136 0.94220288 4
87.2835748 7.07364507 7.11240339 0.0166232 0.07242211 0.94194477 4
6.26559945 5.99968839 5.92142934 0.14492529 0.01675743 -0.9418637 4
5.27321456 4.07792858 3.99695101 0.11672408 0.0989467 -0.9418247 4
99.5459774 5.49949378 5.75468601 0.37219651 0.34003562 0.94180471 4
5.39274067 3.89872296 3.7937411 0.1550852 0.12212669 -0.9416871 4
0.63589134 0.86227786 1.12918143 0.41842215 0.21620333 0.94154756 4
35.9223919 5.0951041 4.93991845 0.07310781 0.2636176 -0.9412923 4
9.06554239 3.43957165 3.11553582 0.43128827 0.42605372 -0.9412714 4
121.460386 5.97525652 5.71451761 0.18096466 0.44406416 -0.9411931 4
29.8469682 5.44889429 5.34536949 0.1277187 0.14135302 -0.9409658 4
4.40118722 2.49293972 2.15913594 0.29367823 0.4395698 -0.9409388 4
43.9166095 6.02945256 5.92387965 0.16997466 0.12073161 -0.9405622 4
34.5259505 5.36176962 5.44753473 0.07023568 0.15106455 0.94038552 4
27.2914722 5.00877897 5.10020399 0.06018804 0.16012406 0.94037431 4
74.528098 5.10894223 5.28674599 0.11896536 0.41310243 0.94034191 4

9.57841297 4.17966273 4.30098078 0.17026667 0.13284259 0.94030346 4
8.12502542 4.48152518 4.53466788 0.04898479 0.0866954 0.94019791 4
45.7316965 5.39709024 5.50519674 0.09519474 0.18188695 0.94003029 4
31.7919029 5.51249045 5.41458141 0.10473907 0.14159669 -0.9400208 4
13.2242051 5.54210462 5.26273952 0.53216302 0.06825452 -0.9398839 4
13.2242051 5.54210462 5.26273952 0.53216302 0.06825452 -0.9398839 4
7.20533318 4.6723983 4.61746187 0.07392783 0.07033059 -0.9398095 4
8.74050252 4.18649711 4.25636106 0.04934078 0.12381538 0.93965169 4
21.7325796 4.73927321 4.83830349 0.08305652 0.16537673 0.93950674 4
15.6753647 4.45074248 4.32524196 0.07112171 0.21356061 -0.9393619 4
6.41609903 4.93702326 4.89342194 0.06616551 0.04806177 -0.9392878 4
1.63754536 1.11060612 1.36240736 0.30800207 0.44221509 0.93910185 4
2.74403276 4.91969332 4.9540284 0.0583155 0.01933627 0.93892031 4
20.1989758 4.74004479 4.85087778 0.13506828 0.15106127 0.93882206 4
7.59720212 3.76392478 3.62447639 0.14236667 0.21339888 -0.9387484 4
6.06334213 4.16576824 4.09181161 0.0936844 0.09929744 -0.9382 4
4.20275792 2.61200682 2.33430439 0.35551675 0.38574289 -0.9381145 4
814.225668 8.5480167 8.43563914 0.09604115 0.18558129 -0.9379985 4
814.225668 8.5480167 8.43563914 0.09604115 0.18558129 -0.9379985 4
2.93941411 3.39134661 3.2934593 0.15203613 0.10573611 -0.9379518 4
6.63284639 3.62736659 3.78705435 0.23100401 0.15624627 0.93775819 4
4.08805119 4.30322687 4.4068822 0.17951214 0.04929535 0.93768576 4
480.290431 7.32968376 7.48569559 0.14628181 0.2488786 0.93756735 4
32.2686384 6.13205634 6.05672665 0.12388877 0.07426997 -0.9375409 4
1.72383095 4.62586929 4.66187276 0.06392126 0.01621199 0.93734806 4
4.28425851 4.32559038 4.37984116 0.08411732 0.05428497 0.93724079 4
264.950401 6.53565613 6.83123036 0.46530989 0.26339985 0.93721751 4
1.44118266 3.25144851 3.35794621 0.18878479 0.04970915 0.93717697 4
14.0977974 4.94065584 5.00907314 0.08346952 0.09169034 0.93688726 4
9.1280619 2.98009068 3.28611438 0.48098859 0.37339979 0.9368553 4



6.77432782 2.18323732 -0.5881085 0.44307978 4.21864719 -0.9368395 4
7.69994101 4.75610972 4.80044715 0.05195332 0.06219014 0.93683706 4
15.4592308 3.0076384 3.27534877 0.25231271 0.59035514 0.93649403 4

2.444996 2.70811624 2.80004476 0.09501185 0.14774906 0.9363237 4
654.281521 8.12427561 8.24926515 0.16590222 0.17726585 0.93629093 4
410.909789 5.61445103 6.0063976 0.22890483 0.79465701 0.93621045 4
10.9297401 4.95207847 4.69999221 0.48894923 0.10193349 -0.9362009 4
70.9946222 6.26556391 6.33427336 0.03966708 0.12143068 0.93606948 4
546.04483 7.73331459 7.56090912 0.0764824 0.30373326 -0.9357277 4
14.019877 3.86760672 4.03046357 0.1922212 0.23225321 0.93571611 4

340.335477 7.04302788 6.82822518 0.02384127 0.33785163 -0.9355579 4
229.242755 7.46150937 7.5777697 0.18147568 0.11470783 0.93510748 4
101.895651 6.50948997 6.60685887 0.11633562 0.13304115 0.93494693 4
39.4221534 6.18435993 6.13033482 0.04812869 0.0878961 -0.9349217 4
11.7809935 4.09263542 4.1845704 0.03957146 0.18758021 0.93482565 4
33.3244133 4.83137665 4.95122378 0.05082545 0.22432062 0.93482381 4
153.30467 7.17286544 7.00923355 0.27095886 0.1377603 -0.9348088 4

16.8059238 4.47095189 4.56422871 0.05307406 0.16861281 0.93471751 4
182.662691 7.3089901 7.41375378 0.15499338 0.11118994 0.93456422 4
11.8595584 2.97312613 3.19407639 0.03470443 0.42125942 0.93452207 4
258.198971 7.07459574 7.19211355 0.11667426 0.18365107 0.93443849 4
258.198971 7.07459574 7.19211355 0.11667426 0.18365107 0.93443849 4
3.40651374 5.0759337 5.05872766 0.02333327 0.02176839 -0.9342559 4
12.1775599 5.24818116 5.15570219 0.15697922 0.06927241 -0.9342225 4
5.10004234 2.48104654 2.65706364 0.10809299 0.34790671 0.93412525 4
661.000071 7.66879091 7.8465181 0.23636682 0.27343528 0.93411141 4
661.000071 7.66879091 7.8465181 0.23636682 0.27343528 0.93411141 4
3.03072803 3.82055021 3.92084582 0.16227794 0.05962639 0.93392121 4
860.436725 8.18048134 8.00208205 0.10266444 0.30667342 -0.9338554 4
2.3713974 2.96919579 3.14658177 0.30844892 0.10397167 0.9337597 4

4.15571527 3.05638057 3.20364254 0.21221035 0.16079657 0.93365851 4
9.79534827 5.07207305 5.01361431 0.08928774 0.0649806 -0.9336564 4
4.13050374 1.37415545 1.78481433 0.55067794 0.62577671 0.93338336 4
4.34833449 4.12902232 3.98241552 0.2684255 0.07969593 -0.9333503 4
607.240855 8.42943509 8.32852903 0.11315419 0.15244746 -0.9333172 4
37.7079692 6.09144125 6.14833013 0.06915504 0.07922557 0.93318243 4
82.5270892 5.31552533 5.47137162 0.03005718 0.36943063 0.93311694 4
2.79888237 1.71123896 2.06044514 0.45787559 0.32132065 0.93292213 4
17.8791151 4.76587844 4.8655846 0.12513839 0.1432415 0.93265507 4
49.3301265 5.22124331 5.34297521 0.07870903 0.24489236 0.93250714 4
18.372685 4.38117458 4.49882285 0.10532988 0.19257304 0.93220977 4

74.1191517 5.92208231 6.02293479 0.08133994 0.17278178 0.93207157 4
31.0686505 4.86720322 4.99283434 0.12915084 0.21458132 0.93199244 4

2.778924 2.02450407 2.33586234 0.42448183 0.25256018 0.9318721 4
13.1910809 5.60753431 5.64073674 0.04070185 0.04655406 0.93186281 4
14.5843994 4.67173576 4.58758588 0.02389591 0.14259812 -0.9316537 4
179.666896 7.69187396 7.63113559 0.06876867 0.08933357 -0.9316367 4
17.3238914 5.35229889 5.2262557 0.21895551 0.09195673 -0.9315828 4



24.1936 4.39549229 4.52556164 0.0504928 0.25172532 0.93155078 4
5.8055877 3.05133116 3.27649873 0.36085496 0.21847229 0.93103066 4

15.4629215 4.17734415 4.28693783 0.05156337 0.19971452 0.93086779 4
14.7028444 4.88119656 4.76585714 0.17380697 0.12715193 -0.9308072 4
3.04612553 -4.0695253 -1.9695292 3.01507692 3.65893216 0.93071689 4
14.9214275 3.99860624 4.23768494 0.37121512 0.20256935 0.93068473 4
1790.53034 6.98839571 7.39426303 0.24660809 0.84635675 0.9302691 4
5.51677578 3.24532809 3.08260455 0.14640799 0.25850279 -0.930234 4
15.8819207 4.40717282 4.22090553 0.30368752 0.2283092 -0.9301767 4
72.5854566 6.44068879 6.29509218 0.23739111 0.13514455 -0.9301568 4
22.8111547 4.42355736 4.54505707 0.04287547 0.22597327 0.93007403 4
2.07939385 2.67479092 2.77749029 0.13891419 0.13412732 0.93000609 4
10.7422301 3.98824429 4.0969521 0.1157096 0.1874398 0.9299598 4
2.26642359 1.38906329 0.80722743 0.44926739 0.76855057 -0.9299521 4
21.4137895 3.66114005 3.87361958 0.11241187 0.39232735 0.92979424 4
5.99085141 4.07800394 3.95444357 0.20587529 0.11456872 -0.9296083 4
5.99085141 4.07800394 3.95444357 0.20587529 0.11456872 -0.9296083 4
17.2459531 5.04995382 4.96343589 0.10710266 0.11635282 -0.9295966 4
72.1225613 6.17094127 6.29156029 0.16864977 0.13204925 0.92922137 4
7.96360221 3.34982582 3.14065795 0.0679295 0.37734936 -0.9292046 4
3.33896292 3.09960166 3.22041298 0.17317806 0.12831402 0.92892214 4
15.8311057 3.46256052 3.71764239 0.34324951 0.37891727 0.92853294 4
1153.94594 7.55873728 7.81267637 0.32734312 0.52090277 0.92852453 4
4.99558104 4.46066417 4.41294976 0.06431207 0.06080716 -0.9284799 4
24.573661 6.45638318 6.23967735 0.41848361 0.04796823 -0.9283886 4

12.6546684 3.70080925 3.98950159 0.4295501 0.2387821 0.92822133 4
19.3771458 5.22089976 5.11879068 0.1486401 0.11916373 -0.9281508 4
118.851893 6.30462862 6.45160908 0.21005392 0.18987672 0.92807847 4
15.0156158 5.22751507 5.33314308 0.18101043 0.07358564 0.92791859 4
43.1498574 5.52599591 5.35995413 0.22966452 0.19182092 -0.9278773 4
37.5552844 5.6430879 5.55400996 0.06697099 0.15046554 -0.927854 4
16.3418042 4.96296829 5.03225744 0.07639531 0.10949664 0.92784554 4
59.505026 6.59902552 6.47009343 0.22688304 0.08973099 -0.9278226 4

11.4592896 3.84520887 3.65147096 0.20029293 0.27719481 -0.9277705 4
54.9963156 4.86939567 4.50150511 0.22250764 0.53382745 -0.9276757 4
266.657404 7.2297255 7.33045905 0.09080244 0.18025244 0.92763662 4
2.4415224 2.1181981 2.30569765 0.24874928 0.23262136 0.92742222 4

9.71713605 3.73657633 3.8968931 0.23263777 0.20825461 0.92719252 4
44.0329369 4.32515397 4.56321866 0.21889276 0.44142354 0.92717587 4
0.1166226 0.69962492 0.44878205 0.52528017 0.07385919 -0.9271463 4

9.13088333 4.67370889 4.72690463 0.05940289 0.07975611 0.92699125 4
1.47101246 3.96767436 4.0231056 0.09937911 0.02649696 0.92690382 4
6.14013879 4.01592588 3.9453495 0.0477523 0.11917093 -0.9268982 4
5.89950852 3.9017037 3.81840674 0.08325391 0.12482704 -0.9268474 4
1.86436963 2.71278146 2.57993837 0.22366294 0.14674686 -0.9268106 4
304.212435 8.34964443 8.2998424 0.0531151 0.07401562 -0.9268042 4
359.631653 7.74218274 7.63940788 0.06529557 0.1695435 -0.9266933 4
10.9958493 3.93497639 3.7831565 0.10443767 0.24351655 -0.9265769 4



6.20797129 4.69209703 4.74490617 0.08126244 0.05381188 0.92657462 4
1.86534616 1.48544388 1.78998271 0.41138724 0.28408111 0.92635897 4
309.707051 7.31320299 7.42594501 0.12066212 0.17995323 0.92631773 4
116.612426 7.08538134 7.01984204 0.05879391 0.10619934 -0.9261857 4
27.0390217 5.62996787 5.73570756 0.17211261 0.08737849 0.92611662 4
19.6577505 5.15806143 5.2164835 0.03777719 0.10827345 0.9260899 4
43.3724885 5.59766164 5.46147092 0.17377844 0.1789015 -0.9260385 4
12.0926498 3.86533088 3.65770982 0.20448681 0.33658498 -0.9259079 4
17.8857326 5.13541334 5.0695364 0.04122271 0.10941861 -0.9259048 4
13.077948 4.78656182 4.84095525 0.02173141 0.10225194 0.92579276 4

40.7616924 6.07386081 5.98833581 0.12365091 0.09970398 -0.9255426 4
2.71036317 4.4350943 4.2757382 0.30301855 0.03739639 -0.9254487 4
40.8523855 6.11185889 6.1842194 0.10655037 0.08571023 0.92534682 4
14.035907 5.2729385 5.41705992 0.23948189 0.06186897 0.92528405 4

47.7271663 6.42581464 6.49711586 0.11020049 0.07324634 0.92527 4
224.651969 6.85381412 6.67215296 0.15831249 0.2624233 -0.9252256 4
35.8626651 5.66743279 5.58016744 0.08436458 0.13167382 -0.9251503 4
7.67401457 4.80535593 4.85862554 0.07935532 0.05855105 0.92514766 4
132.363521 7.06198904 6.96924688 0.12068094 0.12026364 -0.9251213 4
3.83500634 3.6732838 3.72445421 0.03398363 0.09053736 0.92507856 4
22.3368347 4.8412609 4.9256391 0.03999124 0.15674218 0.92500254 4
144.608939 6.01840926 5.72445324 0.07673531 0.53123148 -0.924931 4
46.2213084 5.09946799 4.8830758 0.1158054 0.37490953 -0.9246709 4
49.342546 6.24692878 6.18811713 0.03381602 0.10421767 -0.9245765 4

10.2594477 4.83538729 4.7732079 0.07532431 0.08713022 -0.9243622 4
19.4542322 4.20834875 4.35444556 0.15323815 0.24622222 0.92429185 4
7.51786113 3.41587635 3.24466083 0.00388296 0.30712177 -0.9241931 4
26.6137457 6.56669994 6.34383748 0.43399957 0.04697212 -0.9235087 4
19.2105538 4.34190323 4.50406034 0.20816535 0.20277252 0.92345427 4
122.793037 5.4923397 5.67642273 0.10611787 0.45233437 0.92345197 4
14.6018658 4.90537718 4.9706824 0.07306872 0.10219677 0.9232973 4
36.6343047 6.50930514 6.43909377 0.11918296 0.05844431 -0.9231951 4
38.883305 5.42781147 5.26565641 0.25396953 0.18982282 -0.9231683 4

1.77435543 2.69208836 2.59899743 0.11356626 0.12782125 -0.9226576 4
602.189419 7.04915815 7.34544313 0.4347543 0.39071519 0.92259396 4
29.5498575 6.2982509 6.39199178 0.15445166 0.04989157 0.92234632 4
202.419728 7.27912074 7.13796523 0.22783758 0.16742787 -0.9221496 4
9.94269984 3.2230711 3.39689652 0.16024782 0.34349475 0.92196615 4
17.9036595 4.88146435 4.78345596 0.09676757 0.15170109 -0.9219451 4
5.69411876 4.36769631 4.31820945 0.05214673 0.07455278 -0.9217603 4
11.5076623 4.55182998 4.61404838 0.04007307 0.11039186 0.92164998 4
567.408605 6.63157705 6.97041328 0.42905443 0.45651298 0.92136027 4
119.919849 5.59092733 5.76989485 0.14813351 0.40690371 0.92132689 4
36.3992529 5.17377749 5.29532817 0.14560351 0.17372582 0.92131633 4
2.86430134 4.61498513 4.65881374 0.0774157 0.02693958 0.92128737 4
7.25732781 4.50699952 4.54869637 0.02367742 0.07640374 0.92128406 4
70.2376814 5.61982835 5.81536386 0.28163594 0.20502839 0.92126664 4
23.2754592 5.06997149 4.81996061 0.44206803 0.17808296 -0.9212057 4



10.1501965 4.93339067 4.89067834 0.01863704 0.07520474 -0.9210307 4
13.029563 4.24125346 4.33713005 0.08382124 0.16957652 0.92085459 4

881.893211 8.18589342 8.0028455 0.14637287 0.28522075 -0.92071 4
84.4830283 5.87823541 6.01392273 0.15529386 0.20000485 0.92068473 4
15.5547271 4.85214091 4.76261286 0.10410518 0.12806005 -0.9206738 4
6.28066926 4.0259361 3.91535377 0.18440214 0.12447062 -0.9206276 4
135.028889 7.25655009 7.16480368 0.14524415 0.10233016 -0.9206104 4
183.408475 6.31677512 6.06529256 0.1283631 0.37592704 -0.9204502 4
76.2143856 6.17044797 6.01970302 0.21743159 0.19443277 -0.9201823 4
8.15016276 2.94309425 3.12162865 0.13531277 0.3479776 0.92015064 4
10.4703691 4.08169616 4.17701915 0.09778149 0.16693443 0.91993794 4
130.154041 7.75677862 7.69198118 0.10978871 0.0595353 -0.9199335 4
693.840368 9.17641384 9.1103407 0.09707407 0.07660481 -0.9194963 4
401.06643 8.04375822 7.95683865 0.07366527 0.14052023 -0.9194625 4
79.98367 6.45374227 6.53332516 0.09844798 0.11993983 0.91941311 4

50.9776885 6.01011943 6.07012231 0.00878957 0.1149304 0.91941043 4
110.201177 6.3987486 6.28141994 0.03140601 0.20259543 -0.9193605 4
5.43289584 4.09962882 4.00180453 0.15488465 0.09672141 -0.9193272 4
5.70749059 3.48773147 3.66909981 0.30628824 0.13959944 0.91925189 4
4.33605502 2.69804712 2.95829754 0.37838195 0.21805958 0.91919938 4
6.11772119 4.48855608 4.54026171 0.07275615 0.06405448 0.91917866 4
20.161015 7.49430691 7.44021896 0.1020779 0.01187642 -0.9191728 4

14.7256344 4.65013155 4.74246283 0.11637888 0.13205997 0.91915515 4
53.4135865 4.94629204 5.11448957 0.15110939 0.31868753 0.91913973 4
1.38883536 1.94490299 1.66547869 0.63302786 0.26652136 -0.9190717 4
90.8258537 6.05540274 5.78870952 0.43227386 0.28846422 -0.9188228 4
18.0271718 4.74292087 4.88536214 0.23306422 0.14071494 0.91876266 4
33.8178141 5.08086881 4.93697192 0.08837726 0.22971473 -0.9184271 4
1.24369085 2.13814886 1.8311495 0.68994684 0.19746835 -0.9183934 4
1.24369085 2.13814886 1.8311495 0.68994684 0.19746835 -0.9183934 4
1.24369085 2.13814886 1.8311495 0.68994684 0.19746835 -0.9183934 4
13.335983 3.71385472 3.90976824 0.26533307 0.24808736 0.91838772 4

68.8669574 5.75653258 5.85669195 0.05741845 0.20743608 0.91835058 4
946.294795 8.52883916 8.64860281 0.16208751 0.16353083 0.91793185 4
7.16079155 3.62444559 3.46796964 0.17985121 0.22523956 -0.9178763 4
6.61108703 3.9946627 3.90165077 0.10865928 0.1368885 -0.917875 4
1.39609624 0.75617933 -1.4290966 0.59800398 3.63135565 -0.9177486 4
21.259548 6.02746053 5.91351209 0.22123715 0.05766255 -0.9176903 4
21.259548 6.02746053 5.91351209 0.22123715 0.05766255 -0.9176903 4
21.259548 6.02746053 5.91351209 0.22123715 0.05766255 -0.9176903 4

18.7438219 4.56797128 4.67184401 0.10460481 0.18410943 0.91768312 4
86.2411553 5.58359477 5.71511425 0.0290082 0.29495885 0.9176478 4
506.972126 7.80079353 7.89960537 0.06960589 0.19544356 0.91763318 4
273.413571 7.57029087 7.67346115 0.15012141 0.12466342 0.91747763 4
14.7072384 5.39500175 5.33038732 0.09957652 0.07219684 -0.9174089 4
5.25451019 2.8807744 3.02445354 0.14069411 0.26246585 0.9172684 4
5.77203064 3.21914302 3.39703331 0.25032262 0.19388868 0.91681068 4
2.76780742 3.22727706 3.07706637 0.28844782 0.12369014 -0.916621 4



22.9008932 5.08753739 5.17707154 0.1087446 0.12664701 0.91650456 4
9.94571959 3.13295347 3.34265295 0.22451842 0.31994778 0.91647126 4
232.697029 7.93959276 7.88228675 0.06089367 0.08961578 -0.9164034 4
11.5010737 4.96340007 5.01324143 0.05743442 0.07568481 0.91627077 4
15.1184296 4.12449591 4.25356287 0.14117787 0.22785452 0.91612777 4
2.98037173 3.28474053 3.36634692 0.11176745 0.10232568 0.91601802 4
6.00616137 3.66274344 3.5295979 0.19285108 0.18439495 -0.915863 4
3.10558103 4.67512849 4.59323732 0.17024228 0.0317018 -0.9158226 4
130.682149 5.36318455 4.4401544 0.97538681 1.01454184 -0.9157948 4
3.02125585 1.94365213 2.16247246 0.26989575 0.37823023 0.91572949 4
56.0106425 5.88976827 5.78307127 0.09627221 0.16454041 -0.9157201 4
191.169747 7.29280664 7.17250228 0.19234477 0.15233147 -0.9154329 4
17.5290684 4.73658249 4.81553141 0.06317096 0.13725165 0.91523372 4
7.99636977 2.65968179 1.3694129 0.76015158 2.21789323 -0.9150972 4
34.520746 4.79107468 4.92097729 0.08479481 0.23380128 0.91498292 4

2.99598425 3.19862541 3.09602487 0.14840909 0.13226386 -0.9148838 4
375.330648 7.54732276 7.41615228 0.06818333 0.21161265 -0.9148412 4
5.2826639 4.14393642 4.29160585 0.26609899 0.07093327 0.91479214 4

529.868167 8.01883916 8.11850283 0.11180506 0.1518074 0.91448594 4
25.9591508 2.68858588 2.90243979 0.2491634 1.35139987 0.9143761 4
159.929294 7.53520173 7.4751878 0.06508053 0.09133621 -0.9142306 4
14.3786273 5.29098005 5.2067731 0.14191186 0.07713024 -0.9141489 4
47.2181911 5.69233363 5.55762916 0.19573836 0.17533117 -0.9141398 4
27.4399787 5.10016737 5.19719841 0.11338853 0.15058547 0.91411394 4
240.724572 7.54470499 7.46656427 0.03811189 0.1323623 -0.9137047 4
48.1299458 5.66580333 5.87435967 0.31559049 0.13003552 0.91342992 4
62.5798488 5.80714481 5.92555318 0.15184446 0.17051604 0.91339805 4
18.4929838 5.02034859 5.08118387 0.03603279 0.11860714 0.91325207 4
4.18574398 3.48855722 3.38971538 0.11792834 0.14684334 -0.9132002 4
1.88303471 2.03053978 2.16482769 0.14838214 0.21168775 0.91302658 4
14.2798465 4.9902078 4.91570716 0.095846 0.10185432 -0.9129774 4
65.043635 5.59662056 5.36528131 0.28786373 0.32231148 -0.9128677 4

13.8320754 4.35731614 4.44072723 0.04161446 0.16100335 0.91265856 4
39.7794775 5.45442108 5.54493748 0.08593008 0.15141625 0.91264586 4
31.5943209 5.26205232 5.34091154 0.04431898 0.14850411 0.91255339 4
432.692188 7.901401 7.97535805 0.01280824 0.14914859 0.91254774 4
25.8836583 4.75416256 4.85391159 0.04656507 0.20974898 0.91241649 4
116.796054 6.41552638 6.29271388 0.01133342 0.22824323 -0.9123602 4
18.9703057 3.7713399 3.96210274 0.17199364 0.32437168 0.91225534 4
18.6218496 4.42362824 4.52971587 0.07899628 0.19731051 0.91205389 4
20.559696 4.87252349 4.73346195 0.21185448 0.18758425 -0.911865 4

34.4173056 6.73398536 6.76076193 0.03225289 0.0402607 0.91177554 4
27.1108613 5.35665616 5.42503476 0.06079482 0.11928346 0.91162785 4
8.79451458 4.10830009 4.20593952 0.13035673 0.13602126 0.91137685 4
27.1018433 4.82131862 4.92047025 0.04818913 0.19500426 0.9112624 4
27.1018433 4.82131862 4.92047025 0.04818913 0.19500426 0.9112624 4
964.48218 8.53577032 8.62047308 0.01652262 0.18242327 0.9111829 4
39.065275 6.11058588 6.05590013 0.04504742 0.08984811 -0.9109577 4



9.56861391 4.33701008 4.42953313 0.13534074 0.11106134 0.9106088 4
90.4367541 5.87267065 5.69368589 0.07563801 0.30740575 -0.9105339 4
83.4439065 6.21312649 6.3139098 0.12224673 0.14475182 0.91053153 4
17.7386811 3.77042593 3.92909155 0.04349974 0.33488209 0.91039834 4
11.3948075 4.35670771 4.61678703 0.39139449 0.11186914 0.9100963 4
4.45918584 -2.9162477 -3.3935132 2.37373379 4.71072426 0.9100462 4
145.266821 6.35490345 6.14507995 0.23236668 0.31717827 -0.9099781 4
39.4358416 5.26258914 5.36029355 0.07087724 0.18908876 0.90990375 4

6.93911 4.25342557 4.16964361 0.12534598 0.10553461 -0.9095863 4
6.39398877 4.5781416 4.48865725 0.1634302 0.07094424 -0.9095621 4
23.7695315 4.89621487 4.98420309 0.0673733 0.15553229 0.90948457 4
39.317261 5.49658323 5.58015753 0.07400341 0.14744152 0.90945366 4

35.1944264 4.58517449 4.73992549 0.13472793 0.332385 0.90941385 4
19.1719283 5.01852678 4.88631442 0.23877002 0.14709893 -0.9093993 4
72.3731008 6.41438379 6.00937878 0.84059378 0.16871297 -0.9093861 4
4.30564488 3.49106411 3.39508977 0.10622914 0.13895426 -0.9092037 4
17.6750256 5.82429612 5.77571796 0.07752801 0.05528286 -0.9091809 4
2.59814255 1.62508816 0.95446481 0.28713847 1.1860376 -0.9090609 4
76.1460454 7.56995033 7.69616883 0.23327341 0.03476724 0.90902328 4
18.4269557 4.26921425 3.80198731 0.87366801 0.45097394 -0.9090166 4
44.8862595 5.80811969 5.92824647 0.18261268 0.11830687 0.90900351 4
8.91855174 4.27019902 4.38059745 0.17333342 0.10887523 0.90893865 4
148.252411 6.73428399 6.62213465 0.03636868 0.20297399 -0.9087941 4
5.89050544 3.54210151 3.37920454 0.28262214 0.19763232 -0.9086338 4
13.1211081 4.13873036 3.98482274 0.1495146 0.23404701 -0.9085757 4
0.46594266 -1.8184109 -2.0691644 4.07066621 2.57076177 -0.9083745 4
118.95071 5.37131927 5.57385102 0.07316768 0.3960381 0.90836723 4

12.2607787 5.56584534 5.50082187 0.11580959 0.04992999 -0.9083256 4
115.812663 5.75135772 5.97319951 0.28779444 0.29026305 0.90805395 4
90.5222578 6.28868862 6.39555596 0.13500872 0.14910717 0.90796972 4
90.5222578 6.28868862 6.39555596 0.13500872 0.14910717 0.90796972 4
41.1462274 5.18878081 4.98099075 0.32291641 0.27799123 -0.9078583 4
22.6258924 4.36007194 4.13194752 0.16374519 0.39637627 -0.9077716 4
42.7905832 5.5505481 5.43694003 0.09384661 0.18396802 -0.9075632 4
49.6041808 6.06747285 6.12230611 0.00778031 0.10543924 0.90725164 4
329.948676 6.99438857 7.12349719 0.06714207 0.25960462 0.90722331 4
11.8753268 3.61551042 3.78460664 0.19354779 0.24999558 0.90707715 4
28.8639964 4.93357063 5.0574449 0.15850502 0.17658346 0.90703949 4
24.4747091 5.09933423 4.9832879 0.14766406 0.16090064 -0.9069907 4
11.9853063 3.34629037 3.50756501 0.07565381 0.36549138 0.90687962 4
5.08166658 3.35206924 3.2183307 0.14589452 0.21113799 -0.9068741 4
5.94460592 3.86076874 3.77332731 0.09381243 0.13184531 -0.9066209 4
5.94460592 3.86076874 3.77332731 0.09381243 0.13184531 -0.9066209 4
12.8365863 3.75370733 3.49814814 0.24774752 0.42964193 -0.9065326 4
1.79935222 1.09246704 1.41820844 0.43838157 0.47619386 0.90634237 4
45.2903982 6.35932379 6.09537654 0.52878037 0.10281484 -0.9062523 4
23.314998 3.58051364 3.79582177 0.21100242 0.59291145 0.90624551 4

225.875518 6.06880902 6.27944662 0.17651677 0.39068177 0.90591486 4



14.6543315 4.97809878 4.70724968 0.52986333 0.13281895 -0.9056758 4
10.1828617 2.9753292 3.17520559 0.15679136 0.41021875 0.90550287 4
7.43658903 3.77717717 3.89815243 0.17075307 0.1442878 0.9054171 4
7.19098076 4.57941721 4.67170948 0.1573142 0.06832825 0.90539976 4
14.1124446 5.78768991 5.71236636 0.14143455 0.04644399 -0.905342 4
17.6064845 5.07022836 4.65016048 0.90085763 0.16480315 -0.90531 4
5.72026418 3.99393345 3.92102483 0.07812781 0.11695656 -0.905253 4
32.1036985 4.76069606 4.90554848 0.164893 0.22164188 0.90524484 4
9.41849166 4.38112689 4.50137003 0.19651915 0.10157621 0.90514874 4
58.3131614 6.64055203 6.56026159 0.12994129 0.08390276 -0.905114 4
3.68466705 3.59035597 3.67207809 0.12219176 0.09539053 0.90510036 4
10.2608724 3.46614151 3.21561839 0.09203049 0.45733413 -0.9050462 4
6.45493892 4.65397067 4.48401662 0.32716455 0.0723605 -0.9049811 4
76.213522 5.51360483 6.00564608 0.7764714 0.17930147 0.90494677 4

14.9619087 5.48784684 5.43628844 0.07597346 0.06544763 -0.9048928 4
34.5540011 5.3860444 5.53098227 0.22099943 0.13193655 0.9045611 4
5.41852044 2.13841162 2.37758872 0.22542591 0.49085483 0.90454901 4
32.1190289 5.49976912 5.56361551 0.03584868 0.12729515 0.90453324 4
127.45609 7.09922131 7.1962747 0.14789846 0.09299894 0.90453063 4

12.5503373 3.02929917 3.30123434 0.36930374 0.49310823 0.90445301 4
50.2373291 4.33617986 4.62433458 0.35859188 0.45778394 0.90443316 4
7.08702125 2.96892035 3.13570017 0.18017334 0.33097313 0.90421385 4
103.723112 5.98136334 5.73583005 0.40847414 0.3150431 -0.9041315 4
148.23155 6.4876406 6.28197469 0.322185 0.26062899 -0.9040153 4
260.93086 7.18497087 7.28070623 0.07521027 0.1795792 0.90394734 4
39.634409 5.35339484 5.45853417 0.12113174 0.1619028 0.90384025 4

1.93774397 2.12649209 2.24134527 0.11528806 0.21594446 0.90378751 4
876.042833 8.49226186 8.37988494 0.03482346 0.19051535 -0.903713 4
8.72904746 4.32304048 4.41595521 0.13559454 0.1085963 0.90358154 4
194.848369 7.0593648 7.16650739 0.14484051 0.15180832 0.90350968 4
4.24675883 -0.6045894 -0.6356498 2.99569781 4.34070335 0.90350546 4
125.318099 5.76522786 5.38899238 0.47300651 0.60882172 -0.9034072 4
38.2592379 5.31590563 5.40195547 0.04021695 0.17360475 0.90329675 4
83.0819187 6.53065953 6.59572734 0.06021683 0.11717832 0.90323801 4
17.7556976 4.70501633 4.83478653 0.20541464 0.13579945 0.903168 4
18.2052673 4.5909759 4.46814781 0.08628749 0.20099961 -0.903108 4
25.8429099 4.81561967 4.92818753 0.11978254 0.18297378 0.90287337 4
122.154063 6.88142821 6.94029235 0.00568712 0.11601157 0.90280074 4
14.116033 4.83507434 4.76128921 0.06853635 0.12009925 -0.902797 4

64.9385854 5.5691782 5.67960872 0.05691888 0.20875765 0.90272634 4
14.0668961 4.72822419 4.81126383 0.11500915 0.11621477 0.90261738 4
5.59525827 3.21551955 3.061546 0.0748941 0.27830696 -0.9025406 4
15.3151372 3.54816689 3.13801787 0.30245013 0.59732824 -0.9025206 4
1.72255379 4.14896926 4.08763761 0.11628915 0.02866151 -0.9022513 4
15.5475562 3.99772762 3.77860093 0.18841881 0.33327619 -0.902165 4
18.9425179 5.53482676 5.59779526 0.09535506 0.06897638 0.90216063 4
71.9555444 7.00492291 6.96537649 0.03074153 0.06671239 -0.9020891 4
33.2039158 5.28001199 5.3677673 0.08262014 0.15407414 0.90190893 4



3.20952453 2.29695458 2.03613176 0.16633233 0.46069819 -0.9018963 4
54.0845633 5.1527182 4.9317554 0.02127711 0.35048209 -0.9018551 4
6.63403244 3.07701397 3.26502778 0.26517728 0.27152641 0.90181917 4
150.206338 7.32012063 7.36969487 0.02748002 0.09505972 0.90166418 4
14.5157233 4.06432279 3.88244417 0.12533641 0.30418041 -0.9016578 4
166.489678 7.97454417 8.06943951 0.16649822 0.05154427 0.9016311 4
12.8272013 4.72183613 4.78619831 0.06865746 0.10707786 0.9015917 4
2.62557468 2.43320183 2.19208919 0.35754251 0.29541686 -0.9015191 4
11.0250819 4.44285457 4.5471542 0.16300677 0.11313371 0.90132296 4
103.516031 5.57235 5.77396046 0.27753999 0.34505247 0.90128028 4
11.0056562 3.31137579 2.97657562 0.20868291 0.50323315 -0.9012343 4
69.3004753 4.87073838 5.05738354 0.07431244 0.43479918 0.90111049 4
136.063042 5.86620787 6.04579232 0.20102098 0.32947046 0.90088139 4
64.347372 6.31718772 6.24447126 0.051844 0.1267693 -0.9008163 4

4.71797509 4.77172715 4.71272051 0.11290965 0.04266271 -0.9008064 4
171.287328 5.91934098 6.12208392 0.19674503 0.34563137 0.9007345 4
6.29977838 5.11467436 5.02411105 0.1757266 0.04170337 -0.9006926 4
64.9209813 5.38389644 5.6233034 0.34940788 0.24665875 0.90066542 4
297.099334 5.81134494 6.07665447 0.10617661 0.5935071 0.90054018 4
327.891628 7.10664607 7.23149625 0.0991237 0.22464037 0.90048992 4
448.634441 6.08631891 6.45136634 0.37920219 0.58173927 0.90048717 4
11.021673 4.26666842 4.11723463 0.26078384 0.18054834 -0.9004766 4

123.701897 7.78103524 7.84454306 0.11051663 0.04880902 0.90041722 4
14.797475 5.17172275 5.22606337 0.06856318 0.07775735 0.90036457 4

2.96952335 2.86233951 3.01633533 0.25610406 0.14975811 0.90030636 4
456.989858 7.40258397 7.20065449 0.14479534 0.30897166 -0.9000297 4
13.1315644 6.5067652 6.43483019 0.13926088 0.02095388 -0.9000006 4
4.59682895 3.37777378 3.25293263 0.16118525 0.17332227 -0.8999668 4
2.50624915 3.08787583 2.99899895 0.1193628 0.12887471 -0.899932 4
26.0437072 4.65269258 4.45687109 0.19156784 0.30703524 -0.899909 4
66.4572805 5.63267656 5.73555478 0.01915598 0.20251889 0.8998647 4
22.1772904 4.75889818 4.87163466 0.13865352 0.16494288 0.89982421 4
22.1772904 4.75889818 4.87163466 0.13865352 0.16494288 0.89982421 4
13.8028377 4.93376089 4.98329177 0.02761263 0.09328334 0.89961023 4
44.9518821 5.31806283 5.65716911 0.49971698 0.15843484 0.89917801 4
425.014895 8.35342084 8.1916998 0.31204758 0.11651871 -0.8991412 4
41.406572 5.31345634 5.09642624 0.34518914 0.24166186 -0.8989603 4

19.7390184 4.9254669 5.03120434 0.15062287 0.13125758 0.89894136 4
22.2258341 5.07439569 5.1881325 0.18237469 0.12518284 0.89891803 4
32.8755839 4.49446626 4.64290235 0.0642467 0.29229061 0.89886727 4
22.5332756 4.63005746 4.47169629 0.12820935 0.27573931 -0.8986361 4
27.5800434 4.9244152 4.79249618 0.0737308 0.22074869 -0.8985857 4
6.13604457 3.63904469 3.52521579 0.11444141 0.18005041 -0.8985416 4
22.1834713 4.53908681 4.64685261 0.06725934 0.20069232 0.89836557 4
46.7077836 5.80764804 5.71330077 0.08490638 0.14951262 -0.8982596 4
8.53113982 5.4142485 5.44958052 0.05605732 0.03636378 0.89818358 4
2.33112278 1.96269721 2.09793869 0.05265885 0.26507949 0.89814053 4
45.0660745 6.15916048 6.08673158 0.09200108 0.10181175 -0.8981264 4



136.014089 5.87609522 6.08181849 0.25534462 0.28409072 0.89807729 4
13.334478 4.43417516 4.53885157 0.14043441 0.13680726 0.89806278 4

19.5449876 4.08796363 3.80809726 0.2456816 0.43100858 -0.8980473 4
5.53354344 4.04661684 3.94352196 0.18372294 0.11054377 -0.8979041 4
4.37615288 4.57294534 4.47568041 0.19805709 0.04919849 -0.8975095 4
1.15743902 1.65684541 1.94249272 0.44849138 0.16792522 0.89736672 4
145.330339 4.99527442 5.44987029 0.57868457 0.52058733 0.89718201 4
131.72749 6.32259481 6.1324738 0.2248054 0.27853334 -0.89706 4

1087.53363 8.38401085 8.20647136 0.09911384 0.31817336 -0.8969844 4
190.539804 5.91175332 6.11019598 0.15177924 0.39440313 0.89693189 4
78.2814516 6.49535225 6.55943351 0.06117572 0.10911754 0.8969225 4
528.517622 7.49369215 7.27368885 0.11616449 0.38367851 -0.8968895 4
73.7744233 6.18104541 6.07325709 0.10738956 0.1675314 -0.8968392 4
480.178652 6.28862617 6.71074982 0.62181476 0.49298404 0.89680579 4
19.4268106 4.84314442 4.91357693 0.02373451 0.14479607 0.89659678 4
98.4704827 6.34715029 6.2164383 0.14331919 0.20749861 -0.8965722 4
1227.36633 7.94584145 8.37330558 0.60332559 0.26744171 0.89634454 4
1.4911746 2.91824085 2.76678489 0.33865544 0.09374136 -0.8962313 4

122.433669 6.2188066 6.33273691 0.09186082 0.21157457 0.89603717 4
21.36504 4.1939873 3.96322815 0.04299535 0.37092887 -0.8959649 4

135.935015 5.38225383 5.64538428 0.37707472 0.53988756 0.89595218 4
53.0558533 5.67545059 5.76025642 0.04908913 0.16168804 0.89579885 4
86.569833 6.03873806 5.86045252 0.25555557 0.24916966 -0.8957331 4
19.908228 4.89990011 4.98340289 0.09211293 0.13216139 0.89560042 4

4.39228408 2.31938437 1.89670516 0.36423973 0.62037694 -0.8955431 4
16.746402 4.48128871 4.58832268 0.13013789 0.16983216 0.8953299 4

15.1689545 4.05444608 4.17685527 0.1014898 0.2176112 0.89529599 4
4.16288869 4.10250917 4.00952264 0.17379711 0.07683623 -0.8952525 4
52.5502599 5.11367403 5.24997896 0.08661986 0.25458079 0.89517361 4
6.98080961 3.85854732 3.62023963 0.45071258 0.19689637 -0.895096 4
776.560117 8.00130046 8.12279718 0.1058369 0.22680778 0.89505168 4
414.500871 8.15720464 8.21366866 0.02012633 0.10953574 0.89483414 4
4.32455985 3.54915754 3.62829822 0.10089536 0.11189478 0.8947975 4
10.494451 3.87432387 3.73205112 0.06468983 0.23361916 -0.894756 4

6.31460201 4.37463788 4.44158812 0.10296244 0.07503585 0.894754 4
172.808447 6.92504954 7.01866163 0.10382582 0.15785721 0.89454873 4
4.50924446 3.65512304 3.71861833 0.06286262 0.11181374 0.89453334 4
15.8427688 4.85315275 4.93786374 0.1217033 0.11606731 0.89442449 4
15.1912843 5.04890217 4.96022459 0.13503183 0.10408261 -0.8943917 4
27.8533154 4.38661495 4.52525003 0.02453291 0.27597087 0.89436552 4
2.44509732 1.91248588 1.5736834 0.73938102 0.51379794 -0.8943596 4
15.0229497 3.22134538 2.06821523 0.24199509 1.98900083 -0.8943466 4
6.88191093 3.80753334 3.677142 0.19777971 0.16714263 -0.894301 4
13.6200788 4.32597609 4.18943669 0.14890087 0.20586899 -0.8941824 4
745.177039 7.86187146 8.06505412 0.31310056 0.21931865 0.89417764 4
18.3301978 4.98051829 4.901354 0.05603357 0.14161719 -0.8940961 4
26.5976882 4.99115708 5.07972731 0.07746024 0.17278535 0.89394721 4
11.3212143 4.65736861 4.74785341 0.14155344 0.09967162 0.89368587 4



17.2882765 4.4062069 4.53757536 0.17159257 0.18572219 0.8936764 4
3.79770182 4.05878751 4.16826612 0.19312763 0.05974575 0.89358023 4
9.69678322 3.77767005 3.90835604 0.16851616 0.20494694 0.89353589 4
51.4621548 6.57755966 6.5090967 0.11585383 0.07792072 -0.8934772 4
181.000789 7.1734068 6.99431122 0.33710555 0.1601517 -0.8933572 4
83.7685696 6.22868041 6.31271041 0.07847155 0.15149621 0.89334839 4
26.1295658 4.71926183 4.53666968 0.20603517 0.25813142 -0.8933468 4
19.1931061 5.66147074 5.49167516 0.33448533 0.07903783 -0.8932046 4
9.44676301 2.23446894 -0.5584658 1.4739679 4.72095125 -0.8932026 4
4.01193443 4.47629834 4.56473991 0.15255419 0.04165153 0.89304999 4
4.01193443 4.47629834 4.56473991 0.15255419 0.04165153 0.89304999 4
25.4636575 6.61407648 6.40243696 0.43330267 0.04218212 -0.8928359 4
101.976655 6.48998098 6.57696419 0.0993548 0.14733026 0.89272151 4
47.1502847 5.34983233 5.19532082 0.10795507 0.25057238 -0.8922524 4
75.602668 5.10373364 5.29419405 0.20921015 0.40118357 0.89173176 4
23.493268 5.25968185 5.33232188 0.08593891 0.11371253 0.8914598 4

6.86669551 5.23481604 5.06709656 0.36369358 0.04377622 -0.8914194 4
17.1686938 4.44148563 4.25255538 0.26011536 0.26077397 -0.8913811 4
7.76160278 3.48205018 3.63052209 0.1944753 0.19533262 0.89133155 4
4.51141624 3.6126236 3.68654293 0.09407317 0.1164282 0.89124577 4
32.0098515 5.67425401 5.73040395 0.043084 0.10093278 0.89112798 4
70.8015428 6.34901012 6.42469372 0.09286836 0.11226233 0.89086782 4
24.3772577 3.85903192 4.06193624 0.1654218 0.37268128 0.89086676 4

16.41974 4.2452358 4.4011069 0.22849038 0.21086836 0.89086555 4
19.9380416 5.35118739 5.29137307 0.05374166 0.10328194 -0.8907295 4
1107.1717 8.44800312 8.60138366 0.22956168 0.21437854 0.8907093 4

21.5188379 4.82613582 4.70782045 0.1130512 0.18705312 -0.8904592 4
19.6804029 4.58424357 4.67153052 0.00757934 0.18288375 0.89044989 4
8.34911609 3.51530286 3.33645523 0.1548496 0.27209291 -0.8903669 4
9.38772713 3.59325177 3.73932997 0.1906452 0.21116422 0.89019973 4
14.7596701 3.77382991 3.96884687 0.25276584 0.25824577 0.88992449 4
6.32430343 3.72767099 3.59043363 0.20388463 0.17925594 -0.8898834 4
84.9665078 7.60924053 7.68997574 0.14494404 0.0391063 0.8898638 4
6.22285372 4.49303891 4.52818542 0.01990176 0.06736245 0.88981874 4
6.22285372 4.49303891 4.52818542 0.01990176 0.06736245 0.88981874 4
51.3556876 5.33630571 5.15920208 0.14394831 0.27172626 -0.889729 4
12.1846079 3.88787073 3.69255599 0.21353432 0.32028059 -0.8895987 4
8.46619444 3.6889045 3.92212552 0.40900774 0.17463008 0.88958619 4
7.77028043 3.87979699 3.76016882 0.14118946 0.18659455 -0.8895201 4
9.76418832 3.43028937 3.15954833 0.24038197 0.46098592 -0.8894894 4
194.23745 6.7816516 6.62271375 0.13558066 0.25759014 -0.8894434 4

83.0596732 6.49908171 6.38891923 0.17773732 0.14304646 -0.8894419 4
43.3195151 6.48286781 6.53570152 0.0817754 0.06392526 0.88931953 4
25.1953793 3.73122087 3.97702288 0.30761306 0.53081563 0.88919634 4
10.5409766 3.23819483 2.88853525 0.19437366 0.55988545 -0.8888011 4
4.26603732 3.3854888 3.47622415 0.11747179 0.13583029 0.88874091 4
275.110072 7.00793161 6.74141856 0.68065694 0.34584043 -0.8884452 4
54.7322449 6.91971904 6.83677185 0.15630487 0.05790741 -0.8884031 4



22.7293464 5.00481268 5.07719673 0.04586326 0.14255954 0.88828977 4
23.8599169 5.03694734 5.12266593 0.09634852 0.14157123 0.88808524 4
253.060151 6.72664338 6.85241414 0.05392284 0.25199209 0.8880117 4
45.6065162 5.01641418 4.74566727 0.34923771 0.35840821 -0.8879718 4
4.52570466 2.85678035 2.63502192 0.31910455 0.32852272 -0.8878344 4
655.988821 7.70682525 7.84310606 0.14381728 0.27598337 0.88767971 4
17.796111 4.36055829 4.20460744 0.09976211 0.27398505 -0.8876067 4
13.502318 4.71909445 4.78522798 0.06986348 0.11103164 0.88757784 4

1.33762075 1.70575861 1.49015241 0.35906506 0.30563064 -0.8874283 4
6.61716502 5.17570266 5.1387983 0.06155501 0.0392136 -0.8870014 4
57.6928048 5.19863503 5.34012194 0.12595156 0.26868351 0.88696211 4
8.80291277 4.04521896 3.92417366 0.156241 0.16530394 -0.8869237 4
396.552096 6.92081683 7.07029312 0.06389553 0.33342953 0.8867015 4
6.71835855 6.20495613 6.09093701 0.23320568 0.01518082 -0.8865977 4
6.81020932 4.6893337 4.61443549 0.13090062 0.06673141 -0.8864008 4
19.5179517 3.14675001 3.48831112 0.43656581 0.52069176 0.88635072 4
5.00235848 4.33227619 4.27431858 0.08886563 0.06824394 -0.8863012 4
12.0967331 4.14221223 4.23117602 0.06128731 0.17613194 0.88628185 4
13.3007666 3.83330491 3.59335131 0.25406887 0.39216686 -0.8860952 4
11.4965259 4.56712872 4.4903725 0.06625018 0.13170347 -0.8859928 4
105.078839 6.50372409 6.40022445 0.08255975 0.17959378 -0.8858566 4
9.46636946 4.7983408 4.74669669 0.05721212 0.08393683 -0.8857837 4
5.88036015 4.40071948 4.4769218 0.13048782 0.06565898 0.88571918 4
1730.79217 7.55585955 7.81694522 0.05383328 0.58959659 0.8855418 4
133.359644 6.7021114 6.59421797 0.08928935 0.17301854 -0.8854871 4
2.5969574 2.59105969 2.78126881 0.30305481 0.15382471 0.88542765 4

19.3415304 4.6125881 4.70669387 0.08420967 0.16640064 0.88537124 4
16.0004855 4.21024396 4.31023195 0.02264123 0.21455935 0.88521802 4
0.99766287 -2.542894 -1.9670645 1.92550294 3.41276114 0.88521301 4
24.7134496 5.24019255 5.12815721 0.15971486 0.15244775 -0.885098 4
16.6989555 5.57589826 5.62780075 0.08226098 0.05932859 0.88505499 4
375.814934 7.52799639 7.61680348 0.03956235 0.18946403 0.88500975 4
7.2279871 3.9864446 3.87858242 0.15118344 0.14749902 -0.8848918 4

22.2785973 4.64402763 4.73976506 0.05133483 0.18416707 0.88483909 4
14.9089063 5.52774739 5.58025151 0.08278009 0.05701326 0.88483005 4
2.86096423 1.49103045 -0.9910383 0.197712 4.23815932 -0.8848262 4
12.1506853 3.84745559 3.95721226 0.04784822 0.22648023 0.88476118 4
72.243137 6.02316182 5.90996619 0.0838376 0.18522308 -0.8844759 4

50.1774986 5.20567223 4.98328981 0.23838323 0.36657495 -0.8844246 4
41.5003436 4.90292911 4.60355283 0.4390972 0.36923964 -0.8842088 4
36.1613574 5.80774584 5.9522852 0.23621406 0.09650487 0.88414403 4
41.4059927 5.47375679 5.55336165 0.04349874 0.15796104 0.88386882 4
41.4059927 5.47375679 5.55336165 0.04349874 0.15796104 0.88386882 4
27.717715 4.7917821 4.90196706 0.09993248 0.19687066 0.88321415 4
689.1411 7.97200542 8.09231228 0.12928638 0.2027828 0.88306635 4

628.069252 7.39170801 7.59459714 0.28487223 0.31452967 0.88267106 4
4.16000998 2.84264545 2.61973683 0.33616805 0.27704332 -0.8825372 4
301.876879 6.65069661 6.89544047 0.35283391 0.32211608 0.88243215 4



22.0940301 4.77034275 4.86817881 0.11050355 0.17781507 0.8824253 4
19.8825281 4.735778 4.62020865 0.09474105 0.18489846 -0.8823729 4
9.27878656 3.22471558 3.43259279 0.28761591 0.31208333 0.88229713 4
9.68422223 3.88337191 3.74709118 0.10273199 0.24026256 -0.8821423 4

35.9289 4.64281107 4.80525159 0.16792918 0.27125225 0.88212054 4
17.1611737 4.74934945 4.65626089 0.05972407 0.16857825 -0.8818582 4
76.3907009 6.38012542 6.44549798 0.05578897 0.12505872 0.8818436 4
5.73936451 3.43646748 3.51954367 0.04292201 0.17088997 0.88182582 4
8.38207102 4.35799276 4.29520764 0.03357369 0.11251481 -0.8815997 4
10.4218821 3.04733276 3.59411792 0.86044433 0.30279061 0.88135124 4
10.1351765 3.12009161 3.28925407 0.07714369 0.33868211 0.88131571 4
371.469101 7.80165003 7.88029017 0.08025761 0.14481863 0.88110066 4
34.0153944 5.73830818 5.67230201 0.0439496 0.12041339 -0.8809761 4
6.43510858 4.47665377 4.4162189 0.09188896 0.07601306 -0.880905 4
169.582273 6.23442872 6.36679489 0.04114328 0.27229329 0.88071685 4
122.057719 6.51647342 6.70250735 0.30729424 0.14665075 0.88011771 4
2.37240993 3.87579518 3.8461972 0.02736042 0.05056559 -0.8800806 4
16.5715041 4.6366538 4.72801229 0.11131392 0.1476338 0.87998712 4
308.647112 7.59158144 7.73979643 0.23034139 0.13946596 0.87997362 4
20.7794448 4.55801961 4.3682254 0.25721787 0.27211351 -0.8798768 4
11.3177717 4.16668058 4.26944424 0.12956281 0.15957043 0.87982939 4
35.3250375 4.60735134 4.75469932 0.13388749 0.32319652 0.87959313 4
7.06113675 4.77204545 4.72584531 0.06662304 0.06150073 -0.879513 4
53.9297555 5.38019762 5.48958453 0.07549787 0.21872366 0.879498 4
25.9780107 5.2713851 5.17062029 0.13616067 0.14912782 -0.8793682 4
644.70981 8.42128698 8.48893281 0.04601736 0.13609904 0.87930516 4

11.5442532 3.65018004 3.77490113 0.08459452 0.27695181 0.87918995 4
66.5429536 5.05993098 5.21353759 0.03515676 0.35576787 0.8790607 4
49.0229638 6.28577176 6.20824305 0.12083641 0.09598987 -0.8790289 4
8.38471673 4.77485225 4.82458251 0.0711337 0.06743704 0.87902298 4
1.15624098 1.81496433 1.62245754 0.95204947 0.21521175 -0.8789401 4
21.3023056 5.27753718 5.20819739 0.06546317 0.11777336 -0.8786777 4
1.91876727 1.63229348 1.80025226 0.16739585 0.30211633 0.8786474 4
60.0522325 4.86133615 5.6136717 1.29935568 0.23251445 0.87860617 4
159.724957 7.36442695 7.28867576 0.10545532 0.10570258 -0.878578 4
7.1171458 3.83313149 3.9320919 0.13336985 0.1344912 0.87849609 4

1.73317095 1.71277791 1.47424201 0.12570951 0.43120173 -0.8783347 4
41.764692 5.26311467 5.37013089 0.10880556 0.18355818 0.87832795 4

22.1096199 5.62751109 5.54279748 0.15301059 0.08576241 -0.8781445 4
71.3367259 4.99892815 5.30192305 0.50290523 0.3701099 0.87802695 4
7.22393761 3.19494814 2.94116112 0.41854382 0.34186642 -0.877986 4
3.49785728 2.68499751 2.4909899 0.26056415 0.29619398 -0.8779538 4
40.4950283 5.53269278 5.07966853 1.56114913 0.23394281 -0.8778993 4
39.6158357 4.14988443 4.40452513 0.36436486 0.540598 0.87778336 4
44.1446588 5.08518276 4.8488811 0.2654349 0.37863231 -0.8777258 4
9.85729862 3.44351215 3.57766374 0.1069416 0.27974832 0.87761361 4
35.8028028 5.02942097 5.13566603 0.08837881 0.22023754 0.87739098 4
35.8028028 5.02942097 5.13566603 0.08837881 0.22023754 0.87739098 4



13.8386828 4.58718826 4.66990731 0.10379982 0.12887642 0.87734563 4
11.311071 4.13988636 4.02179673 0.0926206 0.19182319 -0.8772667 4

5.46753212 3.56073537 3.68595178 0.18907698 0.14122538 0.87717909 4
27.8268857 5.69708188 5.64467548 0.0158428 0.10116899 -0.8771571 4
116.59164 7.13401843 7.02704638 0.21465759 0.10223495 -0.8771233 4

340.662102 7.45386232 7.56008381 0.12350476 0.16873176 0.8771092 4
8.95429675 4.91571592 4.84242566 0.13564779 0.06919509 -0.8769457 4
1.49023554 3.56661656 3.41885286 0.33168847 0.04868677 -0.8768851 4
18.5810242 4.91849426 4.82642786 0.09432373 0.15468455 -0.8768661 4
7.52669735 2.86420727 2.44784757 0.26512264 0.75416203 -0.8766054 4
6.23629771 2.84589029 2.47117267 0.45932027 0.53568699 -0.8765911 4
3.65464314 2.44989786 2.22025747 0.11426148 0.38852197 -0.8765653 4
21.5938415 5.50553085 5.4129807 0.15802462 0.09723006 -0.8765452 4
3.30389144 4.6842228 4.72613602 0.07614206 0.02911066 0.87648187 4
43.0910413 5.51911301 5.40493417 0.0998598 0.1836547 -0.8763576 4
17.6154351 4.71674633 4.78717298 0.02506498 0.15030229 0.8761747 4
129.869325 6.8420954 6.97170159 0.21618459 0.12043901 0.87615821 4
49.6708678 5.59186495 5.68067126 0.07886962 0.17192887 0.87611447 4

6.117809 4.38669023 4.44596675 0.0931992 0.07025323 0.87599798 4
5.06129126 3.56126905 3.47412562 0.05101125 0.15077381 -0.8759897 4
3.88398138 2.29601812 2.47324093 0.20174994 0.32994568 0.87597791 4
510.281445 7.99283526 8.08707085 0.11010933 0.15148728 0.87586995 4
20.8593066 4.52948549 4.63706201 0.10087703 0.19103638 0.87586451 4
29.3246176 5.28572729 5.35167466 0.00827101 0.14168059 0.87584845 4
9.26590437 3.6129131 3.44793312 0.03727171 0.29798303 -0.8758395 4
259.503314 6.83065896 6.63155301 0.13769831 0.31277146 -0.875825 4
19.7541759 5.02828954 4.93322213 0.11467693 0.14710885 -0.8757385 4
194.697968 6.69039434 6.80173683 0.09828325 0.21556683 0.87573036 4
70.4578466 5.79035396 5.98122921 0.31575012 0.18695048 0.87561115 4
8.47362284 3.52012531 3.32720802 0.19852251 0.32220198 -0.875586 4
6.89513323 4.15200283 4.07987086 0.07937912 0.11675692 -0.8755623 4

353.0009 7.89432545 7.96211251 0.06626596 0.12619057 0.87548697 4
152.998454 5.91042405 5.57215187 0.22057615 0.4901616 -0.8753138 4
1988.63476 8.03582982 8.2801713 0.34333118 0.56914794 0.8752879 4
8.57478815 3.19874594 3.360497 0.18246251 0.31568823 0.875234 4
887.563896 8.27186495 8.11828671 0.08964699 0.28426501 -0.87521 4
8.1867474 4.60959026 4.6815093 0.12029875 0.07431109 0.87515389 4

14.4459483 3.69090789 3.39255755 0.21831488 0.4877182 -0.8751498 4
447.162839 7.65773649 7.47370567 0.24209725 0.26436837 -0.8750139 4
2.98144734 1.9194948 2.12717524 0.26642924 0.38617638 0.87496315 4
18.8076869 4.91534448 5.0164942 0.14876782 0.12797824 0.87493551 4
22.416638 5.39964991 5.45536885 0.0607625 0.09798472 0.87490498 4

17.0082085 3.16401389 3.36004256 0.12217016 0.64425053 0.87489891 4
498.634999 8.14619393 8.05742689 0.06042384 0.15156815 -0.8746668 4
95.0697323 5.80726333 5.92433672 0.06854411 0.26796374 0.87451506 4

3.489196 3.02514491 2.86713992 0.25507485 0.18734958 -0.8745136 4
19.8095062 4.41281684 4.5256937 0.10520618 0.20416728 0.87448628 4
224.410639 7.49105212 7.54903542 0.02486885 0.11911601 0.87445133 4



8.41435883 3.38066546 3.51938553 0.16147104 0.26497327 0.87442033 4
20.4942659 5.30064883 5.38864789 0.14719244 0.09563292 0.87433438 4
3.29996535 2.04213461 1.64796842 0.13193925 0.71920225 -0.8742338 4
10.4818635 5.09533225 5.03746993 0.09518754 0.06825382 -0.8741442 4
13.2548962 3.63557841 3.78544254 0.15484183 0.31916451 0.87413294 4
5.40883276 2.80214991 2.9507188 0.14821227 0.27536047 0.87399378 4
606.147044 6.876312 7.08851834 0.12771488 0.45404519 0.87385306 4
118.748495 7.08358911 7.16908083 0.13343036 0.08971482 0.87381543 4
50.384207 5.50176381 5.59314084 0.0617593 0.19673427 0.87367065 4

153.638552 6.2152465 6.49734211 0.42071454 0.21670674 0.87359343 4
6.4797746 3.96249303 4.07952107 0.20239497 0.10639413 0.87344464 4

52.7946777 3.67043 4.02091877 0.25405275 0.72622454 0.87339857 4
2.62422841 1.71569241 1.22934957 0.12680496 0.88751635 -0.8733871 4
162.129409 7.09238197 7.00515363 0.07890769 0.15016334 -0.8729717 4
36.7001227 5.72187119 5.64162828 0.08574878 0.12792402 -0.8728769 4
348.165872 6.80166988 6.94783247 0.05115574 0.31893364 0.87276245 4
45.5498288 5.06443444 5.18277002 0.04833247 0.23754171 0.87273641 4
8.16267286 4.69468082 4.79076587 0.17332821 0.06784535 0.87273347 4
5.55084843 5.091119 5.0097907 0.1609919 0.03670247 -0.8726756 4
41.6432943 4.39357965 4.58741144 0.14073459 0.37885909 0.87256712 4
4.92699459 2.26930773 1.70465897 0.42947046 0.96345603 -0.8723645 4
30.1755653 4.23024059 4.40332997 0.14292765 0.34673554 0.87211762 4
29.1947218 5.34604881 5.25145066 0.10586699 0.14786285 -0.8717337 4
16.4399907 5.4583222 5.3527032 0.19930237 0.07958822 -0.8717194 4
14.8957412 3.86369267 4.02422789 0.19947631 0.24616667 0.87156787 4
14.1433232 4.13444627 3.98169635 0.12181913 0.24477045 -0.871378 4
736.95125 7.72730887 7.48588917 0.06601616 0.44569492 -0.8713506 4

254.207857 7.77436796 7.82778799 0.04277872 0.10083028 0.87134817 4
75.5391792 7.01184951 6.8041674 0.45625154 0.08176133 -0.8710116 4
7.1968679 3.38821471 3.52288367 0.17057764 0.21535882 0.87095251 4

42.3238451 5.42506049 5.50875957 0.05478967 0.1793857 0.8709339 4
4.90272183 3.30993609 3.18274959 0.14093397 0.21379285 -0.8706942 4
27.2989716 4.98731236 4.86694242 0.09032025 0.20352664 -0.8706586 4
10.2026223 4.34673416 4.45370274 0.16358163 0.12058583 0.87053706 4
1.77842163 1.51976564 1.85691755 0.49751655 0.2620051 0.8704672 4
7.72382629 3.77133256 3.87373736 0.13679459 0.1644067 0.8703696 4
19.6670866 4.73522172 4.62090703 0.09801462 0.20387536 -0.8701969 4
19.9845844 5.21600769 5.2922975 0.11009174 0.10342174 0.87015113 4
2.65929677 6.26889436 6.18342993 0.18257849 0.00549212 -0.8701191 4
342.949498 6.86208244 6.56349927 0.19494919 0.54486873 -0.869999 4
8.66409324 4.68038994 4.63556622 0.02071412 0.08566392 -0.8699399 4
3.77176512 5.28267349 5.31272892 0.05512341 0.01863792 0.86991311 4
53.1999769 3.67325472 4.02186941 0.25358048 0.72990371 0.86965235 4
13.160365 4.31535756 4.20937884 0.02307636 0.1986566 -0.8696439 4

2.20492531 2.01824113 2.15389486 0.13605129 0.25119209 0.86961177 4
109.896857 6.15215768 6.26194761 0.10710576 0.21929913 0.86953988 4
5.35116995 3.56148526 3.62822414 0.01212883 0.14752866 0.86952796 4
19.5252521 4.26570626 4.07415902 0.10200965 0.33472831 -0.8694964 4



87.6790484 5.99155158 6.0847238 0.02926123 0.18974722 0.86938323 4
16.7963128 4.67345653 4.82375738 0.26340371 0.13031257 0.86920376 4
1440.56902 7.87429698 8.07095594 0.2120354 0.48894455 0.86906571 4
5.09777867 4.33643915 4.38108254 0.06255825 0.06347118 0.86901696 4
57.9216011 4.86817326 5.0810596 0.30348984 0.37610726 0.86897161 4
4.98314777 2.40292681 2.58089181 0.19845924 0.41432952 0.86893385 4
12.5017872 4.43204083 4.54777387 0.17603554 0.13427207 0.8687445 4
538.151887 7.6261018 7.42527265 0.2065229 0.34898494 -0.8687002 4
4.83209364 2.89246988 3.01173009 0.10972678 0.25362454 0.86857968 4
7.38185585 4.30493547 4.36197531 0.06720693 0.09570081 0.8685002 4
38.478315 5.27221302 5.35855391 0.04104223 0.17665679 0.86848138 4

41.8986744 6.14501592 6.08746745 0.05910449 0.09646712 -0.868382 4
140.584293 6.59712264 6.70293308 0.13109032 0.18018363 0.86810315 4
6.26780967 3.66457513 3.54118538 0.15685329 0.17614625 -0.8680488 4
15.6404642 5.31892237 5.26289277 0.07689053 0.08259604 -0.8679172 4
431.680169 8.61178998 8.55888198 0.06485859 0.0846114 -0.8679046 4
256.08491 8.10044861 8.0542185 0.03984618 0.07955029 -0.8678655 4

15.7977191 4.360797 4.23625173 0.01735922 0.2334483 -0.867823 4
25.6166143 5.01467639 4.91204455 0.0443209 0.1818421 -0.8677966 4
129.075403 7.4494136 7.33416321 0.25684367 0.08229656 -0.8676668 4
20.3531729 4.4235009 4.55834312 0.17551831 0.21200573 0.8675576 4
0.35314479 4.7539893 4.70988563 0.08912458 0.00317837 -0.8675191 4
29.5936105 5.64793663 5.58546599 0.04778935 0.10864486 -0.8675002 4
221.230475 7.12259895 7.21888471 0.11302323 0.16058311 0.8673033 4
55.7907668 5.98882979 5.85516736 0.21576986 0.157248 -0.8672227 4
36.7401838 5.44390537 5.26724637 0.30550403 0.1989142 -0.867218 4
11.6376943 3.74480006 3.3939991 0.73828441 0.34978648 -0.8671628 4
6.34833822 3.79084752 3.64996252 0.23068533 0.15950463 -0.8671422 4
112.55581 6.42620251 6.31015189 0.08272843 0.19851774 -0.8671259 4
4.1027803 4.66370458 4.61985592 0.07808346 0.04000544 -0.8671034 4

435.520509 8.89300428 8.95670069 0.11269545 0.05674572 0.86702998 4
284.673026 6.81544592 7.32478856 0.80429296 0.1831163 0.86700914 4
131.137516 8.22050217 8.18657371 0.05807476 0.03613957 -0.8669726 4
16.7921111 4.0604541 4.19038919 0.13157704 0.26018384 0.86696032 4
10.7013956 4.20828757 4.08942049 0.14264067 0.18841796 -0.8666058 4
82.7627183 6.046272 5.90540513 0.15018719 0.2112807 -0.8665951 4
20.3422987 4.34118131 4.47804385 0.17451118 0.22904354 0.86625693 4
731.207853 8.36854293 8.54344187 0.31360072 0.1468347 0.86617686 4
223.415957 7.02181196 6.88372584 0.12002217 0.24334771 -0.8661437 4
12.9602454 3.70723512 3.46339462 0.15486262 0.44222017 -0.8661075 4
197.626653 7.1005916 7.00216729 0.04205927 0.18476694 -0.8660664 4
3.75732665 4.88408634 4.84611402 0.07073356 0.02970491 -0.8659591 4
9.03707063 3.96261774 3.84758849 0.10477283 0.20009917 -0.8656765 4
327.781898 7.63837424 7.81684692 0.30924467 0.13057483 0.86557001 4
31.4104604 5.49305462 5.24058834 0.58229417 0.16211031 -0.8652555 4
226.731627 8.49533888 8.5223243 0.0308066 0.04456463 0.86514899 4
13.0163532 5.06359194 5.10948732 0.04985149 0.07748993 0.8651286 4
7.04478564 4.71070187 4.61809358 0.17886836 0.07092411 -0.8649107 4



8.32861036 4.94027442 5.01352992 0.12672318 0.05521982 0.86456037 4
1.68025154 3.8476962 3.88971485 0.07354269 0.03431838 0.86455754 4
806.565702 8.06909172 7.90142743 0.09073629 0.28480111 -0.8645362 4
22.8343823 4.6112643 4.71688461 0.0982228 0.20069841 0.86440354 4
19.9510805 4.77167667 4.65158249 0.13386403 0.18365888 -0.8643932 4
4.2400479 2.91173752 3.02102136 0.11250495 0.2076124 0.86432466 4
59.010428 7.54526497 7.6322182 0.16804903 0.02848392 0.86418548 4

5.09799164 4.35147908 4.39243768 0.05265812 0.06332239 0.86416998 4
77.3692832 6.77182462 6.85705552 0.14158488 0.07949857 0.86413368 4
99.0046623 6.47693054 6.57243864 0.13285422 0.14164623 0.86392838 4
8.69941618 5.04045779 5.12373446 0.15247835 0.05249232 0.8638468 4
21.2961059 4.53817381 4.6401383 0.07756007 0.19946557 0.86384436 4
20.0590172 4.66713003 4.75961668 0.09176743 0.16346233 0.86361392 4
32.1247784 5.39696621 5.31137549 0.03134102 0.16567235 -0.8636029 4
878.092167 8.13732046 8.30060064 0.24947875 0.20622745 0.86353815 4
5.71363445 3.51659299 3.77300472 0.46845334 0.13387758 0.86353678 4
3.8551317 3.63857176 3.50581255 0.28416512 0.11192451 -0.8631548 4

26.9544147 5.00732332 5.09962407 0.10169757 0.15691747 0.86315426 4
33.7160594 5.20017334 5.06897067 0.14674905 0.21534682 -0.8630975 4
256.591071 6.6268401 6.77788791 0.15429226 0.2680904 0.86296538 4
1.77365854 1.99666978 1.84417636 0.00596734 0.27108601 -0.8628298 4
18.8685986 4.58260311 4.42826557 0.22316478 0.21187988 -0.8627841 4
19.2713636 4.19043351 4.31535796 0.09889981 0.25140121 0.86268342 4
1.6380438 1.95097722 1.72083788 0.43757676 0.27317373 -0.8626248 4

8.7556 4.19815093 4.27585517 0.10420814 0.12323213 0.86261252 4
40.634343 5.18640072 5.31692678 0.17123807 0.191208 0.86256263 4

17.9944865 3.74119267 3.8873613 0.04607508 0.39444483 0.86218962 4
35.1563148 4.44010011 4.63608127 0.25102041 0.36975888 0.86218366 4
24.2024642 4.27143021 4.44987795 0.2375894 0.26961032 0.8621816 4
48.6527512 6.62588508 6.58564434 0.04274865 0.06584323 -0.8620872 4
4.50393635 2.94574278 2.74332699 0.25985172 0.31122087 -0.8620204 4
7.08422982 3.59981649 3.45205326 0.18123753 0.23395988 -0.8619923 4
55.3337474 4.91922283 4.56289611 0.15141401 0.6570126 -0.8619249 4
55.3337474 4.91922283 4.56289611 0.15141401 0.6570126 -0.8619249 4
3.14743596 2.39624441 2.61269999 0.37178421 0.24588168 0.86182931 4
20.5806067 5.33448644 5.47526711 0.23782118 0.08618233 0.86173084 4
5.50876492 4.1023332 4.03583747 0.09025979 0.09686717 -0.8616692 4
53.7288761 4.24874486 4.47016393 0.22519566 0.65849055 0.86136845 4
1.64917245 2.4250517 2.30412567 0.1819238 0.17001346 -0.8611984 4
14.557927 5.41343659 5.50525232 0.16137226 0.05879253 0.86111795 4

1.73426445 3.20691892 3.30328621 0.17280641 0.0647281 0.86095545 4
39.2024836 5.78950926 5.84805169 0.04653062 0.11021653 0.86079461 4
601.294125 8.60792665 8.69638706 0.13834113 0.09962118 0.86066649 4
36.3610303 6.58171965 6.68876152 0.18742326 0.04471246 0.86056538 4
2.7201404 3.58944003 3.4855895 0.20242011 0.08134236 -0.8605615 4
64.403454 6.59169792 6.528832 0.08237233 0.09299342 -0.860524 4

34.8559314 5.28101512 5.15229944 0.15027866 0.19057285 -0.8604329 4
8.70905512 2.91613735 2.43808934 0.20542943 0.86426098 -0.8600279 4



605.374819 7.86873349 7.99730485 0.17961095 0.2095066 0.85992651 4
991.657499 8.02377682 7.79255651 0.05296246 0.40982907 -0.8598536 4
14.5544701 4.64564261 4.55173366 0.10031084 0.14741897 -0.8598076 4
385.999738 7.89659148 7.98218247 0.11463616 0.12739068 0.85976179 4
138.205292 6.44412547 6.30246541 0.08302053 0.24603005 -0.8594776 4
1054.42461 8.78537729 8.86047205 0.06018614 0.15538241 0.85946784 4

84.81644 7.23628262 7.28290712 0.07313404 0.05879856 0.85945068 4
4.91821652 3.59522465 3.66988966 0.09165521 0.12406035 0.85929373 4
19.2667345 4.78397137 4.86532763 0.08429521 0.15334061 0.85928628 4
34.6315177 5.44886627 5.51492081 0.02695645 0.14130255 0.85923755 4
225.086192 6.60206678 6.72620577 0.07281839 0.25514715 0.85915791 4
2.15734765 1.92583509 2.05176436 0.06347761 0.25615096 0.85898663 4
9.13412885 3.75544408 3.61149003 0.12057252 0.23575212 -0.8587287 4
277.17293 7.61842568 7.71528262 0.15377691 0.12625672 0.85866284 4

26.1349833 4.27078153 4.48166291 0.33589656 0.30929029 0.85863205 4
214.709528 6.74673692 6.89230076 0.20789736 0.20884886 0.85860947 4
50.7410486 5.92205598 5.83927498 0.0613 0.14626497 -0.8584869 4
120.115547 6.64667746 6.71760385 0.04648318 0.15130864 0.85845773 4
5.2082441 3.39640586 3.71223322 0.58356191 0.13127888 0.85840031 4

236.916306 6.82165831 6.63733426 0.14234147 0.33560024 -0.8583808 4
66.9022329 5.64801954 5.74726326 0.05664636 0.21439401 0.85836769 4
7.08565382 4.47595433 4.40695914 0.1088807 0.08817717 -0.857936 4
39.1618786 4.81080922 4.55646629 0.19818062 0.45644361 -0.8578349 4
48.0317621 5.70876873 5.78412752 0.06213329 0.14360157 0.85782874 4
5.72992964 3.29044587 3.49065553 0.31875438 0.16756039 0.85744974 4
10.3162805 4.3423335 4.22730799 0.1807717 0.1445884 -0.8574408 4
2.88365934 3.39814921 3.48582726 0.14240152 0.08794216 0.85735689 4
4.62231987 4.27297451 4.21611289 0.09295401 0.06688171 -0.8573336 4
41.7187964 6.01456201 6.07913259 0.09082249 0.09440757 0.85723141 4
437.713283 7.27300499 7.39607134 0.0710457 0.25453418 0.8570561 4
7.71881071 2.90985589 2.52516806 0.52129735 0.53914512 -0.8570273 4
16.9634291 4.85925107 4.73850207 0.20224523 0.15457013 -0.856974 4
26.9655639 4.1627029 4.31045969 0.04793162 0.36330295 0.85695598 4
1069.87814 8.10506628 8.26722776 0.22643458 0.29327454 0.85683006 4
12.2922539 4.64974811 4.7164658 0.08376937 0.10937415 0.85668638 4
4.17214301 3.68438032 3.59775637 0.14326592 0.11061616 -0.8564505 4
8.0846085 3.38929597 3.50138007 0.0788017 0.25895319 0.85638172 4

6.21632929 3.52289433 3.64286384 0.17422994 0.16925878 0.8561041 4
48.6786561 6.02675783 5.9268568 0.1651647 0.1283464 -0.8560929 4
23.3390488 3.78327616 3.16453194 0.33616872 1.04508762 -0.8559737 4
17.484424 5.94120053 5.99043752 0.08602702 0.04321371 0.8557594 4

6.08098387 3.43826232 3.53294028 0.09739654 0.17317912 0.8557138 4
14.2000942 5.19549442 5.1245509 0.11591043 0.08502403 -0.855539 4
6.43286318 2.70150491 2.86935525 0.15682379 0.36772525 0.85551156 4
15.732195 5.3096466 5.42445352 0.19653009 0.07063189 0.85536509 4

109.213579 5.56236699 5.21780204 0.63534369 0.50412657 -0.8551976 4
96.6078065 6.61517891 6.68256231 0.07438863 0.12508593 0.8551764 4
3.87116221 5.13037336 5.16583261 0.06751042 0.02215354 0.85510029 4



57.4552913 5.59924632 5.69050513 0.05041449 0.18741704 0.8550517 4
32.4121093 5.90728268 5.85550232 0.04227547 0.09219144 -0.8548967 4
674.311036 7.89073443 8.04279044 0.23273707 0.21665389 0.85481621 4
507.209123 9.1785148 9.20314863 0.00031415 0.05124388 0.85457518 4
13.6216344 5.65575292 5.72863983 0.13830691 0.04385156 0.85445526 4
12.0370653 4.36585434 4.24750385 0.17473273 0.16402678 -0.8543266 4
1.58214516 3.09188981 3.13388428 0.05180383 0.07002161 0.85432003 4
61.5684949 5.71200785 5.50905757 0.34082513 0.23279666 -0.8541551 4
3.59677206 2.73033261 2.85513245 0.15370889 0.19494936 0.85396107 4
10.2569295 4.76408076 4.6919722 0.1108943 0.09222269 -0.8537481 4
5.56791807 4.38429527 4.29945323 0.17262447 0.07647409 -0.8536766 4
8.74634726 4.09647038 3.99306711 0.12279858 0.16646845 -0.8536303 4
20.5507162 4.32978345 4.49622958 0.26204448 0.2319733 0.85355699 4
172.280214 6.97675309 6.88027052 0.05546681 0.17153043 -0.853486 4
129.310559 7.00422239 6.91463088 0.13078543 0.12883905 -0.8534704 4
15.9555964 3.81844211 4.02620424 0.31919111 0.26171835 0.85329667 4
47.889753 5.10158997 5.2763579 0.2770147 0.25632433 0.85326205 4

14.0210157 4.33869011 4.22922056 0.01149852 0.21599461 -0.8530589 4
133.223874 5.78445783 6.08934304 0.45900463 0.30194732 0.8530296 4
9.85723995 4.45831121 4.38222768 0.0891444 0.11882887 -0.8529382 4
1.03230426 1.06292576 1.27459115 0.34622163 0.31179108 0.85263182 4
11.2196819 3.63490515 3.810064 0.26263725 0.23472701 0.85249867 4
8.88674735 3.39698588 3.13244267 0.35857596 0.41722895 -0.8524961 4
4.46902424 2.36806077 2.52379501 0.14607306 0.39363527 0.85245656 4
4.81893673 2.45710543 2.65585701 0.24792466 0.30900515 0.85218514 4
157.646823 6.13535731 6.25730892 0.00159686 0.32761781 0.85212643 4
8.11372541 3.12309639 3.31305394 0.26159504 0.28602678 0.85188285 4
9.29545991 4.36987972 4.4628799 0.14521956 0.10678864 0.8518072 4
5.25362025 2.19079886 1.54821553 0.74383274 1.06464928 -0.8517596 4
5.45281867 1.98814026 2.47167912 0.82535304 0.44718975 0.85163066 4
38.7064023 4.90050516 5.02516353 0.10799332 0.2428974 0.85151439 4
2.11963703 3.18784428 3.28541154 0.17772018 0.07793429 0.85151044 4
16.1462125 4.78286797 4.66031716 0.21317898 0.15928571 -0.8514268 4
2.87374778 3.75356961 3.89001197 0.24729673 0.05805862 0.85135342 4
0.92688458 2.46258207 2.67360523 0.35180868 0.06282626 0.85125868 4
6.71873908 3.33165886 3.17460796 0.0679244 0.29915982 -0.8509846 4
59.672822 6.26284857 6.1971609 0.04398477 0.11767294 -0.8508593 4

11.6291593 3.44501971 3.1489154 0.34981524 0.44579486 -0.8507031 4
20.4758345 4.48594351 4.33968227 0.05055097 0.2720313 -0.8503609 4
451.337532 7.93503295 8.00403707 0.01178935 0.15096689 0.85019186 4
624.186971 7.62824319 7.74687905 0.04282103 0.25367884 0.84985829 4
327.894837 6.94675124 7.06300247 0.0171113 0.29741558 0.84984691 4
3.25356664 3.09927362 3.19584353 0.14384034 0.13825847 0.84982511 4
11.3954108 5.00975316 5.13486369 0.22059354 0.06630117 0.84977134 4
10.1531594 4.28494765 4.34666664 0.02176138 0.12808522 0.84950801 4
524.262745 7.40306695 7.55389475 0.19612412 0.2906856 0.84928139 4
781.614933 7.10895911 7.61929223 0.70587074 0.34392297 0.84927615 4
234.295832 7.07764261 7.25011772 0.29996675 0.16952983 0.84905353 4



29.6986831 5.18707322 5.08225018 0.08473117 0.19297258 -0.8490251 4
45.477285 4.7665681 4.93303472 0.18893898 0.32229264 0.84890148 4

33.4683967 5.57994749 5.63711433 0.02879361 0.1167459 0.84867185 4
20.6950382 5.47893847 5.4194923 0.07656827 0.09292059 -0.8484409 4
341.065015 6.80423442 6.48469471 0.25145514 0.56478815 -0.8482482 4
70.8243698 5.06997349 5.23799274 0.13137273 0.34398698 0.84822074 4
187.372513 5.92828853 6.10620051 0.16123754 0.43270587 0.84821603 4
6.33822993 3.27806624 3.38326546 0.09229126 0.22201503 0.84810408 4
5.16743035 2.10003661 2.30539934 0.24775161 0.57513594 0.84783036 4
4.21645433 2.75334761 2.56646495 0.11051586 0.35129732 -0.847652 4
7.12901264 4.0319084 4.11191945 0.11240088 0.11943599 0.84758948 4
18.5671533 3.43919592 2.87370627 0.45009867 0.78139104 -0.8473833 4
44.359046 5.41959906 5.50997872 0.07816761 0.17293693 0.84727013 4

1407.00096 8.94388261 9.02979227 0.07826813 0.16039862 0.84725975 4
93.7308276 6.16239345 6.29627755 0.21133559 0.16604613 0.8472487 4
2.86915255 4.34344194 4.39408617 0.09546592 0.0355073 0.84718014 4
24.7621094 5.10133425 5.20207716 0.15830125 0.13573934 0.84697072 4
22.6326775 4.65645891 4.74776902 0.04970744 0.18542142 0.84685126 4
16.8207061 4.42436031 4.27049618 0.18537554 0.24827678 -0.8466052 4
75.8039079 5.32850938 5.54125223 0.34573948 0.32053038 0.84657341 4
15.7478824 3.27933628 3.57477745 0.45891905 0.40189487 0.84638925 4
85.7918042 6.66994132 6.85373851 0.34301234 0.09073105 0.84635866 4
68.5558165 5.96473233 6.04130749 0.03930135 0.15623865 0.84629795 4
170.921337 6.09901739 6.28551643 0.24058846 0.32137015 0.84629683 4
114.67349 5.87524201 5.64324862 0.06038397 0.4403768 -0.8460304 4

8.20335067 3.55298293 3.35615143 0.26770926 0.30901361 -0.8459446 4
56.7476317 4.7667758 4.94842209 0.20560955 0.446553 0.84589269 4
21.3220046 5.95730477 6.00273117 0.07443875 0.05218956 0.84581634 4
100.448549 6.4139111 6.52984493 0.18867283 0.14072221 0.84579545 4
44.229284 5.93142569 6.05063162 0.20586172 0.10733502 0.84565058 4

15.2202149 4.57926016 4.66677457 0.1124888 0.14898037 0.84556131 4
219.837999 7.17285438 7.28011862 0.15404938 0.15171725 0.84542581 4
292.212745 7.19351407 7.3207326 0.18646155 0.18722895 0.84537672 4
640.029346 7.49216708 7.63464511 0.14482297 0.33479189 0.84523449 4
24.5453634 4.08051202 4.22902002 0.02512596 0.32172773 0.8451252 4
204.981095 6.75372269 6.86429405 0.11339542 0.21680188 0.84480735 4
22.9671485 4.76960248 4.62647392 0.19081619 0.22695753 -0.8442847 4
27.882404 4.49788462 4.65334355 0.20382474 0.27159271 0.84406029 4

32.3518374 5.74426927 5.79021777 0.00604209 0.10169305 0.84402709 4
8.24473127 4.34729043 4.26015565 0.14042719 0.11545839 -0.8438869 4
8.77359483 3.46759558 3.65530871 0.27716501 0.21330783 0.84383964 4
13.9799501 5.1347915 5.07919313 0.07372346 0.08518885 -0.843745 4
49.6120852 5.84836519 5.91006216 0.01123733 0.13288619 0.84345159 4
37.0090448 5.67957969 5.74222055 0.05970398 0.11597627 0.84343964 4
26.8767192 5.47301587 5.54444617 0.1009076 0.10361508 0.84339383 4
11.0476655 4.39511762 4.31893391 0.0180904 0.14459055 -0.8431615 4
1271.76628 8.04791353 8.2283262 0.25089504 0.36933958 0.84313483 4
27.199025 4.70145654 4.81456235 0.11507052 0.2068216 0.84291802 4



9.55615023 4.21665759 4.29988854 0.11121812 0.12491804 0.84277322 4
78.9260093 7.31432675 7.19702316 0.25907853 0.05810428 -0.8426476 4
27.6611276 3.11674284 3.56305556 0.58624916 0.68412354 0.84260384 4
7.91968911 4.71074024 4.74995715 0.04517084 0.0678338 0.84259179 4
1.7170165 3.61210131 3.49549443 0.28082606 0.05284425 -0.8425633 4

10.6329629 4.82299138 4.76314233 0.08412693 0.08861957 -0.8425223 4
1.34028528 3.09429667 3.20363647 0.20982197 0.05528459 0.8424665 4
1.34028528 3.09429667 3.20363647 0.20982197 0.05528459 0.8424665 4
1.34028528 3.09429667 3.20363647 0.20982197 0.05528459 0.8424665 4
65.2467949 6.40809986 6.56704889 0.26761195 0.09019947 0.84243621 4
8.59349131 5.21461126 5.24102539 0.03041164 0.0455836 0.84235233 4
1.62356096 3.93081566 3.86808434 0.12753167 0.03365537 -0.8423465 4
3.51375275 4.30385703 4.34877543 0.07714269 0.04493481 0.84216988 4
17.9722446 3.88662888 4.02534176 0.06689065 0.29207003 0.84200353 4
45.4789108 7.08744285 7.14305515 0.10719139 0.03610867 0.84185413 4
278.260511 7.19579968 7.29287066 0.09475677 0.18318189 0.84182136 4
12.2487926 5.53823172 5.50446615 0.04777973 0.04921522 -0.8417022 4
56.2988871 7.29591068 7.34050676 0.08354028 0.03653244 0.8414972 4
40.4931011 6.57800931 6.53819181 0.05790334 0.05806867 -0.8413978 4
12.9963294 4.45564766 4.3686668 0.0375578 0.16325969 -0.8413964 4
80.4955911 6.02318862 6.15579292 0.21140883 0.16418747 0.84114944 4
80.4955911 6.02318862 6.15579292 0.21140883 0.16418747 0.84114944 4
8.92365398 3.71399714 3.83014277 0.15113687 0.20414521 0.84095417 4
903.86626 7.62337933 7.82457267 0.29628865 0.38657921 0.84063401 4

10.9708619 3.68543809 3.81844914 0.15441959 0.23016146 0.84059737 4
298.194748 7.23938457 7.09935998 0.11403702 0.24874723 -0.8404533 4
10.7698927 4.93897423 4.98870016 0.07269364 0.07459068 0.84032513 4
16.3252681 5.01319717 5.06241963 0.02534103 0.10539696 0.84022346 4
8.12759604 5.16011667 5.05146592 0.22620279 0.05232455 -0.8402181 4
0.46497828 3.89948489 3.94487502 0.09002645 0.00897564 0.84009518 4
17.9981313 4.6342832 4.75228966 0.18477596 0.15977916 0.84001159 4
256.554062 7.84592993 7.76781047 0.1265465 0.1051667 -0.8399816 4
14.1102722 4.17997122 4.04115158 0.10414472 0.24242604 -0.8398393 4
441.049087 7.64910166 7.51889529 0.05691846 0.24901447 -0.8397782 4
0.20687858 1.67781614 1.48037512 0.64198003 0.04727682 -0.839739 4
392.854022 7.27335655 7.38402858 0.06571404 0.22865386 0.83952558 4
7.6516269 3.92217413 3.78699932 0.21587191 0.17917997 -0.8394914 4

337.766972 6.24325069 6.44648789 0.05245707 0.45797539 0.83947114 4
3.1271585 4.53113922 4.47962931 0.10586368 0.03558936 -0.839432 4

927.766809 8.57765279 8.45686942 0.14391625 0.20804269 -0.839271 4
19.6607692 4.06853784 3.81964008 0.10894906 0.46656441 -0.8392489 4
122.472222 7.50349997 7.43028939 0.14720043 0.07230984 -0.8392028 4
10.3801281 4.63001951 4.68228127 0.05536247 0.09516122 0.83881767 4
40.879167 5.65736344 5.72118728 0.04060793 0.13553462 0.83876363 4

8.72472569 4.43659793 4.3554066 0.12246934 0.11086701 -0.8387481 4
9.61420606 5.36089165 5.44383091 0.15681619 0.04205899 0.83872513 4
180.844717 7.53201191 7.62544133 0.16953088 0.08625963 0.83871307 4
7.75507788 4.26870925 4.16412741 0.18176767 0.12432283 -0.8386959 4



218.524594 6.97466573 6.61491809 1.08254547 0.269044 -0.8385969 4
153.794639 6.89982353 6.99714224 0.14355157 0.13804729 0.83854408 4
466.720806 7.99570904 8.12246826 0.22151288 0.14384654 0.83849011 4
268.107076 6.93250866 7.07620512 0.20595629 0.21675217 0.83842649 4
268.107076 6.93250866 7.07620512 0.20595629 0.21675217 0.83842649 4
134.946646 6.66145105 6.44474655 0.69051116 0.2199461 -0.8383351 4
11.3022911 4.85807942 4.91184198 0.07363388 0.08428377 0.83832571 4
3.91787478 2.32342771 2.0067409 0.45120507 0.51209585 -0.8382924 4
1314.17084 8.21541091 8.36282841 0.16258129 0.31515928 0.83825312 4
180.508308 7.77248529 7.72701103 0.04577054 0.08138406 -0.8381672 4
28.8114919 4.90035981 4.74330433 0.20585444 0.25812129 -0.8380738 4
330.485323 7.40400247 7.27463001 0.11147359 0.22397969 -0.8380734 4
206.06112 7.29080881 7.35089016 0.00390729 0.13053576 0.83801784 4

7.62163689 3.77855606 3.59378634 0.32598645 0.2201818 -0.8378564 4
775.839146 8.07901222 7.9252366 0.092535 0.26777166 -0.837808 4
12.6443576 4.30931461 4.20136094 0.09934929 0.18041719 -0.837783 4
3.10553634 1.70474526 1.20007129 0.85643119 0.89924963 -0.8376776 4
13.5060417 3.09948825 3.27577854 0.09726997 0.53417075 0.83754078 4
1.53638962 1.57921249 1.31693657 0.37443061 0.44530337 -0.8374871 4
5.57099281 3.2627276 3.35080926 0.03550852 0.18475906 0.83747045 4
16.428783 5.99435142 5.90979611 0.17676522 0.04473731 -0.8374493 4

551.379469 7.90452755 8.00515807 0.12146486 0.18555411 0.83742739 4
19.3453502 5.62132935 5.67272243 0.08011122 0.067644 0.8373693 4
21.2883201 4.17045585 3.93693819 0.04273932 0.43883359 -0.8372973 4
214.768189 6.30553509 5.94326962 0.31582277 0.64325428 -0.8371798 4
5.35938977 2.4207652 1.9370995 0.30418647 0.84470367 -0.8371548 4
11.2470479 4.11930592 3.97342763 0.22794897 0.19887795 -0.8370671 4
18.4462473 4.95738793 4.88460783 0.03355097 0.13589975 -0.8366879 4
335.059736 7.06996149 6.86533942 0.21176957 0.32527294 -0.836409 4
32.7469163 4.82117247 4.93964387 0.12987679 0.24792941 0.83631723 4
10.7896642 4.33136591 4.43752157 0.17981989 0.12642122 0.83629302 4
51.7097306 5.24087336 5.34329583 0.00615198 0.26245765 0.83620543 4
10.9371253 4.3505574 4.25166037 0.13210918 0.15819164 -0.8361919 4
393.371464 8.79444804 8.85604478 0.11285216 0.05683819 0.83614832 4
1.60426118 1.70076663 1.88278462 0.29607491 0.24353656 0.83613322 4
155.448003 6.62634303 6.45412383 0.25111769 0.23239684 -0.8359922 4
8.2172723 4.16818438 4.07424094 0.13556717 0.1394387 -0.8359471 4

7.55721638 5.53211445 5.4922117 0.07757803 0.03140134 -0.8357844 4
67.3116305 6.30816227 6.238443 0.04169514 0.13268183 -0.8356952 4
136.736491 5.97308105 6.09484194 0.03505452 0.33425682 0.83561032 4
10.9023444 6.81369298 6.92373205 0.20244814 0.01071354 0.83549435 4
28.1005449 5.19595573 5.05245613 0.24073639 0.17043447 -0.8354476 4
21.9243268 5.29698868 5.35206032 0.05550254 0.10234563 0.83522837 4
122.435589 6.0950496 6.27673557 0.27335697 0.2364766 0.83499597 4
41.377112 6.58469855 6.36716069 0.49669693 0.06959083 -0.8348741 4

16.9521079 3.98427455 4.18272134 0.3250865 0.25675118 0.83479073 4
0.74157273 -2.3901002 -1.7693576 4.4755984 3.48334027 -0.8345745 4
41.5649731 5.75301087 5.6247264 0.23865804 0.14576426 -0.8345349 4



45.509117 5.81036605 5.68785068 0.20202472 0.15708897 -0.8343779 4
16.3182484 4.3528752 4.1689077 0.28662951 0.26423118 -0.8342539 4
61.7795537 5.97778244 6.04361089 0.01898688 0.15216678 0.83418637 4
91.2378459 5.9636281 5.80966563 0.12947284 0.26090128 -0.8340834 4
48.0056786 5.61521224 5.68782135 0.00384311 0.15524016 0.83402833 4
5.07101896 3.85663689 3.69547757 0.35565229 0.13049778 -0.8338344 4
2.60992821 3.92628968 3.8431161 0.17160025 0.05552023 -0.8338083 4
182.815502 6.54858135 6.37889897 0.104108 0.28712155 -0.8337638 4
19.1593595 4.31635452 4.43829498 0.13836134 0.21184068 0.83376271 4
8.25555167 4.9320669 4.89601887 0.04105082 0.06271397 -0.8337248 4
7.98405837 3.3750116 3.1732562 0.2172974 0.35658096 -0.833723 4
292.591129 8.45225568 8.4964813 0.06815124 0.05873532 0.83328787 4
18.1036599 4.07143046 4.24798475 0.2609186 0.27447251 0.83310549 4
83.5738647 5.97234211 5.67286476 1.28070868 0.26394907 -0.8325786 4
10.5491584 3.8765014 4.04983887 0.3082386 0.18793973 0.83248495 4
2.12755806 2.59596537 2.4331134 0.32067639 0.19394103 -0.8324549 4
3.33863838 2.78130662 2.63654685 0.17350045 0.22660571 -0.8323951 4
465.431441 7.42461754 7.56189979 0.1834417 0.23411346 0.83239082 4
18.0816284 4.37884342 4.4820568 0.10751914 0.21361313 0.83230726 4
97.6717644 6.47250381 6.53797972 0.03610829 0.14543049 0.83223998 4
46.2768098 5.59552169 5.48064855 0.123982 0.19846173 -0.8321964 4
521.320414 7.11129342 7.27854195 0.19581231 0.37436011 0.8319948 4
2.20427639 2.50942284 2.37016583 0.20523455 0.21794864 -0.8319425 4
46.3754612 6.15912074 6.27748141 0.20407316 0.08528355 0.83188278 4
177.011395 6.4785419 6.30337985 0.05983066 0.31569935 -0.8317231 4
381.474773 6.77564081 6.93016723 0.11671737 0.37453236 0.83170022 4
0.5519643 2.95443533 2.85092315 0.25190363 0.03165147 -0.8315414 4

158.835439 6.43557376 6.55277057 0.13443514 0.22989583 0.83151248 4
7.43346379 3.62494277 3.50725205 0.04047483 0.22072594 -0.8314379 4
6.91163587 3.76079558 3.6309861 0.21506679 0.18791861 -0.8312343 4
13.5070852 4.44849604 4.51666307 0.03465581 0.14396645 0.83120719 4
749.927762 8.06369474 7.89360191 0.20713822 0.2797035 -0.8311786 4
3177.37687 7.62659368 8.01314726 0.399513 0.78012646 0.8311449 4
52.4465161 5.2218974 5.33170444 0.04947666 0.24334652 0.83103494 4
4.77382536 3.80073212 3.86005148 0.07680189 0.09814186 0.83101426 4
3.9758245 1.49676678 1.66345032 0.20447369 0.87788057 0.83084924 4

34.9064887 4.83530727 4.95044514 0.10273953 0.24751375 0.83074514 4
33.1752429 4.90858766 5.01752592 0.10986043 0.21110979 0.83069785 4
323.844553 7.10781873 7.24160893 0.18019263 0.22675115 0.83053608 4
1.72685231 1.96470461 1.57533555 0.91732051 0.38390679 -0.8304356 4
6.89955002 4.90414476 4.74274442 0.35845595 0.05923647 -0.830218 4
264.408459 7.88467016 7.93899693 0.06601785 0.09514979 0.83020432 4
1262.99965 7.76944183 8.00895545 0.38410109 0.46532133 0.82993504 4
65.3030618 6.86189867 6.82528994 0.02281312 0.06950035 -0.8298794 4
4.71947446 3.44437535 3.54232121 0.15501876 0.13556351 0.82971049 4
58.8457916 4.71407563 4.87108639 0.08045919 0.48989964 0.82970895 4
11.5931549 3.45796812 3.62544221 0.21820332 0.33438179 0.82969967 4
3.62737073 2.50959064 2.63674873 0.13700637 0.27460669 0.82958869 4



82.2808119 5.22027524 5.40118305 0.20601116 0.33985936 0.82958827 4
2.89753142 3.90866357 3.9426188 0.04422302 0.05537123 0.82946701 4
2.89753142 3.90866357 3.9426188 0.04422302 0.05537123 0.82946701 4
18.7760462 5.49289732 5.52910202 0.02251326 0.0729504 0.82943554 4
140.389484 7.78189396 7.75193015 0.00851687 0.06126903 -0.8293201 4
209.42354 7.68394566 7.75465211 0.11229171 0.08794689 0.82915096 4

189.372213 5.8882316 6.07179001 0.14409979 0.39404423 0.82910868 4
332.979136 5.90925166 6.12814443 0.06733386 0.6664675 0.82909197 4
24.5290998 5.08967224 5.16535095 0.08354875 0.13591483 0.82907805 4
320.666634 6.97196992 7.14471747 0.27337062 0.26848114 0.82902134 4
8.59056111 3.53224204 3.66569993 0.18124294 0.22291205 0.82881956 4
290.393792 7.8042362 7.68875696 0.20421142 0.12838443 -0.8286958 4
324.231275 7.14173001 6.94815948 0.28483328 0.28402404 -0.8286179 4
34.414636 5.68976846 5.74441609 0.04446273 0.1072292 0.82860265 4

33.5953018 4.89454441 4.99365323 0.03767214 0.21742671 0.82822611 4
18.4254396 5.11150126 5.17139659 0.07327054 0.10750267 0.82818303 4
142.268262 6.14136746 6.46735367 0.51796307 0.20705723 0.8281136 4
143.323633 7.35785549 7.23700876 0.29434809 0.10613153 -0.8280589 4
154.399551 6.84781714 6.91973316 0.05217659 0.15596226 0.82795982 4
22.2428268 4.87475408 4.98112583 0.156573 0.1588835 0.82785698 4
12.1279769 4.19914593 4.27705732 0.05238787 0.17241086 0.82778927 4
4.89854213 2.388663 1.96211803 0.45731898 0.78308647 -0.8276725 4
10.6945216 4.16048745 4.2462327 0.10575799 0.14744469 0.82759063 4
6.61865305 4.33350753 4.2809146 0.0576003 0.09233088 -0.8275665 4
17.0056864 3.80512858 3.95492218 0.16984316 0.34786959 0.82735498 4
17.3233868 4.33441706 4.42431606 0.01578637 0.19807446 0.8272238 4
116.109104 7.10208111 7.04263577 0.06762955 0.0987893 -0.8271999 4
31.3065721 4.70920508 4.81760145 0.03769023 0.23823988 0.82719644 4
132.974246 6.65612176 6.55103329 0.0787199 0.20026345 -0.8270865 4
176.07506 6.96775206 7.08828347 0.18934798 0.1503968 0.82701805 4

48.4141348 7.39619921 7.33513507 0.12707423 0.03181997 -0.8269766 4
2.54328226 2.45851921 2.56750069 0.14015728 0.19826024 0.82695596 4
38.7991854 5.29253649 5.55665749 0.42666604 0.15580974 0.82678641 4
13.3332059 4.6582461 4.72594893 0.08551093 0.12135378 0.82624119 4
41.8971672 5.03106194 4.83007187 0.21570638 0.31077504 -0.8260596 4
57.1106399 6.21830161 5.97073187 0.57197243 0.14180863 -0.8260541 4
1.83842646 2.42338878 2.50237692 0.086881 0.14970415 0.8259772 4
117.618998 5.80216867 5.93901664 0.10008922 0.28275765 0.82596896 4
17.0107861 4.56952072 4.69033714 0.20291846 0.1580896 0.82596441 4
29.5859068 4.90672495 4.99547244 0.03689459 0.18889458 0.82589098 4
24.3230417 5.1085872 5.17348543 0.04189742 0.13252431 0.82583387 4
21.6135161 4.34992224 4.16505624 0.10001516 0.33698497 -0.8256981 4
159.632291 6.16098599 6.33011971 0.25814112 0.3038816 0.82568241 4
138.599823 6.1856085 6.31408796 0.14692333 0.23660122 0.8256064 4
219.085836 6.76087136 6.86291509 0.05724472 0.21443907 0.82560404 4
132.272536 6.56522357 6.44429675 0.11038885 0.2220135 -0.8254992 4
1055.10387 8.48072194 8.34730115 0.07078386 0.2381824 -0.8254434 4
552.086505 6.65572861 6.87692335 0.18912693 0.50939671 0.82543168 4



23.6094352 5.14046819 5.05482565 0.08278239 0.15702815 -0.8253835 4
5.98034732 3.6116639 3.77676536 0.30401103 0.13169197 0.82512723 4
49.6926321 6.27824721 6.21600588 0.08191894 0.09648585 -0.8248961 4
2.69892699 3.80032173 3.70945767 0.20215816 0.06728571 -0.8248133 4
1.49016114 1.52528571 1.2873964 0.80677837 0.3888702 -0.824632 4
18.5530684 5.29012251 5.36509973 0.1229527 0.08509033 0.82455627 4
1.1291044 3.30931738 3.35782126 0.08940117 0.0393643 0.82451067 4

19.4538815 4.6965928 4.47946521 0.42248331 0.22442588 -0.8244157 4
7.05890213 -0.9997198 1.14707303 2.99834818 1.27557302 0.82408238 4
20.5822143 4.68769707 4.56673099 0.11564626 0.20093252 -0.8240799 4
10.0026198 4.22353916 4.06724403 0.28895083 0.16628977 -0.8240219 4
3.59814649 2.92940709 3.09874435 0.30893102 0.16961983 0.82401084 4
4.1439391 4.68106472 4.72307916 0.07951991 0.03649997 0.82377963 4
22.027971 3.19586907 3.604835 0.75892111 0.65871317 0.82352584 4

441.281998 8.89781362 8.95814086 0.111629 0.0576704 0.82352295 4
1.54997247 1.78540488 1.53734714 0.47900432 0.31462316 -0.8231484 4
84.0214447 6.31585578 6.39866219 0.11401752 0.14515031 0.82312517 4
34.3966661 4.82837518 4.97651882 0.22334616 0.25108964 0.82309887 4
22.9817654 4.5005039 4.33658597 0.0934538 0.29325354 -0.8229598 4
27.4459353 5.64496642 5.7305807 0.14590824 0.08809888 0.82275435 4
1.70264282 3.87516335 3.93849088 0.12078331 0.03287092 0.82263525 4
0.8156857 3.14720954 3.34402953 0.33436922 0.0288173 0.82255783 4

20.9126609 5.3951058 5.32249706 0.11172981 0.10413067 -0.8225557 4
3.99227132 2.79420411 2.95167169 0.24581239 0.20441541 0.82238873 4
16.3651952 4.55449023 4.63079111 0.06079589 0.1524766 0.82235921 4
448.696549 7.92114612 7.98893861 0.02822854 0.15709447 0.82223461 4
148.978754 6.38467458 6.13290991 0.47712201 0.3479643 -0.8222026 4
5.02898226 5.03475517 4.87183546 0.39586784 0.03809845 -0.8221642 4
6.6519015 4.10300002 4.15560907 0.04869795 0.1072349 0.8219493 4
6.6519015 4.10300002 4.15560907 0.04869795 0.1072349 0.8219493 4
5.9052336 4.61804265 4.66728986 0.08685376 0.05513058 0.8217578 4

17.1714774 4.39109783 4.4857989 0.09253588 0.18705093 0.82155306 4
152.994121 6.9231088 6.99955211 0.08923205 0.13432306 0.82150625 4
79.5299342 6.34504665 6.24881856 0.12385902 0.15087332 -0.8214676 4
8.38856204 3.40811385 3.2121252 0.22251413 0.30580725 -0.8214588 4
99.1269105 6.90144321 6.96508104 0.09376227 0.09259197 0.82125093 4
72.9453442 5.68576037 5.31366646 0.91824074 0.32844617 -0.8212185 4
9.94861602 4.64353641 4.58359789 0.0725548 0.10457648 -0.8211772 4
5.08057753 4.55666058 4.51935911 0.05672245 0.05481875 -0.8211258 4
568.108263 9.0355791 9.08194074 0.07398649 0.06498413 0.82111095 4
34.639925 5.64735266 5.56397624 0.11809662 0.12906515 -0.8209947 4

5.52230077 3.60037531 3.49829253 0.13001191 0.16928588 -0.8208459 4
10.0852761 3.70862614 3.5508495 0.06405057 0.31123722 -0.8208015 4
10.0995183 4.34575569 4.25672792 0.11620201 0.14241076 -0.8207324 4
9.30008307 4.36743351 4.45544627 0.15187047 0.10971741 0.82060934 4
224.98829 7.98462117 7.91408035 0.12691403 0.08402961 -0.8205793 4

14.1100255 4.43500789 4.55646251 0.20101186 0.14803161 0.8205435 4
23.7502017 5.78146874 5.68752068 0.21010813 0.0803286 -0.8204781 4



17.2651343 3.76199239 3.94334574 0.24354073 0.30452643 0.8203816 4
903.737991 6.15465957 6.48502103 0.14942144 0.94977761 0.82021701 4
116.777742 6.49281109 6.57442769 0.08237565 0.16852232 0.82011615 4
35.9416583 6.55350143 6.61750665 0.12081278 0.04785996 0.82002683 4
1403.83836 8.15396515 8.30571659 0.16893133 0.37763823 0.8197483 4
13.9738004 4.48158056 4.55561412 0.07756862 0.15242158 0.81948797 4
45.6238865 5.53552437 5.61855342 0.08674889 0.17070792 0.81947059 4
14.0262097 5.04964377 4.98456477 0.10076245 0.09337535 -0.8193905 4
15.3615663 3.4811382 3.718887 0.34637416 0.36591016 0.81907545 4
3.46674366 2.38693366 2.13573864 0.29772219 0.45176712 -0.8188032 4
354.308926 6.72476558 6.40815183 0.13089611 0.50116516 -0.8188023 4
6.18994873 4.23206869 4.28310797 0.06955777 0.08562648 0.81869083 4
37.5420614 5.60354832 5.50887639 0.12865119 0.14668216 -0.8185813 4
5.54912186 2.72839939 2.38592125 0.53464976 0.45252443 -0.8185139 4
76.5660387 6.23310976 6.31212825 0.10439106 0.14127456 0.81849718 4
144.197535 7.36424547 7.28406002 0.15251644 0.09869746 -0.818465 4
16.1091777 4.95251281 5.01885138 0.0926638 0.10481718 0.81836653 4
3.22724873 3.36743877 3.48623874 0.20544052 0.10131797 0.81833222 4
289.815427 6.85764881 7.00042579 0.18867016 0.25156087 0.81830397 4
105.31703 6.24036824 6.0861553 0.23533074 0.24076292 -0.8181768 4

496.746653 8.69742702 8.63699081 0.09646213 0.089946 -0.8178887 4
71.6873486 5.98506185 5.87937495 0.04925604 0.21096366 -0.8178006 4
100.694775 6.04248088 6.17146467 0.18944176 0.19778158 0.81774434 4
47.8669478 6.0338601 5.96816876 0.05454663 0.12382119 -0.8176842 4
41.0573964 5.18275958 5.28893452 0.12108164 0.19769322 0.81745881 4
55.3445436 4.9132443 5.06034902 0.11297712 0.33881186 0.81734193 4
178.182747 7.47385315 7.51906658 0.02504452 0.09416098 0.81720154 4
178.182747 7.47385315 7.51906658 0.02504452 0.09416098 0.81720154 4
831.825141 8.78189898 8.92149168 0.2563343 0.10756118 0.81710716 4
243.922715 8.80237907 8.86286329 0.1199406 0.03423219 0.81703484 4
4.71821287 4.25383015 4.2990894 0.06966395 0.06407101 0.81694192 4
245.43229 8.50218994 8.57740499 0.14941608 0.04615672 0.81665616 4

315.243554 7.56082997 7.44864664 0.13668824 0.19305037 -0.8166019 4
367.012965 7.17815722 7.28598445 0.05178127 0.23444638 0.81658566 4
85.1039171 6.4669677 6.39258254 0.04441206 0.14788357 -0.8164382 4
69.3659765 5.70328457 5.53398615 0.25290262 0.26376026 -0.8164365 4
45.3041617 7.27670882 7.18819248 0.21959027 0.03429668 -0.8161179 4
12.3975717 4.30284182 4.19404368 0.12023093 0.19540163 -0.8160394 4
95.2946799 5.96206729 6.0644707 0.08284274 0.20912789 0.81580819 4
1.51482958 2.09076679 2.20835549 0.17559667 0.16017607 0.81580301 4
32.4773455 6.35072998 6.45467455 0.18913178 0.05035342 0.81570551 4
92.2033266 6.12109439 5.96669891 0.21922469 0.24990128 -0.8154184 4
65.7844835 6.1388955 5.88903519 0.72943871 0.18969228 -0.8153465 4
20.1320682 4.61842777 4.71080356 0.10071528 0.18024712 0.81533938 4
30.5809028 5.86820616 5.79769075 0.12008838 0.09149164 -0.8151988 4
8.13469382 4.94871533 4.91595982 0.03352258 0.05863004 -0.8151776 4
3.66398006 2.40228438 2.12701346 0.50859866 0.48760018 -0.8151701 4
2.12762742 4.409758 4.25511654 0.42407413 0.03037871 -0.8151278 4



18.1272496 4.45779981 4.5565573 0.11912051 0.19456821 0.8151262 4
4.38201031 3.34047183 3.19198544 0.29918438 0.17798293 -0.815064 4
22.8823325 5.1840468 5.10806804 0.07091525 0.13882101 -0.8150259 4
22.8823325 5.1840468 5.10806804 0.07091525 0.13882101 -0.8150259 4
279.434502 8.00807928 7.93762887 0.11773802 0.10103784 -0.8150241 4
29.3199935 5.21666976 5.28550705 0.0481694 0.14515772 0.81488193 4
72.807351 5.35165788 5.54585271 0.29233819 0.27475649 0.81488052 4

61.4910842 6.72803711 6.79111729 0.1131473 0.06912062 0.81473307 4
4.55225952 4.11630926 4.2116626 0.17600681 0.06625271 0.81472859 4
13.6664176 5.21575997 5.2493932 0.01733341 0.0705066 0.81472484 4
459.754943 7.78168161 7.86443757 0.06959233 0.17643701 0.81416511 4
8.08437502 4.47378776 4.41737787 0.06699524 0.10022051 -0.8140016 4
12.4155656 3.6006872 3.35351376 0.1990939 0.42331062 -0.8139822 4
45.3318883 4.74142184 4.95008173 0.31843405 0.34980557 0.81384867 4
55.9787603 5.73379406 5.81133796 0.05960042 0.16942157 0.81377592 4
8.10133488 4.1500915 4.05741408 0.13998148 0.13985475 -0.8136566 4
108.703461 7.27838505 7.21910346 0.10190042 0.0801059 -0.8134242 4
32.076034 4.31235893 4.46569518 0.11520916 0.34053973 0.81339828 4

18.5813335 4.26715426 4.38618288 0.14708568 0.23839534 0.81325592 4
0.41589137 1.84885833 2.00884062 0.31618719 0.05544408 0.8131418 4
1.24964257 4.23179809 4.24937162 0.03235281 0.01780132 0.81308194 4
441.328342 7.42305397 7.56333212 0.2144908 0.23228597 0.81292814 4
180.722651 6.63748159 6.49101847 0.04923371 0.29202199 -0.812829 4
48.4799491 5.9229857 5.9843638 0.06118205 0.12452474 0.81280942 4
11.0776506 3.80891478 3.9056191 0.05786671 0.22163287 0.81271992 4
12.4498184 5.20835422 5.17166265 0.02927981 0.06928003 -0.812714 4
11.9924888 4.72990381 4.85823468 0.24642818 0.09067685 0.81246504 4
1.02977261 1.91925392 2.06056507 0.26040357 0.12769155 0.81241 4
124.495627 6.34542156 6.45505345 0.14738539 0.18774499 0.81238276 4
11.2358712 4.87284083 4.97166019 0.17662555 0.07933299 0.81232769 4
26.5292523 4.96927023 4.8539746 0.10708487 0.20394028 -0.8123158 4
11.8655962 4.61536269 4.66535644 0.01340397 0.10893371 0.81218136 4
926.977206 6.92722184 7.16531729 0.10621324 0.58378845 0.81201257 4
18.0871339 3.33832986 1.30879339 0.71236275 3.63553875 -0.811999 4
117.815925 7.27187081 7.19594582 0.14471732 0.08622874 -0.8118297 4
14.9864515 5.17406377 5.12728875 0.03853226 0.08697433 -0.8117189 4
221.864399 6.91955567 6.78712228 0.063262 0.25258163 -0.8116869 4
354.221042 7.9493931 7.87943756 0.04645081 0.13753441 -0.8113405 4
12.0686615 3.60714993 3.756902 0.19784812 0.27961059 0.81121304 4
24.6333325 4.98259535 5.06814344 0.1092209 0.14814889 0.81120267 4
3.2783547 2.81288526 3.05849697 0.42346942 0.1607335 0.81108469 4

22.1989539 4.3297092 4.13491404 0.15758357 0.324938 -0.8109792 4
2.04618999 3.55629847 3.44591955 0.27898155 0.06403806 -0.8109553 4
73.3389895 6.03353018 6.11720072 0.09188787 0.15481386 0.81084496 4
50.0132391 5.09608113 5.22850875 0.14977863 0.26681788 0.81056807 4
19.7487316 4.39399146 4.49317621 0.0724728 0.20798165 0.81055802 4
45.5500474 5.91685984 5.82601202 0.13986405 0.12987197 -0.8105109 4
77.5410423 7.36919215 7.5006582 0.25004529 0.04269842 0.81046908 4



75.6514019 6.08385796 5.86470676 0.45119467 0.22361868 -0.8104187 4
682.369419 7.39915253 6.96091122 0.60961601 0.71390885 -0.8103515 4
20.5241346 5.46591492 5.40979114 0.07398199 0.09255663 -0.8102812 4
11.0804589 5.07395609 5.0155339 0.10661977 0.07275011 -0.8102545 4
18.2090558 3.68583468 3.86041276 0.19128976 0.36390533 0.81025195 4
380.036785 7.44512252 7.30334211 0.1258675 0.23736213 -0.8100357 4
13.5546665 4.28467719 4.38942523 0.15431246 0.16139527 0.81002101 4
212.363945 7.34813622 7.41575162 0.07649427 0.12443468 0.81000256 4
24.0016437 5.22088688 5.29093812 0.09240921 0.12489251 0.80988262 4
480.385419 7.66885402 7.52353159 0.13575403 0.25987205 -0.8098704 4
92.3935393 5.91579437 6.03238015 0.14598407 0.20835169 0.80966917 4
14.3335604 4.54036382 4.415341 0.20172736 0.16651522 -0.8096152 4
4.97181724 2.72927603 2.85863847 0.12605797 0.28091616 0.80961164 4
645.201843 8.09177186 7.96645975 0.11451276 0.23746191 -0.8094762 4
22.6348432 4.46057282 4.62509634 0.27902157 0.212572 0.80945791 4
1230.52065 8.84610933 8.91693703 0.02406943 0.17262662 0.80941445 4
3.71309056 3.68863973 3.76410387 0.12788017 0.0839673 0.80934122 4
538.739848 7.979137 8.06269612 0.08478221 0.17194462 0.80930383 4
126.980411 5.10409658 5.36446651 0.30416026 0.50331836 0.80906738 4
15.4262768 4.39889636 4.48272841 0.07977634 0.17492133 0.80850524 4
9.06738872 3.39771526 3.5348069 0.1818889 0.27021879 0.80848214 4
11.1269273 3.47936952 3.21866218 0.28408673 0.41217598 -0.8083633 4
460.953812 6.51933864 6.71750112 0.0718907 0.4753112 0.80836044 4
216.451869 6.64113883 6.44584612 0.18130354 0.35362984 -0.8083426 4
6.85194846 3.07591843 2.85771454 0.18256691 0.35551244 -0.8083257 4
39.2299699 4.72246771 4.4878094 0.10054292 0.38763411 -0.8082288 4
65.244547 5.42189939 5.53672695 0.10711661 0.2693208 0.80811572 4

183.279451 6.01826655 6.19154157 0.22003506 0.40358851 0.80787406 4
141.586419 7.58659296 7.64460558 0.10284192 0.06659941 0.80768861 4
12.540896 4.68824846 4.75991208 0.10871369 0.10443857 0.80762946 4

1218.14216 7.87576536 8.07779552 0.32028793 0.41679932 0.80730746 4
100.14179 5.71246413 5.4884076 0.04360597 0.41785279 -0.8071611 4

18.3921428 4.81444993 4.4752474 1.13530735 0.19704051 -0.8069269 4
24.9650207 3.75025858 3.977689 0.29265764 0.41190699 0.8069023 4
57.9217687 5.38002258 5.48117824 0.04504922 0.23132473 0.8067112 4
300.215383 7.60393122 7.69656351 0.14999399 0.14148943 0.8066316 4
353.12796 7.35224172 7.20955356 0.100592 0.26923037 -0.806581 4
32.578228 5.37172446 5.43539718 0.03335111 0.13652116 0.80656064 4

1.12097909 4.49447741 4.62166569 0.23561534 0.01099165 0.80638273 4
10.2451218 3.85969538 4.01964011 0.28904828 0.19238787 0.80633331 4
172.681912 6.71205116 6.80741708 0.10682468 0.19464008 0.80623819 4
493.584798 7.40493279 7.53049188 0.1257939 0.24493248 0.80623247 4
4.3240759 2.92767123 3.06712436 0.20902109 0.19709052 0.80601797 4

244.051861 7.53070935 7.45007063 0.08848903 0.14679017 -0.8059963 4
132.171056 7.79770544 7.85837394 0.11548436 0.05130845 0.8058414 4
2.12151956 3.35049447 3.42275851 0.12816884 0.068351 0.80581056 4
5.48956064 3.30461991 3.41957054 0.18026372 0.18864692 0.80580599 4
381.65491 8.11008201 8.03715318 0.09472022 0.12399628 -0.8055933 4



96.6026027 6.36182953 6.18447452 0.38922024 0.19411117 -0.8054049 4
26.644704 4.95809886 4.84347892 0.09569207 0.2101728 -0.8054013 4

478.812767 7.45561829 7.25192633 0.27539578 0.3476697 -0.805323 4
24.2466546 5.50568696 5.44203951 0.08341886 0.10300728 -0.8053199 4
12.8329866 2.92702442 1.88969509 0.45028707 1.69924044 -0.8052354 4
24.1968242 4.62416098 4.72292271 0.08577249 0.2022912 0.80523076 4
73.1044672 6.1125491 6.17956154 0.0317835 0.1453263 0.80521213 4
26.7175511 5.06784653 5.13766838 0.03765628 0.15073855 0.80520292 4
27.6085605 5.25729315 5.16431375 0.11245523 0.15192963 -0.8049428 4
25.6716071 4.31898171 4.46039046 0.15582635 0.2885955 0.8047653 4
21.0162175 4.73484458 4.83997076 0.1608685 0.16260284 0.80471566 4
26.9096741 4.87234432 4.75016001 0.07377831 0.22640028 -0.8046746 4
201.548399 5.99162084 6.18997069 0.26089856 0.39445819 0.80463374 4
17.6815373 4.8914709 4.95952586 0.08440183 0.11963283 0.80460139 4
4.74610343 3.18459675 3.0509954 0.16955431 0.23738234 -0.8045753 4
95.0496081 6.08386083 6.1744929 0.0828645 0.20628277 0.8042736 4
780.197679 8.44578071 8.33713455 0.12779124 0.19645509 -0.8040882 4
30.7551859 5.92498796 5.963427 0.03233839 0.07873609 0.80403617 4
4.32528826 4.08859592 4.01484883 0.15244454 0.07629865 -0.8039836 4
50.4531869 6.38632663 6.29302083 0.20897984 0.09080822 -0.8036657 4
3.05802034 3.95934944 4.08024067 0.23892688 0.0509358 0.80365503 4
70.0828898 5.65255898 5.49693732 0.12325064 0.27149262 -0.8035471 4
1.24414708 1.15758818 1.35316062 0.31707129 0.34462558 0.80352067 4
20.8568646 4.74175335 4.81836767 0.05979894 0.17058949 0.80349311 4
214.362274 8.2811454 8.32941681 0.08569116 0.05150275 0.80342785 4
82.7971547 5.90754783 5.99666684 0.0518844 0.2008121 0.80324969 4
165.424298 6.74586199 6.63528073 0.0425513 0.20528924 -0.8028808 4
47.237951 4.7661567 4.90204522 0.04783149 0.32880945 0.8027673 4

17.1568176 4.49016434 4.57340001 0.0777107 0.17469213 0.80256741 4
266.348191 7.74577027 7.80246094 0.06303274 0.10635446 0.8025636 4
3.14336882 2.3550847 2.71824496 0.60340942 0.21685909 0.80255041 4
11.3414458 4.8279477 4.87634502 0.06185563 0.08432846 0.80252875 4
25.6432782 4.93307498 5.02099166 0.10876525 0.17309703 0.80236937 4
4.03098446 4.95754572 4.90659405 0.11327842 0.02997679 -0.8023218 4
239.499185 8.17547292 8.09675523 0.17682726 0.07319886 -0.8023026 4
167.557527 6.85154434 6.73810372 0.12258919 0.20951049 -0.8022681 4
191.035887 7.28141733 7.33977531 0.04746079 0.12384295 0.8022386 4
18.8099182 6.05598411 6.07619182 0.01071376 0.04349013 0.80216859 4
90.9443607 6.94207328 6.98943683 0.06223254 0.08573543 0.80210874 4
21.6391193 4.98444195 4.90298788 0.03379945 0.16620497 -0.8021009 4
10.7579531 4.32126369 4.18275061 0.25919165 0.17171116 -0.802041 4
48.1165946 5.99731592 6.23267281 0.46507751 0.09538803 0.80199315 4
28.336545 4.86758957 4.95282666 0.03359749 0.18962649 0.80194498 4

42.1657744 4.04422581 4.25711661 0.15845643 0.5179562 0.80194301 4
61.5472428 5.58973185 5.68517551 0.08104667 0.1974152 0.80191981 4
9.77681181 4.15124521 4.22023627 0.0655211 0.14567827 0.80190857 4
16.2458507 5.15319436 5.05701341 0.2021161 0.10463886 -0.8018901 4
7.30952162 3.77710929 3.65089685 0.20097136 0.18960478 -0.8018636 4



45.0292418 5.98307311 5.91821023 0.06186884 0.11702636 -0.8018375 4
2.76150279 2.98217062 3.16533216 0.33779905 0.1196038 0.80182946 4
202.373385 7.16032885 7.07423116 0.03459341 0.1632311 -0.8015949 4
16.3481689 4.4348273 4.52494991 0.10691193 0.17659031 0.80152934 4
1.56962209 1.95579898 1.76033349 0.31680094 0.28847049 -0.8014808 4
24.3772518 6.0959074 6.14203617 0.08116242 0.05314115 0.80147481 4
13.9872577 4.49480314 4.41071532 0.00853296 0.16207758 -0.8013449 4
7.15762466 4.49558066 4.45049913 0.04594638 0.0833358 -0.8010945 4
7.71340242 3.42288705 3.54778305 0.16819884 0.22004209 0.80108633 4
79.2980507 5.91847536 6.02132673 0.13777315 0.19890649 0.80099405 4
16.8018731 4.88315915 4.94514398 0.06993392 0.11865022 0.80096302 4
15.8945018 4.91877287 4.98328833 0.08902058 0.11215749 0.80082905 4
16.8601687 4.32729069 4.42075897 0.08359714 0.19550504 0.8007714 4
32.3458196 4.94399928 4.80513834 0.07738702 0.25572683 -0.8007682 4
20.7356111 4.99519674 5.05455191 0.03321819 0.12727237 0.80075375 4
491.076617 7.58578415 7.41368179 0.17199956 0.32000507 -0.80067 4
17.8518166 4.77852871 4.67695496 0.13415379 0.16234897 -0.8004829 4
560.517746 8.18883395 8.26323233 0.08397986 0.13881902 0.79986412 4
0.62568798 2.13077263 1.99077611 0.36564816 0.08601092 -0.7998379 4
29.6816154 4.54237127 4.65575899 0.03631014 0.26497035 0.7998248 4
78.2022433 7.18665561 7.14818144 0.05603045 0.06206567 -0.7997474 4
12.3291844 5.68611641 5.76634066 0.15992916 0.0388605 0.79966384 4
1972.61065 9.4917793 9.59892374 0.17941443 0.13883432 0.79958058 4
8.68429483 3.43818052 3.56135274 0.14815706 0.22940559 0.79951059 4
15.8378794 5.20338955 5.15321376 0.05484146 0.08937504 -0.7994497 4
101.730394 7.4182915 7.38596447 0.02666539 0.06395058 -0.7994471 4
12.1514015 3.24941209 3.41758171 0.19587613 0.41106484 0.79936609 4
8.07912317 2.96502396 3.15957531 0.28524928 0.37548728 0.79935802 4
9.26368985 4.228829 4.09086686 0.27861673 0.15479827 -0.7992842 4
60.4106524 5.94202246 6.04195129 0.15963108 0.14926644 0.79924409 4
5.4330854 2.21527678 3.00315719 1.35350352 0.25835653 0.79919118 4

10.4971678 5.63833198 5.6709128 0.05918141 0.03619205 0.7990431 4
11.0190378 4.52523837 4.62614793 0.1837915 0.10456817 0.79901598 4
474.82357 8.34235844 8.41225283 0.111515 0.10313047 0.79897366 4

2.83381327 2.67389517 2.77375545 0.14249049 0.17942286 0.79886301 4
334.26015 7.9294392 7.86458679 0.03938635 0.1246232 -0.7988207 4
56.771273 5.23129383 5.03145904 0.07813739 0.38213303 -0.7987714 4

3.29961504 2.9377171 3.07484485 0.24715369 0.14999753 0.79874745 4
17.8609148 5.15063996 5.09151399 0.05763072 0.10755348 -0.7985677 4
285.532331 6.04808748 6.2869741 0.41516533 0.60430883 0.79849814 4

23.55621 4.98444899 5.07321614 0.12656637 0.15162236 0.79827263 4
6.74499916 2.62582143 2.77731639 0.12493861 0.44588871 0.79825755 4
16.1760933 4.19697493 4.04757792 0.10528468 0.26280584 -0.7981155 4
9.39139733 3.62286866 3.46502605 0.12006827 0.27527667 -0.7980833 4
7.29870193 2.44311182 -0.0133617 0.08997484 4.33891153 -0.7978974 4
6.23197418 3.20035124 3.31198767 0.12971976 0.23527503 0.79787997 4
64.8861251 5.53884562 5.6512947 0.14214145 0.24233303 0.79778356 4
3.80443624 3.63123329 3.49521251 0.30949928 0.11308433 -0.7976552 4



8.17313025 3.66918221 3.54081765 0.10912254 0.23614012 -0.7975428 4
91.0088449 6.90769199 6.99525951 0.16330433 0.0817739 0.79746846 4
21.3292084 4.40198414 4.50669984 0.08785365 0.22468853 0.79743166 4
353.864618 7.01164267 6.79332833 0.08445139 0.42972763 -0.7973993 4
3.37115163 1.47171486 -0.38476 0.21719351 2.89971636 -0.7973509 4
3.9445225 4.40140823 4.51365105 0.21556836 0.04363027 0.79731313 4

19.4577601 5.81628622 5.73282398 0.17665574 0.06188594 -0.7972229 4
46.5202934 5.78331627 5.68244131 0.14375741 0.16038054 -0.7971915 4
2.36241746 3.18138036 3.43010837 0.41579691 0.07511203 0.79709547 4
25.8094427 5.38645365 5.47431959 0.14896484 0.1058799 0.79702105 4
55.9177724 5.92645142 5.99858945 0.0876078 0.14164817 0.79697084 4
80.0609035 6.682514 6.74545634 0.09636746 0.09287221 0.79688402 4
13.3870109 5.4041889 5.21067764 0.47205662 0.07265234 -0.7968592 4
42.5361054 5.27686203 5.3847744 0.14374554 0.20082557 0.7967959 4
45.5178929 6.46755485 6.53088044 0.11240725 0.06554868 0.79676512 4
41.5013083 5.30808614 5.43502575 0.21125778 0.17216808 0.79670784 4
606.685481 7.85593778 7.94623186 0.03854987 0.20241011 0.79668095 4
176.745831 6.80091312 6.68687586 0.06981791 0.20659545 -0.796466 4
8.00028253 3.8018758 3.89692175 0.13712589 0.16175865 0.79635305 4
9.11576393 3.41960414 3.22002914 0.09322545 0.39629456 -0.7962612 4
197.239059 6.67482697 6.518729 0.11703893 0.27121676 -0.7959748 4
36.8533964 5.23338544 5.34557177 0.17057763 0.16777243 0.79584355 4
297.184542 7.69862844 7.81432719 0.21535164 0.11664823 0.7954603 4
397.309639 7.83213317 7.89516765 0.01613493 0.14830485 0.79536629 4
84.2094134 6.78749671 6.6531369 0.29137349 0.1077297 -0.7952628 4
13.2212865 3.60633821 3.74318588 0.15906793 0.33741018 0.79516293 4
19.0861592 4.67430595 4.57094362 0.07639291 0.19189754 -0.7951585 4
10.7505737 3.4966651 3.28684382 0.06938252 0.36241722 -0.7951375 4
15.1332629 4.51768932 4.42241315 0.06903739 0.18871128 -0.7949713 4
15.1332629 4.51768932 4.42241315 0.06903739 0.18871128 -0.7949713 4
11.211277 4.65194151 4.70101902 0.04549746 0.10320627 0.79476528 4
4.7584372 1.80480055 2.05018792 0.31491306 0.55899534 0.79476283 4

55.0713401 6.42909755 6.50899448 0.15059191 0.0805417 0.79473596 4
222.980609 7.49325161 7.56243525 0.10279309 0.11937574 0.79471234 4
41.2728411 5.17793103 5.27059464 0.07347503 0.21563379 0.79469987 4
293.698394 8.64824395 8.68178844 0.05379554 0.04911695 0.79461442 4
1353.8725 6.60433596 7.14971426 0.76252159 0.84952687 0.7944472 4

1.08854962 2.61500426 2.82204154 0.35530038 0.0640953 0.79409557 4
104.87842 6.03929365 6.14203914 0.09246294 0.21206428 0.79407141 4

19.2248588 5.05888985 4.94800769 0.20395702 0.13360968 -0.794014 4
8.73840488 4.30631698 4.35512621 0.01625905 0.11571624 0.79395102 4
5.98260634 2.44438148 1.99535739 0.30328279 0.69833539 -0.7939173 4
3.32161122 1.38188383 1.59440536 0.12689723 0.59324989 0.79390134 4
77.6694681 6.07096611 6.27824657 0.3496988 0.1515542 0.79382506 4
5.88932256 4.73541494 4.68977689 0.08825511 0.05375263 -0.7938098 4
4.14629572 3.13436576 3.2306784 0.14160168 0.17038383 0.79371523 4
11.2421128 4.95308853 4.98985065 0.03128555 0.07509158 0.79366571 4
2.78768741 3.5321753 3.49131496 0.01189179 0.08568754 -0.7936583 4



331.844865 7.44077099 7.52470516 0.08316748 0.18434006 0.79338779 4
11.7942093 4.38621757 4.30812962 0.01852945 0.15410597 -0.7932663 4
279.194302 7.14385339 6.99259414 0.17721283 0.27039343 -0.7932382 4
5.37256657 2.42063631 2.83647011 0.72272542 0.31173073 0.79318019 4
309.230254 7.95235895 8.0740272 0.23993073 0.09897762 0.79269005 4
16.9988439 4.88567413 4.9405185 0.0359929 0.11853629 0.79250569 4
2.61730092 4.09231226 4.19346534 0.19238314 0.03988829 0.7924383 4
12.4823668 4.52292449 4.60797731 0.13403639 0.12016462 0.79240438 4
46.8443321 4.37911852 4.58426567 0.22895627 0.41593873 0.79220662 4
67.0803248 5.97861456 6.07248438 0.14016253 0.15978323 0.79217899 4
24.9005469 4.42963994 4.56910494 0.1974595 0.25712434 0.79204255 4
2.29803723 -3.8349286 -2.9373911 3.17003535 3.92441961 0.79183805 4
102.706922 7.02847456 6.96654577 0.09497476 0.09951548 -0.7918006 4
24.9452333 5.07574399 5.14225319 0.05133562 0.13972649 0.79178754 4
215.657273 8.19265644 8.11375208 0.18545817 0.06471061 -0.7916309 4
16.4227684 4.74706042 4.80721436 0.04021132 0.13107121 0.79160374 4
92.5519871 6.48643291 6.38823065 0.15079147 0.14867927 -0.7915353 4
20.928969 3.8307944 3.99518083 0.20924673 0.4246944 0.79147138 4

57.2903636 6.05814313 5.97481492 0.10727162 0.13993019 -0.7912485 4
15.8402875 3.82436121 3.59553421 0.08306467 0.39802392 -0.7911063 4
10.404142 4.54062256 4.46757665 0.10720142 0.12255917 -0.7910545 4

1.36264287 0.58766553 1.14793269 0.87586312 0.4288988 0.79098503 4
40.4244049 5.87962848 5.8154243 0.06425138 0.11711701 -0.7909203 4
80.1986049 5.61429937 5.85525582 0.43685632 0.24010272 0.79089582 4
41.7312161 5.50952943 5.58473849 0.07642233 0.14986489 0.79060226 4
34.7936193 7.17585556 7.2234909 0.09844085 0.02546339 0.79045019 4
6.4953052 3.95604672 4.0361558 0.13013263 0.11102167 0.79040174 4

19.1987819 5.59230052 5.42376835 0.41790513 0.08597174 -0.7902221 4
7.40294289 2.28856813 2.49064264 0.2894126 0.68377268 0.7901491 4
7.40294289 2.28856813 2.49064264 0.2894126 0.68377268 0.7901491 4
4.20392685 3.68840579 3.62310078 0.08587459 0.10874635 -0.7901482 4
10.787287 4.95953942 5.01925833 0.10717487 0.07007449 0.78986158 4

109.598172 6.2681288 6.34929404 0.04472621 0.18983068 0.78970669 4
8.24516128 4.86286888 4.81024904 0.09418384 0.0680858 -0.7896601 4
16.6670222 3.88767983 4.058014 0.25383406 0.29857322 0.78958352 4
795.589283 8.70456337 8.62830428 0.07188301 0.14393032 -0.7895442 4
4.73844411 4.12401293 4.17005365 0.07128065 0.0743644 0.78909601 4

250.8828 7.0159811 6.86260032 0.21429613 0.24487887 -0.7890782 4
5.9552647 3.07086858 2.8983304 0.08812244 0.31850147 -0.7890013 4

153.989604 6.48161206 6.64454834 0.26340371 0.20513135 0.78890904 4
14.528213 4.41735258 4.31103288 0.10310177 0.20516058 -0.7889041 4

34.4789592 4.89071943 4.98620693 0.03646066 0.22804694 0.78876622 4
35.8947129 3.9176271 4.12728153 0.16537919 0.49269125 0.78872608 4
51.3272978 5.48969629 5.63772859 0.24011824 0.18328539 0.78863709 4
12.9360269 3.68115985 3.40057567 0.42954692 0.40165109 -0.7884107 4
48.0771709 6.24500682 6.43493558 0.33171373 0.07649055 0.78837594 4
136.231448 7.26267494 7.20553441 0.07177248 0.1016284 -0.7882276 4
24.5455565 5.43839482 5.33960752 0.20275424 0.11394586 -0.7881826 4



41.1598757 5.88301966 5.82033474 0.05223669 0.11791927 -0.7876451 4
5.01815319 5.03181805 5.07490875 0.08554345 0.03165372 0.78760371 4
10.1560376 4.57330465 4.51612542 0.04841462 0.11292029 -0.7874451 4

14.94357 4.70833077 4.63614138 0.04057101 0.13946741 -0.7874288 4
4.39086575 3.28401127 3.35980954 0.08759417 0.15919892 0.78735375 4
146.905759 6.26669913 6.37536169 0.10654073 0.26685465 0.78717229 4
289.449415 6.88317275 6.69382575 0.07566684 0.35798751 -0.786981 4
4.01583478 4.38412708 4.4552131 0.14123079 0.04723248 0.78685708 4
38.8289486 6.21179764 6.28141859 0.13170701 0.07317708 0.78682301 4
132.766041 6.32400681 6.41706145 0.0807721 0.22955637 0.78679836 4
15.4745826 5.07044327 4.96735551 0.20771999 0.11084879 -0.7866544 4
25.2656044 5.07777956 5.14461692 0.05664054 0.14857729 0.78646419 4
13.9172439 3.91844637 4.04601105 0.16830878 0.22661559 0.78643419 4
3.61675501 4.06853044 4.12668728 0.11022045 0.05854228 0.7863249 4
17.8453498 5.11105522 5.03794174 0.10854496 0.11190937 -0.7862117 4
160.209255 7.15012169 7.05684559 0.16151213 0.13290472 -0.7860601 4
2.42881467 2.80994117 3.04612006 0.40947241 0.11750519 0.786042 4
6.05330109 3.36590944 3.51600648 0.2502009 0.17083306 0.78595234 4
13.8305694 4.06316575 3.92192431 0.08597277 0.25434075 -0.7857545 4
36.8616813 5.89234419 5.82177638 0.11072627 0.10579363 -0.785635 4
95.2870021 6.92493092 6.97863467 0.07816102 0.08808487 0.78551339 4
3.63525694 3.5998194 3.67567259 0.13524859 0.09093317 0.78550305 4
6.01467611 5.10444331 5.06581202 0.07720759 0.03781798 -0.7853844 4
295.170955 7.24141505 7.38836576 0.26911531 0.19071603 0.78522033 4
12.4801588 4.1938269 4.07732535 0.12920808 0.20103938 -0.7850753 4
14.3129898 4.03923465 3.88123024 0.13095985 0.27152289 -0.7850326 4
112.792644 6.72670629 6.58067659 0.34690858 0.15891708 -0.7849902 4
94.5174915 6.67156193 6.60073419 0.08404905 0.12442781 -0.7848873 4
186.652315 6.54068548 6.37620948 0.03798162 0.32163449 -0.784776 4
22.2967775 4.83372748 4.94331974 0.17529338 0.16616324 0.7847286 4
16.6855009 3.41124723 2.99069852 0.6576494 0.66270173 -0.7846804 4
8.47327406 3.21793601 3.35195994 0.14600744 0.27508887 0.78466776 4
145.137479 7.21637036 7.28202021 0.10252212 0.10256274 0.78436422 4
14.3523316 4.678734 4.74115983 0.07138705 0.12958025 0.78412682 4
196.671675 7.09912393 7.19445599 0.15527279 0.14298253 0.78405028 4
12.5863891 4.16074475 4.03239806 0.15561609 0.20946291 -0.7840268 4
7.99500906 5.52557614 5.46637077 0.13116751 0.03377127 -0.783684 4
8.21393512 3.71138332 3.82134554 0.16160696 0.173307 0.78357493 4
43.1308037 4.91269219 5.09567186 0.28267019 0.24473508 0.78343418 4
324.839909 7.63082755 7.71821035 0.12910979 0.14373764 0.78332413 4
25.5273221 5.04618568 4.87631936 0.3564774 0.19034307 -0.7831423 4
3.90490085 5.08795574 5.03803801 0.11048501 0.02549434 -0.7830653 4
10.2011103 4.08921017 3.98150546 0.13329772 0.17996298 -0.7829505 4
123.365618 4.15816686 4.47123572 0.2512432 0.95719687 0.78284691 4
306.607371 7.28414611 7.41052392 0.21814785 0.19269646 0.78276105 4
70.8146923 6.41720356 6.50592146 0.1613224 0.10576013 0.78266879 4

17.03655 5.01672966 5.08460691 0.10426616 0.10348226 0.78247461 4
8.91081865 3.65874116 3.74783179 0.06043275 0.20125085 0.78237751 4



10.4324327 1.97677628 -0.0468251 1.99530976 3.75996608 -0.7823742 4
20.3760415 4.67806433 4.56460945 0.11287434 0.20280776 -0.7823586 4
1016.40579 8.1946821 8.01932434 0.06965495 0.33956116 -0.7822752 4
43.4636401 5.20903475 5.06163965 0.10696208 0.29214648 -0.7822673 4
232.485803 7.26052809 7.32740332 0.04414083 0.1461616 0.78215094 4
0.23870356 1.44436891 1.26443296 0.84640308 0.06867196 -0.7821297 4
66.8404711 6.44500058 6.18375487 0.7870749 0.13924995 -0.7820877 4
17.8430095 3.90740241 3.65736527 0.2537768 0.40746923 -0.7819402 4
114.875411 5.65147796 5.82410022 0.25868636 0.37144838 0.78193366 4
8.85505502 3.67909305 3.80401786 0.19220393 0.20801464 0.78187923 4
3.91036451 2.28662448 2.58716765 0.52850572 0.27408794 0.78171166 4
41.305082 5.80081984 5.91129434 0.19954449 0.11047818 0.78167801 4

0.84120065 0.89054451 1.38929349 0.76168255 0.21821361 0.78139764 4
5.51031091 3.22536403 3.06084311 0.32239633 0.24438333 -0.7813274 4
11.6779048 3.21601023 3.40830048 0.25973109 0.37316031 0.78125855 4
3.34241465 4.56666221 4.53102581 0.07418588 0.03608282 -0.7811469 4
30.9775753 6.02789757 6.29773006 0.44712863 0.05751933 0.78112775 4
8.73035462 3.97980489 3.85067214 0.25074576 0.18754773 -0.7809588 4
14.6344205 5.54240926 5.46513771 0.17829032 0.0608436 -0.7809117 4
3.80236229 4.75050439 4.6281132 0.31930684 0.03708026 -0.7805797 4
26.2223977 5.12900314 5.22169863 0.14324817 0.13584857 0.7805683 4
1.57871099 1.35492984 1.05436818 0.29589606 0.50583687 -0.7805394 4
18.7146218 4.02996581 4.16028266 0.1547248 0.30981546 0.78047348 4
81.8192017 6.6290278 6.56456193 0.07683167 0.11632721 -0.7804583 4
38.8537122 5.52924444 5.59324186 0.04850078 0.14474156 0.78033207 4
1.83231824 1.89690419 1.71559926 0.17305152 0.33646386 -0.7803085 4
74.9895242 6.30920181 6.23245977 0.06707869 0.14931891 -0.7802649 4
142.728307 6.32961821 6.16593107 0.122442 0.32293128 -0.780259 4
1.62936143 0.56647563 -0.5163953 1.01951025 1.59293445 -0.7796028 4
211.550663 6.69222632 6.81349057 0.17521726 0.23973002 0.77957012 4
115.88664 7.51841741 7.59788532 0.15998856 0.05715663 0.77938781 4

25.8939842 5.08198624 5.14729034 0.04080643 0.14518999 0.77910167 4
2.26388757 1.49095573 1.75838792 0.48953446 0.40705317 0.77908083 4
358.446873 6.71703865 6.92594255 0.36489852 0.37810991 0.77899985 4
3.30707796 3.48347455 3.53662625 0.07414541 0.09881805 0.77894207 4
26.7405056 4.58454089 4.68689288 0.07956012 0.24345116 0.77878542 4
24.2220232 4.92861957 5.04452422 0.18838735 0.15346592 0.77875655 4
20.5373919 4.32089991 4.41992444 0.04746243 0.23591638 0.77831885 4
84.9240778 6.7198123 6.77197131 0.06873356 0.09509003 0.77823047 4
161.816569 7.69868914 7.66170256 0.02373488 0.07646491 -0.7782092 4
32.7479224 5.35395585 5.26010009 0.10994097 0.17399649 -0.7781707 4
6.50883284 4.21022081 4.30443991 0.1765068 0.08779002 0.77801111 4
317.080111 6.76639151 6.91892446 0.21480125 0.32726437 0.77793034 4
107.623295 6.03136926 5.86070321 0.17136235 0.32646137 -0.7778543 4
468.207349 5.94184124 6.19834887 0.14060961 0.72852927 0.77770456 4
25.4350052 4.24717951 4.00645782 0.11106996 0.40597883 -0.7775617 4
556.418679 6.00809093 6.31363052 0.39460806 0.82546183 0.77752907 4
12.6229752 4.10985943 4.20303463 0.11405005 0.19632849 0.77751736 4



0.4243459 0.82799677 1.13475889 0.60904945 0.13929811 0.77710168 4
7.31130772 4.97204259 4.94233313 0.03967926 0.05297168 -0.7769551 4
11.7806569 4.57761939 4.41083818 0.41307556 0.13734541 -0.7767847 4
79.0670704 5.85916095 5.96301021 0.13654668 0.21477514 0.77645666 4
57.5275895 5.19896982 5.43238925 0.38849467 0.24893357 0.77645133 4
4.4052982 3.32048771 3.40426995 0.12553642 0.14581952 0.77632283 4
3.0552763 5.06311326 5.09347646 0.06212487 0.01868932 0.77628669 4

13.9646709 4.30094741 4.40847777 0.16607387 0.16435651 0.77610143 4
353.190367 6.78457665 6.46176359 0.27097591 0.62937155 -0.7760475 4
11.7671276 4.13477651 4.24483034 0.18725104 0.17503158 0.77588025 4
134.422294 6.99548221 7.04707978 0.03501772 0.11619162 0.77584051 4
12.0847752 3.96326896 4.09660052 0.22271667 0.19462026 0.77581776 4
8.80381997 3.37178586 3.17152552 0.18580413 0.36047793 -0.7757642 4
13.7930728 4.97723084 5.03308072 0.08886702 0.08867659 0.77571865 4
16.0064511 4.83679804 4.91201376 0.1188454 0.11379503 0.77569454 4
36.3371826 6.3814198 6.33427378 0.08753961 0.06502945 -0.7755735 4
45.0247409 5.90072284 5.81855412 0.12220053 0.13294751 -0.7754132 4
18.6268066 4.21263524 4.31911495 0.10782623 0.26256878 0.77529146 4
77.0224198 6.9139712 7.03675753 0.22690031 0.06729809 0.77514926 4
5.7783614 2.14375765 -0.5960875 0.31269016 4.76828139 -0.7751492 4

9.78602667 4.19555855 4.02340534 0.36989805 0.18059009 -0.7750514 4
11.9401888 5.01916263 4.78170446 0.67816314 0.09729421 -0.7750356 4
25.1483087 5.56150197 5.50630323 0.06494171 0.09975468 -0.7750175 4
109.740935 5.61695183 5.76577903 0.16386699 0.31791928 0.77496778 4
2.52798524 3.63278078 3.75183995 0.23253312 0.05876724 0.7747159 4
295.072606 7.5176028 7.43084979 0.03951064 0.18033475 -0.7746527 4
29.7493757 4.68937406 4.79866846 0.10870647 0.22823318 0.77464904 4
69.9418134 5.49331139 5.5932394 0.02469418 0.25553054 0.77455375 4
38.6477644 4.7946077 4.57664015 0.25281745 0.36617269 -0.7744265 4
4.69901883 3.77303952 3.85170576 0.13576063 0.10098963 0.77424225 4
18.1391431 4.51021455 4.6067547 0.13146529 0.18837329 0.77423196 4
42.8046012 4.22359943 4.5761662 0.68287864 0.49157713 0.77420269 4
52.0386674 5.72959596 5.79580861 0.03248364 0.15736984 0.77404864 4
11.6937885 4.87660236 4.79854939 0.15680361 0.09683937 -0.773935 4
12.0794013 3.85837335 3.68197353 0.25080794 0.28161783 -0.7738618 4
8.49938039 3.88872475 3.97136157 0.10712537 0.16116422 0.77384517 4
7.25980075 2.80467954 2.48607079 0.13462636 0.5289653 -0.7738313 4
31.0967156 5.28098654 5.35103953 0.07493933 0.14165899 0.77371228 4
7.3576191 3.73744076 3.82363907 0.12049522 0.16097006 0.77369013 4

2.17400231 1.06172671 -0.7474992 0.27138171 2.94363437 -0.7736539 4
14.7821276 5.3631261 5.43075621 0.12866053 0.06353739 0.77363364 4
2.02156241 3.24147389 3.13966322 0.2250594 0.08800566 -0.7735781 4
62.9175639 5.74738304 5.82204072 0.01278447 0.1856156 0.77348306 4
3.64669963 2.93975372 2.80838602 0.20223868 0.22569587 -0.773446 4
2.28761903 1.31170535 0.7371444 0.17922403 0.87670706 -0.7733684 4
10.1248235 4.43306854 4.5090737 0.12378795 0.1147994 0.77331741 4
114.082287 6.898904 6.80953315 0.15566714 0.12230449 -0.7733128 4

439.0774 7.55417796 7.64373861 0.07394077 0.20866172 0.773293 4



15.749175 4.66027816 4.5345294 0.22828349 0.166682 -0.7732017 4
23.9180374 3.7216673 3.96016355 0.39955915 0.45785608 0.77319433 4
317.032883 8.44654077 8.47673865 0.02265467 0.06637579 0.77316753 4
805.166204 6.98462525 7.84156533 1.1750727 0.28840707 0.77306787 4
9.49850016 3.17703182 2.88008524 0.21808714 0.54818435 -0.7729239 4
581.840811 8.00109605 8.11975157 0.20643606 0.17132571 0.77287045 4
29.4509443 4.570337 4.67765687 0.08361941 0.293123 0.77285917 4
466.726538 8.46431697 8.50791161 0.03915759 0.09603924 0.77264863 4
27.4673599 4.8168403 4.90041206 0.0483777 0.20361231 0.77262471 4
16.7053451 6.04286022 6.12074129 0.15279471 0.03638587 0.77258637 4
13.4244109 4.94140105 4.9850733 0.04386385 0.09343447 0.77246772 4
13.4244109 4.94140105 4.9850733 0.04386385 0.09343447 0.77246772 4
4.08665607 3.30217286 3.42880504 0.23961044 0.1309097 0.77243346 4
0.99181934 3.43526607 3.39288473 0.09497531 0.0334163 -0.7722567 4
2.26112243 1.87184161 2.036924 0.25398601 0.27096199 0.77225581 4
35.0621637 5.91699482 5.86998331 0.02026223 0.09659723 -0.77212 4
22.5457684 5.13289575 5.18675161 0.02624362 0.12150856 0.77208684 4
191.828014 6.30344538 6.44097653 0.17943173 0.31499497 0.77205305 4
33.741114 5.65977259 5.7641546 0.19739457 0.10342811 0.77168698 4

234.690321 7.2053833 7.11259978 0.02429733 0.18243035 -0.7716488 4
59.3751273 5.54147014 5.40626071 0.08370573 0.2467389 -0.7716448 4
1.77255374 1.81533898 1.94624954 0.18758138 0.239694 0.77136897 4
1.32406051 2.33580053 2.49400651 0.28383523 0.11216722 0.77133805 4
1.58373947 3.63117864 3.54650003 0.19811414 0.04614333 -0.7713365 4
17.6760223 5.17051354 5.22166829 0.06841298 0.09611849 0.77133409 4
125.374915 6.8254461 6.88081157 0.03201544 0.12686266 0.77131365 4
9.41309787 4.01472122 4.09025384 0.08503026 0.15086126 0.77125813 4
94.0211697 6.6161369 6.51286622 0.21026623 0.14049905 -0.7711554 4
81.0301483 6.55016702 6.47590937 0.10526281 0.12096945 -0.7711465 4
23.3888398 5.63632719 5.6881276 0.08541906 0.07781721 0.77113598 4
9.82563579 4.12132933 4.03664327 0.02797689 0.17621004 -0.7711291 4
185.424694 6.79725499 6.87590973 0.03705414 0.18120014 0.77096171 4
2.13445619 4.14927411 4.08764959 0.14316468 0.03615029 -0.770954 4
171.966348 5.8508335 6.00541909 0.1167888 0.39973642 0.77094552 4
272.16577 7.59746976 7.68720911 0.15281077 0.12697245 0.7708548 4

38.6992052 5.59724434 5.65671056 0.04685246 0.1368782 0.7706879 4
13.026547 4.80427096 4.84918332 0.02862696 0.09908734 0.77056427 4

38.4416689 5.98515249 5.91604571 0.11452319 0.10054845 -0.7705477 4
39.4205408 5.56719785 5.62632467 0.02404058 0.14212655 0.7705397 4
9.39946851 4.2718478 4.32964204 0.05741708 0.11964274 0.77036452 4
9.39946851 4.2718478 4.32964204 0.05741708 0.11964274 0.77036452 4
43.3830276 6.27841608 6.20618559 0.14503359 0.08970344 -0.7703379 4
2.67928483 4.41336167 4.45996387 0.09809839 0.03112133 0.77033174 4
9.55423451 4.31171216 4.21279506 0.17846879 0.1471195 -0.7702896 4
922.047165 9.17922707 9.13249172 0.00960534 0.10014184 -0.7701888 4
3.82793937 3.40659668 3.46083071 0.0476204 0.12427451 0.77000413 4
5.90282278 3.52417185 3.37974285 0.34581458 0.19346637 -0.769919 4
10.8902084 4.32647467 4.25117329 0.03566789 0.14910227 -0.7695464 4



60.9466594 6.3233734 6.25121087 0.1136221 0.1143394 -0.7695316 4
6.90667561 3.45372702 3.30057411 0.26281989 0.24007667 -0.7692248 4
3.21049662 2.73729125 2.5566292 0.52803957 0.26494032 -0.7689681 4
37.9008708 5.30988568 5.38369748 0.04928333 0.16601952 0.76890646 4
6.96407701 3.60021182 3.68718 0.10712213 0.16638819 0.76882423 4
7.47572997 4.65206714 4.703355 0.08941643 0.06907168 0.7686402 4
12.3947623 4.66288364 4.55649841 0.21315511 0.12680272 -0.7685763 4
5.65005828 4.11661634 4.20923499 0.17105853 0.0829124 0.76841155 4
175.946912 6.55763744 6.40198351 0.12599764 0.3057429 -0.7681913 4
12.7842439 5.19526803 5.24029993 0.07520112 0.06644956 0.76802376 4
180.355438 6.06671641 6.27362361 0.34548302 0.37209727 0.76797756 4
1.32665711 2.737544 2.85937855 0.25063561 0.0764514 0.76797748 4
10.4929353 4.49365384 4.57943294 0.1568473 0.11089671 0.7677512 4
100.461017 6.02753735 6.13476702 0.13210212 0.20492741 0.76772478 4
72.9108125 6.04900797 6.11411203 0.01501302 0.16285198 0.76762593 4
9.34409828 3.70021574 3.5111728 0.33352341 0.29397498 -0.7675784 4
19.7837986 4.51648791 4.61337456 0.11846147 0.18672016 0.76757744 4
1.35861886 1.42454162 1.19848476 0.18754737 0.41461157 -0.7675243 4
18.7522865 4.15443824 4.2555277 0.04944167 0.27076646 0.76741553 4
47.4763856 4.97356637 4.75081833 0.09374957 0.45613483 -0.767322 4
103.360965 6.58904648 6.67201089 0.13333347 0.12643421 0.76730769 4
6.60319946 2.41259201 2.58010085 0.18060521 0.51603499 0.76724709 4
36.2888669 4.63856939 4.78061768 0.19261353 0.30191693 0.7672093 4
18.1083429 3.59031088 3.75338235 0.14582687 0.37458356 0.76718662 4
1.37697702 4.15499861 4.06110842 0.25804455 0.02360606 -0.7669134 4
2.50585055 3.30905744 3.3616246 0.08300548 0.08682617 0.76661535 4
2.93080705 2.78851684 3.01442597 0.38493388 0.14825765 0.76659988 4
4.65814798 3.04342885 2.91098714 0.12035043 0.23592817 -0.7665562 4
4.65814798 3.04342885 2.91098714 0.12035043 0.23592817 -0.7665562 4
46.9479195 6.03913466 5.96603365 0.10816536 0.12032647 -0.7665518 4
14.4612746 4.39850713 4.47969803 0.10108475 0.15768764 0.76647942 4
18.1312338 5.02120817 4.90753259 0.26623517 0.13788938 -0.7662609 4
33.3249288 5.7974576 5.72219439 0.133065 0.11117277 -0.7662175 4
107.126087 7.34000148 7.25142162 0.19489329 0.07467073 -0.7661535 4
10.4582907 4.01008448 4.16657578 0.26936957 0.16670646 0.76613016 4
248.359789 6.8909193 6.7293736 0.14557251 0.30695029 -0.7661094 4
47.213295 5.09103769 5.19777604 0.08415411 0.24565085 0.76584703 4

64.0994851 5.95220266 6.05387627 0.17587461 0.15043727 0.76576603 4
128.126053 6.51362331 6.40128146 0.1160216 0.19972687 -0.765736 4
21.6553586 4.453708 4.29983931 0.09044954 0.31694056 -0.7656676 4
2.81834024 2.5329157 2.66093348 0.20327733 0.20084085 0.76556184 4
9.15940262 4.79968276 4.8900285 0.18165917 0.06895414 0.76554122 4
44.0870246 5.73783385 5.66460473 0.01226729 0.15951491 -0.7654377 4
15.2171925 5.96450893 5.8514716 0.27606887 0.04420751 -0.7654267 4
0.61566895 2.46443269 2.7651744 0.5172199 0.0391974 0.76539017 4
4.38889215 3.89664476 3.78431388 0.25029989 0.09713897 -0.7652232 4
21.3497495 5.01282945 4.89504354 0.22322262 0.15520175 -0.7651964 4
9.88017206 4.21941829 4.13044389 0.11899008 0.1610946 -0.7650175 4



106.878067 6.93799752 6.7876959 0.35339417 0.12082785 -0.7650049 4
138.675023 6.05868808 6.19598536 0.19556645 0.30407618 0.76489915 4
37.9859316 5.55621585 5.46069851 0.13614188 0.15754596 -0.7648598 4
31.9918046 4.44995584 4.62960523 0.28186524 0.28468885 0.76485161 4
17.1220576 4.47269146 4.55344917 0.08024981 0.17844654 0.76480689 4
63.237685 4.87226939 5.03257682 0.14619448 0.36546467 0.76470065 4

4.79862375 3.85672018 3.91158647 0.08094794 0.09360321 0.76431827 4
297.813372 6.71377486 6.8381156 0.08554458 0.29213995 0.76426176 4
87.407586 5.05401721 5.20998564 0.08029981 0.45437795 0.76415047 4

43.6852625 4.90420275 5.02419922 0.13374294 0.30022237 0.76411699 4
11.2010517 4.02725734 4.16059071 0.2443319 0.175714 0.76393862 4
170.939994 6.22106811 6.36969173 0.21697298 0.27122795 0.76393141 4
315.251475 7.03025134 7.16865439 0.21935852 0.24128386 0.7638828 4
17.6567845 3.86143184 3.98197659 0.05471114 0.31671118 0.76378717 4
26.1821044 4.93724321 5.0248107 0.12258228 0.1792659 0.76366767 4
17.4948853 4.79297027 4.71906731 0.00598399 0.15235672 -0.7633297 4
1.0139016 1.60821418 1.4799493 0.15467154 0.22580981 -0.7631842 4

529.667483 7.20497366 7.34214309 0.1222825 0.30995857 0.76317107 4
67.5148155 5.22070023 5.37109734 0.19428814 0.29427368 0.76314606 4
12.1620653 4.19765376 4.09946417 0.01055554 0.20917692 -0.7631418 4
12.5703462 6.15235342 6.20132399 0.10393996 0.02533096 0.76302886 4
12.5703462 6.15235342 6.20132399 0.10393996 0.02533096 0.76302886 4
12.5703462 6.15235342 6.20132399 0.10393996 0.02533096 0.76302886 4
17.7289226 3.10299036 3.342575 0.44936729 0.70956023 0.76299817 4
12.1346288 3.97734558 4.06948218 0.09081681 0.19533446 0.76296996 4
17.1987692 4.14868634 4.25611806 0.12374452 0.24705955 0.76292275 4
736.460718 8.73115464 8.80877511 0.13746464 0.10968351 0.76279157 4
7.4031015 3.24547229 3.05111894 0.18884175 0.3830059 -0.7627779 4

6.65840084 2.8881714 3.02048044 0.14061434 0.32991318 0.76268446 4
41.4579798 5.61939541 5.68203795 0.05486015 0.13556524 0.76267227 4
403.61855 8.0979195 7.99212581 0.23863927 0.13925627 -0.7626663 4

9.16987963 3.78077065 3.65978353 0.08855287 0.24128577 -0.762504 4
532.573098 8.05743016 7.96372204 0.0687869 0.18897108 -0.7623188 4
96.3234067 7.08085274 7.12853405 0.07667179 0.07847571 0.76231398 4
19.3277963 4.45969549 4.32234789 0.13814168 0.24695605 -0.7620894 4
5.18646355 3.56262509 3.46709356 0.14588131 0.16320466 -0.762062 4
27.5057995 5.0340942 4.93385783 0.0801836 0.19148707 -0.7619264 4
625.441902 8.62917823 8.68795564 0.08736178 0.1040857 0.76166094 4
5.99903393 3.55955749 3.46006273 0.09960511 0.19803571 -0.761468 4
16.2748914 4.30591962 4.39901726 0.10640811 0.19464175 0.76143996 4
12.4984531 4.59190434 4.52091631 0.07646016 0.13592251 -0.7612792 4
4.44067172 3.72066315 3.60051163 0.27911927 0.12399151 -0.7610612 4
86.7700276 5.73255649 5.55391496 0.11061158 0.36682639 -0.7610465 4
51.9352697 5.18149911 5.30039624 0.14193053 0.24050388 0.76076885 4
34.3314499 5.79442108 5.8400508 0.04210331 0.09715297 0.76055427 4
9.81963952 4.2308694 4.30874084 0.12275793 0.13250993 0.76047823 4
113.256726 7.53652445 7.45794288 0.19887883 0.06437661 -0.7604454 4
2.43679881 4.36922073 4.42488301 0.11923497 0.02893795 0.76044508 4



34.8938547 6.31126073 6.35137811 0.06748389 0.06135759 0.76042069 4
10.4134482 4.25402641 4.1637121 0.11284742 0.16606843 -0.7603658 4
35.9266345 5.83667089 5.62500773 0.57788488 0.12638253 -0.760318 4
10.3012476 3.92011266 4.03001759 0.17941175 0.17501198 0.76024435 4
11.4725822 4.80560343 4.68919885 0.26163755 0.1080338 -0.7602004 4
63.477275 6.74864513 6.79018487 0.06413276 0.07067422 0.75991715 4

22.2225709 5.43661078 5.48152507 0.05033254 0.09080839 0.7598928 4
7.44410531 3.81243853 3.87961961 0.05658257 0.1482905 0.75980241 4
400.368752 6.74541008 6.88620433 0.13915662 0.44276033 0.75969609 4
127.257901 6.55109527 6.62355448 0.05737823 0.16097842 0.75962948 4
324.154095 6.90642386 7.05277338 0.23081022 0.28417497 0.75952923 4
6.72593418 3.80713597 3.86423024 0.01900811 0.14668219 0.75936505 4
424.425101 7.72296736 7.61321849 0.09917803 0.2221233 -0.759291 4
218.049334 6.86889691 7.01717404 0.2753647 0.20418322 0.7592313 4

28.04966 4.78433537 4.6425909 0.11972469 0.26820411 -0.7591693 4
157.593086 6.37033359 6.1968022 0.18066386 0.32184794 -0.7590824 4
24.8026386 5.23744718 5.1678143 0.0544817 0.13596133 -0.7589109 4
185.502227 6.98866281 7.15781052 0.29975452 0.14219278 0.75883078 4
34.3233022 5.21400704 5.28776166 0.05768821 0.16738143 0.75866 4
1.45017692 2.33266407 2.44456126 0.21703604 0.12699203 0.75856849 4
337.576082 7.12387391 6.94989906 0.20171215 0.29969794 -0.7585153 4
101.535546 6.70274224 6.64027212 0.01260257 0.13703927 -0.7585116 4
1.99008012 2.37973144 2.21218272 0.5022868 0.22601866 -0.7580517 4
171.222573 8.77808026 8.79908653 0.04005261 0.02594271 0.75770015 4
10.5811802 4.28409027 4.37811074 0.16975667 0.12854553 0.75759469 4
34.9837954 4.78954435 4.93488246 0.23071086 0.23375108 0.75759243 4
9.44997933 5.0610317 5.09834424 0.06243075 0.05758186 0.75743381 4
3.05197071 3.22857362 3.31459547 0.14988108 0.11061062 0.75726568 4
49.0806894 5.56556875 5.46571219 0.03399227 0.1952812 -0.757021 4
32.3033891 5.44080462 5.49538492 0.02196917 0.1299313 0.75695624 4
61.5788722 7.39714648 7.43078813 0.06518454 0.03661345 0.75679599 4
16.2035791 4.6065394 4.7137247 0.18561613 0.1506591 0.75668457 4
3.47987045 1.64112359 1.84046724 0.33558507 0.63017258 0.75651058 4
12.7722854 4.67037754 4.60957414 0.03320499 0.12808498 -0.7564127 4
303.008866 7.19318469 7.04416386 0.19323877 0.25905806 -0.7563472 4
122.686501 6.34843071 6.43225223 0.08026151 0.20169259 0.75628423 4
24.9432413 4.60389786 4.69736967 0.07432701 0.21379132 0.7562109 4
16.1772833 3.67143567 3.33883489 0.34036443 0.65767905 -0.7558893 4
276.822642 7.29339289 7.1807265 0.1201617 0.22194866 -0.7558151 4
31.2279643 5.17206803 5.23715434 0.00525667 0.16959252 0.75560296 4
4.95273851 4.79031468 4.81924613 0.05284618 0.03984267 0.75545652 4
2.99560388 4.14436052 4.02846908 0.28354061 0.05254233 -0.755383 4
5.7413706 4.70316855 4.6709924 0.04973668 0.05385663 -0.7552985 4

27.7484666 4.85552982 4.96279981 0.16097434 0.20478229 0.75521061 4
40.0815631 4.29213094 4.44706484 0.15081486 0.4831596 0.75512202 4
2.59747965 3.045894 3.28735107 0.48388376 0.09434188 0.7550969 4
360.116028 7.40453937 7.4832366 0.03976856 0.21226557 0.75506468 4
18.6396029 3.52461453 3.70424867 0.27463221 0.50634198 0.75478257 4



9.66669006 2.85034132 3.03698804 0.21652325 0.41808481 0.75455069 4
2.10959984 0.7643399 1.23571065 0.8456713 0.55758834 0.75453268 4
99.0214158 5.74948686 5.87224466 0.15275497 0.27344477 0.75450159 4
6.59726872 4.6938287 4.75449961 0.1187688 0.05589046 0.75443293 4
127.134639 6.48737377 6.55925098 0.02699239 0.17115431 0.75437977 4
27.7988047 5.88213444 5.84058584 0.04591886 0.08215213 -0.7542842 4
9.90131158 4.44280311 4.32463765 0.30011921 0.12849871 -0.7541674 4
118.592898 5.73906663 5.89104944 0.23310974 0.34762549 0.75411633 4
322.933556 7.35886868 7.46385267 0.16632501 0.17822608 0.75403024 4
15.9917564 4.54047328 4.63181783 0.14918164 0.15202829 0.753724 4
541.040345 8.16823787 8.24537653 0.11591566 0.13685758 0.75362934 4
8.59898239 3.24046323 3.34967907 0.02812932 0.28884043 0.75352243 4
25.7235643 4.57182855 4.66626342 0.06538399 0.24207096 0.75350255 4
74.6208979 5.81888479 5.96044961 0.2387929 0.19589763 0.75327607 4
29.3795045 4.12847219 4.26997878 0.14474409 0.43481047 0.75324507 4
136.240352 7.57944162 7.52009759 0.12461687 0.07437066 -0.7532191 4
9.33117263 3.10839598 2.77324894 0.34817551 0.65211525 -0.7531198 4
16.9651789 4.08680956 4.24596665 0.28046137 0.23499064 0.75300311 4
7.30079007 4.72366391 4.65815427 0.15071612 0.06831405 -0.7528657 4
182.280486 7.27528753 7.19422419 0.12064395 0.13872417 -0.7527284 4
955.673627 8.02984628 8.15930784 0.17345669 0.253209 0.75271539 4
136.740909 6.64264782 6.51207501 0.22419968 0.20004973 -0.7526824 4
4.55224367 3.45808074 3.52067813 0.07023449 0.12990043 0.75260852 4
489.761045 8.16578173 8.0854304 0.09607446 0.1567411 -0.7525355 4
30.4924695 4.95824655 5.06150181 0.15353888 0.19528063 0.75253169 4
98.6989948 6.04071224 5.90986619 0.00718855 0.2648745 -0.7523689 4
9.3602548 4.23459975 4.14834462 0.12949107 0.14809057 -0.7522478 4

6.25041203 4.24700825 4.10462102 0.34457505 0.105698 -0.7522112 4
25.7296845 5.21149208 5.13224379 0.0912455 0.14628344 -0.7521698 4
56.903828 6.58488949 6.53302193 0.08456487 0.0840353 -0.7521434 4

2.17009947 1.99226853 2.35691481 0.66010189 0.19848616 0.75206952 4
10.539817 3.61421469 3.43806749 0.07211912 0.36967083 -0.7519946 4

191.555818 7.07864331 7.14270638 0.05330737 0.15645028 0.75181884 4
2064.61509 8.79620179 8.914609 0.13563143 0.27790974 0.75178396 4
2064.61509 8.79620179 8.914609 0.13563143 0.27790974 0.75178396 4
11.4103833 4.28895462 4.36492951 0.1056912 0.14163897 0.75176633 4
5.91967312 2.28579252 2.57477274 0.52113647 0.50024545 0.75175932 4
7.27297491 4.58858121 4.62325148 0.04025867 0.0703821 0.751721 4
42.4197674 2.82666271 3.12737726 0.42358037 1.1617732 0.75162529 4
4.53958293 3.09093157 2.94960144 0.24593564 0.24105212 -0.7516152 4
33.6767959 5.25110802 5.31759845 0.02830672 0.15734688 0.75157539 4
61.8594339 5.32420046 5.10820271 0.30131796 0.33656511 -0.7515273 4
82.7983774 6.53392364 6.43483826 0.21491069 0.1348857 -0.7513207 4
315.714579 7.51543668 7.60983552 0.1550877 0.15848043 0.75131544 4
4.98406796 3.08902891 3.19110575 0.14278373 0.20196124 0.75127769 4
18.2805285 5.45366736 5.39919403 0.09402102 0.08091476 -0.7512276 4
36.7071482 4.95241635 5.06584448 0.15645135 0.21805126 0.7511804 4
46.8931149 4.7698862 5.12865329 0.67648669 0.26312872 0.75112027 4



18.794745 5.26392242 5.3144004 0.07450762 0.09062145 0.75106931 4
14.1054264 4.32860867 4.21887048 0.11974069 0.19582796 -0.7510327 4
173.509887 6.73647632 6.59323635 0.2213381 0.25238205 -0.7509722 4
9.7743796 5.46737117 5.50599616 0.07872027 0.04014702 0.7509645 4

2.68368904 3.56491336 3.63447395 0.13449801 0.07063671 0.75056648 4
20.6582533 3.81699163 3.94415218 0.06269628 0.42106819 0.75052098 4
12.0556302 3.64495353 3.45190259 0.09559362 0.35197584 -0.7504845 4
226.244358 6.57917667 6.37606348 0.11722745 0.4088453 -0.7504366 4
7.58302881 4.21827023 4.14107621 0.12983387 0.11906235 -0.7504121 4
16.8984554 4.06826791 4.16900566 0.06256641 0.24746449 0.75030007 4
5.69150714 2.85475924 3.01047422 0.23648222 0.27997581 0.75029379 4
349.352867 7.18415514 7.02236934 0.0953175 0.33736358 -0.7501955 4
19.7020634 4.87007632 4.92800672 0.02363238 0.13695907 0.75019252 4
15.2855047 4.04519503 3.88550705 0.07189423 0.32564001 -0.7501841 4
115.397915 6.61810335 6.53755207 0.04993438 0.1597027 -0.7500358 4
5.22867847 2.46750922 2.71555939 0.45627907 0.3353256 0.74999741 4
4.80795528 3.53751766 3.45920224 0.08143962 0.15536159 -0.7499629 4
15.877725 5.02483801 4.95429788 0.11926793 0.10896177 -0.7499559 4

7.98551577 4.0704396 4.14419047 0.11475708 0.12858458 0.74993774 4
4.88394552 1.26232791 1.11060775 0.30374022 1.77683813 0.74987649 4
22.6160009 4.82058449 4.6894181 0.22136534 0.21234686 -0.7498386 4
79.8915853 5.61330757 5.43798353 0.02328133 0.35421534 -0.7496034 4
382.067903 8.9416024 8.90701219 0.06255529 0.05155149 -0.7495482 4
606.326757 7.94000117 8.05883522 0.20429751 0.18138075 0.74946176 4
1013.8056 8.50197571 8.60190284 0.15431502 0.18232081 0.74937815 4

23.8125072 4.71304642 4.59484141 0.03947505 0.24933861 -0.7493239 4
97.3951769 6.45074221 6.31309105 0.2909704 0.17530844 -0.7493008 4
4.73730612 3.44731066 3.33640795 0.22391159 0.17252023 -0.7492314 4
7.03555953 3.58275802 3.70253118 0.2101267 0.17024315 0.74912718 4
8.4547162 3.25359072 3.66928977 0.68639045 0.20420555 0.74911068 4

92.3446707 7.15460367 7.20253961 0.08412088 0.06976139 0.74904722 4
3.28624886 2.35329822 2.52666514 0.28333506 0.26333621 0.7490099 4
2.46517724 2.76810404 2.85126536 0.13734595 0.14676303 0.74883502 4
69.2926182 6.05809618 6.1201585 0.03224331 0.1458857 0.74882832 4
69.2926182 6.05809618 6.1201585 0.03224331 0.1458857 0.74882832 4
140.96392 6.93840344 7.00671148 0.10074877 0.13235558 0.74843598 4

176.862276 7.26002747 7.37096114 0.2195616 0.11333065 0.74831643 4
948.963206 8.63139384 8.52929394 0.13156627 0.19675272 -0.7481714 4
42.4628883 5.77014468 5.8283884 0.06655815 0.12680132 0.74816496 4
21.9951793 4.98967218 4.90380167 0.0988001 0.15568618 -0.7480844 4
10.7506605 3.70839919 3.81344577 0.13574674 0.25045139 0.74805498 4
5.79729857 5.09275999 5.15854395 0.14124625 0.03354328 0.74804271 4
60.1952826 5.79562582 5.68717361 0.12347456 0.20251108 -0.7480216 4
124.752977 7.31373132 7.25611307 0.10190036 0.08699919 -0.7480148 4
11.823993 4.2862545 4.35939426 0.09149429 0.14832815 0.74800333 4

5.12152322 2.96036291 2.79809283 0.16877295 0.28517223 -0.7479538 4
36.393867 5.45236083 5.35211527 0.14212009 0.18088808 -0.7478726 4

13.4156624 4.7148067 4.77866178 0.10029123 0.1091567 0.74778395 4



2.95130988 1.70322155 1.25566607 0.46525187 0.77066436 -0.7476243 4
71.1025559 6.44547606 6.36979825 0.12666996 0.11804223 -0.7475526 4
5.16443885 4.03261289 4.07289314 0.04048611 0.0882201 0.74754657 4
16.6844801 4.5061997 4.57362941 0.0109027 0.16396622 0.74729812 4
25.7678596 5.55533552 5.59477481 0.01413971 0.09757654 0.74724508 4
28.442247 4.76421786 4.86678043 0.1340527 0.2071306 0.74720242 4

22.7683662 4.11492091 4.2372169 0.12366016 0.3457467 0.74690605 4
60.8478057 5.27428203 5.37637511 0.05881014 0.29110159 0.74689565 4
24.825215 4.24217084 4.00988846 0.17096176 0.4093903 -0.746838 4

93.8193069 6.67051663 6.58541257 0.14968693 0.1278085 -0.7467028 4
35.0859103 5.06706926 5.15507489 0.10066501 0.20872553 0.74634961 4
2.51138088 1.57140255 1.76894745 0.27085488 0.39009089 0.74628629 4
119.033772 6.87329004 6.7965716 0.12176202 0.12866508 -0.746006 4
56.9555049 6.04740342 6.27772001 0.40034126 0.10453798 0.74598542 4
5.45680216 3.87485956 3.96709926 0.17935936 0.10132373 0.74597642 4
562.770253 8.11279349 8.00246948 0.16404892 0.18172981 -0.7459659 4
2.35576686 2.98671287 3.09260724 0.20866734 0.10917018 0.74591543 4
982.550184 5.82904116 6.0319574 0.16241688 1.33406479 0.74585628 4
9.16359407 4.3967963 4.31068711 0.16773899 0.1260333 -0.745781 4
2.19816856 3.53900471 3.59679277 0.11679477 0.06127875 0.74578003 4
108.904729 5.86244202 5.6633037 0.12735155 0.40047939 -0.7457624 4
1.59424866 3.80010083 3.87231285 0.15391147 0.03338185 0.74574996 4
90.9413483 5.91670595 6.00668851 0.08502043 0.23752886 0.74574105 4
6.56248502 4.57656465 4.66394712 0.18531421 0.06135238 0.74566378 4
5.96550721 3.06849639 3.16482372 0.05472737 0.23769275 0.74559808 4
3.54382667 4.41633004 4.32664596 0.23514582 0.04683892 -0.7455189 4
22.6354511 3.80534069 3.95888449 0.11801192 0.38187249 0.74541541 4
29.2537511 4.44747343 4.59905613 0.25303515 0.31289017 0.74533691 4
29.2537511 4.44747343 4.59905613 0.25303515 0.31289017 0.74533691 4
40.8524273 5.6451203 5.57000802 0.05014574 0.15607107 -0.7450668 4
533.348545 7.65312867 7.74976045 0.09772344 0.22127442 0.74502964 4
2.54025955 3.29764516 3.56154916 0.46884033 0.07360518 0.74498556 4
459.430136 8.32177171 8.24460405 0.13750885 0.12379975 -0.7448404 4
22.8970827 4.76941212 4.65145288 0.15471998 0.21600232 -0.7447393 4
130.262502 6.70202829 6.58781661 0.19482972 0.18115284 -0.7447021 4
27.0178275 4.95307041 5.02906473 0.07482991 0.17513488 0.74467414 4
16.8997832 3.81692934 3.95863215 0.18324078 0.29373222 0.74456358 4
28.1723968 4.7762993 4.89243652 0.1788875 0.22209466 0.74455786 4
842.922711 8.1751291 8.26350699 0.08620044 0.22851556 0.74455571 4
59.9136421 6.4519486 6.22739743 0.67931933 0.11938626 -0.7443007 4
10.6621885 1.33406418 1.37767507 0.47544887 1.74705871 0.74427524 4
82.4826744 6.43364753 6.35320927 0.1122986 0.13824395 -0.743965 4
16.7575585 5.05822847 5.12448694 0.11545193 0.09730798 0.74352798 4
1209.17447 8.14792589 8.25288061 0.03711959 0.34165265 0.7434641 4
17.9978148 4.71254677 4.78259609 0.08267199 0.14967277 0.74324062 4
463.483971 6.44121781 6.68194258 0.46975113 0.65311836 0.74323994 4
14.2825539 4.86846595 4.79886324 0.1087261 0.11479071 -0.7432371 4
14.2825539 4.86846595 4.79886324 0.1087261 0.11479071 -0.7432371 4



9.59157649 4.35633611 4.43523914 0.14462614 0.11013524 0.74316134 4
21.9934482 4.82445044 4.89891752 0.08644831 0.1572372 0.74304674 4
709.542218 9.01436033 9.06036685 0.07139667 0.08095171 0.74301085 4
21.4974973 3.59673996 3.75811768 0.12312869 0.46355257 0.74300783 4
15.4285579 5.09699836 5.0482922 0.04651987 0.09880896 -0.7430078 4

11.70517 4.60036816 4.65662496 0.0774027 0.10941061 0.74289138 4
33.0480095 5.84025043 5.73908398 0.22585393 0.10328647 -0.7428251 4
3.15575839 3.0505055 3.16789693 0.23056079 0.13184316 0.74275457 4
240.606062 6.79521512 6.6339889 0.13348856 0.28901474 -0.7425905 4
2.55614214 1.29495296 0.68913155 0.68976396 0.98481206 -0.7424594 4
14.1319964 4.69226349 4.49967786 0.80432788 0.15130147 -0.7424461 4
7.40086761 4.22306119 4.28687258 0.11069002 0.09878773 0.74235504 4
22.219288 4.94058819 4.85373709 0.08479201 0.16570691 -0.7422192 4

12.6139958 3.74504844 3.5568992 0.22165943 0.32502729 -0.7421607 4
2.52951071 3.4917424 3.68191292 0.39710939 0.06348267 0.74214156 4
23.1182597 4.80704076 4.88323884 0.08207676 0.17471552 0.74208795 4
5.12514059 3.49237864 3.56785646 0.11030224 0.13866602 0.74191634 4
38.6369612 5.61850793 5.54729513 0.03341819 0.15608303 -0.7418526 4
4.22299007 3.58334593 3.70765981 0.25790368 0.10340698 0.74181206 4
10.4052262 4.43851432 4.5416699 0.20339944 0.10789923 0.74175532 4
4.70315567 2.89238029 3.01365829 0.1850654 0.24558556 0.74159581 4
2.86229093 2.0856819 2.35092528 0.44161611 0.28099712 0.74143836 4
16.5319152 5.09219512 4.85594419 1.10854926 0.12409794 -0.7413056 4
14.0494442 4.44647308 4.36132628 0.0278207 0.18709235 -0.741242 4
49.413249 5.48902866 5.56641813 0.0601079 0.17877018 0.74124034 4

13.1999311 5.18514127 5.06062024 0.31620916 0.08216024 -0.74124 4
169.526993 7.54796515 7.59227436 0.0623995 0.08349878 0.74113116 4
298.078568 7.75063694 7.82221616 0.12069781 0.11957572 0.74095613 4
767.460164 6.30591875 6.55807217 0.20536326 0.79915448 0.74081039 4
8.71896687 4.4044428 4.44943017 0.04134228 0.09923574 0.74072967 4
25.5910877 4.55958335 4.4016458 0.05047214 0.33466435 -0.7407266 4
3.03315389 2.20834642 1.99372681 0.18276328 0.37340606 -0.7406913 4
58.1451648 5.28712293 5.42438706 0.20285554 0.24204023 0.7406679 4
279.964745 7.08709729 7.21844665 0.21672917 0.21341958 0.74059915 4
7.11614511 3.72929287 3.80174137 0.08622507 0.1553097 0.74050468 4
31.7292697 5.44412078 5.49841309 0.0403883 0.12838802 0.74045439 4
14.4440779 5.32070486 5.16743096 0.41002731 0.08125095 -0.7402721 4
45.5536673 5.42183387 5.30846214 0.10467779 0.21147738 -0.740233 4
162.113015 6.18197672 6.3020479 0.15290413 0.32035318 0.7401607 4
8.40345305 4.3250275 4.37288388 0.05080206 0.10867685 0.74014784 4
423.24069 7.55316675 7.64245679 0.10580474 0.2010206 0.74010058 4

2.76657924 2.24270673 2.68855146 0.8465932 0.19489842 0.74001592 4
3.05154198 2.35935705 2.62733293 0.49464185 0.22327707 0.7400032 4
1170.4557 8.47283491 8.33617719 0.00716716 0.28392393 -0.7400032 4

1.68873505 2.60194843 2.8332019 0.48057806 0.09729056 0.73989385 4
34.9221592 5.14685538 5.03828575 0.05318929 0.2133062 -0.7396196 4
59.5060411 5.06049022 5.35536216 0.4837608 0.27697776 0.73951032 4
5.04276417 3.5345178 3.59203882 0.04420602 0.14150012 0.73939302 4



12.7595835 4.10071986 4.2581282 0.30918193 0.17638355 0.73924491 4
158.747887 8.17599879 8.20977668 0.06550697 0.04334915 0.7392352 4
93.8032903 6.47668718 6.53099295 0.0200239 0.13570723 0.73901263 4
5.75711229 3.9828116 4.1018299 0.24800605 0.09334507 0.73896868 4
31.1372014 5.16988888 5.23916965 0.0593091 0.15759802 0.7387236 4
80.7986566 5.30536084 5.03216054 0.13906339 0.49362858 -0.7386962 4
11.1573234 4.36818994 4.28604881 0.10121827 0.16013109 -0.7386954 4
171.218135 6.39544055 6.20698304 0.29897968 0.32429752 -0.7386148 4
429.74622 7.42917836 7.24069859 0.28872098 0.33157326 -0.7385296 4

10.6754738 4.45751259 4.37368656 0.15299594 0.13275911 -0.7385138 4
712.852508 5.97123307 6.20003502 0.1071171 1.00013977 0.73850585 4
16.496666 4.69716267 4.56547812 0.27108813 0.17486806 -0.7384757 4

15.3781868 4.02954793 3.85690123 0.17978324 0.33283957 -0.7382978 4
15.3781868 4.02954793 3.85690123 0.17978324 0.33283957 -0.7382978 4
101.31099 6.9021604 6.98178925 0.15776732 0.09159736 0.73824464 4

20.1346296 5.15019685 5.08823103 0.06405229 0.12054894 -0.7381954 4
6.03185289 4.22700942 4.15573493 0.14980075 0.09511119 -0.7381645 4
1.31824626 4.38330855 4.5095584 0.25009762 0.01444882 0.73804528 4
44.7373935 5.43983135 5.30656283 0.2124001 0.21028024 -0.7379926 4
149.579963 6.67893712 6.81969716 0.24900222 0.15573668 0.73784959 4
11.542568 4.54932304 4.46196646 0.16288938 0.12873403 -0.7377494 4

5.95668531 3.63455035 3.69435906 0.0371536 0.14687001 0.7375609 4
5.95668531 3.63455035 3.69435906 0.0371536 0.14687001 0.7375609 4
37.5131542 5.26340768 5.3467546 0.10740316 0.18408559 0.73755733 4
15.9757133 4.86502213 4.95794863 0.18353297 0.11188376 0.73753491 4
82.5500175 6.75664124 6.69973397 0.08695335 0.10014545 -0.7373733 4
146.566475 7.28902599 7.38300009 0.1939887 0.09057327 0.73737248 4
9.09153029 4.5437757 4.4771325 0.12036994 0.10340858 -0.7372954 4
501.54745 8.14138306 8.05009602 0.14355134 0.16667394 -0.7372912 4

14.6170161 5.17015951 5.22218283 0.08987157 0.07713799 0.73721587 4
29.8653342 4.87799878 4.96687021 0.09302648 0.19743869 0.73718749 4
7.64810605 4.73296138 4.6443379 0.24320624 0.07199642 -0.737142 4
25.2878572 4.69885345 4.57107566 0.03588988 0.27307291 -0.7370891 4
20.397037 4.27917675 4.41083085 0.20229734 0.23146038 0.73702849 4

90.4008684 5.86748029 5.9535835 0.03635451 0.23904722 0.73694294 4
18.4225447 2.23128525 2.70659922 0.86614819 0.88604337 0.7367957 4
15.273728 3.96415364 3.79284056 0.11527467 0.31427797 -0.7367912 4

62.5007462 5.33891876 5.43841205 0.0509846 0.26087885 0.73672706 4
8.81194935 2.99730625 2.65133385 0.30041222 0.67247463 -0.7366852 4
834.892364 7.53289011 7.18944664 0.48728005 0.53554531 -0.7365987 4
14.7787232 4.676139 4.75584462 0.13857309 0.13156134 0.73640678 4
46.0364784 5.28577792 5.36751837 0.05784504 0.2269143 0.73629544 4
11.455157 3.19879382 2.818737 0.17172197 0.7309234 -0.7362697 4

5.81239091 2.40382464 2.56632369 0.24895203 0.49534044 0.73613916 4
10.0435446 4.01256149 4.09020142 0.09393042 0.16110805 0.735906 4
9.69993452 4.45113049 4.31489109 0.33733637 0.13438839 -0.7357842 4
0.68189849 -0.9211527 1.41962411 3.43131854 0.17266754 0.73566598 4
63.6564289 5.12590714 5.26452363 0.17110999 0.29905014 0.73566072 4



28.0816301 5.32665753 5.45954251 0.24496338 0.12031854 0.73565006 4
21.9844888 5.46130971 5.51163183 0.08186515 0.09062392 0.73558967 4
6.53469049 4.50543832 4.46568645 0.05315691 0.0750515 -0.735559 4
6.53469049 4.50543832 4.46568645 0.05315691 0.0750515 -0.735559 4
6.53469049 4.50543832 4.46568645 0.05315691 0.0750515 -0.735559 4
189.291379 6.7569662 6.63092852 0.1183595 0.23201806 -0.7354542 4
393.810915 7.32240553 7.51105702 0.33536493 0.20265213 0.73545368 4
201.538095 7.50001397 7.54664216 0.04361691 0.10314765 0.73507095 4
9.91627064 4.53675427 4.62698378 0.18097363 0.0959463 0.73505083 4
11.0477596 4.76570369 4.69497918 0.14674117 0.10070615 -0.7350188 4
4.89560424 3.38054067 3.256778 0.22329045 0.18790641 -0.7348676 4
572.098649 8.7816918 8.81618252 0.01058002 0.08471007 0.73485508 4
608.603226 8.13971711 8.21835872 0.10953478 0.17174084 0.73471268 4
9.88525254 4.48401902 4.52831395 0.03078284 0.10964061 0.7346131 4
268.168838 6.9678574 7.05999381 0.08432434 0.2270692 0.73450813 4
13.253088 4.65802584 4.57633065 0.13226024 0.13979877 -0.7343616 4

12.9435575 4.00941556 4.1501376 0.2403635 0.20926779 0.73426881 4
13.1136994 4.01977222 3.86016942 0.21959625 0.29170412 -0.7342512 4
24.8270843 4.67032744 4.76768934 0.12575451 0.198483 0.73411356 4
12.5177479 3.23900373 3.63401663 0.76248009 0.34676282 0.7340065 4
16.4478445 5.06412668 5.00540316 0.08015566 0.10844859 -0.7339994 4
57.2894959 6.45614627 6.39805593 0.10178576 0.09646687 -0.7338093 4
7.12374931 3.05060395 3.38929732 0.61514622 0.23862824 0.73378953 4
68.1967291 5.95773102 5.82663712 0.30668445 0.18951527 -0.7337304 4
1.37706786 2.15611448 2.25664317 0.18353804 0.13881215 0.73337664 4
120.355149 6.37943941 6.46788343 0.11931457 0.18565676 0.73327235 4
12.1137582 4.40584451 4.48146265 0.12023051 0.14071836 0.73307311 4
219.492914 5.99700587 6.2232974 0.35148622 0.39559576 0.73264422 4
486.618424 7.58563974 7.43674051 0.13504642 0.30975137 -0.7326332 4
1.42799668 4.69308286 4.64170699 0.12653532 0.01371331 -0.732515 4
80.8697438 6.28579962 6.18723766 0.16814747 0.17253163 -0.7323696 4
10.4087738 3.62556641 3.73024326 0.12208088 0.2408829 0.73236822 4
2.87684632 4.2688399 4.22085041 0.11456635 0.04191465 -0.7323529 4
83.5594053 6.58371367 6.64928814 0.11161794 0.10671458 0.73228782 4
128.367251 6.94015484 7.04432156 0.2035376 0.10844485 0.73227358 4
0.89075624 -1.3589509 -0.7681932 4.01205667 1.78094445 -0.7322067 4
10.0511065 4.35998941 4.41111636 0.04167394 0.12083178 0.73215045 4
232.626653 6.76162787 6.98859132 0.39775263 0.2048337 0.73203217 4
2.73087653 2.43177678 2.16203155 0.85996347 0.34150261 -0.7319527 4
5.27844263 4.03797355 3.94085821 0.22278631 0.10139869 -0.7318911 4
244.513054 6.92868854 7.04590518 0.19976542 0.22144072 0.73169935 4
71.3286148 6.23004158 6.15821011 0.05392956 0.14703337 -0.7315625 4
39.8851592 4.80522943 5.08742252 0.56071362 0.26341142 0.73148927 4
72.5757671 6.10257905 5.99657225 0.16858737 0.17118936 -0.7314321 4
144.42445 6.5407335 6.41648887 0.16561186 0.22018127 -0.7313114 4

136.793559 6.86467836 6.93933711 0.1175851 0.13456424 0.73129151 4
10.9771671 3.09529583 3.38853549 0.49736708 0.38057425 0.73128036 4
6.39629661 3.73223519 3.89790186 0.32486166 0.12550599 0.73128022 4



269.516027 7.45675107 7.37405862 0.07332976 0.16499199 -0.7312177 4
2.79671688 2.68596311 2.5787981 0.10026841 0.21928278 -0.7311204 4
16.0846036 3.52586023 3.89131593 0.6665454 0.30029612 0.73092395 4
12.1116609 3.9411887 4.03978575 0.1261114 0.20020551 0.73078148 4
19.007668 4.3038805 4.39426105 0.07105575 0.23176613 0.73066851 4

20.5413823 4.89887607 4.95501541 0.0131809 0.14127044 0.73060509 4
49.8487095 6.59234361 6.52518584 0.16318379 0.07198467 -0.7305842 4
819.419708 8.01740489 7.75954918 0.63217029 0.32663564 -0.7305581 4
15.5770269 4.32337442 4.41528491 0.12850193 0.18393101 0.73052252 4
9.46990852 3.25317714 3.02671034 0.08566751 0.4014438 -0.7304839 4
128.989595 6.35144073 6.19678976 0.25135423 0.28189297 -0.7302697 4
28.7363539 5.48027257 5.60338562 0.25911717 0.10904952 0.73021738 4
16.9814667 4.50439671 4.60169644 0.15673048 0.17632631 0.73001006 4
464.647919 8.04767275 7.97344805 0.02488373 0.16477461 -0.7298905 4
17.7974255 4.68721463 4.58316581 0.17049693 0.17698512 -0.729876 4
3.43052294 4.41142799 4.35935223 0.12976562 0.04335512 -0.7298568 4
0.92903845 1.58733355 1.38319838 0.49965523 0.23019647 -0.7298305 4
711.282659 7.80143279 7.95252695 0.25468739 0.23241506 0.72971062 4
86.4123154 6.60535388 6.69972534 0.17619057 0.10865053 0.72965535 4
5.9813375 3.13615548 2.98525978 0.12573744 0.27648503 -0.7295272 4

4.28365291 3.41577672 3.53216442 0.23307857 0.12682006 0.72948738 4
15.3681212 3.50230433 3.67527989 0.30011902 0.43082402 0.72945463 4
3.75908708 0.24784302 1.78176859 4.41771734 0.56268412 -0.7291798 4
59.5607501 5.19159666 5.29196033 0.02710708 0.31098341 0.72913867 4
14.7821122 3.936273 4.03712847 0.08743364 0.24587076 0.7290438 4
24.7043199 4.38014912 4.19203033 0.14691441 0.34200512 -0.7289935 4
101.820351 5.79811035 5.94199332 0.22655931 0.27260156 0.72882124 4
37.9303076 5.02564696 4.88725394 0.07759565 0.26656024 -0.7287385 4
16.6400159 3.92609954 4.04978727 0.16254256 0.29282914 0.72865458 4
11.6616466 3.67555761 3.85694012 0.35208656 0.2565907 0.72849721 4
492.265829 7.66538382 7.74387458 0.02378919 0.21072145 0.72839714 4
17.2713392 4.86230553 4.91276464 0.02755193 0.12997265 0.72825255 4
23.6189868 3.58976975 3.74054297 0.20178091 0.6261499 0.72818835 4
330.889411 7.31864435 7.39343863 0.0330718 0.21473961 0.72813262 4
8.54436935 6.78337256 6.80807252 0.05652473 0.00941448 0.72811008 4
27.1657974 4.60896256 4.70207003 0.06097244 0.22927516 0.72809798 4
10.5214217 4.66860769 4.61179648 0.08371707 0.10605125 -0.727992 4
96.8574449 6.86821872 6.7812805 0.1858539 0.10654102 -0.7279488 4
26.8300005 5.41476091 5.49832693 0.16261992 0.10862279 0.72766113 4
173.149073 7.54298566 7.47155685 0.14213416 0.10131331 -0.7275345 4
32.9850241 4.97999382 5.05879987 0.03918599 0.20296565 0.72748934 4
27.3931244 5.79231878 5.87192402 0.15719881 0.07673847 0.72746031 4
15.6611719 5.33970729 5.3771393 0.05395321 0.07337149 0.72731417 4
17.0147142 4.32900708 4.42520177 0.13127409 0.19476905 0.72722411 4
55.1931076 5.62616033 5.6975244 0.03715941 0.175338 0.72692103 4
387.031181 7.40779629 7.25959606 0.22236927 0.27453415 -0.7268176 4
275.140979 7.39845376 7.46069663 0.03544704 0.15215553 0.72677759 4
399.794386 8.4964532 8.45207956 0.06039077 0.08342742 -0.726712 4



6.33931439 4.10212837 4.16917316 0.12189611 0.09584276 0.72668111 4
8.51671714 3.6848615 3.78122114 0.14020754 0.19898523 0.72664939 4
2.41692065 2.30861575 2.12563334 0.3946134 0.30744715 -0.726542 4
1.3351591 0.78304456 0.02502692 0.64712829 1.4796861 -0.7264807 4

23.0567228 5.38128941 5.33082583 0.02222605 0.11061368 -0.7264548 4
10.3938645 3.78419938 3.87966504 0.1229575 0.20380227 0.72643419 4
22.3622976 4.88095102 4.79045895 0.07973702 0.17873011 -0.7263236 4
41.9536736 5.90015656 5.99526858 0.19274136 0.10145019 0.72612508 4
27.2297426 4.89614002 5.00993591 0.20415015 0.17523974 0.72600815 4
646.703814 7.7713433 7.58550279 0.32224455 0.35704475 -0.7256753 4
15.5073284 3.66368297 3.83402358 0.2660399 0.30699062 0.72559722 4
1.00489504 4.17348824 4.11833091 0.14847017 0.01630582 -0.7254887 4
99.4633073 6.03174506 5.88815023 0.1505956 0.29670394 -0.725399 4
167.641955 6.02536478 6.14429362 0.06012192 0.3498736 0.72538569 4
61.584782 6.62343157 6.5836551 0.03330031 0.08621036 -0.7253499 4

9.87667937 4.66470287 4.75766803 0.19668723 0.08294108 0.72533622 4
521.108615 9.15339171 9.18074661 0.03918101 0.05449315 0.72533125 4
214.143388 7.26154987 7.17674583 0.10190313 0.16139332 -0.7252643 4
49.0396243 5.71448587 5.78449243 0.09333178 0.15677232 0.72507442 4
21.5665995 4.07332837 4.2037353 0.18734116 0.34562304 0.72507389 4
46.4050234 5.56606352 5.47187077 0.0740383 0.18865163 -0.7250696 4
19.3097686 4.67721089 4.74344347 0.04922632 0.17082248 0.72505694 4
20.4401901 4.62493516 4.6995005 0.06528668 0.18309102 0.72495612 4
2.66154956 4.06548722 3.97494276 0.27841517 0.04975993 -0.7249147 4
1.06632638 1.07353927 0.81530526 0.28439646 0.47672232 -0.7248124 4
2.58099264 3.08977603 2.98240227 0.24707191 0.12845322 -0.7247832 4
32.6343217 5.27111878 5.17813486 0.10580913 0.17609642 -0.7247053 4
156.508035 7.24587855 7.33138393 0.16759486 0.10138899 0.7245825 4
6.40732497 3.3163189 3.18661141 0.09361571 0.2569191 -0.724495 4
254.538459 7.94512376 8.00984547 0.12713818 0.0831074 0.72446251 4
4.01734026 2.24482789 1.92657528 0.15255731 0.63755336 -0.7243424 4
4.94058868 3.62466755 3.54836531 0.10260408 0.14770423 -0.724254 4
12.5376276 4.45479403 4.53807818 0.14455037 0.12946741 0.72396195 4
367.021723 8.16107278 8.1111434 0.02436825 0.11219353 -0.7239411 4
5.01057489 3.22658115 3.08563761 0.24629614 0.22580964 -0.7239184 4
50.4476866 5.02553927 4.77919594 0.39440318 0.38648428 -0.7238927 4
3.4856844 3.70687496 3.89126746 0.35150586 0.07254831 0.72386443 4

88.8607031 5.97581718 5.84773083 0.11365884 0.24815404 -0.7238515 4
4.71181817 3.31032371 3.21479908 0.10968394 0.18427875 -0.7238343 4
4.75130929 4.45287197 4.50055329 0.09674979 0.05270246 0.72363583 4
4.75130929 4.45287197 4.50055329 0.09674979 0.05270246 0.72363583 4
1172.99439 8.56023171 8.4259843 0.14912382 0.27453251 -0.7233983 4
326.413649 7.27695143 7.07065887 0.5424252 0.26329556 -0.7230778 4
9.15445159 3.69444889 3.80090604 0.1649744 0.20521808 0.72306574 4
82.5543854 5.86465443 5.96361994 0.14767029 0.22110391 0.72295968 4
15.2959397 4.48057567 4.54423197 0.04702309 0.16997146 0.72294418 4
3.55090699 1.7622987 1.33161045 0.81069295 0.72528541 -0.7226634 4
12.4910813 3.50450847 3.25996011 0.09438947 0.47254306 -0.7226363 4



874.005767 7.79224016 7.94855505 0.2716021 0.32243721 0.72252267 4
9.28388792 5.05115892 5.083907 0.05422588 0.05842611 0.72208739 4
62.0975975 7.25873187 7.20459639 0.13768086 0.04555486 -0.7217067 4
108.999157 6.6317789 6.69242529 0.07179566 0.13377291 0.72152931 4
2.63727544 2.97387412 3.07016924 0.18860834 0.12636967 0.72149844 4
0.98033789 1.24523612 1.39428128 0.27542707 0.24964241 0.72143164 4
10.745296 2.61572489 2.84594494 0.33073647 0.5553496 0.72135756 4

146.116034 6.83596016 6.74840099 0.10496859 0.17849208 -0.7213485 4
6.19175388 4.40933413 4.53055025 0.26332984 0.06794808 0.72134607 4
28.1701701 4.66374013 4.76158351 0.1163963 0.25728052 0.72124086 4
165.029103 6.96345037 7.0272676 0.07362212 0.15131041 0.72121559 4
516.515767 7.98305375 8.09268492 0.20611281 0.1643059 0.72112144 4
34.9019268 4.51051477 4.62602211 0.0602149 0.32402475 0.72106905 4
26.2680542 5.06685284 4.96398482 0.15253503 0.18727606 -0.721053 4
2.57484878 1.76598185 2.09275907 0.58358147 0.31695634 0.72096632 4
179.405461 6.25353303 6.373856 0.16559475 0.33142869 0.72089502 4
12.4214995 3.63452177 3.73667623 0.03142009 0.27947373 0.72088014 4
16.0515108 3.61178838 3.27373864 0.42141637 0.63796595 -0.7207264 4
0.35305882 3.65013574 3.59413134 0.15580452 0.00970718 -0.7206658 4
0.49894445 1.61995404 1.68656962 0.12932638 0.09002721 0.72065409 4
20.4999896 4.33256483 4.17320568 0.15080113 0.30468488 -0.7205773 4
16.5027147 4.3309535 4.40493535 0.02529859 0.19941869 0.72054885 4
142.388099 6.50380528 6.38811051 0.09471031 0.22365532 -0.7204116 4
12.1918063 4.55165428 4.6251201 0.12990667 0.12190937 0.72018473 4
5.5853985 2.77785523 2.96958879 0.36360663 0.27992131 0.72017615 4

6.28439435 4.19365093 4.23244674 0.03421113 0.08927895 0.7201709 4
201.107087 7.31852343 7.38884012 0.12042469 0.12874671 0.72007513 4

11.11896 3.57623392 3.32094692 0.61608413 0.40392816 -0.7199394 4
17.8200505 5.13228535 5.06163093 0.12491866 0.11654988 -0.7198691 4
128.607442 6.61319149 6.51339655 0.1397494 0.18284481 -0.7196655 4
273.573454 8.60644854 8.57221808 0.06528855 0.05154727 -0.7194462 4
4.51091843 3.73212799 3.83788199 0.22464457 0.09972913 0.71944509 4
116.633259 6.24689148 6.33051134 0.07870143 0.19590806 0.71924092 4
85.9706878 6.16812712 6.23606589 0.059418 0.16071449 0.71914623 4
34.762727 6.2901069 6.4395029 0.31083844 0.05640571 0.71882343 4

426.554771 9.37848647 9.39696789 0.02769574 0.03520823 0.71871637 4
671.375417 7.27337273 7.39758914 0.11955765 0.45405884 0.71860209 4
4.35761747 4.19396943 4.15242505 0.07559587 0.06786499 -0.7185315 4
4.35761747 4.19396943 4.15242505 0.07559587 0.06786499 -0.7185315 4
350.998701 7.61281697 7.52053936 0.0772375 0.19214229 -0.7185278 4
12.1379559 4.88174231 4.93154203 0.081322 0.08671777 0.71851738 4
81.9535205 6.18086438 6.07219972 0.20146283 0.17928498 -0.7184785 4
7.06437879 3.85135757 3.77170358 0.08298581 0.16115657 -0.7183929 4
11.3676142 4.62488894 4.67561687 0.06842888 0.10384482 0.71823845 4
641.659041 9.2800678 9.25275904 0.01700788 0.06222348 -0.7181953 4
23.8007595 4.49560267 4.34572927 0.06194122 0.31005275 -0.7181571 4
41.870394 5.57150897 5.63483429 0.0690087 0.15203451 0.71811496 4

4.24918254 2.77798101 2.61233996 0.1848073 0.32629541 -0.7180769 4



10.6388097 4.47326021 4.39523961 0.14342549 0.1335632 -0.7180613 4
19.7748275 3.97031118 4.09055219 0.13890504 0.35347597 0.71803675 4
72.1278603 6.28451106 6.38763576 0.19681815 0.12442712 0.71799107 4
11.2595186 4.5325378 4.47516034 0.01602199 0.1291913 -0.7179684 4
9.90401783 4.77559647 4.73134312 0.05797623 0.08857426 -0.7178198 4
55.3372093 7.25047635 7.20552209 0.1108103 0.04153877 -0.7177467 4
35.8624795 4.3070095 4.44718532 0.10541071 0.37764061 0.717693 4
67.5427069 6.37101409 6.41504184 0.02726613 0.11360839 0.71761592 4
2.90777423 2.45966826 2.68296523 0.41819505 0.19103688 0.71758377 4
29.2333844 4.410327 4.55974882 0.24087407 0.30018866 0.7172475 4
46.5240683 6.27992722 6.21162071 0.15204545 0.09083971 -0.7171604 4
18.8705814 3.61213251 3.84002861 0.40064341 0.42509931 0.71712729 4
72.830379 7.54171768 7.62066311 0.17799864 0.03580384 0.71705299 4

233.037399 7.53187392 7.58586493 0.06906401 0.11907031 0.7167653 4
83.0598007 6.44157985 6.30932988 0.51422822 0.15758653 -0.7166972 4
163.011945 6.40858127 6.50074573 0.07257021 0.23322524 0.71659546 4
15.545858 3.41122712 3.56217153 0.14299547 0.38937472 0.71655453 4

3.74270227 2.94197843 3.04151983 0.16276232 0.18701676 0.71641252 4
14.9848457 3.56392333 3.69912888 0.14168121 0.34827162 0.71632022 4
19.9771469 4.90388734 4.96518258 0.07091301 0.13622048 0.71623666 4
106.728538 6.75544025 6.83760922 0.15198604 0.11155999 0.71622391 4
10.3496846 3.90323071 4.04263895 0.2740392 0.18344031 0.71618673 4
27.7021314 4.86189985 4.75032201 0.03716512 0.22970543 -0.7159861 4
164.486909 6.87192032 6.78389095 0.05480454 0.19492254 -0.7159406 4
2.71672472 1.16976733 1.35501687 0.29204744 0.71636897 0.71587041 4
2.71672472 1.16976733 1.35501687 0.29204744 0.71636897 0.71587041 4
346.937571 8.19487356 8.25840594 0.12313201 0.08762793 0.71582343 4
4.35310046 3.11287802 3.2010652 0.13263658 0.17004705 0.71555258 4
3.91428472 3.90602174 3.97661271 0.14093531 0.07245375 0.71553192 4
15.4954035 4.78199999 4.68293854 0.19824904 0.1426741 -0.7155223 4
2.41860887 3.01188454 3.19346883 0.38876351 0.10202551 0.71543067 4
131.375316 6.84668947 6.76683577 0.10925818 0.14529657 -0.7151399 4
989.820308 9.90024099 9.92553982 0.03840699 0.04867196 0.71489904 4
989.820308 9.90024099 9.92553982 0.03840699 0.04867196 0.71489904 4
4.93922073 3.15037372 3.25417208 0.18086327 0.19748009 0.71489706 4
365.507492 7.51690989 7.61407247 0.1649577 0.17980994 0.71486807 4
23.9089157 4.95781987 5.02740442 0.08655576 0.15105118 0.71484924 4
16.7719402 4.44919233 4.34181512 0.09823695 0.22643529 -0.7148279 4
7.13611582 4.01968842 4.12193879 0.20649112 0.11876872 0.71452069 4
11.7899438 5.01960726 5.05148875 0.0277755 0.0768806 0.71450281 4
148.658083 6.65016737 6.71822521 0.0488805 0.18847927 0.71446622 4
144.741718 6.3803493 6.4726133 0.10649477 0.22010496 0.71439547 4
6.22879416 3.21763929 3.070195 0.1926219 0.26552614 -0.7139986 4
51.4336994 5.84296692 5.76980443 0.02567547 0.16711308 -0.7135852 4
271.680158 6.59305454 6.72787333 0.18173116 0.29859865 0.71356361 4
11.2760366 4.52404821 4.59448313 0.12279679 0.11538412 0.7134603 4
20.8525328 4.49639926 4.57959571 0.07337189 0.20105866 0.71342114 4
31.2227705 5.71949295 5.66584889 0.06460082 0.1108064 -0.7132894 4



47.0036185 5.63899846 5.70434595 0.06951297 0.15885844 0.71322906 4
6.32874578 3.72717387 3.78369447 0.04213663 0.14662605 0.7131749 4
545.353421 6.94848111 7.08393356 0.15723197 0.50016472 0.71313444 4
47.9273317 5.4040216 5.56262404 0.29441178 0.17548377 0.71306093 4
130.78757 6.86941872 6.77288597 0.18864484 0.14408953 -0.712818 4

22.0757303 4.79274089 4.69317355 0.10350723 0.19284932 -0.7126464 4
32.0692926 4.99596257 5.07480434 0.08068308 0.20754168 0.71264299 4
61.6557967 4.75810273 5.036574 0.51866142 0.35752865 0.71260198 4
2.77508293 3.32734121 3.27713314 0.05234785 0.10645333 -0.7125316 4
47.9507514 6.09198881 5.88891434 0.94739805 0.13552809 -0.7125124 4
10.2105489 4.09920547 4.17862489 0.11908038 0.14940435 0.7124024 4
371.611035 6.51385384 6.66655634 0.17938521 0.45992611 0.71222168 4
7.96074726 5.56705337 5.53676698 0.06785035 0.0311061 -0.7121242 4
33.2240547 4.99411141 5.07372897 0.06265972 0.19688709 0.71208536 4
13.0644571 4.70586303 4.7622561 0.08508091 0.11504148 0.71206738 4
383.870106 9.16705063 9.18413132 0.01558805 0.03981019 0.71196547 4
44.8183009 4.95714891 5.08372724 0.1916444 0.2600741 0.7119581 4
8.42249745 -2.9267515 -1.0476328 3.91045068 3.91491019 0.71186145 4
5.77312769 2.64465074 2.7969775 0.21936831 0.326598 0.71186043 4
27.7397756 4.7720329 4.6446101 0.03482415 0.28283408 -0.7118342 4
9.4788577 3.77074962 3.65505098 0.03227282 0.25645757 -0.7117049 4

52.1149055 6.42380924 6.55699757 0.25931589 0.07303669 0.71164753 4
4.96428552 2.00156333 2.29232257 0.47004714 0.44448889 0.71158113 4
657.180732 7.9790334 8.07033764 0.12669416 0.20025415 0.71132949 4
4.04279459 4.0138806 4.10414596 0.19408933 0.06741398 0.71119506 4
53.6270374 5.70843548 5.50953538 0.56688153 0.21880226 -0.7111327 4
40.7386283 5.16806085 5.24990708 0.06861678 0.2052771 0.71105437 4
30.788143 5.53294876 5.60806028 0.14364353 0.10932365 0.71103072 4
64.341549 5.61162859 5.69781339 0.08782199 0.20490048 0.71101492 4

0.68531264 2.27992647 2.42281145 0.30816093 0.06019657 0.71100889 4
1.0382934 3.60125908 3.51724356 0.24389542 0.03072258 -0.7109302 4
30.990411 4.98343856 4.86996165 0.08283615 0.2307211 -0.7107818 4

147.638303 7.22140446 7.14926213 0.13275331 0.11212506 -0.7106646 4
52.4631215 6.41676925 6.37800368 0.01353684 0.087672 -0.7103391 4
30.2827413 5.04145864 5.10834951 0.00426461 0.17353982 0.71023449 4
192.237497 7.0724921 7.20974817 0.27670229 0.13887412 0.710015 4
8.21747237 2.56733192 1.55548582 0.31232464 1.90399154 -0.7097425 4
186.932761 6.97484448 7.05125809 0.10802649 0.15854641 0.70974163 4
60.0049272 5.68334536 5.57398449 0.08740006 0.2257769 -0.7097245 4
7.84945611 3.94370575 4.05001675 0.21643529 0.14194926 0.70966591 4
5.3360444 3.23006437 3.08580677 0.26159604 0.25671818 -0.7094149 4

0.91415721 -0.443198 -1.7454174 1.95430522 2.93895293 -0.7092244 4
23.1503919 5.49125938 5.44480692 0.0425125 0.10249282 -0.7089944 4
1004.93537 9.34432235 9.37770788 0.01229114 0.08332394 0.70895307 4
53.2929052 5.82275946 5.92141777 0.18233744 0.14795554 0.70892495 4
19.6613878 4.48218029 4.35879229 0.11724435 0.23715173 -0.708806 4
514.046574 7.18555728 7.30369695 0.14221092 0.37781277 0.70872289 4
57.9346713 6.89923342 6.84624264 0.1193468 0.06259815 -0.7085808 4



13.3303309 4.71684384 4.65399976 0.07325929 0.12991074 -0.7084137 4
197.53784 5.98049834 6.1535968 0.23965209 0.37947464 0.70834211 4

21.3598244 4.73074806 4.61920188 0.14546956 0.21975648 -0.7083278 4
78.6203725 6.79835959 6.70011619 0.23664871 0.0974842 -0.7082488 4
598.915504 7.69912479 7.79749889 0.12446009 0.260142 0.70824388 4
9.7996633 4.00032295 3.88593501 0.18861276 0.20711966 -0.7081839 4

8.64455609 4.27354684 4.34386115 0.12771556 0.11038718 0.70803709 4
15.9610217 3.47083416 3.01808468 0.20030803 0.91677677 -0.7079364 4
33.9625297 4.92211812 4.78508932 0.11200867 0.26667771 -0.7079271 4
2.45652118 3.38909409 3.49585739 0.23029433 0.07368686 0.70789384 4
29.3287468 5.22298239 5.27844624 0.02146274 0.15596991 0.70777556 4
3.12520985 1.55695481 1.79060208 0.41175162 0.4716862 0.70774343 4
67.8858445 5.18802324 5.31510843 0.15723301 0.31692006 0.70746048 4
2.76347283 4.40398036 4.36635393 0.08756214 0.03488625 -0.7074113 4
7.37182678 3.74481288 3.6480926 0.11845593 0.19273179 -0.7072707 4
851.551721 9.26036094 9.22047148 0.04291883 0.08438236 -0.7071274 4
0.38302243 1.3683758 1.2273485 0.50455532 0.11042546 -0.7069717 4
19.9181401 4.33136148 4.16359605 0.26172972 0.33394476 -0.706957 4
458.113226 7.4912206 7.59221947 0.14905561 0.24102792 0.70694937 4
6.16033538 4.67922982 4.5996788 0.2111879 0.06304265 -0.7068824 4
103.334224 5.91540041 5.75324121 0.14871528 0.30026393 -0.7068663 4
9.87328971 3.79642971 3.8822394 0.10870284 0.19971725 0.70681914 4
11.8859613 3.79072044 3.93820912 0.27754527 0.21629127 0.70667275 4

55.22078 5.10862347 5.26923064 0.27296495 0.27018178 0.70663856 4
7.36119679 4.57610705 4.53859416 0.04222467 0.07946729 -0.7066276 4
111.398133 7.03539393 7.09173592 0.10111767 0.09131472 0.7066156 4
6.67339165 4.78856402 4.86469375 0.17044307 0.05150286 0.70634343 4
244.148718 6.17650726 6.31220462 0.18257013 0.4950893 0.70613162 4

4.516197 4.04636801 3.9792999 0.14675515 0.08646483 -0.7060716 4
11.9126345 4.48020778 4.41085466 0.07258333 0.14265717 -0.7060084 4
19.3536671 4.53947829 4.6124909 0.05356532 0.1815911 0.70597785 4
61.1894758 5.63885509 5.52013379 0.08152266 0.26087731 -0.7059669 4
957.047222 8.41265319 8.48792019 0.07184654 0.20605144 0.70588306 4
3.85830876 1.84740507 1.1119389 0.39872428 1.37474792 -0.7058162 4
33.6553994 4.20604794 4.38242711 0.29357346 0.42086262 0.70577972 4
13.7175634 3.66734745 3.78368018 0.14342592 0.32060179 0.70574186 4
20.514882 4.75117261 4.84587191 0.17166774 0.15452457 0.70572025 4

1.22912953 0.84175599 1.64163172 1.35662066 0.2249133 0.70570354 4
5.51947685 3.0047953 3.11428216 0.16342662 0.25332583 0.70569166 4
67.7167339 6.37822403 6.43495221 0.09109301 0.10986458 0.70553304 4
2.13526504 3.94692248 3.98070132 0.07122371 0.04031896 0.70541359 4
1.12991066 1.01262005 0.74213927 0.27931892 0.47143891 -0.7052107 4
363.096803 7.11871712 7.22744923 0.15247764 0.27848743 0.70511714 4
12.3091451 3.16366885 3.30416289 0.13944261 0.43764842 0.70493023 4
103.964177 6.5422542 6.60800046 0.0922855 0.1418403 0.70481194 4
57.8648921 4.99663606 5.10914464 0.09306215 0.36022638 0.70473672 4
286.050669 7.8730998 7.81595489 0.07160448 0.11569567 -0.7046909 4
10.7830121 2.56183214 2.76390389 0.23015429 0.5569949 0.70468913 4



13.2597134 5.59921746 5.56333754 0.0726679 0.05148186 -0.704657 4
2.75137396 2.76677872 2.85887092 0.16665316 0.15149398 0.70465518 4
3.49225691 2.69777516 2.87121661 0.34601065 0.18932797 0.70458584 4
16.4026519 5.20461043 5.2976742 0.20366675 0.08217019 0.70455944 4
202.007983 7.05386813 7.14540303 0.16474384 0.1616678 0.70448185 4
31.0250526 6.63382533 6.55164328 0.25746267 0.04465385 -0.704251 4
120.009954 7.2851247 7.22238086 0.136711 0.0889844 -0.704143 4
298.326869 6.66094358 6.76484539 0.01739186 0.35839587 0.70401557 4
3.63305201 2.55601307 2.65322662 0.11624785 0.27031116 0.70392899 4
22.2223406 4.0451785 4.15356051 0.08557428 0.3771859 0.7036322 4
7.2388691 3.65296792 3.73176546 0.11053613 0.17708798 0.70363122 4

9.62151653 3.80764937 3.69263428 0.10336846 0.22525678 -0.7036184 4
40.2530437 5.05005659 5.16924584 0.19685737 0.24384096 0.70343564 4
88.999197 5.90156819 5.98025227 0.04663891 0.23710377 0.70334705 4

28.0132637 4.68058487 4.76619325 0.05233015 0.22619543 0.7032778 4
18.7164448 4.29072297 4.37044215 0.01163679 0.24597937 0.70321339 4
30.038404 4.74888084 4.84138075 0.10466746 0.24270964 0.70316947 4

16.2763123 4.54907013 4.44883336 0.15185351 0.18033167 -0.7031485 4
148.30054 8.17510789 8.19610462 0.03243928 0.04118498 0.70304813 4

1.69729946 5.08504135 5.03785942 0.12520037 0.01099769 -0.7029453 4
216.629522 6.2084796 6.40086477 0.30885198 0.32655023 0.70291112 4
5.65006251 3.11737263 3.24142808 0.21852849 0.20706159 0.70269467 4
7.54120788 4.06702782 3.9949584 0.10433614 0.13452548 -0.7026457 4
289.063445 6.87667515 6.69337373 0.17134488 0.38525217 -0.702129 4
14.8929405 4.42263013 4.51989085 0.16876342 0.16375198 0.70204907 4
11.7048041 3.60180317 3.4160865 0.04425394 0.37691519 -0.7020205 4
2.44587535 3.82619647 3.86596967 0.08033055 0.05047509 0.70193999 4
86.5615645 6.46067033 6.36370529 0.18784007 0.15479349 -0.701728 4
19.9290796 5.03379681 4.94648945 0.16067804 0.14412506 -0.7014028 4
24.2346289 6.92283896 7.07517463 0.31746407 0.02054291 0.70126936 4
159.312615 6.13188155 5.8920103 0.25614253 0.4833045 -0.7012574 4
14.0638039 4.74579386 4.80704717 0.10138139 0.11868874 0.70124489 4
7.7990137 4.84152124 4.87821776 0.06902978 0.06026702 0.70119287 4

286.124696 8.32155004 8.28428699 0.05475017 0.07193134 -0.7007711 4
10.5378105 2.35868702 2.90385317 0.94288738 0.65949779 0.70073013 4
37.2270112 5.28457689 5.35072955 0.04221707 0.16839983 0.70060361 4
37.2270112 5.28457689 5.35072955 0.04221707 0.16839983 0.70060361 4
37.2270112 5.28457689 5.35072955 0.04221707 0.16839983 0.70060361 4
85.2438407 5.24005223 5.36155599 0.09516947 0.40391586 0.70050639 4
18.7583336 4.60569971 4.4050599 0.88091769 0.21487944 -0.7004527 4
301.796815 8.14373689 8.17888327 0.032755 0.08284972 0.70044322 4
42.7526366 6.00368709 5.95366837 0.03781678 0.11214148 -0.7003393 4
173.633821 7.1191355 7.19563367 0.13412026 0.13275053 0.70023149 4
4.24317386 2.38533184 2.11714596 0.09520401 0.56754349 -0.7001962 4
345.628615 8.57662504 8.61556945 0.07363053 0.06375815 0.7000777 4
6.64940233 4.14968621 4.21531026 0.12354475 0.10097025 0.70003982 4
19.9961098 5.14417308 5.19472229 0.068684 0.10755511 0.69991329 4
40.0842884 6.02509256 5.93720159 0.20365451 0.10901411 -0.6998456 4



103.154002 6.94262542 6.88613121 0.08972291 0.10405346 -0.6998294 4
11.4031988 3.88693034 3.96815967 0.06883134 0.20234397 0.69982807 4
12.0474815 5.21038772 5.16915436 0.07887972 0.06751564 -0.6997578 4
11.0658573 4.68165914 4.62429896 0.09117329 0.10591823 -0.6997247 4

341.6485 6.35028465 6.49195349 0.21908193 0.58592123 0.69971785 4
9.49278939 2.18100836 2.4771988 0.54789579 0.79052894 0.69966303 4
103.091822 6.6926042 6.62464658 0.08463711 0.1349 -0.6995946 4
37.0433195 5.21315181 5.10587112 0.07952074 0.23858504 -0.6994421 4
8.0694574 3.65715605 3.52636387 0.20209773 0.2500377 -0.6993643 4

212.776218 7.22788249 7.28896505 0.07386188 0.15033432 0.6993601 4
88.9792423 5.77503906 5.56892856 0.39503356 0.32980675 -0.6993229 4
61.9432737 6.63266331 6.69982158 0.13475146 0.07536288 0.69930962 4
1023.98027 7.88660211 8.1160871 0.46123678 0.3274176 0.69922044 4
26.7404509 5.18854036 5.24723702 0.06412152 0.13504113 0.69912213 4
18.454617 5.09041097 5.13982911 0.06804156 0.10695417 0.69893359 4
18.454617 5.09041097 5.13982911 0.06804156 0.10695417 0.69893359 4

55.1260758 5.03153153 5.12987618 0.0123893 0.34521847 0.69891499 4
24.7888199 5.38442105 5.3255321 0.07164296 0.11923702 -0.6988803 4
31.2232885 5.03884623 4.88510515 0.40622832 0.2236876 -0.698812 4
249.10979 7.52689453 7.61187808 0.17009167 0.12601114 0.69875196 4
11.599865 3.38941898 3.13993215 0.19813759 0.44527554 -0.6987293 4

25.0878979 5.07870803 5.16703457 0.15715097 0.14719119 0.6986681 4
42.949073 4.49659603 4.62776612 0.14712214 0.43615171 0.69863784 4

21.4002092 5.00667301 5.06661234 0.07822674 0.1305496 0.69860952 4
101.390356 6.51628036 6.57140253 0.04581814 0.14523628 0.69856074 4
45.018247 4.94399956 4.76083047 0.08488008 0.34870979 -0.6985597 4

3509.22997 8.58482844 8.03088968 0.25338352 0.84351368 -0.6984281 4
598.991001 8.29346972 8.2067044 0.13307823 0.16882651 -0.6980743 4
437.847688 6.94324104 7.05854431 0.11971796 0.41370474 0.69790959 4

4.622765 4.67916925 4.78145795 0.22568725 0.03850852 0.6976299 4
15.5680504 2.60434946 2.86100457 0.38539005 0.73055727 0.6975314 4
261.082149 7.6412499 7.57417825 0.08849366 0.12891177 -0.6973887 4

12.54343 4.80078982 4.84915282 0.07422334 0.09976625 0.69723512 4
6.57603927 3.77909381 3.89771115 0.25060937 0.12837812 0.6971226 4
16.9041429 5.19995456 5.25083212 0.08818395 0.08782376 0.69695867 4
0.35138395 2.16252867 2.32924676 0.36433964 0.03417667 0.69686375 4
0.14284462 1.98631021 2.1281228 0.3072935 0.01709053 0.69679705 4
11.3889797 4.6121526 4.55800038 0.04544668 0.11756937 -0.696775 4
11.9663094 3.7254866 3.84433543 0.18830697 0.25641704 0.69673637 4

6.782701 3.48280362 3.55190882 0.0249654 0.18995776 0.69670438 4
650.267798 7.87657715 7.9917559 0.19874532 0.21786952 0.69660889 4
4.36870425 2.12587886 2.33657301 0.33421479 0.3751472 0.69658255 4
6.7141634 3.90407852 3.77969458 0.34084158 0.1569711 -0.6965545 4

20.3979964 4.43949995 4.29627008 0.20684939 0.27759224 -0.6965324 4
81.8866322 6.09537263 5.99293262 0.11927417 0.2088542 -0.6964425 4
1.52658277 -0.7778178 -1.3261309 1.55997111 3.96428344 0.69642866 4
23.1945072 4.67328996 4.75040831 0.0779042 0.19949177 0.69641801 4
305.111532 7.04901208 6.90730072 0.01456699 0.29413943 -0.6962775 4



24.7033473 4.89283941 4.99072164 0.17065747 0.16911288 0.69619309 4
10.0137011 4.25514946 4.18777369 0.03457305 0.14570613 -0.6958779 4
3.95456011 2.80243239 2.94319343 0.26068956 0.22020101 0.69585409 4
3.49294053 3.2058705 3.29596325 0.1706553 0.12931365 0.6958538 4
23.1821834 5.3042725 5.24333195 0.08271254 0.11829367 -0.6957251 4
8.03762147 1.55062336 2.08154959 1.20799801 0.96655795 0.69570662 4
38.3060969 4.7831974 4.58627691 0.28499366 0.34780345 -0.6955576 4
5.14154755 4.06575673 4.00652266 0.12413224 0.09133122 -0.6954997 4
10.995591 4.10446624 4.00273302 0.14687814 0.18931736 -0.695437 4

53.0048138 6.89942921 7.0097068 0.23026954 0.04852443 0.69535427 4
85.668851 7.45550774 7.57008857 0.26202678 0.04426124 0.69478228 4

13.4401885 4.67856433 4.72533611 0.03890429 0.12061896 0.69472967 4
1.94392254 2.54754907 2.40539151 0.39466699 0.17561397 -0.6947261 4
312.964414 7.11497668 6.96496913 0.19542663 0.27086946 -0.694722 4
9.01781139 3.64548599 3.5166244 0.0799541 0.28783226 -0.6946653 4
36.7229033 5.55744162 5.6070707 0.01250624 0.13235981 0.69446407 4
99.1987201 7.60386232 7.54914324 0.13708589 0.05301759 -0.6944058 4

264.8278 6.57298248 6.68230226 0.07782367 0.31525373 0.69435324 4
5.95818325 3.40964031 3.48205895 0.0736851 0.17425237 0.69435114 4
56.9760939 5.93533793 5.99734068 0.08005268 0.13906036 0.69426878 4
55.9648185 7.44196546 7.48106434 0.08599943 0.03147155 0.69411536 4
8.38634888 4.30937236 4.42053806 0.23340913 0.10337109 0.6941078 4
16.0210876 4.3689757 4.51496507 0.29158445 0.18398645 0.69396726 4
194.960072 6.68240494 6.80764626 0.23912263 0.2237787 0.69389716 4
124.073544 7.78230841 7.68183039 0.27220148 0.05784561 -0.6935744 4
93.8382989 5.65735658 5.75968457 0.09650655 0.29425108 0.69350467 4
8.36025765 3.7345786 3.61559651 0.17454222 0.2137774 -0.6934432 4
264.989942 7.13781066 7.20662486 0.0277112 0.19912232 0.69314659 4
32.8482228 4.96879452 4.85095458 0.02597621 0.25646732 -0.6929314 4
7.21918193 3.39039084 3.52468234 0.26102224 0.20427374 0.69268119 4
90.3936809 6.70989137 6.75933719 0.0718282 0.10769681 0.69268091 4
8.5822028 4.55995671 4.5941527 0.02467498 0.08818927 0.69265903 4

10.4214777 3.57179177 3.36889505 0.29878958 0.39151306 -0.6924079 4
37.1473671 5.30121337 5.36312768 0.01073801 0.16900953 0.6923291 4
13.8724774 4.06324457 3.91963648 0.23172818 0.26198133 -0.6922802 4
102.662105 5.994212 6.07707045 0.06495482 0.23913364 0.69218109 4
997.99496 9.90866423 9.93307703 0.03809244 0.04867922 0.69212841 4

96.1660632 7.60827276 7.62729951 0.01417271 0.04686822 0.69202145 4
12.0868239 4.41044119 4.31468054 0.19005072 0.15987664 -0.6919998 4
114.742863 5.38575198 5.54388834 0.20752396 0.41795433 0.69194141 4
458.962259 7.54559073 7.65624039 0.17857271 0.20367614 0.69192722 4
22.4484306 6.88388302 6.9800416 0.21515408 0.02091535 0.69162722 4
28.1767228 5.1535775 5.04543365 0.20893513 0.17296003 -0.6915467 4
33.0445389 6.52485392 6.48809119 0.07949066 0.05087151 -0.6913908 4
4.08302986 5.15576324 5.1256269 0.07628294 0.02437826 -0.6913476 4
15.6795945 4.30796548 4.38478958 0.0901656 0.20629327 0.69126097 4
206.471475 6.34920161 6.4609831 0.11441075 0.31762913 0.69125257 4
6.18100444 4.75149218 4.82164143 0.1500345 0.04925986 0.69119374 4



99.1029727 7.39300215 7.36611506 0.01778523 0.0630753 -0.6911109 4
0.5514541 1.16593569 1.33911466 0.32516651 0.14512873 0.69103761 4

3.18758841 3.5257116 3.44049744 0.23150562 0.10316628 -0.6909595 4
95.6470362 5.86049918 5.94955096 0.07112193 0.23455404 0.69077359 4
43.5345647 6.210464 6.25782114 0.08270938 0.08202639 0.69072291 4
107.031919 6.70682732 6.76295607 0.07835945 0.12349684 0.69039838 4
6.85506458 2.54718279 2.73701386 0.34905224 0.44417793 0.69029537 4
6.07415112 3.72309711 3.64517681 0.1004941 0.15141841 -0.6902514 4
11.9511691 2.97932915 3.17255024 0.32251904 0.48475973 0.69023972 4
13.1722018 5.09815021 5.04111187 0.12199059 0.08345096 -0.6902341 4
7.92526476 4.02173544 3.91538529 0.24145797 0.1562988 -0.6901452 4
292.33785 7.33442409 7.4126591 0.11569843 0.18335214 0.68989999 4

9.82792657 2.21319512 2.37188499 0.24021365 0.84767654 0.68947122 4
2.03112817 1.3527858 1.58115683 0.40507094 0.43907223 0.68946272 4
4.24622153 1.89889264 1.27143501 0.46585549 1.13574588 -0.6894603 4
74.6249786 6.04975804 5.92580589 0.3171981 0.18803658 -0.6894579 4
234.33317 7.45834534 7.3699532 0.1892716 0.14258303 -0.6894503 4

102.897048 6.60194129 6.65836106 0.07251629 0.13091475 0.68932159 4
20.4879139 4.57299536 4.69428596 0.23917778 0.18261462 0.68928066 4
12.5353318 4.95383442 4.90567366 0.07692833 0.09266636 -0.6891606 4
61.482931 5.23972697 5.04028613 0.21118301 0.36879378 -0.6890854 4

0.69278079 0.77731559 1.18139472 0.83542328 0.19969338 0.68905931 4
1.9007009 2.67929282 2.59567229 0.16052316 0.14005113 -0.6888688 4

17.7727389 3.71702039 3.84693781 0.13760222 0.34041429 0.68873678 4
232.92838 7.24949294 7.30743489 0.04223243 0.15887905 0.68865697 4

145.617033 6.21794034 6.05066628 0.13678307 0.33783708 -0.6883495 4
1.76995796 2.74834161 2.84979594 0.20951071 0.09983668 0.68830316 4
18.3547705 5.09239773 5.14413505 0.07964456 0.10377594 0.68821338 4
9.51326943 2.33488883 2.58312261 0.49061895 0.74204544 0.68794289 4
353.941304 7.26716171 7.13926299 0.04785789 0.25993814 -0.6878997 4
28.2805629 5.43755776 5.49732032 0.101142 0.11389092 0.68765571 4
8.59249226 3.49108574 3.58075258 0.09602205 0.22823372 0.6875467 4
4.98727506 3.64286487 3.52049926 0.31993165 0.15288085 -0.6874019 4
103.952278 8.10353137 8.15514461 0.11697441 0.02971525 0.68736122 4
9.80046294 3.89044703 3.95646125 0.02435396 0.18206694 0.68733054 4
15.1230065 3.52822972 3.24104537 0.15799291 0.50759177 -0.6871833 4
24.4867883 4.96556526 5.02561856 0.04305368 0.15349427 0.68699693 4
355.587045 7.66190694 7.74718837 0.14924432 0.15520124 0.68694384 4
17.4271319 5.45766494 5.49333873 0.05604602 0.07220367 0.68683548 4
4.91694497 4.16984448 4.22165914 0.10215143 0.07292609 0.68676953 4
3.09702716 1.9609194 1.65027441 0.32447629 0.57081115 -0.6865345 4
615.723988 9.29180181 9.3150926 0.02396761 0.056297 0.68649987 4
60.9145636 5.70872865 5.59485707 0.15658176 0.22662507 -0.6864137 4
34.3676913 5.673013 5.59868523 0.150489 0.12738541 -0.6862817 4
10.4672767 3.50159361 3.31099908 0.09564059 0.42180735 -0.6861451 4
24.4986695 4.7979401 4.89368856 0.16194171 0.17448336 0.68608593 4
66.2883571 6.38793639 6.44292568 0.09415585 0.10702822 0.68598621 4
14.2921279 5.18682654 5.24450355 0.11606117 0.07385956 0.68580854 4



11.3020099 4.38993805 4.31211785 0.11920594 0.15196734 -0.685703 4
13.3124301 4.04073992 4.12299584 0.09690393 0.22008008 0.68564396 4
8.32345455 3.99254842 4.05501195 0.08575829 0.14849835 0.68559543 4
12.2904829 5.00455064 5.04080511 0.05012692 0.08129675 0.68541543 4
17.4088014 3.9835348 4.11138158 0.20683194 0.26580032 0.68537789 4
2.51870037 3.48936197 3.44202537 0.08874165 0.08106683 -0.685268 4

29.2704 4.97411448 4.86089012 0.14654096 0.21203868 -0.6852388 4
10.2953069 3.45640269 3.55783343 0.11147606 0.3054685 0.68503187 4
161.376548 7.00019622 6.92425566 0.08968489 0.16338477 -0.6848686 4
165.934026 6.10386277 6.23559354 0.18217068 0.29549467 0.68485385 4
11.770927 4.06856451 3.93705557 0.24435295 0.23380619 -0.6848356 4

24.2059589 4.4271484 4.52062645 0.08510124 0.24810074 0.68481505 4
65.2234708 6.4243204 6.37079004 0.06940176 0.10804842 -0.6848031 4
57.667673 5.84850558 5.92339688 0.12059933 0.16071194 0.6847115 4

18.4286118 4.89890812 4.78694921 0.26955228 0.15703282 -0.6844872 4
13.0726861 4.10875962 3.99724075 0.0979541 0.22466498 -0.6842808 4
34.1369115 4.89446239 4.75848917 0.06811707 0.28697377 -0.6841997 4
60.8235044 5.44187119 5.22328762 0.77166439 0.31502433 -0.6841631 4
0.84203365 1.03580715 0.84678729 0.27197549 0.39681953 -0.6840094 4
728.162282 7.35621383 7.05580265 0.03214424 0.52212551 -0.6840071 4
102.759296 6.0375235 6.12151708 0.09586382 0.23919036 0.68400581 4
413.655452 7.57324778 7.67920026 0.18355324 0.19127158 0.68399035 4
11.497997 3.76501339 3.87036487 0.15555386 0.23312007 0.68392766 4

161.278204 6.16696991 5.93969858 0.38158666 0.43554811 -0.6837724 4
140.12231 6.04375429 6.140699 0.08399089 0.3192202 0.68376288 4

5.53282479 3.17204548 3.03352608 0.18224091 0.28388613 -0.6837576 4
272.731809 6.62516891 6.77137826 0.25623142 0.33352339 0.68371391 4
272.731809 6.62516891 6.77137826 0.25623142 0.33352339 0.68371391 4
157.902183 6.6333131 6.52091242 0.11204864 0.24762517 -0.6835806 4
1.04807839 2.91627843 2.81733244 0.27770569 0.06230355 -0.6834646 4
1007.00228 7.50204141 7.71854033 0.40984789 0.41557395 0.68326925 4
2.43713156 4.16503313 4.21815978 0.12442691 0.03608595 0.68313536 4
4.12939321 4.08890006 4.01667724 0.20554211 0.07449745 -0.6829704 4
13.7253659 3.82364026 3.64662296 0.11429912 0.39299287 -0.6828946 4
3.41461354 2.18053428 1.94027842 0.21618384 0.43070887 -0.6826534 4
34.2897209 4.78471868 4.86908682 0.01614962 0.26410755 0.68255884 4
545.42408 7.38518648 7.49946121 0.14807682 0.28265246 0.68223529 4

10.0137495 4.05015069 3.9633698 0.0575133 0.20028468 -0.682156 4
28.2619319 5.03880391 4.94241471 0.09757327 0.21039534 -0.6821451 4
96.3016108 6.58190653 6.63234739 0.0520787 0.12410921 0.6819333 4
105.468538 6.64822197 6.58267628 0.05066149 0.15143083 -0.6819081 4
8.65590863 3.83589783 3.92617349 0.16280741 0.17028104 0.68167977 4
435.568247 7.40738383 7.48982382 0.06980257 0.25991719 0.68144927 4
43.6855141 4.92324205 5.01991226 0.08634688 0.28829014 0.68143516 4
24.3859197 4.83768351 4.91057466 0.09511685 0.18407503 0.68118466 4
14.5082602 5.21545113 5.17791826 0.04239301 0.08335027 -0.6810187 4
21.437419 4.55679464 4.65577423 0.16758583 0.21551367 0.68093827 4

20.5754443 4.09157837 3.88149187 0.05046011 0.45921078 -0.6809243 4



21.740939 5.26434703 5.21042653 0.05531264 0.11708339 -0.6809223 4
21.740939 5.26434703 5.21042653 0.05531264 0.11708339 -0.6809223 4

9.57177631 4.16324775 4.27259217 0.22840686 0.13855576 0.6807499 4
5.72822886 2.55060975 2.70749853 0.28230923 0.39863798 0.68074322 4
45.2895136 5.14822721 4.9979435 0.15243392 0.3070131 -0.6807244 4
1.6894504 1.07130442 0.64163617 0.49081884 0.73665204 -0.6806149 4

24.9566599 5.08179344 5.00339171 0.08132023 0.16750886 -0.6805195 4
4.78095891 3.5051828 3.41515904 0.17660685 0.15022575 -0.6804514 4
134.792829 7.2518555 7.29378455 0.06027414 0.09386969 0.6804225 4
134.286742 7.21270811 7.27098035 0.1150284 0.09092411 0.6804066 4
3.24194098 3.75115406 3.71645946 0.03241373 0.07823477 -0.680262 4
162.756734 6.18027967 6.27571362 0.07263517 0.32434093 0.68024688 4

37.56184 6.08579927 6.13163425 0.08296292 0.08316835 0.68024386 4
211.812774 6.01537317 6.15080229 0.17092206 0.46278009 0.68023995 4
14.6484915 4.55454533 4.61696323 0.08483938 0.14222701 0.68007374 4
8.18573378 3.0059654 2.71925414 0.1950238 0.60903634 -0.6800677 4
3.02511289 2.35999439 2.18826046 0.20511653 0.35851823 -0.6800242 4
12.8176282 5.23432001 5.35954946 0.25908782 0.06122875 0.67999822 4
80.235955 5.61228192 5.70665266 0.08684291 0.24857426 0.6799261 4
9.1290049 4.17654003 4.2576365 0.15092831 0.13305351 0.67991137 4

160.923537 8.2265283 8.18375979 0.10373784 0.04456443 -0.6798665 4
19.9433091 4.58188384 4.48056394 0.0448574 0.22258378 -0.6798617 4
57.0810604 6.04466093 5.98218946 0.0236113 0.14987211 -0.6797874 4
21.1472749 5.64174495 5.58351939 0.1395814 0.08110025 -0.6797349 4
25.7036885 4.9880473 4.86484225 0.24950205 0.20458009 -0.6796257 4
3.45063198 1.51619034 0.73383966 0.3986292 1.18997265 -0.6795907 4
5.88839103 3.78007006 3.89279701 0.23724516 0.12158695 0.67957481 4
13.3099195 3.65544028 3.43043882 0.34124784 0.38219484 -0.679559 4
111.866916 5.48873905 5.6090985 0.02277794 0.36458898 0.67955783 4
31.1942536 6.0432005 5.98677884 0.13181669 0.076802 -0.6795431 4
106.528614 6.49556671 6.41856771 0.05095347 0.16575314 -0.6795354 4
29.9243162 4.13230822 4.26313507 0.15383158 0.42245285 0.67945922 4
6.10647794 3.54470423 3.6394591 0.16981866 0.15655328 0.67938355 4
30.0067713 6.60484079 6.52694589 0.25526963 0.04432812 -0.6792571 4
358.930863 7.88841184 7.95726909 0.12556338 0.1301201 0.67908869 4
11.5485956 3.91389551 3.79518172 0.08260736 0.24380647 -0.6789896 4
322.401007 7.71994525 7.79489893 0.14248068 0.13711856 0.67883518 4
21.2816072 4.82148017 4.88340667 0.06121463 0.15672655 0.6788141 4
32.9268786 3.89350073 4.06836411 0.21846155 0.49009736 0.67868274 4
11.1034172 3.70446534 3.55490878 0.10860887 0.3110841 -0.6780644 4
3435.4755 8.46767587 7.8163157 0.47973362 1.02251125 -0.6780594 4

57.1259905 6.01887175 5.94747456 0.08987381 0.15091721 -0.6779541 4
11.8898254 4.16926384 4.07208761 0.10255564 0.2134003 -0.6777317 4
11.5857436 4.30757729 4.36852797 0.07740836 0.14084247 0.6776868 4
64.4692824 6.01893266 6.12348553 0.21117434 0.13951841 0.67768649 4
38.3428442 6.34920814 6.287267 0.16416351 0.07230778 -0.6774821 4
79.0351633 6.98113266 6.93177442 0.10250246 0.07874949 -0.6774682 4
6.04411787 3.29462876 3.17380063 0.83001958 0.2395836 -0.6774182 4



27.3050582 5.00131186 5.09529738 0.16794288 0.17330214 0.67725094 4
109.438996 6.71841911 6.58000828 0.37047203 0.15848574 -0.6772382 4
51.5682763 5.21526597 5.30281457 0.07521974 0.25769206 0.67719606 4
30.0897785 4.53766423 4.65051304 0.17122558 0.30600697 0.67706673 4
294.378685 8.05335949 7.98335681 0.15544332 0.09794844 -0.6769291 4
100.018012 6.81263497 6.85684479 0.05483459 0.10304338 0.67673877 4
21.5724888 5.50057544 5.53527713 0.03659872 0.08349122 0.67668846 4
4.39045468 3.92531998 3.84476764 0.21860589 0.09476628 -0.6766712 4
4.39045468 3.92531998 3.84476764 0.21860589 0.09476628 -0.6766712 4
16.8765861 4.78165602 4.6908432 0.17061772 0.15939572 -0.6765425 4
43.7398688 6.55449546 6.59625964 0.08391822 0.05924371 0.67651337 4
549.709868 7.58791033 7.66912264 0.02557709 0.26531316 0.67643603 4
925.921916 7.04898764 7.21166855 0.2599429 0.66988562 0.67638697 4
1630.86681 7.65083352 7.821433 0.14815857 0.54019736 0.67632373 4
364.020951 7.46244667 7.35286554 0.09787259 0.24110811 -0.6762355 4
4.84854034 4.49086158 4.52828515 0.07729495 0.05189522 0.67618045 4
64.588385 6.12910122 6.18203348 0.05818432 0.13045371 0.67596703 4

2.15377176 4.06949596 4.02522643 0.11905258 0.03873387 -0.6758748 4
46.8434742 4.7980542 4.54723963 0.06265967 0.53834515 -0.6757313 4
20.8156686 4.49226954 4.36875841 0.12326727 0.24530488 -0.6755571 4
17.9853603 4.0681363 4.16173676 0.08621287 0.28493292 0.6754861 4
313.649717 7.29801292 7.37187164 0.07714051 0.19454457 0.6754104 4
30.539716 4.40044838 4.54273444 0.23499325 0.33723051 0.6754102 4
21.11231 4.78086931 4.85584733 0.11776536 0.16592647 0.67537432 4

29.1939807 2.86327924 4.7006267 3.3867157 0.27889564 0.67528982 4
19.5889793 4.46481932 4.34066293 0.15909405 0.2368502 -0.6752611 4
34.2099222 4.47925528 4.21142312 0.34443978 0.55262861 -0.6752091 4
10.8337857 3.74825862 3.82718651 0.02956037 0.22056765 0.67515817 4
94.830281 6.36720269 6.28891116 0.04583505 0.18413832 -0.6750485 4

27.4265427 5.52751125 5.45525014 0.1454971 0.11354724 -0.6750289 4
185.361764 7.3821454 7.32602189 0.06036455 0.12561365 -0.6749967 4
76.3292003 4.9703794 5.14077116 0.27707998 0.40834752 0.67483906 4
1185.68956 6.2450687 6.39141294 0.19671351 1.19071349 0.67444953 4
490.553347 8.08980262 8.01949378 0.03484074 0.1628896 -0.6744376 4
219.192891 6.89754119 6.97196343 0.0761036 0.21366254 0.67426919 4
170.178297 6.60749957 6.68487628 0.08425646 0.22420804 0.6742185 4
137.208818 7.10884391 7.03763901 0.13748572 0.12143467 -0.6742168 4
22.7418827 5.46358882 5.41231224 0.07989884 0.09854701 -0.6742114 4
218.547096 7.86764973 7.91600174 0.09224169 0.0814549 0.6741942 4
55.5382516 6.00750691 6.06024432 0.06275094 0.12789101 0.67405827 4
12.8637326 3.66957197 3.76155189 0.04102395 0.3010953 0.6739896 4
12.3863204 4.57787261 4.65629626 0.15595733 0.11716821 0.67371273 4
2.93266805 3.40881316 3.51866684 0.23655849 0.089037 0.67367203 4
268.409679 6.81734869 6.60311101 0.39546575 0.40050879 -0.6736568 4
9.43746452 1.86765635 2.08507303 0.71210224 1.20194944 0.67363567 4
11.0247747 4.66169011 4.71152704 0.08474807 0.09954947 0.67339887 4
0.79143168 1.52256588 1.43043611 0.12449881 0.17928178 -0.6733702 4
237.936795 8.49150876 8.5112347 0.0205033 0.0483817 0.67328754 4



31.5381517 5.79402347 5.8357757 0.06139299 0.09363339 0.67299389 4
7.9085094 3.22702222 3.05032917 0.05054289 0.37802026 -0.6729471 4

6.67652826 3.09203023 3.18235662 0.08489287 0.29204981 0.67283342 4
15.3850169 3.99708918 4.09501349 0.14117676 0.27043047 0.67281975 4
126.848599 7.93318141 7.86830316 0.17326829 0.04786328 -0.6728109 4
56.1298272 5.27491495 5.11920206 0.11065633 0.30941349 -0.6727768 4
13.3604327 4.88238724 4.82540211 0.0956424 0.10878476 -0.6727135 4
21.8014507 4.41878317 4.499143 0.04688931 0.23823123 0.67269303 4
6.90856936 2.32618473 1.77230187 0.56912777 0.94603308 -0.6725308 4
68.4164293 6.67905398 6.57045841 0.32332851 0.09837794 -0.6724074 4
53.0187085 6.48775914 6.52005305 0.03694238 0.07820144 0.67220309 4
46.4569099 5.12244244 5.20636473 0.03967888 0.23890695 0.67220209 4
24.6496089 5.6576606 5.61934042 0.03031934 0.08710342 -0.671991 4
4.50705719 4.35504403 4.37880996 0.0273567 0.05577555 0.67191278 4
7.87348728 3.00783137 2.76431395 0.20029662 0.46282086 -0.6718962 4
22.5829073 4.97445813 4.88438254 0.14344159 0.17879981 -0.6717358 4
23.4373732 4.99292528 4.91294766 0.08418578 0.17198723 -0.6716027 4
396.070475 7.61370529 7.68855076 0.10171932 0.17264639 0.6713984 4
2.95800282 0.97292323 -2.0525203 0.85012664 4.07812507 -0.6713908 4
62.2512276 6.86494164 6.83092082 0.05585789 0.0673711 -0.6712581 4
11.6763105 4.35027907 4.25373906 0.18831335 0.16251135 -0.6710943 4
12.7669917 4.21160604 4.11487671 0.10122864 0.19627119 -0.6710555 4
5.20596084 3.22392502 3.33985593 0.22821279 0.17693484 0.67104417 4
3.11774426 4.52850163 4.54559452 0.02961216 0.03277533 0.67089526 4
47.1262629 4.60402779 4.72305871 0.11876392 0.42522529 0.67078012 4
9.34396907 3.89606673 3.77696568 0.23852417 0.20159637 -0.6707508 4
37.1012417 5.18043067 5.24785693 0.04099988 0.19139339 0.67068453 4
27.3317413 4.65163591 4.50966 0.07854887 0.32554783 -0.670676 4
12.992175 6.03781554 6.00401068 0.08742879 0.03236811 -0.6705811 4

123.944897 6.69896233 6.77719207 0.14033672 0.13553884 0.67058098 4
190.472503 6.81456228 6.68760922 0.24716373 0.23497063 -0.6704982 4
3.24915297 2.84115904 2.72487199 0.23177749 0.2052837 -0.6703616 4
27.8869047 5.19373967 5.3089053 0.25021554 0.13262039 0.67023288 4
379.899788 7.67514526 7.5753564 0.16398328 0.20153725 -0.6700476 4
7.62521765 4.21550215 4.16393106 0.04091181 0.12034131 -0.6700226 4
11.1430515 4.21488573 4.12226624 0.13859851 0.18702656 -0.6699548 4
0.75423798 -1.9861296 -0.0155353 2.75885379 0.74487558 0.66991222 4
0.85342036 2.7077919 2.90093321 0.42662021 0.04754843 0.66988106 4
16.6302716 4.1198827 4.20606572 0.07704905 0.23571476 0.66981755 4
24.5275277 5.92273964 5.88544845 0.06717535 0.06685244 -0.6697442 4
67.2078311 6.1532271 6.0798674 0.09623907 0.14856258 -0.6694996 4
366.869526 7.30972836 7.16298644 0.24960457 0.30247452 -0.6693704 4
6.5724599 4.29869378 4.3675916 0.14292282 0.08470341 0.66936167 4
6.5724599 4.29869378 4.3675916 0.14292282 0.08470341 0.66936167 4

254.517689 5.81304101 6.02019221 0.3642716 0.61229533 0.66927397 4
21.399821 4.11466129 3.91558072 0.10118669 0.38509691 -0.6691133 4

13.6773909 4.26048398 4.44212036 0.39869848 0.15811069 0.66905791 4
90.5040527 5.85535717 5.95487732 0.14664284 0.22157477 0.66901363 4



8.76179418 4.55847706 4.50073823 0.11299604 0.09937104 -0.6689026 4
13.6389665 4.4632482 4.52278554 0.07774703 0.15297781 0.66883256 4
140.056753 6.95041873 7.01598157 0.11371389 0.12462726 0.66874661 4
65.760178 6.78478746 6.6796713 0.29949195 0.08129248 -0.6685644 4

431.361908 7.908903 7.82928888 0.09210842 0.16670291 -0.6685525 4
48.604282 5.44545495 5.51209631 0.02873655 0.18948787 0.66842595 4

14.4404122 4.79090371 4.73259914 0.06859686 0.12523774 -0.6683651 4
3.79335361 3.62471402 3.54474653 0.21589473 0.10725063 -0.6682849 4
278.084246 7.16636925 7.24821201 0.11578897 0.19801871 0.66824536 4
70.5613775 5.82212406 5.71911354 0.02999144 0.23885268 -0.6681145 4
166.528622 7.37138317 7.42596621 0.10222277 0.10020017 0.66810869 4
18.778656 4.90852047 4.84445089 0.04484655 0.14204461 -0.6681046 4

12.5880107 4.28340723 4.20079059 0.02855627 0.19874021 -0.6680834 4
22.2699751 4.45288343 4.31986532 0.06639963 0.27206088 -0.6680001 4
3.26112352 -2.5478982 -3.6289412 4.07809781 4.64245148 0.66772639 4
7.88457274 3.42590509 3.53719321 0.19733795 0.23404321 0.66767276 4
10.0042993 3.4915396 3.65520571 0.32744551 0.26579698 0.66766696 4
10.7013424 3.82099923 3.68885609 0.21562898 0.24895964 -0.6676367 4
219.18564 6.62192238 6.45844683 0.1252722 0.3509916 -0.6675963 4

12.0335373 5.55321512 5.50605781 0.11713511 0.04823984 -0.6673444 4
7.80935461 4.30488419 4.24561623 0.10177687 0.11535018 -0.667332 4
34.4245046 6.04361248 5.94386912 0.27741794 0.09195155 -0.6672336 4
1.85005206 0.82331483 -1.8287755 0.42766479 4.46461911 -0.6671058 4
313.863706 7.6990291 7.76008722 0.09516113 0.13102968 0.66707761 4
85.9450522 6.34222662 6.43329151 0.18715614 0.13345853 0.66698652 4
6.7322753 2.89246009 2.65864163 0.04664572 0.50918534 -0.6667804 4

11.3285472 4.37649679 4.4716255 0.18619923 0.12470141 0.66677773 4
603.967527 8.02899494 8.10221902 0.10269016 0.1879636 0.66659518 4
28.6274812 5.03111297 5.10133735 0.09308456 0.16620975 0.66654098 4
166.209048 6.27290696 6.36419582 0.05014059 0.26853203 0.66643524 4
173.26091 7.25833047 7.29990634 0.01287524 0.11808786 0.66638804 4
254.5584 6.80200628 6.91531338 0.19399338 0.26701983 0.66628655 4

4.03240833 4.00216041 3.9415962 0.15783911 0.07653748 -0.6662021 4
30.3677711 5.11281173 5.17430097 0.05303499 0.17619321 0.66609546 4
2.07720181 3.34503105 3.2991717 0.09432984 0.07829112 -0.6659781 4
23.9260665 4.19067574 4.29689523 0.12486786 0.33643538 0.66595043 4
18.6771287 4.11821887 4.2043421 0.03129726 0.27680661 0.66592251 4
18.6771287 4.11821887 4.2043421 0.03129726 0.27680661 0.66592251 4
17.0060121 4.48278894 4.55246738 0.08499135 0.17054006 0.66586571 4
40.2220683 5.46265387 5.35677702 0.20334123 0.17961871 -0.6657288 4
11.3711107 4.26078435 4.16869403 0.17243895 0.17358638 -0.6655405 4
15.1482108 4.3697663 4.25497393 0.19161571 0.21740024 -0.6655292 4
201.233894 6.12075138 6.24986725 0.17498363 0.37492229 0.6652954 4
6.02779609 4.02404947 4.07206855 0.07655507 0.10516488 0.66527963 4
83.8693959 6.65714459 6.76001044 0.21795938 0.09856936 0.66521822 4
5.51873647 2.61187843 2.89479795 0.60561745 0.31578547 0.66504418 4
7.98200375 3.08813705 3.19860821 0.11922476 0.29590524 0.66496113 4
6.3865201 3.79840294 3.72644876 0.08496205 0.16016612 -0.6648324 4



3.06513335 4.11309954 4.03001189 0.28452202 0.05391383 -0.6647587 4
14.4324315 6.86695872 6.78172888 0.24976709 0.01638162 -0.6647572 4
8.51548693 4.59105693 4.66391623 0.16464348 0.07869679 0.66471292 4
57.9976644 5.96555244 5.87782615 0.15665648 0.15487629 -0.6645979 4
405.77626 8.26813054 8.19249586 0.19242172 0.11254635 -0.6644266 4

13.7702382 4.34207712 4.40993457 0.09349651 0.174042 0.664403 4
35.9940264 4.98464456 4.85551207 0.09251873 0.28383083 -0.6643568 4
21.2862827 3.95352014 3.66819687 0.20806463 0.61198559 -0.6643492 4
5.33105776 3.59136385 3.68559961 0.19365019 0.12904797 0.66417614 4
41.6171921 6.24443168 6.17992187 0.16257578 0.08597133 -0.6641524 4
24.1759687 5.12832963 5.17667114 0.02257806 0.13237111 0.66409644 4
222.335322 6.56949484 6.39073155 0.11505664 0.38918237 -0.6640776 4
90.3038679 6.3355575 6.26045069 0.04443495 0.17546773 -0.6638981 4
44.0665738 5.97054061 5.87876 0.2737998 0.1208394 -0.6637704 4
24.6539126 4.6426234 4.49161813 0.29509202 0.26494682 -0.6637232 4
16.9095425 5.32207358 5.27865985 0.07240975 0.08619049 -0.6636974 4
8.01060855 2.59663121 2.72307243 0.13673939 0.53814298 0.66366955 4
1.12860719 1.16339685 1.69818856 1.04805098 0.20021582 0.6634122 4
152.689925 5.72809949 5.86944661 0.2297157 0.44311239 0.66316463 4
8.24130599 2.76666146 2.51572378 0.83319369 0.55189972 -0.6630567 4
14.0334667 4.70516006 4.64814279 0.0349012 0.13022038 -0.6629915 4
16.3888095 3.79033482 3.56833577 0.23263576 0.42938739 -0.6629666 4
22.088859 5.20085966 5.24786169 0.05788627 0.11581743 0.66288964 4

36.0890813 5.1181906 5.18619318 0.0383196 0.19773526 0.66274216 4
41.6875632 4.92262149 5.01575233 0.08868564 0.26145022 0.66253844 4
9.27046045 0.58323913 2.17200156 3.16516828 1.20114597 0.66223817 4
8.0891334 3.55852772 3.66630816 0.19216862 0.20687777 0.66212668 4

172.376564 7.26653964 7.37254777 0.21864908 0.10588304 0.66182187 4
1.59717629 2.51546347 2.71271186 0.39374004 0.1091485 0.66178922 4
6.24030754 4.1116666 4.06256722 0.06068104 0.10460665 -0.6616424 4
10.1564871 4.95659136 4.92247935 0.04618621 0.07240624 -0.6615235 4
18.7586478 2.91800315 3.1349502 0.30764179 0.64412 0.66147174 4
8.04231155 4.41015297 4.45077955 0.05667474 0.09139048 0.66144603 4
36.9777004 5.16689034 5.06099728 0.07228555 0.24033956 -0.6613658 4
103.441466 5.86403991 5.95403459 0.07928311 0.25193046 0.66121631 4
140.046603 7.3839969 7.4787571 0.21787351 0.07917412 0.66120283 4
4.43536071 3.35468687 3.25912845 0.18043204 0.17030447 -0.6611749 4
10.9526549 4.55934421 4.49019861 0.13631975 0.12654677 -0.6611305 4
17.9964883 5.35620869 5.2977044 0.13799347 0.0920309 -0.6610969 4
236.90523 6.64036352 6.75398609 0.19469386 0.29296274 0.66106452 4

14.3298468 4.09305627 3.96615266 0.13932714 0.25062234 -0.6610231 4
6.57546352 3.31605464 3.15957877 0.31118378 0.27517449 -0.6608695 4
14.9880986 5.4638504 5.48736586 0.01596941 0.06093806 0.66085644 4
15.5494286 4.26631744 4.16061454 0.03563348 0.22948162 -0.660816 4
3.58322302 3.46689769 3.60448083 0.31479432 0.10018542 0.6607502 4
262.401331 7.11218398 7.19407956 0.12806602 0.20806594 0.66072935 4
5.22955042 4.78540622 4.83402667 0.10964297 0.04161243 0.66070955 4
24.6878078 5.53534998 5.48296103 0.08615283 0.10457779 -0.6606917 4



2.83489288 -2.9867386 -1.6867361 3.28526032 3.88038143 0.66055636 4
8.53775825 3.63141263 3.5217257 0.02975261 0.2345982 -0.6604749 4
14.1462971 5.06740977 5.10170425 0.03860997 0.08680047 0.66045298 4
8.28797414 3.40216082 3.22117876 0.63837472 0.3188581 -0.6604256 4
296.524796 6.51789515 6.20294132 0.06001502 0.68224914 -0.6604234 4
19.5319893 5.35339628 5.30955083 0.05570067 0.09599546 -0.6603293 4
99.7099691 6.10643181 6.1932071 0.13700263 0.1926202 0.66017527 4
784.111484 7.39438862 7.51267075 0.03536858 0.38276884 0.65993104 4
2.53256194 2.47632363 2.70600794 0.46220307 0.1740045 0.65987397 4
18.1519205 4.73778608 4.6645887 0.02653102 0.1763081 -0.6598532 4
14.9137229 1.58557897 2.44916294 1.53719049 1.46123235 0.65984181 4
20.1883367 4.62790299 4.49034362 0.30554662 0.21968226 -0.6597947 4
1448.26889 8.68850077 8.562258 0.04172275 0.29844167 -0.6596981 4
3.79522705 4.64180167 4.57426408 0.18946877 0.03886013 -0.6596814 4
0.14518531 3.18051254 3.09037027 0.32846128 0.00660576 -0.6593766 4
748.581044 8.81721559 8.86219855 0.06430652 0.10646573 0.65933216 4
218.225963 8.10315212 8.14725291 0.0948892 0.06375825 0.65918666 4
16.9354824 4.01121646 4.10166236 0.08349075 0.28043489 0.65918529 4
240.870523 6.99892132 7.07034198 0.07414535 0.21666604 0.6591574 4
7.34887369 1.75642777 1.860688 0.29853315 1.05941392 0.65907658 4
10.9761001 4.45210056 4.50130253 0.06130835 0.11776919 0.65892659 4
268.781899 6.72214057 6.8510822 0.23046686 0.26321438 0.65880421 4
112.658498 6.92898609 7.10100645 0.35114916 0.09530671 0.65874705 4
113.462292 7.34753229 7.28175239 0.18269432 0.07660677 -0.6586926 4
311.375986 7.31576927 7.42762713 0.22754766 0.1891924 0.65865534 4
34.1295607 5.18247553 5.07675053 0.16639198 0.21399527 -0.6584084 4
13.572247 4.32473852 4.23787877 0.05848752 0.20610946 -0.6583718 4

58.8276311 5.60150924 5.48967066 0.09435759 0.25454834 -0.6583636 4
389.917854 8.27126815 8.31375744 0.06538933 0.09390026 0.65829861 4
10.1501541 4.08208011 3.99785213 0.0926748 0.17800888 -0.6582639 4
6.87108798 4.03593829 4.08213068 0.0561517 0.11219683 0.65820437 4
13.4557292 4.91985041 4.99409777 0.15984876 0.0898402 0.65815605 4
195.845642 6.66851522 6.75927839 0.14145833 0.24132819 0.65811928 4
104.574295 6.28963198 6.18309853 0.14369934 0.22804869 -0.6580365 4
12.5864169 4.46353361 4.39413863 0.07499058 0.14948677 -0.6580015 4
19.4632823 4.51794796 4.63911793 0.23079854 0.18600552 0.65792455 4
16.5062228 4.25000163 4.1019792 0.43339173 0.2611328 -0.6577257 4
530.13378 8.52010733 8.47165092 0.04951233 0.10974655 -0.6576899 4

78.6009376 6.46558263 6.41151189 0.02443974 0.13320442 -0.6576723 4
138.737765 9.47071825 9.48727942 0.04155911 0.01052746 0.65757132 4
1195.71699 7.76669715 7.9033699 0.24898736 0.49166451 0.65747272 4
10.3246042 4.5227276 4.44980791 0.1522447 0.11869191 -0.6574251 4
4.74067755 1.92644954 1.53463021 0.91666255 0.76893767 -0.657389 4
43.8093782 5.39638338 5.46337916 0.07514371 0.19555996 0.65736086 4
390.702392 8.02231977 8.0756484 0.08329733 0.12061359 0.65735886 4
20.9430555 5.13754752 5.19063089 0.08674624 0.1192471 0.65731196 4
9.02207472 4.40366391 4.48051946 0.16744311 0.10390854 0.65729282 4
56.3908895 5.87102683 5.75354368 0.28851203 0.17466952 -0.6572224 4



130.238141 6.32676043 6.44209855 0.21155752 0.20219822 0.65720852 4
9.958903 5.34406796 5.29521352 0.13475828 0.05004314 -0.6570168 4

14.2122148 3.68708346 3.81369433 0.20590581 0.31030944 0.65698216 4
26.5118104 5.18064413 5.09419576 0.15426638 0.15600889 -0.6569395 4
936.698938 7.05551336 7.15002702 0.09004074 0.7873809 0.65689081 4
78.1935346 6.63414349 6.57969007 0.08962963 0.10944195 -0.6568416 4
817.82019 8.02445141 7.8855048 0.0770227 0.29573945 -0.6568252 4
35.600288 5.66056379 5.58873908 0.13517444 0.1375083 -0.6567377 4

540.436391 7.79413 7.93715352 0.31138336 0.20299818 0.65670022 4
252.292237 7.06084561 6.949123 0.1202584 0.22694277 -0.6565016 4
137.604916 6.6828932 6.7643693 0.15072144 0.15257363 0.65631068 4
434.632982 7.71575549 7.77908596 0.04757057 0.17244285 0.65626829 4
1.9060163 4.7683656 4.81126016 0.10275333 0.01555308 0.65625141 4

227.908354 7.70541056 7.77968654 0.16387244 0.09416711 0.6562191 4
163.937329 6.14482649 5.91889554 0.33780291 0.48998225 -0.6561915 4
22.5407436 4.47155971 4.332412 0.17522503 0.27158684 -0.6560058 4
13.2813684 4.17581261 4.06564548 0.15459128 0.22742124 -0.6559596 4
30.9279411 6.63957703 6.56759852 0.24218748 0.04387855 -0.655927 4
13.5460953 4.989976 5.02591956 0.04401389 0.09043268 0.65587331 4
12.2562317 4.04194824 4.21985782 0.35080589 0.17817524 0.65586557 4
4.13229686 3.30406129 3.44664502 0.32325072 0.13572603 0.6557956 4
46.7689257 5.23634501 5.09377625 0.20530019 0.30953951 -0.6557484 4
228.12993 7.11758519 7.18061543 0.07075517 0.18209749 0.65574681 4

27.0204577 4.51002858 4.59218361 0.03612393 0.28167814 0.65520486 4
179.19705 7.11771069 7.16720272 0.04155818 0.14350048 0.65503244 4

525.653158 7.74165153 7.62765766 0.04526473 0.26607352 -0.6547932 4
27.0889563 4.75983534 4.83862021 0.09511868 0.20765148 0.65477457 4
223.417631 7.50342837 7.39409843 0.46969646 0.13311131 -0.6544153 4
1237.65908 8.31744586 8.45420643 0.27994681 0.28262677 0.65417771 4
36.5010926 5.4221694 5.47675924 0.04475709 0.14605199 0.65417599 4
4.69410743 3.278446 3.3524027 0.12200861 0.15846483 0.65416056 4
6.36124441 3.24498583 3.07667231 0.37021122 0.30299647 -0.6541548 4
0.18472141 1.23537287 1.16085696 0.24192655 0.05692487 -0.6540824 4
20.7727992 4.45865911 4.33299356 0.10954439 0.28162638 -0.6538774 4
33.6406369 4.99960672 5.15056619 0.28977925 0.18715726 0.65379757 4
7.99632052 3.06700655 2.82486734 0.22156463 0.51939593 -0.6536054 4
339.487361 8.80756656 8.78230941 0.04067946 0.05265751 -0.653533 4
22.8309119 5.00651734 5.06232006 0.06772246 0.13906032 0.6534032 4
43.9433435 5.39462972 5.48765586 0.18101161 0.19113477 0.65340207 4
106.331183 7.30813497 7.25539465 0.12199629 0.07632817 -0.6533004 4
1.73074164 0.1071795 1.02752259 1.44885887 0.51682898 0.65319832 4
31.9480529 5.37140404 5.43593761 0.10583482 0.13363913 0.65298704 4
632.926307 7.68729178 7.5324999 0.11423917 0.31715234 -0.6529456 4
12.1141311 4.99550596 5.02810017 0.0424703 0.07979507 0.6528823 4
2.01840384 2.0792543 1.91855351 0.43245842 0.27213045 -0.6528134 4
11.4767805 4.6644038 4.61202601 0.06899166 0.11203061 -0.6527456 4
134.767071 7.55890594 7.62052292 0.142373 0.06533133 0.65271556 4
3.65801215 3.4786744 3.38980552 0.26541081 0.12500687 -0.6526407 4



3.05587322 3.7417395 3.84591532 0.23760951 0.06532308 0.65223683 4
187.916225 6.11695054 6.27246339 0.25998463 0.32658488 0.65219656 4
125.517836 6.4172169 6.49403459 0.11488276 0.19853445 0.65211303 4
7.09195678 5.45899572 5.38136431 0.22748815 0.0324837 -0.6520968 4
621.346633 7.92026767 7.98983855 0.05852352 0.22127347 0.65206242 4
4.83297873 4.01575423 4.05223115 0.05427386 0.08532103 0.65193319 4
104.458357 6.21500375 6.28557479 0.08529319 0.20513129 0.65174434 4
16.7228886 4.74003752 4.66646641 0.09494775 0.16436471 -0.6517329 4
11.7566234 4.45512536 4.57654702 0.25595666 0.12486562 0.65166099 4
11.0190501 5.06367531 5.09249394 0.04024556 0.06839585 0.6516235 4
182.141587 7.55034544 7.50926641 0.02564788 0.09897204 -0.6514692 4
38.1006438 5.81730088 5.74911157 0.14359602 0.12560284 -0.6514161 4
28.4553654 5.2014793 5.12910559 0.05704469 0.16070369 -0.6513696 4
25.6827712 4.97010147 5.04915864 0.14556948 0.16931443 0.65131402 4
21.3373388 5.65082114 5.61043185 0.07323995 0.07699665 -0.6511302 4
20.5466656 4.77081493 4.82802208 0.04643653 0.1658331 0.65112663 4
26.8511724 5.01232847 5.07365754 0.0634533 0.16187243 0.65077491 4
2.28075674 3.61533749 3.5545023 0.16345201 0.0655879 -0.6506795 4
103.004687 6.47062508 6.38558072 0.12888217 0.17032722 -0.6505622 4
1.32522781 2.2873596 2.51266137 0.42581993 0.10409361 0.64982367 4
87.5734265 5.21501499 4.92411479 0.97021609 0.62077664 -0.6498234 4
9.08945317 4.61501455 4.65738953 0.07647256 0.08522868 0.64952849 4
627.984746 8.15430875 8.06997096 0.03626058 0.20221789 -0.6494322 4
627.984746 8.15430875 8.06997096 0.03626058 0.20221789 -0.6494322 4
9.23768704 4.10906228 4.01943775 0.18780222 0.16981374 -0.6492607 4
212.058742 7.80809219 7.87120667 0.14219593 0.08199569 0.6492141 4
134.299252 5.43752319 5.05743615 0.59626835 0.66800287 -0.6491961 4
89.5272552 7.03671655 7.07793231 0.08062263 0.07389219 0.64919213 4
7.13077315 3.6524442 3.80321256 0.2983517 0.15346207 0.64905441 4
24.3038343 4.95278028 4.87422196 0.02748637 0.18629679 -0.6490083 4
562.65244 7.66088515 7.49717962 0.33152529 0.33908752 -0.6489622 4

54.5638048 6.01462699 6.08073775 0.12314417 0.12570255 0.64880508 4
75.7785401 5.87929418 5.70548476 0.48715631 0.2485034 -0.6487934 4
15.1314096 3.81384051 3.61347028 0.33625565 0.41600633 -0.6485292 4
40.0816338 5.62120995 5.55701906 0.02868724 0.14820118 -0.6483842 4
10.4062774 3.71996342 3.79604562 0.06883276 0.24175991 0.64835838 4
74.1456937 6.1395183 6.06725854 0.03453189 0.16789108 -0.6483519 4
7.88210352 4.57999642 4.53249363 0.09763118 0.08618178 -0.6480728 4
41.3359644 5.56850086 5.47747362 0.18538381 0.16659994 -0.6480501 4
1.72658289 2.68180262 2.53205133 0.51322652 0.13753456 -0.6480462 4
1315.0788 7.74610428 7.35386473 0.28270388 0.66010704 -0.6480279 4

22.7000875 4.83777109 4.89440928 0.03426081 0.17530503 0.64793074 4
6.86359577 3.71843386 3.81192778 0.1892074 0.15502197 0.64790323 4
15.4127229 4.74050603 4.80374987 0.11398978 0.12667359 0.64774155 4
233.960699 7.04815419 7.11483984 0.07338846 0.20050873 0.64764449 4
14.4320895 4.48066412 4.39962324 0.09304463 0.18619655 -0.6474969 4
175.022952 6.65560152 6.54414139 0.08997361 0.23543266 -0.6474016 4
242.008233 7.43568919 7.3727806 0.01288174 0.15566409 -0.6473865 4



87.259949 7.3310473 7.3004212 0.05775885 0.05798451 -0.6473605 4
1.87401795 2.84210325 2.95042133 0.24381847 0.09888759 0.64727741 4
73.187205 5.57910624 5.70994471 0.27082673 0.25206262 0.64686911 4

2.44111121 1.96048382 1.72297321 0.43292057 0.47722418 -0.6460753 4
296.098461 8.22576153 8.16017313 0.18050259 0.08271311 -0.6459988 4
869.555727 7.7560208 7.84966785 0.04088611 0.34017033 0.64571742 4
44.2380318 5.69195406 5.76004288 0.12730679 0.14342053 0.64571618 4
16.485538 3.9353311 4.02635692 0.07573649 0.28305374 0.64563694 4

1.14846166 3.694344 3.77611905 0.18486269 0.02622859 0.64561994 4
79.1047679 6.33838679 6.4070022 0.1260735 0.12575223 0.6456005 4
9.25820476 3.93012939 3.98777648 0.03929474 0.17319173 0.64559184 4
29.4091136 5.93084213 5.96973004 0.07196653 0.07650987 0.64554404 4
209.016092 6.70537246 6.79192981 0.12819515 0.24276941 0.64552508 4
80.6534543 6.85641578 6.81129785 0.0814711 0.0888474 -0.6455201 4
220.697313 6.69527837 6.48941572 0.83162997 0.32452129 -0.6452351 4
24.2941595 4.15406708 3.89456902 0.52542795 0.46792849 -0.6450642 4
6.18063856 3.55845522 3.46311781 0.15852595 0.18312775 -0.6449066 4
12.9183255 4.798836 4.85422783 0.11012193 0.09780467 0.64469205 4
47.192123 5.6018321 5.5218625 0.04969069 0.17917873 -0.644648 4

135.486893 5.2567593 5.49810644 0.47888104 0.51909444 0.64456992 4
29.3863285 4.63727665 4.48296774 0.09389079 0.35548229 -0.6444155 4
104.96006 6.32948756 6.24338897 0.02750188 0.2002967 -0.6442101 4

9.79697079 4.38153905 4.43863555 0.10533453 0.11280379 0.64400571 4
49.7716163 6.13859767 6.2047535 0.14330449 0.10277188 0.64346887 4
310.40019 7.18442417 7.26644397 0.1172598 0.20907374 0.64338829 4

5.69817709 2.21711196 2.55263401 0.70614408 0.42379147 0.64322212 4
297.801151 7.7207257 7.64706212 0.14477974 0.14770438 -0.6429444 4
3.65186184 1.47519006 1.74048852 0.63655244 0.71863549 0.64294077 4
5.44822587 2.94758853 3.17222348 0.47391341 0.21372078 0.64293071 4
260.117899 7.02292274 7.12348186 0.18437185 0.22110053 0.64269607 4
2.19037991 2.8132128 2.69029835 0.36893478 0.15025091 -0.6426008 4
3.1009234 3.44018314 3.50607252 0.14633016 0.09089946 0.64218121 4

10.4933737 4.52853666 4.57287042 0.06182006 0.10501672 0.64216789 4
12.0274455 4.21556344 4.29871655 0.15504576 0.15865264 0.64196767 4
13.5231382 4.41841132 4.49568163 0.14185556 0.14865862 0.6418094 4
819.196105 8.76920085 8.71346502 0.03088479 0.13895137 -0.6417791 4
6.6853289 3.80894155 3.86635662 0.08628222 0.14504639 0.64174906 4
85.682092 6.27559985 6.16530075 0.24751494 0.18702357 -0.6414689 4

3.61132527 1.44015254 -0.2263944 1.41629541 3.56348805 -0.6411511 4
228.114893 7.07363765 7.20492407 0.28355501 0.17025926 0.64107193 4
31.8112747 5.41792172 5.46626171 0.04540106 0.12954204 0.64101259 4
18.4417498 5.35254655 5.31334986 0.04545433 0.09243492 -0.6407394 4
9.15964504 4.60002283 4.63521223 0.04513009 0.08824265 0.64073149 4
32.3557768 6.09270685 6.04113482 0.12046305 0.07853013 -0.640412 4
16.4606397 4.71423737 4.76269023 0.03413789 0.13834613 0.640306 4
9.24829844 3.93738656 3.85121344 0.07474503 0.20424316 -0.6402526 4
22.0343943 5.05898066 4.99559025 0.05660215 0.14406837 -0.6400063 4
48.8781722 5.72559695 5.79782725 0.13096722 0.15440081 0.63980709 4



2.06046734 1.76125274 1.98102389 0.48136449 0.27497838 0.63959515 4
56.7911019 6.07337519 6.12097768 0.0575416 0.12191708 0.63948324 4
5.14165459 4.8918447 4.92486359 0.07721425 0.03709937 0.63945479 4
203.793418 6.70452579 6.78889548 0.12646027 0.24308702 0.63938725 4
109.134458 6.52656774 6.4494756 0.09802337 0.1645415 -0.6392948 4
2.28566925 2.34151636 2.21039472 0.57722033 0.25865704 -0.6391846 4
67.6582268 7.31783844 7.30005204 0.0102352 0.04523815 -0.6390701 4
101.051468 7.69008879 7.71713548 0.05635488 0.04444797 0.6389991 4
10.6827366 3.75655405 3.87694124 0.24169285 0.20873394 0.63886091 4
29.6204146 5.66531154 5.80061257 0.31835798 0.09101175 0.63884663 4
664.865673 7.1920709 7.34657259 0.30477115 0.45610237 0.63873707 4
43.8088348 5.20743772 5.31274206 0.20092415 0.20951931 0.63871972 4
438.829362 8.62388422 8.55888902 0.18366528 0.08396857 -0.6386545 4
8.08177336 5.25917623 5.27716225 0.02747242 0.04091136 0.63865364 4
8.04260236 4.84877409 4.81060581 0.08054241 0.06671355 -0.6386195 4
17.6637005 3.98691354 4.07541782 0.03768919 0.27792447 0.63828531 4
13.3847157 3.453403 3.15980603 0.35077522 0.63725172 -0.6380434 4
3.46625625 4.45281119 4.50843052 0.13004707 0.03851205 0.6380185 4
158.362818 7.80238245 7.85770719 0.12713433 0.06171359 0.63799184 4
5.42401961 3.77980348 3.8468592 0.13759946 0.11199769 0.63783175 4
13.2936156 3.58226106 3.37803052 0.12035036 0.39719625 -0.637828 4
13.2936156 3.58226106 3.37803052 0.12035036 0.39719625 -0.637828 4
407.617091 6.82067219 6.97828278 0.31107972 0.37610068 0.63774117 4
201.90115 6.42273379 6.54845353 0.21995278 0.26762413 0.6376808 4

402.295685 7.06648189 7.16006812 0.0782873 0.29800899 0.63767318 4
9.50334973 3.47000586 3.55838985 0.09820675 0.26561863 0.63763189 4
1.78176419 1.40904809 1.10047264 0.25330018 0.66560695 -0.6369081 4
112.364019 6.4273073 6.33805914 0.10916436 0.19649282 -0.6368839 4
33.8569935 4.28922083 4.40541602 0.15661351 0.42228541 0.63686411 4
39.0878577 5.70897275 5.62472366 0.21626728 0.14649647 -0.6368157 4
3.06892497 2.14811497 2.5525835 0.72986017 0.25450791 0.63671451 4
13.4323832 4.30699478 4.21257843 0.1427974 0.20228167 -0.6366662 4
67.6505805 5.64002692 5.52340056 0.07313963 0.2499514 -0.6366544 4
2.00707293 1.61128742 1.35744256 0.22165842 0.53245142 -0.6365684 4
19.2379297 4.70475097 4.62726526 0.0077185 0.18309682 -0.6365652 4
3.62428418 3.27484129 3.34296613 0.13337503 0.12335257 0.63621667 4
7.98398497 4.11033599 4.05312647 0.03363213 0.14316053 -0.636166 4
17.624899 5.20084953 5.14930161 0.09704625 0.09930619 -0.6360859 4

541.562592 7.68205124 7.55500546 0.06111831 0.30605646 -0.636074 4
343.983497 6.90167157 6.99564942 0.06985071 0.29105739 0.63599715 4
119.296386 6.80777299 6.70313442 0.31762697 0.14305273 -0.6359722 4
48.8714961 7.05989562 7.09836233 0.09353428 0.03995122 0.63586022 4
24.6880536 4.14178635 3.90280481 0.27983452 0.48929741 -0.6357889 4
41.8905172 5.48661567 5.54233541 0.0482598 0.16459 0.63573643 4
35.5577962 4.85443252 5.00281239 0.28871707 0.23369156 0.63557911 4
50.9324743 4.92159539 5.02564162 0.1579729 0.36021042 0.63549593 4

12.54151 4.76738374 4.81197812 0.07194589 0.10258653 0.63545697 4
1383.38016 8.90461254 8.96361874 0.0439359 0.17109075 0.63543597 4



1383.38016 8.90461254 8.96361874 0.0439359 0.17109075 0.63543597 4
2.32636427 1.66910363 1.89349531 0.49526127 0.36754028 0.6353254 4
47.5757003 5.40555248 5.46911174 0.02068033 0.18956493 0.63510459 4
0.6990771 2.45546161 2.69678876 0.4884146 0.04749251 0.63507398 4
418.89295 7.67335785 7.75416564 0.14618346 0.17061873 0.6349958 4

171.944691 6.9995895 6.92517629 0.0848367 0.17198044 -0.6347167 4
12.0004156 4.77897342 4.84668532 0.15221603 0.09330237 0.63442472 4
34.8289228 5.58692825 5.64002246 0.08600998 0.12726097 0.63440779 4
34.4708405 4.7474098 4.59217373 0.13158699 0.31508746 -0.6343843 4
21.7796924 4.59228541 4.7229391 0.28544529 0.18743787 0.63435109 4
12.6147498 3.25100521 2.94643762 0.20524726 0.54582336 -0.634127 4
5.0775686 4.42736612 4.51905229 0.20448154 0.05497578 0.63408571 4

27.4206068 5.41957888 5.46090771 0.03535921 0.11372084 0.63407506 4
1418.79895 8.54944304 8.64434039 0.15746765 0.25940837 0.63396986 4
19.736943 4.70163271 4.52914312 0.67605229 0.20934093 -0.6338472 4

14.2543808 4.31956755 4.22945541 0.07654484 0.21160434 -0.6338095 4
299.930668 6.10899928 6.20828611 0.13153931 0.66280713 0.63378435 4
15.0801982 3.3929114 3.09720547 0.53753382 0.56525913 -0.6336707 4
2.04807405 1.56044155 1.73651071 0.35674696 0.33424277 0.63345083 4
173.926382 6.91732725 7.00242483 0.16386395 0.15132797 0.63333676 4

284.1996 7.26503792 7.16769387 0.10718714 0.20841475 -0.6333296 4
51.0289579 5.23622271 5.10145289 0.07461569 0.2854284 -0.6331479 4
46.6011968 6.06527853 6.00764336 0.11257858 0.11099292 -0.6330887 4
143.693293 8.68529326 8.65179142 0.09758991 0.02499447 -0.6329733 4
255.196319 6.69870892 6.84011922 0.29722512 0.2896821 0.63286576 4
4.12152993 2.35944809 2.75328064 0.67649093 0.2531891 0.63277409 4
20.3981211 4.20836957 4.31837476 0.19820808 0.27092546 0.63268255 4
31.8268302 4.83201398 4.70341052 0.12670036 0.27404413 -0.6324419 4
39.0923213 4.69171301 4.79786984 0.13785111 0.30411474 0.63229927 4
48.5457448 6.08090138 6.03293615 0.0393411 0.11762445 -0.6319197 4
24.8810583 5.2002458 5.25142146 0.07320748 0.13484466 0.6318007 4
90.0439279 6.52012496 6.56474846 0.04327367 0.13071317 0.63169884 4
2.06801462 3.82878307 3.77170668 0.18226887 0.04694169 -0.6316125 4
2.06801462 3.82878307 3.77170668 0.18226887 0.04694169 -0.6316125 4
20.6390559 4.4504162 4.32810297 0.14930284 0.25610536 -0.6315618 4
64.9747803 7.0795802 7.10846409 0.05873041 0.05345966 0.63145741 4
13.7805996 3.97949741 3.84836298 0.06504351 0.31399891 -0.6314291 4
27.4636569 5.74256715 5.69596798 0.09035081 0.09081893 -0.631424 4
42.1109864 5.64770216 5.71273891 0.11599686 0.13590327 0.63133167 4
20.6643394 4.49077651 4.55703392 0.01185875 0.21083725 0.63125775 4
415.208323 7.46039192 7.34653894 0.0566591 0.24838172 -0.6309614 4
451.259841 7.12345299 6.90239803 0.41393092 0.49310509 -0.6309082 4
6.63689897 5.03486033 4.98725562 0.14019364 0.04475271 -0.6309053 4
21.9499692 4.86116967 4.77607096 0.12040211 0.1760832 -0.6307599 4
63.9003515 5.68193026 5.57567649 0.07425452 0.25574842 -0.6306937 4
8.68272131 4.31127063 4.39930592 0.20528857 0.10498995 0.63057746 4
105.361684 7.01385921 7.05474982 0.07105763 0.08923243 0.63051321 4
46.1049888 5.84926758 5.78889744 0.06609675 0.14030294 -0.6304713 4



4.28362399 2.68631895 2.79225467 0.17256046 0.24295531 0.63021362 4
116.013672 6.0991476 6.18594464 0.11958857 0.22462707 0.6301704 4
50.4367695 6.78794081 6.75780132 0.05768742 0.05772486 -0.6300947 4
28.8713648 4.03246916 3.69226657 0.17130888 0.63667447 -0.6300377 4
659.644252 7.35249864 7.48145234 0.24569627 0.39745188 0.6298632 4
38.3551001 4.7671963 4.58345652 0.1298861 0.41312539 -0.6297883 4
248.728571 6.44421531 6.61291452 0.34848837 0.33496466 0.62954661 4
4.28034163 3.44563774 3.57314188 0.29439983 0.12413924 0.62940708 4
4.28034163 3.44563774 3.57314188 0.29439983 0.12413924 0.62940708 4
506.919206 8.14358953 8.08052259 0.01941864 0.15008997 -0.629286 4
29.809524 5.20430697 5.26333775 0.08656792 0.15876186 0.62920094 4

15.8237642 4.8704322 4.80495905 0.12266598 0.13260457 -0.629198 4
16.3581509 4.5815398 4.48828278 0.18706575 0.1748525 -0.6291577 4
16.0307384 5.26905926 5.29665946 0.00784185 0.07843649 0.62895774 4
913.103366 8.00911593 7.84094591 0.16336943 0.36877132 -0.6288251 4
913.103366 8.00911593 7.84094591 0.16336943 0.36877132 -0.6288251 4
913.103366 8.00911593 7.84094591 0.16336943 0.36877132 -0.6288251 4
26.7560999 5.9745747 6.00087215 0.03472221 0.06535139 0.62865603 4
1.44223316 1.2509509 1.63747414 0.80035125 0.28237717 0.62852715 4
47.1511604 6.01198743 5.94565974 0.13544241 0.12578899 -0.6284688 4
69.4607941 6.01387542 5.93071776 0.10710509 0.18126769 -0.6283343 4
334.380762 6.4652572 6.58245734 0.06217191 0.40560272 0.62832405 4
13.0105563 3.92347697 4.01564985 0.14354845 0.21900993 0.62829267 4
137.066062 6.45495409 6.33735277 0.20311778 0.23360875 -0.6282387 4
21.5303688 4.85860826 5.05475986 0.42469268 0.14152231 0.62820898 4
17.1584878 3.98137658 4.09350503 0.1793313 0.26304807 0.62799798 4
1.08170158 1.86859596 1.76238052 0.26351537 0.18903006 -0.6278269 4
3.03608762 2.02577952 2.20720741 0.39315556 0.33856518 0.62770144 4
1.91939696 2.04304012 1.91302026 0.12751146 0.30192613 -0.6276918 4
7.9083257 3.21455525 3.31954724 0.16039112 0.27342112 0.62740435 4

212.354311 6.97094833 6.86674142 0.15430955 0.22467854 -0.6274037 4
4.42532062 2.29986032 2.03237945 0.63246842 0.64977653 -0.6272948 4
3.90689031 1.63923843 1.8917668 0.57620921 0.67225901 0.62723267 4
3.90689031 1.63923843 1.8917668 0.57620921 0.67225901 0.62723267 4
52.1141231 7.55731755 7.58513125 0.06801447 0.02666469 0.62713574 4
729.006879 7.21845764 7.37199651 0.32374076 0.50154438 0.62704795 4
14.165226 4.14792171 4.23618239 0.14914535 0.19333764 0.62700014 4

10.0966125 3.27393936 3.51449076 0.5347766 0.30828714 0.62697893 4
1.02473928 0.79986062 0.54835311 0.55621408 0.50293226 -0.6268386 4
28.7156129 5.62468722 5.66822366 0.07332115 0.09750622 0.62680965 4
7.67443893 3.87741152 3.80126665 0.09267452 0.17458018 -0.6267171 4
11.3740647 3.23957935 2.97775368 0.05937236 0.49208851 -0.6267145 4
7.11473517 4.06286222 4.11807492 0.10246318 0.11393268 0.62666321 4
12.0707701 3.30742482 3.53244821 0.42576637 0.32894572 0.62643715 4
499.38613 5.55236783 6.06616224 0.89424745 0.87021188 0.62638541 4

5.34002337 4.9868273 4.9694011 0.03031883 0.03745404 -0.6262845 4
7.83062319 3.61363763 3.49362631 0.22808188 0.24222201 -0.6261438 4
0.9189508 5.77279439 5.79734571 0.06505557 0.00279014 0.62607477 4



3.17390407 2.99463125 2.84562741 0.53760461 0.17480644 -0.6257814 4
427.531 8.05869728 8.107042 0.0628092 0.12661642 0.62572213 4

21.8255409 4.7580681 4.65517964 0.20116487 0.19538366 -0.6256474 4
6.58085378 3.18109085 3.03672471 0.10575741 0.34193963 -0.6256423 4
53.3685129 6.12726858 6.20866109 0.17405853 0.10437786 0.62557221 4
9.48266483 3.72704374 3.60229745 0.21836628 0.2755695 -0.6255298 4
17.9932452 4.87626614 4.93134781 0.09129292 0.12694852 0.62552963 4
8.55075546 4.40090948 4.35200893 0.07221893 0.10670468 -0.6255249 4
10.5719858 3.61611484 3.45028832 0.36386171 0.36449147 -0.625509 4
36.450089 5.13158058 4.99393035 0.33141206 0.25903121 -0.6253826 4

19.4785572 4.70601887 4.76583865 0.07396228 0.16027846 0.62516052 4
1.9943903 2.64350772 2.53760113 0.36614332 0.16428764 -0.625134 4

122.824952 6.54069502 6.62773879 0.17200721 0.1568628 0.62510339 4
14.1381499 4.79932444 4.85343118 0.10103223 0.10962823 0.62501949 4
390.786016 7.1101984 6.9258604 0.22004548 0.42400002 -0.624826 4
17.8007082 4.33769049 4.42889783 0.17526727 0.22503496 0.62480553 4
24.6618555 5.80611909 5.75101281 0.1390598 0.08008789 -0.6247812 4
595.155795 8.0474361 8.1277722 0.15510632 0.18449621 0.62476748 4
34.6928356 5.55036421 5.48939613 0.07053282 0.13827087 -0.6246183 4
176.761195 6.54799959 6.61908814 0.05626308 0.24553143 0.62445173 4
481.526514 7.45996456 7.54114743 0.10287749 0.27165441 0.62434863 4
168.496539 7.03470127 7.10881578 0.15513774 0.13492135 0.62431063 4
67.3248369 6.17421168 6.09954875 0.13487189 0.1569127 -0.6242683 4
370.987385 7.60119866 7.66594684 0.09524196 0.17841663 0.62420884 4
5.89013086 3.25309504 3.34911154 0.18314521 0.19753128 0.62414664 4
14.4150662 4.2152903 4.30053166 0.16323384 0.20569283 0.62413246 4
9.68103077 3.02396837 3.11282295 0.03834628 0.47999345 0.62412233 4
9.9186837 4.33623709 4.41342216 0.16551901 0.11618046 0.62411027 4

351.862147 7.82545492 7.89749444 0.15381703 0.13520869 0.62410881 4
503.456636 9.55712711 9.54334938 0.00966626 0.03612715 -0.6240563 4
11.1174689 3.45625715 3.23509772 0.32525336 0.48590634 -0.6239653 4
7.99247503 3.50813282 3.66116609 0.32413753 0.20516364 0.62393233 4
75.7345082 6.04257435 6.10557231 0.09068065 0.16755798 0.62391421 4
0.70141711 -2.4341415 -2.3112011 2.40233637 3.22171897 0.62390851 4
304.380782 7.64050859 7.56688145 0.11603311 0.16285562 -0.6238976 4
126.330361 6.57807417 6.48595059 0.14968868 0.19661143 -0.6238679 4
111.755611 6.98424947 7.0272131 0.07300074 0.09659272 0.62370261 4
1274.79436 7.67640282 7.85177996 0.41425654 0.56067853 0.62353636 4
6.24308361 3.15506613 3.25594485 0.18303352 0.23906333 0.62299431 4
11.2001486 5.30966166 5.33325619 0.03895458 0.05459802 0.62297473 4
15.0255941 4.06303316 4.14974327 0.13574906 0.24787962 0.62281815 4
7.75622082 3.36562882 3.4958294 0.25749435 0.24877662 0.62280701 4
3.8346437 2.84195431 2.94946472 0.20580888 0.18990017 0.62269041 4

112.358911 6.13865407 6.20972363 0.07630783 0.23764931 0.62268937 4
74.8363577 5.48392372 5.31310716 0.10169433 0.40223949 -0.6225703 4
19.1101608 4.4099205 4.30209567 0.02362484 0.24390842 -0.6224854 4
5.28213477 0.92955839 -0.1853386 0.87615443 3.90667868 0.62247271 4
6.23424443 3.80689917 3.73174142 0.14121536 0.14476453 -0.6223558 4



536.2076 8.06229025 8.13689223 0.14512678 0.15449356 0.62230306 4
23.0649485 4.43831571 4.3029775 0.10437417 0.28517766 -0.6222987 4
134.477549 6.39696627 6.46703739 0.08044557 0.2066513 0.62226171 4
3.94376237 3.61092553 3.56139169 0.07203982 0.11476387 -0.6221345 4
13.7482133 3.9462155 4.04014797 0.15350758 0.22902664 0.62210682 4
1678.19322 8.66726479 8.75599972 0.13474879 0.27780187 0.62201856 4
72.5234498 6.72737043 6.77743934 0.10561762 0.08113968 0.6218676 4
360.489962 6.36445389 6.4982773 0.13530649 0.46377826 0.62164512 4
0.82261392 4.44017232 4.47256951 0.08377896 0.00941802 0.62161884 4
15.5058869 5.16947101 5.20289519 0.04596376 0.08444324 0.62148016 4
25.8075357 6.73120461 6.67968575 0.16879255 0.03226949 -0.6214072 4
10.5600967 3.74829925 3.85934605 0.2268582 0.22165136 0.62134703 4
584.296641 8.06497816 8.13995494 0.13844185 0.17426619 0.62130381 4
1.7198258 1.83062642 1.74527813 1.03071616 0.32538394 -0.6212561 4
37.093148 5.10673767 4.9470205 0.44438152 0.24755607 -0.6212158 4
6.2988378 2.8583845 2.97307991 0.18263265 0.29692976 0.62118578 4

12.7074959 4.79846259 4.74436642 0.09901318 0.11020114 -0.6211725 4
4.31052733 4.18293616 4.04191441 0.60365279 0.07698291 -0.6210729 4
74.0555825 7.38174395 7.32005328 0.21040749 0.04846306 -0.6209718 4
10.2110903 3.87667503 4.00368724 0.25880987 0.19055071 0.62096228 4
16.4793485 4.742158 4.79734954 0.09024021 0.13329171 0.62093627 4
10.2941316 3.66155044 3.75877063 0.1724179 0.23629675 0.6207937 4
7.84022057 4.08255656 3.99565164 0.23401718 0.14207943 -0.620747 4
53.3413309 6.51680749 6.54776367 0.04667122 0.07756761 0.62072758 4
3.50058334 2.13458587 2.26173125 0.20074932 0.32825526 0.62052149 4
45.8069223 5.37008902 5.26255584 0.1480814 0.23200795 -0.6203296 4
190.725913 7.30151163 7.21497217 0.24435816 0.14536586 -0.6202695 4
21.976047 3.71968906 3.24724416 0.19650986 1.00663221 -0.6201857 4
62.368765 5.21164658 5.30953994 0.12178404 0.28166574 0.62008511 4

15.5708524 3.87707105 3.70093762 0.11914559 0.40167192 -0.6200202 4
24.141703 4.72951023 4.79492994 0.07623232 0.21090899 0.61996594 4

211.860054 6.94598367 7.02377423 0.13251778 0.18002169 0.61988577 4
172.394483 6.82357428 6.72980682 0.1456265 0.19552525 -0.6197394 4
335.912594 7.81723203 7.96275586 0.34780683 0.12012395 0.61957698 4
10.8991135 4.20071477 4.10331723 0.2425648 0.17095574 -0.6194722 4
148.97434 6.3290062 6.49615761 0.3398107 0.22057973 0.61946376 4

22.6960809 4.28405458 4.10808754 0.19030743 0.39062186 -0.6192749 4
30.3081519 5.8782692 6.00394948 0.30718515 0.07510954 0.6192727 4
3.91390172 4.88094857 4.9196033 0.09566236 0.02858402 0.61899135 4
0.40522889 2.22503495 2.16638408 0.19517136 0.04637321 -0.6188451 4
8.24522101 3.99941724 4.05099955 0.066732 0.14833677 0.61879116 4
30.0421066 5.20506717 5.27357043 0.12173882 0.14956627 0.61877555 4
102.924436 6.33243902 6.23889699 0.15610542 0.19038672 -0.6187444 4
192.607769 7.01121215 7.06761571 0.06232992 0.16098919 0.61866003 4
56.6648044 7.11697872 7.14735089 0.07017652 0.04501305 0.61860506 4
389.759302 7.74031893 7.66476845 0.06223453 0.17435845 -0.6185052 4
2.97906384 -1.0800304 -1.7948212 4.70851384 4.05713623 -0.6184425 4
15.5041512 4.44897016 4.50316441 0.02420048 0.1645333 0.6183389 4



828.248489 7.89252417 7.70194232 0.45129317 0.41145278 -0.6183358 4
9.56585159 3.11845354 3.2175739 0.1203465 0.40167789 0.61824079 4
17.9917667 4.2483156 4.34007449 0.15938539 0.24970985 0.61817572 4
0.2192671 2.85981845 2.88966835 0.07983873 0.01214753 0.6180912 4

10.1292648 4.28152548 4.32487677 0.02252815 0.13720742 0.61780426 4
99.6109972 6.98935552 6.93357459 0.12497159 0.09946344 -0.6177034 4
12.9348456 4.94779744 4.98567991 0.06402435 0.09043396 0.61764559 4
37.5442525 5.14178255 5.21074422 0.07867016 0.19435993 0.61745488 4
69.9276291 5.47706824 5.56310529 0.11476912 0.27287301 0.61744645 4
2.65929902 2.59133022 2.46622352 0.33199799 0.23501825 -0.6174456 4
17.9239016 4.0396908 3.86741109 0.07085414 0.41299721 -0.617426 4
34.8426283 5.42782165 5.4876941 0.10100792 0.13860584 0.617402 4
771.129629 7.33839474 7.48794886 0.30884614 0.45838287 0.61739343 4
71.3666989 6.23399254 6.16573953 0.11266365 0.1473271 -0.6173445 4
11.3376055 3.96245962 4.0400963 0.129026 0.210779 0.61732242 4
7.77261878 2.69539298 2.80718766 0.10306883 0.44652522 0.61730661 4
156.652092 7.17435292 7.10796714 0.14027208 0.12431769 -0.6172739 4
21.2991786 4.73962904 4.7983596 0.06084777 0.17026317 0.6172637 4
33.310353 6.09267347 6.12864705 0.07064733 0.07206921 0.61714199 4

172.113148 7.138825 7.07667787 0.07753063 0.14054 -0.6169714 4
501.592179 7.28667057 7.46583735 0.406409 0.30385521 0.61695358 4
29.4301632 5.48840272 5.40983353 0.18585781 0.12796353 -0.6165431 4
129.330037 7.17955689 7.21290454 0.0313428 0.0968731 0.61652281 4
2.52616302 3.33608712 3.43201662 0.21932874 0.08350283 0.61646963 4
29.4852342 5.51246474 5.43200071 0.21321441 0.12459213 -0.6164219 4
479.465279 6.89735633 6.58618825 0.83781346 0.73574732 -0.6164183 4
5.99524482 4.45052752 4.41646461 0.06141336 0.07118591 -0.6164038 4
18.3751235 3.62924489 3.74829239 0.16931391 0.41758154 0.61629588 4
8.78991465 4.13230444 4.06655505 0.08836389 0.14560951 -0.6162719 4
13.3052104 4.0848078 3.97933072 0.04960448 0.25679144 -0.6161792 4
122.657114 6.63208455 6.70013957 0.1298679 0.14701332 0.61610474 4
12.4673993 5.21338921 5.16059417 0.13864517 0.07227246 -0.6160617 4
11.0615557 4.62979706 4.73648426 0.23815266 0.09434089 0.61599934 4
1.83629279 3.11476142 3.06307814 0.12063795 0.08375609 -0.6157977 4
15.6068293 3.30397392 3.49029741 0.36162495 0.42004907 0.61578151 4
11.6988011 3.20620134 2.87737677 0.38527083 0.72796 -0.6156342 4
94.8157802 5.70873978 5.79499975 0.0919463 0.2829157 0.61550722 4
43.1516442 6.46984685 6.51331657 0.09808563 0.06295047 0.61539745 4
15.2404291 4.50319357 4.56776881 0.11023242 0.15301228 0.61534839 4
45.0529821 4.99728664 4.83822909 0.14383568 0.34848504 -0.6153411 4
49.2806414 5.30454072 5.37432516 0.05971082 0.22759102 0.61528922 4
16.2576611 4.53074575 4.58831434 0.07378652 0.16973705 0.61525896 4
16.2939082 4.12847926 4.21641592 0.13812441 0.24031771 0.61517747 4
22.8058479 4.76292784 4.67593656 0.04846067 0.20075568 -0.6150489 4
16.8834039 4.67953995 4.6108192 0.05742722 0.16012263 -0.6150486 4
28.0137692 5.58676044 5.6205577 0.01715231 0.1000839 0.61498446 4
5.7441435 4.07643672 4.17723519 0.2228552 0.08981077 0.61495801 4

108.689874 6.42371702 6.47677342 0.02945849 0.16041426 0.61490579 4



77.8235672 5.30822734 5.42678477 0.18893016 0.3096259 0.61456973 4
16.7003381 4.53922834 4.44501052 0.15998464 0.19802618 -0.6145454 4
20.0999846 4.03648165 4.13146229 0.12801069 0.33529244 0.61443785 4
16.6489103 4.28975346 4.40484922 0.24283618 0.19576973 0.6142038 4
3.87070478 3.60454541 3.69109952 0.19378229 0.0990943 0.61410495 4
13.8307259 3.60570301 3.70545153 0.11114526 0.31270868 0.61409817 4
104.887667 6.8386749 6.79019701 0.04886965 0.12131111 -0.6140633 4
10.1515311 4.77294785 4.81132143 0.0723165 0.08064004 0.6139825 4
9.7651373 2.8407649 2.96516779 0.11869537 0.43455656 0.6139186 4

70.0855249 5.58657214 5.7581523 0.38195106 0.22515798 0.61373881 4
91.6636736 5.80437308 5.95237942 0.2910806 0.22343769 0.61373094 4
568.22862 8.29863715 8.34577954 0.05587965 0.14005705 0.61357168 4

38.5326836 3.83687631 4.46712011 0.9836367 0.3907989 0.61357064 4
29.6153036 4.73940341 4.61690678 0.05307105 0.26922834 -0.6134834 4
3.99592942 3.4476045 3.57000661 0.2739039 0.11170266 0.61328589 4
11.3816842 5.38526678 5.40481812 0.02445212 0.05057898 0.61314466 4
119.717381 5.82117666 5.62436435 0.13762851 0.43276252 -0.6131036 4
119.717381 5.82117666 5.62436435 0.13762851 0.43276252 -0.6131036 4
55.560773 6.00423609 5.94485923 0.05156625 0.14713526 -0.6129977 4

20.4322827 4.30384469 4.39207744 0.12508882 0.23499507 0.61290381 4
4.82656711 3.42573134 3.48251021 0.08786064 0.14440053 0.61281392 4
16.165099 4.66200689 4.57977208 0.15867606 0.1580477 -0.6127591 4

4.54174434 2.9609822 2.83960573 0.17708921 0.24955116 -0.6125614 4
4.91580648 2.80234531 2.91522291 0.2307182 0.28251182 0.61255119 4
20.5719067 4.44007401 4.51984085 0.12814726 0.23329514 0.61253213 4
15.6322428 3.66085984 3.42337662 0.28621611 0.50645221 -0.6123808 4
104.35303 6.65097381 6.58567979 0.10564867 0.13911342 -0.6122835 4

45.8760001 5.86545616 5.9118313 0.06530954 0.12154982 0.61220396 4
45.8760001 5.86545616 5.9118313 0.06530954 0.12154982 0.61220396 4
33.4680252 5.2559596 5.14447987 0.26854419 0.18434943 -0.6121874 4
170.088885 6.9871193 6.91505256 0.08507664 0.17211286 -0.6121393 4
11.9419259 3.95165075 4.05443798 0.19672608 0.19692527 0.61211719 4
26.7023504 4.9030686 4.96926464 0.09320339 0.1848987 0.61200463 4
142.457084 6.31869162 6.19414662 0.12009679 0.26690183 -0.6119646 4
119.370011 6.55115454 6.60352732 0.03997541 0.15488312 0.61180835 4
7.65869349 3.37883899 3.25021067 0.13258778 0.2722514 -0.6116887 4
16.1118619 3.19646177 2.50358418 0.58500396 1.37586539 -0.6116291 4
24.8596964 5.53283229 5.57621116 0.08060657 0.09345199 0.61160309 4
3.68280365 3.72425985 3.78042714 0.13129346 0.08472043 0.61158584 4
12.438869 3.81607445 3.67304531 0.13743437 0.33512607 -0.6115292 4

1710.31807 9.08841054 9.1439823 0.00445403 0.17495694 0.61151275 4
434.250733 8.06355783 8.12676611 0.13102058 0.13266467 0.61150973 4
40.7387271 5.0459088 5.12522703 0.09889143 0.23062051 0.61144039 4
241.197875 7.52154624 7.43707658 0.24797897 0.13768819 -0.6114074 4
15.8549805 4.38909491 4.45002789 0.06142292 0.17534675 0.61130775 4
9.46455402 3.89191155 3.95482687 0.08934759 0.1905062 0.61118828 4
77.109031 6.87383464 6.80853758 0.18452049 0.08386669 -0.6111271 4

5.47045382 2.9553674 2.81779421 0.04394541 0.29957828 -0.6108224 4



11.7668741 4.02164686 3.91311533 0.16156216 0.25064982 -0.6105335 4
43.5916967 5.27415318 5.34011508 0.07474139 0.22137148 0.61053339 4
128.097221 6.70995917 6.77003754 0.10387478 0.14919692 0.61038936 4
7.29101469 4.60452528 4.56209051 0.09500322 0.07686285 -0.6102069 4
127.900919 7.41820032 7.30874945 0.37750263 0.08360779 -0.6098309 4
2.81250813 4.00824178 3.93782362 0.26763533 0.05547535 -0.6098271 4
5.72676571 1.43253265 1.77531667 0.64191311 0.73636492 0.60962044 4
48.9579357 5.48321491 5.55571121 0.12008228 0.17990659 0.60957953 4
45.4908383 5.57477159 5.46057127 0.29702464 0.18289696 -0.6094816 4
7.42637572 3.3528678 3.21118389 0.245085 0.27645104 -0.6094729 4
59.3560918 5.88731283 5.94032015 0.0621602 0.16122679 0.60942932 4
800.357483 8.72196567 8.76479397 0.04573597 0.12860852 0.60939388 4
30.5263463 5.56181213 5.61105756 0.08901988 0.10805494 0.60936527 4
1127.04943 9.16562842 9.21972583 0.10964269 0.11188377 0.60931774 4
33.081099 4.56979886 4.66609334 0.14485884 0.31475719 0.60920685 4

19.7176647 4.18010782 4.26319986 0.0814212 0.26114078 0.60914401 4
3.96113868 3.21018648 3.12226105 0.18625155 0.16770993 -0.6089555 4
28.5727953 5.74380831 5.68490786 0.15888962 0.09507499 -0.6089283 4
40.1496912 6.44980957 6.48048242 0.06242595 0.06048302 0.60879171 4
314.071218 7.96766437 8.00708728 0.05591487 0.10239459 0.60857566 4
37.1003889 6.21332535 6.18450219 0.01395506 0.07720243 -0.6085754 4
37.1003889 6.21332535 6.18450219 0.01395506 0.07720243 -0.6085754 4
7.34518286 3.67412637 3.55825261 0.28076541 0.20422922 -0.6085568 4
3.83493267 1.67102681 2.0015741 0.67531633 0.44468633 0.60844512 4
21.4678887 5.14447383 5.09158077 0.04114138 0.13665274 -0.6084403 4
13.4041839 4.54865597 4.61498878 0.13926149 0.13301635 0.60831166 4
7.64103326 3.95194661 3.86770363 0.1871992 0.1556243 -0.6083012 4
0.3355859 1.42771462 1.35286614 0.2177917 0.08587584 -0.6082943 4
5.1035396 4.5228947 4.68484868 0.35001971 0.04720965 0.60826601 4

5.25891092 3.52417984 3.59530756 0.13934663 0.14609846 0.60818804 4
237.286092 7.31922556 7.37428729 0.08122599 0.14349061 0.60818365 4
22.6137384 4.89989687 4.82117686 0.0970014 0.18874924 -0.6081706 4
7.85810021 4.21896956 4.15594205 0.13180548 0.12058453 -0.6080697 4
7.00321354 2.94624999 3.10021816 0.32317538 0.3241623 0.60793984 4
227.554009 7.56158641 7.4975546 0.13935185 0.12913075 -0.6079135 4
130.634806 6.07561522 5.91757785 0.11147864 0.37072352 -0.6079085 4
356.206896 6.8217888 6.93153953 0.17511089 0.34064483 0.60786551 4
12.1278165 3.81783004 3.6905527 0.0841068 0.27761537 -0.6078622 4
12.2124208 4.16816599 4.25059933 0.16961824 0.17809629 0.60760749 4
12.2124208 4.16816599 4.25059933 0.16961824 0.17809629 0.60760749 4
558.07226 8.09865839 8.02177375 0.08418924 0.17368683 -0.6075805 4

4.47891814 2.45342013 2.23043823 0.18142512 0.48769067 -0.607364 4
15.231003 4.23865507 4.13665428 0.03685396 0.25862085 -0.6072808 4

43.7789796 5.30175675 5.36438204 0.0504312 0.20405728 0.60725714 4
21.2916255 5.41091172 5.46447915 0.11620948 0.08789546 0.60725676 4
7.96823263 3.66339507 3.55611076 0.1805257 0.24124317 -0.6071812 4
8.54216279 3.36510121 3.45046203 0.12554716 0.28552123 0.60698634 4
289.024593 7.06038525 7.20024052 0.31418052 0.22566997 0.60692327 4



7.99877283 2.92716815 3.01744846 0.06931515 0.41025132 0.60683205 4
40.0274247 6.29754548 6.24056097 0.16884838 0.07787228 -0.6067556 4
1.07683428 1.05549497 1.28209794 0.44899154 0.27353335 0.60658047 4
15.3813604 5.50379001 5.47899215 0.02284734 0.06417135 -0.606491 4
154.410569 6.73039443 6.78812168 0.06765855 0.17445462 0.6063728 4
9.47188184 5.39988988 5.37935158 0.0391703 0.04405793 -0.6063397 4
9.47188184 5.39988988 5.37935158 0.0391703 0.04405793 -0.6063397 4
58.499783 5.88013199 5.97345411 0.21130352 0.14547897 0.60620058 4
58.499783 5.88013199 5.97345411 0.21130352 0.14547897 0.60620058 4

42.7407739 6.23406171 6.26937073 0.06369004 0.08280244 0.60604486 4
1.18511871 4.12264672 4.20998587 0.21051804 0.01759147 0.60595308 4
8.11464438 4.57616654 4.51255373 0.19450278 0.09110005 -0.6058564 4
32.5390732 4.71364811 4.55848502 0.14227062 0.37257842 -0.6058372 4
4.10644659 4.11102626 4.1569918 0.10667687 0.06416995 0.60571452 4
3.41152966 3.38612126 3.4619553 0.16733203 0.10720801 0.60565752 4
111.485501 6.34669215 6.41042145 0.08616984 0.17371246 0.60563715 4
56.6627916 5.69672078 5.7571681 0.07412752 0.17202319 0.60549393 4
78.2440272 5.37766929 5.49417886 0.21577076 0.30823179 0.60548842 4
3.07861762 4.07168776 4.04579699 0.04976735 0.05469923 -0.6053845 4
42.5871848 5.07564574 5.15961283 0.11929493 0.22758749 0.60529583 4
11.2873517 4.58673335 4.51741894 0.17065679 0.12406648 -0.605228 4
10.2849764 3.70482465 3.78257933 0.10949249 0.23434684 0.60521176 4
66.510454 6.4011475 6.43588155 0.02097854 0.10920069 0.60486516 4

0.21016891 0.80409348 0.71937671 0.25545074 0.10052083 -0.6048243 4
11.9049765 3.68597518 3.76431921 0.0492286 0.25685171 0.60480474 4
109.875047 6.85273392 6.79669936 0.10117511 0.12101504 -0.6047863 4
11.0214213 3.59349168 3.69129814 0.17138758 0.27019665 0.60474729 4
6.92712363 4.3025638 4.24178702 0.15836492 0.09913497 -0.6046254 4
9.01705439 3.92372969 3.9795048 0.06298986 0.16636787 0.60459321 4
305.543913 7.52773019 7.58539264 0.08871984 0.14967215 0.6044842 4
147.287043 6.97441853 6.90259845 0.1353779 0.14763677 -0.6044643 4
5.10909277 4.88943592 4.85949432 0.07876446 0.03945398 -0.6044319 4
25.4711557 4.08281647 4.19037984 0.12479263 0.34408344 0.60413006 4
11.5187749 3.79252316 3.65031444 0.30118632 0.31783579 -0.6040131 4
42.7216844 4.80752921 4.98726005 0.35261246 0.2687494 0.60393284 4
30.3417421 4.3614665 4.1221125 0.18092276 0.55309802 -0.603926 4
8.7017598 3.92142418 3.98440322 0.10511417 0.16604911 0.60387837 4

714.595445 7.7726422 7.85606373 0.11871853 0.29330682 0.6035285 4
20.3528939 5.29816715 5.25114738 0.07614502 0.10354319 -0.6034694 4
9.4575138 4.19458147 4.276365 0.18594366 0.13393165 0.60339738 4

414.174011 5.30542461 5.79527381 0.90292456 0.92138973 0.60329024 4
4.19259691 4.16475544 4.10313694 0.19142353 0.06820493 -0.6030232 4
14.621252 4.20022813 4.09654779 0.08438808 0.2548121 -0.602994 4

1051.95441 8.672873 8.58621613 0.12581623 0.20581701 -0.6029426 4
179.860222 6.79096335 6.85874668 0.10415602 0.19161273 0.60281859 4
4.53453371 3.95781592 3.92384639 0.02134434 0.08756429 -0.6026933 4
85.7817239 6.36874763 6.29080321 0.17545876 0.15205138 -0.6026673 4
19.5709313 4.44358746 4.54376324 0.21759744 0.22030645 0.60253058 4



841.047548 8.68891848 8.75499924 0.13956722 0.12760593 0.60217694 4
7.53229593 3.33334011 3.18168688 0.40934228 0.32488564 -0.6021443 4
6.62888466 4.78594267 4.81283264 0.0561624 0.05308833 0.60211707 4
646.261991 8.21476089 8.29253434 0.15996426 0.15481004 0.60206361 4
1.19467565 2.81849831 2.90592032 0.20809103 0.0645166 0.60175422 4
77.3063138 5.98032165 5.89139409 0.06275916 0.22633507 -0.6016413 4
1.92885801 1.32019427 1.4860484 0.3419272 0.39934228 0.6016126 4
6.2956577 3.55125966 3.46370655 0.14196934 0.18675639 -0.6013004 4

267.214408 6.89217682 6.7474928 0.19594119 0.33055509 -0.6011877 4
24.9897917 5.43983408 5.47492806 0.03018256 0.1018939 0.60118223 4
1.65388318 1.93659379 1.82044641 0.09913898 0.28442786 -0.6011599 4
2.90913088 2.76805759 2.90451186 0.32759439 0.16547199 0.60114912 4
28.0804879 4.20869902 4.30695656 0.07380471 0.34016812 0.60107559 4
7.90587639 3.74333263 3.80742182 0.10095093 0.17046746 0.60092816 4
20.4009299 4.68100101 4.77033605 0.19072475 0.17141641 0.60080782 4
11.4168067 3.74504302 3.82391954 0.10027219 0.23493288 0.60021751 4
10.8127292 4.6550199 4.60438942 0.09255789 0.1101137 -0.6001903 4
10.3613104 3.2734593 3.39440775 0.21833519 0.34423308 0.5996779 4
11.4730572 5.31440698 5.29172194 0.02601636 0.05866238 -0.5996246 4
37.0235912 4.28076866 4.51992394 0.52204566 0.35787784 0.59960445 4
2.30818299 2.3981989 2.27286895 0.41282362 0.24425262 -0.5995964 4
1.19176283 2.40215922 2.46656858 0.15049705 0.10401006 0.59921108 4
12.2852306 2.75945394 2.3413078 0.92506753 0.91511454 -0.5989761 4
2.27869606 4.43449321 4.47663015 0.11321178 0.02591549 0.59890442 4
57.1175149 6.21129488 6.16584049 0.01887549 0.11630518 -0.5988138 4
13.6537924 5.16600559 5.27120552 0.26128492 0.07147241 0.59864131 4
0.57635638 1.75624257 1.70656286 0.10012148 0.10206286 -0.5985659 4
26.4488337 5.34864053 5.29755828 0.02874376 0.13175607 -0.5984961 4
4.13567859 2.37211879 2.49917499 0.22818919 0.32036634 0.59832276 4
145.787058 6.97279262 6.91046475 0.09070358 0.15023857 -0.5981146 4
4.0427103 3.88242113 3.82194471 0.18516296 0.08710061 -0.5980372 4

23.9842643 4.42641322 4.50351456 0.06781787 0.24853748 0.59799509 4
12.7988916 3.46346933 3.56123083 0.09065753 0.32647719 0.5974007 4
156.756685 6.84792047 6.75601646 0.20004871 0.18822364 -0.5973463 4
311.421743 6.78006594 6.8682313 0.10480385 0.33031528 0.59728385 4

3.792603 3.82509253 3.92198158 0.22341791 0.07614426 0.59720243 4
30.1060486 4.7553713 4.62138351 0.20303152 0.27788317 -0.5969144 4
10.7149422 4.21935443 4.26611128 0.03657963 0.15662897 0.59670336 4
84.1224069 5.71596233 5.79869339 0.11636266 0.24410329 0.59642632 4
6.2492812 4.02443542 3.97582722 0.06222348 0.12089016 -0.5962417 4

16.8783979 4.91936097 4.95857387 0.0396198 0.12250339 0.59612309 4
16.4374646 4.49004258 4.4082286 0.07354045 0.19500444 -0.5960393 4
37.1142071 4.77670168 4.8553123 0.08397884 0.30434905 0.59582715 4
11.484572 3.50708459 3.62975441 0.24714226 0.29217682 0.5957484 4

265.251908 7.25407485 7.31139446 0.07176486 0.18611093 0.59549679 4
24.4138431 5.50875672 5.60114338 0.21032004 0.08873843 0.59540289 4
242.618993 6.78542019 6.86057596 0.09503641 0.26874644 0.59516881 4
15.5250575 3.89775859 4.00142859 0.2094848 0.306601 0.59516048 4



37.130363 5.85246405 5.90043381 0.09881779 0.10056181 0.59490186 4
8.62138546 4.84949636 4.90447671 0.13892453 0.0627623 0.59488457 4
24.4120977 4.54506571 4.42264019 0.09345176 0.27597921 -0.5945205 4
51.8014715 4.80663997 4.90171582 0.05566401 0.35161118 0.59451818 4
4.85195796 4.68002087 4.70281242 0.04988118 0.04354474 0.59441016 4
157.188703 6.33596226 6.42408916 0.14898223 0.24604003 0.59424303 4
0.98494271 3.2925104 3.35275623 0.1598815 0.03428079 0.59424212 4
7.00950902 0.78633664 -0.6035963 0.91972718 4.21722862 0.5941588 4
145.121834 7.01063988 7.05523017 0.06311069 0.12778119 0.59376371 4
216.961602 6.64179787 6.73051253 0.14099382 0.24269485 0.59372277 4
517.822892 7.76255357 7.84325403 0.15356988 0.19867539 0.59368095 4
29.5807784 4.49886798 4.58347417 0.09270527 0.29229437 0.59365299 4
19.7282284 4.71170313 4.60896756 0.23260454 0.19751277 -0.5936246 4
61.8729512 5.7212465 5.63345739 0.02714449 0.21353802 -0.59354 4
17.079355 4.43375618 4.34154876 0.08935427 0.21902659 -0.5935343 4

4.78611019 4.05683042 4.10635125 0.11198506 0.08060134 0.59348251 4
20.3866574 5.83427052 5.87156198 0.08645854 0.05716338 0.59334977 4
41.2428014 5.03974599 5.11272466 0.07575375 0.24360715 0.59326186 4
3.05751648 2.40820555 2.27490259 0.10375926 0.30727274 -0.5930979 4
34.0954268 4.94962705 4.83346077 0.13156578 0.26333216 -0.5930879 4
821.230759 7.36080175 7.46542423 0.11044396 0.45168699 0.5930441 4
29.1068054 5.23463911 5.17000294 0.03959479 0.16173526 -0.5930206 4
5.18686584 3.76552247 3.83875447 0.16832057 0.11276199 0.59301407 4
239.734739 7.4428559 7.30700241 0.56922977 0.16127049 -0.5930092 4
376.182924 7.63565514 7.70974261 0.14928019 0.17306078 0.59279905 4
21.3729916 4.76302647 4.65384867 0.31956578 0.20863423 -0.5926885 4
17.1286068 4.28672653 4.34894329 0.0191179 0.21589232 0.59257477 4
6.90248713 4.02907058 3.96903095 0.10930988 0.13365894 -0.5924931 4
640.593363 6.6223774 6.7382538 0.1698935 0.68359064 0.59226327 4
555.106206 6.67331087 6.81273039 0.23240671 0.53904977 0.59219056 4
28.0236921 7.18800289 7.16845086 0.05432806 0.02157553 -0.5921119 4
11.5286805 3.49870949 3.61569111 0.2470107 0.33568836 0.59210423 4
32.9271556 5.54818265 5.49495672 0.05094549 0.13047573 -0.5920951 4
33.9347913 5.23438692 5.2879475 0.0472979 0.16324 0.5919504 4
7.40167793 3.48078081 3.36909585 0.16644258 0.25567376 -0.5918598 4
2.71954747 3.8848147 3.93450956 0.12863093 0.05290781 0.59182107 4
5.4744934 3.22023947 3.31043782 0.19033524 0.21119923 0.59180698 4

16.3433568 5.20367702 5.16643451 0.04738076 0.09136946 -0.5914251 4
249.64747 7.80825038 7.84596067 0.06228093 0.0979155 0.5914216 4

15.9967775 4.47459667 4.39207751 0.09728199 0.19075816 -0.5913604 4
278.408709 7.11031269 7.00342122 0.08429267 0.27094405 -0.59118 4
109.857526 6.49993484 6.41581424 0.17762602 0.17644365 -0.5910771 4
4.58580735 3.38431772 3.46045004 0.16153954 0.14980714 0.59102616 4
19.0858078 4.90311011 4.84365108 0.05771925 0.1449274 -0.590826 4
41.8056667 3.75150174 3.86918681 0.10471707 0.71727411 0.59071143 4
1.11702256 3.74054606 3.7844358 0.11778403 0.02541552 0.59064145 4
5.82756411 4.45027987 4.52861897 0.18975958 0.06187936 0.59059106 4
8.90793318 3.33395118 3.17987296 0.03095086 0.33604227 -0.5905199 4



27.3664395 4.81904522 4.88155047 0.05955699 0.20269875 0.59042739 4
6.88733616 4.8028473 4.7751871 0.05745667 0.05888568 -0.5904248 4
44.4370501 5.35573308 5.2477294 0.18057067 0.241223 -0.5903878 4
10.2647104 3.57967465 3.66243068 0.11979086 0.26285916 0.59037536 4
2289.5383 8.58503422 8.68887116 0.19701807 0.42591095 0.59019502 4

73.5738213 6.78463259 6.72396593 0.18335618 0.08874536 -0.5901585 4
20.9895438 5.2542596 5.29570592 0.07075235 0.10650562 0.59014107 4
3.5616494 4.38237337 4.40659763 0.05447234 0.04291562 0.59004865 4

3.68882975 4.11882467 4.06310072 0.1856308 0.06426758 -0.5900147 4
72.0627518 6.15991108 6.0974229 0.02708319 0.16128353 -0.5899908 4
476.207942 9.44764644 9.43170448 0.02619064 0.03841078 -0.5899222 4
492.564359 8.17907543 8.11548263 0.10648186 0.14439517 -0.5892704 4
120.355451 6.87801097 6.82271742 0.08265021 0.13494064 -0.5891208 4
184.461474 6.64438422 6.53175187 0.06253452 0.28798497 -0.5890637 4
128.971699 7.56110291 7.53432048 0.03161028 0.06968114 -0.588784 4
11.8766687 3.4061923 3.49576203 0.12837103 0.39497183 0.58874571 4
1.7824697 0.88534048 1.35303564 0.96185878 0.50498209 0.58872178 4

29.3595706 6.15831145 6.09659396 0.19442678 0.06724014 -0.5883459 4
43.373809 4.88809848 4.96614913 0.0577045 0.30115547 0.588333 4
29.885377 5.11504199 5.19211823 0.16541519 0.1736008 0.58830125 4

426.137506 7.08836862 7.17031078 0.07729108 0.33744768 0.58817553 4
566.313533 8.45725819 8.50478609 0.08964291 0.11289361 0.58801845 4
5.80433271 4.13430759 4.18396573 0.11394629 0.08983747 0.587831 4
20.717739 5.61555062 5.57497713 0.09410785 0.07750081 -0.5876723 4
20.717739 5.61555062 5.57497713 0.09410785 0.07750081 -0.5876723 4

2.55906678 4.32650077 4.38070462 0.13915041 0.03227569 0.58754787 4
8.6650893 5.01896007 4.97558735 0.11974359 0.05891923 -0.5875437 4

4.31532957 3.60155329 3.54067192 0.13249528 0.12396533 -0.5875327 4
0.88963546 6.47519189 6.50861255 0.08970952 0.00132577 0.58738154 4
2.13320901 2.16524061 2.27356205 0.22924402 0.23144261 0.5873553 4
873.903675 8.44182908 8.36162735 0.00781368 0.20810302 -0.5873394 4
3.03005417 3.8450719 3.80318573 0.11365356 0.06752234 -0.5872942 4
19.8911556 4.51411529 4.58861481 0.12961403 0.19574731 0.5872675 4
591.069965 6.1752918 6.87345614 1.08761797 0.57389205 0.58703208 4
11.0569448 5.33571768 5.26219792 0.2420548 0.05817372 -0.5870138 4
13.6484735 4.41348969 4.47410158 0.10859522 0.15159788 0.5869994 4
210.792695 6.69077121 6.56387373 0.09931711 0.31400428 -0.5867511 4
4.39625204 4.69918659 4.65307125 0.15266274 0.04211566 -0.5862304 4
527.017203 8.06777824 7.9995984 0.03069322 0.17173799 -0.586095 4
64.5482812 5.00012234 4.74019075 0.22260698 0.56471923 -0.5859939 4
218.126964 6.76170137 6.63013285 0.25135148 0.29635327 -0.585922 4
150.169968 6.25663071 6.37384382 0.23313809 0.23771497 0.5857328 4
36.9772388 4.21155722 4.33411385 0.16418824 0.42105749 0.58567985 4
30.4341001 5.44664086 5.3832658 0.11363181 0.14197158 -0.5856723 4
15.9010057 5.17000669 5.13536759 0.02097514 0.0936727 -0.5854809 4
167.150939 7.18663531 7.13682049 0.01290808 0.13451192 -0.5853567 4
44.5045048 4.53570494 4.65944258 0.21165879 0.40065428 0.58531272 4
282.889621 7.81222495 7.85829459 0.08948859 0.1121721 0.58519122 4



8.03393266 4.47128064 4.54463868 0.17234469 0.08420793 0.58504783 4
8.22947716 4.00174026 4.0514134 0.07357398 0.14882138 0.58502926 4
0.78954364 1.34879627 1.23985553 0.28822067 0.22912386 -0.5849389 4
458.847883 7.24260497 7.07897314 0.10048639 0.36170323 -0.5847679 4
5.43459153 3.90924438 3.82817686 0.25435457 0.12090166 -0.5847673 4
161.970603 6.4403258 6.54783158 0.21729627 0.2355389 0.58475867 4
4.77643735 3.33173678 3.38480353 0.0679182 0.15837749 0.58471581 4
6.92938818 4.04903596 3.98990805 0.11755957 0.12928857 -0.5846795 4
135.497588 6.3310224 6.21021501 0.16803265 0.28391665 -0.5846038 4
58.7226782 5.0558031 4.85512034 0.36355311 0.43852441 -0.5846013 4
12.0904947 4.51975547 4.58392719 0.13806438 0.11963075 0.58440652 4
100.594812 7.04374777 7.00089141 0.08863814 0.09111377 -0.5842945 4
10.323876 4.34627977 4.27395042 0.17895388 0.13953942 -0.5842931 4

14.8210312 4.38159297 4.4505352 0.13665377 0.18146196 0.58416535 4
13.7125106 3.92505286 3.79987225 0.0800495 0.28210949 -0.5840508 4
86.110968 6.55588979 6.50599992 0.04920636 0.12452713 -0.5840325 4

65.7559637 5.25921291 5.34129524 0.05301092 0.28945662 0.58398641 4
75.6955709 6.12519259 6.05681255 0.03939722 0.17043243 -0.5838995 4
38.6859819 6.23083346 6.19292049 0.08095477 0.07727756 -0.5837662 4
48.1653679 6.33815709 6.28960551 0.11481211 0.09127409 -0.5837653 4
1.22421766 1.31919402 1.42255296 0.19015994 0.30311917 0.58373938 4
44.2861814 5.99932997 5.95351332 0.05798906 0.11289649 -0.583701 4
20.629093 4.9335662 5.00207409 0.15143091 0.13517385 0.58364985 4

21.2974156 5.09844699 5.02450712 0.17975095 0.14423981 -0.5835978 4
20.0337072 4.56016089 4.46568712 0.08035078 0.23705363 -0.5835956 4
8.55051354 4.31071198 4.36557754 0.11678723 0.10735084 0.58343788 4
56.2365992 6.38435452 6.41430485 0.02623354 0.09401179 0.5834297 4
10.7872069 4.29340772 4.22806895 0.09476878 0.1512697 -0.583367 4
2.85240779 1.71096826 1.36800849 0.34231687 0.7016966 -0.5831893 4
10.621571 4.7726616 4.80943018 0.07025837 0.0844341 0.58318904 4

43.1450892 5.46231987 5.51394958 0.03191883 0.16522938 0.58279176 4
8.54520042 4.7990441 4.82587153 0.0447895 0.06717857 0.58250517 4
462.996619 7.86910669 7.79086849 0.07978347 0.19950344 -0.5824709 4
330.212839 7.42421484 7.48597086 0.09307533 0.19225038 0.58242271 4
24.4474672 4.66171748 4.74164984 0.15018835 0.20843768 0.58232961 4
443.888333 7.78781368 7.98429565 0.40573809 0.14498169 0.58230439 4
16.5004067 4.46803674 4.5217167 0.05287417 0.18574214 0.58224825 4
16.6518515 2.93388947 3.10711371 0.31918117 0.60884234 0.58221232 4
8.46853064 4.48086337 4.42545217 0.14811462 0.10273646 -0.5821906 4
16.7781478 5.03546123 5.10571398 0.16699491 0.10348556 0.58204825 4
115.492479 6.72253985 6.76319389 0.02771659 0.13669757 0.5820403 4
150.956008 6.26436078 6.40058311 0.28417167 0.23510049 0.58202986 4
336.158487 7.53487452 7.43852594 0.24867439 0.20830506 -0.581906 4
174.743772 5.62678787 5.74767988 0.14716281 0.48043781 0.58185541 4
13.1028443 3.5832499 3.38449144 0.08696198 0.46610311 -0.5816256 4
18.0242478 4.89751339 4.84387804 0.03308227 0.13664905 -0.5814669 4
7.79925452 2.97704876 3.10616748 0.27292719 0.35788508 0.58135755 4
2.73169582 4.21111555 4.22656587 0.02469009 0.03968962 0.58133699 4



5.99009899 2.51839387 2.62028759 0.19903715 0.48067606 0.58128357 4
38.2294555 5.59877627 5.5386422 0.06844509 0.14886408 -0.5812289 4
8.01027173 4.2807137 4.34397556 0.14910511 0.1031643 0.58119706 4
49.1005974 5.76811859 5.69982085 0.09925228 0.16446659 -0.5810992 4
8.31822389 4.61452761 4.5502515 0.22126879 0.08718982 -0.5810607 4
12.9181363 4.31564699 4.2322676 0.1530072 0.19292717 -0.5809436 4
189.06935 6.68468264 6.57428938 0.09076613 0.27691973 -0.5809132 4

21.6486137 4.88108254 4.9323777 0.07085396 0.16053249 0.58087169 4
97.9598528 6.13232415 6.03376374 0.12100834 0.23768887 -0.5807766 4
104.605934 6.22817767 6.29250071 0.09171757 0.18441058 0.58072875 4
22.8276234 4.96886093 5.03623715 0.1453431 0.15269261 0.58063145 4
33.8557946 5.30657465 5.40147877 0.21949503 0.15605475 0.58061655 4
11.9117082 4.28256237 4.34142976 0.10738413 0.15391972 0.5804448 4
120.762603 6.41692677 6.61449358 0.40500846 0.15664083 0.58042618 4
189.72546 6.03015437 6.15880242 0.2646279 0.39367148 0.5802111 4

0.71284431 2.39895245 2.47826403 1.2228899 0.05907158 -0.5800814 4
68.6292187 5.67034292 5.73584738 0.0671077 0.21043359 0.58003425 4
20.3469632 4.66125265 4.57242068 0.13160994 0.19764581 -0.5800183 4
1.7814017 0.42421662 0.90082411 0.90689517 0.61772735 0.57999737 4

14.4657747 4.20968901 4.10289765 0.18953989 0.2497531 -0.5799883 4
25.4768027 5.57987395 5.49983587 0.25106526 0.10232962 -0.5799506 4
27.332832 5.54197289 5.61993264 0.18885654 0.09665969 0.57973655 4

18.1087577 4.09946299 4.18867264 0.14645173 0.25325965 0.57970493 4
46.9871741 5.68572253 5.7364761 0.06955013 0.14936421 0.57941568 4
3.48516072 2.15533676 2.35105759 0.44479367 0.32577937 0.57940858 4
22.1772532 4.48352844 4.36246649 0.13587745 0.29653188 -0.579405 4
18.1684501 5.37109688 5.40015809 0.04061104 0.08386138 0.57935279 4
59.1439363 5.49911461 5.38600193 0.10177106 0.27665595 -0.5792828 4
6.50634327 4.03113757 4.12227826 0.2140301 0.10766802 0.57920787 4
14.0162049 4.55491411 4.60079118 0.05696759 0.14369578 0.57917567 4
18.0618098 4.27956652 4.1565317 0.18816078 0.28487286 -0.5791217 4
38.9651754 5.49320335 5.54144633 0.05778939 0.15913075 0.57904759 4
1241.63553 7.66491721 7.77752501 0.17244463 0.49460924 0.57898499 4
21.3589022 4.18782529 4.0234281 0.11933571 0.38060658 -0.5788737 4
104.276321 6.12234155 6.01746885 0.08036921 0.26925613 -0.5786446 4
19.376733 5.4991 5.52987351 0.05467268 0.07711574 0.57863763 4

2.90743541 4.17151368 4.19522962 0.05508222 0.04325397 0.57862803 4
19.2308338 4.43325264 4.54122531 0.25172193 0.21485563 0.57850737 4
20.6720679 4.72764988 4.65198055 0.03118916 0.18761043 -0.578483 4
211.316525 7.15075884 7.0777477 0.09177361 0.17781681 -0.5784651 4
1.69316775 0.85931976 1.33422003 1.03401717 0.39246862 0.57834299 4
3.30799244 2.27904277 2.37883077 0.18212227 0.31816109 0.57816449 4
2.9708856 3.90863618 3.93999029 0.07333927 0.0577565 0.57815767 4
39.268808 6.31289451 6.28036915 0.06321804 0.07508605 -0.5779607 4
55.361999 5.51551352 5.60902528 0.19191827 0.20422949 0.57792371 4
55.361999 5.51551352 5.60902528 0.19191827 0.20422949 0.57792371 4

4.12998265 3.16001331 3.04206103 0.3483683 0.20314658 -0.57765 4
31.6426258 5.45275704 5.49443443 0.04466269 0.12798641 0.5776126 4



5.66040799 3.6093012 3.52989678 0.18458796 0.17029335 -0.5775778 4
7.44543574 3.27868086 3.35172785 0.08861141 0.26691507 0.57736909 4
5.90777604 4.09030676 4.13613396 0.10159067 0.09699938 0.57734865 4
8.64854596 5.11448568 5.03403181 0.2885073 0.05697952 -0.5773416 4
22.9890605 3.85220419 3.56092997 0.36905862 0.60272475 -0.5772973 4
1.6804205 3.49383854 3.44614753 0.14616645 0.05308133 -0.5771944 4

11.2333148 1.84237208 1.93872856 0.39353639 1.09742376 0.5770938 4
341.656515 7.32901872 7.22902849 0.03865444 0.26151468 -0.5769796 4
31.3006169 5.18261989 5.23243673 0.03939386 0.16193038 0.5768677 4
62.4703556 6.93335086 6.86683673 0.26445898 0.06592625 -0.5765365 4
18.9665802 4.83029476 4.76431112 0.08579892 0.16917762 -0.5765171 4
5.3159202 4.67387597 4.70375355 0.07224146 0.04750842 0.57626738 4

375.775644 7.21989186 7.07704279 0.2607602 0.28963427 -0.5762323 4
7.51394994 3.66312286 3.72084073 0.08182246 0.19088161 0.57605625 4
26.8906273 5.30604986 5.24999475 0.06847698 0.13986852 -0.5760211 4
7.27502078 3.30811982 3.18174542 0.04126351 0.32674043 -0.5760127 4
14.9120263 3.94050623 4.02272961 0.1248336 0.26207847 0.57594627 4
307.175225 6.86062639 6.95108307 0.1540061 0.29383617 0.57589438 4
10.3005842 3.70693055 3.79419695 0.17242382 0.22557079 0.57586837 4
4.25099645 3.46294641 3.39295089 0.16328352 0.14199514 -0.5758642 4
2.24720835 1.77895205 1.61906169 0.75348025 0.42418559 -0.5755916 4
24.398487 5.17029768 5.21826589 0.07848623 0.1274582 0.57541635 4
150.86175 6.85021859 6.90524864 0.09187099 0.14760898 0.57534288 4

15.7983855 3.34629788 2.87782227 0.26686461 1.01330425 -0.5753194 4
4.97248224 3.16544666 3.23814887 0.13255721 0.18872891 0.57527955 4
44.4257638 5.26514608 5.1398251 0.29532258 0.24555314 -0.5752781 4
589.433865 8.03727394 7.93086621 0.25065166 0.20871565 -0.5752633 4
12.4641364 4.37773545 4.43103318 0.08950408 0.15077621 0.57523071 4
6.8919774 3.30111474 3.41456528 0.24597874 0.21476905 0.57502034 4

80.9238888 6.42267828 6.49049604 0.14983414 0.12251803 0.57465708 4
6.26526018 2.44344317 2.12765249 0.40406758 0.60693631 -0.5745798 4
15.2445674 5.15069027 5.10014241 0.12429895 0.09193013 -0.5745237 4
11.7159125 4.01183892 3.88305822 0.33760059 0.25381391 -0.5745047 4
324.871396 6.93060514 6.77429143 0.0443779 0.37156907 -0.5744047 4
347.326871 7.02035218 6.87267472 0.05807571 0.33585789 -0.5741171 4
32.8821258 5.16671171 5.218478 0.04796314 0.18545856 0.57410588 4
13.335622 4.64783871 4.71629188 0.16189644 0.11728339 0.57393783 4

19.7132972 4.89088004 4.94927173 0.11297568 0.13662676 0.57392514 4
15.438829 4.47441836 4.39548053 0.12384308 0.18046356 -0.5737885 4

117.797889 7.12588044 7.09070702 0.0114544 0.09588312 -0.5737707 4
10.2051484 3.69716939 3.7633768 0.07209214 0.24273558 0.57375515 4
284.738288 7.29283156 7.19367832 0.20186899 0.20115848 -0.5737249 4
60.023723 6.10514334 6.05083358 0.0542919 0.13580617 -0.5737107 4

69.2756848 6.4154516 6.29255884 0.57148784 0.13005448 -0.5736501 4
17.0292876 4.29461003 4.38811561 0.18869468 0.20196453 0.57349084 4
1.78153527 6.73690459 6.72074256 0.05119731 0.00214857 -0.5734123 4
17.3662298 4.49650228 4.54881738 0.02720827 0.17665637 0.57329868 4
292.531778 7.24228668 7.14783183 0.11998812 0.21860198 -0.5732923 4



25.6666267 4.62023597 4.71063787 0.17845016 0.22732689 0.57318462 4
146.316998 7.09057108 7.02708745 0.1418198 0.13429115 -0.5731818 4
84.7143109 6.09135806 6.14933078 0.07758788 0.17411205 0.57314391 4
35.1455501 5.20194849 5.26991537 0.12478893 0.18210741 0.5730289 4
27.9955143 5.10449035 5.16123756 0.0987796 0.16791809 0.57294549 4
4.29116414 1.61902054 1.71654668 0.21148474 0.74290671 0.57279162 4
2.58840444 -1.7142354 -1.5293706 2.55835227 2.86098355 0.57262371 4
108.088385 6.03006439 5.90361221 0.19687185 0.2705369 -0.5725788 4
52.5364243 5.45483536 5.55440876 0.23274387 0.21481293 0.57254253 4
66.6211824 5.79988855 5.70889112 0.1118931 0.21635917 -0.5725289 4
76.9711625 6.32925248 6.23671751 0.28573646 0.15707607 -0.5724426 4
5.10353809 2.36408734 2.53885614 0.39218256 0.44708017 0.57242913 4
115.436432 6.29677036 6.20331768 0.09635692 0.22094597 -0.5724091 4
112.21888 6.7116015 6.79083598 0.19382408 0.12291552 0.5723689 4

26.9016187 5.81123393 5.85073524 0.09047076 0.07772663 0.57229873 4
82.4283658 5.42552137 5.2275942 0.06285389 0.48003605 -0.5722479 4
148.407226 6.44028579 6.50446207 0.06905358 0.21510837 0.57199231 4
60.5700158 5.79598134 5.71929691 0.01633708 0.20716586 -0.5719128 4
97.2377377 6.459078 6.50466081 0.05432029 0.15157077 0.57188973 4
16.1307726 5.80075702 5.76251401 0.11075802 0.05074886 -0.5716113 4
58.1413857 5.50043288 5.39462694 0.04075636 0.26964107 -0.5715149 4
174.814648 6.93297717 6.85654242 0.11402361 0.18752197 -0.5714888 4
38.479527 5.74251183 5.7866398 0.07939384 0.12148579 0.57124638 4

16.6648026 4.83960948 4.9149084 0.17028031 0.11799552 0.5712187 4
10.6483719 3.86518595 3.93480432 0.11713729 0.21653967 0.5711835 4
44.4805908 4.96551253 5.05105672 0.14479993 0.30098722 0.57112253 4
40.873207 5.57252984 5.63183922 0.11843623 0.14982868 0.57108641 4

2.98562933 3.83047549 3.96841692 0.33082857 0.05719967 0.57105727 4
62.8697553 4.73178046 4.39846693 0.62638028 0.75814744 -0.5710518 4
19.6372784 5.03551111 4.970094 0.16208368 0.13099278 -0.5709842 4
27.8376669 4.22795415 4.01508879 0.13118465 0.43933751 -0.5709291 4
11.8773673 4.38875344 4.44172041 0.09998934 0.14353802 0.57087528 4
20.6646209 4.45989991 4.35093309 0.12051334 0.2493191 -0.5707793 4
17.2398883 5.44727365 5.4785103 0.0628512 0.07074848 0.57074967 4
30.9293375 5.12233324 5.04312436 0.08454588 0.19609162 -0.5704079 4
5.24866224 3.21308441 3.11260458 0.16176007 0.2364832 -0.5703512 4
28.0748475 5.18004101 5.23873285 0.11507923 0.15534432 0.57032717 4
8.81570138 3.81353651 3.87320202 0.08532112 0.17442283 0.57031962 4
3.29942779 3.26115528 3.33889957 0.17950189 0.11456072 0.57017247 4
6.9023877 3.79185183 3.71992266 0.12623902 0.16200727 -0.5701199 4

127.823193 6.41000407 6.32065756 0.04436082 0.22232099 -0.5700994 4
18.3714126 4.26365984 4.32460612 0.02258929 0.25882528 0.57009042 4
413.85585 6.78025079 7.01015484 0.46212682 0.36617718 0.57003981 4

16.4064044 6.58034316 6.55030901 0.09895227 0.02360831 -0.5697256 4
5.72021217 3.53027833 3.46226658 0.029179 0.18080878 -0.569556 4
26.8045572 3.85814289 3.49301695 0.13957889 0.69090253 -0.5693124 4
4.71744001 4.87592803 4.90371821 0.07292171 0.03481192 0.56896685 4
10.4564996 4.14169875 4.27464121 0.33204419 0.15108718 0.56894706 4



45.2682752 6.003292 5.95975516 0.03602198 0.11917712 -0.5688692 4
32.8853513 5.11751789 5.03051831 0.08858371 0.22779218 -0.5688677 4
0.88133364 2.75949484 2.80490103 0.12097576 0.05257199 0.56871797 4
8.22176252 2.77488016 2.9222711 0.29156561 0.38969779 0.56861995 4
8.59475402 3.86216681 3.78082192 0.1065761 0.2066651 -0.5685988 4
12.4078377 3.89883655 4.02881384 0.30609087 0.22275197 0.56859261 4
83.1971778 6.02788088 6.0840781 0.05686924 0.17935053 0.56843029 4
8.85733915 3.41825008 3.27620764 0.15721934 0.33119872 -0.5683746 4
8.86515511 2.36479713 2.4444075 0.19957663 0.77769808 0.56834584 4
277.203223 7.16410617 7.02926394 0.46941018 0.23322569 -0.5681192 4
13.0444342 3.90432017 3.77829062 0.11877736 0.32058744 -0.5678907 4
23.6707647 4.60221479 4.48710481 0.16738435 0.2863253 -0.5677643 4
8.96171911 4.77018351 4.84659767 0.1866137 0.07084328 0.56773815 4
7.15640162 4.0627816 4.10233922 0.05646806 0.12182091 0.56762943 4
8.69009906 4.70754835 4.65903085 0.13738105 0.08052533 -0.5676225 4
14.120674 3.97877698 4.06722881 0.16774448 0.22517177 0.56743556 4

253.327788 6.89208028 6.98105729 0.17852751 0.21968717 0.56715495 4
9.05269275 3.99334559 4.08583515 0.2260588 0.1470736 0.56702124 4
2.45903549 2.11032026 2.29469928 0.38716476 0.24851714 0.56700313 4
15.166647 4.45575332 4.38486575 0.01085355 0.18435711 -0.5669925 4

12.0665358 3.78732758 3.86022312 0.09017245 0.23892393 0.56679624 4
20.507315 4.58383349 4.65201494 0.12201857 0.19580963 0.56673994 4
73.699033 5.67681504 5.81659779 0.30147267 0.21740135 0.5667111 4

109.128556 5.97382158 6.04448 0.06594279 0.24023853 0.5664847 4
6.92337467 3.74362605 3.67230001 0.09201093 0.18087312 -0.5664016 4

153.9855 5.84482783 5.94385975 0.13794674 0.37591141 0.56634692 4
250.058391 7.13996088 7.05171593 0.11699738 0.21609745 -0.566289 4
6.87638474 3.56604358 3.63353872 0.12150523 0.17224974 0.5662423 4
124.973247 7.07791998 7.03287333 0.07021678 0.11376583 -0.5662083 4
74.2589999 5.85049907 5.90769782 0.04749393 0.1913571 0.56589506 4
9.64763709 4.11837613 4.16335549 0.03998447 0.14381535 0.56586538 4
6.92715388 3.82630962 3.92796128 0.24721305 0.1320838 0.56584805 4
24.7732819 5.72631879 5.75691061 0.0562709 0.07665519 0.56581822 4
39.1505272 4.93968961 5.01780768 0.11125864 0.24069085 0.56575818 4
8.28973023 4.16881328 4.10090552 0.16855911 0.1323671 -0.5657419 4
39.9183717 4.84541058 4.98825577 0.31589253 0.26218015 0.56572443 4
31.0611168 4.72142478 4.58963729 0.13835389 0.31453026 -0.5657205 4
6.20858547 4.42263483 4.37650909 0.13355691 0.07686676 -0.5656859 4
6.24797733 3.83141646 3.94003755 0.2783453 0.1199974 0.56551476 4
6.72493965 3.88999796 3.9514353 0.13756299 0.12548775 0.56548285 4
15.3325097 3.83620699 3.91094853 0.08812712 0.32878091 0.56539545 4
15.7022315 2.98273393 3.11505112 0.19956995 0.57214548 0.56538701 4
3.1936969 4.46278847 4.36636357 0.39857528 0.04101398 -0.5652776 4

6.08261238 3.06291088 2.92162161 0.28623525 0.29748478 -0.565132 4
68.2893197 6.08950103 6.13945534 0.075775 0.14117192 0.56506201 4
33.1220859 5.46172046 5.51879717 0.12025058 0.1277922 0.56497343 4
85.1519269 6.97260037 7.00677822 0.07234017 0.07883229 0.56495404 4
3.82307742 3.52950358 3.46283139 0.20606369 0.12077043 -0.5649396 4



114.580856 6.49056109 6.55276 0.118302 0.16928184 0.56492203 4
197.826397 6.47799781 6.32097797 0.38677698 0.38269013 -0.5648734 4
50.4354063 5.39272841 5.28560413 0.19441519 0.23778855 -0.564606 4
560.738294 7.66270139 7.72628595 0.03280935 0.24397811 0.56455578 4
186.769247 6.39936284 6.25370589 0.08028967 0.33105072 -0.5645164 4
3.03134559 3.68894292 3.74608927 0.14077147 0.07226038 0.56432024 4
13.6668464 4.4930991 4.42588745 0.09664275 0.16985155 -0.5642504 4
15.5798572 4.33527779 4.24966268 0.06285503 0.20850229 -0.5641341 4
21.5277824 4.68755157 4.5938866 0.15041874 0.22313353 -0.5639457 4
17.4205954 4.74848952 4.66999242 0.19194572 0.1650714 -0.5639268 4
356.507473 6.78428889 6.87251577 0.0995402 0.35128108 0.56376033 4
23.9814048 4.36466464 4.22462093 0.04583972 0.31638789 -0.5636539 4
6.03136219 3.72125941 3.79596779 0.1820195 0.14003409 0.56312121 4
12.1443125 4.17058505 4.08810803 0.1142182 0.20269693 -0.5630584 4
9.60823468 3.02836071 2.76889744 0.21518927 0.5320405 -0.5630491 4
58.6285322 6.93901679 6.96656526 0.06380277 0.05552883 0.56295675 4
8.32326195 5.23747261 5.21153289 0.06711682 0.044795 -0.5627923 4
64.419469 6.43939409 6.48731691 0.10569345 0.09604233 0.56276777 4

264.086926 6.97610625 6.86721693 0.07348778 0.26441313 -0.5627624 4
34.8501721 7.07689007 7.01600683 0.21418526 0.03155458 -0.5626798 4
710.299085 8.30345164 8.23180105 0.02541412 0.19621032 -0.5625901 4
166.278585 6.79309349 6.88324594 0.21451392 0.16272293 0.56256786 4
10.8762065 4.57518717 4.60854514 0.02817283 0.10514432 0.56252129 4
11.1327234 4.47904211 4.53353411 0.11941677 0.1216336 0.56245833 4
11.1327234 4.47904211 4.53353411 0.11941677 0.1216336 0.56245833 4
10.7325763 3.50055475 3.32494059 0.26741198 0.41257805 -0.5623748 4
15.8970523 4.44578061 4.51167446 0.12509694 0.16596962 0.56233691 4
33.8276738 5.22142155 5.14342965 0.09650042 0.18642483 -0.5623254 4
24.9759047 5.20981651 5.15753738 0.02133908 0.13914013 -0.5622399 4
15.5203906 3.87783751 3.70676856 0.21589418 0.41543924 -0.5621739 4
2.76973074 1.59250144 1.10117986 0.21444477 1.07355004 -0.5621434 4
3.64315889 2.20650164 2.40422754 0.46464272 0.32483131 0.56204964 4
109.82879 7.18949418 7.23915788 0.11944076 0.07825689 0.56192444 4

37.7333235 6.83357511 6.80689402 0.07661874 0.04145226 -0.5618127 4
8.53333952 3.92936679 3.98420515 0.09490809 0.16359184 0.56150307 4
3.80711846 3.81677207 3.7261504 0.35124918 0.08933181 -0.5614731 4
19.2855438 5.27369846 5.23525754 0.043514 0.10051221 -0.5614471 4
92.8199076 6.70107813 6.73843033 0.05709036 0.11340847 0.56144452 4
36.7681543 4.64410025 4.71767037 0.01295982 0.32797372 0.5614017 4
21.2817103 4.1933153 4.27886581 0.12509556 0.27200473 0.5611597 4
8.76370874 5.03379283 5.01272803 0.02305092 0.05765116 -0.5611523 4
9.93617841 4.91081708 4.86994689 0.10785079 0.07540842 -0.5610136 4
92.9444925 6.40028093 6.4582956 0.12045145 0.15144614 0.56099685 4
6.30190335 2.71257383 2.80314156 0.10043539 0.35574863 0.56091366 4
15.1133987 5.36203813 5.3350419 0.03222193 0.07315449 -0.5608548 4
19.2740786 5.1596549 5.19178579 0.01844887 0.104161 0.56084766 4
8.8068026 3.99063522 3.92204399 0.07375966 0.18235803 -0.5608208 4

10.5074653 5.43476442 5.47026948 0.09340345 0.04441893 0.56067812 4



12.1757925 3.89368713 3.77954749 0.12644687 0.27673691 -0.5606551 4
22.2643183 3.97993473 4.05186834 0.03783538 0.42788373 0.5606288 4
7.31185244 4.90752711 4.94976675 0.11142223 0.05106635 0.5606013 4
4.1230213 3.71102951 3.61181999 0.76155797 0.1082187 -0.5605331 4
3.4439295 4.43438127 4.4710076 0.09643575 0.03911132 0.56035486 4

21.1982007 3.90441105 3.65201622 0.052753 0.58928053 -0.5603502 4
143.529841 7.46603906 7.43626017 0.0169232 0.08458574 -0.560284 4
143.529841 7.46603906 7.43626017 0.0169232 0.08458574 -0.560284 4
8.89030271 3.93012175 3.81991905 0.3391887 0.18990617 -0.560271 4
14.2169945 4.38872505 4.29912532 0.18971719 0.19909026 -0.5601538 4
4.57140107 2.52967608 2.60857051 0.07284764 0.33129668 0.56014393 4
5.27369604 4.37312364 4.40763964 0.08365326 0.06543519 0.560017 4
326.455552 6.93283359 7.02125169 0.17451838 0.31318115 0.56001066 4
7.07741589 4.86148602 4.83699455 0.0505672 0.05563393 -0.5598596 4
54.3951577 5.76315234 5.80873375 0.0176378 0.15919159 0.559777 4
11.6251109 2.82983116 2.94010198 0.27900878 0.65683402 0.55974317 4
19.7430372 5.25311906 5.19805781 0.1341154 0.1082783 -0.5595033 4
32.1398015 5.08523392 5.15182278 0.12885836 0.18833117 0.5594528 4
72.2626852 5.22698031 5.36598191 0.33523435 0.36446346 0.55940007 4
82.4920136 5.49416873 5.31123768 0.2778909 0.44637359 -0.5592126 4
60.9807439 6.41541688 6.36296017 0.1265417 0.10295541 -0.5591384 4
11.2067249 4.33158731 4.22906751 0.40522207 0.17082065 -0.5590321 4
9.24577682 -2.5136019 -0.0307655 4.54995579 4.5202882 0.55894364 4
12.3872686 3.98945726 4.08366209 0.21447979 0.19692379 0.5587052 4
18.2570593 4.22340968 4.28611105 0.05615603 0.26858801 0.55868231 4
218.202104 6.52442513 6.36037003 0.35187895 0.39186523 -0.5586657 4
16.369463 4.64838033 4.69295577 0.04291896 0.14355683 0.55846611 4
5.5164607 5.01895035 4.99239758 0.07744981 0.03723426 -0.5584429 4

65.0821258 5.17538203 5.25932146 0.08141207 0.30645768 0.55838522 4
103.383964 6.71281661 6.63441715 0.26915134 0.13344538 -0.5580247 4
34.757436 5.64522403 5.58840199 0.11169175 0.13038882 -0.5579383 4

73.4874089 6.83800522 6.86771134 0.05521433 0.07685852 0.55784111 4
33.4209414 4.51715068 4.31530959 0.14309684 0.49960037 -0.5578357 4
22.0938564 5.05450827 5.0958219 0.04360182 0.13003923 0.55779406 4
123.100553 6.45721275 6.3741995 0.10516217 0.1989753 -0.5577395 4
6.99289213 3.13017161 3.22077946 0.16086232 0.26475953 0.55769246 4
34.8995301 4.89608489 4.77584396 0.16570768 0.27099418 -0.5576089 4
231.424484 6.38576572 6.15974625 0.17243802 0.55059541 -0.5576017 4
10.4540068 3.51139054 3.59118751 0.11059546 0.27025185 0.55752985 4
10.4101884 3.80521425 4.01297213 0.49071095 0.18320235 0.55743988 4
2.31276925 3.8124867 3.74630468 0.23407865 0.05388804 -0.5574126 4
10.3583537 3.80864405 3.69235596 0.33298118 0.2410761 -0.5573676 4
3.27342245 2.56649014 2.71256681 0.36109852 0.21246034 0.55736274 4
18.2629432 4.36391923 4.42394327 0.05701796 0.2119999 0.55731643 4
3.31032134 3.5621178 3.49915452 0.20869098 0.1006167 -0.5571073 4
13.7729625 4.85306489 4.88714199 0.04614726 0.10234607 0.5570256 4
13.236147 4.53065123 4.59680232 0.14855819 0.13592907 0.55695915 4

15.9545558 4.62696314 4.67916423 0.09482902 0.15442773 0.55695335 4



23.4855473 5.22352287 5.17422173 0.04092995 0.13778979 -0.5569028 4
10.3808657 3.27824345 3.35596298 0.09731516 0.38932443 0.5568156 4
8.46494247 4.2353016 4.27210157 0.04373318 0.12018368 0.55662641 4
3.30303986 2.32599188 2.50765831 0.38934453 0.2894645 0.55644946 4
566.675931 8.28623036 8.33702392 0.09420293 0.13223974 0.55634031 4
11.2426604 2.7717307 0.20496984 0.20129022 4.68968986 -0.556257 4
7.53993214 4.57435936 4.53869596 0.07502522 0.08168064 -0.5562248 4
19.3634598 4.59896363 4.65729523 0.09623913 0.19085958 0.55604162 4
19.8191855 4.26395066 4.10443655 0.42785441 0.34698847 -0.5560107 4
6.83394598 4.18684876 4.23781215 0.12040016 0.10147451 0.55597962 4
9.54927378 3.4610369 3.57002536 0.25261384 0.27786904 0.55564036 4
5.03787611 4.71250376 4.73811559 0.06514823 0.04360184 0.55555218 4
5.03787611 4.71250376 4.73811559 0.06514823 0.04360184 0.55555218 4
44.965618 5.7804811 5.72569566 0.05482446 0.14161234 -0.5554298 4

83.9134764 7.25928498 7.20496959 0.20535534 0.0613639 -0.5554291 4
9.449286 4.03253911 4.1313541 0.24865749 0.14515694 0.55537739 4

70.018795 6.75133848 6.70736133 0.11274901 0.0835034 -0.5553759 4
130.368076 7.60961409 7.57209508 0.10318525 0.06672183 -0.5552638 4
3.69482534 4.65246869 4.62405953 0.08528176 0.03587788 -0.5551123 4
1.20879875 0.59248911 -0.1884295 0.65554605 1.68938868 -0.5550188 4
366.926278 7.37757058 7.27940341 0.04807801 0.25206987 -0.5550177 4
11.5086862 4.87299301 4.84160237 0.00253808 0.09122971 -0.555007 4
96.3761565 6.40805615 6.34471282 0.04527943 0.17220071 -0.5550021 4
173.872867 7.52280865 7.55683687 0.06279181 0.08847947 0.5549782 4
17.1506508 4.65639602 4.58980755 0.06702853 0.174429 -0.554891 4
122.570528 6.59502741 6.51734284 0.13925449 0.18880455 -0.5547753 4
89.2220373 7.42743425 7.38256072 0.15141244 0.05546479 -0.5547717 4
13.2702394 3.55836444 3.36456636 0.28322428 0.40071046 -0.5547687 4
256.620291 7.29695229 7.2118498 0.22109333 0.17910799 -0.5546576 4
8.18998101 4.57528622 4.54418149 0.02832904 0.0849957 -0.5546399 4
4.48243891 4.1932577 4.24337433 0.12655692 0.06374868 0.55458531 4
677.929284 7.30562591 7.38738877 0.1117454 0.4501393 0.55441311 4
39.8326266 5.85590152 5.80283963 0.11076252 0.11733023 -0.5543197 4
44.9790541 6.36507133 6.39045021 0.03557202 0.07504933 0.55427928 4
12.4301405 4.41746568 4.29907087 0.4936425 0.17391045 -0.5540966 4
60.8409909 5.96948157 6.0339019 0.14188226 0.13968051 0.55370989 4
191.538309 7.4330694 7.47264986 0.0722496 0.10876111 0.55368767 4
6.98511075 4.62458017 4.67988294 0.14982794 0.06400541 0.55341562 4
26.842193 5.79135872 5.74786463 0.11577868 0.08692048 -0.5534087 4

65.6112959 6.05717264 6.10731213 0.08669211 0.15096814 0.5533732 4
2.34137586 3.86283473 3.7976097 0.23232236 0.05210479 -0.5532441 4
5.05041724 3.42968106 3.34407587 0.25848963 0.18284403 -0.5531716 4
124.901359 6.45567351 6.35412969 0.33081571 0.22748869 -0.5530189 4
338.162083 7.70983479 7.75180656 0.03799535 0.14795034 0.552721 4
338.162083 7.70983479 7.75180656 0.03799535 0.14795034 0.552721 4
30.8576756 5.55915241 5.51157594 0.06361841 0.12479305 -0.5525667 4
1.07344485 -0.6183826 -0.1331938 1.61410224 1.45053671 0.55255952 4
18.7929718 5.11141475 5.06813048 0.03990557 0.12078776 -0.5524758 4



7.41145483 3.79551157 3.84323374 0.06079452 0.16173196 0.55232882 4
36.3709941 5.24083567 5.40935939 0.37981791 0.16102186 0.5522704 4
25.202409 4.71626464 4.61289678 0.16314639 0.23458458 -0.5519384 4

4.41082381 3.48805336 3.41906782 0.18664362 0.15018004 -0.5519244 4
58.6758397 5.26145336 5.11775041 0.08475115 0.35357015 -0.5518271 4
56.7854863 6.09618904 6.14515295 0.10188677 0.12320684 0.55169235 4
372.294719 9.46571766 9.45469957 0.01790001 0.02895388 -0.5511999 4
20.9080301 3.72442214 3.89364745 0.43128445 0.46662019 0.55105066 4
193.290835 6.94252498 7.00912684 0.13285101 0.17055135 0.55095072 4
9.84545427 3.51960272 3.3869161 0.11485824 0.304139 -0.5509339 4
156.756814 5.40977728 5.51056242 0.11471607 0.5623031 0.55063198 4
15.5298632 3.38918289 3.07603544 0.2988259 0.63375372 -0.5502605 4
10.1440443 4.05178422 4.09757916 0.03084993 0.17420203 0.55013986 4
18.1170968 4.69701511 4.62411548 0.12922329 0.17752933 -0.5501372 4
17.4830819 5.18324569 5.08105107 0.54796729 0.10626727 -0.5500374 4
13.2853482 4.22861844 4.14644716 0.1048873 0.19764754 -0.5500056 4
24.8841238 5.76768014 5.72726434 0.10556995 0.07915262 -0.549755 4
7.65880141 5.71242389 5.74841889 0.10182214 0.02426462 0.54971526 4
14.5792737 4.4500082 4.49572189 0.03471913 0.15662806 0.54961102 4
124.06531 6.75674397 6.83981889 0.20980988 0.1289064 0.54954221 4

8.15225055 3.67308536 3.58644611 0.07364141 0.22223333 -0.5494882 4
180.000235 6.25688598 6.33683444 0.10887444 0.31227341 0.5494034 4
8.89083999 3.13105869 2.92661778 0.43838707 0.44576749 -0.5493902 4
30.1482478 5.02043341 5.10220724 0.19049226 0.18269172 0.54936256 4
26.0565027 4.73495063 4.62913977 0.14090261 0.27195121 -0.5493608 4
5.42252372 3.85521636 3.7866361 0.19236907 0.12727913 -0.5491811 4
24.6373964 4.76122169 4.81979127 0.08307043 0.19706781 0.54916485 4
13.8601172 4.65016196 4.59756705 0.06563961 0.13608289 -0.5489694 4
49.4118423 5.75641724 5.69452607 0.05577966 0.1647679 -0.5489679 4
10.6483139 3.74805354 3.84410486 0.20479269 0.21418049 0.54888101 4
70.2466504 5.7066372 5.77336703 0.11060827 0.21656753 0.54875479 4
18.2947403 4.56799516 4.48198556 0.14940812 0.21139491 -0.5483618 4
20.8936346 4.77261092 4.83163074 0.11502585 0.16829456 0.54816779 4
10.9963659 4.46399536 4.40493007 0.12641888 0.13490436 -0.5480867 4
10.9963659 4.46399536 4.40493007 0.12641888 0.13490436 -0.5480867 4
7.36698091 3.75920072 3.66961438 0.5029906 0.17911142 -0.5479743 4
40.1408689 5.32081103 5.37192987 0.03937458 0.17666453 0.5476755 4
34.9909579 7.38233544 7.35116346 0.11005783 0.02260241 -0.5476699 4
494.554821 7.56379304 7.65216806 0.19378609 0.23340912 0.54735504 4
23.4948281 3.89081958 3.56829042 0.25487088 0.75815285 -0.5473087 4
4.72317509 3.36635492 3.29085553 0.14440504 0.18437493 -0.5472917 4
822.609294 8.20096547 8.10475576 0.09412159 0.23555742 -0.5472842 4
7.70598474 1.757433 1.81315492 0.28186707 1.01627669 0.54724236 4
8.76529459 2.98847624 3.19927521 0.4562093 0.39149028 0.54723021 4
1.88717902 1.70636276 1.80370851 0.20231993 0.3101893 0.54704306 4
9.38722677 3.5751982 3.65529468 0.16167717 0.2482178 0.54702816 4
125.059717 6.31645054 6.40484023 0.20027837 0.20545663 0.54700324 4
11.0073734 4.30677 4.4168743 0.28630635 0.12797772 0.54686927 4



14.0799169 3.42571441 3.7434319 0.73976569 0.36415207 0.54673736 4
8.34226228 3.94767491 3.88569429 0.0137206 0.17103353 -0.5467062 4
895.801868 7.3049229 6.98309432 0.59139185 0.65346198 -0.546691 4
28.9773283 5.39295135 5.33579731 0.10394751 0.13890142 -0.5464181 4
554.419801 7.08332542 7.15722519 0.08656921 0.47274481 0.54633461 4
174.131232 5.97096507 6.08277971 0.22671318 0.39860156 0.54626782 4
201.178211 7.13340406 7.17541735 0.02390305 0.15724355 0.5462531 4
14.2682604 4.40629053 4.47133226 0.13698888 0.1615549 0.54619995 4
36.9759906 5.5117941 5.55921856 0.08008995 0.13915147 0.54616859 4
20.8333664 5.48146658 5.50668892 0.01739572 0.08443375 0.5458744 4
13.0975434 4.3608902 4.29010316 0.10429067 0.17284207 -0.5454578 4
29.4357379 5.83934056 5.79345871 0.12188368 0.08749715 -0.5450256 4
5.40286379 2.15113059 2.27153724 0.20164893 0.47350262 0.54501869 4
1.34495265 1.22815092 1.02492388 0.44561837 0.42690378 -0.5450154 4
45.7053501 5.235036 5.38239452 0.35971018 0.21852795 0.5447693 4
15.4474512 3.93280515 4.00333935 0.06261319 0.26001825 0.54476244 4
327.958691 6.54417857 6.65294013 0.25545138 0.45300652 0.54450092 4
8.54391051 3.4085143 3.51872565 0.23738864 0.23548514 0.54447484 4
4.79823593 4.75710958 4.69629483 0.23709456 0.04325028 -0.5443079 4
110.262975 7.91301376 7.955885 0.11672145 0.03833207 0.54427214 4
18.8990731 3.55284795 3.3180025 0.71077894 0.56309761 -0.5441322 4
12.1321724 4.32885811 4.38631365 0.11531226 0.1461465 0.54405292 4
7.85740436 3.90194175 3.83795016 0.06619099 0.17467618 -0.5439973 4
6.6511365 3.72893552 3.65858575 0.12092334 0.17488805 -0.5439539 4
94.343284 6.43171948 6.36446783 0.12274129 0.16392768 -0.5438989 4
295.95064 7.72762904 7.66278154 0.15426312 0.13387416 -0.5438617 4

1155.24143 8.43975975 8.51667531 0.15756759 0.23601041 0.5436132 4
7.26909646 2.29362879 2.36522411 0.07266739 0.66940434 0.54359967 4
10.6784368 3.5229685 3.59652259 0.08769256 0.27877487 0.5435926 4
47.9337655 5.13045272 5.00695985 0.03832481 0.2937343 -0.5435753 4
10.1808989 4.35369975 4.29409966 0.12930117 0.14438651 -0.5434086 4
395.539161 7.08459304 7.19127941 0.22435037 0.28196932 0.54338228 4
420.000169 7.50370543 7.40291018 0.08049923 0.27151845 -0.5433475 4
344.844943 6.65543353 6.74675583 0.10753669 0.36155593 0.54322939 4
3.27664387 4.01321737 3.96821026 0.15729977 0.06173364 -0.5432214 4
21.5017155 5.30455097 5.26205221 0.06328705 0.10856581 -0.5431067 4
20.1425649 4.26387674 4.13982989 0.06607055 0.29317958 -0.5430861 4
20.1672629 4.44737464 4.50409877 0.02168502 0.20958009 0.54300187 4
17.9834685 2.66368397 2.85733046 0.50446502 0.83648095 0.54291052 4
28.1700406 5.82595286 5.86034904 0.07646163 0.07982275 0.54281154 4
115.71441 6.41266397 6.4626819 0.04814405 0.17337978 0.54277764 4

5.62370164 3.57458653 3.5007393 0.18201145 0.16247272 -0.5427618 4
1.52518865 3.56450515 3.68665527 0.32666783 0.03861353 0.54255187 4
14.062529 4.26748909 4.32783729 0.11206982 0.18851794 0.54250708 4
28.605792 5.28301684 5.32146937 0.01394602 0.13654128 0.54241632 4

21.0117577 5.02413926 5.07429867 0.10174583 0.13026395 0.54233825 4
12.8863948 3.14649511 3.24555231 0.24251542 0.55689915 0.54222021 4
1728.78427 8.42863129 8.23041061 0.04413488 0.48426526 -0.5421901 4



672.637625 8.13040321 8.1809412 0.04886227 0.19200178 0.54196108 4
9.18635272 4.2587567 4.20207407 0.11260411 0.13548684 -0.5418617 4
0.56054288 -1.5161371 -2.0340074 2.97157614 3.07117263 -0.5416968 4
186.601927 6.9246616 6.99289478 0.14645359 0.16302391 0.54167488 4
5.53951356 3.50879845 3.41913772 0.23707378 0.18756982 -0.541664 4
65.8006541 6.61076588 6.67148936 0.16185262 0.08235559 0.54157698 4
1.77575753 1.7739757 1.6330199 0.20177446 0.32062537 -0.5414693 4
3.39800869 3.34612946 3.39759415 0.11661758 0.11702402 0.54138139 4
1.21089459 4.0376533 4.00331427 0.12368982 0.02196432 -0.5413293 4
2.81119092 2.75859033 2.87739379 0.28218188 0.15677022 0.54120667 4
2.81119092 2.75859033 2.87739379 0.28218188 0.15677022 0.54120667 4
2.81119092 2.75859033 2.87739379 0.28218188 0.15677022 0.54120667 4
2.81119092 2.75859033 2.87739379 0.28218188 0.15677022 0.54120667 4
8.6079722 3.6356874 3.6901587 0.01160121 0.20312704 0.54114509 4

21.6537108 4.28407509 4.38161516 0.2254716 0.28539424 0.54109938 4
7.49303654 3.78633373 3.69303301 0.2881166 0.17665482 -0.5408363 4
278.017083 7.01949021 7.08332315 0.09513446 0.24459539 0.54075776 4
6.81436824 3.91417864 3.98979106 0.18525831 0.12687666 0.54066142 4
27.2482693 5.49697005 5.55930931 0.15162504 0.10275321 0.54063353 4
91.4357324 5.86167586 5.93762897 0.13641002 0.22991099 0.54052308 4
29.6636245 4.60244316 4.67096882 0.08997316 0.28836586 0.54036235 4
305.125672 8.68992375 8.73110224 0.11537285 0.04868305 0.54032823 4
2.39113466 2.66247509 2.85346485 0.41606684 0.14264851 0.54028363 4
2.22945687 2.29222455 2.44318059 0.3869913 0.19274441 0.54024403 4
42.606526 5.40118129 5.45138973 0.04675399 0.17329479 0.54007388 4

663.169548 7.95663387 7.85488813 0.1501867 0.24234005 -0.5399892 4
18.1839979 5.44355816 5.40558812 0.09591471 0.08304873 -0.5397849 4
17.1461695 4.38432274 4.46578395 0.17538478 0.18966927 0.53974826 4
79.2151942 6.88356533 6.97446542 0.24237809 0.07564736 0.53974577 4
0.91239871 1.35647722 1.4754313 0.27322729 0.22103793 0.53970944 4
72.6635697 5.12681668 4.90612679 0.13003537 0.46601193 -0.5396814 4
2.93402504 2.03449997 2.10949594 0.11161542 0.38834982 0.53960743 4
0.53768111 3.33934263 3.3028172 0.12771354 0.01983462 -0.5395795 4
12.9944007 3.77981686 3.85627732 0.1437971 0.29446808 0.53952502 4
102.334666 6.06327553 6.11959483 0.03435686 0.22088698 0.53941948 4

28.18735 4.30675801 4.38638479 0.10287104 0.34675573 0.53929906 4
2.42610115 3.24650937 3.18807056 0.19800241 0.0976666 -0.5392958 4
2.52176214 2.851965 2.90025616 0.09359315 0.1410668 0.53922687 4
277.556482 7.33998351 7.26287667 0.13404312 0.18600808 -0.5390965 4
54.741688 5.63620182 5.552452 0.12743294 0.21098578 -0.539004 4

2.53100261 2.42825199 2.50917048 0.18498291 0.21791713 0.53888695 4
1.32266889 1.75504225 1.65874737 0.0952343 0.23793414 -0.5388831 4
28.3559719 4.6091738 4.48111637 0.16203974 0.29987635 -0.5387535 4
9.19537303 3.82068816 3.73719738 0.09545988 0.21016891 -0.5386551 4
28.5879044 5.28983474 5.22237024 0.1532036 0.16046664 -0.5386321 4
28.5879044 5.28983474 5.22237024 0.1532036 0.16046664 -0.5386321 4
1.12639278 1.01224647 0.80629705 0.27814916 0.45835947 -0.538496 4
6.13874472 2.8516348 2.67739908 0.05472012 0.42205812 -0.5384841 4



160.522769 7.46679935 7.54987569 0.22799448 0.08650775 0.53847073 4
5.06469526 3.26157372 3.32314879 0.11796239 0.17878575 0.53842248 4
31.5543637 4.9778071 4.88627878 0.06243754 0.25023608 -0.53834 4
30.6017458 5.49374604 5.5343481 0.07047336 0.11868519 0.53830218 4
11.3736998 2.77303628 0.53920932 0.47455213 4.18444725 -0.538302 4
107.110755 6.08267053 6.17353956 0.2006168 0.20900452 0.53789204 4
243.460256 7.65096102 7.59416751 0.13691595 0.11937607 -0.5377914 4
157.967548 6.77254829 6.82516502 0.08271155 0.16900192 0.53777384 4
37.3436294 5.66164864 5.73983605 0.18955268 0.12403232 0.53773614 4
132.691598 6.58361812 6.6297823 0.01593754 0.16662867 0.53770187 4
10.5770127 5.82521814 5.85491709 0.08303827 0.03015594 0.53768637 4
7.84373418 3.75285738 3.81325231 0.11468289 0.16494382 0.53768336 4
104.904144 7.76264632 7.73377334 0.08656545 0.04653401 -0.537592 4
3.95912344 1.90816813 1.70293027 1.03526999 0.84252045 -0.5375146 4
74.3323376 5.90323187 5.98933927 0.20479346 0.18638515 0.53735496 4
63.9411799 6.90699198 6.86515937 0.12870051 0.06588191 -0.5373104 4
0.96617651 2.50128349 2.61044366 0.29599615 0.06996675 0.5372139 4
2.46029187 2.10656999 2.35702628 0.53808862 0.23850824 0.53717545 4
37.1435365 5.35754413 5.40918595 0.08100114 0.15844747 0.53695197 4
12.6292842 5.03961868 4.97651881 0.21124021 0.08521432 -0.536698 4
591.335937 7.23734353 7.34538249 0.25079192 0.39696222 0.53647039 4
3.88101589 4.61597036 4.59322159 0.06445987 0.03883506 -0.5361698 4
65.2799251 6.28236283 6.33746727 0.13550586 0.11678859 0.53605692 4
525.142916 6.71522744 6.26748277 0.26439209 0.87677846 -0.5360453 4
525.142916 6.71522744 6.26748277 0.26439209 0.87677846 -0.5360453 4
35.1875484 5.40173366 5.3132181 0.25198432 0.17518876 -0.5359882 4
7.63402422 4.06312419 3.98855677 0.21721073 0.13568652 -0.5359495 4
25.2781075 4.31674759 4.43552039 0.29192487 0.30928862 0.53585932 4
5.32473101 3.48148358 3.40828575 0.14306251 0.16781148 -0.5358547 4
1.94684715 2.73887437 2.68731074 0.08742868 0.13541203 -0.5358206 4
10.107151 3.63894771 3.75429292 0.27543706 0.24307131 0.53574128 4

34.2309924 5.16798849 5.23968229 0.15796106 0.17345137 0.53561999 4
17.2430167 4.46230214 4.38154047 0.03839349 0.22876458 -0.5355492 4
96.0852347 6.41421279 6.42647214 1.15819824 0.15973124 -0.5355184 4
286.224483 6.26592664 5.95614107 0.21406576 0.59734527 -0.5354971 4
13.400384 4.16031407 4.22056498 0.09896276 0.18814571 0.53548593 4
13.400384 4.16031407 4.22056498 0.09896276 0.18814571 0.53548593 4

6.61544262 3.36402477 3.26218241 0.1610315 0.23843579 -0.535336 4
198.298654 6.2695747 6.38099174 0.24360997 0.3277629 0.53531276 4
14.0921238 5.32881267 5.36408293 0.09079682 0.0666798 0.53521399 4
5.09605895 3.44304807 3.3784518 0.07934573 0.1658666 -0.5351776 4
11.4696185 2.78627211 2.22815971 0.32283804 1.05403539 -0.5351287 4
21.0804383 4.65824601 4.56428672 0.21632509 0.20676832 -0.5350627 4
7.55116376 2.61759342 2.7109565 0.11583947 0.45579123 0.5350221 4
356.878998 7.34334691 7.23960736 0.14230477 0.27058599 -0.5347374 4
77.6241878 6.21589663 6.26021704 0.06234313 0.14589044 0.53467934 4
578.547547 9.0199729 9.04031319 0.01421685 0.06734954 0.53466315 4
21.5817566 4.83979198 4.88863871 0.07031145 0.15587905 0.5346151 4



282.897616 7.23835202 7.15538303 0.04108777 0.23422898 -0.5345621 4
39.8768246 6.25726759 6.28233891 0.04040642 0.07422807 0.5344962 4
71.5269063 5.94883599 5.86370116 0.20240929 0.19712457 -0.5344276 4
229.12787 7.24498776 7.29065116 0.06219778 0.15831482 0.53432363 4

18.6020892 4.83705008 4.7617908 0.22946131 0.16504483 -0.5341516 4
12.9975714 4.0507331 3.9450224 0.19411933 0.2540128 -0.5341428 4
3.18066061 1.62423961 1.70815792 0.21552924 0.63226204 0.53405985 4
6.47779111 4.26370024 4.28898524 0.01050981 0.08929623 0.5340207 4
24.9022678 5.19162019 5.23030073 0.04732431 0.13706624 0.5339806 4
184.254882 8.17202061 8.21503673 0.12220732 0.05000562 0.53373159 4
523.896287 7.66467522 7.72860445 0.10711658 0.2454401 0.53366614 4
9.38525151 3.15841555 3.22797582 0.07928337 0.40645871 0.53342259 4
8.08483103 3.48178288 3.53885862 0.00237651 0.22004931 0.5333235 4
29.9060654 4.99986601 5.04849799 0.03448051 0.19879535 0.5332139 4
150.037516 8.82964201 8.80532591 0.08268248 0.02250998 -0.5331171 4
10.7097467 3.93815469 4.02398792 0.21113753 0.19513223 0.53311533 4
10.4872924 4.10365093 4.02868081 0.12626837 0.1918084 -0.5331115 4
13.1800739 4.0793026 4.14531368 0.11954407 0.20467547 0.53294395 4
7.74293272 3.98867599 3.92538538 0.13658472 0.14626839 -0.5327744 4
107.429562 5.50952628 5.60377274 0.18157286 0.39154283 0.53268718 4
8.36537684 3.77968789 3.66962479 0.35139821 0.21955468 -0.532666 4
8.36537684 3.77968789 3.66962479 0.35139821 0.21955468 -0.532666 4
10.0977665 4.08869596 4.13942807 0.08934095 0.1616756 0.53259398 4
13.8481121 4.60952654 4.54984762 0.11857102 0.14697269 -0.5324708 4
13.0580121 4.34650372 4.40941757 0.1440774 0.16318661 0.53246325 4
119.74189 6.16133339 6.04754274 0.14811868 0.28584254 -0.5322242 4

12.2248692 2.93974202 3.40125145 1.03369251 0.44837027 0.53199489 4
35.1755214 4.77006471 4.83895163 0.07393429 0.25837918 0.53184222 4
113.879714 6.35668466 6.24203431 0.36845117 0.23485435 -0.5316567 4
3.39277429 4.14538627 4.19922557 0.15356528 0.05073133 0.53162562 4
209.112465 6.75104961 6.64511582 0.06108445 0.29275309 -0.5315805 4
18.1993258 5.14770333 5.17756071 0.02851648 0.1020681 0.53153019 4
70.4674699 5.34199481 5.18640278 0.18736304 0.35379036 -0.5315134 4
514.946936 7.29563198 7.11555299 0.2559011 0.45895146 -0.5314793 4
182.516471 7.85638337 7.90464173 0.12895262 0.06861373 0.5314668 4
135.400164 6.94212525 6.87974127 0.15118952 0.13756832 -0.5314421 4
98.8689196 7.28330626 7.24219846 0.13187538 0.07209449 -0.5314076 4
459.431788 7.70670021 7.777297 0.15355859 0.18654571 0.53135256 4
13.9192164 4.26398157 4.18307846 0.11250051 0.20131711 -0.5312607 4
139.316954 6.56019606 6.47162398 0.20998822 0.20290287 -0.5310128 4
113.456435 7.10621732 7.06924302 0.06376651 0.09400901 -0.5310054 4
6.70160452 2.02139502 1.37428802 0.61968151 1.07835217 -0.530965 4
17.8012193 4.68447373 4.61074219 0.15517004 0.16816749 -0.5308838 4
22.3068908 4.63066452 4.68690613 0.06932184 0.19349254 0.53063245 4
0.44250175 1.13442213 1.06610203 0.16945781 0.1506607 -0.5303948 4
11.7774451 5.7564232 5.721923 0.11842564 0.03897878 -0.5301698 4
17.0512258 4.1398145 4.01289486 0.18406305 0.31556448 -0.5301046 4
310.471993 7.01245517 6.87333067 0.49414999 0.30132846 -0.5300036 4



11.7323674 3.14513815 3.29565999 0.36404808 0.48555931 0.5299447 4
411.74623 7.66175379 7.58270252 0.08307984 0.21412014 -0.5299018 4
10.396892 4.73244902 4.79154627 0.16145525 0.08464545 0.52989969 4

7.60001068 4.0289551 4.09606645 0.17314671 0.12481655 0.52976137 4
314.785701 7.89489423 7.83368975 0.16400608 0.12426206 -0.5297567 4
189.042547 7.17393347 7.23394422 0.14475146 0.13343343 0.52967276 4
15.2828177 4.3244021 4.47720195 0.38896186 0.16518567 0.52962335 4
77.9357062 5.49842045 5.35172453 0.23787581 0.338487 -0.5294387 4
6.79624127 4.93855486 4.91803856 0.04398288 0.05038181 -0.5293375 4
390.057206 6.26296974 6.40659683 0.32283001 0.53297918 0.52929741 4
14.3023948 4.6307267 4.69681419 0.15877795 0.12923391 0.52921747 4
194.033495 6.56512209 6.63235354 0.09077049 0.24095107 0.52919015 4
690.989486 7.62273792 7.76868783 0.36179711 0.2733182 0.52900641 4
253.322299 7.99163164 7.96183801 0.02182784 0.08833588 -0.5288247 4
9.63534162 3.47264953 3.34056839 0.14861713 0.30856273 -0.5287195 4
5.52770817 1.61296711 1.67039322 0.31899607 0.94697488 0.52865138 4
20.8662485 4.52098754 4.58006883 0.08089136 0.20324572 0.52860843 4
33.6510951 5.12612798 5.04154702 0.12608129 0.20855439 -0.5285963 4
4.93451244 2.8559123 3.02546337 0.39947977 0.2330578 0.52855999 4
12.5471269 4.33827502 4.26659885 0.14247847 0.16721563 -0.5285252 4
11.5239836 4.90984846 4.94198868 0.0695413 0.08158887 0.52842749 4
42.4568505 5.05462057 5.11588155 0.03918823 0.2365051 0.52829523 4
9.16755525 3.64546813 3.54251673 0.07603604 0.28452834 -0.5282865 4
4.62296732 3.35864588 3.43847807 0.19528605 0.14731698 0.528266 4
4.44442316 3.48172787 3.40926703 0.24255337 0.15201 -0.5280867 4
210.218748 7.71906963 7.74508825 0.02013165 0.09276536 0.52797273 4
56.9710025 6.11912066 6.15914116 0.07009149 0.11639833 0.52776381 4
129.75215 7.34461677 7.39244175 0.12679564 0.07954896 0.52774969 4

1.49614493 2.28978701 2.21298489 0.25502676 0.16705707 -0.5275989 4
2.5708097 2.56229101 2.44437436 0.48330705 0.21354352 -0.527585 4

1.65962333 3.44729663 3.40429679 0.15864268 0.05597445 -0.5275174 4
2.52302351 1.46699701 1.64586342 0.4114353 0.48876019 0.52733717 4
9.48928392 4.07657801 4.13662743 0.1396671 0.15526863 0.52732158 4
6.18814527 5.53187011 5.49392031 0.14845028 0.02529472 -0.5272516 4
39.3067101 6.46430058 6.51302139 0.1389374 0.05928727 0.52723829 4
4.16460005 4.73426499 4.70533929 0.09663848 0.03793832 -0.5270653 4
107.761936 7.20280503 7.15550908 0.14030181 0.08207596 -0.5270534 4
18.1512266 4.8888001 4.94115746 0.11524692 0.12976198 0.5270025 4
20.260042 4.69643952 4.62297845 0.06194811 0.2042409 -0.5269936 4
20.260042 4.69643952 4.62297845 0.06194811 0.2042409 -0.5269936 4

8.39186407 4.39611004 4.50051136 0.26057335 0.09201411 0.52690457 4
13.2691313 5.01754084 4.94389217 0.27387827 0.09299553 -0.5268681 4
8.34421745 3.8290716 3.93324956 0.2750897 0.17059714 0.52678505 4
182.902345 6.53585633 6.41676446 0.22076698 0.28189061 -0.5267772 4
0.88674211 1.54038678 1.44529149 0.314552 0.20621001 -0.5265987 4
41.6174051 5.82042627 5.75906031 0.15853063 0.1287169 -0.5265263 4
21.4286419 4.36405174 4.24214529 0.17754693 0.28861757 -0.5262647 4
21.6515849 4.24039276 4.09056052 0.15326302 0.38606229 -0.5262467 4



8.29481968 4.45334189 4.40715438 0.12507111 0.09958726 -0.5261027 4
16.9117418 4.14901907 4.03383706 0.13206514 0.28304925 -0.5260269 4
133.445145 6.44769712 6.34641358 0.35129171 0.24908261 -0.5256518 4
4.7489822 2.65274453 2.82995701 0.45778802 0.2932024 0.5254039 4
30.044165 5.20414947 5.11896133 0.32014345 0.17058501 -0.5253366 4

14.0971534 4.14292432 4.04913035 0.09423298 0.25371625 -0.5252792 4
19.9458319 5.22161333 5.25094655 0.02065516 0.10187936 0.52516172 4
213.786739 6.51169374 6.6086187 0.20411144 0.26562402 0.52514148 4
3.19335772 4.41059322 4.50685681 0.26543402 0.03492811 0.52510342 4
14.867273 4.4844984 4.40898065 0.18747753 0.17177781 -0.525088 4

17.7790183 3.84247304 3.92986457 0.16018647 0.33412117 0.52505786 4
159.803938 7.72285122 7.76637138 0.11993277 0.06821994 0.52488062 4
10.5269144 4.77304245 4.80480177 0.06590934 0.08494781 0.52485765 4
130.171623 6.65183082 6.74241764 0.23250719 0.16031869 0.52485755 4
6.84387424 2.88263499 2.6888313 0.26743822 0.44577875 -0.5247461 4
74.3046389 6.09439924 6.02709269 0.09431497 0.17181192 -0.5246627 4
14.1020382 4.92128535 4.9500822 0.0282981 0.09855517 0.52458445 4
1.66509675 1.7712794 1.64154562 0.31402416 0.29917538 -0.524504 4
788.969869 7.68980751 7.85645914 0.43495741 0.31893098 0.5240657 4
5.74015303 2.72057932 2.52340433 0.21430184 0.4832803 -0.5240206 4
2.85537563 3.93404179 3.87568036 0.22755493 0.05855032 -0.5239785 4
92.8965842 6.40548234 6.32845954 0.20031283 0.17286139 -0.5239176 4
18.9567941 4.20599157 4.0754628 0.18409639 0.32290844 -0.5238992 4
9.66162113 3.76163039 3.81702098 0.06750648 0.20926403 0.52384683 4
8.33459517 3.94755075 3.87781017 0.13043557 0.17939505 -0.5237782 4
29.6047733 5.36501704 5.40868662 0.08044009 0.1332899 0.52368517 4
7.42546861 4.98440813 5.0377477 0.14556714 0.04871259 0.5235166 4
17.6443033 4.58496698 4.63744275 0.0937818 0.1750982 0.52349809 4
1072.84484 7.99496714 7.81224407 0.17577532 0.4624241 -0.5234926 4
66.7023475 5.87200541 5.92669963 0.10134764 0.18425004 0.52345169 4
22.9510407 5.13670592 5.17610825 0.06041945 0.12947192 0.52339838 4
100.453381 6.07313391 6.13377951 0.09627973 0.21518237 0.52318115 4
20.0411412 5.36109763 5.32566765 0.05287256 0.09999148 -0.5230899 4
19.336945 3.5625423 3.77200342 0.52469215 0.47652616 0.52305293 4

21.7817727 5.54636773 5.49296157 0.1703906 0.08750611 -0.52301 4
318.457878 7.21662843 7.29373418 0.18085057 0.22941404 0.52270155 4
26.8916386 4.44210999 4.28780753 0.16036342 0.40389725 -0.5225052 4
1.8908892 1.01012911 0.58882122 0.98750314 1.24402729 -0.522501 4

67.9421372 5.50991842 5.57064824 0.06882287 0.26462434 0.52249039 4
146.051717 8.00837934 8.04301124 0.0954814 0.04676443 0.52229213 4
35.6308371 4.88010943 4.75890747 0.17857724 0.29295147 -0.5222778 4
24.3144505 4.97656647 4.91122453 0.07258713 0.17810399 -0.5221963 4
249.598596 7.35461829 7.25775815 0.34861341 0.18087584 -0.5221123 4
7.95872412 4.82100353 4.84294411 0.04160695 0.06361728 0.52202009 4
214.988656 6.9568905 6.87005875 0.1261093 0.23740797 -0.5219796 4
6.53528092 4.33617719 4.29573019 0.10190779 0.08996463 -0.5219134 4
14.4082633 5.10250857 5.06071313 0.11303683 0.08926695 -0.5218944 4
86.8223621 7.59837677 7.58106394 0.03552616 0.04458257 -0.5216413 4



23.7827628 4.36404559 4.22978934 0.04397417 0.34244379 -0.5215058 4
4.46433675 3.71946754 3.76811344 0.12218815 0.10344393 0.5213227 4
38.5972641 4.91206913 4.97312427 0.07713281 0.286589 0.52132101 4
517.262695 7.97560619 7.9073601 0.02775473 0.20031253 -0.5212225 4
7.44658232 5.02377544 5.08182972 0.1668176 0.04606885 0.5212134 4
6.89916975 4.55565282 4.62447005 0.18459248 0.06635296 0.52111543 4
704.815247 7.68651192 7.7678518 0.15736716 0.29090101 0.52108582 4
276.072901 8.28442018 8.3091066 0.04957624 0.06746278 0.52107042 4
126.971558 6.41164716 6.31752664 0.20569247 0.24399586 -0.5209935 4
0.9103799 0.74164799 0.65889866 1.00469065 0.51653885 -0.5208132 4

5.75089482 4.7252496 4.66932346 0.20833395 0.05346756 -0.5205927 4
13.1500173 5.52855639 5.56734106 0.10760868 0.05001453 0.52052351 4
1046.20415 8.4751925 8.38488301 0.0770732 0.25490735 -0.5203874 4
7.55369459 3.63617825 3.70284747 0.15256811 0.19272466 0.5203756 4
2.71067409 1.80936605 1.58665812 0.23045732 0.47095858 -0.5202547 4
458.622283 8.47959706 8.44591163 0.03404409 0.09900803 -0.5202101 4
5.41737181 3.80959593 3.75999198 0.09623597 0.12520481 -0.5200176 4
18.7796119 4.70845555 4.62559799 0.22678744 0.18041009 -0.5198735 4
68.1558473 7.02766401 7.00314777 0.0512748 0.06283666 -0.5197217 4
10.0182178 3.7617675 3.82465578 0.11767245 0.22709715 0.51968595 4
7.47444953 3.69081684 3.74620552 0.10938024 0.18535174 0.51963314 4
2.46676227 2.35865522 2.2554432 0.2102023 0.24035266 -0.5195398 4
696.108171 8.60236212 8.642975 0.07831466 0.12369684 0.51941041 4
91.0025634 6.20483869 6.25935208 0.09733472 0.16538916 0.51938895 4
345.030404 7.01697257 7.10554568 0.18983114 0.26504463 0.51936903 4
162.489629 6.50544211 6.60508613 0.25034551 0.20808475 0.51935272 4
59.831136 5.43326607 5.32102794 0.08196883 0.29980926 -0.5191503 4

6.75275915 1.19730665 1.6657338 1.23081406 0.98170099 0.51903377 4
6.02258122 3.57279066 3.47956543 0.28783101 0.19503806 -0.5185761 4
8.11241098 3.66137195 3.87955687 0.55304903 0.17414505 0.51851027 4
30.7928619 4.6122438 4.46205173 0.23296235 0.38622919 -0.5184086 4
281.895507 6.7864991 6.8506905 0.01369643 0.28076326 0.5183414 4
415.961461 8.73675951 8.7123414 0.03932997 0.06737604 -0.5183354 4
200.506994 6.22522757 6.30883964 0.18293455 0.39421271 0.51825649 4
52.9531771 5.22091206 5.0916116 0.24218516 0.29906404 -0.518251 4
9.95614885 4.59316284 4.55364761 0.07269405 0.10467286 -0.5181443 4
22.4545028 6.10495449 6.06248058 0.14639291 0.05158671 -0.5181391 4
76.5486222 4.92677514 5.14638976 0.55458732 0.40496096 0.51786188 4
9.98960644 3.76625867 3.65871984 0.21438746 0.27347354 -0.5178041 4
183.386648 6.519553 6.5884987 0.1204843 0.25008033 0.51771609 4
547.141211 8.76738942 8.80572173 0.09826199 0.08356199 0.51761182 4
1093.41095 9.19756606 9.15283964 0.08687728 0.11827887 -0.5175444 4
46.9363129 6.10530334 6.06351321 0.07866801 0.10578132 -0.517441 4
16.0417389 4.11560728 4.21888407 0.25934833 0.22516927 0.51743377 4
746.782827 7.74303588 7.8278854 0.17750209 0.29154102 0.51742644 4
5.14326793 4.30159979 4.33597356 0.09080546 0.06640635 0.51736421 4
6.6757358 4.49467354 4.46366621 0.06781411 0.07831403 -0.5173521 4

76.8946234 6.79709919 6.84337088 0.11926567 0.08008355 0.51727352 4



81.2048932 5.82430818 5.72712649 0.08037966 0.2446064 -0.5172403 4
28.8377265 5.13280272 5.0699439 0.01529544 0.17832122 -0.5166656 4
4.17980812 3.07970794 2.99740467 0.16579154 0.19623329 -0.5166459 4
533.308353 8.25084441 8.18520172 0.16219318 0.1511653 -0.5166124 4
18.7224089 4.91383466 4.85727955 0.10637655 0.14358107 -0.5165239 4
15.1046294 4.77080092 4.83468972 0.16908004 0.11652917 0.51643978 4
15.1046294 4.77080092 4.83468972 0.16908004 0.11652917 0.51643978 4
166.475749 6.29614189 6.36534779 0.11884613 0.30014326 0.51643653 4
35.8201995 5.33027315 5.24847072 0.20137035 0.18323367 -0.5162634 4
787.018552 8.531592 8.47170063 0.07861559 0.16502632 -0.5162468 4
17.5799891 4.39052477 4.46251527 0.1518996 0.19100955 0.51621475 4
32.7673332 5.90339113 5.86283318 0.09778782 0.09550178 -0.5161768 4
45.8264643 6.98332115 6.93663079 0.1959762 0.04395541 -0.5161167 4
2.29674658 3.65610101 3.71087448 0.15158615 0.05707736 0.51583057 4
5.91750563 4.1822436 4.2560392 0.20371059 0.08440116 0.5157989 4
21.0204934 5.31571782 5.27776506 0.05350043 0.10553486 -0.5155855 4
26.5220308 4.63053603 4.51666065 0.21090922 0.26655395 -0.5155562 4
543.78441 7.82221762 7.89864444 0.17490307 0.20008335 0.51553361 4

38.9054712 5.23379176 5.13957104 0.20036221 0.22559984 -0.515522 4
11.6163016 4.78481458 4.742146 0.10453536 0.09836276 -0.515428 4
46.1406821 5.30106842 5.19510915 0.24219521 0.23964654 -0.5153483 4
4.78386106 1.71630155 1.69125233 0.19512837 1.02363571 0.51522243 4
18.4104791 4.56857519 4.48573939 0.18246338 0.19982721 -0.5151051 4
2.65475493 4.11552618 4.05967948 0.21669622 0.04590306 -0.5150369 4
40.0399615 4.79838578 4.86325535 0.07741648 0.32172524 0.51501525 4
16.3987728 5.25895536 5.22370281 0.07886776 0.08772946 -0.5148022 4
0.49783907 -0.2935874 0.13914736 1.00602781 0.3946735 0.51467197 4
8.61408638 4.06369902 4.00736044 0.06739766 0.15825467 -0.5146427 4
10.7912581 4.31162415 4.25106345 0.12878202 0.15388205 -0.5145543 4
17.7440596 5.18896888 5.23759266 0.12690769 0.09450456 0.51451517 4
10.304873 4.64549967 4.59578269 0.15089778 0.10216568 -0.5144511 4

21.8028912 4.89501769 5.08706778 0.43333909 0.13221214 0.5144376 4
7.05404697 2.46532764 2.53409122 0.15639788 0.60249892 0.51433986 4
48.8443403 6.28285348 6.36018633 0.20293847 0.08591 0.51432255 4
12.4692995 4.1900231 4.26846783 0.19977415 0.17356685 0.51413544 4
94.7704239 5.94467877 5.83930132 0.45361682 0.26508872 -0.5140557 4
13.7361585 4.59349997 4.63134773 0.05383107 0.13886833 0.51375703 4
10.5205684 4.89848709 4.93714353 0.10173362 0.07476837 0.51366028 4
39.2638494 5.26365801 5.33376694 0.15734606 0.18922288 0.51357541 4
21.8667537 6.93031031 6.97949742 0.14168996 0.02028894 0.51351544 4
8.56617653 4.84759203 4.77938818 0.31503388 0.07281025 -0.5134925 4
35.1986723 4.78392694 4.84377912 0.05963575 0.28869483 0.51341148 4
92.7779224 7.08317404 7.12572998 0.11150508 0.07557456 0.51333358 4
111.162295 6.41519288 6.34189322 0.10739387 0.20056455 -0.5132887 4
6.1725193 3.54158723 3.59602432 0.10819109 0.16142171 0.51323283 4

755.906748 8.51017371 8.54763591 0.01043379 0.14134491 0.51323262 4
4.91146496 2.6110183 2.74646204 0.35440962 0.33200879 0.51316093 4
108.053519 6.56616267 6.50837842 0.07623209 0.15652137 -0.5130367 4



273.49035 6.9923544 7.07118785 0.16712527 0.21692177 0.51293972 4
9.46736508 5.58135427 5.56945492 0.01529229 0.03572282 -0.5128199 4
23.7244165 4.91136457 4.84057223 0.10603396 0.19120113 -0.5124848 4
2.50844914 2.16935195 2.04481219 0.05030035 0.33237688 -0.5124582 4
15.4054886 4.76743497 4.82711421 0.15187819 0.11901385 0.51245366 4
82.9553452 5.74158072 5.8015219 0.06076715 0.23351032 0.51245133 4
116.284454 6.71997656 6.81876168 0.24782367 0.12265465 0.51237039 4
12.4617459 4.40898278 4.44804469 0.03908953 0.14065522 0.51224527 4
2.81846972 3.18906972 3.24600106 0.14318067 0.11155262 0.51218007 4
76.6115033 5.73578879 5.79719355 0.0955578 0.22045998 0.51211988 4
5.53899796 2.61800819 2.74294834 0.31080555 0.36663104 0.51208708 4
16.917177 3.42652963 3.12355609 0.47002794 0.65878325 -0.5120258 4

581.753817 7.51418141 7.58600064 0.13261451 0.31425851 0.51200859 4
15.2730997 4.19555256 4.25709267 0.10892393 0.2062563 0.51198803 4
45.3837119 5.59424776 5.66700234 0.1843273 0.15495539 0.51192713 4
46.9615925 5.24894278 5.30379351 0.03265196 0.21803317 0.51182736 4
9.18799563 3.42883752 3.31434984 0.53638611 0.31315025 -0.5117034 4
1055.53373 8.12135644 7.98246158 0.15473069 0.33607715 -0.5116608 4
15.8881924 4.69087164 4.73039244 0.0572694 0.14493839 0.51157508 4
9.62931579 5.21367942 5.17118149 0.1477416 0.05539448 -0.5115694 4
35.6090537 4.11887774 3.74896824 0.33249516 0.81126026 -0.511481 4
9.0554989 5.11901964 5.10177534 0.00682643 0.05488242 -0.5114554 4

83.5269715 5.73899731 5.62567636 0.09066512 0.29619623 -0.5114231 4
38.2844826 5.39734355 5.45618526 0.12958665 0.15588471 0.51141793 4
72.8813337 5.66624353 5.5645133 0.01547388 0.26847989 -0.5113519 4
13.460614 4.0597315 4.15796259 0.23199146 0.20518069 0.51132086 4

8.39781732 3.72892024 3.64720416 0.12453003 0.21206039 -0.511235 4
12.373787 5.10422513 5.06843288 0.1013511 0.07757239 -0.5111607 4

19.6904048 5.03879153 5.1267629 0.23112767 0.11866077 0.51108579 4
360.640286 7.74365709 7.78503804 0.05261137 0.14381913 0.51087581 4
25.2203366 5.11918899 5.16724789 0.09594989 0.13789057 0.51069972 4
39.6288214 5.96894433 5.92755359 0.08475356 0.10771691 -0.5106541 4
280.615912 6.78583853 6.64039922 0.18664035 0.36973582 -0.5104701 4
20.0140755 5.43007072 5.38185418 0.14713855 0.09447134 -0.51035 4
295.621972 6.83649036 6.68453504 0.19625966 0.40598519 -0.5102979 4
12.7403033 4.96542334 5.00740905 0.10806193 0.08417345 0.51027976 4
0.60555695 -0.9926781 0.45538703 3.82402799 0.35085017 -0.510158 4
2.03944376 1.92824433 2.03374511 0.26721348 0.27710878 0.50996624 4
16.3221004 4.32902316 4.23168301 0.30442536 0.22287803 -0.5099397 4
762.392584 8.12748271 8.03539172 0.10538448 0.24361543 -0.5099308 4
12.4922925 5.29776945 5.31960515 0.04528377 0.06014778 0.50989639 4
8.20677322 2.95834559 3.02691592 0.11351637 0.43328062 0.50974264 4
3.37850928 -1.4837803 -2.9643023 2.97762318 4.10238229 0.50970079 4
1.30242902 1.00883306 0.74386201 0.37665 0.62514644 -0.5096908 4
21.5670319 4.31291385 4.19269851 0.0663348 0.29593846 -0.5095731 4
3.23263868 1.9601012 1.71146741 0.40654808 0.63422966 -0.5095649 4
11.3520395 4.76887612 4.7972551 0.04352839 0.09133303 0.50922167 4
7.59151015 3.75341613 3.67783428 0.16773422 0.19245344 -0.5090945 4



2.91760527 4.09003652 4.03671493 0.22349879 0.05075806 -0.5089542 4
30.3862136 5.13562096 5.20647576 0.17818023 0.15860576 0.50894001 4
12.7437013 5.52651566 5.6687549 0.35848646 0.0439703 0.5088486 4
28.3767586 5.28576194 5.23071286 0.08684725 0.14522757 -0.5088464 4
254.294177 6.87626981 6.95635818 0.18383828 0.25626141 0.50879918 4
36.8193808 4.95437926 4.84912972 0.07527115 0.26493609 -0.5087709 4
30.2483456 4.4788341 4.57652052 0.22078029 0.28638637 0.50871827 4
412.130844 7.74299671 7.6740129 0.0646335 0.2014408 -0.5085282 4
2.97967714 3.71085521 3.67165949 0.11762253 0.07738046 -0.5083717 4
2.68080038 2.83472939 2.74460166 0.31893861 0.18079528 -0.5083039 4
177.591357 6.52930024 6.42282259 0.12148399 0.26499393 -0.5080782 4
57.9678424 5.39354769 5.27550814 0.18731731 0.30326904 -0.50803 4
3.22683613 2.33494678 2.2003772 0.45652594 0.32459964 -0.5080122 4
3.11075349 2.00248816 2.08334094 0.15535236 0.39993712 0.50793288 4
26.1325604 5.15147287 5.07956285 0.23759952 0.16223434 -0.5078869 4
15.3093176 5.51341227 5.53735698 0.05624066 0.06021092 0.50786642 4
24.5076092 4.52216537 4.58109223 0.07733979 0.25299295 0.5078179 4
1987.92457 8.37928607 8.1517352 0.19431496 0.48744494 -0.5073229 4
15.3064438 4.33887514 4.25849935 0.08894102 0.22981191 -0.507166 4
95.0799384 5.89872961 5.78722186 0.0701126 0.3154146 -0.5071534 4
24.1208231 4.3927773 4.4545679 0.05067964 0.26382355 0.50660456 4
0.41591528 2.82633997 2.76819012 0.44103802 0.02627193 -0.5065696 4
4.21229713 4.78514639 4.76744764 0.04992366 0.03565145 -0.50648 4
4.92720485 3.40763183 3.33910227 0.14880137 0.18147375 -0.5064287 4
24.3683645 4.584189 4.63971815 0.0582438 0.22908941 0.50635249 4
5.4024673 4.75758169 4.73902605 0.04148654 0.04734281 -0.5062175 4

7.55386503 4.41469608 4.38074254 0.05622148 0.09628506 -0.5061374 4
61.6941985 6.08034296 6.13373749 0.12798091 0.12990924 0.50599742 4
794.513378 8.74286389 8.68358616 0.15530647 0.13241371 -0.5058372 4
55.7837018 5.52565802 5.59132954 0.1391745 0.19944863 0.50577408 4
6.97378182 1.94686553 2.09801294 0.52156301 0.7766419 0.50575115 4
11.6600651 4.3150346 4.25263535 0.10795629 0.16606712 -0.5057401 4
5.6081928 2.94012232 3.02057579 0.18589288 0.29460225 0.50568349 4

17.9372088 4.66359713 4.59783022 0.09645798 0.17933768 -0.5056357 4
187.205358 5.85785891 5.93227119 0.17784935 0.53664225 0.50553574 4
86.0924243 6.59878825 6.54860484 0.11573893 0.11903056 -0.5054801 4
40.2130487 5.08626338 5.15001973 0.12531462 0.24041302 0.50546781 4
13.0325428 4.29444358 4.22821436 0.05427105 0.1851172 -0.5054032 4
22.0685117 4.01983755 4.31450545 0.72359951 0.29578333 0.50525946 4
364.052736 7.6625954 7.70980856 0.08510429 0.16803863 0.50525177 4
7.00209142 4.31072998 4.38755755 0.20340935 0.08552596 0.50522595 4
4.24965054 3.66529048 3.62518159 0.06045197 0.11690008 -0.5051208 4
40.5821236 5.22215459 5.13575682 0.09556296 0.22563386 -0.5050963 4
7.24579143 3.55551166 3.62962368 0.17138221 0.18166838 0.5049711 4
8.44909691 3.73256401 3.78779238 0.09624121 0.18108479 0.50493689 4
7.3188562 3.39499658 3.47649591 0.19578342 0.23833925 0.50467299 4

15.5193517 4.62726269 4.66505682 0.03252814 0.14137792 0.50451039 4
18.1858802 5.75931291 5.8104577 0.1445088 0.05468411 0.50447588 4



8.72716876 3.81918328 3.73442678 0.19785178 0.20980614 -0.5044625 4
7.53008458 3.29794465 3.18395392 0.0739777 0.28630115 -0.5043247 4
16.9522445 4.6851345 4.72808038 0.06970456 0.14759389 0.5041948 4
93.1747995 6.89517823 6.85978903 0.06440553 0.09619289 -0.5041595 4
200.496382 6.79777415 6.70345637 0.19826554 0.23370448 -0.5041494 4
13.124454 4.39919617 4.33769531 0.07249338 0.17990498 -0.5040675 4

70.5180286 6.32175592 6.25264036 0.28745867 0.14102118 -0.5039381 4
216.990101 7.17681155 7.09608058 0.23716297 0.17050083 -0.5038337 4

18.55671 4.32467742 4.39385912 0.1448438 0.23158199 0.50333501 4
137.334113 6.42772141 6.34228311 0.03915916 0.23230901 -0.5033251 4
351.40248 6.60994337 6.68883636 0.16825871 0.46165118 0.50327497 4

111.672086 6.94412296 6.98383262 0.09418101 0.10063406 0.50326639 4
79.7997315 5.55890569 5.62384468 0.07531832 0.26716033 0.50324972 4
14.8430806 3.47833681 3.19994515 0.17121013 0.69587887 -0.5030364 4
50.2568254 5.773134 5.83496147 0.15538927 0.1434366 0.50270518 4
3.36910064 4.45404122 4.4160785 0.1518932 0.04025687 -0.5023702 4
5.05044469 3.46490046 3.5097006 0.08348234 0.15283643 0.50236689 4
397.515958 6.99426619 7.06804113 0.13507592 0.34592305 0.50230855 4
17.5055895 5.64176256 5.58672177 0.22110588 0.06466462 -0.502133 4
6.83049594 4.45456195 4.427752 0.0296992 0.0825328 -0.502113 4
9.11665064 3.15209018 2.97091926 0.16269337 0.41555257 -0.5018892 4
13.5925644 4.63759286 4.5916689 0.02762391 0.1403674 -0.5018266 4
1.65983975 1.97841687 1.87565253 0.36452264 0.24309449 -0.5013708 4
31.2136397 5.002101 5.05811107 0.10471125 0.19714622 0.50130605 4
151.425571 6.99161206 6.93905414 0.08131449 0.1421464 -0.5012632 4
19.6339038 5.73300201 5.76209224 0.07648612 0.06086567 0.50122899 4
101.13336 5.94633128 6.00492814 0.07407069 0.24237008 0.50114831 4
7.8472167 4.22689044 4.16113886 0.2303631 0.12264861 -0.5010776 4

6.45673224 3.55489327 3.60815152 0.10586939 0.16629243 0.50080877 4
5.89160872 3.07517858 3.22421794 0.39563959 0.22053114 0.50067074 4
14.5577841 4.03422378 4.09757163 0.11113156 0.2301485 0.50052588 4
28.3645905 4.7837285 4.83658191 0.04671119 0.21100808 0.50041827 4
8.2361766 4.25896828 4.29994804 0.09369278 0.1082226 0.50032722 4

2.73745507 4.29760719 4.24467072 0.21759392 0.03883811 -0.5002022 4
25.546583 5.50774221 5.53681391 0.0431868 0.10242619 0.50016111 4

13.5578916 4.78977623 4.83582976 0.11537269 0.10924932 0.50011446 4
5.38885787 3.54767829 3.48405221 0.13159428 0.15843275 -0.5000722 4
107.158017 5.9426387 5.82020942 0.17575488 0.32440512 -0.4999538 4
13.054016 2.11367466 2.15165547 0.46944035 1.15968101 0.49994933 4

58.1701347 6.13852254 6.09374357 0.05384994 0.12738299 -0.4998435 4
875.918485 8.50609107 8.43470466 0.12535457 0.19982061 -0.4997912 4
875.918485 8.50609107 8.43470466 0.12535457 0.19982061 -0.4997912 4
45.0301113 5.7801661 5.81969391 0.06742899 0.12897832 0.4997077 4
9.20003685 4.56825298 4.61248234 0.11912908 0.08895701 0.49961117 4
29.0538347 7.69831434 7.71980355 0.06972041 0.01285154 0.49942005 4
88.475763 7.74177126 7.77310147 0.09409635 0.03684056 0.49940298 4

20.0555555 4.54903806 4.60725085 0.12030893 0.21136404 0.49938279 4
354.647067 8.1252961 8.06834532 0.21270618 0.11356141 -0.499137 4



15.9884469 4.68817276 4.63481684 0.0551205 0.15628926 -0.4991041 4
4.0456429 4.08774898 4.04860238 0.12913442 0.06914721 -0.4991037 4

21.2510554 4.5559191 4.61656051 0.11273429 0.19756452 0.49909346 4
21.1182119 4.32602228 4.38264948 0.04121267 0.25709179 0.49901711 4
24.2146845 5.67013374 5.63251644 0.09886376 0.0886869 -0.498871 4
3.5617175 3.4822545 3.57102898 0.23376764 0.10220167 0.49875892 4

14.5372136 4.21733142 4.26340705 0.02218993 0.20923481 0.49870334 4
35.8638197 5.36850411 5.41206823 0.06662777 0.15770449 0.49866677 4
12.686929 4.60289618 4.557323 0.05734662 0.13196772 -0.4986323 4

2.66904124 4.1238174 4.07790175 0.17806644 0.04482107 -0.4986298 4
49.3908857 5.06172844 4.91809282 0.12039043 0.39361921 -0.4984757 4
34.7852476 7.6124646 7.57773211 0.14415859 0.01777208 -0.498412 4
11.6143025 3.99148293 3.90528126 0.11958043 0.2304089 -0.4981818 4
43.5602899 4.93032266 4.99240828 0.09751325 0.31652278 0.49817037 4
34.8204381 4.58033292 4.4085727 0.13999778 0.44660452 -0.4981651 4
52.6797942 5.08378046 4.94484516 0.08161281 0.33583988 -0.4980908 4
2.02725005 1.54451126 1.64766178 0.26174988 0.43071149 0.49796068 4
7.14052273 4.00186737 3.95009749 0.10777026 0.14047063 -0.497746 4
3.07745468 3.80500841 3.76038154 0.16442491 0.07018811 -0.4976902 4
17.7187422 5.04424488 5.00361475 0.0563477 0.11488703 -0.4976833 4
4.66020438 3.87137602 3.80747451 0.39649582 0.10647901 -0.4976619 4
750.752841 6.99930245 7.0770898 0.08521213 0.5551004 0.49742817 4
8.00465421 4.56108732 4.47859657 0.54878157 0.09088929 -0.497401 4
15.6472445 3.89150538 3.95029811 0.03034454 0.30098719 0.49737292 4
54.279136 5.78021972 5.83485803 0.12543958 0.15234483 0.49714385 4

39.0436459 5.50501565 5.43835674 0.14823403 0.16227544 -0.4970006 4
93.7155504 6.96976231 6.90621968 0.24266832 0.09617497 -0.496999 4
93.6092952 7.0694168 7.03958297 0.05705937 0.08392041 -0.4968636 4
1.67104622 1.37391071 1.17524542 0.40959559 0.50243689 -0.4967193 4
5.37474358 3.42136309 3.47740371 0.12141193 0.16149599 0.49663169 4
19.3569613 4.81855741 4.7571251 0.12306801 0.15934911 -0.4964723 4
6.57025769 3.66304195 3.60112963 0.05054213 0.18484277 -0.4963221 4
14.8836662 4.37926593 4.29623301 0.1952217 0.2135908 -0.4962769 4
22.9858202 5.54103851 5.56591356 0.03307386 0.08846858 0.49627087 4
12.3934718 4.08431032 3.98745623 0.27026298 0.21481418 -0.4962407 4
7.96203609 3.33402514 3.41284792 0.17522872 0.2429592 0.49598383 4
17.2676984 4.17717398 4.26131137 0.19281628 0.22710911 0.49573941 4
62.583222 5.19300219 5.04046438 0.0539939 0.37287374 -0.4955918 4

1122.19691 7.66798513 7.74595 0.04867637 0.42352548 0.49558559 4
12.9375443 4.91711115 4.87604764 0.11061578 0.10146408 -0.4955847 4
151.661414 7.134016 7.06613449 0.31025133 0.13409976 -0.4954782 4
151.661414 7.134016 7.06613449 0.31025133 0.13409976 -0.4954782 4
6.14575735 3.1222094 3.20995956 0.21567539 0.23053265 0.49545284 4
283.647354 7.35773244 7.42503966 0.16289006 0.16913142 0.49527468 4
15.3439974 5.42260659 5.44707328 0.05642074 0.06493354 0.49520625 4
3.04428742 4.08613847 4.03754392 0.20547468 0.05326176 -0.4949797 4
10.0649154 4.10234989 4.14087945 0.0291057 0.16477338 0.4944801 4
3.66204342 2.57601962 2.45643813 0.10567467 0.33067493 -0.4944639 4



18.2032012 5.4077302 5.37340173 0.08428569 0.08257833 -0.494379 4
59.6885341 6.93947292 6.95535379 0.01500921 0.05750738 0.49431022 4
4.24747808 1.24555249 1.24722767 0.17506711 0.99249787 0.49421001 4
75.8388793 6.22509536 6.2743139 0.11214584 0.14358359 0.49389686 4
106.408452 6.11752863 6.01943818 0.16952459 0.26920692 -0.4938123 4
6.76037322 3.1198918 3.37911696 0.66462852 0.23235276 0.49379955 4
115.594187 7.30780351 7.35106809 0.12522355 0.07333731 0.49375603 4
4.02448444 3.70637873 3.77330895 0.18051993 0.09492682 0.49375308 4
58.5528645 7.56245873 7.52760847 0.13113957 0.0316059 -0.4936979 4
23.7732553 5.5367845 5.49733651 0.10325781 0.09674508 -0.4936905 4
11.237282 2.97610871 3.10996536 0.37981948 0.5660999 0.49366684 4

6.67703421 4.45660131 4.5045438 0.13788205 0.07529616 0.49356397 4
306.701335 7.15390789 7.04023461 0.48814526 0.25047035 -0.4933699 4
25.4275888 5.07812247 5.12736935 0.10483963 0.14689266 0.49330554 4
675.850475 7.48952528 7.30274528 0.12003899 0.48860303 -0.4931829 4
14.3756358 4.02567767 4.08001821 0.07934461 0.25972614 0.49297217 4
372.697211 7.35481257 7.26012351 0.0224763 0.27719623 -0.4928981 4
6.42923823 3.80474689 3.71695604 0.59648495 0.16246319 -0.492884 4
310.226714 6.87480434 6.72765721 0.14361182 0.40107831 -0.4927419 4
3.63901157 4.79199325 4.74791867 0.18077408 0.03142576 -0.4927192 4
1726.20462 9.62111525 9.57965759 0.0646225 0.1233965 -0.4926087 4
24.9642641 4.91067473 4.98482001 0.18314909 0.16766354 0.49260217 4
24.6950655 4.61657304 4.67238948 0.07731739 0.21794054 0.49238564 4
2.98272219 2.75210802 3.0511288 0.65032497 0.14395625 0.4923786 4
21.4065592 4.6428306 4.69603227 0.09397058 0.19020446 0.4922558 4
684.998996 8.03387828 8.08177326 0.04330795 0.21418414 0.49217575 4
12.7530101 4.79745018 4.76194052 0.03607967 0.10641852 -0.4920792 4
19.1438959 4.215415 4.28441714 0.13218821 0.24407732 0.49207676 4
59.7484216 6.07356026 6.01723982 0.12988994 0.14884603 -0.4920616 4
20.3316623 5.48001263 5.65205147 0.43803715 0.07251595 0.4919875 4
27.8408757 5.15122036 5.08969226 0.10135681 0.16306906 -0.4919867 4
320.270838 7.19261103 7.07923112 0.48607493 0.25150484 -0.4919427 4
10.3043202 4.55664395 4.60654751 0.13829784 0.10461541 0.49184407 4
227.881928 6.65097261 6.52529675 0.09874029 0.33814833 -0.4918138 4
664.660426 8.29115664 8.22929365 0.07073994 0.18356137 -0.4917026 4
8.26956237 0.2804264 -2.8605439 1.57525138 4.79651225 0.49149487 4
100.896416 6.30950561 6.3516953 0.03410466 0.16961855 0.4914381 4
92.8549462 5.78142831 5.83520975 0.04159174 0.28390656 0.49133831 4
22.4580565 5.09532752 5.0334652 0.17507633 0.1497722 -0.4912836 4
13.1889129 3.81927208 3.69911102 0.07917724 0.31808518 -0.4912208 4
9.90550404 4.28858196 4.39466968 0.29608854 0.11812855 0.49115856 4
23.3233634 5.47732795 5.50301798 0.02764993 0.09275791 0.49115391 4
46.4790445 5.02180699 5.09716835 0.14516801 0.26129247 0.49112557 4
10.6651777 4.218681 4.15100367 0.18990873 0.17425012 -0.4909506 4
15.5129633 5.61898471 5.59371104 0.07166439 0.05838649 -0.4909319 4
20.3063072 4.73153568 4.66260957 0.1040943 0.19125586 -0.4909168 4
16.3552434 3.9174883 4.01582806 0.23453368 0.27821984 0.49091597 4
16.7388223 4.92079954 4.95243472 0.03857421 0.11527571 0.49085145 4



42.659698 5.30845291 5.36033679 0.08232145 0.18899352 0.49075419 4
10.5355753 3.86595352 3.76612359 0.42265349 0.25580068 -0.4906109 4
21.5973591 5.14503625 5.09837603 0.08186503 0.12760674 -0.4903314 4
53.370097 5.10364107 5.18426586 0.17769171 0.28180304 0.49017633 4

258.708745 6.77766026 6.84312562 0.10223492 0.25485343 0.49013557 4
10.220566 3.99499427 4.05631157 0.14420851 0.17031628 0.49012521 4

322.485933 7.19695666 7.08400402 0.48509913 0.25149336 -0.4900658 4
20.7540429 2.20478378 0.93337172 1.71618211 4.58177998 0.49006562 4
15.9895827 4.55646088 4.63056538 0.18872434 0.1500295 0.49002466 4
49.0347008 5.89238709 5.84156177 0.09316499 0.13664811 -0.4899139 4
18.5255592 5.10595561 5.17101757 0.17562483 0.10827115 0.48983748 4
30.5614333 4.95198983 4.86801007 0.05889848 0.25059154 -0.4898006 4
29.5181901 4.82518489 4.73538885 0.02143007 0.24337146 -0.4897432 4
21.8022596 5.41419321 5.4471378 0.07418753 0.09229158 0.48963888 4
14.4450648 4.65060188 4.71303213 0.16289881 0.12855907 0.48961586 4
14.6876086 3.75041246 3.59988469 0.11225328 0.36911256 -0.4895183 4
291.137135 7.09356414 7.1568343 0.13508648 0.23451421 0.48937909 4
8.04653274 3.78846063 3.7158155 0.13505698 0.20430548 -0.4892138 4
10.1341998 3.04695353 3.10750518 0.11726581 0.49990748 0.48906699 4
42.8629083 4.97677682 5.06767656 0.22972679 0.27148018 0.48889782 4
5.07922638 3.14560546 3.21382363 0.16346803 0.194998 0.48889184 4
0.54436866 1.87402983 1.82268723 0.21874345 0.08897676 -0.4888316 4
169.70061 7.22597449 7.16983781 0.15742835 0.13539573 -0.4887072 4

130.648914 6.92699619 6.87621948 0.10706762 0.13406482 -0.4886927 4
1.9352929 3.88240774 3.83068841 0.21777155 0.04173557 -0.4885376 4

7.55369376 4.24628809 4.20990798 0.03475652 0.11335869 -0.4884556 4
23.7004226 4.79254109 4.71166862 0.16613433 0.20726685 -0.4884247 4
26.887797 4.8675608 4.78094768 0.17129707 0.23974333 -0.4882888 4

21.3265149 4.03983162 3.88806538 0.64076215 0.42632084 -0.4881276 4
11.7352985 4.20958359 4.13214653 0.20934813 0.18513301 -0.4880981 4
38.5913995 5.44451256 5.50357333 0.14404926 0.15720186 0.48794967 4
8.05479359 3.03910526 2.8427889 0.20581478 0.51778504 -0.4879191 4
371.285964 6.55729124 6.28454269 0.27951137 0.58016273 -0.4878114 4
3.3598289 2.85446122 3.09742749 0.61136525 0.15175017 0.48778275 4

8.40588063 3.7094923 3.77642653 0.15828876 0.20030842 0.487774 4
31.5766451 4.85370442 4.92145149 0.14721463 0.22284175 0.48774688 4
3.95459296 3.82223973 3.7926872 0.04122808 0.09138318 -0.4875455 4
9.76205545 4.07282952 4.00834994 0.11165013 0.17767931 -0.487415 4
415.22742 7.15007879 7.21462618 0.12210764 0.32675658 0.48733008 4

8.66907334 3.05888919 3.19366971 0.3789649 0.38231814 0.4873212 4
21.8697513 4.43014558 4.48928365 0.08855284 0.22843656 0.48714243 4
44.4501133 7.14303417 7.17456392 0.09675469 0.0337247 0.48710992 4
21.587248 4.44918245 4.52388302 0.1745422 0.21853937 0.48705913 4

17.6332083 4.34999665 4.39884711 0.06394004 0.22997502 0.48666162 4
26.2004315 5.02537349 4.95375028 0.15561844 0.18778241 -0.4866594 4
6.25756505 2.2221659 1.62884193 0.29614415 1.24991153 -0.4864139 4
455.88462 6.92443316 7.05145506 0.35849156 0.4238065 0.48637019 4

7.04313289 3.59199945 3.52051615 0.02806785 0.21712879 -0.4863248 4



13.8931155 7.03414543 7.00127123 0.1422854 0.01269853 -0.4861684 4
12.7352373 4.06269814 3.97858989 0.07412385 0.23946331 -0.4861639 4
35.4442744 5.06693859 5.11830545 0.08084991 0.21499539 0.48607576 4
31.3227956 5.4748402 5.57272296 0.25583425 0.11926849 0.48584499 4
38.6803799 5.11439075 5.01364509 0.26587031 0.27281222 -0.485742 4
121.873011 7.47629661 7.53954326 0.18520544 0.0648187 0.48568456 4
556.371514 8.42738149 8.46428223 0.07599941 0.11640238 0.48560481 4
8.06797484 3.07150061 3.15834857 0.19372972 0.33966701 0.48555221 4
2.44973719 1.7981499 1.86484062 0.03097272 0.34729645 0.48554748 4
15.4120003 4.70908547 4.65152068 0.14307309 0.14157127 -0.4855339 4
15.5209639 5.31191835 5.28275533 0.06477353 0.07789692 -0.4854494 4
62.4880667 5.94717979 5.86322499 0.33631269 0.17017138 -0.4854268 4
7.38187853 3.32295654 3.21840238 0.08393054 0.2727176 -0.4853654 4
24.2912031 5.25709944 5.19836935 0.17243117 0.12905919 -0.4851851 4
52.8184848 5.76744291 5.70490258 0.10304671 0.17012212 -0.484959 4
128.123447 6.77458872 6.70675923 0.23918846 0.16198496 -0.4848781 4
23.907241 5.2185582 5.16752443 0.11567767 0.14145819 -0.4848602 4

18.8349436 4.68008409 4.61377033 0.10688112 0.17931973 -0.4848561 4
13.0421331 4.37955703 4.32177301 0.0273719 0.18135164 -0.4847115 4
3.74984982 3.28203083 3.36577591 0.22644948 0.13424187 0.4846942 4
4.32357049 2.9238949 2.81698829 0.32742771 0.27343963 -0.4846619 4
16.8651079 4.19425801 4.24676952 0.07366638 0.25609824 0.48463027 4
18.2044634 4.6129581 4.65236989 0.02615047 0.18155719 0.48453873 4
25.6652178 4.45734587 4.5186675 0.08136765 0.26052849 0.48450148 4
29.6695894 4.9265192 4.8418003 0.15498024 0.22339182 -0.4845003 4
12.3548229 3.77201067 3.6534202 0.28501311 0.3056361 -0.4844535 4
8.6078042 4.11407034 4.06069905 0.10431685 0.14242356 -0.4844035 4

4.08401638 3.75940797 3.8282101 0.20227399 0.08655605 0.48440342 4
72.2921142 5.32971775 5.39478978 0.12517961 0.35278526 0.48408238 4
451.789436 7.8568027 7.78945626 0.13222287 0.17719385 -0.4839196 4

687.789 7.51146151 7.32836226 0.27269501 0.49805138 -0.4839186 4
16.490904 5.15317624 5.19762773 0.12279816 0.09235693 0.48380663 4

9.94104654 4.08113699 4.01454865 0.15712699 0.17037297 -0.4838031 4
59.2146372 5.70606478 5.79752046 0.23116851 0.17401021 0.48353799 4
10.9605023 3.7992093 3.69481774 0.18408742 0.28398986 -0.4831734 4
1.90054283 5.10146432 5.13986887 0.11850797 0.01116895 0.48304881 4
343.888936 7.13877963 7.20623781 0.13898349 0.23926082 0.48303246 4
89.3138541 6.61368941 6.56870004 0.09179469 0.12584786 -0.4829959 4
1.54973071 3.13022415 3.07825262 0.22560674 0.06999199 -0.4829841 4
8.76141296 3.57765421 3.47002604 0.27541137 0.28992963 -0.4829079 4
7.56828766 4.59635041 4.561309 0.10121396 0.07922123 -0.4826775 4
231.576563 7.2638713 7.3179658 0.1310932 0.14785854 0.48266738 4
43.9966389 6.83264945 6.8047241 0.09869263 0.04816719 -0.4826374 4
20.3239006 4.77959525 4.8345824 0.13612947 0.16881701 0.48253818 4
1.38240894 1.62240327 1.50103621 0.25896492 0.31492551 -0.4824763 4
30.7838451 5.41151192 5.44476632 0.032129 0.12848263 0.48221273 4
3.9247032 4.35944073 4.33832639 0.05801553 0.05070331 -0.4821766 4

34.2533572 4.34777231 4.40589604 0.0523697 0.43832503 0.48204758 4



8.03194289 4.42693263 4.3900221 0.08609094 0.09923256 -0.4818603 4
669.13605 8.12491548 8.18309869 0.13034496 0.19074525 0.48185632 4

324.916914 7.14994515 7.22184164 0.17248752 0.23493843 0.48180967 4
35.3669289 5.21846777 5.2680953 0.09015255 0.1734287 0.48138719 4
108.02386 6.06723735 5.96255191 0.20517918 0.29302687 -0.481308 4

143.495598 7.79055988 7.82026806 0.08537932 0.05712262 0.48104169 4
205.350692 6.36510056 6.19781076 0.15544892 0.4560466 -0.4810295 4
17.3884345 4.1754442 4.28497063 0.29143887 0.22323837 0.48100714 4
195.29474 6.29132015 6.37361805 0.17760044 0.31146073 0.48095631 4

25.2704327 4.7774007 4.69051614 0.1727252 0.24327969 -0.4808913 4
4.73647 4.76098208 4.73843821 0.0765799 0.04117081 -0.4808663 4

4.25666298 4.55751931 4.52446077 0.13185093 0.04636406 -0.4807892 4
28.0105102 4.98174408 5.03400923 0.1059741 0.18101306 0.48077657 4
25.7551048 4.81552474 4.73605746 0.11787411 0.21650275 -0.4806333 4
3.39990426 3.0200863 3.14175615 0.31120443 0.14851434 0.48057035 4
309.455762 7.17588649 7.06778549 0.46979122 0.2455875 -0.4805552 4
55.2530597 5.82635174 5.87679403 0.11624645 0.14826692 0.48052997 4
19.3374222 4.48866617 4.40286436 0.15097939 0.22076935 -0.4804569 4
48.9018802 6.99729802 6.95382659 0.20186119 0.04614941 -0.4804013 4
113.464093 6.08526917 6.13588659 0.03714241 0.24391735 0.48033292 4
7.36382743 3.65687919 3.70871629 0.10580777 0.1727938 0.47993004 4
5.96887751 3.71048922 3.64439512 0.21627262 0.16257134 -0.4798648 4
44.2161832 5.42428044 5.46665258 0.02327446 0.17697695 0.47983805 4
7.37855665 2.45698415 2.59687559 0.34530558 0.46748352 0.47965311 4
5.0442716 4.75477888 4.7248036 0.11463956 0.04506439 -0.4794225 4

452.958643 7.61915911 7.67047393 0.08744985 0.21478446 0.47936439 4
18.3648563 4.07446235 4.23457185 0.38678391 0.26100355 0.47930759 4
12.3487196 4.3902345 4.32938676 0.14022228 0.16778146 -0.4791768 4
15.8748709 4.11233973 4.00823452 0.15920895 0.27080815 -0.4790806 4
10.498845 3.8671328 3.97167534 0.28731495 0.20891251 0.47901066 4

5.19503877 4.03306247 3.99628982 0.08890707 0.09568065 -0.4790019 4
81.6061937 5.37649538 5.43490615 0.09218271 0.3882237 0.478865 4
38.0178824 5.36200462 5.43552623 0.19568596 0.17335138 0.47883642 4
80.1361649 5.39754909 5.45497123 0.03972688 0.3495266 0.47875106 4
8.65029763 3.50971192 3.63782178 0.36139941 0.23876393 0.47874381 4
5.80652979 4.1635204 4.21102658 0.13664545 0.08807924 0.47860648 4
14.0629243 4.88774636 4.9192184 0.06479567 0.1037932 0.47847742 4
1.63658964 1.99130007 1.89765923 0.4599563 0.23642301 -0.4784329 4
66.7188964 6.7581314 6.80083283 0.12416568 0.07277261 0.47837647 4
477.566684 7.74826369 7.81755875 0.18353097 0.19845538 0.47836254 4
8.12794128 3.62286681 3.53855311 0.14395361 0.22957767 -0.4783037 4
8.79427696 4.39629429 4.35587194 0.08664975 0.10918233 -0.4782604 4
26.4066334 5.42203021 5.47091818 0.13096791 0.11151644 0.47821189 4
0.72890083 2.53620295 2.75952563 0.53935021 0.04570267 0.47810457 4
201.780563 6.39773138 6.45395629 0.05873287 0.33156996 0.47806114 4
355.269803 6.82620482 6.65781667 0.20243118 0.40006625 -0.4780381 4
123.586906 6.11101774 6.19677391 0.22314573 0.24385613 0.47786732 4
17.5165947 3.7019707 3.52834397 0.48103536 0.44574478 -0.4777261 4



89.2379448 6.6156535 6.57456206 0.05339351 0.12769794 -0.4776941 4
62.1852784 6.53668743 6.57700003 0.11370686 0.08541989 0.47746909 4
723.339481 7.92082282 7.97835671 0.10895329 0.2642735 0.4774571 4
39.1821817 4.69963583 4.53395263 0.10233749 0.44831216 -0.4771909 4
17.0542183 4.40242279 4.3235309 0.09647482 0.22656526 -0.4768006 4
35.8999636 5.40063902 5.4401237 0.06328738 0.16154431 0.4767816 4
11.3808595 4.27456647 4.34096903 0.17203887 0.14246669 0.47650234 4
0.76466662 3.87684799 3.82747202 0.27324046 0.01662683 -0.4764872 4
252.657016 7.78702489 7.74296462 0.12509036 0.11131919 -0.476443 4
54.9546003 5.0198097 5.09476306 0.14136885 0.31276062 0.47638558 4
8.85431654 4.2222017 4.25978544 0.0756034 0.12095448 0.47633908 4
136.576358 6.25971049 6.1487034 0.18959507 0.3063057 -0.4763141 4
12.3972216 3.61768676 3.68645825 0.14161035 0.31559211 0.47617102 4
17.9707864 4.51791418 4.56524557 0.08388805 0.18995796 0.47611698 4
8.05107322 5.60862598 5.57529467 0.13661231 0.03061528 -0.4760634 4
16.7489813 3.61548962 3.3716999 0.41630673 0.65361524 -0.4760301 4
7.65629351 2.11107085 2.26954017 0.47121906 0.63462699 0.47592209 4
11.9031787 1.78052061 1.74393469 0.46379223 1.23129516 0.47562835 4
51.9612049 5.65619506 5.69634718 0.03415274 0.16994086 0.47559325 4
18.7653207 4.26244867 4.16100183 0.05820455 0.27185467 -0.4754643 4
4.85886116 4.35274933 4.30607127 0.18567174 0.06656926 -0.4754499 4
22.1934561 4.04643646 3.87025103 0.23631228 0.43009564 -0.475417 4
45.5312915 5.29366534 5.20427316 0.16297892 0.2401405 -0.4753561 4
9.59878709 4.81316317 4.77443085 0.12562939 0.07979964 -0.475226 4
27.7456379 4.61905682 4.68124 0.12787732 0.2581345 0.47491073 4
88.5009798 6.14346064 6.07423092 0.05649728 0.21267895 -0.4748711 4
27.9508696 5.08048681 5.11837793 0.0074265 0.159285 0.47474045 4
15.3961366 4.23457469 4.29955179 0.15418218 0.19654982 0.47471326 4
23.8096911 5.33642565 5.26742726 0.29732617 0.1253243 -0.4746441 4
7.84747666 5.64394663 5.70200242 0.17128361 0.02632827 0.47457073 4
77.4110368 4.95929286 5.09418373 0.35812477 0.42795898 0.47450233 4
17.3250131 3.75455698 3.82955209 0.14010128 0.34872843 0.47449364 4
54.1738083 5.66381048 5.70685279 0.05385014 0.17189374 0.4744813 4
25.5578349 4.15712775 3.97075229 0.01081675 0.46443086 -0.4744364 4
14.3692433 5.16048677 5.1922425 0.08248466 0.07818755 0.47438485 4
24.684429 5.20971763 5.24532253 0.06406803 0.13056586 0.47432791 4
12.390114 4.04194435 3.95930108 0.08735433 0.24067875 -0.4741082 4

4.15500893 4.41068486 4.45280734 0.12776433 0.04905613 0.47394412 4
73.0581783 6.53017892 6.61984412 0.26785647 0.09659493 0.47392171 4
72.7677121 5.60711711 5.65929735 0.03945058 0.23885422 0.47381235 4
13.640987 5.16171203 5.11122812 0.19341377 0.08263204 -0.4736819 4

33.9979934 5.16862906 5.08784516 0.22057737 0.19891246 -0.4736668 4
53.4421395 5.8818367 5.8238867 0.12133692 0.16001312 -0.4736321 4
8.14740767 4.07633878 4.10953105 0.04080533 0.13457707 0.47353131 4
6.96999236 4.62447357 4.58333894 0.14894699 0.07179907 -0.4735019 4
0.96949828 1.5208831 1.42852239 0.25552119 0.23911789 -0.4734872 4
13.4290669 4.67749631 4.62508016 0.14833753 0.12827732 -0.4732352 4
1758.67772 8.31550141 8.1190844 0.08067867 0.4487407 -0.4730918 4



151.020264 6.71922193 6.76628271 0.09626411 0.18202118 0.47308667 4
5.9696025 2.77189313 2.88385208 0.30064808 0.3280039 0.47308232 4

5.02051179 3.94422851 4.00002095 0.16223732 0.0896253 0.47300904 4
4.36065817 4.46946381 4.43875485 0.1130383 0.05157091 -0.4729486 4
18.1158382 4.95937193 4.89406695 0.24269021 0.14029837 -0.4729217 4
120.845931 7.03785168 7.00362527 0.02807497 0.11101506 -0.4728395 4
22.7707536 4.09558373 4.15628555 0.01897168 0.3343081 0.47276693 4
5.6794097 4.39700046 4.41754188 0.03838237 0.06752908 0.47264179 4
424.21798 8.0277508 7.98211421 0.01120919 0.14630437 -0.4725609 4

24.7231397 4.32608867 4.19244523 0.10328137 0.33475128 -0.472155 4
4.42128673 3.98730464 3.93671975 0.2070716 0.08585774 -0.4721507 4
10.0490578 4.05833826 3.998281 0.01433456 0.18729206 -0.472054 4
129.487103 6.51097537 6.55222309 0.02855336 0.17717257 0.47200479 4
15.560194 2.95614704 3.2151396 0.6427656 0.6284597 0.47171173 4

4.19251315 1.7775891 1.15978492 0.28198458 1.27569895 -0.4716802 4
8.15054839 3.73607311 3.66299543 0.09793798 0.22155518 -0.4716792 4
187.25676 6.65824217 6.70778955 0.0744509 0.24026 0.47162483 4

153.740497 7.21938347 7.17881649 0.07604703 0.12042401 -0.4715158 4
153.740497 7.21938347 7.17881649 0.07604703 0.12042401 -0.4715158 4
77.2952302 7.1186874 7.06279684 0.25552043 0.06733227 -0.4709776 4
194.102678 7.28124979 7.21051874 0.2709061 0.13749294 -0.470962 4
8.4412152 4.23786973 4.19035019 0.11989627 0.13077878 -0.4708508 4

811.820224 8.10575372 8.16062513 0.10312117 0.23393792 0.47083101 4
114.759668 6.96106965 6.9239841 0.0577408 0.10935679 -0.470798 4
148.166725 7.70923168 7.66749499 0.1637612 0.07066472 -0.4706815 4
4.80627077 3.56562989 3.5109568 0.14652194 0.14946395 -0.4704383 4
55.949579 5.43375896 5.33576895 0.1428658 0.28681921 -0.4703061 4

7.09523158 3.48048189 3.38537542 0.28595408 0.24051268 -0.4702755 4
423.277356 7.92081956 7.9546529 0.01772206 0.14997886 0.47024128 4
0.58999052 -0.4472738 0.47599858 1.81626959 0.36322771 0.47014337 4
5.68926693 3.2512387 3.1512175 0.45430314 0.22787475 -0.4700796 4
13.6001885 4.75260145 4.70657615 0.11542584 0.12260718 -0.4700283 4
44.8147059 5.55736472 5.49573352 0.0759572 0.18084508 -0.4699027 4
14.0625251 4.90472259 4.87130956 0.03230359 0.10451139 -0.4697515 4
2.80897412 1.81344535 2.15539027 0.8419107 0.30177784 0.46973453 4
182.882708 6.9142788 6.84941429 0.08674265 0.18355152 -0.4696936 4
3.41862191 3.03395486 3.10089991 0.1848691 0.15902742 0.46966745 4
1.37504798 0.58010212 0.12443807 0.56504901 0.91597576 -0.469536 4
64.5701195 5.88087482 5.92519762 0.08002416 0.17071641 0.46941912 4
4.45159897 3.68439584 3.71778526 0.07263838 0.10496473 0.46916187 4
79.9979558 6.98274011 6.93171273 0.2046632 0.07728428 -0.4691528 4
19.6112058 5.64457191 5.67611652 0.09031703 0.06778535 0.4691156 4
36.3325478 5.35687021 5.29603058 0.06390792 0.18713498 -0.4690618 4
3.13696432 2.47158687 2.53708635 0.13786351 0.23584277 0.46895015 4
0.95331524 3.29813424 3.33259352 0.1096841 0.03424109 0.46878869 4
83.6472444 6.48435597 6.43842478 0.08871602 0.13401433 -0.468675 4
25.9701198 3.78142863 3.85791665 0.10835137 0.46903491 0.4685889 4
18.7551788 4.44233733 4.52785716 0.23717841 0.1910277 0.46855969 4



2.37702083 4.11874308 4.17259971 0.1736745 0.03650783 0.46848868 4
4.05613467 2.92160254 2.86534213 0.6745235 0.23276082 -0.4683569 4
37.9608577 4.51243408 4.57743037 0.07756058 0.36531661 0.46829196 4
2.0802051 3.42782284 3.50594649 0.23572381 0.06162515 0.46813415 4

97.2924317 7.33077777 7.30096022 0.09702345 0.06657346 -0.4679293 4
7.2160644 4.90098262 4.91915895 0.04318062 0.05259603 0.46778584 4

8.47243365 2.30058 2.37225873 0.22980506 0.69119507 0.46761006 4
9.51137427 4.62672791 4.65482614 0.06198616 0.09181341 0.46759574 4
7.88361675 3.18389917 3.28404052 0.26544911 0.27418145 0.46745704 4
6.92119568 3.97144685 3.90515954 0.23954602 0.14002815 -0.4674423 4
16.8643223 4.9758091 5.00413046 0.03593814 0.11614591 0.46728473 4
11.2912006 4.38644963 4.45538226 0.20292106 0.13553709 0.46722566 4
8.52279544 4.40422487 4.3651453 0.09235546 0.11139916 -0.4671598 4
13.9864898 4.27366767 4.31533551 0.03752577 0.17902891 0.46710804 4
527.710711 7.60091732 7.49412121 0.09279734 0.31707673 -0.4670812 4
144.306472 6.53605483 6.58571044 0.09089241 0.1905892 0.46687026 4
140.437988 5.98770692 6.07495951 0.24211197 0.34134222 0.46683982 4
94.6045227 7.89005343 7.9253986 0.11166218 0.03446647 0.46636747 4
1.59243796 2.04183647 1.94325844 0.39780802 0.24051741 -0.4663619 4
8.42959024 3.90070841 3.83336823 0.18769347 0.17340774 -0.4663458 4
35.2040071 5.96286479 5.92827771 0.08944032 0.09142475 -0.466273 4
68.1647615 5.91844182 5.95975341 0.0535089 0.16988687 0.4661752 4
11.2666077 3.40214705 3.22063131 0.07475544 0.50303318 -0.4660764 4
341.40464 6.31501248 6.27583832 1.15714711 0.53279958 -0.4658614 4
249.13319 6.02030534 6.10401161 0.25533851 0.55008308 0.46578476 4

11.2963824 3.68895057 3.78169095 0.23314887 0.24983041 0.46547388 4
442.027596 7.65083281 7.57375817 0.07310997 0.22911375 -0.4653397 4
0.51196419 2.07743812 2.008255 0.45972972 0.06910554 -0.4652581 4
19.7592702 5.11358719 5.15006683 0.08493472 0.11274628 0.46520988 4
6.86536351 4.11131553 4.05466848 0.20487216 0.12055052 -0.4650757 4
1104.3296 8.9308431 8.87882013 0.09314963 0.14706224 -0.4649331 4
1104.3296 8.9308431 8.87882013 0.09314963 0.14706224 -0.4649331 4

491.526523 8.6050433 8.62742342 0.02541319 0.08904472 0.46492531 4
302.29075 6.32215111 6.41683198 0.20954576 0.42783418 0.46484584 4

21.0123035 4.2813115 4.16246831 0.08534155 0.33991074 -0.4648225 4
67.9192156 6.01195174 6.08075971 0.18091068 0.14896949 0.4648222 4
5.50804235 2.86551163 2.92222154 0.0990325 0.3141208 0.4647465 4
12.2865584 4.89753918 4.86489453 0.06814845 0.09249302 -0.4647221 4
284.487248 7.85616558 7.88297464 0.03241312 0.10823973 0.4646947 4
9.3871864 5.16911438 5.18538987 0.03409553 0.05279064 0.46464206 4

37.4647595 6.04936709 6.00521087 0.14896656 0.09304844 -0.464584 4
14.4944919 3.33911907 3.05407537 0.12812513 0.67010764 -0.4645774 4
1.99739946 2.09290453 2.06368319 0.89934415 0.27149287 -0.4644243 4
37.3104548 5.11027614 5.02535118 0.1386616 0.22908297 -0.464311 4
30.9610674 7.69040061 7.65723753 0.15482022 0.01466301 -0.4641594 4

32.96413 4.7770795 4.83240525 0.07914001 0.24719277 0.463875 4
3.81891901 2.43209834 2.58311304 0.39206365 0.31062357 0.46369448 4
13.8526885 4.92142563 4.87468797 0.17106847 0.10880812 -0.4636077 4



13.9239185 4.71914453 4.74787713 0.02537608 0.12065759 0.46352239 4
119.298573 7.08223286 7.03395068 0.18801733 0.10825671 -0.4635151 4
241.821836 6.46683714 6.53322148 0.15418423 0.38160563 0.46339362 4
10.4495757 4.15683116 4.0980428 0.09875685 0.16677727 -0.4632559 4
6.73967343 4.20167335 4.16551534 0.07768548 0.10146113 -0.462818 4
471.991413 8.02718504 8.06113014 0.0312547 0.15158403 0.46281531 4
4.08444895 3.13765171 3.07305362 0.11512657 0.17963192 -0.462712 4
59.8174416 4.90062772 4.65580668 0.19309972 0.64768594 -0.4625972 4
541.242622 8.77740268 8.75113185 0.03155006 0.08769463 -0.4622581 4
8.03272164 2.8875781 2.6641047 0.47664713 0.63728711 -0.4622294 4
59.8668952 5.92925247 5.87079356 0.11426608 0.16077234 -0.4622121 4
62.7536132 5.99225437 6.07122756 0.23311486 0.13887125 0.46205585 4
34.2355411 4.9739033 5.02547078 0.08282809 0.21121552 0.46200543 4
145.075141 6.66875315 6.73173493 0.16321821 0.18127811 0.4619008 4
25.3199557 4.78367967 4.7071975 0.0851503 0.21674308 -0.4617877 4
395.94266 7.86902781 7.90771658 0.07250421 0.14224478 0.46166242 4

23.4027307 4.01227404 3.81768796 0.22427988 0.47750404 -0.46155 4
255.011895 8.02628575 7.98729829 0.13200961 0.08665022 -0.4615283 4

10.25086 3.68280304 3.75548522 0.19710167 0.25471184 0.461473 4
24.0594216 4.6985973 4.62045611 0.03439465 0.22890267 -0.4613378 4
9.47542935 4.11756043 4.18899444 0.19779511 0.1494222 0.46131048 4
5.02113285 4.09556449 4.12460794 0.07525874 0.08284387 0.46130299 4
1722.97575 9.44732025 9.48272393 0.0688701 0.13149737 0.4612988 4
1722.97575 9.44732025 9.48272393 0.0688701 0.13149737 0.4612988 4
1722.97575 9.44732025 9.48272393 0.0688701 0.13149737 0.4612988 4
191.28337 7.8489087 7.92349566 0.22102958 0.06952038 0.46124731 4

33.3287493 4.59099495 4.47199798 0.62262078 0.3585511 -0.4611386 4
12.1726668 5.05521162 5.01367185 0.14808213 0.08188539 -0.4608915 4
14.6557723 4.39343395 4.32412564 0.14321551 0.1987053 -0.4606611 4
255.601089 7.01057479 7.05736071 0.07112771 0.22959702 0.4605333 4
14.8567056 4.30990356 4.23680762 0.12101976 0.20297541 -0.4603646 4
4.42211304 2.65626934 2.52706651 0.24896996 0.3337616 -0.4602776 4
23.8486403 5.13433812 5.08903696 0.02378721 0.1426439 -0.4602769 4
233.302931 7.97568121 7.93755845 0.13240707 0.08361226 -0.4601312 4
53.3722258 5.39818808 5.47168913 0.18315311 0.21157265 0.45992026 4
22.5519787 5.43283889 5.45980233 0.05066413 0.09360323 0.45983452 4
22.0207166 5.55840985 5.58514914 0.06366393 0.08081401 0.45970239 4
8.27421803 3.79770655 3.93178539 0.38857742 0.15910467 0.45962744 4
71.3540761 5.73187929 5.78532071 0.10421546 0.20708737 0.45958499 4
24.6447178 4.78145658 4.82455363 0.05914698 0.20288837 0.45950999 4
84.5996297 5.2637925 5.3354151 0.1287045 0.37472038 0.45950827 4
5.8140302 3.16335522 3.06322685 0.33061029 0.25169992 -0.4594001 4

64.9123031 5.91118999 5.96212961 0.11916139 0.1604972 0.45938506 4
16.2047915 4.45644573 4.49981322 0.07048145 0.17126007 0.45933395 4
203.772055 7.86859321 7.88984044 0.03823029 0.07799684 0.45914513 4
4.57441845 3.64062837 3.57982431 0.31881765 0.12808428 -0.4591322 4
196.930711 7.37052508 7.4132566 0.11403924 0.11676245 0.45886936 4
4.16811527 3.15833993 3.28636777 0.37068453 0.15092885 0.45878326 4



15.2932143 5.13170625 5.10106539 0.05730777 0.09486231 -0.4587314 4
64.5445085 5.82516359 5.75867029 0.02883985 0.21135328 -0.4587178 4
332.646512 7.64242013 7.67606872 0.02186054 0.15969658 0.4587117 4
80.5207992 5.95658464 5.88028117 0.10137386 0.22343177 -0.4586774 4
16.6527786 4.36057736 4.41330506 0.10909098 0.19458722 0.45862249 4
7.92321691 2.92267856 2.98704554 0.15923749 0.42761164 0.45857014 4
232.058861 6.97184158 6.8879302 0.15345573 0.2464474 -0.4584959 4
5.9350642 3.61858507 3.56541838 0.04989756 0.161719 -0.4584337 4

26.5416908 5.17620415 5.20899136 0.02319087 0.14106398 0.45818419 4
11.0423886 4.33778759 4.37402616 0.06573687 0.13359169 0.45814565 4
8.95519397 2.75667449 2.44939908 0.12044419 0.65532274 -0.4580699 4
11.6991696 4.28604065 4.22924145 0.10064166 0.16263332 -0.4578308 4
43.0012435 5.53912263 5.47971457 0.07595939 0.18446818 -0.4578133 4
16.0801665 4.63698449 4.68414317 0.11717485 0.14406957 0.45774536 4
29.8118516 4.75656859 4.81903283 0.14159121 0.22799917 0.45773476 4
2.86990928 1.42978166 1.53590207 0.42526902 0.70628244 0.45767607 4
113.555565 6.42840384 6.47033507 0.06513355 0.16845122 0.45766407 4
48.8621429 6.02805568 6.05439636 0.00924436 0.11555114 0.45756545 4
37.4573718 5.37881394 5.42215205 0.08630095 0.15778505 0.45751177 4
1.58312023 1.98483294 1.90893758 0.48713923 0.24036337 -0.4574425 4
25.4445478 5.07996844 5.11520872 0.04146161 0.15088059 0.45728917 4
8.86506505 4.86326318 4.82824456 0.12184459 0.07087946 -0.4572622 4
4.69761342 3.81106532 3.87820685 0.20449875 0.09470717 0.45722007 4
6.16562235 3.32373859 3.36675636 0.03398851 0.21273765 0.45706428 4
14.8982923 3.30413035 3.04727561 0.44349903 0.59086245 -0.4570177 4
6.17387455 3.58649224 3.52171217 0.16132163 0.17349438 -0.4570133 4
135.175957 6.80512493 6.7520807 0.08662355 0.16480533 -0.4569412 4
7.53238319 3.66737124 3.78389592 0.34197545 0.17591786 0.45691854 4
5.29638432 2.332604 2.49342996 0.41878552 0.43202582 0.45681284 4
1.89050102 1.36513014 1.54090241 0.51196878 0.43761033 0.45680632 4
254.696474 6.75046615 6.63424613 0.14071011 0.3046477 -0.4567941 4
19.6383373 3.86663368 3.96869348 0.25210858 0.33570326 0.4566465 4
1.89168331 2.04596062 1.95113472 0.18508406 0.24944779 -0.4564706 4
39.942367 5.16145702 5.07781423 0.00782737 0.25810058 -0.456392 4

9.97846453 5.04772631 5.02347935 0.06549501 0.06514792 -0.4563819 4
152.046917 6.40794388 6.31150711 0.06463674 0.29528467 -0.4562576 4
14.4286566 3.69198707 3.83171687 0.38231794 0.31646756 0.45612598 4
14.4286566 3.69198707 3.83171687 0.38231794 0.31646756 0.45612598 4
14.4286566 3.69198707 3.83171687 0.38231794 0.31646756 0.45612598 4
9.09268402 4.02729802 4.08758572 0.17070319 0.14636851 0.45583797 4
0.59566497 2.6484488 2.69572532 0.14596116 0.03979877 0.45579329 4
81.2335849 7.04159368 6.979894 0.3151653 0.0740029 -0.4556798 4
81.2335849 7.04159368 6.979894 0.3151653 0.0740029 -0.4556798 4
5.8902577 4.24189198 4.31752027 0.22146727 0.07802772 0.45543035 4

6.04253401 2.51604144 2.56149162 0.04915775 0.50342387 0.45539035 4
76.3452935 5.80689114 5.71799049 0.35398953 0.23445635 -0.4553132 4
2.8797701 2.82549128 2.93893704 0.3087673 0.15125831 0.45519063 4

14.5060012 4.96595527 4.92045667 0.16773598 0.10889584 -0.4551745 4



3.59756809 3.06751512 3.00389595 0.14943799 0.16962135 -0.4549262 4
133.116162 6.64623843 6.778766 0.34440997 0.14520303 0.4549163 4
17.2545229 4.72057287 4.80815637 0.24900363 0.13985367 0.45491388 4
8.86227918 2.9868047 2.74176776 0.08804327 0.65021442 -0.454762 4
15.5132692 5.38631426 5.42451411 0.11681885 0.06840494 0.4547171 4
8.94403765 3.59949967 3.50376895 0.20794387 0.24859834 -0.4545093 4
11.2131034 4.41267929 4.44442508 0.04425329 0.13013627 0.45448355 4
11.8550571 3.75350275 3.8032125 0.08013067 0.28401216 0.45445034 4
1.62725815 2.46202258 2.63953737 0.48238465 0.12001778 0.45437508 4
3.44603661 4.15076193 4.11883007 0.13028506 0.05615516 -0.4543445 4
14.051157 4.23141079 4.27897574 0.09095378 0.18590299 0.4542304 4

65.8461293 5.45057336 5.53648523 0.24589043 0.26786575 0.45414932 4
9.66821661 3.98084803 3.91336178 0.13000898 0.20370169 -0.4541158 4
43.9334859 5.97581046 5.94059008 0.03846725 0.11231138 -0.4539811 4
48.8173583 5.20940039 5.27156121 0.13300012 0.23350074 0.4539335 4
148.474894 7.25162803 7.2116477 0.10421594 0.11272116 -0.4538614 4
12.1899594 4.17199845 4.2188847 0.09471811 0.17018307 0.45381859 4
103.915168 6.1071545 6.15285761 0.04880123 0.21071539 0.45350955 4
85.8408389 5.73000745 5.61699688 0.12525966 0.33480985 -0.4534307 4
45.7179796 6.12454723 6.19859349 0.22459872 0.09387978 0.4533269 4
25.6346589 4.87435332 4.92473849 0.11504298 0.18259269 0.45331215 4
11.4319547 4.28888758 4.33780967 0.13080902 0.15570698 0.4530681 4
51.6479457 6.85145841 6.78766166 0.38791664 0.05800788 -0.4527155 4
9.78015936 4.17167306 4.12089033 0.0699226 0.15439092 -0.4526804 4
2.91138035 2.03344743 2.23123835 0.46697897 0.28625271 0.45258919 4
30.5227445 5.6207953 5.58430936 0.06129827 0.11227139 -0.4525763 4
133.474181 6.22479381 6.28730172 0.1404387 0.23392913 0.45256335 4
32.4195333 5.43397655 5.38703584 0.05327388 0.15336888 -0.4524991 4
32.7718402 5.49681083 5.55313352 0.16040044 0.12305758 0.45239476 4
15.5125824 3.81885896 3.89426982 0.16830217 0.28849249 0.45237889 4
43.5528955 6.33308136 6.30633483 0.05946201 0.08127877 -0.4523665 4
4.74667072 3.25460443 3.19286707 0.04999585 0.18479518 -0.452225 4
25.7774407 6.09452482 6.12073898 0.08012495 0.05571799 0.45217814 4
120.58972 6.36123229 6.28817759 0.06703781 0.21644636 -0.4521666 4

12.0824694 4.05446877 3.97666891 0.1444549 0.21565888 -0.4521171 4
2.22415999 1.17632813 1.3196474 0.4532747 0.54195196 0.45210643 4
19.4266385 3.54205693 3.62816697 0.20791817 0.45744396 0.45186576 4
29.3315974 6.3752201 6.34231448 0.12832081 0.05086564 -0.4518373 4
26.1096417 5.55832806 5.52335778 0.07486944 0.10164018 -0.4518342 4
25.1445495 4.9612627 4.90241359 0.04466017 0.17993699 -0.4517209 4
251.461723 7.05819468 6.96679634 0.45157713 0.22364375 -0.4516409 4
11.0995558 4.06679986 4.10513112 0.01741025 0.17342447 0.45141974 4
15.3549163 4.01069441 3.90747087 0.04479962 0.28177123 -0.4511551 4
7.69683354 4.2226356 4.17383207 0.17854736 0.11449052 -0.4511437 4
8.1684925 6.83341858 6.89488128 0.20106027 0.00826299 0.45111486 4

1.06E-06 -10.12477 -10.11115 0.04364397 0.0261687 0.45110422 4
124.281695 6.63019815 6.69662986 0.18045761 0.14759842 0.45097484 4
3.25529598 3.33297181 3.28488408 0.14616075 0.11774207 -0.4509455 4



11.5788597 4.10767491 4.17361876 0.18715193 0.17507586 0.45091755 4
10.376686 4.48921632 4.51188602 0.9719231 0.11371868 -0.4507458 4
9.5924111 3.51491953 3.40613041 0.31438275 0.29104982 -0.4506213 4

671.943852 7.11754433 7.23177597 0.40172944 0.53656233 0.45059747 4
69.4330715 4.75402902 4.80513346 0.12697094 0.56985668 0.45047667 4
66.2076196 5.46560243 5.3531946 0.33854949 0.28565074 -0.4504681 4
52.7001529 5.34583673 5.40563235 0.1308773 0.22556687 0.45046708 4
1.78565261 0.60697077 0.77869655 0.50642883 0.64709066 0.45045911 4
75.0075682 6.73769571 6.71043792 0.0326334 0.08921802 -0.4504007 4
4.44695984 1.64892486 1.8661936 0.55324563 0.58051265 0.45031792 4
31.6757832 5.12039841 5.04613077 0.19462109 0.19195387 -0.4502604 4
131.514086 6.11063485 6.00025607 0.05315612 0.30002944 -0.4501943 4
14.6867575 3.95551436 3.84530385 0.13186886 0.31801051 -0.4500991 4
40.7652464 7.16199192 7.14088426 0.08020842 0.03254275 -0.450031 4
2.23340724 -0.779402 -0.9526661 4.02588244 3.67367103 -0.4499135 4
2.23340724 -0.779402 -0.9526661 4.02588244 3.67367103 -0.4499135 4
15.028941 3.65428705 3.79131083 0.3930226 0.31137216 0.44986271 4

3.78520773 3.89742727 3.86479188 0.10154662 0.08072216 -0.4498015 4
322.611754 6.84177301 6.89793354 0.09786521 0.33335245 0.44976919 4
52.9139215 5.52773798 5.56850733 0.03135194 0.19988017 0.44972794 4
72.8520088 5.50310397 5.56688753 0.15866766 0.29985062 0.44917732 4
263.369502 7.48087923 7.42539155 0.14761342 0.15710915 -0.4491437 4
27.0778839 4.56320133 4.61916431 0.09556872 0.2489516 0.44894038 4
7.6030941 4.6893877 4.75913695 0.20445311 0.06637444 0.44872591 4

86.8853089 5.46253196 5.61143495 0.43919985 0.33421971 0.44872172 4
55.7016956 6.33756512 6.30337734 0.07719647 0.10259097 -0.4485823 4
24.2758125 4.98753735 4.92949245 0.10104383 0.16902923 -0.4485203 4
32.2024155 5.16009416 5.26030881 0.2745434 0.16295492 0.44851209 4
32.4368904 6.02168263 5.99676229 0.0421725 0.07896199 -0.4484603 4
32.0337496 5.43456407 5.38620381 0.0910657 0.14191489 -0.4481819 4
5.3318929 3.1235285 3.03440196 0.13369433 0.26453057 -0.4479922 4

928.875293 8.49723517 8.43351998 0.0526372 0.19076653 -0.4479272 4
193.236676 7.08004369 7.12373625 0.10197528 0.14978532 0.44776128 4
621.27195 8.47820032 8.42975567 0.12901523 0.14019656 -0.4476955 4

7.24069587 2.80998835 2.62262949 0.22957227 0.4505513 -0.4475924 4
50.3837587 4.17852093 4.26654895 0.50892767 0.82474534 0.44730993 4
50.3837587 4.17852093 4.26654895 0.50892767 0.82474534 0.44730993 4
25.4425764 4.81050936 4.85450504 0.07838088 0.20378533 0.44716049 4
9.6708386 5.19120505 5.31823771 0.37126872 0.04783335 0.44712345 4

309.862989 7.72577458 7.76835558 0.10843714 0.12646412 0.44710895 4
39.9209075 5.16353883 5.20478915 0.01543761 0.22317856 0.44703894 4
37.9849275 5.36816797 5.66203233 0.61569506 0.12845495 0.44696816 4
12.1108474 3.29946607 3.06172042 0.24704848 0.64819933 -0.4469258 4
15.8081102 5.48169811 5.49854464 0.02501952 0.06359008 0.44665018 4
73.500691 5.90427808 5.96966557 0.18521973 0.18972059 0.44663207 4

4.86581016 4.72792044 4.74628864 0.05610357 0.04216251 0.44661855 4
46.5009947 5.65865748 5.69493332 0.05484714 0.15332543 0.44635252 4
9.63900318 4.60848294 4.64680372 0.108814 0.09043008 0.4461545 4



101.411209 6.45942454 6.49377907 0.04761915 0.1585043 0.44609252 4
173.940189 6.30925966 6.17391023 0.20819568 0.39725361 -0.4460877 4
102.889726 6.02845025 5.9366503 0.15591845 0.25811512 -0.4458741 4
3.08035062 -0.5506182 -1.1833427 2.15324518 3.90189445 0.44584822 4
17.1134045 4.65071656 4.59708869 0.02885322 0.17776374 -0.4457065 4
9.47616477 2.98311143 2.71402577 0.17820639 0.70272002 -0.4456656 4
58.7713872 6.47047939 6.49502788 0.04991687 0.08660182 0.44560789 4
5.11084867 4.97641178 5.03172679 0.17077753 0.0333515 0.44557651 4
15.2292666 4.11675624 4.20524283 0.24442195 0.21283168 0.44553252 4
18.7324829 4.60251446 4.65185003 0.11835883 0.17263212 0.44544851 4
484.508858 7.65125454 7.56072459 0.239419 0.25912346 -0.4453077 4
7.41045518 3.59582011 3.51574393 0.27809548 0.23331035 -0.4451817 4
186.305986 6.57105549 6.65375941 0.24135004 0.25031831 0.4450657 4
79.7358583 6.27655855 6.22808845 0.05084887 0.15294483 -0.4449882 4
33.9046476 3.36870394 1.96840607 0.17845969 3.58458012 0.44459841 4
65.5724499 5.2585195 5.32412903 0.14201942 0.29860915 0.44452881 4
180.808359 7.41443335 7.37181823 0.12160935 0.1168609 -0.4444172 4
20.6774871 4.63875413 4.68042802 0.06903693 0.1965437 0.4444049 4
216.463574 6.79512482 6.70001602 0.23504375 0.25453332 -0.4442673 4
76.1415096 5.70780993 5.78708545 0.22145731 0.21803248 0.44409842 4
3.32940244 1.2754725 1.30794186 0.32683578 0.85831543 0.4440443 4
489.091052 7.52892278 7.58049657 0.08743098 0.23749005 0.4440388 4
42.4542678 4.51837446 4.57921364 0.06161225 0.39307058 0.4439579 4
17.6146926 4.53039255 4.61883318 0.26051235 0.17465363 0.44386201 4
138.63074 6.02741971 5.88325297 0.11574773 0.42128775 -0.4438458 4

39.7459998 5.55958188 5.60059146 0.09228442 0.14128827 0.44383538 4
0.75257395 2.93993069 3.02850844 0.274853 0.03679544 0.44379528 4
160.266819 6.96467685 6.99983388 0.05875377 0.14084605 0.44359786 4
114.064669 5.4625702 5.50384822 0.05871851 0.50811075 0.4435716 4
14.9684071 3.97299485 3.86099315 0.24748331 0.30668728 -0.4435594 4
5.08212779 1.21289475 1.37679463 0.77310562 0.96447619 0.44343786 4
0.73796406 0.98224388 0.91962483 0.7667712 0.27248994 -0.4433942 4
293.947547 7.11645748 7.15710539 0.01593793 0.24396586 0.44324158 4
578.02129 7.93587556 7.98958961 0.13235823 0.18801252 0.44315839 4

1.77264328 1.96879205 2.03428862 0.16335572 0.22531922 0.44310609 4
36.8223814 4.83232824 4.71660876 0.02956588 0.34520113 -0.4430871 4
23.8742714 5.44331657 5.41075388 0.0475687 0.10651457 -0.4429388 4
3.10362024 2.17059596 2.06530508 0.68493685 0.42020028 -0.4424201 4
15.7485726 5.5630731 5.52153582 0.21634222 0.06229732 -0.4423384 4
19.376716 4.50424257 4.54560733 0.0510588 0.20752029 0.44198834 4

1006.42281 8.76649975 8.79965057 0.04145999 0.1567717 0.44192453 4
113.006276 6.86697032 6.91221749 0.12731688 0.11308154 0.44186155 4
3.40090687 3.85548837 3.81063783 0.18943137 0.0764219 -0.4418343 4
19.8631616 4.93849618 4.97515441 0.08004395 0.13385584 0.44163098 4
242.627397 7.30866837 7.3473595 0.08133338 0.16265591 0.44156298 4
171.932598 7.53199425 7.50314537 0.04779914 0.0925055 -0.4414201 4
102.769345 6.40263613 6.43666641 0.01212889 0.15938935 0.44138698 4
2.01789111 3.04217493 3.13117467 0.25967908 0.09013527 0.4413847 4



74.5399383 6.2361563 6.26824147 0.04757596 0.14636851 0.44135267 4
3.01331355 4.60790758 4.65254627 0.15310316 0.02854544 0.44131926 4
15.3916008 3.55201877 3.61372643 0.10040505 0.38525437 0.44124055 4
11.5290635 4.00206833 3.92442842 0.16395041 0.22040537 -0.4412112 4
8.33653066 3.82907782 3.86766672 0.05478244 0.16621636 0.44103673 4
61.2032784 6.75634224 6.71420435 0.19819365 0.07563392 -0.4410301 4
259.626081 7.10638874 7.01935814 0.44526534 0.22134488 -0.4409907 4
3.86104856 3.54599872 3.49773208 0.19474022 0.11637987 -0.4409532 4
14.9619941 4.15560135 4.20760555 0.12015186 0.23657442 0.44091633 4
4.07498505 4.05133188 4.00402511 0.21006272 0.07327999 -0.4408998 4
8.65293381 3.33497739 3.39027217 0.08358123 0.26755077 0.44086558 4
425.193064 8.49559215 8.52091805 0.05928641 0.08370313 0.44069986 4
128.826696 6.60519927 6.63889704 0.01065315 0.17388509 0.44060513 4
8.40066557 4.62429616 4.58507634 0.16017104 0.08779701 -0.4405794 4
40.1992546 5.65396051 5.70762825 0.15510485 0.13199585 0.44057705 4
2.40542692 2.96525376 2.90599541 0.23839926 0.12672579 -0.4405468 4
18.1240188 3.75251572 3.91857688 0.48654626 0.37755765 0.44052916 4
4.25993307 4.1222578 4.08213411 0.19030675 0.07095653 -0.440529 4
18.5251078 4.70712209 4.74599731 0.07527211 0.15916975 0.44042228 4
12.3158255 3.03628323 3.41762403 0.89632284 0.44792371 0.44026642 4
87.7895455 5.79788849 5.69564319 0.27536235 0.27158134 -0.4402156 4
1942.65545 8.43395447 8.25165409 0.14529099 0.44994145 -0.4401491 4
24.2930846 4.41608849 4.46534346 0.05053535 0.27050294 0.44013407 4
9.38299245 3.44364964 3.32919751 0.19316682 0.30441323 -0.4400056 4
2.1954861 1.61674822 1.52188646 0.78822053 0.48963236 -0.4399526 4

31.6159516 6.38182908 6.46378697 0.26381454 0.04879099 0.4398248 4
102.344993 6.95838803 6.92275947 0.09928362 0.10360776 -0.4398188 4
1.03434753 2.25983323 2.34975255 0.27610146 0.09753662 0.43954747 4
12.768092 4.23843593 4.28354864 0.10295656 0.17776333 0.43946114 4

14.1477669 3.94221708 3.99697303 0.11319203 0.2601097 0.43944602 4
17.3674339 3.10743703 1.24630604 0.63276893 3.68135419 -0.4393656 4
56.8998675 5.69065736 5.72871033 0.03565673 0.17772123 0.4392397 4
35.1455249 5.18366575 5.22286987 0.04092899 0.17969536 0.43917683 4
12.2095386 3.62912633 3.70259431 0.18479349 0.27708329 0.43915728 4
66.896925 6.33553033 6.40281322 0.19757788 0.10788914 0.4391103 4

0.96477008 1.11405331 1.24437784 0.35297035 0.25651905 0.43910092 4
541.629719 8.77992705 8.8170345 0.11294657 0.07924886 0.43902534 4
23.3937468 4.73357512 4.64869229 0.29651423 0.23325282 -0.4390162 4
12.9155526 4.43515464 4.46950999 0.05830558 0.14969716 0.43894497 4
18.4588369 4.31356463 4.66610512 0.71832376 0.18047126 0.43894486 4
19.3278528 4.94998392 4.89539785 0.20535051 0.13897538 -0.4389336 4
15.3305319 4.53633958 4.57226976 0.05827332 0.16044446 0.43893001 4
235.255141 7.16283618 7.08830723 0.25045325 0.18556254 -0.4388108 4
10.2766725 4.57316185 4.52940631 0.13874786 0.11155264 -0.4387924 4
10.5102441 4.52210067 4.56514213 0.12201905 0.10720658 0.43875361 4
317.003695 7.44295828 7.53204938 0.27116668 0.1766826 0.43867712 4
29.3498109 5.92171276 5.89618903 0.05336706 0.0815877 -0.4386508 4
14.8120566 4.18415287 4.10325975 0.0693069 0.2566943 -0.4386058 4



126.305748 6.60335052 6.64256014 0.08135262 0.17237744 0.43843616 4
0.77998482 -1.4822379 -1.6866899 3.45631272 3.24466857 -0.4383304 4
2.63403115 3.8410542 3.79907133 0.23040209 0.05868342 -0.4382041 4
27.2677515 6.42388353 6.43968783 0.04480155 0.04408583 0.43801239 4

1351.722 7.89977708 7.96414879 0.21967073 0.50922776 0.43800205 4
1351.722 7.89977708 7.96414879 0.21967073 0.50922776 0.43800205 4

10.4863142 3.38063149 3.22132611 0.0829535 0.46476959 -0.437958 4
49.2976467 5.79078793 5.74278602 0.0459192 0.15525931 -0.4378017 4
574.61795 8.07338634 8.0088602 0.1384432 0.19935801 -0.4377656 4

1.01980141 1.47829552 1.55963203 0.23759248 0.22193389 0.43769007 4
287.895162 7.08372944 6.99363806 0.13592261 0.27885167 -0.4372421 4
59.4911381 5.61130215 5.52635502 0.31330044 0.22180822 -0.4371011 4
88.4541713 6.24061273 6.18042139 0.11176785 0.18056607 -0.4370972 4
9.4913552 3.59164065 3.49632919 0.15333207 0.26847683 -0.4370333 4

17.4905377 4.4840813 4.41400311 0.13603034 0.1989471 -0.4370044 4
26.9521974 4.24258185 4.30826623 0.15275623 0.35487164 0.43683392 4
2.03924866 3.65831685 3.63574798 0.07711673 0.05398763 -0.4365463 4
5.28623404 2.81609571 2.86794857 0.11033579 0.32533957 0.43653684 4
8.75473328 5.07826626 5.10143632 0.07074598 0.05388361 0.43649795 4
31.9881382 4.48036835 4.33845279 0.24935481 0.37288197 -0.4363327 4
29.7421289 4.5968474 4.48452403 0.0819574 0.31145608 -0.4362562 4
16.1132838 4.4017467 4.43961296 0.02931112 0.18414294 0.43621651 4
15.6718686 4.39903588 4.44843207 0.11623436 0.17457823 0.4361403 4
7.82126485 4.15004376 4.20713388 0.17323606 0.1130746 0.43609594 4
24.5524613 5.53942137 5.49390975 0.17160558 0.09940314 -0.4360802 4
302.859184 7.59876546 7.65388745 0.15887168 0.14130451 0.43606778 4
342.215262 7.46212687 7.38419554 0.25230978 0.19991177 -0.4359366 4
45.0552018 5.85679286 5.8160787 0.0515278 0.13581312 -0.4359015 4
3.24755955 1.25408499 1.17084261 1.34190728 0.88416125 -0.4358985 4
15.6830084 3.47755228 3.53991986 0.11575516 0.4196493 0.43588631 4
123.802156 6.08257231 5.9743252 0.2145798 0.31428345 -0.4358713 4
17.5146006 4.79122653 4.83565564 0.1176592 0.13688913 0.43562696 4
323.513829 8.25686554 8.28776629 0.08826316 0.07952855 0.43558782 4
2.3051845 4.15780811 4.21087367 0.18030991 0.0338578 0.43553316 4

9.72205534 4.42468339 4.48010154 0.165172 0.1073988 0.43541541 4
66.8529286 5.76318878 5.8019534 0.04205121 0.2104681 0.43539497 4
6.95044276 4.44921193 4.49645634 0.15216012 0.07920816 0.43522605 4
26.7632661 5.31757902 5.34876435 0.05684866 0.1240206 0.43518691 4
459.951778 7.99224463 8.03690773 0.11576973 0.14599276 0.43516081 4
105.66243 6.61347917 6.55402889 0.20735637 0.14410095 -0.435146 4
195.52649 7.31998492 7.26808216 0.16878635 0.14170782 -0.4350371 4

17.1036435 4.57569615 4.51513522 0.09650813 0.1959484 -0.4350007 4
9.31796453 5.04911206 5.08781477 0.12329753 0.05657152 0.43498326 4
12.7294866 4.43648315 4.49098734 0.16088334 0.13821932 0.43477708 4
20.8814018 4.8646946 4.91445767 0.1401622 0.15621967 0.43477316 4
74.8960006 6.57017164 6.6047001 0.09365695 0.10043595 0.43455002 4
58.6622931 6.14339699 6.09344856 0.15250302 0.13678757 -0.4345324 4
5.5494524 3.58836062 3.53377124 0.1184095 0.16822251 -0.4344359 4



3.37464383 2.70428925 2.62257414 0.11905158 0.24905563 -0.4342541 4
119.61523 5.9384941 5.98958176 0.06820233 0.28984811 0.43421752 4

9.68729525 3.463986 3.55814153 0.25869993 0.261117 0.43413138 4
122.258067 6.95860511 7.01336792 0.17413625 0.11206026 0.4340584 4
261.568567 7.12045236 7.16267774 0.07748406 0.21422342 0.43394197 4
7.67248425 3.23609941 3.12102168 0.09267388 0.32875244 -0.4337204 4
4.10915081 3.26727509 3.20666155 0.21898938 0.17383218 -0.4335096 4
30.3066885 5.16863673 5.20763105 0.07412287 0.15820705 0.43343216 4
30.3066885 5.16863673 5.20763105 0.07412287 0.15820705 0.43343216 4
2.27860443 2.53196861 2.6025565 0.20735578 0.16102352 0.43339619 4
31.4985622 5.37791575 5.41054014 0.05646881 0.14394058 0.43325346 4
5.82549237 4.20015061 4.23256108 0.09583722 0.08351733 0.43322183 4
4.41390574 3.65660706 3.60635252 0.20847932 0.11828966 -0.4331859 4
11.8024941 3.6696876 3.55587798 0.14973884 0.31647519 -0.4331301 4
4.63274721 3.87333729 3.8955208 0.02906175 0.09310729 0.43283388 4
92.776847 6.10503753 6.02741028 0.24147017 0.21431707 -0.4324232 4

194.988698 6.36174235 6.22060479 0.14884925 0.4108221 -0.4324014 4
369.403793 7.24594894 7.14535206 0.11978851 0.31175404 -0.4322271 4
22.5144812 4.9955038 4.94680891 0.06153672 0.154026 -0.4321365 4
6.4837721 4.33244324 4.40309546 0.22127909 0.07904821 0.43188482 4

8.62364688 3.54933139 3.60410711 0.13394765 0.23418877 0.43188252 4
5.85199136 4.99020962 4.96735724 0.09127007 0.04026638 -0.4316291 4
7.82076232 3.44640948 3.50864178 0.17502785 0.24899793 0.43149995 4
5.63597727 2.87043153 2.74140352 0.13960926 0.38010815 -0.4314909 4
5.9189643 3.14043056 3.04401094 0.17703114 0.28843799 -0.4313189 4
5.9189643 3.14043056 3.04401094 0.17703114 0.28843799 -0.4313189 4
5.9189643 3.14043056 3.04401094 0.17703114 0.28843799 -0.4313189 4

3.37416474 1.91666226 1.69628102 0.50662961 0.61976654 -0.4313131 4
3.37416474 1.91666226 1.69628102 0.50662961 0.61976654 -0.4313131 4
5.07273831 4.33533318 4.36875188 0.10569177 0.06421321 0.43118629 4
60.7228034 5.92255087 5.96853591 0.11858467 0.15042016 0.43101259 4
9.11373014 4.55490145 4.58622892 0.08643989 0.0904325 0.4309578 4
425.995246 7.46175191 7.3673154 0.26512553 0.26497781 -0.4309007 4

1.379316 1.45315924 1.32161752 0.12201799 0.39098742 -0.4307919 4
152.008429 7.17626398 7.14115389 0.03260778 0.12346501 -0.4307403 4
34.3699327 4.63460648 4.68365345 0.02951852 0.30520804 0.43070818 4
14.0229359 5.13679321 5.11263779 0.03148332 0.08244099 -0.4305429 4
76.1015016 5.83048468 5.76863941 0.6882374 0.24992613 -0.4304806 4
130.223372 6.70706216 6.73912668 0.03288775 0.15406618 0.43025653 4
10.5721955 5.87296032 5.84495073 0.12684766 0.03045462 -0.4302559 4
122.04262 6.85081842 6.94112454 0.28308179 0.11493469 0.43020533 4

71.9717103 6.10145225 6.1667738 0.1859935 0.14517919 0.43005904 4
14.5796739 4.54807085 4.49594103 0.09948781 0.16888469 -0.430045 4
12.3225111 2.40337946 2.2182865 1.74134362 1.55882909 -0.4299185 4
35.965729 3.09823789 2.9856676 0.56459144 1.38096432 0.42941759 4

100.781427 7.12861966 7.14780999 0.02860654 0.08009081 0.42935854 4
3.33961543 0.97652644 0.86035625 0.24368678 1.20648463 0.42932225 4
366.345165 6.48517679 6.51832289 0.1476486 0.60936748 0.42931194 4



10.4403018 4.76386325 4.73231887 0.08959215 0.09274192 -0.4291229 4
5.13407026 4.80455532 4.79051713 0.03655605 0.04223511 -0.4291227 4
97.2408456 6.4869271 6.52080344 0.06793283 0.14904436 0.42897224 4
32.0653432 6.0932814 6.11710519 0.06612061 0.07097871 0.42873105 4
8.02936781 4.36639764 4.40235158 0.10733933 0.09558043 0.42830008 4
586.361031 6.43162552 6.47591579 0.15518485 0.69714222 0.42827497 4
13.2601771 5.33751809 5.36906175 0.10425231 0.06261287 0.42819976 4
4.78746834 5.07186172 5.10129824 0.10553962 0.02914911 0.42809318 4
136.08281 5.95892895 5.80689036 0.08639496 0.4491609 -0.4280734 4
45.592407 5.95361131 5.90540946 0.19734486 0.12207729 -0.4280423 4

11.4868131 4.79933385 4.76763965 0.07713921 0.10037242 -0.4280247 4
584.486102 7.30862481 7.15040877 0.44151655 0.45410805 -0.4279147 4
9.95081574 4.02736456 4.10660535 0.25057604 0.17139999 0.42790384 4
16.0323652 3.8683141 3.92641174 0.11020921 0.28948399 0.42783087 4
18.2810165 4.34466726 4.38773808 0.05048293 0.21532767 0.42782815 4
14.0976698 3.05848341 3.11425411 0.0599737 0.52242027 0.42776657 4
25.6576932 4.90498904 4.84237502 0.01833128 0.21212154 -0.4277591 4
41.3373289 4.80378128 4.67237204 0.3652649 0.35994157 -0.427711 4
11.6945723 4.13388508 4.07017568 0.11372704 0.18949624 -0.4277051 4
15.3352632 4.05139274 4.11279688 0.14741417 0.23308043 0.42761705 4
17.4528065 5.02083194 4.97840373 0.12071627 0.12041849 -0.4275123 4
41.6674999 6.67672361 6.6505508 0.1000947 0.05370797 -0.4271556 4
2.83079057 1.08985341 0.86941332 0.21230982 1.40209175 0.42704676 4
40.606211 5.41308948 5.45223522 0.07600798 0.17444518 0.42703776 4
69.268153 6.11281143 6.20362438 0.28650083 0.13476996 0.4268621 4

2.65124138 -0.2176672 2.29979423 4.30712129 0.25006497 0.42680505 4
183.990085 6.14285802 6.20077829 0.10257839 0.34853823 0.42655994 4
153.013035 6.6490226 6.58443224 0.05505915 0.19873052 -0.4265556 4
103.897759 5.97818577 6.02164103 0.06281143 0.26507386 0.42643914 4
11.9704677 4.54636084 4.57455176 0.04649846 0.12592709 0.42642918 4
10.5187622 5.37727726 5.32744634 0.29233695 0.05034498 -0.4264021 4
597.111998 8.03390282 8.06929328 0.03032881 0.19261831 0.42634997 4
34.797877 4.83489922 4.88663141 0.0998442 0.25033745 0.4258119 4

8.17483375 2.74666778 2.79626321 0.17849618 0.53686062 0.42575429 4
16.8304977 4.07853638 3.97174275 0.10391173 0.31846207 -0.425743 4
39.3275834 4.7775424 4.64231614 0.12128176 0.39899985 -0.4256195 4
9.4187852 3.51163474 3.60725661 0.29554885 0.26590531 0.42560895 4

32.6264433 5.34214736 5.38323559 0.10157196 0.14529215 0.42536649 4
96.545411 6.24979756 6.17380979 0.31148199 0.18957923 -0.4253282 4
43.393127 5.5338597 5.47785281 0.08649248 0.1734434 -0.4248692 4

14.9521297 4.62129136 4.67117094 0.14855068 0.13441477 0.42482641 4
9.28101669 3.52982272 3.42863911 0.16986611 0.29442333 -0.4245376 4
36.8509898 5.1992963 5.11987367 0.31431806 0.2107922 -0.4244953 4
1.68596759 2.95079169 2.90891876 0.17482618 0.09021162 -0.4244686 4
3.63166796 3.33138359 3.286807 0.10861191 0.13050656 -0.4244645 4
144.190449 6.94876242 6.90462298 0.0798458 0.13863783 -0.4244288 4
476.872445 7.9827445 7.92247312 0.22893851 0.1682296 -0.4243463 4
25.0150057 5.41318643 5.37897656 0.05497654 0.11333288 -0.4241757 4



8.39035476 4.3926537 4.41752084 0.04609631 0.09835588 0.42414041 4
13.8784162 4.8197029 4.77986198 0.10897532 0.11771756 -0.4240542 4
35.3128935 6.13700809 6.15963548 0.05905339 0.07301211 0.42393146 4
6.89377871 3.31265506 3.2193693 0.25852441 0.25406992 -0.4237806 4
0.18418415 0.67716491 0.6730352 0.81343661 0.09592845 -0.4235815 4
15.4962641 6.01244419 6.03707359 0.08452921 0.03715413 0.4234812 4
101.533413 6.37134948 6.40867907 0.07502389 0.17028154 0.42340502 4
11.955131 3.47583871 3.31809267 0.22822206 0.46158441 -0.423116 4

8.83491144 4.84181486 4.86415524 0.06358054 0.06952485 0.42310499 4
12.1094707 3.61843134 3.74165323 0.34012579 0.29491605 0.42309512 4
76.6873944 5.77647582 5.85148443 0.21200924 0.21475821 0.42307971 4
62.1132554 5.408007 5.31067844 0.54181355 0.31437202 -0.4230475 4
267.787993 7.14053067 7.1817949 0.08043411 0.21521165 0.42256972 4
7.06676963 2.94198304 3.0279453 0.25233591 0.31690376 0.42254687 4
57.1002831 5.2970067 5.36027932 0.16549073 0.25056214 0.42252155 4
142.689795 7.55523544 7.51591941 0.19107934 0.07822019 -0.4225032 4
5.74276818 2.30692132 2.45824798 0.4555048 0.43003167 0.42242419 4
30.469961 5.0282267 5.06636883 0.05382021 0.18840807 0.42228771 4

20.4481089 7.98702051 8.01870608 0.11371299 0.00672648 0.42220776 4
341.181215 7.9485871 7.8913756 0.29960168 0.12818422 -0.4221585 4
8.64576789 3.67497973 3.60040349 0.08246177 0.23374192 -0.422156 4
46.4959414 5.57632222 5.61303532 0.06098952 0.16145976 0.42215026 4
19.0406748 4.88948822 4.83843234 0.1384465 0.15540603 -0.4219719 4
22.1580104 4.33847064 4.22380355 0.34954909 0.34260886 -0.421788 4
31.5147636 4.18134945 4.26068623 0.21525232 0.40996393 0.42177712 4
7.90591144 4.28244101 4.32724838 0.13599614 0.10125559 0.42162523 4
18.4139564 4.74785223 4.82567908 0.2463792 0.15314681 0.42148563 4
94.3002096 7.21005093 7.16744483 0.25071829 0.07122761 -0.4212885 4
30.437482 5.79667264 5.76141028 0.11175975 0.09523763 -0.4211057 4

5.92862913 4.5641309 4.54246977 0.06346887 0.0641755 -0.4210962 4
5.19659734 2.46286706 2.39410415 0.87466571 0.53336938 -0.4210542 4
21.8128299 4.53432222 4.57797155 0.06645613 0.21033168 0.42099982 4
203.999625 5.13248745 5.18289152 0.34248949 0.83430059 0.42092705 4
8.78112617 4.04392809 4.11220937 0.2190664 0.1466047 0.42057188 4
29.5936022 5.89487419 5.86020425 0.12552189 0.08237478 -0.4205508 4
145.273726 6.33165258 6.40370887 0.20080376 0.22724201 0.42044547 4
3.1187851 3.48090489 3.50295903 0.03625445 0.0951974 0.42034229 4

10.1217194 5.18219658 5.25348236 0.23528836 0.05308567 0.42033124 4
160.66971 7.38945319 7.35935447 0.05086722 0.10205914 -0.4203293 4

4.76464672 3.53759214 3.49074751 0.11125746 0.13919413 -0.4203005 4
78.3686198 5.53673373 5.58405344 0.04817532 0.27941142 0.42027706 4
6.67286342 4.10918544 4.07092084 0.10546156 0.1135924 -0.4202504 4
3.82152447 2.05193196 2.17456031 0.42725957 0.48452903 0.42018547 4
4.26755619 4.70820777 4.72594648 0.05898711 0.03746266 0.42015171 4
355.815598 7.82768068 7.86837894 0.11237388 0.13233753 0.42007638 4
6.44758482 3.34388172 3.26074001 0.2086501 0.26322836 -0.4200625 4
32.0504226 4.82350019 4.91295941 0.25362712 0.23762705 0.42004337 4
2.34572011 1.13665307 0.79323884 0.77067003 0.9611536 -0.4200419 4



60.9839752 5.57917077 5.48901829 0.37026971 0.25779039 -0.41996 4
290.341768 7.16979134 7.20857267 0.05482753 0.2277864 0.41991216 4
212.446218 6.60057281 6.67170404 0.21664025 0.2888076 0.41958984 4
51.2068412 5.99941445 6.03528099 0.09841029 0.12295657 0.41949846 4
31.7556079 4.91342212 4.95152787 0.03362682 0.23586148 0.41947993 4
11.6251456 4.34797249 4.28623213 0.3032691 0.16147024 -0.4194528 4
137.998112 6.97229903 7.03706411 0.19451547 0.11826589 0.41943356 4
8.77422382 4.4037429 4.36914849 0.07466526 0.11375557 -0.4193796 4
3.50246412 5.0807547 5.05165093 0.14534232 0.02241724 -0.4193655 4
6.47738805 5.4934795 5.45846531 0.17191121 0.02776365 -0.4193647 4
4.41973811 3.35460861 3.39678651 0.11592617 0.14892781 0.41935021 4
11.3956477 3.53227583 3.65831356 0.39041002 0.28580073 0.41923799 4
23.0548941 5.43252491 5.43202893 0.82860803 0.10025134 -0.4192126 4
16.1076348 4.08121181 3.98051035 0.05236627 0.32127915 -0.4192009 4
68.6472917 5.69284525 5.79635251 0.3145268 0.19644666 0.4191045 4
1.68684326 1.44743285 1.28346596 0.33398642 0.48413734 -0.4189601 4
11.2583161 4.4255483 4.3840337 0.06465442 0.13530002 -0.4188847 4
15.3711031 4.220405 4.14481791 0.08628229 0.22952279 -0.418874 4
20.9047877 4.4081482 4.45867407 0.10853414 0.22548334 0.41886293 4
8.77720425 4.10745154 4.13494579 0.00863889 0.14612561 0.41880354 4
26.9460639 5.18303124 5.12354008 0.28450065 0.15841196 -0.4187169 4
2.8697504 0.62131806 -0.6117574 0.53286474 3.4322935 0.41859054 4

320.429498 7.1063001 7.01200923 0.11453177 0.2858319 -0.4185818 4
30.1022837 5.55279143 5.51878866 0.0311993 0.11853855 -0.4184277 4
30.7785416 4.88011437 4.93162035 0.1292026 0.21627123 0.41835011 4
8.46048686 3.6942766 3.73267127 0.04798564 0.19722354 0.41818616 4
7.76767709 4.19012622 4.14225127 0.17930411 0.11952784 -0.4181167 4
114.372846 6.87014625 6.83328557 0.06321397 0.12625258 -0.4176508 4
17.2992752 4.76363509 4.71775449 0.06478581 0.15146139 -0.417594 4
70.6632674 5.49616275 5.39404617 0.39850519 0.33509594 -0.4175794 4
10.8962091 4.51947317 4.4814379 0.08561813 0.11994021 -0.4175298 4
87.0617628 6.15490229 6.09368183 0.10737018 0.18776975 -0.4172989 4
369.887757 7.38290702 7.30527556 0.08842174 0.23742252 -0.4168434 4
12.4642311 4.76666485 4.79322757 0.06174519 0.10629445 0.41680265 4
15.7714952 4.10836446 4.01581006 0.09422986 0.28768358 -0.4167378 4
9.98243468 3.89240331 3.82220579 0.13716174 0.22634416 -0.4166182 4
20.1851126 4.48595625 4.53907308 0.13605388 0.21478263 0.41659079 4
36.7029032 5.21631371 5.25645199 0.08002902 0.19505017 0.41657494 4
42.9640348 6.58209183 6.55785086 0.08915251 0.06074417 -0.4165342 4
39.6381128 5.20146779 5.24028753 0.03589119 0.19755893 0.4165332 4
23.7760885 5.11589608 5.06936209 0.09875548 0.14327733 -0.4164059 4
53.6415651 5.69558972 5.72868737 0.03883212 0.1830836 0.41635494 4
20.8357116 4.43410939 4.48206079 0.09563893 0.22224979 0.41623567 4
210.28624 7.0375756 7.09734496 0.18091149 0.18248633 0.4161843 4
8.8298873 4.29770988 4.32599068 0.05730781 0.11334744 0.4161321 4

4.04885108 2.90860853 2.83549842 0.07239648 0.22718412 -0.4161303 4
2.38511432 2.57473643 2.66454665 0.2763744 0.16771868 0.41609517 4
34.6930645 5.42951452 5.38124252 0.07959974 0.15652078 -0.415891 4



83.2102086 5.96788016 6.00402679 0.01904379 0.20652259 0.41586422 4
9.00157906 3.21208119 3.31739885 0.34236126 0.3548745 0.41582543 4
917.045752 7.73757987 7.806341 0.1706043 0.33621998 0.41579927 4
3.70932501 3.20568792 3.14610348 0.24233869 0.15246927 -0.4157494 4
7.38628747 2.44925867 2.57094226 0.39176416 0.54244535 0.41564831 4
95.5918569 6.1812166 6.22577825 0.10632231 0.18008137 0.41564462 4
196.11341 7.97050306 8.01457214 0.15230191 0.0646556 0.41546839 4

0.65459471 0.33203804 0.93054301 1.03359437 0.24172751 0.4154363 4
156.730802 7.16709424 7.11491533 0.29870684 0.13200283 -0.4154214 4
36.8007714 5.6194397 5.57847328 0.06241489 0.13627618 -0.4152163 4
6.38512486 4.29553538 4.26267415 0.10645378 0.08944997 -0.4151976 4
11.5311401 3.6672122 3.7188293 0.12620793 0.29237078 0.41497262 4
3.48835847 2.4429782 2.33665396 0.49272791 0.3334186 -0.4149293 4
435.978943 7.53151351 7.44594248 0.31686433 0.27024704 -0.4147049 4
236.654432 7.65515154 7.61430382 0.13784964 0.11509293 -0.4146258 4
9.99219396 3.12090454 3.23603231 0.38048877 0.39657846 0.4146129 4
802.693818 8.52380672 8.55381053 0.01293597 0.15007842 0.41450344 4
21.2105567 4.92873909 4.87768869 0.11361997 0.15672906 -0.4143682 4
3.52013854 2.23009561 2.07746912 0.39025016 0.45563455 -0.4143551 4
5.34906935 3.70756031 3.78091528 0.22245994 0.11845125 0.41415665 4
11.7692896 4.81345412 4.8577917 0.14856023 0.09159001 0.41410143 4
11.9117538 4.23378417 4.28246344 0.13671148 0.17146154 0.41406605 4
13.9561132 5.20773535 5.22798073 0.04867373 0.07487617 0.41392498 4
105.59736 6.97164671 6.94094523 0.06460741 0.1049218 -0.4139037 4

32.9848963 5.27573936 5.30717795 0.0203714 0.15837242 0.41388647 4
1844.61702 8.95288269 8.99949641 0.11253185 0.23995162 0.41375483 4
13.2500493 4.02982882 4.07150517 0.0554428 0.21141312 0.41374826 4
34.010079 6.37839349 6.3392337 0.20224725 0.06108404 -0.4137275 4

3.82714556 4.51667706 4.49093965 0.11369838 0.042757 -0.4137068 4
24.5082199 4.05432498 3.85262456 0.07048756 0.56487876 -0.41368 4
42.0895805 6.38497759 6.35350292 0.12243218 0.07219889 -0.4136749 4
93.7890677 6.66027209 6.62468883 0.04944985 0.12092264 -0.4136482 4
45.3855564 4.93557442 4.98351352 0.06818423 0.29970216 0.41350166 4
3.78213347 4.42485156 4.39941745 0.11203022 0.04695045 -0.4134923 4
418.710072 7.68841682 7.72447187 0.0622736 0.19445874 0.41346568 4
149.14143 5.54201755 5.58368773 0.18680293 0.5926409 0.41320149 4

2.08292015 4.16046956 4.18002744 0.06935962 0.03209878 0.41310426 4
6.4326221 3.79060417 3.74710695 0.01829035 0.15813659 -0.4131005 4

4.39443432 2.4235255 2.61319597 0.53556136 0.2929545 0.41299896 4
22.3812253 4.93430091 4.98753164 0.16406321 0.15490257 0.41291014 4
69.7692539 5.52923302 5.59584056 0.19089977 0.24218359 0.41285708 4
14.647081 3.93658202 3.9887163 0.12798982 0.28247093 0.41266085 4

49.2989066 5.31712868 5.23247012 0.03899481 0.28269168 -0.4126452 4
23.1799879 4.55964983 4.62213182 0.18132146 0.21847617 0.41260621 4
27.2868333 5.12159894 5.16347456 0.11310003 0.15228668 0.41258849 4
67.8514388 5.89017138 5.92467292 0.03550435 0.17534188 0.41253856 4
5.46613658 4.59024582 4.62018085 0.10545488 0.05372969 0.41229602 4
444.766124 8.37016748 8.41980842 0.15796868 0.10081848 0.41221438 4



9.98160164 2.52448205 2.66176986 0.4580214 0.59642927 0.41215676 4
38.4691747 5.77992623 5.81029135 0.07770676 0.11829864 0.41214691 4
3.22401213 4.90063521 4.95485857 0.18330691 0.02258854 0.41213195 4
27.5631587 5.16303126 5.21467414 0.15217483 0.15627147 0.41207996 4
12.9209474 3.93971796 3.99755065 0.15202561 0.23134298 0.41205221 4
2.54124433 1.96850885 1.84145045 0.45543526 0.44707599 -0.4120238 4
43.2194742 6.46635631 6.42867847 0.18069475 0.07083177 -0.4119298 4
13.9111728 4.80305585 4.83161605 0.06783701 0.11183987 0.41186544 4
163.215437 6.3933446 6.31380372 0.48559151 0.28087501 -0.4118422 4
11.1962684 5.21917519 5.18754118 0.13358819 0.06202152 -0.4117906 4
1.74039624 1.14522018 0.95893278 0.61303372 0.57704434 -0.4117472 4
22.5970684 5.00069321 5.02938298 0.02243744 0.14983757 0.41174235 4
255.655427 8.23806256 8.21524376 0.06693483 0.07017155 -0.411465 4
7.86806121 4.46158586 4.42043623 0.16755614 0.09554476 -0.4114254 4
20.0917903 4.54056932 4.46854874 0.09997139 0.23290312 -0.411319 4
41.462839 4.8534404 4.7357507 0.05286114 0.32848171 -0.4111166 4

18.2281125 4.33884343 4.40501626 0.20282986 0.23612228 0.41110411 4
23.3770905 4.57831911 4.62081478 0.06254545 0.215592 0.41104755 4
161.510306 6.99892701 6.95257237 0.0797585 0.15783084 -0.410953 4
66.7521301 7.02865103 7.04826956 0.05979071 0.05858812 0.41086575 4
5.04869509 3.80262142 3.76136853 0.14988445 0.1136864 -0.4108351 4
176.627225 7.36928575 7.33631046 0.05304385 0.11142971 -0.4108305 4
17.0400745 5.19337022 5.21353233 0.02384208 0.09399964 0.41082387 4
6.1663466 2.03352678 0.02520704 0.45551456 3.84069802 -0.4107164 4

11.4635068 4.70536429 4.66999116 0.09885853 0.11030151 -0.4103911 4
183.182714 6.46085383 6.42254161 0.78246915 0.27258391 -0.4103746 4
164.085036 6.33600125 6.23372935 0.08770237 0.29555762 -0.4101781 4
1.67228218 1.44704635 1.51847887 0.20355529 0.33971675 0.410174 4
4.79205315 3.38638558 3.46623427 0.24396325 0.14804825 0.40994593 4
83.5159463 6.01499495 5.93987975 0.2998016 0.23340437 -0.4099449 4
9.42000984 5.29279213 5.33299058 0.13604223 0.04516605 0.40994364 4
24.3237531 5.23395862 5.17869827 0.24127654 0.13267595 -0.4099415 4
12.4424867 3.98714424 3.90569747 0.15132944 0.26815528 -0.4098325 4
5.37142747 3.86338294 3.99810173 0.38466484 0.09756053 0.40979463 4
0.2309568 0.90238691 1.02156858 0.34281723 0.0811771 0.40976859 4

1201.62047 8.37163869 8.27086982 0.02251781 0.32105376 -0.4097324 4
473.842511 7.69121649 7.62160944 0.0589906 0.21681962 -0.4096855 4
17.1418979 4.80618509 4.87890457 0.22506503 0.1351039 0.4096761 4
164.795888 7.19658706 7.15977298 0.05793627 0.1234591 -0.4093857 4
19.7852477 3.51577393 3.58581032 0.19900661 0.47464084 0.40923518 4
200.176483 7.87150244 7.8496119 0.03754019 0.07925953 -0.4092028 4
64.1333914 6.78777319 6.75308691 0.16495281 0.07506404 -0.4091626 4
80.7134322 6.53600581 6.49788779 0.09668555 0.1257118 -0.4091497 4
23.3654899 4.89847539 4.94564342 0.13972334 0.17189694 0.40885342 4
3.75028386 4.62681475 4.65976325 0.11638526 0.03587011 0.40883244 4
17.7549809 4.66752522 4.6132401 0.12342982 0.16731163 -0.4087482 4
57.5683578 5.43873627 5.35188918 0.11850064 0.26882644 -0.4087377 4
156.451785 6.89470436 6.93517361 0.10902482 0.15717114 0.40869577 4



163.55594 6.32442586 6.21517031 0.2122147 0.34497146 -0.4085552 4
5.82585217 4.42262647 4.43806987 0.01815233 0.06831026 0.40854685 4
610.040193 8.06162666 8.12193071 0.1806013 0.1896252 0.40847642 4
391.650418 7.92361148 7.87504941 0.14796691 0.15053046 -0.4084722 4
54.8384176 5.97625695 6.02130989 0.13332127 0.13319303 0.40836746 4
12.7049826 4.11278267 4.17505872 0.19141627 0.19531339 0.40833284 4
2.09448637 4.94678713 4.93394746 0.05585954 0.01504247 -0.4082948 4
15.3135082 5.52611332 5.56589437 0.13866663 0.05889345 0.40825343 4
19.3423514 4.54960362 4.48355106 0.09385537 0.20527937 -0.4078913 4
23.6258177 5.55040336 5.51768623 0.10997309 0.09421798 -0.4077653 4
119.972286 6.40183227 6.45260809 0.13980257 0.17909121 0.40776202 4
20.8366997 4.18855747 4.07304788 0.08172966 0.33500572 -0.4076113 4
22.2341686 4.71776219 4.75983766 0.09912171 0.19352857 0.40737512 4
1.21222125 1.88241617 2.00513525 0.3608486 0.15608119 0.40732148 4
12.4959817 4.60267399 4.56335416 0.08458735 0.12549962 -0.4072863 4
1.03644602 1.13524982 1.03796286 0.52187859 0.33514525 -0.4068748 4
233.245499 7.47716366 7.50270665 0.02416229 0.13167391 0.40679731 4
18.3803845 4.39969764 4.45002136 0.13197874 0.20236687 0.40674353 4
16.6906209 5.782381 5.76123005 0.07910455 0.05192004 -0.4066387 4
23.6824188 4.32031374 4.36705986 0.06861723 0.28608577 0.40650264 4
2.85884972 1.3960381 0.43801406 0.27087751 2.04354196 -0.4063222 4
7.07471704 3.32057475 3.42226151 0.30370186 0.23100652 0.4063071 4
5.10436541 2.83104827 2.8950147 0.16861999 0.25972766 0.40609311 4

11.42289 3.85195655 3.95477928 0.29793476 0.2099962 0.40604162 4
95.111231 6.395963 6.34524018 0.10909445 0.16218198 -0.4060184 4

10.3030454 4.38202032 4.42015025 0.11517309 0.12703608 0.40596688 4
266.043804 5.89131976 5.89462528 0.27665691 0.81996302 0.405918 4
12.3906432 2.79712642 2.02353013 0.39690596 1.67329601 -0.4058892 4
10.3045718 7.57752682 7.61240647 0.13118242 0.00508641 0.40580269 4
73.6578322 6.2505541 6.2026125 0.13514582 0.15403724 -0.4057591 4
23.5641004 4.7126199 4.77284446 0.18004776 0.18993141 0.40562462 4
59.9941131 5.61825214 5.54628533 0.12693712 0.22389927 -0.4056109 4
9.58717599 4.01061214 4.0458476 0.06819328 0.16193341 0.40544996 4
0.39781902 0.51214926 1.07081019 1.74091015 0.13185038 -0.4052454 4
14.0110134 3.53348403 3.37320432 0.18271007 0.41871802 -0.4052303 4
4.06727046 5.2953173 5.31222964 0.06492779 0.02007974 0.40521922 4
22.8463377 5.5173868 5.54290313 0.06980872 0.08926153 0.4050233 4
15.9393089 5.26890975 5.24300995 0.06479703 0.08553381 -0.404978 4
2.81371857 3.1400825 3.26364853 0.3900547 0.10642733 0.4048997 4
12.0259923 4.10121688 4.03016368 0.22035514 0.21371096 -0.4048022 4
12.2428067 4.85066786 4.88943877 0.12871536 0.09090764 0.40479318 4
13.7626837 4.40717054 4.35591273 0.02879558 0.18472486 -0.4046984 4
21.3399271 4.21162975 4.28600513 0.22782635 0.31484304 0.40457845 4
680.662037 7.65725166 7.74528025 0.27413074 0.27282105 0.40451494 4
7.04996121 3.03938137 3.10309325 0.16655293 0.29006103 0.40451209 4
231.172829 7.15170859 7.09427991 0.08147051 0.19309878 -0.4045052 4
22.6480508 4.40235088 4.45207051 0.10330541 0.24460636 0.40432365 4
2.42410953 0.97678648 1.25082905 0.85612919 0.77552877 0.40427969 4



1.0633996 2.32215891 2.28404106 0.14086746 0.10917103 -0.4041719 4
230.974809 7.08646428 7.16611337 0.24818449 0.18106055 0.40412686 4
23.666146 3.79172958 3.82672946 0.10635684 0.5342005 0.40406508 4

32.8076217 5.14642303 5.19330212 0.12352279 0.17299698 0.40396906 4
10.0270604 3.82145741 3.90426301 0.26516123 0.19649797 0.40387214 4
6.13831556 3.30832116 3.35404968 0.10357538 0.20223096 0.40380867 4
442.456357 7.40892558 7.48255012 0.23049129 0.25007018 0.40365825 4
10.9725473 3.37737515 3.50599236 0.39987867 0.2987987 0.40349253 4
91.4035454 6.14631889 6.23645591 0.29227715 0.18327072 0.40345832 4
26.9610499 6.87503495 6.84415395 0.15826407 0.02855341 -0.4033732 4
6.01526351 2.95805598 3.02945597 0.23013369 0.31435382 0.40330959 4
149.89648 7.62959858 7.60815989 0.04723985 0.07457734 -0.4032892 4

633.550414 8.13791078 8.20251429 0.21202393 0.18014318 0.40325563 4
1.94107 1.62795093 1.46018956 0.14013352 0.50471066 -0.4032463 4

17.0856464 5.44961148 5.46589357 0.02411739 0.07268638 0.40321247 4
108.601566 6.64065594 6.67497404 0.08805938 0.13817902 0.40313353 4
133.335509 6.72550795 6.77893626 0.17014828 0.14824595 0.40309064 4
22.6057184 4.91243023 4.8538311 0.16924458 0.1833858 -0.4030442 4
15.5389139 3.69315856 3.53383783 0.20476006 0.4597573 -0.4030021 4
68.3401177 5.76555596 5.83760953 0.21204311 0.18954589 0.40300009 4
283.322015 8.60525487 8.63089848 0.08915665 0.04984672 0.40299497 4
10.3186898 3.83124918 3.75616623 0.16034083 0.23512992 -0.4029425 4
4.08855516 3.54161494 3.60288769 0.20291547 0.10854073 0.40289532 4
21.1559968 4.34946038 4.404977 0.14362846 0.24158198 0.40287085 4
167.174459 6.79284023 6.842129 0.14335749 0.16983418 0.40279871 4
3.30460101 3.54748072 3.58907909 0.1424511 0.09366989 0.40276578 4
23.2441586 4.68005375 4.60912062 0.15785554 0.21692893 -0.4027345 4
797.410675 8.49788883 8.44647375 0.10647899 0.16755257 -0.40271 4
6.28784363 2.46353469 2.64670429 0.52561623 0.48500562 0.40269907 4
27.0523552 5.28617385 5.31688051 0.06865852 0.13329596 0.40268413 4
14.0078972 3.82494043 3.87399127 0.12270689 0.3021071 0.40249081 4
2.71877514 3.87381193 3.94658844 0.23572294 0.05210038 0.40245239 4
2.71877514 3.87381193 3.94658844 0.23572294 0.05210038 0.40245239 4
35.5552364 5.70530886 5.73063084 0.04490229 0.11219941 0.40235062 4
14.1576167 4.23002548 4.26436351 0.03714207 0.20461724 0.40232753 4
13.401149 4.85063353 4.87232709 0.02703708 0.09956482 0.40214413 4

448.658485 7.50035637 7.41448812 0.03835585 0.29009577 -0.4020438 4
4.56997344 2.66549812 2.54917565 0.30148101 0.37298467 -0.4019157 4
12.0789517 4.69012072 4.64872623 0.16099625 0.11186372 -0.401786 4
106.05765 6.38525423 6.32409096 0.23436155 0.18044825 -0.4017152 4

101.960301 6.28492447 6.22106029 0.159535 0.19117021 -0.4016867 4
6.40463734 3.92411181 3.95612941 0.08203117 0.11884803 0.40165799 4
61.219862 6.28944169 6.24989976 0.12356137 0.11421678 -0.4013791 4

11.5101342 4.98943075 4.95383789 0.15060739 0.08148203 -0.4011375 4
1.30325185 -1.5702259 1.12412222 4.09158099 0.4649871 0.40109366 4
19.9195916 4.54733845 4.47847098 0.08431884 0.22940928 -0.4008561 4
90.7099217 5.7528724 5.79630347 0.05120901 0.25767251 0.40084466 4
184.076185 7.50216409 7.52242299 0.01728748 0.10181606 0.4007355 4



7.2902942 4.41551348 4.44068422 0.07198319 0.08397892 0.40057369 4
5.87263508 3.42555219 3.47419616 0.14640389 0.18683495 0.40052546 4
3.78161688 3.96472887 4.02469972 0.19384474 0.06796567 0.4002768 4
604.969359 7.8233447 7.86053412 0.02063938 0.22987936 0.40020921 4
14.1755987 5.19043634 5.15652204 0.14107718 0.08002961 -0.4001277 4
24.8220033 5.22150361 5.25215997 0.07227398 0.13005552 0.40011577 4
48.6268701 5.63050954 5.6636499 0.05839072 0.17114495 0.40003831 4
18.1557032 4.68988108 4.64047552 0.03847113 0.16768443 -0.400004 4
11.5336157 3.69247016 3.76848867 0.24962267 0.2749385 0.39999768 4
294.415401 6.94463629 6.84410296 0.03699719 0.31777653 -0.3999809 4
26.7375154 6.03578412 5.98678875 0.31271168 0.06762949 -0.3998535 4
23.0541768 4.66134404 4.70090022 0.07442028 0.20270034 0.3998119 4
81.8036992 5.65600209 5.70260044 0.08193767 0.25186589 0.39980723 4
6.98631329 3.88088088 3.8322861 0.13704005 0.14843644 -0.3996545 4
30.8214792 5.16617127 5.2009389 0.06659268 0.16278647 0.39958715 4
245.394827 7.0310357 6.95750775 0.41125895 0.22104679 -0.3995844 4
122.506172 6.85028647 6.81163897 0.05914326 0.14002637 -0.3993712 4
70.0143907 6.07023806 6.13215699 0.18867615 0.14622804 0.3992796 4
24.4209663 4.86728699 4.80137124 0.28121853 0.20607234 -0.3992754 4
8.39638788 4.38977794 4.44259505 0.18093268 0.09604239 0.39898698 4
286.134654 7.12491949 7.04965274 0.47118285 0.23725972 -0.3988857 4
8.58530806 3.91143694 3.95022045 0.10243978 0.17194911 0.39877319 4
10.2374846 3.04355801 2.77946012 0.19491958 0.7338406 -0.398739 4
6.08265908 3.08306107 3.16257161 0.24180129 0.2411131 0.39867483 4
8.92868994 4.39369755 4.41766418 0.04679622 0.10994104 0.39865768 4
8.74758743 3.80329195 3.74042572 0.1082318 0.20670696 -0.398633 4
32.6606045 4.68674162 4.75102152 0.19286309 0.294165 0.3986034 4
13.6592771 4.65250406 4.70353954 0.15932174 0.1197907 0.39848364 4
259.626888 7.61636299 7.57611658 0.09421162 0.13541686 -0.3983367 4
11.6953236 2.7946356 2.8508938 0.41928984 0.78351939 0.39799971 4
199.451235 6.87835595 6.94197033 0.20964376 0.20320668 0.397988 4
72.2530177 6.07763759 6.14003847 0.19017586 0.14954188 0.39798673 4
2.54521075 2.6632529 2.59770011 0.33906949 0.18348574 -0.3979508 4
0.52774585 0.78365644 0.89529131 0.32357639 0.20629729 0.39786088 4
7.07014858 3.53118936 3.46068382 0.17242281 0.22057653 -0.3978304 4
210.400889 7.48362104 7.44903713 0.05706212 0.1237461 -0.3978079 4
110.426553 6.43453228 6.37494446 0.16038453 0.19804684 -0.3978017 4
5.89344713 4.6900004 4.65733777 0.17505653 0.05558106 -0.3977229 4
1762.33009 8.16456984 8.23101175 0.29607139 0.52467581 0.39771897 4
6.58041028 3.63617524 3.69842067 0.19483277 0.15822372 0.39770735 4
20.1340005 4.61710704 4.6602609 0.11105677 0.18754953 0.39762366 4
0.68620853 3.24398052 3.21797191 0.14019039 0.0273319 -0.3975291 4
34.5214917 5.66337565 5.68732219 0.03078884 0.11308073 0.3974943 4
18.4186951 4.94019093 4.89926079 0.091258 0.14266533 -0.3974905 4
67.9923125 6.07555165 6.13793623 0.19175792 0.14118891 0.39745729 4
180.486155 7.16012283 7.11477861 0.12688171 0.14183576 -0.3973738 4
2.75934087 3.15677002 3.11920905 0.10524598 0.11767911 -0.3973665 4
51.9886729 5.5787264 5.5134809 0.20514216 0.20446272 -0.3972847 4



3.02729868 1.7015096 1.97014355 0.68067165 0.3844658 0.39723588 4
8.20975732 4.36972417 4.31742324 0.30171135 0.10701834 -0.3971705 4
2.5935366 1.51834666 1.26225132 0.43055457 0.67193695 -0.3969096 4

4.54531832 5.5780761 5.55160231 0.14159042 0.0177126 -0.3968647 4
55.9451398 6.06364471 6.02229293 0.10061127 0.13635982 -0.3967637 4
35.3230568 4.84580828 4.74630547 0.07927102 0.32544713 -0.3967474 4
23.3226321 4.4237597 4.32862507 0.0409031 0.29174699 -0.3965695 4
5.2378874 3.61920386 3.78360372 0.48464206 0.12204567 0.39652073 4

3.62077351 3.76444121 3.84314285 0.24377877 0.07648476 0.39650233 4
18.9672004 4.97651706 5.0288987 0.17117453 0.12186709 0.39643645 4
135.03147 6.21662047 6.27494151 0.17331493 0.24819584 0.39639655 4

23.0600904 5.22710907 5.28495933 0.19245926 0.11918966 0.39618543 4
15.8102672 4.72609865 4.68031501 0.13095964 0.14566777 -0.3959783 4
75.9971996 5.85426474 5.89629349 0.10114419 0.21528069 0.39582796 4
14.0921925 4.10066476 4.13945308 0.0724668 0.22935829 0.3957562 4
1400.28107 7.87291617 7.92143249 0.0542123 0.43733863 0.39566701 4
5.99456638 2.32993677 2.06333603 0.24101179 0.61039715 -0.3955876 4
13.633317 5.90631403 5.88680568 0.08765148 0.03743202 -0.3954867 4

20.6700415 4.88062239 4.91107039 0.05636577 0.15555298 0.39544547 4
6.97541337 3.51148116 3.5859699 0.24141235 0.19013541 0.39544399 4
51.6639155 4.8129341 4.62554888 0.06936388 0.53501091 -0.395436 4
59.6585042 5.80506181 5.74887336 0.0987041 0.18722681 -0.395306 4
215.68033 6.40836667 6.44456438 0.04608546 0.37498056 0.39525864 4

14.6771114 4.41909686 4.36612251 0.03508813 0.18541352 -0.3951452 4
161.946369 7.47246547 7.43648532 0.15878839 0.09468417 -0.3949954 4
5.12305169 4.95369789 4.96230087 0.01566726 0.03574026 0.39487452 4
202.007458 6.09892791 6.14686735 0.14288967 0.43943102 0.39478914 4
16.2757238 4.46620498 4.51999611 0.16006621 0.16878888 0.39454828 4
28.0815454 5.322747 5.35070479 0.05128858 0.12832496 0.39439743 4
126.436461 6.53667918 6.47955768 0.10158301 0.18325453 -0.3943763 4
6.09822286 4.51771076 4.53447972 0.04113175 0.06446697 0.39432843 4
101.613055 6.37085361 6.31734964 0.09709591 0.17380354 -0.3942054 4
20.4272461 4.04210234 4.09559687 0.14162348 0.33751061 0.39409713 4
75.0088933 6.47317582 6.51643017 0.13857707 0.11407656 0.39387509 4
4.97048071 3.4222814 3.36754241 0.15239181 0.17660849 -0.3938417 4
10.5497231 3.35402713 3.41522014 0.19079283 0.36293011 0.39379386 4
10.5497231 3.35402713 3.41522014 0.19079283 0.36293011 0.39379386 4
479.619792 6.96520195 7.07430401 0.35258698 0.36050501 0.39367249 4
5.86624752 4.61352435 4.57870711 0.1795309 0.05919376 -0.3935934 4
19.7750208 4.69469467 4.73333177 0.1008673 0.18142121 0.39357869 4
57.6986519 5.64588441 5.67934394 0.02357611 0.19035386 0.39348383 4
12.1110422 2.77449817 2.28557626 0.61529393 1.22473243 -0.3933303 4
9.10561775 4.70950866 4.66173644 0.2786731 0.08751117 -0.3932355 4
88.2278213 6.48070188 6.51940009 0.11934196 0.12680931 0.39320305 4
10.4553667 1.96233333 1.89405212 0.28555609 1.02828587 0.39267578 4
282.873894 6.57787658 6.7075468 0.39694659 0.37627846 0.39242527 4
3.26745399 1.39750351 1.43341406 0.16010522 0.63799154 0.39238779 4
9.42494682 4.46773102 4.48828535 0.00645852 0.10488474 0.39203019 4



10.3534602 4.38066235 4.42832856 0.16094485 0.12275502 0.39202719 4
14.1243745 3.90757673 3.81128466 0.02900764 0.29740131 -0.3918637 4
11.6011649 3.85370825 3.7684581 0.19299624 0.27904178 -0.3917557 4
37.1474157 4.48699409 4.56311113 0.23752368 0.35263055 0.39169843 4
3.79201713 4.74294026 4.70705993 0.26533676 0.03446917 -0.3916655 4
25.1264137 5.31377404 5.33985056 0.05077372 0.11638169 0.39159361 4
9.79258044 5.25492577 5.23840418 0.05044412 0.05262705 -0.3914174 4
14.5687363 2.85976767 2.87062254 0.39745755 0.88299689 0.39127879 4
14.968429 4.00053847 3.90547579 0.25995993 0.29218977 -0.390954 4

20.1372709 4.83100257 4.86668719 0.09509203 0.1597242 0.39080985 4
20.0047981 4.75026057 4.78448782 0.07543513 0.16659818 0.39077438 4
30.6105319 4.80219658 4.71535276 0.17651395 0.27878143 -0.3906695 4
14.4439979 5.48463986 5.53033766 0.15974682 0.05771617 0.39066823 4
3.25304456 -3.8392175 -3.2085022 4.34528318 4.38843381 0.39057373 4
10.0329597 3.81529337 3.84955908 0.01093306 0.20724226 0.39057184 4
241.627085 7.32299412 7.38815906 0.2209495 0.14682415 0.39054745 4
250.100005 7.61740233 7.57456188 0.16420621 0.1319628 -0.3905244 4
149.240438 6.6860546 6.62929718 0.07914451 0.18893561 -0.3904245 4
158.130151 6.67248013 6.60850941 0.10305381 0.22250697 -0.3902636 4
417.615586 8.37078697 8.40252239 0.1021421 0.09384366 0.39014329 4
28.5829991 5.64578029 5.61058112 0.12043245 0.10215727 -0.3900697 4
107.331364 6.36130859 6.40072085 0.09861449 0.16998782 0.39004334 4
0.46950767 0.02017971 1.94269413 3.3733532 0.06717234 0.39003313 4
163.990298 7.80162784 7.77354497 0.12090614 0.07030184 -0.3899917 4
515.175902 7.3858226 7.43067679 0.11936269 0.33065897 0.38998997 4
17.1471156 3.96192814 3.83547828 0.05505307 0.40560561 -0.3898809 4

5.350793 3.34843564 3.38758594 0.09470436 0.17216945 0.38979293 4
7.6777679 3.24754767 3.29637872 0.12708368 0.28449118 0.38976191 4

3.15662096 3.69029618 3.73643938 0.16056487 0.07682908 0.38962709 4
7.41919492 3.69936205 3.64197973 0.12184988 0.1836763 -0.3895727 4
72.2896428 6.10997104 6.17164806 0.19253687 0.14499884 0.38927194 4
11.4013505 4.12371063 4.05852733 0.22238184 0.20377071 -0.3892472 4
131.431417 6.58763922 6.62817566 0.1148909 0.1795219 0.38924244 4
54.1414854 5.26667172 5.30897691 0.06659606 0.2512247 0.38918794 4
10.021932 3.85983058 3.89508749 0.05959774 0.20697598 0.38908675 4

6.39817116 4.04769177 4.00364231 0.20251305 0.11445392 -0.389003 4
149.283823 7.48618144 7.4596358 0.07772906 0.08792639 -0.3889997 4
5.55029633 2.54412981 2.39060485 0.42073447 0.46092012 -0.3886713 4
31.7316461 5.1614343 5.10584866 0.10654391 0.18180344 -0.3886559 4
262.05448 7.34250864 7.28822617 0.14108447 0.16995174 -0.3885968 4

21.6891223 4.95929085 4.98620117 0.01657421 0.14280469 0.38840437 4
8.0301151 4.10082726 4.05808413 0.1216205 0.14245343 -0.388347 4

1494.14309 8.88529961 8.82101565 0.02877708 0.22664039 -0.388296 4
1.47550692 1.48927179 1.36630849 0.1264403 0.37381259 -0.3881476 4
0.28435308 -1.2047203 -0.2293911 2.82637271 0.38026672 -0.3878406 4
18.825883 5.94259887 5.95422163 0.023961 0.04816754 0.38777511 4

2.49347064 2.25696472 2.16803208 0.37987627 0.29409445 -0.387761 4
21.5632392 5.21877766 5.17892701 0.13463912 0.12086263 -0.3876954 4



7.42230769 2.57186131 2.60905489 0.18928204 0.56727236 0.38763269 4
54.7217095 5.8756305 5.90546132 0.05496375 0.14310106 0.38761866 4
66.3662158 6.51154249 6.5479442 0.12418476 0.0927606 0.38749649 4
11.7403416 3.77594006 3.81414422 0.04170297 0.25370093 0.38745876 4
8.16356862 4.48287669 4.44859095 0.12966606 0.09472324 -0.3874472 4
49.3555572 6.12350663 6.15095345 0.07599103 0.1067811 0.38739081 4
20.3941834 5.52652478 5.5035261 0.04938179 0.08268636 -0.3873551 4
0.78496737 3.80995323 3.86570158 0.1988919 0.01646898 0.38731491 4
6.12828529 1.95424298 2.03356869 0.41698992 0.68180516 0.38724586 4
46.9302012 5.8780808 5.91569937 0.11674636 0.12494262 0.38723775 4
12.0206971 3.92969231 4.00201629 0.22674411 0.20698621 0.38720339 4
5.34294868 4.14527167 4.11686006 0.10031011 0.08642576 -0.3871806 4
10.5412218 4.13641684 4.16689102 0.05359507 0.16874525 0.3869909 4
8.61880093 3.6880677 3.74340772 0.17269855 0.20266014 0.38694767 4
42.5214898 5.68324265 5.77197037 0.29096584 0.13320698 0.38693377 4
35.2160516 5.73481576 5.76740181 0.09967374 0.11353742 0.38692786 4
19.3419181 4.65619127 4.59781265 0.12937936 0.19718771 -0.386884 4
253.208923 6.33342174 6.15244537 0.05872717 0.46133012 -0.3868752 4
17.8966591 4.86836963 4.89598648 0.05328675 0.12879707 0.38685897 4
5.44783598 3.50159908 3.44647124 0.47730014 0.16650021 -0.3868435 4
23.2623432 4.54894104 4.46631414 0.1317133 0.2740908 -0.386842 4
783.926039 7.96551253 7.87578646 0.13479213 0.27534159 -0.3868231 4
31.7111934 5.43719746 5.39883782 0.02400415 0.14297913 -0.3865687 4
15.3520337 4.67539301 4.74076919 0.20934213 0.12891186 0.38634766 4
7.46675247 4.11694899 4.0823468 0.05207649 0.13039596 -0.386175 4
51.6767674 6.28023618 6.32382869 0.15404043 0.09420147 0.38576199 4
229.736712 6.6745496 6.56950501 0.27026691 0.34209129 -0.3857377 4
1.94624018 1.47458565 1.60053535 0.42408856 0.36838646 0.38567289 4
2.73519769 4.86163432 4.8802381 0.07470617 0.02065083 0.38560453 4
15.1088591 3.51193076 3.73431892 0.57485283 0.39427163 0.38554938 4
9.53039883 4.17795424 4.20781911 0.06508887 0.13681717 0.38551335 4
501.259027 7.96559024 8.01907477 0.1663024 0.16426871 0.38548103 4
19.6676819 4.49378711 4.5365046 0.11681671 0.21514957 0.38547292 4
59.0069633 6.67300312 6.7254439 0.19140033 0.07134444 0.38538337 4
14.5112791 4.1702805 4.20569795 0.03546831 0.20300673 0.38529739 4
21.3340821 4.17464475 4.21209688 0.07122153 0.34170903 0.38519684 4
5.18135589 2.45534002 2.53422021 0.28229114 0.39992611 0.38511113 4
393.76416 7.57004829 7.61253903 0.1188132 0.20470039 0.3851065 4

25.4146537 4.95820121 4.89512096 0.30635859 0.18568671 -0.3851048 4
145.345785 7.61809732 7.65526137 0.13330491 0.06905871 0.38503036 4
1.97522912 1.93926285 1.89516421 0.64849385 0.30097123 -0.3849857 4
47.4202133 5.43201349 5.48397584 0.16176843 0.19836709 0.38479494 4
6.40994043 4.90755263 4.8834745 0.1086913 0.04917302 -0.3847458 4
557.56737 7.31387777 7.39261091 0.2840831 0.36503305 0.38472301 4

4.56009841 4.27994753 4.25595173 0.09857069 0.06586567 -0.38453 4
614.008819 7.42580225 7.28242219 0.06716751 0.43192841 -0.3844192 4
287.736546 6.88012108 6.78501224 0.32177813 0.30756805 -0.3844186 4
13.4387936 4.5287803 4.55512239 0.02959293 0.13562982 0.3843975 4



13.3842101 3.65148413 3.53013142 0.22279763 0.34959248 -0.3841962 4
21.9758255 4.68282732 4.61732792 0.14720314 0.22239081 -0.3841115 4
6.07694175 1.65532188 1.79289134 0.59194518 0.76056005 0.38394717 4
6.16713774 1.72707864 1.69018614 0.64496625 1.31846682 0.38391448 4
46.9286325 5.83855298 5.78984267 0.1882825 0.13825966 -0.3838442 4
156.254611 6.20299353 6.2458062 0.08518983 0.29886843 0.3835391 4
14.7573857 4.21027508 4.13904727 0.18381466 0.2246428 -0.3834665 4
17.9229132 3.23432933 3.27239473 0.1201385 0.56641285 0.38342838 4
25.9765117 5.59657416 5.56999258 0.04654829 0.10180315 -0.3834036 4
18.8506866 4.20050893 4.09931292 0.24810671 0.33480459 -0.3833482 4
3.21358705 1.7982183 2.08247069 0.8116542 0.39679256 0.38329976 4
5.91121855 4.90067621 4.92721083 0.09960759 0.04265215 0.38328171 4
8.61086849 4.34542997 4.31529766 0.03684966 0.11229882 -0.3832054 4
14.9265446 5.46963226 5.45054639 0.05465726 0.0652784 -0.3831426 4
16.2485327 5.51604046 5.53314337 0.04727029 0.06331513 0.38304556 4
324.205293 7.31213588 7.24399505 0.10097875 0.23006857 -0.3828756 4
264.080725 7.17539241 7.10990802 0.16430922 0.22496884 -0.3828317 4
90.7388937 5.94586003 5.86759045 0.15606493 0.26050004 -0.3828196 4
93.9146071 5.93883742 5.98775922 0.13566798 0.21988151 0.38273734 4
499.17017 7.74831237 7.68038289 0.13547367 0.22432742 -0.3827021 4

372.916555 6.96307354 6.82078811 0.0501206 0.45131412 -0.3826571 4
31.2676735 5.56082113 5.52266851 0.11421623 0.12075413 -0.3826202 4
10.668947 4.08162682 4.11631047 0.08085809 0.17632949 0.38256598 4

15.1944674 4.10030423 4.01867348 0.40029156 0.27665245 -0.3825151 4
1.94322139 3.4098509 3.49126611 0.28055541 0.05905183 0.38238399 4
22.3302737 4.41741359 4.46097533 0.10936877 0.26535637 0.38235647 4
36.6749492 5.78385851 5.75153659 0.06925383 0.11351845 -0.3822773 4
62.4928435 5.46265721 5.50739816 0.10904865 0.24522707 0.38217664 4
0.60477744 2.15892425 2.18378614 0.0837591 0.06680042 0.38197797 4
3.19822662 3.57187716 3.54043954 0.11279478 0.09348625 -0.3819738 4
179.161523 5.33720451 6.36233963 1.50665627 0.30824918 0.38189081 4
32.7597085 5.41193927 5.36870487 0.07480898 0.15922142 -0.3817579 4

15.42046 4.61788945 4.57349376 0.07697265 0.15637516 -0.3817534 4
50.9540419 5.75665922 5.78611829 0.04984746 0.15221186 0.38168743 4
16.9351006 4.09862018 4.00580921 0.13792764 0.28274647 -0.3812543 4
13.5098516 4.10351612 4.17575966 0.23913435 0.19573636 0.3811251 4
4.5228157 2.7504232 2.6533555 0.0954605 0.30232925 -0.3807342 4
1023.2128 8.73742367 8.69046744 0.01750165 0.17581312 -0.3807103 4

6.63901049 4.00030817 4.04535479 0.1479476 0.11286914 0.38069262 4
13.9995555 4.76317904 4.7911409 0.07734689 0.11767344 0.38040004 4
15.1053527 3.47070916 3.2641644 0.18774796 0.56826444 -0.3803449 4
47.0342799 5.74174474 5.7681877 0.03715236 0.15319769 0.38031537 4
11.4204313 4.02568047 4.06221702 0.08782004 0.20249494 0.38029881 4
50.8249079 5.55570187 5.6053463 0.15721963 0.18206414 0.3802278 4
13.1451426 4.05965928 4.10108353 0.09657041 0.20461968 0.3801997 4
36.6251503 5.75553452 5.81202665 0.1860598 0.10614157 0.38006458 4
4.80021965 3.84382379 3.80557647 0.16190933 0.10411874 -0.3797562 4
8.72083093 4.16387886 4.12202596 0.11306395 0.13689227 -0.3794844 4



3.79173255 3.85693439 3.90271329 0.15997011 0.07775472 0.37944404 4
23.0102037 5.85591796 5.8334295 0.07933808 0.06659941 -0.3794352 4
5.11862347 4.65716979 4.69033111 0.12154704 0.04655578 0.37930504 4
4.5391505 1.29554196 1.70300773 1.13833014 0.67404239 0.37926941 4

1.90076145 2.61522772 2.70336311 0.2799884 0.12906649 0.37924991 4
3.65986141 3.11832146 3.14685972 0.0501535 0.16396412 0.37921965 4
7.85995737 3.80101989 3.85305996 0.16768171 0.17287135 0.37920105 4
45.0320085 6.17601151 6.20627317 0.09885493 0.08984788 0.37917336 4
11.2980942 3.95690598 3.88702373 0.16389976 0.23957428 -0.3790097 4
19.8715096 4.98567364 5.01027616 0.03529633 0.13651703 0.37900406 4
41.5453848 5.4675223 5.51298791 0.14495155 0.16403895 0.37895176 4
15.5579432 4.36874796 4.30583401 0.14954418 0.22219586 -0.3789349 4
9.70179667 4.70007884 4.66535127 0.17485618 0.09155888 -0.3787828 4
10.1369669 3.96908458 4.03783286 0.21796374 0.17201059 0.37874011 4
124.77647 5.92519356 5.80464402 0.16659536 0.37182412 -0.3787058 4
14.322301 3.35291949 3.14474109 0.13321847 0.51487606 -0.3786866 4

9.16513693 2.69457975 2.74533874 0.2718203 0.6030764 0.37846751 4
12.7221846 4.73373248 4.76891471 0.11532222 0.10920928 0.37820344 4
12.9269332 3.7218639 3.76634461 0.13564251 0.32410649 0.37819065 4
564.002867 7.99938038 8.03497365 0.08231264 0.17807521 0.37818375 4
61.0247085 5.46354169 5.54085658 0.27143803 0.25428254 0.3781215 4
7.18681566 3.87586182 3.92530918 0.16803223 0.13606723 0.37808727 4
142.830899 6.81555331 6.85792162 0.13611864 0.14985511 0.37806711 4
82.9649893 7.23193643 7.20864479 0.09451451 0.06177012 -0.3780059 4
101.179325 6.43516382 6.48038123 0.14735456 0.15334955 0.37796553 4
24.1691389 4.23806741 4.29114398 0.14017995 0.30741876 0.37789953 4
9.00018095 4.1191608 4.14880751 0.06908349 0.13792504 0.37781621 4
10.3849127 4.30576182 4.26116664 0.12708634 0.15175423 -0.3775973 4
19.884249 4.3579356 4.27233228 0.09531884 0.29871286 -0.3775237 4

17.3814464 4.78128973 4.74062922 0.04493149 0.15084868 -0.377436 4
10.2988505 3.69020666 3.76056631 0.22579419 0.22330481 0.37740204 4
28.1047312 4.7516184 4.6752146 0.11169001 0.24554092 -0.3773186 4
65.3797393 5.64332205 5.57144086 0.10680818 0.23250581 -0.3772475 4
202.104452 7.07096003 7.19509149 0.35787534 0.14661671 0.37719132 4
5.01688589 5.04240829 5.06813259 0.09971735 0.03156313 0.37712661 4
300.365172 7.65235152 7.61110378 0.072876 0.15298176 -0.3770346 4
67.0921928 7.51678057 7.53817405 0.08478815 0.03573694 0.37702176 4
35.6221669 4.4232368 4.46556649 0.02882444 0.36724117 0.37699129 4
24.456226 5.16723416 5.20517734 0.11703365 0.1329488 0.37699122 4

7.04726878 3.31735747 3.44611402 0.4139951 0.21046459 0.37698724 4
107.712009 5.98157247 6.02313009 0.08064825 0.24207911 0.37690297 4
9.24271712 4.40267283 4.37038577 0.07007508 0.12028976 -0.3768227 4
169.820347 6.83145786 6.86587406 0.08251411 0.18188277 0.37672441 4
41.6977989 5.24183649 5.17040513 0.14152731 0.2524174 -0.3766031 4
8.6162816 3.94644924 3.89738405 0.06890568 0.18339976 -0.3765694 4

13.0522209 4.94809651 4.92411493 0.02569686 0.09734995 -0.3764435 4
403.582426 7.06683218 6.94222492 0.04185916 0.37696709 -0.3761326 4
336.857434 7.05151111 7.09815133 0.12222818 0.2675145 0.37609589 4



1.78682825 1.5231259 1.3814477 0.15229651 0.39384395 -0.3760357 4
31.6313389 5.3250488 5.27586522 0.15226175 0.15581609 -0.3760224 4
20.0212834 4.50531272 4.43641378 0.08816915 0.23786538 -0.3759554 4
0.3582383 1.3772661 1.33560091 0.26924339 0.09654917 -0.3758185 4

54.8523366 5.87822535 5.90448478 0.02266673 0.14316903 0.37557316 4
9.06126194 3.51281239 3.57775424 0.20102435 0.23836874 0.37542308 4
16.544446 4.35667303 4.39002625 0.04210563 0.19511326 0.37533956 4

155.507727 6.30588991 6.39428917 0.29964517 0.25288513 0.3750962 4
5.55542214 3.340058 3.28023261 0.13134392 0.19877415 -0.375089 4
8.67807864 3.3103777 3.36430361 0.17909815 0.30933333 0.37492273 4
833.133945 8.05307223 8.08645757 0.04207749 0.2742047 0.37481602 4
32.4529155 5.70147738 5.72108335 0.00804611 0.10413325 0.37458836 4
32.4529155 5.70147738 5.72108335 0.00804611 0.10413325 0.37458836 4
54.9952701 5.71587968 5.74361502 0.01623281 0.18432973 0.37456395 4
1.65533051 1.76059424 1.81724367 0.17955653 0.27291841 0.37452694 4
47.751338 5.83712194 5.79540876 0.10724001 0.14850604 -0.3744955 4
9.486141 4.72367138 4.6963752 0.0944929 0.08793865 -0.3742533 4

11.8423432 4.02026159 4.07297865 0.17128907 0.19142868 0.37418321 4
22.9863462 5.24725358 5.20400886 0.18760851 0.12268833 -0.3741269 4
5.34869235 4.23542588 4.25447239 0.05211342 0.07429985 0.37400632 4
973.915538 8.34067508 8.26607965 0.21056369 0.25684254 -0.3739888 4
28.9744755 5.21332675 5.1585693 0.34202387 0.15957341 -0.3739173 4
9.24221434 4.444373 4.4081653 0.13207379 0.11356792 -0.3738517 4
17.1977298 3.03862058 3.14794589 0.49853557 0.68456318 0.37380929 4
25.7824282 4.78938909 4.82764807 0.09088132 0.19748592 0.37379679 4
22.2672253 3.17308989 2.97999374 0.34177011 1.34076751 0.37378193 4
8.37746004 3.64586054 3.57604503 0.13929882 0.24071353 -0.3737586 4
11.3024692 5.70425593 5.69278601 0.03747346 0.0377118 -0.3735583 4
7.27462472 3.89875256 3.93281249 0.10347622 0.14821312 0.37354997 4
7.48144185 3.21980178 3.26168359 0.1144038 0.30231176 0.37352804 4
15.1692268 5.62942673 5.64758427 0.06338865 0.05374872 0.37326094 4
538.395382 8.91583804 8.88836077 0.12063173 0.07588078 -0.372958 4
9.44363997 4.83353223 4.81100716 0.06894461 0.0752262 -0.3729189 4
46.0248545 4.84503174 4.71468116 0.24273733 0.39547003 -0.3728984 4
213.966878 8.48307353 8.45994031 0.11749588 0.04492351 -0.3727052 4
3.21927466 1.5148829 1.46521723 0.16495896 0.87117962 0.37267098 4
8.84748142 3.87399367 3.81657195 0.14070177 0.20546012 -0.3726692 4
16.2815204 5.31443126 5.3383344 0.07790911 0.0791571 0.37258574 4
8.48134345 4.41708777 4.38069837 0.14600546 0.1038393 -0.3725265 4
25.7465018 4.01407518 3.79556337 0.16424545 0.63066831 -0.3722988 4
20.3473948 5.2611325 5.28982873 0.09141608 0.10141776 0.37199027 4
53.6196993 5.38630818 5.44999649 0.21292583 0.24186349 0.37192791 4
79.9715072 6.15441683 6.10240261 0.13535464 0.17693597 -0.3714149 4
45.7242853 5.64594536 5.60161732 0.01110634 0.16364332 -0.3712194 4
3.9473764 3.01323151 3.10382413 0.31342635 0.17197233 0.3711385 4

42.3714717 5.10035973 5.0146278 0.07867816 0.30024688 -0.3709473 4
205.03499 6.87171057 6.91636746 0.13704813 0.21430357 0.37093622 4

50.8626187 6.7695926 6.74062827 0.16677496 0.05907466 -0.3708412 4



205.88459 6.92071494 6.85803344 0.17952533 0.20931213 -0.3708277 4
758.475031 8.06516683 8.12464831 0.20507465 0.22713392 0.37075182 4
81.2490826 6.46054713 6.50864748 0.16789385 0.12260793 0.37061816 4
18.392856 4.37341116 4.29851248 0.13262325 0.26572609 -0.3706046 4

4.04045819 3.72177428 3.6927493 0.08682985 0.10174074 -0.3705895 4
6.05549903 1.55365159 1.35906821 1.45319743 1.11553883 -0.370571 4
13.715526 4.09930836 4.05307948 0.52582563 0.24352827 -0.370547 4

3.87165883 2.90100384 2.98914106 0.30751214 0.20166541 0.3704169 4
5.5160823 3.07851009 3.12166004 0.12169738 0.25171636 0.37019788 4

18.2622028 3.85855322 3.89236604 0.09511154 0.40658303 0.36997293 4
4.26864727 4.3980688 4.45174875 0.19823492 0.05025722 0.36989413 4
74.1204919 5.90326121 5.84144126 0.14454257 0.20226988 -0.3698073 4
19.889583 3.64382251 3.68585224 0.10221852 0.44397034 0.36972785 4

48.4990884 5.52989931 5.47213898 0.11623546 0.19536308 -0.3697043 4
30.0242609 5.01184227 5.07784557 0.21676282 0.19415521 0.36961954 4
41.5558106 4.82789867 4.90402526 0.25917847 0.28362092 0.36956499 4
5.87943172 3.89286968 3.98456647 0.30658355 0.10743741 0.36950222 4
507.098975 6.95667887 6.98941943 0.16679317 0.5124224 0.36945635 4
4.11766476 3.343829 3.40088474 0.19886478 0.14225989 0.36935528 4
4.97637449 3.90986612 3.88082523 0.08355942 0.10096284 -0.3693156 4
174.238898 7.35453042 7.32079724 0.10922742 0.11256585 -0.3691874 4
219.117768 7.94869792 7.96344638 0.0130764 0.07494165 0.36912694 4
5.06509915 3.34793586 3.29469674 0.10422928 0.18967437 -0.3691068 4
148.967367 7.38831553 7.3621086 0.06708765 0.09571647 -0.3689293 4
2.11243074 3.65453174 3.62868586 0.13046137 0.05638567 -0.3688366 4
26.3783986 4.02510553 4.05612968 0.15412807 0.50978212 0.36866627 4
18.3360475 4.75282411 4.6992845 0.23029684 0.16794452 -0.3685953 4
36.2154053 4.60458593 4.68359319 0.29787043 0.35392371 0.36853027 4
24.2578537 3.75790783 3.80267721 0.12837518 0.46428459 0.36846082 4
10.7021294 4.46186305 4.42559561 0.10047036 0.13047133 -0.3684091 4
67.2614577 5.51620238 5.43009548 0.3394198 0.31168125 -0.3683687 4
59.0539695 6.0672849 6.09027835 0.00705378 0.13050628 0.3683578 4
95.0107107 6.27745662 6.2250293 0.10500336 0.17913293 -0.368334 4
45.2306723 5.32872443 5.26071553 0.18545826 0.2191413 -0.3683245 4
151.402408 6.73813846 6.80361369 0.23258044 0.17483709 0.3682275 4
286.532417 6.85570435 6.89301704 0.07653987 0.2989164 0.36819873 4
14.6075884 4.24846234 4.18422911 0.44523576 0.23435016 -0.3680778 4
18.1016425 4.2950665 4.21764937 0.02013682 0.26806193 -0.3680517 4
3.53124502 3.74660747 3.71101378 0.22204647 0.08676086 -0.3676467 4
11.5396642 4.22452392 4.25591295 0.07061971 0.1559786 0.36763021 4
2.94242112 2.29805227 2.38039891 0.27293507 0.2915504 0.36761747 4
4.97435979 4.41641223 4.39040259 0.12837383 0.06090229 -0.3675958 4
10.8970516 4.34146973 4.30188342 0.06877035 0.14860927 -0.3673311 4
104.157363 5.65817383 5.70446578 0.11965077 0.32876116 0.36728654 4
368.313365 8.36662293 8.40135803 0.1297108 0.08457134 0.36728337 4
210.973437 6.32428003 6.18670249 0.35906364 0.45467101 -0.3671301 4

339.2938 7.3942487 7.4411051 0.14407905 0.19020502 0.36706482 4
10.8264887 3.93484919 4.00912998 0.2423218 0.18547466 0.36705248 4



44.3853059 4.64493564 4.45574103 0.17869726 0.58000401 -0.3669866 4
9.66644573 3.43129077 3.32746394 0.03804437 0.32013036 -0.3669438 4
27.2671882 5.50094575 5.56113462 0.21909072 0.10383949 0.36681563 4
3.69056612 2.60031957 2.5167821 0.26919734 0.27295001 -0.3667385 4
21.1575442 5.10594428 5.13379736 0.07637869 0.12591435 0.3665525 4
18.6970867 4.9536236 4.98059216 0.06857528 0.13070228 0.36651425 4
20.2944365 4.73185006 4.78515602 0.1784141 0.16997431 0.36648786 4
45.7494193 6.05043141 6.02176303 0.05128067 0.10744667 -0.3663821 4
229.466735 7.63372811 7.69503216 0.20985484 0.10721356 0.36626856 4
291.659041 6.99347812 6.90529172 0.25698027 0.31586618 -0.3661427 4
14.6976024 4.44187962 4.48482251 0.13873894 0.16656262 0.36612724 4
11.0760593 3.80250151 3.72705948 0.05482106 0.25008304 -0.3660803 4
35.4478048 5.49854956 5.52679269 0.06668688 0.13535923 0.36604847 4
141.753358 6.91820579 6.8721511 0.17207647 0.15046156 -0.3658509 4
17.0959491 4.55965992 4.61393399 0.17970888 0.17288211 0.36573614 4
1048.21035 8.33390459 8.25670416 0.05304237 0.25494588 -0.3656379 4
9.2109208 3.63461522 3.6722361 0.07875156 0.22141626 0.36559431 4

5.89587959 3.62493226 3.66430057 0.12309886 0.14725908 0.36544264 4
1.35055385 1.73215571 1.67686744 0.49423481 0.23485331 -0.3654356 4
0.64401853 4.1584665 4.14446183 0.07545829 0.01020409 -0.3653285 4
4.75486429 3.32953272 3.27799181 0.15351689 0.17153632 -0.3651792 4
1.92358752 4.24700089 4.22076936 0.14797771 0.02845292 -0.3650545 4
1.92358752 4.24700089 4.22076936 0.14797771 0.02845292 -0.3650545 4
12.3490202 4.52822837 4.55301834 0.05324189 0.13493621 0.36499997 4
64.8648529 6.42122484 6.45092418 0.10158461 0.10543956 0.36496853 4
24.2285704 4.22987496 4.10399755 0.21508675 0.39404559 -0.3649632 4
100.263591 5.72349885 5.76793537 0.11511898 0.30209723 0.3648125 4
90.3953699 6.28677789 6.32534201 0.12031095 0.1682064 0.36476908 4
2.24818218 2.90169472 2.8658961 0.09973677 0.12328926 -0.3646387 4
6.31430624 3.82743367 3.79326138 0.44912729 0.13669741 -0.3643237 4
166.652962 7.19743681 7.16311386 0.06959638 0.12833372 -0.3642335 4
2.64816704 2.80548784 2.80417374 0.66865079 0.15299489 -0.3640843 4
25.7981546 3.23612129 4.11245479 2.35464929 0.39138728 -0.3639178 4
22.5387607 3.99454788 4.05110738 0.18622711 0.3666059 0.36390264 4
46.589828 7.13908255 7.11724162 0.11128754 0.03749658 -0.3638748 4

26.3262269 6.65121693 6.66916262 0.07270683 0.03353818 0.36370969 4
90.5437431 5.72281074 5.62746214 0.08173668 0.2992862 -0.3636668 4
8.64369118 3.19214999 3.22891083 0.10103698 0.36057035 0.36336176 4
4.79242788 3.20972362 3.24793491 0.11197895 0.18716467 0.36326349 4
13.5427208 4.80237681 4.77090132 0.08229628 0.1110241 -0.3632632 4
99.5494311 6.86663231 6.88709585 0.04256483 0.10097238 0.36314597 4
3.24899403 4.64902215 4.63139592 0.08827442 0.03143601 -0.362803 4
13.4627511 3.4244131 3.24446864 0.25678431 0.5499793 -0.3627684 4
30.9032592 5.83145355 5.78808791 0.30240773 0.09340224 -0.3627281 4
0.51255924 1.31573782 1.27056266 0.33547311 0.14962164 -0.3620965 4
85.6368557 6.37337267 6.41075909 0.11982044 0.13546334 0.36186265 4
327.590212 6.93875021 6.83252894 0.13351916 0.33755002 -0.3617114 4
0.6629079 1.08303126 1.01391131 0.18883034 0.22464568 -0.361699 4



8.10238239 3.66581395 3.70634781 0.12071826 0.20017873 0.36141949 4
0.35419547 1.37365158 1.32979401 0.33359389 0.09614179 -0.3614067 4
1.77821073 2.39178012 2.5036157 0.36007723 0.14027353 0.36128942 4
9.03390557 5.79799155 5.90609091 0.34399064 0.02477216 0.36127276 4
8.45769205 3.76918358 3.71562178 0.37572216 0.19576756 -0.3612621 4
65.0725262 5.45674902 5.38577562 0.42374848 0.27889643 -0.3609353 4
4.59577806 4.42292663 4.40481125 0.06857119 0.05554712 -0.3609346 4
19.9719938 4.39571496 4.43698207 0.10494322 0.22049594 0.36089243 4
6.28568647 2.24931034 1.85889422 0.48468928 1.05253974 -0.3608891 4
8.64873786 3.63335659 3.66360738 0.04166858 0.23519113 0.36087971 4
19.5389108 4.91076868 4.8727805 0.01642897 0.14987184 -0.3607762 4
28.5060075 4.87455443 4.92045964 0.14668322 0.19677437 0.36056536 4
13.5233794 5.89109712 5.86472033 0.15309884 0.03797427 -0.3604196 4
0.41264375 2.93048446 3.0095418 0.26286192 0.02033903 0.36041265 4
40.3905379 4.98285366 4.89660958 0.08773256 0.27674652 -0.3603448 4
73.4757676 6.24374161 6.19584863 0.21988935 0.1539945 -0.3603299 4
224.004046 5.58277231 5.98662441 0.94615139 0.64378028 0.36018988 4
25.3032488 4.94220577 4.89226822 0.0296824 0.18381471 -0.3601731 4
36.8892006 5.55637231 5.5799985 0.03122976 0.14147641 0.36016106 4
14.5990025 3.07856448 2.82561023 0.82842345 0.98338341 -0.3599792 4
24.8142925 5.0164148 5.05002821 0.09500048 0.15239174 0.35987937 4
131.642004 7.42449099 7.45068173 0.09694108 0.07817487 0.35982698 4
8.69286691 3.60937624 3.53651061 0.08933791 0.2604947 -0.3594983 4
9.05860409 3.61232405 3.53746795 0.2684016 0.24619066 -0.3594784 4
32.9735504 6.95961313 6.94423514 0.07377788 0.03152962 -0.3594175 4
12.4834088 4.43446698 4.45981816 0.045737 0.14464393 0.35937955 4
11.7851634 4.81397847 4.79048203 0.01553977 0.09981068 -0.3593203 4
56.3251196 6.06792912 6.09386125 0.06538164 0.12350639 0.35919856 4
33.6520143 5.81312751 5.83316795 0.04454396 0.09775075 0.35910663 4
3.1216097 3.680958 3.71663999 0.13658658 0.07461891 0.35882261 4

22.3389327 4.58057713 4.61784213 0.08971645 0.20805021 0.35871509 4
12.1786069 3.65843202 3.69676161 0.05965464 0.27792702 0.35869591 4
238.864024 7.46407818 7.42209288 0.15847085 0.14770225 -0.3586793 4
19.8836262 4.67138363 4.61760715 0.09875596 0.1916891 -0.3586214 4
456.124766 8.29093848 8.31409587 0.05836415 0.11150623 0.35853137 4
15.4171628 3.92187597 3.81919567 0.18223454 0.33955336 -0.3585217 4
155.295885 7.37590221 7.42112047 0.17137389 0.09334413 0.35847294 4
6.5186083 3.60784856 3.65354843 0.15114564 0.16069965 0.35845659 4

586.287803 7.67535008 7.76776397 0.3255715 0.25625454 0.35844568 4
41.9478043 5.40058539 5.34248148 0.1769596 0.19989732 -0.358351 4
10.9394844 3.89975256 3.8304857 0.20400503 0.25040993 -0.3583302 4
31.2798161 5.53672802 5.50520059 0.02341843 0.12814156 -0.358293 4
20.5958515 4.89301561 4.84867606 0.10900542 0.16035639 -0.3582521 4
193.34212 6.46115009 6.36433979 0.20112934 0.31427327 -0.3581472 4

5.66541456 3.33567864 3.27600229 0.10454901 0.21503234 -0.3580781 4
26.1149624 4.97157598 4.92216344 0.02428851 0.17997596 -0.3579808 4
253.172989 7.32637434 7.27686625 0.1639335 0.16648498 -0.3578263 4
27.0738285 5.43927046 5.47787804 0.13510407 0.11288318 0.35771251 4



24.0215554 4.87785545 4.92117421 0.15029577 0.18319399 0.35766614 4
34.0947119 5.64266676 5.61009958 0.06512929 0.12467329 -0.3576385 4
226.292428 6.61782977 6.65402067 0.03569418 0.26960154 0.35758489 4
130.387168 6.85164138 6.87421646 0.01617758 0.13023949 0.35746761 4
4.64350628 3.00651821 2.93382388 0.18243778 0.26370998 -0.3573211 4
50.2307314 5.69494875 5.74968027 0.18553837 0.15259366 0.35715917 4
7.18617638 4.44436224 4.41843611 0.09731704 0.08846822 -0.3570812 4
27.4740716 4.57044246 4.48021365 0.14418919 0.2960531 -0.3570384 4
21.5892119 4.7263744 4.75917335 0.08085023 0.18395443 0.35692221 4
36.8393951 5.73469073 5.700814 0.09005771 0.12606336 -0.356879 4
21.0566835 3.36143854 3.38671915 0.1156292 0.57976154 0.3567474 4
11.7758133 4.00588246 3.94357034 0.11375857 0.21405054 -0.3567471 4
62.8285052 5.50469139 5.54001215 0.06393576 0.23450586 0.35657115 4
270.492532 6.4912884 6.32186024 0.20196048 0.53912406 -0.35642 4
2.74676356 -1.1139586 0.48095357 4.70557119 1.15105363 -0.3563631 4
6.60490327 2.53536091 2.27470546 0.38694034 0.78978455 -0.3563599 4
23.6503017 4.57754629 4.61236178 0.07754873 0.23689067 0.35631313 4
4.51506243 3.84258197 3.80329612 0.24085605 0.10252838 -0.3562931 4
15.5072416 3.77036509 3.80992568 0.06683493 0.31228528 0.35616359 4
43.0845765 5.64283291 5.66708544 0.02809763 0.14983256 0.35613293 4
0.70627957 1.05518876 1.30852234 0.60580201 0.18067451 0.35586863 4
38.1166389 5.45437931 5.60817699 0.43270898 0.14532327 0.35563678 4
15.829382 4.05912359 4.10400311 0.1314816 0.25105738 0.35562719 4

6.17335499 3.22694674 3.14920397 0.2056194 0.27684568 -0.355486 4
22.6592516 4.98864233 4.9454925 0.07924934 0.16515438 -0.3554845 4
45.1542748 5.37163675 5.30885416 0.08356132 0.23749753 -0.3554178 4
140.603368 6.61215848 6.72740973 0.39126028 0.16651217 0.35537634 4
158.474811 7.19287149 7.16069564 0.0721359 0.12383392 -0.3553702 4
22.3954691 5.18431089 5.15024326 0.07619646 0.1254697 -0.3553217 4
380.00267 6.95883653 6.99540898 0.12212597 0.37484083 0.35515516 4

26.5299127 4.87909851 4.91142886 0.06899789 0.18648554 0.35508336 4
11.8988487 4.4715633 4.5031072 0.10114398 0.13543507 0.35501898 4
49.5449513 5.09457562 5.12974157 0.03339554 0.27522161 0.35501098 4
74.8335887 6.53090413 6.50003193 0.08905972 0.10978344 -0.3546989 4
4.05733656 3.96213502 3.93536908 0.11389033 0.07821701 -0.3546153 4
7.52747114 4.09587308 4.05854047 0.14381759 0.12546693 -0.3543664 4
16.3010223 4.30058589 4.32991665 0.04324334 0.22584376 0.35415256 4
13.0869445 4.55920553 4.52382525 0.03650893 0.13786373 -0.3541043 4
182.505078 6.24250028 6.12092422 0.09533064 0.36926998 -0.3540825 4
13.6517635 3.59869 3.46989046 0.07632793 0.3761665 -0.3540204 4
26.3989135 5.53435957 5.55448374 0.04663265 0.10514956 0.35400424 4
28.3925791 4.75001734 4.80299211 0.17873522 0.22092473 0.3539871 4
28.705548 4.85716238 4.79047881 0.06065141 0.24661404 -0.3539281 4

3.36184344 1.73574974 1.90999843 0.65339633 0.56086976 0.35377777 4
9.49241541 4.35075664 4.38521222 0.12231477 0.11733525 0.35375031 4
24.308519 5.62698714 5.60530124 0.03635342 0.08714165 -0.3536728 4

159.603651 6.54554181 6.48156637 0.40663808 0.22788718 -0.3536524 4
86.7492207 5.49706756 5.64166411 0.42195945 0.28095561 0.35358387 4



3.2476679 4.12793074 4.10830288 0.09241979 0.05386065 -0.353277 4
101.104857 6.92317596 6.88809867 0.20100724 0.10528217 -0.3532436 4
435.575057 7.98162136 7.93839543 0.47033474 0.15136091 -0.3532177 4
39.8775013 4.67019009 4.543948 0.16381779 0.3741397 -0.3530825 4
818.27705 7.32867547 7.36202818 0.24697805 0.57239168 0.35283656 4

9.35199848 4.46669083 4.43620863 0.09608384 0.11176129 -0.3528231 4
19.0536451 4.55422852 4.61230288 0.20797479 0.17896542 0.35282202 4
3.09696257 3.63639667 3.6772619 0.15878937 0.08009463 0.35276937 4
7.95691285 4.99147997 5.08046813 0.30674368 0.04907357 0.35272939 4
5.44471421 4.66169648 4.69121292 0.11541981 0.05067769 0.35262174 4
33.9349062 4.7498445 4.65701213 0.11680931 0.30096861 -0.3525559 4
10.7264424 3.71893107 3.75486076 0.07979619 0.24557313 0.35250467 4
357.794436 7.85701352 7.82174476 0.02301569 0.13760614 -0.3524466 4
3.35888564 5.04385434 5.0702853 0.11110154 0.02118603 0.35238155 4
18.8225473 4.318754 4.35101761 0.06790516 0.25525997 0.35224522 4
26.7999956 4.04853245 4.08596487 0.07642575 0.40211799 0.35209209 4
6.93962499 4.41295635 4.47070083 0.22009325 0.07918999 0.35194488 4
82.4296682 6.51642995 6.54071633 0.06383877 0.11491495 0.35193464 4
7.98310025 3.30882932 3.36160581 0.17571232 0.25550375 0.35189308 4
634.645952 8.34879565 8.38775673 0.13282 0.15039992 0.35180283 4
26.3066942 4.55493041 4.5926268 0.09983097 0.26778876 0.35179263 4
5.92726407 3.67559471 3.72503949 0.18548645 0.14819581 0.35166856 4
102.833417 8.40578114 8.39734337 0.03610055 0.02331723 -0.3516362 4
27.4592757 5.21988631 5.1779408 0.0990403 0.1594036 -0.3515754 4
259.032034 6.40850095 6.45866194 0.23675343 0.44526663 0.35157522 4
7.34087933 3.40134241 3.43046859 0.03148842 0.25125421 0.35147689 4
36.5816044 5.52377826 5.48495298 0.05503104 0.15321457 -0.3513991 4
51.1339526 5.69279913 5.7262802 0.09737527 0.15973158 0.35133601 4
193.224718 6.88533535 6.91879365 0.08149938 0.18145445 0.35130809 4

43.396 6.24137724 6.21235798 0.13525666 0.08691402 -0.3512114 4
14.1763569 5.2065866 5.23324951 0.10109139 0.07507931 0.35120261 4
70.0877379 5.85854074 5.89563867 0.10443828 0.18244138 0.35109082 4
19.2888984 5.35740822 5.3892925 0.11755407 0.09022628 0.35108621 4
11.4790594 3.58167363 3.64807738 0.24003735 0.29813958 0.35096981 4
4.68620543 2.54751867 2.76383685 0.67471434 0.31058244 0.35083134 4
6.60727846 3.70164235 3.73028243 0.07351577 0.16549941 0.35080703 4
20.9955907 4.16234279 4.19542727 0.05107906 0.31584224 0.35079437 4
4.82469076 4.58698638 4.56473044 0.11352867 0.05039975 -0.3507881 4
17.1179675 4.6516405 4.60860973 0.03212548 0.16280693 -0.3507862 4
8.86789666 4.38072201 4.40357967 0.06239142 0.10673852 0.35059395 4
32.8130659 4.54678067 4.58570303 0.10663944 0.33013406 0.3505764 4
8.61719808 4.31864591 4.28500127 0.11212739 0.11487137 -0.3505573 4
2.85255628 4.22233951 4.24968978 0.11089837 0.04107718 0.3500917 4
6.35161014 3.43658514 3.37774092 0.23513409 0.20495324 -0.3499249 4
56.5680471 5.38281739 5.42026979 0.09007784 0.23539192 0.34991907 4
6.15489988 3.93361708 3.97737449 0.1620109 0.11806524 0.34978267 4
5.64117729 3.46869619 3.50593492 0.11781382 0.16988956 0.34973159 4
3.89002769 1.99514795 1.79523409 0.56049674 0.70737534 -0.3496932 4



15.7170895 4.97058436 4.98980265 0.03366824 0.10922456 0.34967406 4
42.6086703 5.35586531 5.29834676 0.11424427 0.2018049 -0.3496322 4
35.4094199 4.99609415 4.92491789 0.06347428 0.25333609 -0.3495357 4
32.384111 5.12873153 5.16198636 0.08697712 0.17606411 0.34951414 4

7.72046514 3.94668583 3.90125956 0.20905947 0.16088904 -0.3493693 4
19.3928942 4.20957124 4.2813342 0.24978801 0.27883943 0.34922319 4
15.9703099 3.50407358 3.54888106 0.13573984 0.40095351 0.34919929 4
5.80914448 2.42157616 2.42610151 0.97507408 0.46536713 -0.3490546 4
6.41264432 2.95682333 2.85487108 0.34657525 0.37469941 -0.3489723 4
23.0388213 4.34081575 4.38159905 0.12238571 0.28628575 0.34892124 4
18.2650533 4.6808419 4.63261462 0.11209123 0.18376939 -0.3489134 4
168.126646 8.09245296 8.07669624 0.06004251 0.05145087 -0.3488089 4
3.20445734 1.40738852 1.06164408 0.512029 0.81496403 -0.3487482 4
26.4717701 4.90000597 4.93285766 0.08613965 0.18960207 0.34867024 4
13.3264572 4.46042983 4.50377436 0.15420271 0.15337131 0.34866173 4
14.4860654 4.82687122 4.79439535 0.09214454 0.12129286 -0.3486544 4
0.64622453 0.79778212 0.74436326 0.59745534 0.29661299 -0.3485786 4
3.55697463 2.20371615 2.26754337 0.27348153 0.40519007 0.34856353 4
10.0707538 3.17094253 3.01716462 0.28603898 0.47666505 -0.3485308 4
114.089055 6.97145189 6.94257354 0.0730828 0.11229296 -0.3483972 4
253.546669 6.7516401 6.7893128 0.1244093 0.30767578 0.34824458 4
71.3975687 5.6315344 5.55572051 0.14370841 0.25445626 -0.3479884 4
71.3975687 5.6315344 5.55572051 0.14370841 0.25445626 -0.3479884 4
3.44641161 3.3075025 3.40191232 0.30248952 0.11119161 0.34798447 4
6.57177136 3.80074218 3.75337432 0.24845057 0.15887112 -0.3478555 4
18.3317488 3.68793511 3.49586116 0.26752425 0.5910778 -0.3476692 4
4.07410405 4.56121066 4.58025671 0.07636116 0.04205041 0.34759123 4
488.381906 7.59520099 7.62525183 0.04872618 0.24827751 0.34757915 4
23.6565981 4.98115032 4.93895121 0.02031911 0.16191228 -0.3473872 4
125.92227 6.75981762 6.78857282 0.08299644 0.14060165 0.34730868 4

97.3202051 6.32475309 6.35073895 0.02583679 0.16160615 0.34721569 4
1.3958542 3.20048965 3.25694483 0.21411365 0.054112 0.347156 4

3.06202947 3.11274198 3.070464 0.21327628 0.14227056 -0.3470591 4
9.55371852 4.0648836 4.12929296 0.24002238 0.15484251 0.34702163 4
18.3684886 4.21270867 4.32717193 0.3930263 0.23750995 0.34692003 4
15.2475185 4.57977717 4.53678 0.10555324 0.15742633 -0.3468971 4
11.5197287 4.28793987 4.34254887 0.18994774 0.14348168 0.34686557 4
16.3102454 5.24237619 5.2757349 0.12883023 0.0814898 0.3467569 4
31.7890323 5.39611163 5.35747579 0.0788346 0.14747344 -0.3466663 4
5.59547051 3.35082142 3.29350232 0.1501932 0.20962443 -0.3465849 4
109.687857 5.2399761 4.8638573 0.12022459 0.99532107 -0.3463879 4
13.4669163 4.09817063 4.13403314 0.09612014 0.20480186 0.34632386 4
27.6903823 5.17933231 5.1321228 0.18018292 0.17095109 -0.3460592 4
27.6903823 5.17933231 5.1321228 0.18018292 0.17095109 -0.3460592 4
27.6903823 5.17933231 5.1321228 0.18018292 0.17095109 -0.3460592 4
27.6903823 5.17933231 5.1321228 0.18018292 0.17095109 -0.3460592 4
27.6903823 5.17933231 5.1321228 0.18018292 0.17095109 -0.3460592 4
0.83777758 1.48626159 1.44160952 0.41045465 0.18698907 -0.3460481 4



6.17801367 4.39595135 4.42004927 0.09000511 0.07275741 0.34603187 4
136.141456 6.65643804 6.60612481 0.42564507 0.19300158 -0.3459247 4
103.733847 6.25033504 6.31105869 0.22381597 0.17911547 0.34591993 4
4.67974561 2.1283219 2.13704001 0.19728146 0.62928781 0.34564124 4
10.5569315 4.03639276 3.98192851 0.14726837 0.19811548 -0.3456036 4
21.9729852 4.45287364 4.4857947 0.0706336 0.24773032 0.34554509 4
13.8368106 4.3484909 4.29659983 0.19557103 0.18021693 -0.3455107 4
1.2495258 3.19664252 3.17869153 0.07861356 0.0527086 -0.345379 4

75.1827154 6.98667561 7.01849518 0.12260959 0.06857086 0.3453018 4
101.714729 7.92846809 7.9143192 0.06715115 0.03733475 -0.3452451 4
4.71490869 4.31580818 4.2922215 0.11202729 0.06531346 -0.3451096 4
1173.06229 8.40975695 8.32963927 0.02016785 0.28640964 -0.3450613 4
16.2644866 4.52620957 4.47858206 0.01900634 0.19161265 -0.3450061 4
10.9435533 4.68270438 4.64941938 0.17734453 0.10505956 -0.3450019 4
4.36323997 2.40138438 2.27232996 0.39460012 0.45078128 -0.3449392 4
0.97940213 0.91547062 0.81009958 0.50291903 0.43678804 -0.3449098 4
16.4251128 4.18559677 4.11216298 0.09950916 0.25288528 -0.3447965 4
28.7929198 4.87235128 4.8150024 0.34415351 0.22014027 -0.3447371 4
6.49256428 4.09796899 4.12128171 0.07279038 0.10758579 0.34469192 4
4.11845561 1.40594078 1.52167106 0.55834263 0.7167319 0.34468567 4
16.9686978 3.89898605 3.94488147 0.13712435 0.29900017 0.34457197 4
34.454767 5.28568151 5.239483 0.0493773 0.17353218 -0.3443975 4

282.772083 7.43828883 7.39281587 0.09699254 0.16878682 -0.3442554 4
0.76375177 1.21508424 1.76834008 1.01763191 0.13478839 0.34424846 4
210.031361 7.98672745 8.02072699 0.13811619 0.06824726 0.34415545 4
13.9477411 4.21033706 4.2933863 0.29930069 0.18042898 0.34412149 4
0.29869118 2.1310749 2.22210405 0.30131016 0.03218192 0.34389282 4
8.58274497 3.90648911 3.93179599 0.02279762 0.16030959 0.34352612 4
4.56819762 3.97385342 3.9402122 0.22269412 0.08913096 -0.3433122 4
43.1525135 4.73606244 4.76416511 0.08679422 0.39556609 0.34330282 4
230.465005 6.79109403 6.82611299 0.10393911 0.26568393 0.34322474 4
6.11587709 4.52777714 4.55442092 0.1031983 0.06472412 0.34308613 4
1.94400005 3.44865162 3.42411471 0.12615251 0.06442022 -0.3429717 4
92.3298817 5.73079964 5.63926509 0.17569005 0.29890727 -0.3429381 4
4.05087572 3.10811708 3.05659708 0.20886873 0.18552602 -0.3429228 4
188.189749 7.3859761 7.42392145 0.14319824 0.10915548 0.34289673 4
223.754448 7.53638068 7.56217699 0.08152149 0.11315062 0.34286034 4
5.11319682 3.20458249 3.23390355 0.06513526 0.20896375 0.34273861 4
1697.18801 8.06023199 8.20792453 0.51854085 0.43433879 0.3426734 4
9.42874257 4.32950278 4.29849003 0.04441315 0.12384317 -0.3426633 4
130.132478 7.52163524 7.50581269 0.01027139 0.07086732 -0.3425082 4
5.78747326 3.80232544 3.76989531 0.02824271 0.13853774 -0.3424652 4
127.44492 6.20478858 6.23442084 0.00592734 0.24511551 0.34235926 4

254.421614 5.92434801 5.61627604 0.59057982 0.92293583 -0.342337 4
1.2718993 4.71023424 4.68543359 0.17457303 0.01169957 -0.342247 4

4.04675473 2.37879694 2.43032493 0.17223339 0.32289661 0.34224625 4
19.8368105 4.22696897 4.27911805 0.18122199 0.27404764 0.34223122 4
23.4185258 5.26987896 5.33506857 0.22760708 0.11233576 0.34205449 4



185.408526 6.46304324 6.49922212 0.07784072 0.25892253 0.34205179 4
190.395859 6.2591973 6.29322391 0.13810268 0.3862394 0.34186276 4
8.75892735 2.79270194 2.7999996 0.15563443 0.60337066 0.3416991 4
187.817001 7.20540599 7.23667094 0.10537405 0.13157077 0.34164654 4
289.764562 7.45695292 7.4810434 0.01585215 0.15996663 0.34160513 4
95.6307293 6.52443364 6.55246249 0.08656016 0.13683125 0.34133772 4
192.645991 6.96540917 6.99492293 0.07703298 0.18154265 0.34130172 4
9.18029821 3.35851657 3.25454327 0.32019992 0.37976762 -0.3411778 4
24.4816206 4.52503385 4.44658537 0.14054273 0.26359489 -0.3409774 4
74.7060245 6.21078019 6.17137652 0.05271539 0.16269143 -0.3409742 4
154.616419 6.6328503 6.57591359 0.29855508 0.22858954 -0.3409045 4
10.9108031 4.40949965 4.3671552 0.20705239 0.13938504 -0.3408987 4
10.9108031 4.40949965 4.3671552 0.20705239 0.13938504 -0.3408987 4
0.96079056 1.00380856 1.0992895 0.33084457 0.31957883 0.34084116 4
708.91194 7.36630285 7.39305081 0.08663937 0.43996133 0.34060552 4
202.58454 7.44537486 7.40977527 0.15052425 0.12445539 -0.3405013 4

34.0709587 4.26917399 4.41993504 0.56430951 0.45073065 0.34049431 4
306.734149 7.61008071 7.63670257 0.0709412 0.15006279 0.34046606 4
87.5622654 6.00998369 5.94930768 0.13087717 0.21429022 -0.3404389 4
14.4595972 4.87259033 4.83222016 0.36754064 0.11693303 -0.3403934 4
432.715322 7.12821331 7.16347356 0.06742736 0.31184642 0.3403932 4
14.4856217 4.40882314 4.45194456 0.14697828 0.1608334 0.34021291 4
1.68122787 2.88116366 2.84491956 0.21606602 0.09888549 -0.3402078 4
3.27586821 3.25175887 3.34951127 0.34850753 0.11235489 0.34006861 4
98.4726083 6.15208647 6.19454218 0.14312547 0.19030279 0.33998456 4
37.1364903 4.86038778 4.89386593 0.06415977 0.26688155 0.33981461 4
4.49960176 2.14527913 1.99793432 0.70321821 0.69839557 -0.3397955 4
9.41135438 5.02278357 5.05005561 0.11180688 0.05934685 0.33975564 4
17.1467149 3.95613081 3.85112757 0.01635108 0.33382225 -0.3397124 4
6.77981754 4.35308718 4.42216748 0.24108489 0.08038158 0.33970187 4
8.21815443 4.1277052 4.17540032 0.1802537 0.12182922 0.33945891 4
201.264301 6.60451727 6.72571712 0.38965744 0.25796103 0.33937245 4
5.08864195 3.26098547 3.205977 0.13236194 0.19885328 -0.339354 4
42.1445904 6.17986371 6.19669603 0.04166909 0.087842 0.33931959 4
578.441205 7.29831859 7.31865686 0.03740631 0.42372568 0.33931291 4
4.28644481 1.81014315 1.58914075 0.71437066 0.77203925 -0.3392918 4
11.4122919 3.94613804 3.88131783 0.13502317 0.24796894 -0.3392912 4
12.5003123 4.06672254 4.10326118 0.11276763 0.20460799 0.33915906 4
18.7063956 4.84966568 4.81139393 0.07556624 0.14656399 -0.3390624 4
11.9816812 3.51618722 3.55574312 0.10930304 0.31806762 0.33899977 4
108.242676 6.58214638 6.69024057 0.34392938 0.12944851 0.33893865 4
2.85552052 2.79956325 2.7649001 0.45396193 0.18547308 -0.3388781 4
8.82949824 4.61675368 4.64912416 0.12469619 0.08302823 0.33877956 4
12.3383981 4.07241397 4.01411601 0.10259523 0.21129318 -0.3387784 4
1662.20467 8.12115537 8.1437477 0.13641788 0.50394475 0.33875584 4
559.939572 8.9324779 8.94828099 0.04516266 0.07128947 0.33857456 4
28.8277045 4.56122447 4.59561022 0.08521402 0.28706502 0.33853759 4
24.0691149 5.50279456 5.52078773 0.03926038 0.09366862 0.33852613 4



7.48076157 4.19228838 4.21198171 0.04092673 0.11021953 0.33845352 4
1288.8686 7.29772188 7.31209227 0.23014048 0.67051367 0.33838203 4

5.60634894 2.63357441 2.71009859 0.31181061 0.39196637 0.33836207 4
6.86913851 4.64591309 4.62653369 0.07580338 0.06771043 -0.3382419 4
34.6278384 5.56468831 5.59808115 0.11813073 0.12930072 0.33804003 4
18.2783426 5.53645436 5.51629248 0.07128915 0.07213398 -0.3380346 4
103.979605 6.83838694 6.86856982 0.10844119 0.111324 0.3378932 4
13.2925061 4.35126245 4.38355427 0.10748725 0.17377826 0.33771984 4
31.7279188 4.99526288 5.02220284 0.03293115 0.21396824 0.33764198 4
5.49288016 4.11555546 4.13159961 0.03079632 0.08807812 0.33757264 4
9.95360003 4.41820927 4.4571794 0.14805715 0.11443097 0.33741022 4
16.6873702 4.5895159 4.62375211 0.11543193 0.16174866 0.33735057 4
4.67921505 2.8015157 2.98188298 0.55828371 0.2495884 0.33733197 4
9.46924798 3.40471856 3.43692717 0.02945039 0.28454453 0.33729814 4
41.0721202 5.49570243 5.5326577 0.12453022 0.15762334 0.33717298 4
76.4273068 8.0195224 8.0376641 0.08092376 0.02451585 0.33714391 4
44.584003 5.84130475 5.8946863 0.1924134 0.11847855 0.3370782 4

21.2196301 4.59802084 4.63990178 0.15357996 0.2149646 0.33675418 4
288.107619 7.09888197 7.02754227 0.08634219 0.27218588 -0.3367518 4
17.8334319 4.34200572 4.3758268 0.09517604 0.22603255 0.33672092 4
3.00822987 2.70354836 2.74218097 0.12697826 0.19202378 0.33664433 4
6.04278924 2.72876709 2.79696416 0.25659195 0.34737311 0.33661878 4
19.5000644 4.45602121 4.48631269 0.05799331 0.21170404 0.33658787 4
12.3278374 3.98692473 3.92210086 0.02717487 0.24113427 -0.3365327 4
10.4142864 3.54284481 3.5849217 0.13352899 0.27891424 0.33652469 4
3.70273529 2.1233802 2.29653638 0.52095049 0.40697183 0.336491 4
282.396977 6.3499732 6.37711191 0.19874094 0.53188142 0.33635851 4
641.641537 8.42294581 8.51359175 0.30188064 0.12568796 0.33620206 4
1819.90454 8.21380831 8.23579357 0.13605123 0.50284578 0.33613677 4
11.7769843 3.95200582 3.88557855 0.13059116 0.25437442 -0.3361065 4
5.87724363 2.80241902 2.83712925 0.08011423 0.32551454 0.33598807 4
20.3776476 4.63010427 4.57651791 0.02250738 0.206095 -0.3359765 4
35.6285051 5.46206233 5.49061271 0.08581879 0.14108268 0.33597357 4
6.94210601 4.3674175 4.39675183 0.11468248 0.08396693 0.3359376 4
48.4234356 5.9490738 5.97023135 0.04661398 0.12800756 0.33578735 4
8.5403846 3.79537901 3.93618152 0.47725211 0.15980428 0.33577966 4
793.01036 8.15415607 8.18284834 0.05837676 0.22940777 0.33576999 4
11.285584 3.25182087 3.30528597 0.20843909 0.37457257 0.3352874 4
6.9683811 4.58149381 4.61120196 0.12153588 0.0680062 0.33514472 4

14.7876023 3.38409444 3.43947104 0.22631414 0.41519395 0.33500078 4
113.858434 7.37920269 7.39735723 0.06378168 0.07046393 0.33498012 4
7.76271461 3.16548766 3.19912106 0.06300304 0.29709263 0.33497972 4
1.13695794 2.45957025 2.42372063 0.40159435 0.10309773 -0.3349263 4
15.4726984 4.38086445 4.32540677 0.15015455 0.21586691 -0.3348422 4
78.9603032 6.52499223 6.49724349 0.03281259 0.11627456 -0.3348382 4
182.53031 6.61275189 6.57512195 0.57835765 0.2385283 -0.3347937 4

3.83283915 3.33953132 3.30277429 0.10248428 0.14194039 -0.3347542 4
572.975505 7.42392894 7.47373343 0.20922222 0.34378459 0.3347035 4



21.7903016 3.15350694 2.60911463 0.85245962 1.49687386 -0.3346592 4
45.113251 4.64451817 4.67079965 0.12171357 0.4484218 0.33461025 4

377.716687 7.040376 7.07559372 0.12178614 0.33562809 0.33450293 4
15.1216701 3.58063298 3.41594347 0.2883604 0.55294658 -0.3344611 4
14.2254428 4.21839528 4.27597001 0.22100451 0.20507711 0.33426245 4
472.459132 6.75962091 6.78909948 0.09497184 0.46394462 0.3341695 4
12.3937479 3.2258265 3.24273771 0.16404549 0.54047823 0.33415518 4
13.3343871 4.24275151 4.18958556 0.17511217 0.19291888 -0.3341548 4
23.4359412 5.53876823 5.56024121 0.07491724 0.09247305 0.33413351 4
8.25805966 3.22150128 3.27019247 0.18051279 0.31374189 0.33413026 4
8.38829525 4.16494414 4.12770969 0.1391792 0.1388912 -0.3341055 4
6.91960177 3.63509686 3.70079712 0.24434689 0.16692875 0.33392799 4
32.5084009 5.25239902 5.29628649 0.15669337 0.15849806 0.33390863 4
152.296724 7.02055069 7.05105939 0.10593062 0.12803347 0.33388788 4
195.268533 6.68595067 6.61266344 0.18292597 0.28168672 -0.3338752 4
9.95728772 4.38508238 4.43563731 0.20012533 0.11723279 0.33373838 4
204.672008 6.82269611 6.88578133 0.22103795 0.19983562 0.3337066 4
3.3567008 2.87470927 2.91659215 0.14881282 0.17626372 0.33325163 4

142.331056 6.74614023 6.69668289 0.32086142 0.16869596 -0.333244 4
50.541734 5.41437182 5.4517962 0.11704896 0.20383364 0.33313774 4

62.6036875 5.47510738 5.50361386 0.06386811 0.2732576 0.33312167 4
71.3941027 5.24693739 5.28883249 0.14734769 0.34604141 0.33305465 4

29.25745 5.00982523 4.95614953 0.1674352 0.19385061 -0.3329745 4
27.7878132 5.21264336 5.16855913 0.17689514 0.16535364 -0.3329509 4
2.99504918 2.30268285 2.36531157 0.25640262 0.2972428 0.33290608 4
13.273586 5.23213414 5.25518739 0.09312067 0.07059437 0.33285066 4

11.8176509 4.24366941 4.27788282 0.11502257 0.15719558 0.33284595 4
4.0886571 3.80309706 3.82368055 0.06957912 0.09061766 0.33261711 4

8.65403234 4.05750959 4.01599071 0.17456303 0.14927229 -0.3323819 4
17.2108104 4.95184534 4.97856293 0.09128705 0.11504659 0.33233592 4
265.360755 7.30502201 7.34986687 0.16170855 0.1639526 0.33229867 4
24.0225734 4.36594393 4.4010257 0.10389343 0.29205407 0.33224586 4
180.75095 6.48094645 6.39280865 0.15853295 0.3279897 -0.3322076 4

454.920514 7.83338905 7.8597239 0.054418 0.1739715 0.33215881 4
8.84322966 4.46951384 4.49530026 0.09213955 0.09847754 0.3320081 4
21.4724895 4.99638917 5.02869121 0.11285052 0.14141662 0.33191323 4
60.980269 5.99590732 5.95564813 0.09821392 0.16009608 -0.3319017 4

5.56410325 3.11715138 3.04430896 0.17598242 0.2772165 -0.3318336 4
4.28139391 3.96850072 3.98959062 0.07790181 0.08001269 0.33182122 4
38.8468376 5.28295247 5.22784591 0.09974127 0.21731551 -0.331762 4
2.76705152 -0.8977866 1.41015201 3.99901627 0.57325365 0.33170775 4
969.22794 7.55327897 7.59655691 0.30288732 0.54914805 0.33163115 4

22.1957372 4.49688089 4.42450384 0.08451621 0.26954566 -0.3316127 4
73.8383171 6.47136759 6.50738445 0.13601821 0.10807352 0.33152521 4
9.57084182 2.84009098 2.52510043 0.2482276 0.89817765 -0.3314932 4
10.8314639 3.99625659 3.938857 0.18169996 0.22348229 -0.3314854 4
17.3678699 4.23175418 4.15878948 0.20409134 0.25997251 -0.3312473 4
6.26722418 2.98376522 3.04056529 0.23740866 0.3243808 0.33123631 4



9.56392631 4.10389761 4.12795878 0.05278914 0.15925113 0.33120845 4
2.17821413 4.23622038 4.2101306 0.3219794 0.03231072 -0.3310343 4
1.36157774 1.99257457 1.94082099 0.32760894 0.18758396 -0.3308506 4
153.222753 6.62464716 6.56781781 0.3239969 0.21486658 -0.3306971 4
207.926257 6.55381803 6.66092472 0.38585644 0.24993787 0.33049778 4
4.43855253 4.36953166 4.42629254 0.22928173 0.05233892 0.33023008 4
4.43855253 4.36953166 4.42629254 0.22928173 0.05233892 0.33023008 4
58.7914072 6.17183428 6.13665772 0.14886858 0.12751185 -0.3302231 4
16.3003738 4.89761888 4.86353067 0.13010397 0.12814484 -0.3302078 4
18.199883 4.30884928 4.34019985 0.08671086 0.24575669 0.33007339 4

9.30855028 3.89003073 3.83871025 0.06092344 0.20578204 -0.3299531 4
139.649425 7.09372673 7.11583771 0.06424269 0.11011511 0.3298875 4
21.5717995 4.23789836 4.13870025 0.06398935 0.34238003 -0.3298782 4
15.4949856 4.56525234 4.58743909 0.02353254 0.16205328 0.3298397 4
33.5934528 5.6261368 5.59013434 0.15455253 0.12591309 -0.3297331 4
90.3606613 6.73904506 6.76536735 0.09618123 0.10549717 0.32971403 4
2.16824777 1.47576665 1.315329 0.42438806 0.52553642 -0.3295761 4
10.7656909 4.05972154 4.08605923 0.05238656 0.17824156 0.32943511 4
36.1260211 4.22594339 3.97912517 0.28275728 0.73877106 -0.3292492 4
15.2767289 3.79557136 3.86684897 0.29068835 0.32125229 0.32916966 4
78.9443707 7.30722341 7.28808542 0.10218952 0.05340406 -0.3291277 4
37.5650879 5.20415045 5.14642429 0.15394309 0.21951658 -0.3290505 4
365.130135 8.35830208 8.33876281 0.02916044 0.08610215 -0.3289986 4
8.07262305 4.45775505 4.43542371 0.04436768 0.09822354 -0.3287595 4
7.44840526 4.57995582 4.56052702 0.06094518 0.07951705 -0.3287144 4
84.7912599 5.99531888 5.93662566 0.35010729 0.23716408 -0.3286716 4
6.11558247 3.99960741 3.97038791 0.08260562 0.11864186 -0.3286115 4
6.51525415 3.72776787 3.68426372 0.16704048 0.16932465 -0.3285173 4
15.0868442 4.10686282 4.1396093 0.07988897 0.2247391 0.32841593 4
52.6249342 5.69445275 5.64924441 0.04203265 0.1772663 -0.328293 4
7.1212189 4.17467684 4.14332772 0.14210923 0.11361117 -0.3282377 4

4.61092903 3.85312722 3.81914238 0.2553712 0.1016607 -0.3280287 4
46.7115439 5.82179611 5.85452165 0.1207027 0.13766265 0.32798699 4
218.905272 6.80080183 6.72918389 0.18071347 0.27952317 -0.3279453 4
4.0113084 3.13710813 3.09251608 0.06384991 0.17280903 -0.3278917 4

12.8084878 4.98291495 5.00060773 0.05259035 0.08461074 0.32771292 4
3.93436789 1.74427681 1.41229634 0.66719736 1.0712396 -0.327709 4
7.29053729 3.46869966 3.40647905 0.15739359 0.22510589 -0.3276885 4
1.3613611 2.2648794 2.22586676 0.13461846 0.14666832 -0.3276844 4

8.48149898 3.20848646 3.2502383 0.14209767 0.31111226 0.32735026 4
8.14888647 5.27665037 5.26355778 0.05784942 0.04216872 -0.3273365 4
161.650875 7.34592715 7.40850687 0.22799401 0.10057188 0.32726338 4
35.1664053 5.87877524 5.85553932 0.04427077 0.09823782 -0.3272551 4
3.65062497 2.91183473 2.97631335 0.24281756 0.19119326 0.32705521 4
105.699816 6.20888523 6.2394148 0.07685135 0.19637047 0.32691954 4
26.5631436 4.49094133 4.39831372 0.1709354 0.33775617 -0.3268696 4
101.024193 6.22429621 6.1691437 0.18739501 0.21221696 -0.3268131 4
252.708141 6.95482359 6.99999845 0.16110603 0.21536325 0.32667503 4



20.0703456 5.47419349 5.49392716 0.06852594 0.08143067 0.32647536 4
2.20485616 4.13679796 4.17448776 0.15885003 0.03358769 0.32621902 4
17.6392812 3.76026145 3.80604767 0.20263542 0.39336676 0.32606878 4
190.485238 7.69243923 7.66873816 0.0921838 0.09084105 -0.3260625 4
13.6465066 3.99614864 3.92611977 0.06728977 0.24857156 -0.3259069 4
425.905692 7.96928229 7.99508358 0.07629033 0.14100258 0.32589153 4
21.1636535 4.54051604 4.47794378 0.10821225 0.23489699 -0.3258632 4
636.735058 7.51346161 7.5492032 0.14884922 0.36142935 0.32579302 4
61.4667931 6.23079997 6.19539265 0.15642091 0.12748078 -0.3256588 4
14.6719328 3.51197907 3.36281346 0.19992892 0.44251795 -0.3254145 4
23.6379861 4.88270379 4.90798507 0.06067298 0.18293408 0.32540364 4
6.29099427 2.24790528 1.78829717 0.24262737 1.16236204 -0.3251893 4
4.63965789 3.48605824 3.51674708 0.11208938 0.14321029 0.3251265 4
53.6165244 6.99235871 6.9726725 0.10556546 0.05090329 -0.3250893 4
37.3622336 5.67294039 5.63664752 0.15467005 0.12903396 -0.3248896 4
2.58951627 0.35911301 0.65314201 1.29197177 1.25992464 0.32485892 4
7.67068281 4.89195793 4.90645889 0.05312943 0.05657624 0.32484793 4
13.354255 3.12765458 3.14943117 0.09578146 0.49864921 0.32478473 4

522.060421 7.79598682 7.73641744 0.0904701 0.23368354 -0.3247841 4
450.44065 7.71519248 7.77764715 0.24729652 0.19856671 0.32466187 4

14.5277492 5.09474533 5.0729849 0.05708351 0.09155609 -0.324631 4
3.81597668 3.28614986 3.34303516 0.22433911 0.13413439 0.32445157 4
15.2798214 5.24425868 5.21599108 0.15736119 0.08205144 -0.3244009 4
15.2341896 3.73583554 3.61573698 0.09435308 0.38854758 -0.3243828 4
3.15041068 3.91445588 3.89278071 0.10923309 0.06339332 -0.3243433 4
14.4514539 4.67261699 4.63123448 0.21810992 0.14571898 -0.324336 4
8.48160103 3.87317092 3.92834674 0.21870665 0.16934571 0.32421704 4
8.48160103 3.87317092 3.92834674 0.21870665 0.16934571 0.32421704 4
671.629703 7.94305745 7.88097882 0.28115949 0.23562515 -0.324099 4
126.449356 6.38306392 6.32661877 0.26171867 0.21152729 -0.3240861 4
5.16814759 3.18566751 3.24345896 0.21319374 0.20629338 0.32404882 4
12.9240258 4.94756712 4.92432014 0.07198146 0.09140164 -0.3239994 4
158.546403 7.72384081 7.70774062 0.03632749 0.06984184 -0.3239955 4
42.9862785 5.51437065 5.46905703 0.10280346 0.17429685 -0.3239608 4
8.51170699 4.01162497 3.97230955 0.09508712 0.15490492 -0.3238743 4
21.6239551 5.03466965 5.05618449 0.04429594 0.13785889 0.32380384 4
8.80017168 4.32957724 4.37048792 0.16539804 0.10840288 0.32379529 4
101.946911 5.93987426 5.86408439 0.1782658 0.26599779 -0.3236881 4
187.299961 8.3244832 8.38238712 0.23516345 0.04290022 0.3234759 4
201.079063 6.61979466 6.67097518 0.20496478 0.26031981 0.32334379 4
21.8986102 4.69979013 4.74532022 0.17089923 0.18764995 0.32323107 4
14.0061373 4.69896944 4.7195221 0.04449285 0.1204401 0.32311993 4
69.1792101 6.10068492 6.15520969 0.2007406 0.14120877 0.32294596 4
33.7226656 6.59003333 6.56956247 0.13115847 0.04685004 -0.3229284 4
3.68068578 2.54653954 2.45765937 0.19173289 0.3307506 -0.3225767 4
15.4326486 3.58472194 3.85337718 0.74107526 0.32731325 0.32232826 4
12.8421749 4.24035313 4.19158787 0.0698472 0.20057228 -0.3221588 4
730.29908 8.58618655 8.60691857 0.03806878 0.13044188 0.32209962 4



18.5759858 5.38946004 5.41419814 0.09865456 0.08173949 0.32209948 4
7.97177065 4.20560696 4.17432901 0.11794339 0.1193018 -0.3220422 4
6.79899727 3.15610094 3.19490452 0.15673366 0.29596376 0.32203079 4
9.80009521 2.94720853 3.03015876 0.42542475 0.52223628 0.32201278 4
2.89273851 4.38151595 4.38908732 0.02210991 0.03568718 0.32193572 4
11.3370654 3.92972194 3.98154346 0.19668258 0.20454905 0.32185213 4
6.37613996 3.90222775 3.86925053 0.09458968 0.12937972 -0.3218287 4
4.06460462 3.30428993 3.27059197 0.37861867 0.15824984 -0.3217121 4
55.3795061 5.01984687 4.89790181 0.23739357 0.43150023 -0.3216636 4
25.0197914 5.17065021 5.20134035 0.11154159 0.13523669 0.32163802 4
13.4075171 4.41188782 4.37073814 0.05546063 0.17364858 -0.3215119 4
128.157563 6.26817548 6.29356957 0.046443 0.25270602 0.32121302 4
10.6659379 4.39742001 4.43105721 0.12814495 0.13014007 0.32115471 4
73.0919927 7.08949776 7.11757053 0.12279788 0.05899138 0.32110023 4
26.5658113 6.64585143 6.62823058 0.10292912 0.03477742 -0.3210798 4
286.89808 7.46926271 7.50273982 0.12040168 0.15130704 0.32107107 4

156.278905 7.03476007 7.05721098 0.06095601 0.13707957 0.32077065 4
16.7289066 4.29362647 4.23040326 0.16065504 0.24481552 -0.3207327 4
6.36464519 4.3401843 4.3185393 0.08161991 0.0832951 -0.320679 4
20.7431066 4.72224742 4.75040319 0.08024737 0.17785188 0.32061491 4
3.4149949 3.44995504 3.4883981 0.16006406 0.10628401 0.32061148 4

6.37261012 2.33917942 2.37244632 0.316645 0.63753125 0.3204939 4
84.5273265 5.48387452 5.52620626 0.15592215 0.31818569 0.32044143 4
6.50512244 3.69152925 3.76617295 0.2698957 0.15605823 0.32041539 4
52.7384157 4.91328407 4.78676351 0.23214351 0.41807067 -0.3202556 4
16.2678769 4.1544817 4.08160465 0.08471816 0.27087192 -0.3202528 4
22.4521076 5.02449667 5.05022816 0.08129973 0.14439789 0.32024908 4
17.7547978 5.18294105 5.20648864 0.08835976 0.09687676 0.32019007 4
0.45897676 1.73799309 1.72181364 0.47362486 0.08073906 -0.3201392 4
10.5443454 4.37153109 4.33232705 0.20650371 0.13953324 -0.3200937 4
98.2985952 6.01628669 5.94679553 0.10313783 0.27490936 -0.3199731 4
3.20016281 1.28397715 -1.0484048 0.21824776 4.33013362 -0.3199509 4
4.94064944 2.43290123 2.54189064 0.42958422 0.35559891 0.31988844 4
300.272729 6.63963876 6.71894835 0.35741062 0.39150416 0.31975036 4
207.053366 6.79070629 6.72804534 0.07480349 0.23034541 -0.3197089 4
22.4539806 4.29596776 4.20498124 0.31235906 0.35488394 -0.3196529 4
1401.20629 7.46739752 7.46058563 0.06518101 0.63771675 0.31952482 4
5.60424865 2.7592909 2.67794292 0.50989537 0.39886199 -0.3194819 4
1313.22264 8.05422125 8.12549312 0.34834386 0.42911874 0.31944064 4
13.3972843 3.89591939 3.81373612 0.11928364 0.31365256 -0.3192735 4
34.7977959 6.22775035 6.27011387 0.18083783 0.06500836 0.31917023 4
14.5812328 4.91957756 4.89189421 0.09634593 0.10663643 -0.319145 4
25.4665181 5.18584848 5.14618305 0.16173065 0.15433136 -0.3191239 4
9.87715122 5.00663766 4.98914598 0.0686614 0.06733726 -0.3189969 4
171.108883 5.96825671 5.81176025 0.32184538 0.54262563 -0.3189876 4
24.2032755 5.21880126 5.23795122 0.02378144 0.12443737 0.31888222 4
7.07567844 4.3903001 4.36836503 0.07156723 0.08821064 -0.3187055 4
377.544446 7.33030359 7.26144201 0.21007944 0.26825217 -0.3185114 4



6.62677414 3.07894561 3.12764134 0.1957131 0.29660058 0.31843569 4
47.4301402 5.51250513 5.4602131 0.19697829 0.19735371 -0.3183179 4
259.268595 6.88160916 6.92205594 0.15993701 0.26505708 0.31823348 4
7.57408287 1.97903274 1.90699667 0.33576061 0.96643456 0.31823057 4
6.90868408 4.63627297 4.62013511 0.04936273 0.06937734 -0.3182192 4
4.77075728 3.24885027 3.30965504 0.22580922 0.17232559 0.31815541 4
206.879382 6.42175495 6.45622594 0.09765453 0.29697032 0.31811143 4
13.725821 4.22912482 4.17537357 0.10959129 0.21596259 -0.3181104 4

20.9802528 4.9364842 4.9006159 0.02553419 0.14943375 -0.3181047 4
14.069948 4.27514182 4.31384315 0.14412449 0.19614679 0.31801526 4

98.4552345 6.13442325 6.17094394 0.12354131 0.19582728 0.31801292 4
159.923658 5.79967613 5.81551549 0.08522117 0.48032339 0.31800343 4
1.24736369 3.35951163 3.3974727 0.16055516 0.04188723 0.31798091 4
7.92681729 4.62515637 4.64769684 0.09058018 0.07729179 0.31789968 4
19.7484468 4.39895408 4.43951325 0.14791383 0.23222373 0.31784589 4
184.888721 7.07516791 7.03430689 0.12377982 0.16442857 -0.3177657 4
28.8124583 5.32758374 5.3502516 0.06268649 0.13779352 0.3177606 4
1.32837501 1.31053511 1.38309991 0.30413302 0.34199818 0.31774366 4
39.0888151 5.77010737 5.74114853 0.05686095 0.12197808 -0.3177117 4
55.2294446 5.78174463 5.80621622 0.05222363 0.15838849 0.31758599 4
18.2205151 4.80253555 4.76267611 0.17224083 0.15768925 -0.3175441 4
29.629049 5.06616132 5.01922745 0.03234737 0.18665863 -0.31749 4

6.28072835 4.3929082 4.43850114 0.19313407 0.07333424 0.317489 4
66.4273489 6.20404206 6.17040278 0.09074931 0.13979013 -0.3174497 4
353.875246 7.37933278 7.3184714 0.02132916 0.24784721 -0.3173813 4
82.0925749 5.46420068 5.34419598 0.1769301 0.43405564 -0.31736 4
210.320675 7.03485653 6.98669275 0.13883548 0.18710712 -0.3171801 4
20.7718949 4.57353585 4.60859873 0.11742086 0.1980881 0.31716073 4
212.68278 7.68363548 7.71177199 0.11230323 0.09775379 0.31713574 4

86.9066211 6.42255262 6.38919471 0.03892921 0.14036866 -0.317059 4
65.2066716 5.9092161 6.27509282 1.37830315 0.11884988 -0.3170336 4
8.45754899 4.60016935 4.64007881 0.16049969 0.07996696 0.31698698 4
11.0678148 3.80265148 3.83935973 0.12189252 0.22601002 0.31698415 4
1.82960503 4.35576137 4.39103652 0.15674443 0.02265641 0.31694479 4
250.157905 6.79147166 6.85392597 0.22979976 0.24457964 0.31692495 4
24.9560462 4.50263489 4.55843545 0.2277775 0.27369816 0.31684815 4
11.0583138 6.84326762 6.90502447 0.23827262 0.01112362 0.31681653 4
22.440874 4.60830894 4.54920327 0.08621134 0.22129346 -0.3167592 4

2.81668253 2.92108919 2.88231814 0.2879818 0.15911603 -0.3166202 4
21.8698148 4.66323234 4.6938123 0.09953614 0.20339502 0.31634209 4
3.40493495 3.19394801 3.15736364 0.14238012 0.14009315 -0.3161406 4
81.3934718 6.0256141 5.97426282 0.11793711 0.20173328 -0.3160623 4
8.86562203 2.84762189 2.86613563 0.0824004 0.47348787 0.31600988 4
8.86562203 2.84762189 2.86613563 0.0824004 0.47348787 0.31600988 4
3.86497815 4.39122665 4.36968423 0.15195315 0.04858351 -0.3160085 4
34.4552097 5.93771778 5.91227673 0.10857414 0.09302494 -0.3158096 4
2.44456461 1.55206587 1.58105254 0.10869631 0.43371226 0.31555239 4
131.614288 5.49984129 5.53857 0.27714313 0.55090163 0.31554825 4



105.272653 6.10075835 6.13064723 0.07265411 0.21404007 0.31548388 4
4.49590836 3.21238863 3.16569027 0.11745289 0.17948681 -0.3154437 4
14.1385257 3.99103229 4.02039424 0.06878996 0.24530995 0.31542289 4
7.32923031 3.41388782 3.44354742 0.07507444 0.22455586 0.31516881 4
7.32923031 3.41388782 3.44354742 0.07507444 0.22455586 0.31516881 4
88.8958971 5.26144559 5.30752777 0.19675458 0.38667483 0.31505987 4
53.3929509 5.52025339 5.46466955 0.04671481 0.21421319 -0.3150432 4
107.421236 6.49225995 6.45271284 0.05056453 0.16126114 -0.3149863 4
6.1924914 3.8254295 3.79373959 0.02594704 0.14172574 -0.3149511 4

5.71842237 2.67396967 2.70966844 0.11752688 0.34257005 0.31480498 4
23.005473 6.29064694 6.34043973 0.19508528 0.04040796 0.31473601 4
13.719898 5.02413933 5.0428415 0.06565866 0.09005302 0.31464799 4

179.590823 7.83312478 7.85124188 0.07009525 0.07130487 0.31461704 4
10.2817684 5.32787991 5.36145625 0.14508165 0.04798321 0.31448121 4
30.9996234 5.19335352 5.15020325 0.08337417 0.17479676 -0.3143332 4
14.7965546 5.12986256 5.16039617 0.13035816 0.08524369 0.31428405 4
66.9146883 6.6110843 6.58643671 0.11092453 0.09461257 -0.314221 4
4.45930177 2.15983915 2.16815446 0.14977915 0.55055566 0.31407273 4
27.0741044 5.47425043 5.52754112 0.20462203 0.11073536 0.31389652 4
27.0741044 5.47425043 5.52754112 0.20462203 0.11073536 0.31389652 4
27.0741044 5.47425043 5.52754112 0.20462203 0.11073536 0.31389652 4
5.70717346 3.96483281 3.93734865 0.09906567 0.10866349 -0.3138452 4
6.12576936 3.49121696 3.44216856 0.1058942 0.20497713 -0.313623 4
13.7580691 4.87179136 4.84260339 0.12760865 0.10711364 -0.3135393 4
1.82513885 2.5708145 2.6663839 0.35579709 0.12934169 0.3135053 4
198.062003 8.60302475 8.59230654 0.04860182 0.03665318 -0.3134166 4
16.9724047 4.50124474 4.45304478 0.09093188 0.1920349 -0.3133938 4
8.51074058 4.45776489 4.47694003 0.06292688 0.09405736 0.31338484 4
95.0959985 7.10865126 7.12146207 0.02395158 0.07737659 0.31322546 4
14.6339058 4.00582032 3.93216964 0.3352439 0.30988597 -0.3131199 4
29.4164214 5.09656339 5.12439913 0.09233448 0.18134844 0.31306007 4
18.8388525 6.44252268 6.4365356 0.00977626 0.0299912 -0.3130548 4
128.907931 6.30582451 6.24123985 0.12440008 0.24816208 -0.31302 4
152.469063 7.52060701 7.49914198 0.0832594 0.08538568 -0.3128788 4
28.6160982 7.31513689 7.28703044 0.27168535 0.01967429 -0.3128274 4
58.6245771 6.59333084 6.57018903 0.11713661 0.08099589 -0.3124802 4
3.01806629 2.29796799 2.22009673 0.32049046 0.31217194 -0.3123312 4
4.33149089 1.69703621 1.22736234 0.67767379 1.34575099 -0.3122718 4
51.0046117 5.12995046 5.16045694 0.07633677 0.27522752 0.31204956 4
30.1566664 5.4841066 5.50650603 0.07268645 0.12123521 0.31202832 4
14.4688494 4.79347766 4.76539479 0.05745102 0.12253479 -0.3118067 4
98.9865816 5.54223329 5.5830695 0.15596462 0.33348164 0.31180422 4
63.9007316 6.65783653 6.63230991 0.1322375 0.08539452 -0.3117472 4
337.47269 7.71049713 7.7314604 0.03576878 0.14452211 0.31168944 4

55.6762606 5.89130645 5.85383095 0.06707691 0.15792613 -0.3116667 4
485.160491 8.24630777 8.27609336 0.11432963 0.12786961 0.31165821 4
368.135205 6.22817689 6.22888867 0.07249123 0.58933743 0.31140911 4
1.37880997 2.23708217 2.1963299 0.30888803 0.14919506 -0.3113331 4



10.3710756 4.11050123 4.1352677 0.06416145 0.15947341 0.31133242 4
18.3356084 5.34354719 5.32164829 0.07678284 0.09032137 -0.3112214 4
0.49758214 2.40919434 2.40394685 0.54578548 0.04499639 -0.3111867 4
102.727799 6.22331204 6.24602472 0.03102521 0.20853698 0.3111741 4
56.8741607 6.41849379 6.38811718 0.1943129 0.09355761 -0.3110002 4
7.5898994 3.00993092 2.88713393 0.31100627 0.46995517 -0.3109685 4

1.69015157 1.60154136 1.5088437 0.32413552 0.34141046 -0.3109134 4
14.8134183 6.71268881 6.75032241 0.16894726 0.01739781 0.31077725 4
259.662103 7.25504345 7.28262582 0.09048982 0.18280596 0.31072119 4
35.4362507 5.10026649 5.13609656 0.14275875 0.2198191 0.31069855 4
35.4362507 5.10026649 5.13609656 0.14275875 0.2198191 0.31069855 4
35.4362507 5.10026649 5.13609656 0.14275875 0.2198191 0.31069855 4
16.2118245 4.02945039 4.06502853 0.12069432 0.26547207 0.31066806 4
12.7882281 4.90640101 4.88270557 0.0841662 0.0978851 -0.3106658 4
81.7352836 5.59719295 5.51085307 0.12378077 0.29970738 -0.310645 4
5.83228757 3.14844356 3.22223214 0.30185055 0.24071495 0.31057652 4
43.9891211 6.09730162 6.17303024 0.28709399 0.09033709 0.31053704 4
149.491819 6.43799006 6.36994685 0.12925871 0.2744245 -0.3102651 4
78.1829552 6.45853997 6.42487013 0.15700868 0.13102177 -0.3102082 4
152.975662 6.48324468 6.54593789 0.26061149 0.22602586 0.31012594 4
20.1403927 4.69403556 4.64696996 0.06574443 0.19907661 -0.3100626 4
9.78509397 3.23838687 3.10005565 0.19410213 0.4906502 -0.3099912 4
376.721989 7.40390954 7.34304222 0.19143672 0.24096305 -0.3099645 4
8.46811839 2.62776701 2.46986179 0.68794092 0.68919258 -0.3099506 4
5.4788297 3.47121747 3.42594043 0.22896474 0.17789433 -0.3098778 4

27.3057369 4.86613317 4.81049244 0.0964534 0.2249264 -0.3096499 4
14.8178472 4.66627164 4.63256586 0.07321939 0.14413144 -0.3094667 4
157.67932 6.53790086 6.47520583 0.11866555 0.2537634 -0.3094516 4

67.7366752 5.67287728 5.70367306 0.08966355 0.21274621 0.30929722 4
668.454203 8.80181572 8.77864599 0.05882826 0.09991465 -0.3092894 4
358.510276 8.25345143 8.23155688 0.06055726 0.09795272 -0.3092501 4
11.2677259 4.5432435 4.59283415 0.19884867 0.11416107 0.30919369 4
19.3034741 3.81012469 3.8245101 0.10534868 0.46251238 0.3089847 4
70.5172678 6.91250533 6.92645525 0.04599469 0.06811946 0.30897491 4
2.93081665 2.38050282 2.44780112 0.25172794 0.23562915 0.30880797 4
4.37225358 2.63937194 2.56054772 0.33055433 0.30698284 -0.3086994 4
673.434812 8.43276621 8.3973937 0.06126204 0.15663455 -0.3085468 4
544.841831 7.45096643 7.47702732 0.08192722 0.32067333 0.30852998 4
15.272836 3.90772058 3.81577481 0.08529088 0.331205 -0.308529 4

23.6750433 4.94396888 4.90098427 0.16566078 0.17080533 -0.308503 4
9.80671129 4.40853609 4.43446416 0.09892429 0.1148844 0.30831579 4
5.69760143 1.61012364 0.56801283 0.2409292 1.60645607 -0.3080951 4
11.4159631 2.53323345 1.70190277 0.43034556 1.76995236 -0.3080479 4
7.98954037 5.10816262 5.0862294 0.16946799 0.05004408 -0.3079789 4
19.5493878 5.11157667 5.12893561 0.03098963 0.11464433 0.3079781 4
35.1946798 4.65958908 4.68717034 0.0780416 0.31861146 0.30777477 4
4.39646322 4.19214228 4.16958961 0.12905387 0.06672019 -0.3077108 4
2.6498528 3.47931717 3.52368316 0.18846193 0.07858669 0.30748155 4



17.6673409 4.92923376 4.8952004 0.17659579 0.13122508 -0.3072768 4
22.2360363 4.20199439 4.10129319 0.13311294 0.35246626 -0.3072138 4
35.8169227 5.32682278 5.28301551 0.07941194 0.18869249 -0.3071179 4
16.0796304 4.77806209 4.80909961 0.12269327 0.12942961 0.30705031 4
181.407509 7.06175122 7.08100286 0.0088506 0.15685435 0.30701771 4
69.4765141 6.38407024 6.35774193 0.04071587 0.11752283 -0.3069124 4
14.915369 5.1500856 5.12841746 0.08151818 0.0906072 -0.3068675 4

32.8416401 6.08057003 6.06504611 0.01730697 0.07460914 -0.3068234 4
2.11652483 4.62773742 4.6150181 0.08162095 0.02108305 -0.3067832 4
17.3219649 5.6349094 5.67393181 0.17176593 0.06042665 0.3067713 4
241.105762 6.97479244 7.00290065 0.09493055 0.23269881 0.30670326 4
103.993133 6.08050513 6.12384179 0.17237227 0.21314694 0.30661652 4
3.06001602 3.79684539 3.83236235 0.15846477 0.06525918 0.30658281 4
3.85968834 1.55692443 0.38157869 0.39549171 2.49382549 -0.3065362 4
4.69403812 3.94173879 3.92203032 0.02960034 0.09378841 -0.3064624 4
8.31948466 3.89889566 3.8547902 0.14265741 0.18253673 -0.3063893 4
176.440995 7.22740307 7.19457537 0.12250317 0.13286716 -0.3063797 4
15.6779649 4.02624205 4.05345821 0.03741352 0.25123943 0.30635923 4
9.72166359 3.02675845 2.86607686 0.22674301 0.48648254 -0.3063199 4
631.098145 7.26074776 7.12191032 0.40436977 0.53192048 -0.3063023 4
382.478026 7.51095832 7.53684391 0.06864731 0.20508404 0.30615337 4
7.62374048 4.18642411 4.22422119 0.16083616 0.10805135 0.30591208 4
23.7200365 4.50358309 4.53412549 0.08537458 0.23770159 0.30579457 4
10.0175701 3.38220474 3.46743474 0.32393829 0.28846721 0.30572064 4
14.7916705 3.73736094 3.76170603 0.07960875 0.35091582 0.30566838 4
129.778838 8.36114694 8.34708257 0.0885334 0.03068037 -0.3056579 4
32.5544017 6.06548293 6.04532347 0.0940926 0.07543218 -0.3056171 4
29.5449069 6.10047832 6.12895814 0.12801822 0.06401468 0.30558757 4
41.8658788 5.42045576 5.37440225 0.07671851 0.19062732 -0.3054847 4
12.0125511 3.7844641 3.81262304 0.08820137 0.26965546 0.30544878 4
2.9856628 4.54194504 4.52665247 0.4777232 0.03199472 -0.3050197 4

7.51827242 3.59342344 3.54186806 0.2410634 0.21561261 -0.3049094 4
1156.88099 7.65569376 7.6820467 0.25411304 0.54601613 0.30489049 4
34.6281003 5.13065964 5.15556713 0.04867516 0.18830563 0.30485791 4
210.390796 6.13562568 6.18305436 0.30416659 0.47997792 0.30456544 4
13.6339899 4.46115544 4.48525908 0.07163377 0.1469732 0.30445667 4
18.8204586 4.82776761 4.8554395 0.10136362 0.14396828 0.30433177 4
27.7903591 4.74947858 4.68574675 0.08091552 0.24485226 -0.3043149 4
21.1826677 6.0682858 6.05521703 0.05706107 0.05024925 -0.3042997 4
128.10353 6.07920397 6.11816583 0.17987674 0.30425253 0.30422438 4

7.80485209 3.07546643 3.00788941 0.51372156 0.37186356 -0.3041862 4
26.3208479 5.25713243 5.2261864 0.00817705 0.13994418 -0.3041797 4
2.00114504 3.4105099 3.38654467 0.19283988 0.06640932 -0.3040042 4
11.5475673 4.0301489 3.97611074 0.16760367 0.22602136 -0.3038036 4
28.9569917 5.0870718 5.04264307 0.09267942 0.18715407 -0.3036944 4
12.1781107 3.98981327 3.929432 0.11053478 0.24761699 -0.3036367 4
7.97727056 3.3783569 3.47733153 0.35501788 0.25420922 0.30351949 4
342.498102 6.62458597 6.64107656 0.1108455 0.45987888 0.30346593 4



18.6898989 5.96185126 5.98657875 0.11369193 0.04684514 0.30345988 4
26.9668098 7.04790045 7.05465848 0.03015801 0.02343893 0.30339568 4
22.6139088 3.68258769 3.73433043 0.33092874 0.51412671 0.30332351 4
4.83961445 2.56251342 2.64243958 0.96330287 0.37434155 -0.3032423 4
38.505779 5.25994452 5.303066 0.17623026 0.18273143 0.30322782 4

24.2451784 5.18709693 5.15408104 0.09531824 0.14065365 -0.3031335 4
9.74004078 3.36781601 3.42639338 0.2655686 0.32064719 0.30312363 4
6.67878262 3.81429813 3.77552309 0.16910912 0.15374176 -0.3030646 4
15.8203369 5.16856851 5.13750323 0.30018005 0.09048849 -0.3030344 4
11.1456962 4.6987818 4.66996421 0.29494634 0.10455693 -0.3030187 4
4.34926699 3.23143799 3.18791409 0.12757063 0.18730924 -0.3029765 4
21.4465005 5.22762223 5.19856613 0.11484015 0.11460444 -0.3029008 4
7.77998245 3.40803007 3.33401957 0.06978449 0.29885076 -0.3028836 4
105.777298 6.61251287 6.57827219 0.08484753 0.15178697 -0.3028163 4
29.3180822 5.53869021 5.55458465 0.01917723 0.11682825 0.30278097 4
26.6421652 4.39331271 4.28900897 0.13168018 0.3853673 -0.3027248 4
26.3693767 5.09217489 5.12433628 0.12182005 0.15005205 0.30271157 4
844.698214 7.57981871 7.62450178 0.27860289 0.45806892 0.30270823 4
17.0726119 4.68953524 4.65307693 0.04388775 0.15524984 -0.3026618 4
116.452795 6.81094478 6.82830673 0.01606827 0.12214914 0.30265394 4
7.2968493 3.50584983 3.44727054 0.06870052 0.24712603 -0.302573 4

194.945304 6.24451407 6.10775262 0.10427711 0.48378661 -0.3023829 4
3.87275333 3.42524038 3.48938903 0.26451198 0.11428217 0.30234683 4
8.88166249 3.67695625 3.74143688 0.24650521 0.20792386 0.30226134 4
1.1609463 2.02623375 1.98767848 0.15915027 0.15243214 -0.3022058 4

27.9306887 4.4006329 4.42695918 0.07704796 0.32517098 0.30217268 4
214.55976 7.85009558 7.8699667 0.08064445 0.0818788 0.3020778 4

28.6683006 5.34572122 5.31219565 0.11863748 0.13567372 -0.3020739 4
8.73744442 5.04295453 5.0239102 0.1190502 0.05817411 -0.3019908 4
27.1142175 5.25661485 5.22229955 0.09482669 0.14911027 -0.3019059 4
8.69034024 3.86549982 3.82008524 0.05083748 0.199685 -0.301825 4
6.6157437 3.54157989 3.49209562 0.20867819 0.21270831 -0.3017958 4

11.6222902 4.65675306 4.6720807 0.01661074 0.11047223 0.30164918 4
502.573973 8.68182429 8.65521099 0.22576289 0.08649966 -0.3015616 4
22.6901885 5.11444429 5.08185355 0.08466282 0.14218848 -0.3014621 4
19.6015806 4.30155127 4.23027011 0.14004809 0.26970528 -0.3013088 4
37.5638793 5.30768375 5.26190831 0.09932688 0.18409992 -0.3010825 4
38.5250791 4.83073611 4.74235561 0.06219813 0.31400395 -0.3010696 4
83.8344521 6.19256898 6.28902646 0.33192896 0.14940714 0.3010562 4
7.53641499 3.52437889 3.46429551 0.15585171 0.24973823 -0.3009897 4
15.397848 4.81355136 4.86597073 0.2147543 0.12236616 0.30096791 4

254.781817 6.89783717 6.9202724 0.0360161 0.26348114 0.30093343 4
60.3322014 6.92700823 6.9090777 0.09305912 0.05981537 -0.300871 4
44.8030783 5.68229814 5.72473595 0.1709058 0.15028458 0.30073075 4
57.312268 5.9673381 5.92975225 0.15300129 0.14883942 -0.3006787 4

16.9096216 4.89094137 4.99682332 0.3827962 0.11054005 0.30066852 4
22.6640766 5.13783744 5.10262471 0.28991424 0.1430547 -0.3006455 4
9.16636169 3.87196773 3.92905949 0.24078265 0.18480856 0.3006135 4



153.709817 6.50737401 6.4493893 0.2783236 0.24784026 -0.3006062 4
7.65624323 3.23514284 3.15238118 0.28834559 0.3400077 -0.3004898 4
12.364297 3.53967754 3.65146648 0.45816422 0.34348364 0.30046146 4

9.59262661 4.09753017 4.14036892 0.18283558 0.15054392 0.30036532 4
30.6812831 5.07296531 5.09473286 0.03533472 0.19128426 0.30032618 4
11.7072692 4.58379348 4.55316357 0.15859313 0.11929157 -0.3002619 4
11.5172196 3.6663766 3.70836454 0.16745068 0.26707989 0.30015359 4
18.7278325 4.56768841 4.59872211 0.11629119 0.18589307 0.3001375 4
15.8484968 5.85595127 5.84634809 0.0267149 0.04559607 -0.3000791 4
744.762069 8.03802503 8.05966859 0.03334564 0.25095255 0.29992119 4
10.2301259 4.29311233 4.32015461 0.10497901 0.13582633 0.29988758 4
3.98848983 3.51114085 3.48167299 0.11592666 0.12152274 -0.2998734 4
149.57877 5.77358938 5.78038196 0.10304835 0.50045616 0.29979503 4

22.2344849 4.64888454 4.67676978 0.08276015 0.19567617 0.29975022 4
31.9956761 5.00692136 4.95314101 0.11078993 0.21229484 -0.2996639 4
4.29195569 3.63928346 3.68022136 0.17484446 0.10560348 0.29963819 4
112.593231 6.40527602 6.447473 0.17855235 0.17947527 0.29960945 4
125.734387 6.57364999 6.62197377 0.19457811 0.16863811 0.29936562 4
3.15594743 1.09949153 0.74869869 0.09045501 1.48818793 0.29933818 4
94.4016334 5.7612701 5.78704166 0.02417658 0.26603307 0.29921684 4
20.1369257 4.53869033 4.48365014 0.07574958 0.22536812 -0.2989863 4
25.3973499 4.74491871 4.77734948 0.12317867 0.20947527 0.29888142 4
60.9696891 6.90043782 6.93179632 0.13647256 0.06044372 0.29887628 4
327.490586 6.91984574 6.94112393 0.06508918 0.33636983 0.29869685 4
18.5408534 4.84414542 4.88482593 0.174762 0.13674156 0.29862394 4
25.2616507 4.85521151 4.80680475 0.09062907 0.19734079 -0.2986219 4
11.2467816 4.68862353 4.71733029 0.12487467 0.10003688 0.29848242 4
17.3598091 4.49769547 4.52112991 0.06579482 0.1981273 0.29823892 4
3.67950892 1.71329422 2.03317257 0.91056721 0.48413388 0.29822788 4
29.5670053 5.40332695 5.43802617 0.14369771 0.13163088 0.29820349 4
10.2581838 4.21694751 4.25745234 0.17666697 0.15099007 0.29802397 4
45.7020797 6.04108206 6.06684341 0.10521518 0.10918655 0.2979483 4
463.049288 7.27947456 7.18467895 0.18732585 0.36247068 -0.2979184 4
41.5746298 5.18939038 5.13098206 0.25242272 0.24188944 -0.2978004 4
26.3383021 5.13491261 5.09715691 0.14304961 0.15692349 -0.2977145 4
26.3383021 5.13491261 5.09715691 0.14304961 0.15692349 -0.2977145 4
26.3383021 5.13491261 5.09715691 0.14304961 0.15692349 -0.2977145 4
26.3383021 5.13491261 5.09715691 0.14304961 0.15692349 -0.2977145 4
26.3383021 5.13491261 5.09715691 0.14304961 0.15692349 -0.2977145 4
7.61387312 2.46615717 2.18896058 0.6615815 1.00810256 -0.2977014 4
2.72834521 2.35968816 2.45581001 0.36383343 0.23213261 0.29746352 4
14.3319469 4.47280701 4.49213077 0.02572995 0.16597345 0.29738766 4
133.007871 6.59166632 6.6188561 0.09036107 0.17213628 0.29737092 4
4.3125342 4.6950729 4.67467462 0.17134511 0.04026078 -0.297338 4

83.3179929 6.80329767 6.7769911 0.18139445 0.09325998 -0.2973222 4
102.426465 6.30321194 6.25587072 0.15916942 0.19311786 -0.2970885 4
235.008999 7.68345156 7.70337291 0.07189453 0.10676685 0.29708132 4
134.768855 6.60829364 6.63098977 0.06357859 0.18674172 0.29706069 4



39.1060655 5.59168007 5.55765263 0.08039667 0.14692331 -0.2970138 4
484.570254 8.46240038 8.43905952 0.06920678 0.10320585 -0.2969947 4
14.9943404 4.64653256 4.61360243 0.0275199 0.15502289 -0.2969759 4
16.7049197 4.1519162 4.08189917 0.17426341 0.27716831 -0.2969611 4
9.09646734 5.78773682 5.81879119 0.1395706 0.0272382 0.29672069 4
23.3953716 4.49400845 4.52368948 0.10349736 0.24941802 0.29668828 4
12.8979281 5.29729742 5.28057274 0.07788836 0.06506003 -0.2966868 4
197.573214 7.76437449 7.74279153 0.09752151 0.0877023 -0.2966717 4
103.045252 7.1410028 7.11773951 0.14146722 0.08229832 -0.2964312 4
3.9829379 3.48345868 3.45118296 0.29496082 0.12210363 -0.2962847 4

21.2837035 3.91958801 3.94780878 0.0993811 0.36373625 0.29623846 4
14.5019687 4.20938946 4.25986109 0.21944074 0.20846069 0.29620904 4
315.908344 7.47436857 7.43130104 0.0846521 0.17904085 -0.2962063 4
14.1287869 4.86129319 4.83358876 0.13491174 0.11433047 -0.2959291 4
7.89743439 4.44985142 4.49300766 0.19118697 0.08632408 0.29585502 4
2.97897974 2.37124272 2.47682655 0.37609822 0.23493825 0.29577939 4
17.9867445 3.24117616 2.9784205 0.61449274 0.87602117 -0.29576 4
1.3928279 2.5906455 2.63101969 0.17144005 0.10178168 0.29565429 4

0.67844779 1.01315609 1.36306759 0.87978525 0.16606385 0.29563843 4
403.813197 7.60406101 7.62420963 0.01206185 0.20686257 0.29540689 4
6.10537463 4.20284118 4.1763316 0.15428933 0.09439297 -0.2953292 4
6.10537463 4.20284118 4.1763316 0.15428933 0.09439297 -0.2953292 4
8.98489731 3.5712397 3.50488321 0.06796309 0.25638339 -0.2951429 4
52.0094213 6.71921772 6.71560097 0.53858671 0.06331722 -0.2950694 4
321.057396 7.74228135 7.71065185 0.06358063 0.13845372 -0.2950244 4
15.4286496 4.30200416 4.24971207 0.17030114 0.20813447 -0.2950012 4
6.32515632 3.68847314 3.64851179 0.16812964 0.17240238 -0.2948814 4
30.3325417 4.90034207 4.95421914 0.21522774 0.2093803 0.2947956 4
7.02570753 7.02063426 7.05013154 0.14099284 0.00609134 0.29466937 4
2.45239739 1.728359 1.85185259 0.4388266 0.34686199 0.29464584 4
12.3755622 4.35940697 4.32117435 0.13422333 0.15701249 -0.2944098 4
1.86200691 3.0125086 3.07492762 0.26415356 0.08446927 0.29430906 4
104.24984 6.82239162 6.79750658 0.05226524 0.11255468 -0.2943027 4
21.873855 4.71109096 4.74769041 0.14815063 0.18395894 0.29414299 4

9.75784895 4.50133398 4.47457718 0.11595835 0.1147219 -0.2941001 4
16.924265 4.22537496 4.2495469 0.04463645 0.23254297 0.29406729 4

17.8954366 4.99757158 4.96928254 0.09130575 0.12009435 -0.2937967 4
30.2927231 5.94749007 5.96277882 0.05491754 0.07676911 0.29379477 4
309.244527 7.7083372 7.67454465 0.12926631 0.14852413 -0.2936948 4
0.6554409 1.23845125 1.26626526 0.70496868 0.19345253 -0.2936458 4

15.9797581 4.41469269 4.36796098 0.04322221 0.19884801 -0.2936454 4
29.2315154 5.01738493 5.23773875 0.58544626 0.16206243 0.29339964 4
102.614161 6.1486081 6.09439693 0.11994955 0.21654763 -0.2932177 4
23.6244011 4.96417753 4.99172232 0.10838538 0.1676088 0.29310112 4
23.6244011 4.96417753 4.99172232 0.10838538 0.1676088 0.29310112 4
6.97467276 3.77747677 3.87096259 0.35459869 0.14931968 0.2927304 4
26.1491858 5.7411128 5.76846895 0.12496748 0.07978341 0.29271003 4
185.058307 8.64772978 8.66685402 0.09414217 0.03175055 0.29270744 4



144.718335 5.78843466 5.825008 0.17350342 0.3795901 0.29265953 4
46.3195917 5.05800359 5.08661559 0.13162038 0.30749348 0.29259962 4
15.3766916 4.52652309 4.48630206 0.13243584 0.16765172 -0.2925538 4
25.3637563 4.41760215 4.45186316 0.12783097 0.27296652 0.29245507 4
12.8803399 3.78731582 3.71308786 0.24334649 0.29175235 -0.2924371 4
0.69283965 -1.2983446 -0.5114567 2.08982433 1.0877484 0.29241908 4
340.662433 7.09195497 7.1311903 0.17926507 0.27724903 0.29233113 4
25.0263089 4.81447009 4.76524726 0.07907845 0.20203818 -0.2923193 4
143.176384 7.85924705 7.84183442 0.09968379 0.05663393 -0.2922357 4
55.9456421 6.85844249 6.90425917 0.20551001 0.05530099 0.29220667 4
103.105679 7.41219464 7.39519268 0.09072935 0.0626928 -0.2921387 4
602.683737 7.94783549 7.89456476 0.05369893 0.2232449 -0.2920827 4
299.717061 6.87526658 6.79722815 0.3370763 0.33108565 -0.2918079 4
55.4301637 5.03876631 5.06629826 0.12491444 0.34713017 0.29166383 4
7.07328882 3.24735958 3.28137926 0.15901276 0.28416109 0.29140871 4
3.49184389 3.81430785 3.79157991 0.13052357 0.07923685 -0.2913991 4
4.73857359 4.12203197 4.15539934 0.14559035 0.07339113 0.29133222 4
139.536127 6.21452856 6.23616421 0.03821252 0.27864652 0.29128175 4
62.7229743 5.64657313 5.67304734 0.07657223 0.20233877 0.29125571 4
9.43304369 4.41003234 4.43539651 0.10427281 0.11530228 0.29125139 4
620.509356 7.93539668 7.88031106 0.13112579 0.2207022 -0.2912454 4
23.9342119 5.51935733 5.49988456 0.01506442 0.09574989 -0.2910993 4
259.112709 7.09269887 7.03756222 0.17784401 0.23443582 -0.2910921 4
201.82209 7.2657233 7.23293063 0.08523066 0.1474925 -0.2910008 4

14.3103592 4.99961997 4.97351637 0.15366363 0.09984072 -0.2908434 4
16.4973257 4.33612465 4.27987815 0.16692388 0.24036652 -0.2907849 4
22.8503413 5.6991879 5.71147261 0.03195793 0.07440346 0.29075744 4
12.4436358 3.83262092 3.87752486 0.19934732 0.25001119 0.2906333 4
11.2018101 4.13913184 4.10063944 0.30427305 0.18055222 -0.2905778 4
6.11614194 2.78867987 3.09939451 0.88994736 0.27887755 0.2903373 4
92.0185362 5.8570886 5.90624041 0.20199372 0.23285066 0.29032367 4
11.9347044 4.30253547 4.26530544 0.05425602 0.16761997 -0.2901942 4
24.7660545 4.48573533 4.4106236 0.12701171 0.28822783 -0.2901666 4
532.56403 7.54460932 7.47071389 0.23306038 0.29315542 -0.2900844 4

8.73055995 3.8306339 3.85222631 0.04760932 0.1847768 0.29005041 4
19.7073666 4.62185313 4.57330957 0.12194102 0.2144065 -0.2898707 4
4.04348437 2.80799667 2.84824596 0.16055019 0.21920325 0.28974397 4
2528.60579 8.04638548 8.04435015 0.21609831 0.64150562 0.28972775 4
14.7459741 4.42390735 4.40115452 0.48405544 0.17464558 -0.2896951 4
50.4700864 5.27908097 5.35925323 0.33301635 0.23904885 0.28951049 4
25.1011927 6.61713414 6.59762625 0.15234114 0.03413887 -0.2894633 4
592.804506 8.28663489 8.31584391 0.12305343 0.14513342 0.28927735 4
208.976668 6.30993406 6.36029776 0.2411741 0.33507886 0.28920582 4
6.07976491 2.14558706 1.89674888 0.53836409 0.7639178 -0.2891964 4
3.15234007 1.03559168 -0.6822481 1.19815759 3.98917675 -0.2891864 4
1.93815373 3.19739493 3.21451929 0.07067409 0.07612106 0.28913812 4
6.59099129 3.5279611 3.55190385 0.07960774 0.19755179 0.28894343 4
43.9347684 5.56097411 5.59013386 0.11451308 0.16446829 0.28893824 4



14.6745441 4.61398115 4.63682073 0.07924641 0.13894897 0.28850854 4
285.826716 7.33918152 7.29484682 0.05517885 0.19618591 -0.2883839 4
6.58531609 2.87346715 2.75612969 0.27437398 0.46042576 -0.2883434 4
362.463933 8.53765041 8.52037503 0.07892687 0.07165019 -0.288309 4
51.1097207 5.44582122 5.40492015 0.41505156 0.22796616 -0.2880909 4
44.835043 4.90582657 4.93177582 0.07914046 0.30140864 0.28794866 4

19.0913649 4.51807792 4.46577116 0.10307394 0.22815535 -0.287889 4
5.92420574 3.47535865 3.54635424 0.29799305 0.16245772 0.28767668 4
7.82002277 4.17733759 4.23615037 0.25017088 0.11677981 0.2874462 4
11.7062101 4.2130332 4.27463885 0.25662257 0.16043853 0.28726874 4
890.322429 7.88805966 7.78099788 0.08035744 0.40808959 -0.2871607 4
0.63731053 1.97253645 1.94902786 0.12332046 0.09266536 -0.2871135 4
9.11092863 2.8716196 2.6402203 0.26761159 0.75049135 -0.2870842 4
20.5543947 5.62088815 5.63339588 0.03941654 0.07446428 0.28706892 4
156.798418 5.62268671 5.62423093 0.0990455 0.53274915 0.2870114 4
66.9585869 6.4289261 6.45232484 0.09973546 0.10821519 0.28693314 4
2.48734412 0.73715833 0.08792201 0.72061515 2.40449679 0.28687424 4
13.0174124 4.20840444 4.16277424 0.24906348 0.21031479 -0.2867952 4
28.1863983 5.32052845 5.34888869 0.11538042 0.12891476 0.28673702 4
5.87293841 3.39891942 3.4360539 0.15843961 0.19760475 0.28670413 4
4.38625116 2.41870132 2.44992924 0.19103988 0.40558386 0.28665439 4
16.831992 3.32881132 3.3506677 0.33865204 0.66237254 0.28659987 4
12.868197 3.61291594 3.50158997 0.14233794 0.42312337 -0.2865705 4

13.2763872 5.50523506 5.49235274 0.05482765 0.055175 -0.2862458 4
20.799852 4.54720719 4.5731837 0.08056313 0.20170521 0.2862308 4

6.44990231 4.14999731 4.23951971 0.35711735 0.095321 0.28615137 4
36.3280706 5.85680801 5.82907887 0.16919153 0.10541449 -0.2860089 4
9.85914769 3.05220936 3.07706938 0.13149599 0.40810421 0.2859997 4
13.2913936 4.85591873 4.83144043 0.10415467 0.10761045 -0.2859492 4
8.05863764 4.30038384 4.27161469 0.17615557 0.10977529 -0.2858953 4
18.7236551 4.02857009 4.04964932 0.04131663 0.31687824 0.28579472 4
316.589692 7.43331129 7.45444889 0.05977398 0.19268667 0.28571357 4
22.2596679 4.70610421 4.73384914 0.09753849 0.18516537 0.28560292 4
8.20627131 5.8475735 5.82717481 0.17291344 0.02404257 -0.2855331 4
25.4727667 5.17882834 5.19848775 0.05443494 0.13578605 0.28546178 4
2.1110993 3.58866706 3.57047116 0.12105663 0.0592757 -0.2854313 4

2.56096827 2.19016789 2.11077339 0.17584889 0.32548297 -0.2853454 4
17.17238 4.51119997 4.46711002 0.08932493 0.18651408 -0.2853171 4

14.6065736 4.24027004 4.18880162 0.04150877 0.22082875 -0.2852895 4
10.5891356 3.9360043 3.96027598 0.08627812 0.21341243 0.28527179 4
92.2407431 5.80971833 5.83063567 0.02973036 0.27170128 0.2852661 4
314.413221 7.09211583 7.1188811 0.11199034 0.27219065 0.28510024 4
6.74965826 2.99697835 2.92591308 0.40661916 0.33863148 -0.2850004 4
81.1160646 5.64177224 5.67666757 0.16028183 0.27692256 0.28473341 4
81.1160646 5.64177224 5.67666757 0.16028183 0.27692256 0.28473341 4
81.1160646 5.64177224 5.67666757 0.16028183 0.27692256 0.28473341 4
277.903356 7.29315439 7.24854319 0.04422949 0.19699228 -0.2845951 4
168.608692 6.75161222 6.70269523 0.17881216 0.21119606 -0.2845276 4



2.42849583 2.70023489 2.66127119 0.15852907 0.1619914 -0.2841974 4
42.0142575 5.44912873 5.47572741 0.09674482 0.16707113 0.28411705 4
27.6658067 5.55127551 5.56725074 0.04564264 0.1038404 0.28409646 4
26.2760487 4.41245355 4.32086046 0.09747114 0.34398854 -0.284038 4
2.93174387 4.24238164 4.22281096 0.14992008 0.04277262 -0.283941 4
14.3822143 4.98018329 4.95691919 0.10325692 0.10280503 -0.2835695 4
13.3954179 3.85751886 3.78440241 0.17722337 0.2857535 -0.2833413 4
3.56672901 3.39545956 3.36978493 0.04950971 0.12535781 -0.28333 4
11.6609245 5.29185557 5.27257309 0.1253422 0.05905823 -0.2831527 4
90.664083 5.75625786 5.68034507 0.13714201 0.29283504 -0.283078 4

8.37635513 3.8532409 3.8130687 0.02184392 0.17656542 -0.2830203 4
21.3850822 4.40480219 4.33761496 0.06548289 0.26347911 -0.2828903 4
330.75306 7.44773001 7.47650328 0.119976 0.19064157 0.2825622 4

12.1773522 3.77186835 3.81100254 0.16755308 0.25130714 0.2825375 4
11.8972124 4.20662339 4.23888848 0.13603182 0.16881284 0.28249751 4
35.0044977 4.57895498 4.49281098 0.36682255 0.37868042 -0.2823589 4
66.7028989 5.37662807 5.29720956 0.26796495 0.33678559 -0.2820391 4
6.00066857 3.69659954 3.66441524 0.03499006 0.1472001 -0.2819653 4
37.7196016 4.84012361 4.88018252 0.17883978 0.26781468 0.28191045 4
4.07942597 1.60466869 1.64504134 0.50010904 0.7852431 0.28159965 4
6.85814336 2.88007813 2.92636995 0.25466635 0.39534915 0.28154829 4
3.26940071 3.15929344 3.12930389 0.0416168 0.1426229 -0.2814756 4
16.2853043 3.84989425 3.88840026 0.19133582 0.32335033 0.28135166 4
16.2853043 3.84989425 3.88840026 0.19133582 0.32335033 0.28135166 4
22.1907675 4.31562761 4.23924554 0.16985117 0.2925318 -0.2811451 4
6.39821389 3.27194854 3.29811433 0.08678898 0.22551599 0.28109627 4
24.0644304 5.24809705 5.21979255 0.08316093 0.1349736 -0.2809233 4
235.579355 6.95697085 7.08881409 0.42849925 0.1864754 0.28091674 4
7.1535742 4.85857842 4.84570113 0.05685106 0.05700793 -0.2808615 4

10.7400141 4.59151919 4.56155547 0.22778358 0.1157952 -0.2807369 4
21.4310516 4.45222616 4.38718189 0.03807181 0.27040478 -0.280644 4
177.748281 7.06926794 7.14429379 0.30800843 0.13715751 0.28045074 4
78.1456667 5.88055995 5.84146487 0.37593514 0.22129499 -0.2803635 4
2.23556987 4.25593964 4.27502164 0.09885354 0.03083849 0.28021715 4
43.063125 5.33532895 5.28569208 0.15055401 0.21586087 -0.2801462 4

2.29373357 2.64932527 2.61900729 0.38773368 0.16516475 -0.2799898 4
26.0592535 4.71777449 4.7526141 0.14540576 0.21228721 0.27986073 4
14.0320874 3.46179925 3.47848201 0.00663962 0.38617904 0.279852 4
3.04739331 -2.8960302 -2.5001171 4.39109803 3.80974614 -0.2798396 4
7.63341251 4.97662932 4.98670975 0.03843742 0.05290325 0.27975272 4
8.99993672 4.23488734 4.26406983 0.12915043 0.12872162 0.27964743 4
74.3147746 6.42780094 6.40253698 0.03576729 0.12726106 -0.2795275 4
86.6704024 5.96026764 5.9802919 0.02263068 0.21833693 0.27951967 4
19.6412358 4.52917682 4.4789275 0.1756814 0.21584679 -0.279453 4
9.08578708 4.10086529 4.06582347 0.1519751 0.14944336 -0.2793761 4
11.5619168 3.82038224 3.75249015 0.11385061 0.29194685 -0.2792576 4
11.5619168 3.82038224 3.75249015 0.11385061 0.29194685 -0.2792576 4
1.47364319 1.69320706 1.8160651 0.43081947 0.22335397 0.27922893 4



5.06842552 3.51516251 3.48094437 0.14015108 0.14918674 -0.2791387 4
13.5551651 4.32777561 4.35244632 0.09386418 0.17910731 0.27907849 4
33.7120045 4.78442698 4.71229983 0.13779458 0.27868841 -0.2788656 4
5.6633805 4.39747147 4.38141853 0.06849255 0.071701 -0.2787174 4

163.899893 6.47524803 6.41130644 0.098111 0.25978297 -0.2786518 4
45.0020743 5.35293697 5.4187545 0.278615 0.19691511 0.27851103 4

3.830362 3.59534533 3.62545101 0.13464864 0.10139333 0.2784963 4
9.60313757 4.09794559 4.06216494 0.21666439 0.16027176 -0.2784367 4
8.98379313 3.56396619 3.58546955 0.01428107 0.23290855 0.27836493 4
1499.92564 8.75620456 8.69778337 0.11322973 0.24335365 -0.2783568 4
8.3498918 3.870871 3.91149014 0.18855276 0.17505405 0.27834977 4

25.8620939 4.94545987 4.97284555 0.107934 0.17514604 0.27825957 4
121.135748 6.57047736 6.53233617 0.08616577 0.16744166 -0.2782525 4
481.359355 8.92665716 8.93834104 0.04456453 0.06422461 0.27813839 4
22.2046251 4.1114709 4.13382778 0.11020715 0.35414781 0.27809675 4
0.80995002 0.93488152 1.04190453 0.38761489 0.27672009 0.27804988 4
7.51266113 2.38703059 2.5122893 0.71024669 0.69804954 0.27791131 4
7.22784358 3.75065015 3.71233603 0.25804815 0.18432208 -0.2776976 4
30.2116643 5.83607002 5.85007207 0.04485375 0.08490778 0.27757188 4
4.07258421 1.79793215 1.66096365 0.75953054 0.71950325 -0.2775064 4
114.309797 6.50957244 6.5293376 0.05842983 0.17480836 0.27742754 4
4.19052329 2.09401435 2.20237338 0.43224931 0.41898107 0.27738304 4
6.62111162 3.38735482 3.33316656 0.08493057 0.2283257 -0.2772853 4
26.6290637 4.55081301 4.51829627 0.49918749 0.26684146 -0.2771561 4
14.504517 4.92291585 4.89977874 0.08709213 0.10475122 -0.2771042 4

33.8853181 5.46908099 5.43818912 0.03398761 0.15224817 -0.2769284 4
11.3249779 4.55706519 4.65327251 0.36309875 0.10472354 0.27689014 4
8.66014603 2.95404582 2.79553259 0.02242585 0.50884272 -0.276748 4
18.6244376 5.00182005 5.02406233 0.09445428 0.12577846 0.27673147 4
55.4554095 6.18870946 6.20950063 0.08511165 0.10804679 0.27671126 4
758.997045 8.1465193 8.16509738 0.03078539 0.22833408 0.27667248 4
18.7789464 4.80470803 4.77270023 0.28823964 0.16019962 -0.2766284 4
381.08432 6.85870725 6.72921793 0.21350596 0.47581516 -0.2765704 4

1.47857999 2.46027899 2.43273468 0.35410523 0.13199605 -0.2764877 4
134.641171 6.87920205 6.84863693 0.09163709 0.13916207 -0.2763981 4
21.4156598 4.39745214 4.33163973 0.12274705 0.26285366 -0.276079 4
8.4512436 3.64411162 3.59108333 0.1621114 0.23312104 -0.2759768 4

45.0067169 5.46395663 5.42077999 0.04851678 0.18781661 -0.2759487 4
11.0600461 3.78936479 3.72453643 0.15838174 0.28319568 -0.2759058 4
18.2784365 4.90044116 4.91901649 0.06164893 0.13722867 0.27569941 4
3.90744563 4.34156548 4.3325114 0.00507575 0.05204711 -0.2756854 4
10.508819 4.4042836 4.37494904 0.11427709 0.13105563 -0.275615 4

10.9202588 3.9836834 3.93654959 0.13628881 0.20286677 -0.2755853 4
10.221684 4.63328445 4.6737853 0.18016667 0.09785592 0.27557414 4

18.2651726 4.23648727 4.29111172 0.26270511 0.26594547 0.27540286 4
14.172384 4.25371531 4.20737754 0.01924743 0.20078876 -0.2753359 4
17.862361 4.26470406 4.21283175 0.35061514 0.28304971 -0.275286 4

1.08637605 1.10510042 1.2674085 0.5713013 0.2981195 0.27526397 4



8.4385211 4.33436209 4.35593974 0.09266606 0.10644664 0.2749306 4
11.2572355 4.76156423 4.78492152 0.10394479 0.0915349 0.27486392 4
8.39402179 3.05540941 3.35141884 1.4215297 0.27089942 -0.2748548 4
147.218968 7.47674041 7.48973464 0.04282587 0.08420485 0.27478176 4
27.7445213 4.46654756 4.4919412 0.12055138 0.31286835 0.27472047 4
48.4462426 5.80599004 5.77222849 0.21424007 0.15277612 -0.2746887 4
5.13342005 2.25349734 2.36084804 0.50943156 0.46065207 0.27457416 4
10.1386313 4.22985643 4.25937523 0.13165651 0.13851539 0.27455227 4
5.12717039 1.50624587 1.67825447 0.92281444 0.97671858 0.27445069 4
11.9070463 4.34820268 4.36573766 0.03325754 0.14941711 0.27433704 4
9.49126349 2.30235303 1.23079591 0.1889055 2.10327037 -0.2743206 4
1.07156082 1.65656624 1.65159672 0.56112618 0.21745201 -0.27424 4
197.811072 5.82161084 5.77869011 0.12779265 0.70379747 0.27415503 4
23.2922324 3.84617336 3.87589361 0.21072382 0.44780762 0.27414502 4
119.433728 6.47456133 6.4329226 0.09473814 0.18169242 -0.2741367 4
17.8861315 2.87671695 2.22448643 0.23020104 1.19967125 -0.2741203 4
16.4777545 4.18889801 4.20891559 0.02843289 0.24043031 0.27409587 4
4.94287934 4.06597747 4.04706188 0.08298654 0.08645164 -0.2739937 4
3.37729391 1.96748908 1.8364577 0.38538011 0.49561187 -0.2739675 4
43.1455522 6.59763426 6.58702596 0.00986172 0.05884249 -0.2739501 4
3.53661793 3.42709691 3.39945724 0.2528216 0.1207724 -0.2737431 4
8.03466372 3.75533544 3.72335112 0.39206805 0.20465259 -0.2736609 4
36.4310364 5.49955086 5.51747317 0.04192244 0.14176454 0.27351686 4
27.8901534 4.86278746 4.81227105 0.10994567 0.21267268 -0.2733368 4
147.772757 6.32162281 6.25936804 0.24473038 0.2600025 -0.273007 4
8.48986709 5.66061459 5.64157752 0.19606915 0.02987528 -0.272931 4
4.14611853 2.88008881 2.8373622 0.36202508 0.24614796 -0.2728087 4
23.7053185 4.63148893 4.656547 0.08737484 0.21270592 0.27276895 4
200.393066 5.99311292 5.82950939 0.36012886 0.59259717 -0.2727427 4
15.0484193 4.32546369 4.27956965 0.10985153 0.19813961 -0.2727051 4
10.1824446 4.81613271 4.83789547 0.10076175 0.08245585 0.27250079 4
10.1824446 4.81613271 4.83789547 0.10076175 0.08245585 0.27250079 4
10.1824446 4.81613271 4.83789547 0.10076175 0.08245585 0.27250079 4
26.4323924 6.47721281 6.49518946 0.09379329 0.03953285 0.27244674 4
9.68540606 4.03122903 3.99132159 0.17910639 0.17566189 -0.2724223 4
94.8990908 6.30509112 6.35246974 0.20488152 0.15833609 0.27241524 4
26.8735583 5.22201538 5.26882022 0.21566581 0.14388034 0.2722221 4
74.9305303 6.22997115 6.25026201 0.06966509 0.1389189 0.27219447 4
12.248854 3.53559956 3.56976963 0.16753956 0.32288137 0.2720023 4

60.8032735 5.72882002 5.68129589 0.14571911 0.2190211 -0.2719685 4
199.618611 7.64922198 7.66616858 0.07050805 0.09524147 0.27186953 4
5.82819766 3.32772734 3.2794794 0.09621713 0.20763712 -0.2716642 4
42.340571 5.55635801 5.51981077 0.14260725 0.16353818 -0.2716504 4

233.900151 6.81131349 6.74392023 0.11182521 0.2893461 -0.2716233 4
3.44832595 3.90305595 3.92878375 0.12176912 0.06742199 0.27159306 4
5.37735286 4.92633006 4.98943374 0.25698924 0.03626463 0.27149665 4
86.2334856 7.94689951 7.92817974 0.20578373 0.03100731 -0.2714074 4
25.4328379 4.2301714 4.12944928 0.19951053 0.36348858 -0.2712108 4



25.6246289 4.25524148 4.27420559 0.01207986 0.3235488 0.27117059 4
9.52874818 4.27321917 4.37695267 0.40930986 0.11636347 0.27107912 4
122.80783 6.62269032 6.58549938 0.14214091 0.17540802 -0.2710257 4

4.57311683 2.76622142 2.72627346 0.47527097 0.29787892 -0.2709768 4
42.8110964 4.89427216 4.91217488 0.02881571 0.3084027 0.27087026 4
5.21412352 4.33688532 4.37864876 0.18511059 0.0658722 0.27082848 4
5.21412352 4.33688532 4.37864876 0.18511059 0.0658722 0.27082848 4
2.47482259 2.66723285 2.62921785 0.12426538 0.16977584 -0.2705675 4
332.482317 7.40702129 7.44590788 0.17982872 0.19183389 0.27053076 4
42.3330111 6.85692111 6.87264907 0.08171891 0.04338237 0.27051119 4
21.0312058 4.53338426 4.47716958 0.16340563 0.25440296 -0.2704444 4
81.616778 6.40040533 6.41683033 0.03774687 0.13088059 0.27027094 4

318.913183 7.75875069 7.72903516 0.25962458 0.14255583 -0.2702516 4
318.913183 7.75875069 7.72903516 0.25962458 0.14255583 -0.2702516 4
3.95357628 3.36823715 3.38794887 0.07439018 0.13605465 0.27007096 4
40.660421 5.39083008 5.3532136 0.26612125 0.18215424 -0.2700404 4

20.7717491 4.73571758 4.75389526 0.04555509 0.18810753 0.27000199 4
11.5934936 4.12545916 4.16421521 0.17590804 0.18506419 0.26980671 4
5.28456394 3.78661923 3.86469193 0.32634812 0.10738335 0.26974472 4
163.860356 6.95817044 6.97567775 0.03621596 0.14900373 0.26964149 4
5.09907444 -0.1569144 0.57112936 2.69625141 1.70766789 0.2696397 4
1.74953124 2.44379281 2.48970153 0.20798056 0.14532998 0.26963362 4
4.48173179 4.21772841 4.24481324 0.12897362 0.06484137 0.26959217 4
785.367792 8.66904639 8.68432298 0.02730262 0.13795439 0.26954349 4
12.8323004 3.59566909 3.50312795 0.21407228 0.3455595 -0.2695185 4
4.68540917 3.11614381 3.13711305 0.05281489 0.19159489 0.26905224 4
17.2510585 4.7038915 4.75560016 0.23605172 0.14805068 0.26890333 4
48.170689 6.74391646 6.75638227 0.05802159 0.05693242 0.26890261 4

43.1562818 5.68451919 5.65403568 0.04199463 0.14464256 -0.2686702 4
72.3342827 5.79099502 5.73980665 0.01416015 0.21717769 -0.2686505 4
3.98433475 1.87377459 1.62922651 0.35689466 0.76083322 -0.2685515 4
46.949658 5.56030483 5.5892249 0.12526978 0.16728124 0.26838081 4

693.224801 8.37922819 8.41195916 0.14522622 0.14750094 0.26833159 4
31.4357923 5.12845394 5.08699945 0.05580353 0.18753009 -0.2683076 4
109.954557 6.97434133 7.03630965 0.27245415 0.09458754 0.26807059 4
11.6228396 3.45471597 3.48365251 0.13756925 0.32142324 0.26805911 4
27.5027239 4.54574509 4.46503597 0.14075548 0.34215185 -0.2679247 4
7.93559335 3.66190453 3.61558896 0.1547974 0.20121796 -0.267679 4
111.406367 5.99302507 6.02008528 0.11516449 0.25580312 0.2676535 4
30.4040926 4.93154791 4.96781719 0.17107444 0.22258491 0.26763754 4
22.1457268 4.26311551 4.1742307 0.16477771 0.3695724 -0.2675266 4
2.5078884 2.40780103 2.43834654 0.13096569 0.2101558 0.26749836 4

31.9989461 7.4728361 7.46011797 0.0975828 0.01850296 -0.2674313 4
33.5832157 5.08416675 5.10494455 0.05362114 0.193232 0.2673632 4
27.161265 5.27839349 5.29609752 0.05520813 0.13329696 0.26726039 4

44.7977529 6.21631691 6.19553379 0.10816396 0.09257745 -0.2672396 4
17.6921325 4.1600392 4.18172847 0.05202371 0.24949015 0.26722087 4
72.0958021 6.02356333 5.98479644 0.11428818 0.17405908 -0.2671222 4



24.0419837 4.92034323 4.88032716 0.09813106 0.19190293 -0.2670992 4
6.55430422 3.50066254 3.54824792 0.22122695 0.19302331 0.26707271 4
28.1128108 4.98453918 5.00793979 0.09676462 0.19617961 0.26706481 4
8.7564294 3.95520795 3.97891145 0.10069543 0.16558247 0.26696373 4

7.91544516 2.34069892 2.33693229 0.25624228 0.62941434 0.26688077 4
20.8574467 4.18944466 4.13597676 0.46579276 0.35577334 -0.2668689 4
55.7418066 6.3216369 6.33536705 0.04053255 0.09980848 0.26669985 4
146.515377 6.98451212 7.00320538 0.06682382 0.1298583 0.2666051 4
31.3865681 6.0101909 5.99011708 0.1308433 0.07975861 -0.2665807 4
11.0392027 4.26863934 4.29640875 0.1252426 0.14408548 0.26656878 4
2.06868135 3.70527538 3.68657579 0.18212073 0.05107826 -0.2664415 4
16.1490466 4.04971234 3.97366434 0.04657562 0.31725149 -0.2664236 4
3.6179687 3.32871848 3.30122437 0.08040115 0.13609783 -0.2664059 4
12.690561 4.11959317 4.0707015 0.07305097 0.22782822 -0.2661632 4

1.14642832 4.84255241 4.88000419 0.18489996 0.00868815 0.26611102 4
1.14642832 4.84255241 4.88000419 0.18489996 0.00868815 0.26611102 4
35.2109783 5.48245391 5.50044041 0.05343549 0.13922023 0.26609017 4
12.7167068 4.05534705 4.0014205 0.0713245 0.24785079 -0.2660002 4
12.7167068 4.05534705 4.0014205 0.0713245 0.24785079 -0.2660002 4
12.7167068 4.05534705 4.0014205 0.0713245 0.24785079 -0.2660002 4
13.4845523 4.93213755 4.95661898 0.11909594 0.09629751 0.2659929 4
15.4831588 4.85477872 4.86983278 0.03647872 0.11640483 0.26594795 4
29.2836289 6.16139476 6.1788022 0.08489159 0.0596522 0.26591895 4
67.5811195 7.19999106 7.18768213 0.06719366 0.05067187 -0.2659008 4
12.6742426 4.64642486 4.61950696 0.11650149 0.12654885 -0.2658514 4
12.6742426 4.64642486 4.61950696 0.11650149 0.12654885 -0.2658514 4
7.63018446 4.01943273 3.99032686 0.06925015 0.14681293 -0.2657086 4
19.4494043 4.27060429 4.20402777 0.11498285 0.26659195 -0.2654828 4
50.7977514 4.85918021 4.88466432 0.13399961 0.34485349 0.26510713 4
15.7319868 4.25592477 4.20433683 0.17917283 0.22937368 -0.2650861 4
8.77806888 3.63954462 3.5834171 0.12837614 0.25475714 -0.2650291 4
44.3532115 6.09351842 6.07311724 0.06346146 0.10038543 -0.2649336 4
4.45451752 4.47545857 4.48843594 0.06438359 0.04966401 0.26469249 4
111.092467 7.20268512 7.18156333 0.17271329 0.08327349 -0.2646864 4
1422.17656 8.52284008 8.44465342 0.04054307 0.33197311 -0.2646244 4
25.5147511 4.73243236 4.6799959 0.14564606 0.22955056 -0.2645326 4
8.96658953 3.87908553 3.92785064 0.21284641 0.16988597 0.26453168 4
40.4671917 5.79452141 5.76619919 0.18377604 0.13120859 -0.2645219 4
18.5693785 4.68253092 4.64495394 0.01474152 0.18366644 -0.2645076 4
10.3024114 3.5478927 3.56142468 0.02368512 0.31601243 0.26444108 4
3.99740724 1.28171667 1.19427565 0.27450667 0.87042209 0.26443826 4
22.6214556 3.89216491 3.89326386 0.04985996 0.46323739 0.26443757 4
14.513975 4.80610559 4.78123016 0.07537739 0.12352597 -0.2643224 4

10.9058841 3.29383368 3.34194968 0.29483015 0.39451615 0.2643003 4
7.43271044 3.10593892 3.02097935 0.19752378 0.33067532 -0.2639126 4
13.5549609 3.97948488 4.0098143 0.14468874 0.2400126 0.26385145 4
7.45043837 3.01769338 2.92537223 0.36677724 0.43904303 -0.2638313 4
4.94739104 2.94960476 2.88680245 0.04953006 0.25592289 -0.263825 4



14.4506278 4.76740116 4.79226478 0.11683433 0.11676442 0.26365598 4
34.867471 5.84305825 5.82405697 0.01100783 0.10100249 -0.26364 4

13.6059499 3.7702121 3.80725024 0.18454425 0.27689553 0.26363465 4
4.6817068 3.46587152 3.43575952 0.24652996 0.15147259 -0.2636229 4

8.94654868 2.34359644 2.36101744 0.42688378 0.74356976 0.26348677 4
291.267842 7.528601 7.56086329 0.14897003 0.1555202 0.26344419 4
11.046575 4.57678661 4.60814201 0.14477254 0.10722126 0.26334238 4

36.2135547 5.45870855 5.42552528 0.10610369 0.15237804 -0.2633328 4
257.300926 6.79258798 6.71242569 0.07733726 0.34013456 -0.26318 4
12.5224157 4.10856165 4.12921614 0.06281428 0.19333537 0.26306625 4
41.9139689 5.89437748 5.92244443 0.12995293 0.10964929 0.26303888 4
6.53476777 3.86434557 3.83564965 0.08568796 0.13845298 -0.262901 4
83.6239865 5.96285558 5.91211315 0.12411404 0.2358862 -0.2626974 4
147.50125 7.00480053 6.97755279 0.06113558 0.13299139 -0.2626086 4

13.1464911 5.18348142 5.20681619 0.11743107 0.0713931 0.26239834 4
14.9975275 3.89294405 3.91685231 0.11659275 0.29707189 0.26237156 4
9.1982854 4.1035211 4.07053074 0.10784453 0.16110492 -0.2623517 4

179.245488 6.44210406 6.4532916 0.67170353 0.28546536 -0.2622275 4
8.33810705 4.41549319 4.39402915 0.0896399 0.10601892 -0.2621637 4
35.5024015 5.29433744 5.25561414 0.11533493 0.17819561 -0.2619569 4
16.6031239 4.16815362 4.20514205 0.17300042 0.23341011 0.26194448 4
166.196785 6.74058959 6.69708464 0.04747661 0.19786806 -0.2619076 4
15.9634076 5.59387513 5.68259373 0.33828631 0.05368777 0.26164944 4
12.6235769 4.38660968 4.44843173 0.26156971 0.14202746 0.26147646 4
5.99076279 4.07870314 4.09215615 0.03761504 0.09738869 0.26147387 4
5.23931157 3.97174616 3.94877653 0.25643456 0.10091173 -0.2613644 4
6.38117088 3.80247625 3.83517758 0.15197684 0.14317702 0.2613462 4
0.13606849 0.90661416 0.90112296 0.42619074 0.05453848 -0.2612584 4
211.09084 6.86561798 6.82878675 0.37574446 0.21706772 -0.2612306 4

19.9969838 4.87021057 4.83770048 0.09343615 0.15217544 -0.2610644 4
18.4793213 4.43123227 4.45421394 0.09099861 0.20995455 0.26105295 4
37.8397411 5.7571455 5.80093069 0.21005146 0.11448621 0.2610179 4
34.2714143 5.13437194 5.16686772 0.15262335 0.19992528 0.26082313 4
4.63197251 5.17430447 5.16299251 0.08303114 0.02645274 -0.2607251 4
5.3500579 3.76828692 3.74202225 0.09118556 0.1304485 -0.2605956 4

9.88763677 3.61000229 3.63365125 0.09271715 0.24582547 0.26044391 4
10.4148993 3.77161538 3.72293954 0.28204215 0.2338094 -0.2602333 4
21.0308351 5.015613 5.03054137 0.02687995 0.14003835 0.26016883 4
1.95146076 3.00420171 2.98755126 0.34508086 0.09918912 -0.2601614 4
23.9311613 5.48937575 5.50364412 0.05177119 0.1000174 0.26015768 4
65.1837002 5.16360938 5.18308572 0.08277426 0.33308882 0.26014728 4
9.55679532 3.76103394 3.71053586 0.08846751 0.21947104 -0.2601296 4
42.3106891 5.05883447 4.99365001 0.05852746 0.26359785 -0.2600726 4
6.79634624 3.54030519 3.57067829 0.14288668 0.18655626 0.26005839 4
0.78746906 2.87664347 2.94922173 0.2844118 0.04162918 0.25993453 4
11.9889596 4.42793207 4.47163535 0.21211949 0.14152779 0.25988653 4
1039.87455 8.22651579 8.2559914 0.15121321 0.26729124 0.25983203 4
1039.87455 8.22651579 8.2559914 0.15121321 0.26729124 0.25983203 4



24.00361 4.69789511 4.64815491 0.12132794 0.22243321 -0.2597107 4
1.00127577 3.81122068 3.84003529 0.14223116 0.02146257 0.25963446 4
7.2966267 3.8668464 3.88520933 0.06217185 0.14642934 0.25957467 4

79.2859959 6.47900656 6.49321226 0.03401734 0.1230375 0.2595555 4
11.1575505 4.49289591 4.52030185 0.12769505 0.11727651 0.2594951 4
35.1823246 5.75302875 5.77555269 0.10364165 0.10702654 0.25942516 4
35.1823246 5.75302875 5.77555269 0.10364165 0.10702654 0.25942516 4
16.0130843 4.01463953 3.94317242 0.18225551 0.30573173 -0.2593948 4
460.747156 7.56333676 7.58696754 0.09287132 0.22049876 0.25932271 4
0.93267594 2.99853808 3.02432669 0.13061657 0.04475003 0.2592597 4
120.906174 5.86039716 5.89313344 0.18401012 0.316053 0.25913862 4
7.26787206 2.77874188 2.68355662 0.45409081 0.43936011 -0.2591095 4
13.1224193 4.69849747 4.72267683 0.110844 0.11323065 0.25905103 4
27.359027 4.8079324 4.83282956 0.10046992 0.20436181 0.25884809 4

25.0739302 4.46696084 4.4994264 0.15975469 0.26657308 0.25877312 4
5.82074774 3.88707181 3.85976531 0.15708587 0.12622692 -0.2585388 4
42.0401677 5.40563999 5.43346322 0.12686843 0.18149699 0.25851944 4
15.3523295 4.71442387 4.68727806 0.01796344 0.13638372 -0.2584367 4
81.9560459 6.42955418 6.40044843 0.13469706 0.14091639 -0.2584366 4
9.08953013 3.32247479 3.23844424 0.28030699 0.38339761 -0.2581832 4
3.28062748 3.65945995 3.67913776 0.09660484 0.08381521 0.25808936 4
11.7782011 4.49915402 4.47077241 0.26480899 0.13306903 -0.2580109 4
4.66574839 4.45176012 4.50131099 0.23495083 0.05204753 0.25797794 4
19.1637817 4.78051918 4.81137758 0.14493783 0.15386188 0.25787103 4
1.66059924 4.54257993 4.55441505 0.06787723 0.01755785 0.25786457 4
206.650481 7.00762158 7.03320625 0.1179281 0.18202629 0.25775997 4
14.9087724 4.20075936 4.26270333 0.29134725 0.20792934 0.2577295 4
27.6182809 5.12654913 5.09136887 0.05146291 0.17777521 -0.2576694 4
9.42876623 3.5744839 3.59372972 0.07250413 0.2626066 0.25761789 4
146.05036 7.75811836 7.77290413 0.07296705 0.06040767 0.25760714 4

407.588577 7.43897634 7.47668644 0.20028172 0.24574395 0.25745091 4
20.975635 4.73977815 4.70035361 0.11123358 0.18262511 -0.2573594 4

256.199065 7.42876613 7.3976022 0.06369755 0.15079412 -0.2572791 4
2.11787378 4.16344363 4.14927513 0.11641446 0.03367105 -0.2572478 4
60.3279708 6.2551633 6.2777016 0.10795485 0.11089904 0.25724372 4
73.8237751 5.73310435 5.67543737 0.12955075 0.26552154 -0.2571677 4
21.2133334 5.1871505 5.20472168 0.0702111 0.11292134 0.25688069 4
1705.20096 8.08832933 7.91511089 0.13886651 0.52060409 -0.2568334 4
15.9416091 5.28459509 5.31819644 0.15981984 0.07953703 0.25683152 4
38.3943903 6.07233154 6.05534895 0.04728973 0.09100414 -0.2567108 4
126.68651 7.02279513 7.0371864 0.04274344 0.10834332 0.25668557 4

13.0964611 5.04916296 5.02851104 0.17679949 0.08783205 -0.2566749 4
20.8991338 4.12706613 4.03554896 0.2421497 0.39386163 -0.2566711 4
8.87862424 4.05513148 4.08319389 0.13552829 0.15589026 0.25658528 4
13.3005613 3.48421511 3.37733144 0.41276134 0.50813693 -0.2565753 4
21.2576504 4.71439517 4.75575555 0.1907317 0.17736849 0.25655196 4
338.892717 7.18358187 7.21347406 0.16394446 0.26499757 0.25648846 4
34.6113475 5.23927928 5.2610292 0.08507813 0.17062885 0.25638162 4



58.2927795 5.66142613 5.61456023 0.11104571 0.22528247 -0.2563331 4
1.29123732 2.07370913 2.16838558 0.39641432 0.15238375 0.25633286 4
10.8895313 3.65792481 3.69750739 0.22339019 0.28830383 0.25604362 4
26.9280764 5.13359542 5.15585168 0.09747936 0.15911327 0.25596445 4
53.0873912 5.70825404 5.73995522 0.15070783 0.17369263 0.25589069 4
25.2341991 4.57450514 4.60821488 0.15975258 0.23655597 0.25587937 4
94.6921316 7.40359412 7.38760098 0.11086675 0.05923812 -0.2557622 4
4.48065261 2.31616435 2.17719889 0.3543324 0.57249258 -0.2557346 4
2.73322035 3.47635575 3.60213068 0.44255217 0.07370446 0.25573221 4
3.90470329 3.99551019 3.97589725 0.16257854 0.07479784 -0.2554008 4
20.7024923 4.45707342 4.40097461 0.07978314 0.24530735 -0.2553574 4
265.713275 6.1900978 6.18640345 0.03984237 0.48883442 0.25514179 4
162.969716 7.23689146 7.21109848 0.12977946 0.12424043 -0.2549174 4
12.0098718 4.13044596 4.14995498 0.06182758 0.17998807 0.25484775 4
12.4248217 4.95525845 4.98613602 0.1488888 0.08559263 0.25473835 4
41.3547607 5.78230229 5.82023397 0.17700465 0.12653733 0.25472934 4
817.276684 9.05687885 9.03927844 0.0278064 0.09805307 -0.2545365 4
11.368884 4.44868926 4.46711003 0.07484786 0.13016253 0.25445429 4
6.3855235 3.56830434 3.52950553 0.05508746 0.18917886 -0.2544268 4

11.2213827 4.94354964 4.92525618 0.11404355 0.07988981 -0.2543558 4
113.432075 6.87075302 6.84578608 0.12581054 0.12484886 -0.2543498 4
80.4299996 6.00506935 6.03783199 0.15124602 0.18204805 0.25434863 4
69.9505756 6.19910017 6.22214391 0.10488932 0.1335654 0.25433894 4
1.40635247 3.01993608 3.06459939 0.20265801 0.06499015 0.25433535 4
19.0811514 4.47593596 4.42714477 0.0297709 0.22052314 -0.2541907 4
8.29300268 3.67362259 3.71523417 0.19229608 0.19028231 0.2540685 4
1.32886354 2.04460617 2.06871009 0.10789483 0.1599556 0.2539455 4
6.99676083 3.80770109 3.82644598 0.07082342 0.15015198 0.25387999 4
2.63324487 0.90224764 -1.3446217 0.9286381 4.60763698 -0.2537585 4
12.5852114 4.23728944 4.1979759 0.02805304 0.19431648 -0.2536898 4
7.28989736 3.46747603 3.41375304 0.12238417 0.25449517 -0.253607 4
17.4772643 4.61257894 4.62777874 0.02128966 0.17792475 0.25350307 4
315.292127 7.08095123 7.10892124 0.14292964 0.25167484 0.25346061 4
15.5287516 5.35542329 5.38390162 0.14296017 0.07179003 0.25340205 4
600.634521 7.62815278 7.64103427 0.04265636 0.30966774 0.25328164 4
10.9917716 5.00788323 5.0323847 0.12227861 0.07063268 0.25323708 4
30.910268 5.02742307 5.09278952 0.27480522 0.18149941 0.2532145 4

12.3928296 4.38278445 4.35023512 0.15761668 0.15456937 -0.2530632 4
219.5947 6.23881185 6.23078756 0.03206561 0.48210194 0.25295845 4

133.140171 6.13023044 6.06198931 0.16886803 0.28545959 -0.2528648 4
1528.52678 7.8363549 7.77929673 0.11911139 0.72369556 0.25275267 4
1.44105794 2.60355032 2.68045461 0.30275327 0.1013005 0.25273735 4
114.448264 6.54965768 6.57031586 0.09060852 0.16752371 0.25272085 4
455.129722 7.52412025 7.46849563 0.19934589 0.25562386 -0.25249 4
13.2782208 4.20585513 4.2258637 0.08685697 0.20397145 0.25233752 4
26.5121399 5.67591209 5.73280238 0.24368286 0.08687825 0.25223609 4
6.87825991 3.51013173 3.56213406 0.2478063 0.18589595 0.25221694 4
6.87825991 3.51013173 3.56213406 0.2478063 0.18589595 0.25221694 4



2.71590807 4.29458749 4.27984286 0.13274262 0.03791735 -0.2522148 4
4.38943597 2.67682537 2.5996036 0.08919857 0.31512294 -0.2521198 4
2.79387413 3.76433433 3.77863498 0.070526 0.06347415 0.25210766 4
12.3996094 4.25450685 4.28016621 0.12075529 0.16690183 0.25185592 4
17.8202287 4.54485051 4.56735611 0.10790605 0.1948442 0.25180487 4
26.0327525 5.18853322 5.20319669 0.01634355 0.13736359 0.25165384 4
54.7642528 4.49008447 4.46245785 0.26715633 0.70547617 0.25159824 4
13.8481365 4.28666934 4.33093172 0.21362882 0.18585484 0.25155345 4
1087.67391 8.76652766 8.7990932 0.16337342 0.16669556 0.25150784 4
9.29484754 3.67416031 3.62579043 0.24375725 0.23774444 -0.2513877 4
6.58587098 3.36757869 3.39068814 0.0976217 0.21079703 0.25138443 4
12.6132134 4.63199262 4.60692693 0.09416153 0.12457816 -0.2513644 4
81.9773164 6.33837661 6.35541407 0.05939426 0.13920262 0.25134555 4
768.614613 7.55189576 7.56371941 0.16547095 0.43580357 0.25129864 4
13.6463137 4.45838252 4.42433866 0.19748477 0.17096506 -0.2512263 4
14.5767273 4.30307571 4.26110489 0.01850964 0.19398417 -0.2511872 4
11.4057722 3.65481386 3.58115186 0.05166063 0.29696235 -0.2511758 4
97.2555711 6.12135167 6.17619404 0.24267442 0.19078397 0.25117434 4
19.9861891 4.69724756 4.65776324 0.18198005 0.19653764 -0.2508708 4
26.2480007 5.9614782 5.94903379 0.03991648 0.06769732 -0.2507721 4
12.0766293 3.73558634 3.66615403 0.11071304 0.2833823 -0.2506322 4
18.3523603 5.10284938 5.11596046 0.03642859 0.11256912 0.25054005 4
72.190213 5.65196127 5.59818778 0.2479857 0.26219281 -0.2504427 4
79.19957 6.2775971 6.24690753 0.11567658 0.14727558 -0.2502779 4

2.46689726 2.56477872 2.60549452 0.19426278 0.18781142 0.25025587 4
291.767185 7.59363945 7.60947443 0.0430778 0.13967421 0.25024479 4
11.2724724 3.58360905 3.50922741 0.2592419 0.33815232 -0.250224 4
144.906516 6.16790772 6.21179955 0.24977629 0.30805525 0.25020621 4
15.1413452 5.285106 5.31141464 0.13268768 0.07460833 0.25020294 4

203.4944 8.13121012 8.11930247 0.05235658 0.0607452 -0.2501602 4
152.289361 6.28867755 6.21566492 0.14868732 0.32943908 -0.2501466 4
30.2166981 5.37114863 5.38832104 0.06262665 0.13268184 0.25008633 4
2624.40967 8.58686543 8.60348839 0.29261607 0.54098633 0.25008358 4
43.8504995 5.89989699 5.94933428 0.22061062 0.1114302 0.25002301 4
8.6491253 3.63880691 3.65899876 0.09594437 0.23536799 0.25001923 4

22.2598755 7.00621105 6.99037999 0.15907002 0.02057649 -0.2500154 4
29.7231065 5.14617118 5.11075622 0.05535519 0.1701066 -0.2498272 4
4.73353528 1.05022755 2.46865269 3.0212138 0.43593502 0.24982464 4
51.760578 5.38873695 5.33497516 0.03964214 0.23681994 -0.2497097 4

11.3790573 3.63182036 3.55138252 0.05283491 0.33834395 -0.2493995 4
31.0444442 5.40192386 5.42408042 0.10089573 0.13149629 0.24936835 4
19.3251996 5.02874091 5.04518913 0.06248419 0.12109154 0.2493518 4
662.885926 8.13959137 8.09875875 0.04887983 0.19116393 -0.2492546 4
162.482221 7.69342693 7.67934327 0.05123273 0.07671768 -0.2491824 4
26.3795041 5.00925129 4.9732667 0.18047618 0.17555083 -0.2491814 4
1.80975769 1.0855573 0.91523641 0.43804352 0.59313207 -0.2491289 4
28.3230623 5.01343715 4.9726198 0.06197986 0.20182434 -0.2490306 4
6.23212099 3.62856644 3.65648707 0.13783536 0.15725913 0.24891146 4



237.134243 7.07902867 7.11496748 0.18436765 0.19583559 0.24881434 4
1010.58482 7.93462871 7.94525638 0.10953294 0.3853235 0.24868083 4
136.827443 7.30531604 7.28781878 0.33699358 0.09519381 -0.2485468 4
131.400187 7.44642016 7.42787102 0.16489953 0.07670314 -0.2484035 4
10.5105871 4.25426081 4.2245707 0.07316349 0.14802143 -0.248159 4
23.1743415 4.88571045 4.90504332 0.07271434 0.16444674 0.24794223 4
16.4470849 2.8500226 2.51681554 0.38604931 1.52604462 0.24785597 4
8.88753897 4.09074175 4.061 0.0618994 0.15284282 -0.2478211 4
10.6409733 4.09954914 4.1415542 0.21222733 0.1755557 0.24775415 4
421.98239 7.27376312 7.20031299 0.09898438 0.30943064 -0.2476888 4

2.66669127 4.00728469 3.99547467 0.07522202 0.04974766 -0.2476118 4
76.2990389 6.00714183 6.05078689 0.68898939 0.18490392 -0.2474918 4
17.592364 5.80821259 5.79484446 0.09146904 0.05316029 -0.2474639 4

12.8140758 4.46895739 4.43921746 0.10533767 0.14470456 -0.247442 4
31.7110923 4.03988553 4.05892846 0.22853028 0.48516331 0.24723954 4
195.290018 8.1086275 8.13826304 0.15065474 0.05653848 0.24717372 4
49.9538427 5.98972662 6.00722009 0.07492428 0.12174575 0.24712968 4
225.47219 7.01343357 6.98360484 0.37633003 0.20662252 -0.2470602 4

20.7161252 4.72675219 4.68757451 0.18086817 0.19780189 -0.2470465 4
5.21766123 3.98362824 3.96101013 0.23949443 0.09699769 -0.2468163 4
17.8885534 4.84013489 4.8555045 0.04957338 0.14117511 0.24678943 4
17.8885534 4.84013489 4.8555045 0.04957338 0.14117511 0.24678943 4
41.1046278 4.71125641 4.61544378 0.27940515 0.41358181 -0.2466965 4
30.247821 5.05450355 5.07563028 0.09801063 0.19548252 0.2466389 4

0.98309241 1.52526274 1.47790134 0.14688506 0.23278924 -0.2466082 4
5.24883953 5.07154545 5.08182275 0.05875471 0.03286375 0.24660389 4
24.536561 3.82278935 3.87383874 0.32999603 0.43874742 0.24654598 4
8.5625044 4.81515923 4.79688372 0.20379096 0.06925051 -0.2464395 4

29.6354654 4.29177189 4.18115924 0.16010166 0.39783454 -0.2464332 4
20.3080762 4.80627081 4.77251094 0.02648519 0.17191817 -0.2464257 4
101.350578 6.45548378 6.47056798 0.02264834 0.15026444 0.24641078 4
12.923408 4.82446083 4.8396846 0.06377089 0.1001917 0.24638942 4
9.9098596 4.21819467 4.18864615 0.0705014 0.1558555 -0.2463765 4

12.3430912 4.54364252 4.51555825 0.21104319 0.13824652 -0.2463595 4
14.7668353 4.58409062 4.59864983 0.03123912 0.15012714 0.24630435 4
3.1369922 4.28371329 4.29023139 0.02336433 0.04323183 0.24621458 4

1.35444473 1.19489151 1.39966095 0.72944886 0.30651619 0.24620643 4
0.93973972 3.66177877 3.71973706 0.25223256 0.02292885 0.24612876 4
5.22529687 3.27113416 3.2872828 0.05265268 0.20527348 0.24592211 4
17.0466899 4.85433913 4.82747725 0.13415037 0.13612099 -0.2458673 4
3.42835777 2.67632078 2.72093066 0.21416104 0.21749638 0.2458457 4
70.4524034 5.99100036 5.95671458 0.22317374 0.1733477 -0.2458439 4
10.0894261 3.9773959 3.99817407 0.09806292 0.19283473 0.24580289 4
7.49499368 4.03631856 4.01024728 0.10032742 0.13060316 -0.2457816 4
15.2720809 5.48555621 5.46992401 0.10805077 0.06400377 -0.2457617 4
20.1199969 2.64745491 4.19319466 3.2061754 0.30459889 0.2457576 4
33.298218 3.92301309 3.98803424 0.98763412 0.54384481 -0.2457249 4

2.81523639 1.77832924 1.8264523 0.33954091 0.45671073 0.24567694 4



6.19310931 5.02589772 5.00845 0.24285873 0.04105849 -0.245642 4
700.556479 7.54646771 7.42899565 0.0481585 0.46197046 -0.2455258 4
3.74110657 4.37507236 4.36393046 0.07208929 0.04775182 -0.2454842 4
12.5490123 4.53166956 4.54890006 0.07222268 0.13376915 0.24541448 4
106.226355 5.00974623 4.74352734 0.3908495 0.78399174 -0.2453976 4
0.76577442 1.54267195 1.70496896 1.02778779 0.13375372 -0.2453878 4
55.5076355 6.26249853 6.27806514 0.06611512 0.10174191 0.24531054 4
12.2867979 4.37878785 4.34808181 0.08295566 0.15425083 -0.2452906 4
1074.93847 7.6220219 7.61640319 0.26108838 0.60199247 0.24524263 4
5.08610058 3.05697352 3.09044749 0.17382645 0.21721452 0.24510561 4
500.354888 7.1959605 7.24538484 0.32061 0.38606846 0.24490049 4
5.8379946 2.62524537 2.50446926 0.18499174 0.44082498 -0.2447894 4

0.71411044 2.13177754 2.11052749 0.21392353 0.08827475 -0.2447712 4
10.858242 4.556069 4.53177722 0.17584369 0.12071496 -0.2446906 4

31.0425103 5.86974157 5.85186871 0.09320789 0.08775842 -0.2445829 4
233.445702 7.16617738 7.12942593 0.05704367 0.17766721 -0.2445502 4
26.2246662 4.10536145 3.96345545 0.20918827 0.5393146 -0.244502 4
106.950656 5.02632719 5.7136183 1.27349486 0.33667785 0.24450043 4
132.884124 9.25805488 9.24608115 0.10778611 0.01277443 -0.2443686 4
40.6417924 4.95175794 4.88151461 0.07966158 0.29642377 -0.2443537 4
15.3277173 4.37847408 4.39630106 0.07436771 0.19904938 0.24431226 4
1.51114921 2.81742149 2.79684729 0.23591974 0.0942521 -0.2442938 4
33.9328364 5.58414136 5.55824933 0.14352603 0.12775054 -0.2442609 4
7.12955794 4.86982798 4.88349626 0.07247187 0.0544764 0.24421932 4
18.0943193 4.63996721 4.65598036 0.04923868 0.17485389 0.24415709 4
5.16182984 5.18658699 5.19636735 0.05788889 0.02837058 0.24389348 4
10.5131974 3.8534239 3.87249398 0.09188348 0.23113435 0.24380596 4
249.075469 7.72131267 7.69836638 0.15354178 0.11638675 -0.2438045 4
59.3849936 6.1245028 6.10048338 0.3023443 0.13515711 -0.2436459 4
48.6167206 6.83207038 6.81906103 0.08808804 0.05364039 -0.2435639 4
122.814656 7.18620215 7.16848568 0.06447535 0.09541832 -0.2434674 4
4.84237835 1.21978367 -3.1955964 0.30944665 4.61088867 -0.243353 4
7.15487824 2.5157314 2.61309557 0.54482365 0.50342644 0.24332806 4
61.9285202 6.26092194 6.23879859 0.05422487 0.11675979 -0.2432978 4
92.225828 5.35985579 5.37158603 0.11503255 0.39647356 0.24324504 4

19.7263427 4.55223456 4.50792123 0.09062495 0.2073925 -0.2432337 4
13.6141617 3.94309214 3.97237212 0.16797275 0.26141138 0.24315166 4

43.76227 5.56079819 5.58369406 0.10993404 0.15910222 0.24309823 4
18.1379295 6.30638646 6.28934489 0.21983909 0.03398569 -0.2430075 4
37.2860525 4.51251116 4.44231998 0.49005507 0.42857762 -0.242981 4
43.8281076 5.83222397 5.8721474 0.19084414 0.12759589 0.24294512 4
25.8964924 5.03789544 5.0046615 0.23159753 0.16841175 -0.242779 4
486.51793 7.97746849 7.99501854 0.0728311 0.17172218 0.24275784 4

56.4907444 5.14619323 5.0523964 0.08726941 0.3946984 -0.242752 4
10.4022778 3.50147753 3.52006506 0.07792618 0.28237763 0.24274701 4
21.8674221 3.39114241 3.0961248 0.25553601 0.75758814 -0.2426162 4
95.0811894 6.63294466 6.60915761 0.0629867 0.12532408 -0.2425419 4
9.54739852 4.4589753 4.43664231 0.20722799 0.10936083 -0.2423351 4



9.5464824 4.39996935 4.4147589 0.05857779 0.11618296 0.24232024 4
42.698682 4.76856385 4.67349132 0.22873582 0.39844724 -0.2422364 4

1.51990585 1.96567012 2.01391704 0.25255663 0.2144609 0.2422162 4
15.5784117 4.95414326 4.98189464 0.14754338 0.11016153 0.24221269 4
29.9071975 4.83478142 4.78109215 0.17119905 0.26529612 -0.2422093 4
23.0424508 5.04418248 5.01530318 0.01795753 0.15427259 -0.2421923 4
23.2492608 4.87356412 4.8367175 0.18738177 0.18700856 -0.2419768 4
6.10429642 3.50048704 3.53065842 0.15067815 0.17981972 0.24192957 4
11.2104675 3.38300192 3.26858362 0.1757342 0.46274269 -0.2416691 4
42.4405537 6.25350775 6.23701229 0.08741934 0.08490703 -0.2415742 4
14.1823559 4.57869101 4.5497355 0.09015065 0.15243998 -0.241533 4
50.948169 6.16223933 6.20452295 0.21408131 0.10022349 0.24131136 4

12.7838105 5.58375003 5.57046459 0.09992902 0.04890561 -0.2413097 4
58.125843 6.44762036 6.43026357 0.06974106 0.09119668 -0.2411253 4
14.775103 5.20758279 5.22080633 0.06090696 0.07903036 0.24105539 4

492.706312 8.39648527 8.37635391 0.03938894 0.11071301 -0.2407536 4
16.8394118 4.64263555 4.6101548 0.12358872 0.15954666 -0.2407342 4
28.4358459 5.77765113 5.76044844 0.07940722 0.08727036 -0.2406888 4
6.97878084 4.31456994 4.29400531 0.2542945 0.09265072 -0.2404659 4
4.9554436 4.0347374 4.05502939 0.1056218 0.08791161 0.24042401 4

3.48861828 3.0306526 3.0792427 0.23261535 0.16437627 0.24034394 4
15.434237 4.70525076 4.720615 0.05543852 0.13807586 0.24031259 4

9.00012115 4.15462507 4.12630502 0.10607539 0.14879958 -0.2402387 4
18.2662526 4.02893711 4.04398687 0.07323781 0.30827248 0.24016302 4
102.151088 6.91610723 6.95307657 0.19176365 0.09817274 0.24014928 4
22.8857199 5.13457845 5.10679858 0.15922578 0.14373385 -0.2401081 4
6.57849426 4.83187234 4.81921304 0.08471333 0.05380634 -0.2400905 4
18.6571304 4.03158394 4.04881792 0.0963022 0.31035855 0.24008771 4
14.650767 4.46313358 4.48430083 0.10675716 0.17310871 0.23994438 4

8.85280948 3.671361 3.62215597 0.0205539 0.22757174 -0.2399299 4
33.874502 6.39299993 6.40304745 0.04935014 0.05699315 0.23991428 4

2.20437718 3.87274607 3.85773197 0.16145343 0.04604534 -0.239858 4
48.7870019 5.50651765 5.87260324 0.88511672 0.13741546 0.23985557 4
15.5326355 4.91522759 4.89290035 0.10324714 0.11448286 -0.2398418 4
3.52266691 3.88192141 3.86959014 0.02807512 0.07220393 -0.2398341 4
51.2797752 5.4314134 5.47699689 0.23785909 0.2107696 0.23976293 4
7.59557696 3.76456849 3.728379 0.08840265 0.18396704 -0.239693 4
16.7228362 4.03450467 3.96294933 0.14050259 0.31190473 -0.2396538 4
82.0604717 6.03717541 5.99535168 0.16546458 0.21454669 -0.2395518 4
9.85350911 4.56145422 4.54256206 0.05049126 0.10801039 -0.2395392 4
608.254855 7.77139358 7.79706397 0.12942443 0.23229188 0.23943888 4
714.56062 7.87316642 7.80884558 0.17292012 0.30437093 -0.2394093 4

1.57927629 2.18412168 2.21886954 0.17819539 0.17909029 0.23935833 4
197.30513 6.24995475 6.22040112 0.57259597 0.35235732 -0.2393072 4

6.00915912 2.20717598 2.11966329 0.09409928 0.80012364 0.23912051 4
13.907033 3.42917266 3.43447385 0.21046948 0.49953177 0.23888317 4

30.2976788 4.45948765 4.35718978 0.06601131 0.41631737 -0.2388711 4
15.3807685 4.39950338 4.35973578 0.13494941 0.20399181 -0.2388438 4



240.973332 6.94799934 6.89697 0.08694514 0.23795352 -0.2386944 4
22.3423816 3.63890133 3.39978971 0.13425672 0.72070686 -0.238497 4
229.198123 6.56414577 6.49327317 0.3268264 0.37388991 -0.2383598 4
124.585701 6.21850224 6.16440877 0.12331058 0.24294036 -0.2383274 4
0.4623678 2.30582704 2.46390225 0.49553086 0.03973645 0.23822329 4

2.45579596 3.84086218 3.85348025 0.06908252 0.05279949 0.23787079 4
11.6585907 2.47195284 2.25562858 0.54334088 1.40087421 0.23780463 4
21.8778187 4.54523665 4.49688265 0.16396284 0.22740569 -0.2376356 4
12.0024724 5.12131069 5.10780497 0.06038237 0.07143385 -0.2376239 4
658.994708 7.21283026 7.08324993 0.36735468 0.52730457 -0.2376027 4
3.49127374 2.6928416 2.6391892 0.132109 0.26197313 -0.2375642 4
21.2754686 4.82674025 4.84065353 0.00346007 0.16598561 0.23754011 4
33.6071651 5.46745057 5.43972492 0.11532806 0.14563454 -0.2375 4
28.5651972 4.64137227 4.79354542 0.5029999 0.22130451 0.23748459 4
11.9938728 6.07646391 6.10115092 0.1324917 0.02690164 0.23740149 4
27.7133637 4.94006239 4.96577419 0.13291247 0.18573685 0.23739674 4
3.95338283 2.99496033 3.018957 0.12365756 0.19614802 0.23734282 4
402.01527 7.86970418 7.83994367 0.01545087 0.16060071 -0.2372317 4
402.01527 7.86970418 7.83994367 0.01545087 0.16060071 -0.2372317 4

45.0923141 4.26687293 4.32954752 0.51817463 0.67515405 0.23718544 4
1.39148156 3.39973921 3.42573369 0.13720375 0.04470463 0.23711028 4
3.86364226 3.32807507 3.38247837 0.24738885 0.13139844 0.23698065 4
31.8361394 6.08843323 6.09819297 0.03643848 0.07155554 0.23689098 4
8.90715013 4.2245514 4.19908942 0.12999882 0.13317931 -0.2368733 4
34.0644363 4.74193012 4.66580256 0.05946505 0.33167956 -0.2367962 4
511.331361 7.92653175 7.88796615 0.10515517 0.20086453 -0.2367345 4
16.0916117 4.82177739 4.84024088 0.08774955 0.12548363 0.2366543 4
10.7696577 4.32688805 4.35031181 0.12102408 0.13523724 0.23652625 4
67.4180353 6.09429747 6.13670026 0.20267019 0.1404692 0.23652167 4
41.2477743 5.12147973 5.06730256 0.05372604 0.24181725 -0.2362544 4
37.6616359 6.12114466 6.13023623 0.01128569 0.08294237 0.23624468 4
551.09813 8.85187536 8.86620593 0.07464863 0.07828213 0.23612163 4

22.5113673 5.85684519 5.83976276 0.25448371 0.06572175 -0.2360355 4
20.3053223 5.68972023 5.67383517 0.13624666 0.06912025 -0.2359643 4
14.9378795 4.01961797 4.05301447 0.18936337 0.24934408 0.23593597 4
137.866383 5.95974005 5.966689 0.04907747 0.36003976 0.23570158 4
27.3555706 5.77949239 5.89036231 0.39534323 0.07402224 0.23569298 4
3.17640995 1.48882016 1.56948675 0.54848692 0.58292034 0.23537357 4
13.5106841 5.48899317 5.49665304 0.48320827 0.05576808 -0.2352558 4
39.2689158 5.28409524 5.30032721 0.06999369 0.20612732 0.23519644 4
13.515474 4.71215025 4.7456264 0.17528821 0.12140862 0.23518823 4

41.8987138 4.99568578 5.02280851 0.14529358 0.25463204 0.23515869 4
60.4576655 6.22523015 6.20150602 0.16084819 0.1264315 -0.2351077 4
17.8822538 1.86361259 1.3626301 2.27693809 3.42240965 0.23504305 4
2.91401455 3.58490067 3.56740677 0.1214399 0.0806119 -0.2350168 4
35.7382451 6.3063603 6.31398671 0.01160404 0.06353404 0.23494012 4
7.77528591 5.54815167 5.56523773 0.10039467 0.02956409 0.23487395 4
102.041073 6.59529602 6.6118332 0.07455075 0.13930703 0.23486866 4



39.5137059 6.47494876 6.51686875 0.20816893 0.05853435 0.2348562 4
42.8643598 6.23683682 6.2219675 0.0520968 0.08333287 -0.2347128 4
142.885339 6.63154616 6.59564175 0.20113958 0.19187319 -0.2346679 4
18.4897541 4.29561446 4.23884149 0.11867633 0.26513484 -0.2344128 4
5.93412069 4.24017283 4.22205854 0.16633891 0.08487032 -0.2342887 4
4.52045725 3.96562384 3.98061898 0.07515728 0.08330491 0.23425892 4
57.8411454 5.56130877 5.57961695 0.07613488 0.2098854 0.23424608 4
21.1477153 3.37429844 2.86759212 0.36994366 1.37706243 -0.2341868 4
28.5246267 5.76529166 5.74911209 0.0558852 0.09284004 -0.2341632 4
6.82046201 2.83559855 2.83790842 0.10770367 0.42635055 0.23399389 4
1.38260417 0.77958001 1.09030725 1.47111603 0.4055681 -0.2338436 4
12.0170991 4.62676407 4.60561262 0.04819255 0.11752227 -0.233839 4
0.93148222 3.84060187 3.84912974 0.05330813 0.01973919 0.23375312 4
4.97559229 3.51714267 3.59529826 0.35680522 0.1417583 0.23343393 4
3.34772402 2.79764378 2.75865982 0.20322911 0.20438197 -0.2333333 4
471.165499 7.18622187 7.19995258 0.15612804 0.38413807 0.23326052 4
108.077679 5.21206041 5.21660018 0.20888757 0.50347218 0.23320573 4
16.9935083 4.40992045 4.42594162 0.04411542 0.19150239 0.23315435 4
51.5353554 6.57334167 6.55870785 0.09248233 0.07418897 -0.2330241 4
16.6658893 4.58931712 4.55561902 0.13626626 0.18038445 -0.2329287 4
81.0730733 6.53176006 6.509413 0.09104124 0.12155026 -0.2327438 4
92.6967355 6.16268446 6.17611359 0.026997 0.20052207 0.23271119 4
15.5067147 3.8506986 3.86737193 0.14769119 0.35087634 0.2326838 4
11.055089 4.11957618 4.08488666 0.17636352 0.17841779 -0.2324621 4

39.6837032 5.37114928 5.39481548 0.11730356 0.17186628 0.2324596 4
14.3454959 5.28020476 5.26743276 0.04757223 0.07348998 -0.2324475 4
30.9647858 4.86421727 4.88355829 0.09847752 0.23343874 0.23238816 4
5.4191776 3.45907434 3.49581659 0.18327139 0.15659491 0.23235688 4
16.716874 4.75039251 4.86357479 0.41723663 0.12640266 0.23224699 4

17.4552945 4.71095906 4.68036146 0.11020962 0.15974133 -0.231963 4
19.3313854 5.20913404 5.22056444 0.03146556 0.10284603 0.2318859 4
78.228296 6.5210357 6.54136575 0.10384418 0.10947434 0.23184577 4

266.594336 6.78119449 6.70596639 0.15818917 0.34249825 -0.2318107 4
227.419536 7.08214063 7.15774399 0.34357286 0.17953508 0.23152055 4
208.436598 7.3380082 7.35260088 0.05432646 0.12964811 0.23145806 4
40.7265521 5.31905126 5.27677169 0.08201443 0.21863962 -0.2314235 4
86.9284511 6.90589924 6.88823236 0.11101966 0.08642444 -0.2313837 4
38.3921599 5.76325344 5.74128183 0.06338902 0.12094713 -0.2312537 4
1.0653736 3.41315943 3.45193083 0.19158989 0.03343839 0.23125191 4

4.42740244 4.05053028 4.0343445 0.11924766 0.08011969 -0.2312238 4
165.275906 6.38613331 6.39843188 0.06989561 0.29218169 0.23098007 4
59.0750891 5.25398383 5.18514923 0.20539975 0.3070831 -0.2308688 4
59.0750891 5.25398383 5.18514923 0.20539975 0.3070831 -0.2308688 4
59.355018 5.63988216 5.59672612 0.16377781 0.22519322 -0.2304979 4

7.90572429 3.63946929 3.59835412 0.18464773 0.21454388 -0.2304862 4
88.7952014 6.23972163 6.2732293 0.18070702 0.15962475 0.23045688 4
24.4463812 4.5558441 4.49752652 0.07733421 0.27038058 -0.230347 4
35.3763752 4.59957586 4.61001333 0.04409676 0.32791208 0.23022588 4



1.4648329 4.16926656 4.15990674 0.08510836 0.02297447 -0.2302124 4
126.437158 6.93705517 6.949952 0.03998891 0.11698752 0.23021005 4
5.81174586 4.35587269 4.33803539 0.21301358 0.07756362 -0.2301969 4
7.31600617 3.84074982 3.86149763 0.10311592 0.14749526 0.23017971 4
45.2335344 5.36842922 5.32468834 0.0730254 0.21437468 -0.2300757 4
7.47007561 2.89328293 2.77735374 0.12297653 0.42901176 -0.2299962 4
10.1932946 3.5833528 3.65283819 0.3572587 0.27589178 0.22985202 4
48.0988591 4.2063071 3.90390541 0.27323292 0.83843195 -0.2297893 4
45.5644803 6.4181859 6.40568881 0.03806778 0.07392821 -0.2296897 4
23.6932003 5.06400986 5.07774013 0.04496098 0.15096133 0.22965129 4
54.8043496 6.78043255 6.81074505 0.16820106 0.05944819 0.22955995 4
10.6919011 5.42104052 5.43446677 0.07747141 0.04713556 0.22955821 4
623.966084 8.78865008 8.77264858 0.02152398 0.09765598 -0.2295537 4
1.72274143 1.68673587 1.69766705 0.02216564 0.30232884 0.22954637 4
11.2698475 4.72087896 4.73095791 0.01097864 0.0986235 0.22948565 4
586.561696 7.2915302 7.30423708 0.19953326 0.43464474 0.22947232 4
21.5963383 5.85991468 5.84728191 0.08134337 0.0631037 -0.2291973 4
8.89287378 2.40648986 0.50407405 0.24286934 3.82022187 -0.2289048 4
40.0367727 5.35601822 5.37216651 0.06812029 0.18656803 0.2288897 4
38.996822 5.47050038 5.48751654 0.0790164 0.16537097 0.22880834 4
38.996822 5.47050038 5.48751654 0.0790164 0.16537097 0.22880834 4

14.6354679 4.02212931 4.04124153 0.12576987 0.27322503 0.22879559 4
82.4672736 5.17462085 5.01505089 0.23005214 0.60580296 -0.2286364 4
10.5451703 4.54036884 4.55784421 0.08859836 0.11011878 0.22848735 4
3.23988118 0.75793307 -3.2119454 0.5035902 4.30487708 -0.2284675 4
34.6593598 4.73811996 4.67212354 0.25713 0.32660139 -0.2284314 4
44.4018851 5.80903795 5.85952742 0.25119819 0.12658626 0.22841764 4
66.1609397 5.77916124 5.73767179 0.10171707 0.20794009 -0.228195 4
25.1946432 5.27963197 5.2562701 0.07550911 0.12643088 -0.2281786 4
251.494142 7.28909601 7.25529331 0.09294069 0.18006047 -0.2279999 4
4.42377971 2.34534866 2.33199131 0.03564968 0.47806882 0.22796722 4
15.1049432 4.42790307 4.39486992 0.21243606 0.18690423 -0.2278252 4
33.1936433 5.81591156 5.92767557 0.40266697 0.08681754 0.22778805 4
85.4099923 5.99777925 6.03044148 0.17732683 0.2055363 0.2277391 4
17.5048356 5.52761521 5.53569902 0.02055666 0.06773213 0.22771292 4
35.8897595 4.59640263 4.60223001 0.12251898 0.39539578 0.22741491 4
22.9120353 6.63203343 6.61903616 0.1350197 0.03081284 -0.2273493 4
313.586848 8.07370146 8.10186726 0.15680851 0.09242513 0.22721241 4
7.93790362 4.48617633 4.4702169 0.06862728 0.08847069 -0.2271285 4
92.4353125 5.97996423 6.01975662 0.21423891 0.21136567 0.2270358 4
559.803348 7.76795673 7.80910825 0.22552658 0.21266402 0.2269453 4
8.3630747 3.92060814 3.89056139 0.21554813 0.1636811 -0.2269226 4

3.43831031 2.5248424 2.46227041 0.02883082 0.27535437 -0.2268418 4
16.7336289 4.92326139 4.90040937 0.12168548 0.12654644 -0.2266596 4
26.7880014 5.12043955 5.14389658 0.12870669 0.16131943 0.22659871 4
7.25766185 3.79467857 3.80838201 0.04939911 0.16839138 0.22652522 4
142.226353 6.46032403 6.47685471 0.08019681 0.22107069 0.22651043 4
33.2412425 5.53794684 5.51312078 0.20653182 0.13583289 -0.2264525 4



3.12522817 2.64422855 2.67719752 0.17592107 0.20283824 0.22638057 4
58.2149039 5.26248265 5.28062084 0.10003534 0.27310324 0.22596409 4
2.50749967 3.40494088 3.42691566 0.12393517 0.08335278 0.22576072 4
765.80604 8.40163622 8.36817154 0.02447409 0.18181767 -0.2257047 4

88.2568615 5.82925762 5.85941903 0.19224286 0.2697098 0.22558318 4
1.69725331 3.32226025 3.3386625 0.09473133 0.05952592 0.22542037 4
10.9594441 4.60247271 4.58161673 0.11937524 0.10934081 -0.2253787 4
13.0404528 4.78155039 4.8103287 0.15781181 0.10873921 0.22526969 4
19.3077308 5.22736599 5.20873604 0.07746131 0.10738533 -0.225186 4
18.9106868 5.21307976 5.24622801 0.17224184 0.10029066 0.22510732 4
143.350438 6.81728927 6.86747248 0.25890104 0.14305637 0.22492762 4
56.5574549 5.93381261 5.9711208 0.19075155 0.1383254 0.22488119 4
134.283553 6.57173437 6.53526198 0.16307748 0.20051448 -0.2248357 4
3.62300226 4.36776843 4.36102182 0.00628798 0.04680658 -0.2247876 4
22.6032057 5.33864026 5.35835124 0.11103764 0.10853248 0.22463157 4
57.3593397 5.87615998 5.84547312 0.04732543 0.17057226 -0.224507 4
68.4945456 6.06348242 6.03280372 0.16096998 0.17007942 -0.2244938 4
117.072876 6.52527657 6.49292807 0.03600667 0.16928709 -0.2244887 4
20.0948094 4.12391407 4.16463898 0.24950435 0.28840717 0.22446854 4
68.5940484 5.86008875 5.82199924 0.08313763 0.1915735 -0.2240797 4
336.120722 7.04763433 7.05642095 0.01318853 0.29721836 0.22406959 4
16.125496 3.9275824 3.93275526 0.02291009 0.33601968 0.22404403 4

377.266567 7.89299985 7.86730125 0.02691532 0.14897759 -0.224042 4
782.013182 7.80605135 7.83341317 0.21509202 0.33309024 0.22402552 4
45.4996502 5.90901322 5.88723498 0.06246145 0.12191154 -0.2239228 4
12.7901099 4.29925937 4.31549723 0.06936214 0.16528135 0.22367349 4
65.8099255 7.21632557 7.20179388 0.23956845 0.0487211 -0.2236304 4
7.77022238 4.85880595 4.84384102 0.14475994 0.06227209 -0.223592 4
32.7763783 5.86841229 5.88017156 0.05200648 0.09194826 0.2234681 4
23.2920753 4.86267631 4.87590905 0.04289531 0.18376907 0.22326108 4
11.6646586 4.45506416 4.48565762 0.16186147 0.13135196 0.22324573 4
8.50933332 2.21407554 1.89593531 0.20604497 1.36956382 0.22317579 4
6.89482049 1.93345863 -0.5275485 1.03129223 5.1898006 -0.2231608 4
689.322379 7.24942264 7.22123712 0.09573172 0.56481873 0.2231245 4
14.6985736 4.77170398 4.78504405 0.0516942 0.11861051 0.2230597 4
290.880087 6.97066766 6.90899924 0.08280141 0.28234245 -0.2230398 4
106.331657 7.20570524 7.18888964 0.18083489 0.07950567 -0.2230222 4
5.65363499 3.26772068 3.29348021 0.15228711 0.21864553 0.22295117 4
7.20071618 3.25619132 3.28731539 0.18724969 0.24846434 0.22293685 4
60.2328443 6.40073311 6.38096321 0.148004 0.104792 -0.2228434 4
9.16798943 3.56348089 3.57258999 0.00825323 0.27508702 0.2228293 4
22.1416129 4.81149577 4.77691905 0.15913888 0.18665498 -0.2227637 4
8.22138725 3.29680387 3.31841855 0.14427912 0.28451048 0.22271589 4
271.780204 7.53483034 7.50814859 0.0883416 0.14867473 -0.2227046 4
3.07860497 1.73548995 1.72697234 0.14010988 0.50194385 0.22268654 4
15.962623 4.82172495 4.79799469 0.15587119 0.13132758 -0.2225655 4
10.739692 4.70142496 4.7109021 0.01597421 0.09930455 0.22248617 4

9.55154422 5.50018929 5.49285485 0.04164145 0.03974471 -0.222329 4



70.5630743 5.80232466 5.7604279 0.14698087 0.21157169 -0.2222985 4
8.29579742 3.70074888 3.75812789 0.29507606 0.19454838 0.22218419 4
7.53393273 4.25220875 4.23228497 0.14566567 0.10987051 -0.2220918 4
19.3639374 4.46246861 4.47819365 0.06430778 0.2100617 0.2219901 4
36.7658382 5.26184683 5.27863376 0.08578033 0.19140424 0.22185948 4

8.723518 4.04929317 4.02089937 0.10720389 0.15659991 -0.2217472 4
17.6824281 5.75161273 5.76560114 0.08460596 0.05620561 0.22167231 4
17.4332418 4.59068893 4.55667945 0.11549935 0.18407594 -0.2216628 4
17.1289617 5.16106272 5.14786165 0.32712463 0.10150889 -0.2216374 4
7.14735092 3.8012118 3.83900285 0.19924898 0.15590973 0.22154088 4
1782.35807 8.12478658 8.11615399 0.07886646 0.47063851 0.22135304 4
17.1842681 4.67345543 4.64272696 0.10310527 0.1732323 -0.2211948 4
1.48494113 0.24762126 0.91005315 1.67384705 0.61643216 0.22113904 4
11.8571571 4.37579274 4.34803359 0.05993238 0.15987581 -0.2211263 4
145.147665 6.60310893 6.56354184 0.06371578 0.20899509 -0.2209939 4
90.4648009 5.73534028 5.75966548 0.18006726 0.30784967 0.22098144 4
50.6576268 5.46003365 5.4176428 0.1476011 0.21481339 -0.2209525 4
20.2764212 5.35931088 5.3753225 0.08744028 0.09384781 0.22092783 4
13.6743583 4.27096078 4.23474744 0.16266287 0.19163037 -0.2207775 4
10.0104154 3.46223455 3.3908738 0.14413409 0.31209752 -0.2207677 4
31.4477348 4.40581724 4.43286007 0.23619153 0.38880645 0.22051354 4
89.1176691 6.99250204 6.97648311 0.18629132 0.08144115 -0.2205128 4
27.9426856 5.01729506 4.98175637 0.07344819 0.18685816 -0.2204806 4
3.6997581 6.11807134 6.1220692 0.02851323 0.00810615 0.22044348 4

1.08583701 1.34040584 1.4185246 0.34683335 0.24944901 0.22040896 4
386.713734 7.83596 7.80802379 0.01764839 0.15854879 -0.2202194 4
31.9586174 5.28948418 5.26011717 0.03936944 0.15830594 -0.2201829 4
505.643931 8.09952126 8.07138278 0.11602496 0.15471366 -0.2199717 4
105.894297 6.43573393 6.40412735 0.07745175 0.16895166 -0.2199184 4
161.419073 7.31210358 7.32438122 0.05182471 0.10450779 0.21989938 4
23.0745139 4.00745042 3.89550247 0.3043729 0.50159455 -0.2198931 4
19.6695368 4.69373773 4.66061929 0.14549078 0.1771711 -0.21985 4
25.6729129 4.81534011 4.77421198 0.06105449 0.20636156 -0.219673 4
6.17767764 4.45544059 4.44117547 0.1063333 0.07161697 -0.219369 4
15.1507062 5.37586138 5.36113855 0.11553772 0.06990815 -0.2192879 4
4.70331749 3.51680501 3.57510642 0.28758165 0.13179413 0.21916678 4
37.9045179 5.13228585 5.1446946 0.02644937 0.2189166 0.21901541 4
44.8481564 6.87949723 6.86704497 0.13213977 0.04648115 -0.218987 4
165.607684 6.16752199 6.07541515 0.1848247 0.41749063 -0.2189655 4
9.58794697 3.60703677 3.62833825 0.14718605 0.26715595 0.21882588 4
18.2498392 3.55876467 3.55242042 0.17663263 0.50543331 0.21866819 4
5.7267912 4.11259768 4.09831001 0.28077172 0.09707925 -0.2185738 4

44.3023231 6.93748416 6.92365244 0.18790483 0.04415181 -0.2185261 4
3.89570977 4.42079627 4.41399405 0.01197917 0.04667198 -0.2185066 4
11.518199 3.84855783 3.87599266 0.16424582 0.23706134 0.21845394 4

48.8197757 4.80064486 4.71306582 0.30296566 0.39675044 -0.2184104 4
465.216915 7.63900405 7.59288976 0.15423003 0.24862784 -0.2183525 4
52.7254299 6.21503139 6.24711876 0.18178666 0.10486292 0.218306 4



10.3593483 5.68867566 5.67861578 0.09536343 0.03574115 -0.2182179 4
10.3593483 5.68867566 5.67861578 0.09536343 0.03574115 -0.2182179 4
10.3593483 5.68867566 5.67861578 0.09536343 0.03574115 -0.2182179 4
21.737651 4.78177486 4.74836024 0.17508443 0.18706235 -0.2181072 4

36.5490258 5.33407618 5.36047676 0.15766238 0.17876096 0.21798743 4
25.4813664 4.71889354 4.73503456 0.07718312 0.21393621 0.21786565 4
401.453902 7.53414655 7.4930557 0.17738945 0.22461875 -0.2178101 4
87.8027772 6.67410668 6.68790903 0.0689962 0.11253382 0.21779733 4
39.4131827 5.52233082 5.49345247 0.1348852 0.15725052 -0.2177819 4
50.4645758 5.36543661 5.3817742 0.07870407 0.21882409 0.21775444 4
146.261057 7.55114061 7.53934628 0.00714595 0.07912554 -0.2177297 4
21.8047866 5.19473238 5.21337454 0.10205628 0.1158514 0.21757657 4
14.5094416 4.73868572 4.71636106 0.10066305 0.12545237 -0.2175521 4
10.8966494 3.2307578 3.27340931 0.32571448 0.40374759 0.21748455 4
18.0453863 6.79433044 6.78832259 0.32270034 0.02041976 -0.2174769 4
170.437195 6.94775763 6.91692791 0.04851128 0.17641951 -0.2169836 4
61.7478079 7.0816351 7.072895 0.04265217 0.05263125 -0.2167337 4
99.5412675 7.66451255 7.67358478 0.45632433 0.04636791 -0.2167208 4
57.9064396 7.22430634 7.21505186 0.07147148 0.04213933 -0.2167116 4
57.5869926 5.47246563 5.48961687 0.09034432 0.22318527 0.2166761 4
9.96445071 2.25193073 1.99050886 0.81304027 0.96229222 -0.2165997 4
49.2248937 5.51061902 5.52385876 0.0413872 0.19241788 0.21656892 4
32.5399578 5.47418034 5.48617874 0.03255425 0.12961051 0.21653052 4
319.284947 6.61209838 6.62354138 0.24510309 0.47290207 0.21647568 4
11.0201938 4.38098593 4.35626559 0.05998328 0.14705052 -0.2163995 4
4.43248512 1.68572002 1.48712559 0.65834021 0.79347437 -0.2162591 4
3.18197471 1.52405133 1.38233147 0.07074927 0.92703293 0.21620666 4
175.460657 6.30897232 6.31854613 0.12071199 0.34412285 0.21619254 4
16.9648146 3.9366214 3.95004611 0.09827188 0.30411898 0.21618754 4
5.56337323 4.02600334 4.00749327 0.14353042 0.09968029 -0.2159842 4
1.45931964 1.48645185 1.42704361 0.31848405 0.31729922 -0.2157729 4
2.50755337 1.85760899 1.79745056 0.48074579 0.44012713 -0.215755 4
8.31727973 2.9979702 2.95424079 0.52583925 0.38153259 -0.2155684 4
0.88657358 1.86494653 1.84477306 0.26410972 0.13691952 -0.2155545 4
9.74015107 3.06002247 3.05700964 0.0735056 0.42347808 0.21535477 4
48.242074 5.78003659 5.79157264 0.00857365 0.14213727 0.21527956 4

5.66188701 4.04147249 4.05566916 0.07523472 0.09531719 0.21527508 4
288.6756 7.4718249 7.44186089 0.16551543 0.17701826 -0.2152724 4

4.97355338 1.8385239 1.81892846 0.29461264 0.64432588 0.21503419 4
5.18093821 4.49651439 4.50755966 0.06465642 0.05654713 0.21496362 4
96.2795376 6.40772662 6.42656686 0.10016947 0.14980507 0.21449426 4
32.3110622 4.90323383 4.96183843 0.31181601 0.21614413 0.21436173 4
509.025765 8.26632137 8.28254089 0.08806117 0.13033101 0.21424232 4
108.200543 8.15399697 8.14580621 0.06849975 0.03141621 -0.2141855 4
55.3356639 5.76997248 5.73853151 0.09286489 0.1701253 -0.2140895 4
8.32093493 3.84773142 3.82297173 0.31407703 0.1891984 -0.2140254 4
101.368015 6.43572589 6.47178162 0.20454908 0.15732063 0.21397381 4
8.58599818 3.21645962 3.13828516 0.21829873 0.35996764 -0.2138872 4



12.3212672 4.68015519 4.71021935 0.17137952 0.11259318 0.21388082 4
29.9741669 4.86868084 4.89856043 0.17088547 0.20987802 0.2137741 4
9.09634855 4.42962292 4.46715616 0.19450554 0.10140356 0.21371658 4
17.4947647 4.98825741 5.00110133 0.05968961 0.11789851 0.21371082 4
6.66243184 4.06968729 4.07999605 0.02661959 0.11325939 0.21369421 4
23.8135725 4.78300395 4.81054582 0.15717417 0.18782068 0.2136799 4
632.021017 7.4130326 7.34871412 0.38593225 0.36607171 -0.2136723 4
46.0515566 6.59626934 6.60921165 0.07844111 0.06152324 0.21363028 4
22.8945882 5.09965963 5.11328765 0.06587904 0.14303439 0.21360805 4
9.18574272 4.75472092 4.78447621 0.16198905 0.07514557 0.21352919 4
42.0491371 6.45704101 6.51636677 0.2696915 0.06318419 0.21336734 4
16.7041329 4.07153537 4.09282003 0.16845266 0.29167198 0.21331937 4
9.1161133 3.76150293 3.81410833 0.26820357 0.19288518 0.21330407 4

97.5730978 6.78778639 6.78891835 0.42570974 0.10681781 -0.2132914 4
9.63887901 4.10373623 4.12208107 0.10193258 0.15827909 0.21325349 4
25.7470063 4.28469491 4.29466659 0.07564606 0.31932446 0.21323554 4
72.323698 6.49199137 6.50603751 0.07372737 0.10830253 0.21310641 4

5.14122466 4.60431667 4.62832611 0.13962131 0.04952622 0.21310586 4
17.1053836 4.77318986 4.74763258 0.12928555 0.14305077 -0.2130139 4
22.675523 4.04506935 4.04807 0.16759653 0.43347064 0.21267569 4

92.9463236 6.38246893 6.35357844 0.132393 0.16913188 -0.2125233 4
324.793153 6.87017184 6.78315549 0.12005928 0.38861572 -0.2125078 4
204.28633 8.48573634 8.50053227 0.09154988 0.04129111 0.21248059 4

3.50958227 3.16388377 3.21182551 0.23924047 0.14376517 0.21209982 4
118.443995 6.40368984 6.42794692 0.14296623 0.19018429 0.21209036 4
214.853335 6.67538333 6.61934876 0.12275456 0.26396597 -0.2119766 4
158.227348 6.60589186 6.56437018 0.17194265 0.23358993 -0.2119136 4
144.693368 6.45557491 6.45275059 0.50304436 0.2415799 -0.2118448 4
9.11734183 2.97145542 2.82401497 0.22905993 0.57861002 -0.2118394 4
5.87734955 3.24255521 3.25402606 0.03220653 0.22529593 0.21179433 4
64.2355891 6.11918639 6.1471868 0.16370311 0.13445147 0.21157789 4
49.8099181 5.84652724 5.82162875 0.07789158 0.14138669 -0.2115633 4
40.9990584 4.72473119 4.73303013 0.06222673 0.32490944 0.21141225 4
10.3488818 3.59953942 3.53280424 0.07191657 0.32007913 -0.2113237 4
19.2339024 4.74908492 4.71802065 0.11397009 0.1798169 -0.2111995 4
6.95787472 2.49849136 2.2607782 0.0961113 0.76143714 -0.211143 4
8.61328515 3.40057768 3.42018938 0.12774607 0.25998071 0.21074828 4
18.1718176 4.45805908 4.49269486 0.19731672 0.19390353 0.21060885 4
56.5981564 5.25884926 5.191212 0.07984534 0.31263077 -0.2104968 4
6.55065228 4.1487063 4.16342264 0.0831415 0.10318335 0.21048079 4
8.80864472 4.42798858 4.40893207 0.15306589 0.11003929 -0.2104635 4
4.23327717 3.82121773 3.83433658 0.07416081 0.09388221 0.21040727 4
5.12882683 2.63741837 2.62358468 0.61273547 0.39381377 -0.2104044 4
5.12882683 2.63741837 2.62358468 0.61273547 0.39381377 -0.2104044 4
121.327238 5.61448004 5.59635873 0.10146033 0.50313897 0.21040259 4
121.327238 5.61448004 5.59635873 0.10146033 0.50313897 0.21040259 4
12.8195022 4.89488559 4.87779696 0.11619121 0.09635747 -0.2103712 4
431.738307 7.23389478 7.25142083 0.15782211 0.32060421 0.21034427 4



3.31076165 3.45504629 3.47595285 0.12585123 0.10242525 0.21030968 4
21.471386 6.42844279 6.41676977 0.13095257 0.0347299 -0.2102963 4

9.44524683 4.99174931 5.00927316 0.10933677 0.06190914 0.21017985 4
12.7936258 4.19061248 4.21992929 0.17658252 0.18163188 0.21005373 4
111.947509 6.18930086 6.14592754 0.14688971 0.22420065 -0.2100035 4
698.839341 7.91366671 7.94199831 0.19372969 0.25265062 0.20997429 4
2.13294759 4.20724035 4.22194113 0.09462663 0.03137443 0.20988641 4
28.8741148 4.73534498 4.68294002 0.0492265 0.24952864 -0.2098827 4
10.6533383 3.9686669 3.93275567 0.20937231 0.22074683 -0.2098552 4
32.2603943 6.26405786 6.28014648 0.10136407 0.06137592 0.20975075 4
202.096646 7.13149591 7.10292161 0.11535108 0.16137303 -0.2097335 4
9.29708023 3.20965627 3.11894632 0.25491452 0.42401283 -0.2095993 4
186.977561 6.70423557 6.6587913 0.02282691 0.22439387 -0.2094682 4
9.0710304 4.19604636 4.17307274 0.03052085 0.13555384 -0.209427 4

13.0395595 2.81126299 2.55855032 0.07997928 1.19382948 0.20939101 4
9.62817906 3.25909569 3.31677052 0.34212825 0.35479727 0.20926579 4
298.474783 7.89233916 7.93993587 0.25539099 0.10888917 0.20925205 4
67.3689177 5.7704256 5.73083708 0.12416532 0.20866063 -0.2091062 4
235.291721 7.75839904 7.74214791 0.04683178 0.10371971 -0.2090869 4
57.5448533 6.11832306 6.14001882 0.13008633 0.12428207 0.20906948 4
74.3909895 5.8068593 5.76276467 0.14765914 0.24220308 -0.2090163 4
17.8784362 4.13718336 4.0686208 0.04369944 0.32951727 -0.2088922 4
11.4006126 3.76435847 3.77269433 0.04963567 0.27768375 0.20888187 4
96.5681578 6.2397821 6.20725446 0.22679617 0.20332082 -0.208755 4
18.9452221 4.50920368 4.46700553 0.0511319 0.23040005 -0.2087236 4
175.019375 6.4822689 6.49034842 0.04926971 0.28101354 0.20869925 4
9.06283654 2.89291677 2.94892022 0.41330095 0.44565869 0.20860664 4
2.51597255 3.75646789 3.74380349 0.18637515 0.06035253 -0.208575 4
9.08901872 4.03569245 4.06035658 0.14299845 0.14990353 0.20851509 4
8.20978433 3.82277688 3.87882504 0.29828141 0.17793007 0.2083766 4
18.0583337 3.32339967 3.28972761 0.03196358 0.55330979 0.20835395 4
7.88099976 3.71656041 3.73334106 0.10407797 0.19705219 0.20827905 4
534.31925 7.68039382 7.62606477 0.05872528 0.27968441 -0.2082568 4

142.039196 6.50440963 6.52499934 0.13847153 0.21736041 0.20820844 4
4.91987144 3.93641332 3.92658994 0.32581484 0.09511474 -0.2082047 4
2.97023281 3.61347122 3.64248044 0.16623373 0.07936279 0.20819521 4
0.56429158 2.78286882 2.81737313 0.55862519 0.0339193 -0.2081373 4

3.360183 3.67152639 3.65525752 0.18647426 0.08605353 -0.2080768 4
79.670877 7.4312294 7.48414611 0.25441005 0.04504873 0.20803654 4

38.6854753 5.52058561 5.5357559 0.07600041 0.14664566 0.20795153 4
98.6193354 6.41375209 6.38538906 0.06185499 0.15903062 -0.2078848 4
8.1472213 4.39998104 4.42311785 0.13659726 0.09839531 0.20781601 4

38.1524087 4.97876938 4.92577944 0.12349814 0.25689836 -0.2076611 4
0.85530339 4.14916654 4.14020147 0.09757513 0.01359678 -0.2075134 4
12.2602634 3.81112869 3.75275455 0.16976452 0.30314851 -0.2073634 4
37.2021856 5.00580062 5.02320839 0.1265459 0.25100822 0.20724931 4
17.8301944 4.1779457 4.11776953 0.10192854 0.29507386 -0.2071782 4
17.5095094 4.91399167 4.93717859 0.14239599 0.13009979 0.20714032 4



35.3464492 5.87945682 5.90127017 0.13149033 0.09676757 0.20706289 4
111.085719 6.92410338 6.90517965 0.13237315 0.11401749 -0.2069924 4
5.77789372 1.72769833 0.10750241 0.40698541 3.79975463 0.20668799 4
24.0827842 5.16728794 5.17961398 0.05158647 0.13170079 0.20665018 4
5.30575837 3.36267029 3.34664955 0.37040443 0.180038 -0.2065555 4
6.55460673 2.58357914 2.6085171 0.35150799 0.54192374 0.20646391 4
4.70736802 3.05702218 3.10405118 0.2540242 0.21804047 0.20643161 4
11.1038414 5.05730061 5.06697489 0.05236189 0.07135961 0.2063515 4
8.13615495 3.97515191 3.94887939 0.11835253 0.15097947 -0.206165 4
99.0032899 6.50152336 6.47607651 0.10506931 0.14693136 -0.2059645 4
332.024836 7.36434598 7.38001181 0.10359242 0.21775348 0.20593851 4
97.9061504 6.70241058 6.68167447 0.10401414 0.12560145 -0.2058553 4
17.8492441 3.84795008 3.84646856 0.05035602 0.38101605 0.20582526 4
31.0745739 4.85570879 4.86601543 0.02552105 0.2348104 0.20579222 4
5.50513143 3.35302068 3.31954713 0.18490139 0.2012508 -0.2057436 4
17.8819178 5.03108871 5.04665377 0.09079304 0.11447879 0.20572305 4
30.985829 5.84832416 5.83335851 0.07803791 0.0928456 -0.2056958 4

42.4249537 4.94603212 4.88025773 0.06899249 0.29304689 -0.2056539 4
23.2440138 4.82862255 4.85046744 0.13090045 0.17615309 0.20562995 4
1244.0324 8.70005142 8.65937193 0.09146252 0.22597842 -0.2055493 4

230.658362 6.65487601 6.69800801 0.25045127 0.26433415 0.20554843 4
20.6746788 4.30856383 4.32700491 0.12349237 0.25247918 0.20554688 4
10.7736827 4.63053119 4.64610142 0.09091221 0.10514778 0.20543832 4
2.19158393 2.48312424 2.50354605 0.12247718 0.17273398 0.20529024 4
92.3695333 5.9971285 6.02053193 0.14310297 0.21003405 0.20494613 4
131.578162 6.6256102 6.59487883 0.10951799 0.17081204 -0.2049325 4
6.20480378 2.56572688 2.41271657 0.22499556 0.59919219 -0.2047438 4
33.2980309 5.07662379 5.09212308 0.08200993 0.19351385 0.20467513 4
10.6772448 4.88036776 4.88916818 0.03744061 0.08025154 0.2046738 4
122.264401 6.09264303 6.03257332 0.13105937 0.30091112 -0.2046023 4
24.9070699 6.0454849 6.05153043 0.01320507 0.05798875 0.20458095 4
24.9070699 6.0454849 6.05153043 0.01320507 0.05798875 0.20458095 4
67.9129772 5.92091872 5.88917766 0.14939506 0.18451915 -0.2043071 4

18.64214 4.60788455 4.57442082 0.08900652 0.1835879 -0.2042571 4
8.35907655 4.39398415 4.4104909 0.09872622 0.10229502 0.20419036 4
195.03373 5.28191457 4.83524073 0.49558924 1.09189161 -0.2041837 4

25.9820452 4.5954925 4.61151671 0.10264739 0.24275239 0.20405398 4
2.79522975 1.87318439 1.92640149 0.34008927 0.36101051 0.20405056 4
76.5759066 5.86204626 5.87319398 0.05864211 0.2245269 0.20396106 4
594.224971 8.69192365 8.70355459 0.05957878 0.0958367 0.20385393 4
29.1342764 5.15892174 5.17855589 0.12218184 0.16614552 0.20375962 4
17.0598392 4.44398846 4.40598137 0.11845427 0.21564875 -0.2036414 4
19.0029517 4.70611129 4.73626041 0.18511566 0.16752834 0.20356493 4
57.4313797 5.34817426 5.36740167 0.1374112 0.25172903 0.20354177 4
2.92467791 3.37789558 3.36061509 0.11014501 0.10373591 -0.2035291 4

535.1032 7.79544696 7.81285596 0.11545908 0.22104838 0.2035116 4
15.9583561 5.97138341 5.99130553 0.12769677 0.03957608 0.20343729 4
78.196753 5.57923436 5.59713102 0.14357099 0.28248157 0.20336453 4



11.5415449 3.10734645 3.14666188 0.44892077 0.55843449 0.20321951 4
17.0885584 4.60461582 4.61953533 0.07936783 0.16232856 0.20302553 4
122.640914 6.12806376 6.07242526 0.08313598 0.26964483 -0.2029889 4
6.75611896 3.87142444 3.89999612 0.1668971 0.13992588 0.20297492 4
1.19700049 1.27520752 1.47224192 0.66523937 0.28532663 0.20296441 4
442.703177 7.43392592 7.43996034 0.02314854 0.27908894 0.20283469 4
116.427039 6.50213433 6.47063598 0.04035767 0.18137745 -0.2028245 4
529.139372 7.40136705 7.45120959 0.31561366 0.3117905 0.20281023 4
6.66485599 3.62815024 3.59708094 0.09939404 0.17433457 -0.2027537 4
4.26898763 4.36599746 4.35461172 0.11134845 0.05484603 -0.2026908 4
4.26898763 4.36599746 4.35461172 0.11134845 0.05484603 -0.2026908 4
4.26898763 4.36599746 4.35461172 0.11134845 0.05484603 -0.2026908 4
45.8006307 5.6253174 5.59663238 0.15013701 0.17277072 -0.2021514 4
3.6013778 4.22764368 4.24397883 0.10477399 0.05133668 0.20201475 4
3.6013778 4.22764368 4.24397883 0.10477399 0.05133668 0.20201475 4
3.6013778 4.22764368 4.24397883 0.10477399 0.05133668 0.20201475 4

7.86162818 4.36011602 4.36916641 0.02872342 0.10004666 0.20187013 4
14.7644338 5.55211348 5.53985166 0.17638737 0.05889039 -0.2017704 4
57.8338488 6.3482958 6.33128144 0.19897777 0.10017626 -0.2016624 4
7.08038619 3.99966102 4.01631211 0.09781623 0.1287371 0.20166008 4
44.669949 5.23236322 5.24530713 0.09085141 0.24214298 0.20165002 4

133.749177 6.54127507 6.52152935 0.33099384 0.18944299 -0.2015998 4
3.62569434 3.53926737 3.52331233 0.24324584 0.10457118 -0.2014843 4
5.47249128 3.97971275 3.96198336 0.17289988 0.10500694 -0.2014818 4
284.996643 7.24343055 7.20757086 0.14952492 0.20131073 -0.2013148 4
200.078864 6.46312627 6.47554474 0.14705011 0.33185402 0.20127527 4
205.344777 7.60139238 7.58434704 0.09259893 0.10410288 -0.201153 4
20.7761221 5.20362922 5.21599945 0.06395095 0.10940348 0.20109024 4
7.65696792 4.32018111 4.35491198 0.19512458 0.09800028 0.200865 4
49.7568155 5.34229767 5.30346037 0.24126278 0.23714771 -0.2005233 4
30.2313926 5.25013226 5.26217561 0.04775361 0.15015379 0.20039598 4
54.0349358 5.65685727 5.67551191 0.12111986 0.19051762 0.20035543 4
3.31878349 3.85859805 3.84539315 0.11549829 0.0704222 -0.2003493 4
3.31878349 3.85859805 3.84539315 0.11549829 0.0704222 -0.2003493 4
73.2301699 6.29384651 6.31050472 0.09658862 0.12877857 0.20024885 4
33.9636543 4.43640936 4.55774516 0.50841798 0.38039999 0.20022721 4
39.9185632 5.9256262 5.93595275 0.0436494 0.10229034 0.20017184 4
117.788645 7.04520033 7.05658776 0.05851274 0.09994989 0.20015732 4
35.616575 5.23529756 5.24884899 0.07656672 0.18984379 0.20006092 4

26.3205581 5.35758937 5.33655627 0.12242182 0.13101156 -0.1997642 4
10.7541393 3.27468741 3.27989375 0.10283996 0.3595317 0.19964542 4
67.9836071 6.79677628 6.78523919 0.04497484 0.0767962 -0.1995972 4
192.887509 6.93535542 6.97040341 0.21999987 0.19039109 0.19957915 4
6.27263224 1.39896142 2.61331895 2.68225307 0.40923496 0.19954696 4
19.7502955 4.90808307 4.88358274 0.07613791 0.14919151 -0.1994472 4
12.1533951 4.23023767 4.24327795 0.06678922 0.17345051 0.1993485 4
29.8600457 5.28103611 5.29379908 0.06574226 0.1502507 0.19914073 4
499.20418 7.72954177 7.68699083 0.09835198 0.23489259 -0.1988387 4



133.17951 6.14859626 6.0943893 0.19445796 0.27836595 -0.1987891 4
4.10113218 4.42927805 4.41846949 0.1172591 0.0493603 -0.1987882 4
1073.08563 8.26640083 8.27955208 0.09767341 0.26127328 0.19871328 4
2.49393514 2.46272592 2.4484236 0.40846656 0.22622704 -0.1986443 4
216.24893 7.30672006 7.33831273 0.1935049 0.14393846 0.19854219 4

18.3676756 4.84143109 4.81726937 0.10583657 0.14407906 -0.1984672 4
119.690067 6.35995692 6.37622108 0.10905293 0.20457002 0.19819265 4
1.39072036 2.68650968 2.73808625 0.2695963 0.09199628 0.19810104 4
1.41671775 2.06336644 2.08896892 0.56430149 0.17610669 -0.198058 4
20.2952693 4.17994645 4.19255012 0.12989044 0.30380181 0.19787511 4
5.01313043 2.39163242 2.42419029 0.33228415 0.47503491 0.19764461 4
15.3328809 4.52053432 4.49323056 0.15717755 0.16384837 -0.1974825 4
714.584529 7.71825304 7.72206245 0.07125478 0.32809538 0.19728702 4
8.21774331 4.45483779 4.46562503 0.05983375 0.09700197 0.19725648 4
5.5727406 2.78185728 2.70426436 0.20972614 0.37841231 -0.1972545 4
11.018433 3.29220527 3.29519963 0.09961081 0.36828296 0.19723684 4

2.24372389 4.27008369 4.26114894 0.09721954 0.03149285 -0.1971055 4
169.283943 6.4795563 6.43518233 0.25411936 0.27279578 -0.1970776 4
99.0391328 6.81135511 6.85913708 0.26142009 0.10224811 0.19706954 4
3.21658576 2.55189659 2.51558669 0.3028214 0.25299367 -0.1970664 4
109.030061 6.40581103 6.37379349 0.08561572 0.18751242 -0.1969014 4
5.80854249 3.69682723 3.67257591 0.14036784 0.15320675 -0.196883 4
11.3955194 3.42961615 3.32925811 0.148288 0.45350336 -0.1967076 4
17.3896369 2.8213503 3.05595624 1.0127728 0.64673074 0.19669311 4
1.62469903 1.88334189 1.9333233 0.3003772 0.24334873 0.19664857 4
875.798322 8.08888602 8.09940938 0.106177 0.28592348 0.19655241 4
13.1672935 5.17816353 5.16748711 0.03011631 0.07438279 -0.1965515 4
43.3725837 6.10247459 6.11142612 0.03591479 0.09750194 0.19654027 4
111.229748 6.13239464 6.16149737 0.19669682 0.2246012 0.19644437 4
3.44569125 3.93939998 3.92692628 0.11832091 0.06921502 -0.1964204 4
28.2784415 5.34052958 5.35213841 0.05414747 0.13117375 0.19626577 4
233.059734 6.55415929 6.46997209 0.08573051 0.39161574 -0.1962207 4
290.116749 6.97572462 6.98247476 0.05318002 0.27947002 0.19619159 4
14.1509163 4.70159934 4.68066532 0.11636819 0.13312739 -0.1961509 4
13.5303826 5.22143277 5.23227464 0.06593018 0.07330637 0.19585117 4
2.84330688 2.64603575 2.61551754 0.22643092 0.19704539 -0.1957816 4
3.27985361 2.65612071 2.61539346 0.17589611 0.23017727 -0.195672 4
143.43855 4.76997178 5.99858763 1.83810662 0.32786653 0.19566847 4

9.78933964 1.465329 0.19863212 2.10439716 3.81805005 -0.1956062 4
2.17049655 3.85429288 3.84697694 0.28635935 0.04694661 -0.1955116 4
36.0486073 4.69324159 4.72313263 0.24061602 0.30957024 0.195331 4
10.0632593 3.44577683 3.4535852 0.11131192 0.32210311 0.19529184 4
307.917543 7.30454765 7.32032431 0.10785302 0.20450393 0.19528676 4
14.2576713 4.73911242 4.77007814 0.17910181 0.12401744 0.19522518 4
7.85035498 4.17654125 4.1915768 0.09513923 0.12223885 0.19519967 4
290.223826 8.61093264 8.60370732 0.02114258 0.05326256 -0.1951532 4
11.8075738 4.37426142 4.38452084 0.03720097 0.14921867 0.19505908 4
123.568999 6.80261868 6.78039688 0.06986811 0.13778901 -0.1949962 4



23.2470856 6.05432903 6.06342644 0.05831571 0.05331465 0.19498429 4
135.245051 6.18474788 6.19362838 0.10601196 0.29694973 0.19495642 4
47.469433 5.0102231 4.94211604 0.09808379 0.31053969 -0.1947959 4

101.754907 6.53394537 6.54691645 0.07120419 0.14366511 0.19477445 4
8.3753785 2.99951758 3.0249563 0.30260166 0.44711551 0.19475511 4

15.6703884 4.19082482 4.20210789 0.06562493 0.22794583 0.1946773 4
3.90581095 4.24070771 4.25720284 0.10946381 0.05592913 0.19464372 4
5.90277571 3.48016287 3.49201509 0.06275407 0.18151591 0.19460558 4
38.3490607 5.14825967 5.15952663 0.04792348 0.2064775 0.19426945 4
16.7918113 4.46636904 4.43796875 0.24202453 0.19925552 -0.194101 4
265.783349 7.12186527 7.08775284 0.20964154 0.21162629 -0.1940433 4
151.015739 6.97647518 6.95338884 0.05515008 0.14568226 -0.1939664 4
4.05322491 4.08081489 4.10477641 0.14685327 0.0665128 0.1939339 4
42.7601213 5.49743333 5.48498012 0.35228225 0.17202819 -0.1939219 4
37.2153959 4.91494351 4.92334133 0.01632852 0.2512571 0.19388152 4
4.46754798 3.35514724 3.33201645 0.21599026 0.15845379 -0.1938222 4
0.97278475 1.24692308 1.30373759 0.72270657 0.24438097 -0.193739 4
213.917273 7.21166635 7.18540118 0.05511352 0.15840035 -0.1936328 4
466.045608 7.57128177 7.52492618 0.11946572 0.25254637 -0.1936303 4
7.27899972 3.01850885 2.94368515 0.19158126 0.3424202 -0.1936216 4
41.1025987 4.85735937 4.78164668 0.09615378 0.36069403 -0.193368 4
497.738144 8.01433407 7.98649839 0.07023446 0.16764182 -0.1933525 4
57.5527394 7.32615724 7.31759704 0.22534914 0.03801178 -0.1932834 4
608.235612 8.38259788 8.36051562 0.02273347 0.13710221 -0.1932225 4
258.87956 7.32793629 7.3059906 0.24792426 0.16520693 -0.1930523 4

582.746184 7.34492252 7.24486787 0.16482079 0.45469134 -0.1928806 4
313.2926 7.14252076 7.09054501 0.05712753 0.27831486 -0.1928633 4

26.102947 4.56122937 4.56862756 0.02747799 0.26061935 0.19266728 4
1130.28134 8.30389967 8.31539439 0.09364314 0.26472766 0.19252792 4
1130.28134 8.30389967 8.31539439 0.09364314 0.26472766 0.19252792 4
15.0527522 5.30309444 5.31908748 0.10271942 0.07517777 0.19250682 4
8.31019817 3.61545815 3.63513532 0.13838743 0.21158667 0.19234942 4
8.31019817 3.61545815 3.63513532 0.13838743 0.21158667 0.19234942 4
11.6464285 5.03374268 5.04862741 0.09754813 0.0743057 0.19212679 4
4.96268091 0.80201406 0.93746077 1.68696293 1.56975525 0.19210809 4
4.03992317 4.73141494 4.72297354 0.08975926 0.03627557 -0.1921018 4
17.2361217 4.30861646 4.26458858 0.07955283 0.23610077 -0.192015 4
17.2037307 4.32379917 4.28201166 0.13971332 0.23723151 -0.1918096 4
57.7263018 6.80792509 6.79624732 0.13085226 0.06363468 -0.1916994 4
9.4381797 2.96923513 3.08644539 0.53971759 0.37953019 0.19150159 4

569.518897 7.88393497 7.84390556 0.09253486 0.22715478 -0.1913895 4
569.518897 7.88393497 7.84390556 0.09253486 0.22715478 -0.1913895 4
58.822415 5.94549057 5.96982802 0.15268424 0.1468805 0.19134578 4

8.50515683 4.51559057 4.52782838 0.07503516 0.09148058 0.19128726 4
129.724115 8.72461829 8.71790031 0.07293372 0.02110146 -0.1912266 4
5.1406259 3.57662831 3.59703266 0.13449779 0.14548605 0.19122513 4

12.0153233 4.31682716 4.29254212 0.18795657 0.16205946 -0.1910469 4
15.5862733 4.18363804 4.13596324 0.0634639 0.25940436 -0.191022 4



23.5241768 6.56386022 6.55652682 0.07257 0.03372362 -0.1909856 4
223.021029 7.38096021 7.39774284 0.10715049 0.13128162 0.19095843 4
10.1465505 4.5323451 4.5459396 0.08600462 0.10785717 0.19094998 4
7.14320036 3.42192574 3.43848409 0.11451486 0.21524016 0.19093906 4
45.4214443 5.56313739 5.53373278 0.10009807 0.17708498 -0.1907327 4
13.2607845 5.42763733 5.44569667 0.12172553 0.05729342 0.19071063 4
4.82235086 3.89895273 3.96348537 0.31974846 0.08987642 0.1907066 4
5.5005316 1.66102195 1.67941678 0.69465075 0.82588055 0.19048876 4

1.83511603 2.59456585 2.57235849 0.09738887 0.14351707 -0.1904829 4
117.442557 7.00374417 7.06837253 0.30097203 0.09871059 0.19039923 4
6.83136047 3.99644065 3.97644814 0.14663677 0.13276052 -0.1903838 4
545.606415 7.97743617 8.00359177 0.17568681 0.18699011 0.19029631 4
13.4581296 4.77252613 4.75499198 0.07553265 0.11208528 -0.1902702 4
55.8410088 6.28504548 6.31575917 0.18162976 0.10092484 0.19006859 4
71.9041999 6.32314602 6.3323147 0.03031528 0.13022351 0.19000347 4
359.386872 7.16565373 7.20182948 0.2397553 0.26976653 0.18996355 4
3.53612637 2.26467781 2.32931132 0.37509545 0.3109781 0.18993061 4
11.5357523 4.83987186 4.82649945 0.03958026 0.09488212 -0.1898713 4
18.8126702 4.97037363 4.98164641 0.05729147 0.12433502 0.1898221 4
381.408694 7.35744936 7.31055809 0.15533364 0.27045189 -0.1897519 4
6.75994207 3.42694084 3.44415978 0.12963732 0.22311684 0.18972841 4
11.0110061 3.07832914 2.88879295 0.0902596 0.68684092 -0.1896069 4
19.3989483 4.3374834 4.28439454 0.08166513 0.28732252 -0.1893664 4
11.9394746 3.69572948 3.70827986 0.13343274 0.29119054 0.18933075 4
16.3234335 5.1923512 5.20426771 0.07491933 0.08735898 0.18924236 4
108.532355 5.39304502 5.38166944 0.06701326 0.43081481 0.18923 4
12.8268479 4.56975506 4.58705561 0.11238961 0.13490196 0.18915505 4
12.8268479 4.56975506 4.58705561 0.11238961 0.13490196 0.18915505 4
101.815036 5.8275266 5.92940929 0.48978694 0.28570713 0.18908081 4
10.9940445 6.04320834 6.05322017 0.07283572 0.02572273 0.18905189 4
50.3911459 6.07569873 6.08626349 0.05380505 0.11093994 0.18904356 4
26.4498528 4.88145886 4.84865385 0.19930788 0.21869633 -0.1890385 4
9.3293515 5.39080829 5.4120019 0.14043464 0.04213312 0.1889721 4

5.45222905 2.83536703 2.76718078 0.10784273 0.31772384 -0.1888456 4
777.01778 8.01639842 7.96238887 0.01639342 0.28448538 -0.1888455 4

107.086916 6.08937937 6.0427453 0.15194556 0.26676862 -0.1888083 4
393.297733 7.38735037 7.33815105 0.0750412 0.26918774 -0.1884925 4
9.07307165 4.75156858 4.7396735 0.06814174 0.08106343 -0.1884913 4
97.9117641 5.80056071 5.81145677 0.1329563 0.30552502 0.18848859 4
4.47613187 3.19392467 3.29657733 0.41835004 0.16708305 0.18842432 4
4.47765058 2.01595676 1.83703174 0.22400026 0.59996749 -0.1882153 4
41.0961615 6.1905433 6.17644632 0.16873095 0.08670173 -0.1882032 4
6.83883607 3.87344224 3.89719486 0.15143675 0.13334195 0.18791809 4
11.4910818 4.51193673 4.49217536 0.09568445 0.12711601 -0.1879141 4
2.0641165 2.71057449 2.79531067 0.37239901 0.12154085 0.18784792 4

20.6493428 4.52145464 4.537695 0.12388614 0.21880885 0.18777928 4
11.7551172 5.40323248 5.39262608 0.19175933 0.05417084 -0.1877737 4
26.317742 4.05528966 4.09028038 0.34292135 0.46447141 0.18777016 4



31.7367622 4.95503169 4.91583275 0.14607296 0.22394541 -0.1877427 4
17.2405547 3.64203479 3.55678413 0.35512711 0.42735608 -0.1876871 4
37.9587567 5.46827812 5.44234451 0.02650274 0.15697269 -0.1876819 4
368.10466 7.19425786 7.20129495 0.04347267 0.26371236 0.18766079 4
18.580188 3.88950685 3.80119285 0.17242389 0.39755503 -0.1875692 4

20.8398798 4.8980213 4.87282789 0.06820095 0.15637126 -0.187537 4
6.4603805 3.67358022 3.6497279 0.20029606 0.1687272 -0.1874951 4

4.57428951 2.94466401 2.90614756 0.26176595 0.26502968 -0.1873263 4
18.9142251 4.56635496 4.57588229 0.028886 0.1885153 0.18731088 4
9.97476985 3.82087023 3.83202405 0.05991584 0.20304317 0.18729043 4
2.90485758 3.4809661 3.4666727 0.17517591 0.0896992 -0.1870299 4
35.2778501 5.42946777 5.44155387 0.06654928 0.14673122 0.18700233 4
7.09581207 3.83679298 3.84801536 0.06050632 0.15031148 0.18694912 4
365.205084 8.70178407 8.71206744 0.07030586 0.06090191 0.18694193 4
502.056984 7.46512282 7.43165113 0.37996956 0.30535693 -0.1868973 4
29.1767239 5.79431252 5.80433039 0.06005756 0.08866644 0.18681392 4
73.0828382 6.22859026 6.21156526 0.26036828 0.14054584 -0.1868086 4
11.0783562 4.96836184 4.97551991 0.0290831 0.07661232 0.18676727 4
10.3894644 3.43390098 3.44706717 0.19669435 0.36059612 0.18674775 4
62.3947915 5.43021681 5.3708283 0.08243083 0.31270006 -0.1866791 4
11.1863204 4.30282156 4.27796042 0.09036893 0.16204724 -0.1866623 4
95.6064262 7.122956 7.1371188 0.09695917 0.07758468 0.18664205 4
35.0252054 4.54321667 4.54555072 0.11610225 0.36087048 0.18662463 4
9.19579206 4.24772096 4.22739561 0.0954647 0.13044206 -0.1864189 4
75.8322774 6.20737051 6.18297092 0.06098783 0.15140382 -0.1863751 4
232.893006 8.18197755 8.17046915 0.11377907 0.06489917 -0.1862321 4
232.893006 8.18197755 8.17046915 0.11377907 0.06489917 -0.1862321 4
10.4642975 4.46606813 4.4478286 0.04350865 0.123272 -0.1861157 4
23.3510241 5.02707233 5.00256215 0.04431478 0.15288442 -0.1861069 4
10.5975201 4.75009304 4.73590448 0.11716099 0.09405472 -0.1860759 4
20.6941518 4.9859267 4.99961025 0.08334927 0.13392605 0.18604732 4
12.1272196 4.09657977 4.11715758 0.14457814 0.19149127 0.18604502 4
21.6337363 4.43965395 4.4018991 0.27185244 0.25407969 -0.185958 4
15.6311325 4.60016649 4.61068888 0.05828883 0.16160289 0.18592861 4
22.7836568 4.58506054 4.59476767 0.04985702 0.21848044 0.18590933 4
33.2012181 5.30162898 5.27441903 0.07956641 0.16892274 -0.1857905 4
18.1989922 4.09349987 4.11300173 0.17082688 0.28433541 0.18575924 4
12.5180409 4.91202763 4.92146911 0.05151186 0.08899257 0.18570371 4
47.5377596 8.19789529 8.18889802 0.13597974 0.01315694 -0.1853712 4
3.77371329 3.15277529 3.12707806 0.14542025 0.17244296 -0.185354 4
49.1670688 5.2731518 5.2260215 0.08959444 0.24516791 -0.1852164 4
9.89779983 3.45848406 3.39914827 0.25289982 0.34441035 -0.1852139 4
50.3058028 5.51574946 5.47941726 0.0396524 0.21024659 -0.1851633 4
69.5173401 6.14225643 6.17762658 0.20472217 0.13883513 0.18497907 4
17.0162619 5.02696237 5.0409969 0.09072601 0.10669368 0.18491174 4
11.1764963 4.18501588 4.1587575 0.15644224 0.16741611 -0.1849023 4
9.78687112 4.60901163 4.61838847 0.04997946 0.09503448 0.18487545 4
260.390785 7.54000589 7.60798355 0.35038771 0.13208966 0.18487352 4



6.62564414 4.69040115 4.68083072 0.07206061 0.06063904 -0.1846504 4
155.273774 7.24049315 7.22389097 0.0431164 0.11625545 -0.1846029 4
277.602336 6.73914341 6.73781273 0.0844124 0.35552662 0.1845211 4
0.42338669 4.3422893 4.33421187 0.18497575 0.00555896 -0.1842466 4
717.763798 7.23771306 7.10501769 0.34044338 0.57564969 -0.184209 4
34.3263202 6.0794731 6.06688442 0.1541429 0.08095828 -0.1841722 4
92.5490612 5.96374299 5.97725119 0.1183576 0.24466404 0.18408918 4
493.701866 7.43703988 7.44179761 0.05231018 0.28589917 0.18366628 4
198.440499 5.9802071 5.96782563 0.10540429 0.44307421 0.18357702 4
37.8719763 5.40388594 5.41303711 0.04574854 0.1768541 0.18353295 4
1.62119668 3.63163213 3.62267936 0.18231901 0.04323212 -0.1834964 4
1.44455694 2.69280921 2.77282265 0.35993809 0.09178215 0.18341715 4
3.37084052 2.98300302 3.02214131 0.23080211 0.15753871 0.18338561 4
3.36124173 4.38351138 4.40203891 0.45160967 0.04146514 -0.1833441 4
23.4840379 4.3982427 4.40178112 0.080309 0.3084663 0.18333633 4
12.5109167 4.78188711 4.86329557 0.35376623 0.0977235 0.18326486 4
33.1255394 5.41845598 5.39568778 0.0320787 0.14395269 -0.1832626 4
4.0911141 2.85722154 2.87282649 0.12664686 0.23202158 0.18318777 4

201.496992 7.77257962 7.78573121 0.08759612 0.08552776 0.18312007 4
11.4916796 5.10409837 5.1133625 0.40099324 0.07030933 -0.1828837 4
1.83466158 1.53482536 1.48961555 0.46299753 0.38946317 -0.1827047 4
2.78361098 2.97133936 3.0163694 0.25047589 0.13186155 0.18263476 4
12.4329994 4.53767813 4.54892559 0.06427047 0.12693823 0.18244857 4
60.0756642 6.59535875 6.60312636 0.03961694 0.08328394 0.18224189 4
29.1418676 4.89491561 4.8568978 0.08899546 0.2136941 -0.1821095 4

24.05122 5.08654691 5.09491855 0.02665494 0.15348322 0.18203005 4
83.9040612 6.55240118 6.57501434 0.14476472 0.11495138 0.18200621 4
7.74754176 2.78642971 2.67684546 0.26729226 0.46397956 -0.1819029 4
10.9171071 4.26938022 4.28020831 0.06603988 0.15637753 0.18170143 4
19.8209476 4.21986818 4.18090317 0.31303367 0.27700997 -0.1816797 4
14.498174 5.00328433 4.98968033 0.0109157 0.10037973 -0.1816769 4

11.0631432 2.67199974 2.46072191 0.45286372 0.7239845 -0.1816487 4
54.8761369 6.49245811 6.4795284 0.12481134 0.08306527 -0.1814121 4
4.44070853 2.49875546 2.51491549 0.18935301 0.32298904 0.18129833 4
821.241208 7.57494897 7.56708738 0.08806444 0.40458622 0.18129194 4
362.905816 7.41714346 7.45107687 0.23819701 0.22135292 0.18125414 4
7.04000134 4.68745577 4.70431104 0.1156145 0.06294217 0.18112005 4
51.7142605 5.81118347 5.82052517 0.03139661 0.14684192 0.18107722 4
51.7142605 5.81118347 5.82052517 0.03139661 0.14684192 0.18107722 4
55.8496507 5.66889023 5.63630197 0.10837619 0.1994845 -0.1809627 4
225.839547 6.40915057 6.3469262 0.39688346 0.4347637 -0.1808906 4
24.0578386 5.76502601 5.75520592 0.00801855 0.07498835 -0.1808099 4
13.2913847 4.72483915 4.89038902 0.88487332 0.10245645 -0.180721 4
2.5679851 4.66382264 4.65606031 0.11052344 0.02436053 -0.1807207 4

33.8948933 4.44337063 4.35201475 0.19562924 0.41515295 -0.180622 4
251.964941 7.59007704 7.57916857 0.29148805 0.12405156 -0.1805923 4
3.98104011 -0.6293098 -2.3250138 3.56586713 3.69043454 -0.1805726 4
4.62367491 2.07128594 2.05199755 0.34188214 0.66647051 0.18057156 4



18.9757303 4.91213522 4.89200581 0.15544742 0.13662557 -0.1805421 4
2.79551272 2.80855067 2.85170021 0.24497228 0.16459082 0.18045817 4
11.635793 3.2471321 3.10978363 0.11450326 0.55264688 -0.1804454 4

582.419866 7.09594528 7.05558774 0.09774678 0.56514063 0.18025955 4
360.694663 7.14202182 7.16843377 0.23480888 0.29664309 0.18014686 4
274.32731 7.51919649 7.4954341 0.02727356 0.15893552 -0.1801402 4

413.192691 8.02828747 8.13002676 0.41174914 0.12067444 0.18013194 4
9.13447914 3.56545018 3.58977345 0.20466532 0.26302176 0.18006636 4
40.7245664 4.68787011 4.58898058 0.10230778 0.44865148 -0.1800455 4
5.19996962 3.78076774 3.76389869 0.15997947 0.12029044 -0.1799489 4
334.561143 6.43663316 6.28337519 0.43314664 0.71296931 -0.1799302 4
6.44709426 3.7819957 3.75968461 0.14372004 0.15522291 -0.1798919 4
8.58090578 3.30642535 3.35686685 0.30549143 0.27373429 0.17988592 4
11.9469919 3.62400416 3.54992115 0.10844313 0.37174338 -0.1797649 4
516.695739 8.05708549 8.03097736 0.10683234 0.17156418 -0.1794946 4
274.367018 7.67034518 7.65137055 0.07017494 0.12685229 -0.1794823 4
57.2978632 6.26446826 6.24855389 0.05084475 0.1137652 -0.1793742 4
0.68088469 4.79192258 4.8006536 0.06810166 0.00559907 0.17933987 4
37.271707 4.58845213 4.5946507 0.14676175 0.34796186 0.17916293 4

30.5483682 4.73244294 4.68115381 0.06434631 0.26130195 -0.1790881 4
2.03233607 4.93241525 4.93865407 0.05080456 0.01453962 0.17907192 4
7.51565246 4.72801164 4.71868526 0.05003959 0.0669573 -0.1790381 4
4.88571064 3.83822828 3.82249537 0.15322621 0.10891917 -0.1789769 4
45.0374121 5.44869733 5.4581355 0.04642141 0.18559244 0.17889514 4
9.16616197 4.43709525 4.42135196 0.14307132 0.10817685 -0.1788741 4
3.73696515 2.41295046 2.42254655 0.15115951 0.328058 0.17884789 4
3.9628741 1.97762243 1.8448157 0.32255628 0.5433584 -0.1788273 4

60.3948895 5.79694357 5.82161356 0.16684299 0.1752259 0.17880005 4
36.4482499 5.90194561 5.92756282 0.17112431 0.09981383 0.17862117 4
0.50208391 1.33084613 1.35083719 0.13807272 0.1261634 0.1785669 4
5.95586461 4.13250664 4.11811837 0.11159974 0.09960884 -0.1785329 4
60.0531305 6.33539205 6.32153036 0.21793867 0.111101 -0.1784926 4
3.27573549 2.02888874 1.97120644 0.48662155 0.4762576 -0.1783984 4
14.2669676 4.34275761 4.35711713 0.11101971 0.19103912 0.17830747 4
1.17031795 0.91140638 1.08128859 0.63687966 0.38085541 0.17822533 4
14.5352766 5.1066533 5.11731454 0.07030688 0.08697565 0.17819122 4
5.97570861 3.36997262 3.39211578 0.1640661 0.19230316 0.17818255 4
10.8211709 3.55139429 3.64932911 0.48081948 0.28595614 0.1778666 4
61.6081719 6.10110818 6.08049162 0.08413405 0.13685878 -0.1778239 4
23.1166536 5.13632241 5.19455773 0.29837772 0.13267941 0.17768289 4
41.4792165 6.50084981 6.49101148 0.09298662 0.06178501 -0.1776671 4
9.24684406 4.18077028 4.1963015 0.11010332 0.14379687 0.17733575 4
48.1772601 6.24233749 6.22882729 0.07062836 0.09732031 -0.17728 4
21.4797722 3.754115 3.83379129 0.50999238 0.44100548 0.17716232 4
21.0306541 4.36761757 4.3949655 0.22134468 0.2769526 0.17695172 4
48.0660588 4.8479543 4.76583731 0.17974619 0.3840138 -0.1769218 4
25.479618 4.87204116 4.83985646 0.06815893 0.18989317 -0.1767806 4

96.8637354 6.13042336 6.09787264 0.17297801 0.20426556 -0.176745 4



775.415278 8.68804703 8.69630682 0.03548331 0.13447472 0.17653535 4
28.7080372 4.80325381 4.76009482 0.01545584 0.23669961 -0.1763075 4
107.683171 5.80840677 5.83327494 0.22298425 0.29629081 0.17619931 4
38.3076269 4.04738226 3.98950384 0.36456028 0.79517452 0.17619879 4
5.52739543 4.02097677 4.0072878 0.18945968 0.09997616 -0.1761978 4
85.7439346 5.82964324 5.80405366 0.33342312 0.23982374 -0.1761944 4
41.4543259 5.5942353 5.56982464 0.05268662 0.16298873 -0.1761844 4
9.80184624 4.71033992 4.72720034 0.11991317 0.08855497 0.17616876 4
7.15236902 4.70065692 4.71952117 0.13326382 0.06477874 0.17610878 4
16.4245824 4.40894597 4.37552057 0.03957097 0.1944604 -0.1760702 4
152.760745 6.96470252 6.97290799 0.01339891 0.13778974 0.1759389 4
33.220469 5.39490453 5.37153131 0.0930696 0.15841654 -0.1758514 4

195.306435 5.99235078 5.98046933 0.1046854 0.42853689 0.17574595 4
40.1765102 5.17661995 5.1859437 0.07281241 0.2203185 0.17568146 4
19.8000063 4.83077288 4.98783469 0.53860941 0.13712896 0.17563271 4
16.6541563 5.0583631 5.04326575 0.07442799 0.10668247 -0.1753099 4
81.9966375 5.2704271 5.33635045 0.38874346 0.35692382 0.17526154 4
77.4920832 5.31772159 5.2252132 0.17861959 0.44152362 -0.1749371 4
78.1225139 5.51749189 5.47579797 0.3326665 0.30756611 -0.1748369 4
141.550512 5.64229696 5.76594667 0.54970099 0.40629782 0.17480914 4
207.454089 6.57225884 6.58821271 0.15533971 0.26304676 0.1744778 4
15.1074552 3.38739673 3.22483073 0.19796464 0.63360486 -0.1742892 4
3.75464913 3.98163432 4.01903761 0.21360782 0.06639934 0.17427242 4
19.4317407 5.15450919 5.13882604 0.16040356 0.1112522 -0.174207 4
16.0129293 4.94723237 4.93102084 0.10139585 0.11376337 -0.174067 4
13.5993283 4.17599444 4.23881271 0.35333848 0.19163499 0.17392609 4
165.668107 6.38892611 6.39749716 0.12902423 0.29634929 0.17392218 4
1.64881789 1.78018547 1.80371273 0.19550762 0.2626126 0.17381256 4
13.0548956 5.01938523 5.02766363 0.04936359 0.08624827 0.17377441 4
380.569674 6.80127123 6.81481734 0.2672605 0.41732191 0.1735607 4
123.152569 6.51882432 6.52675532 0.03739596 0.18236525 0.17343883 4
6.7022037 3.11016844 3.06418569 0.27724701 0.30335627 -0.1733345 4

1.42771993 3.35631619 3.36904949 0.09243666 0.04940295 0.17332997 4
576.955172 8.02520426 7.99411952 0.09770316 0.19752551 -0.1732373 4
31.2122342 4.83808455 4.79174944 0.07723197 0.26000451 -0.1732077 4
5.20576874 2.95247653 2.96558685 0.15767881 0.28263043 0.17314517 4
208.540379 7.11854598 7.094625 0.16010181 0.16487705 -0.1731279 4
14.6611271 3.7459728 3.74321955 0.07551317 0.34897259 0.17309767 4
22.5181212 3.57970009 3.35335378 0.12120652 0.72498386 -0.1730227 4
4.83708054 4.26581738 4.25604784 0.06833561 0.06949398 -0.1729536 4
33.2772464 5.36992645 5.37872673 0.03615658 0.14678148 0.17288831 4
34.1817076 5.57686408 5.62994392 0.29785127 0.12509788 0.17287232 4
12.8908958 4.58148422 4.562171 0.03418534 0.13456533 -0.1727223 4
2.03719398 0.49364471 0.20365655 0.88060448 1.13584313 -0.1726725 4
17.0990737 5.37517953 5.38989076 0.10406999 0.07960617 0.17260527 4
152.229813 6.4014145 6.43439829 0.2287959 0.23503192 0.17246579 4
1127.50475 8.19259563 8.20033553 0.15915407 0.33073242 0.17240047 4
1.8079442 0.58812825 -1.4346651 0.50897565 4.04627202 -0.1723902 4



29.6634534 5.60710735 5.59199865 0.06003865 0.10734673 -0.1723179 4
56.3496567 5.94451822 5.92182103 0.06976845 0.1575475 -0.1722485 4
5.84239941 4.9738334 4.99080047 0.12121299 0.04018127 0.17213299 4
7.85080409 3.7540854 3.85020412 0.43963267 0.17487718 0.17181771 4
149.774072 5.85353091 5.73456915 0.22437313 0.54543455 -0.1717431 4
4.40560484 2.84463819 2.91516008 0.38766775 0.23010353 0.17167602 4
35.0160239 4.99185872 4.95945694 0.26647859 0.24985106 -0.1715629 4
4.35778633 5.15354158 5.14717889 0.08240411 0.02551154 -0.1714788 4
125.70165 7.17414439 7.18549062 0.08068798 0.09489915 0.17133274 4

16.7525748 4.75820244 4.76904455 0.06851876 0.13640207 0.17119653 4
79.0090311 6.38639268 6.36664338 0.04768481 0.14098454 -0.1711446 4
79.0090311 6.38639268 6.36664338 0.04768481 0.14098454 -0.1711446 4
11.3497362 2.67937274 2.29638618 0.13925582 1.03555082 -0.1709203 4
88.1630205 6.38948335 6.36931949 0.17893628 0.15727575 -0.170877 4
25.5260562 4.52166013 4.46512983 0.10711608 0.31291844 -0.1707961 4
228.239181 7.09081028 7.10264969 0.08703754 0.17861432 0.17074879 4
42.7324549 6.41446187 6.44110492 0.16909034 0.06786338 0.17060558 4
11.2561053 4.17916942 4.1947166 0.12098768 0.17709454 0.17048867 4
8.83374215 4.58243982 4.56978449 0.09141022 0.09314168 -0.1704228 4
7.56405413 4.23548274 4.22684738 0.26504587 0.1070236 -0.1702813 4
774.238476 7.51641801 7.40939322 0.2450916 0.51240255 -0.170146 4
13.7039367 4.22852768 4.19913162 0.16739127 0.19590169 -0.1700804 4
24.1801414 4.78831784 4.75438359 0.02893103 0.2052567 -0.1700456 4
9.52023772 4.16544129 4.17860229 0.09604221 0.14264411 0.17001032 4
82.5134885 6.9792169 6.96911137 0.20383328 0.07661491 -0.1696827 4
13.0987962 5.22031643 5.21153758 0.0209056 0.07054432 -0.1695134 4
7.79935747 4.7958297 4.7865969 0.07404316 0.06383417 -0.1693979 4
20.5871452 4.20863219 4.16524294 0.29894716 0.30444787 -0.1690933 4
25.2253353 4.87393279 4.84323855 0.11566571 0.19759358 -0.1690933 4
11.6465352 4.19771238 4.18481865 0.31379259 0.18210133 -0.1690074 4
6.47799606 3.49545887 3.47229395 0.25052669 0.19978338 -0.1689807 4
6.47799606 3.49545887 3.47229395 0.25052669 0.19978338 -0.1689807 4
11.6163547 4.26380491 4.23879927 0.05972938 0.1650346 -0.168627 4
125.795858 6.91677637 6.89937662 0.04930143 0.12234714 -0.168406 4
48.7931362 5.68501268 5.6596704 0.08305896 0.1689484 -0.1683887 4
75.6991315 7.36978081 7.36266341 0.19774224 0.04771075 -0.1682081 4
810.980445 7.83613315 7.76354045 0.03901342 0.36250381 -0.1681886 4
194.940609 6.80640509 6.83571465 0.22059062 0.21964712 0.16801368 4
27.6704699 4.86043077 4.87893232 0.15079357 0.20916105 0.167889 4
6.60177861 3.7636023 3.84520336 0.3699633 0.1410037 0.16772611 4
42.8397021 5.94456273 5.95629485 0.0845565 0.10876789 0.1677036 4
0.66241337 2.8779326 2.90382643 0.17391292 0.03631816 0.16746766 4
45.2094907 5.8328643 5.81409562 0.09455467 0.13139467 -0.1674351 4
16.2929427 4.09299116 4.10269773 0.10511352 0.24870771 0.16739067 4
7.03843498 3.46753656 3.49471775 0.20577785 0.22642371 0.16736818 4
251.779291 6.59026623 6.57961146 0.05477967 0.38338829 0.16734451 4
3.51541939 3.72400348 3.72904774 0.36471312 0.08258766 -0.1672808 4
21.5292032 4.50531642 4.4778675 0.29705672 0.24946145 -0.1672028 4



8.27342847 4.40083787 4.44236244 0.24161877 0.09491742 0.16712404 4
30.709992 4.44193569 4.45524029 0.19619652 0.33327639 0.16698462 4

193.288942 6.97222328 6.94541452 0.14746284 0.18762875 -0.1668385 4
58.7651466 5.46815344 5.47992394 0.12221958 0.24055614 0.16656624 4
246.65404 7.12584433 7.13727803 0.09920851 0.19697056 0.16643311 4

16.9141526 4.52341264 4.5364897 0.10730211 0.17902796 0.16637189 4
4.90736254 3.56395248 3.59073879 0.18033449 0.1350025 0.16623585 4
12.4239408 4.18341343 4.19056677 0.02189599 0.18096084 0.16609589 4
1.91564912 3.43238164 3.42410403 0.05398669 0.06331868 -0.1659804 4
10.0954136 3.26176112 3.17267295 0.08639241 0.39742814 -0.1656827 4
27.9288674 4.86092407 4.8259528 0.14972697 0.22865062 -0.1654809 4
30.3449959 4.27955183 4.27610286 0.19560845 0.43611117 0.1654768 4
19.8612946 3.70735054 3.68209827 0.22665535 0.55474295 0.16544533 4
11.2564481 3.49965136 3.49388774 0.02104971 0.34125256 0.16529673 4
56.3259527 5.19617794 5.1976353 0.03039701 0.28504313 0.16511698 4
7.96876979 3.94085566 3.91869391 0.13465858 0.15903067 -0.1651114 4
413.27447 7.2629298 7.20541035 0.15806126 0.33190119 -0.1650979 4

24.1298148 4.4911898 4.44683229 0.17291548 0.26061746 -0.1650544 4
14.2717275 4.08527717 4.04276024 0.12949495 0.26213913 -0.1650047 4
54.4015368 5.89937754 5.91031049 0.07562686 0.14131456 0.16494516 4
2.49780541 3.66062257 3.65083837 0.11958595 0.06526976 -0.1649274 4
10.932034 4.48620612 4.49933009 0.10040793 0.1251903 0.16487776 4

391.061387 7.67094859 7.6439098 0.12260894 0.1792892 -0.1648225 4
3.13970022 4.2950433 4.29930074 0.02434345 0.04296768 0.16462147 4
26.7007019 5.12356719 5.09957236 0.08407206 0.16766715 -0.1646025 4
29.114104 4.96746883 4.97460475 0.04548149 0.19791087 0.16460093 4

10.5564281 4.25249187 4.23068169 0.02791501 0.14826753 -0.164412 4
14.2462431 4.8862551 4.91013803 0.16189533 0.10409092 0.1644 4
14.2462431 4.8862551 4.91013803 0.16189533 0.10409092 0.1644 4
14.2462431 4.8862551 4.91013803 0.16189533 0.10409092 0.1644 4
14.2462431 4.8862551 4.91013803 0.16189533 0.10409092 0.1644 4
14.2462431 4.8862551 4.91013803 0.16189533 0.10409092 0.1644 4
23.2899378 5.89255407 5.90800018 0.11451617 0.06215529 0.16425844 4
16.5348572 4.11141165 4.05916948 0.12499719 0.30258406 -0.1642582 4
1.63057358 3.680262 3.74640541 0.34849117 0.0380975 0.16424441 4
94.790834 6.90851775 6.89603911 0.05864784 0.09403927 -0.1642423 4

18.2745536 3.97430775 3.92042815 0.31079396 0.35779305 -0.1642384 4
3.37376804 2.73588964 2.75096088 0.13873964 0.22168246 0.16421859 4
25.5339582 4.58098046 4.53411459 0.16979059 0.29184008 -0.1641865 4
103.171241 6.44884006 6.45813058 0.0595088 0.15556812 0.16412986 4
275.986629 6.72990194 6.7247999 0.09063864 0.35774944 0.16409487 4
14.6644094 5.37526148 5.36587163 0.07587989 0.06969845 -0.164049 4
6.27682497 4.31939562 4.33369513 0.10809186 0.08051642 0.16399763 4
6.98026686 2.57919662 2.4003684 0.20427756 0.69287748 -0.1639139 4
3.3457602 2.93549933 2.97558925 0.24351509 0.16728645 0.16387968 4

5.06732679 3.74544005 3.75363825 0.04582838 0.11643588 0.16375751 4
13.6374034 4.39278011 4.36790086 0.08468327 0.16550354 -0.1635652 4
27.8005907 5.10157718 5.07637922 0.0697669 0.16631737 -0.1632636 4



4.72622774 3.03949377 2.99845506 0.02555295 0.24795871 -0.1631837 4
1.23896103 1.20454025 1.16029733 0.38996288 0.35444301 -0.1631791 4
10.3064313 4.32003736 4.33078593 0.07705285 0.13076724 0.16310368 4
18.2861676 4.52194835 4.49095059 0.14083408 0.21195347 -0.1630855 4
17.7807773 4.97575431 4.99053871 0.11045569 0.12098041 0.16296773 4
3.71599859 2.74758259 2.83970081 0.43583867 0.20371394 0.16279609 4
52.9348162 6.43150819 6.45237916 0.15085917 0.08213871 0.16274729 4
15.0977278 4.67043199 4.65117915 0.137122 0.14140699 -0.1627156 4
4.89630663 4.29194489 4.3025 0.08003873 0.06633124 0.16244933 4
244.188665 7.49489584 7.52877435 0.22697789 0.12977452 0.16232035 4
8.78977853 4.3237891 4.30862753 0.1465195 0.11627989 -0.1622067 4
7.14504051 3.78371584 3.75929247 0.08553562 0.17194272 -0.1620933 4
3.83714298 3.03637477 3.0096152 0.15255889 0.193494 -0.1618845 4
8.41016599 4.219737 4.2029546 0.09449516 0.12443346 -0.161846 4
193.320062 6.94164622 6.91087083 0.020796 0.20329092 -0.1618403 4
20.3620711 5.59605276 5.58558342 0.09595263 0.07691467 -0.1618318 4
206.969468 6.82479521 6.8322943 0.0586496 0.20914741 0.16176418 4
14.5577406 5.16205763 5.18399045 0.15760571 0.0798685 0.16171511 4
38.7089525 5.71443344 5.7304804 0.12332385 0.12110155 0.16169945 4
48.2862213 6.30540187 6.35842724 0.28418222 0.08560503 0.16168022 4
12.8501575 4.63787891 4.65116317 0.10515577 0.12609314 0.16152682 4
342.66988 7.683339 7.69587059 0.09840094 0.15147958 0.16149283 4
42.134705 4.60577672 4.51109797 0.16917516 0.42513904 -0.1614712 4

37.5317949 5.79454769 5.80622097 0.08958871 0.11520495 0.16146535 4
8.42210874 4.18145116 4.16352775 0.09039318 0.13569647 -0.1614117 4
31.9801084 5.26587477 5.24176023 0.07530515 0.1622172 -0.1612479 4
9.40006982 4.25912397 4.29558119 0.23777077 0.12432638 0.16110548 4
698.090668 8.40834175 8.41479139 0.01805394 0.15745785 0.16105218 4
12.1723247 4.32462295 4.33606803 0.08973807 0.1562086 0.16098907 4
1037.74947 8.37702927 8.3357541 0.13605664 0.26168585 -0.1609591 4
12.7353025 3.24132522 3.15052681 0.39449621 0.49329422 -0.1609174 4
41.4613338 5.23345885 5.20503583 0.22644504 0.21809942 -0.1608861 4
41.4613338 5.23345885 5.20503583 0.22644504 0.21809942 -0.1608861 4
2.14809941 6.05163241 6.04542856 0.11441124 0.00509552 -0.160742 4
15.6904148 4.98994057 5.00260092 0.09755815 0.10353526 0.16071668 4
11.2261998 5.39526592 5.41974954 0.16284325 0.05040432 0.16069249 4
42.4148798 5.04214168 4.99430037 0.11214869 0.26471103 -0.1604441 4
10.693653 3.56883751 3.51163909 0.19868805 0.34404902 -0.1604117 4

20.0260419 5.28544104 5.29624489 0.08073701 0.09954975 0.16037247 4
499.583728 7.20976694 7.20272408 0.1027735 0.37470461 0.16026893 4
165.646737 6.87957381 6.89534316 0.13016857 0.17316462 0.16022321 4
175.427964 7.64338747 7.63277002 0.04440652 0.08604023 -0.1600761 4
29.2688185 5.55313498 5.56264175 0.07045671 0.11540532 0.16002888 4
438.73467 7.28883319 7.23794983 0.21789192 0.3142102 -0.159969 4

24.0519563 5.00416666 4.98475925 0.19872497 0.15784003 -0.1599657 4
169.514396 7.9580355 7.96323372 0.02892492 0.05915302 0.1598999 4
25.7212617 4.8238778 4.78930685 0.07999798 0.22435657 -0.1598813 4
15.8119648 3.74311616 3.77300778 0.31666477 0.36464716 0.15985023 4



3.8016617 2.02830169 1.91263728 0.31457789 0.53941174 -0.1597568 4
692.478332 7.57248666 7.59677869 0.30370547 0.38097284 0.15966375 4
9.86979384 3.70873877 3.66989287 0.18735601 0.26368146 -0.1595754 4
15.2986054 4.15261745 4.15868084 0.09495609 0.25280546 0.15953848 4
6.65942298 4.21980613 4.20725011 0.04662569 0.09890773 -0.1594823 4
9.42721074 5.12603984 5.11973559 0.01107132 0.05710757 -0.1594213 4
0.91212986 3.32358297 3.31673415 0.12565747 0.0330059 -0.159397 4
3.08022254 1.94846555 1.95630599 0.30458462 0.48569526 0.15939478 4
3.98224141 4.90595183 4.89993637 0.08262413 0.02948668 -0.1593904 4
13.6957748 5.2671908 5.28546201 0.13186395 0.06938664 0.1591351 4
29.4574875 4.82181787 4.83622999 0.15272921 0.24498849 0.15894722 4
30.0524765 5.57818563 5.56324421 0.04951849 0.11373682 -0.1589232 4
12.2494285 4.96270674 4.95193512 0.04583135 0.08686211 -0.1588766 4
5.52969423 2.95910216 2.9206455 0.26971537 0.27759752 -0.1588545 4
6.18117215 4.33462347 4.35647164 0.15943496 0.07950545 0.158799 4
9.63799348 4.70628451 4.72532299 0.14113155 0.08411438 0.15877891 4
171.998566 6.76642114 6.73496653 0.10415439 0.21172403 -0.1587203 4
2.70694415 3.43551561 3.43464109 0.29827012 0.08508294 -0.1584999 4
15.3938006 3.95121524 3.97643843 0.2486242 0.31159899 0.1584953 4
40.4741534 5.6226471 5.62965346 0.04048473 0.15011927 0.15832086 4
563.17096 7.50870805 7.52299525 0.17145147 0.27832147 0.15830362 4

4.00290858 4.01838737 4.03686517 0.13890943 0.07189264 0.15821392 4
6.67232373 3.67627146 3.65789885 0.21808253 0.16359591 -0.1581989 4
16.2469079 4.30900933 4.3146283 0.03810654 0.21009609 0.15807078 4
32.2825083 5.77633742 5.76458785 0.18264973 0.1024013 -0.1580677 4
36.0689152 5.31902198 5.36231255 0.25967966 0.16197649 0.15790451 4
10.7884708 4.50087582 4.48651479 0.16578908 0.12394466 -0.1576586 4
14.999063 4.44437295 4.463649 0.15234035 0.16530397 0.15761933 4

67.9390695 5.9393506 5.91673069 0.19273412 0.18429717 -0.1575949 4
116.137462 6.78775774 6.79895984 0.09053507 0.13205403 0.15755481 4
90.9410428 7.25141854 7.24260039 0.13032934 0.06627184 -0.1575213 4
388.266044 7.80323019 7.78008735 0.06969657 0.16540723 -0.1573507 4
23.9762348 5.09436769 5.07985068 0.22762328 0.14701451 -0.1571326 4
244.457657 7.36747716 7.39474377 0.19359289 0.14494892 0.15708073 4
82.4202592 6.34856949 6.3281564 0.07957945 0.15288407 -0.1566879 4
16.167738 5.15032875 5.13806505 0.10540993 0.09682505 -0.1564945 4

43.8859026 5.21507499 5.17746569 0.14045643 0.23596956 -0.1564876 4
8.85168604 4.17198236 4.15312553 0.08505228 0.14385041 -0.156457 4
25.5228069 4.82497952 4.79601113 0.19089164 0.22260727 -0.156332 4
25.5228069 4.82497952 4.79601113 0.19089164 0.22260727 -0.156332 4
25.5228069 4.82497952 4.79601113 0.19089164 0.22260727 -0.156332 4
51.7130385 5.6877441 5.69433739 0.02256656 0.16535771 0.156275 4
3.78386472 3.15100843 3.18580465 0.23476663 0.15041292 0.1561705 4
15.1821993 4.60850277 4.63333661 0.18872962 0.14865949 0.15615826 4
42.6482766 6.28503027 6.27463726 0.09338915 0.07895618 -0.1561083 4
634.816528 8.48557702 8.50136884 0.12131999 0.12481449 0.15608245 4
1.50658807 1.95042026 1.93009332 0.28701482 0.21337255 -0.1558919 4
5.07304169 2.65144171 2.58278508 0.26394576 0.40830096 -0.1558713 4



13.2061801 4.08369461 4.04723687 0.03229435 0.21895198 -0.1557907 4
11.63554 3.46555165 3.46522776 0.11120949 0.33087132 0.15575769 4

8.29087222 3.13174849 3.05566408 0.05239438 0.3550536 -0.1556691 4
60.0662277 4.00876541 3.90871048 0.62825511 1.02766929 0.15549098 4
12.6047047 4.41846539 4.39724731 0.0441831 0.14898151 -0.1554499 4
62.4910676 6.28454321 6.26910363 0.08605674 0.12145804 -0.155376 4
1082.50106 9.60112228 9.59224563 0.04322406 0.07430398 -0.1553632 4
4.32741597 2.45292556 2.43374121 0.49042837 0.37764192 -0.1552836 4
70.3164283 5.98621451 5.99955696 0.11172398 0.16683372 0.15521726 4
23.9087417 4.0120344 3.98084075 0.0833714 0.4906986 0.15518765 4
4.86592794 3.8932286 3.88702025 0.24864741 0.0972315 -0.1551446 4
85.3386921 6.26884414 6.24599979 0.09710037 0.16389994 -0.1549698 4
424.068343 6.96285629 6.95726345 0.09935242 0.35824215 0.15483628 4
1068.3449 8.24650729 8.20378789 0.2226697 0.28487509 -0.1547564 4

11.2469035 5.33829668 5.33073235 0.17512993 0.05452508 -0.1546432 4
10.5508065 4.16063879 4.13646597 0.08781247 0.17557839 -0.1545925 4
207.250778 7.1781523 7.20534694 0.20608005 0.160369 0.15435213 4
129.879925 6.45139906 6.47041735 0.15779337 0.19036962 0.15407333 4
9.43411461 3.92862706 3.93868307 0.1014797 0.19148341 0.15404381 4
22.3858107 4.09552929 4.09296751 0.10774068 0.34080569 0.15394565 4
4.16256184 2.51454866 2.47773465 0.38750638 0.36011033 -0.1539412 4
12.6198532 3.84204336 3.7930007 0.03791842 0.27152678 -0.1539405 4
12.3326007 4.149502 4.1179675 0.02000718 0.20994912 -0.1539248 4
1148.35981 8.26956628 8.21469655 0.04125407 0.28878636 -0.1539126 4
60.1427009 5.5399122 5.54412405 0.03146795 0.22357854 0.15389621 4
196.224974 6.81981678 6.83281315 0.13094697 0.20810992 0.15384089 4
54.7201556 6.73071193 6.74056915 0.08081861 0.06574472 0.15382778 4
21.8264925 4.64810595 4.6265676 0.25371672 0.20089891 -0.1537778 4
21.5259584 3.69068639 3.62621234 0.50878306 0.48459714 -0.1536046 4
77.0305315 6.07054315 6.07718083 0.03760022 0.16972901 0.15345025 4
648.706113 7.85743007 7.87079504 0.17077775 0.26488283 0.15339332 4
14.0152673 3.57187779 3.59004625 0.24942707 0.35624767 0.15337566 4
20.8106821 5.02511375 5.0071012 0.0855564 0.13428473 -0.1532776 4
7.51729466 4.0104437 3.99248291 0.12361045 0.14163855 -0.1532351 4

4.200049 4.52118013 4.51994516 0.27007641 0.04632958 -0.1531411 4
25.4022846 4.79284627 4.86682887 0.66740622 0.20515723 -0.1531325 4
10.4683784 4.81675557 4.82527385 0.0643417 0.08198579 0.15304464 4
53.990017 5.61791544 5.58906051 0.10389261 0.19312723 -0.1529588 4

12.2421778 4.26746645 4.24183662 0.0428307 0.17924471 -0.1529454 4
50.5305414 5.10571171 5.04708006 0.06690695 0.30800765 -0.1528902 4
446.16569 7.26597228 7.20175423 0.13430643 0.35961487 -0.1527106 4

12.8542214 4.60475218 4.61733961 0.09995768 0.12282118 0.15265244 4
14.4571681 4.47424191 4.45202434 0.12792741 0.16406557 -0.152522 4
93.5528101 7.00976782 7.03824048 0.20038492 0.08300321 0.15241766 4
11.0587516 4.94498687 4.93511308 0.13282579 0.07999779 -0.1524076 4
7.39227433 2.86344291 2.86423105 0.18092659 0.37247926 0.15237929 4
21.7596642 4.79929607 4.87919017 0.65748358 0.16221229 -0.1523689 4
40.8636677 5.16501945 5.12561724 0.10658241 0.25242819 -0.1523276 4



3.60105528 3.01366871 2.9872939 0.09386368 0.1894441 -0.1522372 4
24.0057712 5.5315073 5.54205842 0.08379375 0.09349405 0.15219253 4
891.682804 8.25579712 8.2583449 0.05400095 0.24523885 0.15194293 4
2.86988351 1.98861587 1.97874727 0.17197519 0.42697178 0.15188902 4
35.7358662 5.13718114 5.1433263 0.05246153 0.19921351 0.15158332 4
64.7051946 5.70980326 5.71512227 0.03341602 0.20028024 0.15140633 4
102.177777 5.76406237 5.70509781 0.20345547 0.35194105 -0.1514001 4
15.8142894 4.44160702 4.41359504 0.10898727 0.20180745 -0.151295 4
107.280844 4.86492931 4.77451062 0.34389959 0.78748965 0.15112883 4
6.6368178 2.82039016 2.72862332 0.22027461 0.47583475 -0.1509958 4

301.795845 7.78637413 7.76975069 0.05951822 0.13204222 -0.1508875 4
0.98850042 2.60570097 2.61579962 0.36444696 0.07144051 -0.1508737 4
29.2704354 4.40350735 4.38620704 0.04384607 0.40076871 0.15087215 4
39.7978359 5.41629185 5.39113805 0.07114061 0.17193707 -0.1507819 4
42.9413325 5.39299159 5.36540484 0.12250671 0.18926949 -0.1507089 4
34.659308 4.90461124 4.85889995 0.09699388 0.27726453 -0.1506781 4

22.2871965 3.85030925 3.71886164 0.08133746 0.53792212 -0.1505068 4
12.838843 6.0216601 6.01548371 0.12340643 0.03122838 -0.150426 4

3.85755185 3.2155447 3.22874445 0.11626281 0.15945015 0.15039399 4
43.2001254 5.11734375 5.12910455 0.13667796 0.23882125 0.15039348 4
25.8004987 4.62252392 4.62990529 0.10387437 0.2401124 0.1503363 4
9.3779341 3.00895028 2.98944001 0.09522724 0.4271596 0.15031031 4

36.1738586 5.45684411 5.47602656 0.14963758 0.14556599 0.15026078 4
145.311218 6.92445385 6.9048294 0.04501126 0.14852721 -0.1501717 4
16.1959959 3.99982832 4.01016681 0.14994118 0.27320205 0.15008916 4
167.422813 7.30670641 7.32454146 0.14395066 0.1106836 0.14972631 4
273.034806 7.96823656 7.99775656 0.20807358 0.08948237 0.14936562 4
9.88630798 3.50782755 3.45122211 0.03414011 0.30513107 -0.1493655 4
272.871169 7.14530849 7.15469463 0.11264058 0.22082468 0.14935094 4
11.4047718 4.73907836 4.76546373 0.19078158 0.09907935 0.14926187 4
28.8842488 5.34027934 5.32255729 0.11426282 0.13815366 -0.1492107 4

2.104535 2.0571818 2.07952619 0.54807031 0.25053079 -0.1491278 4
155.809815 6.63074726 6.59991083 0.13193248 0.21856564 -0.149057 4
216.175146 6.98625594 6.95614181 0.0386808 0.19389363 -0.1490445 4
12.0318653 3.97639479 4.00237291 0.21685116 0.20858208 0.14897332 4
14.5900133 4.95738603 4.97288303 0.12318557 0.10279091 0.14885646 4

19.13119 4.61819405 4.58933213 0.06250544 0.2002458 -0.1484818 4
152.583764 7.20637523 7.22426397 0.14168657 0.11396438 0.14831471 4
56.7522126 5.27921653 5.32003581 0.30224522 0.29204268 0.1482938 4
276.112289 6.71985084 6.64681551 0.01714933 0.37471745 -0.1481971 4
60.5070696 4.67618958 4.57033026 0.40836003 0.55302108 -0.1481045 4
60.5070696 4.67618958 4.57033026 0.40836003 0.55302108 -0.1481045 4
14.3246687 4.57990189 4.59580871 0.13577905 0.14827656 0.14805514 4
0.6595877 0.80868728 0.94676735 0.54771081 0.26347588 0.14778932 4

6.05247103 3.33313028 3.3526326 0.18947447 0.22228248 0.14778744 4
416.556864 7.67207116 7.68631274 0.13432883 0.18077022 0.14763867 4
11.5871632 4.14503856 4.12044378 0.15594528 0.19080189 -0.147607 4
8.94490878 3.98158655 3.95831498 0.10009837 0.17427737 -0.1473231 4



136.799826 6.39846431 6.40712264 0.11112036 0.22634313 0.14728411 4
13.9510233 4.31403811 4.32633956 0.11559325 0.17474788 0.14721293 4
30.9241657 4.92949783 4.89446964 0.06485971 0.21968784 -0.1471101 4
20.2852896 4.42275145 4.38369406 0.08889084 0.23824271 -0.1470516 4
15.4641704 4.5558804 4.5750058 0.15606977 0.15974461 0.14699245 4
4.82506926 1.70611801 1.78517545 0.66266797 0.70252338 0.14685308 4
11.5688168 5.23523714 5.22720429 0.1054296 0.06312993 -0.1468373 4
6.87238253 3.68825743 3.72241663 0.24360601 0.17195993 0.14681299 4
6.87238253 3.68825743 3.72241663 0.24360601 0.17195993 0.14681299 4
44.2580136 5.11610525 5.12592972 0.13052533 0.24344289 0.1467859 4
16.5530521 4.06178914 4.02718463 0.26934712 0.27042612 -0.1465187 4
43.6536024 5.01842514 5.02346321 0.11803905 0.27313203 0.14642753 4
106.810371 6.92587458 6.91314349 0.01481411 0.10748529 -0.1463864 4
9.01703503 4.29074439 4.30240791 0.09873673 0.12298469 0.14628747 4
11.9166797 4.07457179 4.07942283 0.06702743 0.2129331 0.14621833 4
0.84014933 1.67645896 1.69915188 0.18080298 0.1602395 0.14595322 4
4.46048288 2.56000299 2.75048859 0.68842135 0.30701285 0.14593175 4
4.81520237 2.948838 2.9793512 0.26760048 0.25518734 0.14590009 4
475.896177 7.73445931 7.7668866 0.25552036 0.20789288 0.14571816 4
279.725379 7.18153192 7.14905533 0.06338784 0.20976677 -0.1457164 4
65.1005629 5.83240363 5.80747569 0.14419497 0.18491179 -0.1455692 4
2.48472789 3.40080261 3.42476705 0.17634477 0.08256112 0.14553638 4
255.52794 7.134936 7.14260188 0.09785815 0.20888697 0.14540564 4

7.07445545 3.36851773 3.37430871 0.11540823 0.25750964 0.14526478 4
700.032637 7.37016043 7.34617443 0.1670188 0.48348099 0.14500689 4
4.6696264 4.07202052 4.06300833 0.14600092 0.07847497 -0.1449853 4

15.3919328 4.70503353 4.73955217 0.2280004 0.12987696 0.14488799 4
4.07190624 3.73776088 3.74765814 0.08368598 0.09708444 0.14484443 4
4.66654392 4.72792046 4.74448594 0.1280785 0.04094419 0.14483818 4
163.578056 6.97272908 6.9544706 0.15386517 0.15139137 -0.1446522 4
22.5449197 5.79160521 5.80523758 0.11226805 0.06740187 0.14444833 4
77.8756926 5.30500205 5.29327917 0.11870986 0.39093186 0.14438818 4
5.52933117 2.69804821 2.62971835 0.17782643 0.35431288 -0.1443763 4
5.61811756 3.68070096 3.66246069 0.07964224 0.14146932 -0.1441967 4
345.224451 8.1388612 8.14478429 0.03303491 0.09731161 0.1440987 4
1.32914162 2.62556492 2.62202052 0.26194781 0.09733277 -0.1440891 4
20.3041753 4.29344387 4.24883663 0.1450094 0.27218048 -0.1440154 4
5.55741083 3.85156146 3.87686636 0.18863215 0.11782907 0.14385186 4
188.821843 6.67135988 6.68533177 0.148519 0.22029965 0.14377803 4
16.0538627 3.99607473 3.93738664 0.08442428 0.33725375 -0.1436229 4
54.8772159 5.8909726 5.87149961 0.09405863 0.14801912 -0.143603 4
60.0037467 5.596314 5.56421013 0.16021195 0.23298441 -0.1434759 4
74.7912814 6.85691675 6.86575446 0.07713126 0.07972193 0.14335193 4
333.096927 7.53860098 7.5438205 0.04506955 0.17835717 0.14311649 4
7.43181254 2.69607989 2.69959831 0.27468193 0.43231798 0.14309988 4
4.16548272 4.42890899 4.42329045 0.18052363 0.05064993 -0.1429308 4
14.9763145 4.56837035 4.59945301 0.21669502 0.15051228 0.14286765 4
518.767577 7.49875162 7.49996501 0.13145974 0.30970746 0.14268761 4



31.9763456 5.09811576 5.10215899 0.02967711 0.19316846 0.14268737 4
207.437036 7.19047458 7.16919207 0.08398304 0.16618522 -0.1425202 4
383.331766 7.47186149 7.43886589 0.14066003 0.2396821 -0.1425099 4
5.39405905 1.93858709 2.06610774 0.88810451 0.74814498 0.14244049 4
16.7653463 4.20323219 4.16895186 0.23466793 0.2783164 -0.1422935 4
15.4099735 4.69283211 4.69893353 0.0352427 0.13473904 0.14228669 4
8.04138882 4.10186518 4.11638631 0.12414774 0.12746055 0.14228023 4
11.3834461 4.26208 4.24071058 0.06750377 0.1585568 -0.1421658 4
51.4532891 5.25167372 5.25703292 0.11385609 0.25817529 0.14201776 4
1691.18202 8.94380689 8.90893028 0.10444603 0.24019401 -0.1418823 4
349.691614 7.58927417 7.59625092 0.07557943 0.17971055 0.14180915 4
25.4490917 5.31824917 5.30263927 0.03747834 0.127382 -0.1417761 4
5.0214597 4.00460895 4.024051 0.14875609 0.08928965 0.14153074 4

0.54027876 3.8878166 3.89327337 0.05383899 0.01097532 0.14126197 4
15.6376594 4.48063322 4.50605629 0.21262206 0.18031581 0.1412258 4
34.2023694 5.02079519 5.07681035 0.36020547 0.21612314 0.14105538 4
231.011946 6.88724403 6.85076678 0.07485307 0.22851579 -0.1410286 4
78.0918826 6.87209188 6.86290071 0.05798206 0.08159063 -0.1407329 4
89.1631681 5.73648983 5.73721476 0.06856859 0.26619882 0.14069554 4
47.7911448 5.6731133 5.65133691 0.06763905 0.16007105 -0.1406515 4
64.5581011 4.89123339 4.79943909 0.39554455 0.54878512 -0.1404968 4
55.3398248 5.72981564 5.73688592 0.08222116 0.18605635 0.14045804 4
75.9780294 7.60540303 7.5998959 0.14063749 0.03842347 -0.1404501 4
8.86697586 3.81732804 3.82527165 0.10101878 0.20321592 0.14041934 4
48.9917016 5.54174019 5.51271504 0.0384641 0.20474395 -0.1402615 4
10.5696249 3.44842743 3.39019095 0.16451516 0.32559029 -0.1402467 4
52.4641578 5.16177458 5.16151834 0.0867229 0.28547363 0.14023871 4
239.432617 7.53239965 7.54041056 0.0689548 0.12399862 0.140151 4
498.843757 7.77211633 7.74772019 0.22277633 0.22261282 -0.1401356 4
307.177706 7.20515782 7.23118408 0.23713826 0.23587161 0.13991294 4
1.99034375 3.45602768 3.49586097 0.24184092 0.06099118 0.13969822 4
23.9918644 4.75585825 4.7637651 0.09607671 0.19922442 0.13957023 4
13.7945529 5.13836539 5.15180216 0.11370163 0.08159127 0.13956356 4
11.6915525 4.15992739 4.14263049 0.23809198 0.19435043 -0.1395585 4
213.640651 7.04992797 7.05836376 0.10162984 0.19016605 0.13955632 4
3.41032178 3.20012438 3.21071301 0.09619675 0.13397697 0.13943126 4
93.3885751 7.36799094 7.37558443 0.06892587 0.05896252 0.13930787 4
180.271622 6.28951619 6.29333374 0.14739711 0.30288666 0.13926136 4
45.1833548 5.02179583 4.96999458 0.07336294 0.28700293 -0.1392239 4
19.9110093 5.5198372 5.51084385 0.06622842 0.07887003 -0.139205 4
15.8439764 4.3798865 4.35188808 0.08858461 0.1962166 -0.1391446 4
4.60351563 1.61730252 1.22654814 0.56194698 1.22670253 -0.139136 4
1.41915515 2.14907084 2.16376966 0.42482011 0.16998004 -0.1391309 4
13.029184 3.19238602 3.15668249 0.07276285 0.475914 0.13908791 4

20.5081814 5.59949114 5.59084998 0.08581484 0.07606323 -0.1390757 4
13.7037736 4.53766316 4.55403903 0.14085708 0.13865059 0.13904697 4
17.5943709 5.22394714 5.2388145 0.1245336 0.09086205 0.13894398 4
55.5222624 6.02191343 6.05536475 0.24070095 0.12949102 0.13877348 4



272.249212 7.42769585 7.5600477 0.56407991 0.13694505 0.13874996 4
2.57738982 2.59497016 2.57208892 0.19645014 0.20790108 -0.1386529 4
318.522636 8.08630668 8.09296262 0.05194324 0.09476575 0.13861629 4
7.00363669 3.75338459 3.7787756 0.20192558 0.15325472 0.13852077 4
93.2297729 6.6875355 6.74195555 0.32323971 0.10759018 0.13851719 4
154.374896 6.97086462 6.97902971 0.08093916 0.14744784 0.1383893 4
24.1509553 5.04396441 5.04922111 0.02764111 0.14884199 0.13837452 4
29.8339648 5.20406366 5.18473433 0.16113155 0.17093131 -0.1383429 4
212.476336 6.17924578 6.08138294 0.06764402 0.42396522 -0.1381396 4
78.0149156 5.81405182 5.7771199 0.05934803 0.23754248 -0.1380413 4
14.3488165 4.59555412 4.58072404 0.18101833 0.1508966 -0.137985 4
15.4834468 4.21189396 4.27492979 0.38500001 0.20805607 0.13796099 4
126.981328 7.02235958 7.00888471 0.03584591 0.11546811 -0.1378532 4
9.58691569 3.71506763 3.72081387 0.09537392 0.22440261 0.13768187 4
872.617788 8.21797047 8.2324863 0.17126497 0.23485559 0.13763247 4
72.6202786 6.31202792 6.29589376 0.04967456 0.12972516 -0.1376296 4
49.629952 5.38126767 5.38513346 0.08199331 0.23185813 0.13745678 4
57.525032 6.47921025 6.50166808 0.17606134 0.08764178 0.13744133 4

20.5340243 4.48562517 4.45208899 0.12577913 0.22903492 -0.1373427 4
4.35595691 2.65070067 2.65154372 0.48346753 0.32050003 -0.1372991 4
15.3457839 4.40432033 4.37871204 0.08895221 0.18624759 -0.1371765 4
142.895149 7.49808654 7.48914865 0.09171135 0.07982734 -0.1371636 4
151.182011 7.1250635 7.14359247 0.15167222 0.12284405 0.13706906 4
1000.8177 8.45145222 8.41828472 0.04699377 0.22495229 -0.1367459 4
2.362078 1.56979169 1.55651215 0.19003979 0.43355647 0.13662522 4

465.507904 7.57020294 7.57400131 0.07547638 0.22774434 0.13636192 4
544.99322 6.90372326 6.80002748 0.34641347 0.51040247 -0.1360127 4

11.5498244 4.76033613 4.74923867 0.05352814 0.09740658 -0.135909 4
5.08238578 3.76809646 3.7777582 0.08907783 0.11293852 0.13578773 4
6.61595506 4.67526264 4.68496599 0.08926445 0.06043327 0.13572945 4
3.12029254 0.1518383 -3.5265585 0.90320111 4.6704688 0.1356602 4
5.54331781 3.26929362 3.29306703 0.21087808 0.21760655 0.13555565 4
1.07478784 2.09797716 2.15130525 0.31133993 0.12122715 0.13545423 4
18.1073673 4.91241222 4.91687137 0.01533534 0.1361035 0.13542057 4
8.9059744 4.51670781 4.50938015 0.19957732 0.09988983 -0.1353831 4

9.38365258 3.28843932 3.26309804 0.45213886 0.39261568 -0.1353504 4
4.52415645 3.88557359 3.8750281 0.08812969 0.09621844 -0.1353304 4
76.9650101 6.27528785 6.25773338 0.11376775 0.14952557 -0.1353161 4
88.7861903 5.73272128 5.72507905 0.01922779 0.30930762 0.13512667 4
6.07341759 4.29072741 4.29504714 0.01118776 0.08165929 0.13497877 4
1.80167128 5.27825335 5.27349412 0.10487075 0.00922277 -0.1349438 4
14.5207898 4.83053615 4.81781693 0.12427704 0.11662919 -0.1349382 4
62.2179159 7.25598919 7.25561127 0.23832856 0.04401759 -0.1347964 4
35.4641577 5.09434929 5.11454693 0.20485041 0.21857265 0.13476402 4
201.762498 7.3157412 7.32199774 0.05079864 0.12997117 0.13464949 4
219.954395 7.13950229 7.11538247 0.03108019 0.17881845 -0.1346119 4
7.13263603 3.22715486 3.1839021 0.17728454 0.28829083 -0.1345511 4
12.337941 4.51872746 4.50224124 0.04975121 0.13520544 -0.1344808 4



1.88156516 2.29141504 2.29893025 0.10307917 0.19804575 0.13444156 4
2.68018001 5.05164754 5.05018262 0.0042405 0.01725551 -0.134438 4
5.51030333 4.33562104 4.36175627 0.19304332 0.06928887 0.13437886 4
17.8606612 4.59853184 4.58167751 0.22569181 0.18518493 -0.1341748 4
19.9206161 5.08967341 5.10140484 0.10838328 0.12221894 0.1341254 4
18.8677249 5.41245994 5.43087937 0.14657099 0.08088358 0.13412353 4
1.03928445 1.21990421 1.17274255 0.23122524 0.33223897 -0.1339562 4
28.3600679 6.16298368 6.15604251 0.11960771 0.05945933 -0.1338231 4
24.5532627 4.11374669 4.01182313 0.06963073 0.48868621 -0.1338101 4
70.7633644 7.00063334 6.99322715 0.10202741 0.06554746 -0.1337832 4
10.9622816 4.43989142 4.44914588 0.0902034 0.13194719 0.13365383 4
20.721323 4.33096281 4.28748001 0.13202708 0.27846886 -0.1336144 4

4.41041379 5.1238254 5.16582977 0.48615265 0.02520828 -0.1335383 4
17.3721481 4.59614691 4.57330722 0.07618655 0.17034173 -0.1334998 4
141.654144 6.90377974 6.88593253 0.06860806 0.14868947 -0.1334912 4
14.948914 3.72712766 3.71219566 0.07158551 0.37313679 0.1334093 4

44.2771178 6.06842096 6.11053627 0.26625052 0.10046755 0.13339659 4
1.23260358 2.23505367 2.22329477 0.18649773 0.13273171 -0.1331799 4
164.729838 6.81271579 6.78898794 0.0838263 0.17621482 -0.1331612 4
35.6691622 5.69552293 5.70197986 0.05467794 0.11750831 0.1330006 4
80.8149895 5.95060073 5.95181051 0.02762988 0.21680199 0.132947 4
17.9898304 4.34973356 4.35289232 0.09792252 0.24628672 0.1329244 4
12.5165946 4.15944083 4.13171252 0.07786815 0.20303663 -0.1328038 4
467.544733 7.61932833 7.58591066 0.09957126 0.2264263 -0.1326249 4
14.9980729 5.29184985 5.28400315 0.02518937 0.07669384 -0.1326202 4
31.9162705 4.48169546 4.46619754 0.04701333 0.36750358 0.13237655 4
1022.06644 8.29210976 8.2555924 0.20540747 0.28467296 -0.1323376 4
71.6022957 6.27141723 6.2800397 0.0825891 0.12919793 0.13222125 4
4.0614259 2.70733841 2.67719666 0.29376882 0.30114331 -0.1321976 4

27.0885162 4.2379555 4.15493556 0.0583145 0.39955438 -0.1321948 4
11.510829 4.40584279 4.42351992 0.15668376 0.13318808 0.13208195 4

74.0738288 5.47414524 5.50956102 0.32791366 0.30484317 0.13170948 4
10.3888571 4.9795471 4.98609569 0.05964368 0.07172244 0.1316764 4
154.384395 7.15827416 7.16808358 0.09636903 0.12298687 0.1316612 4
11.7804531 5.09958036 5.09235368 0.01980055 0.07109981 -0.1310029 4
56.0446757 6.76895255 6.76648856 0.22186592 0.0657162 -0.1309339 4
2505.29615 9.27646543 9.27815397 0.08788095 0.24779484 0.1308442 4
9.48316911 3.12537738 3.02359686 0.1856929 0.51557924 -0.1306744 4
6.06571367 3.51838892 3.5016145 0.21183154 0.17920788 -0.1306545 4
79.107806 6.02242005 6.03490976 0.14522894 0.19741323 0.13053302 4

1108.19925 7.68776033 7.63307827 0.10940345 0.56566842 0.13019059 4
27.1851599 5.40820934 5.39424096 0.04224289 0.11937304 -0.1301046 4
12.5167392 3.92809326 3.9297254 0.09642738 0.25572725 0.13010346 4
0.47601686 -4.2907841 -3.1372009 3.80789082 2.60040105 -0.1300113 4
416.983587 8.75127783 8.7446559 0.02715419 0.06769195 -0.1297585 4
253.060347 7.96908506 7.97423453 0.03829516 0.08600998 0.12972896 4
35.5439981 5.25918353 5.27136981 0.14404164 0.19169829 0.12972101 4
99.254569 6.94719924 6.93733971 0.12471256 0.0976553 -0.1295591 4



8.70956273 2.47460298 2.43193793 0.49332938 0.76206387 0.12941151 4
55.2679119 6.13643374 6.12392303 0.12622803 0.11834609 -0.1292936 4
36.5897464 4.85234797 4.80686089 0.10454549 0.27467505 -0.1292918 4
25.8119333 3.96862881 4.16104571 0.98656727 0.38545956 -0.1292344 4
12.0904635 4.54675442 4.55662485 0.09730712 0.1225094 0.12920878 4
312.663485 8.59679126 8.60053514 0.0239106 0.0574647 0.12918716 4
11.4198832 4.40541692 4.41160484 0.0642901 0.14162406 0.12915284 4
98.0738838 5.67535908 5.62198436 0.24505897 0.36545201 -0.1290435 4
6.06836109 4.08375148 4.07348479 0.12333473 0.10212978 -0.1290126 4
2.92793686 4.25454114 4.25001308 0.14786572 0.0420913 -0.1289452 4
368.185803 7.7211598 7.72835586 0.08842224 0.16871259 0.12893228 4
37.338664 5.08880159 5.09029158 0.05129346 0.22318587 0.12887048 4

78.5646872 6.16155727 6.23016597 0.36153031 0.15018831 0.12880319 4
91.3581204 6.38871308 6.37380968 0.17575296 0.14970601 -0.1287923 4
37.4556787 5.441214 5.44972143 0.09673947 0.16132296 0.12865143 4
132.584651 6.77617051 6.78967218 0.1372538 0.14989155 0.12858105 4
15.1165633 4.7138027 4.69770556 0.00528491 0.13248054 -0.128518 4
216.230733 6.92718516 6.90330083 0.18410123 0.20401003 -0.1284107 4
83.8724414 7.00229971 6.99465076 0.00694633 0.07696339 -0.1283741 4
234.035735 8.48369794 8.4781388 0.08574345 0.04851626 -0.128374 4
2.58860026 0.81166815 0.96646061 1.27943449 1.10290166 -0.1283229 4
99.0815673 6.58171276 6.56567487 0.09652434 0.1435977 -0.1283029 4
1362.24471 8.57227908 8.57677896 0.12168966 0.25093612 0.1282785 4
277.978068 6.44161667 6.32396711 0.11124614 0.54114626 -0.128017 4
24.7741572 4.91846416 4.94861371 0.22755407 0.16746198 0.12797322 4
217.678888 6.35353736 6.26773272 0.09778277 0.44093422 -0.1279307 4
30.8807315 5.42111961 5.40725773 0.14421483 0.13599557 -0.127863 4
7.59124345 3.85554559 3.84200257 0.21303086 0.16381134 -0.1277144 4
107.437193 6.08439908 6.05584878 0.24051375 0.26618003 -0.1276457 4
100.128088 8.16225056 8.15847936 0.05168691 0.02845084 -0.1273773 4
26.6089522 4.91689073 4.97517831 0.34613061 0.19326722 0.12734026 4
16.2764624 5.10968665 5.10037868 0.13553651 0.09831734 -0.1271069 4
28.2993101 4.14925742 4.05767015 0.14393293 0.42427526 -0.1270766 4
14.0466389 5.19077037 5.1826429 0.09115687 0.07713262 -0.1269553 4
18.3925724 4.47984823 4.50112534 0.21389656 0.20744642 0.12695032 4
92.8900885 7.56040525 7.55494383 0.1130817 0.04929175 -0.1269369 4
92.8900885 7.56040525 7.55494383 0.1130817 0.04929175 -0.1269369 4
36.673878 4.96816925 4.93421695 0.16891161 0.24690034 -0.1268446 4

14.3662091 4.15211312 4.12239314 0.14349968 0.22289793 -0.1267268 4
177.600668 6.25788219 6.26417118 0.22539913 0.36103581 0.12667067 4
3.05788388 3.27041669 3.26666847 0.25266675 0.11493411 -0.1265913 4
15.9235594 4.59571006 4.60466282 0.09783456 0.15344157 0.12648015 4
17.1899785 4.61330143 4.61897885 0.06642994 0.16224196 0.12626882 4
4.00264609 1.24260781 0.98012334 0.2840537 1.03854573 0.12623417 4
100.57193 6.0543864 6.02054201 0.15071135 0.25673714 -0.125971 4

85.7389839 6.49350919 6.47870094 0.04905629 0.12670395 -0.1259297 4
21.4805042 4.72878376 4.73713651 0.10686152 0.17811545 0.12581266 4
10.6841572 4.05756378 4.07127516 0.15760154 0.18667704 0.1257645 4



5.97736151 2.03747782 2.06434373 0.67240252 0.84680385 0.12576333 4
2.48054161 2.82131 2.81649834 0.27755914 0.1517886 -0.1257173 4
21.4330377 4.62940604 4.5985495 0.05793355 0.22381077 -0.1255891 4
12.0973145 5.1782496 5.18502193 0.06552844 0.06666803 0.12555361 4
54.3122102 6.28169592 6.27130366 0.10199346 0.10053549 -0.1253439 4
11.5306827 4.50165373 4.48687047 0.04183838 0.12976753 -0.1253238 4
27.0322656 5.24703818 5.25387235 0.07669297 0.14394385 0.12517451 4
5.34803859 2.8077225 2.82407342 0.24525579 0.29860489 0.12510798 4
14.5571884 4.75537934 4.74136582 0.05521987 0.122716 -0.1250336 4
5.16998219 3.46929773 3.4827506 0.13900849 0.15186059 0.1250222 4
8.68897564 4.62797578 4.62441861 0.21335465 0.08352259 -0.1250076 4
13.3902807 3.84818772 3.80825748 0.18121442 0.27716103 -0.1248827 4
9.50228726 3.87653598 3.88651025 0.12618749 0.1909706 0.12485758 4
4.09847038 3.52318407 3.55443496 0.2219717 0.11373392 0.12484847 4
6.82061592 3.56857663 3.54613136 0.16659291 0.20292247 -0.1247278 4
8.41851752 3.56266948 3.58750881 0.23991508 0.22888587 0.12458955 4
26.506309 6.35903648 6.36381538 0.27995218 0.04591126 -0.1245507 4

18.8843113 4.39819477 4.36258681 0.06471204 0.2453187 -0.1244228 4
9.47771961 4.24370815 4.24962657 0.05776694 0.13015664 0.12437745 4
73.7640308 5.96263438 5.97192334 0.1290752 0.1945143 0.12428944 4
34.9282448 4.7668292 4.71899979 0.183852 0.32806108 -0.1242488 4
7.83706868 4.12359513 4.11143913 0.15534827 0.13150201 -0.1241871 4
5.86320574 2.25320042 2.26481448 0.52629656 0.6638662 0.12417169 4
9.82694735 3.85183854 3.85905506 0.10435388 0.19497647 0.12414962 4
996.415066 8.68633754 8.66440092 0.02102266 0.17288985 -0.1240674 4
996.415066 8.68633754 8.66440092 0.02102266 0.17288985 -0.1240674 4
991.815527 7.41462367 7.25822357 0.11448773 0.57076314 -0.1240203 4
92.4954992 6.41539963 6.43292628 0.16857988 0.15499637 0.12397944 4
9.02870919 3.39364656 3.39874455 0.46385633 0.27621818 -0.1239421 4

16.47486 3.87455532 3.82413139 0.24959907 0.35265356 -0.12391 4
10.1535759 3.56184394 3.57189439 0.49238953 0.29104496 -0.1238363 4
8.39870989 4.3071026 4.31470374 0.07827149 0.11435791 0.12362931 4
530.774109 7.55282673 7.5644062 0.20753563 0.29406746 0.12356564 4
30.3688752 5.25075974 5.23488113 0.15867042 0.15553627 -0.1234811 4
17.9119197 4.7594154 4.74249215 0.11844296 0.15103103 -0.1234458 4
7.86388129 4.45427468 4.46281623 0.08649149 0.09215422 0.12344438 4
5.87079012 3.43729211 3.44791751 0.1254228 0.17692867 0.1232839 4
3.8623503 3.09943565 3.15863909 0.33808348 0.16510057 0.12321037 4

3.58759531 3.3917158 3.38061126 0.14873279 0.12030143 -0.1231722 4
87.0605144 5.15061291 5.12465792 0.22735847 0.49604545 0.12314768 4
82.8572637 6.57294186 6.62254605 0.29469582 0.11367068 0.1230853 4
30.5940037 5.35574407 5.3621591 0.07145365 0.14175516 0.12307758 4
35.4183132 6.01852638 6.02408509 0.05074064 0.08449085 0.1230544 4
6.8423831 4.5995695 4.61405839 0.1286266 0.06914006 0.12303888 4

225.221941 6.60147854 6.63700278 0.30096015 0.27355141 0.12301174 4
6.27128056 3.47604377 3.45056804 0.0948295 0.19892125 -0.1229598 4
202.856815 6.57434692 6.58858768 0.22930032 0.29304042 0.12293371 4
5.36736361 4.90047982 4.89577292 0.11803218 0.03968965 -0.1228273 4



22.6389354 4.45005811 4.41133976 0.10985439 0.25341895 -0.1227049 4
9.14221683 4.33267565 4.34303645 0.10506808 0.11478164 0.12256918 4
53.0151206 4.76677712 4.63766561 0.04511799 0.57802143 -0.122448 4
5.23093773 3.60919406 3.59210531 0.03107143 0.147641 -0.122408 4
88.1212879 6.51692733 6.50163864 0.01860611 0.13656661 -0.1223872 4
215.054805 7.62365894 7.61468195 0.15523111 0.10922656 -0.1223151 4
14.8700641 4.60384309 4.65490144 0.31326648 0.14511825 0.1223144 4
3.69584815 4.1540953 4.14898389 0.14337953 0.05764848 -0.1222918 4
33.7629309 4.72571493 4.66989147 0.05877248 0.33492011 -0.1222754 4
19.3302808 4.72555226 4.73381431 0.10112975 0.16511221 0.12225515 4
18.1138389 4.86483035 4.88274257 0.16588507 0.13892939 0.1222134 4
27.5382442 5.29850932 5.28364567 0.10443999 0.13553257 -0.122157 4
29.1494433 4.12831627 4.00737946 0.12340007 0.54434743 -0.1221505 4
127.624284 7.71215767 7.70677762 0.12821812 0.05816641 -0.1219945 4
9.71214656 4.16960335 4.15445716 0.14633396 0.1497129 -0.1219937 4
321.91303 6.33457265 6.25426341 0.20841196 0.68967694 0.12197948 4

6.85148368 3.80908979 3.79145011 0.09584293 0.15615873 -0.1219717 4
60.8833445 5.82702213 5.82987868 0.01935563 0.16974393 0.12196503 4
396.429503 7.23137394 7.20292417 0.31915529 0.31930126 -0.1219552 4
4.02154664 4.2615104 4.27249448 0.10671664 0.05646093 0.12195041 4
33.2296284 5.51179112 5.50492214 0.23829945 0.13990648 -0.1218925 4
9.55624485 5.16110296 5.16990501 0.08639049 0.05516395 0.12183614 4
7.7566846 3.67681602 3.65432162 0.15738685 0.19782593 -0.1217805 4
12.934354 4.05335179 4.02031794 0.09706054 0.24291138 -0.1217299 4

83.9181992 5.72583238 5.69163421 0.20826466 0.26816705 -0.1214039 4
13.8309229 2.74988151 2.66542125 0.38223677 0.7354556 0.12138276 4
108.218284 7.05124219 7.05838233 0.07084363 0.09059259 0.12135134 4
6.32382846 4.34847096 4.34093551 0.12531255 0.08404679 -0.1212373 4
2.20452219 3.23365409 3.22873597 0.19220195 0.08672262 -0.1210067 4
15.0141699 4.59428416 4.57879311 0.13910825 0.14977715 -0.120839 4
11.8616083 4.92523585 4.93109641 0.05886998 0.08731057 0.12062013 4
42.6097623 5.09046088 5.0910016 0.0973351 0.25506174 0.12051366 4
4.99370542 3.21956716 3.22313537 0.07771765 0.20003827 0.12040257 4
32.9633466 4.31262789 4.23156031 0.2306573 0.43091848 -0.1202606 4
32.9633466 4.31262789 4.23156031 0.2306573 0.43091848 -0.1202606 4
24.8665608 5.22465848 5.23420899 0.1091467 0.13656101 0.12019567 4
92.5440736 8.00788694 8.00434605 0.04855735 0.03105501 -0.1201764 4
88.3064693 5.74471145 5.69660652 0.03048629 0.29469321 -0.1201178 4
22.1024149 4.81799251 4.79913521 0.15280078 0.17283096 -0.1198461 4
87.7773648 6.29876975 6.27845562 0.05775856 0.17173654 -0.1198354 4
13.7770061 4.2140578 4.22600339 0.14446258 0.19013967 0.11978404 4
5.59310285 2.61073356 2.55946183 0.4194283 0.47322905 -0.1197778 4
40.6031306 5.79141086 5.80060093 0.09907698 0.11865013 0.11950664 4
24.2273723 4.91805856 4.9216614 0.05270758 0.17217984 0.119494 4
231.813917 6.55150434 6.48726689 0.0431101 0.36065913 -0.1194174 4
16.4410338 4.39092917 4.39188621 0.04155245 0.20509504 0.11931196 4
19.7720459 5.20610933 5.19488634 0.08254505 0.11237125 -0.1192378 4
30.1162833 4.96693396 4.96668588 0.04129093 0.21929924 0.11917703 4



26.410003 5.03784793 5.04722384 0.12089482 0.1734742 0.11909142 4
7.95940138 5.12457517 5.11957703 0.07512328 0.0470429 -0.1188588 4
45.7036419 5.49229316 5.49778567 0.08533419 0.17859725 0.11882886 4
252.830448 7.41063454 7.41423848 0.0284459 0.14586237 0.11871311 4
11.1137214 4.77581061 4.76664352 0.09194742 0.09308963 -0.1184819 4
42.4466996 5.07126799 5.03059406 0.07698078 0.26337457 -0.1182227 4
13.0538788 4.01366019 4.01493442 0.07156495 0.22342481 0.11810151 4
175.609929 7.57348488 7.57764759 0.03161904 0.08884035 0.11787361 4
87.553612 7.67951342 7.67842993 0.20045669 0.04027874 -0.1177622 4

2.90230327 1.68709238 1.77256048 0.65488461 0.5269949 0.11768552 4
4.1879633 3.92373347 3.91991307 0.19414179 0.08112252 -0.1175962 4

94.8076539 7.23897636 7.23329246 0.13370946 0.06957721 -0.1174942 4
33.6608541 4.68956308 4.68204478 0.01586708 0.28565993 0.11734511 4
41.2047006 6.0312909 6.02164266 0.0854319 0.09822231 -0.117249 4
5.15720958 2.79050442 2.75134859 0.23847671 0.29955776 -0.117066 4
18.003015 6.92367192 6.92060854 0.14080784 0.01775119 -0.1170395 4
16.361636 4.37733305 4.35359394 0.1443707 0.20020641 -0.1170236 4

19.9418674 5.67394169 5.66734679 0.06041603 0.0695829 -0.1169445 4
12.1343584 4.48198252 4.48852626 0.0762233 0.13103626 0.11690406 4
84.4195613 6.15304086 6.15259962 0.32808879 0.18846981 -0.1168291 4
18.1967933 4.70331234 4.70714303 0.06068638 0.16762125 0.1166357 4
1.04054363 1.08330219 1.23126731 0.59719037 0.27871822 0.11662379 4
19.4157621 4.351684 4.34749963 0.03519503 0.25762459 0.11657156 4
80.9449564 6.13001921 6.13314742 0.04435454 0.1684833 0.11656463 4
80.9449564 6.13001921 6.13314742 0.04435454 0.1684833 0.11656463 4
22.2017453 4.89039337 4.89785165 0.09654342 0.15823664 0.11640885 4
20.4560155 3.97793613 4.02337467 0.66242819 0.33025095 -0.1164003 4
37.4675494 4.91122874 4.9209323 0.46369628 0.28672983 -0.1163652 4
50.313973 5.28685443 5.29646242 0.16307085 0.23442548 0.11618739 4

177.525776 6.57396342 6.5722099 0.05008452 0.24005275 0.11616461 4
3.21775469 1.4760165 1.37400218 0.33711256 0.79189776 0.11597014 4
18.2651129 4.92608761 4.95422679 0.22953582 0.13338382 0.1158098 4
58.5062711 6.0127464 5.99615269 0.04142042 0.14784785 -0.1155866 4
8.51425024 3.51634337 3.48825123 0.20390999 0.24144396 -0.1155498 4
18.6686596 3.55790389 3.38181969 0.1771271 0.73069824 -0.1155283 4
65.3069834 5.49975938 5.46161918 0.17377718 0.29097364 -0.1154615 4
1.35672302 0.70933947 0.53783392 0.4056778 0.75551134 -0.1152766 4
17.8958743 3.68567264 3.56503904 0.12808349 0.57009212 -0.1151596 4
442.790395 7.33783563 7.32816477 0.04617683 0.30571412 0.11513932 4
351.755424 7.42606897 7.438289 0.16843545 0.21892403 0.11502594 4
22.7340664 4.8154182 4.83517397 0.19171462 0.1785789 0.11489263 4
11.7987645 4.08721326 4.08603526 0.33547033 0.20194879 -0.114545 4
102.646968 6.5297635 6.51586047 0.15374068 0.14934621 -0.1143556 4
454.648444 6.91046633 6.87487235 0.21507564 0.52857573 0.11426669 4
36.5691393 5.72612248 5.71475542 0.11232009 0.11770833 -0.1142436 4
42.0780119 6.52992403 6.52454816 0.11490982 0.06215889 -0.1142395 4
42.0780119 6.52992403 6.52454816 0.11490982 0.06215889 -0.1142395 4
12.2105272 4.30890812 4.29519815 0.18411496 0.15885363 -0.1141039 4



7.78834585 4.11192275 4.10154802 0.16291508 0.13043307 -0.114063 4
150.408738 6.7504654 6.72843343 0.03405509 0.17782342 -0.1140284 4
216.07204 6.99904929 6.97216891 0.06733305 0.21416953 -0.1138759 4
2496.3004 8.97721642 8.98151252 0.22333797 0.34066103 0.11386638 4

41.2618335 5.44303319 5.4250517 0.15212451 0.17235823 -0.1138608 4
4.29694904 2.28495516 2.30563345 0.34196548 0.37818886 0.11382563 4
13.9602279 4.52788446 4.53078688 0.01626911 0.14421014 0.11376751 4
40.6671332 6.54266148 6.5471776 0.04780548 0.05928145 0.11356569 4
2.12851972 3.69908805 3.6951933 0.15433196 0.05289463 -0.1134805 4
158.637217 6.99070231 6.97768419 0.15551636 0.14636723 -0.1134471 4
27.3084075 5.19128336 5.1995311 0.10547273 0.15064702 0.11328984 4
53.8411046 6.08184398 6.0709417 0.13962578 0.12457197 -0.1132298 4
35.722719 5.51899495 5.5029166 0.01148768 0.14025932 -0.1130897 4

10.1539153 4.71606658 4.72053725 0.04490741 0.09175547 0.11308794 4
4.46447272 2.32967396 2.31270143 0.16682474 0.40623049 0.11302034 4
4.17875431 6.0029311 6.01052866 0.08154242 0.01022762 0.11294676 4
38.9751131 5.20769784 5.17878085 0.03818071 0.21187341 -0.1129219 4
4.86782172 3.30862137 3.31078952 0.0511095 0.18031059 0.11274899 4
543.852535 7.27897513 7.2541696 0.43476411 0.40297564 -0.1125632 4
36.0599034 5.73870483 5.74887718 0.10990815 0.11481275 0.11249344 4
7.85140176 3.95735366 3.97218404 0.16028114 0.1520926 0.11235735 4
20.2345053 4.78976499 4.79475278 0.08538244 0.17257278 0.112272 4
38.5678472 5.71835615 5.73137631 0.13394836 0.12298605 0.11226093 4
13.0217623 4.36038284 4.36881828 0.11299283 0.15763918 0.11225092 4
27.314578 3.77393836 3.56864796 0.1872399 0.7638158 -0.1122435 4

4.91425007 4.71318892 4.71950452 0.07063805 0.04437128 0.11223462 4
20.3450671 3.98018548 3.96319974 0.13191643 0.38880491 0.11214073 4
5.08980843 2.44899135 2.44900412 0.58388206 0.45134598 -0.1119733 4
14.5178899 4.98122817 4.97131651 0.0345985 0.10289474 -0.1118754 4
9.48758969 3.80010098 3.81092039 0.16050522 0.21119103 0.11186826 4
2.89218662 3.32753377 3.320138 0.1608113 0.1014815 -0.1118609 4
30.0921062 4.68199967 4.64125297 0.09716227 0.2664023 -0.1118273 4
237.261181 6.83699705 6.86396862 0.28628029 0.26039863 0.11171174 4
3.67680168 2.79953149 2.82439397 0.23770405 0.20519938 0.11166942 4
8.67990814 4.61307267 4.67076723 0.33611574 0.08287593 0.11165201 4
146.455876 6.02890327 6.17047905 0.59654967 0.30075816 0.11165157 4
5.34522334 3.46008573 3.44356708 0.16383773 0.1791189 -0.1115508 4
5.34522334 3.46008573 3.44356708 0.16383773 0.1791189 -0.1115508 4
7.05563749 3.87177192 3.88231303 0.1226075 0.14124529 0.11153259 4
69.1526233 5.45145765 5.44652998 0.124478 0.31040372 0.1115053 4
49.2406774 5.08424932 5.05131821 0.25820904 0.29457302 -0.1114881 4
4.46196854 4.05277866 4.08522095 0.44384991 0.07644302 -0.1111655 4
13.0668752 4.06838294 4.06667701 0.04799664 0.22881693 0.1111378 4
33.0075699 5.67843831 5.66675536 0.04383776 0.11792399 -0.1110994 4
360.444861 7.59551671 7.59771546 0.05971769 0.185014 0.11098914 4
44.0386561 5.53424886 5.54774811 0.15404308 0.16899263 0.11078602 4
4.73898486 3.49488455 3.5022447 0.09519798 0.13909581 0.11075767 4
143.220204 6.5112007 6.4826676 0.02699908 0.20981413 -0.1107269 4



495.555956 8.74589955 8.75056765 0.04958302 0.08022617 0.11067746 4
427.226181 6.13091038 5.97543151 0.23282179 0.80350435 0.11066519 4
4.78214199 2.49290327 2.49761602 0.29935592 0.41596979 0.1106365 4
47.0189985 6.42417796 6.43382278 0.10015081 0.07388782 0.11020672 4
126.846024 6.49201376 6.51552395 0.23050886 0.18374952 0.11018809 4
0.98187986 -2.5450185 -3.397855 3.83518025 3.43351735 0.11012034 4
13.2695153 3.46697486 3.445685 0.08859212 0.38112547 0.10984613 4
13.2695153 3.46697486 3.445685 0.08859212 0.38112547 0.10984613 4
13.2695153 3.46697486 3.445685 0.08859212 0.38112547 0.10984613 4
20.465556 4.59075448 4.56941918 0.16925218 0.20092761 -0.1098229 4

13.3734945 4.83854692 4.85053077 0.12871146 0.10492065 0.10977401 4
1.68285291 1.73057737 1.7547311 0.52790006 0.28020938 -0.1096865 4
236.752993 7.12942571 7.12229942 0.2801653 0.1907063 -0.1096411 4
1540.06046 8.6940037 8.69923654 0.15334234 0.24921439 0.1093884 4
9.35751939 4.32090057 4.30794813 0.03132275 0.12390249 -0.1092777 4
150.205685 6.58373923 6.58277354 0.03933598 0.21288278 0.10925065 4
12.9693619 4.01849489 3.98770216 0.0844079 0.22500779 -0.1090218 4
6.63392802 2.84998867 2.79627676 0.24838837 0.36121593 -0.1089317 4
16.1921016 4.80434596 4.80977853 0.31479422 0.13590371 -0.1087734 4
24.4554802 4.66663379 4.66522175 0.07084743 0.23586803 0.10875207 4
28.4880556 4.65050795 4.61033945 0.09666859 0.27275743 -0.1087471 4
105.181727 5.7721293 5.72057488 0.18437399 0.34854819 -0.108672 4
9.60224735 4.02799884 4.0085557 0.0965659 0.17556792 -0.1086582 4
25.6115911 4.92796169 4.93676175 0.1309909 0.17806897 0.10861974 4
1.06504963 2.82573066 2.82226198 0.16151217 0.06433748 -0.1086132 4
217.454219 7.86961188 7.87388394 0.04425588 0.08163214 0.10852728 4
83.185827 6.47519835 6.46339176 0.11725123 0.12749227 -0.1084957 4
6.1462844 3.31966122 3.32352619 0.11122904 0.21720797 0.10836173 4

27.2186731 5.78609437 5.77840572 0.02854729 0.08600338 -0.1083137 4
129.221911 7.27356651 7.29011515 0.15263679 0.09008064 0.10786498 4
18.2604024 6.14144199 6.13763487 0.05975008 0.039301 -0.1078543 4
106.648156 7.39095859 7.38929223 0.19440491 0.0659903 -0.1077003 4
313.178017 6.69913888 6.67063275 0.10984905 0.43327783 0.10764429 4
25.3989897 5.27848446 5.28677294 0.10672521 0.13120705 0.10754173 4
37.8533949 4.35307281 4.28856306 0.07670732 0.57211471 0.10746971 4
32.2997947 5.00429176 5.00769908 0.10575145 0.2114956 0.10741555 4
74.9908364 6.32470087 6.32871433 0.05111456 0.1297167 0.1073851 4
12.8914665 4.04328875 4.01413786 0.13886204 0.2446132 -0.1073361 4
8.81169329 4.38185292 4.38796268 0.30167928 0.11018655 -0.1072595 4
3.57126349 2.90200099 2.91231487 0.14217274 0.18332204 0.10713967 4
137.491037 6.46999039 6.46034436 0.28311536 0.20245496 -0.1071296 4
66.3661776 5.52346534 5.52195853 0.08816849 0.24721171 0.10710944 4
5.0857018 3.41386463 3.41802742 0.07268796 0.16025428 0.1070336 4

18.3985546 4.17649746 4.13390755 0.13636269 0.30193339 -0.1069034 4
18.3985546 4.17649746 4.13390755 0.13636269 0.30193339 -0.1069034 4
9.82484213 4.53930878 4.53951561 0.24743065 0.10193107 -0.1068783 4
251.178484 7.55763422 7.56985368 0.13263197 0.12527537 0.10681995 4
11.4374228 4.24425797 4.2453308 0.02143318 0.1683216 0.10672137 4



5.02824075 2.05560281 2.45113298 1.37226797 0.40668035 -0.1067037 4
35.5654154 5.30852795 5.31853947 0.1431648 0.18005197 0.10658698 4
23.3293389 5.15716746 5.14285699 0.04664101 0.13769297 -0.1065535 4
120.116494 7.21799418 7.22289107 0.05719263 0.08869332 0.10653419 4
21.532454 4.99854391 5.00210732 0.05007862 0.13985278 0.10647368 4

6.47792586 2.18219004 2.05002986 0.38956218 0.92544571 0.10646741 4
9.10428389 5.53421036 5.53791845 0.04443706 0.03602035 0.10645423 4
24.9995343 4.60351034 4.5697711 0.08955527 0.23995236 -0.1064315 4
8.08074405 2.27413349 2.13104988 0.63007074 0.82105373 -0.1063591 4
523.909062 7.22380329 7.20750854 0.12806415 0.37136119 0.10631632 4
25.4864971 5.05345129 5.08219222 0.23537695 0.16031964 0.10626888 4
34.4271756 4.19660131 4.13871372 0.14811392 0.56313016 0.10614941 4
48.3488601 5.42193293 5.39543224 0.08074421 0.20565312 -0.1061473 4
10.3188713 3.51752407 3.51854919 0.16024798 0.28754081 0.10596786 4
131.957444 6.19905358 6.16473817 0.1570052 0.26255054 -0.1058787 4
15.2082808 4.9674989 4.95789322 0.08555333 0.10483069 -0.1055596 4
44.0445987 5.51765553 5.52285553 0.09711029 0.17310313 0.10544827 4
227.446461 6.27920958 6.23816686 0.13044699 0.49726793 0.10532138 4
1.19800675 1.13251564 1.13753831 0.52895546 0.40759522 -0.1051649 4
2.81193438 2.80844121 2.80209681 0.26102487 0.17537341 -0.1051417 4
2.10746714 -1.635183 -2.9150038 4.07710654 3.74581913 -0.1050749 4
116.872141 7.06063339 7.05175145 0.09692594 0.10363704 -0.105071 4
7.64443425 5.04336396 5.05940175 0.14642203 0.04868516 0.10505783 4
10.5180668 4.56616233 4.58181424 0.1524439 0.10502148 0.10502297 4
436.690222 7.22457131 7.25260897 0.32126916 0.29579495 0.10501501 4
47.3780304 5.95637256 5.97481717 0.17994162 0.11816189 0.10500059 4
3.70334836 2.00821362 2.10187172 0.77149509 0.43358187 -0.1049466 4
626.936828 7.30118818 7.28791079 0.26161969 0.45409993 0.10493536 4
16.1991858 3.8616513 3.84696138 0.01193835 0.31955654 0.10461928 4
18.2660439 4.68534598 4.66609118 0.07678864 0.1744458 -0.1045964 4
44.8846241 5.39776259 5.37477696 0.11434789 0.19574888 -0.1045842 4
110.181979 5.65621541 5.58728891 0.0782307 0.3653012 -0.1044818 4
20.0528464 4.37056059 4.36564462 0.05907485 0.2576021 0.10434 4
2.31003553 0.74348662 0.86006797 1.32309619 0.92694351 -0.1043251 4
9.78168428 3.36831769 3.36690792 0.2013648 0.34898494 0.10430107 4
56.8745468 5.74346353 5.72412521 0.13562023 0.19084415 -0.103891 4
6.49338364 2.74756141 2.65747664 0.21096927 0.50941006 -0.1038792 4
1.83435106 5.14796541 5.14525875 0.11148679 0.01070472 -0.1038771 4
9.8583316 4.48605969 4.49269032 0.08522111 0.11381598 0.10386504 4

30.3592524 4.37713179 4.36883585 0.20450124 0.38319214 0.10383659 4
23.012036 5.33344882 5.32249919 0.0105373 0.11410542 -0.1037125 4

11.0618028 4.66165466 4.67049668 0.10526955 0.10157867 0.10369822 4
73.9476456 6.15964943 6.16389527 0.06938974 0.14871203 0.10369054 4
53.4277179 4.70488159 4.65473923 0.20454761 0.57193662 0.10362278 4
165.757695 6.66261083 6.66350821 0.07152347 0.20410214 0.10357975 4
244.687928 6.493001 6.51456743 0.33988888 0.36361547 0.10341394 4
11.7956933 3.81486515 3.81393559 0.11820808 0.26138299 0.10339372 4
213.224164 5.92225955 5.95306517 0.45550839 0.48155752 0.10330082 4



5.84998362 2.27666392 2.31207522 0.59040086 0.61709202 0.10326599 4
80.9667263 6.03515041 6.0108927 0.02291816 0.19515939 -0.1032643 4
37.5401898 5.16409911 5.13617298 0.03719581 0.21289017 -0.1032087 4
247.909649 6.74835 6.69964364 0.09640449 0.32764717 -0.1030075 4
11.0695131 3.5921488 3.5480954 0.12674872 0.29260785 -0.1029791 4
2340.34774 8.91321016 8.91452882 0.2204616 0.34178005 0.10289061 4
48.7017777 5.03271033 5.03372777 0.20678574 0.33965916 0.10284025 4
28.2723154 5.72276599 5.71481523 0.08639543 0.09345182 -0.1028322 4
5.43432408 3.38431348 3.36367535 0.11031486 0.19043886 -0.1028217 4
6.27283964 2.67596275 2.65257092 0.23657523 0.47689371 0.10275819 4
23.8928602 5.27563712 5.28357955 0.10139546 0.11713418 0.10266564 4
4.44639843 3.77173415 3.76272151 0.07981128 0.10042791 -0.1026492 4
45.9694702 5.35024454 5.35099183 0.07238916 0.20472115 0.10259806 4
4.37197422 3.15088574 3.15662102 0.11046913 0.17901541 0.10256739 4
34.9191555 5.81230926 5.80249613 0.03392359 0.1051407 -0.1024029 4
41.2687247 5.84600849 5.85198004 0.0778662 0.11469285 0.10237444 4
5.17145592 3.87617593 3.91023475 0.26578092 0.10593193 0.10231268 4
24.5795268 4.94659608 4.9474486 0.0148168 0.16684482 0.10218716 4
26.2413142 5.65707055 5.65098963 0.14442215 0.09454541 -0.1021738 4
43.8527388 5.52640224 5.50553246 0.05704658 0.18556015 -0.1019481 4
38.5107544 6.41347498 6.40873194 0.1094095 0.06313224 -0.1018927 4
17.1033519 5.50350527 5.498167 0.10306989 0.06870977 -0.1018137 4
2.20243516 2.43322653 2.42482657 0.25924227 0.18551166 -0.1018065 4
2.94930796 1.86441658 1.83543437 0.22935519 0.49372375 0.10177899 4
47.6780043 4.80211931 4.73176574 0.23486934 0.44988837 -0.1017503 4
12.0770079 4.85990904 4.85198697 0.09059788 0.09518789 -0.1016221 4
32.2976962 4.69642025 4.68612429 0.02022502 0.28676886 0.10158555 4
21.3315691 4.79446173 4.8023422 0.12425694 0.16957374 0.10152909 4
16.2791743 5.13409579 5.12544439 0.03806036 0.09576129 -0.1014885 4
3.23519735 1.99183108 1.96707504 0.15072113 0.41599783 0.10147287 4
71.5068166 7.75268884 7.74989694 0.04179792 0.0307294 -0.1014357 4
4.10110881 3.18188023 3.18924318 0.34656847 0.16434774 -0.1014015 4
54.0178324 6.08550411 6.07304935 0.02947094 0.12761773 -0.1013519 4
15.3244449 5.04203506 5.13010903 0.42831649 0.09224096 0.10134286 4
7.13296414 4.00815211 4.02501152 0.16785104 0.12787675 0.10128618 4
35.0969919 5.06720902 5.03865346 0.09517115 0.23139075 -0.1011644 4
8.00276182 3.84490407 3.85817861 0.16495485 0.16884788 0.10115217 4
3.19561254 4.18755816 4.20103033 0.13549463 0.04849518 0.1010435 4
17.0936281 3.95210631 3.91122395 0.21475444 0.30955751 -0.1010227 4
33.0785917 5.38396745 5.36860328 0.08035562 0.1481311 -0.100712 4
35.0189503 6.07914378 6.07458232 0.14983512 0.08243468 -0.1006185 4
43.5418358 5.39983777 5.37583188 0.09451855 0.21113571 -0.100433 4
5.34057664 4.6977438 4.69370691 0.05935779 0.04858049 -0.1001923 4
65.8625168 6.35345699 6.35539664 0.26273734 0.11446226 -0.100181 4
160.723294 6.18425657 6.17619265 0.11382987 0.3048361 0.1001809 4
639.423194 7.626878 7.57267795 0.08160354 0.34593993 -0.1001216 4
42.7181597 5.71829863 5.71976963 0.00963351 0.14227569 0.1000302 4
12.2335456 2.8348417 2.7110666 0.49658561 0.66679033 -0.1000226 4



10.9321442 4.32294582 4.30847571 0.07712928 0.14343054 -0.0999616 4
9.93680391 4.16215779 4.17175448 0.13030496 0.1553519 0.09995223 4
98.5092667 6.12963752 6.10565724 0.16195423 0.23255313 -0.0998872 4
14.5727514 4.41996307 4.4040783 0.14640097 0.1694088 -0.09983 4
12.6635609 3.22336967 3.10146656 0.12974735 0.55231685 -0.0996788 4
47.0489871 5.04712774 5.03436036 0.035531 0.30556389 0.09964732 4
16.5133046 5.21146813 5.20414444 0.08981064 0.08854367 -0.0996427 4
5.92963933 3.95799748 3.94878467 0.11578796 0.11535814 -0.0996192 4
6.12605149 3.30100371 3.31284641 0.40687727 0.20890951 -0.0995354 4
7.80475379 3.35333375 3.32036874 0.16938429 0.26439009 -0.0995251 4
166.765702 7.53993386 7.53227483 0.05067279 0.08925056 -0.0994453 4
567.342432 8.75306596 8.74511498 0.02801412 0.09267274 -0.099422 4
1.22912883 1.34379875 1.30195083 0.20649423 0.31755263 -0.0994043 4
24.2884119 4.54047744 4.49976751 0.03116731 0.28701456 -0.0993537 4
34.1215915 6.07854063 6.08566631 0.08667887 0.07877565 0.09923026 4
51.1441986 5.89806769 5.88439833 0.09221758 0.14441426 -0.0989828 4
45.9334592 5.11180688 5.07281631 0.0975284 0.27291304 -0.098933 4
9.52406272 4.57600894 4.67269653 0.64531118 0.09046829 -0.0989213 4
3.59529408 5.43738244 5.44811111 0.11592372 0.01547207 0.09885242 4
10.8678191 2.11306291 2.2735066 1.35774353 1.19778708 0.09884524 4
29.8268761 4.64042815 4.59817665 0.05291268 0.27509739 -0.0987909 4
13.1399173 5.01410033 5.0091049 0.15224145 0.08862166 -0.0987893 4
75.6241939 6.02400326 6.03481075 0.15924866 0.18072167 0.09876397 4
6.18600251 4.19901888 4.21807643 0.17676469 0.08931007 0.09875529 4
26.281695 5.107269 5.10870972 0.02388256 0.15171772 0.09873351 4

56.0258572 6.20183779 6.19239126 0.10811256 0.11591199 -0.0987206 4
16.1115837 3.64323009 3.77688799 0.63594231 0.40550902 0.09869063 4
118.078453 6.4145362 6.39276807 0.0960422 0.19271245 -0.0986853 4
16.7330196 4.70391209 4.70093067 0.25143199 0.14553098 -0.098616 4
5.33586204 2.54544226 2.52715833 0.16528645 0.39492726 0.09860272 4
55.4155527 5.86644092 5.86817461 0.03232371 0.1498333 0.09844709 4
18.6495181 4.16796898 4.16014469 0.09824195 0.29379944 0.09838978 4
5.63044564 3.17632743 3.40373149 0.73606451 0.19450037 0.09830959 4
16.9590958 5.1858075 5.17800567 0.08206859 0.09337953 -0.0982744 4
10.7916434 3.63620237 3.59520302 0.06280118 0.27149947 -0.0982399 4
19.0711935 4.92376057 4.94596187 0.2016694 0.13065506 0.09821044 4
8.13106189 4.38471586 4.38589632 0.24313971 0.10381908 -0.0981992 4
3.5268944 2.26164793 2.27611608 0.27251897 0.32552427 0.09818423 4

51.4498036 6.58593485 6.58138226 0.13002591 0.07262338 -0.0980196 4
21.486042 5.46988683 5.46429117 0.14447286 0.09206827 -0.0979833 4

7.20589202 3.56106697 3.58238748 0.22237996 0.1982759 0.09796488 4
672.530629 7.78873107 7.79829309 0.22414449 0.28230957 0.09795736 4
122.757537 6.48505614 6.46325324 0.05582155 0.18679476 -0.0979455 4
7.4402748 4.38272143 4.37480575 0.07591267 0.09598892 -0.0978063 4

13.9899532 4.72205461 4.71027403 0.05066411 0.12186428 -0.0976298 4
21.9425244 5.19024791 5.17873986 0.04697212 0.11929912 -0.0975642 4

6.494362 3.70118142 3.71193306 0.15174514 0.1658569 0.09738786 4
22.8304199 3.46706666 3.29820918 0.26732404 0.93399823 0.09725576 4



5.39845562 3.34922522 3.35148391 0.32435135 0.18967929 -0.0971405 4
17.830469 4.84358547 4.84867394 0.08354068 0.13766508 0.09708571 4

24.0043069 5.00723588 5.00755046 0.01170828 0.16268533 0.09686285 4
11.2880664 4.32013097 4.30627998 0.10638644 0.14703269 -0.0968206 4
10.3244688 3.27572858 3.26627661 0.22832459 0.39831576 0.09668766 4
4.79973667 1.74665353 -0.1711029 0.21439978 3.96517878 -0.0965459 4
10.1925317 3.79212301 3.76218519 0.11707603 0.25203934 -0.0965285 4
129.226317 5.83773809 5.77612926 0.12888972 0.35779435 -0.0965169 4
13.1361768 4.40886964 4.4190332 0.14565828 0.1646224 0.0962755 4
18.4574485 4.40092452 4.41214575 0.17521665 0.20958754 0.09618306 4
22.0876508 5.46943567 5.47586496 0.08219033 0.09016167 0.09616656 4
12.0030232 4.20042635 4.20188217 0.06981932 0.18112961 0.09604129 4
30.7074776 5.37075657 5.35713551 0.09063108 0.14453967 -0.0959964 4
25.9295031 4.9819386 4.96386376 0.10700335 0.17507186 -0.0958322 4
14.4395252 4.45075802 4.4587663 0.13175452 0.17416821 0.0957296 4
249.490305 7.19568678 7.19466365 0.03168484 0.18951882 0.09568004 4
28.3924137 4.96727584 4.94771167 0.13772359 0.1915444 -0.0956227 4
553.281783 6.99023317 6.93943686 0.23899543 0.57454426 0.09553819 4
5.74467884 4.02954386 4.02519131 0.17948809 0.10536755 -0.0955188 4
18.234575 3.84035196 3.83319726 0.19802382 0.35886354 0.09539585 4

21.4837874 5.15258174 5.16344169 0.13231031 0.12543336 0.09514763 4
3.85069909 3.76038758 3.79507588 0.2539678 0.08456665 0.09509565 4
3.23710354 -1.223081 -1.2468423 4.1779694 4.08582702 -0.0950581 4
5.52613317 4.01288166 4.05042704 0.28559734 0.09666054 0.09503408 4
3.95634613 3.12681383 3.14113965 0.37776229 0.17803266 -0.0948991 4
3.37544598 3.26390246 3.30989445 0.30417997 0.12659967 0.09480426 4

40.39915 6.16333699 6.15644925 0.06399837 0.08472109 -0.094778 4
9.80774301 4.51581308 4.51891727 0.04426659 0.10878292 0.09476552 4
47.1748336 5.71450502 5.72930801 0.17000289 0.14681783 0.09463387 4
317.012723 8.03843813 8.04437328 0.08232342 0.1041636 0.09454367 4
2.07354331 3.68014435 3.68305158 0.22125796 0.05290992 -0.0945033 4
116.559651 6.44579478 6.44713594 0.08137326 0.19142683 0.09430537 4
584.21459 7.47115164 7.46136213 0.11590511 0.3115879 0.09428645 4

35.2636542 4.30003857 4.2112505 0.24687435 0.49453619 -0.094044 4
132.686964 6.97155032 6.95955431 0.04998502 0.13035641 -0.0940298 4
8.20381632 4.30392369 4.29513135 0.101349 0.11084337 -0.0937186 4
11.3515636 4.4286011 4.43146666 0.0606612 0.1397567 0.09369548 4
623.348047 8.10160603 8.10888678 0.13257641 0.17827291 0.09368416 4
118.463778 6.47263176 6.47213055 0.04982205 0.18832261 0.09368066 4
140.959254 6.35861748 6.32735493 0.07577065 0.23706747 -0.09367 4
14.4997534 3.94601175 3.94440922 0.15139987 0.28601427 0.09361915 4
82.3244862 6.15436472 6.157604 0.08410434 0.1660824 0.09355451 4
11.1926204 3.25845808 3.18121185 0.29079319 0.50644671 -0.0935202 4
57.0784396 5.76518415 5.77081055 0.11259838 0.17174456 0.09348917 4
182.380664 7.18122125 7.18000301 0.24715141 0.13448008 -0.0933534 4
81.1178456 6.38750696 6.40464357 0.18608913 0.13855846 0.09331161 4
6.49415404 3.99609601 3.9886663 0.15635553 0.12340788 -0.0932233 4
16.9925535 4.62285566 4.6301631 0.12220486 0.15938829 0.09311502 4



70.4632497 6.29629501 6.30215016 0.09042044 0.12550245 0.09299862 4
1.85073576 2.96946978 2.97450371 0.2646698 0.09518095 -0.092982 4
1046.80299 8.95426396 8.94375763 0.12769408 0.13289792 -0.0929568 4
426.655508 7.09850994 7.10985143 0.30394548 0.35709276 0.09290556 4
5.71712091 3.30362913 3.32736057 0.24635735 0.20975843 0.09288626 4
29.4684306 4.838823 4.80598735 0.04131654 0.25512389 -0.092778 4
79.554094 7.34607015 7.35247646 0.07992301 0.05150379 0.09276724 4

149.279513 5.83971613 5.75595295 0.01642302 0.4141619 -0.0927347 4
15.3793899 4.62196285 4.64710849 0.23020841 0.14460795 0.09270499 4
1.3594535 3.8250127 3.82836839 0.21376945 0.02976199 -0.0924737 4
26.739407 5.3843737 5.37299087 0.02601252 0.12012353 -0.0923496 4

83.0584145 7.49697727 7.5111762 0.14239864 0.0454896 0.09231662 4
90.9603388 6.37215024 6.37519296 0.06892514 0.14807774 0.0922056 4
63.5962827 5.68485742 5.66781015 0.20756646 0.2147034 -0.0921586 4
7.31005083 4.15523763 4.14541401 0.07599759 0.11540933 -0.0921298 4
81.008658 2.38776414 2.96610489 2.22871213 1.7952642 0.09210706 4
3.0658362 3.88897226 3.88607783 0.14179324 0.06197875 -0.0920682 4

22.6197375 4.48709231 4.46095547 0.18126758 0.24390466 -0.0920464 4
17.9795211 4.76106164 4.76331238 0.05746419 0.14857125 0.09183483 4
55.0451531 5.57176843 5.54700598 0.06526912 0.20727106 -0.0916615 4
7.67762619 3.37359812 3.38300097 0.19869804 0.24567067 0.09154172 4
14.5946976 4.11339067 4.13756496 0.25508505 0.21751189 0.09131132 4
184.519345 6.76972803 6.74256165 0.02674508 0.22268917 -0.0911201 4
42.1722936 5.4927072 5.47445163 0.05785243 0.16848951 -0.0910389 4
8.75655081 4.11284382 4.11952618 0.10891702 0.14124839 0.09090647 4
54.253657 5.33840875 5.32813293 0.326635 0.28001128 -0.0908041 4
2.6048043 4.56657783 4.57029347 0.21499597 0.02706827 -0.0907618 4

13.3078601 5.17350539 5.16774086 0.06433577 0.07730578 -0.0905772 4
5.06700782 3.35656084 3.34673692 0.21454395 0.18064743 -0.0904937 4
7.89492498 4.59542023 4.59017122 0.10673503 0.07832868 -0.0903627 4
14.1080893 3.96744904 3.92915768 0.02424573 0.27053833 -0.0903555 4
11.0153872 4.76082888 4.75976125 0.20044674 0.09181084 -0.0903112 4
16.9477485 5.95065884 5.97962038 0.22358315 0.04337636 0.0902763 4
30.9529689 5.03322943 5.00993452 0.04866732 0.19674424 -0.0902492 4
6.49597519 3.36409946 3.34515284 0.19325439 0.2161308 -0.090144 4
32.0281574 5.05428178 5.03019333 0.0214948 0.19857057 -0.089981 4
102.412915 7.59912538 7.60251241 0.04601781 0.05090748 0.08989934 4
180.465595 6.63651769 6.63119002 0.0799334 0.25325368 0.08983765 4
10.9355294 4.38257016 4.38540442 0.06721457 0.14145818 0.08973514 4
4.6878645 3.8934761 3.88931215 0.15967887 0.09427672 -0.089675 4

8.06055364 3.92566296 3.93706007 0.1580961 0.16085228 0.08950076 4
86.6641307 6.33934568 6.32424053 0.06421189 0.15375837 -0.0894241 4
17.8267094 4.69271991 4.69913419 0.11876243 0.16267894 0.08930266 4
6.93542204 4.70813595 4.70484167 0.12454414 0.0624551 -0.0892018 4
8.81516916 4.98316774 4.97878191 0.03588214 0.05990137 -0.0890088 4
5.74746197 4.17940523 4.19161309 0.14102728 0.08906597 0.08895086 4
2628.1676 9.44825882 9.42188582 0.03118209 0.2228066 -0.0888794 4

9.58853253 4.00824283 3.99580025 0.17330985 0.1705359 -0.0887904 4



28.741687 4.85824038 4.86246003 0.13655253 0.2143214 0.08871417 4
4.23192688 3.16636921 3.20941554 0.3348167 0.1648125 0.08870419 4
29.0507843 5.92432748 5.97633696 0.32029617 0.07270689 0.08869273 4
6.05820361 4.13206975 4.12581222 0.11898083 0.09695218 -0.0886273 4
17.8586101 4.70811583 4.72122468 0.16412731 0.15178387 0.08857162 4
3.59611514 2.72371364 2.73868255 0.22319058 0.23567742 0.08840944 4
4.83070388 3.14702037 3.12884876 0.16921862 0.20392409 -0.0881842 4
11.9290737 4.54499993 4.53615264 0.1392216 0.13245727 -0.0881707 4
11.9290737 4.54499993 4.53615264 0.1392216 0.13245727 -0.0881707 4
11.9290737 4.54499993 4.53615264 0.1392216 0.13245727 -0.0881707 4
11.9290737 4.54499993 4.53615264 0.1392216 0.13245727 -0.0881707 4
9.30829649 3.10698269 3.01541164 0.05503292 0.48028532 -0.0881125 4
10.1959543 3.94681838 3.92735783 0.14707615 0.21010742 -0.088099 4
16.4735999 4.28828592 4.25834162 0.06001205 0.24554838 -0.0880714 4
289.141028 7.22841581 7.22557253 0.01364911 0.19821515 0.08795551 4
2.8877437 3.73101477 3.73325398 0.21462025 0.07007851 -0.0879258 4

18.4996764 4.55122115 4.52869618 0.01769916 0.19354111 -0.0877622 4
512.113058 7.81881774 7.79768564 0.13789093 0.21350972 -0.087624 4
7.2602321 3.66236889 3.66448499 0.3143616 0.19575037 -0.0875718 4

18.6168588 5.14319769 5.13415451 0.0513036 0.1062496 -0.0875567 4
24.742837 5.76922315 5.79681645 0.23381959 0.07670534 0.0875118 4

118.943574 6.26128457 6.23779885 0.13696251 0.21744307 -0.0874899 4
144.706318 6.55526046 6.55634327 0.0979215 0.19998055 0.0874874 4
377.57298 7.47128819 7.44951934 0.12983336 0.20634252 -0.0874678 4

17.8259885 5.19181673 5.23396118 0.28886977 0.09376348 0.08735661 4
10.6244602 3.97590662 3.97305864 0.00554987 0.1958847 0.08727097 4
7.09763285 3.39962895 3.40404594 0.15954479 0.23685745 0.08696201 4
5.81690669 3.19777957 3.17080751 0.1275167 0.23680162 -0.0868892 4
16.851605 3.09802063 3.08732203 0.63048208 0.75243938 0.08683359 4

46.0741353 5.16748936 5.19980543 0.30004773 0.23585437 0.08680461 4
3.85810707 4.03185438 4.07796594 0.32453608 0.06629238 0.08674823 4
22.0292451 4.7048013 4.70536104 0.08128866 0.18998501 0.08674123 4
1.4186151 3.96561542 4.02248232 0.35797348 0.02557108 0.08663758 4

11.4821806 4.27131246 4.25574148 0.06325036 0.15532447 -0.0865345 4
23.6265952 5.22280021 5.21352038 0.11982747 0.12506747 -0.0864218 4
16.9316077 4.77563728 4.78176214 0.10626645 0.13951988 0.08620841 4
14.2746138 4.78609187 4.77603702 0.07704961 0.12308848 -0.08619 4
12.6797165 5.02242977 5.01648366 0.08605342 0.08570586 -0.086172 4
4.88894399 2.80512145 2.79667398 0.08537316 0.27384856 0.08608949 4
5.56407987 3.8809221 3.87170613 0.07853626 0.1138583 -0.0860499 4
158.84835 6.53299009 6.50530114 0.12930176 0.25187142 -0.0859421 4

448.631345 8.15100605 8.15553053 0.08722931 0.13267146 0.08593682 4
15.0156817 4.46249213 4.47668193 0.180405 0.16527426 0.08589424 4
23.3672882 4.88644976 4.878878 0.23035274 0.18166399 -0.0857325 4
4.59795254 2.31550335 2.27683233 0.39573608 0.41415798 -0.085657 4
47.2293197 4.26365859 4.28250122 0.49757478 0.53861643 0.08561477 4
151.61644 6.92106431 6.92964033 0.13403062 0.14973513 0.08561367 4

8.65197226 3.50975091 3.52135736 0.22650355 0.25058928 0.08555496 4



7.83377966 2.83948492 2.75491901 0.17895319 0.46001224 -0.0855341 4
19.2845183 4.30749711 4.30650028 0.14910898 0.26927926 0.08520371 4
221.231325 7.87766177 7.87242569 0.10606433 0.08228975 -0.0850828 4
175.574904 6.18820674 6.15966727 0.35381311 0.37908063 -0.0850237 4
9.19865698 3.79297814 3.80973189 0.41223074 0.21558334 -0.0849928 4
345.513274 7.92960644 7.93275605 0.0684857 0.12837189 0.08497787 4
44.5105887 5.54113163 5.52316919 0.04714254 0.16926081 -0.0848613 4
11.2810881 4.57355543 4.58527671 0.14533754 0.11595136 0.0848609 4
264.302058 7.57743641 7.58658119 0.13538856 0.13306747 0.08483831 4
282.998432 6.90997275 6.8687941 0.0591217 0.29299993 -0.0846423 4
49.6376738 5.43980223 5.43450164 0.04339566 0.2281122 0.08464232 4
4.83098725 3.58888354 3.57662959 0.03951284 0.13336044 -0.0845544 4
767.227985 7.27168595 7.15666166 0.06499203 0.50224099 -0.0845509 4
17.8526886 5.17410498 5.16760582 0.11185988 0.0987596 -0.0845229 4
19.0988065 5.78392794 5.7863193 0.03025888 0.05802529 0.08450078 4
10.5636503 4.54449857 4.53951878 0.16217395 0.11113717 -0.0844325 4
5.69496945 3.10652896 3.10088077 0.33153036 0.26571029 -0.0843827 4
3.17687541 2.75075041 2.73449156 0.18247211 0.20560199 -0.0843203 4
32.809291 5.05203519 5.10312522 0.35073752 0.1885392 0.08429546 4

19.2900952 4.65003475 4.69904644 0.34525838 0.18386783 0.08427654 4
3.50584775 1.82710828 1.76110531 0.41407678 0.51151097 -0.0842533 4
4.63144124 4.07247342 4.0934267 0.19385343 0.07701586 0.08420986 4
15.7686019 4.00488842 3.96004644 0.06983293 0.31928907 -0.0841172 4
55.9908399 6.56402403 6.55838177 0.06524217 0.07876563 -0.0840872 4
5.81953939 4.49880107 4.49513803 0.10477182 0.06506063 -0.0838477 4
319.509276 8.63323507 8.64235862 0.11382496 0.05583929 0.08357037 4
55.2234745 6.46273404 6.47925386 0.17143379 0.08658056 0.0834502 4
45.2786704 6.61526818 6.61110383 0.04690869 0.05991084 -0.083249 4
1.26525633 1.9219066 1.97895878 0.5564235 0.17957855 -0.0831801 4
13.7936298 4.70302301 4.70769928 0.08477588 0.12124017 0.08307918 4
5.17842704 3.4230643 3.43476418 0.17593152 0.17428431 0.08285684 4
18.6852456 5.91106829 5.90766983 0.03868294 0.05005927 -0.0827704 4
18.6833365 4.51225351 4.51154861 0.08706661 0.20287625 0.08259364 4
101.633956 6.21423193 6.21125202 0.03150223 0.1962943 0.08259029 4
233.157602 6.89290105 6.86789797 0.13148451 0.22788441 -0.0825636 4
10.8186853 4.24475833 4.27786125 0.28731035 0.14384422 0.08250184 4
13.5075382 4.5378846 4.52527022 0.0960216 0.15126227 -0.082447 4
239.220263 7.68400471 7.67545045 0.08181313 0.11440508 -0.0824271 4
98.7179349 5.99627325 5.98851672 0.03235444 0.24416792 0.08224099 4
9.29791088 3.81741568 3.79947125 0.17594818 0.22037585 -0.082227 4
20.834309 4.67982619 4.68049818 0.10261407 0.20173319 0.08201141 4

24.1220869 4.34785986 4.31526924 0.21478321 0.29304197 -0.0819586 4
140.797883 6.42665738 6.42524119 0.0925961 0.21495621 0.0818146 4
26.7980912 5.7271177 5.74662563 0.33605486 0.08733718 -0.081766 4
406.186656 7.48224662 7.48180685 0.12404778 0.23126209 0.08174488 4
40.0583006 6.30370931 6.30043722 0.12845075 0.07490435 -0.0817165 4
22.1009348 5.11537899 5.10675769 0.1390491 0.13467646 -0.0816566 4
62.7033301 4.80253015 4.67857512 0.04857489 0.5589102 -0.0816349 4



10.9156966 3.86883918 3.84084025 0.04451014 0.23040426 -0.0814012 4
17.9459078 5.18085413 5.17512541 0.1242587 0.09941418 -0.0813959 4
155.446315 6.20039499 6.1486839 0.07562061 0.34861644 -0.0813611 4
16.6342029 4.37641986 4.35636367 0.13902325 0.21009362 -0.0812659 4
550.461791 8.54334406 8.55810013 0.17164114 0.1071582 0.08094562 4
7.5557922 4.19238554 4.18597099 0.13947758 0.11602844 -0.0808709 4

36.9738237 5.36962309 5.37054314 0.0692823 0.16571135 0.08078657 4
8.416348 4.04471957 4.0604093 0.19205135 0.143387 0.08074696 4

167.729818 6.64502069 6.63332367 0.24430641 0.2258006 -0.0807462 4
52.4836902 6.0049689 6.00711617 0.05920304 0.13017264 0.08048087 4
50.9476066 6.08367228 6.07379103 0.03111093 0.11798963 -0.0804067 4
6.8993202 3.47247127 3.46983188 0.06091299 0.20322999 0.08032614 4

6.22674958 3.30644005 3.28636161 0.17179488 0.22020256 -0.0802921 4
14.7880234 4.43608832 4.43663839 0.07222098 0.17127749 0.08020422 4
121.322043 5.69663245 6.10674653 1.04650426 0.25662986 0.08014078 4
2.33565874 1.32463419 1.21529401 0.34642672 0.5763663 -0.0800877 4
7.2065748 4.21845349 4.2425617 0.2157304 0.1012797 0.07999228 4

827.594082 8.41466806 8.39512296 0.07246899 0.19417805 -0.0799533 4
28.6241383 4.63741732 4.64073647 0.18710224 0.2578943 0.07978947 4
4.50553294 3.58765064 3.58578353 0.20664447 0.12213552 -0.0797744 4
35.5302204 5.24380065 5.22290512 0.0320121 0.19513275 -0.0797677 4
9.4755245 3.9089287 3.90919889 0.09851794 0.19834292 0.07972757 4

10.0888683 3.21854425 3.22055477 0.31482038 0.40984198 0.07934318 4
751.726634 7.52513197 8.08776187 1.2469719 0.23150476 0.07915843 4
26.5553073 4.85353871 4.8302687 0.01915381 0.20099919 -0.0791449 4
1.9090003 1.77262806 1.73517016 0.19128991 0.30601638 -0.0790483 4

77.2204744 6.40532034 6.41900861 0.16599252 0.12278818 0.07900466 4
327.191097 7.71630482 7.71160397 0.20043501 0.14041676 -0.0789636 4
16.6297838 3.30908596 3.08716672 0.21583304 0.88191159 -0.0789603 4
82.8810083 6.0296935 6.04133592 0.19189063 0.19804482 0.07890244 4
106.297254 6.41967197 6.56157855 0.61042865 0.15599224 0.07886876 4
6.09195532 3.91972892 3.93191942 0.15165436 0.11754845 0.07867214 4
5.16417094 5.13151795 5.12937012 0.06444526 0.03078322 -0.0785257 4
2.17904855 0.81597415 0.36896169 0.54108835 1.43488702 -0.078401 4
8.50106612 3.56420811 3.53407174 0.09867677 0.26020803 -0.0783694 4
2.05790404 -0.8738846 -0.588921 3.05617904 3.07323147 0.078196 4
314.439955 6.80964205 6.75248507 0.16314626 0.39824659 -0.0781482 4
568.037664 7.99589777 7.97702165 0.11134277 0.20017162 -0.078055 4

28.5894 3.56775187 3.43023385 0.50487477 0.72343565 -0.0780341 4
189.876485 6.58722957 6.59884082 0.21689505 0.24048759 0.07798364 4
23.9897062 4.56058367 4.55485907 0.07981009 0.23958987 0.07798165 4
19.2000892 4.97011997 4.97437547 0.09749313 0.13777839 0.07779145 4
27.2625427 4.99954025 4.99958251 0.08148639 0.18245196 0.07769966 4
58.8832878 6.12247234 6.1705475 0.33223414 0.12234231 0.07766933 4
15.360496 4.07381486 4.040338 0.02165641 0.2512894 -0.0776014 4

8.19008105 3.53410656 3.53708562 0.17314022 0.25409198 0.07748738 4
16.4966868 5.46317501 5.4650414 0.02490506 0.07075892 0.07733672 4
1707.69682 9.09398014 9.072256 0.02430249 0.20247736 -0.0772143 4



240.56341 7.17419629 7.20341428 0.28538304 0.17427497 0.07719756 4
6.06031649 3.93878185 3.93306261 0.15088849 0.12010972 -0.0771829 4
32.4721989 5.38143856 5.37038263 0.12929481 0.15482841 -0.0771159 4
6.17962678 4.20796525 4.21113199 0.0588178 0.09159563 0.07709712 4
2.30766135 3.52447241 3.5299523 0.23086416 0.06641373 -0.0770752 4
11.6079267 4.02178002 3.99860783 0.09476067 0.22361152 -0.0769969 4
29.699066 5.3559225 5.34548167 0.11962591 0.14740335 -0.0769225 4

51.1726297 6.445757 6.44101263 0.09378532 0.07972041 -0.0768324 4
4.56390853 3.37868908 3.36398316 0.06710265 0.16401851 -0.0765876 4
62.9615932 4.84811048 4.72793825 0.08501857 0.57195617 -0.0765472 4
3.41283279 2.34210386 2.38466076 0.42156592 0.32056367 0.07645577 4
31.1785159 5.21221335 5.19599442 0.06487542 0.16871292 -0.0763992 4
5.84391545 2.37857855 2.27715711 0.34633869 0.60028919 -0.0763767 4
43.0205423 6.10448163 6.11964431 0.17391536 0.0928456 0.07632429 4
29.8013943 4.52171763 4.47186467 0.1477085 0.36495326 -0.0762829 4
430.121081 7.30730428 7.30333697 0.18574802 0.30755145 0.07627201 4
9.42915777 3.11195036 3.03651589 0.15100511 0.44113824 -0.0761951 4
7.41337896 4.69935645 4.71100855 0.13645299 0.06794979 0.07613812 4
295.609959 6.9802489 6.96484088 0.04645639 0.30113848 0.07606871 4
294.137927 7.19620972 7.18004878 0.20591071 0.23036812 -0.0760298 4
0.70440962 2.47358079 2.48319829 0.25944399 0.05914745 -0.075867 4
5.05981863 2.43332042 2.53837235 0.67485885 0.39996123 0.0758381 4
229.282153 7.6793796 7.69168058 0.1500648 0.10171538 0.07581003 4
19.0847025 4.51117564 4.52480993 0.22153276 0.21882835 0.0757501 4
111.67897 6.86455134 6.87044683 0.10361996 0.11442948 0.07528845 4

1.47385592 3.14293678 3.14514154 0.19287584 0.06334066 -0.0752735 4
397.072948 6.77845332 6.99181376 0.7742827 0.34349663 0.07519722 4
1475.52478 8.16373773 8.12635181 0.16720932 0.46107927 0.074988 4
40.831472 6.31066573 6.35557903 0.30569064 0.06947658 0.07496767 4

1480.16797 8.16338876 8.09618153 0.30653186 0.50336786 -0.074921 4
16.3605933 5.15876291 5.1607104 0.03849819 0.09353041 0.0748174 4
398.238618 7.47766351 7.47620114 0.12032441 0.22797254 0.07477081 4
8.92434695 3.56796168 3.54683587 0.22307483 0.26854136 -0.0746526 4
14.0403216 4.66927265 4.65834148 0.04662956 0.12867704 -0.0745496 4
10.1055452 4.23563021 4.23986381 0.10780548 0.15080182 0.07454483 4
76.4310368 6.04082036 6.05586071 0.19914959 0.17652141 0.07449281 4
67.9154422 5.36098239 5.36042802 0.24952083 0.34547764 0.07445792 4
14.1349595 4.70288978 4.69340942 0.08574476 0.12469707 -0.0744572 4
5.42590162 1.9446739 1.75369246 0.30271921 0.7169164 -0.0744432 4
47.7212265 5.53500347 5.51578732 0.04345712 0.18378753 -0.0744309 4
10.4716244 4.04858403 4.07047384 0.25015048 0.17626777 0.07434797 4
18.0148001 3.72908862 3.64461328 0.23203788 0.52372139 -0.0742411 4
13.7478465 4.2986148 4.30879546 0.18629598 0.19197869 0.07421739 4
17.0960105 4.55702973 4.54049059 0.08978791 0.17763693 -0.0740361 4
38.1633171 5.71186963 5.72274624 0.14859677 0.12415199 0.07402161 4
2.47297648 2.77818774 2.76925423 0.15450011 0.14884686 -0.0740025 4
3.50008416 5.08938991 5.11315089 0.21460758 0.02113087 0.07400141 4
16.7832204 3.64171171 3.57929201 0.2328026 0.40767573 -0.0739788 4



77.2395089 5.63600335 5.61363417 0.21814704 0.26064438 -0.0739591 4
22.131892 4.42320675 4.38655603 0.07484775 0.29047465 -0.0739057 4

61.3144111 5.236413 5.22342089 0.18579452 0.36019217 0.07386192 4
6.09520271 1.68917833 0.11776479 0.33901023 3.46416218 0.07370325 4
3.44072588 3.81631528 3.81285012 0.11159012 0.07566493 -0.0736054 4
7.24427992 4.19919562 4.19448268 0.14163075 0.10587395 -0.0735931 4
39.8994755 5.50095423 5.48467351 0.03885497 0.17329789 -0.0734609 4
550.989614 8.67871178 8.67175586 0.02949733 0.09695087 -0.0734165 4
27.2069837 5.4346863 5.45688626 0.21739656 0.11618056 0.073389 4
172.512354 7.32496545 7.32861601 0.07959796 0.1153047 0.07334424 4
23.4774678 4.31873273 4.27089984 0.11615081 0.34989539 -0.0732831 4
0.69686372 0.49435636 0.97829987 1.45363921 0.28135178 0.0731292 4
10.9990252 4.643125 4.65074749 0.11896271 0.10517828 0.07308487 4
5.17402194 4.13735709 4.13958182 0.04332166 0.08405764 0.07294935 4
13.6451145 5.07595811 5.06988228 0.0220777 0.08778034 -0.0729404 4
40.6922315 5.19462563 5.22861916 0.31053137 0.20669314 0.07280379 4
8.6336095 2.97969483 2.87562348 0.06427094 0.54233839 -0.0726036 4

8.60227188 3.55896687 3.53113019 0.10003185 0.24452795 -0.0725041 4
3.22482967 6.21105521 6.22382871 0.14371953 0.00639381 0.07242151 4
22.2863161 4.40992877 4.41970847 0.22509858 0.25755281 0.07241577 4
18.4300205 5.17794938 5.17072687 0.07660055 0.1078345 -0.0723122 4
49.5350423 5.40536097 5.38381802 0.14733922 0.23276626 -0.0722531 4
3.32629888 2.92629378 2.92802095 0.28007815 0.17194708 -0.0722312 4
1.93693587 1.42521453 1.35156324 0.23111148 0.45242981 -0.0720524 4
261.185254 7.64262193 7.63495681 0.12552889 0.13061893 -0.0719726 4
23.7408352 4.95588607 4.9535938 0.0235734 0.16967836 0.0718901 4
9.35744193 4.51457253 4.52461555 0.13895765 0.09872087 0.07184086 4
1.5078583 0.87070767 0.82087826 0.52833698 0.54616635 -0.071731 4
43.020502 4.93243921 4.90648858 0.27610026 0.32169124 -0.0717006 4

13.4090628 4.77633522 4.78089092 0.2448962 0.10933434 -0.0716624 4
544.624309 8.09476593 8.08000873 0.06876928 0.16138531 -0.0714733 4
300.274475 7.58854828 7.59478223 0.12769131 0.15035013 0.07144884 4
54.8285848 5.1825371 5.18556346 0.3846883 0.28489181 -0.0713583 4
12.4752903 5.16709884 5.17056503 0.06159277 0.06946461 0.07128661 4
383.257019 7.02255603 6.97875926 0.15765991 0.32411059 -0.0712857 4
56.9423289 4.67896564 4.59014611 0.1020187 0.62150486 0.07125834 4
17.942897 4.13122589 4.09856374 0.15513049 0.28268667 -0.0712278 4

7.54035023 4.34370475 4.37292606 0.24564644 0.09473126 0.07108124 4
4.7689079 3.20097223 3.19073871 0.20204782 0.19237126 -0.0710001 4

1.53331512 1.71574137 1.68846029 0.20893336 0.29660319 -0.0708492 4
120.226825 6.75259288 6.76248498 0.15466097 0.13607342 0.07068946 4
7.94564627 4.71222471 4.7143145 0.03789798 0.07100599 0.07058254 4
91.2576057 4.70766852 4.78204726 0.6860056 0.61541015 0.07053856 4
10.9644373 4.1234593 4.11064239 0.14652686 0.17807475 -0.0704881 4
27.1002709 5.65057739 5.64407726 0.05394892 0.09494459 -0.0703465 4
7.28435706 3.7345855 3.74264691 0.16104074 0.1762098 0.07030348 4
7.24102879 3.93986941 3.94417751 0.10310025 0.13549588 0.07014825 4
116.834502 6.89028961 6.89299899 0.23221146 0.12203853 -0.0701401 4



1.90311522 3.5020873 3.51284682 0.13568898 0.05761219 0.07005866 4
16.2674521 4.57385765 4.57730474 0.11484928 0.16720562 0.07003275 4

21.01532 5.77388349 5.77849844 0.07644937 0.0640595 0.06995528 4
11.8733101 3.5213652 3.45625308 0.01317759 0.40816719 -0.0698659 4
7.01799215 3.16244629 3.12998795 0.2110518 0.31933316 -0.0697932 4
22.1902834 4.35367062 4.34033008 0.02994278 0.2704749 0.06968894 4
142.386088 6.78377618 6.7819673 0.03594996 0.16452593 0.06965621 4
784.21374 8.41180327 8.39643644 0.10055083 0.18053194 -0.0694784 4

2.84279981 3.74671672 3.74268745 0.04695344 0.06647256 -0.0694741 4
8.90677723 4.0231693 4.01139943 0.11300468 0.15498623 -0.0694652 4
133.532124 6.38620424 6.36766545 0.16231745 0.21835283 -0.0692111 4
0.45535401 3.53787039 3.53833686 0.1331421 0.01318907 -0.0691902 4
19.1433791 4.26111287 4.27026296 0.23481412 0.26306699 0.06898028 4
6.70308285 4.55038239 4.55421511 0.06853546 0.07191382 0.06895103 4
10.6372402 4.08836547 4.07425943 0.11675478 0.17208948 -0.0689185 4
30.2691154 5.62279989 5.61753796 0.1247436 0.10650528 -0.0687065 4
65.6797018 6.66073164 6.66100177 0.17720184 0.08542385 -0.0686716 4
8.18571942 3.80008402 3.79942912 0.09785395 0.19242326 0.06829665 4
7.17092305 4.17358105 4.17485115 0.04801616 0.11358589 0.06817173 4
9.61269708 4.31483585 4.30772082 0.12581406 0.12534256 -0.0679165 4
25.9079127 5.01195088 5.01310522 0.09033336 0.16379673 0.06780874 4
183.203446 6.42539152 6.38950628 0.12191858 0.28688768 -0.0678047 4
14.099516 5.41485009 5.41269446 0.11078389 0.06227637 -0.067668 4

20.6482527 5.26676355 5.27732965 0.14735015 0.10361179 0.06764038 4
142.211678 6.48421062 6.50685625 0.25878526 0.20017798 0.06762881 4
274.369903 6.77401847 6.7634748 0.13440042 0.2951079 0.06762536 4
26.9978747 4.97728814 4.98147993 0.1412603 0.189027 0.06742934 4
2.49119888 3.19136922 3.19367513 0.05775072 0.09994153 0.06738071 4
313.496473 7.81695144 7.82875137 0.16710488 0.12217193 0.0673643 4
167.245581 6.34362816 6.30637871 0.07254013 0.27932962 -0.0673536 4
71.9483275 6.86838913 6.86952757 0.01180677 0.07420916 0.06717869 4
7.1027541 3.20863618 3.20137008 0.32009609 0.27539305 -0.0671433 4

7.61964827 2.96696625 2.92611183 0.04770104 0.42640966 0.06707131 4
83.4265641 5.86315902 5.85821204 0.12588144 0.25404501 0.06702189 4
17.8303313 2.9969112 2.43379088 0.63959929 1.77380316 -0.0667966 4
11.7688692 5.03168765 5.03336703 0.03304782 0.07500313 0.06674387 4
190.520368 6.21551483 6.14735954 0.16651126 0.45108663 -0.066703 4
365.332076 7.20774282 7.18283578 0.18447754 0.26225924 -0.0666908 4
34.7989316 6.16422822 6.19391728 0.2460445 0.07100921 0.06667394 4
3.7541305 2.59884439 2.5713919 0.17722331 0.27367384 -0.066662 4

6.12840431 3.35542226 3.36295782 0.1987936 0.2236221 0.06647972 4
269.780884 6.48775846 6.48701583 0.28526913 0.3734746 0.06646558 4
3.31093461 3.6064176 3.61941661 0.28185298 0.0878739 -0.0664341 4
10.9973782 4.83790355 4.83244265 0.06136126 0.08982757 -0.0662925 4
197.042468 7.99605693 7.99746418 0.0231233 0.06580743 0.06616847 4
99.8331531 6.53983225 6.528692 0.07558609 0.14222 -0.0660203 4
10.6864442 1.89780024 0.5789525 0.9962707 3.29180527 0.06598613 4
81.917899 6.89654545 6.8928031 0.10571582 0.08405326 -0.0659595 4



23.9265153 4.73568637 4.74062572 0.16911504 0.21729311 0.065891 4
11.9127133 4.08252042 4.06163194 0.07804404 0.21396014 -0.0658735 4
1.81618355 1.43835116 1.40226113 0.34341243 0.39154958 -0.0658277 4
5.50436141 3.40382914 3.39751273 0.21270456 0.17689951 -0.0657864 4
308.358906 7.27896158 7.2845327 0.17782121 0.21138426 0.06570168 4
8.16889063 4.35526753 4.35306141 0.16468475 0.1082742 -0.0656213 4
58.6602721 5.29707906 5.28933433 0.16617199 0.30299404 0.065612 4
47.8856316 5.39018353 5.37401514 0.17867516 0.22160357 -0.0655893 4
28.9287188 4.62355482 4.61015464 0.02431778 0.26439104 0.06558759 4
936.978575 8.38876502 8.38222073 0.05617338 0.22178834 0.0655595 4
33.5638134 5.3107087 5.29567361 0.02930659 0.1621386 -0.0655359 4
43.5939665 5.90073672 5.89315546 0.09088598 0.11738843 -0.0654487 4
1786.29863 8.20744256 8.12268921 0.33169441 0.57403267 -0.0654165 4
47.5641982 5.50377292 5.50009905 0.04633105 0.18706841 0.06539138 4
2.81398255 3.43794996 3.45600541 0.19636552 0.0888166 0.06525497 4
12.7902213 4.44795212 4.43727911 0.11482521 0.15672234 -0.0652468 4
105.748925 6.71471364 6.71643004 0.07537451 0.13260752 0.06521119 4
156.799615 7.50580646 7.500121 0.03512757 0.08887044 -0.0651715 4
34.9955116 4.94768203 4.93660968 0.24798256 0.23333974 -0.0651584 4
25.5112704 4.76267171 4.75888831 0.08448129 0.20861769 0.06508875 4
99.9059554 5.91497965 5.88648288 0.13437393 0.26003101 -0.0650608 4
13.1237774 3.82822664 3.79727969 0.15368885 0.28175614 -0.0647694 4
13.703804 3.86097582 3.81970894 0.09066175 0.32402612 -0.0646794 4

9.59557174 3.55988079 3.62400743 0.45337903 0.23911882 0.06466089 4
9.59557174 3.55988079 3.62400743 0.45337903 0.23911882 0.06466089 4
9.59557174 3.55988079 3.62400743 0.45337903 0.23911882 0.06466089 4
30.9503025 5.67327087 5.67620076 0.07444229 0.10487037 0.06443563 4
2633.60628 8.68072005 8.59463251 0.02772633 0.45759206 -0.0643975 4
7.07135498 3.21132267 3.20929373 0.1881507 0.28693428 0.06417938 4
11.7836111 5.62800249 5.63088888 0.17450304 0.04271295 -0.063948 4
59.8728346 6.05179602 6.03972115 0.03279413 0.14777362 -0.0639359 4
55.4510999 6.11339857 6.10799182 0.14201452 0.1259232 -0.0638648 4
46.2451418 5.89855557 5.8885399 0.03774736 0.13103066 -0.0636086 4
585.585195 8.07251831 8.06873245 0.031985 0.18073313 0.06359576 4
12.2663324 3.12286114 3.16582229 0.55541983 0.45170083 0.06352755 4
3.38411074 3.71294956 3.71097837 0.13495577 0.08154547 -0.0634948 4
18.7751947 4.85801979 4.85948919 0.08468799 0.14489622 0.06342141 4
105.539927 6.18338434 6.17618846 0.01375151 0.21221733 0.06326585 4
145.357744 7.83719721 7.83945523 0.04596861 0.05769137 0.06317312 4
6.82631081 2.56029192 2.55529576 0.41638746 0.52723019 0.06317007 4
2.56258109 4.06650421 4.06460413 0.07792266 0.04345053 -0.0631638 4
18.9811433 4.37050452 4.34360382 0.11626949 0.2623735 -0.0629294 4
23.2196319 4.50725392 4.50299829 0.13806083 0.24922672 0.06289892 4
1.86955657 2.87005378 2.87712163 0.12394361 0.10647798 0.06286048 4
142.088532 6.15832054 6.15518451 0.20713666 0.31161655 0.06277937 4
18.596203 5.23199588 5.24039788 0.25507548 0.09806547 -0.0625617 4
4.2672135 4.22097377 4.25017948 0.24690974 0.06158152 0.062545 4

87.9790211 6.4284862 6.41630535 0.0256711 0.14868446 -0.0625171 4



11.4390068 2.97877481 2.78662288 0.19686567 0.8225623 -0.0624291 4
4.02742734 3.5924636 3.60369706 0.16107053 0.10911924 0.06239427 4
272.165532 6.81638936 6.79848209 0.27304302 0.28231976 -0.0623882 4
647.779204 7.3398176 7.30092746 0.22037936 0.48824149 0.06234719 4
6.7397943 4.23929009 4.23493765 0.11252827 0.09873427 -0.0622746 4

20.5552589 4.90500524 4.90463993 0.062376 0.15029767 0.06218159 4
22.5372158 4.90569805 4.89241439 0.10600668 0.1752573 -0.0621751 4
13.3841335 4.64178489 4.63438164 0.11977487 0.13429452 -0.0621136 4
58.323182 5.97808901 5.96919572 0.12825871 0.14889861 -0.0619994 4

316.529902 7.04656039 7.01004462 0.10138867 0.30699262 -0.0619191 4
12.7904945 3.80172995 3.79443803 0.16006178 0.2865419 0.06177319 4
172.204416 6.13434853 6.09623091 0.25590619 0.36184151 -0.0617658 4
277.037238 7.95077242 7.959079 0.13361189 0.09946766 0.06169863 4
11.9960459 4.52102591 4.52825489 0.13675566 0.12638517 0.06169622 4
8.77499527 4.44893126 4.45042379 0.05359379 0.10449761 0.06168132 4
733.148709 7.64110953 7.62628328 0.22116543 0.37864318 0.06164795 4
48.8231832 5.55940247 5.59088487 0.30973793 0.1759412 0.06164434 4
86.3165671 6.54991544 6.60161866 0.48076022 0.11507629 -0.061588 4
3.22654074 1.86833617 2.08149394 0.89006297 0.43730587 0.06155471 4
3.33302653 2.96203412 2.96270474 0.10899318 0.17876565 0.06148083 4
0.97811251 1.40098261 1.42188016 0.4226027 0.23221468 -0.0614407 4
62.2381184 5.77349577 5.75578585 0.06527119 0.18591258 -0.0612638 4
27.4973932 4.7450881 4.71684001 0.05806996 0.25307708 -0.0610882 4
133.556161 6.75911239 6.74747531 0.09855689 0.16036821 -0.0610567 4
148.015096 7.01879856 7.03150563 0.18032405 0.12603945 0.06105619 4
22.5153397 5.26268712 5.25691145 0.118681 0.11785142 -0.0610057 4
19.1228307 4.28813195 4.27032073 0.22547348 0.26269406 -0.0609959 4
5.79253568 3.86042389 3.85197323 0.0637604 0.1218221 -0.0608884 4
11.9427296 4.41588996 4.40621314 0.09783445 0.14079591 -0.0608494 4
504.147595 7.15931028 7.11785796 0.32695323 0.43158697 -0.0607122 4
84.0084356 6.24219271 6.22842875 0.04788784 0.15851025 -0.0603056 4
14.7044546 4.32486915 4.3287613 0.14830458 0.18324851 0.06009723 4
9.33442809 4.21998778 4.21994761 0.21195129 0.13539783 -0.0600882 4
14.0260557 3.24631624 3.21464472 0.31404934 0.50718597 0.06004621 4
6.30214632 4.52229642 4.5215357 0.13475153 0.06871389 -0.0599908 4
22.3362839 5.47290677 5.47342234 0.0133892 0.09121218 0.05998541 4
4.99254351 3.35285217 3.39366837 0.34933938 0.1625366 0.05984011 4
4.93550882 4.88848311 4.88868776 0.12449878 0.03681855 -0.05974 4
141.412905 7.19988431 7.20303113 0.08008202 0.1033867 0.05960756 4
36.0169301 4.83561811 4.82460427 0.11966733 0.28131452 0.0595711 4
43.3750496 6.02372808 6.02427149 0.03805187 0.10726108 0.05945601 4
60.9989667 5.71523299 5.69683456 0.07826073 0.19548545 -0.0594131 4
60.9989667 5.71523299 5.69683456 0.07826073 0.19548545 -0.0594131 4
9.84976952 4.58539637 4.58078877 0.10473552 0.09862864 -0.0593898 4
26.7577336 4.69970832 4.68981386 0.03637858 0.23488465 0.05937657 4
12.5642324 3.84313301 3.80815065 0.05487609 0.28749969 -0.0593649 4
63.9015442 5.94774469 5.97737403 0.28902245 0.15596448 0.05915789 4
233.319225 7.30505676 7.30569357 0.08773757 0.15378404 0.05905054 4



160.105216 6.97218308 6.97658261 0.12420692 0.14522257 0.05902581 4
164.281701 7.49070594 7.4922254 0.18579448 0.09214122 -0.0590219 4
164.281701 7.49070594 7.4922254 0.18579448 0.09214122 -0.0590219 4
11.7037451 4.61331429 4.62233052 0.1430334 0.11165703 0.05899882 4
30.2956423 5.45104498 5.44430342 0.12789495 0.13575738 -0.0588402 4
2.99132485 1.51593539 1.49046416 0.55885941 0.69102925 0.05877177 4
31.2435222 3.97924661 3.89842544 0.08987239 0.54740469 0.05874406 4
38.6697401 6.30613136 6.30637243 0.150812 0.07175829 -0.058541 4
289.842237 7.97895092 7.97586113 0.13134501 0.09884762 -0.0585118 4
37.7073968 5.39662403 5.39269076 0.02834416 0.17521802 0.05840232 4
8.78877255 4.80003525 4.79738534 0.09878439 0.07312772 -0.0582243 4
111.516105 6.03934693 6.08277477 0.40482072 0.25892609 0.05809153 4
53.4083436 6.26620569 6.27019178 0.09087029 0.10105239 0.05789267 4
0.95429442 1.47795038 1.4927573 0.35775169 0.21797906 -0.0578778 4
85.6283889 5.53026896 5.50009152 0.06210783 0.37063801 0.05784006 4
1.26394235 3.66428319 3.67557121 0.14190905 0.0320148 0.05773749 4
28.939163 4.17156579 4.0710326 0.05648439 0.53851427 -0.0576377 4
5.2048919 2.72313702 2.67529177 0.18835385 0.39186041 -0.0574797 4

27.5275134 5.79740683 5.80540297 0.12369693 0.08180812 0.0574389 4
368.535791 7.27603397 7.25463357 0.16510271 0.24480525 -0.057396 4
10.7733343 3.35706995 3.30736578 0.14618439 0.35245512 -0.0572523 4
17.4199802 4.41069376 4.41890597 0.20293557 0.20698783 0.05711434 4
4.94666906 3.29767102 3.2875925 0.15771668 0.17503362 -0.0568742 4
10.9712696 4.80189107 4.81875226 0.19004924 0.0907815 0.05676491 4
1651.11337 8.45547976 8.46965493 0.3611141 0.35995773 0.05674273 4
4.56762828 2.21579226 2.17243261 0.26740674 0.52252718 0.05669953 4
15.5126663 6.0214013 6.02371191 0.04836679 0.03722524 0.05668321 4
86.7614887 6.44256777 6.45015381 0.14871284 0.1354539 0.05665628 4
233.697334 7.98937393 8.00349601 0.17266187 0.07981905 0.05655096 4
514.770382 7.14872929 7.11966465 0.16041952 0.39015106 0.05651919 4
24.1850201 4.17712809 4.12812629 0.20610887 0.3899302 -0.056363 4
20.5424241 3.84419392 3.77988727 0.07094281 0.52031606 0.05634664 4
13.0492116 4.49006545 4.49123649 0.22543544 0.14133102 -0.0563375 4
191.91006 7.04534555 7.04538537 0.23165337 0.15991775 -0.0561844 4

9.20788108 4.20334379 4.19769521 0.14493879 0.13443817 -0.0561532 4
28.6359965 5.11622101 5.1137201 0.05331153 0.16445088 0.0558963 4
83.7458534 6.94182108 6.94051678 0.13412515 0.08240468 -0.0558535 4
5.99457968 1.9179561 1.6643575 0.51011579 1.03213303 -0.0555205 4
2.78708274 2.95012184 2.97576222 0.26996926 0.13636937 0.05550518 4
4.8272631 0.7316486 1.41435808 2.19516985 1.25528383 0.05545549 4

53.4005823 6.48582066 6.48096106 0.00979147 0.08286747 -0.0553625 4
25.751986 5.96202658 5.95863832 0.04146487 0.0661555 -0.0552119 4

71.9514891 7.28701063 7.30829802 0.21770655 0.04755673 0.05519701 4
157.662801 7.49146705 7.48696181 0.06894922 0.08668686 -0.055005 4
26.663568 5.62509442 5.62537104 0.02935453 0.09878319 0.05486932 4

306.788211 6.93084131 6.90956844 0.04982325 0.31380505 0.05463433 4
18.9760923 4.74624134 4.73309082 0.06535585 0.16347791 -0.0545735 4
54.997109 6.323175 6.32295659 0.0025358 0.10059387 0.05453814 4



398.740324 7.93018991 7.93890912 0.15805405 0.14084155 0.05444862 4
27.9250154 4.70879393 4.69604055 0.25078499 0.26951401 -0.0544408 4
19.8090639 4.16461188 4.12830073 0.18958339 0.34549926 -0.0544287 4
9.76697314 4.49414334 4.51322313 0.2212255 0.11012189 0.05432997 4
17.4378993 3.65171216 3.60432172 0.14040442 0.45842957 0.0542976 4
1130.6857 8.37457405 8.34490758 0.03978944 0.25285214 -0.0542737 4

1692.63839 9.14199445 9.12509186 0.01378076 0.18453587 -0.0542428 4
8.52876726 3.94101378 3.97379321 0.31190978 0.16717269 0.05421159 4
127.154934 6.634089 6.63187844 0.05597655 0.15953122 0.05412011 4
23.9505726 4.83220183 4.81344372 0.03832903 0.20193225 -0.0541161 4
23.9505726 4.83220183 4.81344372 0.03832903 0.20193225 -0.0541161 4
157.867844 7.24981801 7.25173308 0.07377677 0.1091994 0.05409549 4
221.294569 7.07234534 7.06037341 0.14194471 0.18349906 -0.0539737 4
35.7487071 5.13211619 5.12971652 0.12081074 0.20970679 0.05397233 4
51.9451678 5.33056572 5.32231457 0.10664642 0.24644197 0.05390962 4
7.31951809 3.41619456 3.40605434 0.04586793 0.23326761 0.05386086 4
0.80690523 1.39644457 1.45248285 0.53278044 0.19765815 -0.0538528 4
9.83553604 4.43740348 4.44164101 0.10534047 0.111998 0.05383045 4
253.479416 6.88622355 6.87175951 0.07518712 0.27985109 0.05365938 4
3.54920392 4.34459787 4.36375505 0.30153194 0.04459486 -0.0535598 4
1144.53872 8.05905016 8.02425732 0.31485678 0.4126518 -0.0533321 4
67.1780717 5.7681794 5.76047742 0.02106602 0.20661405 0.0533114 4
37.0361621 5.68779153 5.68126826 0.1026772 0.12205499 -0.0531162 4
130.436945 6.81244235 6.80302915 0.08913371 0.14365594 -0.0529678 4
649.055857 8.79691141 8.79685632 0.01971412 0.09898467 0.05296056 4
15.0889705 3.92143815 3.90528707 0.07180055 0.28036988 0.05291089 4
319.507229 6.99057768 6.96580557 0.2329748 0.31746599 -0.0526894 4
9.71858744 2.62094713 2.56917913 0.4277552 0.63459627 0.05261761 4
9.05963449 4.64436904 4.65580623 0.16161126 0.08402011 0.05258647 4
113.450688 5.57500553 5.50942826 0.28649682 0.50507672 -0.0525776 4
13.5732618 3.35318184 3.23518082 0.06091629 0.6009411 -0.0523781 4
3.11369125 3.60548437 3.60290496 0.11056772 0.0861085 -0.052377 4
399.489728 8.47297217 8.46880495 0.05993479 0.08185771 -0.0522083 4
26.2715485 5.05053543 5.04626275 0.02907553 0.17201132 0.05217616 4
4.31317571 3.60993195 3.62091787 0.16441988 0.1157008 0.05210855 4
11.3910876 3.93509751 3.91266753 0.06593487 0.22589095 -0.0519428 4
3.05304298 2.36676155 2.39535358 0.3356108 0.25632037 0.05180937 4
617.983709 8.53016493 8.52268389 0.06957789 0.12059622 -0.0517416 4
14.3347488 4.55671103 4.54771664 0.1129498 0.15160799 -0.0516606 4
8.65668216 4.4157834 4.40952827 0.04907774 0.10358761 -0.0516522 4
14.7348886 4.68821115 4.68918452 0.08032008 0.13028936 0.05154697 4
853.986996 8.56883983 8.55858429 0.11192386 0.15886397 -0.0515392 4
20.3846837 5.3338724 5.33388638 0.02614167 0.09873669 0.05148129 4
847.480693 7.40298071 7.28894879 0.25876353 0.63871042 -0.0513597 4
568.61119 7.6412361 7.62778723 0.11671032 0.29057073 0.05123029 4

1.48253416 1.00397551 1.03862332 0.49600016 0.44955416 0.05120378 4
60.2087838 5.69590003 5.69481838 0.11936307 0.19151213 0.05117701 4
55.4033616 5.52613605 5.50482029 0.07477529 0.22086397 -0.0511121 4



596.971924 6.8357561 6.67090934 0.18460534 0.84320654 0.05106525 4
51.1162557 6.04816015 6.03978998 0.03875613 0.1255619 -0.0509762 4
13.5237547 3.66228027 3.61611248 0.08007203 0.3293655 -0.0509724 4
1.67549159 3.44407192 3.45807649 0.1677548 0.05338794 0.05096676 4
12.6132342 3.6637499 3.67169121 0.43504083 0.33707408 -0.0508273 4
1.03249624 3.82429859 3.82345189 0.060484 0.02245496 -0.0507954 4
12.7066129 4.0210272 3.99773441 0.00977356 0.22018561 -0.0506679 4
1.15493843 3.77049433 3.80046404 0.35594648 0.0260109 -0.0505982 4
138.828211 6.81017524 6.80655952 0.01064191 0.15783933 0.0504749 4
26.3276317 5.1311834 5.12828554 0.04786448 0.16013784 0.05024099 4
7.00038955 2.83697892 2.84544927 0.45787703 0.36079153 -0.0501847 4
68.0493487 5.00065148 4.93454784 0.12771276 0.53349961 0.05016115 4
5.34687707 1.85623008 2.03430752 1.02587555 0.58743594 -0.0498224 4
24.0016759 5.81808276 5.81466433 0.05027149 0.07307382 -0.0496227 4
24.0016759 5.81808276 5.81466433 0.05027149 0.07307382 -0.0496227 4
60.805568 5.94610789 5.94464625 0.0820796 0.16436167 0.04960735 4

211.139839 7.4165093 7.40844998 0.07477696 0.13266614 -0.0495251 4
8.2954417 4.57154989 4.56670086 0.0169078 0.08557668 -0.0493678 4

231.591228 6.98193691 6.96319834 0.09369403 0.21015627 -0.0492656 4
136.96443 8.48520525 8.48603509 0.01935342 0.02823748 0.04920046 4

428.614973 7.46801759 7.48777941 0.28990455 0.25452057 0.04918376 4
27.8320527 4.1642323 4.07732288 0.15747928 0.5279256 -0.04914 4
107.716006 6.5610061 6.55562975 0.16828368 0.15990611 -0.0491302 4
229.033675 7.02883875 7.0260963 0.23504918 0.19319641 -0.0490046 4
34.4822628 5.60229194 5.59362067 0.03135815 0.12508911 -0.0489789 4
17.4969885 3.25622258 3.13506727 0.38477402 0.6648497 -0.0488786 4
18.1165232 4.19477221 4.19464482 0.20511645 0.26147922 0.04887176 4
1695.58843 9.04064861 9.02152916 0.07409955 0.2164494 -0.0486532 4
8.79100729 4.2896234 4.30246473 0.1864691 0.11491578 0.04859827 4
41.9728261 6.12942306 6.14050714 0.16372421 0.08871638 0.0485444 4
7.73822571 3.5965589 3.5931474 0.25142945 0.2131595 -0.048218 4
9.71463657 4.0182319 4.02469126 0.17397771 0.18067367 0.04810715 4
8.3194723 3.85589493 3.8424958 0.08941114 0.17879877 -0.0481021 4

10.0348363 3.90143117 3.89355505 0.04883424 0.21147639 0.04801912 4
3.14532927 3.08197256 3.11805895 0.31441173 0.13362655 0.04795114 4
5.70240161 3.63067565 3.63499016 0.14006319 0.1530602 0.04790623 4
73.234078 6.90903351 6.9339219 0.25118479 0.07219123 0.04784751 4

36.8888609 5.36144245 5.35077774 0.13084751 0.17886753 -0.0478165 4
7.28059688 4.01677129 4.01756567 0.08484104 0.13295882 0.04764517 4
7.4219965 3.83235685 3.82023286 0.07958199 0.17021401 -0.0474796 4

10.1425201 3.58507796 3.58640225 0.24575074 0.30181531 0.0474535 4
30.5078153 4.39934539 4.37963006 0.19315764 0.35623837 0.04731112 4
609.17117 7.28413958 7.25751531 0.27566775 0.45411133 0.04713048 4

61.3712693 5.59953476 5.67085421 0.45075359 0.20760697 0.04704122 4
74.9896635 6.39132248 6.39017375 0.04543135 0.12904779 0.04695127 4

16.56121 4.52730305 4.51089107 0.02478072 0.1912016 -0.0468824 4
23.8019153 4.39252564 4.37008222 0.04512102 0.31264952 0.04687709 4
3.64011288 1.88171375 2.11821224 0.87191317 0.45281474 0.04669903 4



12.7618356 3.92221033 3.93927831 0.27386986 0.23166295 0.04660173 4
92.677852 6.18104114 6.17715514 0.07848509 0.18286111 0.04656451 4

7.92973327 4.11699769 4.11303687 0.13858634 0.12510432 -0.0463336 4
23.3462866 5.00843445 5.00538159 0.04896706 0.15772413 0.0463297 4
63.9354849 5.39606551 5.40868502 0.30817874 0.29445081 0.04619281 4
36.9764347 5.04637401 5.03971101 0.11055627 0.22842655 0.04616848 4
58.0624811 5.39024581 5.36553557 0.13459928 0.25921293 -0.0460816 4
15.3944332 5.20796639 5.20844736 0.03690142 0.08568113 0.04607708 4
21.7727256 4.7278969 4.72078618 0.18736951 0.18320467 -0.0460739 4
331.555398 7.72524209 7.71583103 0.07467787 0.14229226 -0.0460462 4
2356.03507 9.30862557 9.30547324 0.1405363 0.22540565 0.04599911 4

110.4391 7.57737002 7.57542841 0.06541476 0.05713351 -0.0458471 4
34.3201381 5.23206877 5.21607087 0.01999871 0.1833818 -0.0457779 4
114.935176 6.56365107 6.57736749 0.21699861 0.15388749 0.04576787 4
363.429562 7.84013559 7.83043441 0.07078474 0.14808428 -0.0456943 4
98.0701554 6.44066052 6.44074925 0.0943502 0.14986192 0.04554199 4
4.34984194 3.47799299 3.48966599 0.18552417 0.12772688 0.04548415 4
8.99863144 5.00534465 5.00388068 0.08637059 0.05935056 -0.0454809 4
5.86380759 1.30159694 -0.3733504 1.03940609 4.00495172 -0.0453037 4
30.9355357 5.63008005 5.63682256 0.13705153 0.10782702 0.04523438 4
8.7497848 3.01892477 2.95312179 0.24915687 0.49198913 -0.0452048 4

9.86059354 4.36339474 4.40278811 0.42175078 0.11666891 -0.0451763 4
22.5720782 5.60628497 5.60390497 0.09980199 0.08355332 -0.0451671 4
66.4500489 6.27698843 6.26875962 0.03074611 0.12455822 -0.0450995 4
29.5761264 5.47074415 5.46905746 0.02698658 0.12593422 0.04498706 4
503.384297 7.32321696 7.27803662 0.16006571 0.37873052 -0.044886 4
17.776781 5.11017868 5.12186461 0.17146167 0.10563722 0.0448624 4

49.0439942 5.07496916 5.04000877 0.11100791 0.30018535 -0.0447368 4
220.441134 8.10115509 8.10055707 0.11368423 0.06776133 -0.0445458 4
78.1081328 6.42528584 6.42341963 0.02783145 0.1286191 0.0444696 4
112.359793 6.33562721 6.34683282 0.23203765 0.20612234 0.04432388 4
12.0059935 4.18773876 4.18316384 0.07983586 0.19164965 0.04413646 4
17.5697231 5.7880002 5.79682984 0.13715642 0.05262017 0.04405264 4
0.88460171 1.46478705 1.47994952 0.33791556 0.18982055 -0.0440097 4
22.8204755 5.6236479 5.6251577 0.05909469 0.08176797 0.04400402 4
21.9948776 5.42133524 5.41731438 0.08269872 0.09494495 -0.0439954 4
2.48611363 2.9061652 2.9313716 0.35434217 0.13344309 -0.0439306 4
51.8370483 5.37025756 5.36587619 0.15159599 0.24393297 0.04392441 4
12.9717561 3.5444009 3.52258237 0.16838551 0.34394824 0.04380902 4
28.3206436 4.44281092 4.43581516 0.2550297 0.35762032 0.04361003 4
83.8185653 5.87308268 5.8645224 0.2419188 0.24893423 -0.043517 4
11.958693 3.87793137 3.86746529 0.12078818 0.26326409 0.04350276 4

23.5029566 5.40810817 5.41947304 0.2553441 0.10402278 -0.0434422 4
24.595662 4.71691778 4.75188548 0.44712507 0.20524818 -0.0434406 4

424.083817 8.26625356 8.26590203 0.04774831 0.11182592 0.04342859 4
328.251181 6.96777305 6.92626731 0.09527773 0.34059543 -0.0434284 4
66.8021438 7.79621219 7.79754794 0.0366187 0.02761441 0.04337802 4
9.15026817 4.80341515 4.80621607 0.16734464 0.07638488 -0.0429689 4



140.889076 6.9610147 6.95200716 0.05113237 0.13983939 -0.0428597 4
88.9680625 5.55723868 5.50654329 0.07214978 0.3707941 -0.0426974 4
204.395396 6.70921675 6.69500828 0.06791461 0.26209717 0.04252527 4
94.0668265 6.02251572 6.00432815 0.12707723 0.22715758 -0.0424191 4
19.0500383 5.34884474 5.34465601 0.05937504 0.08995528 -0.0423929 4
6.60098507 3.37156199 3.37751734 0.2166803 0.22915194 0.04231863 4
58.1446603 5.53336024 5.51091708 0.07354864 0.23651345 -0.0422423 4
80.681194 5.70831438 5.69446284 0.0803112 0.25868465 0.04206022 4

19.4410772 4.67465227 4.67570715 0.14553832 0.18879071 0.04205089 4
2.99666488 2.0636631 2.03085525 0.27328519 0.36638508 -0.0420361 4
716.445593 7.59470965 7.54145002 0.16369448 0.41444918 -0.0419542 4
38.6295852 5.66555579 5.65846096 0.09136801 0.13339956 -0.0419409 4
877.655654 7.78397334 7.74710817 0.13385957 0.41263121 0.04191537 4
82.9895863 5.38343727 5.46421379 0.54474143 0.35430847 0.04187742 4
51.4220297 5.51704116 5.5089017 0.04770597 0.20470222 0.04180853 4
44.9830051 5.02266539 5.03329241 0.3677783 0.2688414 -0.0417353 4
4.90508096 2.81174269 2.79977081 0.27709098 0.29499356 -0.0417231 4
1.85971884 1.64209024 1.64246305 0.39173245 0.3354609 -0.0415569 4
2.61382275 3.65578935 3.65889936 0.07929473 0.06743244 0.04123787 4
21.2998458 4.815799 4.82865712 0.21517309 0.17339156 0.04108247 4
103.382704 6.4630449 6.45301199 0.1057602 0.16878604 -0.0409339 4
70.8913819 5.98192047 5.96967062 0.09814428 0.17861676 -0.0408619 4
30.3946153 5.62870881 5.6293344 0.06811196 0.10915665 0.04076705 4
9.96105777 3.80690309 3.79727386 0.06062365 0.22114183 0.04069954 4
134.194325 7.55309879 7.5519166 0.09897015 0.06906491 -0.0405468 4
228.704779 7.09790967 7.0898048 0.0287189 0.20007765 0.0403797 4
16.7665282 5.30279099 5.30309151 0.13777782 0.08240748 -0.0402912 4
6.0505505 3.75122009 3.76663913 0.3065513 0.14397352 -0.0402 4

12.0052658 4.05032322 4.04144232 0.07488975 0.22313907 0.04018256 4
18.2688739 4.2519994 4.23886478 0.06521067 0.24492485 0.04017191 4
14.3178979 3.8540257 3.83141674 0.11002904 0.3299046 0.03998169 4
29.9196238 4.83062779 4.80775858 0.0763204 0.23865017 -0.0399002 4
22.2637397 4.22987423 4.20171887 0.04388287 0.33428108 0.03987095 4
435.362402 7.47894528 7.47715635 0.27344121 0.23417365 -0.0398663 4
221.185994 7.62432508 7.62918941 0.12102406 0.10691957 0.03980546 4
72.7345616 5.38143787 5.33506616 0.05133138 0.34760547 -0.03976 4
1.28556881 2.68533114 2.71380315 0.34789025 0.08411928 -0.0397399 4
3.67558719 1.6983065 1.53056578 0.34069984 0.79937473 -0.0397372 4
34.0814491 5.61178269 5.62138132 0.16728563 0.11940392 0.03952138 4
13.116613 4.44720024 4.43815518 0.08976636 0.15066951 -0.0393705 4

69.5956663 6.0166972 6.01540087 0.1034825 0.16601129 0.03932982 4
185.158126 6.51517003 6.49202393 0.19914786 0.30148863 -0.0390542 4
221.405119 6.74718384 6.73344825 0.07824049 0.25505008 0.03902922 4
60.1942115 5.88993974 5.87797365 0.05161088 0.16175578 -0.0390292 4

443.2593 7.47421175 7.46272078 0.22095838 0.24318358 -0.0390246 4
11.7444672 4.503585 4.50138938 0.02515492 0.12572503 0.0389286 4
27.1166192 5.23658244 5.2315518 0.14322349 0.15004329 -0.0387584 4
18.9867648 4.21458859 4.18331718 0.13305498 0.31089305 -0.0387514 4



6.69584387 3.154613 3.14433764 0.15955985 0.27752381 0.03861451 4
128.766628 6.52907303 6.52062298 0.01774933 0.19975441 0.03860249 4
460.975333 7.31934303 7.32761337 0.2984179 0.29097085 0.03856304 4
15.4683454 3.18554341 3.08866632 0.17245742 0.58740756 0.03849159 4
7.90813551 3.56351414 3.55837649 0.23305879 0.22274699 -0.03845 4
27.9160097 4.69941891 4.68537729 0.0915304 0.26662178 0.03836034 4
4.21050181 3.02427284 3.0267324 0.27324199 0.21459734 -0.0382544 4
7.26356102 3.31082846 3.29366949 0.22296031 0.28903384 -0.0382165 4
68.4218424 6.24922174 6.24959992 0.08803682 0.13104552 0.03794177 4
23.4245974 5.01037948 5.00630444 0.03938767 0.15610917 0.03786524 4
36.2890887 6.04752502 6.05164089 0.1039895 0.0875263 0.03779744 4
24.5294639 4.70253416 4.69365717 0.09109921 0.22651887 0.03775936 4
14.797676 5.13835523 5.14462797 0.12524347 0.0851821 0.03775791 4

3.48052296 2.34408014 2.3866148 0.47032725 0.34276527 0.0375918 4
37.4690295 6.35250207 6.35319402 0.12440817 0.06401391 -0.0375482 4
42.247449 5.31820759 5.30173385 0.07671188 0.19974052 -0.0373397 4

714.456601 7.91592276 7.9011209 0.0816975 0.26339073 0.0373329 4
10.5280817 3.47205774 3.47952761 0.3147258 0.31154727 0.03723749 4
1.15566786 3.24566777 3.25495239 0.13989347 0.04406265 0.03718032 4
21.4137918 4.64968231 4.64555253 0.10717814 0.19377211 0.03687425 4
5.82349771 3.94650349 3.96038954 0.20350405 0.11411079 0.03663072 4
164.201399 6.39710479 6.39583393 0.22494386 0.27336755 0.0365276 4
479.643316 7.17320122 7.12336744 0.2056455 0.42721677 -0.0364626 4
19.5551699 5.42670406 5.42355832 0.07284282 0.08804851 -0.0364032 4
23.4273072 4.30512601 4.26906631 0.1031108 0.31045213 -0.0363186 4
17.913961 4.26128179 4.24785785 0.09737047 0.26221955 0.03626886 4

34.7344919 4.55353686 4.5215534 0.04730534 0.33994152 0.03610263 4
73.9165261 6.02861725 6.08485861 0.46352133 0.16066575 -0.0360738 4
66.7468079 5.6856609 5.66446048 0.07665772 0.23687094 -0.0359993 4
121.609488 6.50774417 6.49562414 0.09115176 0.1779428 -0.0359116 4
231.676683 7.45789693 7.45642846 0.0595379 0.12880633 0.03587149 4
301.979546 7.28653201 7.26766328 0.04844952 0.21704428 -0.0358321 4
14.3857371 3.97150441 3.98353602 0.27902995 0.25460657 0.03577272 4
7.83043532 3.87166562 3.87780027 0.172359 0.16326281 0.03575355 4
99.7933762 6.22127042 6.21762743 0.12188628 0.20383136 0.03572032 4
12.4891488 2.76855493 2.62310823 0.42789841 0.85399819 0.03555871 4
12.169316 3.5872087 3.56626987 0.29514893 0.35881643 -0.0353938 4

11.4368528 2.91410187 2.73585337 0.15337358 0.86073512 0.03537918 4
166.590555 6.4080433 6.39340084 0.08503239 0.25672773 0.03536405 4
1.56634447 1.66914976 1.66829811 0.25463135 0.3171434 0.03536278 4
3.04320008 2.72091316 2.73081889 0.22228282 0.19117379 0.03532673 4
190.424001 8.07846131 8.0808308 0.14117862 0.05942509 -0.0352067 4
68.0183441 5.62697562 5.62438436 0.18017837 0.24668181 0.03511275 4
23.5930605 4.39463955 4.36160798 0.08525193 0.29842094 -0.0350937 4
10.0078639 4.40559184 4.40382145 0.1480708 0.126379 -0.0350858 4
6.57268704 3.93459451 3.92796023 0.07702559 0.12994612 -0.0349504 4
245.011222 7.08921057 7.09050793 0.1656672 0.19282173 0.03494598 4

237.0191 6.86445004 6.8483576 0.06611753 0.26839175 0.03486987 4



410.430836 6.74800622 6.68515401 0.11125366 0.48190731 0.03471078 4
17.5444602 4.13409356 4.12595217 0.19489074 0.2886401 0.03462154 4
4.97765039 3.32312807 3.3111009 0.10422906 0.18942663 -0.0345749 4
21.5123439 5.39494749 5.38981575 0.01317031 0.09852376 -0.0345726 4
16.4566727 4.71629754 4.71506152 0.18027218 0.15364941 -0.0344148 4
14.5476705 4.39007617 4.41274873 0.27162234 0.16744807 0.03440286 4
6.29257516 5.48481807 5.49025338 0.16292429 0.02577793 -0.0342876 4
82.6661097 5.92208127 5.9019829 0.07290532 0.23047308 -0.0340882 4
10.6820945 3.71009016 3.68342904 0.04291568 0.2543982 -0.0340151 4
7.34507808 3.5199804 3.55034582 0.41226629 0.20094332 -0.033686 4
15.7718355 4.57168899 4.56881369 0.09006607 0.16854139 0.0336597 4
55.3189618 5.31345812 5.29612623 0.21796954 0.28541654 -0.033453 4
190.644465 6.56372044 6.55025139 0.23962873 0.27872726 -0.0334283 4
238.638113 7.50950707 7.51223777 0.20019435 0.13188282 -0.0332776 4
69.9090028 6.36627985 6.37275684 0.15168137 0.11536053 0.03307132 4
13.3925386 4.60116655 4.59797471 0.03214844 0.13706292 0.03304055 4
181.699574 7.59753555 7.61476893 0.21135898 0.09188559 0.03303061 4
2.95149804 2.01967511 2.16384176 0.77426559 0.35447092 0.03293167 4
11.7557444 4.26953613 4.26810346 0.10740927 0.1660595 0.03290379 4
3.94854669 0.80555088 1.268444 2.02295077 1.28983605 -0.0328961 4
41.4920213 6.19322078 6.21173395 0.27767851 0.08261805 -0.0328807 4
22.4178289 5.43563478 5.43059645 0.01320572 0.09856936 -0.0328686 4
200.046022 7.35899022 7.36075549 0.10855651 0.12725082 0.03279971 4
89.3412712 6.54580225 6.54389276 0.05793148 0.1315425 0.03265212 4
29.0437004 5.78662944 5.79214829 0.12321328 0.08709602 0.03258299 4
282.328425 6.44235525 6.37939871 0.30968348 0.53047757 -0.0325201 4
13.3639711 4.03238615 4.01574394 0.1573397 0.24663008 -0.0324809 4
16.9843444 3.88863607 3.8399301 0.13715324 0.39496612 -0.0324095 4
12.5715866 5.2129488 5.21481412 0.06810913 0.06708674 0.03239566 4
343.677331 7.9547164 7.96022824 0.14099315 0.11989045 0.03229939 4
14.0775186 4.98680049 4.98226015 0.03044945 0.09399378 -0.031879 4
12.9643231 4.8093263 4.8053993 0.07989575 0.10329754 -0.0317684 4
7.31732041 3.58065326 3.57250026 0.18618589 0.21250343 -0.0317359 4
19.3470475 5.99409703 5.99925149 0.10803719 0.04733678 0.03168832 4
11.2407402 3.27382453 3.24803203 0.33547845 0.39393836 -0.0314317 4
6.95111622 3.75965374 3.75520567 0.15956922 0.16434434 -0.0312058 4
57.3226916 6.03028719 6.03141433 0.11445039 0.13841486 0.03102333 4
111.471485 6.26832785 6.25036802 0.04316515 0.2092012 -0.0309768 4
282.944815 6.92348418 6.90007826 0.04736236 0.30533179 0.0309246 4
18.2552464 5.10441308 5.1063114 0.09733423 0.10775775 0.03090342 4
18.2552464 5.10441308 5.1063114 0.09733423 0.10775775 0.03090342 4
8.29287889 4.34801624 4.36040046 0.18883901 0.10552512 0.03085024 4
2.14605521 3.63483257 3.63932438 0.10386314 0.05727314 0.03081831 4
4.35251954 0.50056332 -0.2130983 2.57804564 3.86966613 0.03080134 4
20.7004086 5.15216179 5.17129312 0.30280863 0.11532632 -0.0305299 4
4.5113304 4.31746027 4.32540717 0.19289123 0.058816 -0.0303906 4

75.9910402 6.05268648 6.04822223 0.08143331 0.17283634 0.03033418 4
2.93636806 4.74362185 4.74301681 0.03023799 0.02554008 -0.0303299 4



628.897535 7.33054103 7.29933078 0.26927194 0.44934821 0.03030222 4
206.492631 6.25274462 6.19703868 0.23572545 0.46819485 -0.030281 4
26.1386431 5.32141042 5.31854717 0.01649298 0.12362518 0.03025846 4
45.7327111 5.30386928 5.28343953 0.01764368 0.22009106 -0.0300985 4
6.19687691 3.38550164 3.3748932 0.16714594 0.21778973 -0.0299881 4
49.280496 5.56143381 5.57194888 0.21736813 0.17862908 0.02994683 4

176.492769 6.60821363 6.60918024 0.19900744 0.22417961 0.02992536 4
4.96110727 3.9577324 3.96677598 0.15978921 0.09144396 0.02965347 4
5.92267235 2.86779841 2.84215646 0.27138763 0.36514777 -0.0296414 4
21.8691038 5.05984709 5.05660593 0.03838863 0.13491858 0.02946545 4
43.5467907 5.22419897 5.20640055 0.10458259 0.22251084 -0.0294509 4
126.454235 6.536233 6.52732949 0.13192936 0.17820476 -0.0293917 4
54.4644982 5.70567064 5.69503171 0.1043545 0.17850233 -0.0292061 4
187.764279 6.52415842 6.51897212 0.20508215 0.2690381 0.02909886 4
16.6784706 4.53618328 4.54189636 0.18684845 0.16894736 0.02900726 4
12.776171 3.88945274 3.87496687 0.07520969 0.24520498 0.02885978 4

42.7663837 5.04617752 5.03106189 0.13916124 0.28665397 0.02882316 4
10.6900647 3.8645501 3.85467201 0.07198956 0.21212644 0.02880842 4
13.401329 4.13408536 4.12325405 0.06807751 0.22270206 0.02878711 4

18.1154466 5.18189954 5.17977995 0.10373745 0.09927557 -0.0286508 4
149.684372 6.16824185 6.13156188 0.15026991 0.35187704 -0.0285803 4
81.5878552 5.81931823 5.80598858 0.06728747 0.23752244 0.02856431 4
4.59387275 3.35635442 3.35916863 0.15796853 0.16503937 0.0285415 4
21.588182 5.41437283 5.44124323 0.3195027 0.09596459 -0.0284503 4

31.6983635 4.95103426 4.94157419 0.07998437 0.2118926 0.02839084 4
76.179307 5.55684265 5.53326645 0.10786241 0.32225079 0.02834052 4

28.7313042 5.0927679 5.09044633 0.12148702 0.18316798 0.02826237 4
7.94404218 4.42250533 4.42012963 0.09141923 0.09538444 -0.0282044 4
35.8763807 4.53036012 4.48256256 0.06858915 0.42161592 0.02803042 4
8.35882134 4.37804286 4.40918746 0.29079309 0.1016367 0.02800305 4
3.61618779 2.91144879 2.91261867 0.24888825 0.20680446 -0.0279902 4
11.9738121 4.26444171 4.25610988 0.12002591 0.1733724 -0.0278983 4
7.52487733 4.45021697 4.46905624 0.23092406 0.08748308 0.02771898 4
71.6179591 6.06449244 6.0882717 0.29607072 0.16071279 0.02768717 4
137.67113 5.21557672 5.13433712 0.4800907 0.6421405 -0.0276058 4

11.0098872 3.50568609 3.49162098 0.29482035 0.3220804 -0.027543 4
31.6829388 5.19009373 5.1825778 0.03475475 0.18168199 0.02751022 4
12.0287038 3.89313105 3.87072392 0.0978688 0.25888551 -0.0266976 4
26.5192371 4.51111497 4.48377776 0.0298055 0.32067509 0.02667229 4
27.4296271 4.96179611 4.97071175 0.23265396 0.19978048 0.02666557 4
4.42868001 3.15552117 3.14997001 0.0843794 0.17989467 0.02645981 4
89.4511855 6.76559687 6.77686285 0.18821147 0.09896896 0.02643052 4
2.54604163 2.07877453 2.20760091 0.63506534 0.25931798 0.02641682 4
40.7521548 5.33793187 5.33748823 0.15276674 0.18549232 0.02631202 4
161.520882 7.10308023 7.12288484 0.25941041 0.12959925 0.02612867 4
14.153141 4.43393998 4.42848235 0.05109503 0.16210245 0.0260752 4

43.0506807 5.61498708 5.61287762 0.09506463 0.15120176 0.02593634 4
3.1626649 1.72562893 1.58877379 0.19493385 0.69685044 -0.0258684 4



5.51093038 3.03822552 3.06262297 0.33578334 0.25361396 0.02584374 4
8.35513191 4.25838497 4.25297791 0.05667979 0.11562189 -0.0258288 4
4.72217626 3.94869175 3.95370496 0.18113826 0.08881902 -0.0258089 4
103.012358 6.22068431 6.22347824 0.18797287 0.19229689 0.02566423 4
75.814062 7.15560013 7.16114311 0.16548677 0.05880525 -0.0254907 4

11.6878676 3.69506238 3.67662113 0.11921137 0.28886682 0.02543429 4
11.2783471 4.84170261 4.84143401 0.04908171 0.08724114 0.02538233 4
45.0415743 5.03543205 5.01078565 0.07500904 0.3111936 0.02536746 4
210.697871 7.63900743 7.64384733 0.12965838 0.09987218 0.02534845 4
27.1126726 5.28253771 5.279983 0.14354777 0.14305048 -0.0253483 4
2.85792639 3.24324441 3.23734148 0.01003524 0.11444398 -0.0253221 4
36.9604811 5.31023608 5.29745748 0.06833289 0.18708837 -0.0252414 4
291.981535 7.58175473 7.5732807 0.05334939 0.14483299 -0.0250532 4
10.8524896 4.25764911 4.24858154 0.05247312 0.15012951 -0.024965 4
3.53004493 3.13191534 3.1397384 0.24623594 0.14906022 -0.0249174 4
37.6203607 7.10684048 7.10619449 0.02857578 0.03112354 -0.0246375 4
2.78280961 2.52464573 2.54603224 0.35898379 0.23079088 -0.0245673 4
7.60680047 4.53136402 4.52806663 0.02080215 0.08229484 -0.0243817 4
13.452988 5.08191816 5.09515785 0.23846843 0.08092792 -0.0243542 4

3.44833031 3.97006405 3.98321161 0.19004133 0.06312905 0.0241649 4
18.1109584 4.43594649 4.41690358 0.05170439 0.22993017 -0.0240611 4
71.9046997 5.64191435 5.62731232 0.07113189 0.23971137 0.023879 4
37.5997996 4.91131129 4.90824447 0.22429908 0.27457555 0.02382256 4
18.0327326 4.82373677 4.82083824 0.14187305 0.14134451 -0.0237617 4
10.0348799 3.45870187 3.4541884 0.24407254 0.30058446 0.02374794 4
20.1864652 4.55361628 4.53983434 0.10836067 0.20592341 -0.0236644 4
10.2324472 4.49473861 4.4971081 0.11754355 0.11438416 0.02338809 4
39.321456 5.00262582 4.98465725 0.01184827 0.24914585 0.0229747 4

12.1297216 5.13887602 5.13863708 0.09445354 0.07026892 -0.0229539 4
24.538208 5.19873442 5.19259116 0.08593789 0.14136457 -0.0229117 4
187.95951 8.0465186 8.04694007 0.04455446 0.06098247 0.02264942 4

775.097294 7.66653752 7.64328333 0.24877533 0.39439486 0.02260229 4
19.8249199 4.43871413 4.43075507 0.19612 0.22462591 -0.0224444 4
25.1067331 5.26522511 5.2831264 0.28312219 0.1321205 -0.0221214 4
2.14557183 1.53739402 1.51633242 0.45153375 0.5206759 -0.0219994 4
1.52635473 3.43920938 3.45232469 0.22739756 0.04899815 -0.0214734 4
3.58269036 5.08689019 5.08818415 0.08799859 0.02196655 -0.0212276 4
16.4490847 3.6468051 3.58167513 0.1454569 0.51327909 0.02109619 4
65.782227 6.29615131 6.29060234 0.05136671 0.12002982 -0.0209489 4

89.3361426 6.90431244 6.90939345 0.13507538 0.0914506 0.02086771 4
66.0332133 5.92728505 5.92007679 0.04011801 0.17093171 0.02086722 4
7.49624313 3.30879052 3.29412368 0.19300713 0.25811863 -0.0208324 4
114.872359 5.69154275 5.62797216 0.11727083 0.45942067 -0.0207702 4
0.00010253 -7.7102281 -7.4858123 0.93015839 0.17722363 0.02076885 4
57.3812706 6.22128953 6.21823071 0.09874884 0.11786762 -0.0206994 4
57.3812706 6.22128953 6.21823071 0.09874884 0.11786762 -0.0206994 4
57.3812706 6.22128953 6.21823071 0.09874884 0.11786762 -0.0206994 4
11.4472677 4.7358711 4.741367 0.14490848 0.10151394 0.02057171 4



14.0295703 4.51362835 4.51283767 0.1255503 0.16008423 0.02049388 4
13.5666615 4.42234701 4.42317759 0.19309777 0.15651765 -0.0204056 4
10.9717523 3.93282379 3.91607684 0.06401387 0.21583428 -0.0201005 4
41.2288533 6.32758411 6.33732103 0.16501229 0.07155208 0.0200417 4
747.749974 8.14425331 8.13796064 0.13386276 0.21189988 0.0200285 4
6.86228443 5.16824081 5.17711482 0.1485185 0.03851538 0.01995595 4
10.2183373 4.95641762 4.95723931 0.06582306 0.07168133 0.01987768 4
10.9905905 3.42088068 3.36910205 0.11483303 0.41184929 -0.019834 4
33.1664515 4.49548809 4.49895804 0.39146054 0.33545963 -0.0196868 4
93.4858716 6.40527813 6.39956948 0.04713547 0.1592984 0.01960126 4
12.7297841 4.29544442 4.29158205 0.10789075 0.17499819 0.01957751 4
5.82032604 3.08075334 3.09965696 0.34203243 0.2564155 0.01955236 4
765.022496 7.40182554 7.3465708 0.21707796 0.4275472 -0.0195376 4
25.4048111 5.03556422 5.02894647 0.02028866 0.15884569 0.01953024 4
0.6217707 4.22330687 4.28407931 0.45656903 0.00857204 -0.019529 4

19.2389474 3.76473379 3.72165446 0.25347357 0.41357348 -0.0193115 4
2.54865573 2.09398794 2.1160422 0.40844276 0.32989667 0.01930633 4
76.179352 5.05796875 4.96255844 0.10286334 0.60068812 0.01926272 4

6.24522696 4.21620752 4.22444268 0.16279157 0.08910504 0.01924641 4
7.26217556 3.66399856 3.663916 0.20124917 0.17652832 -0.0191388 4
1.6349985 2.82590541 2.8402104 0.21343339 0.09795091 0.01910545 4

5.29431113 3.46169403 3.5192877 0.42175441 0.16341441 0.01903997 4
16.3223603 4.64038621 4.6474585 0.1900934 0.1568103 0.01901464 4
14.6605647 4.64452114 4.65031438 0.17185949 0.14027102 0.01898854 4
10.2872111 4.67252268 4.6757312 0.11883886 0.09547846 0.01898126 4
5.73962612 3.61048877 3.60167154 0.04529186 0.15098844 -0.0188052 4
16.248263 4.32252721 4.33226717 0.24419039 0.20802579 0.01870855 4

281.160174 7.4246077 7.43627657 0.27501223 0.1621645 -0.0186745 4
45.2716922 5.13966505 5.11431422 0.07051971 0.26998274 -0.0186548 4
14.210693 3.5204527 3.47173367 0.10568083 0.41220029 0.01852223 4
1.8175548 1.64884876 1.65594079 0.39251646 0.33217074 -0.0183221 4

2.44973562 3.65038935 3.65391046 0.14078135 0.06395117 -0.0181852 4
8.12602971 3.42033572 3.39339716 0.07409811 0.28503546 -0.0180542 4
9.57593125 2.78742626 2.71021896 0.48712038 0.70601207 -0.0180539 4
46.7187464 4.57507901 4.52891339 0.2870448 0.44185187 -0.0180343 4
14.3333282 4.7241279 4.71934126 0.0760614 0.12317972 -0.0179372 4
35.6599424 5.34040849 5.33462214 0.14225765 0.17767851 -0.0179367 4
17.9136644 4.52160612 4.51235976 0.12270165 0.18551078 -0.0179213 4
1.34058455 1.21768274 1.31710512 0.665021 0.36895861 -0.01792 4
1534.77808 8.40754193 8.36831775 0.03199658 0.32068615 -0.0176986 4
11.2932633 4.36637917 4.35873568 0.04558299 0.14254293 -0.0176736 4
50.0501224 5.42226868 5.41215003 0.08933919 0.21043424 0.01751511 4
3.25672371 1.8235862 1.72439539 0.01850885 0.53169395 -0.0174909 4
13.5203679 3.58311632 3.52994194 0.04796586 0.43723857 0.01742704 4
4.46286625 2.23350748 2.26234166 0.60832748 0.47815899 -0.0173061 4
12.7381032 4.08163681 4.07654204 0.15937168 0.22507643 0.01714983 4
5.78350049 3.29378326 3.28084744 0.10689186 0.20467263 -0.0171259 4
16.2836546 3.93755168 3.89973251 0.08013145 0.3389631 -0.017114 4



98.4266811 6.46691488 6.47176975 0.2137573 0.15582766 -0.0170536 4
22.7370157 5.32878992 5.32798044 0.12159655 0.11106447 -0.0170072 4
13.9732122 4.62337876 4.62488123 0.13382345 0.14154818 0.0169383 4
8.29795684 3.3481777 3.32459881 0.13137309 0.32187996 0.01681727 4
108.946317 6.78116549 6.77557985 0.04196916 0.12003156 -0.0167978 4
268.747985 6.4658472 6.63814968 0.78823992 0.34384243 -0.0167522 4
4.33546274 3.70884119 3.78959517 0.52466394 0.09705412 -0.0167479 4
1169.84665 8.53230261 8.51436499 0.09529028 0.23877772 -0.0167211 4
34.2230539 6.0674907 6.06484091 0.02385968 0.07789882 -0.0165439 4
30.6675695 4.89493949 4.87803514 0.11807208 0.24402495 -0.016496 4
69.3165961 6.27959577 6.27528528 0.02707871 0.13326403 0.01646048 4
14.5470536 5.29135122 5.30451325 0.19352064 0.07100006 0.01639509 4
11.6963128 4.58719155 4.58360497 0.0197008 0.12157616 0.01637232 4

174.9477 7.26954058 7.26587225 0.08809674 0.12041051 -0.0163158 4
18.2366483 3.41544008 3.30617319 0.28016778 0.68433801 0.01623031 4
27.9804496 5.56041444 5.5589146 0.10619857 0.10850814 -0.0161338 4
50.3718258 6.24837316 6.24853941 0.07918596 0.09471246 0.01603354 4
100.864166 6.56458599 6.5615092 0.12470525 0.13737391 -0.0160191 4
43.3255158 5.34747225 5.34685769 0.18263702 0.20420771 0.01590473 4
27.4453118 5.05335538 5.05638867 0.18274176 0.17409281 0.01587619 4
202.643698 6.81676708 6.82825114 0.2794238 0.22231733 0.01587594 4
18.2134035 4.08927723 4.07266472 0.17379737 0.29757265 0.01575687 4
41.0641867 5.94204531 5.94567274 0.13456247 0.11078861 0.01561617 4
26.1854751 5.43038096 5.42993606 0.12578819 0.11215471 -0.0155609 4
49.6472873 5.01731791 4.98161171 0.09985569 0.32795904 -0.0155025 4
11.2265069 3.30136471 3.26097434 0.18981923 0.41422643 0.01547813 4
175.37471 6.99899971 7.02020913 0.31429442 0.15107818 -0.0154096 4

207.682487 6.87419865 6.8613072 0.10864308 0.20695618 -0.0154018 4
68.7347417 6.96315955 6.97425788 0.18096443 0.06314823 0.01527087 4
87.1936257 7.06191786 7.06189472 0.09357102 0.07468378 -0.0151936 4
18.7264748 3.93237587 3.88320221 0.01227452 0.4121422 0.01515197 4
12.805965 3.55998251 3.56516794 0.43271906 0.39338413 -0.0148888 4

16.1980133 4.3456519 4.33318742 0.10955092 0.20673321 -0.0147888 4
207.81983 6.66359313 6.65103752 0.18046377 0.28587982 0.01472474 4

0.26981575 4.33547772 4.34723821 0.19810605 0.00349221 -0.0146438 4
21.9772241 5.71246987 5.71624944 0.14184221 0.07135341 -0.0146019 4
74.2545134 7.876072 7.88052735 0.1331316 0.02811304 -0.0145767 4
325.034048 7.4764155 7.47411652 0.13950302 0.17499637 0.01452736 4
26.5299007 5.63183051 5.67477591 0.36050495 0.09341333 0.01448197 4
10.0790869 4.58907213 4.58752852 0.09525471 0.0995552 -0.0144218 4
56.735846 6.32716226 6.33032374 0.1263709 0.09973473 0.01437659 4
158.36803 6.57874316 6.56766929 0.10750161 0.22892528 0.0142871 4

271.636726 7.73953579 7.74603868 0.19311806 0.11354096 -0.0142667 4
85.8052905 6.26946322 6.26252155 0.05253545 0.16912816 0.01425416 4
42.6017731 4.19721138 4.06667437 0.09551733 0.60488685 -0.0142381 4
19.2840522 4.39472386 4.38477914 0.14974048 0.24467851 0.01417847 4
960.001197 8.55849252 8.5470128 0.08425477 0.19528887 -0.0139782 4
13.1801716 4.5317506 4.52581038 0.0102661 0.14836239 0.01395128 4



4.04295671 3.12210735 3.11649757 0.11025458 0.18805903 0.01393774 4
2.95890299 2.99410064 3.00018165 0.21686748 0.14286529 -0.0139343 4
64.4165962 5.87353502 5.8652532 0.04155679 0.17346706 0.01364684 4
133.351245 6.83521338 6.82928524 0.02574929 0.15019511 0.01357508 4
1128.70141 8.06937555 8.02051277 0.11293269 0.40561291 -0.0133102 4
30.9125593 6.82079942 6.82413054 0.11858967 0.03340394 -0.0132317 4
39.1792456 5.03139056 5.02231631 0.17177284 0.24868455 0.01318818 4
22.373859 3.93626187 3.8874579 0.19035964 0.40393435 -0.0127982 4

7.62766582 4.14410503 4.14080049 0.09006947 0.12166371 -0.0127207 4
293.38476 7.71508198 7.71101086 0.03542481 0.12702412 0.01271934 4

10.9609042 3.83350063 3.82857651 0.20617251 0.2238674 -0.0127169 4
10.9609042 3.83350063 3.82857651 0.20617251 0.2238674 -0.0127169 4
17.6581496 4.58917994 4.58299944 0.09851638 0.18109184 0.01263423 4
20.0592932 5.70682298 5.71583399 0.16688789 0.06675366 0.0124309 4
20.3297075 4.07225378 4.02781366 0.12150697 0.38956766 -0.0122996 4
47.0358192 5.82923429 5.82781571 0.10953735 0.1435655 0.01215629 4
117.633766 7.58427815 7.59944516 0.20729607 0.05862677 0.01210294 4
10.1704609 4.53037893 4.53215171 0.12045252 0.112748 0.0120524 4
6.95687382 4.42443979 4.42220801 0.04669964 0.08287858 -0.0120221 4
46.5970764 6.04611404 6.04698966 0.10841234 0.10967346 0.01179266 4
3.79565577 3.62157778 3.62960176 0.17771111 0.10282484 0.0117607 4
13.4482208 4.37042735 4.36262792 0.02492505 0.16377981 0.01171091 4
1.66899024 4.47948938 4.48975909 0.16458692 0.01867472 0.01167665 4
8.68343348 4.00797917 4.00752807 0.16301466 0.15429993 -0.0116139 4
15.1938823 4.18190211 4.16499905 0.08038821 0.22688302 -0.0115519 4
2.94853418 3.03763771 3.03701891 0.11887968 0.13809905 0.01142555 4
11.4909497 4.47434574 4.46945638 0.06842967 0.12687243 -0.0113525 4
39.9311523 5.62471279 5.63749258 0.22814906 0.14711964 0.01116103 4
67.3409055 6.22224602 6.21683503 0.07419176 0.13924296 -0.010995 4
6.22416071 3.77871851 3.77353276 0.09008602 0.14414177 -0.0108602 4
235.073444 7.39242652 7.45501566 0.45454893 0.13122572 -0.0108415 4
9.68458091 4.73469353 4.73345893 0.07478823 0.084296 -0.0108163 4
13.036468 4.1676067 4.16370237 0.18497453 0.2032361 -0.0107593 4

7.33941615 3.87526998 3.86979841 0.05122602 0.14639136 0.01073597 4
459.939533 8.31805975 8.31639461 0.07309483 0.11338468 0.01072528 4
134.61484 6.23206629 6.34203749 0.6196428 0.22831746 0.01069325 4

154.236056 6.87151922 6.87727923 0.19494165 0.15831123 0.01066583 4
109.099872 6.18333086 6.21162483 0.37024725 0.20784234 -0.0106521 4
12.3335655 5.50371759 5.50364736 0.06071505 0.04973567 -0.010504 4
287.105421 8.33466743 8.3503296 0.24081762 0.06900048 -0.0103245 4
104.77413 6.63720306 6.63505944 0.10157927 0.14305287 0.01020031 4

117.436099 6.52408687 6.5197578 0.13944153 0.16954892 -0.0101819 4
11.5826201 5.17482604 5.17702028 0.09507587 0.06583511 0.00972483 4
4.19833521 2.33396865 2.30160609 0.28274628 0.40957337 -0.00961 4
45.4114691 5.79710001 5.7985878 0.14319792 0.14289606 0.00955589 4
33.5388511 4.84958931 4.83550282 0.16586114 0.28229134 0.00945408 4
5.23330167 2.67007185 2.65492931 0.32143883 0.40487052 0.00933206 4
13.058195 4.24800133 4.26670534 0.29865372 0.17451386 -0.0092419 4



8.74703856 3.52827777 3.51302197 0.14191995 0.24409947 -0.0092059 4
24.387182 5.68332898 5.68166747 0.02538431 0.08405774 0.00916693 4

4.27313828 3.37045472 3.39998214 0.33171171 0.14637493 0.00911268 4
196.75869 6.71715013 6.7032799 0.15894976 0.25464387 -0.0088717 4

25.3016579 4.74896755 4.73360919 0.05929326 0.23601883 0.0087994 4
34.2989053 5.51935279 5.51589817 0.10099544 0.1327819 -0.0087892 4
9.86812114 4.15572254 4.14855614 0.06441884 0.15067046 -0.0087374 4
36.3677253 5.51170861 5.50725952 0.10123798 0.14271963 -0.008731 4
71.7605513 6.18733526 6.20999261 0.2819822 0.13878261 0.00871637 4
28.3412889 5.26076897 5.25344029 0.05232838 0.15096214 -0.0086238 4
2.67028412 3.72934674 3.74656714 0.24077653 0.06386301 -0.0085156 4
12.0589081 4.16936064 4.15752232 0.06158283 0.19294514 -0.0085137 4
6.56810426 4.03005772 4.02593229 0.05097199 0.11350459 -0.0084389 4
136.256069 6.63903409 6.63500264 0.1454923 0.17216154 -0.0084041 4
5.51521674 2.99120117 2.97226747 0.18008084 0.29663897 -0.0083714 4
77.3056126 7.05281222 7.06044717 0.15783803 0.06723978 0.00837106 4
44.0802275 5.88199027 5.92135101 0.3706737 0.11432477 0.00834515 4
84.4530144 5.9298085 5.91866344 0.13084023 0.23649781 0.00831524 4
58.6939551 5.70221421 5.72107867 0.304987 0.18626944 0.00820931 4
35.2638658 5.1944657 5.18165781 0.03631196 0.190614 -0.0079368 4
9.25892264 4.9922316 5.02656263 0.32575537 0.06180653 -0.0079006 4
241.536248 7.63427537 7.63318243 0.08989727 0.1150629 0.00778901 4
5.6977792 3.90095831 3.92643235 0.29234156 0.11216223 0.00765327 4

10.7362432 3.53204189 3.49886222 0.13160589 0.34731269 -0.0076497 4
18.0425717 5.02801049 5.02703748 0.11093236 0.11457256 -0.0073173 4
68.8086754 5.34071447 5.31425473 0.20913387 0.37018133 0.00730153 4
7.24549211 3.69938556 3.70029527 0.1952764 0.18507827 -0.0072913 4
41.4035633 5.02802958 5.01732382 0.17544805 0.25325499 0.00725196 4
202.334524 7.30492334 7.31223737 0.19495417 0.13251772 0.00721569 4
622.628611 9.05943742 9.06195332 0.10678606 0.071922 0.00719703 4
19.3622622 4.40375839 4.39381747 0.16919022 0.23566183 -0.0071299 4
5.17470951 4.19047313 4.19474049 0.12892455 0.07747012 0.00711323 4
625.414124 7.02353307 6.95751389 0.28460786 0.50129435 -0.0070231 4
7.66665046 3.71279118 3.7292175 0.27225305 0.17502081 0.00701743 4
6.5643612 3.00940117 2.98484309 0.13678075 0.30602188 0.00696668 4

27.0634122 5.07515657 5.06722906 0.07515267 0.16260403 -0.0069316 4
4.21479495 4.02791092 4.02707497 0.04688447 0.07653678 0.00686192 4
12.5663708 3.98564676 3.98083592 0.2009265 0.22269515 -0.0067043 4
394.236045 7.42310173 7.41077394 0.1392281 0.250459 0.00669762 4
777.340516 7.94653791 7.92801347 0.11467003 0.26527887 0.00658336 4
8.4013525 4.41892614 4.41855549 0.10457167 0.10387502 -0.006541 4
75.416632 5.56344862 5.58920665 0.37681633 0.28032088 0.00652231 4
93.589127 6.14212672 6.13252303 0.09532448 0.2008362 0.00640186 4

19.6448778 5.10639614 5.10766993 0.12607963 0.11492691 0.00611526 4
25.1414564 5.42100753 5.42226827 0.13135312 0.10874214 -0.0060432 4
354.482233 8.22668133 8.22594864 0.07626431 0.09716672 0.00602593 4
5.40557637 3.09916767 3.07752871 0.06044783 0.26361506 -0.0057653 4
1.22634818 0.99151689 0.93555941 0.15077054 0.41972881 -0.0057367 4



32.3449409 5.15709789 5.16545703 0.24953147 0.19170674 -0.0057356 4
130.936748 6.84547699 6.83872938 0.02953219 0.14090684 -0.0056761 4
2.42558421 2.33364384 2.33315633 0.23489931 0.22965343 -0.0056712 4
18.2195769 5.02249514 5.01988636 0.06883394 0.11741012 0.00561245 4
40.2201877 4.80686179 4.78623166 0.19434839 0.31614208 0.00560408 4
308.860172 8.81855537 8.82367991 0.13860232 0.04531415 -0.0055248 4
12.3869958 4.96067928 4.97341265 0.20650653 0.0865196 0.00545714 4
23.0079954 4.97308808 4.96441046 0.0291431 0.15923075 -0.0054278 4
20.2044653 3.76728542 3.71266967 0.1948241 0.43097926 -0.0053529 4
95.0730056 7.04942172 7.05329769 0.12812666 0.08052127 0.00532697 4
1.23581592 1.37765511 1.37112221 0.24664183 0.28803373 0.00524655 4
1.83210438 3.66998473 3.67075866 0.06246449 0.04726769 0.00510326 4
13.7209279 4.56880172 4.57086943 0.15735188 0.142249 0.00508001 4
183.041944 6.19354984 6.15594613 0.20796147 0.39961417 -0.0050332 4
275.543077 7.05504158 7.05463113 0.22786007 0.23490973 0.0047455 4
7.81788605 1.55737909 -0.5733172 0.35189419 3.48975438 0.00463789 4
6.69422096 4.02864114 4.02430799 0.05046224 0.12118142 -0.0045953 4
30.8327284 5.2578053 5.25007514 0.02449445 0.1572803 0.00455855 4
14.7187752 3.83821442 3.8018835 0.07831424 0.35661006 0.00454751 4
7.09179491 3.88159134 3.87550007 0.05667263 0.15274007 0.00444744 4
10.9591013 5.33483363 5.33514704 0.05668369 0.05338042 0.00440851 4
143.092043 7.58004056 7.57888156 0.03377407 0.07192717 0.00436001 4
31.7417835 6.41422593 6.41477623 0.07075665 0.05274617 -0.0043019 4
31.0631869 5.2893397 5.28521663 0.09806744 0.1519652 0.00428607 4
23.2352648 4.92400382 4.91611746 0.04596758 0.16229122 0.00426665 4
13.9282424 4.13742842 4.12218966 0.0783858 0.23644664 0.00419377 4
10.4825018 3.37353522 3.33187856 0.15954797 0.40874043 0.00392415 4
107.895347 6.75514429 6.7508203 0.04005048 0.12361645 0.00386606 4
13.4897141 3.79724993 3.76511463 0.0634408 0.31982588 -0.0034122 4
15.5377836 5.15903064 5.15702944 0.05073244 0.08945665 -0.0034111 4
15.9638258 4.41289409 4.40087081 0.0776224 0.2064149 -0.0033937 4
110.915278 6.90543555 6.91168496 0.17505098 0.10924857 0.00335975 4
157.46479 6.16998732 6.14984077 0.20412766 0.30793213 -0.0033059 4

12.7949633 3.98757709 3.974078 0.11429778 0.22437152 -0.003284 4
147.457106 6.18027582 6.14960504 0.12202675 0.34200971 0.00323791 4
1.44347309 3.47080593 3.47472435 0.11912198 0.04500842 -0.0032047 4
7.92828415 4.89643184 4.8958604 0.04696278 0.05913258 -0.0032021 4

5.845296 2.99211814 2.96279076 0.11716843 0.32759547 -0.0031161 4
10.2096876 4.7106575 4.70836757 0.04379215 0.09032783 -0.0030745 4
9.12675631 3.93229604 3.94550641 0.2686693 0.17611309 -0.0030727 4
18.9516446 4.8408016 4.83783462 0.11920972 0.14693479 -0.0030583 4
30.9054175 5.73878846 5.73592582 0.02869785 0.09991524 0.00302784 4
420.492623 7.87502989 7.86718997 0.05412247 0.16775918 0.00277922 4
24.9596824 4.76456651 4.75272349 0.08925791 0.20246342 -0.0025347 4
597.660072 7.06873913 7.00087436 0.35082608 0.60543116 0.00234706 4
895.106911 8.76180748 8.76862338 0.19830719 0.13783884 -0.0023315 4
77.3366095 6.1290136 6.12325749 0.11405435 0.17480386 -0.0022487 4
36.416137 6.41640563 6.41717698 0.07495952 0.06027631 0.00223962 4



74.6762846 6.22150573 6.26516434 0.38211464 0.14149835 -0.0022356 4
495.528832 7.38340656 7.3502443 0.09389598 0.33740189 -0.0021417 4
0.77158064 1.72715197 1.73784681 0.23038742 0.13341796 -0.0018658 4
21.5092034 5.02219043 5.01591434 0.00902063 0.13776098 0.00179212 4
6.95988684 2.85293287 2.79288745 0.08415371 0.44713477 -0.0017107 4
72.9395723 6.47658875 6.48472043 0.1948446 0.10778111 -0.0015029 4
73.0276033 5.24776803 5.21913445 0.23162199 0.3704687 0.00138644 4
7.31098623 3.2047692 3.18789336 0.20697945 0.31798728 0.00134729 4
10.2682936 3.62008045 3.60402747 0.1489879 0.25996172 -0.0012867 4
283.363714 7.57461602 7.5724442 0.12625033 0.15179467 -0.0011976 4
291.558692 8.01519035 8.01850438 0.13525461 0.09560058 0.00118656 4
9.42716344 3.40357473 3.38571951 0.23461441 0.34125336 0.00114584 4
37.6446661 5.80579648 5.80173643 0.01960839 0.11005219 -0.0010607 4
71.3506037 6.05442706 6.05743664 0.18838264 0.16705068 0.00081899 4
193.305754 8.86387188 8.86533875 0.0709374 0.02726666 0.00069445 4
14.7754509 4.43982834 4.43459136 0.11884026 0.17301286 0.0005024 4
441.362561 7.31245096 7.27999196 0.04339832 0.32595857 0.00047369 4
34.4832659 5.82780242 5.82710971 0.09002531 0.10197584 0.00032044 4
1.98819091 2.2545362 2.39806919 0.74487819 0.17962169 0.00030124 4
50.5884045 6.6245151 6.6238435 0.0514739 0.06837285 -0.000218 4
19.3505042 5.3438544 5.34315352 0.0815537 0.09455589 -6.67E-05 4
17.4056143 4.59074256 4.59032515 0.16428934 0.16796268 5.20E-05 4



t.var lnt lnt.df lnt.var p lnp fold
7.32368387 55.343614 4 4.19954416 9.25E-07 6.38E-07 1.31794965
1.0806296 -11.15668 4 307.854366 1.21E-06 0.00036737 -15.592043

11.1537846 -30.60984 4 10.7673075 2.87E-06 6.79E-06 -11.042058
9.43628718 -24.436893 4 12.1764534 5.98E-06 1.66E-05 -10.87539
143.02977 -53.205706 4 1.65770851 7.92E-06 7.47E-07 -15.313673

11811.2644 -69.62443 4 4.36782389 7.95E-06 2.55E-07 -221.1861
2.76834562 -16.97789 4 22.0996329 8.48E-06 7.06E-05 -8.2349648
139.370738 -3.8411153 4 3758.29864 9.75E-06 0.01844196 -316.04764
9.63688771 25.5679098 4 6.09491703 1.04E-05 1.39E-05 7.51154618
1.07726256 -18.059716 4 13.7822648 1.14E-05 5.53E-05 -3.9222669
4.87469786 28.5637755 4 3.18015895 1.14E-05 8.94E-06 1.23736655
5.66674397 -29.601894 4 2.28383625 1.23E-05 7.75E-06 -1.582536
17182.4518 -73.901267 4 2.59939761 1.33E-05 2.01E-07 -208.6075
6.45340635 -21.407847 4 7.61957516 1.33E-05 2.82E-05 -6.6381689
5.37075109 -20.101402 4 8.42796596 1.46E-05 3.62E-05 -6.8303274
16757.5373 -64.116518 4 3.31591555 1.75E-05 3.54E-07 -223.08046
1.66040695 -20.494848 4 4.62807916 1.85E-05 3.35E-05 -2.8202849
2003.01015 -33.307528 4 12.1090033 2.10E-05 4.85E-06 -160.72326
3.14583157 -14.079882 4 27.1559865 2.48E-05 0.00014767 -3.0010351
7.26292527 -12.534584 4 30.166146 2.49E-05 0.00023308 -14.708008
5.55106007 -24.100944 4 1.08206205 3.01E-05 1.76E-05 -2.4758999
14.0845749 -25.064449 4 2.2928187 3.05E-05 1.50E-05 -5.8737853
3.50137697 -10.624002 4 35.1711892 3.15E-05 0.0004444 -11.878024
1.96480712 -9.4062926 4 75.1573954 3.19E-05 0.00071194 -6.5779281
2126.47556 -18.961698 4 37.0215937 3.23E-05 4.56E-05 -228.72518
5.48717924 -10.965692 4 29.4248664 3.34E-05 0.00039292 -11.124821
2.19518486 -12.840892 4 14.7650086 3.40E-05 0.00021204 -5.343672
4278.73397 -16.313798 4 59.3031133 3.54E-05 8.26E-05 -408.31007
28.7266659 -15.303781 4 17.8149358 3.55E-05 0.00010634 -22.881386
28.8628785 -15.310115 4 17.7052828 3.58E-05 0.00010617 -22.86926
28.8628785 -15.310115 4 17.7052828 3.58E-05 0.00010617 -22.86926
1.58138963 -7.6935617 4 86.3761789 3.62E-05 0.00153548 -11.260022
1.07564926 19.229771 4 1.88717549 3.79E-05 4.31E-05 1.32269919
1.66935419 8.45957517 4 66.4639589 3.96E-05 0.00106991 11.2264163
3850.94224 -16.794549 4 45.7619419 4.44E-05 7.37E-05 -328.78883
3850.94224 -16.794549 4 45.7619419 4.44E-05 7.37E-05 -328.78883
2.33510995 -13.213008 4 14.3511087 4.63E-05 0.00018956 -2.4141786
7.41377037 -9.929207 4 32.3086307 4.71E-05 0.00057767 -13.895106
7676.07399 -61.85259 4 1.15587582 4.78E-05 4.09E-07 -77.725419
1125.4823 -40.110779 4 27.8653371 4.83E-05 2.31E-06 -6.3496378
10.882125 -23.423805 4 2.17980978 4.83E-05 1.97E-05 -2.2157267

6.07377899 -14.679354 4 7.73055538 5.32E-05 0.00012532 -6.4561352
3329.87857 -18.939542 4 29.666062 5.42E-05 4.58E-05 -254.88114
6.58088189 10.5083748 4 61.0274248 5.69E-05 0.0004637 3.00738425
3261.81563 -17.756184 4 33.1231707 5.89E-05 5.91E-05 -266.05625
23.0201071 -23.381299 4 5.58786947 5.92E-05 1.98E-05 -1.9950835
3.24172954 -15.645498 4 4.28429917 6.14E-05 9.75E-05 -3.7547606



23.9286577 14.5143648 4 51.0770805 6.26E-05 0.00013102 1.45204217
5.92255581 -20.172073 4 1.00008366 6.39E-05 3.57E-05 -2.4123646
3.38668241 12.8170117 4 15.865321 6.42E-05 0.00021359 2.21530186

1.120054 -12.445801 4 10.5595177 6.42E-05 0.00023966 -3.5798329
1.07314197 10.058059 4 20.7943234 6.59E-05 0.00054955 4.41146334
9.20193249 -19.829428 4 1.69450412 6.88E-05 3.82E-05 -3.9916411
1.62090774 -12.498473 4 8.2174181 7.31E-05 0.00023573 -3.5181008
1691.95387 -26.578741 4 198.997977 7.75E-05 1.19E-05 -2.9832549
1691.95387 -26.578741 4 198.997977 7.75E-05 1.19E-05 -2.9832549
128.809059 -23.794837 4 3.91305376 7.88E-05 1.85E-05 -22.770761
12.615553 -21.159129 4 1.14216924 8.00E-05 2.95E-05 -3.3696188
16.899617 -19.164543 4 2.61430733 8.53E-05 4.37E-05 -6.4218847

313.678862 -9.1673229 4 72.9787315 8.71E-05 0.00078613 -108.11851
1.92510188 -6.3230797 4 81.0753658 8.78E-05 0.00320096 -11.406642
5.33125089 -11.55033 4 11.5888586 8.96E-05 0.00032091 -7.0382902
14.394837 -12.111966 4 45.4152426 9.01E-05 0.00026657 -1.7727866

1.37864025 4.67273959 4 162.85148 9.94E-05 0.00949891 10.5250651
16.8716999 18.7650071 4 6.24320505 0.0001 4.75E-05 1.63988266
3.8611161 -14.016237 4 4.53158261 0.0001017 0.00015032 -4.311613
1.818035 -13.45145 4 4.10455434 0.00010173 0.0001767 -2.710466

1.89857392 -14.129784 4 3.20580352 0.00010379 0.00014563 -2.547533
38.6197405 5.28832028 4 1981.86907 0.00010401 0.00613546 6.81554622
667.610352 -38.36459 4 4.48816282 0.00010534 2.76E-06 -11.769961
15.2617305 -18.133122 4 2.55856338 0.0001118 5.44E-05 -6.3208529
17.4881842 -11.88116 4 48.8855883 0.00011253 0.00028739 -1.6968697
17.4881842 -11.88116 4 48.8855883 0.00011253 0.00028739 -1.6968697
2.91020825 -4.6931763 4 132.513983 0.00011332 0.00935565 -12.568379
18.3061529 -16.135368 4 4.5281732 0.00011504 8.63E-05 -8.394426
3.40629062 -14.195819 4 2.92316841 0.00011694 0.00014298 -3.1343564
1.67503157 -8.4607602 4 30.5075244 0.00011718 0.00106933 -4.5157465
4.9593004 10.5826262 4 24.5417455 0.00012412 0.00045119 2.28022749

1.96835276 -10.825162 4 7.75601564 0.00012827 0.00041314 -3.7746573
1852.58974 -18.861884 4 13.0592262 0.0001359 4.65E-05 -147.6733
5.56430996 6.88540272 4 117.982841 0.00013655 0.00233187 4.62266485
1.17504166 -9.5255573 4 13.5788109 0.00013701 0.00067817 -3.1417779
1890.45186 -18.841503 4 13.0574619 0.00013777 4.67E-05 -149.03898
20.1818329 17.3641319 4 7.22516459 0.0001405 6.46E-05 1.67775001
1.98161839 10.9520647 4 10.0208989 0.00014197 0.00039483 2.3454803
6.44240545 16.5225784 4 1.894633 0.00014257 7.86E-05 1.87394556
11.9858146 -18.411976 4 1.64283359 0.00014283 5.12E-05 -2.704067
1.8143443 -14.052716 4 1.66241013 0.00014811 0.0001488 -1.7516077

1.09402756 -12.756373 4 3.16339997 0.00015075 0.0002176 -1.8408869
1.31626662 13.5161413 4 2.27628556 0.00015135 0.0001734 1.7397086
8.27699202 -11.149003 4 23.5735516 0.00015405 0.00036835 -1.70827
1889.97937 -37.335926 4 1.1445605 0.00015947 3.07E-06 -42.184208
12.1233678 -17.044687 4 1.36130891 0.00016078 6.95E-05 -4.0997091
1.57367163 10.4806356 4 7.15212403 0.00016116 0.00046848 3.33784415
95.6941533 -3.5325069 4 506.650568 0.00016632 0.02417591 -92.329724



1052.34406 -21.538587 4 132.349482 0.00017093 2.75E-05 -2.8455003
3578.17846 -41.793808 4 2.17754828 0.00017132 1.96E-06 -40.339286
28.6736554 -17.158723 4 2.7474986 0.0001714 6.77E-05 -8.9680744
1.41784507 8.30398784 4 16.8951183 0.0001724 0.00114853 4.77059461
1.40570829 -12.954833 4 2.27442834 0.00017998 0.00020482 -1.7954455
1.58039459 -9.8534385 4 7.7021545 0.00018287 0.00059505 -3.3240128
12.7290422 11.430682 4 25.676721 0.00018462 0.00033421 1.43432796
92.1321607 -13.510628 4 13.0657333 0.0001889 0.00017368 -37.560094
92.1321607 -13.510628 4 13.0657333 0.0001889 0.00017368 -37.560094
152.399155 -18.620628 4 5.52731095 0.00019004 4.90E-05 -30.215968
1.06501223 12.3676048 4 2.73634344 0.00019088 0.00024565 1.58513593
15.6852472 -17.530899 4 1.84181239 0.00020411 6.22E-05 -2.9860347
1.04953734 -10.878585 4 5.18335286 0.00020699 0.00040531 -2.4341202
2.73392451 -13.538806 4 1.14018123 0.00020917 0.00017227 -1.5845527
50076.7303 -46.186688 4 1.24428787 0.00020925 1.31E-06 -263.48891
734.604756 -15.970756 4 13.2128513 0.00021037 8.99E-05 -93.32362
5.18250773 -8.3933702 4 31.4821051 0.000211 0.00110252 -2.3696775
2.55964935 -10.799228 4 7.08777304 0.00021118 0.00041702 -1.6297748
3.40273593 13.4376377 4 1.58031322 0.00021152 0.00017742 2.23021118
4.25111004 -14.291935 4 1.47580668 0.0002121 0.00013923 -1.676588
151.577523 -20.52895 4 3.54976374 0.00021284 3.33E-05 -23.830696
976.461154 -23.791696 4 4.56389802 0.00021292 1.85E-05 -63.188627
2.18670215 -10.335591 4 7.31250613 0.00021476 0.00049452 -4.1056913
1.47553849 -11.212596 4 4.63779344 0.00021547 0.00036028 -1.7556599
2.65149048 -10.662194 4 7.75185259 0.00022414 0.00043824 -1.7578003
2.57440964 -13.185714 4 1.13717751 0.00022449 0.0001911 -1.7580326
145.51413 -20.466485 4 3.32605901 0.00022577 3.37E-05 -22.720393

7.12448906 -14.819981 4 1.96109028 0.00022634 0.0001207 -1.9600496
82.7647771 21.3506535 4 1.64857588 0.00022657 2.85E-05 11.3580612
1.46463537 -9.2942296 4 10.2510708 0.00022676 0.00074559 -4.0513551
4.16378681 13.4577554 4 2.40887013 0.00022705 0.00017638 1.3277492
1.34603067 -12.625141 4 1.0376081 0.0002292 0.0002266 -1.1836897
1.08959357 -9.0238343 4 10.6273006 0.00023037 0.0008353 -3.2614591
59.4595176 -11.452141 4 16.7420458 0.00023193 0.00033178 -32.747378
6.09992961 9.47176307 4 22.1935373 0.00023309 0.00069315 1.9344945
4.68278268 10.231291 4 7.96886361 0.00023437 0.00051436 6.64679719
1.58972845 -10.691173 4 4.37937586 0.00023515 0.00043365 -2.6690494
3.22265839 -9.4933201 4 7.27808868 0.00024188 0.00068709 -4.5385691
3490.21499 -21.644474 4 6.91358607 0.00024253 2.70E-05 -138.90109
2.0520102 12.7718509 4 1.22313582 0.00024267 0.00021657 1.57489684

1.23835404 -12.35963 4 1.31327142 0.00024277 0.00024627 -1.2824738
13.7033342 15.563221 4 2.77746353 0.00025078 9.95E-05 2.25164433
3.69680878 -10.672461 4 5.99449833 0.00025297 0.00043661 -4.9443524
1.79982759 12.3597495 4 1.28779245 0.00025616 0.00024626 1.48842485
33.7897725 -10.961635 4 54.1303561 0.00025753 0.00039349 -1.2790515
7.95592784 14.4421997 4 1.78304167 0.00025844 0.00013362 2.12236757
5.10583924 -9.9370877 4 7.88402467 0.0002585 0.0005759 -6.8735936
1.40391895 -12.241715 4 1.16025951 0.00025974 0.00025568 -1.283057



1.28672416 -9.2338758 4 9.2086953 0.00026035 0.00076454 -3.5925642
1.04167167 -11.749305 4 2.10473813 0.00026068 0.0003002 -1.4394077
32.8159542 -18.473715 4 1.17143803 0.00026122 5.05E-05 -5.5457136
57.1664364 9.23862623 4 170.74979 0.00026172 0.00076303 1.73040166
4.45883672 -11.229695 4 4.93342587 0.0002652 0.00035815 -4.884819
1.11687566 -11.089967 4 3.09448048 0.00026931 0.00037605 -1.8412498
1.51921356 9.38379446 4 8.17034398 0.00027066 0.00071854 2.29649294
2.07424009 -11.798462 4 1.84664101 0.00027246 0.00029535 -1.9538943
2.30204652 -4.3019261 4 141.739628 0.00027475 0.01262637 -16.955521
20.1484451 -16.553277 4 1.36311842 0.00027493 7.80E-05 -3.9057839
65.5002272 -11.411772 4 15.3957434 0.00027599 0.00033638 -32.933491
2.32611103 11.0386153 4 3.4674822 0.00027832 0.00038291 3.00469917
345.651744 -15.333938 4 8.65473352 0.0002788 0.00010552 -47.742455
23.1666786 -15.801941 4 2.27220205 0.00027921 9.37E-05 -7.246164
2.35164913 -11.80148 4 2.0325793 0.00028064 0.00029505 -2.0948164
56.4861312 14.179674 4 25.5390418 0.00028079 0.00014362 1.5038457
38.7539548 -14.135543 4 4.4877843 0.00028281 0.00014539 -13.504265
273.116995 -15.582196 4 89.7374982 0.00028313 9.90E-05 -1.7139101
4083.90604 -36.409705 4 1.01303538 0.00028384 3.40E-06 -61.637335
3.18761821 -8.9736395 4 9.79743608 0.00028662 0.0008534 -6.1006232
3.4526999 -12.662451 4 1.15613114 0.00028954 0.00022399 -1.7244721

1.08986422 -11.535355 4 1.82076361 0.00029551 0.00032253 -1.4322701
167.403418 12.1512127 4 147.779277 0.00029661 0.00026322 1.06397207
7.08235736 -13.562745 4 1.32405006 0.00029863 0.00017107 -2.9795191
1.19256343 7.22180036 4 23.4011623 0.00029955 0.00194984 4.67949356
7.70815186 -8.7615483 4 11.1542938 0.0002999 0.00093545 -8.3911702
262.956105 -3.37529 4 634.596866 0.00029996 0.02790675 -164.88603
7.10935826 13.7656248 4 1.19125545 0.00030043 0.00016138 2.45988641
12.5495197 -15.309346 4 2.10469061 0.00030152 0.00010619 -2.39862
6.56280214 10.7055297 4 10.5757033 0.00030201 0.00043139 1.2846334
7.37851901 -10.704106 4 4.98977825 0.00030271 0.00043161 -5.7348098
1.10916949 11.5234979 4 1.56206509 0.00030688 0.00032383 1.30504166
1.19832832 -10.43267 4 3.71451948 0.00030977 0.0004769 -1.7553398
3.02014259 11.8921063 4 1.55711808 0.00031088 0.00028636 2.19264772
80.0472471 -9.6797923 4 171.074189 0.0003115 0.00063739 -1.4796021
3.62954195 -6.3464831 4 32.549541 0.00031183 0.00315754 -10.07361
5.01635371 -7.344057 4 33.6782928 0.00031622 0.0018304 -2.4457494
4.67740706 8.72878809 4 19.2834884 0.00031684 0.00094899 2.10599371
45.3774478 -18.514519 4 1.37342848 0.00032057 5.01E-05 -6.1597978
45.3774478 -18.514519 4 1.37342848 0.00032057 5.01E-05 -6.1597978
2.78993842 12.1993943 4 1.18507827 0.00032335 0.00025917 1.8402268
2.5398749 8.07772484 4 18.5590254 0.00032496 0.00127607 2.80103685

37.8660607 -18.379019 4 2.24056958 0.00032659 5.16E-05 -3.9902135
1.70970342 11.081773 4 2.41271161 0.00032827 0.00037714 2.02502489
4.86703878 -12.380581 4 2.94253913 0.00032858 0.00024464 -1.2802577
1.27730193 -7.7942764 4 10.9229275 0.00033632 0.00146161 -3.6222672
62.4359712 -18.222817 4 1.29967712 0.00033635 5.33E-05 -9.3530958
1.51128951 -9.3299727 4 6.07648832 0.00033731 0.00073465 -3.2372364



22611.5916 -38.856104 4 1.03337273 0.00033934 2.62E-06 -156.2244
22.940773 13.4152441 4 10.3577178 0.00034367 0.00017858 1.48067255

4.78244047 -10.751281 4 6.4035941 0.0003446 0.0004243 -1.1515787
1.34935196 8.95368931 4 7.1540705 0.00034661 0.00086072 2.2764786
5248.29974 -30.869673 4 24.4208446 0.00034907 6.56E-06 -15.182297
33552.3699 -43.97296 4 1.4693482 0.00034921 1.60E-06 -147.27081
23.8626326 -10.676858 4 8.2537316 0.00035022 0.00043591 -11.928241
8.24283278 -13.766068 4 1.51690285 0.00035294 0.00016136 -2.2423767
21.8611734 -11.31726 4 6.7703409 0.00035316 0.00034747 -11.553572
16.7038992 -11.373269 4 5.66509084 0.00035388 0.00034084 -8.4737188
277.181436 -20.467281 4 2.86400501 0.00035482 3.37E-05 -27.185558
7.53002798 -12.452224 4 3.71585096 0.00035859 0.00023918 -1.434044
203.717144 -23.761138 4 2.09420638 0.0003596 1.86E-05 -9.7028411
1.46509084 -7.5240948 4 15.1922547 0.00036005 0.0016705 -5.0946737
1.97111105 6.8708779 4 16.7893944 0.00036363 0.00235035 4.92723529
5.64916095 11.5434871 4 3.050379 0.00036475 0.00032165 4.12018197
1.28130562 9.30341804 4 5.61271736 0.00036869 0.00074276 2.78397011
98.2350219 -17.093842 4 11.54186 0.00037102 6.87E-05 -2.995427
17.4516951 -15.558888 4 1.18602251 0.00037158 9.96E-05 -3.7677509
5.45110577 -12.790266 4 1.208658 0.00037196 0.00021535 -2.0635141
822.380971 -15.483432 4 9.50553979 0.00037308 0.00010155 -76.43405
10996.3904 -27.544817 4 3.25614664 0.00037504 1.03E-05 -175.48918
3.86738898 9.6388258 4 8.02759877 0.00037647 0.00064791 1.42511511
10.6419409 -13.557249 4 1.83022765 0.00037835 0.00017135 -4.3493631
3.73951397 -6.0888213 4 27.2428189 0.00038244 0.00367872 -8.3277305
10.7174777 -9.7119378 4 7.44938786 0.00038414 0.00062927 -7.7632673
8.31924453 -11.42684 4 3.1125603 0.00038489 0.00033465 -5.2219863
2.45821491 -11.468993 4 1.15718249 0.00038536 0.00032988 -1.493159
4.5633848 -11.619871 4 2.1046322 0.0003858 0.00031347 -2.9542044

7.34770026 -12.552933 4 1.70862483 0.00038919 0.00023175 -3.3199661
4.30452852 11.8506189 4 1.13069843 0.00040463 0.0002903 1.95973572
71.9734289 -14.044135 4 4.91225805 0.0004103 0.00014915 -19.993196
1.76485494 -10.877698 4 1.02983859 0.00042475 0.00040544 -1.3192227
2.47566519 9.12066563 4 7.21369303 0.00042725 0.00080171 1.698205
3.13035948 10.3802 4 3.94528967 0.00042831 0.00048632 1.11869087
2.18315656 -11.018546 4 1.2381369 0.00042844 0.00038563 -1.672242
1.00323275 -9.7184836 4 3.03710646 0.00042912 0.00062764 -1.7312183
109.051863 -15.916308 4 3.36352653 0.00042953 9.11E-05 -21.438751
12.9692856 -13.456832 4 2.53286063 0.0004307 0.00017642 -2.2960516
5004.28403 -12.10999 4 30.1179725 0.00043169 0.00026674 -340.24153
4.14527994 9.62677439 4 7.40873399 0.0004318 0.00065105 1.32089901
5.34396736 -6.8960825 4 42.4547052 0.00044238 0.00231839 -2.955917
70.0537019 -14.751998 4 2.83440392 0.00044354 0.0001229 -13.674516
1.15155997 -10.406153 4 1.84116113 0.00044598 0.00048163 -1.2570406
1.49541944 10.4824177 4 1.46603438 0.00045056 0.00046817 1.48437142
7.00537275 -8.7189388 4 18.1495309 0.0004514 0.0009531 -1.6175703
178.721359 -12.248592 4 11.5675259 0.00045185 0.00025512 -44.040785
1.05006685 -10.483492 4 1.42393722 0.00045399 0.00046799 -1.1557907



4.87653428 -11.935626 4 1.35757668 0.00045525 0.0002823 -2.602223
140.050344 12.3787391 4 68.0635107 0.00045676 0.00024478 1.45431676
7.70225532 -8.8965631 4 17.4652242 0.00045698 0.00088214 -1.5266812
19.8536581 -12.667476 4 2.90466664 0.00046182 0.00022365 -8.3806534
1.1780841 -6.8089383 4 16.0374889 0.00046522 0.00243124 -3.4095062

11.0284877 12.7257238 4 3.12127333 0.00046621 0.00021966 1.91363549
2080.32727 -28.734798 4 1.23420318 0.00046898 8.73E-06 -44.815065
1.41159318 6.22298992 4 27.4182555 0.0004702 0.00339515 4.61153772
6.68770037 9.85159687 4 9.01356624 0.00047347 0.00059548 1.15799189
4.28393265 -8.7166033 4 6.51300018 0.00047459 0.00095408 -5.6609157
1741.28816 -22.269586 4 3.26472907 0.0004746 2.41E-05 -67.585343
182.732277 -15.035227 4 4.94552658 0.00047591 0.00011403 -27.668432
3.47725928 6.9177144 4 22.603205 0.00047611 0.00229138 2.44789717
15.8762097 -12.16165 4 6.88229788 0.0004835 0.00026233 -1.5515812
23.6780621 -13.269373 4 6.15959778 0.00048362 0.00018642 -2.0018702
2.62799463 -10.604198 4 1.63220256 0.00048456 0.00044763 -2.1508441
27.2599348 -15.782465 4 1.11910377 0.00048471 9.42E-05 -4.8457877
1.87456026 10.6427082 4 1.00938001 0.00048709 0.00044137 1.376302
8.19905405 -4.8888136 4 202.151556 0.00048772 0.00810897 -5.3546215
1.14328887 9.88210127 4 2.37541786 0.00048922 0.0005884 1.42855105
4.46466007 -10.919591 4 1.71082311 0.00048936 0.00039942 -2.8376731
4.84099723 11.4954521 4 2.19188279 0.00049116 0.00032693 1.47956285
1.63167949 -10.474872 4 1.08159784 0.0004914 0.00046948 -1.3412012
4.08046796 -11.466774 4 1.05282309 0.0004924 0.00033013 -1.943261
1362.16737 -22.648908 4 3.07151844 0.0004951 2.25E-05 -65.573472
4.5449211 6.26125672 4 43.2590996 0.00049939 0.00331924 3.18835634

5029.25754 -15.238095 4 15.4907005 0.00049964 0.00010816 -274.35779
57.2218484 -12.458518 4 5.38405141 0.00050227 0.0002387 -19.979104
22225.9363 -28.442657 4 3.20217073 0.00050562 9.09E-06 -282.43991
307.505386 -17.426862 4 3.39819003 0.00050674 6.37E-05 -35.601633
1.31136889 9.45570264 4 2.7473748 0.00051073 0.0006977 1.85008919
22.8622385 -8.9588483 4 9.96030306 0.00051125 0.00085882 -13.076818
132.07391 -18.475806 4 1.96110837 0.00051295 5.05E-05 -16.243408

1.18598132 9.55224011 4 2.77167386 0.00051336 0.00067088 1.48783811
1.80604347 -10.282393 4 1.16387011 0.00051394 0.00050452 -1.449687
29.2754132 -6.0676941 4 204.036808 0.00051554 0.00372598 -2.443369
7.70256275 -10.737143 4 3.07614801 0.00051633 0.00042647 -5.3654238
530.803571 -19.081284 4 3.0381377 0.00051639 4.44E-05 -43.956473
38.0828881 -15.773097 4 1.15339518 0.00051752 9.44E-05 -6.1599516
3.13978794 10.8651166 4 1.45379097 0.0005184 0.00040727 1.44560969
1.47225667 10.1031012 4 1.5319383 0.00051994 0.00054012 1.50921418
7.0058663 -11.539039 4 1.59644928 0.00052274 0.00032213 -3.2410177

28.5901427 12.9083532 4 9.6600569 0.00052294 0.00020772 1.70037003
11.5680058 -11.195291 4 6.84122615 0.00052421 0.00036246 -1.3174492
2400.22914 -11.630753 4 27.4075954 0.00052502 0.00031233 -265.33025
4.95075088 -11.449412 4 1.12440833 0.00052638 0.00033208 -2.0739039
4.28179399 -10.458099 4 3.43817451 0.00052674 0.00047241 -1.1197533
16.6798227 -13.449361 4 1.42226477 0.00052762 0.00017681 -4.5005104



1.65435872 4.4983157 4 52.3936047 0.00053232 0.01083652 7.16624204
1.63516019 -7.9231341 4 6.36260397 0.00053295 0.00137339 -2.9870896
1.3030531 -8.5332852 4 4.90659237 0.00053366 0.00103499 -1.9167109

130.660223 -11.369992 4 9.66823971 0.0005362 0.00034122 -29.540383
12.0629022 -12.510469 4 2.14792037 0.00053805 0.00023484 -5.1473349
135.127645 -20.130868 4 2.696579 0.0005456 3.59E-05 -7.066344
1219.37748 -26.449779 4 1.40685083 0.00054853 1.21E-05 -31.402278
973.572621 -23.891312 4 1.42827475 0.00055472 1.82E-05 -39.45675
1.08802596 7.45255878 4 8.72075269 0.0005574 0.00173188 2.64274055
1372.77646 -24.585418 4 1.18311165 0.00055833 1.62E-05 -39.401327
1.55809756 -9.640852 4 2.4362424 0.00057111 0.00064739 -1.9699001
2013.58255 -9.4334303 4 36.1307515 0.00057657 0.00070407 -193.12305
20.3693822 -5.6514997 4 164.880482 0.00057663 0.00482924 -2.5813121
2.48501956 -7.1248988 4 15.966311 0.0005796 0.0020514 -2.703793
1.06121805 -9.610924 4 2.01296118 0.00058246 0.00065521 -1.3763345
1.60360938 -8.3196708 4 5.82806573 0.00058995 0.00114029 -1.9693832
1.02709194 -9.7639555 4 1.45325528 0.00059167 0.00061641 -1.206469
20.6608775 -8.0278385 4 48.5395877 0.00059171 0.00130652 -1.5170727
1.80858871 -6.8408047 4 9.9462788 0.00059384 0.00238921 -3.8025947
19594.0667 -35.87296 4 1.62064867 0.000595 3.60E-06 -109.68739
15.1379695 -13.307897 4 2.41203404 0.00059556 0.00018431 -2.4945597
180.021701 3.97427598 4 7707.25538 0.00059628 0.0164797 6.76561012
1.96825332 -6.0206857 4 21.4116136 0.00059768 0.00383385 -6.6052338
1.46427502 -6.1496091 4 17.5570238 0.00059845 0.00354677 -3.2757984
1.57703739 -9.9503239 4 1.01761065 0.00059859 0.00057294 -1.2278249
2.93778318 5.59878321 4 37.3459072 0.00060291 0.00499607 3.45900589
297.273621 -11.895219 4 9.33356462 0.00060553 0.00028607 -48.684221
2.38607396 -10.219617 4 1.0485859 0.00060597 0.00051664 -1.5606898
1.34598007 9.03993592 4 2.91975173 0.00060815 0.00082959 1.46078464
1.52462591 -8.8520079 4 3.96126765 0.00061 0.00089931 -2.5216598
1.20865077 9.08398015 4 2.76213968 0.00061071 0.00081424 1.75563922
1.20865077 9.08398015 4 2.76213968 0.00061071 0.00081424 1.75563922
681.318457 -21.815121 4 12.9672491 0.00061174 2.61E-05 -7.127797
6.59957005 -11.318278 4 1.18013792 0.0006123 0.00034734 -2.4409243
8.82634671 11.8516804 4 1.90658053 0.00061663 0.0002902 2.15555844
6.76207497 -11.350444 4 1.63910285 0.00061786 0.00034352 -2.0028114
251.880925 -13.910731 4 6.12670712 0.00061867 0.00015486 -43.752805
75.7336443 -12.63502 4 4.50772781 0.00062341 0.0002259 -20.204853
1.2533341 8.53112343 4 4.37986589 0.00062446 0.00103599 2.34830497

9.33368053 7.11451446 4 37.6003489 0.00062616 0.00206267 2.06390853
17.3464213 -11.641606 4 7.13337547 0.00062968 0.0003112 -1.5387709
2.5140262 -6.5587937 4 16.6214978 0.00063303 0.00279498 -2.4369559

6.62222933 -8.8842382 4 10.031426 0.00063355 0.00088685 -1.2210526
4.87733137 7.06553443 4 10.5915523 0.00063657 0.00211685 6.58539381
2.81231454 10.1026248 4 1.65356232 0.00063805 0.00054021 1.32727356
5.47993534 7.5418284 4 19.605085 0.00064405 0.0016557 1.96076063
4.26315027 -10.646094 4 1.2581173 0.00064719 0.00044083 -1.794075
549.541516 -16.587771 4 40.1769436 0.0006476 7.74E-05 -3.8272513



1.52314575 -8.2832743 4 5.26040545 0.00065143 0.00115953 -1.9307889
1.36763197 8.38408078 4 4.48060858 0.00065205 0.00110719 1.7509721
20.0654656 7.72689483 4 49.0830702 0.00065276 0.00151053 1.54841284
5.01718948 6.1771296 4 21.9388267 0.00065407 0.00348895 11.250261
286.056016 -10.842247 4 11.2906187 0.00065662 0.00041062 -50.748995
112.023454 -17.837558 4 2.42445943 0.00065797 5.80E-05 -6.9233
2.13307642 6.4560551 4 15.8268291 0.00065883 0.00296364 2.54973819
1643.70671 -3.5945597 4 370.898767 0.00066058 0.02286868 -258.73716
15.7645477 12.6438897 4 1.91533719 0.00066107 0.00022528 2.97001798
3.61140064 -10.333632 4 1.29067147 0.00066132 0.00049488 -1.6525867
1.17823411 -7.5291109 4 7.76917295 0.00066345 0.0016663 -3.0218057
424.308815 -20.862338 4 5.75098606 0.00066555 3.12E-05 -9.1736592
8.97665921 -11.75 4 1.69846831 0.00066674 0.00030013 -2.2552476
11086.2283 -23.2934 4 3.60341118 0.0006679 2.01E-05 -182.8694
4.75131947 -10.730702 4 1.11190804 0.00067253 0.00042747 -2.1033367
2.4080071 10.0054251 4 1.12257016 0.00067318 0.00056082 1.64259275

5.42552227 10.7781993 4 1.16797667 0.00067535 0.00042019 2.16565563
27.8269194 -12.116869 4 7.61702889 0.00067616 0.00026615 -1.9454138
759.057136 -22.773735 4 1.53706491 0.00067747 2.20E-05 -34.418094
1.83887999 7.24227404 4 8.93527135 0.00067975 0.00192918 2.1527386
251.272177 -9.8329107 4 13.7536846 0.00068001 0.00059987 -50.770857
16.8519771 -12.585373 4 1.23249127 0.00068067 0.00022942 -4.8105093
2.75328784 -9.0734842 4 4.0664844 0.00068143 0.00081786 -1.2207471
1.89423385 8.71980626 4 3.78132919 0.00068354 0.00095274 1.40687282
4.57178522 -5.2589786 4 60.5858681 0.00068408 0.00625884 -3.5552306
55.4174162 -5.4801572 4 418.212849 0.00068596 0.00539805 -2.5028356
50.7611003 -16.003663 4 2.26194111 0.00068643 8.91E-05 -4.7857794
18.703558 -12.019206 4 5.7596954 0.00069383 0.00027471 -1.7803198

1.35333553 8.20608136 4 4.53676578 0.00069572 0.00120169 1.81888118
259.085543 -9.8688504 4 13.4605474 0.00070122 0.00059146 -51.113518
3.33293575 -9.727292 4 2.09295999 0.00070199 0.00062544 -2.6191744
1.12514525 6.78026478 4 12.9864312 0.0007033 0.00246985 3.59473859
1.47145901 8.3510676 4 4.34127679 0.00070386 0.001124 2.58241485
1.46710504 -8.3510431 4 3.98823473 0.0007062 0.00112402 -1.6234321
1.04480982 -6.5084835 4 10.7108691 0.00071348 0.00287605 -3.0781688
354950.443 -42.803857 4 1.10064509 0.00071502 1.78E-06 -589.25787
1.49121247 -6.8886086 4 9.26767345 0.00072115 0.00232781 -2.393037
1.49121247 -6.8886086 4 9.26767345 0.00072115 0.00232781 -2.393037
9.89238286 -11.676332 4 1.12106759 0.00072227 0.0003076 -3.4521373
1.11869786 8.9386932 4 2.33837526 0.00072348 0.00086628 1.45429865
334.063888 -14.796294 4 4.82539947 0.00072436 0.00012146 -35.081371
3.54301982 -6.8160271 4 16.7560678 0.00072443 0.00242181 -2.148829
51.9773685 -8.1627696 4 12.7040383 0.00072659 0.00122617 -21.448042
14.8508953 11.4995029 4 4.2143662 0.00072717 0.00032648 1.9057566
3.87150834 -8.2007987 4 7.78089153 0.00072943 0.00120464 -1.3900522
1.07237235 9.15635179 4 1.6202971 0.00073262 0.00078976 1.29883094
204.883031 -7.8150857 4 22.8764763 0.00073388 0.0014469 -52.722467
1.24749366 -7.6512133 4 6.54449382 0.00073663 0.00156792 -2.9778407



1.11937829 -8.343156 4 3.87913388 0.00073855 0.00112808 -1.8341401
3.65202407 9.99432438 4 1.07212676 0.00074504 0.00056324 1.97147321
1.9125317 8.83961822 4 2.48729751 0.00074506 0.00090416 2.16904141

2.36102345 -8.5066629 4 4.10023337 0.00074526 0.00104743 -3.2260347
4.23701833 -9.7129032 4 3.0885686 0.00074611 0.00062903 -1.1716193
1326.66426 -23.097214 4 9.33062259 0.00074771 2.08E-05 -12.556751
3.47800053 -9.5480776 4 1.44338837 0.0007479 0.00067201 -2.2325935
1.56508804 8.79043144 4 2.75850566 0.0007485 0.00092372 2.04536794
452.947467 -21.398016 4 2.65913306 0.00074893 2.82E-05 -13.050387
27.5568596 -13.718694 4 1.17860585 0.00075029 0.00016356 -4.9916256
28546.8425 -19.863277 4 6.76254432 0.00075085 3.79E-05 -418.99844
1.64758138 8.17381482 4 4.26029626 0.00075349 0.00121987 1.57950334
3.3951406 -9.8825255 4 1.1873102 0.00075915 0.0005883 -1.701827

1.13288672 7.97495505 4 4.83981257 0.00075934 0.00133978 2.19695044
10.093844 11.0080898 4 3.66770131 0.00076205 0.00038706 1.6496688

1.06515236 4.5305659 4 60.8462258 0.00076413 0.01057278 8.11983004
14.940307 -12.029609 4 1.54857379 0.00076414 0.00027378 -3.1363339

4.15607963 7.31661219 4 13.2069649 0.00076461 0.00185641 1.73529964
1.03619277 -7.6993551 4 4.85279772 0.00076694 0.00153111 -2.1322571
3.12891032 -4.9035092 4 24.9361797 0.00076799 0.00802374 -7.2518902
3.11853636 -8.2883027 4 4.105344 0.00077114 0.00115685 -3.4854017
12.2586655 -11.598902 4 1.59418698 0.00077578 0.00031569 -2.776113
1.55807563 -7.7873927 4 5.46446657 0.00077681 0.00146652 -1.912373
151.724466 -17.364417 4 5.18448937 0.00077771 6.46E-05 -5.3327099
1.40323647 -8.3946069 4 3.29370959 0.00077957 0.0011019 -2.1306719
1.52364077 -7.0211592 4 7.11442389 0.00078102 0.00216747 -3.23222
12.4584932 -6.0445292 4 65.2842065 0.00078226 0.00377867 -2.1243259
102.639833 -13.766873 4 15.9236149 0.00078544 0.00016132 -2.4851728
2.4110311 9.54651992 4 1.4521753 0.00078679 0.00067244 1.86487007

2.97259673 5.07323809 4 51.3398808 0.0007894 0.00711428 4.45475798
6.97959471 -8.1915859 4 12.4408247 0.00079043 0.00120981 -1.3629098
1.66149698 -9.1933446 4 1.67159961 0.00079057 0.0007776 -1.6709609
2.86464572 7.54471622 4 9.33477315 0.0007919 0.00165331 1.89724714
5.98422453 6.30496652 4 33.7199221 0.00080042 0.00323507 2.49246323
2.38378433 -9.2312262 4 1.60075473 0.00080052 0.00076538 -1.943389
3.08162619 9.82898167 4 1.25331569 0.00080207 0.0006008 1.57679619
28.937355 9.86784751 4 20.3358565 0.0008032 0.00059169 1.19251833

5.88931639 -10.341927 4 1.82364079 0.00080425 0.00049334 -1.8575401
1.73057126 -8.5267201 4 3.11910631 0.00080484 0.00103804 -1.3292244
322.344076 -18.983503 4 1.09282807 0.00080532 4.54E-05 -18.000254
1.12767162 -7.6399783 4 4.6321288 0.00080593 0.00157666 -1.9712289
5.82372469 -10.267228 4 1.15517418 0.00080714 0.00050741 -2.2841811
3.35318486 -7.6533883 4 9.89174759 0.00080825 0.00156623 -1.7511748
85.6017618 -10.164868 4 10.2548652 0.00081045 0.00052751 -29.811427
2.72380951 -4.4055031 4 36.7600363 0.00081355 0.01164124 -7.6260328
2.70160775 -7.5654509 4 7.88227272 0.00081437 0.00163624 -1.6425444
2.6795506 -8.55372 4 3.64761526 0.00081563 0.00102556 -3.2486605

1.12018082 8.55938119 4 2.71289912 0.00081856 0.00102297 1.58999099



2884.39209 -26.160644 4 1.02151366 0.00082102 1.27E-05 -54.382609
4.45200484 4.22474048 4 95.9594785 0.00082165 0.01342648 3.75788242
34.7319648 -13.617251 4 1.42891372 0.00082309 0.0001684 -5.077802
1.96265022 9.23392306 4 1.18406751 0.00082477 0.00076452 1.54167181
4.2426311 8.24965014 4 7.2064849 0.00082838 0.00117766 1.31819556

474.006835 -12.092549 4 7.88713128 0.00083215 0.00026825 -58.92859
1.5454223 8.35322388 4 2.99375229 0.00084076 0.0011229 2.28797868

1.51462703 -8.8353884 4 2.10541666 0.00084148 0.00090582 -1.7825991
5.88267148 -10.030614 4 2.59081765 0.00084359 0.00055539 -1.5194177
217.124637 -7.2083903 4 25.741211 0.00084665 0.00196352 -53.763466
2.12044546 -8.2493012 4 4.29907759 0.00084768 0.00117785 -1.4673112
1.01592453 -8.1867114 4 3.03162372 0.00084861 0.00121256 -1.6947948
5.41127193 -9.9522749 4 1.07239947 0.00085218 0.00057251 -2.3756414
1.32857395 8.54080128 4 2.37749242 0.00085524 0.00103151 1.79622021
3.90749525 6.19737529 4 26.4068721 0.00085857 0.00344715 2.78461346
7.85264326 6.80931328 4 28.2379833 0.000865 0.00243074 1.93092184
6.47789985 -7.7242615 4 13.7651812 0.00086704 0.00151248 -1.4967662
4.19564693 8.52655277 4 5.51166089 0.00086709 0.00103812 1.14157055
1.03451733 8.42145445 4 2.57894525 0.00086765 0.00108854 1.701632
67.8593614 -15.304942 4 1.3770292 0.00086981 0.00010631 -7.1695325
2.67424307 -5.2867934 4 28.8251762 0.00087558 0.00614181 -2.8842335
4.03918811 -9.165563 4 2.27243537 0.00087703 0.00078671 -3.2492862
1.21594216 8.80404614 4 1.67444679 0.00087725 0.00091825 1.41524619
1724.26367 -15.713222 4 6.97506472 0.00087756 9.58E-05 -117.19835
57.9006479 -6.2772556 4 28.9107517 0.00087835 0.00328812 -33.873344
1.40726978 7.67674156 4 4.62735309 0.00088033 0.00154826 1.76035654
2.69879762 -5.8890838 4 21.9963343 0.00088106 0.00415691 -2.782756
329.069446 -18.507751 4 7.04165749 0.00088108 5.02E-05 -6.831923
1.35510765 -8.0482512 4 3.44503846 0.00088344 0.00129395 -2.290998
160.950772 -18.543542 4 1.83143626 0.00088431 4.98E-05 -9.3520839
5.57622797 9.98496105 4 1.906564 0.00088467 0.00056529 1.75365797
30.3105443 -10.181291 4 5.26268265 0.00089132 0.00052422 -11.912722
1.74033193 -6.1227367 4 13.9304339 0.00089196 0.00360437 -2.7770007
13.5154867 -4.8178399 4 36.1249371 0.00089398 0.00853643 -17.518422
94608.2199 -26.255394 4 3.90100642 0.00089526 1.25E-05 -511.36539
91.3139353 -14.704821 4 1.36190321 0.00089536 0.00012446 -11.010021
6.44247766 -10.32819 4 1.80137176 0.00089675 0.00049589 -1.8850821
3.17935784 -9.37368 4 1.62509311 0.00089722 0.00072154 -2.27716
3.45905115 9.26718538 4 2.39356886 0.00090179 0.00075401 1.20230697
1.96319622 8.7656129 4 1.76442601 0.0009042 0.00093379 1.95225163
105.739798 -15.202995 4 1.26541608 0.00090841 0.00010915 -12.34125
2.17154659 -5.7515874 4 19.1627992 0.00090875 0.00453086 -2.8249709
1.25501089 -8.4017545 4 2.36446753 0.00091008 0.00109832 -1.8016698
56.4369887 -6.7674973 4 155.081754 0.00091111 0.00248728 -1.6033318
6.2175895 7.52541279 4 14.6669832 0.00091365 0.0016694 1.56268028

1.70686014 -8.2564856 4 3.21095627 0.00091681 0.00117395 -1.3538049
1.8457427 8.38265823 4 2.64646147 0.00092237 0.00110791 2.13502562

173012.072 -42.695213 4 2.48709708 0.00092363 1.80E-06 -260.64556



173012.072 -42.695213 4 2.48709708 0.00092363 1.80E-06 -260.64556
2.02845451 5.3989194 4 23.8091772 0.00092593 0.0056963 3.07894736
1109.62399 -11.532592 4 12.8226365 0.00092594 0.00032284 -89.721069
2.02317742 8.95310529 4 1.35506882 0.00092688 0.00086094 1.63795001
186945.187 -42.911496 4 2.44614922 0.00092715 1.76E-06 -273.41074
186945.187 -42.911496 4 2.44614922 0.00092715 1.76E-06 -273.41074
2.90602469 -6.4015274 4 9.04190591 0.00092866 0.00305825 -4.8415507
2.90602469 -6.4015274 4 9.04190591 0.00092866 0.00305825 -4.8415507
1.17005572 -8.4164964 4 2.12631962 0.00092978 0.00109099 -1.3381121
207504.866 -43.621104 4 2.93493567 0.00093052 1.65E-06 -262.4662
217906.356 -43.798187 4 2.92607548 0.00093164 1.62E-06 -269.42976
1.78595239 6.89752526 4 8.9383343 0.00093684 0.00231658 4.16624411
2.45040018 -7.1958064 4 5.24655961 0.00093892 0.00197646 -3.5277533
11.3807788 8.01391491 4 16.934983 0.00094251 0.00131517 1.21203763
4.16062942 7.38189308 4 10.9496915 0.00094476 0.00179528 1.63972354
4.93100582 8.02596104 4 7.86897607 0.00094888 0.00130768 1.25414833
4.26459376 -9.34568 4 1.19685446 0.00094901 0.0007299 -2.247998
1.45961975 -5.2550925 4 26.8557164 0.00095394 0.00627541 -6.73277
3.44349979 -6.1043336 4 21.7265853 0.00095643 0.00364448 -2.6201394
6.18505486 -9.793925 4 2.46973278 0.00095962 0.00060915 -1.5652487
1.40461175 -8.5309736 4 1.7289839 0.00096255 0.00103606 -1.5097221
3.70688322 -9.3586579 4 1.15704002 0.00096357 0.00072601 -2.1747301
4.16726469 -8.551977 4 3.03489723 0.0009661 0.00102636 -3.9345541
45.3083044 7.0899746 4 106.653188 0.00096944 0.0020896 1.55500288
126.475988 -10.274046 4 61.5073351 0.00097011 0.00050611 -1.4362284
2.08649397 8.7995875 4 1.5443106 0.00098846 0.00092004 1.1691037
2486.3219 -4.1429123 4 200.856061 0.00099672 0.01434255 -213.51737

439.391238 -19.98534 4 1.64140132 0.00100205 3.70E-05 -17.184595
6.82629924 10.0676297 4 1.09134892 0.00100241 0.00054752 2.62483678
13.7942347 -11.192114 4 2.66290207 0.00100282 0.00036286 -2.2696008
7.41200057 9.30329706 4 4.58187749 0.00100809 0.0007428 1.28567939
2.67554084 -8.1106663 4 2.81220794 0.00100975 0.00125645 -2.6360583
7.84484894 10.2264579 4 1.10578365 0.00101676 0.0005153 2.79692632
2.57832794 -8.7577524 4 1.66303636 0.00101896 0.00093701 -2.1033865
1.34239195 7.40177998 4 5.41620051 0.00102224 0.00177715 2.77455806
2534.09089 -3.9349314 4 228.221652 0.00102313 0.0170322 -215.28027
3.67533295 5.0657654 4 40.4483452 0.0010242 0.00715159 3.10039604
3.4313318 8.80725992 4 1.40562013 0.00102769 0.00091697 2.19364147

18.8701157 9.21529359 4 13.1885379 0.00103289 0.00077049 1.19004442
1.94646678 -8.6608481 4 1.17877657 0.00103309 0.00097783 -1.5048865
6.44933266 7.33754975 4 12.8478839 0.00103369 0.00183653 1.38826654
44.8262402 -12.686997 4 6.62064309 0.00103417 0.0002223 -2.5502941
1.71329358 8.6760055 4 1.21018521 0.00103467 0.0009713 1.46659392
1.76025067 -7.5162448 4 4.45526382 0.00103573 0.0016771 -1.5574406
1.11692478 -7.7536447 4 2.92474612 0.00103882 0.00149087 -1.8117494
1.30619983 8.03681556 4 2.12104663 0.00103957 0.00130097 1.64453141
1.1616778 -7.8109331 4 2.62108302 0.00103966 0.00144982 -1.7211661

12.0268753 -10.941378 4 1.15890379 0.00104536 0.00039633 -3.5414673



3.3690507 6.70712727 4 8.32464259 0.00104682 0.0025718 5.86453326
64.239696 -12.845082 4 2.4274698 0.00105391 0.00021177 -12.556813

14.6406955 -8.5073973 4 4.74084343 0.00105955 0.00104709 -8.3900109
6.05128949 9.01468559 4 4.19428655 0.00106365 0.00083856 1.20295095
5.14593628 9.03517421 4 3.13610754 0.00106401 0.00083128 1.29481727
20.4046981 -10.766007 4 5.50809644 0.00106435 0.00042204 -1.9057808
316.452962 -18.35239 4 1.86242338 0.00106463 5.19E-05 -14.226586
4.31254457 9.03209524 4 2.54785253 0.00106571 0.00083237 1.28685611
2.40378874 5.16805723 4 22.4350284 0.00106899 0.00666089 8.15622319
4.73392068 6.26604902 4 18.4144932 0.0010693 0.00330988 1.89748481
1.35816657 -7.5892429 4 3.87548127 0.00106955 0.00161692 -1.6399809
68.2584844 -13.423522 4 5.24270789 0.00106962 0.00017815 -3.7615224
16.071561 -10.704006 4 4.60290369 0.00107386 0.00043163 -1.8228943

2.07271418 5.32202744 4 21.4994521 0.00107641 0.00599737 6.86189925
9.87904779 9.63379172 4 4.84292374 0.0010775 0.00064922 1.42936759
57.7798833 -14.065981 4 1.91610771 0.00107862 0.00014824 -5.6224415
44.2834061 -3.8331373 4 76.7684897 0.00108041 0.01856818 -27.670832
2.90021711 8.95628219 4 1.01454932 0.00108222 0.00085977 1.73154238
5.62037905 9.18251701 4 3.06560853 0.00108584 0.00078113 1.37759673
6.26822471 -9.5759478 4 2.75921255 0.00108783 0.0006645 -1.4962429
59.2671915 -3.3217951 4 229.663262 0.00108801 0.02932933 -58.830123
1.75769026 7.12531814 4 6.08155527 0.00108973 0.00205095 3.44030488
4.93609585 5.59938503 4 38.5385708 0.0010899 0.00499413 2.94184653
1.69320275 -8.3829706 4 1.58348462 0.00109005 0.00110775 -1.5998594
1.69320275 -8.3829706 4 1.58348462 0.00109005 0.00110775 -1.5998594
6267.4509 -12.417585 4 13.2891838 0.00109142 0.0002418 -248.00837

5.36029861 5.54707462 4 36.9917579 0.00109413 0.00516662 2.70248011
3.27983733 -9.0341029 4 1.10872289 0.00109642 0.00083166 -1.8834662
2.63425408 -7.9134312 4 3.98610093 0.00109816 0.0013798 -1.2264911
5.2388253 -5.503765 4 41.568111 0.00109877 0.00531499 -2.9040133
1.0288858 -8.0980124 4 2.16212739 0.00109889 0.00126394 -1.4727815

4.78783374 4.47215939 4 85.1561307 0.00110001 0.01105629 4.37849969
2.5660106 5.85157632 4 15.8295335 0.00110027 0.00425504 2.26246857

136.874651 -15.696237 4 1.00470028 0.00110378 9.62E-05 -11.665876
2.33915615 -8.6881576 4 1.55077679 0.00110748 0.00096611 -1.2269131
1.4791488 -6.9586229 4 5.61776006 0.00110792 0.00224136 -1.8671795

51.3795724 -12.051422 4 7.58864005 0.00111243 0.00027185 -2.7436619
1.72321276 8.54417429 4 1.07132434 0.00111519 0.00102995 1.36019116
3.58675866 9.00239333 4 1.57235532 0.00111535 0.00084297 1.5563541

2.915439 -6.8870715 4 9.67985442 0.00111563 0.00232975 -1.894319
1.3871695 7.18457307 4 4.79772844 0.00112073 0.00198811 2.80465705

15.0889361 -10.90969 4 1.35343319 0.00113133 0.00040083 -4.3509079
1.58566571 7.89469079 4 2.98678909 0.0011321 0.00139228 1.39919403
1.06803303 7.66719903 4 3.27753149 0.00113907 0.00155557 1.8207555
1.02184412 -6.9962311 4 5.47578885 0.00113964 0.00219656 -2.5236628
103.615271 -14.924416 4 1.06035953 0.00114465 0.0001174 -9.6356429
4.35693788 -9.0344386 4 1.78249084 0.00114584 0.00083154 -1.5945527
1.70282315 -8.2725739 4 1.56587763 0.00114856 0.00116526 -1.5973111



11.2687424 4.77528309 4 124.048149 0.00114867 0.00880591 3.3667349
64.0192657 -9.0623962 4 10.1292522 0.00114952 0.00082172 -24.789141
2.27302946 -7.8091299 4 3.06832071 0.00114996 0.00145109 -2.5040446
2.03840106 -6.9545955 4 6.48700808 0.00115349 0.00224623 -1.750784
1.9392207 -8.518367 4 1.15860409 0.00115866 0.00104194 -1.5113774

20.9990404 -11.49324 4 2.44121907 0.00116375 0.00032717 -2.8556978
3.14827511 -8.7840198 4 1.66825288 0.00116617 0.00092631 -1.3936982
1.03371513 6.03096553 4 11.62095 0.00116857 0.00380994 3.75031274
222.679237 -17.617693 4 1.05813531 0.00117028 6.10E-05 -14.378507
10625.5279 -20.686298 4 91.0650244 0.0011706 3.23E-05 -11.3762
148.023773 -14.90695 4 5.59480951 0.00117426 0.00011794 -5.2668111
148.023773 -14.90695 4 5.59480951 0.00117426 0.00011794 -5.2668111
2.39565205 7.21528288 4 3.80193163 0.00117445 0.00195647 2.98733248
1.62540354 -8.2563097 4 1.04307389 0.00117932 0.00117404 -1.2999776
3.93577805 7.50937587 4 3.62703238 0.00118041 0.00168291 3.69046687
3.93577805 7.50937587 4 3.62703238 0.00118041 0.00168291 3.69046687
1.04001488 -7.7712363 4 2.6088379 0.00118649 0.00147811 -1.706233
3.44806806 -5.7534898 4 18.8812541 0.00119488 0.00452541 -2.1461821
1.28388087 -4.8419587 4 17.3199959 0.00119535 0.00838816 -4.008406
102.66406 -4.3090161 4 1614.38249 0.00119558 0.0125558 -4.2473577

138.440746 -5.6342656 4 36.7288506 0.001202 0.00488302 -44.062025
130.095016 -15.405467 4 1.95739106 0.00120941 0.0001036 -8.9188753
1.23649407 6.7987404 4 4.99691504 0.00121257 0.00244489 1.9661385
4.01701571 -5.1892246 4 31.9791046 0.00121581 0.00656454 -2.6578755
2455.85338 -23.968456 4 1.03437561 0.00121812 1.80E-05 -47.237984
1.16318626 4.6627352 4 23.441845 0.00121867 0.00957001 3.86335904
1.30542789 6.43155775 4 8.98391206 0.00122323 0.00300569 2.7572753
1.26627629 -7.436447 4 3.31615775 0.00122569 0.00174609 -1.6273869
8.47384534 -7.6116079 4 5.47552087 0.00122741 0.00159902 -5.7309314
1.07766449 7.98333434 4 1.94890445 0.00122762 0.00133444 1.36231001
4.90630117 -6.377513 4 7.36996384 0.00123145 0.00310109 -5.6594129
1.35977217 -6.8602896 4 6.10291976 0.00123662 0.00236394 -2.1025293
1.47306873 7.64022584 4 2.79944077 0.0012377 0.00157647 2.0511697
3.56988666 -7.7425503 4 4.94884938 0.00123803 0.00149899 -1.1757756
3.00791895 -7.4162069 4 3.84430555 0.00123986 0.00176414 -3.1097764
4.69785038 -5.7114864 4 23.0015037 0.00124355 0.00464762 -2.11215
4.16281305 -8.6085317 4 1.58155801 0.00124566 0.00100079 -2.5795416
1.37086251 -7.4841027 4 2.81576362 0.00124797 0.00170448 -1.8946446
17.9448869 -11.089567 4 2.6677231 0.00124917 0.00037611 -2.4669884
28.3256133 -5.163055 4 207.54914 0.00125819 0.00668392 -2.9349936
1.71712289 7.71216015 4 2.30982179 0.00126847 0.0015215 2.06674608
3.80358125 -8.6986345 4 1.80612215 0.00126865 0.00096166 -1.4257216
1.26657538 -7.7726045 4 2.13645613 0.00126983 0.00147713 -1.3018215
3.03391573 -8.4665334 4 1.97584429 0.00127056 0.00106655 -1.235587
29607.6827 -26.184951 4 1.73023367 0.00127128 1.26E-05 -224.99524
553.450792 -14.661438 4 4.23124008 0.00127307 0.00012592 -46.237485
15.2802328 -9.7341917 4 1.84136555 0.00127865 0.00062373 -5.1677977
23.5525795 -10.897904 4 4.69337068 0.00128321 0.00040252 -2.2802698



1.33684203 -7.8447492 4 1.61194476 0.00128411 0.00142624 -1.4696601
15.6158984 6.55988718 4 41.1934434 0.00128947 0.00279325 1.66433992
113.735913 -11.589513 4 22.6519446 0.00129362 0.00031669 -2.1748123
5.46881795 -8.4684306 4 1.66176474 0.00129618 0.00106563 -2.9702168
2.31547845 -7.3383383 4 4.35672697 0.00129727 0.00183578 -1.3465399
1.24154715 7.87471083 4 1.57018141 0.00129729 0.00140575 1.41151832
3.84343453 -5.0661817 4 33.29113 0.0013001 0.00714951 -2.8883174
3.12740102 4.36677364 4 71.8079282 0.00130012 0.01199833 5.13633422
2.72043565 6.90928359 4 6.03763897 0.00130318 0.00230186 4.33749922
1.95377546 -7.6808983 4 3.07128008 0.00130602 0.00154509 -1.2668094
1.97565934 7.60742921 4 3.03583104 0.00130682 0.00160235 1.23534216
6.70523903 -6.1296346 4 13.197456 0.00131093 0.00358948 -9.891873
3.11068737 -8.5320413 4 1.15992684 0.00131377 0.00103557 -1.5867825
2.97273178 8.41455358 4 1.38212169 0.00131673 0.00109195 1.49826755
7312.80984 -26.40369 4 1.71787589 0.00131926 1.22E-05 -65.225026
1.61782934 5.52528992 4 12.6869299 0.0013211 0.00524061 2.53114588
1.03380892 -6.6868981 4 5.61667453 0.00132208 0.00260091 -2.4976052
21.6483738 -11.521351 4 1.37722177 0.0013237 0.00032407 -3.808529
1.53850395 7.75271682 4 2.32065965 0.00132674 0.00149155 1.2414083
1.40709565 7.48252191 4 3.24140648 0.00132695 0.00170584 2.17562048
11.6289246 -5.5387298 4 52.8851009 0.00132968 0.00519481 -2.0654289
13.8006865 9.1908224 4 6.95945536 0.00132999 0.00077842 1.40140356
1.65559073 -8.0047383 4 1.18399118 0.00133233 0.00132092 -1.4236069
1.2984161 -7.506048 4 2.68574602 0.00133489 0.00168573 -1.80547

1.10161753 7.9557666 4 1.26494467 0.00134007 0.0013521 1.19281515
718.344786 19.5144692 4 4.4252807 0.00134263 4.07E-05 13.5195311
1.5865045 4.39113043 4 48.1372439 0.00135029 0.01177224 5.87441603

10.3513301 -9.3209887 4 4.18890251 0.00135093 0.00073738 -1.5776618
3.19458276 6.38082494 4 10.005668 0.00135134 0.00309513 1.69942682
1.53067232 7.28393846 4 3.35495466 0.00136009 0.00188797 1.45139682
18.8003814 -9.9995038 4 4.72032516 0.00136338 0.00056211 -2.0447207
15.5395023 6.16011044 4 46.8215106 0.00136489 0.00352457 1.71798715
1.08294685 7.67302461 4 2.05538168 0.00136655 0.00155111 1.54792355
1.58319688 7.72489082 4 1.68790589 0.00136761 0.00151202 1.61283166
1997.46385 -20.793649 4 1.02003378 0.00137172 3.16E-05 -44.414805
237.261204 -14.880332 4 1.51686555 0.00137336 0.00011878 -17.898924
182.80829 -13.569162 4 3.12288713 0.00137642 0.00017076 -23.831049

6.48170123 6.04816055 4 24.5755704 0.0013768 0.00377035 2.02259193
4.09135723 -8.4492271 4 2.18391344 0.00137914 0.00107492 -1.3742383
7.26488617 -9.184615 4 2.28900263 0.00138468 0.00078044 -1.7513713
1.41005807 7.77919971 4 2.01328081 0.00138503 0.00147238 1.19881204
1.60599998 7.28193936 4 3.38514551 0.00138606 0.00188992 1.45566681
1.75178571 -6.9107738 4 4.20704786 0.00139087 0.0023 -2.5210684
2.24651962 -5.495668 4 9.37744546 0.00139341 0.0053433 -4.0345659
14.7971613 -4.2416585 4 167.483164 0.00140116 0.01324599 -2.9699374
2.09082429 -7.1713289 4 4.52308931 0.00140148 0.00200194 -1.501675
1.58816111 -6.5649064 4 6.12745186 0.00140235 0.00278532 -3.1261048

1164.087 -17.601046 4 1.85964156 0.00141018 6.12E-05 -53.719536



1.50038888 -6.4988846 4 6.6738174 0.00141266 0.00289185 -2.0553944
3.68787093 8.28899409 4 2.50527141 0.00141298 0.00115648 1.21066391
2.54809034 7.92831281 4 2.27934883 0.00142622 0.00136999 1.05558511
5.03185661 6.60220385 4 11.8196176 0.00142755 0.00272728 1.49935023
4.49759342 -8.5234569 4 1.38316512 0.0014293 0.00103956 -2.6993997
1.16277011 -3.4699844 4 46.9150548 0.00143538 0.02558398 -5.1823285
2.47608125 -7.4457619 4 3.7270091 0.00144462 0.00173786 -1.2289036
41.7992929 -10.088118 4 3.04372109 0.00144659 0.00054323 -12.071087
54.515787 -10.674301 4 3.830359 0.00145301 0.00043632 -13.598843

17.0045918 -10.428012 4 1.4501419 0.00145692 0.00047773 -5.3015759
3.86838171 7.9911519 4 3.14408129 0.00145727 0.00132948 1.11023821
734.339035 -17.524612 4 1.24019231 0.00145865 6.23E-05 -32.671978
11429.8023 -16.604657 4 248.639549 0.00146102 7.71E-05 -7.2309244
4.35805501 -5.3787282 4 26.0999974 0.00146213 0.00577354 -2.4134907
3.1361929 6.19655558 4 10.230799 0.0014625 0.00344883 1.76442301

4.29416751 -8.5088794 4 1.92396085 0.0014643 0.00104639 -1.5165721
2.18819248 5.64412312 4 11.562625 0.00146954 0.00485217 5.75795653
1346.4557 -19.187103 4 1.50541897 0.00147174 4.35E-05 -42.980979

4.66643843 -8.5576619 4 1.6459576 0.00147704 0.00102375 -1.7364999
865.979663 -19.116603 4 1.23045126 0.00147786 4.41E-05 -33.998952
1.41738811 -7.41345 4 2.92103445 0.00147802 0.00176662 -1.4474563
1.15330598 6.84111105 4 3.66926501 0.00148365 0.00238881 1.99063051
1.16455534 -6.2046616 4 7.18415816 0.00148395 0.00343226 -2.627488
4.20859913 -8.4372082 4 1.43282578 0.00149635 0.00108079 -2.3499222
2.04632829 6.59540919 4 5.35450006 0.00149648 0.00273774 3.65054911
1.08724966 7.72847624 4 1.27364541 0.00150137 0.00150936 1.18815816
4.38644486 8.14817719 4 3.05282187 0.00150214 0.00123456 1.20310173
18.4151505 -9.2586721 4 7.76122395 0.00150497 0.00075668 -1.5191377
5.35803336 8.48527325 4 2.38262651 0.00150551 0.00105757 1.51034342
4.27832629 -8.407857 4 1.81870946 0.00150625 0.00109528 -1.5898424
3.46259321 8.29459272 4 1.63130855 0.00150633 0.0011535 1.43105009
1.40390907 -7.8175161 4 1.26664579 0.00150711 0.00144519 -1.3387846
15.9819127 -8.1206501 4 4.4750088 0.00150764 0.00125058 -7.2561395
6.9606633 -6.1211768 4 22.4163207 0.00151056 0.00360775 -1.8147694

11.7721518 -6.1743035 4 34.8280487 0.00151111 0.00349483 -1.7684793
2.42024557 -5.8925959 4 12.903434 0.0015229 0.00414786 -2.3935842
4.78331849 -7.1822913 4 7.2383184 0.00152344 0.00199048 -1.2392636
6.59498697 5.94560835 4 20.1780229 0.00152908 0.00401421 1.68156944
1.49787003 7.25829906 4 2.42495441 0.00152909 0.0019132 1.83420743
2.14775841 -7.2476555 4 2.37359242 0.00152925 0.0019238 -2.1973377
6.6535572 -6.108832 4 21.4610585 0.0015324 0.00363463 -1.8156126

1.64108044 4.8005526 4 18.9827938 0.00153961 0.00864467 5.33163007
6.78369307 -6.1338929 4 19.6001448 0.00154639 0.00358032 -1.7177223
2.3492762 -7.7267494 4 1.30309452 0.00154652 0.00151064 -1.729946

1.47087883 -7.3129858 4 2.10332384 0.00154751 0.00185988 -1.7139221
3.54194283 -8.1265315 4 1.17756537 0.00154837 0.00124713 -1.751825
1.22824373 6.80985486 4 3.80554135 0.00154896 0.00243002 1.76500425
3.65510095 4.59830961 4 46.8128691 0.00155302 0.01004368 3.89658714



33.0916859 8.24223837 4 23.9192579 0.00155436 0.00118171 1.1796552
1.04145816 -7.4274773 4 2.15192141 0.0015561 0.00175406 -1.5179027
1.61729823 -7.3011721 4 2.75036764 0.00155766 0.00187124 -2.2026803
183.882889 -15.291801 4 1.41334981 0.00155793 0.00010667 -12.617235
131.873849 -11.825977 4 3.40063768 0.00156032 0.00029267 -18.683985
31.6155532 -11.562915 4 3.03763789 0.0015616 0.00031954 -3.2652284
1.66525424 -7.6782531 4 1.0403248 0.00156216 0.00154711 -1.2655473
5.57635977 3.05286259 4 248.603987 0.001572 0.03792196 5.0594589
3.50938186 -7.76386 4 1.98294217 0.001575 0.00148345 -2.6128684
3.98283819 -8.2519525 4 1.77618378 0.0015821 0.00117641 -1.5420466
3.30039575 6.09114319 4 12.1871289 0.0015953 0.00367357 1.93685337
122.922984 -10.793448 4 5.92242133 0.00159843 0.00041789 -27.974504
60.9075032 -13.219891 4 1.01045686 0.00159936 0.00018917 -7.5316402
2.63471832 -7.836319 4 1.11692727 0.00160005 0.00143208 -1.7269772
11.4564363 -4.9608695 4 63.1641072 0.00160127 0.00770134 -2.16243
6.09217671 8.56045271 4 1.45878675 0.00160235 0.00102248 3.23054468
2.98522889 6.80376618 4 6.47921524 0.00160407 0.00243815 1.49997641
7.61849541 -8.4557141 4 4.08180974 0.00160427 0.00107177 -1.3388239
1.65268613 -7.5986534 4 1.41122036 0.001606 0.00160936 -1.4852314
29.3659726 -11.147082 4 1.49582711 0.00160676 0.0003686 -4.4073799
28.6690519 -10.942071 4 1.51547432 0.00161153 0.00039623 -6.7476086
1.58866332 -7.1694608 4 2.15968551 0.00161864 0.0020039 -1.8031289
1.3211508 6.54219964 4 4.50174591 0.00162026 0.00282141 1.86368742

12.5453193 6.37809617 4 27.841182 0.00162082 0.00310004 1.51655751
220.583494 -10.025773 4 68.0825774 0.0016218 0.00055643 -1.7740285
5.89689756 8.58778598 4 2.50535339 0.00162426 0.00101008 1.53857953
268.23965 -7.6530152 4 18.1369424 0.0016327 0.00156652 -66.835667

1.45304128 -5.6427626 4 12.201734 0.0016368 0.00485641 -2.9500994
2.10184788 6.51921072 4 6.86495439 0.00163691 0.00285853 1.85880537
10.9068422 -8.7041798 4 2.25045845 0.00164252 0.00095931 -4.8550152
21.4703104 -10.541437 4 1.18044715 0.00164313 0.00045807 -4.4641546
2.87717283 7.94336356 4 1.60145113 0.00164402 0.00136015 2.21321818
56.3624749 -8.2623689 4 9.92753467 0.00164464 0.00117076 -24.984843
1.86830292 -7.7055287 4 1.4409507 0.00165075 0.00152646 -1.6515082
1.5892167 -4.8833925 4 21.5464724 0.00165323 0.00814068 -3.6235958

6.27121546 -6.642488 4 12.2508267 0.00165565 0.00266625 -1.4284982
15.8999482 -9.669142 4 1.48102591 0.00165577 0.0006401 -5.2715147
13.7572832 -8.3856528 4 8.16002119 0.00165639 0.0011064 -1.2882626
1.53914899 -7.5228427 4 1.04220015 0.00165905 0.00167155 -1.2657701
1.53914899 -7.5228427 4 1.04220015 0.00165905 0.00167155 -1.2657701
2.94850037 -6.7864963 4 5.56566458 0.00165984 0.00246139 -1.3459403
1.75067877 6.79195998 4 4.12963857 0.00166388 0.00245401 1.48331471
4.95260829 8.26838446 4 1.11584441 0.00166643 0.00116752 2.11936694
3.92285667 5.90900677 4 12.5218193 0.00166812 0.00410591 1.72976012
1642.38319 -16.193143 4 2.76325684 0.001679 8.51E-05 -77.318873
1.16125781 6.00312455 4 6.61564685 0.00168132 0.00387514 2.42823565
98.8829603 -11.607823 4 2.46358466 0.00168283 0.00031475 -18.041761
3.04974986 6.30894081 4 9.58065251 0.00168417 0.00322755 1.80112419



7.65001435 8.07594754 4 4.89401363 0.0016885 0.00127714 1.26975514
3.23602474 5.73319337 4 14.2643405 0.001689 0.00458397 2.15160314
1.96735279 -6.7661616 4 4.17924103 0.00168929 0.00248911 -3.0453639
1.46848081 -6.9895965 4 3.19103462 0.00169435 0.00220438 -2.1333291
11.1277985 -8.2079728 4 3.29746237 0.00169532 0.00120063 -5.3898185
1.54160948 -6.8692132 4 3.56551125 0.00169553 0.00235248 -2.4444572
5.23999017 -8.3753903 4 2.18223047 0.00169859 0.00111159 -1.5433328
212.983633 -9.2734646 4 6.96068462 0.00170661 0.00075205 -33.89762
6.44343051 -6.8712677 4 10.1766095 0.0017075 0.00234985 -1.2621408
2.45324678 -6.5731193 4 5.58085679 0.00171608 0.00277241 -1.4605329
8.46770594 -8.6483168 4 3.64803195 0.00171884 0.00098327 -1.5095175
2.59479138 -5.8337166 4 9.52775638 0.00172575 0.00430276 -1.8449354
6.33274229 8.53682546 4 2.27934042 0.00172583 0.00103335 1.64326732
7.44817021 -9.1132806 4 1.38127705 0.00172966 0.00080421 -2.3039308
2.30355498 7.17218795 4 2.37319567 0.00173111 0.00200104 2.34753173
5.20793225 3.58071877 4 170.130229 0.00173236 0.02315281 5.87229889
1.89898103 -7.497275 4 1.6018 0.00173237 0.00169319 -1.8207675
1.24018436 -5.8382831 4 8.05295436 0.00173894 0.0042905 -3.4509024
2.11882217 -7.2991746 4 2.02581602 0.00174294 0.00187317 -2.2010227
5.24559382 5.08892455 4 27.4515642 0.00174308 0.00703674 2.08920248
14.266841 6.12768362 4 32.9535971 0.00174345 0.00359368 1.48842459

5.06476915 -5.9154494 4 18.2178075 0.00174601 0.00408959 -1.9627253
874.779406 -17.792038 4 1.03242719 0.00174887 5.86E-05 -32.828117
10.1502608 -8.2737313 4 2.70600464 0.00174942 0.00116464 -5.9734263
10.9755747 -8.9466418 4 3.11569204 0.00175647 0.00086333 -1.8628455
8.92106444 -8.4594703 4 1.58032203 0.00175699 0.00106996 -3.598424
3.11437077 7.18626145 4 3.9725828 0.00175891 0.00198635 1.13070833
16091.5483 -4.5451623 4 129.194968 0.00176937 0.01045598 -550.11885
2.39704679 -7.6310564 4 1.13023973 0.00177087 0.00158365 -1.4370785
5.93428366 5.53019473 4 27.3201668 0.00177891 0.00522384 2.22405826
5.93428366 5.53019473 4 27.3201668 0.00177891 0.00522384 2.22405826
42.7995166 -10.650997 4 1.53009333 0.00177996 0.00044004 -8.4739832
2.30831186 7.67137735 4 1.38582425 0.00178152 0.00155237 1.79277643
1.9226073 5.37107966 4 9.24388526 0.00178605 0.00580313 3.69515689

1.68852076 -7.3444144 4 1.88189987 0.00178856 0.00183006 -1.8038704
2.1877442 -7.401558 4 1.87984852 0.00178935 0.00177735 -2.0113

9.89556137 4.94829286 4 53.0306608 0.00179901 0.00777066 2.26027218
5.9906647 6.36640547 4 12.292038 0.00180674 0.00312115 1.39872768

10.9285923 6.94633226 4 14.7637107 0.0018102 0.00225625 1.16716063
3.32472345 7.94134072 4 1.10116524 0.00181142 0.00136146 1.79831722
1.77050503 -7.3909014 4 1.47813598 0.00181452 0.00178704 -1.5963556
1.99905941 7.49659135 4 1.22676203 0.00181869 0.00169378 1.27178332
7.38631566 -7.9341391 4 2.27327602 0.00181966 0.00136617 -4.4366961
11208.357 -21.689538 4 49.2706715 0.00182094 2.67E-05 -14.355458

11668.3211 -22.27033 4 1.1579167 0.00182407 2.41E-05 -121.49388
32.7621934 -11.071998 4 1.25256976 0.00182548 0.00037843 -5.2253298
3752.35825 -15.756974 4 3.94768597 0.00182704 9.48E-05 -133.2523
4.45515569 -5.2564879 4 23.6156237 0.00182882 0.00626945 -2.2409654



24.5011529 -9.5026998 4 3.11751628 0.00182983 0.00068448 -8.6948464
95.872042 -9.7108034 4 27.6104442 0.00183413 0.00062956 -1.8711266

1.00631394 3.96060306 4 46.4319842 0.00183489 0.01666923 6.74867581
1.28917643 -7.0120788 4 2.52854201 0.00183519 0.00217801 -1.8794193
60.8553159 5.88423632 4 162.212341 0.00183582 0.00416943 1.6858549
2.53827515 4.31668483 4 48.3310397 0.00183745 0.01248 4.64853377
2.37407507 -7.4160943 4 1.76333843 0.00183792 0.00176424 -1.9879479
13.159122 -9.6730267 4 2.42268534 0.00183987 0.00063911 -2.3126866

1.22249012 -7.2632239 4 1.76767953 0.00184419 0.00190832 -1.4927676
514.679087 -16.660122 4 1.45204974 0.00184536 7.60E-05 -27.814654
3.61830359 -6.6818657 4 4.35639161 0.0018467 0.00260821 -4.201964
3.40535194 6.11813635 4 10.2039673 0.00184892 0.00361435 1.78592738
7.35425518 8.32528163 4 2.83174792 0.00186382 0.00113735 1.59320839
996.370075 -19.614046 4 5.1555841 0.00186702 3.98E-05 -13.611671
1.36874004 -6.3161403 4 5.82029746 0.00186971 0.00321398 -2.1008184
2042.77811 -20.049334 4 1.44765676 0.00187084 3.65E-05 -42.351575
4.61287186 7.96170932 4 2.44897996 0.00187345 0.00134827 1.36147077
1.91549143 7.22100865 4 1.78250965 0.00187406 0.00195064 1.77339524
5.49917221 -8.1384764 4 1.28311186 0.00187505 0.00124018 -2.0633589
3.14413662 -7.6652788 4 1.94222613 0.00187513 0.00155705 -1.2483423
4.11998691 -6.2604814 4 8.89367849 0.00187528 0.00332076 -1.4385582
16.4664716 4.75951951 4 116.895319 0.00187579 0.00890834 2.87443651
595.641493 -15.754388 4 1.41339197 0.00187604 9.48E-05 -29.246162
1.11124512 -5.3011081 4 8.63266048 0.00187621 0.00608262 -2.571662
2.03097969 -4.3659141 4 21.4691896 0.0018825 0.0120064 -6.2077852
2.1628597 -5.4988441 4 11.9169497 0.001883 0.00533217 -2.2832848

4.23416562 -5.2162104 4 22.6722774 0.00188454 0.00644416 -2.2588468
2553.69647 -21.27154 4 1.52129877 0.00188539 2.89E-05 -41.155322
1.87281815 -6.7266451 4 3.47466431 0.00188915 0.00254409 -1.3429189
3.24181132 6.66397216 4 5.41796403 0.00189059 0.00263439 1.27678689
1.72887824 6.57067398 4 4.67217283 0.0018909 0.00277625 1.69290982
1.10854583 -5.7140599 4 9.47711909 0.00189138 0.00464002 -3.084632
1.65896329 -5.1520233 4 11.0656534 0.00189311 0.00673503 -2.4128069
12.8098158 8.5124524 4 5.67927006 0.00189409 0.00104471 1.47484153
107.109012 -12.547035 4 1.13468993 0.00189449 0.00023218 -11.601578
57.1157056 -8.7834685 4 22.6489364 0.00189616 0.00092653 -1.6358597
10.9034792 6.41555024 4 19.972655 0.00189648 0.00303357 1.37043162
1.50590796 -7.0205162 4 2.20109414 0.00189664 0.00216821 -1.9276752
2.96718119 -5.8468721 4 11.4646685 0.00190053 0.00426754 -2.0918607
1.29101299 -5.9007154 4 7.65329287 0.0019037 0.00412704 -2.4593283
1.75891958 -7.3087734 4 1.01947309 0.00190714 0.00186392 -1.348258
12.6538428 -9.26013 4 1.34371794 0.00191621 0.00075622 -3.7519633
48.4044832 -9.8162629 4 2.73453376 0.00191852 0.00060381 -12.759626
2.20817732 5.93381123 4 7.58513102 0.00192798 0.00404349 1.8371928
22836.6496 -23.652604 4 1.35921029 0.00192882 1.89E-05 -164.21133
1.04562748 -6.3108631 4 4.68097813 0.00193117 0.00322392 -2.2768786
3.37939324 6.05782435 4 10.8091742 0.00193132 0.00374832 1.84165572
6.19995554 -8.129571 4 2.96112001 0.00193619 0.00124536 -1.4455215



12.1166346 -8.5513051 4 4.86221374 0.00193666 0.00102667 -1.5552582
2.04629637 -7.4400693 4 1.07053974 0.00194121 0.00174288 -1.5242321
29.6524741 -4.7407003 4 148.351443 0.0019432 0.00903254 -2.0555202
2.50002158 -7.4271467 4 1.32636965 0.00194368 0.00175436 -1.374524
20.1514582 -9.5525749 4 3.54937378 0.00194903 0.00067079 -2.4275967
24.9552443 -7.5616542 4 5.43097105 0.00195437 0.00163935 -11.890079
12.723299 8.17707509 4 5.90099694 0.00195515 0.00121802 1.49107087
987.79813 -18.351059 4 5.95674802 0.00195556 5.19E-05 -12.477408

10.4748204 -8.8749309 4 1.70831766 0.00195817 0.00089043 -2.4723842
118.648796 -10.331214 4 24.4890662 0.00195858 0.00049533 -2.1247152
1.37976376 -6.3716164 4 4.57876425 0.0019613 0.00311172 -1.9204983
21.3837966 9.41631539 4 5.22683782 0.00196608 0.00070902 2.0407545
79.9450825 -11.330095 4 2.99246342 0.00196788 0.00034593 -15.83016
2.58709963 -6.9375065 4 3.58512456 0.00196801 0.00226701 -3.144471
11.1080326 -9.2038127 4 1.96953375 0.00197203 0.0007742 -2.2521818
6.4970921 -8.2755882 4 1.89642735 0.00197367 0.00116364 -1.9553785
2.0727343 3.58421306 4 84.2693666 0.00197379 0.02308068 6.57520553

6.91302944 -8.4630528 4 2.17924201 0.00197401 0.00106823 -1.7679108
2.14507078 6.68276988 4 3.99269422 0.00197801 0.0026069 1.3529579
3.97272966 6.49922231 4 7.89025747 0.00197874 0.00289129 1.43118645
8.44096228 -7.7637275 4 3.78090274 0.00198315 0.00148354 -5.8032223

979.6748 -13.085414 4 4.72962799 0.00199009 0.00019692 -68.700593
9.04408603 8.43204801 4 2.73971386 0.00199299 0.00108332 1.88855069
1.01586731 -6.9345726 4 1.7897342 0.00199326 0.0022706 -1.318738
87.8771661 -13.460736 4 1.83825027 0.00199535 0.00017622 -7.0176295
11.2971585 -8.7855368 4 2.00329649 0.0019965 0.0009257 -2.4095604
3.04382758 4.44421908 4 24.0163603 0.00199741 0.01129705 8.57148364
9.58724893 5.52208887 4 16.0193354 0.00199838 0.00525159 12.8201533
1.20176285 -6.3621999 4 3.64471831 0.002 0.00312879 -1.7214273
3.88637379 -7.5269049 4 1.99873843 0.00200069 0.00166815 -2.6624543
233.12306 -14.280377 4 1.2306914 0.00200277 0.00013968 -13.591816

6.41313203 -7.9081038 4 1.87286567 0.00200862 0.00138334 -3.8311541
192.240644 -4.6806456 4 1076.79441 0.00200921 0.00944318 -2.3248974
1.54750791 5.79668163 4 8.10336359 0.0020109 0.00440383 2.44574806
5.01578138 7.6930048 4 2.93103038 0.00201172 0.0015359 1.30856544
1.01593558 -6.7073394 4 2.31007687 0.00201292 0.0025715 -1.5255029
8.44680938 8.52235901 4 1.03683491 0.00201499 0.00104007 3.19144469
7.71544289 -8.8513859 4 1.02514045 0.002025 0.00089955 -2.7306113
917.050031 6.02662114 4 1969.30775 0.00202671 0.00382002 1.51309393
8.0641485 6.09295424 4 16.587167 0.00203083 0.00366956 1.38747036

18.1736827 -9.3221756 4 3.317082 0.00203186 0.00073702 -2.358499
8.60769128 -8.4502313 4 1.01930219 0.0020452 0.00107444 -3.1144616
3.24103842 7.29384116 4 1.90896512 0.00205125 0.00187833 2.71603207
4.00397985 -7.6729074 4 1.76370626 0.00205957 0.0015512 -2.6685419
4.48303078 5.69839166 4 9.69521427 0.00206435 0.00468654 7.46247257
3.22647665 7.15865462 4 1.82598147 0.00206741 0.0020153 2.32740995
163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726
163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726



163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726
163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726
163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726
10.3385155 -8.6713108 4 1.02594465 0.00207485 0.00097332 -3.5057345
3.3512789 -7.6902151 4 1.31639275 0.00208252 0.00153801 -1.5878501

2.31598703 -6.8765614 4 2.06925431 0.00208277 0.0023431 -2.1152641
4.96355788 3.89462805 4 34.9336973 0.00208342 0.0176214 11.7884167
3.55155687 -6.5682787 4 5.9334092 0.00208737 0.00278001 -1.2914259
1.98837267 7.1422992 4 1.24104809 0.00209376 0.00203269 1.55930103
4.15651416 6.31023968 4 8.73874507 0.00209527 0.00322509 1.47236498
3.72430733 7.59271934 4 1.59435481 0.00210273 0.00161412 1.58499337
2.73761268 -6.4376507 4 5.66208824 0.0021041 0.00299516 -1.4434455
727.595982 -17.830734 4 1.33825672 0.00210748 5.81E-05 -24.370953
7.50768473 5.83383987 4 21.0094545 0.00210763 0.00430243 1.73115476
284964.14 -32.519971 4 12.010855 0.00211085 5.33E-06 -161.93474

2.29191861 -6.5774415 4 2.85018278 0.00211691 0.00276565 -2.6707938
11.0952418 -8.862828 4 1.51881705 0.00212367 0.0008951 -2.9435221
2.73288621 6.88960762 4 2.07248018 0.00212522 0.00232655 2.28610758
2.79632248 3.46872435 4 125.651741 0.00214049 0.02561335 6.53605567
3.3421931 -7.533811 4 1.50089708 0.00214149 0.00166237 -1.4488943
2.3183344 -7.2702349 4 1.09592404 0.0021421 0.0019014 -1.5581828

1.93457063 7.03451467 4 1.56999436 0.00214397 0.00215208 1.71981062
30.1673207 -10.532188 4 1.82236367 0.00214763 0.00045964 -4.323283
1.31000514 6.75664001 4 2.48630403 0.0021484 0.00250223 1.41220132
1.18574767 -6.7215367 4 1.93728767 0.00215147 0.00255131 -1.4900382
1.89206211 -6.3585856 4 4.44856605 0.00215162 0.00313537 -1.567284
1.2100574 6.81784289 4 1.95666834 0.0021517 0.0024194 1.55236744
25.69392 7.88501661 4 15.269591 0.0021518 0.00139878 1.28100565
2.324294 5.75577745 4 9.6951549 0.00215353 0.00451887 2.13005761

1.64059249 6.25678027 4 4.85787409 0.00215378 0.00332801 1.79937636
1.15440068 -6.467183 4 2.92360981 0.00215901 0.00294478 -1.7355829
2.60070431 -7.226687 4 2.10920526 0.00216196 0.00194488 -2.3526611
2.99217388 5.25725332 4 16.7701254 0.00216698 0.00626619 2.53110822
10.0044538 -8.4187161 4 3.57201158 0.002172 0.00108989 -1.6591525
1053244.1 -39.245914 4 3.12578265 0.0021728 2.52E-06 -598.0823

1.10351827 6.6065616 4 2.68417257 0.00217343 0.00272059 1.73275903
78.657557 10.1304789 4 12.4183421 0.00217688 0.00053448 2.61092958

1.09675613 -6.7555332 4 1.87728813 0.00218028 0.00250376 -1.3009687
132209.992 -30.386943 4 5.36543458 0.00218202 6.99E-06 -167.46785
1.07032004 6.37832158 4 3.58890493 0.00218226 0.00309963 1.91477089
1.10698908 6.87985328 4 1.81620085 0.00218515 0.00233891 1.28523027
13.5455455 -8.2839154 4 5.50752701 0.00219427 0.00115919 -1.5307595
4.09102777 7.24468463 4 3.17216365 0.00219541 0.00192677 1.1395642
1.32069107 5.5226144 4 9.41696841 0.00219831 0.00524978 2.79251382
1.24654518 -6.1883289 4 3.74888246 0.00219845 0.00346575 -1.739141
1.98140046 5.6544403 4 8.83898663 0.00219921 0.00482014 2.14937455
215.705126 -5.3435724 4 595.780255 0.00220021 0.00591109 -1.5825971
162.578138 -13.821664 4 1.26235945 0.0022165 0.00015882 -11.012875



1.49776133 7.05166915 4 1.17528029 0.00221842 0.00213251 1.33042108
5.80484784 -7.6840159 4 2.3705414 0.00222007 0.00154272 -1.573294
20.7104062 -9.5215466 4 3.32938415 0.00222265 0.00067927 -2.5830391
96.316459 -12.596965 4 2.48396756 0.00222354 0.00022859 -6.7713397

133.611201 -10.740598 4 3.47272715 0.00222762 0.00042594 -19.188135
3.56319716 7.05862121 4 3.22207401 0.00223081 0.00212464 3.46934987
17.8266512 3.48682432 4 432.251029 0.00223144 0.02519535 4.93404224
4.21070211 3.66480035 4 118.630505 0.00223357 0.02148926 5.56371771
6.15093367 -7.6467702 4 1.82984724 0.00224241 0.00157137 -3.3623379
2.02316362 -7.1570361 4 1.04768983 0.00224256 0.00201701 -1.3778682
2.02316362 -7.1570361 4 1.04768983 0.00224256 0.00201701 -1.3778682
1.09866291 6.57637741 4 2.67090463 0.00224427 0.00276731 1.69272303
1.28291721 6.19644369 4 3.43014703 0.00224518 0.00344906 1.60525416
26.1187601 5.36924635 4 74.383261 0.00224529 0.00581025 1.63092422
9.15809767 8.52497143 4 1.0944803 0.00224982 0.00103886 2.92994894
2.05742717 -6.4556575 4 4.14963311 0.002255 0.00296432 -1.4327783
1.22703242 -4.7266837 4 14.1704897 0.0022646 0.00912641 -3.7740636
1.96481948 -5.6431269 4 7.52855531 0.00227186 0.00485528 -1.8532739
1.87140566 -6.8785992 4 1.74526385 0.00227308 0.0023405 -1.7197206
26.8798821 -8.9860392 4 6.88348944 0.00227604 0.00084888 -2.0445285
28.774157 -9.0347098 4 8.0307636 0.00227719 0.00083144 -1.8494951

35.6544373 -9.6258466 4 2.1082506 0.00227806 0.00065129 -9.9269069
15.3747238 5.15323071 4 53.5085938 0.00227896 0.00672941 1.8422279
34.9106608 9.3384478 4 3.61851821 0.00228258 0.00073208 11.5824268
2.36511706 -7.226065 4 1.0550994 0.00229418 0.00194551 -1.4605904
20.6765353 -7.64266 4 4.0049293 0.00229463 0.00157457 -7.7685473
3.04212833 7.09707626 4 1.62499669 0.00230115 0.00208176 2.10248884
17.7654854 5.47062861 4 53.6564069 0.00230394 0.00543203 1.83204904
2.21870396 5.86300645 4 6.25140113 0.00230553 0.00422483 1.61094023
10.9079962 -8.5239696 4 2.07060459 0.00230803 0.00103932 -2.4514153
6.61090602 7.82781636 4 2.05560061 0.00231742 0.00143799 1.82847562
140.899986 -10.814255 4 3.18156697 0.00232154 0.00041477 -17.69897
24.4526321 7.64098819 4 14.8237838 0.00232879 0.00157587 1.28121465
1.25596225 -5.129148 4 11.0824459 0.00233068 0.00684255 -3.1842875
2.25237493 5.6756022 4 7.2478006 0.00233709 0.00475524 1.7851719
4.97486247 -7.3767832 4 2.95397506 0.00233806 0.00179997 -1.323836
1.01074343 6.11708276 4 3.76904733 0.0023399 0.00361663 1.9082009
17.2134074 6.18456023 4 27.870222 0.00234001 0.00347354 1.28164438
2.08587504 -6.436758 4 4.06821393 0.00234164 0.0029967 -1.4086457
19.0807554 -9.3019845 4 1.33452839 0.00234182 0.0007432 -5.5246122
29.0706097 5.50510637 4 71.1151634 0.00234222 0.00531031 1.52045822
3.5998526 -5.710651 4 10.1226366 0.00234353 0.00465009 -1.6298837

8.21590807 7.6860342 4 4.22868185 0.00234422 0.00154118 1.39260455
197.534197 -13.974629 4 1.73255163 0.00234868 0.00015209 -10.165217
8.60314153 -8.4790148 4 2.17121197 0.00235316 0.00106056 -1.9717855
31.5735437 -9.064029 4 7.12838162 0.00235368 0.00082115 -2.2033884
1.17958987 3.40058066 4 40.9446627 0.00235523 0.02726274 5.12618604
16.6334301 -8.2048923 4 7.15913109 0.0023564 0.00120235 -1.5039837



3.10221591 -5.6279485 4 11.0222124 0.00235665 0.00490292 -1.9112197
50.4341033 5.52449305 4 121.316705 0.00236025 0.00524334 1.53161183
1.05202057 4.3616642 4 20.5226074 0.00236642 0.01204642 4.67847573
27.871884 -10.31431 4 1.92299035 0.0023719 0.00049849 -3.9584119

3.61014885 4.06976703 4 26.8358943 0.0023771 0.01522586 8.06410093
1.08417555 -6.7065596 4 1.69349397 0.00237884 0.00257261 -1.2694418
11.6146038 -8.6960218 4 1.1130598 0.00238017 0.00096276 -3.5378573
58.7878701 -7.5483078 4 36.9704649 0.00238182 0.00165034 -1.2739213
2.00335517 7.08207945 4 1.18288562 0.00238378 0.00209836 1.30605524
2.86428576 -4.6119827 4 18.9207768 0.00238958 0.00994082 -7.2149014
1.10423078 -6.3583251 4 3.08925532 0.00238988 0.00313585 -1.7653483
1.98686785 -6.4992944 4 2.26338354 0.00239112 0.00289117 -2.094938
86.2801737 -9.321188 4 21.330358 0.0023948 0.00073732 -1.9691379
5.3669698 7.3186825 4 3.46978458 0.00239616 0.00185443 1.23349879

2.02730735 3.23757039 4 73.2003024 0.00240106 0.03174692 4.72682319
4.00776863 5.98758741 4 3.85014104 0.00240298 0.00391211 3.68750103
4.25969276 4.03762253 4 38.471308 0.0024051 0.01563469 12.7527254
7.9888483 -7.9555747 4 2.51268179 0.00240531 0.00135223 -1.8711427

2.09586814 3.71379574 4 66.9081107 0.00240841 0.02058568 6.00274535
1.21422415 -5.6993937 4 5.85352427 0.00241079 0.00468355 -2.9561468
1.67525333 6.24705232 4 3.80468743 0.00241789 0.00334717 1.53666229
1.05233419 6.54225117 4 2.48328815 0.00242387 0.00282132 1.60407802
1.65977476 -6.5280448 4 2.13216019 0.00243341 0.00284419 -1.7856174
3.48305826 -6.5817807 4 4.54329078 0.00243452 0.00275888 -1.1480842
10.6663526 -8.2049686 4 1.8405147 0.00243492 0.00120231 -4.0429533
6.73576969 -6.4453039 4 9.21507642 0.00243593 0.00298201 -1.1862945
5.32144782 7.36139232 4 1.76009024 0.00244357 0.0018142 2.80253179
1.43083312 5.11734969 4 9.55922084 0.00244452 0.00689882 2.57145814
3.63320937 -7.426678 4 1.0552061 0.00244539 0.00175478 -1.9043066
2.71900363 -5.5922813 4 8.89696254 0.00244757 0.00501714 -1.8207059
8.61205229 4.17735462 4 18.757191 0.00244814 0.01394806 9.04254878
1.25868177 -5.0655121 4 11.913892 0.00244983 0.00715286 -4.2018701
5.64719806 -7.7405884 4 1.99301167 0.00245627 0.00150043 -1.6210103
57.3302787 -8.2400575 4 23.0157188 0.00246141 0.0011829 -1.6040743
43.7655109 -10.06221 4 5.33033368 0.00246209 0.00054867 -2.911722
1.09798304 5.8396502 4 4.08240807 0.00247033 0.00428683 1.84343825
15.8048238 3.61692573 4 312.503682 0.00247053 0.02241828 4.81508637
41.226459 -7.5364039 4 6.14275168 0.00247545 0.00166021 -12.562074

8450.96718 -5.7788291 4 47.7699231 0.00247673 0.0044536 -308.3216
40993.3847 -26.997417 4 5.77845237 0.00247734 1.12E-05 -89.105827
7347.80674 -18.093951 4 40.0198084 0.00248019 5.49E-05 -14.382555
30.9285579 3.47533141 4 457.151123 0.00248069 0.02545981 3.48597247
1.59528212 4.73573299 4 15.1796008 0.00248095 0.00906567 5.46998401
1.39384448 4.49652688 4 17.4491983 0.00248637 0.01085138 5.19467141
30.2152753 -9.446148 4 5.39784975 0.00249595 0.00070043 -2.255378
2.48295475 7.01384796 4 1.57950328 0.00249728 0.00217595 1.24811502
1.35479221 6.8007122 4 1.10757647 0.00249852 0.00244224 1.23555172
2.84236512 6.99081202 4 1.84256474 0.00249922 0.00220295 1.23349773



3.80956663 6.28118678 4 6.11676437 0.00250326 0.00328053 1.27991981
3.39388644 -7.3176143 4 1.05813364 0.00250365 0.00185545 -1.927524
1.00009328 -5.5481386 4 5.34118616 0.00250774 0.00516304 -2.1841451
12.7709944 -2.854208 4 159.564021 0.00251371 0.04619891 -24.420686
4.0212983 -7.4987357 4 1.3593329 0.00251515 0.00169195 -1.7083958

2.76960259 -6.1977006 4 4.64524465 0.00251637 0.00344648 -3.622228
954.137045 -18.290134 4 1.41258259 0.00252487 5.26E-05 -25.807511
140251.324 -21.251593 4 3.16760442 0.00253068 2.90E-05 -570.22877
5.61584104 -6.3424008 4 3.14358885 0.00253094 0.00316506 -3.9661711
1.02413973 -5.6246466 4 5.60470235 0.00253494 0.00491335 -2.4782215
27.3797537 3.63468619 4 335.310951 0.00253495 0.02206814 3.22207849
1.13251542 6.68370078 4 1.52177558 0.00253946 0.00260555 1.172355
1.32700722 -6.2381695 4 2.69520853 0.00254353 0.00336478 -1.9673513
1.08285175 6.08561147 4 3.54046341 0.00254489 0.00368585 1.87208549
4.5463035 -7.343199 4 1.03940811 0.00254709 0.00183121 -2.2321146
1.0353428 4.1875341 4 24.0843264 0.00255875 0.01383398 5.49659627

47.1053769 7.28181471 4 31.4725096 0.00256445 0.00189004 1.23884698
17.4540187 -8.0788097 4 6.76799308 0.00256903 0.00127542 -1.5655153
3.9362478 -7.289176 4 1.75623823 0.002573 0.00188286 -1.446902

21.5391986 -9.2427825 4 1.1074911 0.00258083 0.00076171 -4.2778186
4.2387002 5.49200747 4 13.3043955 0.00258152 0.00535616 1.83069477

1.16503523 -6.7224956 4 1.47789782 0.00258273 0.00254995 -1.3168744
947.705802 -16.34344 4 3.97395224 0.00258336 8.20E-05 -16.504316
1.49208468 5.93986819 4 3.95636625 0.00258369 0.00402843 1.61165803
5.29801075 -7.8011577 4 1.11173727 0.00258784 0.00145672 -2.3972235
3456.39672 -20.902341 4 3.10090766 0.00259109 3.10E-05 -32.410003
4477.4009 -18.313473 4 13.66128 0.00259739 5.23E-05 -19.430249

201.097645 -13.25548 4 4.16487387 0.00259849 0.00018718 -6.8309026
1.61266481 6.22664099 4 2.99900838 0.00260017 0.00338781 1.34496381
26.6532282 -9.0550307 4 3.99344958 0.00260384 0.00082429 -2.6941552
2.14660414 5.82136381 4 5.47198201 0.00260411 0.00433615 1.52331327
1.44204268 -6.421778 4 2.24503616 0.00260453 0.00302268 -1.2490543
3.78737476 -5.4652496 4 12.4776166 0.00260713 0.00545133 -1.8999209

3.245641 -6.7787351 4 1.92782276 0.00261208 0.00247193 -2.3173979
1.64460247 6.18920956 4 3.65445241 0.00261252 0.00346393 1.55358293
3.31701414 -7.0904025 4 1.32342819 0.0026165 0.00208913 -1.6036829
39.1347416 -4.4837463 4 189.586197 0.00261681 0.01095828 -2.0570209
1.02385091 6.11517313 4 3.09272856 0.00261705 0.00362079 1.64514142
8.86655538 5.85120442 4 16.4819494 0.00261851 0.00425602 1.33951211
54.0366882 5.50707123 4 130.786589 0.0026199 0.00530348 1.61679947
2.00107311 -6.8526885 4 1.02548538 0.00262073 0.00237376 -1.4132343
1.3342816 -6.5961587 4 1.7058966 0.00262314 0.00273658 -1.538496
9.3658437 -5.9203144 4 15.9388977 0.0026267 0.00407731 -1.277337

3.50350832 5.19157879 4 7.75496698 0.00262905 0.00655393 5.2789946
3.72055598 -5.1016057 4 17.7077607 0.00263645 0.0069748 -2.302709
4.40667828 4.24245737 4 47.8114894 0.0026371 0.01323754 3.51686536
2.35207196 6.11599101 4 4.7183787 0.00263911 0.00361901 3.38585481
169.266331 7.06893385 4 128.26846 0.00263956 0.00211304 1.15982416



55.6689297 7.80252696 4 28.4817963 0.00264078 0.00145575 1.37336208
1.72438432 6.70308036 4 1.28434502 0.00265306 0.00257759 1.55868837
99.1474102 -10.260512 4 12.6816156 0.00266553 0.0005087 -2.7549687
1.51029476 6.6414032 4 1.59530431 0.00266558 0.00266787 1.51993584
7.02895478 5.9155707 4 13.6676503 0.00266895 0.00408928 1.41852012
1.55088057 -6.7154151 4 1.15480444 0.0026699 0.00255999 -1.3184822
35.0176727 -10.03453 4 1.65175522 0.00267071 0.00055455 -4.7586479
2.43209284 -6.9199808 4 1.27859923 0.00267473 0.00228857 -1.3443012
1.65917229 5.88208404 4 4.34118689 0.00267907 0.00417501 1.55189475
1.54232444 6.38370754 4 1.68542758 0.00267978 0.00308997 1.59985763
1.75887064 5.90055762 4 4.18900751 0.00268168 0.00412744 1.50793398
3303.03236 -20.151761 4 1.21274745 0.00268944 3.58E-05 -48.633782
3.87628712 7.01084588 4 1.96403091 0.00269117 0.00217945 1.42222804
1.76325237 -6.4071664 4 2.36700228 0.00269232 0.00304829 -2.0512133
1.40478012 -6.2051209 4 2.63453493 0.00269593 0.00343132 -1.3585252
3.20282176 3.96983664 4 43.9347007 0.00270511 0.01654095 3.86613493
2.32012694 -6.8464904 4 1.16648706 0.00270781 0.0023818 -1.6657801
4.6056909 -7.147334 4 2.3250872 0.00271205 0.00202732 -1.4276738

1.07625416 5.36287194 4 6.23380797 0.0027169 0.00583509 2.51342473
2.70216521 6.87109454 4 1.42350036 0.00271742 0.00235008 1.37918174
1.25226124 6.24491451 4 2.66800365 0.00271761 0.0033514 1.41697366
2.18480242 3.87788517 4 48.7925284 0.00272027 0.01787334 4.87330872
2.89412777 -7.0712567 4 1.56413144 0.00272269 0.00211043 -2.1439028
18.3548138 -7.6031444 4 8.26259606 0.00272327 0.00160577 -1.5290678
1.06388512 6.23985539 4 2.41557498 0.00273119 0.00336143 1.53239948
2.0488317 -6.839683 4 1.28274675 0.0027323 0.00239067 -1.6352289

94.5240236 -12.485049 4 1.2706606 0.00273318 0.00023672 -8.6673277
1.62733563 6.13080436 4 3.09061518 0.00274218 0.00358696 1.37423749
1.13102789 -6.3202629 4 2.09073141 0.00274806 0.00320624 -1.3710482
1.25543982 -6.0140857 4 3.36663831 0.00274829 0.00384931 -2.2213963
2.49636402 -6.2049238 4 3.86983114 0.00274885 0.00343172 -1.2226469
148.669589 -10.815219 4 11.7916964 0.00275042 0.00041462 -3.6253699
1.67523696 6.63869345 4 1.2510522 0.00275279 0.00267193 1.40926018
7.70478652 -7.1989714 4 4.43189942 0.00275835 0.0019732 -1.3166376
27.5226752 -8.8138946 4 1.36405123 0.00276038 0.00091432 -6.1956602
7.26871162 -6.0991823 4 4.50013028 0.00276728 0.00365581 -4.9540694
24.9346607 4.88333555 4 80.5213321 0.00277645 0.00814102 1.68990962
1.31037264 6.48522392 4 1.78008804 0.0027806 0.00291451 1.17258424
2312.80638 -19.147621 4 1.12366802 0.00278244 4.38E-05 -40.424635
13.4633428 -7.2570882 4 7.63207046 0.00278262 0.0019144 -1.3595089
14.4165189 -5.5092746 4 9.76455099 0.00278281 0.00529583 -8.8307878
4.31868938 -5.7899794 4 9.63308761 0.00278792 0.00442244 -1.5142041
1.01560825 -5.4300914 4 4.59035272 0.00278988 0.00557953 -2.0747135
16.2882237 7.95681433 4 6.4091621 0.0027933 0.00135143 1.57075439
1.31204604 6.62272922 4 1.21626618 0.00279408 0.00269597 1.26273777
1.90389148 -6.409717 4 2.59895968 0.00279503 0.0030438 -2.2933382
7.23000479 4.29217959 4 56.824706 0.002801 0.01272416 2.97023694
4.45542815 -7.0898704 4 1.40248474 0.00280109 0.00208972 -2.4148055



1.26082926 5.9501422 4 3.61778224 0.00280114 0.00400303 1.72403468
2.0527561 6.71891164 4 1.08403226 0.00280376 0.00255503 1.42659323

11.0431458 -7.1393847 4 6.65528563 0.00281051 0.00203581 -1.3194081
1.09662039 5.51150887 4 4.93570896 0.00281118 0.00528808 2.12796478
21823.5495 -4.0087684 4 128.385736 0.00281141 0.01601296 -482.66406
2.01587784 -6.544944 4 1.75973698 0.00281469 0.00281701 -2.0091141
17.0706356 -4.1116379 4 102.064579 0.0028152 0.01471246 -2.1755847
4296.7945 -20.179827 4 1.42107207 0.00281875 3.56E-05 -52.740306

1.93057271 6.25063164 4 2.42897842 0.00282278 0.0033401 2.27206518
1.25365485 6.22824694 4 2.58220443 0.00282377 0.00338459 1.49854419
1.63155028 6.43855695 4 1.97924696 0.00282795 0.0029936 1.73849958
169.787647 4.58252277 4 860.520259 0.00283251 0.01016406 2.40487508
1.38389876 -5.8452108 4 4.01516274 0.00283846 0.00427197 -1.6965457
35.4937275 6.10524507 4 47.9976819 0.0028475 0.00364248 1.17223043
11.539225 -5.7088845 4 20.499981 0.00284797 0.00465532 -1.302485

13.3776919 -8.3728336 4 2.88350164 0.00285047 0.00111289 -2.0849722
3.76065168 6.85664287 4 2.47801222 0.002855 0.00236865 1.23475234
57.5683486 5.29924557 4 129.109344 0.00285682 0.00609028 1.44371235
1.82882271 6.46711548 4 2.01178594 0.00286458 0.00294489 1.95991642
3.48299719 6.87198235 4 1.44020041 0.00286916 0.00234894 2.08670191
1.54452956 -3.6908621 4 31.6836814 0.00286955 0.02100285 -4.2429082
22.7488314 -9.1003949 4 3.52334478 0.00287255 0.0008086 -2.5611635
1.80336877 6.53069724 4 1.15011284 0.00287811 0.0028399 1.43585199
107.986635 -10.117152 4 11.6039445 0.00287954 0.00053722 -3.2149686
2.65552921 4.80684583 4 17.1524772 0.00288462 0.00860507 2.76687777
24.4235419 -8.2895439 4 5.82855077 0.00288858 0.00115618 -2.1026325
123.309975 -11.931022 4 4.12050639 0.00289086 0.00028273 -5.5230203
1.30890283 6.4570373 4 1.73331272 0.00289776 0.00296197 1.53076241
667.367478 -9.1118344 4 7.35906777 0.00289953 0.0008047 -54.988529
1.26410234 6.17406209 4 2.74102549 0.00290256 0.00349534 1.52285704
3.26445229 4.81126183 4 8.00058402 0.00290385 0.00857742 4.33599771
2.4584025 6.45268904 4 1.71774678 0.00290425 0.00296938 1.97585642

39.0832553 -10.093114 4 3.04794764 0.00291037 0.00054219 -3.3923105
6.44078831 -5.3706174 4 17.7968897 0.00291416 0.00580492 -1.6761584
2.04869962 5.47800705 4 6.55881706 0.00291706 0.0054057 1.77495915
2.44275064 -5.3233824 4 8.00823947 0.00292506 0.0059919 -1.7022794
2.13896008 6.61944218 4 1.43240952 0.00292627 0.00270096 1.70753479
1.01480168 -6.0359986 4 3.02662284 0.0029291 0.0037983 -1.6907016
6.39864348 -6.1443991 4 8.78452786 0.00293141 0.00355785 -1.1809344
14.8028576 -7.5204209 4 2.35050726 0.00293159 0.00167359 -6.0027328
9.42483683 -7.9464794 4 1.76088415 0.00293303 0.00135812 -2.267919
16.6464938 -8.3579454 4 3.86135947 0.00293486 0.00112048 -2.0841632
253.800125 -12.098215 4 8.75483459 0.00293945 0.00026776 -5.6362096
11.901908 -7.5028727 4 2.27275511 0.00294031 0.00168843 -5.9617237

1.2516 6.27673976 4 2.37777836 0.00295328 0.00328912 1.7709058
1.56044615 4.09121565 4 22.2924846 0.00297202 0.01496022 5.647735
1.86513723 5.88319494 4 3.7513342 0.00297286 0.00417213 1.38873453
2.63128907 5.21698563 4 7.04935893 0.00297636 0.00644074 4.41206622



2.53847785 6.18899736 4 3.56917825 0.00297765 0.00346437 1.19894463
3199.22951 -13.262211 4 4.83987591 0.00297872 0.00018681 -125.81833
9.48021003 5.21040007 4 24.4108171 0.00297922 0.00646985 1.54544511
3.70891814 -4.30233 4 24.1171637 0.0029809 0.01262233 -2.2344209
1.07360408 5.71926251 4 4.16216413 0.00298157 0.00462469 2.29377204
6.86206235 -7.3221327 4 1.21197189 0.00298896 0.00185114 -2.3762887
1.50658484 -4.0465314 4 30.7661104 0.00299006 0.01552007 -4.6167043
1.56683294 -6.5163351 4 1.61553445 0.00299655 0.00286321 -1.60799
1.36550079 -6.0630759 4 2.6202706 0.00299771 0.00373641 -1.3877224
17.4463234 3.10074978 4 287.114064 0.00299933 0.03619479 3.2419487
1.96603986 -5.8126145 4 3.63730936 0.00302327 0.00436 -2.4627421
2.84685622 -6.7581145 4 1.2317211 0.00303458 0.00250019 -1.4876071
1.01542173 5.82569289 4 3.50413894 0.0030427 0.00432442 1.86729331
1.40662922 5.92550887 4 2.7007877 0.00304333 0.00406425 1.96970886
292.069236 9.96118227 4 42.9768445 0.0030438 0.00057053 2.55416831
25.5106973 -9.5083492 4 1.85811798 0.00304487 0.00068291 -3.4045712
49.5375736 -10.192737 4 1.100469 0.00304743 0.00052194 -8.0280436
1.93979117 6.25395222 4 2.71269858 0.00304884 0.00333357 1.1851403
2.18853168 -6.5634495 4 1.24589027 0.0030525 0.00278762 -1.6666418
1.45271153 -5.3681358 4 4.56122937 0.00305819 0.00581456 -2.3755912
1.01643406 6.13583342 4 2.69162243 0.00305962 0.00357616 1.6610244
1.7949744 6.49582469 4 1.09901887 0.00306193 0.00289691 1.28848257

5.89972627 6.96264864 4 3.42249051 0.00306635 0.00223651 1.31966459
3.19815759 3.5814326 4 40.867731 0.00306913 0.02313806 2.89432313
2.03892137 6.54906875 4 1.40868581 0.00307675 0.00281043 1.69995561
1.89890723 -5.9013633 4 2.42567511 0.00307753 0.00412539 -2.1098365
3.31180531 -6.805984 4 1.39443915 0.00307809 0.00243519 -1.6206283
2.35789401 6.15122186 4 3.13871635 0.00308088 0.00354335 1.1509596
7.11872387 4.55712172 4 38.6405304 0.00308577 0.01036144 2.43362903
1.97085216 5.32780414 4 6.34001384 0.00308904 0.00597408 1.76078251
5.14824489 -5.4025447 4 12.3134552 0.00309003 0.00568257 -1.5358757
4.00781436 -6.4632735 4 1.9095727 0.00309071 0.00295139 -2.6227749
110.314558 -10.692854 4 2.05478917 0.0030919 0.00043338 -13.883645
1.53758163 6.17451387 4 2.29603434 0.00309217 0.00349439 1.86981677
1289.61919 -17.864809 4 3.26368154 0.00309574 5.77E-05 -20.065078
119554.401 -26.781079 4 2.50750238 0.00309692 1.16E-05 -224.60546
6.78319898 -7.5965584 4 1.70924403 0.00310089 0.00161104 -2.0267593
7.27265069 7.61289333 4 1.62644412 0.00310215 0.001598 1.99248085
7.74704062 -7.2792229 4 3.24350728 0.00310968 0.00189258 -1.5050257
2.29323239 6.49653866 4 1.45619708 0.00311231 0.00289572 1.74287244
4.60638329 -7.2023294 4 1.51627845 0.003115 0.00196974 -1.7489645
1.4760391 6.34515775 4 1.91306489 0.00311703 0.00315998 1.70683158

2.92041763 -4.7610753 4 13.8013821 0.00311768 0.00889817 -2.0284488
180.094376 -11.726068 4 6.35674631 0.00312102 0.00030253 -5.6940164
9.07451208 -7.2415285 4 4.24604758 0.0031231 0.00192993 -1.4597961
1.44793216 6.46295938 4 1.25664895 0.00312811 0.00295192 1.35094106
2.0196984 -5.8234595 4 3.81437412 0.00312882 0.00433047 -1.3553499

1.53044647 6.07331933 4 3.00133318 0.00312889 0.00371332 1.41697024



5.81672783 6.83836707 4 3.2726035 0.00312976 0.00239239 1.34375246
17.3545942 8.35411003 4 3.94207569 0.0031327 0.00112244 2.02127859
195.854696 8.39459849 4 58.7476755 0.00314943 0.0011019 1.81245515
1.2236946 6.13064299 4 2.61577344 0.0031502 0.0035873 1.4761424

4.88892939 -5.4685945 4 10.633651 0.00315171 0.00543932 -1.4560175
2.60677647 6.7857983 4 1.08387616 0.00315456 0.00246234 1.550825
1.18589383 -6.0625555 4 2.88317807 0.00315806 0.00373759 -1.8674584
2.52973981 6.53628361 4 1.24645369 0.0031587 0.0028309 1.42035278
299.553965 -10.234203 4 4.09362129 0.00317231 0.00051379 -28.32186
11.6110585 -7.5993566 4 3.34172179 0.00317993 0.0016088 -1.9521461
1.1097086 5.97019242 4 2.18623208 0.00318158 0.00395403 1.52112593

4.58606916 7.00033104 4 1.94335739 0.00318195 0.00219174 1.55699388
11.7306297 4.10550724 4 97.4126611 0.00318709 0.01478631 3.18628821
2.46749212 -6.4770532 4 2.33557892 0.00318837 0.00292817 -2.434177
820.722691 -16.68108 4 3.33456814 0.00319163 7.57E-05 -15.705875
11.5449535 -7.7701233 4 1.8983095 0.00319214 0.00147892 -2.4711835
1.1621993 -6.2886422 4 1.46289341 0.00319254 0.00326619 -1.3263794

2.69368844 -6.7148701 4 1.36566749 0.00319446 0.00256076 -1.9250398
223.756846 -2.9514781 4 152.349333 0.00319757 0.04190773 -62.138902
1.84323592 3.14421748 4 53.6717546 0.00319937 0.03470653 4.10910819
2.95758925 6.55625329 4 2.19947657 0.00320094 0.00279901 1.15323605
2.87295206 -6.5954965 4 1.37231567 0.0032062 0.00273761 -1.8760866
190.094102 -2.4785336 4 213.726389 0.00320947 0.06831844 -48.633082
2.51812554 6.58506052 4 1.11627904 0.00321417 0.00275377 1.52120022
770.541614 -15.189495 4 2.01378138 0.0032147 0.00010953 -20.029111
2.35789433 5.81730774 4 4.39641425 0.00321771 0.00434719 1.35131906
29.0245005 -4.5724373 4 111.405628 0.00322253 0.01024188 -1.9104297
3.43440185 -6.2975522 4 1.84810347 0.0032279 0.00324916 -2.5174929
1.32405573 -6.111646 4 2.13232092 0.00322905 0.00362848 -1.7118408
3.46711357 6.7182941 4 1.91639281 0.00323149 0.0025559 1.36854785
38.251112 -8.9636218 4 7.13297528 0.00323239 0.00085707 -2.2336363

1.09715125 5.58804592 4 5.1817577 0.00324311 0.00503091 2.45736553
2.99674393 6.49130176 4 1.08200548 0.00324425 0.0029044 1.78292248
5.53414466 -6.9869689 4 2.15531202 0.00324555 0.00220749 -1.5925816
3.10749713 -6.6940541 4 1.53878677 0.00325669 0.00259056 -1.3810186
20602.1935 -18.514472 4 43.8497924 0.0032582 5.01E-05 -23.57121
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
2.92062544 -6.632194 4 1.07607313 0.00326326 0.00268168 -1.5851689
1.2665071 -6.2550199 4 1.51547973 0.00326955 0.00333147 -1.4284517

1.77010318 -5.4285296 4 5.25225856 0.00328212 0.00558532 -1.6981011
98.8603494 -10.571701 4 1.16674878 0.00328677 0.000453 -11.765842



3.81641448 5.64270659 4 6.89134692 0.00329217 0.00485659 1.32837552
6.90410792 7.42032762 4 1.27679266 0.00329255 0.00176045 2.27134827
1.15154038 5.28497891 4 6.07426177 0.0032962 0.00614936 2.58422296
1.03865608 4.02972494 4 20.6698293 0.00329822 0.01573715 4.71972873
4.7776042 -6.6774003 4 2.91592858 0.00330444 0.00261472 -1.2797835
4.9411587 -6.8993243 4 2.13656881 0.00330864 0.00231432 -3.1927768

5.44294772 -6.7382288 4 1.22120096 0.0033101 0.00252782 -2.5509004
2.12417796 6.19814784 4 1.74653525 0.0033155 0.00344557 1.85939019
1.86338388 6.1778332 4 2.35789625 0.00331775 0.00348749 1.12795944

6.456777 7.29552443 4 1.43186635 0.00331916 0.0018767 2.17635421
1.18081405 -5.799363 4 2.91570185 0.00332191 0.00439642 -1.5172139
2.21344713 3.23278479 4 46.7255127 0.00332246 0.03189122 3.39311346
253.329701 3.2225882 4 4985.47501 0.00332366 0.03220125 4.3092012
22.4195078 -7.9540712 4 5.07609465 0.00332571 0.0013532 -2.1686276
1.08330609 -6.0501732 4 2.3226596 0.00332636 0.00376575 -1.5882212
1.70845864 6.1108606 4 2.12259599 0.00332901 0.00363019 1.82698955
3.3012949 -6.8252425 4 1.05086341 0.00333183 0.00240962 -1.7760632

33.2652869 -5.1602874 4 82.3832362 0.00333193 0.00669669 -1.6155497
1.706562 -4.5981471 4 13.77092 0.00333205 0.01004491 -5.1056348

1137.21871 -11.219163 4 69.7917182 0.00333511 0.00035946 -4.1873429
9.26729825 -5.8790652 4 12.7565845 0.00333829 0.00418284 -1.170093
8246.14225 -18.235028 4 2.10411615 0.00333989 5.32E-05 -138.25969
1.59253735 5.9501525 4 2.8492947 0.00334029 0.004003 1.31616468
1.21707972 -6.2362376 4 1.57902403 0.00334181 0.00336863 -1.373884
2.42298418 -5.4547884 4 7.0815311 0.00335149 0.00548909 -1.7577193
16.3284136 5.07031916 4 39.0491191 0.00336884 0.00712883 1.49059624
520.050765 -10.575379 4 36.0623212 0.00337276 0.00045239 -4.1347361
2.00920149 5.24297862 4 6.63279729 0.00337319 0.0063274 1.73401144

3.348776 3.99676687 4 21.0638832 0.0033766 0.01617354 8.14830979
1.14029382 5.78531635 4 3.48070376 0.00337791 0.00443543 1.80935839
3.29038909 -6.5774182 4 1.90583086 0.00338619 0.00276568 -2.528637
3.63146487 -5.898497 4 5.28642933 0.0033869 0.00413272 -1.2093674
1.25403721 -5.8790619 4 2.38738403 0.0033977 0.00418285 -1.3834979
2.13078544 -5.4524397 4 5.07182018 0.00340236 0.00549762 -1.5004095
4.22991186 -6.6230528 4 1.06450391 0.00340477 0.00269548 -2.0021123
2.61788819 4.85670508 4 12.5153895 0.00340799 0.00829905 2.35196404
3.53141944 5.69435824 4 6.33303603 0.00341116 0.00469861 1.32733051
14.3650874 5.04518395 4 40.9047581 0.00341561 0.00725559 1.77379602
9.15734856 6.8471356 4 4.64415039 0.00343391 0.00238096 1.42111339
6.12978327 6.5131176 4 4.19274015 0.00344154 0.00286847 1.21946575
2.07117004 -5.6281251 4 4.42609623 0.00344267 0.00490236 -1.4981696
3.0357222 6.4492054 4 1.24499472 0.0034441 0.00297533 1.86056307

3.98257832 4.81502295 4 16.5286505 0.00344423 0.00855395 2.05948183
26.5464775 4.5111194 4 115.974981 0.00345251 0.01073087 2.16394178
16.6294891 5.28222262 4 34.972478 0.00345317 0.00616085 1.45159065
3.66328839 -6.7980454 4 1.07507108 0.00345778 0.00244582 -1.8728566
1.35608436 -5.9085309 4 2.48348112 0.00345785 0.00410712 -1.3242403
1.00830796 -6.0884164 4 1.76525045 0.00345847 0.00367961 -1.3718521



1.2972329 5.46732684 4 3.60652009 0.00346135 0.00544386 1.63701292
12.1961972 -8.0948438 4 1.86731548 0.00346341 0.00126583 -2.5867571
5.32206577 -6.7292501 4 2.94530414 0.00346555 0.00254042 -1.3408324
1.11634449 -4.6668135 4 8.27980782 0.00346702 0.00954095 -2.4821942
3257.13776 -17.966559 4 1.23662741 0.00346822 5.64E-05 -55.354809
3.78635952 -6.4328522 4 2.31727025 0.00347409 0.00300345 -3.1842255
4.09132061 6.6867209 4 1.23641673 0.00347498 0.00260116 1.90236071
9.07494666 -7.0682781 4 1.89212694 0.00348036 0.00211377 -3.7193588
9.07494666 -7.0682781 4 1.89212694 0.00348036 0.00211377 -3.7193588
3.83737887 4.65068237 4 16.9892351 0.00349631 0.00965653 2.03428509
1.05564083 5.39594059 4 4.74790069 0.00349675 0.00570762 2.12814962
70.0217801 -6.8162626 4 45.4012955 0.0034975 0.0024215 -1.2410091
26.226394 -8.7441157 4 1.13425848 0.00349921 0.00094262 -5.8893042
2.8674675 5.69390616 4 5.17227506 0.00349977 0.00469997 1.32749733

1382.16978 -17.128156 4 5.42837373 0.00350239 6.82E-05 -15.974113
44.2201724 -5.2009221 4 91.6591442 0.00350246 0.00651202 -1.442509
43.6362571 -9.6022503 4 2.01366292 0.00350483 0.0006575 -5.2606718
1.69430639 4.93748473 4 6.8679256 0.00352053 0.00783084 1.89028961
49.5152179 -7.804732 4 15.605969 0.00353005 0.00145419 -1.8021941
27.5220405 -9.3367444 4 1.37315553 0.0035371 0.0007326 -4.2437152
18.3022826 -6.9481497 4 10.1228282 0.00353801 0.00225404 -1.3237003
2.04528562 -5.6272787 4 3.96214198 0.00353858 0.00490503 -2.7357249
2.63048935 -6.3723032 4 1.50907779 0.00353966 0.00311048 -1.345725
1.18889272 -5.8075345 4 2.44958643 0.00353994 0.00437392 -1.4286362
12.8301509 4.60438592 4 45.0911078 0.00354488 0.00999781 1.80119669
25.1616952 -8.8537999 4 1.60546282 0.00355508 0.00089861 -4.3326526
54.0159434 -10.306254 4 1.24967822 0.0035593 0.0005 -6.6505225
9.64481605 6.60008533 4 3.73813425 0.00356036 0.00273054 6.74452215
1.27778264 5.97437104 4 1.94241333 0.00356319 0.00394391 1.51556527
1.28892816 -6.1494108 4 1.46488202 0.00356503 0.00354719 -1.3659439
8.66890411 -2.4749114 4 294.425381 0.00357912 0.06858433 -3.7824057
5.76314057 -6.1192593 4 4.0399765 0.00358008 0.00361191 -4.5767321
3.1665397 -5.1500659 4 8.83755692 0.0035865 0.00674415 -1.678988

17.1541625 3.24134619 4 386.688413 0.00358891 0.03163362 4.70416422
4.50295327 -6.5042408 4 3.07449213 0.0035909 0.00288302 -1.2061975
50.1676387 -7.1312887 4 25.8143899 0.00359263 0.00204451 -1.3728703
1.14024813 -5.7447205 4 2.7584328 0.00359303 0.0045506 -1.5894038
24.8875356 -5.7197793 4 10.065593 0.00359362 0.00462317 -13.908705
1.55357526 6.03435539 4 1.76118305 0.00359363 0.0038021 1.57748674
3.37280093 5.0997877 4 10.557561 0.0035937 0.00698364 1.88388692
1.12818637 6.08637478 4 1.31475552 0.00359712 0.00368415 1.19561399
1.75740593 4.11614588 4 22.1893171 0.00360192 0.01465844 6.23313101
62.6637613 -10.356537 4 1.9307509 0.00361704 0.00049065 -5.3688433
1.00410492 5.70905049 4 2.79177535 0.00361797 0.00465483 1.61284865
4.98532791 3.35651281 4 62.6346015 0.00361969 0.02839658 2.95688144
2.25725914 5.55822336 4 5.31137097 0.00362256 0.00512926 3.57260082
1.18615279 -5.3581449 4 5.04940307 0.00362333 0.00585359 -2.0603091
2.03559463 5.63207209 4 4.06344368 0.00362731 0.00488992 1.4560553



2.86326665 5.18794254 4 8.57334591 0.00362849 0.00657033 1.84235694
3.07114024 -4.1376224 4 20.2949235 0.00362926 0.01440433 -2.4293249
2.4136966 3.9808634 4 20.6562645 0.00363208 0.01638931 2.56784504

3.48422391 -6.1605366 4 2.22322538 0.00363326 0.00352367 -3.0783634
104.118334 -8.3717875 4 26.811291 0.00363575 0.00111342 -1.9211723
1.9195538 -5.1550563 4 5.12351686 0.00363687 0.00672093 -2.7650362

1.54284439 4.54888109 4 10.1636875 0.00363817 0.01042647 3.59881202
6.18898082 -5.5609165 4 5.84409973 0.00364923 0.00512028 -6.6910418
10.2243409 -7.1572652 4 2.80736753 0.00364953 0.00201677 -1.945819
25.1829503 6.7678535 4 16.0069136 0.00365179 0.00248679 1.24206095
1.33337453 4.7734083 4 11.0431015 0.00365193 0.00881801 3.02852052
2.8954292 -6.372974 4 1.10606662 0.00365324 0.00310927 -1.5794636

9.80912907 -5.2163193 4 19.6415717 0.00365436 0.00644368 -1.3782905
1.0414231 5.99329635 4 1.5302179 0.00365586 0.00389848 1.21352068

18.1707561 -3.9452294 4 99.9446092 0.00365671 0.01688547 -2.1134204
1.13282555 -5.6266716 4 3.39358973 0.00365693 0.00490695 -2.098576
3.31423396 6.4049789 4 1.68142486 0.00365797 0.00305215 1.4045345
1.40068181 -5.9173789 4 2.28860076 0.00365938 0.00408471 -1.3098748
5.62899535 -6.7258477 4 2.8969995 0.00365957 0.00254522 -1.3760571
1.34294795 -5.056349 4 5.153917 0.00366331 0.00719894 -1.8682873
3.85449844 6.54940095 4 1.12708584 0.00366371 0.0028099 1.92495461
5.49508951 -6.9194956 4 1.12543386 0.0036678 0.00228918 -2.1046267
4.29756725 -5.9180034 4 3.45973428 0.00366969 0.00408314 -3.8463655
4.29756725 -5.9180034 4 3.45973428 0.00366969 0.00408314 -3.8463655
11.9976321 4.63068977 4 39.3372519 0.00367568 0.00980214 1.74375598
1.91270656 6.06349085 4 1.65582337 0.00367584 0.00373547 1.84413633
6.3253471 6.77389947 4 3.13072214 0.0036775 0.00247852 1.3891443

27.1540191 -6.9286029 4 4.13014668 0.00368019 0.00227793 -9.2085427
2.06277719 -5.2544767 4 4.07946184 0.00368291 0.00627804 -2.7661707
7.57928221 -6.9853553 4 2.66793054 0.00368658 0.0022094 -1.7721029
1.19606213 5.64239347 4 3.75796673 0.00369046 0.00485757 1.82018567
7.42701341 7.07768257 4 2.57178383 0.0036961 0.00210325 1.63842372
9.63426631 -4.0462884 4 51.1530868 0.00369623 0.01552319 -2.0446518
6.71371221 -7.1138165 4 1.05579947 0.00369824 0.00206343 -2.4237589
1.24244333 5.14782129 4 5.43757505 0.0037003 0.00675462 2.89552999
1.64897084 -6.0945029 4 1.00963245 0.00370211 0.00366613 -1.2865276
29.3880269 -8.8397716 4 2.30304036 0.00370304 0.0009041 -3.6105455
5.41908809 -6.6550525 4 2.08609714 0.00371643 0.00264756 -3.6308947
12.6366989 5.61753657 4 18.07974 0.00371815 0.00493593 1.19422133
37.3495252 -5.5658443 4 54.8353999 0.00372373 0.0051039 -1.2108604
6.23807023 3.44947709 4 85.197001 0.00372612 0.02606691 3.54869121
4.4416711 -6.3913229 4 2.80490412 0.00372927 0.00307636 -1.2786259

1.06290964 -5.6084124 4 2.49132429 0.0037341 0.00496508 -1.6191426
7029.59361 -7.5970029 4 17.8290059 0.00374042 0.00161068 -230.59981
2.27183462 5.34478628 4 5.23589487 0.00374445 0.00590627 1.47195934
2.12324672 5.91420004 4 2.12333044 0.00374947 0.00409275 1.95829812
2.72547922 5.61949458 4 4.9339791 0.00375938 0.0049297 1.3937062
1.55070689 -5.7775435 4 2.05104582 0.00375948 0.00445721 -1.7801378



2.3880659 5.53121864 4 5.21448609 0.00376534 0.00522035 1.48933295
13.1728011 -7.1838598 4 4.19445722 0.00376692 0.00198885 -1.8384718
6.84846029 -6.9717177 4 1.57220666 0.0037733 0.00222563 -3.5925384
5.54818706 -4.8241007 4 15.7150188 0.00377486 0.00849764 -1.6251086
29.9489996 -8.1752874 4 7.07909029 0.0037766 0.00121903 -1.9974633
3.00329407 -5.390128 4 6.15625718 0.0037771 0.00572978 -1.3883824
17.4202527 -8.1076487 4 1.04273527 0.00378303 0.00125823 -4.6076827
2.48337348 5.85966107 4 3.08101121 0.00380066 0.00423365 1.11069093
37.6644234 -7.6701911 4 11.1904681 0.00380475 0.00155328 -1.8633046
7.99377108 4.71737015 4 28.6009186 0.00380667 0.00918943 2.00348048
9.80535922 -7.5897365 4 2.15580079 0.00380891 0.00161653 -2.1302756
4.58955141 5.31095358 4 8.7307908 0.00381055 0.00604231 1.34421458
6.75581795 -6.6916614 4 1.27763011 0.00381258 0.00259402 -2.8638336
10.2757385 -5.0446744 4 26.7488241 0.00381262 0.00725818 -1.6751723
3.30663693 4.88788795 4 9.46118365 0.00381734 0.00811437 6.11879215
1.20408437 -5.8128087 4 1.94172592 0.00381813 0.00435947 -1.2565465
8.03495554 -6.8651726 4 1.45778947 0.00382524 0.00235766 -3.6031968
11.5963712 -4.9975292 4 29.9862157 0.00383016 0.00750354 -1.6811144
15.2192134 -7.9682749 4 2.24457051 0.00383093 0.00134405 -2.6731538
2.3181601 -5.9577798 4 1.7872955 0.00383162 0.00398428 -2.1434784

2.64109459 -6.2261654 4 1.08693888 0.00383207 0.00338877 -1.7214278
1.39768241 5.55727962 4 2.83705823 0.00385276 0.00513241 1.40718747
1.02171653 5.65101602 4 2.40817905 0.00385676 0.00483074 1.50685397
31.5651872 8.16603775 4 2.6093108 0.0038627 0.0012243 8.98661055
1.7355001 -4.5980194 4 11.5158917 0.00386534 0.01004588 -2.8169098

3.37054645 6.08853596 4 2.22574461 0.00386593 0.00367935 2.78240049
1.43010729 5.25113419 4 3.97414217 0.00386954 0.00629234 2.24032801
2.59037171 6.25685051 4 1.19888855 0.00387139 0.00332787 1.44170616
4.21041032 3.6602997 4 53.8491935 0.00387587 0.02157461 3.79101697
1.41523754 5.34790508 4 3.14713678 0.00388049 0.00589392 2.08601118
6.29753368 -6.9694376 4 1.61336145 0.00388436 0.00222836 -1.9720085
2.86207042 -6.263821 4 1.71330412 0.00389351 0.00331423 -1.2641892
3.17828712 -6.3032341 4 1.96335975 0.0038939 0.00323836 -1.2449448
1.36095195 -5.6068395 4 2.89160849 0.00389588 0.00497013 -1.4247297
3.82927139 -3.9869146 4 24.499864 0.00390492 0.0163068 -2.2154817
1.51306903 4.8955146 4 6.87078834 0.00390704 0.00806997 3.24837543
4.30431474 -6.5278717 4 2.20495523 0.00391167 0.00284447 -1.3843705
3.94102156 -4.4457293 4 17.4130945 0.00391189 0.01128388 -1.9759894
1.51094077 4.611382 4 7.10815573 0.00391545 0.00994531 2.7912641
1.16043281 5.64985128 4 2.35283798 0.00392304 0.00483435 1.66622582
1.45705196 -5.8106232 4 2.29869381 0.00392493 0.00436545 -1.2894206
21.9264886 -8.1458299 4 1.07195675 0.00392813 0.00123592 -5.3968399
255.637376 -9.5273596 4 3.31868447 0.0039283 0.00067767 -31.727146
8.51436116 3.38761521 4 164.365055 0.00392921 0.02759067 4.5079949
1.00942471 -5.1931063 4 4.22148616 0.00394122 0.00654706 -1.9379597
3.48315716 -6.2348115 4 1.13017252 0.00394387 0.00337147 -1.7584799
28.2547979 4.66615184 4 74.8516094 0.00394547 0.00954566 1.5446567
15.1897975 4.72505969 4 49.236645 0.00394701 0.00913736 1.87510748



1.36728425 -5.5653299 4 2.69330361 0.00395158 0.00510561 -1.7906309
3.51674841 -6.6248293 4 1.09165737 0.00395934 0.00269279 -1.788844
9.05036747 6.64183884 4 4.80531967 0.00396224 0.00266722 1.39716073
48.5376487 3.79274751 4 285.662518 0.00396278 0.01922331 2.20485307
3.58297805 -5.348802 4 4.95566935 0.00396677 0.00589037 -3.8875083
2.38596428 -5.6699384 4 2.45645168 0.00397017 0.0047725 -2.5306887
1.66145367 5.95422237 4 1.23155408 0.00397549 0.003993 1.41035714
4.5404088 -6.3517073 4 1.3932044 0.00397619 0.00314795 -2.6757799

9.89271098 -7.4664559 4 1.15607233 0.00397953 0.00171974 -2.6876509
2.56157815 -5.7341241 4 3.61851466 0.00398748 0.00458126 -1.2142766
5.33042553 -6.5045386 4 2.01859669 0.00399452 0.00288253 -1.6453663
2.45426908 -6.0853268 4 1.26382281 0.00399581 0.00368648 -1.4000464
15.560818 -5.5101353 4 22.8401786 0.00399848 0.00529284 -1.2246574

3.17374784 5.13432131 4 7.51153541 0.00399925 0.00681805 1.46603296
2.17338577 6.0909745 4 1.4746009 0.00400043 0.00367394 1.20870349
7.27177412 -6.9216678 4 1.52587953 0.00400253 0.00228649 -2.215036
3.63453333 -6.3982263 4 1.42576795 0.00400948 0.00306409 -1.5763088
3.06923947 4.71524989 4 12.510931 0.00401371 0.00920386 2.04355494
517.039377 -14.627504 4 1.16874543 0.00401389 0.00012707 -20.116548
1.92791635 5.63070064 4 3.41546242 0.00401497 0.00489424 1.33582529
5.50591039 -4.5431932 4 18.367496 0.00401507 0.01047164 -1.7202318
5.18965809 3.33775845 4 119.099981 0.00401911 0.02889601 5.05001715
84.2615275 -5.1518346 4 167.865736 0.00402438 0.00673591 -1.4550681
6.40930466 6.193277 4 5.05086597 0.00402547 0.00345556 1.11635465
6.97130634 -7.0666438 4 1.08731504 0.0040326 0.00211561 -2.9205285
2.22848134 6.21151687 4 1.18697699 0.00403589 0.00341832 1.37696871
1.4123284 5.94092888 4 1.9570906 0.00404272 0.00402579 1.6780919

55.8610723 -4.9466338 4 130.055749 0.00405673 0.00777986 -1.5634792
4.01054223 5.37398678 4 7.01066463 0.004058 0.00579186 1.28942453
2.83975954 4.87353895 4 10.0244311 0.00406218 0.00819872 1.84885569
1.65406417 5.69002559 4 2.42382905 0.00406362 0.00471162 1.20179306
2.45188802 -4.1190795 4 16.1793354 0.00406918 0.01462341 -2.2343456
5.24526458 6.324448 4 2.91542647 0.00407495 0.0031984 1.34690995
1.62002575 5.41676829 4 3.96020519 0.0040768 0.00562908 1.6558495
56.7224125 -8.1890696 4 13.3006052 0.00408095 0.00121123 -2.0187288
1.25095584 -5.8226078 4 1.92480842 0.00409246 0.00433278 -1.5648934
1.90171858 5.19527433 4 4.65856875 0.00409858 0.00653732 1.52378413
3.45701428 4.80060013 4 10.5077527 0.00409905 0.00864437 1.71522167
7.63733233 -7.3814713 4 1.01117583 0.0041001 0.00179567 -2.7811166
14.4507806 -7.3448974 4 2.83998492 0.0041015 0.00182961 -2.2954276
1.12654797 5.40589114 4 3.07875597 0.00410183 0.00566993 1.58649277
5.44175996 -5.7457614 4 3.34373191 0.00411155 0.0045476 -4.2769395
5.72646099 4.73998323 4 16.9269036 0.00412075 0.00903731 1.72783316
1.10187639 4.84964227 4 7.17902542 0.00413182 0.00834158 2.7318974
2.6091702 -4.8354488 4 6.22294552 0.0041416 0.00842787 -3.4218261

28.9320628 5.18765632 4 53.7050075 0.00414191 0.00657162 1.39176326
1.41489905 -5.884642 4 2.01015925 0.00414455 0.00416838 -1.6963233
7.58966083 -6.7538229 4 2.68155569 0.00414818 0.00250612 -1.6562755



27.0989454 -8.8551898 4 2.52054166 0.00415486 0.00089807 -3.1829366
1.69155587 -5.9009522 4 1.30382557 0.00415512 0.00412644 -1.4402112
1.65026748 -5.9386517 4 1.26970459 0.00415632 0.00403145 -1.4687763
2.47673217 5.12104189 4 6.03174336 0.00415902 0.00688115 1.49061534
42736.0385 -19.18232 4 2.20540319 0.00416478 4.35E-05 -314.72452
16.4423165 -7.6651027 4 3.61283371 0.00416675 0.00155719 -2.0683675
188.772139 -10.961862 4 1.38569306 0.00416922 0.00039346 -15.291233
24.4765418 6.4008002 4 16.0659398 0.00417359 0.00305953 1.24044552
1.30800569 3.03943748 4 29.8638162 0.00417584 0.0384234 4.68047111
29.0628704 5.25339356 4 45.7895004 0.00417804 0.00628267 1.23080665
33.0318303 6.64163691 4 17.4815633 0.00417891 0.00266752 1.40399541

360857.6 -22.10715 4 208.509312 0.00417898 2.48E-05 -41.617108
1.30307292 3.77344267 4 13.8850996 0.00418512 0.01954621 3.56009083
29.0243653 -5.2520061 4 50.3564523 0.00419235 0.00628861 -1.3585126
2.03279402 3.8219858 4 26.8028232 0.00419548 0.01874635 3.93500756
7862.22504 -11.207403 4 379.774617 0.00419934 0.00036093 -4.5715828
3.94506812 3.84859676 4 30.8549297 0.00420338 0.01832452 10.3086447
10.4342763 6.98787628 4 3.78866615 0.00420588 0.00220642 1.65095737
1.02689836 5.68140814 4 1.72082607 0.0042061 0.00473762 1.32250557
9.48106175 -7.1002484 4 2.1320776 0.00421561 0.00207827 -2.0646106
11.0120956 -7.5672721 4 1.72854879 0.00421761 0.00163475 -2.3883676
1.53444852 -5.844937 4 1.64036206 0.00422117 0.0042727 -1.5519689
6.51286582 4.73911136 4 21.1754068 0.00423235 0.00904312 1.92875263
1.62955006 -5.6839998 4 1.79832224 0.00423604 0.00472978 -1.6575356
1.60081762 -4.000252 4 18.2529577 0.00423782 0.01612671 -3.2688984
75.8527375 -10.183068 4 3.36725809 0.00424169 0.00052386 -4.8664439
1.01955852 3.64422782 4 30.7201496 0.00424591 0.02188273 6.11613676
1.04061396 4.19478861 4 13.3151776 0.00425021 0.01375337 4.08702905
2.82513729 -4.7197502 4 7.52738383 0.00425513 0.00917328 -4.5871095
1683.15209 -13.456637 4 1.95014342 0.00425572 0.00017643 -68.146714
1.50564039 -5.8690218 4 1.97581637 0.00425955 0.00420905 -1.7426395
5.00895206 5.13613103 4 9.73790479 0.00426016 0.00680951 1.346841
32.3403623 4.85321696 4 72.8039014 0.00427338 0.00832002 1.50919492
6.59279137 -6.6817995 4 1.97960634 0.0042764 0.00260831 -1.9159175
1.13224658 4.40216472 4 7.80557439 0.00427724 0.01167151 2.5863075
15.9052711 7.5411334 4 3.3638403 0.00428157 0.00165628 2.14981978
129.118136 -5.3661096 4 191.137308 0.00428396 0.00582245 -1.2361038
1.12735944 -2.5763159 4 62.2450217 0.00428409 0.06156648 -5.1576695
16.3784281 5.01987456 4 36.2488412 0.00428416 0.00738601 1.53629466
1.19997725 -4.6904954 4 7.2658301 0.0042863 0.0093743 -2.3914778
1.67883407 -5.8868604 4 1.60396307 0.00429614 0.00416265 -1.6642914
1.3655043 5.64586682 4 1.70022031 0.00430267 0.00484674 1.54518248

1.18635195 5.70009601 4 1.8710637 0.00431422 0.00468145 1.23365108
75.3730547 -9.5878722 4 5.44597721 0.00431429 0.00066131 -3.6015917
1.57942034 -5.7499249 4 1.71647271 0.00431654 0.00453563 -1.5924088
9.66526717 -6.9730947 4 2.56405309 0.00431697 0.00222399 -2.0383446
6.71661272 5.14648642 4 12.2256265 0.00432371 0.00676086 1.30569653
2.98313542 6.24616437 4 1.54604163 0.00432992 0.00334892 1.38367061



3.11214743 5.19901475 4 5.90979434 0.00433015 0.00652055 1.35926592
369.857537 -7.1592737 4 8.08768023 0.0043327 0.00201464 -46.153151
2.65733706 -5.0079534 4 6.24856011 0.00433497 0.00744843 -1.498258
1.24003088 -5.4647542 4 2.89281422 0.00434221 0.00545311 -1.4814063
4.88476767 6.73005517 4 1.41556649 0.00434626 0.00253929 1.84519076
6.89025097 -5.2343887 4 12.7924238 0.00434844 0.00636458 -1.3914901
6.82359934 -6.9513683 4 1.37533999 0.00435229 0.00225013 -2.1071386
8.24136283 3.02293737 4 104.762075 0.00435441 0.03905037 2.81035653
1.34984902 4.76252646 4 8.27732029 0.00435979 0.00888869 3.41215702
23.8919059 4.63786699 4 58.1509819 0.00436506 0.00974956 1.49337398
2.82881779 6.10165385 4 1.44367062 0.00436952 0.00365037 1.44630715
2.46700757 -5.7764726 4 1.64777877 0.00437271 0.00446022 -2.005214
1.61924678 -4.8237708 4 7.43994673 0.00437489 0.00849968 -2.3607583
3.89316198 6.11062891 4 1.95364906 0.00438566 0.0036307 1.42157095
2.35045285 -4.5836741 4 6.93163769 0.0043894 0.01015522 -3.4655323
13.7270324 5.27651243 4 21.5370681 0.00438983 0.00618475 1.26272384
15.5781985 -8.1430043 4 1.33939512 0.00439165 0.00123755 -3.3545222
15997.9703 -22.712935 4 2.06360548 0.00439317 2.23E-05 -86.082914
4.85874473 6.14008018 4 2.9232007 0.0043974 0.00356706 1.2966028
1.87145634 -5.0459962 4 5.36755749 0.00440959 0.00725145 -1.7173829
3796.54346 -16.201065 4 1.43014228 0.00441325 8.49E-05 -65.318497
1.25321672 5.51199788 4 3.07008935 0.00441707 0.00528639 1.5860148
1.84782358 -4.7690342 4 8.78339896 0.00442079 0.00884634 -2.2347684
1.23691779 -5.7785367 4 1.1662007 0.00442099 0.00445442 -1.2148245
8.25982143 -6.1632565 4 2.28608674 0.00442968 0.00351795 -3.9871293
1.61391633 5.6293523 4 2.359814 0.00443228 0.00489849 1.23922982
53.5849604 -7.1584333 4 17.5065733 0.00443314 0.00201553 -1.8014214
7.09065061 6.39508321 4 3.96168766 0.00443417 0.00306967 1.33646829
2.13112912 -5.8399869 4 1.67764988 0.00443913 0.00428593 -1.1296087
1.16368536 -5.2577695 4 2.75836586 0.00443966 0.00626399 -1.7624884
5.46954439 -6.1580001 4 3.27184805 0.00445012 0.00352902 -1.2921723
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
62.0828995 -10.099624 4 1.66663736 0.00446845 0.00054084 -5.5313054
10.1305237 6.51044999 4 4.92370072 0.00446845 0.00287283 1.44509955
14.7823706 -7.4875543 4 3.63596805 0.00447088 0.00170151 -1.9727323
8.03665385 -6.7178464 4 2.21328061 0.00447123 0.00255654 -1.8981532
5327.10728 -11.699395 4 7.13364133 0.00447913 0.00030524 -193.7874
3.62686726 -5.9042668 4 1.92769572 0.00448113 0.00411797 -2.4780247
1.18778266 -4.6568605 4 6.00568697 0.00448233 0.00961206 -2.3476761
27.7088974 -7.0453595 4 3.35128219 0.00448339 0.00213968 -9.4806889
2.75309474 3.55766883 4 46.6454553 0.00448636 0.02363538 4.58950598



2.55693598 5.51779737 4 3.78449966 0.00449063 0.00526635 3.31906826
2.21323438 -5.0868349 4 3.48958958 0.0044944 0.00704701 -2.5501592
2.21323438 -5.0868349 4 3.48958958 0.0044944 0.00704701 -2.5501592
2.21323438 -5.0868349 4 3.48958958 0.0044944 0.00704701 -2.5501592
5.76794529 5.54564132 4 7.44410722 0.00450173 0.00517145 1.14711013
2.58281448 3.97182748 4 17.5253053 0.00451456 0.01651345 5.94554537
175.21778 -9.3879164 4 2.15243272 0.00451752 0.00071733 -17.574322

1.64675047 5.20352276 4 3.93150669 0.00452412 0.00650042 1.52683833
1.4250883 -5.7727624 4 1.53920431 0.00452484 0.00447066 -1.5007313
1.2142865 -5.0626712 4 3.56353515 0.00452941 0.00716711 -1.6798059

12.2017917 6.24603082 4 8.24835891 0.00452952 0.00334919 1.20281613
1.82576774 5.93317784 4 1.40985281 0.00453001 0.00404507 1.60970781
1.83500059 -5.6591753 4 1.65209489 0.00453479 0.00480552 -1.8201827
1769.62537 -15.438451 4 3.05011532 0.00454126 0.00010273 -24.706654
7.10655352 5.07330805 4 14.2621585 0.00454412 0.00711393 1.47515163
3.78486566 -4.6396191 4 11.4869148 0.0045467 0.00973678 -1.6247335
1.60728289 4.94715512 4 6.78939766 0.00454816 0.00777697 2.12937034
2.08455386 3.16800105 4 76.3122785 0.00456214 0.03392272 6.19421027
6.18046903 6.39519536 4 2.69748593 0.00456666 0.00306947 1.56898344
3.49577289 -6.2076789 4 1.11112362 0.00456758 0.00342612 -1.821727
5.20425099 4.71942661 4 15.29119 0.00456928 0.00917547 1.71941099
1.50795833 3.31728537 4 48.266289 0.00456984 0.02945313 5.97195592
4.61391795 4.40748141 4 16.843556 0.00458203 0.01162335 1.77988493
2.01051158 5.43029294 4 2.36371709 0.00458536 0.00557879 2.10429943
12.5258033 -6.6602771 4 5.65298074 0.0045857 0.00263984 -1.4870707
1.13635339 4.93956093 4 6.55175844 0.00459061 0.00781923 2.48819825
4.3484368 -4.712069 4 11.9877098 0.00460789 0.00922555 -1.5915555

9.38308829 -5.0036465 4 17.5257803 0.00461165 0.00747114 -1.3639234
1.75089973 -5.7144214 4 1.76501616 0.00461462 0.00463895 -1.8225557
4.85150949 -5.1199214 4 5.16677342 0.00461612 0.00688651 -4.1251876
11.6452134 6.63524651 4 5.1976346 0.00461747 0.0026771 1.46725952
57.7265074 -6.5064951 4 32.0650534 0.00462047 0.00287932 -1.3486648
4.69487995 6.24649178 4 2.56216394 0.00462444 0.00334828 1.35415139

5.942854 6.41780595 4 1.04550825 0.00462564 0.00302962 2.40867084
1.44726471 5.38918807 4 2.23314844 0.00463407 0.00573337 1.71744954
1.68234555 5.74646464 4 1.0074347 0.00463504 0.00454558 1.31676889
77.5771347 -6.7754841 4 38.1703599 0.00463558 0.00247636 -1.4038202
3.46145075 6.17151297 4 1.81280917 0.00463672 0.00350066 1.3735157
62.647479 9.12222523 4 5.14899887 0.00464341 0.00080118 3.62484338

29.6916989 6.57198136 4 14.6665505 0.00465582 0.0027742 1.44109636
11.419011 3.14099625 4 228.843844 0.00465693 0.03481432 4.55869357

1.16920783 -5.2070022 4 2.82325678 0.00466794 0.00648493 -1.8102825
9.15842855 -6.8672546 4 2.81600971 0.00466882 0.00235499 -1.8319817
4.08731928 6.27191926 4 1.54689012 0.00466965 0.00329846 2.52548288
2.47371305 6.06125547 4 1.27829375 0.00468015 0.00374053 1.79043548
2.43033889 -6.0413252 4 1.16205355 0.00468041 0.00378603 -1.6641257
1.67994094 3.49835691 4 39.6482856 0.00468927 0.02493324 5.30246914
3.95182306 2.98618188 4 101.763631 0.0047003 0.04049059 4.65658411



1.89808819 5.74702331 4 1.3682397 0.00470142 0.00454397 1.72002612
1.56008216 5.70829156 4 1.30410873 0.00470148 0.00465708 1.47109669
5.69433034 -6.4392996 4 2.4068342 0.00470166 0.00299232 -1.5128136
1.26328571 5.44651865 4 2.30842522 0.00470371 0.00551918 1.34338328
2.32260546 5.0514256 4 5.02551694 0.00470785 0.00722385 1.44152764
3.11924479 5.9194412 4 1.27609202 0.0047096 0.00407951 1.58637171
3.28505901 -5.862155 4 1.79773558 0.00471408 0.00422708 -2.7182611
1.90453482 4.76980424 4 7.31825465 0.00471531 0.00884135 4.04694937
1.33059014 -5.6231441 4 1.42969671 0.00472479 0.00491811 -1.3392374
5.71034796 6.51793396 4 1.38088681 0.00473049 0.00286061 2.02782388
1.47194623 3.59601735 4 23.046994 0.00473282 0.022839 3.90200705
1.51925477 -4.7520961 4 5.60371426 0.00473517 0.00895708 -1.7814763
9.48414752 6.24222454 4 5.55399059 0.00473536 0.00335673 1.28765826
126.833169 -10.453332 4 3.14302092 0.00473536 0.00047325 -6.4393014
1.4923486 5.74123381 4 1.32735346 0.00474452 0.00456066 1.43662129

1.77076893 5.82701904 4 1.02227095 0.00474513 0.00432083 1.33381561
40.2534772 -6.1678186 4 28.4117489 0.00474745 0.00350838 -1.1804851
1571.54447 -7.4837558 4 12.5638567 0.00475277 0.00170478 -102.48157
1.50221044 4.5948938 4 5.85833612 0.00475951 0.01006958 1.8878847
1.02657153 5.52814922 4 1.67899713 0.0047613 0.00523082 1.28357973
2.27341747 5.80633807 4 1.45274913 0.00476231 0.0043772 1.24331318
2830.68391 -15.356006 4 1.27532167 0.00476444 0.00010492 -53.18947
12.104983 -6.8761136 4 1.11430628 0.00476664 0.00234367 -3.274032

65.7968352 -9.4645609 4 1.16749302 0.00476781 0.00069518 -8.5701812
1.68784764 -5.3021428 4 3.42619032 0.00477509 0.00607837 -1.4331183
11.8916018 6.56182472 4 5.01321785 0.00477568 0.00279019 1.58232069
2.43477093 -5.4929089 4 1.92372572 0.00477699 0.00535299 -2.2070967
4.04794066 -6.0784573 4 1.76514041 0.00477732 0.00370181 -1.5093007
3.00149134 5.14730263 4 5.50456943 0.00477855 0.00675705 1.33627254
279.069224 -11.884165 4 1.49176735 0.00478356 0.00028711 -14.140252
2.14054158 -5.9060194 4 1.06508098 0.00478537 0.00411351 -1.5358968
1.70925293 3.98992598 4 18.8893486 0.00478577 0.01626593 3.41842507
1.91862235 -5.5300566 4 2.08429162 0.00478936 0.00522431 -1.8562326
1.41069143 -5.6081976 4 1.82849581 0.00479159 0.00496577 -1.566092
1.9440364 5.08621311 4 5.60256791 0.00479385 0.00705007 1.73143917

1.35717836 4.99465238 4 4.07384084 0.00479758 0.00751884 1.64766133
1.19173877 -5.0060581 4 3.81906957 0.00479854 0.00745841 -1.8079945
1.35392828 5.40273323 4 2.25214309 0.004803 0.00568186 1.29010563
1.05303245 -5.5278894 4 2.12704489 0.00480371 0.00523171 -1.4607492
2.31967685 4.77827541 4 6.76892282 0.00480626 0.00878662 1.60241484
79.9881731 -9.8396289 4 3.32769899 0.00480794 0.00059829 -4.8282224
3.07127246 5.36415368 4 4.91356028 0.00480956 0.00583008 4.05467829
3.61444292 -5.9372231 4 1.38907022 0.00481261 0.004035 -1.6210276
2.33470605 4.94104537 4 6.70252209 0.00481941 0.00781095 1.7988218
4.46495116 5.90195368 4 3.27184291 0.00482175 0.00412388 1.16048985
18.0661117 -7.4310454 4 3.8993034 0.00482876 0.00175089 -2.0364133
2.96152739 3.0864047 4 93.1708942 0.0048288 0.03670231 5.4782162
1.19250411 5.29107481 4 3.18861524 0.00483116 0.00612403 1.60948004



2.34700187 5.81060835 4 1.60233938 0.00483661 0.00436549 1.1930992
9.00831122 -6.6269542 4 2.11172608 0.00484767 0.00268958 -2.1369759
212.357635 -9.4069216 4 19.8480762 0.00484998 0.00071176 -3.1439753
3.70277996 4.81592243 4 9.50832575 0.00485739 0.00854835 1.57193437
126.975146 -4.1697263 4 410.335988 0.00486403 0.01403429 -1.6868836
1.95430892 -4.911455 4 5.24260029 0.00486954 0.00797811 -1.6004291
4.01179932 5.96687868 4 1.34227513 0.00487065 0.00396208 1.73826153
1.52766514 -5.0845253 4 3.61904008 0.00487197 0.00705838 -1.5241827
14.0965407 -6.9234897 4 4.52485968 0.00487282 0.00228424 -1.6983386
6.9248648 4.9275906 4 12.7141422 0.00487646 0.00788642 1.32549323

4.91578412 -6.1329833 4 2.63635016 0.00488657 0.00358227 -1.3777442
2.0996946 -4.970518 4 5.22839512 0.00489204 0.00764867 -3.5101795
10.147939 6.85753911 4 2.74852702 0.00489971 0.00236749 1.83236317

1.45813149 3.76008731 4 13.6694004 0.00490984 0.01977339 3.57923872
1.74105048 5.43106113 4 2.61813514 0.00492464 0.00557595 1.25690133
28.784385 -5.1014406 4 47.4649256 0.00492569 0.0069756 -1.311222

23.7904883 -7.9131219 4 4.01690782 0.0049312 0.00138001 -2.3959581
5.14131056 4.21468033 4 20.7776647 0.00493533 0.01353522 1.90603715
1.20344785 4.52105101 4 6.443731 0.00493668 0.01064978 2.93562144
1.95007443 4.56899742 4 5.65756703 0.00494148 0.01026858 3.28855425
584.576332 -7.9688015 4 116.610091 0.00494372 0.00134372 -2.2800603
1.92579307 4.27299833 4 9.11307325 0.00495175 0.01291931 2.08432264
1.00335814 -5.2763795 4 2.5097878 0.00495596 0.00618531 -1.5470594
1.27808252 5.04391763 4 4.21415885 0.00495706 0.00726204 1.94841794
55.9338106 -7.0296818 4 19.2208576 0.00496073 0.00215763 -1.6923713
29.683696 -8.4026324 4 2.6365517 0.00496425 0.00109788 -3.2079752

18.8682092 -6.8979547 4 6.81898885 0.00496544 0.00231604 -1.6114405
1.98623642 5.73932961 4 1.05233522 0.00496919 0.00456617 1.50893784
1.3077352 5.07173278 4 3.44506362 0.0049718 0.00712178 1.57797687

1.06889079 -5.5747059 4 1.46329493 0.0049744 0.00507462 -1.247416
1.7070381 5.77391925 4 1.17299811 0.00499292 0.0044674 1.41377368

1.91321915 5.70462784 4 1.13772589 0.00500091 0.00466796 1.26722743
1.98408968 -5.3065495 4 2.24166911 0.00500284 0.0060603 -2.1712097
178.602844 -7.1284282 4 58.4207218 0.00500551 0.00204759 -1.7710294
5.50410228 3.02200555 4 146.937539 0.00501203 0.03908614 4.95166358
2.93840597 5.75742272 4 1.8968619 0.0050203 0.00451417 1.2602892
5.29514872 -5.4803409 4 2.38273852 0.00503861 0.0053974 -3.4403398
1.58100839 -5.6483796 4 1.32208819 0.00504279 0.00483892 -1.4516792
8.34402422 -6.8527915 4 1.56465198 0.005049 0.00237362 -2.1783062
9.16356521 -6.5120583 4 3.31045655 0.00504919 0.0028702 -1.7208878
1.54337694 4.77003485 4 3.75439402 0.00505257 0.00883985 2.32053106
2.3342791 -5.487972 4 1.84159575 0.00506248 0.00537038 -2.1531991

1.44462623 4.89042498 4 4.60015018 0.00506861 0.00809957 1.73482182
7.94980528 6.72970373 4 1.68420754 0.00507227 0.00253978 2.28815804
13.8672085 5.16477622 4 19.6835271 0.00507892 0.00667598 1.18493685
1.31945713 -5.2308603 4 2.86739192 0.00508695 0.00637993 -1.4198754
4.14772794 -5.1264371 4 3.04072592 0.00508988 0.00685543 -3.3661415
1.02980369 5.4692217 4 1.45606054 0.0050979 0.00543707 1.22606871



3.35170291 4.79979532 4 7.53631536 0.00510574 0.00864945 1.45611405
3.87003221 -5.785422 4 1.37722736 0.00511456 0.00443514 -2.2341346
11647.4489 -20.986877 4 4.14271663 0.00513469 3.05E-05 -48.86614
8.07526942 3.59382798 4 69.7171128 0.00514182 0.0228836 3.00526451
4.53213987 -4.7734997 4 10.2442911 0.00514656 0.00881742 -1.5056137
1.79517331 5.6619306 4 1.02049177 0.00514795 0.00479704 1.39937743
1.49187589 5.32517514 4 1.77370088 0.00515164 0.00598467 1.63694378
3.22235302 5.26059937 4 4.77351459 0.00515348 0.00625195 1.20934041
2820.3306 -17.056794 4 2.39044536 0.00516427 6.93E-05 -35.387352

3.62476787 5.55087226 4 3.04850979 0.00516601 0.00515386 3.44847846
1.03272636 5.55944239 4 1.17692938 0.00516848 0.00512519 1.10653339
19.2878815 -7.3425256 4 1.80341528 0.00517522 0.00183184 -3.4683232
58.9893645 8.12735788 4 2.08155892 0.00517606 0.00124665 12.5219537
1.59299897 5.46179907 4 1.76798743 0.00519167 0.00546375 1.80236844
7.76291313 3.1100404 4 156.912345 0.00519231 0.03587049 4.49026309
8.18111144 -6.5787275 4 1.49704251 0.00519326 0.00276364 -2.4532968
9.53348867 -6.6180729 4 2.87192025 0.00520385 0.00270303 -1.8997537
1.20282649 -5.4316053 4 2.13665563 0.00522738 0.00557394 -1.5915965
13.1021076 2.97106219 4 389.296892 0.00522862 0.04110101 5.27293019
21.1129642 -4.8420033 4 36.4288891 0.00523347 0.00838789 -1.2890203
4.48024135 4.92237751 4 8.12007719 0.00523584 0.00791591 1.33096554
1.36445955 5.28353483 4 2.70880346 0.00524402 0.00615538 1.38932616
1.16554164 5.51107715 4 1.4123391 0.00524637 0.00528958 1.28925047
2.28222789 -5.7568797 4 1.11742856 0.00524929 0.00451572 -1.549764
631.64011 -9.6909086 4 37.6321448 0.00525193 0.00063457 -4.3979847

2.03784209 -4.2973999 4 8.71280128 0.00525561 0.01267167 -1.916015
2.55139438 -4.7456951 4 6.82308147 0.00525712 0.00899937 -1.6676323
5.24513306 4.31537902 4 20.3950276 0.00526605 0.01249287 1.97772342
40765.6679 -20.632297 4 23.8249565 0.00526961 3.26E-05 -40.026267
10.6141318 6.38681312 4 4.24087882 0.00526971 0.00308441 1.56567585
115.572417 -8.2992914 4 14.7633481 0.00527027 0.00115101 -2.9401238
2.14991065 -5.1002658 4 3.1213452 0.00527685 0.00698131 -2.2982016
2.25494589 4.38430147 4 8.54487078 0.00527754 0.0118351 1.79919217
2.47632874 -5.7240239 4 1.27323109 0.00528182 0.00461072 -1.3581831
23.4051055 -4.150887 4 77.3897183 0.00528415 0.01425003 -1.7294468
3.08229049 4.55823861 4 4.73068686 0.00528603 0.01035266 3.60072941
7.00626315 -5.8726527 4 4.90457285 0.00529731 0.00419955 -1.1916794
3.6830129 -4.776586 4 8.5305736 0.00529737 0.0087975 -1.5545569

4.05956908 4.32213316 4 13.322054 0.00530416 0.01242649 1.76303104
12.9344014 3.35043493 4 153.071402 0.00530437 0.02855731 3.57708971
44.8625187 -4.0836588 4 152.796966 0.0053073 0.01505317 -1.760662
12.0763151 -6.9982488 4 1.42647981 0.00531473 0.00219419 -3.2175884
18.9066879 -7.7303271 4 2.00108969 0.00531834 0.00150799 -2.8412587
1528.05386 -13.046622 4 1.70843581 0.00531913 0.00019922 -57.754268
12.7850775 6.70125772 4 3.23891709 0.00532514 0.0025802 2.01091156
1.56495695 -5.3430635 4 2.66873802 0.00532902 0.00591311 -1.3198142
51.1399443 -7.142201 4 15.2611746 0.00533242 0.0020328 -1.8379264
1402.22811 -13.571537 4 1.88228988 0.00533323 0.00017064 -47.752629



10.7860496 -6.4074681 4 1.08939629 0.0053374 0.00304776 -3.4185611
1.45829533 4.1101127 4 8.59135231 0.0053422 0.01473079 3.19811579
1.47702598 5.40574064 4 1.8845159 0.00534268 0.0056705 1.11893092
1.48765343 3.17004264 4 41.010693 0.00534488 0.03385642 5.05062504
1.27214366 5.44930293 4 1.54794557 0.00534727 0.00550903 1.42423866
17.7922815 6.76647588 4 4.37013109 0.00535628 0.00248868 2.09668135
144.654682 -7.4265986 4 31.6282535 0.00535641 0.00175485 -2.2845729
1.34282356 4.73616058 4 6.42460841 0.00535877 0.00906281 2.30914662
4.89813642 -5.8747778 4 2.61360634 0.00536112 0.004194 -1.4114217
1.41946252 -5.5051247 4 1.12827904 0.00536237 0.00531025 -1.2362271
4.29748941 -4.6410806 4 11.0941977 0.00536571 0.00972613 -1.5683676
4.2361695 4.50781936 4 13.2900655 0.00536725 0.01075798 1.78390665

1.59919095 -5.4823253 4 1.39811368 0.00536738 0.00539036 -1.4304551
61.6602343 6.43087908 4 30.9918158 0.00537084 0.00300687 1.40239178
297.841673 -10.75592 4 5.30200876 0.00537223 0.00042358 -8.2148862
3.4951913 -3.9731205 4 27.3501552 0.00538181 0.01649561 -2.9738757

3.63909221 -5.5730391 4 2.00564743 0.00538419 0.00508011 -2.4531406
5.43185998 -6.4208542 4 1.02533489 0.00539079 0.00302429 -2.3240528
1.31109245 5.21647714 4 2.75762174 0.00539421 0.00644298 1.44022495
7.09729816 -6.5687333 4 1.72031279 0.00539488 0.0027793 -2.0846359
3.65156177 -5.1736978 4 5.07734217 0.00540014 0.00663505 -1.1709453
936.574525 -13.485537 4 5.98821891 0.00540311 0.00017495 -13.354716
2.51522293 3.84596196 4 14.3780482 0.00540402 0.01836578 2.19403904
3.13205537 4.693308 4 9.71362888 0.00540657 0.00935474 1.83453126
8.72978115 -6.7035782 4 2.17010493 0.0054104 0.00257688 -1.9288532
1.04542816 5.29743078 4 2.47198961 0.00541336 0.00609776 1.66507625
1.64834514 5.37557063 4 1.90594829 0.00541361 0.00578573 1.92210185
6.09564952 -5.2237104 4 7.9846642 0.00541499 0.00641118 -1.1367671
1.7336756 -5.4128445 4 1.51124838 0.00541895 0.00564378 -1.5597848

1.62250523 -5.381217 4 1.9539731 0.0054194 0.00576395 -1.0931613
3.0721965 4.14396978 4 17.2831377 0.00542128 0.01433024 2.62120775

4.40756348 3.41233189 4 36.5256562 0.00542305 0.02696951 2.41449604
1.20856373 4.90051734 4 4.83735071 0.0054387 0.008041 2.5688153
12.3689149 -6.2199097 4 3.5429263 0.0054396 0.00340135 -7.3723591
4.53973366 4.48094974 4 14.1177872 0.00544248 0.01098184 1.77830429
3.65975103 5.0510587 4 6.07957105 0.00544557 0.00722571 1.26521344
42.4136926 -4.828402 4 73.8155258 0.00544616 0.00847111 -1.3188631
1.52701944 -5.24059 4 2.82685366 0.00544897 0.00633771 -1.3500509
7.37565266 6.37777876 4 1.3139677 0.00544931 0.00310061 2.57828328
1.34837008 -4.8295289 4 4.1248182 0.00545597 0.00846418 -2.184219
22.3760881 -6.4705287 4 9.23322678 0.00545603 0.00293914 -1.5529969
1.36967576 5.53349976 4 1.26192905 0.00545721 0.00521258 1.30662727
2.8783983 4.44238615 4 11.1369584 0.00545788 0.01131307 2.05322688

1.01493018 -4.7296476 4 3.79572403 0.00545936 0.00910646 -1.9461535
2.83499634 -5.083776 4 2.44337849 0.00546137 0.00706207 -2.5720662
2.20754496 -5.6477642 4 1.14580685 0.00547006 0.00484083 -1.5472073
3.5682712 2.90559527 4 159.48599 0.00548077 0.04387124 6.01849988

1.96853714 -5.5300543 4 1.25295709 0.00549073 0.00522432 -1.5276354



2.54964903 5.40130878 4 2.05041331 0.00549771 0.00568725 2.09073168
1.7493984 -5.0838761 4 3.37749359 0.00549882 0.00706158 -1.4255827
1.5043779 -4.9107149 4 3.31376083 0.00550425 0.00798235 -2.0449656

1.28530716 -5.4037071 4 1.59230825 0.00551551 0.00567818 -1.4406872
4.02907513 5.77402398 4 1.32604101 0.00551766 0.00446711 1.74426956
1.35443095 -5.025329 4 3.3256373 0.00551773 0.00735766 -2.2784919
1.13053656 -5.3815579 4 1.67250765 0.00552143 0.00576264 -1.3446772
1.75995523 -5.5461155 4 1.24929834 0.00553051 0.00516985 -1.4757087
1.21311739 -4.7989169 4 4.28030511 0.00553329 0.008655 -1.7776901
12.6199544 6.72113104 4 3.82251316 0.00553665 0.00255188 1.73869411
17.9359002 6.64669134 4 6.32919045 0.00554649 0.00265998 1.6978992
68.425177 -9.0887467 4 3.94080561 0.00555075 0.00081259 -4.3226721

1.13489768 5.45516648 4 1.17866988 0.0055509 0.00548772 1.1648268
5.32342053 -6.1040313 4 1.00549111 0.00555581 0.00364514 -2.336316
23.8488947 -8.0962242 4 1.28786899 0.00555914 0.00126501 -5.540379
1.37367473 -4.1811019 4 8.55182174 0.00557137 0.01390594 -2.229273
1.37367473 -4.1811019 4 8.55182174 0.00557137 0.01390594 -2.229273
2.68894428 -5.5178083 4 1.14293655 0.00557413 0.00526632 -1.7858974
1.6165333 -4.0158381 4 8.9899501 0.00557572 0.01591927 -3.1416098

6.48824025 -6.0846502 4 3.06465027 0.00557692 0.00368799 -1.4227909
1.06841662 4.45712497 4 5.54476558 0.00558061 0.01118506 2.46219678
1.15770731 -4.8857238 4 4.07936278 0.00558161 0.00812703 -2.0345152
19.3067097 -7.3115352 4 1.24708903 0.00558369 0.00186127 -3.7433073
9.99996044 -6.7034589 4 1.32670247 0.00558817 0.00257705 -2.8782389
5.27990781 6.10519444 4 1.38707204 0.00558851 0.00364259 2.08037092
4.52117428 -5.9202773 4 2.15831971 0.00559791 0.0040774 -1.4052869
4.52117428 -5.9202773 4 2.15831971 0.00559791 0.0040774 -1.4052869
1.29560149 5.09876305 4 2.67749533 0.00560115 0.00698862 1.45814548
2.51549574 5.68343538 4 1.44223007 0.00560416 0.00473149 1.32112108
1.06025427 5.01695374 4 3.70161305 0.00560742 0.00740124 1.85669784
1.23224812 -4.354801 4 5.04405744 0.0056124 0.01211139 -2.3630326
15.5394402 4.37697702 4 38.774324 0.00562186 0.01190298 1.50532743
1.3693134 5.22512332 4 2.74280252 0.00562691 0.00640499 1.4438227

1.29815229 -5.4461419 4 1.10707545 0.00562893 0.00552055 -1.2003033
1.00374844 -4.959951 4 3.53467717 0.00563391 0.00770638 -2.0434567
6.49957678 6.09433295 4 1.48970018 0.00563772 0.00366651 2.12200012
1.09417812 5.3451174 4 1.58715919 0.00563818 0.00590496 1.37022628
8.27172478 4.6496783 4 16.8649636 0.00564822 0.00966378 1.37519828

2.387451 -5.5374968 4 1.48178843 0.00564946 0.00519899 -1.8375819
2.20326355 4.20872256 4 11.5454732 0.00565174 0.01360012 2.19363386
24.5565802 7.31376405 4 5.43472792 0.00565542 0.00185913 2.04456378
1.31171374 -5.3433132 4 2.01088095 0.00565552 0.00591212 -1.6795114
1.33932988 5.0085244 4 3.11291757 0.00565964 0.00744543 2.23101123
3.31147126 -5.8043092 4 1.3968641 0.00566395 0.00438278 -1.5920596
1.80676725 5.54484698 4 1.08414613 0.00566433 0.00517413 1.31097447
4.25790579 -5.7064964 4 2.96354277 0.00566608 0.0046624 -1.1957844
7.50585527 2.71344777 4 162.245014 0.00566729 0.05334677 3.76206029
16.3288073 -6.6751375 4 3.50362658 0.00566808 0.00261802 -2.2151705



4.06559921 4.81492546 4 8.82987991 0.00566875 0.00855456 1.48091426
13.0543172 -6.4405198 4 2.12205477 0.00566976 0.00299022 -4.874142
1.26755023 4.70433675 4 6.02020746 0.00567543 0.00927853 2.30508761
1.0756725 5.03250508 4 3.37928784 0.00567818 0.00732057 1.75055432

31.8126778 -8.1038441 4 3.6540357 0.00568116 0.00126048 -2.8442683
43.4270547 -7.4967115 4 6.87674815 0.00568526 0.00169368 -2.7351029
3.10849091 -4.0831201 4 7.80633825 0.00569685 0.01505982 -4.041807
1.25509376 4.93343523 4 3.24107716 0.00570363 0.00785353 1.6528843
1.7929471 5.45558557 4 1.58724773 0.00571028 0.0054862 1.63415891

1.83549295 -5.279578 4 1.78347938 0.00571936 0.00617191 -1.7105696
1.08924236 -5.0996984 4 2.62111275 0.00573265 0.00698407 -1.7175601
37.9685118 6.81332542 4 11.9043126 0.00573648 0.0024254 1.79172784
4.75615648 5.02459669 4 6.99623974 0.00573947 0.00736146 1.18833932
347.548462 4.74650288 4 565.931151 0.00574502 0.00899402 1.24622456
4.35490728 5.67267591 4 2.78629412 0.00575557 0.00476415 1.27423552
5.01221007 3.01176915 4 102.532719 0.00575866 0.03948155 4.12354549
43.1808028 7.14470504 4 10.9302656 0.00576206 0.00203012 1.93089914
41.8438439 -8.9348416 4 1.1361721 0.00576224 0.00086772 -5.8356548
6025272.74 -30.756466 4 1.05135306 0.00576358 6.66E-06 -2451.8691
2.32452806 3.79269804 4 22.163918 0.00577043 0.01922413 3.40573228
6.75730971 5.98686997 4 2.20678446 0.00577469 0.00391383 1.77453845
12.7795872 3.95904602 4 52.4061712 0.00578421 0.01669098 2.00215738
5.91751774 -6.0476447 4 1.400784 0.00578508 0.00377153 -2.0667606
2.03128443 5.55271072 4 1.21910491 0.00578985 0.00514769 1.29714112
15.5303146 6.5632289 4 4.38507037 0.00579233 0.00278797 1.97516603
4.54826587 -2.7749849 4 83.3997067 0.00579263 0.05007477 -3.2160851
2730.7814 -17.004836 4 2.66288572 0.00579903 7.01E-05 -30.190146

3.23622664 -4.3693518 4 10.1412364 0.00580125 0.01197415 -1.7099503
1.04876022 5.34884622 4 1.63647956 0.00580602 0.0058902 1.30214159
3.09702104 -5.6699732 4 1.1859457 0.00580889 0.0047724 -1.6127946
163.105935 -10.243625 4 2.85108447 0.00580923 0.00051196 -8.1242549
44.2791583 -6.9335857 4 11.4259166 0.00580944 0.00227181 -2.005296
33.5198385 -8.5986119 4 1.14089341 0.00582169 0.00100522 -6.2037937
20.9582558 -7.0006039 4 2.87285457 0.00582452 0.00219142 -2.7896981
1.5111523 -4.3094 4 5.93853333 0.00583092 0.01255199 -2.5650702

10.3897888 -6.828403 4 1.76615351 0.00585221 0.00240546 -2.2835344
3.89340667 5.9045249 4 1.47980219 0.00585284 0.00411732 1.65105689
3.4084776 5.72009702 4 1.80210165 0.00585483 0.00462224 1.33889118
4.7326349 -5.7422846 4 2.79054283 0.00585515 0.00455763 -1.3294752

4.84745871 5.79276643 4 2.27106947 0.00586249 0.00441469 1.49090351
4.80789199 -5.1638376 4 6.16822147 0.00586323 0.00668031 -1.1503994
1.38745173 -5.4195694 4 1.08377298 0.00587516 0.00561862 -1.1305324
3.46374268 4.53233003 4 10.7984826 0.00588108 0.01055858 1.8076118
3.42942397 3.73186078 4 24.9341578 0.00588476 0.02026402 2.83471501
5.53413771 -5.7687597 4 3.07450324 0.00588485 0.00448197 -1.3589437
52.3938233 -7.2914742 4 2.68139304 0.00588557 0.00188063 -10.542204
23.8027329 -2.9307752 4 390.11762 0.00589219 0.04278072 -3.7989517
1.33616252 5.3233222 4 1.50942776 0.00589513 0.00599214 1.07263164



11.0844327 -4.0842724 4 34.1054637 0.00589672 0.0150456 -1.6619802
2.95175813 -5.5274024 4 1.67654518 0.00590974 0.00523338 -1.3454714
10.7513076 5.03734891 4 14.4851805 0.0059103 0.00729566 1.15378478
1.29549991 -5.2398408 4 1.68642584 0.00591785 0.00634095 -1.4132826
4.60261576 5.79018681 4 1.75474616 0.00592625 0.00442186 1.68858757
6.62901315 -5.8201384 4 2.59673578 0.00592682 0.00433948 -4.1317105
1.78970904 -5.0557893 4 3.02510953 0.00592734 0.00720177 -1.2597988
2.46036665 5.54289894 4 1.62114685 0.00592898 0.00518071 1.21501135
2.53037426 -4.7858752 4 6.30694131 0.00593119 0.00873788 -1.5887158
2.16524465 4.61948249 4 6.65015661 0.00593189 0.00988494 1.72003377
1.54603612 5.36412251 4 1.23358867 0.00593401 0.0058302 1.13228971
14.1377896 -6.6622841 4 4.41909985 0.00593722 0.00263688 -1.7557362
13.5974611 -6.0293201 4 7.31774195 0.00594496 0.00381376 -1.3288127
3.28332015 -3.5149223 4 23.1940907 0.0059455 0.0245624 -2.2780418
4.18202214 -5.7372467 4 1.42856599 0.00595181 0.0045722 -2.550333
6.31366596 -4.7144422 4 11.6027003 0.00595337 0.00920936 -1.3118313
37.8659278 -6.5754061 4 14.6625233 0.00595418 0.00276883 -1.5536202
2.18239672 -5.3360936 4 1.76119429 0.00595878 0.00594086 -2.1419417
6.94639737 6.14649933 4 2.00565547 0.00597457 0.00355338 1.87414584
1.11307798 3.65730341 4 13.0264069 0.00597461 0.02163166 2.84775534
1.73909911 5.43884613 4 1.17321087 0.00598767 0.00554727 1.39486169
1.35900278 5.26807229 4 1.53035937 0.00598808 0.00622028 1.38906443
4.02774271 4.04379249 4 15.0011154 0.00598817 0.0155552 1.82200039
8.1117447 -6.0946634 4 2.65743534 0.00599601 0.00366578 -1.7718809

1.35771314 -5.2400643 4 1.61648036 0.0060042 0.00633998 -1.4184485
21.4825694 4.41839471 4 54.9509245 0.00601356 0.01152524 1.68739825
156.782284 -10.078993 4 1.03052352 0.00602077 0.00054514 -11.957933
2.11489196 5.38730957 4 2.31726603 0.00602115 0.00574056 2.21774063
4.24615041 -5.7663009 4 1.6052968 0.00602188 0.00448893 -1.6475151
2.63508748 -5.5170115 4 1.60328315 0.00602434 0.00526906 -1.2562147
1.2133153 -4.8356763 4 3.36876976 0.00602816 0.00842648 -1.6280779

426.720455 4.46947477 4 949.451587 0.00603208 0.01107916 1.52488341
1.09768482 -5.2292396 4 1.39047817 0.0060343 0.006387 -1.2390098
65.7952378 -8.5346083 4 4.05697621 0.00604061 0.00103437 -4.037663
3.28631292 5.66770923 4 1.57875433 0.00604812 0.00477932 1.48754466
1.1301987 -4.9832659 4 2.4300835 0.00608257 0.00757976 -1.6863547

1.09505561 4.89408381 4 2.80290608 0.00608746 0.00807828 1.82381259
20.7864519 -6.1740902 4 9.71037355 0.00609249 0.00349528 -1.4372622
3.04542678 4.13239644 4 13.7678226 0.0060931 0.01446567 2.17926
4.51182311 -5.6995155 4 2.02027442 0.00609554 0.00468319 -1.5084825
65.5600805 6.27437441 4 30.8302698 0.00610237 0.0032937 1.44395179
542.888729 4.28494635 4 1234.79071 0.00610438 0.01279733 1.44840612
1.17632887 -4.8191812 4 4.33787482 0.00610826 0.0085281 -2.0057079
1.27169929 5.1402503 4 2.69039808 0.00610961 0.00679011 1.90596644
3.42803437 -4.5898524 4 8.74923541 0.00611426 0.01010795 -1.6571821
1.55885957 -4.7299022 4 4.52386591 0.00611581 0.00910475 -2.9584527
1.79938845 5.02520187 4 2.92121485 0.00611615 0.00735832 1.24246367
4.54276097 -5.6582327 4 1.74505175 0.00611955 0.00480843 -1.6328296



1.26350013 -5.2448467 4 1.76771713 0.00612305 0.00631935 -1.4864851
1.62822112 4.74210781 4 5.41449572 0.00612384 0.00902317 1.8564685
316.706601 -7.8590225 4 5.63053164 0.00613195 0.00141643 -30.631005
11.0738779 -4.7929271 4 19.2550949 0.00613296 0.00869294 -1.337882
60.4493517 7.56666058 4 9.55921816 0.00615646 0.00163525 2.57244173
4.64959614 -5.8596268 4 1.66474189 0.00615849 0.00423374 -1.7337293
1.61597631 4.89255308 4 4.16131503 0.00616319 0.00808718 1.65593002
1.52625847 -5.3184836 4 1.18813995 0.00616647 0.00601171 -1.1219579
1.30519115 5.20202281 4 1.98373234 0.00616932 0.00650711 1.68384506
3.0753679 -5.4829467 4 1.90992752 0.00617854 0.00538816 -1.2578146

1.69466059 -5.2951119 4 1.35661282 0.00617981 0.00610732 -1.1184285
14.9629587 4.17672265 4 41.7781147 0.00618514 0.01395518 1.60882385
21.9272385 4.0857811 4 62.0202106 0.00619155 0.015027 1.58241174
1.35361969 5.06329706 4 2.31716275 0.00619618 0.00716397 1.28689391
1.48918115 4.89432389 4 3.01730621 0.00619737 0.00807688 1.38330135
1.43440979 3.97468017 4 14.8610688 0.00621085 0.01647413 4.78677578
63.1537832 5.90048717 4 39.5433055 0.00621186 0.00412762 1.24672876
1.03595101 4.98703357 4 2.42609185 0.00621229 0.00755953 1.66015583
458.953515 -11.078114 4 7.04365403 0.00621779 0.00037762 -8.2301901
5.61713406 -5.7686539 4 2.52695253 0.00622234 0.00448227 -1.5320295
4.16611139 3.16742039 4 79.5786832 0.00622671 0.03394161 4.7062355
1.72585419 -3.906585 4 10.304176 0.00623785 0.01744408 -2.229936
21.0191119 4.80943752 4 33.8259121 0.00623949 0.00858883 1.29083735
4.96801815 -5.9849131 4 1.71428543 0.00624018 0.00391852 -1.7240449
661.315121 -12.086409 4 1.37794126 0.0062458 0.00026878 -21.250136
4.21850785 -4.055957 4 16.2060692 0.00626832 0.01539991 -1.8893677
13.4842908 -4.5903495 4 24.2534972 0.00628175 0.01010416 -1.3060081
1.44362921 3.52636882 4 22.7529568 0.00628348 0.02430999 4.30523567
1.95135363 -4.784339 4 4.00236518 0.00628466 0.00874771 -1.3788598
7.95588679 -5.493548 4 4.02446656 0.00628934 0.00535074 -5.8910669
2.51920771 -5.368801 4 1.53482934 0.00629246 0.00581198 -1.2942691
1.49347588 -4.9229489 4 3.20304514 0.00629904 0.00791267 -1.4287285
1.37370002 2.5653514 4 40.5228423 0.00630658 0.06228427 4.45594099
1.3293974 -4.547272 4 5.51541236 0.00631198 0.01043922 -2.9250981

3.13295619 -4.6911818 4 7.64957458 0.00631301 0.00936952 -1.5941845
2.52240865 -4.5905617 4 6.36461474 0.00631518 0.01010254 -1.5298789
7.62591034 4.24982316 4 19.9372501 0.00631899 0.01315993 1.55420252
1.58685238 -4.3606565 4 4.93538824 0.00632126 0.01205593 -2.4557609
4.43895387 4.34142684 4 11.9075829 0.00632805 0.01223921 1.56461808
2.97100285 -5.4133868 4 1.60609621 0.00633194 0.00564174 -1.3673298
6.31145376 3.33216023 4 82.6892432 0.00633869 0.0290471 3.93347694
1.60123927 -4.780516 4 3.89746694 0.00634347 0.00877222 -1.5205729
4.1394614 -5.7542746 4 1.08674736 0.00634549 0.00452317 -2.0264158

2.71944269 5.43471974 4 1.75155566 0.00634861 0.00556245 1.22125447
11.9657214 6.55654368 4 3.16201002 0.00636594 0.00279855 1.86035822
52080.2506 -20.3644 4 10.9545182 0.00636896 3.43E-05 -73.018705
872.807714 -14.037643 4 1.77692848 0.00637429 0.00014942 -20.34628
2.67988726 -4.3614714 4 7.55954131 0.0063766 0.01204824 -1.6398768



2.0834366 4.71167751 4 4.63382621 0.00637775 0.00922822 1.48982298
5.87261251 5.17469343 4 3.3037256 0.0063834 0.0066305 4.9240185
2.15138119 5.37000471 4 2.11357298 0.00638706 0.0058073 2.17855949
27.0519631 -4.4165289 4 56.2990227 0.0063905 0.01154194 -1.4201419
2.12628082 5.16166385 4 2.1247395 0.00639252 0.00669033 2.13305619
6.74648907 -5.8807896 4 1.4330739 0.00639254 0.00417837 -2.1732192
15.8394989 -4.625783 4 26.4014957 0.00640183 0.00983829 -1.2631318
2.35130751 -4.6860539 4 5.06678385 0.00640704 0.00940528 -1.488128
1.34855292 -4.9886651 4 2.77898989 0.00642086 0.0075508 -1.4874123
1.16706764 3.5011973 4 21.5800656 0.00642465 0.02486919 4.02830492
1.95722922 -4.877309 4 3.64073183 0.00643476 0.00817646 -1.3411343
2.06061589 5.11470752 4 2.00217038 0.00643661 0.0069115 2.06876677
25.8079844 -5.667335 4 3.95264831 0.00643998 0.00478046 -8.4904165
1.02377189 4.73682768 4 2.81409474 0.00644095 0.00905835 1.67816027
1.87930851 -5.2935912 4 1.16647556 0.00645262 0.00611361 -1.4175011
57985.3176 -19.656381 4 36.7222958 0.00645632 3.95E-05 -39.291304
1.21990575 -5.0289812 4 1.93024697 0.00645714 0.00733875 -1.5131148
1.89009361 5.28938977 4 1.14278564 0.00646732 0.00613102 1.55577854
4.98824924 5.4501003 4 3.60110336 0.00647563 0.00550612 1.1822482
1.28885895 -5.1005287 4 2.30221705 0.00648562 0.00698003 -1.3415526
1.58607156 4.1411422 4 7.00349643 0.00648744 0.01436319 2.0357814
13.5342227 4.02630298 4 41.7455504 0.00648886 0.01578179 1.70298528
24.4334125 3.91672764 4 81.512019 0.00649563 0.01729535 1.77677375
6.81093558 -5.8663934 4 2.6023622 0.00650031 0.00421594 -1.6522895
3.87238323 4.49992571 4 9.06207801 0.00650562 0.01082317 1.51904123
3.28275433 5.54561497 4 1.42876297 0.00650688 0.00517154 1.5925444
1.64766828 -5.0907236 4 1.82378724 0.00651424 0.00702791 -1.6710018
884.375669 -13.991843 4 1.79597207 0.00651607 0.00015136 -20.351077
2.70922864 5.58555795 4 1.09361172 0.00651622 0.00503903 1.58482387
11.4304682 -6.7199449 4 1.869697 0.00652202 0.00255356 -2.3799597
3.12515683 -4.3773253 4 7.96900395 0.00652895 0.01189974 -1.5313294
5.52011126 5.855032 4 2.1448343 0.00654781 0.00424588 1.65301802
7.06230278 -5.8600274 4 1.64727566 0.00654888 0.00423268 -2.0831841
2.08026538 3.81100034 4 11.6652114 0.006549 0.01892388 2.23649914
3.72026878 -5.6078651 4 1.1872389 0.00655723 0.00496683 -2.2010076
5.67165827 5.76864761 4 2.13943178 0.00655981 0.00448228 1.72011677
3.84124639 -4.4841957 4 8.06373548 0.00655992 0.0109545 -1.4111103
16.0257754 4.31991177 4 37.7840398 0.00656121 0.01244827 1.51338646
6.52547472 -4.240901 4 22.3529736 0.00657234 0.01325401 -1.9352724
4.05582321 -4.4399269 4 11.0674572 0.0065773 0.0113346 -1.6830969
2.35385167 -5.4717359 4 1.12659799 0.00657761 0.00542807 -1.6657374
1.26254502 -4.9099969 4 2.6773768 0.00657823 0.00798646 -1.4114354
49.5338974 -8.2188986 4 1.13086234 0.00658688 0.00119456 -6.9620651
4.06783981 4.29245941 4 12.7537089 0.00659757 0.01272134 1.85861808
1.60299325 5.10171238 4 1.21747687 0.00659759 0.00697428 1.39559036
20.7727451 -7.3523861 4 2.47370355 0.00660172 0.0018226 -2.7959929
4.85620761 -5.7821038 4 1.11950661 0.0066077 0.00444442 -2.1368564
1.11675397 -4.9705406 4 2.66103861 0.0066085 0.00764855 -1.7023772



1.14230723 3.00535487 4 43.8783509 0.00661326 0.03973171 6.52973408
3.13027578 4.35022966 4 9.63915469 0.00662722 0.01215489 1.78176464
135.941467 -9.8360722 4 1.34605479 0.00662804 0.00059912 -10.721514
3.97426164 -5.5884646 4 1.19467646 0.00663094 0.00502955 -1.767237
3.39486834 4.94941011 4 2.96462098 0.00663588 0.00776447 3.44095871
1.51798395 5.21631146 4 1.03683528 0.00664144 0.00644371 1.24714677
1.52043232 4.62476761 4 2.88146116 0.00664177 0.00984579 2.02277205
19.2662604 5.88742693 4 10.1335354 0.00665855 0.00416118 1.35621876
3.2713601 4.97501091 4 4.63551676 0.00665872 0.0076243 1.20639213

1.72322701 5.04918069 4 2.63786485 0.0066605 0.00723525 2.10622977
8.2713033 -6.0510338 4 1.87358398 0.0066624 0.00376378 -2.2406959

6.33598732 5.47312607 4 3.94139239 0.00666555 0.0054231 1.28583118
2.62702372 5.00231144 4 3.72422007 0.00666612 0.0074782 1.20603559
16.3345192 -6.3201819 4 5.24880958 0.0066712 0.00320639 -1.7633208
2.59920518 -5.3981734 4 1.82191618 0.00668157 0.00569914 -2.1894008
7.90909407 -4.4944764 4 17.0468681 0.00668443 0.01086845 -1.5116666
1.86744339 -4.4429809 4 5.75188789 0.00669122 0.01130787 -1.8118682
16.5193724 5.67886908 4 10.5749934 0.00669277 0.00474531 1.24065412
22.6603085 -6.6511205 4 4.17146091 0.00669485 0.00265339 -2.409515
1.90127161 4.71264219 4 3.84493758 0.00669741 0.00922163 1.37313764
1.71054497 -4.6220996 4 5.14424936 0.00670909 0.00986553 -1.7922354
26117.7106 -19.081186 4 5.01765284 0.00671092 4.44E-05 -74.167907
125.106137 -8.3623283 4 1.64540709 0.00671182 0.00111823 -13.571094
1.46422333 -4.8322559 4 3.56263342 0.00671236 0.00844743 -1.582687
1.46422333 -4.8322559 4 3.56263342 0.00671236 0.00844743 -1.582687
1.46422333 -4.8322559 4 3.56263342 0.00671236 0.00844743 -1.582687
3.28071768 -5.4968409 4 1.26897278 0.00671592 0.00533919 -2.1986225
1.54500386 5.08285609 4 1.77434502 0.00671976 0.00706661 1.78927357
1.59329322 3.55051882 4 21.6205765 0.00672571 0.0237875 4.05032868

2.464734 -5.2486417 4 1.57379103 0.00672696 0.00630303 -1.9110567
1.97606658 -4.5395638 4 5.41091186 0.00672813 0.01050059 -1.6990414
1.97606658 -4.5395638 4 5.41091186 0.00672813 0.01050059 -1.6990414
12.7389957 -6.1986952 4 3.99159658 0.00672819 0.00344445 -1.8751662
39.9848324 7.59644369 4 5.55024701 0.00673533 0.00161113 2.49886844
1.20436585 -4.7848716 4 2.68934516 0.00673943 0.0087443 -1.7033291
1.81415852 -4.6047244 4 4.44252597 0.00674003 0.00999526 -3.0331365
3.39148613 5.46457892 4 1.07881285 0.00674519 0.00545374 1.89048601
1.42786103 4.87253887 4 2.44523336 0.00674668 0.00820464 1.29930712
19.648223 -7.3314562 4 1.88716783 0.00676722 0.00184228 -3.1857407

1.00439414 4.19616584 4 5.95581934 0.00676776 0.01373813 2.53070592
23.6173948 3.92145838 4 96.3504091 0.00676844 0.0172265 2.20165647
1.12258532 3.31735583 4 27.8395168 0.0067726 0.02945119 5.96746584
1.56468779 -4.704667 4 4.2972785 0.00677292 0.00927626 -1.724468
1.13424896 -4.7795882 4 3.37880709 0.0067761 0.00877818 -2.1155063
2.99399671 5.45269973 4 1.19687874 0.00677836 0.00549667 1.52849262
2.50696294 -4.9670566 4 3.51232444 0.0067892 0.00766752 -1.2121551
1.83172732 4.21724069 4 8.38033939 0.00682129 0.01350745 2.34744349
2.39605228 5.34656061 4 1.51742729 0.00682361 0.00589924 1.24137484



1.35950487 4.43318385 4 6.55080333 0.00682561 0.01139388 2.32828366
6.20663761 5.98314023 4 1.96959949 0.00682581 0.00392278 1.80074406
3.96971362 5.62477545 4 1.80709823 0.00683611 0.00491295 1.50203568
1.1684406 2.95094379 4 50.8740148 0.0068377 0.04192999 6.62237324

45.1654901 6.48264604 4 15.0234031 0.00684147 0.00291881 1.75326726
2.52807217 -5.1206602 4 1.54378791 0.00684948 0.00688298 -1.931023
2.99808197 4.45782758 4 8.24738122 0.00685515 0.011179 1.78257589
4.21175926 -5.2956733 4 3.24201014 0.00686493 0.00610501 -1.1484608
1.54704102 4.19771426 4 9.99392608 0.00686742 0.01372102 4.09502216
6.06235935 4.49076616 4 12.7309373 0.00687161 0.01089941 1.43323149
6.70503324 -6.0073535 4 1.55188034 0.0068729 0.00386514 -2.137892
1.38654027 -5.0109676 4 2.15398994 0.00687386 0.00743259 -1.2330097
300.048365 -8.0972106 4 39.6380838 0.00687615 0.00126442 -2.6433184
103.249446 -8.5525965 4 2.89803554 0.00688029 0.00102607 -17.503149
126.527369 -7.1873673 4 24.7035998 0.00688481 0.0019852 -2.3482511
46.251515 8.65834865 4 1.00477443 0.00689202 0.00097891 6.79723397

3.31119797 4.12107134 4 10.8308202 0.00689221 0.01459969 1.75117608
4.89905047 5.26396934 4 3.84618064 0.00690237 0.00623764 1.14111461
4.89905047 5.26396934 4 3.84618064 0.00690237 0.00623764 1.14111461
18.5875896 -5.9776702 4 3.33838631 0.00690688 0.00393594 -7.6407045
2863.13049 -14.483528 4 2.44311812 0.00690865 0.00013212 -34.305919
24.5739681 7.41804886 4 1.27360238 0.00691143 0.00176249 6.05766331
77.1336234 -8.8012533 4 1.94070996 0.00691244 0.00091937 -6.2689035
2.99297705 -4.5155495 4 6.56864667 0.00691896 0.01069461 -1.4346124
122.316857 -3.7243099 4 419.972594 0.00692254 0.02039773 -1.7100799
2.29676104 -3.7754425 4 14.7255895 0.00693056 0.01951246 -2.4820009
15.8474489 -4.0412352 4 42.6648563 0.00693738 0.01558809 -1.5531164
13.5155574 4.49829231 4 23.8333989 0.00694284 0.01083671 1.31543297
3.73835795 -5.4681578 4 1.00534789 0.00694804 0.00544088 -2.0198262
166.90942 -10.322177 4 2.3914839 0.0069698 0.00049701 -8.9225601

2.20576778 4.83421899 4 2.11701347 0.00697048 0.00843539 2.13338929
1.24219572 -4.4377446 4 4.28927927 0.00698016 0.01135374 -1.7571963
7.67983349 4.18201233 4 19.2615916 0.00698458 0.01389572 1.52610178
10.0779507 -6.151338 4 1.09728648 0.00699004 0.0035431 -3.2993334
2.33302018 5.29097024 4 1.26689643 0.00701137 0.00612446 1.33604701
2.85034054 4.6094932 4 6.43694412 0.00701505 0.00995945 1.55515141
3947.26844 -10.033909 4 7.57227358 0.00702527 0.00055469 -168.29233
2.98532263 5.47818162 4 1.26924489 0.00702957 0.00540508 1.50023567
11.9433936 5.50166663 4 7.40707331 0.00703027 0.00532231 1.30865306
35.236832 4.36984506 4 76.6907824 0.00703543 0.01196953 1.53185555

1.69119203 -3.9409018 4 13.8591172 0.00704202 0.01694695 -3.0626239
1.24587613 4.35731274 4 4.26223514 0.00704572 0.01208756 1.81535701
2.46823926 2.97750502 4 20.2378817 0.00705187 0.04083959 4.60309013
1.02908572 3.54111611 4 21.4415777 0.00706188 0.02398933 4.93386234
2.4136888 -5.0197445 4 1.79490877 0.00706193 0.00738669 -2.096367
3.8519393 -5.4978803 4 1.34114285 0.0070624 0.00533555 -2.253046

3.06181426 5.34041985 4 1.77546879 0.00706352 0.00592362 1.27638238
1.66458269 -4.6340036 4 2.59560438 0.0070665 0.00977782 -1.9868748



12.6096918 5.42208402 4 8.481218 0.00707377 0.00560925 1.23724666
3.04501945 5.30081289 4 1.28314413 0.00708036 0.00608383 2.17340756
2.80764175 5.1972567 4 2.1435326 0.00708639 0.00652843 2.32286719
1.88684663 -3.6923489 4 8.43159413 0.00708666 0.0209755 -3.6466592
5.33616579 5.79156775 4 1.04589179 0.00709173 0.00441802 2.36389512
4.52704152 -5.4681277 4 2.45773027 0.00709649 0.00544099 -1.3262589
6.15001479 5.29143489 4 4.63473892 0.0070969 0.00612254 1.1636431
1.06500589 4.65214467 4 3.71140461 0.00709832 0.00964598 2.10361344
2.68714453 5.44804893 4 1.25114424 0.0071034 0.0055136 1.46178546
1.04860222 -4.9581949 4 1.62511308 0.007104 0.00771602 -1.2585922
1.91475941 5.15695586 4 1.2364654 0.0071083 0.00671212 1.22561009
2.00160563 4.54909245 4 4.57928014 0.00711085 0.01042479 1.43223369
6.75999279 -6.0801647 4 1.97157049 0.00711117 0.00369799 -1.8301806
2.62239103 4.85748701 4 3.57029337 0.00711155 0.00829435 1.15212314
69.9530651 -4.6151136 4 111.484839 0.00711222 0.00991744 -1.293893
3.26698691 -4.4568233 4 6.73486851 0.00711417 0.01118766 -1.4063187
208.654196 -10.956601 4 1.49166925 0.00711626 0.00039419 -11.46884
9.57218242 6.11331536 4 2.06285871 0.0071174 0.00362484 2.12909852
304.358991 -10.214989 4 3.57994615 0.00711838 0.00051755 -10.293062
13.6743325 2.50388108 4 215.027478 0.00712148 0.06649028 2.85192238
1.6017508 3.08122135 4 50.7150535 0.00712212 0.03688774 5.64210503

43.7714676 -8.0447793 4 3.79815372 0.00713185 0.00129608 -3.3231208
1.91146418 -4.3861232 4 6.34253783 0.00713467 0.01181829 -1.8173273
92.8564662 2.91995209 4 1736.43901 0.00713782 0.04324554 4.29956585
8.64620478 -6.0144578 4 2.83610201 0.00714787 0.00384843 -1.7889366
1.24741254 5.04496844 4 1.25945353 0.00714895 0.00725668 1.2273368
2.06919285 -5.1293083 4 1.06042296 0.00715158 0.00684179 -1.4879406
1.36998366 -4.4574663 4 4.37777499 0.00715236 0.01118212 -1.7131541
2.66707237 5.37523591 4 1.31550955 0.0071673 0.00578702 1.40668985
3.4091037 4.62079986 4 6.00944771 0.00717439 0.00987516 1.34074858

15.0018198 -5.9744602 4 6.80344287 0.00717537 0.00394369 -1.4616073
2.87639593 -4.7668843 4 3.54606437 0.00717817 0.0088603 -2.8495033
37.1193453 -7.73879 4 1.524747 0.00718161 0.00150175 -8.0116028
2.53991537 -4.6489898 4 4.85365074 0.0071871 0.00966875 -1.3473021
4.91338161 5.47706064 4 2.50502875 0.00719923 0.00540907 1.41701131
1.67245577 4.8399072 4 2.57181014 0.00720488 0.00840065 1.24576846
1.87566499 -4.2964575 4 5.60882054 0.00720964 0.01268112 -1.6940105
5.79337406 2.81375238 4 176.007896 0.00721553 0.04813284 5.03825458
2.26885573 5.19294055 4 1.51271948 0.00723588 0.0065478 1.76679955
24.257091 -4.3992364 4 44.1331604 0.00723706 0.01169814 -1.3161581

1.20470832 4.31982239 4 4.5715708 0.00723821 0.01244915 1.92435924
32.8194936 -6.2129666 4 11.3606955 0.00724115 0.00341538 -1.6966169
2.79591074 4.21495236 4 9.02587892 0.0072433 0.01353227 1.83864437
3.26328483 -4.6005396 4 6.85117163 0.00724351 0.01002682 -1.4694901
1.45507377 3.84628161 4 11.808615 0.00724452 0.01836077 4.26869462
4.07475438 -5.6372559 4 1.53334223 0.00724484 0.00487364 -1.6438691
2.11526065 5.18388003 4 1.50971861 0.007247 0.00658871 1.72281095
3.25168605 4.22055171 4 8.7542463 0.00725114 0.01347163 1.58517165



13.2986955 5.83140699 4 6.4977253 0.00725406 0.00430898 1.40396905
21641.3329 -15.225687 4 1.65373008 0.00726197 0.00010851 -190.69116
48679.0545 -19.662536 4 7.42085234 0.00726244 3.95E-05 -83.376135
3.38257204 5.44681456 4 1.63723168 0.00726631 0.0055181 1.45667922
5.44591731 3.90437698 4 23.412254 0.00727053 0.01747666 2.21191823
4.10302385 -5.0591312 4 2.41886408 0.00727322 0.00718491 -3.0408164
15.2529081 -6.3034281 4 4.05341934 0.0072738 0.00323799 -1.8877651
123.898511 4.13466655 4 293.476906 0.00727527 0.01443898 1.5386907
1.43580843 4.61073078 4 4.37481987 0.00727734 0.00995018 1.78738575
2.31718152 5.00397691 4 1.66089803 0.00727964 0.0074694 2.07178158
6.34580002 -5.6170211 4 1.01490514 0.00729133 0.00493757 -2.5078816
1.25341576 -4.6466911 4 3.08559902 0.00730433 0.00968539 -1.6217433
1.77030539 4.87764871 4 1.76837077 0.00730754 0.00817446 1.69837963
75.6502874 -6.2658449 4 23.2712251 0.00731249 0.00331028 -1.8788599
1.36964519 5.06198323 4 1.82614057 0.00731515 0.00717056 1.58608436
27.0308123 -6.467495 4 7.62259892 0.00731901 0.00294425 -1.811368
2.43959528 -5.2754843 4 1.72116278 0.00732025 0.00618907 -2.0270354
4.33804518 5.44134839 4 1.28893746 0.00732597 0.00553809 2.21388274
11.5451674 5.30308914 4 8.67630308 0.00733552 0.00607448 1.16462574
1.7198586 4.78140599 4 2.9134208 0.00733784 0.0087665 1.28367474

20610.1343 -17.941648 4 15.0741494 0.00733805 5.67E-05 -37.329275
310.989588 -10.971881 4 2.95251968 0.00734332 0.00039206 -10.440132
1.33073341 4.97037337 4 1.93288127 0.00734564 0.00764946 1.66660574
1.88561813 5.07889914 4 1.42261497 0.00734858 0.00708618 1.1674115
6.99182667 -5.6173144 4 3.59588728 0.00735154 0.00493663 -1.3814572
2.08217866 -5.1207139 4 1.08746001 0.00735211 0.00688272 -1.3631972
1.74148619 5.01973678 4 1.07392418 0.00735287 0.00738673 1.37936664
1.80108848 4.28187553 4 6.72745587 0.00735867 0.01282854 2.09057377
2.06921129 -4.3672313 4 5.7241061 0.00736203 0.01199403 -1.6104369
6.99147386 -5.7853708 4 2.22806481 0.00736456 0.00443528 -1.7146581
1.08453381 3.89898408 4 12.7306982 0.00736849 0.01755655 3.97417229
4.0391585 -5.398619 4 1.82596422 0.00737642 0.00569744 -1.5003183

3.50581511 4.56109941 4 3.13813911 0.00738212 0.01033022 3.01693664
1.00365086 4.93059608 4 1.75622826 0.00738873 0.00786949 1.37561755
12.9295236 3.04527641 4 122.205505 0.00739008 0.03820436 2.76148739
19.5394445 7.02081428 4 3.1527194 0.00739523 0.00216787 2.44416592
8.35868805 3.43543659 4 66.1298297 0.00739706 0.0264038 3.08552311
21321.3097 -18.285079 4 8.99646186 0.00740497 5.26E-05 -47.988172
134.881884 -8.0528358 4 8.41936198 0.00740736 0.00129115 -4.2987637
6.32899483 -4.6307886 4 9.50821091 0.00741089 0.00980142 -1.1955936
17.4132293 -4.4618365 4 29.9437407 0.0074115 0.01114451 -1.293012
8.49384598 4.48803387 4 14.7582935 0.00741226 0.01092227 1.32302724
2.57372793 -5.1848104 4 1.49644321 0.00741805 0.00658449 -1.3342653
5.77211271 4.21368579 4 13.5482771 0.00741902 0.01354603 1.47253321
2.47288854 4.04604906 4 13.151489 0.00742504 0.01552625 2.43766015
2.5294833 -5.2810769 4 1.16890549 0.00743002 0.00616564 -1.4712751
5.4526125 5.50076604 4 2.76194172 0.00743822 0.00532545 1.36521215

2.73174583 5.38100188 4 1.19034207 0.00744732 0.00576478 1.51687372



6.75347471 5.677576 4 2.17585352 0.00745101 0.00474924 1.74532979
4.30903933 5.67155669 4 1.07064492 0.00745872 0.00476756 1.97487458
6.38449011 -5.4741852 4 3.24051553 0.00748587 0.00541932 -1.3864576
1.45644419 4.92591112 4 2.18725505 0.00748785 0.00789591 1.23686102
2.68072776 -5.1846332 4 1.29158019 0.00748918 0.0065853 -1.9610126
5.50167208 -5.4001755 4 3.49683707 0.00748919 0.00569154 -1.2437381
1.07677292 4.92724201 4 1.99858722 0.00749023 0.00788839 1.38926004
2.04795965 4.95060783 4 2.15062557 0.00749071 0.00775784 2.18658682
1.56136034 -4.8104435 4 2.61508392 0.00749997 0.00858254 -1.3433274
2.3775652 5.09512645 4 1.65858873 0.00750615 0.00700636 1.2139682

10.9658352 -6.2668626 4 1.41949792 0.00751543 0.00330829 -2.8156517
2.69478466 4.73499221 4 3.00366631 0.00752657 0.00907062 2.6478142
3.19769069 -5.2691359 4 1.63021538 0.00752847 0.00621579 -1.4612999
1.73242267 4.92854528 4 1.20173546 0.00753385 0.00788104 1.44515584
1.16760168 -3.5715919 4 10.4984458 0.00753452 0.02334247 -2.8440825
1.93195934 -4.6351881 4 2.7587456 0.00753888 0.00976915 -2.0934177
2.19110149 5.24266442 4 1.40768918 0.00754069 0.00632875 1.74828497
3.64785396 4.57510991 4 7.15784666 0.00754423 0.01022118 1.41506817
6837.4651 -11.483896 4 5.37123595 0.00755445 0.00032821 -192.29977

41.0282398 -6.9861859 4 6.94804398 0.0075553 0.00220842 -2.4723085
19.6154559 -4.5616469 4 31.5636577 0.00755541 0.01032594 -1.3097285
1.37541452 4.71392596 4 2.59507187 0.00755588 0.00921288 1.37174002
1.65029702 -5.03246 4 1.17501342 0.00755907 0.0073208 -1.1717749
5.27315308 4.00600324 4 15.6062191 0.00756562 0.01604979 1.61566543
2.55818746 3.51381257 4 21.2621008 0.00758259 0.02458704 2.91133599
1.42142352 -4.6562261 4 3.12011948 0.00758355 0.00961662 -1.4290575
3.27144609 4.59908352 4 3.97448241 0.00759042 0.01003782 3.31671543
5.67666361 -5.9082015 4 1.00230088 0.00759558 0.00410796 -2.3669924
7.06924255 -4.4511777 4 13.7339897 0.00760144 0.0112365 -1.4012992
4.22748568 -4.0292882 4 11.5469276 0.00760819 0.01574284 -1.5796352
4.11520529 -4.3143223 4 8.53521894 0.00761655 0.01250329 -1.4109147
17.0576309 5.65904856 4 9.38571064 0.00763265 0.00480591 1.32233631
966.356207 -12.072493 4 3.37105613 0.00763848 0.00026999 -18.643565
1.99386268 4.70495023 4 3.02680545 0.00764304 0.00927431 1.2216465
9.83448004 6.02363334 4 1.45720799 0.00764439 0.00382698 4.03769815
11.4830542 2.11767354 4 329.947022 0.00765205 0.10160796 3.20163094
1.12128377 4.84804909 4 1.75906628 0.00766989 0.00835121 1.36711241
3.29409452 3.65655288 4 20.6964248 0.00767366 0.02164598 2.5472591
15.7801005 -6.6702759 4 1.39582765 0.0076743 0.00262513 -5.092566
2.40067071 -5.1561196 4 1.0593832 0.00768248 0.00671599 -1.513684
1.16510714 -4.2780532 4 5.89971202 0.00768342 0.01286753 -2.8130679
59.6699837 3.54272486 4 217.321268 0.00769793 0.02395465 1.74274957
1.83827402 4.51608115 4 3.59794536 0.00769961 0.01069026 2.33377983
3.58993242 -5.2311189 4 2.05514253 0.00770268 0.00637881 -1.3664832
2.85450119 3.56694177 4 19.330603 0.00770407 0.02343982 2.70483729
1.02584914 -4.584752 4 2.86770246 0.00770546 0.01014695 -1.6217328
7.45961625 -5.3942958 4 4.63109599 0.00771044 0.00571388 -1.2714803
47.0951836 -8.1510852 4 1.57528335 0.00772486 0.00123288 -5.2600013



5.46351425 -5.3868965 4 2.34735688 0.00772636 0.00574214 -3.8477358
3.54413388 -5.4101208 4 1.36316293 0.00772778 0.005654 -1.6317224
1.63520662 -4.5519817 4 3.46033559 0.00772847 0.01040194 -1.4770501
1.24089954 3.81973591 4 12.0848065 0.00772873 0.01878255 3.12004284
1.12452836 4.94768914 4 1.15322203 0.00772927 0.00777401 1.15125094
7.22384302 5.57529185 4 1.9406202 0.00773972 0.00507269 4.26573446
17.0564544 -5.9320663 4 6.83425596 0.00774422 0.00404784 -1.5755299
17.7431617 -6.3081113 4 4.89519521 0.00774484 0.00322912 -1.8154669
2.0932298 5.16361898 4 1.20361897 0.00775446 0.00668131 1.55952941

1190.32156 -13.121192 4 4.59265929 0.00775681 0.00019482 -17.081165
2.21731661 -4.8926718 4 2.9558511 0.00775774 0.00808648 -2.6189356
1.46253712 3.38781699 4 14.4299965 0.00775779 0.02758553 2.56513752
1.53425111 4.93373542 4 1.83672056 0.00777029 0.00785185 1.71415269
4.93664382 5.59513161 4 1.87462853 0.00778637 0.00500789 1.63138228
8.3192746 -4.5258479 4 12.4950716 0.00779202 0.01061088 -1.2116506

4.48277985 -5.4553684 4 2.10579258 0.00779876 0.00548699 -1.4329288
2.03859465 4.43560637 4 4.28712857 0.00780461 0.01137254 1.41349969
9.24163956 -5.8474343 4 1.31600398 0.00781167 0.00426605 -2.7798404
1.56866862 -2.7573521 4 52.3381594 0.00781915 0.05098798 -4.9650423
2.73770259 5.06497073 4 1.39243383 0.00781976 0.00715557 1.41850716
4.87675095 -5.5383125 4 1.78324237 0.00782495 0.00519623 -1.7004398
7.53381249 4.02793359 4 20.2014692 0.00782693 0.0157605 1.638721
5.61609196 4.77582689 4 7.01800003 0.00782871 0.0088024 1.13470631

1.512166 3.66802191 4 9.05893473 0.00783651 0.02142841 2.29052651
37.9369914 -6.8990784 4 1.03223004 0.00783716 0.00231462 -6.1913548
1.36279839 4.89910719 4 1.12515455 0.00783996 0.00804915 1.25130908
3.41410114 5.36006426 4 1.57502386 0.00784025 0.00584607 1.44367798
2.04770397 -5.100489 4 1.01171444 0.00784526 0.00698022 -1.4375027
2.78593018 5.15788576 4 1.64819898 0.00787189 0.00670781 1.33329271
6.1817667 -3.9456336 4 20.1199513 0.00787268 0.01687974 -1.7641996

2.68415546 5.0959383 4 1.36830625 0.00787458 0.0070024 1.45140973
1.27955969 -4.8107463 4 2.42239027 0.00787563 0.00858064 -1.3812905
71.6650904 -7.7317725 4 1.86329379 0.00789613 0.00150692 -11.742471
1106.91648 -3.5699197 4 4716.95884 0.00789698 0.02337742 -2.0655975
2.64062206 -5.1490535 4 1.42436169 0.00789819 0.00674887 -1.3242199
3.30970052 -4.4998788 4 2.81277677 0.00789859 0.01082356 -2.9665796
4.00189256 -5.4539864 4 1.19075865 0.00791363 0.005492 -2.255226
7.44450039 -4.3745909 4 15.8436866 0.00791823 0.0119252 -1.5023761
4.29297252 4.43465264 4 8.41958496 0.00792782 0.01138094 1.41183798
2.58247261 -4.0027997 4 10.5744414 0.00792961 0.01609258 -2.1097638
1.2055045 -4.8989147 4 1.39982543 0.00793067 0.00805027 -1.2654702

3.53074679 5.24858301 4 1.50153301 0.0079409 0.00630328 1.50041671
9.12800084 -4.0655266 4 20.8101453 0.00794322 0.01527905 -1.4452314
15.4776984 3.94225759 4 38.5726802 0.00794821 0.01692766 1.49649902
2.12192654 5.04003305 4 1.06738466 0.0079493 0.0072819 1.40880049
3.11214463 -5.1065986 4 1.03835786 0.00795114 0.00695059 -1.7037502
1.15573914 4.65702241 4 2.00629496 0.00795691 0.0096109 1.50631137
52.7973538 -8.1638077 4 1.22670332 0.00795809 0.00122558 -8.5889132



5.96898448 -5.9361721 4 1.0410419 0.00796325 0.00403761 -2.4951749
1.65175426 -4.6547649 4 2.60590632 0.00796456 0.00962712 -1.9291743
1.18567233 -3.0035639 4 19.0748627 0.0079665 0.03980188 -3.3062245
1.94057037 5.06268112 4 1.17666559 0.00798313 0.00716706 1.282365
1.65754491 3.80505268 4 12.1820638 0.00799143 0.01902083 4.89547349
1.2507744 4.38861687 4 3.49446355 0.00799316 0.01179533 1.59089731

52.3574514 -6.4825312 4 15.2086571 0.0079937 0.002919 -1.8250394
15190.9972 -17.13681 4 12.7616074 0.00799644 6.80E-05 -34.670344
3.39432388 -5.2372614 4 1.97612598 0.00799947 0.00635212 -1.29393
1.16306027 3.5538537 4 14.3818668 0.00800482 0.02371641 4.47235718
1.05148096 -4.6558424 4 2.47821832 0.00802045 0.00961937 -1.5847335
2.20937992 4.67834439 4 3.72919332 0.00802503 0.00945936 1.29779266
1.06261467 -4.8674484 4 2.07157238 0.0080293 0.00823485 -1.4956143
1.44859848 -4.9077637 4 1.3997258 0.00803054 0.00799927 -1.490645
4.43225086 -4.0022439 4 15.4983529 0.0080329 0.01610002 -1.8730418
1.44903572 -4.4134045 4 3.87055661 0.00803568 0.01156998 -1.5342632
3.91392611 4.85512819 4 4.27443908 0.00804139 0.00830852 4.28050148
3.99069224 -5.2867565 4 1.40457996 0.00804523 0.00614196 -2.1529519
203.843162 5.39282771 4 137.561361 0.00804696 0.00571947 1.19872435
253.057614 -5.3253741 4 12.6878516 0.00804769 0.00598386 -35.478252
2.27580834 -4.4267143 4 5.45210032 0.00805385 0.01145112 -1.6588692
2.75536213 -4.3328269 4 6.29034902 0.00806589 0.01232226 -1.4489691
4.23089179 -3.5347545 4 26.2324991 0.00806784 0.02412703 -2.4475774
1.25349259 -4.7591381 4 2.47680059 0.0080691 0.00891084 -1.4085144
31.2045417 5.21904984 4 22.437718 0.00807891 0.00643165 1.18871413
35.7795228 3.80604083 4 129.157099 0.00807968 0.01900468 1.98762743
2.61010415 3.38316865 4 20.7341264 0.00808439 0.02770421 2.60535695
2.36880655 -4.409304 4 4.99187952 0.00808813 0.01160689 -1.3847671
1.85108417 4.93863361 4 1.07881089 0.00809234 0.00782441 1.43637459
1.11706475 -4.7506774 4 1.86081837 0.00809674 0.00896643 -1.313388
3.45935599 -5.3756292 4 1.03894443 0.00810454 0.0057855 -1.8811018
26.5401063 -6.8332055 4 3.48477332 0.00810473 0.00239915 -2.9566223
7.68550377 3.08739286 4 109.610177 0.00810607 0.03666708 4.08959495
1.21013334 4.49394518 4 3.02925597 0.00810687 0.01087287 1.59553035
2.05324577 4.91882565 4 1.11662005 0.00810717 0.00793607 1.36145229
1.11506295 4.0516681 4 8.0004339 0.00811561 0.01545445 2.68172765
2.49587741 -4.5446365 4 4.77384371 0.00811648 0.01046016 -1.3957533
1.20269511 -4.5518455 4 3.2997599 0.00812894 0.01040302 -1.6598655
14.3107389 4.44822886 4 23.6283623 0.00813315 0.01126211 1.32360286
4.86418892 5.35408975 4 2.07726981 0.0081361 0.00586952 1.52423587
3.66717822 4.34781808 4 6.92864085 0.00814438 0.01217792 1.35988193
1.46721297 4.6435264 4 3.10159331 0.00814481 0.00970835 1.47205514
1.13023405 -4.7447854 4 1.94207911 0.00814734 0.0090054 -1.4812386
23.2416801 4.04528729 4 55.8982473 0.00814754 0.01553602 1.56483445
1.22585216 4.36338982 4 4.00566496 0.00815121 0.01203015 1.81578021
144.122268 -9.1952882 4 1.03260521 0.00816792 0.00077696 -12.690756
12.1409115 -5.8718919 4 1.43939174 0.00816824 0.00420154 -2.9785025
12.1409115 -5.8718919 4 1.43939174 0.00816824 0.00420154 -2.9785025



12.1409115 -5.8718919 4 1.43939174 0.00816824 0.00420154 -2.9785025
28.7430467 -4.5523679 4 41.5309415 0.00817 0.01039889 -1.2234545
1.12918201 -4.7159806 4 2.8434033 0.00817371 0.00919888 -1.6035574
1.69267583 -4.9264189 4 1.60068625 0.00817546 0.00789304 -1.7284133
1.73962889 4.9403993 4 1.69726361 0.00817997 0.00781455 1.68737055
2.28270994 -4.9524129 4 1.82889786 0.00818263 0.00774787 -1.1186555
2.68389982 4.67158665 4 4.03647461 0.00819013 0.00950707 1.22359527
1.91415521 4.94605238 4 1.08261895 0.00819017 0.00778309 1.45412977
2.11667827 4.53209628 4 4.16509671 0.00819144 0.01056046 1.45799417
100.308934 -7.9461207 4 5.73246106 0.00819516 0.00135835 -4.8003386
1.92333392 4.9655664 4 1.20000548 0.00819633 0.00767565 1.31431128
1.36946908 -3.7701739 4 12.2918023 0.00819953 0.01960152 -2.984535
10.9289864 5.36677217 4 5.83493112 0.00820756 0.00581987 1.41189618
1.24892827 4.00434253 4 6.61899456 0.00821527 0.01607195 2.43794105
1.08051078 -3.9022346 4 8.76207683 0.00823704 0.01750835 -3.5383119
1.72597986 -4.6906497 4 2.48014926 0.00823765 0.00937322 -1.1996232
3.02143151 4.56646215 4 5.25730285 0.00824171 0.01028832 1.32170852
1.28642077 -4.6675634 4 2.35127607 0.00824269 0.00953562 -1.308372
38.722425 -5.1610565 4 29.3172242 0.00824657 0.00669314 -1.1565316

113.151211 -8.9604471 4 1.69024751 0.00825758 0.00085823 -14.318522
8.22852077 -5.5630179 4 1.36671838 0.00826571 0.00511329 -3.1399697
1.04339827 4.19524011 4 4.17650548 0.00827542 0.01374837 1.9083285
41.5775222 3.3901257 4 167.057089 0.00828003 0.02752681 1.80917548
594.763072 4.10554921 4 1153.48409 0.00829056 0.01478581 1.3456233
2.3216305 -4.7397527 4 1.46045982 0.00830198 0.00903884 -1.8279819

3.30066778 5.22562976 4 1.46657421 0.00831301 0.00640277 1.47139164
2.39284048 -4.150729 4 7.23835968 0.0083158 0.01425185 -4.0110907
1.03425249 4.80533742 4 1.38245776 0.00831641 0.00861454 1.20315049
5.80524464 -5.1049692 4 3.9081791 0.00831674 0.00695848 -1.2413946
15.2454379 -4.6055969 4 6.82543485 0.00831746 0.0099887 -10.729649
1.36399187 -4.7897361 4 1.54439773 0.00832076 0.00871324 -1.5270121
1.36399187 -4.7897361 4 1.54439773 0.00832076 0.00871324 -1.5270121
1.36399187 -4.7897361 4 1.54439773 0.00832076 0.00871324 -1.5270121
8.43340994 5.63218934 4 3.60460358 0.00832145 0.00488955 1.50352558
2.97832563 -4.6555875 4 3.7603775 0.00832628 0.0096212 -3.4791336
5.60095854 4.36689558 4 10.748692 0.00832677 0.01199718 1.44077546
131408.154 -22.663788 4 1.35929234 0.00832687 2.24E-05 -309.1211
8.55436854 4.37100173 4 13.887166 0.00833017 0.01195871 1.23998683
2562.7836 -14.486358 4 1.10282012 0.00833042 0.00013202 -49.946638

39.5369371 -6.3026957 4 12.3944185 0.00833291 0.00323938 -1.7352866
17.9749964 -5.8184403 4 5.16796895 0.00834974 0.0043441 -1.9205031
1.55020864 -4.1476853 4 3.6211587 0.00835401 0.01428709 -2.2961642
2.84462238 4.16798144 4 9.05964333 0.00835733 0.01405411 1.90690982
2.76207359 4.57281959 4 4.23021346 0.0083575 0.01023891 1.2482356
1.64687481 4.51650545 4 3.12406411 0.00836359 0.0106868 1.33087688
1.23470473 3.27399584 4 14.3242135 0.0083693 0.03067353 2.75311404
5.11752349 4.25738701 4 8.60943086 0.0083706 0.0130808 6.53757651
4.25336692 5.18883895 4 1.24170139 0.00837334 0.00656628 1.82303081



6.9135902 -5.7208784 4 2.03788748 0.00837484 0.00461995 -1.771558
189.363862 6.07704866 4 72.5805771 0.00838153 0.00370496 1.56505773
1.76936872 4.8737858 4 1.19138145 0.00838207 0.00819726 1.47105618
12.5033209 5.65761231 4 5.13942395 0.00838362 0.00481034 1.59253143
1.10066246 4.58704527 4 2.32631782 0.00838439 0.01012939 1.61039566
90.2218043 -7.2780132 4 10.705267 0.00838865 0.00189376 -2.9100793
12.6958127 -6.0941207 4 1.5243998 0.00838976 0.00366698 -2.8013791
11.5855256 5.68718325 4 4.40636081 0.0083937 0.00472018 1.64597971
11.6857292 6.02536072 4 2.46460612 0.00839895 0.00382296 5.59714141
3.10347008 5.15576355 4 1.41266622 0.00840554 0.00671765 1.41883495
7.0048158 3.87059914 4 19.1466861 0.00843701 0.01798432 1.55136797

2.25240114 -4.2165713 4 5.17302543 0.0084383 0.0135147 -1.4766726
1.63800528 4.73422846 4 1.61003004 0.00844201 0.00907573 1.58533336
7.97060648 5.12143433 4 5.4797806 0.00844644 0.00687928 1.20495227
40.1906047 -6.5280926 4 8.48921737 0.00845022 0.00284411 -2.2516425
33.8045584 4.03151795 4 76.257112 0.00845423 0.01571382 1.47637133
3.85060101 4.03088463 4 8.76635786 0.00846793 0.01572205 5.22787572
1.08644131 -4.7140493 4 1.93813932 0.00847626 0.00921204 -1.3858968
1.36574697 -4.769951 4 1.90851515 0.00848027 0.00884039 -1.564936
3.36162115 -4.3584673 4 4.06973418 0.00849669 0.01207663 -3.6705162
46.991778 3.05094401 4 286.426182 0.00849699 0.03799315 2.15564323

5.44088271 -5.5194024 4 1.80385851 0.00850232 0.00526082 -1.6989896
1.56210804 4.85675091 4 1.12398969 0.00850802 0.00829877 1.36613444
1.14100609 4.79454195 4 1.29053587 0.00851382 0.00868269 1.19476069
287.956579 -9.3239832 4 1.00374948 0.0085178 0.00073647 -16.339073
1.12967804 -4.5544725 4 2.41146634 0.00852071 0.01038229 -1.4009004
2.0052923 4.24688672 4 5.72094331 0.00852542 0.0131908 1.66157249

1.57662493 4.56039683 4 2.538033 0.00853108 0.01033573 2.05852555
6.15905703 5.60541526 4 1.72183654 0.00853302 0.0049747 1.83827122

1.886298 -3.9614517 4 8.10842945 0.00853486 0.01665739 -2.1932837
3.66257902 2.87209554 4 34.7613142 0.00853558 0.04537272 2.50662652
11.7656258 4.05103345 4 28.3630762 0.00854251 0.01546254 1.60175355
15.3862839 -6.1401161 4 3.1219613 0.0085584 0.00356699 -2.2590336
1.87355444 -4.3154256 4 4.36265867 0.00857291 0.01249241 -1.4935601
1.74224534 4.36588543 4 4.27300043 0.00858592 0.01200667 1.6478714
258.565063 5.38652931 4 145.990755 0.00858733 0.00574355 1.36245062
1.08594736 -4.4207534 4 3.2062889 0.00858773 0.01150417 -1.6231517
2.41818605 4.87561392 4 1.81904352 0.00858866 0.00818646 1.15378397
18.8696758 -5.911357 4 5.86070899 0.00859615 0.00409995 -1.7968049
1.16233522 4.34146841 4 3.49067051 0.0085992 0.01223881 1.66170559
3.51294824 5.02118759 4 2.35542709 0.00859939 0.00737917 1.24571811
1.73663336 4.89649209 4 1.01736198 0.00860276 0.0080643 1.31186319
9.67962706 -5.465301 4 3.4876702 0.00860508 0.00545114 -1.7074295
1.67170154 -4.9255321 4 1.45976777 0.00861083 0.00789805 -1.580945
12.1723967 6.16572491 4 1.6622501 0.0086147 0.00351277 2.89162568
2.82400986 5.04303273 4 1.41522143 0.00862141 0.00726656 1.37580559
7.01280376 3.78890387 4 21.6372326 0.00862591 0.01928709 1.65705988
2.15491784 4.90996647 4 1.54771927 0.00863187 0.00798664 1.19347039



5.14296068 -3.9094699 4 14.4929538 0.00863745 0.01740162 -1.6439601
2.33688121 4.23931306 4 7.11576866 0.00864412 0.01327084 1.78059774
4.03892813 -3.8604444 4 14.4583899 0.00864748 0.01814039 -1.9363293
1.30695002 -4.5180057 4 2.29306911 0.008648 0.01067456 -1.6909706
7.12879042 5.19405408 4 2.8802029 0.00864826 0.0065428 5.19269579
10.3440663 -5.4190281 4 4.77142116 0.00865276 0.00562064 -1.5325404
1.51077495 4.80389852 4 1.28082844 0.00865487 0.00862359 1.40608009
1.31671501 4.56954764 4 3.30542834 0.00865492 0.01026431 1.62370687
1.9797967 4.11762956 4 5.53955235 0.00865563 0.01464071 3.07951009

29.8186919 -7.3960781 4 1.9414347 0.00865686 0.00178233 -4.0546876
2.35181245 -4.8639104 4 1.89859477 0.00866101 0.00825592 -2.2004772
32.2014541 -6.849344 4 1.55907941 0.00867334 0.00237809 -5.0961937
1.51483992 4.21044964 4 3.48207619 0.00867456 0.01358127 2.14582646
1.82879415 -4.2061439 4 6.29526686 0.00867522 0.01362832 -3.3497668
1.33855224 -3.5139887 4 10.4389062 0.00867959 0.02458313 -2.559477
14.3456491 -4.2217695 4 25.250893 0.00868161 0.01345849 -1.2940581
8.15685334 -5.7095506 4 1.64444953 0.00868293 0.00465335 -2.1460677
2.38723789 -4.7195198 4 1.59702702 0.00868881 0.00917484 -1.8921176
1.35820915 4.66653884 4 2.66826783 0.00869002 0.0095429 1.42073499
2.3753344 4.9710104 4 1.19623273 0.00869066 0.007646 1.36644519

8.10804306 4.20479359 4 14.5013713 0.00869116 0.01364312 1.30497826
1.55346321 4.55175224 4 2.55397943 0.00870478 0.01040375 1.27264639
2.94348056 -4.4037205 4 5.78444938 0.00873143 0.01165739 -1.4737871
2.63071843 4.01418266 4 3.88403762 0.00873704 0.01594115 2.93978298
17.5046606 -4.315897 4 31.4509876 0.00874749 0.01248776 -1.3764599
5.74878739 5.27782264 4 1.55449533 0.00874756 0.00617926 1.91154546
1.90188042 4.03202875 4 6.41753918 0.0087508 0.01570718 1.69532373
3.11923679 -4.9410982 4 1.2125711 0.00875243 0.00781065 -1.6159861
6.96810753 -5.3104662 4 3.63790963 0.00877244 0.0060443 -1.3782159
2.82724775 -4.9435083 4 1.3491261 0.008785 0.00779723 -1.8134478
2.21960788 -4.876763 4 1.07157705 0.00878615 0.00817968 -1.4641248
1.08342138 4.62479997 4 2.00815606 0.00878894 0.00984555 1.31101999
1.8085929 -4.4460795 4 4.47873435 0.00879655 0.01128082 -1.6139547

1.89255266 4.79171362 4 1.87309705 0.00879751 0.00870066 1.88145098
15.7997743 -5.4250973 4 8.33950943 0.00879821 0.00559804 -1.3453751
1.32127158 3.8456594 4 6.76694448 0.00880055 0.01837052 2.06410146
6.07356217 -5.5963413 4 2.08458914 0.0088027 0.00500397 -1.6916994
4.05948895 5.03009372 4 1.73024714 0.00880479 0.00733301 1.54475253
306.430368 -10.326818 4 5.74050246 0.00880787 0.00049615 -7.1810741
1.07073463 -4.308185 4 2.88602166 0.00880866 0.01256404 -1.6146717

4417.11 -13.452009 4 22.9440284 0.00881 0.00017667 -13.674017
8.81502892 -5.6192087 4 1.87011718 0.00881363 0.00493061 -2.3102945
2.8505474 3.99320304 4 11.1806397 0.00881585 0.01622159 2.04798955
4.2868469 3.74151694 4 14.7609466 0.00882416 0.02009456 1.71155547

9.49430348 5.47418944 4 3.80210674 0.00882442 0.0054193 1.61890183
11.9368781 5.9600047 4 1.30003234 0.00882842 0.00397883 3.51272103
4.70493944 5.06053034 4 3.62828562 0.00883057 0.00717787 4.24999617
5.24588526 -5.3410612 4 1.63247846 0.00883494 0.00592107 -1.9102243



10.6352944 -5.5904332 4 1.2442078 0.00885102 0.00502314 -2.9739309
1.8318278 4.18891626 4 3.64641481 0.00885924 0.01381858 2.4077453

25.1216859 -6.7994483 4 3.6076729 0.00887556 0.00244394 -2.6254074
6.35083719 -5.2844877 4 1.9001227 0.00887919 0.00615141 -1.8753777
9.95221899 -5.7887619 4 2.85787396 0.00887968 0.00442582 -1.9070845
19.9851073 3.89754477 4 56.1731762 0.00888494 0.01757795 1.76507787
4.08836552 -3.7345847 4 14.7216338 0.00888614 0.02021605 -1.802253
29.4028735 -6.513893 4 2.84227712 0.00889034 0.0028672 -3.404721
26.6749828 -5.9353183 4 6.57650176 0.00889151 0.00403974 -2.0936371
2.43374362 3.90884912 4 10.7087349 0.0089003 0.01741075 5.18832132
54.4945161 5.92654628 4 19.8766237 0.00890262 0.00406165 1.6236603
1.2848433 4.6730981 4 1.36092716 0.00890744 0.00949637 1.3336738

8.40957557 5.21226595 4 4.47946431 0.00890861 0.00646159 1.42356078
4.39004156 5.06230984 4 2.65494581 0.00891647 0.00716892 1.2942969
3.9554964 5.28811963 4 1.54916756 0.00891883 0.00613629 1.56472307

1.24571085 -4.7431099 4 1.34592097 0.00893063 0.00901652 -1.3068097
4.81050252 3.22457848 4 56.4850173 0.00893105 0.03214046 3.63958892
1.15531992 -4.6625002 4 1.95257894 0.0089549 0.00957169 -1.5583409
190.931582 -9.4152695 4 4.29265641 0.00895987 0.00070933 -6.4474535
4.12132361 4.43267875 4 6.68015147 0.00896482 0.01139834 5.1839433
6.71097203 -5.3283562 4 2.65615561 0.00896762 0.00597186 -1.5642447
4.29111579 -5.0326263 4 2.91802396 0.0089682 0.00731994 -1.2128974
4.91044606 4.09582642 4 13.2302022 0.00897529 0.01490385 1.74332121
2.21491481 4.29772052 4 3.6879618 0.00897698 0.01266845 2.81566862
1.71764272 -4.8756351 4 1.18225426 0.00898496 0.00818633 -1.2043811
1.11710402 4.66755573 4 1.46235255 0.00899292 0.00953567 1.29028493
1.5767021 4.35721737 4 3.13634976 0.00899422 0.01208846 2.00342575

1.54240603 3.2653256 4 19.7888866 0.00899645 0.03092509 5.8656251
14.8633859 -6.2976669 4 2.07690306 0.00902251 0.00324894 -2.5495444
7257.54168 -12.158997 4 3.89553638 0.00902383 0.00026256 -170.14385
69.8299943 -6.8897189 4 11.6595997 0.00902704 0.00232641 -2.3472218
1.65973923 4.28033669 4 4.86357794 0.00902789 0.01284422 1.69869201
14.4290931 6.16495025 4 3.05946624 0.00903562 0.00351439 2.04827128
4.32675975 -5.306221 4 1.06474968 0.00904175 0.00606164 -2.1136896
1.30276091 4.49955821 4 3.59631257 0.00905052 0.01082621 2.20965394
1.66092797 4.15359294 4 4.89597358 0.00905594 0.0142188 1.75727056
1.79210931 -4.865628 4 1.05425276 0.00906369 0.00824568 -1.3654702
29005.2399 -17.316921 4 18.2223376 0.00906932 6.53E-05 -39.483858
7.64458564 -4.2152799 4 15.6153642 0.00907243 0.01352871 -1.4512159
261.298113 -10.536997 4 3.4825806 0.00907487 0.00045882 -8.1506609
5.37647085 -5.2519995 4 1.51820469 0.00908094 0.00628863 -2.7420579
1.88085378 4.6493909 4 2.0742847 0.00908271 0.00966586 2.05139496
24.2936408 -6.549761 4 1.90070524 0.00908333 0.00280933 -3.5083196
8.12116861 -3.8724563 4 21.4563006 0.00908827 0.01795595 -1.591676
6.6738055 3.78834454 4 19.6495257 0.00908834 0.01929639 1.62826775

2.36254802 -4.5680708 4 3.13277053 0.00909004 0.01027579 -1.1407266
5.15458935 3.35969702 4 40.5118536 0.00909028 0.0283128 2.97015306
1.88437523 -4.5818591 4 1.58098322 0.00909357 0.01016916 -1.6901408



303.429522 5.07394152 4 216.67937 0.00911205 0.00711078 1.19318252
494.737866 -10.883944 4 1.18904981 0.00911327 0.00040453 -19.354323
1.2612701 -4.5205992 4 1.89007143 0.00912244 0.01065345 -1.5687976

4.59901024 5.0145027 4 2.6113501 0.00912471 0.00741406 1.32719874
6.75019849 5.48133856 4 1.21811642 0.00913192 0.00539386 2.23486676
1207.4639 -10.777347 4 1.09403742 0.00913706 0.00042032 -33.725634
15.337908 -6.3047099 4 1.53066541 0.00913812 0.00323556 -2.8972711

3.67003987 -3.525829 4 16.6940801 0.00913939 0.02432183 -2.0399777
2.01159857 4.93569219 4 1.59106434 0.0091468 0.00784087 1.80032009
1.43019263 4.24972487 4 3.62040996 0.00915264 0.01316096 1.53179285
5.76269824 5.01947438 4 3.86408372 0.00916765 0.00738809 1.21435854
3.45085187 4.0997173 4 8.40646297 0.00918147 0.01485647 1.60340593
1.57994905 3.81685452 4 5.96149873 0.00918519 0.01882902 2.83682853
1.0464796 -3.8447355 4 7.34225183 0.0091915 0.01838502 -2.5501164

1.91488064 4.14990748 4 5.6440997 0.00919445 0.01426135 1.69209932
2.36658478 4.87219339 4 1.41400254 0.00919994 0.00820669 1.25649993
1.95729439 -4.4248678 4 3.33572174 0.00920692 0.01146752 -1.3206678
5.20351582 3.79002516 4 14.2032407 0.00920769 0.01926846 1.5672597
1.74658828 4.76448297 4 1.75843705 0.00923785 0.00887593 1.8405327
1.93720574 -4.7896375 4 1.29764181 0.00924899 0.00871387 -1.2055733
36.6839302 5.78571404 4 14.9044739 0.00925222 0.00443432 1.53501957
8.95363799 3.00227442 4 57.9198274 0.00925627 0.0398525 2.13365928
17.5618155 3.77093697 4 54.2798721 0.00926431 0.01958859 1.84207665
2.34539443 4.82845418 4 1.36747977 0.00926897 0.00847079 1.31600347
1.67398886 4.66752311 4 1.06796406 0.00929429 0.0095359 1.33236631
1.67398886 4.66752311 4 1.06796406 0.00929429 0.0095359 1.33236631
4.47856742 -5.2456804 4 1.12699935 0.00930699 0.00631576 -2.1872091
4.74077889 4.90245358 4 3.66939405 0.00930749 0.00802983 1.13107194
19.3577332 -6.3034633 4 1.23614963 0.00931445 0.00323792 -4.2972387
1.2388871 4.6675011 4 1.1722624 0.00931865 0.00953606 1.22004816

2.08390898 -4.8015686 4 1.38557474 0.00931877 0.00863826 -1.6739253
2.26427508 -4.8498846 4 1.30134953 0.0093219 0.00834012 -1.367468
36.8604408 -6.9374094 4 2.7287076 0.00933101 0.00226713 -10.219986
8.83366383 -5.3537374 4 4.26641879 0.00933236 0.00587091 -1.4280642
7.73117911 5.00456801 4 4.93385528 0.00934047 0.00746627 1.25121096
1.48081087 4.16462378 4 3.87663806 0.00934206 0.01409233 2.1215148
1.3257982 -4.6107395 4 2.1177294 0.0093433 0.00995012 -1.2902003

1.91342883 3.1819923 4 34.1641361 0.0093497 0.03347137 4.19455044
2.03366081 3.95961034 4 7.72202319 0.00935074 0.01668309 3.84124002
3.48479125 4.4203577 4 5.5224556 0.00935491 0.0115077 1.26433327
6.30988462 -3.8132805 4 16.9869056 0.00936115 0.01888686 -1.6017121
1.02575268 3.5308984 4 9.37473446 0.00938138 0.02421096 2.6410286
1.86670245 -4.4527801 4 3.69136552 0.00938688 0.01122261 -1.426832
13.8722231 5.03684002 4 9.11213326 0.00938887 0.00729827 1.26698373
3.06425468 4.16576749 4 6.00683465 0.00939845 0.0140793 1.37543175
7.87864255 4.98816972 4 5.00100222 0.00939913 0.00755345 1.28305031
2.28403694 3.16830389 4 26.178763 0.00940623 0.03391288 7.60594314
8.96785513 -4.2280357 4 14.5272795 0.00941078 0.0133911 -1.2626506



4522.0659 -14.058934 4 14.4447194 0.00941489 0.00014854 -16.680202
13.4767377 -5.8389125 4 3.94633108 0.0094154 0.00428881 -1.785189
2.9941397 -3.950242 4 4.17125717 0.00941928 0.01681459 -3.2976646

11.4920009 5.43962031 4 5.07620668 0.0094205 0.00554443 1.4439043
3.34676906 4.50706689 4 4.81007624 0.00943461 0.01076417 1.21040505
15.9916745 3.72928977 4 49.6715304 0.00943959 0.02030943 1.82543127
25.9688602 5.33538065 4 13.2605222 0.00944356 0.00594371 1.43415781
81.5745415 5.16481017 4 53.1105147 0.00945079 0.00667583 1.22398452
35.7455676 5.16017385 4 23.0970155 0.00945566 0.00669722 1.24083454
26.8580054 3.62777505 4 73.8751989 0.00946853 0.02220361 1.55136893
56.0203134 -5.1745322 4 32.6528909 0.00947175 0.00663124 -1.3404456
1.73457912 -4.7584096 4 1.1231308 0.00947472 0.00891561 -1.2125877
2.01515933 -4.7787846 4 1.39772546 0.00947487 0.00878335 -1.675729
16.2853977 5.30142135 4 8.68566567 0.00947933 0.00608133 1.33526718
6.12781867 -4.6511275 4 5.49046953 0.00948066 0.00965332 -5.5085032
1.16893099 -4.3629598 4 2.3647718 0.00948701 0.0120342 -1.4020374
2.41682975 -3.9038067 4 7.179433 0.00948724 0.01748509 -1.7068027
1.07408457 4.09041384 4 5.29116909 0.00948821 0.01497005 2.39333436
36.547752 -5.9736266 4 11.2004338 0.00949209 0.00394571 -1.752401

2.14178963 3.90057921 4 7.38292048 0.00950207 0.01753288 1.86359339
3.56808857 4.15772982 4 7.35320843 0.00950655 0.01417121 5.04030778
1.62259794 -4.7282664 4 1.02869771 0.00950934 0.00911575 -1.2193471
5.43521157 3.48552953 4 27.5447282 0.00951078 0.02522498 2.38032744
1.59439109 4.63681531 4 1.73702455 0.00951487 0.00975725 1.63710336
1.71922635 -4.3490338 4 3.22746456 0.00951489 0.01216631 -1.3725294
43.0277506 6.8932957 4 5.72999136 0.00952974 0.0023219 2.57216339
6.41780563 3.73892116 4 17.6790642 0.0095433 0.02013995 1.597933
6.41780563 3.73892116 4 17.6790642 0.0095433 0.02013995 1.597933
1.34398075 -4.4186055 4 1.80651465 0.00954599 0.01152336 -1.5418065
2.12939997 4.06701223 4 5.67703343 0.00955408 0.01526039 1.53414185
2.84817725 3.75362987 4 15.0740141 0.00955878 0.01988437 2.44698676
1534.93054 12.4106401 4 10.9409074 0.00955969 0.00024233 11.5680707
79.8463246 -6.0196944 4 20.5231278 0.00956012 0.00383617 -2.0514633
19.8749708 6.35078795 4 1.20486913 0.00956608 0.00314964 4.27347231
20.0943467 -6.1510885 4 1.0316393 0.00956988 0.00354363 -4.7313802
1.2689989 4.25502559 4 3.24995349 0.00957386 0.01310545 2.11818978

29.6938594 3.96196243 4 58.3419054 0.00957551 0.01665027 1.34473166
1.20245171 -4.6451974 4 1.48539046 0.00957615 0.00969622 -1.357463
14.2079497 4.27113068 4 22.2575946 0.0095956 0.0129385 1.27230865
32.946283 -6.7448424 4 2.53640642 0.00959983 0.00251859 -4.1600469

1.31535055 4.57481468 4 1.76321285 0.00960114 0.01022347 1.51053053
11.7643693 -5.8631874 4 2.70708158 0.00960542 0.00422436 -2.1023938
1.56656462 4.78168426 4 1.03339216 0.00960871 0.00876472 1.27445169
2.17131492 3.89635002 4 7.32852475 0.00961909 0.01759573 1.76984171
1.00602115 4.65792653 4 1.36628953 0.00962157 0.00960442 1.18521647
45.8879634 -5.7432908 4 14.1863688 0.00962791 0.00455472 -1.8967027
3.25043614 5.09429021 4 1.00175615 0.00965127 0.00701045 1.84408089
12.9131599 -4.9736854 4 9.45851677 0.00965161 0.00763148 -1.1556486



4.21890808 -4.2464634 4 4.47847479 0.00965851 0.01319526 -3.4779458
6.2667154 -3.9291744 4 14.618206 0.00966134 0.0171149 -1.4567562

8.83024954 -5.1183026 4 4.10847165 0.00966313 0.00689426 -1.5103463
5.22433735 -4.1194024 4 10.0773458 0.00966856 0.01461956 -1.3620652

1.147255 -4.5825123 4 1.5994334 0.00969068 0.01016414 -1.4070465
8.29332357 4.14172289 4 14.4127027 0.00969441 0.01435641 1.28100641
1.7667821 4.30564846 4 3.56174082 0.00969837 0.01258926 1.42731304

8.02901194 -5.5333949 4 1.96829389 0.00970675 0.00521293 -1.9134174
3549.66905 -15.058326 4 1.76403916 0.00971418 0.00011334 -41.026301
4.86649775 -5.2643971 4 1.02388784 0.00971466 0.00623583 -2.3922595
37.5654425 -6.1658354 4 3.18007875 0.00971752 0.00351254 -12.794425
4.33315639 4.90857975 4 2.54173756 0.00971909 0.00799459 1.36468916
11.935116 -5.7044672 4 3.28338813 0.00972491 0.00466843 -1.861152

169.767004 -9.413422 4 1.92568106 0.00972732 0.00070986 -9.0482383
169.767004 -9.413422 4 1.92568106 0.00972732 0.00070986 -9.0482383
1.18664664 -3.8393271 4 4.72448903 0.00973435 0.01847016 -1.8932341
1.38122986 4.63028824 4 1.40804938 0.00973577 0.0098051 1.46061904
2.62013442 -4.8088276 4 1.24949683 0.0097403 0.00859265 -1.9261301
6.21553877 -4.1330891 4 13.2565441 0.00975071 0.01445752 -1.5235789
25.6551504 -5.8872124 4 8.50424077 0.00975096 0.00416174 -1.6887918
5.86340874 -4.2137819 4 9.61973905 0.00975307 0.01354498 -1.2421967
1.71992409 4.49080832 4 2.87107951 0.00975989 0.01089905 1.32285843
1.05146961 -4.6177286 4 1.46146986 0.00976299 0.00989797 -1.16716
6.58381163 -4.0879439 4 13.8524078 0.00976339 0.01500038 -1.5080438
646.934234 -9.9404844 4 6.92243916 0.00976386 0.00057514 -11.487218
3.29994244 5.02685893 4 1.08612236 0.0097642 0.00734973 1.82452689
4.84420909 -4.8307967 4 3.20921034 0.00976464 0.00845638 -1.2438021
1.18031262 -4.1871358 4 3.70129812 0.00977022 0.01383843 -1.7580378
1.6367384 4.25358466 4 3.53384579 0.00983159 0.01312051 1.50004501
1.3202092 3.9520204 4 5.02808186 0.00983303 0.01678953 1.80477835

10024.5689 -11.829383 4 3.39288918 0.00983547 0.00029234 -134.84449
11.7697828 4.49095077 4 10.7536476 0.00983775 0.01089786 10.9347384
3.46311565 5.06991341 4 1.42051545 0.00984221 0.00713085 1.52995181
1.00224503 -4.5971014 4 1.32736321 0.00984383 0.01005283 -1.163798
3.52422184 5.01777039 4 2.00515271 0.00984915 0.00739698 2.72144801
2.22711497 4.36819933 4 3.71957371 0.00986224 0.01198495 1.26447998
3.03807761 -4.48073 4 4.0663604 0.00987412 0.01098369 -1.1557543
4405.79611 -5.862099 4 1292.36915 0.00989335 0.00422722 -1.9665835
1.05036841 3.73730457 4 7.37139673 0.00990471 0.02016828 2.84937106
9.77167726 5.49792633 4 1.43370003 0.00990831 0.00533538 2.5490613
3.59628532 -4.1161386 4 8.58842101 0.00991384 0.01465853 -1.5626527
22747.176 -15.088348 4 11.9582474 0.00991641 0.00011245 -48.557624

1.33228062 4.57747098 4 2.03054454 0.00992382 0.01020295 1.70708424
1.59038747 -4.5523248 4 1.29516931 0.00993061 0.01039923 -1.4105944
2.06304234 -4.6288951 4 1.05783221 0.00993388 0.00981535 -1.3937507
1.90347369 -4.0180013 4 7.17517707 0.00993399 0.01589074 -2.0025807
5269.71428 -9.2015797 4 8.10856347 0.00993758 0.00077492 -196.07298
2.11886857 -4.5168103 4 1.94093468 0.00994193 0.01068431 -2.1117737



1.59273571 -4.0960258 4 4.7219345 0.00994603 0.01490142 -1.7186907
13.0299723 -5.4803648 4 4.85363855 0.00994705 0.00539732 -1.6199165
5.13642086 5.25671955 4 1.93643802 0.00996074 0.00626847 1.61742148
17.8723943 -3.7139631 4 44.2045662 0.00997264 0.02058267 -1.4711244
63.6482505 5.39669849 4 27.2018027 0.00997338 0.00570474 1.58124613
1.40831825 4.180477 4 3.21180902 0.00997833 0.01391295 1.49525348
2.92916191 4.99888759 4 1.07761915 0.00997977 0.00749633 1.63061922
3.15322676 4.77938024 4 1.42228604 0.00998148 0.00877952 1.51381289
1.7879492 4.2380612 4 3.62097457 0.0099973 0.01328412 1.36713893

1009.40295 -6.4183611 4 219.709635 0.00999769 0.00302865 -2.1571597
10.4584295 -5.3945331 4 4.25672542 0.01000304 0.00571297 -1.539702
2.01471919 4.32877256 4 3.89928165 0.01000341 0.01236165 1.44951983
120527.691 -21.659737 4 6.40700266 0.01000453 2.69E-05 -138.27858
3.85401739 -4.9953911 4 1.42809528 0.01000759 0.00751491 -1.7527143
80872.9058 13.0634806 4 4.9729547 0.01002251 0.00019822 635.213349
3.33721606 -4.8759601 4 1.51363035 0.01002256 0.00818442 -1.4874724
1.08954021 4.55212904 4 1.66748097 0.0100533 0.01040078 1.25383553
1.10253088 4.22155996 4 3.15116333 0.01006472 0.01346075 1.72169692
2.84448204 4.02859024 4 6.21866701 0.01006931 0.01575194 1.41918651
107.513949 -9.0702187 4 2.3727236 0.01007263 0.000819 -6.523431
4.11093917 -4.8026648 4 2.52479662 0.01007791 0.00863136 -1.2733716
4.62617375 -5.0194545 4 1.24501731 0.01008645 0.0073882 -1.8979346
14.8546629 -5.5712087 4 4.30610088 0.01009164 0.00508615 -1.834758
3.9710014 4.60999773 4 1.82529526 0.01009968 0.00995567 2.50948014

3.75542119 -4.7945086 4 1.05028505 0.01010578 0.00868291 -1.8641554
1.22637292 -4.1618226 4 3.7765818 0.01011708 0.01412432 -1.6697674
5.36581777 5.20205131 4 1.10007898 0.01012586 0.00650698 2.17991954
1.07863786 3.67878264 4 9.30838375 0.01012627 0.02122664 3.63208586
25.9269391 -3.684372 4 65.7392993 0.0101384 0.02112274 -1.5464426
357.277155 -8.7648029 4 7.31336105 0.01013983 0.00093412 -7.9178301
3.25896906 4.86115871 4 1.97839725 0.0101405 0.00827236 1.29175104
2.5036593 -4.8124919 4 1.11118032 0.01014359 0.00856974 -1.4415784

1.80238197 4.52180546 4 1.36071787 0.01015285 0.01064365 1.55956442
1.35976331 4.32998494 4 2.70405696 0.0101582 0.01234986 1.83972678
13.4522422 -4.253205 4 20.8414522 0.01015955 0.01312448 -1.2773892
24.0426559 -6.1157268 4 3.20398685 0.01016581 0.00361958 -3.011397
1.15666516 -4.534668 4 1.48336715 0.01017795 0.0105398 -1.1164984
1.27619969 2.90927841 4 51.7974798 0.01018183 0.04370972 5.69095524
1.1301752 -4.3154923 4 2.1619956 0.01019108 0.01249175 -1.3689988

2.69165233 4.63642161 4 2.51707264 0.01019808 0.00976013 2.81457215
4.3047717 -4.1045617 4 7.56189831 0.01019935 0.01479775 -1.3031701

19.6343403 6.26929888 4 1.98995102 0.01020577 0.00330355 6.11648892
7.6870145 -5.6285306 4 1.35454381 0.01021546 0.00490108 -2.4703861

2.49676284 -4.8184172 4 1.10491294 0.01021581 0.00853284 -1.4771036
3.07449847 -4.2949458 4 4.68122842 0.01021844 0.01269631 -1.2016029
1.78716896 -4.5174107 4 1.49359096 0.01021875 0.01067941 -1.5896319
332294.482 -17.144143 4 79.3122839 0.01022825 6.79E-05 -72.568811
94.3717364 4.78616441 4 74.2777426 0.01022978 0.00873603 1.14412926



1.64706304 3.62856804 4 6.90494927 0.01023003 0.02218802 1.89270011
3.28793472 -4.4471595 4 3.55265986 0.01023089 0.01127142 -3.5075131
3.14424279 4.7959197 4 1.95053693 0.01023101 0.00867396 1.29457961
1.08565624 4.38026672 4 2.13358937 0.01023595 0.01187244 1.5172435
3.88384449 4.17425822 4 7.62232419 0.01024882 0.01398299 1.45503987
5.62167603 4.93058313 4 3.30090503 0.01025519 0.00786956 1.27316192
1.15408923 -4.2485261 4 3.56903919 0.01025715 0.01317356 -1.786511
1.41467164 3.6027112 4 6.37419586 0.01027286 0.02270329 1.97634307
1.08575658 -4.3897313 4 2.54716372 0.01027539 0.01178508 -1.7617423
2.48535649 4.33460048 4 4.20470934 0.01027604 0.01230508 1.31106346
3.78923472 -4.3310756 4 6.03138403 0.0102774 0.01233926 -1.2746027
24.546287 -6.402396 4 3.13615201 0.01028294 0.00305671 -2.6743985

4.98445896 -4.9552061 4 1.00074658 0.01028475 0.00773246 -2.1430875
1.5994155 4.46679695 4 1.98839627 0.01028806 0.01110202 1.11161281

4.97213601 5.26892056 4 1.03009783 0.01029186 0.0062167 2.28336293
11.3364134 5.02722316 4 6.13260121 0.0103054 0.00734785 1.36301138
1.31011311 -4.0847085 4 3.64679748 0.01030541 0.01504022 -1.6957144
1.9903155 4.5747275 4 1.13330093 0.01032481 0.01022414 1.32884265

2.52347588 -4.6622431 4 1.41680972 0.01032766 0.00957352 -1.3288286
1.36152756 4.54391116 4 1.14458041 0.01032904 0.01046593 1.25220008
4.19261115 -4.3300786 4 3.79520888 0.01033789 0.01234895 -3.2962678
1625.23566 -5.2787842 4 806.697814 0.0103386 0.00617523 -1.450957
5.6477687 5.28205791 4 1.46370316 0.0103434 0.00616154 1.86214235

1.89268067 -4.6297418 4 1.32596831 0.01034577 0.00980911 -1.5086601
2.47230779 4.42964255 4 1.752341 0.01035633 0.01142517 2.10985864
38.454636 -5.8930522 4 2.75707664 0.0103584 0.00414669 -9.728903
38.454636 -5.8930522 4 2.75707664 0.0103584 0.00414669 -9.728903

5.47018422 4.99483819 4 1.83361705 0.01036005 0.00751785 1.82122768
1.12840508 4.46964782 4 2.29248245 0.01036177 0.01107768 1.45835282
1.05467754 4.29603054 4 3.94379882 0.01036334 0.01268541 2.0868958
9.43560388 4.98299065 4 5.66234364 0.01036567 0.00758124 1.26401752
8.5889571 4.32262821 4 10.2298069 0.01038727 0.01242164 9.37891413

5.69151341 3.66115676 4 15.7952176 0.01039039 0.02155832 1.60587866
1.4152076 4.40522884 4 2.0711336 0.01039945 0.01164372 1.82957499

2.37754501 -4.5850889 4 1.03246351 0.01040224 0.01014437 -1.5633508
4.11396376 -4.7138665 4 1.36056743 0.01040292 0.00921328 -2.4512336
9.12219725 5.52944877 4 2.37622127 0.01042433 0.00522638 1.83059887
10.5074851 -3.3740094 4 38.1671357 0.0104288 0.02793983 -1.709224
7.92336522 -3.7215785 4 18.9346231 0.0104334 0.02044636 -1.4759149
20.3878143 3.82022362 4 42.308038 0.01043453 0.01877469 1.37441828
13.8391483 -6.2161291 4 1.61587236 0.01043944 0.00340898 -2.9618523
1.2818037 4.36179427 4 2.28794086 0.01044262 0.01204519 1.37181461

1.72068319 4.54861021 4 1.11650358 0.01044466 0.01042861 1.24592733
1.78084019 4.37777988 4 2.83104245 0.01044493 0.01189552 2.46525556
10.2653051 -5.2782797 4 3.4430357 0.01045419 0.00617734 -1.8720729
139.469382 8.61570668 4 2.97343317 0.01045529 0.0009976 7.56828541
113.458607 -7.3469901 4 2.48698082 0.01045751 0.00182765 -13.00514
2.70472417 -3.9903053 4 6.36068873 0.0104622 0.01626079 -1.5190731



1.05877099 -4.2950205 4 2.11130424 0.0104645 0.01269556 -1.4115132
1.68501707 -4.260759 4 2.94886461 0.01047003 0.01304572 -1.2960651
2683.35159 -10.707622 4 2.60236606 0.01047437 0.00043106 -80.079401
6.99182062 3.46139042 4 27.2409192 0.01048591 0.02578506 1.97636841
1.17367059 4.08409114 4 3.55419977 0.01048599 0.01504784 1.69094719
1.94474292 4.33058314 4 1.907066 0.01049663 0.01234404 1.84104369
1.91963062 -3.8412148 4 7.3979629 0.01051508 0.01844039 -1.8881244
1.48917266 3.64367439 4 6.46513034 0.01051942 0.02189343 1.90654751
3.13645848 -3.8988333 4 8.48176896 0.01052914 0.01755879 -1.7106338
1.14395484 -4.2846222 4 2.44348853 0.0105334 0.01280062 -1.5558649
2.17379413 4.57548592 4 2.99377001 0.0105351 0.01021828 2.6054891
2.42232141 -4.6898939 4 1.11205019 0.01053575 0.00937848 -1.4201884
1.24700819 -4.3714259 4 3.06648672 0.01054646 0.01195474 -1.5933057
43859.5126 -18.891481 4 1.44460522 0.01056272 4.62E-05 -152.50757
2.22928751 -4.6205054 4 1.44895115 0.01056797 0.00987735 -1.8548133
527.374103 -6.923194 4 63.8373216 0.01057131 0.0022846 -3.0361629
655.302047 -8.3236813 4 41.6364985 0.01057205 0.00113819 -3.7932622
1.06325288 4.36099962 4 2.34976643 0.0105732 0.01205269 1.70890468
5.07571412 -5.0908264 4 1.36786866 0.01059258 0.0070274 -1.8060173
9.96302746 3.83032836 4 25.6095386 0.01059706 0.01861287 1.69816782
1.82965526 4.56002718 4 1.44408485 0.01059816 0.01033863 1.5309178
1.50781969 4.41192837 4 2.02685572 0.01061005 0.01158325 1.1518646
104919.957 -20.742852 4 9.94818191 0.01061277 3.19E-05 -95.261708
5.72222952 -5.0071386 4 1.36185131 0.01061941 0.00745272 -2.8951526
5.85869241 3.95416542 4 8.72162268 0.01062681 0.01675937 8.20203315
2.17611823 4.69528489 4 1.10953192 0.01063108 0.00934102 1.42333307
2.63131262 -4.7584944 4 2.29654239 0.01063612 0.00891505 -2.4994969
4.26689489 5.08108753 4 1.68798018 0.01065537 0.00707535 2.72979421
783.170788 -10.802238 4 2.76622643 0.01065653 0.00041656 -18.863697
20.7240101 -3.6889808 4 51.739808 0.01065781 0.02103752 -1.5376881
2.04038272 -4.5011076 4 1.5497024 0.01066031 0.01081338 -1.6751511
24.3098045 -6.860531 4 1.25830499 0.01066086 0.00236363 -4.46853
2.54598175 4.33125743 4 3.83599103 0.01066432 0.01233749 1.24712116
1.34669569 -4.4863618 4 2.18511813 0.01066626 0.0109363 -1.7830466
1.55911458 4.18953142 4 3.1669568 0.01067168 0.01381173 1.3704319
2.06678176 4.67620803 4 1.22315985 0.01067954 0.00947441 1.29578272
2.65622711 4.32243933 4 4.25427889 0.01068187 0.01242349 1.28695653
1.36666725 4.41190091 4 1.35111737 0.01068707 0.0115835 1.34735259
1.66440917 4.63659138 4 1.13816419 0.01068834 0.00975888 1.20946596
153.232734 -6.6951172 4 22.6930663 0.01068871 0.00258903 -2.5731187
311.740222 6.11427753 4 80.6650342 0.01069025 0.00362274 1.96629063
5625.19299 -9.2828804 4 7.55259149 0.01069577 0.00074911 -194.81263
109.787152 -6.9263663 4 9.0152335 0.01069679 0.00228069 -3.8857828
48.3531989 4.19976274 4 67.9288534 0.01071839 0.01369842 1.19239847
8.76360631 5.52223157 4 1.79117522 0.01072897 0.0052511 2.1354388
3.54199897 4.04646801 4 5.23313665 0.01073313 0.01552089 5.00447409
1.82762289 4.6725545 4 1.02103842 0.01073453 0.00950022 1.37499012
2.57783332 4.06382868 4 5.92362403 0.01074407 0.01530041 1.53408701



7.47237758 -4.1421799 4 12.412259 0.01074635 0.01435109 -1.3001213
6.12235244 -5.0712124 4 2.00018843 0.0107483 0.00712437 -1.9077578
29.6078312 5.19824878 4 12.5234907 0.01075512 0.00652398 1.59864341
50.5554504 -5.2200695 4 22.4046019 0.01075896 0.00642716 -1.5454196
2.91251661 3.39704156 4 21.6202425 0.01076246 0.02735179 2.78457798
7.93401424 4.87075638 4 4.7397515 0.01076938 0.0082152 1.28241832
5.28898842 -5.0481574 4 1.2536885 0.01078961 0.00724045 -2.4079549
2.2820156 -4.5397825 4 1.89707127 0.01079168 0.01049885 -2.0851943

1.36790341 -4.3913839 4 2.67501319 0.01080337 0.01176991 -1.4130286
3.81958914 -4.859485 4 1.19287004 0.01080546 0.00828238 -1.6945133
2860.96515 -12.158138 4 2.76575621 0.01081104 0.00026263 -37.787936
8.20805898 -5.6164125 4 1.00299431 0.0108129 0.00493951 -2.9227315
3.74788336 4.11363938 4 7.94686899 0.01081831 0.01468845 1.49033899
5.66484635 5.25839638 4 1.76860503 0.01082222 0.00626132 3.13306554
95.6508252 6.8981444 4 12.159921 0.01083125 0.0023158 2.70844386
18.7617885 -6.5030359 4 1.11891366 0.01084213 0.002885 -4.0124071
1.53389931 4.54101549 4 1.21411027 0.01084476 0.010489 1.39726591
4.52141899 -3.4247611 4 17.8015111 0.01084568 0.02666342 -1.9330098
5.07664997 -4.933619 4 1.82706089 0.01087669 0.0078525 -1.6246185
3.54120766 4.02828063 4 7.27532947 0.01087854 0.01575597 1.40503307
1.12107907 -4.4040059 4 1.71461344 0.01087866 0.0116548 -1.4285951
1.8371299 -4.591222 4 1.35612772 0.01087892 0.01009751 -1.1552345
1.0834301 -4.0265629 4 3.02526602 0.01088104 0.0157784 -1.6375088

21098.2022 -6.5689587 4 4317.59418 0.01088134 0.00277894 -2.1084866
1.27901611 -4.0369532 4 3.47035073 0.0108828 0.01564334 -1.8810822
1.8808663 4.52786396 4 1.33699473 0.01088841 0.01059458 1.70248704

826981.108 -17.455514 4 204.369764 0.0108902 6.32E-05 -69.144641
1.40339306 4.53581356 4 1.24522763 0.01089787 0.01053061 1.35668356
1.40339306 4.53581356 4 1.24522763 0.01089787 0.01053061 1.35668356
1.40339306 4.53581356 4 1.24522763 0.01089787 0.01053061 1.35668356
5.30386409 -4.2409992 4 7.35230402 0.0109092 0.01325297 -1.1679879
9.60979774 5.02384387 4 4.04125671 0.01090943 0.00736537 1.59128092
6.53134903 -3.3895651 4 26.7642429 0.01091458 0.02754105 -1.9307735
22.6790478 3.9396196 4 39.0687333 0.01091894 0.01696521 1.274617
17.9818072 4.72832329 4 13.2935846 0.01092019 0.00911536 1.18932334
3.10806944 -4.7138996 4 1.86197053 0.01092545 0.00921306 -1.2550736
6.83895376 5.34111926 4 1.35920931 0.01092696 0.00592083 2.07239496
32.1717458 -6.7555868 4 2.76558893 0.01093139 0.00250368 -3.2146487
12.2190099 -5.6029256 4 3.29382928 0.01095174 0.00498271 -1.9333789
2.32732671 -3.6790638 4 7.37008132 0.01095518 0.0212214 -1.6625675
2.62031338 3.63130388 4 8.48206199 0.010957 0.02213432 1.67083427
3.12503983 3.80637506 4 8.51736312 0.01096051 0.01899922 1.55290555
3.13668835 4.52430378 4 1.41767274 0.01096734 0.01062338 2.02556812
4.7442021 4.15129905 4 7.63026996 0.01096889 0.01424527 1.2519181

19.2262169 -4.9557682 4 10.8715956 0.01097906 0.00772937 -1.3451024
259.003694 -5.1873564 4 127.160525 0.01099945 0.00657298 -1.4589996
1.19737189 4.28395772 4 1.70663879 0.01100251 0.01280737 1.42401723
5.21657637 -4.8774957 4 1.29225632 0.0110108 0.00817536 -2.0499316



8.58173857 5.18747857 4 1.97400299 0.01101984 0.00657242 2.10804556
3.28081838 -3.6354449 4 10.0243844 0.01103504 0.02205333 -1.6866749
1.88589994 -4.4745499 4 1.60267262 0.01104073 0.01103599 -1.7872343
3.74399845 4.18120031 4 6.16735505 0.01104743 0.01390483 1.32286915
3.67847479 4.65396026 4 2.83127947 0.01104755 0.00963291 1.13549803
5.56772369 3.81877235 4 12.698511 0.01104794 0.01879807 1.43607127
5.56772369 3.81877235 4 12.698511 0.01104794 0.01879807 1.43607127
26.0332235 -5.8056142 4 3.78902862 0.01104889 0.00437919 -2.7562326
1.07997324 -4.4397956 4 1.28612568 0.01106183 0.01133575 -1.1572468
2.1876454 -3.6004502 4 9.58720001 0.01106578 0.02274902 -2.0670987

1.56749093 -4.4048536 4 1.85133314 0.01106695 0.01164712 -1.7745809
3020.31828 -11.054632 4 1.02132179 0.01107114 0.00038076 -54.864596
4.64057937 -4.7741386 4 2.63564575 0.01107211 0.00881329 -1.3331396
4.29054764 4.01533181 4 8.34318961 0.01108127 0.01592596 1.36836375
1.05830226 -4.4130159 4 2.22613522 0.01108732 0.01157347 -1.5396522

16.47098 -3.8525534 4 33.0927635 0.01109216 0.01826278 -1.3836464
2.67677146 -3.506586 4 10.5035761 0.01109798 0.0247482 -1.7672979
1.60414947 -3.9596499 4 3.25160125 0.01110027 0.01668254 -2.15995
48.1653259 -6.8271208 4 4.51228837 0.01111324 0.00240715 -3.2789333
2.23139451 -4.5909056 4 1.40414086 0.01111602 0.01009992 -1.2465332
1.02719266 -3.1377708 4 10.6630898 0.01111745 0.03492265 -2.6733121
5455.10356 -13.388554 4 18.4148331 0.01111979 0.00017998 -15.870615
7.86102813 -5.2230409 4 2.15844037 0.01112334 0.00641412 -1.8347006
60.9633434 -5.9176447 4 16.2075017 0.01113552 0.00408404 -1.914404
6.22906154 2.83540177 4 63.9131667 0.01114121 0.04708646 2.99225328
11.513619 5.45856606 4 1.28317871 0.01114887 0.00547542 3.24186552
1.3671712 -3.8628137 4 4.13273536 0.01115121 0.01810383 -1.6630794

3.56806923 4.00817813 4 7.2799714 0.01115136 0.01602082 1.41669377
32.9208446 -5.9099531 4 5.11446102 0.01115731 0.00410351 -2.7191606
2.54042721 4.52975781 4 1.17711719 0.01115776 0.0105793 1.78921163
1.35994825 3.4903665 4 7.1560007 0.01117252 0.0251145 2.03626545
1.81352139 -4.0038919 4 4.74763839 0.01117441 0.01607798 -1.7045197
191.004749 4.80294847 4 138.434325 0.01117495 0.00862957 1.16587769
5622.25793 -9.0013717 4 174.190935 0.01117634 0.00084334 -5.8920649
2.36759504 -4.196873 4 2.0864991 0.01118779 0.01373031 -2.1262113
1.98187396 -2.2136484 4 42.7260327 0.01119806 0.09125475 -4.5016122
2.71028112 -4.4954865 4 1.90633 0.01120857 0.01086004 -2.4576998
2.5987478 -4.5409474 4 1.00342731 0.01121269 0.01048955 -1.5765923

5.23353069 4.94013203 4 2.69117925 0.01121637 0.00781604 1.37675009
9.05314236 -4.964004 4 4.87187985 0.01122013 0.00768418 -1.3649243
1.29416676 -3.8690703 4 3.31339979 0.01122433 0.01800771 -2.0086322
1.6716757 4.10279881 4 4.03881575 0.01123889 0.01481908 1.51154222

7.83230346 -3.9409434 4 17.0317714 0.01124683 0.01694635 -1.5075809
3.27791803 -4.7861163 4 1.40447937 0.01125049 0.00873634 -1.4910443
11.5973138 -5.3581456 4 4.21541319 0.01125102 0.00585359 -1.6417695
3.85812006 3.71069789 4 10.1118715 0.01126656 0.02064145 1.5092632
5.03162551 4.75818156 4 3.17112098 0.01127021 0.0089171 1.22822785
7.6649909 4.41351392 4 6.98981394 0.01127787 0.01156899 7.39342639



1.73959638 4.15584015 4 4.00232223 0.01131973 0.01419292 2.67947875
2.37166094 3.66797575 4 8.05686483 0.01132711 0.02142928 5.05715866
70.5266878 -4.7638809 4 48.8337236 0.01134385 0.00887986 -1.2187652
7.78036484 4.07655968 4 12.1780904 0.01134493 0.01514113 1.23253811
1.63034588 4.1763366 4 3.54023188 0.01134504 0.01395953 2.55334366
6.46269088 4.07785982 4 11.5891417 0.01134709 0.01512497 1.36159209
3.0127937 4.24545534 4 4.43653769 0.01135849 0.01320588 1.25328234

50.3434401 -4.8528606 4 30.8467617 0.01136387 0.00832217 -1.3217881
1.49078818 3.10835383 4 21.4122477 0.01137969 0.03592911 3.55237192
1.71723872 4.35640464 4 1.47892228 0.01138351 0.01209617 1.65481369
11.862146 -5.5868491 4 3.0086544 0.01139266 0.00503482 -2.0081495

2.64352872 -4.5493761 4 1.29031289 0.01140647 0.01042255 -1.4307418
1.07445242 4.35540431 4 1.72854877 0.01141222 0.01210566 1.29794165
1.45434744 -3.9282687 4 3.1480496 0.0114222 0.01712795 -2.024948
4.49310634 -5.0151035 4 1.7699127 0.01142259 0.00741091 -1.5824671
10.1767524 -5.0645573 4 3.68679092 0.01142313 0.00715764 -1.669052
12.6445707 -5.3328232 4 3.33722547 0.01143705 0.00595394 -1.9378588
2.09416353 4.47690868 4 1.41924942 0.01145106 0.01101599 1.22659812
1.3014234 3.62439773 4 8.98598026 0.0114512 0.02227017 2.61136801

7.95817161 -5.1596982 4 2.70453474 0.01145275 0.00669942 -1.7491324
6.04587509 -4.9950492 4 2.37755578 0.01145336 0.00751673 -1.5411948
1.23530698 -4.4103739 4 1.23879242 0.01145337 0.01159725 -1.2388949
389357.362 -20.848519 4 21.4257587 0.01145917 3.13E-05 -133.57333
1.68331814 -4.0976922 4 3.17187643 0.01146894 0.01488111 -1.3646145
1.56763817 4.03166056 4 4.51900759 0.01147437 0.01571196 1.73932655
8.66863983 -4.8575175 4 4.39193062 0.01147696 0.00829417 -1.4782005
5.88095733 2.80425147 4 68.7486733 0.01148064 0.04860055 12.3662816
1.23091639 4.17781043 4 3.07759177 0.01148713 0.01394293 1.54099145
37.4612671 -5.3248709 4 13.7141031 0.01148798 0.00598589 -1.6807605
37.4612671 -5.3248709 4 13.7141031 0.01148798 0.00598589 -1.6807605
4.56786169 -3.8822736 4 9.14376837 0.01149101 0.01780689 -1.3687686
5.88148345 -5.0404232 4 1.11564051 0.01149834 0.0072799 -2.3252676
1.06062648 4.33190053 4 1.91241072 0.01151669 0.01233125 1.45596875
2.19244507 3.61490944 4 7.52504 0.01151951 0.02245844 1.6942543
4.28895919 4.64128025 4 2.69893174 0.01152224 0.00972468 1.2858417
3.70001225 -4.638435 4 1.87824289 0.01152244 0.00974542 -1.3952783
188.410502 -8.7529268 4 4.57362668 0.01153503 0.00093899 -6.7605123
2.07053657 2.8762041 4 19.2621678 0.01153659 0.04518538 2.59077056
542.459712 -10.100535 4 2.73471294 0.01153915 0.00054065 -13.785031
1.43040763 -4.3602316 4 1.93467386 0.01154707 0.01205995 -1.7922694
188.069431 -9.3856923 4 1.15355902 0.01154949 0.00071798 -12.014173
3.38542683 -2.7260746 4 18.2887116 0.01155146 0.0526557 -5.798124
4.96124564 -4.8095158 4 1.61290698 0.01155399 0.00858834 -1.7212753
2.07130222 4.27459168 4 3.33172002 0.01156324 0.01290296 1.27539412
1.3470851 4.31035095 4 1.83216976 0.011572 0.01254256 1.67330562
10.602209 -3.5267239 4 41.6984876 0.01157562 0.02430221 -2.0956522

8.32808879 5.05641913 4 3.24170473 0.01160258 0.00719859 1.61987888
3.35334368 4.51544292 4 1.84986888 0.0116084 0.01069548 2.21721416



225.96693 -8.6667665 4 5.55355601 0.01161503 0.00097528 -6.1876978
4.3239543 3.59263196 4 17.0007328 0.01161594 0.022908 2.17358325

9.01427774 -4.0132724 4 7.68216058 0.01161763 0.0159532 -9.0789409
1.01812982 3.21277846 4 9.49132366 0.01162253 0.03250288 2.53016909
3.16480067 3.41212505 4 12.8582651 0.01162336 0.02697463 1.97392733
3617.65722 4.88201331 4 2391.89918 0.01163092 0.00814878 1.20824301
3.20428763 4.63699644 4 1.8148923 0.01164002 0.00975592 2.64279482
71.5253581 -4.7060639 4 50.4227619 0.01164224 0.00926666 -1.2181955
2.4048286 4.27827895 4 3.13022587 0.01165529 0.01286522 1.13270323

9.49093106 4.90428828 4 4.22727321 0.01166598 0.00801925 1.51863822
24303.2596 -5.7837553 4 30.3058218 0.01166968 0.0044398 -633.75127
2.49810722 4.45088571 4 1.01493292 0.01166971 0.01123903 1.62718075
2.80208295 -4.623385 4 1.33553219 0.01168217 0.00985601 -1.3895376
2.20894029 3.09101154 4 24.4619938 0.01168298 0.03653842 3.12098342
1.62434768 -4.4929987 4 1.62880806 0.01169107 0.01088076 -1.6225308
6.42949517 -4.8854672 4 1.63177539 0.01169212 0.00812853 -1.9978394
2.1818602 -4.5664557 4 1.23246047 0.01169509 0.01028837 -1.3100139

2.61424196 3.45503676 4 10.6240928 0.01169715 0.02593492 1.97334113
8.5693869 -5.3625551 4 1.36904262 0.01170235 0.00583632 -2.6787451

59492.1998 -14.389563 4 2.33188093 0.01170635 0.00013555 -347.00971
1.41250958 4.04171666 4 3.16955374 0.01170686 0.01558189 1.93363032
33.2680134 -5.6608225 4 10.4901917 0.01170845 0.00480045 -1.7155535
1.59981841 -4.4153479 4 1.05500907 0.01171594 0.01155253 -1.3158655
2.6978985 3.17012243 4 28.8295141 0.01173827 0.03385383 7.83004243

27.8573547 4.73384003 4 20.1627215 0.01173986 0.00907833 1.16188149
1.13003339 3.79391932 4 4.40099201 0.01174627 0.01920392 1.86071236
3.67524001 -4.2420477 4 4.62331528 0.01174711 0.01324187 -1.1243917
1.93820043 -4.176517 4 2.94173985 0.01175348 0.0139575 -1.2197558
4.03340127 4.67870433 4 1.34234074 0.01176334 0.00945683 2.12870527
2.69724599 -4.6343828 4 1.27918487 0.0117808 0.00977505 -1.4438494
1.27176318 -4.3504915 4 1.62599584 0.0117815 0.0121524 -1.4293085
3.88649867 -4.7913944 4 1.62282057 0.01178209 0.00870269 -1.5300406
1.9302942 3.25606322 4 16.4098754 0.01178852 0.03119653 5.99396657

2.81197858 4.71147565 4 1.11759113 0.01179148 0.0092296 1.83804175
1.24151891 -4.1339167 4 2.62719722 0.01181032 0.01444779 -1.4627819
1.17921245 4.27876091 4 1.67106796 0.01181447 0.0128603 1.19373124
6.09854447 -4.3364876 4 4.35941189 0.01181794 0.01228683 -4.4273698
1.40590527 4.06977132 4 2.85856331 0.01182408 0.01522581 1.80872137
8.12740584 5.17895296 4 1.12985389 0.01182534 0.00661108 3.48662063
31.2679167 -5.2267321 4 14.3244379 0.01182775 0.00639795 -1.4381894
8.59539793 -4.9141221 4 3.91263546 0.01183059 0.00796287 -1.4711304
1.18943033 -3.9727938 4 3.27773726 0.01183847 0.01650012 -1.9639713
31.0809708 -3.700452 4 67.4281269 0.01184126 0.02082719 -1.4644457
1.92042552 -3.86377 4 4.3981925 0.01184154 0.0180891 -1.4744743
1.11829633 4.02215735 4 2.4417701 0.01184283 0.01583608 1.60640525
5.36620011 -4.8770946 4 1.14375602 0.01186513 0.00817772 -2.6757127
3.10893575 -4.7378858 4 1.10470874 0.01186921 0.00905129 -1.6753226
44.2044719 -6.2134566 4 1.03531414 0.01187542 0.00341439 -6.7875416



1.75921937 4.38449527 4 2.55152936 0.01187571 0.01183331 2.18691447
1109.35827 7.34812784 4 100.867946 0.01187839 0.00182658 3.34327977
75.8348096 -6.0000111 4 12.7844239 0.01187951 0.00388251 -2.6685964
1.04899239 3.85930952 4 5.09822119 0.01188105 0.01815793 2.50891393
3.91267419 3.86758421 4 7.94959803 0.01188321 0.01803049 1.3800929
35.9117949 -4.070955 4 52.9412822 0.01188753 0.015211 -1.2296105
2.09780864 4.4718871 4 1.32081266 0.01190371 0.01105861 1.24416022
1.40002365 -4.0222215 4 3.83853178 0.01192003 0.01583524 -1.7903591
8.94708915 -3.5513104 4 26.7707768 0.01192518 0.0237706 -1.6875298
1.47515415 3.27207541 4 8.65055079 0.01193019 0.03072904 2.21957195
3.36298654 4.67123326 4 1.24974173 0.01195603 0.00950957 1.60895136
376.525863 -8.3646371 4 9.08460569 0.01195746 0.00111706 -6.8415928
29.0878863 -5.4905302 4 9.88215009 0.01196283 0.00536136 -1.6873991
10.0919954 -5.6900574 4 1.54006976 0.01196604 0.00471152 -2.5344321
1.4750117 -4.2725177 4 1.38456816 0.01197697 0.01292424 -1.4044302

1.38093542 -4.3164841 4 2.13353475 0.01198098 0.01248198 -1.6722444
5.34450113 4.75249719 4 2.90957056 0.01198109 0.00895444 1.30848723
9.82620624 -5.2309966 4 2.4403664 0.01198321 0.00637934 -2.1757109
1.37476348 -4.0772791 4 2.94752018 0.01199509 0.01513219 -1.408474
1.37476348 -4.0772791 4 2.94752018 0.01199509 0.01513219 -1.408474
25.7829565 -5.6056542 4 4.94239042 0.01200973 0.00497393 -2.4603082
1.54611092 4.27673697 4 1.81121497 0.01201353 0.01288099 1.64086305
2.22626597 -3.7786292 4 5.95925354 0.01202401 0.01945882 -1.513204
1.18818408 3.82947256 4 4.82205323 0.01202989 0.01862651 2.11392144
14036.8148 -14.527726 4 1.72617552 0.01203175 0.00013055 -155.33492
3.3858477 4.6171567 4 2.06415603 0.01203687 0.00990223 1.25322565

1.03080276 -3.7416173 4 4.1284142 0.01204732 0.02009281 -1.9483259
2.50364092 4.58647527 4 1.71369656 0.01205006 0.01013375 2.02523584
3.19649109 4.51625354 4 1.80939765 0.01205587 0.01068886 1.3604896
1.50685824 -4.404141 4 1.06136662 0.01206232 0.01165358 -1.1702433
2.02863724 4.57329316 4 1.31178103 0.01207853 0.01023524 1.62755177
5.74270358 4.25490475 4 6.82523618 0.01207904 0.01310671 1.09841268
1.0628488 -4.240889 4 2.04383231 0.01208192 0.01325413 -1.3406013

299.829381 -8.8316482 4 1.29423687 0.01208315 0.00090729 -19.523404
6.03699738 4.92930873 4 2.06391806 0.01209891 0.00787674 1.7070213
3.38167901 3.68645908 4 8.57600668 0.01210298 0.0210841 4.69987671
13.1999912 4.77289918 4 7.83669457 0.01210354 0.0088213 1.30001421
1.87042151 4.41599534 4 1.83877928 0.01210474 0.01154672 1.84435097
5.91281306 -4.9809191 4 2.55834319 0.01210486 0.00759239 -1.5036558
4.25866129 -4.7252147 4 1.23652145 0.01210894 0.00913631 -2.5459674
2.85027447 4.49445956 4 1.84367045 0.01210995 0.01086859 1.26436403
1.65160508 4.21801024 4 2.37903655 0.01211032 0.01349911 1.20930051
1.26397566 4.14779466 4 1.96181679 0.01211171 0.01428582 1.59939771
52.376545 -6.004519 4 1.61132759 0.01212335 0.00387184 -9.4492829

2.21631476 4.42375333 4 1.12989479 0.01213022 0.01147743 1.43356543
2351.00654 -10.915037 4 1.37962909 0.0121308 0.00040007 -68.626839
23.1203471 -3.8759214 4 44.6390301 0.01213303 0.01790317 -1.4351663
1.36181161 -4.2726353 4 1.74229077 0.01216614 0.01292303 -1.1215683



9.51382453 -5.6809507 4 1.21804618 0.01217721 0.00473901 -2.7829956
222.721965 -8.5687361 4 5.38214349 0.01218245 0.0010187 -6.2163114
1.12707627 3.9338666 4 4.40368686 0.01218557 0.01704746 2.48078745
4564.97517 -3.9995742 4 108.268656 0.01221275 0.0161358 -293.36255
172.738325 -7.7973298 4 3.01641145 0.01221544 0.00145944 -23.513456
1.44677255 3.47223155 4 4.99293043 0.01222784 0.02553171 2.42626431
10.8822672 -4.0914828 4 14.5659386 0.01224125 0.01495695 -1.140509
146.294952 -8.946896 4 1.35600892 0.01224227 0.00086324 -10.536522
1.12672339 4.22276722 4 2.39788844 0.0122494 0.01344773 1.52675529
2.09668494 3.48242742 4 9.94080855 0.01225042 0.02529614 2.11348758
1.20633881 4.24332851 4 2.21323489 0.01225541 0.01322833 1.34547833
9.40116883 -4.6569145 4 5.66237458 0.01227235 0.00961168 -1.2964837
1.79058888 4.01565277 4 4.17331359 0.01227507 0.01592172 1.64514636
23.760916 4.5770645 4 17.1171109 0.01227752 0.01020608 1.19730703

1.16039168 3.18965695 4 9.10774839 0.01227893 0.03322711 3.01244513
160.377999 2.53714329 4 3241.86251 0.0122818 0.06417539 4.06440611
13.0340688 -3.9223737 4 20.4652338 0.01228471 0.01721321 -1.2385565
3.54505193 3.75616648 4 9.52328428 0.01229029 0.01984069 1.7474613
5.19371757 4.86072079 4 2.23909896 0.01229607 0.00827498 1.47261825
2.18039133 3.67234125 4 10.0549284 0.01229955 0.02134715 4.86441075
1.79811589 -4.0172295 4 4.11795229 0.01230221 0.01590091 -1.5512169
2.56022459 -4.5607961 4 1.06493437 0.01230605 0.0103326 -1.6801453
7.09295057 4.96931976 4 1.21447361 0.01233318 0.00765519 3.44153233
26.2898483 -6.5496038 4 1.57182571 0.01233725 0.00280958 -3.7473748
3.07922195 4.63859858 4 1.49987258 0.01235416 0.00974422 1.40070686
15.2544345 4.73318814 4 9.02584183 0.01235803 0.0090827 1.33686989
8.33787943 -5.1576897 4 1.00087367 0.0123784 0.00670872 -2.6203919
2.21407559 3.86507191 4 6.28902631 0.01238735 0.01806907 1.676167
7.20324504 4.96584447 4 3.06307879 0.01239519 0.00767413 1.52330015
1.22618422 3.84390714 4 2.85966245 0.01243492 0.01839803 1.81367583
3087.90336 -11.788922 4 5.96536206 0.01243788 0.00029628 -23.796366
4.71308359 4.68126461 4 2.18653508 0.01244081 0.00943883 1.55291681
4.05455029 -4.6475075 4 1.83648933 0.01246585 0.00967948 -1.5175572
4.7157062 -4.4587777 4 1.26499398 0.01246709 0.01117082 -2.3963859

4.95278605 -4.6256351 4 2.58267926 0.01247347 0.00983938 -1.3745073
37.8334113 4.85119423 4 22.1094114 0.01247554 0.00833221 1.30401343
9.90508493 4.58138387 4 6.63045221 0.01248437 0.01017281 1.25888906
2.15567399 3.44852155 4 7.62379403 0.01248481 0.02608968 1.76742518
1.28697811 4.16210404 4 2.05824755 0.01249563 0.0141211 1.74222033
2.1992246 4.49846303 4 1.06635863 0.01249569 0.0108353 1.41129624

56.4458747 -5.4282576 4 20.390552 0.01251014 0.00558632 -1.5929231
9.43694361 5.4375075 4 1.80711773 0.01252326 0.00555219 2.28235421
1002.17896 -10.125723 4 4.25347314 0.01252333 0.00053546 -18.317785
10.0446124 -5.2550286 4 1.16754873 0.01253537 0.00627568 -3.4545917
1.35335762 -4.2641452 4 1.10814761 0.01253584 0.01301059 -1.2224605
269.575342 -8.5715319 4 1.57222169 0.01253991 0.00101743 -14.354367
113736.013 -17.089985 4 22.9839736 0.01254259 6.88E-05 -76.982092
3.26145515 -4.5150397 4 1.36331855 0.0125444 0.01069877 -1.6204458



45.4176514 4.81528349 4 25.9127793 0.01254793 0.00855233 1.3312358
2.81240853 -2.59002 4 19.7181146 0.01256854 0.06068263 -4.9158237
6.00942905 4.02856649 4 9.61371261 0.01257419 0.01575225 1.28977546
4.09672242 4.66716937 4 2.03472957 0.01257803 0.00953842 1.37812586
1.56501504 4.1390892 4 2.59550941 0.01257971 0.01438716 2.26796974
3.30184497 2.77187952 4 27.3160092 0.01261843 0.05023422 2.28566363
100.529842 -6.4019712 4 9.7407598 0.01261883 0.00305746 -3.643609
4.54962428 4.1026788 4 6.20385069 0.0126191 0.01482054 1.15810283
29.8457054 -6.4079951 4 1.96716067 0.01262193 0.00304683 -7.8174285
2.97073086 4.02112564 4 5.64458063 0.01263237 0.01584963 1.39074667
16.0668744 5.19129896 4 5.95381602 0.01263286 0.00655519 1.58557411
2.09922646 3.7620026 4 5.78371622 0.01264846 0.01974062 4.1174981
1.6418361 4.37481338 4 1.01391061 0.01265042 0.01192312 1.25879754

1.24011677 -4.2475826 4 1.55582021 0.01266048 0.01318348 -1.4668945
35.0755984 -5.6501994 4 10.1680252 0.01266057 0.00483327 -1.8019429
2.17959236 4.04314411 4 1.96517201 0.01266489 0.01556353 2.00448067
3.58964739 -3.7692669 4 5.3552534 0.01266849 0.0196169 -3.7365117
8.55260373 -5.0830539 4 2.83647557 0.0126727 0.00706564 -1.7060743
14.0753404 -5.2150937 4 3.27969991 0.01267462 0.00644909 -2.2168844
19.5844653 5.05854647 4 7.27710226 0.01268406 0.00718786 1.7257574
73.7434714 -6.2546252 4 6.64421317 0.01268845 0.00333224 -3.5977827
1.46312881 -4.3692611 4 1.75820686 0.01268855 0.011975 -1.6353674
1.73238029 4.24034256 4 1.16719568 0.01269244 0.01325992 1.4193818
1.18855621 4.25395901 4 1.91507162 0.0126965 0.01311659 1.48372633
1.16475019 4.21178574 4 1.88307544 0.01269676 0.0135667 1.43432497
3.27889727 -4.6095628 4 1.32702416 0.01269736 0.00995893 -1.4890892
1149.05981 -5.6181797 4 343.495428 0.01270154 0.00493388 -1.8187285
256.291861 -8.685867 4 7.79928408 0.01270187 0.00096708 -5.5622003
2.96130824 2.83402039 4 41.3612292 0.01270672 0.04715243 3.65297672
1.33914224 4.35134524 4 1.69959765 0.0127223 0.01214426 1.53270529
2.54312215 4.59245163 4 1.19465136 0.01273705 0.01008814 1.7205407
7.5719792 -4.8832739 4 1.05291769 0.01273845 0.00814138 -2.8443298

1.17661579 4.24913849 4 1.21171895 0.01273999 0.01316712 1.18366843
8.12306378 4.77156711 4 4.64739886 0.01274997 0.00882992 1.30659435
8.32973323 -3.8512446 4 16.2385933 0.0127541 0.01828318 -1.4668873
7.83763256 -5.0143137 4 1.76390301 0.01275752 0.00741505 -3.3848174
2.89800486 4.51541931 4 1.48761058 0.0127614 0.01069567 1.4164767
2.09155333 4.36638044 4 1.47285898 0.01276897 0.01200202 1.23102871
47.2782278 -6.0207932 4 5.18146462 0.01276981 0.0038336 -3.1730848
1.28645596 4.29116059 4 1.4084182 0.01277854 0.01273444 1.36779096
1.29637386 -3.3819564 4 6.28580883 0.01278216 0.02773526 -2.0139348
26.3825302 3.37842045 4 87.2224519 0.01279617 0.02782606 1.82425704
1.58621286 2.5419844 4 27.0324927 0.01279776 0.06384621 2.9155768
3.14696875 2.47270114 4 52.5846557 0.01282298 0.06874716 3.03582888
1.52815244 4.27819641 4 1.04960968 0.01283414 0.01286607 1.2257626
1.26962695 -4.0608163 4 2.28809013 0.01284141 0.0153384 -1.6688994
58.2448432 4.76968823 4 35.5275754 0.01284812 0.0088421 1.28270047
376.222341 -9.6036179 4 4.91807229 0.01285001 0.00065713 -8.9382418



1.79024609 3.77468377 4 4.81661575 0.01285835 0.01952525 1.55754679
1.33108768 2.8305676 4 38.8970372 0.01285838 0.0473178 5.4776535
1.7562738 4.27799581 4 1.15146946 0.01286601 0.01286812 1.23152913

2.10657799 -3.6871566 4 6.07890842 0.01286708 0.0210712 -1.5726173
2.58053914 -4.3506457 4 1.59699563 0.01287192 0.01215093 -2.0089422
8.93101853 5.01258286 4 1.62954259 0.01287349 0.00742411 2.59151329
4.55297495 -4.5792474 4 1.65086379 0.01287831 0.01018925 -1.6645153
4.92354198 -3.6724497 4 10.7724022 0.01288064 0.02134511 -1.4577833
3.74709235 3.92665766 4 6.27678379 0.01289133 0.0171512 1.25824876
3.34150183 4.41066259 4 2.01836906 0.0128951 0.01159465 1.30118224
2.08027241 -4.3267432 4 1.1358607 0.01289697 0.01238143 -1.3926085
2.36048236 3.81630242 4 5.24504213 0.01290201 0.01883794 1.41314723
6.04248735 4.66693017 4 1.32502047 0.01291024 0.00954012 3.12406857
25.3956162 -5.4224629 4 6.03325375 0.01291659 0.00560784 -2.0657716
1.31565029 -3.8946296 4 4.43342707 0.01291732 0.01762138 -1.9393838
1.18140849 4.12755548 4 3.02064564 0.01292116 0.01452277 1.6428864
2.11597075 3.79627262 4 2.80157329 0.01292331 0.01916505 2.31064058
12.3727972 -4.4659582 4 9.39187338 0.0129289 0.01110919 -1.1706367
7.99016616 5.03692165 4 3.00343784 0.01293399 0.00729785 1.60365193
10.6087782 -5.3623946 4 1.06492651 0.01293987 0.00583695 -3.7398874
1.32264976 -4.1653764 4 2.14025908 0.01294547 0.01408375 -1.2983087
9088.66146 -14.212537 4 1.07840273 0.0129532 0.00014232 -92.002042
144.550436 -7.8223691 4 4.57457714 0.01296247 0.00144179 -5.5584816
3.03943356 -4.4537362 4 1.63465011 0.01296342 0.01121434 -1.4426086
2.51035145 3.68492745 4 9.24919077 0.0129738 0.02111245 4.84048901
2.26818774 4.40939977 4 1.20420468 0.01298853 0.01160603 1.39264243
4.21106961 -3.9766997 4 7.46692111 0.01299293 0.01644637 -1.3778926
124.357973 4.70232074 4 80.0730964 0.01301156 0.0092924 1.24802985
1.64203081 3.52769654 4 10.1245311 0.01303526 0.02428091 2.69050695
63.3793635 -6.4440034 4 9.00728635 0.01303637 0.00298424 -2.4948327
7.04576271 -4.7308866 4 3.42157681 0.01304467 0.00909813 -1.463444
1.87989241 -3.6825271 4 7.89975129 0.01304529 0.02115697 -2.1962731
2.89395395 4.65924959 4 1.14567183 0.01304608 0.00959493 1.83862735
3.42198151 -3.9332609 4 6.06655396 0.0130546 0.01705615 -1.315031
13.0216144 -3.7970637 4 24.8928416 0.01306075 0.019152 -1.426495
2.06821044 3.5974358 4 5.73596693 0.01306612 0.02281016 1.59900615
325.880485 2.89198546 4 1572.46826 0.01307162 0.04447415 1.93929302
1.90795638 3.82559132 4 4.50314211 0.01307177 0.01868852 1.47812143
1.44784826 4.0590956 4 2.36419827 0.01307456 0.01536015 1.69481063
77.4615814 -5.6373116 4 21.1778811 0.01307802 0.00487346 -1.8974024
1.74786666 4.13647873 4 2.36621978 0.01308905 0.01441772 1.14509848
3.60053962 3.89034702 4 5.92506764 0.01308961 0.01768541 1.26128502
1.53061429 3.78453543 4 2.88478909 0.01309052 0.01935988 1.99673663
2.91526077 -3.8289086 4 6.92460715 0.01309157 0.0186355 -1.638523
22.3798276 -5.0896816 4 6.88912535 0.01309405 0.00703302 -1.9230097
4.54295337 4.10535271 4 5.8684469 0.01311589 0.01478818 1.14136545
474.681625 -7.952479 4 12.8366959 0.0131218 0.00135423 -7.2563351
2.75513884 -3.7657158 4 6.58013705 0.01313353 0.01967726 -1.5475175



9.61961153 -3.6281288 4 22.668848 0.01314923 0.02219665 -1.5498094
2.52392384 -3.233511 4 11.062422 0.01316866 0.03186927 -1.89152
7.1362659 -4.0064502 4 9.86477844 0.01316938 0.01604383 -1.1634985

1.83146699 4.14216244 4 2.64845287 0.01317352 0.01435129 1.22786873
1.47030369 3.84415218 4 3.5160406 0.01317978 0.01839418 1.47040752
5.58942858 -4.4817234 4 3.11307258 0.01318376 0.01097531 -1.3596404
6.24821662 4.8292665 4 1.36143343 0.01318529 0.00846579 2.08595881
1.2765815 -4.1413205 4 1.58626943 0.01319352 0.01436111 -1.4515859

1.26153148 -4.1409086 4 1.82363156 0.01319456 0.01436591 -1.4345359
3.03407171 -4.6035783 4 1.13845218 0.01319609 0.01000389 -1.9381216
4.21441991 -3.9612217 4 6.71421898 0.01319644 0.0166606 -1.2482232
2.4072057 4.46946364 4 1.12394866 0.01319725 0.01107925 1.65308161

3.77120285 3.60032261 4 10.4666862 0.01320069 0.0227516 1.64335347
3.99005336 3.3994019 4 14.4078228 0.01320773 0.02729236 1.79795045
13.400802 5.57455037 4 1.58044449 0.01321022 0.00507513 4.96436122

1.47204756 -3.3751983 4 8.18282992 0.0132123 0.02790912 -2.1186503
8.04464893 2.53765484 4 136.282521 0.01321729 0.06414051 3.59632605
32.0352172 5.01016589 4 12.0591144 0.01321778 0.0074368 1.69809732
1.3916845 -3.9740586 4 3.55608015 0.01322595 0.01648269 -1.7056993

2.39147883 -4.4107429 4 1.15555033 0.01323032 0.01159392 -1.6236133
3.77777506 3.82204342 4 7.3070756 0.01324888 0.01874543 1.34639606
22.1789031 -5.8385834 4 1.16344655 0.01325156 0.00428969 -5.0026988
2.83886477 -4.0340588 4 2.76994517 0.01325467 0.01568082 -2.5546955
1.05199029 -3.6647722 4 6.40546766 0.01327644 0.02148979 -2.9498927
1.87208607 4.36915811 4 1.02768637 0.01328621 0.01197596 1.40171941
4.79036439 4.61940426 4 2.42012885 0.01330115 0.00988552 1.43138145
4.33240537 -4.6562429 4 2.04408507 0.01330765 0.0096165 -1.4679797
1.61110354 4.17716586 4 2.19036637 0.01331229 0.01395019 1.16025906
1.02355614 4.16242618 4 2.095885 0.01331748 0.01411742 1.43788884
5.3304886 2.31485556 4 83.1211338 0.01333727 0.08159604 2.74925027

850.425645 -9.7377911 4 6.72198987 0.01334363 0.00062284 -12.430931
2596.5805 -13.457389 4 2.76735858 0.01335173 0.0001764 -28.787162

1.13775883 -4.0263582 4 2.13251505 0.01335775 0.01578107 -1.3697809
2.70451309 -4.4187939 4 1.39624021 0.01336076 0.01152167 -2.046868
2.08756283 -4.2599023 4 1.39464274 0.01336379 0.01305462 -1.8436538
1.50679207 3.97322161 4 2.83070396 0.01338065 0.01649422 1.39318769
7.76233675 -3.8461383 4 12.7038954 0.01338659 0.01836301 -1.2775395
1.3664201 -4.13462 4 1.60323733 0.01339358 0.01443953 -1.4186369

7.59504312 -3.5492406 4 17.299998 0.01339564 0.02381482 -1.4156523
2.65140661 -4.5518547 4 1.60715668 0.01340373 0.01040295 -2.0988041
2.5873299 -3.7960245 4 6.68994621 0.01340608 0.01916914 -1.7237626
3.4265608 -4.1607527 4 1.91499097 0.01341698 0.01413656 -2.6675871

1.67086951 4.27360216 4 1.12921419 0.01342077 0.01291311 1.26283692
20.3200167 3.642803 4 49.5760448 0.01342458 0.0219103 1.64523397
3991.98648 -11.714759 4 12.6779225 0.01343913 0.00030368 -19.000803
4.97419666 4.78523979 4 1.88846244 0.01344594 0.00874194 1.58017036
7.35874769 -4.617557 4 3.71732021 0.01344826 0.00989925 -1.4866122
2.76223768 3.94939676 4 4.70986381 0.01344844 0.01682652 1.34601984



1.23909381 3.7627722 4 3.53822712 0.01346529 0.01972747 1.61589823
1.12179656 3.56779772 4 4.86599495 0.01348726 0.02342186 1.88400728
1.53664385 4.2663212 4 1.02436541 0.01349076 0.01298808 1.26891869
2.34530606 3.50484235 4 7.37832935 0.01350159 0.02478727 1.75135964
1.4979154 3.70396218 4 5.13645484 0.01350196 0.02076333 1.99005903

1.90682894 4.28026133 4 1.01684421 0.01351814 0.01284499 1.420286
2.85340299 -3.6869037 4 9.31614049 0.01353058 0.02107588 -1.8567315
2.37343676 4.37137566 4 1.60960886 0.01353234 0.01195521 1.19876337
2.19232874 -3.7267596 4 5.35148288 0.01354407 0.02035424 -1.491913
1.73457036 4.22340893 4 1.41400268 0.0135505 0.01344082 1.70020464
1.06674173 -3.9292703 4 2.89233705 0.01355534 0.01711352 -1.6434896
8.15757894 -4.8264246 4 1.59900022 0.01356579 0.00848329 -2.2914609
1.17108849 3.74727316 4 6.46485016 0.01356791 0.01999434 2.46899615
1.11198344 3.97406747 4 2.14686326 0.0135682 0.01648257 1.52051687
1.11198344 3.97406747 4 2.14686326 0.0135682 0.01648257 1.52051687
5.4161892 -4.4623488 4 2.90543405 0.0135685 0.01114012 -1.3830397
24.303273 5.84902074 4 1.61733706 0.0135694 0.00426183 5.41142506

1.83232659 4.12286387 4 1.39931325 0.01357222 0.01457837 1.56221185
54.8842164 4.6159622 4 35.6227745 0.01358803 0.00991112 1.23318544
1.26589111 3.4291202 4 12.3700164 0.01360186 0.02655705 4.08097463
42.5507941 4.72357235 4 25.0708136 0.01360906 0.0091474 1.30234528
1.30770975 -3.9464828 4 3.05141578 0.0136155 0.01686771 -1.4765864
2.87843872 4.39312701 4 1.96111753 0.01361865 0.01175393 1.21962447
5.46131526 -4.6871238 4 2.64447148 0.01362273 0.0093978 -3.9821059
4.8528356 4.58690731 4 1.49455972 0.01362431 0.01013045 1.75488913

28.4621032 -4.6275283 4 17.660546 0.01363089 0.00982541 -1.2653453
1.2732128 4.11363814 4 1.96604043 0.0136389 0.01468846 1.21133839

10.2654549 -3.8051464 4 16.9617092 0.0136563 0.0190193 -1.2823098
2.08606524 -4.2488688 4 1.10869722 0.013663 0.01316995 -1.4847781
1.25784913 3.8103643 4 4.67307744 0.01367053 0.01893422 1.93443163
2.38364235 -4.3343781 4 1.55575096 0.01367438 0.01230723 -1.2110542
43.1708651 -5.352368 4 14.339904 0.01367894 0.0058763 -1.6732545
115.780632 5.28419524 4 38.5251276 0.01368313 0.00615262 1.76331514
1.45765787 3.46414573 4 10.0550732 0.01368569 0.02572039 4.22472966
12269.5313 -12.304238 4 16.122994 0.01368914 0.00025064 -30.692526
1.16158335 -3.9389874 4 2.51453662 0.01369292 0.01697423 -1.4466178
7.52381491 4.75051782 4 2.41764388 0.01369367 0.00896749 1.74179903
2.17225633 -4.3784125 4 1.50923621 0.01370468 0.01188964 -1.777713
11.8613526 5.07452146 4 2.66175155 0.01370496 0.0071079 2.36847638
169.598215 -8.4475266 4 3.20582765 0.01370669 0.00107575 -6.7973796
107.382359 -3.0244839 4 396.681337 0.01370959 0.0389911 -1.7245437
4.00347986 4.31828506 4 2.9089561 0.01371175 0.01246426 1.19032384
1.85252313 3.75475086 4 4.10393059 0.0137226 0.01986505 1.46366613
1.04167835 -4.1503954 4 1.38033565 0.01372497 0.01425571 -1.2161663
3.02679923 4.45673638 4 1.21315792 0.01372721 0.01118841 1.59731471
4.38682213 -4.7195796 4 1.41739493 0.01373326 0.00917443 -1.8118325
111.216321 -5.7578556 4 19.4103328 0.01375064 0.00451294 -2.5707691
27.3766396 5.71387129 4 2.02021345 0.01376579 0.00464057 6.55794688



1.84770055 -4.1842368 4 1.00494789 0.01376622 0.01387081 -1.3481895
6.56977567 3.60187851 4 14.2295957 0.01377159 0.02272012 1.40072414
5.26865257 4.44466583 4 3.47750995 0.0137837 0.01129315 1.21569538
24.679364 3.94873739 4 32.4775004 0.01379303 0.01683583 1.1452574

11.1605473 -4.4680591 4 7.74682359 0.01379378 0.01109123 -1.2031974
12.4252868 -5.3517072 4 1.40568082 0.01379821 0.00587891 -3.1830832
1.02959884 3.73857885 4 3.58805792 0.01380165 0.02014594 1.78657096
2.67853458 -4.3608298 4 1.87579191 0.01380701 0.0120543 -1.1840109
1.31292271 3.89569915 4 3.10650322 0.01380802 0.01760543 1.48798811
1.04817138 4.16946255 4 1.79673518 0.01380871 0.01403729 1.32204559
1.19286588 -4.1159887 4 2.35590569 0.0138109 0.01466032 -1.4367775
2.48292822 -4.3411718 4 1.06837772 0.01383173 0.01224166 -1.5385598
3.17763345 3.87068748 4 5.42097837 0.01384891 0.01798297 1.26553803
3.62592417 4.53777297 4 1.82848098 0.01385435 0.01051491 1.38630562
1.83319395 4.1737415 4 1.0504983 0.0138575 0.01398883 1.33314509
1.17782229 3.78300628 4 4.20888759 0.01386997 0.01938544 2.56511706
2.53765614 3.23371259 4 15.7591493 0.0138713 0.03186318 6.46194129
3.51631284 4.51155053 4 1.74927755 0.01388264 0.01072733 1.38410407
11.5221752 -5.37947 4 2.29276627 0.0138852 0.00577068 -2.2528503
4.50561503 4.36469168 4 1.29476212 0.0139 0.0120179 2.46106393
426.802063 -7.8564203 4 11.0942525 0.01390317 0.00141822 -6.7888765
2.64942314 3.31274104 4 8.97885453 0.0139044 0.02957851 1.72203629
1.53946996 4.19046551 4 1.11465191 0.01390605 0.01380134 1.30357002
4.19403063 -3.6544111 4 9.06802986 0.0139062 0.0216869 -1.4356144
1.03452445 -3.6543756 4 3.94332014 0.01390888 0.02168758 -2.0172593
48719.2943 -12.682292 4 116.021823 0.01391383 0.00022262 -20.84632
2.84468654 4.34891858 4 1.60988468 0.01392065 0.01216741 1.39885345
1.25339273 4.05825046 4 1.79613918 0.01392251 0.01537084 1.19295262
15.7138415 3.57835435 4 35.5369053 0.01393567 0.02320177 1.51032824
9.55673895 4.35352361 4 6.96766511 0.01394026 0.01212352 1.18569968
71.1330826 -6.7923709 4 3.76685978 0.01394981 0.00245346 -4.9114777
5.12399442 -4.4457253 4 2.63340442 0.01395296 0.01128391 -1.4301825
3.02379595 3.2453324 4 18.1730076 0.01396702 0.03151452 6.66347065
3.02822002 -3.7325199 4 6.60762338 0.01398004 0.0202524 -1.4504357
12.7106664 -5.2109788 4 2.03095603 0.01398058 0.00646728 -2.4231739
3.42098496 -4.2636023 4 2.45637188 0.01398182 0.01301622 -1.1883801
1.89440563 -3.7617393 4 2.87574468 0.01398267 0.01974512 -2.1904989
1.4509839 4.04472625 4 3.00857011 0.01398576 0.01554322 1.46330449

3.63617024 4.63233954 4 1.22129567 0.01398715 0.00979003 1.76230521
20.0424515 4.7293811 4 9.82138208 0.01399852 0.00910825 1.4274258
2.87101225 3.29871395 4 16.7214431 0.01400255 0.02996952 2.66277671
4.49569452 4.26876683 4 3.63937549 0.01401953 0.01296284 1.12202794
12.3651221 -5.0218049 4 1.05075281 0.01404965 0.00737596 -3.5116668
8.59149812 4.60165884 4 4.50942026 0.01406327 0.01001836 1.36510369
129.058143 6.4113215 4 17.2814755 0.01406986 0.00304098 2.58398187
1.81915179 -3.7069978 4 4.24274676 0.01407306 0.02070829 -1.463248
8.34549215 -4.7578422 4 2.72104551 0.01407707 0.00891933 -1.7478919
1.34554262 -4.2330412 4 1.83842312 0.01408396 0.01333756 -1.5876451



3.9281077 -3.8929115 4 6.73039532 0.01409228 0.01764703 -1.3096838
18.8979047 -4.9067898 4 8.37442589 0.01409346 0.00800486 -1.4410537
3.9061639 4.33789904 4 1.93384037 0.01411127 0.0122732 1.43205048

5.77275095 -3.9289246 4 8.75294661 0.01411151 0.0171185 -1.2754505
1967.58811 -8.4812535 4 3.93913764 0.01416565 0.00105949 -91.183462
5.90977176 -4.4669117 4 3.73932818 0.01416864 0.01110104 -1.2697663
16.705762 -3.8113042 4 24.7087907 0.01417055 0.01891894 -1.2004155

1.85495766 2.41870266 4 36.5465441 0.0141745 0.07286522 3.53767746
1.06549404 4.11860637 4 1.37485414 0.01417645 0.01462905 1.15270955
1.87777022 4.29378005 4 1.33284434 0.01419581 0.01270804 1.54361714
15.1404355 4.51431418 4 8.90800577 0.01420205 0.0107047 1.34021965
81.6552618 -4.7436304 4 40.0987715 0.01420793 0.00901306 -1.476077
5.01152284 4.00329083 4 6.63080297 0.01421289 0.01608601 1.16169847
1.32568048 3.23374992 4 9.07548594 0.01421964 0.03186206 2.31840779
9.40549063 -3.3090131 4 24.7946482 0.01422874 0.02968184 -1.5277818
6.84176883 4.68345739 4 1.50890106 0.01423894 0.00942345 3.85692709
5.27491763 -4.6025741 4 2.36545182 0.01424395 0.01001146 -1.4221571
1.58719983 4.20079907 4 1.05434306 0.01424475 0.01368701 1.26327938
6.24556919 -4.5302916 4 1.38200367 0.0142457 0.01057499 -2.1596744
43.6360585 4.72502749 4 20.9056187 0.01425 0.00913758 1.49019353
5.3160668 -4.8242786 4 1.10896996 0.01426516 0.00849654 -2.3628309
100.45347 -6.1584989 4 9.82883552 0.01428585 0.00352796 -3.6925275

1.16155522 -3.8374316 4 3.56868616 0.01428806 0.01850011 -2.3170753
32.168953 -3.6204555 4 66.128713 0.01429309 0.02234817 -1.488155

7.93053411 -3.5876726 4 16.4674131 0.01429354 0.02300954 -1.4416775
1.90172495 4.04508049 4 2.84519633 0.01429562 0.01553867 1.24234901
1.19472688 3.9990143 4 2.18576488 0.0142958 0.01614332 1.40550313
8.64869529 2.77978355 4 88.3758453 0.01431082 0.04982954 3.28001572
165.154419 4.87306139 4 84.077257 0.01433395 0.00820155 1.37068042
2.15952588 4.25050594 4 1.22018721 0.01433915 0.01315276 1.68212448
113.98457 -6.6626422 4 1.20139582 0.01434694 0.00263635 -11.298907

1.28667139 -3.4197988 4 4.99690048 0.01435495 0.02678513 -1.848099
6.85635448 4.40166209 4 4.74466162 0.01436838 0.01167607 1.21000038
1.8051829 3.82452611 4 4.78912965 0.0143684 0.01870558 1.64356

1.02787552 4.12960428 4 1.29816869 0.01437488 0.01449857 1.14689116
3.98174149 4.45095906 4 1.02819923 0.01438318 0.0112384 2.25781908
3.32692331 3.72250294 4 6.30832536 0.01438416 0.02042989 1.33504273
516.607428 -8.094063 4 22.0583832 0.0143898 0.00126629 -4.5033996
1.46192478 -3.9142859 4 3.86542337 0.01439455 0.01733102 -1.6910755
2.60649855 -4.2336652 4 1.90095312 0.01439747 0.0133309 -1.1634303
1.42603739 -3.7017506 4 3.21526155 0.01441265 0.02080354 -1.9566996
24.384047 3.05127367 4 114.076615 0.01442127 0.0379809 2.11306931

1.88991814 -4.0705626 4 1.96095915 0.01442315 0.01521591 -1.9635181
2.76569345 -4.3443908 4 1.18375666 0.01443296 0.01221074 -1.447463
12262.8707 -13.52667 4 3.52325116 0.01446331 0.00017287 -70.849057
1.67417058 -4.2502234 4 1.90061659 0.01446635 0.01315573 -1.7990066
4.83132988 3.72199857 4 9.78897727 0.01447538 0.02043887 1.44178761
1.13926436 4.07470933 4 1.58859285 0.01447942 0.01516415 1.31175576



45.8491683 -6.1556013 4 6.41660861 0.01448005 0.00353408 -2.5401063
1.63597882 -3.4727945 4 5.21658538 0.01448277 0.02551864 -1.711267
40.618873 -4.8454592 4 15.8495751 0.01449546 0.0083669 -1.6990926
3.282778 -4.4517154 4 1.24032793 0.01449675 0.01123184 -2.0571817

1.47805436 -3.9535851 4 2.63907142 0.01450328 0.01676752 -1.2936507
1.1782587 -3.5968113 4 4.20979783 0.01450748 0.02282285 -1.9403758

1.13552301 4.09664452 4 1.61023395 0.0145294 0.01489387 1.42269837
42.9376288 4.49586308 4 29.1257525 0.01454021 0.0108569 1.2123903
1.28622928 3.89405184 4 2.59472612 0.01454152 0.01763 1.41591829
2.39241835 3.75349286 4 4.64954218 0.01455089 0.01988673 1.3331568
1.38089309 3.0873013 4 9.13209892 0.0145542 0.03667034 2.27568943
1.38089309 3.0873013 4 9.13209892 0.0145542 0.03667034 2.27568943
30.7475573 4.82872474 4 15.1442905 0.01456993 0.00846912 1.380047
37.6766617 6.62510874 4 1.31902666 0.01457431 0.00269237 6.81742933
28.516734 4.64038935 4 15.550949 0.01458232 0.00973117 1.3741906

2.79451371 -3.9362141 4 4.65634328 0.01458876 0.01701384 -1.3118559
1.88093957 3.69054493 4 4.36926925 0.01460071 0.02100869 1.43987024
1.7765573 -3.2600732 4 7.91443856 0.01461902 0.03107867 -1.9463686

1.19710798 3.96762584 4 1.66950888 0.01462239 0.01657155 1.38270292
5.23157183 -4.520354 4 2.44359886 0.01462278 0.01065544 -1.4113401
12.414226 5.1020735 4 3.16829592 0.0146576 0.00697253 1.94056355

1.29898696 -4.0536413 4 1.79343657 0.01466615 0.01542933 -1.6102692
50.3823369 5.28646941 4 13.2998561 0.01468853 0.00614315 2.02421605
7.80594101 -4.4829472 4 4.60474986 0.01469117 0.010965 -1.3110008
9.61999015 -4.441392 4 5.35075689 0.01469466 0.01132176 -1.3560962
4.23393261 3.78622006 4 6.96200819 0.01471329 0.01933177 1.27413813
1.72289801 -3.8743901 4 3.5259257 0.01471591 0.01792647 -1.431213
1.76128913 3.59013278 4 4.94845344 0.01472729 0.0229591 1.5983761
2.9041988 -4.3025862 4 1.26479737 0.01476274 0.01261977 -1.5440018

1.53548262 3.79533938 4 2.99934121 0.01476377 0.01918045 1.37846409
1.17891998 -4.0624218 4 1.53578524 0.01476502 0.01531814 -1.2984619
1.92290174 4.10261375 4 1.44021064 0.01476661 0.01482133 1.67542148
10.4056256 -4.7492499 4 1.71881229 0.0147687 0.00897585 -2.5183699
169.632137 -7.890146 4 3.15153939 0.01477249 0.00139533 -7.7909201

2.273845 -4.2820077 4 1.18948572 0.01477491 0.0128272 -1.3927234
3.38055282 4.44757708 4 1.21715657 0.0147933 0.01126778 1.75704803
3.52829966 3.51427797 4 10.9183385 0.01480908 0.02457671 5.72873064
6.01237216 2.69624363 4 40.4634593 0.01481452 0.05430529 2.10516424
4.19090297 -4.3999989 4 2.25528561 0.01481695 0.0116912 -1.3805148
2.48411322 4.10823307 4 1.59517078 0.01483689 0.01475342 1.92269437
1.16341634 -4.071441 4 1.52710369 0.01484025 0.01520493 -1.1715052
5.65399932 4.27964546 4 4.39217326 0.01485431 0.01285127 1.13434235
1.13963467 3.60570425 4 4.15320162 0.01485454 0.02264292 1.71217495
1.14792068 -3.7099945 4 2.78272467 0.01487032 0.02065413 -1.7797758
1.8341871 4.10378554 4 1.05624947 0.01487094 0.01480714 1.33563693

1.44588781 4.03053868 4 1.21096735 0.0148739 0.01572655 1.32288481
10.8673604 -5.041051 4 2.59018732 0.01487625 0.00727669 -1.9262328
3.14626898 -4.3418453 4 1.2841873 0.01488124 0.01223518 -1.6441478



1.62908168 -3.7299924 4 4.2719081 0.01489262 0.02029701 -1.641764
1.24073022 -4.0913834 4 2.09453556 0.01489844 0.01495817 -1.641952
2.02828035 4.22160717 4 1.46180079 0.01490193 0.01346024 1.1775111
1.35683416 -3.7292467 4 3.30083866 0.01490277 0.0203102 -1.5072818
2.36248685 3.64780585 4 4.36658041 0.01492124 0.02181368 2.9448114
3.81737988 -4.4461196 4 1.51198873 0.0149264 0.01128047 -1.5829911
77.2079588 -4.6333921 4 40.0490576 0.01492734 0.00978231 -1.4427567
270.421634 2.59586618 4 3160.78281 0.01493874 0.06031002 3.22028931
6.33706226 4.64826657 4 1.57529853 0.01494562 0.00967398 1.96386909
1449.45077 -9.732538 4 1.36287204 0.01495594 0.00062414 -54.023816
32.7032283 4.60898411 4 18.6416983 0.0149631 0.00996326 1.32884954
153.444842 -7.7690652 4 1.00466985 0.01496708 0.00147968 -10.853166
3.35837388 4.29277001 4 2.33890041 0.01497378 0.01271821 1.19325572
644.826339 -4.4607874 4 15.6255756 0.01497876 0.01115353 -63.443129
2.59348913 -4.2710648 4 1.78973141 0.01497902 0.01293918 -2.0633715
1.1362282 -3.750485 4 2.75260162 0.01498103 0.01993869 -1.7854593

2.02606924 3.99870435 4 1.50772273 0.01500098 0.01614748 1.78724723
1.23558096 3.88363839 4 1.94538471 0.01501535 0.01778628 1.54188499
2.17422195 4.16442726 4 1.27443811 0.01502457 0.01409457 1.27952742
43.1413303 -5.1541428 4 13.402752 0.01502687 0.00672517 -1.7698767
4.22757373 4.61562166 4 1.71905874 0.01503016 0.00991366 2.79684486
4.29820713 4.41757364 4 2.35625887 0.01503265 0.01153259 1.37118697
13.7396891 2.77658939 4 159.76024 0.01503984 0.04999262 3.58891408
1.10017442 4.02594185 4 1.60316423 0.01504351 0.01578651 1.24294739
1.56966083 3.90013735 4 2.67680136 0.01504792 0.01753943 1.26891124
6.22097212 -3.3837421 4 22.8239944 0.01504865 0.02768953 -2.0679532
8.60306584 3.5483772 4 19.3722989 0.01506124 0.02383329 1.51569539
4.06542755 4.42636389 4 1.76639387 0.01509004 0.01145423 1.45143358
2.6564741 4.03759109 4 1.7343849 0.01509446 0.0156351 2.30301307

7.51007292 4.27024516 4 5.41507279 0.01509447 0.01294761 1.17883764
1.28562534 -3.8940722 4 2.58040613 0.01510802 0.01762969 -1.8143949
32.7390833 -4.6511545 4 15.0199971 0.01511349 0.00965312 -1.5572462
9.93758739 3.43519992 4 25.8786971 0.01511618 0.02640953 1.62916309
22.4388688 -5.3960469 4 2.10288579 0.01511887 0.00570721 -3.3298616
131.819368 -6.5908414 4 5.37906115 0.01512067 0.0027448 -5.4074476
4.69327712 -3.4980747 4 10.7551924 0.01512246 0.02493962 -1.4292589
2.21502864 4.01203062 4 2.57032858 0.01512428 0.01596965 1.07861085
2.00009892 3.09893677 4 16.5363562 0.01512955 0.03625848 3.20483543
3.35800844 4.22434102 4 2.00894799 0.01513102 0.01343078 1.29920792
1.83137447 3.62207159 4 4.48945986 0.0151386 0.02231615 1.47091472
2.01224279 -4.0952313 4 1.19016007 0.01514549 0.01491111 -1.6212973
1.74806297 4.24991387 4 1.23183221 0.01515535 0.01315898 1.472027
25.3593087 4.33128764 4 18.2940996 0.015194 0.0123372 1.1789473
1.44955886 3.51519273 4 4.5401796 0.01520064 0.02455641 2.74808053
1.19400805 3.86327804 4 2.96499228 0.01521824 0.01809667 1.67390627
3.42266614 -4.310103 4 1.63347106 0.01523767 0.01254502 -1.5045422
21.9234694 4.67298102 4 10.885037 0.01523792 0.0094972 1.43685729
1.39798451 3.08004255 4 9.30056342 0.01525462 0.03693007 2.20559891



2.86193238 4.24277349 4 2.02699729 0.01525647 0.0132342 1.18437593
2.86193238 4.24277349 4 2.02699729 0.01525647 0.0132342 1.18437593
1.37865681 -4.0409579 4 1.07957075 0.01526687 0.01559166 -1.2318778
1.32853642 4.02878695 4 1.95570424 0.01527377 0.01574937 1.21373694
7.16936823 3.67264536 4 14.2765798 0.01527486 0.02134144 1.49160798
1.75283427 3.65158243 4 5.02299682 0.0152815 0.02174108 1.67521559
2.24657608 4.15972094 4 1.63025143 0.01529042 0.01414837 1.19858446
40.5755592 4.58043893 4 22.1012156 0.01529717 0.01018008 1.36245337
2.60430014 -4.2501365 4 1.08032997 0.01531434 0.01315664 -1.4604711
2.3531303 -3.9640445 4 3.13167741 0.01531752 0.01662128 -1.1853356

11944.6527 -14.559277 4 4.48375824 0.01535025 0.00012944 -50.071589
1.02476668 -3.8514751 4 2.30876774 0.01535168 0.01827958 -1.4418112
4.81190713 3.36263189 4 13.1603188 0.01536124 0.02823584 1.56156235
2.91159565 -4.388729 4 1.03156821 0.01537574 0.0117943 -1.7322514
11.1132683 -3.6966455 4 5.31984508 0.01537608 0.02089671 -6.0756916
4.75946041 3.05995084 4 34.9428829 0.01537648 0.0376603 2.99743804
3.05480361 4.26923361 4 1.45788135 0.01537971 0.01295803 1.39372978
3.29002821 -4.3307795 4 1.18638906 0.01537996 0.01234214 -1.5654917
2.56780757 -3.8939102 4 3.88075959 0.01538449 0.01763211 -1.2750778
4.96987455 3.60102632 4 12.3673041 0.01538778 0.02273736 1.62698587
3.49894013 3.5940903 4 8.4171999 0.01539081 0.02287825 1.64970297
1.87038769 3.93256489 4 2.7641796 0.01540324 0.01706614 1.24310381
16.5949775 -3.4753212 4 32.9724736 0.01540634 0.02546005 -1.3577653
1.29990233 4.04473727 4 1.41711163 0.0154177 0.01554308 1.33098491
3.74420047 4.23065022 4 2.42655791 0.01542854 0.0133631 1.25397307
9.34775954 -3.3502483 4 28.0272528 0.01542895 0.02856226 -1.7848993
12.9027744 -5.3986722 4 1.61091068 0.0154383 0.00569724 -2.6622746
2.6299792 3.71378291 4 6.80586416 0.01544261 0.02058591 1.65879942

1.23261164 4.05221367 4 1.00041635 0.01545046 0.0154475 1.1257284
8.94000955 4.44186148 4 4.5148866 0.01545481 0.01131765 1.49604133
3.84726227 3.62350091 4 8.76780655 0.0154602 0.02228789 1.51360829
8.35636719 -3.3214301 4 20.0029715 0.01547843 0.02933932 -1.4716112
1.83365549 -3.3781418 4 4.9805958 0.01547982 0.02783323 -2.507915
3.47754816 3.75019525 4 5.5026822 0.01549658 0.0199437 1.22399779
11.8042262 -4.5767289 4 5.83245296 0.01550588 0.01020867 -1.3910843
1.41179403 3.93736216 4 1.98234814 0.01550764 0.01699743 1.19059792

1.63343 2.9015386 4 21.3508428 0.01551155 0.04404995 3.73117291
1.02071039 4.04904857 4 1.96865995 0.01551293 0.01548787 1.42506248
1.04462428 -4.0612295 4 1.36997725 0.01551559 0.01533318 -1.2009687
5.22089487 2.62793593 4 52.1493997 0.01553469 0.05831216 2.91481483
1.50917127 -4.023468 4 1.01625214 0.0155398 0.01581889 -1.2154426
13.0849283 4.23166259 4 6.24511431 0.01554707 0.01335228 7.62529933
1.50483679 4.11143242 4 1.1640648 0.01558883 0.01471493 1.32785059
4.73570994 3.52770805 4 9.73662949 0.01559491 0.02428066 1.40028553
3.5301915 3.6998425 4 2.66306371 0.01559685 0.0208383 2.91004446

1.92325918 -4.1325607 4 1.10807538 0.01560741 0.01446373 -1.2709233
2019.99589 -10.480562 4 1.63800464 0.01560849 0.00046849 -35.935017
2.77935164 -3.7298758 4 5.80806768 0.01562605 0.02029907 -1.4670124



189.021168 -6.5143216 4 22.1255236 0.01562611 0.0028665 -2.7302025
3.452232 3.50394777 4 8.26516825 0.01563149 0.02480734 1.50783203

2.5635736 3.97852529 4 3.63284553 0.01564841 0.01642132 3.22046688
2.36636319 3.69263986 4 5.80619176 0.01565037 0.02097016 1.67838069
3.50665801 -3.8016572 4 5.03810311 0.01565496 0.01907645 -1.1791413
1.39694637 2.69958361 4 15.7673353 0.01565575 0.05411766 2.62701483
9.51846478 -4.5087731 4 4.82080387 0.01566297 0.01075014 -1.3776577
14.5910647 4.54522254 4 6.81785202 0.0156644 0.0104555 1.46721907
2.36258004 3.49847354 4 3.19025355 0.01566779 0.02493061 2.52774041
7.53482137 4.36520638 4 4.81266592 0.01567209 0.01201305 1.23079625
2.16109565 -4.1834108 4 1.11409537 0.01568897 0.01388006 -1.4857662
1.32813395 -3.9889584 4 2.17275158 0.01568924 0.01627905 -1.2811022
2.15709851 -4.0146203 4 1.84172084 0.01569291 0.01593536 -2.0161246
2.49320739 -4.209188 4 1.71735434 0.01569446 0.01359503 -2.0417705
12.1315907 -4.5773543 4 4.65312283 0.01569809 0.01020385 -1.6982842
2.9033009 4.17904732 4 2.04623478 0.0156992 0.01392901 1.1811697

1250.27987 5.61304843 4 307.231657 0.01571099 0.00495024 1.93439561
1.27167084 3.88851484 4 1.92086506 0.01572758 0.01771289 1.21550048
1.25276691 3.77085673 4 4.22389749 0.01573722 0.01958995 2.48230589
2.80382377 -3.670378 4 5.34913771 0.01574045 0.02138403 -1.3171774
13.5146748 4.34871139 4 8.42940193 0.01574276 0.01216939 1.27479173
1.14199581 -3.6775308 4 3.24060683 0.01574478 0.02125 -1.7369821
17.551263 -5.4756384 4 1.26380115 0.01575676 0.00541413 -5.2808548

132.887695 -5.1048286 4 47.9073057 0.01576976 0.00695916 -1.5964901
14.2475522 -4.4417307 4 7.23839509 0.01576992 0.0113188 -1.4365159
21.8750295 4.52238864 4 10.2682078 0.01577276 0.01063891 1.49938903
2.84399913 3.89871415 4 3.77891137 0.01577727 0.01756056 1.14250888
2.62348001 4.31192952 4 1.3622894 0.01578521 0.01252694 1.93568707
1.36118355 -3.894753 4 2.19930361 0.01578786 0.01761953 -1.2312239
7.55587944 4.73089294 4 2.29692005 0.01579489 0.00909809 1.68904646
6.48447701 4.40668538 4 3.66374319 0.01581379 0.01163054 1.3324154
1.38624049 -4.0315817 4 1.11288607 0.01581778 0.01571299 -1.1225479
7.08803062 4.39974607 4 4.10175748 0.01582368 0.0116935 1.28498386
147.440035 -6.5842217 4 14.4162227 0.01583115 0.00275508 -3.1931193
3.50563432 3.50433778 4 9.47903309 0.01583446 0.02479859 1.61623402
1.26869593 -3.5633495 4 3.57480589 0.01583945 0.02351535 -1.5946469
43.3739995 -3.5994694 4 77.390485 0.01583955 0.02276889 -1.3577796
1.90973718 -4.112317 4 1.10525283 0.01584346 0.01470431 -1.2696953
52.2745186 -4.6797231 4 26.3835264 0.0158437 0.00944966 -1.3787217
7.07647209 -4.5768065 4 1.11244957 0.01584788 0.01020807 -2.6941207
1.93625522 3.70890689 4 2.32020506 0.01585341 0.02067377 2.02997682
15.6240791 -4.7024255 4 7.37951007 0.01588653 0.00929168 -1.4310263
3.75652973 4.31471534 4 1.00584953 0.0158886 0.01249942 1.81250446
7.07114162 -3.5692539 4 15.9115915 0.01591389 0.02339136 -1.5562623
33.2376271 3.50996925 4 73.7226128 0.01591457 0.02467259 1.55815935
2.24108724 3.73032071 4 3.71245983 0.01591993 0.02029121 1.2727872
3.14749885 4.04231742 4 1.55232114 0.01592255 0.01557416 2.12688548
4.58438837 4.69145168 4 1.02056788 0.01592983 0.00936764 2.1218603



1.43080053 -4.1022955 4 1.37001358 0.01594698 0.01482518 -1.3916961
2.64880475 4.12588574 4 1.48890405 0.01595592 0.01454253 1.31592893
7.2301867 4.19601457 4 2.43683864 0.01597043 0.0137398 4.69309766
1.8789828 3.80626629 4 3.83493397 0.01597262 0.019001 1.48727199

5.24344925 4.4375768 4 2.25378764 0.01597452 0.01135522 1.45785253
17.9067521 -3.2198644 4 44.7997412 0.01598132 0.03228467 -1.4790739
6.1670141 -3.3282975 4 16.1920052 0.01598869 0.0291519 -1.5199531

13.0937714 -4.840494 4 4.05768062 0.01600802 0.00839707 -1.7344192
1.45801445 3.72745247 4 1.99158824 0.01601229 0.02034196 1.66981374
3.70625637 4.36731876 4 1.03766599 0.01601763 0.01199321 1.82982789
1.98477127 4.05274798 4 1.60003745 0.01602446 0.01544069 1.13846559
1.02735444 3.48150526 4 4.0054555 0.01603413 0.02531734 1.83762432
1.0744478 -3.9230935 4 1.59397644 0.01603758 0.01720277 -1.2299549

1.51473657 4.01659619 4 1.12851852 0.01603858 0.01590926 1.30812533
1.27352369 -3.3105913 4 5.21263735 0.01604231 0.02963804 -1.9557285
19.5439549 2.90868222 4 153.492548 0.01605266 0.04373582 3.03142898
297.343901 7.11794351 4 2.86895587 0.01607137 0.00205894 21.2679759
2.5799141 -4.0905828 4 1.57417359 0.01608214 0.01496798 -1.2772572

1.52457156 3.95302673 4 1.11666625 0.01609188 0.01677537 1.30002613
2.16073078 3.4498869 4 7.03543403 0.01611366 0.02605716 1.89924643
2.12355445 3.83155138 4 3.76031179 0.01611631 0.01859339 1.35587913
2.30416909 3.69333485 4 4.07369577 0.0161431 0.02095739 1.33251868
3.48896452 3.19350484 4 14.0569045 0.0161597 0.03310527 2.0275933
11.6605871 4.60396593 4 3.67418273 0.01616301 0.01000097 1.81048816
1.9268884 -3.7034763 4 2.13615388 0.01616727 0.02077216 -2.0096078
1.2474994 -3.9967474 4 1.41162 0.01618725 0.0161738 -1.389231

2.97806146 4.12589312 4 1.64555598 0.01618765 0.01454244 1.40030933
4.09171043 -4.2758554 4 2.24439371 0.01619448 0.01289001 -1.3031576
27.1848563 -3.7761646 4 34.4070808 0.01619903 0.01950029 -1.1113638
14.9598325 -4.8182673 4 4.46936143 0.01620071 0.00853378 -1.7908406
1.28574992 -3.6953282 4 3.44512032 0.01620677 0.02092082 -1.5734943
25.4235791 4.92609759 4 7.75593933 0.01620825 0.00789485 1.81212942
3.57613135 -4.1032762 4 1.32051772 0.01622121 0.0148133 -2.0878635
1.91159671 -4.0597952 4 1.03222503 0.01623663 0.0153513 -1.5016549
2.03533703 4.08355714 4 1.01868445 0.01624074 0.01505443 1.37777259
1.94763391 -4.0371931 4 1.01780493 0.01624922 0.01564024 -1.471987
3.85698528 3.90007002 4 4.78922904 0.01625092 0.01754043 1.13180401
3.85698528 3.90007002 4 4.78922904 0.01625092 0.01754043 1.13180401
3.21923429 -4.1620205 4 1.74709592 0.01625527 0.01412206 -1.4011674
1.6886121 -3.7961173 4 2.994688 0.01625971 0.01916761 -1.361544

19.9382939 -4.8059592 4 5.80197153 0.0162691 0.00861064 -1.9945841
1.41471372 3.8975574 4 1.75826638 0.01627407 0.01757776 1.68193231
2.53929583 4.19675381 4 1.02422279 0.01628639 0.01373163 1.50338273
18.9737046 5.16597085 4 4.88322225 0.0162942 0.00667048 1.97404998
1.97802794 4.15147516 4 1.38512072 0.01629434 0.01424323 1.62277112
30.8733256 -6.0084302 4 1.51192763 0.01630142 0.00386261 -5.0543024
3.47156945 -4.2023215 4 1.62523962 0.01630931 0.01367026 -1.4796282
2.80270652 3.39759798 4 7.16043116 0.01632465 0.02733777 1.54033423



3106.35789 -5.3633894 4 890.526441 0.01632503 0.00583306 -1.8019313
1.74149554 -3.9331614 4 1.23378941 0.01633785 0.01705758 -1.4347214
1.40765321 3.95890368 4 1.1680775 0.01633949 0.01669297 1.31957898
4.7966535 4.38472001 4 1.32392188 0.01634036 0.01183124 2.0401286
103.97038 -6.0020811 4 11.4422102 0.01635839 0.00387761 -3.2845437

8.89905041 4.52916038 4 4.11281294 0.01637075 0.01058411 1.42615568
10.4381478 4.94985959 4 2.74545087 0.01637268 0.00776198 1.86072657
4.03777263 -4.3551851 4 1.45880488 0.01638072 0.01210774 -1.6973855
6.53690474 -4.6802965 4 1.71659074 0.01639632 0.00944563 -1.9438009
5.24278613 3.55673898 4 10.3869038 0.01640234 0.0236551 1.39630728
9.61275562 -4.7509517 4 3.09392465 0.01641911 0.00896462 -1.7128811
22.4916986 -5.1607128 4 5.29994781 0.01643787 0.00669473 -2.001105
31.8900037 5.69005904 4 4.27724582 0.01644429 0.00471152 2.86001958
12.2138756 4.84158996 4 1.85123273 0.01645491 0.0083904 5.46469612
5.72791154 4.64519152 4 2.03868629 0.01646583 0.00969626 3.51279741
1.16330933 -3.9162313 4 2.56807436 0.01646685 0.01730259 -1.5049156
1591.13915 -11.034148 4 1.4837445 0.01646804 0.00038351 -28.266037
2.2401435 4.14541677 4 1.09188687 0.01647911 0.01431342 1.39466026

1.45585689 -3.742032 4 3.42138518 0.01648251 0.02008557 -1.6518994
20.4829362 4.41095227 4 11.5054346 0.0164928 0.01159204 1.33060499
28.2386257 -5.6369875 4 2.84937372 0.01649718 0.00487448 -3.1436044
5.38502679 3.66136787 4 9.11836926 0.01650124 0.02155431 1.29430125
1.55595831 -4.041595 4 1.7036379 0.01651989 0.01558346 -1.6350223
6.25630701 3.64058475 4 9.63750945 0.0165204 0.0219533 1.21131479
2.10615758 -3.5145862 4 5.55746427 0.01652771 0.02456986 -1.5703348
2.90694727 4.06797535 4 1.81342109 0.01654698 0.01524831 1.29736754
6.52695634 4.26191048 4 4.09122274 0.0165543 0.01303376 1.23390307
1.35674767 3.36896839 4 6.33755612 0.01656068 0.02807053 2.13637494
122.900621 -6.1892982 4 17.0984882 0.016563 0.00346375 -2.5575103
1.93690836 3.6812475 4 4.69599463 0.01656752 0.02118075 1.55243873
3.5516025 -4.1429225 4 1.28438122 0.01657412 0.01434243 -1.6408835

1.68341297 3.39686887 4 5.21741656 0.01660785 0.02735614 1.64390263
1.33999453 -3.8205158 4 2.84718608 0.01662669 0.01876999 -1.4604649
1041.72177 3.70470727 4 1524.90781 0.01662986 0.02074981 1.24222131
1041.72177 3.70470727 4 1524.90781 0.01662986 0.02074981 1.24222131
49.069102 -5.6607087 4 2.65432328 0.01663985 0.0048008 -11.754011

1.09372948 -3.8546207 4 2.39389601 0.01664394 0.01823062 -1.5577587
2.09700058 3.61171773 4 4.23417769 0.01665578 0.0225222 1.38358596
2.55027299 4.05208402 4 1.19401822 0.01665583 0.01544915 1.49339885
1.48889511 3.99362515 4 1.77311598 0.01666825 0.01621589 1.70661096
88.6550832 3.04760841 4 298.20534 0.01666973 0.03811729 1.77248151
55.1425314 -4.1047942 4 44.5824623 0.01667087 0.01479493 -1.1265691
1.42822044 -3.4008233 4 4.7944845 0.01667955 0.02725664 -1.8390147
28.3859602 3.68805588 4 42.5770519 0.01668792 0.02105459 1.24097208
13.1045697 -4.7055387 4 3.41527355 0.01669998 0.00927027 -2.180793
1.54095868 3.96978787 4 2.19880798 0.01670721 0.01654162 1.9402645
4.62903829 -4.4791116 4 1.90308177 0.01671004 0.01099736 -1.548889
2.4127113 4.00520636 4 1.71861324 0.01671551 0.01606042 1.19843188



1.7313813 3.97526984 4 1.03858341 0.01672843 0.01646602 1.26465396
1.20413227 -3.3570813 4 6.05955196 0.01673109 0.0283816 -2.2664919
13.6077981 -4.3159091 4 9.02154812 0.01673295 0.01248764 -1.2168398
1.48081579 -2.4417424 4 22.85719 0.01673316 0.07107478 -4.5433597
1.38454621 3.77683139 4 2.08029303 0.0167339 0.01948906 1.77980121
1.56754045 -3.6595718 4 2.8602815 0.01674253 0.02158845 -2.2775964
37.7937493 -4.4463823 4 21.1621306 0.01674589 0.01127819 -1.3277655
5.5289671 4.34952498 4 3.28576533 0.0167476 0.01216162 4.26306891

4.83865654 -3.3385124 4 11.7884187 0.01675637 0.02887573 -1.4482138
13.0695621 -4.2786583 4 2.5678492 0.01675772 0.01286135 -5.6326739
25.3454889 3.61107819 4 43.0754558 0.0167579 0.02253501 1.3563387
1.71583674 2.68415475 4 37.3321113 0.01676157 0.05499072 4.61696066
9.24428361 4.21111407 4 5.79313238 0.01676733 0.01357402 1.30906424
4.23759783 -4.1467454 4 2.33647174 0.01677788 0.01429799 -1.3998238
1.12366527 3.09209467 4 13.1265314 0.01677865 0.03650001 3.6935726
1.39035487 -3.7419295 4 1.77421146 0.01677977 0.02008736 -1.5502103
2.07930819 3.52870685 4 4.47099372 0.01678147 0.02425882 1.41544159
11.3934062 4.7331472 4 4.15655271 0.01678731 0.00908297 1.58701309
1.03574925 3.51807814 4 6.06213752 0.01679798 0.0244925 2.65578802
33.2326391 4.30693999 4 20.7212438 0.01680169 0.01257641 1.29421689
8.04289486 4.65480638 4 2.97885278 0.01681564 0.00962682 1.62884213
1.00822603 -3.7221205 4 2.59399684 0.01682406 0.0204367 -1.6685668
9.32797476 4.19588575 4 6.88608016 0.01683789 0.01374123 1.15264634
2.03111389 -3.9491224 4 1.23691917 0.01684178 0.01683039 -1.2845145
3.53797191 -4.2976895 4 1.24356385 0.01684759 0.01266876 -1.6301588
2.67593302 3.50793841 4 3.54341697 0.01684851 0.02471794 2.64329634
2.61254392 -4.1333226 4 1.27658401 0.01686247 0.01445477 -1.7142523
2.91023965 3.98457355 4 1.00196623 0.01687671 0.01633866 1.6984859
1.40699058 3.69515245 4 2.57182252 0.01688547 0.02092405 1.33742591
4.21591356 -4.3254678 4 1.34254194 0.01688641 0.01239387 -1.6578307
2.37059853 3.48222377 4 5.66141433 0.01689553 0.02530082 1.49361985
3.09135125 -4.1899564 4 1.57872378 0.01691303 0.013807 -1.3462796
1.41486935 -3.8177759 4 3.2346786 0.01693816 0.01881415 -1.544011
1.79720715 3.92134934 4 1.37593635 0.01694693 0.01722808 1.50936656
101422.996 -16.809443 4 7.69171525 0.01694915 7.34E-05 -119.63025
4.17104841 3.7362686 4 6.43137421 0.01696085 0.02018646 1.284342
10.8699878 -3.6535232 4 17.7690907 0.01697538 0.02170389 -1.3314271
1.85222761 -3.9714204 4 1.1977793 0.0169915 0.01651907 -1.2346486
2.50358196 4.08484913 4 1.61705684 0.01700368 0.01503849 1.2132262
1.94480499 3.65032385 4 3.80351375 0.01701534 0.02176525 1.36408755
43.5788797 5.93556615 4 2.57373428 0.01702174 0.00403912 4.22586878
1.65110373 3.96793534 4 1.11653109 0.01702764 0.01656727 1.35736341
4.05211192 4.21590212 4 1.91839799 0.01702956 0.01352196 1.5354066
46.1270636 -3.8341685 4 52.091332 0.01703445 0.01855181 -1.0602959
5.74922618 4.3306131 4 2.71166216 0.01703953 0.01234375 1.48407997
97.6475264 -4.7462977 4 39.3150773 0.01704722 0.00899538 -1.5702152
6.56190112 -4.249073 4 4.08093427 0.01706886 0.01316781 -1.2359578
38.1304441 -4.7038091 4 7.60534303 0.01707387 0.00928216 -16.376122



3.71043906 -4.2110631 4 1.22771001 0.01708696 0.01357458 -1.9298207
1.50975661 -3.8261174 4 2.58865803 0.01708816 0.0186801 -1.3489833
1.44974726 3.67809706 4 2.9028174 0.01711879 0.02123943 1.35003383
2.50069215 2.38291495 4 31.9254284 0.01713931 0.07574876 2.52379802
2.25645855 4.10713839 4 1.20597707 0.01714049 0.01476662 1.62521636
349.922801 4.25249393 4 249.096845 0.01715686 0.01313192 1.17096784
4.59541426 3.66612728 4 8.49663801 0.01715837 0.02146417 1.39434425
6.58363776 -4.4504756 4 1.66386475 0.01716274 0.01124259 -2.2646091
1.78424686 3.65451994 4 5.18459565 0.01717425 0.02168482 1.75231831
1.45044131 3.46693776 4 4.28570254 0.0171888 0.02565505 1.58019225
35.4255277 -4.7946168 4 13.4449612 0.01718946 0.00868222 -1.620714
2.30062858 -3.7163625 4 4.61683553 0.01719656 0.02053961 -1.4644413
43.492745 -5.859666 4 1.20040938 0.01720112 0.00423363 -8.9616656

3.72031739 -4.0991965 4 1.14099796 0.01720689 0.0148628 -1.8017615
4.72655961 3.16357664 4 14.6514758 0.0172076 0.03406694 1.66116889
8.82520137 -4.3787681 4 1.13438849 0.01720874 0.01188634 -3.1129636
3.07379445 4.11179672 4 1.05462502 0.01721156 0.01471055 1.61569002
6.69213697 4.62632929 4 1.75404553 0.0172158 0.00983426 1.86402763
105.772346 -5.2769713 4 19.037823 0.0172166 0.00618283 -2.5261394
2.61324337 4.04250379 4 2.19378986 0.01721981 0.01557177 2.27023199
1.79502479 3.79813387 4 1.44034223 0.01722103 0.01913436 1.61348046
13.0182741 4.57562068 4 5.68258942 0.01722106 0.01021724 1.51300778
4.91723085 3.59232395 4 8.72988593 0.01722566 0.02291429 1.31036748
3.08708852 3.83710889 4 4.00029804 0.01724096 0.01850522 1.1494374
1.39207575 3.91304866 4 1.12283797 0.01725111 0.01734912 1.28646773
7.78425883 3.4173522 4 17.7040484 0.01725412 0.02684537 1.54400103
7.53456676 -4.229486 4 3.67497311 0.0172595 0.01337556 -5.7380663
2.35531428 4.02445499 4 1.60091589 0.0172809 0.01580597 1.24222678
14.6180294 -5.430147 4 1.44655856 0.01729031 0.00557933 -3.1508524
2.80847161 2.80294341 4 19.4902416 0.01730105 0.04866536 2.42724046
12.3635716 5.25021459 4 2.06535023 0.01730529 0.00629628 2.40863126
54.4671482 -3.3650668 4 101.918011 0.01730863 0.02817218 -1.3241962
4.09951561 4.16502822 4 2.07070653 0.01733715 0.01408772 1.38474153
1.34656357 3.80207037 4 2.18514046 0.01735087 0.01906967 1.72442001
3.01326385 -4.0817227 4 3.17284427 0.01735609 0.0150771 -3.1278072
1.21259334 -3.8959226 4 2.15941424 0.01735646 0.0176021 -1.6859692
3.4406363 -3.2513104 4 12.9741033 0.01735765 0.0313369 -1.9070231
19687.759 -11.433645 4 30.1205696 0.01736049 0.00033387 -28.511208
5.0360948 -4.1760211 4 3.21119569 0.01736423 0.01396309 -1.2270482
10.185499 4.5759428 4 1.73092554 0.01737987 0.01021475 5.1355199

2.95689005 4.13131798 4 1.35169683 0.01738466 0.01447837 1.42704199
1.03792186 -3.7634998 4 3.00439669 0.01738769 0.01971504 -1.8124007
2.07950705 -2.7092572 4 40.9574376 0.01738971 0.05357843 -4.4531303
5.90405234 2.75220521 4 71.9629251 0.0173933 0.05125816 3.59142145
14.0815892 4.49218329 4 6.79684495 0.01739887 0.01088757 1.41661581
20.6520237 -4.1304936 4 14.4693788 0.01739937 0.01448808 -1.2239076
804.29037 -5.2646562 4 9.31761729 0.01739973 0.00623473 -48.455235

2.80790912 -4.0764491 4 1.38330463 0.01740343 0.0151425 -1.4406332



5.80747451 4.438028 4 2.43722509 0.01741291 0.01135125 1.50042923
3.47604862 4.22443331 4 1.00673359 0.01742938 0.01342979 1.86171632
8.60206149 4.25029147 4 5.59483285 0.0174419 0.01315501 1.2228995
1.86463708 -3.6862227 4 3.05936395 0.01744973 0.02108847 -1.2673158
1.36871347 -3.8037515 4 1.83877041 0.01745154 0.01904212 -1.5069247
2.60361013 2.65283439 4 20.0272884 0.01747131 0.05681343 2.21822354
2.36841699 3.97403017 4 2.17194061 0.01748293 0.01648308 2.1485032
1.04460411 3.90509358 4 1.76498474 0.01748574 0.01746608 1.38164917
2.03040982 3.77660088 4 3.32056287 0.01749705 0.01949294 1.29667453
1.23373223 -3.8548085 4 2.1868834 0.01750394 0.0182277 -1.3326078
2.69186146 -3.3803295 4 8.93349056 0.01750657 0.02777699 -1.8546786
2203.6867 -10.442225 4 11.9611514 0.01751122 0.00047521 -12.748062

1.52364155 2.70754112 4 15.2399008 0.01751959 0.05367364 2.55244804
2.54530851 3.64619286 4 4.60581187 0.01752166 0.02184478 1.34637297
3.08444254 -4.1746327 4 1.56535854 0.01752428 0.01397876 -2.0890164
2.68290348 3.85254125 4 1.36373961 0.01754664 0.01826297 1.85662827
44.1936546 3.41737756 4 83.454133 0.01755608 0.02684475 1.35926618
4.23392971 3.55622537 4 8.81455667 0.0175561 0.023666 1.52769143
4.99282806 3.14523695 4 14.8443164 0.01755881 0.0346725 1.5651908
1.81194561 -3.4081806 4 5.07129272 0.01756125 0.02707266 -1.6111725
5.20176854 2.93294797 4 20.9552404 0.01757223 0.0426881 1.86647961
1.45927804 -3.7310623 4 3.43393948 0.01757806 0.02027811 -1.5913371
10.7783536 -4.7534866 4 1.37667201 0.01758188 0.00894793 -2.7655108
87.7689806 3.53918717 4 137.799642 0.01759456 0.02403098 1.24621631
14.3480806 -4.3105383 4 7.11318623 0.01760063 0.01254071 -1.5027166
1.45488668 3.8939421 4 1.42784522 0.01760666 0.01763164 1.37214076
6.71332863 4.71423701 4 1.62109852 0.01760753 0.00921076 1.97851021
171.35075 3.31000943 4 356.145896 0.0176156 0.02965418 1.40900221

1.54780904 3.68795169 4 2.81928207 0.01762433 0.02105651 1.30006975
2.30489728 3.9883075 4 1.12825452 0.01763925 0.01628788 1.3911082
10.9273683 -4.9249584 4 1.38633984 0.01764426 0.00790129 -3.5586959
37.3563721 -5.4378607 4 2.5391759 0.01765452 0.00555089 -4.0292623
3.21793295 4.08589242 4 2.0774684 0.01766122 0.01502563 1.26451202
6.00035899 -4.6185727 4 1.44037323 0.01766711 0.0098917 -1.9825926
19.9108257 -5.3174502 4 2.22182633 0.01767411 0.00601589 -6.1903287
9.00359472 3.69665982 4 13.0705539 0.01767452 0.02089644 1.22797558
1.41902341 -3.9465889 4 1.32149954 0.01767738 0.01686621 -1.4131864
2.82112452 3.81891049 4 2.66957036 0.01768949 0.01879585 3.27671813
1.78998944 -3.8318954 4 1.65345968 0.01769518 0.01858792 -1.6320413
1.32994808 2.80819962 4 10.167371 0.01769608 0.04840555 2.30866246
1.32994808 2.80819962 4 10.167371 0.01769608 0.04840555 2.30866246
1.32994808 2.80819962 4 10.167371 0.01769608 0.04840555 2.30866246
6.97364302 -4.2660659 4 3.88928489 0.01770135 0.01299072 -1.2906337
2.39856752 4.064988 4 1.09667016 0.01770584 0.01528582 1.462017
10.5132735 4.53154624 4 2.78059425 0.01770608 0.01056489 2.12768794
1.10536399 -2.5942238 4 20.9876241 0.01774013 0.06041443 -3.8298094
1.38652042 3.84200692 4 1.97537879 0.01774734 0.01842792 1.21452529
4.99838954 -4.2321245 4 1.59030922 0.01776148 0.01334734 -1.9474345



4.7666444 -4.275187 4 1.67820237 0.0177711 0.01289686 -1.7643036
3.46601367 3.69374063 4 4.96553461 0.01777355 0.02094994 4.73057404
1.95621542 3.52389034 4 4.56532106 0.01777621 0.02436438 1.4808162
4.13625501 -3.5796055 4 6.71744665 0.01777702 0.02317585 -1.267464
26.1159075 -5.1912307 4 4.07513967 0.0177793 0.0065555 -2.4735146
2.57756382 4.05570266 4 1.91153816 0.01778551 0.01540314 2.14605349
4.8669732 4.47172684 4 1.52415238 0.01778672 0.01105997 1.75878741

6.35410998 3.60843706 4 9.28576698 0.01780181 0.02258796 1.20352147
11.919346 -4.1788023 4 1.68790953 0.01781342 0.01393177 -4.29925

24.4414754 4.83196079 4 5.32377226 0.01781721 0.00844924 11.1679912
9.28689307 4.60492389 4 3.31601374 0.01781737 0.00999376 1.59679207
1.6189186 -3.9713987 4 1.38145076 0.01782304 0.01651937 -1.5485535

9.44577745 4.28515136 4 5.36522001 0.0178292 0.01279525 1.29983423
3.39653652 -4.1015653 4 2.20560388 0.01783023 0.01483404 -1.2458832
1.20872622 3.27350489 4 4.93480449 0.01783851 0.03068771 1.84861517
1.61247826 3.80446644 4 1.96769847 0.0178387 0.01903042 1.10512105
17.5070257 -4.8765732 4 5.33817988 0.01784223 0.0081808 -1.7986394
1.03508403 3.14016687 4 6.10395059 0.01785485 0.03484214 2.16835043
1.06564097 -3.7183631 4 1.83407511 0.01786203 0.02050378 -1.3106209
1.61238233 3.87337128 4 1.10683265 0.01786635 0.017942 1.34818884
4.35641332 4.27557755 4 1.96041 0.01788434 0.01289286 1.51223453
2.46699608 -3.5322397 4 4.97966174 0.01790614 0.02418173 -1.3680142
3.70002647 -4.3547547 4 1.65863351 0.01790795 0.01211183 -2.5245848
13.136346 -4.6020776 4 4.24652961 0.01791347 0.0100152 -1.7323173

51.3532631 6.09483738 4 2.58492702 0.01791514 0.00366539 4.52319731
5.2876241 4.23167795 4 2.80311866 0.01791862 0.01335211 1.32275671

13.5859059 -5.1471006 4 1.19004594 0.01792693 0.00675799 -2.9934273
11.5275866 -4.5807126 4 2.29296443 0.01793136 0.01017797 -2.4100046
10.6491952 4.60571309 4 3.98456129 0.01794586 0.00998782 1.56724737
91.204468 4.14041677 4 68.4283286 0.01794606 0.01437165 1.14055608

2.27572553 4.06761982 4 1.06777439 0.01794767 0.01525277 1.52689384
3.05067721 -4.1210743 4 1.62572448 0.01795817 0.01459965 -2.2229809
8120.42502 -12.795548 4 5.23163935 0.0179635 0.000215 -41.520105
27.993129 -5.1656518 4 5.82668633 0.01799073 0.00667195 -2.2705159

4.32611713 -4.4532072 4 1.29743175 0.01799843 0.01121892 -1.8152062
1.01642538 3.86915375 4 1.7410196 0.01800536 0.01800644 1.35381355
1.29007906 3.82752164 4 1.33827047 0.01801414 0.01865765 1.2725954
1.7774488 2.26028613 4 313.550918 0.01801905 0.08665303 5.81959634

4.17758828 4.28208025 4 1.17951546 0.01802347 0.01282646 2.00592053
1.17708744 -3.7462703 4 1.66569428 0.01802769 0.02001176 -1.3773822
12.6122362 -3.7981581 4 6.7553474 0.01803228 0.01913397 -9.4100249
4.55224469 4.16134101 4 2.12169606 0.01806538 0.01412983 1.42698711
3.28157413 4.15445652 4 1.53775687 0.01809652 0.01420885 1.4934923
10.6483036 -3.6121367 4 16.5510171 0.01810932 0.02251382 -1.2968311
1.50002959 -3.7120241 4 2.44581837 0.01812485 0.02061755 -1.2960806
1.88128948 -3.6774004 4 2.87671514 0.01813385 0.02125243 -1.2083984
9.11025938 4.73658763 4 1.50141687 0.01813963 0.00905996 3.30927396
8.01657592 4.18561428 4 4.86188854 0.01814204 0.01385541 1.28062506



4.03688581 4.13292542 4 2.10178963 0.01815368 0.01445944 1.34588823
1.22735485 -3.657441 4 1.83955651 0.01816872 0.02162903 -1.4879893
16.7396437 -3.4941104 4 30.7240894 0.01817761 0.02502937 -1.4207758
1.00127801 3.6616105 4 2.34669534 0.01818155 0.02154971 1.60996027
3.38564736 -3.9968099 4 2.17434341 0.01818679 0.01617296 -1.3054636
14.2828677 4.73745797 4 1.27070174 0.01819535 0.00905415 3.71162146

1.098884 3.68274087 4 2.03717306 0.01820109 0.021153 1.3349066
1.05413832 -3.8676114 4 1.55649805 0.01821294 0.01803007 -1.2285108
1.13556185 -3.8492461 4 1.97401796 0.01821654 0.01831437 -1.5267455
4.48808508 -3.5551542 4 7.21951645 0.01821706 0.02368875 -1.246905
1.23688833 3.8226035 4 1.43669199 0.01822519 0.01873643 1.08436279
7.64714654 -4.4476922 4 3.23340507 0.01823365 0.01126678 -1.4937552
1.41152805 3.52750888 4 3.52005084 0.01824559 0.02428502 2.09515815
1.6811688 2.66026 4 13.6762509 0.01827369 0.05637508 2.30811669

8.26006765 4.61328978 4 1.31723324 0.01830667 0.00993105 3.35870974
3.01894605 3.32991473 4 7.64453246 0.0183251 0.02910797 1.61560066
3.01894605 3.32991473 4 7.64453246 0.0183251 0.02910797 1.61560066
12.5935191 -5.0199633 4 1.1088877 0.01832557 0.00738555 -3.6818542
1.73507482 3.77019224 4 2.56376029 0.0183265 0.01960121 1.23595373
13867.857 -11.325181 4 1.01854828 0.01832872 0.00034652 -127.92663

6.68137474 4.11687787 4 3.76770392 0.01833732 0.01464969 1.407833
2.67615661 3.91336767 4 1.42109487 0.0183404 0.01734445 1.38285342
9.79133072 3.67137824 4 13.1210217 0.01835446 0.02136523 1.17537725
3.6158397 -3.9520247 4 2.73614691 0.01836575 0.01678947 -1.1456245

12.6926226 -3.4460492 4 21.8540203 0.01836999 0.02614869 -1.3125971
25.5351855 4.26496616 4 14.3223442 0.01838095 0.0130021 1.36271575
1.64092702 3.88375922 4 1.010211 0.01838103 0.01778446 1.33205101
1.95898728 3.98197552 4 1.15132226 0.01838186 0.01637411 1.56742119
2.43910082 -3.8428408 4 3.03147494 0.01838647 0.01841479 -2.6098469
4359.37843 -11.19275 4 1.31063125 0.01839547 0.00036278 -52.898258
5.01598976 -4.4071953 4 1.77858437 0.01839749 0.01162593 -1.6394696
1.44303708 -3.6964524 4 1.75580949 0.01839796 0.02090024 -1.5945033
4.54851842 4.13115037 4 2.42983079 0.01840278 0.01448034 1.41076765
1.05722217 3.52375995 4 3.17897586 0.01841806 0.02436725 1.69812048
3.0091442 -3.2954678 4 11.1621507 0.01842046 0.03006088 -2.0123719

5.89926413 -4.2643498 4 3.19879484 0.01842198 0.01300848 -1.340702
41.5537699 3.06175327 4 166.994936 0.01842317 0.03759411 2.18761941
1.19331746 3.62036778 4 2.85532369 0.01843797 0.02234991 1.47526272
3.21020306 2.98000215 4 12.7217826 0.01844652 0.04073879 1.81131126
2.71925348 -3.9704173 4 1.33281055 0.01844676 0.01653292 -1.3876577
1.79839528 3.19902184 4 6.98245936 0.01846717 0.03293151 2.02147453
5.89380614 -4.3814691 4 1.77869804 0.01849312 0.0118613 -1.6981042
35.2250608 -6.1220221 4 1.57705902 0.01850129 0.00360592 -4.8201556
13.3171979 3.17406809 4 45.2802817 0.01850309 0.03372613 2.03520116
2.24829461 3.69740489 4 3.40932077 0.01850641 0.02088281 1.27788581
1.33874368 -3.4344356 4 2.63016098 0.01851017 0.02642802 -1.8027948
2.16980426 3.90073139 4 1.42447098 0.01851635 0.01753062 1.22110292
6.86035985 -4.2400743 4 3.01911361 0.01851711 0.01326276 -1.5446176



101.619374 6.56447545 4 5.69185396 0.01852309 0.002786 3.96606394
1.8683605 -3.5234676 4 3.4602613 0.01853563 0.02437367 -1.3411224

7.02005072 4.43459941 4 2.00829033 0.01853905 0.01138141 1.78914677
2.16782154 3.57125953 4 4.53069974 0.01855125 0.02334942 1.41999266
1.57275631 -3.7041352 4 1.6856577 0.01855292 0.02076019 -1.5704694
20.6380553 5.08688022 4 4.26679539 0.01856497 0.00704678 2.08051605
7.97249361 4.56663289 4 1.86445989 0.0185724 0.01028699 2.05845375
4.28570916 -3.8931087 4 1.29030377 0.01859266 0.01764408 -2.3813675
2.51231865 3.87717499 4 1.00690948 0.01859823 0.01788412 1.57433672
1.76214782 3.30285316 4 5.33747576 0.01860314 0.02985351 1.7256538
12.7887461 -4.627589 4 3.34142895 0.01860441 0.00982497 -2.0700728
15.4364702 -4.6918908 4 5.13069387 0.01861254 0.00936459 -1.6311595
56.4108035 -4.8497188 4 15.3147255 0.01861619 0.00834112 -2.0651708
14.0481743 4.16786971 4 9.05121446 0.01861959 0.01405538 1.2537709
1.59889075 -3.3464487 4 4.83650943 0.01862618 0.02866331 -1.5813168
11.2744911 2.96278182 4 37.1612833 0.01864854 0.04143986 1.74008322
1.06293988 -3.7822535 4 1.17778765 0.01865771 0.01939804 -1.1181886
15.1751727 3.25137211 4 33.0025112 0.01866269 0.03133507 1.43527363
1.4663275 3.67105459 4 1.62258568 0.01866895 0.02137131 1.50872737

1.18909726 -3.5865613 4 3.07950317 0.01868171 0.02303236 -1.6280704
11.4294748 4.46885463 4 4.32433435 0.01868314 0.01108444 1.57033401
36.5711734 -4.9814669 4 10.4374651 0.01868558 0.00758944 -1.7601605
7.21017926 4.37782825 4 3.34050254 0.01869195 0.01189507 1.44496477
1.79630539 3.89006589 4 1.14671638 0.0186927 0.01768962 1.37112537
2.67740436 3.66503988 4 3.82196698 0.01869846 0.02148472 1.16983876
104.321333 -4.3552082 4 56.3236352 0.01870486 0.01210752 -1.3652956
2.79186162 3.47636588 4 5.15026453 0.01871074 0.02543588 1.30639444
1.10412455 -3.8639595 4 1.46796316 0.01871138 0.01808618 -1.2731421
2.5926106 3.43583942 4 5.28706627 0.01871395 0.02639407 1.35556898
182.4706 -8.2778894 4 1.24228927 0.01873123 0.00116241 -12.122857

182.760683 -6.0878375 4 2.42795159 0.01873341 0.0036809 -16.714364
1.06364997 3.58607708 4 3.07109095 0.01875155 0.02304232 1.9149224
11.1722777 3.35722675 4 20.3228101 0.01875529 0.02837777 1.29311857
1.44605783 3.36356727 4 3.72561919 0.01876443 0.02821137 1.55558705
5.22013089 3.21623291 4 13.4595643 0.01877149 0.03239629 1.59843495
6.36444844 4.57817756 4 1.57873001 0.01877303 0.0101975 2.03829276
1.51294517 3.67265456 4 2.38186131 0.01878399 0.02134127 1.27863085
29.1628488 4.19323509 4 18.1298212 0.01878626 0.01377059 1.28532091
74.0165382 -6.6187925 4 2.89505679 0.01878695 0.00270194 -5.0843646
2.30476427 -3.9135914 4 1.59956271 0.01879439 0.01734118 -1.2327576
10.1648587 3.38931621 4 17.3309491 0.01881047 0.02754738 1.26460578
1.04566762 -3.6959708 4 1.83316672 0.01881599 0.02090905 -1.3582037
4.99710612 -3.2886015 4 12.0070121 0.01883356 0.03025521 -1.4826923
2.36768544 -3.8456455 4 1.70620208 0.01883972 0.01837074 -1.1837873
6.8463813 -3.5934886 4 9.35279 0.01884761 0.02289052 -1.1472161

31.3260387 -4.4017259 4 13.1235041 0.01885004 0.0116755 -1.6184765
18.757354 -4.9373473 4 1.85705832 0.01885123 0.00783161 -7.0687975

1.37282886 3.75873207 4 1.47316471 0.01885439 0.01979662 1.46911008



13.8118468 4.13445709 4 9.45293838 0.01885544 0.01444144 1.19865236
4.20743206 3.99838074 4 1.3962318 0.01885684 0.01615183 1.73176414
1.75083223 2.55083204 4 14.7078258 0.01887037 0.06324958 2.38529384
6.81764319 3.50889574 4 11.88932 0.0188841 0.02469655 1.36916876
2.54093547 3.58540747 4 4.55710388 0.01889049 0.02305609 3.61949412
1.62448434 3.9368692 4 1.28207416 0.01889353 0.01700447 1.46519061
3.09747819 3.88532974 4 2.04491156 0.01889556 0.01776078 1.23988949
3.10154871 -3.6194433 4 4.8142365 0.01891928 0.02236824 -1.2808211
4.44491215 -3.0406296 4 14.2319361 0.01893455 0.03837856 -1.6034858
10.9555336 -4.5327438 4 3.43619905 0.0189629 0.01055525 -1.7657769
5.70651775 3.94938473 4 4.03705569 0.01897493 0.01682669 1.20799269
592.705135 3.18850642 4 1209.37678 0.01897554 0.03326364 1.35841047
37.0091911 -5.1614652 4 4.49940762 0.01897649 0.00669125 -3.1375708
28.3133487 -4.9378145 4 3.98684555 0.01898263 0.00782899 -2.8708697
1.53747921 3.88820203 4 2.02487965 0.01898394 0.01771759 1.7750496
3.81965731 3.56347132 4 6.20751992 0.01900544 0.02351278 1.31562668
1.0582788 -3.5441317 4 2.85859992 0.01902125 0.02392438 -1.5331091

6.49052739 2.94853976 4 20.7125545 0.01902875 0.04203035 1.64036902
2.64884642 -3.9217126 4 1.53376285 0.01905262 0.01722281 -1.8872147
1.4849801 3.54821098 4 3.38879675 0.01905835 0.02383685 1.48064808

3.70043337 3.34834917 4 6.86353232 0.01906158 0.02861271 5.40686423
1.09450273 -3.2964342 4 4.73922554 0.01906428 0.03003365 -1.9936021
2.94939683 4.04771632 4 1.26961342 0.01907624 0.01550491 1.46043595
26.6926089 4.81665956 4 3.63751686 0.01909069 0.00854377 10.6137623

1.761376 -3.6552283 4 2.26788937 0.01909143 0.02167127 -1.9435818
9.54761495 4.17488336 4 5.24558183 0.01910136 0.01397593 1.39215517
1.72275296 3.8434946 4 1.29401057 0.01910202 0.01840451 1.13465719
27.5488833 4.90222375 4 3.57228002 0.01911485 0.00803115 3.00415473
1.31861102 -3.4567031 4 3.67312744 0.01911578 0.02589552 -1.6006049
64.7929109 -6.4334492 4 1.83503149 0.01913222 0.00300242 -6.1070274
2.28281079 3.60056709 4 3.53441564 0.01913782 0.02274665 1.25641287
1.43874721 -3.8056835 4 1.45080543 0.01915534 0.01901052 -1.5456063
6.59912149 4.25544272 4 1.00808509 0.01916324 0.01310109 2.55988747
5.99600519 4.13877616 4 3.13075177 0.01918044 0.01439083 1.37580071
1.27653709 3.45632267 4 2.90884087 0.01918086 0.02590451 1.46755001
2.36477363 -3.7784721 4 1.01601382 0.01918091 0.01946146 -1.5449281
5.25621997 -3.163478 4 14.5927732 0.0191896 0.03407017 -1.6279784
16.2981935 4.29838071 4 8.22255178 0.01919955 0.01266183 1.39320995
151.869716 -4.8376797 4 45.2595431 0.01921387 0.00841423 -1.9014201
6.27054786 4.23080601 4 1.78018287 0.01922633 0.01336143 2.07817179
84.0059448 -3.1473165 4 192.599437 0.01923906 0.0346032 -1.4756309
1.09049491 3.32391352 4 3.63456027 0.01923989 0.02927138 1.81334173
1.10059912 3.80143912 4 1.28426607 0.01924053 0.01908003 1.20313624
3.82597761 3.93396546 4 2.03135821 0.0192439 0.01704604 1.40815377
2.63944083 3.95165244 4 1.60757155 0.0192576 0.01679472 1.2480325
423.074578 -2.6123929 4 62.6659319 0.0192705 0.0592708 -40.7194
19.4027513 4.16469065 4 10.9893209 0.01927661 0.01409157 1.36816651
1.33484804 -3.5360233 4 3.24695799 0.01928027 0.02409949 -2.3722693



6.1810296 4.12822928 4 2.69463416 0.01928218 0.01451481 1.58911473
1.75240916 -3.8362387 4 1.17176354 0.0193005 0.01851899 -1.1919008
2.41237211 3.44471975 4 5.10440529 0.0193012 0.02618049 1.47208119
128.493709 -5.438451 4 22.4527305 0.01931339 0.00554872 -2.3530759
1.40959292 3.77331369 4 1.6138169 0.01933434 0.01954839 1.63496345
2.22132513 3.18512399 4 5.47269382 0.0193361 0.03337131 2.92339518
6.02462847 -3.9163883 4 4.29445666 0.01934042 0.0173003 -1.1991464
2.99837292 -3.8931901 4 2.07992777 0.01934425 0.01764287 -1.2477308
2.00950131 -3.8512487 4 1.37355109 0.01934686 0.01828311 -1.1892305
1324.12472 -4.6729318 4 554.42439 0.01935018 0.00949755 -1.4941687
25.3915315 -3.6161528 4 30.8184691 0.01935067 0.02243367 -1.0920099
1.21267738 -2.1204017 4 30.2642773 0.01935077 0.10129624 -3.30427
1.65316875 -3.8075576 4 1.89171865 0.01936384 0.01897992 -1.8122224
1.86103282 -3.8426372 4 1.16481662 0.01937679 0.018418 -1.3865704
2.3684834 -3.8920788 4 1.13943963 0.01937963 0.01765948 -1.7181246

1.44754166 -3.4309933 4 3.73724224 0.01938316 0.02651149 -1.4804147
1.88100415 -3.8487028 4 1.68091742 0.01938639 0.01832287 -1.9272609
1.2689353 3.57087656 4 2.16068966 0.01939296 0.02335742 1.62659165

6.95271295 -3.3829635 4 12.2015922 0.01941382 0.02770946 -1.2654683
1.49640886 3.31220421 4 6.07533222 0.01941722 0.02959336 2.16026938
2.16079232 3.74549493 4 1.41142197 0.01942943 0.02002524 1.81090997
24.8126665 3.94078278 4 19.8037472 0.01943415 0.01694864 1.11963947
6.38710496 4.07403373 4 3.85846831 0.01946691 0.01517257 1.29954079
8.56935567 4.36542146 4 3.39966907 0.01947476 0.01201103 5.45622919
2.5983787 -3.8333722 4 1.21080331 0.01947948 0.01856445 -1.6959272

35.8707242 5.12754933 4 7.83899338 0.01948586 0.00685014 1.99333032
11.8119403 -4.1890576 4 3.14573647 0.01949749 0.01381701 -5.951524
45.6859589 -6.2072991 4 3.48997757 0.01950575 0.00342689 -3.5236725
5.61811171 -3.9870647 4 3.89893273 0.01952546 0.01630476 -1.2110335
1.61861297 -3.7828367 4 1.05439089 0.01953945 0.01938828 -1.2695566
91.756352 -5.9211783 4 7.46574988 0.01954111 0.00407514 -3.5202288

18.1190136 -4.4722603 4 7.54700826 0.01954359 0.01105544 -1.5129099
2.59437097 -3.4285796 4 5.28267038 0.01955447 0.02657021 -1.4489749
1.50802978 3.83523863 4 1.47748046 0.01956127 0.01853483 1.4621866
11.2895724 2.82619375 4 38.4877645 0.01956766 0.04752825 1.6670813
3.87511002 4.07860338 4 1.33207312 0.01956924 0.01511574 2.03752724
1.50199262 -3.7937225 4 1.28666373 0.01960584 0.01920718 -1.3327564
6.32858844 2.66176087 4 45.7426045 0.01960915 0.05628695 2.65385181
20.1040368 -4.5113153 4 6.40737053 0.01961751 0.01072926 -1.853391
2.49961875 -4.0024808 4 1.68964543 0.01962265 0.01609685 -2.0428573
17.1237955 -4.0641543 4 10.3848872 0.01963241 0.01529631 -1.3408069
5.87095126 4.16734354 4 2.77437822 0.01963496 0.01406136 1.40585622
1.30925382 3.5056075 4 2.07979251 0.01963618 0.02477012 1.63485139
2.21673952 3.90630946 4 1.01775544 0.01963973 0.01744814 1.48308903
2.42549557 3.70792298 4 3.06463585 0.0196457 0.02069156 1.14220481
28.1360175 4.72556803 4 8.88095675 0.01964948 0.00913393 1.70419712
11.0197103 4.09969391 4 5.64770286 0.01967354 0.01485676 1.46327976
1.67388496 3.67281702 4 2.51749764 0.01967458 0.02133822 1.27936606



1.13692277 3.63202403 4 2.11487649 0.01968063 0.02212021 1.37614773
11.4402506 -2.880134 4 37.1729707 0.01969112 0.04500704 -1.6282356
19.1036743 4.16110909 4 10.985604 0.01969375 0.01413248 1.30764372
3.08293126 -4.0397732 4 1.38348433 0.01970347 0.01560693 -1.4411913
1.01652357 3.7508973 4 1.84874719 0.01970715 0.01993156 1.3860618
3.86762283 3.90040541 4 2.20338286 0.0197074 0.01753545 1.34929803
1.26613384 3.13238945 4 5.54012188 0.01971594 0.03510426 2.24900123
1.51739611 3.52725474 4 2.81866828 0.019725 0.02429059 1.33769363
1.57888484 3.78370168 4 1.19494426 0.01974172 0.01937381 1.37567958
52.6025624 -6.5372994 4 1.48919989 0.01974726 0.00282927 -5.6514823
22.5461678 -4.4844106 4 7.92103546 0.01974738 0.01095269 -1.6797322
2.76161107 3.89007496 4 1.50088319 0.01975056 0.01768949 1.3225076
24.3907013 -4.9490826 4 5.92313912 0.01978804 0.00776628 -1.8940366
2.40293184 3.79714714 4 1.4774695 0.01979426 0.01915062 1.73435924
1.09846356 -3.2284206 4 5.64126136 0.01980383 0.03202348 -2.1989086
29.4556668 3.03777662 4 72.8364245 0.01981357 0.03848597 1.46074293
1.3883467 3.55100501 4 2.39634231 0.01981465 0.02377712 1.29816161

8.64450565 2.7588749 4 67.5457048 0.01981883 0.05090836 3.02058704
15.361097 -4.3818378 4 5.50406657 0.01983913 0.01185788 -1.8003724

3.30736071 3.90529885 4 2.16301892 0.01984163 0.01746305 1.22203176
1.07502523 -3.7451408 4 1.69955899 0.01984646 0.0200314 -1.3537554
3.61797389 3.95458003 4 2.08502791 0.01985092 0.01675355 1.37671866
6.18269699 4.02454517 4 1.79369359 0.01985093 0.01580479 2.89629197
1.54923523 -3.3096472 4 4.4563068 0.01986699 0.02966423 -1.7286574
7.37554928 -2.7977837 4 27.5840771 0.01986864 0.04892197 -1.7475755
2.31941101 3.08476023 4 11.2145716 0.01986971 0.03676102 2.4015034
1.5853909 -3.7228842 4 2.26129132 0.01987733 0.0204231 -1.2003799

15.3776764 -4.8065006 4 1.97262423 0.01987922 0.00860724 -2.8114563
143.241451 -6.3007342 4 2.3523089 0.01988704 0.0032431 -14.675031
2.53553747 3.87149956 4 1.56667572 0.01988965 0.01797056 1.28277905
6.23732668 4.09128946 4 2.68442862 0.01989494 0.01495932 1.58575252
7.17438123 2.87261815 4 26.9669628 0.01990933 0.04534884 1.74451594
1.52407479 2.89534157 4 17.5631514 0.01991199 0.04432458 3.39395303
6.33357902 4.16577666 4 2.17838573 0.01992023 0.01407919 1.90266401
1.09045764 3.67548318 4 1.82628227 0.01992739 0.02128827 1.3531748
1.34989126 3.61117366 4 1.87222406 0.01993707 0.02253309 1.49927301
1.14355163 2.74070316 4 10.1650785 0.01994025 0.05186797 2.59534547
1.11742882 3.55380066 4 2.79886813 0.01995616 0.02371753 1.66195328
4.66586012 -4.2804601 4 1.25398386 0.01995777 0.01284296 -1.8325803
11.6970988 -4.2786046 4 5.78680273 0.01996174 0.0128619 -1.4247316
1.34140543 -3.6185429 4 2.59857081 0.01996474 0.02238612 -1.4887927
2.89790089 3.81037628 4 3.13796922 0.01999778 0.01893402 3.33907642
1.96195542 3.52488083 4 3.91434935 0.01999788 0.02434263 1.49407483
4.93650714 4.04125993 4 2.63718665 0.02001354 0.01558777 1.41731692
7.98987347 -3.5284804 4 12.2804469 0.02001457 0.02426377 -1.2640266
2.55469546 3.49406431 4 2.02911421 0.0200149 0.02503042 2.23258733
8.91375698 -4.0985318 4 4.15923728 0.02001755 0.01487089 -1.4931736
2896.16847 -8.157314 4 24.7379126 0.020019 0.0012293 -12.783312



2.86689698 -2.8419616 4 11.7227855 0.02002558 0.04677464 -1.8365687
1.7087842 3.44025852 4 2.70035646 0.02003634 0.02628753 1.94991646

220.855651 -6.9138428 4 1.51147299 0.02004077 0.00229619 -13.395033
23.6200574 4.29114401 4 12.8761848 0.02004704 0.0127346 1.32909706
3.62350373 3.81490466 4 2.68479941 0.0200595 0.01886055 1.16873198
8.35327264 3.54130968 4 11.8792423 0.02008805 0.02398515 1.2082672
13.2062105 -4.302441 4 5.28902166 0.02010037 0.01262122 -1.6420876
2.59589976 -3.7958779 4 1.45936462 0.0201472 0.01917156 -1.7827302
69.5364308 -4.3104064 4 5.25804204 0.02015701 0.01254201 -14.730948
51.0234419 -4.0711423 4 30.0573516 0.02017029 0.01520866 -1.3465564
1.83340681 3.03880748 4 4.35003485 0.02017086 0.03844712 2.55282017
1.0434089 -3.6882995 4 1.84982519 0.02017512 0.02105009 -1.3043777

2.02170695 3.84063516 4 1.24272278 0.02017631 0.01844952 1.25613188
1.35157348 -3.8053832 4 1.99035878 0.02019024 0.01901543 -1.6618484
3.37575628 3.86836761 4 2.1972023 0.02019377 0.01801848 1.27197138
1.68385445 -3.6795674 4 2.20475434 0.02019648 0.02121202 -1.1794862
8.22101025 4.48214722 4 2.31637592 0.02019766 0.01097174 1.82746006
2.75828797 3.31211369 4 5.86849324 0.02021445 0.02959587 1.39562503
1.20152802 -3.3296822 4 3.65400021 0.02022991 0.02911428 -1.6059941
6.53732494 -2.9061076 4 6.94451468 0.02023251 0.04384873 -5.0749093
9.71150188 -4.7689587 4 1.61667349 0.02024244 0.00884683 -2.5217403
2.16813774 -3.7859646 4 1.32971413 0.02024312 0.01933603 -1.2573919
9.59095326 -4.2349229 4 5.01975819 0.02025073 0.0133175 -1.3627794
3.96940959 4.06217236 4 1.18604143 0.02027303 0.01532128 2.45232615
20.1323508 3.09835375 4 44.1300502 0.02028269 0.03627898 1.39443627
12.8702136 -4.1008716 4 6.59872827 0.02030371 0.01484246 -1.4903066
29.3401973 3.32467971 4 61.1612495 0.02030479 0.02925046 1.52544054

144.077 -5.0621991 4 5.68451487 0.02030608 0.00716948 -33.384512
2.76124117 3.16564284 4 8.15886673 0.02032261 0.0339995 1.58601225
24.7110467 -4.5997325 4 7.61645482 0.02034226 0.01003292 -1.7732616
23.8464839 -3.5218143 4 30.5674629 0.02034236 0.02441005 -1.1189722
48.3706721 -3.2458401 4 85.3926364 0.02034437 0.03149939 -1.2755461
1.8292395 -3.7234726 4 1.10205781 0.02036543 0.02041262 -1.2779219

2.09698028 -3.9403153 4 1.40868784 0.02036771 0.0169553 -1.716383
1.21808903 3.69275498 4 1.82893485 0.02038007 0.02096804 1.22620564
165.853237 4.11497167 4 102.195722 0.02039445 0.01467249 1.28770848
9.02380819 3.17026177 4 19.4844561 0.02039482 0.03384931 1.41202324
7.20699635 4.09541703 4 4.04300621 0.02041106 0.01490884 1.30602243
31.3035172 4.52177324 4 10.7876394 0.02041661 0.01064391 1.70085762
2.12365824 3.30811722 4 4.56151403 0.0204257 0.02970673 1.41455506
1.09664551 3.47156143 4 2.84769042 0.02044226 0.02554729 1.63499643
4.08644153 4.22164316 4 1.45663904 0.02044635 0.01345985 1.66848958
6.87896911 4.27156225 4 1.41830955 0.02045155 0.01293406 2.44715793
2.20681912 3.71016852 4 1.15131064 0.02045377 0.02065099 1.56067108
2.94521865 3.97462428 4 1.30474839 0.02045801 0.0164749 1.44995481
2411.95282 -5.90338 4 185.718441 0.02045806 0.00412024 -4.0642556
5.14132451 3.98642715 4 3.04592026 0.02046037 0.01631343 1.28056893
5.66246268 2.44826389 4 80.0660068 0.02046099 0.0705771 3.27889808



11.3974493 -3.9891633 4 6.95138035 0.02046885 0.01627627 -1.3046568
10.9045649 -3.156364 4 24.9449317 0.0204713 0.0343036 -1.5090762
1.75728231 -3.7871653 4 1.14681406 0.02048067 0.01931602 -1.2743644
5.51809471 3.36760101 4 9.90165357 0.02049539 0.02810611 1.31192032
1.81374199 3.52111341 4 3.30920037 0.02050756 0.0244255 1.41459236
1.63444533 3.22295695 4 9.56097149 0.02051108 0.03218998 2.57804435
12.3103118 4.1920144 4 4.7926288 0.02051628 0.01378413 1.72577836
1.66605291 3.51968857 4 2.73175384 0.02052104 0.02445693 1.27489714
398.814364 -8.0157402 4 1.57812979 0.02052124 0.00131404 -19.232467
6.15208653 -3.8828424 4 1.58280211 0.02053265 0.01779829 -2.9056359
1.32904999 -3.5097614 4 2.65698725 0.02054811 0.02467723 -1.7487571
2.46850803 -3.2069816 4 8.27962113 0.02055147 0.03268269 -1.7900409
84.2887241 -4.5901565 4 33.9597741 0.0205563 0.01010563 -1.514581
2.98731942 3.62092233 4 1.51239338 0.02055939 0.02233891 2.11251802
3.88778849 -3.9076499 4 2.55791606 0.02057257 0.01742839 -1.2438976
4.3224527 3.08961398 4 12.6364469 0.02057302 0.03658804 1.59233759

16.1598227 -5.0463082 4 1.12990548 0.02058305 0.00724986 -4.7774296
2.06270633 3.66037379 4 1.11972524 0.02058345 0.0215732 1.51647627
4.88767121 3.99894017 4 1.65213686 0.02059604 0.01614432 1.69769309
1.24225128 3.62273527 4 1.77566369 0.02059931 0.02230302 1.46524427
3.17994243 3.80083367 4 2.44740313 0.0206034 0.01908997 2.52993621
5.76418233 -3.9367324 4 2.88268366 0.02060876 0.01700643 -1.4304449
11.0607404 -4.2772828 4 2.46205406 0.02061603 0.0128754 -2.228356
1.6297695 3.66970147 4 1.47173306 0.02063085 0.02139676 1.46908497

1.34716729 3.65121432 4 2.73373689 0.02063886 0.02174815 1.44675195
1.04562356 2.83430648 4 10.2614095 0.02064554 0.04713876 3.0719429
94.9449775 -5.5680847 4 8.43095232 0.0206461 0.00509648 -3.5577266
4.44091488 3.84920795 4 2.60140586 0.02065433 0.01831497 1.32050626
2.3525871 -3.4616709 4 3.81110344 0.0206546 0.02577847 -1.2663988

1746.76144 -6.6747173 4 106.882877 0.02065924 0.00261863 -3.9762953
3.7984499 4.05643662 4 1.24726114 0.02066774 0.01539383 1.62195268

5.45157287 2.80794737 4 32.572296 0.02067569 0.04841799 2.36301239
4.4458698 3.88000777 4 1.39198987 0.02068015 0.01784116 1.82039559

10.8750839 3.44045348 4 18.7375801 0.02068046 0.02628284 1.35002715
1.07142864 3.60351048 4 1.70632002 0.02068519 0.02268715 1.2766778
1.42608354 3.61107195 4 2.19559296 0.02069316 0.02253513 1.26030326
2.72463902 3.79550602 4 1.88842525 0.02071066 0.0191777 1.18658623
1.44800008 3.65696036 4 2.50422072 0.02071725 0.0216382 1.84636792
2.70626257 -3.849749 4 1.62747061 0.0207182 0.01830652 -1.2514852
2.40396624 3.73793307 4 2.03087924 0.02071884 0.02015726 1.10131098
5.98177456 4.02737682 4 1.64355287 0.02071888 0.01576777 1.91059981
1.34595001 3.49307009 4 3.46338353 0.02073817 0.02505299 1.65712851
43.9571837 -5.5478932 4 1.44552781 0.0207498 0.00516387 -5.2164476
1.05692686 3.70434868 4 2.05715282 0.0207587 0.02075631 1.4105355
1.57363868 -3.7033962 4 1.10427981 0.02076007 0.02077361 -1.1959733
3.62154297 3.83334554 4 1.73087442 0.0207621 0.01856487 1.4523678
1.03418655 2.9024604 4 9.62434895 0.02077453 0.04400927 2.59243191
1.28024016 -3.2776762 4 3.67497009 0.02077902 0.03056748 -1.6294772



6.48995653 2.70979492 4 36.423006 0.02078237 0.05354864 2.16801937
20.4319435 3.3097315 4 39.1226348 0.02079963 0.02966189 1.40018982
15.8048338 -4.7331965 4 2.8210049 0.02080628 0.00908264 -2.4055832
1.46004374 3.61353768 4 2.35077208 0.0208205 0.02248582 1.32906153

2.895277 3.8416899 4 1.53489969 0.02083652 0.01843291 1.47272373
20.8545112 -4.5091862 4 6.7231936 0.02083957 0.01074674 -1.7482118
2.40032103 -3.8261166 4 1.02581339 0.02084461 0.01868011 -1.6999591
1.68216624 -3.6540997 4 1.57076888 0.02085074 0.02169285 -1.5309805
71.2501116 -3.3072984 4 123.883245 0.02085585 0.02972951 -1.329237
2.93738894 3.94430026 4 1.09214374 0.02085698 0.01689864 1.73458337
2.87475546 3.86182284 4 1.37488469 0.02086052 0.01811911 1.45773524
4.49936443 3.11019037 4 11.994947 0.02086293 0.03586528 1.52191754
2.70791571 3.86484938 4 1.4362781 0.02087667 0.01807249 1.37209554
1.79983799 3.68926846 4 1.09924565 0.02088206 0.02103222 1.46457774
5.09867686 -3.9474797 4 3.22722334 0.02089208 0.01685361 -1.2285593
1.07716397 -3.6107632 4 1.59336543 0.02091127 0.02254131 -1.2016336
13.1181265 -4.0125905 4 7.90779041 0.0209228 0.01596223 -1.2927294
1.79122531 3.72298174 4 1.45124711 0.02094362 0.02042136 1.12433695
2.19188163 -3.391143 4 6.26463299 0.02096042 0.02750098 -1.7243402
2.27863669 -3.8789034 4 1.41222647 0.02096274 0.01785789 -1.8048249
3.67825824 -3.5296372 4 5.97655995 0.02098234 0.02423849 -1.3002556
1.42512405 3.3988928 4 3.29422585 0.02102018 0.02730517 1.47050836
37.1948835 4.14245021 4 20.2433526 0.02102924 0.01434794 1.35487643
2.71208429 3.17563597 4 3.46552207 0.02103445 0.03367554 2.74756258
6.26544452 -2.6816256 4 25.7502556 0.02103654 0.05513537 -1.7941893
1.73422187 3.42165209 4 3.20795137 0.02104162 0.02673959 1.35910434
1.50964006 -3.4586062 4 2.77824543 0.02106243 0.0258506 -1.3133038
1.05430232 3.45735793 4 2.23897167 0.02107218 0.02588005 1.46343979
1.09098676 -3.4245005 4 2.58714482 0.02107469 0.02666979 -1.5996095
3.50802373 3.85008167 4 2.02391795 0.02107588 0.01830132 1.39867676
2.32822919 3.363805 4 5.99989354 0.02110532 0.02820515 1.72875208
2.46602738 3.41965455 4 4.33111983 0.02111144 0.02678867 1.29599046
1.6560807 3.74305769 4 1.09321329 0.0211154 0.02006768 1.31365551

5.11761672 -3.8808076 4 1.33431628 0.02114859 0.01782905 -1.9759954
17.8209544 -3.3726651 4 31.1378417 0.0211509 0.02797462 -1.3772348
1.1203012 -3.3393518 4 2.85089652 0.02117494 0.02885318 -1.6845379

4.16737084 -4.1736822 4 1.28245961 0.02117934 0.0139895 -1.7570983
1.31612499 -3.684047 4 1.59510464 0.02118955 0.02112877 -1.4026953
30.5786804 3.22836395 4 63.1269112 0.02119019 0.0320252 1.45105964
1.73186176 3.6824267 4 1.21327672 0.02119449 0.02115883 1.20827007
1.22604303 3.48523017 4 1.947035 0.02120185 0.02523183 1.52661547
1.00871586 -3.5165666 4 1.95991738 0.0212025 0.02452596 -1.3556007
4.50207016 3.31940229 4 10.1970226 0.02120958 0.02939494 1.61281445
3.05325024 3.94689914 4 1.15109607 0.02121172 0.01686182 1.59568377
3.84286924 -4.0472949 4 1.08826288 0.02122246 0.0155103 -1.8592505
1.37871964 3.59329413 4 2.31290183 0.02126173 0.02289449 1.33336022
1.37450394 3.58109233 4 2.73397461 0.02126447 0.02314509 1.47292771
6.02399448 4.02883221 4 2.40186353 0.02126994 0.01574878 1.56737802



9.24020436 4.61851331 4 1.55014036 0.0212732 0.00989214 2.25631472
5.79251118 4.43004297 4 1.26848493 0.02127777 0.01142163 2.10995976
7.40985454 -3.3346015 4 14.2547316 0.02128209 0.0289811 -1.3944749
2.32931605 3.57042729 4 3.37579157 0.02128701 0.02336681 1.19977945
3.83121421 -3.796554 4 1.69663374 0.02129878 0.0191604 -2.2615486
7.9399222 -3.3762364 4 12.2901328 0.02135155 0.02788233 -1.2362675

1.11571256 3.26354724 4 3.6150098 0.0213524 0.03097699 1.66759713
1.80079416 -3.601383 4 2.49607128 0.02135344 0.02273014 -1.1739965
6.50015837 -4.0096432 4 3.92171514 0.02135385 0.01600133 -1.2652817
4.27074845 3.82961108 4 3.1382546 0.02135404 0.0186243 1.14340755

1.808488 -3.3662388 4 3.90836966 0.02136326 0.0281416 -1.3892917
1.47660843 3.63920087 4 1.71429117 0.02137213 0.02198018 1.07910357
4.99849008 3.97205111 4 3.04342832 0.02137265 0.01651036 1.26497354
8.53951932 3.88931516 4 5.72546778 0.02139379 0.01770088 1.23395269
2.67909684 -3.5359029 4 3.96409544 0.0214079 0.0241021 -1.2686943
5.60648613 3.31169584 4 12.3665367 0.02141071 0.02960744 1.59259696
3.27983277 -3.7407507 4 2.08509816 0.02141972 0.02010795 -1.2650682
28.663677 -4.5862883 4 9.2805098 0.02142569 0.01013519 -1.7615802

1.18695405 3.66311525 4 1.27394574 0.02142919 0.02152117 1.28609767
2.09514125 3.76869314 4 1.29878673 0.02146594 0.01962664 1.23182263
6.42423951 3.9016431 4 4.38532132 0.02149056 0.01751711 1.18057867
1.53407971 3.24672554 4 4.2820441 0.02149709 0.03147302 1.5686221
3.16787696 -3.6665983 4 1.7782277 0.02151035 0.02145527 -2.1531176
3.40710392 3.53947937 4 4.26704786 0.02152108 0.02402467 1.1199662
8.15011369 3.13291183 4 17.0154525 0.02152626 0.03508658 1.38580555
7.97961874 -3.3518387 4 14.2563919 0.02152822 0.02852009 -1.3761168
1.82198338 3.82676868 4 1.21954864 0.02153038 0.01866968 1.4941249
1.58734586 3.63293207 4 1.2977771 0.02153831 0.02210243 1.37941222
9.10257288 4.47898145 4 2.32241734 0.02154643 0.01099846 4.6566155
6.52947517 -3.1389437 4 15.6971523 0.02155744 0.03488321 -1.5757796
4.70894568 3.48982675 4 6.05663224 0.02155998 0.0251268 1.12292981
29.2614047 3.84040627 4 22.7072291 0.02156885 0.01845313 1.14066438
4.28745923 3.87822708 4 2.7760795 0.02157597 0.01786815 1.23070328
1.72778452 -3.5966001 4 1.5484699 0.02160029 0.02282715 -1.567929
82.7393446 -6.1893898 4 5.67924911 0.02160236 0.00346356 -3.4986733
1.30465112 -3.6616588 4 1.12533069 0.02162476 0.02154879 -1.2632616
2.86308922 3.54447781 4 4.06315332 0.02162698 0.02391694 1.22210375
4.09505943 3.73869786 4 3.34511236 0.02163864 0.02014386 1.12516016
2.99260876 -3.8729434 4 1.51796161 0.02164219 0.01794852 -1.3421252
5.90481254 -3.2723094 4 11.7414487 0.02164414 0.03072227 -1.432057
1.20067899 3.6693923 4 1.03544359 0.02164816 0.02140258 1.12551396
11.6355863 3.40150069 4 17.8993621 0.02166463 0.02723964 1.24802702
2.46077009 -3.4923079 4 3.97100061 0.0216681 0.02507031 -1.332591
1.04118871 3.08787824 4 5.39777089 0.0216728 0.03664979 2.03968764
4.22074131 -3.4652928 4 6.65998172 0.0216823 0.02569352 -1.3196105
21131.373 -11.986317 4 2.25653671 0.02168528 0.00027766 -106.0532

4.63979505 3.30105931 4 10.5571164 0.02170147 0.02990372 1.52861269
1.01114818 3.59908169 4 1.73235926 0.02171238 0.02277675 1.33064431



1.21722093 3.21264154 4 4.28190266 0.02172824 0.03250712 1.80458066
1.35006604 -3.5029797 4 2.54165907 0.02172933 0.02482909 -1.4184424
28.3437259 3.97755131 4 16.6307428 0.02173865 0.01643468 1.32862001
6.18680079 3.88037539 4 3.80556774 0.02174399 0.01783559 1.2597435
3.03330393 3.46109324 4 4.80283972 0.02175059 0.02579204 1.29496008
1.92028917 3.6902509 4 1.55908673 0.02176046 0.02101411 1.12110229
853.890287 -7.8252733 4 6.13806686 0.02176385 0.00143976 -15.267966
27623.8192 -13.616031 4 1.83481713 0.02177119 0.00016846 -140.56203
18.7905662 -2.8354485 4 60.5220074 0.02177562 0.04708423 -1.6584978
1.15612295 -3.6676294 4 1.41836894 0.0217876 0.02143581 -1.305551
2.11547418 -3.7507216 4 1.4831869 0.02179789 0.01993459 -1.6870979
1.08677312 3.59536602 4 1.2241034 0.02180207 0.02285226 1.15554838
39.0129926 -4.2561964 4 17.6331099 0.02180307 0.01309322 -1.4725746
1.1187343 3.5674081 4 1.78978824 0.02181067 0.02343003 1.24179466

1.61218816 3.70872827 4 1.06800333 0.02181809 0.020677 1.26631791
1.57911476 2.80792174 4 8.49638057 0.02182879 0.04841925 3.35223506
1.02200953 -3.5699863 4 2.07833848 0.02184304 0.02337603 -1.4520319
1.28916333 3.57087355 4 2.86856517 0.02185638 0.02335748 1.52310659
189.368558 5.80198 4 23.066678 0.02185807 0.0043892 2.64540651
1.77874039 3.78298207 4 1.07734652 0.02186776 0.01938585 1.28155717
10.6363747 -4.2240539 4 2.73364565 0.02188697 0.01343387 -1.9944144
16.4770434 -4.1378013 4 7.11600621 0.02189158 0.01440223 -1.5347532
7.93362411 -3.9656003 4 3.85416032 0.02192666 0.01659965 -1.5455289
1.45511512 -3.2998705 4 3.46217208 0.02193237 0.02993705 -1.5084463
8.38167359 -4.131712 4 1.46954047 0.02193409 0.01447373 -2.568193
2.15938498 3.80581459 4 1.03913962 0.02194069 0.01900838 1.45653272
3.03073197 -3.7732297 4 2.00434579 0.02194707 0.0195498 -2.5955784
3.23850791 3.2165638 4 10.8559731 0.02195715 0.0323861 1.93997029
6.46454033 3.5515132 4 7.95335224 0.02197558 0.02376628 1.11655645
7.16937328 3.95520178 4 4.12866572 0.02197919 0.01674482 1.29566307
1.49175069 -3.6408056 4 1.16168854 0.02198795 0.02194902 -1.3848258
843.728697 -8.8698023 4 4.27888834 0.02199979 0.0008924 -13.829098
1.02181885 -3.630005 4 1.21020929 0.02201295 0.02215979 -1.1361144
92.6822712 6.57714484 4 1.19965432 0.02201383 0.00276611 7.60901879
6.82530499 -4.1443994 4 2.90276509 0.02201703 0.01432524 -1.4794417
6.22899043 4.30861201 4 1.41038551 0.02201775 0.01255981 2.15289482
230.720598 4.57496821 4 85.975989 0.02203061 0.01022228 1.58114633
2.75646965 3.82275616 4 1.44756969 0.02204448 0.01873398 1.36697159
2.58092663 -3.8501695 4 1.09637191 0.02204831 0.01829995 -1.5032637
3.97535819 3.8203434 4 1.90392143 0.02208869 0.01877276 1.45108275
540.808783 -7.8167259 4 4.83878821 0.02209369 0.00144575 -12.248973
7.62448066 3.9171319 4 3.78856928 0.0220989 0.01728945 1.47912713
38.7043861 -5.8743068 4 1.34920181 0.02210237 0.00419523 -4.8222148
2.64291265 3.68137679 4 1.06187267 0.0221086 0.02117834 1.70769209
1.35691293 3.54398548 4 3.04611147 0.02212757 0.02392752 1.5275445
3.38191322 -3.3261209 4 6.13952841 0.02214972 0.02921115 -1.3073004
3.98237767 -3.90343 4 1.04132538 0.0221501 0.01749066 -1.9838716
1.97345022 3.75639302 4 1.06854361 0.022153 0.01983679 1.33447439



1.74358875 3.51114642 4 3.41466747 0.02215806 0.02464635 1.40869087
23.1275447 -4.2261187 4 9.94745982 0.02217834 0.01341167 -1.5015646
4.68394232 3.7550548 4 3.02480974 0.02218374 0.01985982 1.26411472
5.79096692 3.9637844 4 3.01650342 0.02221676 0.0166249 1.33205289
2.43059856 3.76900727 4 1.01433429 0.02223069 0.01962131 1.56023965
11.9852031 4.12749564 4 5.28371986 0.02223366 0.01452348 1.53756297
26.7548656 3.33293159 4 41.0046238 0.02223976 0.02902623 1.22870631
1.09920733 -3.5574754 4 1.31854093 0.02224068 0.02363948 -1.2065687
15.2749041 -3.9451368 4 9.70780775 0.02224911 0.01688678 -1.2644261
1.17651914 -3.5668571 4 1.2792701 0.02225388 0.02344159 -1.2175351
1.69357455 2.73224121 4 14.5544147 0.02225482 0.05232196 5.01689906
1.34357124 -3.6597043 4 1.16269406 0.02225749 0.02158593 -1.221357
3.47718947 3.9620094 4 1.55680296 0.02227885 0.01664961 2.20456866
3.81171635 3.8729676 4 1.35104628 0.02227903 0.01794815 1.74421909
6.65347418 -4.1878451 4 2.02492903 0.02227972 0.01383052 -1.7986259
13.1037331 -4.164975 4 2.27578829 0.02227989 0.01408833 -6.5454831
7.34619552 3.38557299 4 10.624363 0.02228191 0.02764275 1.17411481
1.39245556 3.34501237 4 3.08582751 0.02228322 0.02870161 1.83888068
26.418979 3.80871014 4 19.2721817 0.02228499 0.01896114 1.20598603

25.0425674 3.14262616 4 46.6393247 0.02229226 0.03475973 1.30361966
116.735446 -2.5992233 4 456.036344 0.02230265 0.06009724 -1.7342969
1.11695297 -3.2646442 4 3.74361863 0.0223055 0.03094496 -1.6613846
5.33255638 -2.6376721 4 25.7891914 0.02230763 0.05772076 -2.0239318
2.54285494 -2.8848676 4 4.67436015 0.02232062 0.04479331 -2.9691915
5.03639869 -3.3464192 4 8.8689027 0.02232209 0.02866409 -1.3684775
11.201063 -3.14318 4 27.6134745 0.022323 0.0347412 -1.5896222

10.4279727 -4.4021411 4 2.58676087 0.02233992 0.01167172 -5.2681569
5.60515355 -4.1136414 4 1.49471974 0.02234573 0.01468842 -1.7993833
2.33764734 3.75785165 4 1.40300451 0.0223543 0.01981173 1.28031164
1.06477285 -3.388746 4 3.72273274 0.02235709 0.02756188 -1.9588627
4.64137062 3.38511805 4 6.95992957 0.02236588 0.02765436 1.18971023
2.3312624 3.23520776 4 2.4812562 0.02236869 0.03181806 2.27648681

15.8023348 -3.9316235 4 8.69292005 0.02237514 0.01707966 -1.3920263
1.70618251 -3.6226863 4 1.22092925 0.02238177 0.02230399 -1.3905183
2.34328837 -3.4141218 4 4.93095307 0.02239401 0.02692517 -1.5228759
1.53873512 3.61591061 4 1.15018001 0.02239631 0.02243849 1.37520991
1.61079849 3.65063805 4 2.12177181 0.02242363 0.02175921 1.90649682
1.3332762 -3.4773274 4 1.76997077 0.02242986 0.02541365 -1.5432823

2.97023253 -3.8689619 4 1.34849702 0.02243945 0.01800937 -1.5391302
1.61986661 3.54115832 4 2.51601219 0.02244955 0.02398842 1.23770114
1.54431491 3.72027849 4 1.23677796 0.02245016 0.02046955 1.40710199
1.0508466 2.84103101 4 9.1881429 0.02246095 0.04681873 2.6415716

4.25682994 3.48619346 4 1.87449567 0.02246162 0.02520978 2.71302421
1.0449755 3.61324353 4 1.21669593 0.02246203 0.0224917 1.1540572

26.0020709 -5.3433084 4 1.59471404 0.02246722 0.00591214 -4.4378579
1.4230106 3.63663561 4 1.11929959 0.02246848 0.02203011 1.21870429

8.87663723 4.20567311 4 3.81494338 0.02247286 0.01363348 1.49307914
622.129115 -7.4529583 4 18.7776673 0.02247344 0.00173153 -5.6927115



4.62464557 -3.3044112 4 7.59985768 0.02247618 0.02980998 -1.2422396
5.40070247 4.28013143 4 1.43599963 0.02248775 0.01284632 2.84764451
2.12578772 3.70322458 4 1.05021465 0.02255406 0.02077673 1.42028508
1.58641986 3.3609964 4 2.09414773 0.02259486 0.0282787 1.75790296
1.35645165 3.62806032 4 1.21954953 0.02261259 0.022198 1.33928236
1.19462208 -3.5761193 4 1.61418259 0.02261933 0.02324816 -1.2050267
36.9902646 4.40784491 4 13.9948888 0.02262307 0.01162006 1.60172823
2.28631698 3.63087015 4 1.70798645 0.0226286 0.02214282 1.78112201
12.085974 -4.4479295 4 1.55965984 0.0226372 0.01126472 -4.3113597

1.26865598 3.11748492 4 7.47681573 0.02263953 0.03561309 2.79275492
1.80521225 -3.1851519 4 4.89637517 0.02263985 0.03337042 -1.5016351
1.31272949 -3.6134919 4 1.2860464 0.02265624 0.02248673 -1.3027939
2.17748083 2.95829243 4 6.78813598 0.02265924 0.04162495 1.65787255
9.47847724 3.08560256 4 29.1706259 0.02266816 0.03673093 1.91177121
13.6671103 3.82149324 4 9.00665113 0.02267378 0.01875427 1.28030578
13.8630679 4.55217634 4 3.39284352 0.02267539 0.0104004 1.86318107
5.3775278 2.56239811 4 81.798556 0.02268311 0.06247924 3.94589781

2.36310976 3.67036195 4 1.83761491 0.022711 0.02138434 1.14269513
2.06258709 3.53356541 4 1.94615205 0.02271378 0.02415288 1.79336731
1.09980742 -3.4012809 4 2.40475782 0.0227212 0.02724516 -1.4723534
3.00985977 -3.799462 4 1.04587811 0.02273362 0.01911251 -1.6697669
23.2634745 -4.3226091 4 5.87239662 0.02274312 0.01242183 -2.0813261
1.44250645 -3.3906633 4 3.53777569 0.02274655 0.02751316 -1.677498
1.16826473 -3.4541777 4 2.08547713 0.0227492 0.02595527 -1.3381478
1.51069936 3.296935 4 5.29927409 0.02276476 0.03001955 3.23409524
10.9661382 4.04669541 4 5.24799507 0.02277088 0.01551797 1.41159601
48.2472961 4.56020208 4 15.7662961 0.02277392 0.01033726 1.75009132
1.11699541 -3.5235327 4 2.12029039 0.02277562 0.02437224 -1.4004995
3.20841568 3.48278363 4 4.54227512 0.02277762 0.02528795 1.23035809
1.57698948 -3.4418684 4 1.89106262 0.02279735 0.02624884 -1.7389094
1.57698948 -3.4418684 4 1.89106262 0.02279735 0.02624884 -1.7389094
2.66714684 3.3286134 4 4.41295085 0.02280905 0.02914331 1.26455478
79.8121911 3.39676952 4 114.046644 0.02281288 0.02735865 1.22558125
1.88492057 3.05445485 4 5.43872734 0.02281562 0.037863 1.63815749
1.9465835 3.68250747 4 2.86959162 0.02283101 0.02115733 2.44164556

77.4477619 2.91756131 4 270.242369 0.0228382 0.04334901 1.96324474
2.35534882 -3.4888049 4 3.03579854 0.02283937 0.0251501 -1.1193708
2.18350399 -3.6627287 4 1.41128881 0.02284896 0.02152849 -1.2781189
8.00128957 3.91544218 4 3.15559706 0.02284922 0.01731411 1.62823019
776.573813 -4.0882462 4 441.248941 0.02284972 0.01499666 -1.3061268
2.57300517 3.66230583 4 1.90683363 0.02285058 0.02153651 1.19154192
1.55278276 -3.6235001 4 1.33812158 0.02286506 0.0222879 -1.5263697
8.28795992 -4.0952599 4 3.88066199 0.02286954 0.01491076 -1.4201367
4.13132375 2.84505973 4 15.8934595 0.02287854 0.04662821 1.79071451
6.01603833 -3.9788623 4 2.09518219 0.02287999 0.0164167 -1.7374574
4.94894398 3.20490351 4 12.7596855 0.02288213 0.03274744 1.73326078
2.34832434 -3.4303944 4 3.53708882 0.02289313 0.02652605 -1.1902865
9.43184759 3.84534025 4 6.60731488 0.02291574 0.01837553 1.18254181



130.598208 -5.1291152 4 24.4421409 0.02293168 0.0068427 -2.3055354
11.3933229 -3.9661184 4 5.33108799 0.02294237 0.01659246 -1.4741192
1.12143003 -3.166699 4 3.34957789 0.02294389 0.03396509 -1.6477519
3.42928924 3.8379311 4 1.66949128 0.02294412 0.01849221 1.36082069
66.9694697 4.17762555 4 33.2223566 0.0229473 0.01394501 1.41475076
9.63237982 4.07791405 4 4.57862882 0.02296784 0.0151243 1.47064827
9.17186899 4.35144272 4 2.7638457 0.02297523 0.01214333 1.79593149
2.0619522 3.70873251 4 1.28317608 0.02299665 0.02067692 1.2521721

4.06914991 -3.6857011 4 3.18944591 0.02302447 0.02109812 -1.1496136
3.43494287 3.698424 4 2.43924365 0.02302651 0.02086419 1.22649626
50.4578525 -4.5389165 4 15.7756637 0.02304544 0.01050577 -1.815638
3898.23466 -10.071201 4 1.17880474 0.0230588 0.00054677 -62.316273
9.92646433 2.64207768 4 39.6545898 0.02305946 0.05745541 1.72089786
6.09573777 -3.8433541 4 2.92937462 0.02306851 0.01840672 -1.4432082
3.90738393 3.6862699 4 2.4952069 0.02307904 0.0210876 1.26132202
1.33304252 -3.3833122 4 2.30662775 0.02309082 0.02770053 -1.7195332
1.6803283 3.50404029 4 2.52217422 0.02309349 0.02480527 1.23944785

66.2205422 3.95672626 4 37.3932813 0.02309699 0.01672344 1.37437641
66.2205422 3.95672626 4 37.3932813 0.02309699 0.01672344 1.37437641
66.2205422 3.95672626 4 37.3932813 0.02309699 0.01672344 1.37437641
11.8886787 -4.1340994 4 2.81386664 0.02310604 0.01444564 -2.1101351
2.76830377 3.73253882 4 1.1019442 0.02311615 0.02025207 1.74823057
4.1404189 3.3493157 4 7.3875698 0.02311797 0.02858702 1.41908041

5.19385697 3.83100717 4 2.83027064 0.02312009 0.01860206 1.40355841
2.29318642 -3.3798893 4 4.42546811 0.02312994 0.0277883 -1.3783976
2.29318642 -3.3798893 4 4.42546811 0.02312994 0.0277883 -1.3783976
2.29318642 -3.3798893 4 4.42546811 0.02312994 0.0277883 -1.3783976
1.67447154 -3.6810562 4 1.33400415 0.02313126 0.02118431 -1.4768278
10.2586993 3.17984603 4 18.0095069 0.02314921 0.03354014 1.27842905
3.82370545 -3.6855459 4 2.98482293 0.02315834 0.02110099 -1.1163556
3.84247503 -3.4169042 4 6.16463518 0.02316144 0.02685642 -1.2919792
1.93552217 -2.8552894 4 7.72264354 0.02317399 0.04614847 -1.865627
1.71785552 2.7106848 4 10.7132805 0.0231835 0.05349938 2.23663481
11.3837461 -4.2110761 4 4.45324995 0.02319001 0.01357444 -1.5886338
3.89659134 -3.8859982 4 1.55132439 0.0232034 0.01775072 -1.4844553
1.55254503 -3.3267756 4 3.33302539 0.02321615 0.02919331 -1.3757962
2.40668161 3.07959214 4 6.63898243 0.02322654 0.03694626 1.52338078
1.1356361 -3.5723319 4 1.62691561 0.02323035 0.02332703 -1.4173325

2.35993947 3.68802613 4 1.05375937 0.02325742 0.02105514 1.43991034
1.98995685 3.36775794 4 2.46680767 0.02327552 0.02810202 2.11158746
1.87698953 3.44441078 4 3.05181453 0.02327606 0.02618788 1.25328923
1.73579928 -3.3869135 4 2.41213482 0.02328823 0.02760855 -1.9127489
2.49248841 3.78283166 4 1.2173334 0.02330733 0.01938836 1.40604918

9.868745 -3.9625996 4 4.32892352 0.02331309 0.01664139 -1.6353423
4.93127635 3.90149622 4 1.90379247 0.02331465 0.01751928 1.54433164
4.74762689 2.81438012 4 15.1937503 0.02332031 0.04810212 1.63814328
12.2903151 -2.6743176 4 48.6168155 0.02332792 0.05555584 -1.870783
3.39502537 3.89622189 4 1.45729073 0.02333216 0.01759764 1.49859316



1.46367499 -3.5455461 4 1.26233993 0.02334314 0.02389399 -1.3938879
2.65117313 -3.699823 4 1.08399407 0.02335567 0.02083866 -1.6994036
2.37473551 -3.6499572 4 1.54691261 0.02336069 0.02177229 -1.2831551
2.48216773 3.62958644 4 1.66608758 0.02336204 0.02216801 1.21156649
1702.91272 4.24861933 4 617.548117 0.0233634 0.01317258 1.78393364
1.50261062 -3.656078 4 1.03130075 0.02336352 0.02165504 -1.212908
1.34286002 3.52097456 4 1.14023591 0.0233673 0.02442856 1.25097339
4.93786643 -2.7327954 4 38.9100527 0.02336995 0.05229208 -3.1129784
9.90875005 3.73715456 4 7.06262142 0.02337825 0.02017091 1.22617836
10527.6865 -12.477247 4 11.7620418 0.02338582 0.0002373 -27.014483
93.2566946 -5.4363 4 1.54615524 0.02340764 0.00555663 -8.121695
3.20870531 3.16382804 4 6.94081596 0.02341555 0.03405873 1.38236783
3.58659536 3.66664866 4 2.24168068 0.02345432 0.02145432 1.28341768
5.12613297 -2.7642528 4 21.6448759 0.02346021 0.05062831 -1.8670943
13.5369145 -4.1469542 4 4.72363361 0.0234655 0.01429557 -1.6760522
46.2529277 3.99082356 4 23.0930783 0.0234674 0.01625377 1.4811882
2.42813148 3.45951834 4 1.42919035 0.02346956 0.02582911 1.86883853
2.11038465 -3.5515008 4 2.22945653 0.02347344 0.02376654 -2.3885982
1.27062396 3.36129132 4 1.98652325 0.02348353 0.02827096 1.53257619
317.471135 -7.9044638 4 4.82246694 0.02348404 0.00138576 -7.5121479
1.99496493 -3.5577589 4 1.37755724 0.0234891 0.02363347 -1.7267522
1.31898374 2.33838746 4 25.1500742 0.02349227 0.07951852 3.15286219
3.26349396 3.89358995 4 1.08855471 0.02349506 0.0176369 1.79019973
1.20558672 -3.386128 4 2.19340169 0.02351275 0.02762858 -1.3402002
3.25223506 3.01298247 4 9.87342121 0.02351885 0.03943444 1.69356649
82.542324 -5.2330983 4 12.8391814 0.02351891 0.00637019 -2.4918423

2.34719497 3.61667321 4 1.01209444 0.02352061 0.0224233 1.52866941
397.617644 -8.4068363 4 1.18977388 0.02352539 0.00109579 -18.341536
6.98620812 3.28020103 4 11.8335132 0.02352606 0.03049498 1.29423662
2.66695496 -3.6727624 4 1.19273146 0.0235355 0.02133924 -1.4536222
2.11575639 3.26122396 4 4.16061347 0.02353686 0.03104494 1.33175822
2.20274573 3.03347821 4 6.55685134 0.02353898 0.03864847 1.68830962
14.8439176 4.0583351 4 7.05950376 0.02354229 0.01536977 1.46861465
18.788644 3.87239084 4 12.7988219 0.02354238 0.01795695 1.1980424

5.91155873 3.92926566 4 2.80526306 0.02354333 0.01711359 1.38932722
18.6455804 -2.766765 4 10.511796 0.02354419 0.0504981 -8.5068952
1.52346398 3.24571666 4 5.58359527 0.02356363 0.03150307 1.9078317
1.70368522 3.57470067 4 1.42452878 0.0235725 0.02327766 1.61411746
1.38372483 3.40446102 4 2.26826883 0.02357851 0.02716549 1.27930935
3.79544876 3.829688 4 1.32645798 0.02359485 0.01862307 1.98947705
5.97249509 -3.7878541 4 2.32308976 0.02359623 0.01930455 -1.6406057
2.51626012 3.67677316 4 2.07112717 0.02362529 0.02126415 2.16825972
1.10733832 -3.5534804 4 1.16558176 0.02362958 0.02372435 -1.1625255
1.47593297 3.60388042 4 1.0398316 0.02364061 0.02267968 1.22287233
8.79120345 4.06940582 4 3.61489165 0.02364771 0.01523039 1.5417092
3.37976189 3.11763079 4 7.40356355 0.02365045 0.03560807 1.39016428
8.59973002 -4.1192301 4 2.29553012 0.02367966 0.01462161 -2.0887994
2.86919074 -3.702188 4 1.20181136 0.02368861 0.02079558 -1.706905



1.12055201 -3.0040195 4 4.17352599 0.02369345 0.03978402 -1.9878831
1.27290419 3.49830822 4 1.14249658 0.02370205 0.02493434 1.20808577
4.01446441 3.74860199 4 2.41908842 0.02370285 0.01997129 1.28307886
16.0271649 -4.6885625 4 3.16079147 0.02372066 0.00938776 -2.1132594
19.3723175 -3.3727435 4 27.0323466 0.02374542 0.02797259 -1.1947513
1.02435549 -3.3952351 4 2.61396491 0.02375117 0.02739738 -1.7786523
1.19079826 -3.4678244 4 1.77107691 0.02377381 0.02563434 -1.365303
89.8446312 -4.1397514 4 37.3615849 0.02378518 0.01437943 -1.6418364
1.08937707 3.5534713 4 1.16185017 0.02381056 0.02372455 1.11653703
2.84947986 -3.6245051 4 1.02699627 0.02381473 0.02226805 -1.8177611
28.1937493 3.35839764 4 40.6702934 0.02385378 0.02834695 1.23279161
22.8098059 2.98704541 4 46.7774771 0.02386147 0.04045605 1.36184841
3.67608934 -3.3608341 4 6.14909916 0.02386844 0.02828295 -1.335003
1.00450486 3.3385067 4 3.30054833 0.02387503 0.02887589 1.73151367
64.3331549 -6.0827738 4 1.74597688 0.02390484 0.00369217 -5.3502427
4.35174297 3.80840978 4 2.4439742 0.02390877 0.01896603 1.28461988
3.98085971 2.54753576 4 65.266187 0.02391332 0.06347111 4.04832319
1.23780607 3.51832012 4 1.60766683 0.02391656 0.02448715 1.1240512
1.64753016 -3.3849996 4 3.10375024 0.02393032 0.02765739 -1.3395259
2.73288863 3.77440091 4 1.45972002 0.02393145 0.01953003 2.15631093
2.62453025 -3.6480508 4 1.8416732 0.02393396 0.02180897 -2.1875317
8.59095241 -3.9842637 4 3.80312645 0.02394104 0.01634289 -1.4791875
2.21378167 -3.6386744 4 1.23340509 0.0239466 0.02199042 -1.4008049
9.78549848 4.09675261 4 4.37080362 0.02395238 0.01489255 1.44311257
1.4451115 -3.4124493 4 3.48191603 0.02395943 0.0269666 -1.5609895

4.18786497 -3.9914212 4 1.58267454 0.02395945 0.01624568 -1.637694
1.72752044 -3.3861455 4 2.62439572 0.02396665 0.02762814 -1.2054429
2.60700348 -2.8216136 4 9.69990169 0.02396874 0.04774979 -1.7201493
2.46835825 -3.2896158 4 5.39317262 0.02397791 0.03022641 -1.6142186
47.5389174 2.49087508 4 721.869772 0.02398772 0.06742126 3.72010749
1.2580218 3.39283993 4 2.03962126 0.02399618 0.02745796 1.52180484

2.63527045 3.49618003 4 1.79853537 0.02400169 0.02498247 2.00562285
1.04265709 3.41966057 4 1.59576222 0.02402624 0.02678852 1.27573267
2.87353974 3.66828081 4 1.58064835 0.0240284 0.02142353 1.4429981
1.01868026 3.55503479 4 1.65021832 0.02406917 0.02369129 1.29392468
2.27533505 3.35433395 4 3.57491119 0.02407875 0.02845407 1.24231623
2.6361925 3.56607987 4 1.33742712 0.0240818 0.02345791 1.42138081

5.36606136 4.08545457 4 1.42861121 0.02408585 0.01503102 1.87047921
1.00829715 3.25426026 4 2.5367321 0.02411354 0.03124969 1.52860507
2.12939067 -3.4205452 4 1.4504705 0.02412702 0.02676678 -1.741121
737.556426 -7.9314171 4 8.40635612 0.02413491 0.00136795 -10.216346
9.11931992 -4.0508892 4 2.40288631 0.0241507 0.01546438 -2.1360399
14.136836 3.05092446 4 29.1197325 0.0241585 0.03799387 1.38877304

1.34197325 -2.9757213 4 11.5845429 0.02416206 0.04091177 -3.2328942
2.09373894 3.62767676 4 1.05963293 0.02416744 0.02220554 1.49740755
138.999402 -5.3685205 4 19.2743151 0.02416798 0.00581307 -2.6909095
1.18245173 -3.5935859 4 1.73270238 0.02417526 0.02288853 -1.4456346
4.00035908 3.10933398 4 9.08395187 0.02417865 0.03589503 1.43433109



29.5320501 3.10232917 4 51.9790074 0.02418917 0.03613942 1.28951315
5.17618772 3.70765815 4 3.0034456 0.02419031 0.02069635 1.32968229
2.55190876 3.27640855 4 4.10906414 0.02420783 0.03060396 1.24635182
17.9533872 -4.5244331 4 2.43549453 0.02423453 0.01062233 -2.6743571
35.411039 4.38553888 4 12.7846429 0.0242676 0.01182368 1.63683598

5.64619739 -4.1369078 4 1.03195312 0.02429431 0.0144127 -2.2634654
2384.85332 -4.6433162 4 686.719851 0.02432265 0.00970987 -1.8417466
710.09216 -8.1053362 4 11.5334724 0.02432751 0.0012596 -7.2337648

5894.76973 -10.58088 4 1.35824968 0.0243333 0.00045148 -68.390965
151.161525 -4.826588 4 21.585278 0.02434501 0.00848228 -3.0327752
1.00631382 -3.3773349 4 2.15196893 0.02434721 0.02785401 -1.5032541
4.7118794 2.45806218 4 25.3148157 0.02437377 0.0698368 1.95790342

1.65396177 -3.0122868 4 5.15605472 0.02440362 0.03946144 -1.6931729
7.14718474 -3.8318094 4 2.19982618 0.02440916 0.01858929 -1.8401631
2.8274083 3.05148255 4 3.18664479 0.02442645 0.03797315 2.68964118

489.939442 -5.2560523 4 65.0285407 0.02442723 0.00627131 -2.8988352
33.6122037 3.92707751 4 15.995355 0.02444466 0.01714514 1.5178998
2.70449642 3.62398481 4 1.22730146 0.02445315 0.02227832 1.50003663
9.60117411 4.01421757 4 4.8394919 0.02448529 0.01594069 1.38314643
2.97732063 3.74061995 4 1.62562725 0.02449554 0.02011023 2.12005997
23.6446411 3.06253036 4 43.7340404 0.02450526 0.03756561 1.32059273
1.12221882 3.23287207 4 2.70869353 0.02450569 0.03188858 1.61655436
2.49845493 3.60651618 4 1.70869616 0.02450914 0.02262657 1.25486601
614.874917 -6.7566971 4 27.6692219 0.02451439 0.00250215 -4.398599
1.46702651 3.49815053 4 1.76162781 0.0245153 0.0249379 1.64484375
4.19378444 3.84269726 4 2.13190014 0.02451931 0.01841705 1.41710513
39.8588496 -2.808947 4 110.219878 0.0245413 0.04836874 -1.5632257
11.4964126 4.14409799 4 2.71604211 0.02454237 0.01432875 2.11342912
1.12843104 3.16477279 4 3.19604289 0.02454324 0.03402788 1.64441858
6.17671056 -3.7956392 4 1.75748318 0.02455301 0.0191755 -1.9678098
14.7722397 4.30526094 4 4.63539399 0.02458324 0.01259311 1.68088849
1.00771892 -3.5379886 4 1.90835634 0.02459623 0.02405691 -1.4035463
42.0238783 3.80946861 4 26.4560428 0.02460632 0.01894879 1.29159779
5.81797281 -3.7106565 4 3.65242136 0.02461031 0.02064219 -1.2576501
1.66887666 -3.5312176 4 1.06641667 0.02462784 0.024204 -1.3121322
1.66151044 3.43369219 4 1.29809911 0.02465415 0.02644602 1.43570205
3.04332013 3.12481572 4 10.6732646 0.02466645 0.03536175 1.95505997
139.89573 -6.5090423 4 1.73925581 0.0246681 0.00287514 -10.258245

4.53250484 -3.6779676 4 2.46779391 0.02466951 0.02124185 -1.3594836
5.23414824 -3.3495723 4 7.98873527 0.02468472 0.0285802 -1.2766783
1.0742003 2.96059317 4 7.78510273 0.02470237 0.04152997 2.93193761

9.38191464 -3.6873431 4 1.95530311 0.02470351 0.02106776 -3.8155119
7.08731924 3.74635297 4 3.43904949 0.02471422 0.02001032 1.48212235
25.5554599 -4.6616067 4 5.05726019 0.02471756 0.00957807 -2.2695235
12.571464 3.93126663 4 5.27620738 0.02473751 0.01708479 1.69180912

2.78733565 3.55028875 4 2.02216215 0.02476331 0.02379242 1.18850886
4.88057072 -3.8824808 4 2.48191276 0.02476789 0.01780376 -1.3801319
214.614018 -5.9574878 4 3.18424266 0.02479067 0.00398499 -30.148348



1.21108006 -2.2453289 4 216.282091 0.02480171 0.08809993 -6.2017566
1.45972056 3.48178864 4 1.1048214 0.0248187 0.02531082 1.25941416
4.05118497 3.69140549 4 2.12409434 0.02482437 0.02099285 1.43445931
6.5937352 3.22637601 4 10.1303406 0.02483404 0.03208567 1.19821373

1.14814519 -3.2996416 4 2.81075259 0.02483508 0.02994348 -1.7945496
1.75980675 -3.362007 4 3.2241555 0.02484591 0.02825221 -1.3645317
3.52663657 -3.7067979 4 1.41920108 0.02485807 0.02071191 -1.5278033
4.84019665 -4.0731666 4 1.51806769 0.02486769 0.01518338 -1.7742338
80.4884319 5.13053996 4 13.45539 0.02487403 0.00683595 2.27389731
1.56087097 3.58872162 4 1.30609189 0.02487922 0.02298802 1.45155414
33.2641954 4.45498906 4 6.16981838 0.02488521 0.0112035 2.55223288
1.87711133 -3.493289 4 1.5142313 0.02490962 0.02504802 -1.8495864
9.74936226 3.09926891 4 18.4925012 0.02491978 0.0362468 1.32899804
2580.19593 -5.552613 4 291.355452 0.02492734 0.00514802 -2.9809185
2.57103403 3.58291251 4 1.86779581 0.02493126 0.0231075 1.20517353
1.74044951 -3.6068621 4 1.48907891 0.02495537 0.02261962 -1.5844902
29.8421455 4.37120873 4 9.17760805 0.02497215 0.01195677 1.76490584
4.25846961 -3.8663263 4 1.65571153 0.02498657 0.01804979 -1.5468864
1.95628519 3.25720776 4 4.30822597 0.02499791 0.03116283 1.54880992
6.4307422 3.70192277 4 4.23948796 0.02500775 0.0208004 1.23497287

1.26970305 2.99711887 4 4.4996273 0.02500872 0.04005564 1.72232058
3.61328844 -2.8566382 4 11.0180414 0.0250205 0.04608564 -1.567817
13.8204469 -4.5915461 4 2.28553823 0.0250259 0.01009504 -2.2588862
83.2908874 -5.4108426 4 10.1607866 0.02503262 0.00565129 -2.6388443
2.95059339 3.20882069 4 4.85638931 0.02503819 0.03262552 1.25668715
4.20342676 3.6187562 4 2.90371648 0.02503928 0.02238189 4.08022263
2.38102114 -3.6172261 4 1.14542766 0.02505587 0.0224123 -1.5521039
2.35138333 3.54271403 4 1.31263134 0.02505594 0.02395488 1.39397659
4.40891059 3.83401838 4 2.10117879 0.02505825 0.01855419 3.03936219
2.19408087 3.21665518 4 4.16830599 0.02507124 0.03238329 1.32813197
11.1383464 3.66296519 4 7.55284374 0.0250779 0.02152401 1.23165092
17.3297102 4.0671608 4 7.10706457 0.02512492 0.01525853 1.52723401
6.84664581 3.80836208 4 3.54743963 0.02512843 0.01896681 1.37175224
1.10671368 2.74176292 4 7.14910135 0.02513419 0.05181143 2.26926327
1.85306332 3.46655626 4 1.11835531 0.02515712 0.02566397 1.40984279
5.51944117 -3.7650065 4 2.09240745 0.02515756 0.01968935 -1.7560001
4.47680112 3.06018672 4 9.29480931 0.02516004 0.03765163 1.42717662
4.67049453 3.69570055 4 1.54222691 0.02516146 0.020914 2.37959261
6.11549117 2.58605616 4 80.1034678 0.0251693 0.06093678 3.57914279
2.97725475 3.60103495 4 1.29402047 0.0251716 0.02273718 1.62874539
3.40069962 3.76095426 4 1.74459647 0.02517263 0.01975855 1.40550307
1.13522518 3.22276378 4 2.59004559 0.02517521 0.03219588 1.48552943
2.4610907 3.1371816 4 8.20244003 0.02518062 0.03494248 1.9472549

10.3433709 4.14798387 4 3.45546392 0.02520065 0.01428363 1.6222457
1.42327927 -3.4969053 4 1.20922194 0.02522446 0.02496605 -1.3975482
4.41864701 3.81157634 4 1.08019825 0.0252343 0.01891452 2.22902054
184.561351 3.84850869 4 114.446495 0.02524313 0.0183259 1.26668166
3.73830102 -3.6029914 4 2.11139474 0.02524428 0.02269763 -1.3686724



1.18587636 -3.4858945 4 1.0057321 0.025246 0.02521662 -1.106741
1.81812828 3.08135973 4 4.63740879 0.02525797 0.03688278 1.58649457
138.135481 3.28757402 4 195.828721 0.02526777 0.03028441 1.2151634
1.40363326 2.98827582 4 7.33113095 0.02527861 0.04040689 2.22836808
11.5197929 3.96963007 4 5.02706461 0.02528875 0.01654381 1.48400616
8.38702539 -3.8848159 4 3.96307912 0.02529948 0.01776853 -1.4954365
1.53507059 3.40793379 4 1.27973622 0.02530208 0.02707881 1.39900768
1.20357896 2.8283877 4 6.98839344 0.02531368 0.04742255 2.42891053
7.61952172 3.7481773 4 4.73221819 0.02531837 0.01997866 1.26613668
6.58591191 3.97765526 4 1.25968054 0.02533328 0.01643325 2.51126994
1.93941571 -3.1818551 4 5.37980072 0.025346 0.03347576 -1.8381553
14.6738707 4.26992128 4 3.94187868 0.02535644 0.01295095 1.83854428
4.09799955 -3.1215994 4 8.94120743 0.02535791 0.03547177 -1.4426719
2.20539955 3.38190771 4 1.33495469 0.02537489 0.02773651 1.68497398
2.20539955 3.38190771 4 1.33495469 0.02537489 0.02773651 1.68497398
2.20539955 3.38190771 4 1.33495469 0.02537489 0.02773651 1.68497398
27.7429074 -2.9769594 4 53.6460311 0.02537499 0.04086165 -1.3198564
3.14604517 3.71772496 4 1.19039453 0.02538484 0.0205152 1.79167486
1.38235399 -3.3135165 4 2.72857677 0.02539308 0.02955707 -1.3397076
13.2329728 -3.9377637 4 6.41750122 0.02540244 0.01699169 -1.4261949
116.182557 -5.7903109 4 9.09453719 0.02541806 0.00442151 -3.6525823
5.22253895 3.16575458 4 8.44831248 0.0254348 0.03399586 1.24932027
1.07886898 -3.2299051 4 2.76484708 0.02544095 0.03197842 -1.4948936
7.21680714 3.26628446 4 10.0600636 0.0254471 0.03089715 1.16179298
1.1859655 2.97705371 4 4.99147266 0.02544951 0.04085784 1.80004593

12.8732982 -2.9829956 4 25.8017989 0.02545058 0.04061834 -1.3657233
2.25574668 3.5482619 4 2.7245259 0.025455 0.02383576 2.60966034
19.6372748 3.53807612 4 17.4304963 0.02546383 0.02405501 1.07323163
738.432303 4.65332794 4 215.763074 0.02548298 0.00963746 1.76994445
31.0978207 -4.1393498 4 2.12070572 0.02549161 0.01438412 -6.9874604
1.12541934 3.39823007 4 1.92756055 0.02550397 0.02732185 1.39748938
6.20636274 4.19475469 4 1.51996878 0.02552259 0.01375375 2.02426947
4.43028639 2.2987629 4 47.7289292 0.02552575 0.08305199 2.88799187
1.6937679 2.56528131 4 9.5683539 0.02558282 0.06228889 2.07988715

1.06239828 2.92976398 4 3.84934209 0.02562436 0.0428239 1.9023774
2.23492539 3.58595914 4 1.26227137 0.02563422 0.02304474 1.28461999
1.10218511 3.22406301 4 2.38892789 0.02567602 0.03215619 1.43464772
5845.92204 -10.561459 4 1.02838749 0.02569189 0.00045471 -71.078379
3.55199391 3.53715113 4 1.27025764 0.02569189 0.02407504 1.69737735
9068.5198 -9.7783614 4 7.81466048 0.02570125 0.00061291 -39.312076

1.26605068 3.52463474 4 1.89701405 0.02570487 0.02434803 1.56565429
19.6975368 -4.6392363 4 1.06058926 0.02570826 0.00973957 -4.1028536
1.11436419 -3.0301937 4 4.55939633 0.02571488 0.03877318 -1.8810205
17.6127789 -4.2563518 4 5.89649648 0.02572672 0.0130916 -1.6202672
16.3544014 3.14646771 4 25.3125975 0.02573012 0.03463147 1.19996923
3.32439665 3.13469738 4 6.2959932 0.02575057 0.03502623 1.29877016
48.6690451 -5.435255 4 2.13923563 0.02575555 0.00556048 -4.3504553
2.27723288 -3.550642 4 1.36176692 0.02576408 0.02378487 -1.7000762



37.1670613 -4.5064163 4 7.44299121 0.02578177 0.01076953 -2.244469
53.8910705 -5.8868229 4 1.78571525 0.0257824 0.00416274 -4.8912629
30.3518396 3.23761675 4 47.9312715 0.02578424 0.03174553 1.30433632
30.3518396 3.23761675 4 47.9312715 0.02578424 0.03174553 1.30433632
30.3518396 3.23761675 4 47.9312715 0.02578424 0.03174553 1.30433632
1.22516347 3.41724953 4 1.80941494 0.02578919 0.02684791 1.25866384
15.7548181 -4.4132336 4 2.29132495 0.02579774 0.01157151 -5.0747216
5.2880196 -3.8119675 4 1.38053384 0.025803 0.01890817 -1.8675313

4.76661851 -3.1412625 4 9.82965739 0.02580516 0.0348054 -1.4650302
1.20134737 3.37052031 4 1.35654098 0.02580857 0.02803022 1.28072931
2.62286169 3.4030462 4 3.30392536 0.02581027 0.0272009 1.14345216

17.39408 4.55564632 4 3.36154841 0.02581206 0.01037304 2.15139244
20.7072599 4.92894068 4 2.97520369 0.02582045 0.00787881 2.59126605
1.93349694 2.81333598 4 16.1250238 0.02584228 0.04815323 3.09616345
1.92420085 -3.3571578 4 2.93125246 0.02586938 0.02837958 -1.2897601
1.00663744 -3.4581349 4 1.49044106 0.02588665 0.02586172 -1.2473688
11.9737787 3.78682331 4 7.3038458 0.0258884 0.01932172 1.24332421
4.21646362 3.78971663 4 1.23682761 0.02590478 0.01927358 1.81241848
1.48968274 -3.0950823 4 4.16929861 0.0259055 0.03639431 -1.6572333
8.89920187 -3.0031963 4 20.9686768 0.02591022 0.03981631 -1.5943067
3.91560294 -3.662312 4 1.51724809 0.02591727 0.0215364 -2.2593918
3.63616373 3.66221074 4 1.78310779 0.02591931 0.02153832 1.52988884
58.3200307 2.66679798 4 177.091663 0.02592264 0.05599234 1.5882192
2.58007476 3.5344427 4 1.42780064 0.02593515 0.02413381 1.77020442
2.47663816 -3.5929767 4 1.42052653 0.02594363 0.02290096 -1.2717893
9.72916196 -2.9983234 4 19.9601358 0.02594689 0.04000807 -1.4042883
4.76364394 -3.1352915 4 9.85357559 0.02596756 0.03500618 -1.4646868
29.4635905 3.32970634 4 37.8071919 0.02596884 0.02911363 1.15661315
2.08082849 -3.4878515 4 1.44035407 0.02598849 0.02517187 -1.1883845
33.040159 4.59705536 4 8.01196702 0.02599647 0.01005318 1.89611893

194.607348 -5.4201568 4 16.2714684 0.02600928 0.00561643 -3.6510005
15.0046994 -4.6063603 4 1.07881216 0.02601895 0.00998296 -3.8812751
2.9030474 -3.249263 4 5.38257956 0.02602465 0.0313976 -1.3530143

3.61974595 3.03926311 4 7.37058007 0.02602996 0.03842996 1.38507545
3.73362589 -3.2802479 4 6.47115269 0.0260387 0.03049363 -1.3572128
5.04622074 -3.0904644 4 12.2450674 0.02604704 0.03655784 -1.5865775
4.55563332 -3.8917836 4 1.5580856 0.02604895 0.0176639 -1.7013662
1.25174796 -3.2307683 4 2.30639027 0.02605527 0.03195225 -1.5843985
1.13086226 3.43114069 4 1.25683801 0.02606421 0.02650791 1.23543548
1.70121162 3.54087834 4 2.21768295 0.02607222 0.02399446 1.99992217
29.2526376 3.84787552 4 17.3406663 0.0260749 0.01833581 1.29603113
2.24963517 3.46316322 4 1.09288441 0.02608041 0.02574343 1.44292297
12.3836923 -4.2329545 4 2.35656239 0.02608141 0.01333848 -2.4487772
1.96070761 3.1866794 4 3.41723551 0.0260874 0.03332175 1.29333947
1.51080559 -2.8574832 4 6.63365114 0.02610954 0.04604633 -1.8252832
30.5405928 -4.651291 4 7.45561342 0.02612192 0.00965214 -1.9603652
2.69053534 -3.23492 4 3.99507917 0.02612928 0.03182674 -1.2014065
47.2641543 3.06960261 4 76.2107632 0.02613598 0.03730742 1.22900742



1.04730688 -3.2769476 4 2.80822326 0.02615095 0.03058844 -1.7704438
36.3199495 5.13374903 4 3.63186772 0.02615705 0.00682076 2.97858708

3.80135 -3.1036913 4 9.87484022 0.02616049 0.03609174 -1.7199943
1.10339316 3.39979652 4 1.2429233 0.02617665 0.02728244 1.15895734
18.6712829 -3.9283935 4 9.78495006 0.02619149 0.01712615 -1.3342904
2.60934193 -3.5819235 4 1.4029375 0.02619753 0.02312791 -1.4421276
12.7163122 -2.8556962 4 32.8638278 0.02621442 0.0461295 -1.5896906
10.0332584 4.21800547 4 3.16638646 0.02621492 0.01349916 1.74769055
10.2483655 3.95121696 4 5.00866644 0.0262271 0.01680085 1.40976374
3.03608994 -3.3015948 4 4.25474223 0.02622954 0.02988872 -1.1658398
13.4456347 -3.2661978 4 19.206643 0.02623899 0.03089968 -1.2202316
1.05333088 -3.3428612 4 2.10411473 0.02624915 0.0287591 -1.3562302
5.24057706 3.54460964 4 4.23486581 0.0262507 0.0239141 1.10084075
2.12532392 3.46378267 4 1.42124748 0.02628642 0.0257289 1.24900464
1.05400293 3.32328429 4 1.71524396 0.02629194 0.02928858 1.26096991
4.68558521 3.78696758 4 2.09943033 0.02629917 0.01931932 1.42064858
2.36772853 3.03801029 4 6.4695513 0.02630162 0.03847716 1.70019225
3.39487495 -3.6904887 4 1.33415835 0.02631971 0.02100973 -1.5621723
6.46214012 4.20045248 4 1.42173507 0.02632939 0.01369083 2.13721452
14.1332296 -4.2187455 4 1.77879978 0.02633244 0.01349115 -2.9347002
7.25503526 -3.6915635 4 3.81285569 0.02633613 0.02098995 -1.4819638
3.60556413 3.50645024 4 2.83834825 0.026337 0.02475124 1.14995636
2.08762076 3.66978061 4 1.47053705 0.02634953 0.02139528 1.76651463
5.62421446 -3.7353433 4 2.02740955 0.02636026 0.02020271 -1.8361285
10.0183475 3.74017813 4 5.97418758 0.02636995 0.02011795 1.32311837
1.0095767 -3.3527476 4 2.28511965 0.02638805 0.02849602 -1.644887

6.42607901 -2.6980595 4 20.0232388 0.02640428 0.05420319 -1.6327075
3.53586563 3.09054598 4 7.89467004 0.02642738 0.03655494 1.56468581
2643.28061 -9.0885558 4 1.53498983 0.02643261 0.00081266 -42.133965
1.37177605 3.24523873 4 2.38398363 0.02647034 0.03151731 1.78143071
283.074094 -5.4880994 4 25.8713177 0.02648363 0.00536993 -3.2951641
9.58707866 -4.2304261 4 1.90976483 0.02649223 0.0133655 -2.3199363
1.51147386 3.45028064 4 1.07985418 0.02649543 0.02604779 1.32224548
1.40516356 -3.4104038 4 2.01860416 0.02650061 0.02701736 -1.1952415
1.92779271 3.4692364 4 1.06853756 0.02650288 0.02560141 1.49824412
2.56923778 -3.4739765 4 1.0387446 0.02652702 0.02549121 -1.5793467
3.63464343 3.8433986 4 1.33768977 0.0265406 0.01840602 1.63238569
1.92676231 3.29980756 4 2.70982594 0.02654728 0.02993882 1.18916914
1.07280256 2.77964738 4 5.20429452 0.02654859 0.04983648 2.00099123
6.0889436 3.07781457 4 10.2597177 0.02654938 0.03701022 1.26118197

3.40409075 -3.2520322 4 3.39165801 0.02655113 0.03131554 -2.6785957
31.9557326 3.67759329 4 23.0747899 0.02656374 0.02124883 1.16969199
1.52714037 3.35606529 4 1.74644125 0.02656461 0.02840838 1.78383568
1.52714037 3.35606529 4 1.74644125 0.02656461 0.02840838 1.78383568
1.52714037 3.35606529 4 1.74644125 0.02656461 0.02840838 1.78383568
1.09843594 -2.9641605 4 3.85404208 0.02656944 0.04138322 -1.8288742
9.99367771 4.13610163 4 2.7837366 0.02657043 0.01442214 1.80073792

1.023511 -3.3653964 4 1.35793916 0.02657236 0.02816358 -1.1783994



1.08685666 3.22125512 4 2.45754227 0.02658213 0.03224205 1.43734179
6.61766994 3.81880998 4 3.00384127 0.02658883 0.01879747 1.49455648
2.4854159 -3.6793302 4 1.02357795 0.02659233 0.02121644 -1.5721723
1.5221318 3.38457604 4 1.70264881 0.02660047 0.02766821 1.59751314

3.54038328 3.68602199 4 1.13118538 0.02661331 0.02109218 1.75926437
5.74534419 2.71657289 4 38.2889608 0.02664094 0.05317476 2.70289426
5.92996646 3.55543208 4 4.3810949 0.0266429 0.02368284 1.19128455
2.93540488 2.83063292 4 9.17227477 0.026647 0.04731467 1.65874329
44.0611155 3.66883743 4 30.1099134 0.02667324 0.02141304 1.21756738
1.49652551 -2.9362607 4 11.2714527 0.02667353 0.04254735 -2.839722
1.35004109 3.48880623 4 1.21640554 0.02668678 0.02515007 1.30096174
89.0151946 4.68628256 4 18.0844368 0.02669973 0.00940368 2.2913293
2.32143599 3.25303195 4 3.61847798 0.02670822 0.03128597 1.22603852
2.01948892 3.517311 4 1.29986758 0.02671398 0.02450947 1.2492924
1.04371744 3.30391229 4 3.68790004 0.02671435 0.02982391 1.98883386
26.6696815 -3.9834917 4 13.5838344 0.02673613 0.01635341 -1.3687651
1.00134949 3.43977486 4 1.56022007 0.02675372 0.02629916 1.27306535
1.07258981 3.40402734 4 1.72297542 0.02676717 0.02717634 1.31414881
1.53807756 3.24470568 4 2.63356676 0.02678514 0.03153321 1.32954319
10.1791421 3.27602097 4 14.2568811 0.02678566 0.03061512 1.20556249
1.29152487 3.40314835 4 2.63513014 0.02682197 0.02719834 1.83309314
2.39696023 3.58533274 4 1.48344988 0.02687773 0.02305763 1.26516594
7.86151518 3.04055157 4 19.7115917 0.02688762 0.03838149 1.63702308
4.15484905 3.53500898 4 2.76020668 0.02689415 0.02412151 1.28349358
1.79509539 -3.3543185 4 1.07614446 0.02691017 0.02845448 -1.3831221
2.50042214 3.61893988 4 1.09985477 0.0269239 0.02237824 1.7375767
3.44139221 -3.1426245 4 6.45715136 0.02692721 0.03475979 -1.3784709
5.40379971 3.31563921 4 6.60980966 0.02693237 0.02949848 1.10884812
13.0742727 -3.6434115 4 7.7631076 0.02694293 0.02189852 -1.3281444
3.65998134 -3.6046434 4 1.09045011 0.0269432 0.02266429 -2.1379328
5.46624948 -3.8497091 4 2.44106081 0.0269586 0.01830714 -1.4969334
20.0163734 4.01912913 4 9.44820096 0.0269622 0.01587588 1.42128631
1.50000823 2.98607808 4 7.56876772 0.02696406 0.04049474 2.20097331
222.688591 -4.7781922 4 49.6509993 0.02696645 0.00878716 -2.0357364
17.7504391 3.95699947 4 8.29159632 0.02698022 0.01671961 1.42020542
1.32144102 -3.2975387 4 2.112844 0.0269839 0.03000256 -1.2216074
1.22543441 3.08547297 4 3.39127736 0.02698798 0.03673556 1.6528186
3.28677709 -3.173998 4 6.57205298 0.02699748 0.03372839 -1.4658445
2.17416278 -3.3876865 4 1.80906826 0.02700058 0.02758885 -1.8002732
3.91190974 -3.5420204 4 2.08216344 0.02700498 0.02396983 -1.3928705
8.96976637 -3.8587661 4 2.07191743 0.02700566 0.01816633 -2.2654247
6.93341954 -3.0809876 4 13.4427422 0.02701859 0.03689613 -1.445082
3.28724021 3.3286605 4 1.75332842 0.02706231 0.02914203 2.2220697
4.62274881 -3.7476683 4 1.22123227 0.02706879 0.01998749 -2.2307836
1.62844387 3.40998618 4 1.15225799 0.02707835 0.02702774 1.36756226
18.9096334 3.82282441 4 8.47713995 0.02708047 0.01873288 1.61425024
1.49905161 3.49116842 4 1.34063424 0.02708507 0.02509623 1.45390975
3.53727322 3.15796496 4 6.38712829 0.02709812 0.0342509 1.3374651



83.6676175 6.39826689 4 2.14365133 0.02711268 0.00306402 6.31324699
9651.46598 -6.4581629 4 206.604746 0.02713996 0.00296006 -8.1853496
3.00007476 -3.5309555 4 1.35903631 0.02714022 0.02420972 -1.4546132
1.41935644 -3.1738528 4 1.98154291 0.02714049 0.03373308 -1.6331545
4.16689166 2.9946952 4 8.65773807 0.02714905 0.04015155 1.42715843
22.7362521 4.18638105 4 5.98524054 0.02718056 0.01384685 2.11001389
3.63362199 -3.189807 4 6.41458911 0.02719692 0.03322234 -1.3594915
2.82142462 -3.450993 4 1.20210999 0.02719855 0.02603085 -1.5810348
1.65779629 2.70564084 4 9.25075451 0.02720536 0.05377929 2.06592826
247.957154 -1.6425192 4 7870.94349 0.02722023 0.1758271 -2.8143936
3.65400942 3.67856774 4 1.33911442 0.02723611 0.02123065 1.60208502
1.21038789 -3.1649562 4 2.83626336 0.02723806 0.0340219 -1.6836601
20.2207953 2.85358223 4 48.0649519 0.02724285 0.04622813 1.50089747
2.78545206 -3.4985097 4 1.96318987 0.02725137 0.02492979 -1.1965936
1.88869305 3.25183067 4 3.30949482 0.02726319 0.0313215 1.3698374
4.7492594 -3.9466749 4 1.25290414 0.02728724 0.01686499 -1.8912357

3.12386584 -3.5099521 4 1.04480921 0.0273146 0.02467298 -1.7724705
10.229804 4.23172769 4 1.86496695 0.02732157 0.01335158 2.54368611

1.13405449 3.36513241 4 1.43951071 0.02733768 0.02817047 1.3423132
2.91063679 3.3601631 4 1.13789621 0.0273461 0.02830056 1.82997858
1.71298318 3.33595165 4 2.52657635 0.02734911 0.02894467 1.204328
22.6508595 3.78862187 4 13.5301837 0.02736121 0.01929178 1.27607546
27.4173262 -3.786152 4 13.4196913 0.02738225 0.01933291 -1.5251261
3.08805051 3.07783813 4 5.93170421 0.0273912 0.03700937 1.39577454
28.6083745 3.62731381 4 18.7796817 0.02739282 0.02221269 1.28099771
15.6994673 -4.0369869 4 6.07756564 0.02740488 0.01564291 -1.585408
1.58351201 -3.1777712 4 2.79191863 0.02741752 0.03360679 -1.8398633
5.49258957 3.67713239 4 1.43245551 0.02741964 0.02125744 2.10412166
1.4614237 -3.3711589 4 1.85762627 0.02742462 0.02801365 -1.7093224

1.11823186 3.40262553 4 1.57051832 0.02742911 0.02721144 1.18425807
6.82474577 4.00836461 4 1.07877546 0.02743808 0.01601833 2.2893638
4.42956029 -3.5963295 4 2.57082566 0.02744513 0.02283265 -1.3663259
2.74332705 3.05822222 4 6.18433732 0.02746332 0.03772392 1.51238974
1.19176697 3.19948689 4 2.22003048 0.02746479 0.03291691 1.53280203
1.22707344 -3.1588365 4 2.4760171 0.02747768 0.03422226 -1.660306
6.56847336 2.88868644 4 14.6904773 0.02748699 0.04462175 1.40035058
1.08822403 -2.8492968 4 4.96399314 0.02748969 0.0464288 -1.9890666
264.120551 3.88078137 4 135.652895 0.0274898 0.01782945 1.40855066
1.44815085 3.15254164 4 2.86971154 0.02750434 0.0344298 1.35308958
1.12946292 3.2102109 4 2.64933337 0.02751043 0.03258238 1.46438189
4.66136328 3.83358348 4 1.86276725 0.02752907 0.01856109 1.56406908
2.59961911 3.27922955 4 3.51743326 0.02754332 0.03052285 2.69818588
14.796653 3.92225211 4 7.16520164 0.02754725 0.01721498 1.40688035

52.9285663 3.60186847 4 38.3694619 0.02757097 0.02272032 1.17406022
3.25081688 3.13787034 4 5.42253775 0.02757252 0.0349193 1.26963073
1.14367423 3.37687988 4 1.00549545 0.02757713 0.02786574 1.06799055
1.37164376 3.42350765 4 1.83189585 0.02757751 0.0266941 1.59761289
4.24982006 -3.6479089 4 1.37342942 0.0275928 0.0218117 -2.2502773



1.0981981 -3.3417382 4 2.53296396 0.02760395 0.02878917 -1.58809
3.40225306 -3.6829168 4 1.09865333 0.02761218 0.02114973 -1.9554311
1.01964548 3.34323013 4 1.87178275 0.02763819 0.02874923 1.34855807
3.45048577 3.02725289 4 6.37567841 0.02766012 0.03888524 1.3163472
2.1007144 -3.3950066 4 1.60831982 0.02767357 0.02740315 -1.9064332

6.51326775 -3.8235545 4 1.97661257 0.02767888 0.01872116 -1.7446283
5.6864153 3.65190682 4 1.41648406 0.02767933 0.02173486 1.97366241

6.46686704 3.69682994 4 1.44586202 0.02768045 0.02089333 2.85340049
2.67993576 -3.4939556 4 1.50568256 0.02768259 0.02503289 -1.4150974
2.6908389 3.5919434 4 1.55664093 0.02768286 0.02292207 1.30417474
11.965421 4.28589947 4 2.54307942 0.02768518 0.01278766 2.21198971

26.5396699 -4.5729808 4 3.79659273 0.02768738 0.01023766 -2.5663135
3.15373067 3.62161007 4 1.00904872 0.02768995 0.02232529 1.88114884
1.02225374 3.33914618 4 2.40012112 0.02769383 0.0288587 1.62012481
1.49783392 2.93548182 4 2.98413458 0.0277081 0.0425804 1.99303453
4.76776376 -3.5103224 4 1.21669761 0.02774875 0.02466472 -1.980548
1902.61229 3.85770788 4 1027.10189 0.02776155 0.01818272 1.35552965
1.18045529 3.41091531 4 2.21057382 0.02776397 0.02700466 1.63200954
2.18661562 3.07361999 4 4.18338259 0.02777018 0.03716168 1.33636976
1.54165801 3.28111357 4 1.88289066 0.02777158 0.03046882 1.69152904
1.65546669 3.32957203 4 2.12262385 0.02777838 0.02911727 1.96214675
10.2608842 4.16363565 4 2.76256044 0.02781732 0.01410361 1.90950016
1.00873447 3.30805643 4 2.0884091 0.02782524 0.02970842 1.45545187
7351.93937 -4.9408857 4 20.0337171 0.02783829 0.00781184 -279.86242
6.73797961 3.04837306 4 12.8805937 0.02784151 0.03808879 1.36332946
207.574303 -6.5354242 4 6.60790023 0.02786976 0.00283228 -5.1287484
22.0664447 -4.4642036 4 4.89120005 0.02787729 0.01112421 -2.1229801
19.9948642 -4.8419895 4 1.00491941 0.02787939 0.00838797 -4.8499803
11.880419 3.18708667 4 15.8599073 0.02792829 0.03330878 1.14834553

1.33065486 3.18025241 4 1.90836529 0.02793542 0.03352711 1.55291678
6.44319976 3.04974296 4 10.8052877 0.02794614 0.03803779 1.25263982
5.54837573 3.79060943 4 1.91708526 0.0279509 0.01925876 1.77379779
43.4400289 3.71086395 4 23.5189813 0.02798202 0.02063845 1.41153672
7.60799111 -3.9313792 4 1.37862957 0.02798573 0.01708317 -2.7055704
6.51322534 3.69345278 4 3.43322787 0.02800158 0.02095522 1.35548227
3.80582485 -3.6444485 4 1.99981271 0.0280037 0.02187847 -1.391963
7.07262043 3.53341589 4 4.67331775 0.02800418 0.02415613 1.29193513
1.40683799 3.30882334 4 1.81284034 0.02800534 0.02968711 1.60101241
1.2259677 -2.8561103 4 4.80853133 0.02800748 0.04611022 -1.7929774

2.72451509 -3.4832301 4 1.64074035 0.0280104 0.0252777 -1.3627559
2.18082002 -3.2350397 4 4.51075794 0.02801168 0.03182313 -1.4792565
823.049681 -5.8592602 4 27.7571358 0.02801765 0.0042347 -6.3296521
1.16921277 -3.3723254 4 1.37387619 0.02801956 0.02798342 -1.0786522
2.7331407 3.50484166 4 1.96901825 0.02802989 0.02478729 1.1728179

1.78506318 3.40578997 4 1.27997052 0.02804624 0.02713228 1.23343578
12.727575 -4.1021168 4 4.25366866 0.02805599 0.01482735 -1.66223
2.2306304 3.27014683 4 1.61611411 0.02806393 0.03078491 1.99894155

3.68410236 3.09474911 4 6.10057951 0.02806725 0.03640608 1.24218363



15.4923107 3.72278472 4 7.88219941 0.02808303 0.02042487 1.43094686
5.08758505 -3.7570282 4 2.93131164 0.02808341 0.01982587 -3.7112297
1.99101633 3.30824315 4 2.32469621 0.02808809 0.02970323 1.07745994
1.30720209 3.3505432 4 1.51322453 0.02812684 0.02855443 1.33871321
1.35427013 3.12690586 4 3.26424114 0.02813946 0.03529047 1.45314941
1.70730273 3.44567882 4 1.03953187 0.02814869 0.02615754 1.37698821
1.89166191 3.46302452 4 1.30015575 0.02815598 0.02574668 1.21603397
15.2890379 -4.1605621 4 4.16589246 0.02819245 0.01413874 -1.857626
2.25980031 3.5177087 4 1.02528588 0.0281993 0.02450068 1.55077511
1.36415868 -3.3749051 4 1.33250523 0.02819946 0.02791669 -1.4427693
2.12098568 3.06183079 4 2.66227204 0.02820378 0.03759126 2.324362
1.30515103 -2.9012616 4 4.95600537 0.02820379 0.04406218 -1.7096097
1.33480724 3.24005364 4 2.13302686 0.02821409 0.03167235 1.2473316
1.92748883 -3.272523 4 2.89150207 0.02821788 0.03071609 -1.2257223
1.07338338 -3.2833966 4 2.90894901 0.02822065 0.0304035 -1.7183369
73.7556856 3.65309012 4 47.5004937 0.02823702 0.02171218 1.26377039
20.0461883 -3.7469985 4 11.9144503 0.02824326 0.01999911 -1.2790687
2.05842885 2.99471374 4 4.60241414 0.02824671 0.04015081 1.43121879
1.35917123 3.13783478 4 3.73334993 0.0282528 0.03492049 1.6032268
3.14641207 -3.5881742 4 1.23144004 0.02826949 0.02299924 -1.615178
3.52784023 -3.7170359 4 1.01159739 0.02827888 0.02052754 -1.9925082
226.55251 -4.3888739 4 68.4249532 0.02828008 0.01179296 -1.7798966

823.249464 -3.1581005 4 1208.6434 0.02828573 0.03424645 -1.2443127
3.87778008 3.0447831 4 7.09072557 0.02829828 0.03822281 1.28322979
165.04708 -3.510584 4 124.432143 0.02831771 0.02465889 -1.1791516
2.2185297 3.38031117 4 1.27429976 0.02832578 0.02777746 1.34180578

18.4212839 3.67029406 4 9.76673368 0.02834031 0.02138561 1.46762943
4.97971108 -3.561702 4 2.80884402 0.0283404 0.02355008 -1.333358
2.10970272 3.19748454 4 1.81441272 0.02834867 0.03297982 1.90900178
13.3318623 -4.0405819 4 4.72887707 0.02835317 0.0155965 -1.6389001
11.2016403 -3.7986804 4 5.68455678 0.02835799 0.01912537 -1.3442172
21.7153962 -3.2563572 4 26.7328916 0.02836258 0.03118787 -1.1280074
5.46569661 3.79990282 4 2.32360022 0.02836847 0.01910526 1.51867505
7.44809659 4.02839949 4 1.2574382 0.02837416 0.01575442 2.19571105
22.5832554 3.44853304 4 19.6230898 0.02837746 0.0260894 1.06840715
71.3181284 3.05576095 4 110.692738 0.02839074 0.03781471 1.22904941
2.57900282 3.59315853 4 1.12744943 0.02839898 0.02289725 1.54718873
12.0437717 3.55139184 4 7.47860844 0.02840314 0.02376887 1.29769204
1.09753607 3.23391226 4 1.71948918 0.02840439 0.03185715 1.40440538
1.1111528 3.36014428 4 1.49424544 0.02841898 0.02830106 1.17769457

1.02682765 -3.1922325 4 2.28651145 0.02842464 0.0331455 -1.5901441
324.079291 -7.1026192 4 1.31267526 0.02843188 0.00207567 -19.107484
1.71457324 3.22460745 4 1.40335708 0.02843685 0.03213957 1.53151392
3.98361421 3.53338035 4 2.81280394 0.02844296 0.0241569 1.18666193
1.96114658 3.18038989 4 3.51688957 0.02845542 0.0335227 1.36444904
1.88954564 3.29376165 4 2.81226304 0.02847638 0.03010903 2.21805423
2.51200754 3.09085471 4 6.56902303 0.02850595 0.03654398 1.6298893
1.32364383 3.22260134 4 2.72490712 0.02851919 0.03220085 1.55022063



1.63712775 3.37354341 4 1.44585091 0.02854064 0.02795189 1.05541296
15.2926757 3.56797541 4 11.370689 0.02854566 0.02341814 1.14647305
15.1406873 3.75341765 4 7.52035819 0.02855124 0.01988803 1.4119349
4.42768655 3.59265199 4 1.31851752 0.02855145 0.02290759 2.1407
75.7266164 4.15562887 4 29.5839593 0.02855523 0.01419535 1.55466753
7.35553872 3.57001038 4 4.7155051 0.0285559 0.02337553 1.22802362
2.41082879 -3.4410412 4 1.12638867 0.02855617 0.02626871 -1.4017141
12.7076372 -4.6264257 4 1.11057058 0.02856215 0.00983355 -3.3378948
236428.544 -12.962075 4 9.53303686 0.0285685 0.00020437 -192.5557
4.49714633 3.51569756 4 1.91997013 0.0285788 0.02454521 1.54518792
1.20817206 3.27282381 4 2.02393312 0.02860872 0.0307074 1.33441205
1.77829044 2.91082553 4 4.88100398 0.02861404 0.04364208 1.61582196
9.64839998 3.06986514 4 14.8726888 0.02864334 0.03729787 1.21930731
38.8978886 4.71654628 4 7.87072799 0.02864613 0.00919504 2.14846654
4.91238235 -3.5670816 4 2.52093113 0.02866239 0.02343688 -1.4984405
1.00427025 -3.1979293 4 2.86596333 0.02867704 0.03296583 -1.8994862
2.02164628 3.43858634 4 1.36061246 0.02868646 0.02632778 1.22662694
2.27974561 3.37893349 4 1.25042702 0.02870414 0.02781287 1.36222499
1.1202505 3.14110912 4 2.92941564 0.02871058 0.03481054 1.57370188

8.52461195 -3.2043991 4 11.7113482 0.02872692 0.03276317 -1.1847822
4.15681588 3.52207884 4 2.63747013 0.02872884 0.02440423 1.21816528
291.830007 2.78086738 4 635.643353 0.02873595 0.04977434 1.38820397
2.00923967 -3.5474847 4 1.23097849 0.02874043 0.02385241 -1.5750119
19.3754581 -3.0313161 4 5.08003613 0.02874369 0.03873051 -7.7282049
1.71885291 -3.5065338 4 1.30526781 0.02874467 0.02474937 -1.5061111
17.4220077 3.63139856 4 10.936309 0.02876382 0.02213246 1.24852649
1.43317555 3.2398961 4 1.39799197 0.0287655 0.03167708 1.39000333
16.7137058 3.84230706 4 5.28456965 0.02879298 0.01842319 1.84023894
1.93207501 3.35825426 4 1.46956172 0.02884074 0.02835072 1.17101475
13.6033898 -3.9832336 4 2.91318696 0.02885826 0.01635693 -2.4169904
24.819917 -3.6654073 4 15.9733216 0.0288583 0.02147777 -1.2128451

3.11742495 3.42207367 4 1.91766257 0.02886845 0.02672925 1.32801868
9.61705721 2.83012556 4 21.0564005 0.02888252 0.04733902 1.42824832
15.1506929 -4.0476176 4 4.57031549 0.02888401 0.01550617 -1.8155496
6.36430039 -2.9306933 4 14.7535371 0.02888696 0.04278421 -1.483622
29.4253237 -3.5355708 4 21.1245892 0.02889952 0.02410931 -1.1846987
4.88786009 2.98698188 4 12.017266 0.02892131 0.04045859 1.57423522

4.126628 -2.987347 4 10.852944 0.02892637 0.04044399 -1.7477909
11.0490505 -3.1159423 4 17.3693753 0.02893447 0.03566625 -1.2576668
1.2190304 3.29305527 4 1.69515713 0.02893938 0.03012899 1.56447511
1.2190304 3.29305527 4 1.69515713 0.02893938 0.03012899 1.56447511

1.08504602 3.32749363 4 1.30440209 0.02894566 0.02917377 1.12299534
19.3602207 3.53812945 4 14.0658472 0.02895098 0.02405386 1.1846513
21.1187765 -4.1404252 4 7.65410114 0.028959 0.01437156 -1.6163854
3.08738763 -2.6299208 4 12.3662615 0.02897204 0.05819103 -1.8563459
213328.591 -13.092982 4 8.95666284 0.02897649 0.00019647 -181.90216
35.7588574 3.78736324 4 14.1445946 0.02898503 0.01931273 1.68871633
1.24195078 -3.3918386 4 1.40609049 0.02899031 0.02748334 -1.3154579



9.41169543 3.68918107 4 4.33395839 0.02900655 0.02103383 1.55430302
1.44855106 -3.3690211 4 1.01214154 0.02901151 0.02806916 -1.2258229
4.97562787 -1.9990264 4 63.5507503 0.02901686 0.11624569 -2.6075456
1.55445829 3.36743421 4 1.04666093 0.02901798 0.02811045 1.25883365
1.30383119 3.17898518 4 3.08968897 0.02902044 0.03356778 2.03954108
21.2119682 -3.1486455 4 28.3996477 0.02902416 0.034559 -1.1543696
4.15938394 3.56890436 4 2.47473831 0.02902727 0.02339867 1.28212473
7.47553019 -3.674523 4 3.64025422 0.02907788 0.02130624 -1.4390485
8.10256502 3.01038137 4 13.5490568 0.02908683 0.03953552 1.24179508
45.4626383 3.65724657 4 25.883393 0.02910614 0.02163274 1.37839916
1.38358495 3.2062123 4 2.66777352 0.02911281 0.03270664 1.49131307
68.4144964 5.07171995 4 7.45999984 0.02913131 0.00712184 2.90800455

7.806371 -3.4814859 4 4.77943648 0.0291399 0.02531778 -1.3060982
2.97273586 3.06396599 4 6.92889765 0.02914216 0.03751303 1.5472702
5.63954316 -2.5430097 4 21.2044154 0.02919514 0.06377674 -1.6990975
4.15494968 -3.6572134 4 1.0750995 0.02920558 0.02163337 -2.0708161
5.40035015 -3.5768726 4 3.48248395 0.02921288 0.02323251 -1.2335133
3.36279656 -3.5231924 4 1.32517349 0.02923867 0.02437973 -2.3030683
28.2576643 -4.787265 4 1.31602462 0.02926676 0.008729 -5.9751853
2.05255446 3.4173288 4 1.5026969 0.02926806 0.02684595 1.64791137
2.72161721 -2.7804739 4 7.77272527 0.0292702 0.04979437 -1.5688934
2.32006008 -2.6923294 4 7.76915401 0.02928711 0.05452614 -1.7037632
24.4100409 3.95434587 4 7.62097958 0.02930226 0.01675683 1.81945912
2.51553022 -3.0945794 4 4.18269164 0.02930544 0.03641208 -1.244175
63.6987104 -2.9938565 4 119.718301 0.0293092 0.0401848 -1.4040458
2.02053071 3.4162053 4 1.29316511 0.02931115 0.02687367 1.24323793
1.01770253 -3.2322734 4 2.14127903 0.02931367 0.03190668 -1.4018087
4.58352927 3.46741371 4 2.78689579 0.02931776 0.02564393 1.35337017
406.429102 -7.298732 4 2.82605109 0.02932298 0.0018736 -12.614145
2.02093441 -3.1272309 4 3.95660501 0.02932415 0.0352794 -1.3671371
4.8272181 -3.0469954 4 8.3912427 0.02933589 0.03814015 -1.3239482
4.8272181 -3.0469954 4 8.3912427 0.02933589 0.03814015 -1.3239482
4.8272181 -3.0469954 4 8.3912427 0.02933589 0.03814015 -1.3239482

8.13785024 -3.6284586 4 4.03702776 0.02935122 0.02219017 -1.4086713
1.08559954 3.19026438 4 1.79999219 0.0293623 0.03320784 1.40720873
227.385623 -3.6732593 4 131.558307 0.02936923 0.02132992 -1.3485834
5.69730676 3.46657003 4 3.6974859 0.02937156 0.02566364 1.28622372
1.29857151 3.22271538 4 2.30496479 0.029388 0.03219736 1.40567481

8.688995 3.85918102 4 2.86193346 0.02939911 0.01815992 1.64327065
1.78266736 3.33006467 4 1.35838878 0.02940794 0.0291039 1.16913188
3.74884258 3.47099107 4 1.92122336 0.02941088 0.02556055 1.48123219
13.324622 4.16940315 4 2.82340125 0.02941679 0.01403796 2.09592206

4.04983646 3.59396111 4 1.28856175 0.02942932 0.02288088 1.98509815
10.6394656 -4.0092448 4 3.75909707 0.02943058 0.01600663 -1.6607213
9.11524767 -3.6099924 4 4.75189278 0.02945207 0.02255676 -1.401577
3.48376143 -3.553156 4 2.04451869 0.02946866 0.02373126 -1.288221
12.1449387 3.66100618 4 6.27087062 0.02947817 0.02156118 1.39428569
5.10415543 -3.0245401 4 8.64753842 0.02949174 0.03898895 -1.2426092



4.80225072 -3.1010299 4 8.01214662 0.02949598 0.03618496 -1.2838841
7.83003205 -3.6060205 4 3.90828866 0.02950429 0.02263655 -1.4007418
79.546213 3.5774853 4 54.8112133 0.02951679 0.02321979 1.19593627

3.19994276 -3.4195274 4 2.3943433 0.0295214 0.0267918 -1.1289279
1.75716661 3.23659673 4 1.36099882 0.02952835 0.03177622 1.56907308
16.0826388 -3.6524781 4 6.82616979 0.02955761 0.02172391 -1.6028468
1.98021689 3.34512672 4 1.03870922 0.02956218 0.02869856 1.45179786
1.24806083 3.14136567 4 2.51315733 0.02957585 0.03480194 1.34827371
41.5067525 -4.5557947 4 3.78225357 0.02957621 0.01037188 -4.0733722
2.67659884 -2.7359115 4 9.30326484 0.02957725 0.05212448 -1.6563577
219.413735 3.92235883 4 106.916679 0.02958721 0.01721343 1.37790045
32.3049477 -3.7622218 4 16.1059634 0.02958988 0.01973687 -1.4557791
2.52041086 3.45120779 4 1.29840063 0.02959947 0.02602574 1.31931879
27.8840171 3.43548393 4 22.9047825 0.02962526 0.02640266 1.11001364
6.29166609 -3.5945449 4 1.24240835 0.02963151 0.02286898 -3.179082
19.8132045 3.43210054 4 15.8257806 0.02963624 0.02648461 1.13666146
18.9316783 3.66588183 4 11.4376417 0.02965861 0.02146881 1.24762074
17.140339 -3.7016405 4 6.93617599 0.0296703 0.02080554 -1.6302133

1.45743902 -3.2516958 4 1.39644416 0.02968299 0.03132549 -1.4550857
3.14462615 3.38950674 4 2.58285655 0.02968761 0.02754254 1.10728143
7.97880114 3.56464557 4 4.13997882 0.02969618 0.02348806 1.39987081
54.5017797 3.4745682 4 43.5744807 0.02970484 0.02547749 1.10982964
5.00766245 3.39980797 4 3.66452596 0.029713 0.02728215 1.20319653
2.64751892 -3.4171117 4 1.65130705 0.02971362 0.0268513 -1.273678
1.00444907 3.25852346 4 1.40227295 0.02972502 0.03112416 1.19707892
4.71266497 -3.0930807 4 7.11972583 0.02972773 0.03646508 -1.2351175
18.8282834 3.92845291 4 7.59143858 0.02973894 0.0171253 1.49643994
3.27688119 3.47388454 4 1.50406277 0.02974715 0.02549334 1.60997345
2.02778426 -3.3444182 4 1.4678477 0.02976865 0.02871748 -1.1571921
1.5316206 2.4604931 4 10.1830523 0.02977089 0.0696545 2.12786847

5.03013192 -3.1589256 4 7.24612646 0.02977989 0.03421933 -1.240766
1.03512789 2.9989977 4 2.75157323 0.02978184 0.03998147 1.61551479
33.5169399 -2.8795618 4 61.3963498 0.02980874 0.04503296 -1.2900184
1.69738587 3.25283892 4 1.96496352 0.02982143 0.03129167 2.08355516
4.5097019 3.54286715 4 2.39807496 0.02983071 0.02395159 1.32368089

5.83448135 3.64987789 4 2.61864568 0.02983517 0.02177382 1.56699312
1.32538032 -3.1364017 4 2.2633177 0.0298512 0.03496874 -1.3094941
1.77263902 3.1424847 4 1.67242214 0.02985536 0.03476447 1.66487934
4.88864086 -3.6191682 4 2.51920569 0.0298574 0.02237371 -1.3851535
1.27060467 3.30570005 4 1.22169706 0.02986627 0.02977402 1.23692966
357.562395 4.21239794 4 125.425962 0.02988506 0.01356004 1.6260885
1.61897224 -2.9685745 4 4.25921045 0.02988645 0.04120247 -1.4768057
3.50282466 2.82789252 4 8.2352193 0.02989869 0.04744639 1.43696949
45.8384991 -3.7441426 4 21.612005 0.02990769 0.02004877 -1.5259625
3.51490257 2.96025241 4 3.81809394 0.02990944 0.04154402 3.45304187
6.82831444 -3.6406646 4 3.11997617 0.02991118 0.02195175 -4.4349729
10.1661759 3.76027251 4 3.33284283 0.02991425 0.01977022 1.72817283
6.07110081 -3.5806202 4 3.07183333 0.02991856 0.02315485 -1.3806942



5.45528709 3.39134247 4 4.01958398 0.02992523 0.02749592 1.18832627
2.37361647 3.50611395 4 1.02266526 0.02993721 0.02475877 1.60142576
16.0578855 -4.1424374 4 3.20363395 0.02995936 0.01434809 -2.1593862
10418.0739 -9.875176 4 25.630968 0.02996302 0.00059 -20.250467
1.30478032 3.23803462 4 3.03031015 0.02997234 0.03173297 1.53937899
1.2024129 -2.7943108 4 4.22219481 0.02997909 0.04909557 -2.0927467

16.4472314 3.14710561 4 21.8962444 0.02998075 0.03461022 1.16718718
1.74905815 -3.2307906 4 3.30987001 0.02998201 0.03195157 -1.403929
1.63438017 3.36289712 4 1.98661256 0.02999503 0.0282289 1.8166993
9.57927983 4.09092849 4 1.5088022 0.03000775 0.01496374 2.23608081
35.4186045 3.44898657 4 28.7080678 0.03001519 0.0260786 1.09800104
1.33743095 3.28825885 4 1.24084527 0.03002026 0.03026494 1.36713775
51.2200398 4.22826764 4 16.2114091 0.03002186 0.01338861 1.75339549
7.10081403 3.57403206 4 3.1081418 0.03003109 0.02329159 1.53627909
1.70871088 -3.0627985 4 3.69165458 0.03003883 0.03755578 -1.4487507
1.36910997 -3.1445366 4 2.01945362 0.03006484 0.03469587 -1.5554121
1.25267183 3.12988447 4 2.82090601 0.03010465 0.03518918 1.56076053
28.3553279 3.48142755 4 19.3922336 0.03011433 0.02531913 1.2578175
2.80861514 3.05923268 4 2.14399676 0.0301292 0.03768672 2.31118155
2.45886685 2.99023812 4 2.19506467 0.03013528 0.04032863 2.20340652
8.11194974 2.75666799 4 20.3382039 0.03015373 0.05102379 1.46913416
1.57557101 3.2763429 4 1.06700841 0.03016229 0.03060585 1.22131387
1.57557101 3.2763429 4 1.06700841 0.03016229 0.03060585 1.22131387
1.57557101 3.2763429 4 1.06700841 0.03016229 0.03060585 1.22131387
4.06024242 3.44819601 4 2.8913651 0.03016428 0.02609744 1.16192653
1.15506025 3.30124383 4 1.08404238 0.03018329 0.02989855 1.13657631
1.2819352 3.35950311 4 1.34556286 0.0301928 0.02831789 1.33399391

5.34125172 -3.6782377 4 2.28018363 0.03021776 0.02123681 -1.454723
4.35519396 -3.5620954 4 1.94894201 0.03022686 0.02354179 -1.5539533
3.25186193 3.11558259 4 4.89173648 0.03023953 0.03567866 1.19621226
1.64595412 -3.1051253 4 2.74186785 0.03027045 0.03604163 -1.2665171
9.69476784 3.38977026 4 8.06801899 0.03028007 0.02753584 1.09049465
9.69476784 3.38977026 4 8.06801899 0.03028007 0.02753584 1.09049465
3.03348855 3.48622897 4 1.46773058 0.03028546 0.02520897 1.50882569
3.58181851 2.95905545 4 3.81578469 0.030286 0.04159342 3.45768821
3.5879323 -3.4255789 4 2.02449844 0.03028622 0.02664342 -1.3897918

9.74655611 2.90093419 4 21.8033113 0.03029222 0.04407665 1.48889408
6.25347287 3.60552159 4 1.29126813 0.03030525 0.0226466 2.54834264
1.98487548 -3.2075068 4 2.8063158 0.0303058 0.03266635 -1.1910563
5.74252432 3.79638812 4 1.03291711 0.03031836 0.01916314 2.25092458
1.08491518 3.14745004 4 2.61263794 0.03032195 0.03459876 1.60135619
1.13574382 3.26238271 4 1.60419191 0.0303248 0.03101103 1.22212344
6.88481492 3.94989875 4 1.66735919 0.03036071 0.01681944 2.01448402
7.1757992 3.54755033 4 4.03350019 0.03036203 0.023851 1.32951139
2.4173325 3.35293613 4 1.77404077 0.03040583 0.02849103 1.18322531

3.55071395 3.36404962 4 2.79108511 0.03041645 0.02819876 1.15129978
5.63950343 -2.7741954 4 14.6236073 0.03043925 0.05011525 -1.498884
1.37769949 -3.2504809 4 1.83881143 0.03044623 0.03136148 -1.1949307



8.85162833 2.79296272 4 20.5755452 0.03046721 0.04916315 1.45854499
2.09056701 2.52029039 4 8.48138309 0.03047455 0.06533655 2.98214823
3.59897015 3.37007996 4 5.56966649 0.03048089 0.02804165 4.55878598
1.34142733 -3.2998923 4 1.05296521 0.03051437 0.02993644 -1.1373401
1.87461697 2.9611748 4 4.21366105 0.03052709 0.04150601 1.47481653
3.92026748 -3.0871922 4 6.78072742 0.03052925 0.03667423 -1.354934
6.35797206 3.43347887 4 1.08359222 0.03053132 0.02645119 2.42878028
25.7608909 -3.8809103 4 8.47849015 0.03055567 0.0178275 -1.891012
5.51633743 -2.9669977 4 11.3193924 0.03056158 0.04126693 -1.4473034
12.4704974 3.69259533 4 6.54995137 0.03058189 0.02097097 1.36224263
85.7385896 -2.6809078 4 201.226054 0.03059454 0.05517651 -1.4160353
123.976938 -4.04203 4 47.4540843 0.03064729 0.01557786 -1.560295
4.09688882 2.6993909 4 10.7844094 0.03064756 0.05412847 1.51609207
14.6242586 3.52843465 4 9.92816719 0.03067667 0.02426477 1.2143588
1.92954969 -3.0191152 4 1.99728663 0.03068084 0.03919731 -1.9244272
39.6897531 -4.3383189 4 8.50977319 0.03068261 0.01226914 -2.1852163
56.3103911 2.83629095 4 164.289327 0.03068276 0.04704405 1.83076188
1.53960299 -3.1200658 4 2.37492991 0.03068616 0.03552436 -1.6941419
14.1075407 2.81166801 4 31.0276775 0.03072556 0.048235 1.45548359
2.44633534 -2.7859678 4 6.40710914 0.03074401 0.04951554 -1.5263465
1.06596802 3.03959602 4 2.8227501 0.03074813 0.03841743 1.64349279
4.66921363 -3.3530084 4 1.93748798 0.03077639 0.02848912 -3.2270593
12.3858962 3.57724713 4 7.68944605 0.03083281 0.02322474 1.22855244
1.40589554 3.04717129 4 2.68369429 0.0308654 0.03813359 1.37593769
9.37699552 3.55726513 4 5.49962294 0.03087785 0.02364394 1.31853492
3.19133151 -3.3155632 4 1.93632684 0.0309233 0.02950057 -1.2990481
1.26989184 3.30753708 4 1.29637755 0.03096575 0.02972286 1.268129
2.91197349 3.34235871 4 1.11788536 0.03096629 0.02877255 1.6760618
18.1030885 4.25869221 4 1.17237718 0.03097984 0.01306721 4.90141573
1.98774657 2.47101212 4 13.2606116 0.03099041 0.06887189 2.30315146
1.96139598 -3.2075488 4 2.33363792 0.03099754 0.03266505 -1.9139958
2.08541954 3.07834726 4 3.43340482 0.03101033 0.03699104 2.61613331
2.92408152 3.07697217 4 5.43873087 0.03103676 0.03704058 1.37835359
7.88494514 -3.4493144 4 4.15347768 0.03103895 0.02607079 -1.410957
1589.75981 -7.5505316 4 26.5802613 0.03103993 0.0016485 -7.5712478
1.62196112 3.31051179 4 1.09069207 0.03105137 0.02964025 1.18587538
4.08701272 3.20837125 4 5.05840796 0.0310685 0.03263948 1.1234072
1.93088317 3.23257746 4 2.63626481 0.03107088 0.03189749 1.17672486
9.85809734 3.81169702 4 2.99106014 0.03107883 0.01891256 1.79214902
1.47282391 3.24741667 4 1.42516874 0.03108949 0.03145246 1.40453944
2.05971379 2.69258895 4 8.66773865 0.03109426 0.05451146 1.81702677
9.3932806 -3.1939284 4 3.21772305 0.03110878 0.03309189 -5.6542861

1.74275359 -3.2288901 4 1.05497383 0.03114485 0.03200922 -1.394585
3.32902598 3.42633957 4 2.15795465 0.03116963 0.02662484 1.21162773
2.55721232 3.43961996 4 1.1657233 0.03117486 0.02630289 1.83916688
14.0988787 3.52231003 4 8.03821448 0.03119339 0.02439914 1.33453243
4.3433113 3.37030095 4 2.7921102 0.03119426 0.02803591 1.26266559
4.1653445 2.0694562 4 41.4692749 0.03119986 0.10729624 2.35506706



37.0554947 4.45731297 4 8.48982009 0.03121438 0.01118344 2.0320536
37.0554947 4.45731297 4 8.48982009 0.03121438 0.01118344 2.0320536
37.0554947 4.45731297 4 8.48982009 0.03121438 0.01118344 2.0320536
37.0554947 4.45731297 4 8.48982009 0.03121438 0.01118344 2.0320536
37.0554947 4.45731297 4 8.48982009 0.03121438 0.01118344 2.0320536
37.0554947 4.45731297 4 8.48982009 0.03121438 0.01118344 2.0320536
37.0554947 4.45731297 4 8.48982009 0.03121438 0.01118344 2.0320536
37.0554947 4.45731297 4 8.48982009 0.03121438 0.01118344 2.0320536
37.0554947 4.45731297 4 8.48982009 0.03121438 0.01118344 2.0320536
1.92073355 3.21520431 4 2.45019117 0.03122118 0.03242798 1.14650676
2.72854639 -2.9436353 4 6.94487754 0.03122975 0.04223597 -1.586256
1.57850748 3.17958429 4 2.52392405 0.03124377 0.03354854 1.32750624
4.47987736 2.92830008 4 7.87310022 0.03126958 0.0428865 1.29369585
32.986866 3.51289249 4 18.4856614 0.03130435 0.02460749 1.39041189

1.53827008 3.2154448 4 1.71667701 0.03131611 0.03242057 1.50372952
3.86962202 -3.4142017 4 2.23563278 0.03132568 0.02692319 -1.2821134
20.9437622 4.07811254 4 1.15360573 0.03136107 0.01512184 5.16736067
16.8411052 2.57221458 4 46.6495806 0.03136802 0.06183386 1.52759719
33.9681916 3.51775657 4 21.04695 0.03137348 0.02449962 1.3007209
9.60146219 3.6946123 4 4.45066601 0.03139316 0.02093395 1.47664355
20.5901758 -3.6488473 4 9.32737174 0.03139455 0.02179363 -1.5140237
1.7435056 -3.2407638 4 4.26785715 0.03140916 0.03165107 -2.8252646

1.29885524 2.89359075 4 3.53869447 0.03142265 0.04440254 1.94236139
71354.2852 -9.1262356 4 427.962591 0.03143116 0.00079983 -12.002256
6.1580375 3.55400255 4 3.62761024 0.0314339 0.02371324 1.27719499

5.95936204 3.50345157 4 2.38108628 0.03143812 0.02481849 1.74079706
1.31186307 3.2627219 4 1.29831425 0.03144746 0.03100111 1.34831518
1.09209459 3.24347036 4 1.26816049 0.03145257 0.03157009 1.15356405
1.31408211 3.31501126 4 1.34228343 0.03146362 0.02951579 1.35710338
5.74356524 -3.1054706 4 7.82821404 0.03147315 0.03602957 -1.1840807
3.9991699 -3.4154272 4 2.7853344 0.03148054 0.02689289 -1.1989681

31.7652956 4.24037736 4 9.23991323 0.03148759 0.01325955 1.78835004
40.798547 -3.728578 4 21.4299571 0.0315048 0.02032203 -1.3369924

10.8995104 3.62156714 4 6.18070283 0.03151397 0.02232614 1.31807799
7.17649977 3.89326841 4 2.31289738 0.03152858 0.0176417 1.73822272
4.51721645 2.69050901 4 18.9335252 0.03153645 0.0546292 2.21609897
128.811487 -3.4949825 4 88.7373383 0.03154733 0.0250096 -1.2024099
1.95609349 -2.7602088 4 6.16266941 0.03155506 0.05083873 -1.5929352
1.62203894 -3.2076102 4 2.54955538 0.0315634 0.03266314 -1.2742395
2.97507382 3.43464864 4 1.4467515 0.03156811 0.02642286 1.42142255
2.08836938 3.1902709 4 2.96260656 0.03156912 0.03320763 1.19558822
1.14631101 3.15604176 4 1.49926944 0.03157441 0.03431422 1.28833633
1.24494041 3.15445114 4 2.0349145 0.03157602 0.03436669 1.23024489
2.35957477 -3.3235366 4 1.94204778 0.03159118 0.02928168 -2.0185189
8.70045731 -3.9742417 4 1.07823944 0.03159832 0.01648017 -3.1915865
1.85357845 3.23623611 4 1.58101921 0.03162262 0.03178708 1.59686051
3.15656521 -3.2427686 4 1.22754335 0.0316287 0.03159106 -2.043516
2.6670404 -3.3147092 4 1.70533309 0.03163747 0.02952413 -1.2828677



4.30339952 -3.4520776 4 2.62365868 0.03165619 0.02600508 -1.3035505
2.1097489 3.24692323 4 1.68257448 0.03166876 0.03146714 1.12243922

1.89084286 3.27500452 4 1.09797009 0.03168229 0.03064442 1.38325112
1.02423671 -2.8108105 4 3.53705997 0.03173467 0.0482771 -1.7666712
4.20516004 2.99347252 4 6.75606813 0.03175276 0.04020004 1.21531513
7.86238113 -3.510794 4 3.47722385 0.03176052 0.02465421 -1.5179644
5.24016569 -3.3128277 4 4.13719794 0.03177445 0.02957611 -1.158721
11.5337462 -3.6462119 4 4.00916671 0.03179562 0.02184441 -1.8118393
2.14564757 -3.2169284 4 2.37565789 0.0318118 0.03237488 -1.057874
8.66568827 -3.1277251 4 11.7487278 0.03182039 0.03526257 -1.1834388
67.6466638 4.76863935 4 10.165307 0.03183377 0.0088489 2.36468247
1.21701521 3.09874061 4 1.71647554 0.0318372 0.03626537 1.43461843
8.69837132 -3.6424928 4 4.07280068 0.0318398 0.02191631 -1.4991994
2.59521794 3.3331751 4 1.56012269 0.03185591 0.02901964 1.33958376
30.4186031 3.47700187 4 17.5757058 0.03191401 0.02542117 1.363401
56.5266852 2.95743955 4 94.5331331 0.03192046 0.04166022 1.32171187
1.28242239 3.23033128 4 1.28068142 0.03193735 0.0319655 1.36388302
21.2476697 3.35901586 4 17.2316651 0.03195194 0.0283307 1.10320188
43.2712842 -4.7675734 4 1.47043368 0.03195782 0.00885582 -7.1066381
133.591804 -6.1077913 4 3.78597457 0.03196945 0.0036369 -6.0909084
8.18718344 2.99254576 4 13.2831042 0.03197123 0.04023683 1.30306525
19.4450594 -2.7769075 4 39.6627978 0.03197842 0.04997635 -1.3518781
2.15443054 3.26538198 4 1.16403186 0.03200512 0.03092345 1.39947979
2.7556914 3.37828847 4 1.19404488 0.03201025 0.02782946 1.42554769

12.4103889 3.17384047 4 16.8096726 0.03204155 0.03373348 11.4805456
2.24056995 3.32239123 4 1.60415715 0.03205679 0.02931301 1.18699019
1.40681889 2.84669566 4 3.90421486 0.03207145 0.0465511 2.05209242
17.0219773 -3.6308701 4 9.43361295 0.03207523 0.02214282 -1.2931454
1.45855483 -3.1218981 4 1.80969773 0.03208554 0.03546153 -1.5114676
67.9243837 -2.8727081 4 110.139758 0.03210162 0.04534473 -1.2296363
1.11914429 -3.0232478 4 4.00946231 0.03210486 0.03903847 -2.1053722
2.0225346 -3.3499621 4 1.04898462 0.03210589 0.02856985 -1.3608405

1.29074456 2.84715427 4 3.727646 0.03212836 0.04652951 1.66459878
9.36331249 -3.9376078 4 1.27316031 0.03212995 0.01699392 -3.0974552
1.73551589 -2.9017829 4 2.81249468 0.03213013 0.04403916 -2.0003575
13.6198047 -3.6034549 4 7.0335232 0.03213937 0.02268827 -1.3567582
3.03700066 -3.2854796 4 2.40533475 0.03214491 0.03034405 -1.1505501
1.49584397 2.9824531 4 3.37465053 0.0321457 0.04064014 1.43579326
1.11265616 -3.1227949 4 1.96030301 0.03214614 0.03543082 -1.2678701
23.5205912 3.85522054 4 7.45193563 0.03214821 0.0182213 1.77461889
1.10982753 -2.8804682 4 2.93264509 0.03215457 0.04499191 -1.568186
44.3272682 4.60397392 4 6.45502913 0.0321566 0.01000091 2.74599644
3.86954426 -2.9565347 4 6.65096562 0.03216413 0.04169767 -1.2835691
1.48168398 3.11453875 4 1.32159593 0.03217488 0.0357147 1.38703711
1.15537094 -3.2297112 4 1.3116298 0.03218057 0.0319843 -1.0636145
2.03679541 2.77632204 4 5.83556619 0.03220196 0.0500063 1.67662151
3.31827769 3.33443999 4 1.84620813 0.03222877 0.02898546 1.34692463
2.44959049 3.16503764 4 3.31608771 0.03226291 0.03401924 1.18029438



7.56810204 3.85288099 4 1.06917282 0.0322632 0.01825768 2.8288722
3.13827119 3.18975367 4 2.71891706 0.03227029 0.03322404 3.0160218
8.54458096 3.12962073 4 10.7704564 0.0322757 0.03519813 1.15354745
1.75685203 3.0530023 4 3.13027467 0.03229005 0.03791678 1.34404173
221.454723 -6.1157126 4 8.00441006 0.03229928 0.00361961 -5.3095824
56.9516683 -5.6261528 4 1.06023183 0.03230404 0.00490859 -7.4988528
1.90113741 -3.3376781 4 1.07954044 0.03231791 0.02889817 -1.3062907
2.00000457 3.14767855 4 2.97278408 0.0323308 0.03459115 1.21967242
1.20873982 3.11036056 4 1.64978297 0.03233241 0.03585938 1.40600381
6.52223197 3.00879721 4 9.37241758 0.03233903 0.03959722 1.19111257
25.9986173 3.68583941 4 13.7745723 0.0323422 0.02109556 1.35660169
1.81901594 3.25135497 4 1.02093811 0.03234472 0.03133558 1.47492159
1.74043821 3.16575051 4 1.15038733 0.03235877 0.03399599 1.39887642
2.64320682 -3.3392698 4 1.33026732 0.03236088 0.02885538 -1.4917782
4.25987879 3.33964295 4 2.78781285 0.03238012 0.02884536 1.30288992
1.33832949 -3.2211683 4 1.51021813 0.03238175 0.03224471 -1.5110887
11649.919 -7.9179422 4 69.5759478 0.03240302 0.00137682 -14.799223

5.06445931 3.77513178 4 1.1688752 0.03241578 0.0195177 2.05743423
3.40646129 -3.4441023 4 1.82711831 0.03242984 0.02619527 -1.3315918
2.13132335 -2.9900654 4 4.14196512 0.03243333 0.04033551 -1.3628804
1.66673928 -3.2872855 4 1.25864016 0.03244281 0.03029262 -1.1513386
4.78737762 2.90933108 4 8.03901128 0.03245815 0.04370742 1.26541089
6.69795599 -3.742635 4 1.52667691 0.03247657 0.02007505 -2.867086
4.61237552 2.75907468 4 17.5749391 0.03247697 0.05089792 1.98462307
1.60467402 3.12967189 4 2.18058552 0.03248479 0.0351964 2.0727916
1.38203089 3.05416525 4 2.58548519 0.03253214 0.03787371 1.29642864
1.79145931 3.33029611 4 1.35570354 0.03253618 0.02909762 1.51876403
1.33645304 -3.2319988 4 1.02860644 0.03256458 0.03191499 -1.1562129
2.5047459 3.22839794 4 1.14097784 0.03257119 0.03202417 1.4676027
2.5047459 3.22839794 4 1.14097784 0.03257119 0.03202417 1.4676027

2.77207425 3.37843048 4 1.48143631 0.03257587 0.0278258 1.40351425
9.96819712 -3.9736354 4 1.39410756 0.03257737 0.01648852 -2.5509989
1.50095656 3.25251016 4 1.05104139 0.03258763 0.0313014 1.24588701
1.81581644 -3.2458267 4 1.24234606 0.03262125 0.03149979 -1.3970891
12.4419329 3.31715589 4 9.83383523 0.03262263 0.02945669 1.1502702
1.81254789 3.32627957 4 1.07095992 0.03263098 0.02920683 1.28686529
1.17752246 -2.9220988 4 4.89285914 0.03264445 0.04315288 -2.3575232
785.379881 -7.2249824 4 4.71399065 0.03266452 0.00194661 -13.270704
1.78984863 3.18858987 4 2.20872857 0.0326715 0.03326099 1.11141514
2.77983178 3.02068257 4 4.09350327 0.03267583 0.03913698 1.20161208
44.3750362 4.67515258 4 4.47524104 0.032695 0.00948186 3.06320705
64.1335444 -4.937172 4 5.91065178 0.03273559 0.00783259 -3.4327204
4.15056066 3.34431703 4 1.69187652 0.0327368 0.02872018 1.66768245
14.8283231 3.92712148 4 1.66719339 0.03274134 0.01714451 4.12482716
4.64798255 3.40300629 4 2.3873045 0.03274477 0.0272019 1.38749443
12.4138134 -2.8802101 4 20.5558559 0.0327791 0.0450036 -1.2301646
2.92765717 3.47778267 4 1.35366782 0.03281477 0.02540313 1.46576847
135.444614 -5.2111886 4 13.1996696 0.03286466 0.00646635 -3.0703185



43.7241925 -3.5773358 4 24.9416992 0.03286615 0.0232229 -1.3356328
83.8076396 -4.038374 4 28.8447911 0.03290757 0.01562498 -1.6652004
34.1887737 3.5619802 4 20.0900064 0.03293185 0.02354422 1.28987638
1.7704235 3.02040418 4 2.83518194 0.03293187 0.03914769 1.25839856

1.54584016 3.21527629 4 1.1472909 0.03294521 0.03242577 1.42938616
3.62005909 3.3116961 4 2.3535583 0.03294687 0.02960743 1.22761199
3.40232203 2.89024477 4 6.23819029 0.03295182 0.04455196 1.30038145
1.6287452 -2.2370127 4 16.4983237 0.03295757 0.0889161 -2.3513791
4.1429157 3.46316732 4 1.15636354 0.03296299 0.02574333 1.94424893

3.91349345 3.3159577 4 2.21022763 0.0329816 0.0294897 1.38924179
1.84856145 3.23104655 4 1.35393949 0.03298287 0.03194382 1.22035798
1.08891635 -3.0689154 4 2.16756168 0.03298469 0.03733241 -1.4173805
1.58236514 3.29198715 4 1.18470121 0.03299215 0.0301592 1.38635111
1.54887492 2.99853943 4 2.79630333 0.03302759 0.03999954 1.29583331
3.34144698 3.07187861 4 4.98470344 0.03303549 0.03722477 1.21480786
12.8266002 3.3030693 4 9.71505001 0.0330581 0.02984746 1.17217611
54.0645905 -3.9748676 4 17.8444691 0.0330835 0.01647155 -1.7400273
22.0379926 -4.1619236 4 3.44475293 0.03309471 0.01412316 -2.4314047
10.5241209 3.71346674 4 4.82311998 0.03310619 0.02059159 1.44438263
1.52752189 -3.1311244 4 1.6904961 0.03311624 0.03514711 -1.4865387
2.81385827 -3.2985301 4 1.43627845 0.03314694 0.02997469 -1.4845

3.883109 3.43722017 4 2.21630255 0.03318397 0.02636072 1.30075493
3.66260095 -3.4432437 4 1.89015401 0.03318641 0.02621585 -1.3597738
3.66260095 -3.4432437 4 1.89015401 0.03318641 0.02621585 -1.3597738
3.93514914 3.49246804 4 1.27624882 0.03320134 0.02506667 2.01136261
1.26596578 3.18267289 4 1.51629849 0.03320974 0.03344959 1.32394042
2.67485234 2.87397441 4 5.00466078 0.03321056 0.04528694 1.32605633
15.3405238 3.50464415 4 7.91961744 0.03321455 0.02479172 1.4040726
2.76628234 -3.0436479 4 4.79685804 0.03321475 0.0382653 -1.3627248
640.568707 -7.5842148 4 1.16555142 0.03321634 0.00162098 -26.773603
17.5259009 3.47456377 4 11.2683065 0.03322221 0.0254776 1.2271973
2.32713406 3.15308852 4 3.06060392 0.03322918 0.03441171 1.15472547
5.05402024 -2.9822477 4 9.63254251 0.03324855 0.04064839 -1.4140176
1.51496936 -3.2298529 4 1.08292464 0.03324909 0.03198 -1.1700297
1.12128006 3.15744979 4 1.12762094 0.03327653 0.03426785 1.13351767
40.5149198 -2.9073166 4 77.6020633 0.0332965 0.04379567 -1.4395887
22.154645 4.00029211 4 6.62778022 0.03330401 0.01612617 1.75928637
22.154645 4.00029211 4 6.62778022 0.03330401 0.01612617 1.75928637

1.24829408 3.16839241 4 1.08709981 0.0333077 0.03391 1.1819825
1.11366127 3.22629014 4 1.36863631 0.03331333 0.03208828 1.25356367
1.59149493 2.96682345 4 2.39919871 0.03332863 0.04127406 2.03434925
1.55447169 2.84046122 4 5.17341658 0.03333046 0.04684575 1.94995889
1.39108809 2.67119218 4 6.14271322 0.03333295 0.05573679 1.88697489
2.74101561 -2.8544921 4 5.81592371 0.03335692 0.04618565 -1.4609992
60.6620059 4.5358713 4 3.25723335 0.03336503 0.01053015 4.91728289
1.78964251 2.98549853 4 3.17791839 0.03337074 0.04051795 1.28573589
1.41356637 -3.0588813 4 1.76366133 0.03337597 0.03769965 -1.6354168
1.23618279 -3.0881095 4 2.8170901 0.03338762 0.03664156 -1.5985858



72.3479026 -4.0288861 4 21.3198327 0.03340494 0.01574808 -1.8191622
1.90040624 -3.1575093 4 1.90478662 0.03342291 0.03426589 -1.7296238
2.35581733 2.94391483 4 2.29143076 0.03342944 0.04222422 2.11566846
1.7919343 -2.9956029 4 3.24263654 0.0334295 0.0401156 -1.3745507

4.37511938 3.50896467 4 1.54624336 0.03343236 0.02469501 1.55724358
55.3510135 -2.6063206 4 165.851628 0.03348168 0.05965023 -1.7133463
1.18849971 3.06250361 4 2.22110924 0.03349996 0.03756659 1.50366156
2.29345264 -2.88797 4 6.60632554 0.03351887 0.04465387 -1.6624529
1.36369601 3.05069759 4 2.64742678 0.03355371 0.0380023 1.43860642
1.84701104 2.98041494 4 3.25774107 0.03356631 0.04072215 1.27435834
1.84701104 2.98041494 4 3.25774107 0.03356631 0.04072215 1.27435834
1.84701104 2.98041494 4 3.25774107 0.03356631 0.04072215 1.27435834
1.84701104 2.98041494 4 3.25774107 0.03356631 0.04072215 1.27435834
1.78886592 3.04224542 4 3.85560849 0.03356835 0.03831788 1.58832732
22.4699032 -3.5189118 4 11.534702 0.03356844 0.02447408 -1.4416822
6.22954761 3.74497614 4 1.12864014 0.03358157 0.02003426 2.53486881
2.68737931 3.36655333 4 1.45057762 0.03358374 0.0281334 1.38838878
9.06131245 -2.5553829 4 26.734033 0.03358663 0.06294519 -1.5965773
3.86537074 2.89377057 4 7.47986559 0.03358684 0.04439452 1.4268778
4.15251437 3.38671245 4 1.23181571 0.0335896 0.02761367 2.0893369
6.96579623 3.50621279 4 1.74299789 0.03360061 0.02475655 2.27563463
2.00276305 -2.9694311 4 3.85703424 0.03360753 0.0411675 -1.318764
1.49093423 3.02096575 4 2.22237023 0.033633 0.03912609 1.64487022
24.4713139 3.3830493 4 15.1032092 0.03364912 0.02770726 1.3085131
6.98069039 3.41494287 4 3.83343814 0.03365309 0.02690486 1.40541986
1.02469749 -2.7964911 4 3.52586011 0.03365333 0.0489865 -1.7375667
6.3935223 -3.4764299 4 2.53237113 0.03366546 0.02543439 -1.6634625

19.4466268 3.9475815 4 5.7121918 0.03366758 0.01685217 1.84905245
19.337731 -4.0502146 4 3.67197222 0.03367818 0.01547299 -2.563319

36.0935643 -3.9785994 4 7.52297146 0.03370483 0.01642031 -2.3035674
20.5815436 -3.4964897 4 13.2346157 0.03373911 0.02497546 -1.2213494
1.16029087 -3.191854 4 1.54454501 0.03376023 0.03315748 -1.3565053
2.04478307 3.12125023 4 2.92764257 0.03377612 0.03548373 1.19986633
1.40846071 3.12641721 4 1.07033333 0.0338765 0.03530712 1.23810613
2.76198858 3.15962047 4 1.17788554 0.03388108 0.03419651 1.74284338
7.8746702 3.303237 4 6.31806105 0.03389949 0.02984278 1.11192951

1.44548617 -2.9457055 4 3.64582389 0.03391579 0.04214903 -2.1116209
1.19660133 -3.1017141 4 2.058836 0.03392516 0.03616097 -1.269952
3.96686014 3.31957104 4 2.16377763 0.03393035 0.0293903 1.3286641
3.82757782 3.33085391 4 2.28568943 0.03393122 0.02908249 1.33897898
5.10881507 3.51403698 4 1.24043998 0.03393641 0.02458206 1.92244527
2.03652777 3.23621759 4 1.41773673 0.03396115 0.03178763 1.16851139
7.23416927 3.89816153 4 1.47950195 0.03396368 0.01756877 2.24227676
1.37671432 3.00483654 4 3.03299593 0.03397205 0.039752 1.48766166
12.7569733 2.43388481 4 101.042792 0.03397947 0.07167972 2.90124066
2.63017148 -2.9741068 4 1.98124591 0.03398188 0.04097723 -2.2501379
3.47761353 -2.9095493 4 9.09525452 0.03398712 0.04369787 -1.7124362
5.60715784 -3.3807561 4 3.51179578 0.03400386 0.02776604 -1.2199372



1.38831943 -2.7105566 4 4.15036508 0.03401265 0.05350648 -2.0734953
1.95423683 -2.8779098 4 5.20997774 0.03401649 0.04510788 -1.5478463
12.6551695 -3.8953397 4 2.9910277 0.03401931 0.01761078 -2.2270078
3.43112574 -3.4043106 4 1.28538898 0.03403376 0.02716926 -1.5169395
1.41394311 -3.10301 4 2.20010767 0.03403781 0.03611558 -1.2911547
3.59818694 3.24498722 4 1.07500324 0.03404576 0.03152481 1.79836137
2.32422598 3.17856342 4 1.18430743 0.03404589 0.03358133 1.80433422
4.81961478 3.36810025 4 2.02961442 0.03405577 0.02809311 1.71063925
3.85524747 3.28200792 4 2.77645524 0.03405788 0.03044322 1.1539612
1.18435461 -2.7980477 4 3.28263201 0.03405903 0.0489088 -1.7888839
13.0188706 3.65142631 4 6.33058262 0.03409 0.02174408 1.40998148
1.20573374 -3.1208865 4 1.38095731 0.03410169 0.03549621 -1.3042633
1.30917577 -2.8324843 4 3.74334566 0.03410178 0.04722592 -1.6781835
1.30917577 -2.8324843 4 3.74334566 0.03410178 0.04722592 -1.6781835
4.80189209 -3.031619 4 7.09176293 0.03414099 0.03871901 -1.2707793
1.10946962 -2.76655 4 3.34435265 0.03415984 0.05050923 -1.6612137
1.11046806 2.94127877 4 2.98822758 0.03416354 0.04233518 1.49004541
20.4646403 3.68774672 4 7.56739909 0.03417448 0.0210603 1.65257756
3.18491472 2.6552533 4 8.2903303 0.03419843 0.05667021 1.53199247
2.93724617 3.10323596 4 3.83806921 0.03420339 0.03610767 1.16179549
9.46463207 3.84660277 4 2.87861649 0.03420421 0.01835574 1.73701526
1.42585271 3.1252271 4 1.0384715 0.03425182 0.0353477 1.23307138
4.77955573 3.23410532 4 3.21126108 0.03425214 0.03185132 1.2383586
9.1302015 2.93168076 4 13.6092592 0.03428309 0.04274209 1.21308399

1.84771502 -3.1135476 4 2.80795412 0.03429158 0.03574896 -1.2630355
3.07379984 -2.9384757 4 4.91842605 0.0342977 0.04245355 -1.2234562
38630.6495 -10.851079 4 62.6000909 0.03430687 0.00040932 -23.194924
7.82607622 -3.7413647 4 1.78546225 0.03431594 0.02009722 -1.8993274
5.62020802 -3.2080673 4 4.8049717 0.03431737 0.03264893 -1.1023068
3.22862739 3.52145176 4 1.06881199 0.03433704 0.02441804 1.7227401
1.04427504 2.93884851 4 2.24244025 0.03433717 0.04243778 1.46990727
2.01558934 -3.0476674 4 3.643098 0.03434118 0.03811509 -1.3963629
1.24307887 2.6584418 4 5.14293991 0.03435961 0.05648205 1.78421042
5.55177046 -3.3004071 4 4.02905528 0.03435969 0.029922 -1.1584887
1.14974454 3.17758467 4 1.34743583 0.03436391 0.03361279 1.22956875
1.41392729 -3.0450947 4 3.2411563 0.03437845 0.03821115 -1.5357724
7.90594059 -3.4680875 4 3.07250655 0.03437985 0.0256282 -1.638084
86.1231847 -4.8811682 4 11.8083403 0.03439287 0.00815374 -2.5830373
4.22686706 -2.9960622 4 6.39211404 0.0343938 0.04009742 -1.2699585
1.27919733 3.15032526 4 1.34835522 0.03441332 0.03450323 1.37910746
14.4539658 -3.7803206 4 2.44474054 0.03444909 0.01943043 -2.9050835
2.84361547 -3.2479685 4 1.86595528 0.03445087 0.03143605 -1.2052343
2.72209005 3.0726418 4 2.35242911 0.03445153 0.0371971 2.2231487
21.7614748 3.80014519 4 8.82545902 0.03447198 0.01910128 1.5192487
1.37823309 3.13495145 4 2.2796943 0.03448902 0.03501766 1.31662614
9.12995608 3.73456454 4 2.49375802 0.03449257 0.0202164 1.88136248
2.77184594 3.04969635 4 4.22908838 0.03449829 0.03803953 1.28654414
1.86900622 3.14750213 4 1.027524 0.03450109 0.03459702 1.35168285



1.2385575 3.01329158 4 2.03682814 0.03450199 0.03942244 1.48841228
1.35845804 -3.1725774 4 1.16404158 0.03450448 0.03377431 -1.2330882
134.804542 -4.0609534 4 44.0183257 0.03451264 0.01533667 -1.6663986
3.15773118 -2.963904 4 5.90449762 0.03455565 0.04139375 -1.4687257
1.23975082 3.1165628 4 1.81058103 0.03457149 0.03564486 1.24425767
2.6258127 -3.1822871 4 1.46211549 0.03457356 0.03346193 -1.3492786

24.0765237 -4.5621572 4 3.15887513 0.03458817 0.01032194 -2.6587476
8.48160234 -2.8581634 4 15.0751722 0.03462529 0.04601472 -1.2996944
6.04390809 2.92552554 4 10.6962837 0.03462746 0.04300544 1.3970072
5.29788408 3.31574151 4 2.93912503 0.03463597 0.02949565 1.45270252
4.58368273 2.8242791 4 10.4221795 0.03463834 0.04762072 1.50814828
16.2451815 -4.1238589 4 2.09772021 0.03465569 0.01456656 -2.6226177
3.48846759 -3.1994361 4 1.21089436 0.03466431 0.0329185 -1.6817483
9.20710035 -3.7243063 4 2.20797637 0.03468384 0.0203978 -2.2784275
10.9701097 -2.5209675 4 29.6879029 0.03469176 0.06528944 -1.5209417
11.3641349 2.7031406 4 33.0226517 0.03469543 0.05391866 1.73588289
3.31202626 -2.9783637 4 5.31946726 0.03469548 0.04080489 -1.3103824
6.97397543 -3.7141637 4 1.49018942 0.0347024 0.02057907 -2.308741
1.47139234 3.16593171 4 1.11847228 0.03471403 0.03399009 1.35507321
9.59871349 3.77115597 4 3.33431073 0.03471625 0.01958488 1.65544142
23.5634896 3.67124065 4 7.28945398 0.03472995 0.02136782 1.90568934
1.12689653 3.08474681 4 2.06941625 0.03475921 0.0367615 1.47139868
1.28133224 3.10754094 4 1.92779868 0.03477529 0.0359574 1.504295
1.63266164 3.16052369 4 1.27224764 0.03481172 0.03416688 1.34874871
1.4329202 -2.9716197 4 2.79903808 0.03481458 0.04107831 -1.3109453

1.95811009 2.4971654 4 7.83804665 0.03482137 0.06696915 1.82498769
13.2552673 -4.1642164 4 1.76346194 0.03482567 0.01409698 -2.8896564
1.74060774 2.92798811 4 3.02659803 0.03487611 0.04289985 1.30299928
2.52510778 3.29134316 4 1.00255247 0.03488545 0.03017744 1.48438979
8.1125201 3.42260683 4 2.23769909 0.03488652 0.02671617 1.96905575

6.19914185 3.06588581 4 7.66802535 0.03491455 0.03744285 1.14214027
1.4479446 -2.8722741 4 3.08260868 0.0349179 0.04536455 -1.422283

29.4435259 -3.3507633 4 18.0957654 0.03492534 0.02854859 -1.3407014
1.62767176 3.0037209 4 3.10050144 0.03494347 0.03979573 1.43484402
2.26778258 3.10194527 4 1.88419373 0.03496929 0.03615287 2.38923911
1.13613685 3.12855187 4 1.58174936 0.03497551 0.03523445 1.37278852
4.03129422 3.4644329 4 1.30307424 0.03499118 0.02571366 2.44713436
1.04189016 -2.9917854 4 1.69106842 0.03501226 0.04026705 -1.3141179
3.72613272 3.05542757 4 2.80173983 0.03502281 0.03782703 2.61477004
1.1004924 2.90297226 4 2.64288192 0.03502557 0.0439867 1.56959391
1.2439855 2.89037451 4 2.84114485 0.03504397 0.04454615 1.44121012

1.06763155 2.99879904 4 2.12261618 0.03505692 0.0399893 1.43698044
10.5688677 3.78584386 4 2.90773825 0.03505778 0.01933805 1.75380519
2.7170555 -2.9531994 4 4.60800694 0.03506964 0.04183609 -1.3498785

1.59528216 3.07344585 4 2.22591475 0.03507058 0.03716798 1.72019456
6.99592428 2.95024105 4 9.4083956 0.03507427 0.0419593 1.14044732
6.99592428 2.95024105 4 9.4083956 0.03507427 0.0419593 1.14044732
1.12925466 3.11500347 4 1.56076059 0.03507831 0.03569865 1.21820555



267.508336 2.67717313 4 621.804924 0.0351035 0.05539111 1.50715364
4.5139431 -3.4611464 4 1.35192596 0.03510468 0.02579079 -1.8779069
6.0544255 -2.4932145 4 19.4053162 0.035129 0.06725271 -1.569618

28.7670636 -3.3756092 4 17.681098 0.03514309 0.02789851 -1.31909
5.71093734 -3.3042123 4 2.31435798 0.03514389 0.02981553 -1.6054524
9.02555683 3.31844377 4 6.06349599 0.0351531 0.02942127 1.20947671
11.0879412 3.81522043 4 1.39613312 0.0351651 0.01885544 2.91846402
2.52177591 3.21138834 4 1.26016922 0.03517866 0.0325459 1.36337543
8.07942866 3.35723246 4 5.32734018 0.035197 0.02837762 1.19227629
30.0764574 -4.4216888 4 4.05230628 0.03520351 0.01149582 -2.8810453
1.20804544 -3.0957476 4 1.25305725 0.03521493 0.03637082 -1.2390876
68.3267622 -3.5540819 4 28.9560515 0.03522528 0.02371155 -1.643512
5.12764909 -2.896293 4 7.85755141 0.03524023 0.04428229 -1.2267222
13.2235237 -3.5442612 4 6.81379226 0.03526113 0.02392159 -1.3854549
252.834144 -4.3540307 4 56.1666638 0.03526637 0.0121187 -2.0134325
11.9915386 3.34219263 4 8.38305389 0.03527089 0.02877699 1.16794431
6.02112675 3.40949883 4 1.95009351 0.03528608 0.02703986 2.01564545
2.51376406 -2.8175405 4 5.32880828 0.03531414 0.04794782 -1.3894059
1.31765548 -3.0583128 4 2.18281228 0.03532283 0.03772058 -1.277746
9.55435376 3.33527156 4 5.38210611 0.03534473 0.02896301 1.35982131
1.54105503 -3.1606009 4 1.23781433 0.03535064 0.03416435 -1.1034052
3.25288836 3.20523328 4 1.5080787 0.0353565 0.03273715 1.48639032
26.4513378 -3.4472643 4 12.6541708 0.0353653 0.02611967 -1.5023795
2.11055698 3.18535311 4 1.27331501 0.03537049 0.033364 1.57145653
2.41032013 2.66062959 4 11.8401968 0.03537092 0.05635336 2.41450266
2.9836215 3.28952328 4 1.27130643 0.0353757 0.03022903 1.43846796

3.65337348 3.19817747 4 1.99127476 0.03537605 0.03295803 1.39562611
2.03051889 -3.212916 4 1.88295258 0.03537746 0.03249863 -1.8572312
1.24072205 3.07559438 4 1.32003201 0.03539727 0.0370903 1.25440617
2.62009235 3.23557685 4 1.71480264 0.0354051 0.03180694 1.19740073
2.62009235 3.23557685 4 1.71480264 0.0354051 0.03180694 1.19740073
2.62009235 3.23557685 4 1.71480264 0.0354051 0.03180694 1.19740073
7.26638642 3.67611187 4 2.54098145 0.03540828 0.02127651 1.69605422
5.96996106 3.61370322 4 2.30883386 0.0354203 0.02248252 1.57793159
1.65189638 -2.6150209 4 5.76246746 0.03543234 0.05910745 -1.7299602
10.8247696 2.89767856 4 18.1336386 0.03543497 0.04422078 1.34244227
4.13804223 -2.7848823 4 7.91493297 0.03543977 0.04957049 -1.3555318
1.27269509 2.84211537 4 3.66734696 0.03544349 0.04676736 1.52774762
10.0348772 -4.1739439 4 1.06505574 0.0354695 0.01398654 -3.2751863
3.8671364 3.53488352 4 1.2579987 0.03547317 0.02412423 1.73175581

8.66733871 3.35918464 4 3.92344133 0.03548277 0.02832626 1.56656613
2.46399986 2.44398519 4 33.7292254 0.03549048 0.07090317 3.81832255
10.7588385 3.27915886 4 8.41771518 0.03549326 0.03052488 1.11586257
8.87234605 -2.6787296 4 21.8932149 0.03551679 0.05530156 -1.5829361
3.62392108 3.37056074 4 1.34062004 0.03554071 0.02802917 1.51282169
1.16238714 2.59377139 4 3.99569457 0.0355505 0.06044323 1.97676221
1.16166334 -3.1711952 4 1.7566902 0.03555203 0.03381905 -1.4637497
10.8114472 -2.7939911 4 21.584865 0.03556228 0.04911158 -1.4198925



2.03891872 3.19894114 4 3.70606164 0.03557957 0.03293404 2.79955996
4.05394142 -3.4297309 4 1.4059363 0.03557961 0.02654218 -1.572811
2.73989591 -2.6742099 4 7.46381654 0.03557966 0.05556206 -1.5273313
5.58753299 3.61050684 4 1.12907794 0.03558304 0.02254645 2.7576968
3.42985875 -3.3195222 4 1.81608298 0.03559565 0.02939165 -1.3113995
1.60398117 3.0073711 4 2.06114193 0.03559721 0.03965287 1.63939118
1022.18895 -7.0717814 4 19.0589182 0.03560034 0.00210985 -7.1480502
1.48928659 -2.9777436 4 2.39231421 0.03560184 0.04082995 -1.2809758
10.8441527 3.72564281 4 2.20967576 0.03562537 0.02037405 2.55127008
7.04573186 2.78416144 4 12.4454798 0.03566468 0.04960702 1.26709318
1.49102099 2.85772849 4 3.42564074 0.03569432 0.04603493 2.04517714
542.850552 -4.3568612 4 64.9964866 0.03570026 0.01209184 -3.3124802
1.17214605 -2.898851 4 2.61823036 0.03570772 0.04416881 -1.6981728
216.443473 3.76743544 4 96.1634153 0.03571791 0.01964801 1.44180847
2.43123974 -3.0702831 4 3.10821227 0.03573225 0.03728268 -1.1594671
4.01218592 3.30491634 4 2.63830724 0.03573481 0.02979588 1.21096484
525.19437 3.54780544 4 298.439587 0.0357357 0.02384553 1.29621694

1.27572304 3.12256931 4 2.06801394 0.03573678 0.03543855 1.28812092
2.39026977 -2.7573488 4 5.81093415 0.03574117 0.05098815 -1.5135093
10.8665257 3.33759172 4 5.41228021 0.03576577 0.0289005 1.49346709
1.59102756 3.1627968 4 1.06838301 0.03576871 0.03409244 1.25571718
1.30911126 3.09486128 4 1.11976135 0.03577316 0.03640212 1.1873327
2.44951594 -3.2480878 4 1.41724775 0.0357811 0.0314325 -1.2915163
2.70741268 2.97373568 4 3.75577123 0.03578438 0.04099229 1.1679866
3.73545331 -2.6977628 4 9.18129805 0.03580385 0.05421985 -1.4921751
2.63515168 3.14715684 4 1.48754202 0.03583193 0.03460852 1.35864391
54.3554415 4.55346269 4 5.88103767 0.03583226 0.01039025 2.9775125
1.69429668 3.15788505 4 1.04937084 0.03583676 0.03425353 1.26993845
2.58551999 -2.7948125 4 5.08298556 0.03584821 0.04907044 -1.3606163
6.92634768 2.74186425 4 14.0656328 0.03588134 0.05180603 1.40173495
1.16597521 3.11660404 4 1.59962383 0.03588419 0.03564344 1.16794213
3.33361441 3.27658625 4 1.64387381 0.03588755 0.03059884 1.36063546
1.99110884 -3.13286 4 1.32736124 0.03589641 0.03508833 -1.2443935
1.04303586 2.91265576 4 2.04576455 0.03592787 0.04356222 1.44616554
17.5840893 3.82745961 4 5.04015959 0.03593587 0.01865864 1.93737117
2.15223844 2.95993586 4 4.46254592 0.03594044 0.04155708 1.43434033
4.31397089 3.1807033 4 1.40118901 0.03594321 0.03351265 1.7846534
15.6848729 3.40978126 4 7.40579964 0.03597093 0.02703283 1.56536129
4.53844132 3.16594373 4 2.45696239 0.03598714 0.0339897 2.6660491
3.06895319 3.20351522 4 2.34273576 0.03602994 0.03279078 1.14703983
3.17999174 3.10264285 4 1.11570088 0.03603862 0.03612843 1.90296312
2.81778511 -3.1905069 4 1.15148375 0.03604234 0.03320015 -1.7063057
1.09560306 3.09784554 4 1.59127555 0.03605712 0.03629687 1.1856781
3.04747576 -2.9757778 4 3.95817235 0.03607229 0.04090948 -1.1278797
13.3242748 2.78477909 4 24.773117 0.03610396 0.04957572 1.36421147
4.77549891 3.32359499 4 2.85758659 0.03614209 0.02928009 1.28297666
1.24828939 2.80514248 4 3.56178165 0.03615945 0.04855647 1.73133257
7.03518864 3.27116759 4 3.87581492 0.03617908 0.03075532 1.36845171



1.19629039 3.08824484 4 1.15857549 0.0361905 0.03663674 1.21871374
1.49279702 -3.1029048 4 1.44193657 0.03620047 0.03611926 -1.5526965
55.3346919 -3.8778563 4 19.4385262 0.03620885 0.01787377 -1.6587617
17.6086275 -3.5828655 4 8.78617405 0.03621038 0.02310847 -1.3880988
79.2424528 -4.4955349 4 13.3353554 0.03621077 0.01085963 -2.2636207
49.3472016 -3.2598657 4 38.1169121 0.03621445 0.03108475 -1.1344253
88.827919 -4.1619575 4 21.7787358 0.03623782 0.01412278 -1.9176619

1.36588787 -2.9862575 4 2.16211399 0.03623836 0.04048756 -1.2715902
2.38506513 2.99489043 4 3.13529638 0.03624886 0.04014381 1.14790294
3.29164563 -3.1648432 4 2.79880457 0.03625731 0.03402559 -1.0824444
15.8973043 3.73351679 4 6.22698856 0.03628749 0.02023484 1.54290044
8.09549553 3.50124064 4 3.66172515 0.03629963 0.02486821 1.40002644
21.1168833 4.54448682 4 1.9014514 0.0363007 0.01046135 6.46718831
1.15383398 -3.0292012 4 1.724373 0.03630627 0.03881096 -1.3255451
1.64509504 3.00371993 4 3.38177128 0.03634318 0.03979577 1.4528544
1.42672383 -3.0095049 4 1.68899421 0.03634706 0.03956964 -1.4920688
1.24380445 -3.0928662 4 1.24309335 0.03636091 0.03647268 -1.3090233
5.59774836 -2.7388909 4 10.4687407 0.0363621 0.05196481 -1.3198095
4.54034646 3.25604157 4 3.25204268 0.03636426 0.03119716 1.18373532
7.96638498 -3.9033395 4 1.54323574 0.03636873 0.017492 -2.2193048
7.21473418 2.7857945 4 12.5395824 0.03637513 0.04952431 1.25352743
2.7878009 3.20981104 4 1.55749838 0.03639731 0.03259478 1.32671353

4.63520499 3.39304293 4 2.54171417 0.03640229 0.02745282 1.33930903
3.75599754 -3.3412321 4 1.41076684 0.03640449 0.02880273 -1.5953849
2.4198719 -2.6973551 4 7.67005927 0.03640844 0.05424277 -1.6622091
7.1298021 2.87408171 4 12.0956303 0.03640959 0.04528204 1.29478857

6.73195576 3.43882925 4 2.88382956 0.03643165 0.02632193 1.60386523
7.62428207 3.67976111 4 1.31461747 0.0364335 0.02120841 2.75511855
2.21225915 -3.2271697 4 1.43868185 0.0364492 0.03206151 -1.2283767
1.90413969 3.24035164 4 2.26624707 0.03645139 0.03166342 2.10470043
1.97945095 2.73851031 4 5.10148716 0.03648619 0.05198518 1.47893538
282.654211 3.89864579 4 104.111248 0.03650809 0.01756158 1.58573245
8.92748722 3.46630135 4 4.77808337 0.03652204 0.02566993 1.3310396
8.94863692 -2.7749298 4 20.3274771 0.03654096 0.0500776 -1.5399058
6.96495114 3.43269128 4 3.38914489 0.03656447 0.02647028 1.40035104
1.27079689 3.0788789 4 1.0365305 0.03657009 0.03697191 1.12970493
8.95777186 3.01006114 4 10.8808887 0.03659865 0.03954798 1.11931415
2.13916179 3.29068913 4 1.05092568 0.03661846 0.03019597 1.48849584
25.9589503 3.29410186 4 15.4066987 0.03665916 0.03009942 1.34837865
12.8413275 2.94660698 4 18.2080037 0.03670041 0.04211124 1.20220711
364.159069 2.39262256 4 3258.18365 0.03672403 0.074954 3.04695439
7.8490002 3.30125218 4 4.52886944 0.03672476 0.02989832 1.30298934

1.25061111 2.83826172 4 3.21633107 0.03673527 0.04695022 1.47380731
2.65792912 -2.9042461 4 4.58753488 0.03673906 0.04393058 -1.2949873
5.3542264 3.49244217 4 1.7764914 0.03674017 0.02506726 1.8342842

19.0494351 2.82925676 4 28.1518218 0.03674731 0.04738076 1.18697376
2.53794793 3.16319378 4 1.89902099 0.03675343 0.03407946 1.12973607
2173.57619 -3.3396533 4 1448.26154 0.03676435 0.02884508 -1.2305556



3.15989759 -3.0141455 4 4.42853283 0.03677444 0.03938934 -1.2122159
3.63922883 3.15697035 4 3.01362615 0.0367969 0.03428363 1.09115495
8.77423621 -3.3529711 4 4.63534285 0.03680137 0.02849011 -1.3635091
25.3667247 3.16695439 4 20.6285004 0.03681747 0.03395678 1.13006627
10.4803003 2.59605414 4 28.8671024 0.03684287 0.06029808 1.66728718
1.22164659 2.3599828 4 10.6299351 0.03684702 0.07766438 2.77201243
9.59314975 3.30470858 4 4.84575155 0.03686597 0.02980168 1.43545807
1.06868453 -2.6632729 4 3.90116154 0.03687215 0.05619833 -1.8194361

2.535701 3.20051698 4 1.38557288 0.03688996 0.0328846 1.28463247
133.017856 -3.391773 4 82.9526913 0.03689121 0.027485 -1.2698641
1.06454648 2.8223005 4 3.37589105 0.0368926 0.04771649 1.61210506
1.01425049 -3.0535475 4 1.41256287 0.03689298 0.03789658 -1.2170314
1.33500593 -3.0127686 4 1.65639025 0.03689754 0.03944274 -1.5751188
1.33500593 -3.0127686 4 1.65639025 0.03689754 0.03944274 -1.5751188
31.3521827 4.01628324 4 7.37112883 0.0369506 0.01591339 2.14461516
2.85787446 3.13786562 4 2.0757749 0.03696265 0.03491946 1.22455483
1.39557927 2.92713965 4 2.93457832 0.03696806 0.0429362 1.53999533
6.50316868 -3.2319479 4 1.43544681 0.03697191 0.03191653 -2.7917869
6.50316868 -3.2319479 4 1.43544681 0.03697191 0.03191653 -2.7917869
4.81274266 3.20296306 4 2.46600218 0.03697324 0.03280803 1.40660054

3.843032 -3.2291677 4 2.26486442 0.03699721 0.03200079 -1.3619247
4.78529464 2.64440486 4 10.4730993 0.03701855 0.05731582 1.40077157
1.09604399 -3.0959293 4 1.07291834 0.03704455 0.03636441 -1.0899125
2.21916966 -2.80444 4 4.97166754 0.03709066 0.04859122 -1.5007861
12.645701 2.64349849 4 29.1483273 0.03709379 0.05737014 1.46730083

1.70668339 -2.8140627 4 4.27668117 0.0370955 0.04811765 -1.6160738
72.2185439 -3.7562869 4 18.8205438 0.037102 0.01983861 -2.2389961
3.08399399 2.9417554 4 5.44974352 0.03712291 0.04231509 1.38997759
4.33296745 -2.8086566 4 7.98934996 0.03712454 0.04838304 -1.3042243
410.744809 3.44664703 4 224.951313 0.0371292 0.02613441 1.36144195
2.42108158 3.10985464 4 1.44809388 0.03715131 0.03587694 1.82009829
1.33819566 -3.022081 4 1.95398438 0.0371739 0.03908324 -1.2045046
1.63150386 3.15984061 4 2.52756749 0.03717696 0.03418929 2.03777394
4.11872399 3.25122538 4 1.05752376 0.03718408 0.03133942 1.92796698
2.27417461 2.64467405 4 5.94098379 0.03718932 0.0572997 1.50034183
1.9043806 -3.1469086 4 1.21233947 0.03719257 0.03461678 -1.2197898

16.2610277 -2.2955269 4 57.5074867 0.03721682 0.08334829 -1.6472471
18.4128497 3.54277438 4 5.62162656 0.03724494 0.02395358 2.08208876
2.61888234 3.13959151 4 2.07079836 0.03725351 0.03486145 1.13987902
3.42758344 -2.3949064 4 13.7674711 0.0372643 0.0747684 -1.7058299
20.116868 -2.9620656 4 26.6152631 0.03727452 0.04146933 -1.1670595

3.15097243 -3.1759576 4 1.65661085 0.03728859 0.03366517 -1.4791258
3.03832422 -3.2704927 4 1.03452694 0.03729503 0.03077488 -1.7401543
1.78814577 3.15796321 4 1.16136598 0.03730077 0.03425096 1.50691678
1.78814577 3.15796321 4 1.16136598 0.03730077 0.03425096 1.50691678
4.70286938 2.47463492 4 13.9714713 0.03730965 0.06860468 1.55905863
2.11062052 3.12361656 4 1.30949388 0.03734814 0.03540272 1.35825296
1.70177046 -3.0845046 4 1.28409591 0.03735559 0.03677016 -1.5657584



8.68171849 -3.2173677 4 6.19051948 0.03735745 0.03236136 -1.2143315
2.98383912 -3.1492277 4 1.89951424 0.03738602 0.03453966 -2.0584657
3.62628297 2.48927083 4 10.7475928 0.03739741 0.06753712 1.57535586
2.83224332 2.79800579 4 6.53124261 0.03739969 0.04891089 1.49921361
4.38862087 3.4798639 4 1.5088272 0.03740103 0.02535512 1.66099449
3.48149269 2.91573782 4 4.70096971 0.03742138 0.04342812 1.14607374
44.9586611 -4.6673707 4 5.48763127 0.03742165 0.00953699 -2.7890139
1.48598694 3.08063097 4 1.02394669 0.03743498 0.03690893 1.17754244
12.1074898 -3.4065369 4 4.85155137 0.0374469 0.02711364 -1.6794223
4.40690283 -3.2366284 4 2.86249408 0.03746414 0.03177527 -1.2081714
4.09685421 3.17604254 4 1.30771162 0.03747872 0.03366244 1.75000623
1.9390886 2.8983049 4 3.50354634 0.0374792 0.04419301 2.31412953

6.13505251 -2.7981046 4 11.7872353 0.03748474 0.04890596 -1.4038777
26023.803 -9.3704896 4 9.43976422 0.03750034 0.00072248 -62.624816

1.00089991 3.10425561 4 1.46968215 0.03751335 0.03607201 1.2150829
1.38721131 2.69657176 4 3.7059129 0.03751855 0.05428683 1.57974718
1.27898898 3.05277062 4 1.52204719 0.03752211 0.03792537 1.11769333
1.53496901 -3.0124766 4 1.19700407 0.0375267 0.03945407 -1.3416584
5.54630992 -2.5903726 4 18.0900028 0.03752889 0.06066009 -1.7383719
1.10840404 2.15174636 4 12.0877073 0.03753814 0.09778983 2.83901971
1.14818192 3.0683211 4 1.66920528 0.03753984 0.03735405 1.34974269
22.8400146 4.11999283 4 1.22217872 0.03755814 0.01461253 3.86993721
57.3750315 -2.5791921 4 119.745351 0.03756077 0.06137976 -1.3474067
4.46592629 -3.1583044 4 2.74925948 0.03758158 0.03423974 -1.3168703
63933.3727 -9.1876134 4 244.318452 0.03758262 0.00077946 -15.361645
5.19245937 3.3219887 4 2.9287006 0.03758599 0.02932402 1.33656683
1.6647328 3.18841005 4 1.09506956 0.03758992 0.0332667 1.34455498

2.90567951 3.13056512 4 1.75097502 0.03760145 0.03516608 1.35814709
132.617573 -4.6147352 4 11.8714188 0.03761169 0.00992026 -3.4723201
1.47801272 3.10878461 4 1.02004242 0.03761558 0.03591412 1.20221881
1.28821618 -3.0552763 4 1.03111776 0.03761834 0.03783262 -1.1419793
6.75050939 2.79083914 4 15.795456 0.03764414 0.04926982 1.67373066
49.8141062 4.16279379 4 12.1693153 0.03766436 0.01411322 1.95810987
15.7730241 -3.3115974 4 7.957004 0.03766529 0.02961016 -1.509727
1.34969962 2.92651124 4 2.74720384 0.03766529 0.04296314 1.52526209
3.89090105 -3.2376275 4 1.62323975 0.03768647 0.03174521 -1.5644005
1.88278231 -3.0364742 4 1.71165906 0.03769808 0.03853512 -1.608726
3.94995461 2.69256589 4 8.85493887 0.03770045 0.05451277 1.39186721
1.72284382 -2.7877761 4 3.64496743 0.03770953 0.04942416 -1.399699
3.21376125 3.42039656 4 1.03952115 0.03771131 0.02677043 1.75532583
1.0579523 -2.9692584 4 1.54021348 0.03772383 0.04117455 -1.2684389

2.89131416 3.11554878 4 1.89496967 0.03772762 0.03567983 2.01628082
28.1705709 3.55881378 4 10.8756296 0.03774487 0.02361113 1.72523476
4.05418608 2.80210085 4 6.71409424 0.03774954 0.04870715 1.27124964
1.22293887 2.91848045 4 1.67589872 0.03775476 0.04330919 1.39830814
21.4679457 -3.5126468 4 8.020329 0.0377579 0.02461296 -1.7737996
1.2469447 3.05713774 4 2.21551946 0.0377806 0.03776389 1.34179566

2.73044189 2.97841439 4 3.68390455 0.03779024 0.04080285 1.17063841



1.19682813 -3.0689542 4 2.1935605 0.03780547 0.037331 -1.7142961
2.84176048 3.19674373 4 1.77743568 0.03781611 0.03300313 1.23451664
10.5039474 3.24125966 4 6.26066306 0.03783493 0.03163621 1.31007803
25.1097979 2.56926199 4 55.8684824 0.03784569 0.06202717 1.38611086
7.89957548 -2.7854556 4 13.5103301 0.03785395 0.04954146 -1.3022304
17.6932457 -2.6847191 4 37.8865421 0.03785455 0.0549585 -1.4350725
1.07651807 -2.9889917 4 1.60385339 0.0378582 0.04037832 -1.1896251

1.142873 -2.7347294 4 2.64193488 0.03786633 0.05218799 -1.6742618
9.27941935 -2.6485582 4 20.5559847 0.03787141 0.05706765 -1.4166744
26.2624876 -3.9124727 4 3.61151807 0.03788431 0.01735756 -3.1345796
2.09467513 -3.006525 4 3.06618179 0.03788864 0.03968593 -1.2386732
2.49326504 3.12631651 4 1.0570464 0.03789354 0.03531055 1.55093425
40.9562866 3.24836211 4 25.9811787 0.03789502 0.03142435 1.30338588
2.38365667 -3.148853 4 1.48144958 0.03789704 0.03455211 -1.2165777
1.43822824 2.16963611 4 14.5704786 0.03790952 0.09584915 2.3220592
8.9674145 3.23755229 4 5.18933216 0.03792279 0.03174747 1.33059193
4.4280074 2.88235988 4 6.21546812 0.03792814 0.04490639 1.1567007

16.5317586 -2.3471797 4 57.0326936 0.03793823 0.07875766 -1.669416
2.16103216 -2.8409457 4 1.76399422 0.03794256 0.04682277 -1.8902363
15.5202811 2.68933172 4 29.0239225 0.03796204 0.05469597 1.32507397
7.60787141 3.46619464 4 3.20039358 0.03796207 0.02567242 5.47357023
4.90097151 -3.3980276 4 1.48297072 0.03798008 0.02732695 -3.1353246
31.9376842 3.68595723 4 13.313296 0.03799417 0.02109338 1.5116133
3.32118007 -3.2627701 4 1.50130682 0.03802563 0.0309997 -1.5789418
1.14128483 -2.7633759 4 2.77782348 0.03803444 0.05067385 -1.5120167
9.95684106 3.39772854 4 5.29568937 0.03803704 0.02733448 1.37587169
1.17928452 -3.0802134 4 1.31237526 0.03805156 0.03692393 -1.2324738
2.64570183 -3.1583887 4 1.20355883 0.03805244 0.03423697 -1.7358899
4.1210168 -3.1196138 4 3.43720958 0.03807403 0.03553989 -1.1030575

1.90341625 2.53611305 4 7.29095399 0.03808294 0.06424569 1.71044748
1.66202404 2.35686843 4 9.15579381 0.03808602 0.07792873 1.9601311
3.83721146 3.19236812 4 1.60972287 0.03808624 0.03314121 1.7158287
2.65916099 1.28021865 4 443.068605 0.03808951 0.26966876 2.83696864
2.17168321 -2.9939912 4 2.97022718 0.03809145 0.04017946 -1.2157646
2.72045436 3.18329897 4 1.84843439 0.03809776 0.03342958 1.21015946
2.48242421 -3.0988667 4 1.84305925 0.03810267 0.03626094 -1.2017676
1.9719977 -2.9886254 4 1.08632338 0.03811829 0.04039294 -1.4664716

15.7380748 2.75693074 4 24.9715943 0.0381851 0.05101003 1.22875456
13.4709578 -3.2530355 4 9.20556501 0.03820997 0.03128586 -1.192647
1.21107708 2.74705401 4 3.0924657 0.03821614 0.05153023 1.56908169
8.74103436 -2.6697547 4 17.9118975 0.03824251 0.05582024 -1.4076765
26.1132022 3.47205614 4 11.56271 0.03824431 0.02553579 1.50116861
1.81032427 2.30028825 4 12.0432909 0.03825449 0.08291274 2.03015365
1.4754623 3.0641468 4 1.01579359 0.03826561 0.03750641 1.18773141
1.4754623 3.0641468 4 1.01579359 0.03826561 0.03750641 1.18773141

1.06405944 -2.9002368 4 2.48548791 0.03826643 0.04410748 -1.6345303
3.14233977 2.5930765 4 10.3519617 0.03832066 0.0604875 1.75618774
33.0891293 -3.5520736 4 11.7779463 0.0383356 0.02375432 -1.7170769



2.89970311 3.08198728 4 2.01600419 0.03834428 0.03686027 1.20425085
2.9251813 2.50204691 4 9.64374052 0.03835017 0.06662068 1.58880339

9.64092505 2.84102627 4 13.4000105 0.03836348 0.04681895 1.15644115
1.73457654 2.87066222 4 4.22590628 0.03838748 0.04543828 1.74173035
5.17898088 -3.283323 4 1.93721245 0.03840117 0.03040561 -1.8162953
3.11524374 3.19822143 4 1.46224318 0.03840773 0.03295665 1.57350934
2.12198955 2.90852978 4 1.94486563 0.03841329 0.04374249 1.88439779
1.72702565 -2.7522895 4 3.61548646 0.03844647 0.05125372 -1.400902
5.81969541 2.18269069 4 28.1564452 0.03844915 0.09446004 1.86895695
1.39511957 3.00156929 4 2.01898685 0.03845014 0.03988021 1.2562352
1.54005795 2.89764336 4 2.42714061 0.03845026 0.04422234 1.22832048
5.18511553 -2.3893143 4 19.3188837 0.03845178 0.07522378 -1.677926
1.78783972 2.97986312 4 2.6038629 0.03845332 0.04074439 1.95237619
1.06807824 -3.0075936 4 3.05435715 0.03846842 0.03964418 -1.9017429
14.7242055 3.31597427 4 6.49107864 0.03849298 0.02948924 1.56004163
6.00533304 3.61120537 4 1.86541071 0.03850602 0.02253246 1.77031936
1.72543879 -2.9091664 4 1.93160537 0.03850952 0.04371462 -1.7381095
9.15084428 -3.2525308 4 4.46034916 0.03851381 0.03130078 -1.4670522
2.13189638 3.22351887 4 1.42505273 0.03853073 0.03217281 1.70757335
20.928225 3.85371488 4 3.79423124 0.03853153 0.0182447 2.42688148

19.1792252 -3.4020347 4 9.28926567 0.03853283 0.02722625 -1.4504692
2.40699099 -3.0249478 4 1.30238689 0.03854269 0.03897334 -1.3684252
4.17317648 2.91696436 4 5.60062333 0.03856139 0.04337489 1.14514611
4.75069487 -3.1524916 4 3.52784778 0.03857391 0.03443146 -1.1804613
3.52685675 -3.2540402 4 1.58921873 0.03857709 0.03125619 -1.393933
1.37933559 2.68868993 4 4.02639159 0.03859888 0.05473241 1.5874046
25.2958203 4.13076276 4 2.98433415 0.03860656 0.01448491 2.79478151
6.89315089 3.65498131 4 1.0026111 0.03862522 0.02167599 2.49990124
1.58036124 -3.0435318 4 1.14156185 0.03864193 0.03826965 -1.4542221
6.62314481 -3.2595973 4 3.1635896 0.03865414 0.03109263 -1.534394
6.99325104 3.34121216 4 3.26705345 0.03867698 0.02880326 1.53237469
1.7550714 2.91281622 4 2.95623394 0.03869347 0.04355522 1.31202163

4.68035904 3.16305981 4 2.33270843 0.03869509 0.03408384 1.47832963
4.45405747 2.45859387 4 15.3302783 0.0386958 0.06979688 1.67942281
3.60684281 3.24608074 4 1.8262236 0.03870089 0.03149222 1.34272946
21.7216739 4.06726936 4 4.10729254 0.0387157 0.01525717 2.36844832
5.46624069 -2.80941 4 10.1424484 0.03874374 0.04834595 -1.4168133
4.34296865 3.27900253 4 1.39090686 0.03874665 0.03052937 1.65147875
3.80480401 3.16949942 4 1.97443058 0.03875037 0.03387405 1.52066162
45.2032838 2.70716675 4 89.7596186 0.03878129 0.05369443 1.43231036
6.71173736 -3.52758 4 1.92969481 0.03878629 0.02428346 -1.8447064
24.6008011 3.74084955 4 1.90532077 0.03879601 0.02010622 3.9453679
6.50074136 3.16057096 4 3.8343081 0.03881442 0.03416533 1.34155823
14.0560042 -2.784133 4 29.2681287 0.03882193 0.04960846 -1.5147301
1.15874503 2.97027258 4 2.59031479 0.03883162 0.04113318 1.84601111
3.23838008 -3.2530529 4 1.27383981 0.03885222 0.03128535 -2.2149145
1.7350401 2.94425597 4 1.24068571 0.03885249 0.04220988 1.44478659

3.09589553 2.79705217 4 5.07563267 0.03886712 0.04895847 1.26617402



3.07859976 -2.6743084 4 6.82562384 0.03888256 0.05555637 -1.3852276
2.36631289 3.07267118 4 1.53931966 0.03890708 0.03719604 1.30594866
1.1882109 2.95280622 4 1.82181924 0.03896784 0.04185244 1.40740857

15.9723138 -3.2957944 4 10.2174738 0.03897185 0.03005167 -1.2420705
7.04201456 2.45489684 4 19.5283858 0.03897512 0.07007498 1.54598737
1.61869886 -3.1157153 4 1.14629858 0.03898182 0.03567408 -1.3600463

4.757419 -3.142539 4 3.16533845 0.03899991 0.03476265 -1.2133556
25.5379342 -4.3984148 4 3.60236101 0.03900297 0.01170562 -2.5935165
2.77693917 2.89601199 4 4.63001646 0.03900458 0.04429478 1.36905313
1.89108618 3.07498309 4 1.32801459 0.03904725 0.03711238 1.72129514
2.28551742 -2.8632756 4 5.63646316 0.03907446 0.04577792 -1.663364
3.53877967 -3.2856605 4 1.49162694 0.03907582 0.0303389 -1.5069629
4.45076614 3.08675258 4 3.13461847 0.0390866 0.0366899 1.21219468
15.4971777 -2.7625787 4 23.6056536 0.03909007 0.05071529 -1.1895045
2.4005814 2.83519393 4 4.86257903 0.03909065 0.04709638 1.3842985

2.00279219 2.74250597 4 4.83300646 0.03913114 0.05177184 1.49917423
1.51445883 -2.79031 4 2.90122992 0.03913249 0.04929644 -1.3464536
1.5100777 2.94937036 4 1.30054882 0.03914765 0.04199565 1.37062213
6.4747348 2.9363325 4 3.44985251 0.03915538 0.04254431 3.59171735

3.65290864 -2.6141969 4 8.24837335 0.03915866 0.05915861 -1.4332484
1.70484535 3.04109333 4 1.13669227 0.03919272 0.03836113 1.21068471
5.04185652 3.12595876 4 2.11801151 0.03924116 0.03532274 1.57598282
12.8160832 3.66817749 4 4.14369276 0.03924312 0.02142547 1.68370946
1.16101929 -2.9172169 4 2.30681592 0.03924329 0.04336394 -1.3335022
4.94978034 -3.3416195 4 2.58639601 0.03926414 0.02879234 -1.3672814
17.2369563 4.04926168 4 2.91966736 0.03926469 0.01548515 2.30911096
13.7453607 3.60031309 4 5.24560722 0.03928315 0.0227518 1.56878806
1.29926433 -2.9755938 4 2.51805452 0.03928461 0.04091693 -1.384386
3.96116702 2.50975827 4 12.6131398 0.03928554 0.06607441 1.61054748
2.68319294 2.92547725 4 3.85594397 0.03928764 0.04300751 1.24187022
1.32606075 -2.8539332 4 2.81037864 0.03928776 0.04621174 -1.3566584
4.88716091 2.91240939 4 7.17844966 0.03928984 0.04357296 1.22794168
2.72283885 3.12168391 4 1.0705756 0.03929501 0.03546887 1.59182546
1.85152515 -2.8315264 4 3.18078251 0.03929601 0.04727181 -1.2919475
12.2622502 2.57666728 4 28.7065019 0.03929844 0.06154363 1.46833758
2.0585828 -3.0380309 4 1.32904278 0.03929877 0.03847638 -1.5242022

2.64437882 -3.0911993 4 1.67004841 0.0393037 0.03653175 -1.3412342
5.45421516 -3.3354595 4 1.52304741 0.03931567 0.02895794 -1.7901388
1.02227917 3.06518134 4 1.63870819 0.03933844 0.03746858 1.3050226
23.6139233 4.36429809 4 3.31940111 0.03936392 0.0120216 2.60006445
1.05840003 -2.9322317 4 1.53781067 0.03937537 0.04271861 -1.2016641
1.65693126 -2.8637167 4 5.42559218 0.03937636 0.04575756 -1.9161718
3.38387678 2.66842962 4 7.58994239 0.0393819 0.05589729 1.39123837
5.82017873 -3.4053075 4 2.09643162 0.03938935 0.02714434 -1.5520465
4.91095301 3.36887936 4 2.33171489 0.03938947 0.02807284 1.44178402
6.77183371 3.23446838 4 4.01082937 0.03940803 0.03184037 1.27545774
1.19125214 -2.9026585 4 2.02377773 0.03941252 0.04400053 -1.2681709
6.86048985 -3.3466226 4 3.13874918 0.03946063 0.02865867 -1.5398973



1.36017442 -2.7192737 4 3.44042738 0.03946716 0.05302662 -1.9152231
20.1956806 3.51999506 4 9.48861105 0.03946968 0.02445016 1.40909486
5.21510618 3.24900382 4 2.9183273 0.03948058 0.03140529 1.29364184
6.28250988 3.66676141 4 1.26514564 0.03948704 0.02145219 2.27126883
25.5894861 -3.9704562 4 1.13063338 0.03950631 0.01653238 -7.3160846
1.42539545 2.94100922 4 1.99167652 0.03954086 0.04234655 1.16254774
1.05577276 -2.936088 4 1.86931018 0.03954286 0.04255468 -1.3181081
30.4933477 -2.652976 4 58.179596 0.03958242 0.05680504 -1.3623787
2.33760468 3.19238924 4 1.08109916 0.0396144 0.03314054 1.59973488
12.710775 4.13650525 4 1.61187115 0.03963011 0.01441741 2.76699275

1.81810056 -2.973786 4 2.29005417 0.03963322 0.04099025 -1.1604392
1.0283608 2.63658186 4 4.16702537 0.03963375 0.05778664 1.75724678

2.16103364 3.13746168 4 1.12930945 0.03963846 0.03493305 1.54298185
1.97594755 -3.0107333 4 1.33099074 0.03965104 0.03952182 -1.210239
22.8273456 2.73485103 4 44.4919013 0.03965423 0.05218145 1.45304217
4.81113381 3.07588753 4 1.41528824 0.03966524 0.03707971 2.40574576
1.01351588 -2.9474007 4 1.58313949 0.03966874 0.04207801 -1.2320517
1.0387482 -2.8875619 4 1.63056351 0.03967803 0.04467219 -1.3006706

1.17008921 2.81536146 4 7.47147667 0.03968643 0.04805414 3.10638877
1.34756954 2.94675871 4 1.71785978 0.03969841 0.04210489 1.13532884
2.02174567 -2.8250629 4 3.26682225 0.03971482 0.04758284 -1.2671466
5.53035289 -3.4184214 4 1.03431658 0.03971528 0.02681902 -2.3054701
10.7836361 3.22951874 4 7.5582321 0.0397243 0.03199014 1.17601886
3.77972557 3.04475067 4 1.10623153 0.03972864 0.03822402 1.93134509
1.57082118 2.95981177 4 1.38319137 0.03973546 0.0415622 1.40253273
1.89491075 3.1190657 4 1.20838762 0.03976904 0.03555872 1.60646813
8.10030232 3.68095292 4 1.73325024 0.03977963 0.02118623 2.15505061
2.11271998 -2.8572037 4 3.54420697 0.0397976 0.04605933 -1.3400996
1.59125766 3.03336746 4 2.05914538 0.03981342 0.03865267 1.96391903
4.12081138 -3.3508243 4 1.50013658 0.03981435 0.02854698 -1.6696153
3.13677329 3.10488042 4 1.52870966 0.03982622 0.03605018 1.48428922
1.05859922 -2.8913502 4 1.83913788 0.03983296 0.04450253 -1.3169647
261.120493 -4.5248941 4 15.2688774 0.03983814 0.0106186 -5.3080481
2.97402102 -3.0607374 4 2.2310765 0.03983842 0.0376314 -1.1470416
1.76442454 2.91527594 4 3.16951628 0.03984339 0.04344819 1.32455959
3.57401899 2.61380205 4 8.07309019 0.03984731 0.05918314 1.42999441
6.26836837 3.36997324 4 2.46613883 0.03985263 0.02804442 1.49020192
2.48310094 3.08241347 4 1.61808627 0.03985694 0.036845 1.27940539
13.5694502 -3.2832713 4 6.72710256 0.03987524 0.03040708 -1.4301957
1.15867301 -2.9580998 4 1.38580937 0.03988471 0.04163291 -1.0920232
2.46035842 3.00836257 4 1.19959879 0.03989079 0.03961417 1.4649344
6.8798862 2.60052563 4 27.9724056 0.03990872 0.06001493 2.18066391

5.72558422 -2.7880021 4 10.0457136 0.03991313 0.04941275 -1.3151138
7.99703684 -3.5087793 4 2.04898529 0.0399303 0.02469915 -1.9294957
1.42790032 2.21541004 4 9.86472277 0.03994049 0.09107605 2.1256268
397.364243 2.70305576 4 921.356122 0.03994342 0.0539234 1.63150584
118.53242 -3.3600517 4 60.072401 0.03995114 0.02830349 -1.4552973

1.02137491 -2.7584919 4 2.36765754 0.03999158 0.05092837 -1.5075965



1.90824229 3.01547958 4 1.01149662 0.04000411 0.03933768 1.43726143
1.38765874 2.82296771 4 2.66325825 0.04001421 0.04768417 1.35021596
5.94312126 -3.3397972 4 1.26941541 0.04002113 0.02884122 -2.0049755
1.96379534 2.8988436 4 1.54891619 0.04002697 0.04416914 1.7969349
2.89571036 3.21865764 4 1.0916793 0.04002844 0.03232171 1.87168414
7.35371718 3.17478766 4 3.42858925 0.04003458 0.0337029 1.54191696
3.21894198 2.81263644 4 5.50057163 0.04004052 0.0481875 1.27554995
28.3989423 3.03100334 4 25.952255 0.04004163 0.0387424 1.05450072
3.8474911 -3.2067376 4 2.04034693 0.04004962 0.03269029 -1.3220587

3.09170544 2.85229771 4 5.61044793 0.04005354 0.04628817 1.45532655
1.87030872 -3.0628968 4 1.30928313 0.04009735 0.03755218 -1.1718237
8.46298185 2.82696784 4 12.1452567 0.04010002 0.04749093 1.17846011
4.55572607 -2.8166949 4 6.46478365 0.0401361 0.04798904 -1.164694
4.23599478 3.15377861 4 2.81756258 0.04013611 0.0343889 1.19554546
3.11976808 3.26982616 4 1.13799131 0.04014641 0.03079421 1.62281048
1.20984597 -2.848016 4 2.43032303 0.04016876 0.04648897 -1.4580997
7.30991909 3.41607985 4 2.19904494 0.04018346 0.02687677 1.74003876
6.17917721 -2.8106212 4 10.0660874 0.04018366 0.0482864 -1.2759738
4.70121726 -3.3870689 4 1.97812242 0.04019418 0.02760459 -1.5321987
1.97315898 2.8961566 4 1.9072663 0.04020704 0.04428835 2.06749128
55.4867865 4.15236884 4 11.2936855 0.04022089 0.01423292 2.20908144
1.08865638 -2.9901094 4 1.44293992 0.04022856 0.04033376 -1.1342951
1.2120041 2.92453412 4 1.83225493 0.04023562 0.04304804 1.18673754

2.15317768 2.66505608 4 6.40957103 0.04024513 0.05609402 1.64378841
5.68899861 3.1278911 4 2.72365425 0.04027533 0.03525693 1.51071665
3.60799307 2.93825627 4 2.05242137 0.04028419 0.04246283 2.96478851
10.6061242 -2.6666026 4 19.3355132 0.04029413 0.05600373 -1.3331058
4.52117595 3.3819336 4 1.63476521 0.04030472 0.02773584 1.60641635
1.40429913 3.04398432 4 1.38407245 0.04032374 0.0382527 1.39403394
1.30865004 -2.8955239 4 2.90222675 0.04034182 0.04431648 -1.6526515
17.5311218 3.45000191 4 6.50920531 0.04034873 0.02605442 1.7385941
13.9246747 3.08973016 4 10.7156057 0.04035133 0.03658392 1.15243129
1.18483028 -2.9135552 4 1.70518255 0.04035803 0.04352303 -1.3403475
3.91053298 -2.6400608 4 10.2892782 0.04036926 0.05757671 -1.5993589
1.43615283 3.01387438 4 1.19473963 0.04040195 0.03939985 1.29590653
4.95436281 2.07280971 4 32.4138726 0.04042135 0.10688944 1.96637922
1.0559002 3.02393269 4 1.46472462 0.04044137 0.03901221 1.24721304

1.05842518 2.92162197 4 2.80407181 0.04044721 0.04317344 1.60835194
10.3288339 -2.8676593 4 15.0548442 0.0404476 0.045576 -1.2560693
1.7878905 3.14006034 4 1.1606888 0.04047318 0.03484571 1.45512461

2.64471764 -2.8610017 4 4.18248456 0.04048855 0.04588308 -1.2310311
5.03676279 3.17422695 4 2.39982406 0.0404947 0.033721 1.41966414
5.2252336 2.89569188 4 7.58113862 0.04050689 0.04430901 1.23944208

3.76823429 -3.0363691 4 2.30927218 0.04051858 0.03853909 -1.2927443
5.60072357 -2.7231416 4 10.6725052 0.04052673 0.0528153 -1.3649306
3.3428586 -3.2190627 4 1.4084969 0.04054439 0.03230927 -2.1453308

101.970751 3.2644675 4 61.0369231 0.04054807 0.03095012 1.306753
3.64891976 -2.6715994 4 7.07532538 0.04056849 0.05571318 -1.3197456



3.19277185 2.83172583 4 4.91045682 0.04057353 0.04726225 1.25283199
6.05951453 3.16069814 4 2.63429207 0.04059379 0.03416116 1.54127286
1.9743617 2.98879477 4 1.28431177 0.04059403 0.04038618 1.26530616

34.1861157 3.16176792 4 22.0001637 0.04060885 0.03412611 1.30955371
79.4971821 3.54499625 4 23.5753902 0.04061023 0.0239058 1.98058816
3.67833654 -2.8017807 4 5.84209374 0.04061167 0.04872305 -1.281956
10.7188446 2.77475936 4 16.3888251 0.04061265 0.05008633 1.24177597
5.84052047 3.27910004 4 2.56280092 0.0406507 0.03052657 1.49641412
1.63020495 -2.800398 4 3.56192232 0.0406835 0.04879175 -1.3977769
3.50111509 3.07561461 4 2.17743463 0.04068422 0.03708956 1.25259148
2.65378735 3.13887591 4 1.60189318 0.0407077 0.03488549 1.30178174
35.5436392 2.77324929 4 63.2572853 0.0407151 0.05016381 1.41101147
6.52485228 3.20254291 4 3.9611637 0.0407514 0.03282117 1.3114635
9.52981108 3.05766939 4 7.50320535 0.0407624 0.03774429 1.13452159
1.66202786 -1.4095187 4 166.382746 0.04076598 0.23148096 -4.0204851
2.59175652 2.52615927 4 7.53824193 0.04077389 0.06492948 1.55002739
25.3867148 3.24875448 4 17.2649875 0.04077891 0.0314127 1.19101211
1.98371697 -2.8052269 4 3.16759318 0.04078651 0.04855229 -1.23223
6.26685825 -3.3524918 4 1.52578484 0.04081874 0.02850279 -1.8767169
3.87260146 2.71252327 4 7.48529113 0.04082155 0.05339778 1.33812424
2.52033679 2.85393432 4 4.06008445 0.04084155 0.04621168 1.24553593
8.59816961 -3.5237421 4 1.4780715 0.04084682 0.02436764 -2.266147
55.236575 -4.2618044 4 9.63746198 0.04086103 0.01303486 -2.3243286

1.13066321 -2.9740291 4 1.18660606 0.04086129 0.04098038 -1.1324693
2.62901195 -3.0349014 4 1.12751697 0.04087502 0.03859458 -1.4672057
2.60087658 3.08472126 4 1.50741706 0.04089335 0.03676241 1.25483781
1.87823288 2.90715569 4 5.72899072 0.04090511 0.04380273 3.21765401
1.58202466 3.02921742 4 1.81611323 0.04091231 0.03881034 1.65706681
2.48794969 -3.0169354 4 2.11484919 0.04092865 0.0392814 -1.0693962
2.74964832 -3.2106887 4 1.27512959 0.04098546 0.03256757 -1.4875605
2.66852417 -2.7711328 4 6.3819034 0.04099941 0.05027265 -1.6760785
1.00937347 -2.9620773 4 1.35453415 0.04101676 0.04146884 -1.2100292
1.43201343 2.74098807 4 2.89952877 0.04103875 0.05185276 1.37040598
8.20707492 3.03499613 4 6.86808083 0.04108058 0.03859099 1.10115452
15.4556178 -3.1138764 4 10.402423 0.04108594 0.03573759 -1.2398479
1.09227846 2.74347946 4 4.57828588 0.04109269 0.05172001 1.93308012
15.6469636 3.22080167 4 9.31382267 0.04112869 0.03225594 1.3152442
1.29482947 2.94255199 4 1.31632561 0.04113108 0.04228154 1.25897192
152316.497 -3.57168 4 46340.2307 0.04114449 0.02334063 -1.9890967
1.52954579 -2.93606 4 2.1106426 0.04114518 0.04255587 -1.1921902
1.08739133 2.67711122 4 6.55679709 0.04115448 0.05539467 3.06790952
2.85634522 3.01484421 4 1.11677994 0.04115769 0.03936227 1.5476733
1.19303501 -2.9753579 4 1.25285685 0.04118555 0.04092649 -1.2770283
5.60435371 -3.1943195 4 1.90367725 0.04120206 0.03307954 -3.3946627
13.9400997 2.45592361 4 33.7749275 0.041205 0.06999762 1.45199001
46.1188927 3.39974841 4 25.0032552 0.04121676 0.02728365 1.33214192
4.08745825 3.13905551 4 2.40881567 0.04122218 0.03487945 1.31308568
7.52755361 -3.4554292 4 1.56937694 0.04122321 0.02592564 -2.5221977



2.43451485 -2.9849581 4 1.58428089 0.04125241 0.0405396 -1.261058
28.0983406 2.90839122 4 32.1217738 0.04125958 0.04374856 1.07866617
7.57084176 -3.1458208 4 4.00966121 0.04127603 0.03465303 -1.4675129
37.2069172 3.04532326 4 31.6367669 0.04129492 0.03820261 1.08664932
394.966539 -5.1317654 4 25.319499 0.04129621 0.00683014 -3.7926268
6.54467163 2.9903392 4 1.47703293 0.04129693 0.04032461 2.91794447
6.18956906 3.18948377 4 3.8199825 0.04129715 0.0332326 1.27010096

8.90231 -2.8608735 4 12.0031635 0.04131188 0.04588901 -1.1995692
1.84884567 -2.9103354 4 2.69670223 0.04132169 0.04366349 -1.2320039
1.05740523 -2.9593373 4 2.60510277 0.04135101 0.04158178 -1.5715154
3.03798844 3.08974882 4 1.08528173 0.0413526 0.03658325 1.57804526
15.878613 -2.8573474 4 19.7448872 0.04136861 0.04605265 -1.1200607

4.62355662 -3.3987248 4 1.27572961 0.04138754 0.02730939 -1.9757721
11.1685132 3.69264717 4 2.83834612 0.04140934 0.02097002 1.94959757
1.04608239 -2.8096837 4 2.36194462 0.04141231 0.04833249 -1.6369837
18.5246653 3.71399009 4 5.16140414 0.0414129 0.02058218 1.76755975
1.33136021 2.9712078 4 2.04815891 0.04142147 0.04109508 1.24560069
3.49569791 -3.0503867 4 2.71336107 0.04142384 0.03801386 -1.1206721
1.96609955 2.99566306 4 1.21529528 0.04143389 0.04011322 1.29846268
1.80849681 -2.9376527 4 2.19807085 0.0414432 0.04248837 -1.1301664
1.46211867 2.86144535 4 3.03809023 0.04145058 0.04586254 1.41564965
1.3405531 -2.7516715 4 4.23320147 0.04145584 0.05128627 -1.6757684

3.97226448 3.06698839 4 1.6436421 0.04148026 0.03740261 1.62235946
4.45806534 3.0398995 4 2.31238332 0.04153334 0.03840601 1.40981446
1.83146108 -2.9585358 4 1.11960448 0.04154096 0.04161489 -1.3113142
5.28374329 3.21938692 4 2.78861015 0.04154485 0.03229932 1.33196714
37.7740108 -4.5121127 4 3.96834545 0.04155538 0.01072273 -3.024778
12.9521771 3.32264636 4 5.95388537 0.04159186 0.02930603 1.54587744
5.84894395 2.85257606 4 8.03171234 0.04160231 0.04627515 1.1963898
18.4413272 3.13740202 4 10.7663557 0.04160652 0.03493506 1.35204242
1.44905211 -2.9703836 4 1.1590904 0.04161411 0.04112865 -1.2341965
146.022173 -3.3080253 4 75.4051527 0.04163172 0.02970929 -1.447182
5.35627447 3.27079616 4 2.6768812 0.04163458 0.03076609 1.37831968
1.18813041 2.86010652 4 3.03637596 0.04163972 0.04592455 1.7896188
146.028096 -5.553339 4 1.54907579 0.04165244 0.00514559 -9.6157797
146.028096 -5.553339 4 1.54907579 0.04165244 0.00514559 -9.6157797
146.028096 -5.553339 4 1.54907579 0.04165244 0.00514559 -9.6157797
1.40910812 2.93520067 4 1.20844172 0.0416589 0.04259233 1.27256094
3.33295335 2.78983728 4 5.61127097 0.04166116 0.04932024 1.30509447
1.79848626 1.81257826 4 26.0594982 0.04166616 0.14411468 2.51017337
3.88374857 3.17847553 4 1.50893745 0.04168258 0.03358415 1.53515624
440.361626 -5.5899957 4 4.82364569 0.04169485 0.00502457 -12.059156
2.2108643 2.86556482 4 3.01978863 0.04170815 0.04567235 1.14381818

2.07889492 -2.9283764 4 1.00275082 0.04171728 0.04288323 -1.4141003
3.10960601 3.21558536 4 2.46291522 0.04176498 0.03241624 2.82945046
2.85902195 2.89844002 4 3.29273728 0.04178401 0.04418702 1.0641855
2.4010659 3.03936574 4 1.07708771 0.04178437 0.0384261 1.41085408

1.94918089 -3.0114942 4 1.24734221 0.04178528 0.03949223 -1.2320441



27.9730707 2.81452487 4 41.1264435 0.04180048 0.04809504 1.24145593
3.40464118 -3.1937139 4 1.1444114 0.04181232 0.03309867 -1.8642485
1.86885884 -2.5774455 4 4.88999946 0.04181679 0.06149307 -3.1585409
1.1354552 -2.9961798 4 2.76837122 0.0418178 0.04009276 -1.8092205
1.4168201 2.64080382 4 4.10304224 0.04182318 0.05753199 2.00000479

20.4794352 3.44831622 4 9.34151353 0.0418368 0.02609457 1.41100797
3.52732497 2.91146898 4 1.22638866 0.04185135 0.04361398 2.12941316
1988.31752 -7.7714403 4 1.06723736 0.0418664 0.00147797 -36.963195
56.0368773 3.05540521 4 46.2986036 0.04187959 0.03782786 1.10709043
2.02740197 -2.9646067 4 1.62704911 0.04190016 0.04136491 -1.1400855
1.05890364 -2.8662344 4 1.88686463 0.04191546 0.04564152 -1.2679796
4.25185978 3.2978377 4 1.88122405 0.04191868 0.02999415 1.496461
2.07272955 -2.77852 4 4.14654275 0.04194196 0.04989397 -1.3649316
2.53370507 -3.0202338 4 1.18542313 0.04194464 0.03915424 -1.9304743
2.79935201 -2.7376399 4 5.66607404 0.04196002 0.05203179 -1.4887772
1.85215809 2.81147428 4 2.73718571 0.04201537 0.04824451 1.20645788
15.7992112 3.04282402 4 5.57405127 0.04204873 0.03829618 10.5582669
19.3197942 3.43163574 4 6.70822444 0.04205107 0.02649589 1.68968556
6.38893321 -3.4497247 4 2.14018582 0.04205769 0.02606102 -1.7152185
4.08071591 2.67618567 4 6.32721537 0.04205906 0.05544801 3.70554738
4.90485683 -3.1332021 4 2.16921238 0.04210509 0.03507676 -1.4793833
2.68843497 -2.7357793 4 4.6577425 0.04211817 0.05213158 -1.2489791
2.92597349 -3.0976882 4 1.33145861 0.04215924 0.03630241 -1.8163948
4.13538087 -2.5344327 4 9.92601179 0.04216317 0.06436055 -1.4241546
15.4974495 3.62334364 4 4.45107894 0.04218158 0.02229099 1.73676915
12.4328477 3.61938179 4 4.04743463 0.04219388 0.02236947 1.69515517
106250.895 -12.005221 4 21.1669276 0.0421943 0.00027596 -70.648464
3.69296755 3.02287393 4 1.80656609 0.04220993 0.03905281 1.50268971
4.16780644 -3.0213816 4 2.96810337 0.04221535 0.03911011 -1.2445113
13.2273356 -3.4757685 4 4.40719546 0.04223031 0.0254497 -1.8428092
1.10008608 2.87169102 4 2.28104217 0.04224346 0.04539121 1.6378654
1.2589733 -2.9674723 4 1.13017671 0.04225699 0.04124752 -1.2341208

1.35852285 -2.9282518 4 1.224599 0.04231919 0.04288857 -1.2389981
4.84113361 3.06580601 4 3.80797372 0.04233945 0.03744576 1.11924014
2.81156261 -2.71469 4 4.72854832 0.04235107 0.05327832 -1.2820939
1.12175412 2.69911584 4 2.61550321 0.04237442 0.05414389 1.64116515
1.73370736 2.94795163 4 2.94724061 0.04237707 0.04205495 2.31266614
3.09631374 2.74166792 4 5.66201872 0.04237833 0.0518165 1.3140146
2.54612466 -2.4621433 4 8.31727834 0.04237919 0.06953106 -1.5728141
1.25496005 2.85041732 4 1.90479593 0.04245893 0.04637623 1.2481461
1.24202495 -2.5678301 4 4.18240566 0.04246843 0.06212116 -1.6442005
2.30706529 -2.8920642 4 3.21946333 0.04249198 0.04447063 -1.2080349
12.1173085 2.79653151 4 15.396168 0.04251171 0.04898448 1.10549672
1.23788871 2.97457094 4 1.98210997 0.0425144 0.0409584 1.64797184
2.39814413 -2.9831894 4 1.56925843 0.04252019 0.04061055 -1.7245561
6.32142364 3.1514961 4 3.86239052 0.04254346 0.03446442 1.23200948
6.98726872 3.3482016 4 2.26283442 0.04256427 0.02861664 1.89972888
3.61019865 2.97100228 4 2.61619364 0.04256782 0.04110345 1.18800591



5.64731191 3.02256754 4 4.16603658 0.04258972 0.03906456 1.1878566
1.41576494 2.93025748 4 1.12150045 0.04260048 0.04280282 1.11309641
3.89513418 3.03444589 4 2.48790055 0.04261663 0.03861182 1.32421024
26.2784309 -4.1978169 4 1.59304326 0.04262178 0.01371989 -4.5978594
1.26639163 2.47039624 4 7.80424392 0.04262359 0.06891744 2.13902644
22.1954781 -3.1752648 4 11.8612565 0.04263452 0.03368751 -1.4152178
10.1401006 3.14023133 4 6.30369005 0.04263538 0.03483997 1.27843818
1.2111844 2.83669125 4 1.65747051 0.04264612 0.04702498 1.44999958

5.56571217 -2.8328093 4 2.65174853 0.04268209 0.04721036 -3.1443867
1.36975892 2.6744326 4 3.59034854 0.0426967 0.05554919 1.54380879
1.6090776 2.95769842 4 1.18306778 0.0427007 0.04164951 1.51147356

5.97750626 -3.1876643 4 3.05043753 0.04271913 0.03329041 -1.3502038
1.02150718 -2.6192885 4 3.12879562 0.04272389 0.05884328 -1.6331026
2.74635071 2.97369971 4 1.17435958 0.04273579 0.04099375 1.77209845
17.6308161 2.65460811 4 28.1243126 0.04274859 0.05670837 1.22645839
17.6308161 2.65460811 4 28.1243126 0.04274859 0.05670837 1.22645839
20.3270548 -3.4538683 4 5.74874986 0.04277392 0.0259626 -2.1195994
1.54752977 -2.8582217 4 2.78729526 0.04278952 0.04601201 -1.4251841
31.6856042 3.85813051 4 2.30632156 0.04279876 0.01817617 4.17970791
1.85813345 2.94169936 4 1.59099093 0.04281854 0.04231745 1.10122274
13.2149299 3.25227973 4 5.06315997 0.04283467 0.03130821 1.7523719
60.2419846 -3.6498455 4 21.4714793 0.04283735 0.02177444 -1.5807103
8.01621044 -3.2717969 4 3.37871101 0.04285163 0.0307371 -1.5829498
2040.5533 -4.1784118 4 228.571302 0.04286088 0.01393616 -3.4586475

6.14059763 3.11856102 4 3.28256667 0.04286824 0.03557607 1.35832002
1.64932284 -3.0347052 4 1.27924259 0.0428768 0.038602 -1.4676779
36.0510142 3.17545 4 18.9589901 0.04288844 0.03368154 1.45060493
15.6971431 3.13869583 4 11.3793922 0.0428992 0.03489154 1.15775516
14954.9599 7.67042547 4 86.3381877 0.04291074 0.0015531 13.62065
15.4544055 4.00723474 4 2.17036125 0.04291577 0.01603338 2.5407315
2.1016214 -2.7010245 4 1.97707495 0.04295134 0.05403695 -1.9368597

1.36077817 -2.7754137 4 1.77694051 0.04295947 0.0500528 -1.5281512
1.24887876 -2.7897105 4 4.92238518 0.04297751 0.04932663 -2.530255
2.74304006 -2.6864537 4 4.78412833 0.04298014 0.0548596 -1.3006574
37.8534786 -2.6017518 4 63.9053671 0.04299524 0.05993754 -1.2440983

1.364624 2.91124153 4 1.99764733 0.0430222 0.04362391 1.20052472
7.79528613 3.12617139 4 4.5364023 0.04303955 0.0353155 1.31096852
5.37539916 -3.2724028 4 2.48785031 0.04304704 0.03071957 -1.4218015
2.32205545 2.75771354 4 4.76838776 0.04305336 0.05096907 1.40358964
1542.94166 -7.8424296 4 1.09293366 0.04305605 0.00142784 -44.062181
31.3331559 -4.1989788 4 4.74820871 0.04305699 0.01370707 -2.5515195
753.77047 -4.6582931 4 77.3866454 0.0430636 0.00960179 -3.1005672

1.09076072 2.91784214 4 1.73492289 0.04311312 0.04333684 1.32487733
44.4430885 3.18009652 4 24.2155981 0.04311549 0.03353211 1.43809988
4.78923631 3.08229929 4 2.8294818 0.04314475 0.03684909 1.26866731
1.98830489 2.85218487 4 2.46302878 0.04314996 0.04629345 1.1085697
3.89706077 -2.7629061 4 5.76276369 0.04316744 0.05069827 -1.175232
2.61190814 2.94471093 4 1.92019717 0.04316765 0.04219077 1.17317392



1.46069799 -2.8931781 4 2.56521308 0.04324216 0.04442093 -1.3256161
1.47117363 2.93063456 4 1.22793323 0.043256 0.04278672 1.12086531
19.0964185 -3.2054231 4 11.9554231 0.04326295 0.03273124 -1.2212341
1.66763742 2.87904074 4 2.32813041 0.04327365 0.04505657 1.24145872
7.29019702 3.07022931 4 4.36073668 0.04328922 0.03728464 1.3193183
1.12656002 2.67632531 4 3.1055615 0.04329773 0.05543996 1.51317774
10.6609411 3.11035371 4 7.26669686 0.04330447 0.03585961 1.22298789
1.86182153 2.85347224 4 2.75940299 0.04330692 0.04623326 1.28203182
2.58616981 -2.970016 4 1.07062654 0.04331212 0.04114364 -1.5823926
13.7334146 -2.1239926 4 58.7780695 0.0433182 0.10088754 -1.7632083
7.09829783 -2.7849265 4 9.72012947 0.04332078 0.04956825 -1.1609568
3.06009389 3.07726036 4 1.89782851 0.0433231 0.03703019 1.26908212
1.88721249 2.90427111 4 1.036362 0.04334846 0.04392948 1.41594667
1.07575291 2.89620108 4 1.22079265 0.043368 0.04428637 1.13106668
1.36043655 2.91955761 4 2.22682356 0.04337441 0.04326259 1.29275951
91.9051484 -4.3260702 4 11.7464569 0.04339656 0.01238799 -2.6514421
6.88208521 3.43557988 4 1.06520299 0.04344026 0.02640034 3.09596031
92.2220696 -2.8194811 4 114.152616 0.04344729 0.04785335 -1.1266306
3.85434349 2.86249667 4 5.30236727 0.04346043 0.04581391 1.19103692
10.988036 -3.3169675 4 5.53760062 0.04347931 0.02946188 -1.3811722
5.861569 3.51826308 4 2.1885003 0.04350231 0.02448842 3.61176258

2.19550073 2.98767751 4 4.08277072 0.04350288 0.04043078 2.96496694
3.67841022 -2.5884098 4 7.53170773 0.04352269 0.06078573 -1.337105
1.94101295 3.11507614 4 1.67582544 0.04353078 0.03569614 1.8293522
1.12575496 -2.8875853 4 1.34554675 0.0435773 0.04467114 -1.27482
1.65200154 2.69439429 4 4.44862139 0.04360701 0.05440951 1.77823665
4.66277927 -2.5675081 4 9.13615546 0.04362737 0.06214233 -1.3374768
1.11141163 -2.9137461 4 1.38560755 0.04364878 0.04351472 -1.2297966
1.22889809 -2.7732671 4 2.07142209 0.04365919 0.0501629 -1.5762401
1.15275384 2.90850209 4 1.76225703 0.04366041 0.04374371 1.54798654
109.759155 3.28496437 4 62.5246951 0.04367173 0.03035875 1.29061708
14.3420203 3.01505065 4 10.1307561 0.04367658 0.03935428 1.22731392
1.33250192 2.87866146 4 2.43707577 0.04367929 0.04507377 1.41125552
2.84263823 2.95886395 4 2.05999792 0.04368289 0.04160133 1.17808119
16.4355554 2.67739993 4 29.3143184 0.04368935 0.05537805 1.38572017
3.70251001 -2.9577078 4 2.35109381 0.04371531 0.04164912 -1.2673046
1903.06825 -2.5942421 4 3861.5279 0.04372358 0.06041327 -1.4476025
1.52453101 -2.8393999 4 2.59756627 0.04376016 0.04689612 -1.3739571
1.3856681 2.63742974 4 6.80756357 0.04376143 0.05773539 3.69458766

1.10897139 2.88274544 4 2.54698538 0.04377223 0.04488898 1.54025771
1.24038305 2.90328969 4 1.41141491 0.04378382 0.0439727 1.41343926
2.03209464 2.78295378 4 1.30332899 0.04378988 0.04966829 1.61174043
2.76643393 2.62406124 4 5.84108604 0.04379711 0.05854946 1.425054
21.4647539 3.60339562 4 5.83438299 0.04380546 0.02268947 1.84768709
7.15643956 -3.2762061 4 2.17499086 0.04382741 0.03060979 -1.720407
10.9345782 2.53495051 4 24.5823753 0.04382779 0.06432513 1.48088426
2.37985521 2.96977983 4 1.88665514 0.04384354 0.04115327 1.13575126
22.3691307 -2.4447838 4 89.6009433 0.04387267 0.07084218 -2.1453929



2.76397991 2.93684468 4 1.44648315 0.04388052 0.0425226 1.4465275
1.97817428 -2.7984138 4 3.02459134 0.04388251 0.04889055 -1.1947664
3.00933412 -3.0162012 4 1.15406671 0.04391315 0.03930977 -1.6687342
1.13123658 -2.9226676 4 1.01438297 0.04392312 0.04312836 -1.0668831
3.89127337 2.6056626 4 7.1160752 0.04393104 0.05969151 1.30977427
4.93317763 -3.1362157 4 2.20165358 0.04394081 0.03497501 -1.5671386
1.44231253 -2.9691493 4 1.41922427 0.0440087 0.041179 -1.3967819
6.06354151 1.84259197 4 65.1948602 0.04402502 0.13917948 2.24912938
1.59976774 -2.5944997 4 2.46606663 0.04405334 0.06039688 -1.8913751
7.63064361 -3.486509 4 2.49292009 0.04408067 0.02520256 -1.7241823
3.69429391 -3.0743968 4 1.05493776 0.04408418 0.03713357 -1.7183128
6.41183468 3.09733357 4 3.5059389 0.04409165 0.0363149 1.35288181
1.81090393 -2.6584006 4 5.75839612 0.04410674 0.05648447 -1.8225636
2.3995414 -3.1055817 4 1.13214299 0.04411669 0.0360257 -1.4664714

21.3953892 -3.9778223 4 3.16690312 0.04412624 0.01643096 -2.5814148
168.030202 -3.3997175 4 62.5856305 0.0441434 0.02728443 -1.728159
41.7709583 1.88100132 4 33.9723022 0.04414608 0.13312709 12.4084206
1.96116134 2.89547904 4 1.05514262 0.0441521 0.04431847 1.40274453
1.68382748 2.78546841 4 2.50884357 0.04415229 0.04954081 1.20014388
1.11778233 2.89433094 4 1.51896065 0.04417454 0.04436956 1.27865731
9.42759924 3.02410116 4 6.81306577 0.0441902 0.03900576 1.19953657
3.23533873 -3.0463331 4 1.16358466 0.04419121 0.03816488 -1.9028502
7.47032119 2.97467752 4 5.57135116 0.04419174 0.04095407 1.17315264
1.84906674 2.79927456 4 3.31502849 0.0441945 0.04884766 1.45016276
1.01659417 2.89123476 4 2.767117 0.04420193 0.04450769 1.7824423
1.73745892 2.6674081 4 3.85536632 0.04421625 0.05595678 1.37038821
1.87553014 2.86678099 4 2.39279367 0.04425009 0.04561638 1.16938042
207.743139 3.60527096 4 69.8621026 0.04427529 0.02265165 1.73786903
1.11605156 2.68511235 4 2.13902633 0.04431142 0.05493606 1.50735962
5.37213579 -3.107162 4 3.06995958 0.04432705 0.0359706 -1.2871907
3.18895387 3.00557971 4 2.34491734 0.04433334 0.03972291 1.17143104
8.12695648 -3.2121331 4 3.53981947 0.0443369 0.03252285 -1.6212673
10.5018043 -3.2286049 4 4.29396355 0.04433903 0.03201788 -1.5812878
48.3967588 -3.7511823 4 9.79720947 0.04434667 0.01992663 -2.2920263
1.16199229 2.63392539 4 8.95223252 0.04438066 0.05794752 3.05569809
1.74825458 2.40613921 4 6.05562129 0.04438505 0.07386308 1.67516479
4.00690772 3.01714457 4 2.82062149 0.04440212 0.03927333 1.15577067
2.2635405 2.82306313 4 1.50235187 0.04440422 0.04767955 1.7745332
28.324781 -1.9980557 4 150.928325 0.04441819 0.11637461 -1.8473018

1.51836081 -2.9389699 4 1.41748189 0.04442682 0.04243265 -1.4206981
1.23624837 -2.8356995 4 1.72034659 0.04442752 0.04707226 -1.1514309
29.9389419 -2.7971286 4 39.9430208 0.04444068 0.04895466 -1.1808001
1.18419056 -2.8266683 4 1.8969115 0.04446996 0.04750537 -1.2405761
3.12345359 -2.5697915 4 6.29588852 0.04447168 0.06199245 -1.3780315
3.12345359 -2.5697915 4 6.29588852 0.04447168 0.06199245 -1.3780315
120.042617 3.10761569 4 83.1540233 0.04447434 0.0359548 1.19370088
8.64501362 -3.0630174 4 3.95790838 0.04448127 0.03754776 -1.5367712
1.62555049 -2.9187251 4 1.17603133 0.04448229 0.0432986 -1.1601353



14.3922811 3.06864459 4 9.63870497 0.04449066 0.03734227 1.21557451
1.44981537 -2.9680384 4 1.52973684 0.04449802 0.04122437 -1.4608669
7.45394042 -3.0453762 4 2.99530025 0.04450556 0.03820063 -1.6348675
1.00381112 -2.7899834 4 1.64486365 0.04453768 0.04931288 -1.2575748
1.04442838 2.83820559 4 1.51559724 0.0445417 0.04695289 1.23692208
5.22328997 3.27293066 4 2.23191855 0.04454759 0.03070431 1.5306789
2.34641984 -3.0233048 4 1.20827248 0.04458657 0.03903628 -1.3861487
7.72659326 3.14764989 4 4.50575448 0.04460574 0.03459211 1.32678968
235.038866 -5.9916958 4 2.75217168 0.04462876 0.00390229 -8.3702555
2.12648768 2.97030976 4 1.35097431 0.04465 0.04113166 1.30037097
27.1998064 3.82743862 4 7.08540493 0.04465803 0.01865897 1.89423835
21.308923 3.07750459 4 15.6109956 0.04469064 0.03702139 1.14744165

4.88232113 -3.1923425 4 2.43649516 0.04470269 0.03314202 -1.3810113
18.9999789 3.08035181 4 14.0771918 0.04471762 0.03691896 1.14402545
1.1765398 2.83450985 4 1.23808837 0.04472011 0.04712905 1.20931496

22.7276836 -2.3019188 4 11.8288249 0.04472092 0.08276418 -8.0588432
1.98074978 -2.9251019 4 1.35912845 0.04472514 0.04302364 -1.5552438
2.74595653 2.96060895 4 1.46682582 0.04473157 0.04152932 1.36056466
5.72597658 -3.1191339 4 1.63279298 0.04473688 0.03555637 -1.813501
1.1439198 -2.8200456 4 1.67036076 0.04476549 0.04782591 -1.3091864
4.6435731 -2.7691099 4 6.23040708 0.04476748 0.05037692 -1.1365362

2.84718024 2.98510982 4 1.98476582 0.04478089 0.04053352 1.1933444
1.10987297 -2.8559851 4 1.82211087 0.04478217 0.04611605 -1.4867527
2.85642814 -2.7369061 4 4.39154068 0.04478583 0.05207112 -1.2553822
1.04452647 2.83073273 4 2.26513276 0.04480435 0.04730988 1.52103191
34.0182724 -3.492866 4 5.74651033 0.04481402 0.02505763 -2.6735212
3.84233623 3.0830795 4 1.98793641 0.04481538 0.03682114 1.31138043
1.36859343 2.7346651 4 2.69204919 0.04486536 0.05219145 1.69584167
6.9367143 2.52514935 4 14.3104182 0.0448941 0.06499933 1.34305709

2.55935697 -3.0945541 4 1.16583594 0.04489848 0.03641297 -1.7070291
7.26344149 3.17606367 4 3.46740655 0.04491143 0.03366176 1.42322633
6.98696894 -2.7831649 4 9.7523382 0.04491764 0.04965757 -1.2102951
3.08437577 -2.9652482 4 1.56230884 0.04492951 0.04133859 -1.3693925

6.171326 2.8172124 4 7.72587619 0.04493239 0.04796381 1.15040291
1.72750741 2.87013297 4 1.13350171 0.04493484 0.04546252 1.26968367
4.65592037 3.14181269 4 1.86001739 0.04495655 0.03478696 1.48143044
22.9109731 -3.8400386 4 4.37969289 0.04500125 0.01845893 -2.0630404
7.32622511 -3.0630158 4 3.87721151 0.04501896 0.03754782 -1.4282338
1.36660073 2.85776786 4 1.81140335 0.04503461 0.0460331 1.47687887
5.82697784 3.01539528 4 3.41672689 0.04503728 0.03934094 1.40063629
4.05827472 -2.8598362 4 4.51666557 0.04505359 0.04593708 -1.0647378
1.43967503 2.76059141 4 1.69039015 0.04505708 0.05081878 1.48577755
21.9688561 3.08722766 4 15.4801656 0.04507255 0.03667297 1.16371723
3.83984148 -2.4881315 4 20.3974756 0.04508054 0.06761954 -2.3628886
25.698857 3.59297572 4 9.09695129 0.04508066 0.02290099 1.62492372

36.5248728 3.33062506 4 18.8046729 0.04509383 0.0290887 1.36213553
1.3547603 2.85945154 4 1.91395902 0.04513965 0.04595492 1.17610757
3.2965572 -2.7886085 4 4.89231694 0.04514462 0.04938216 -1.2678483



2.97463134 2.94235369 4 1.94124839 0.04514477 0.04228989 1.31073217
1.60030732 2.93065169 4 1.00139769 0.04516247 0.04278599 1.24313286
2.43670811 3.07166479 4 1.18398326 0.04516312 0.03723252 1.45892346
2.13042123 2.75305602 4 3.35039563 0.04518379 0.05121339 1.29243817
3.58104256 3.0350831 4 5.42246345 0.04522008 0.0385877 4.32795593
3.57919051 -3.0992106 4 1.42646411 0.04522036 0.03624885 -1.463307
7581.75708 -7.708076 4 55.4931036 0.04522964 0.00152455 -10.753231
3.21727879 3.06432527 4 1.37642098 0.04524906 0.03749988 1.50721095
12.7535309 -2.676451 4 18.8153318 0.04525023 0.05543271 -1.1840349

3.837566 2.91305042 4 3.06891848 0.04525204 0.04354502 1.14395192
1.34216792 2.49471757 4 4.22217311 0.04526493 0.06714467 1.66580538
3.82608133 3.05279038 4 2.53821113 0.04531414 0.03792464 1.21993002
1.18058404 2.58257532 4 2.83051744 0.04531654 0.06116096 1.75128706
1134.37371 -7.7908735 4 1.69119894 0.0453202 0.00146403 -27.407475
5.30759896 -2.6572942 4 8.63197568 0.0453293 0.05654969 -1.2687976
1.07842588 -2.7927013 4 1.73589154 0.04532931 0.04917626 -1.4175425
1.38577602 2.80977916 4 2.43779438 0.0453671 0.0483278 1.40378996
502.531133 7.31363018 4 2.41276327 0.04537539 0.00185926 14.346235
5.69486212 -2.9555828 4 4.68812327 0.04538647 0.04173712 -1.0849456
2.51930392 2.53212854 4 6.1143125 0.04538873 0.06451842 4.21496632
19.4779708 3.05590488 4 11.12459 0.04539574 0.0378094 1.41235126
1.33479725 2.74607661 4 2.60068009 0.04540263 0.05158205 1.45328828
2.08055106 3.00736491 4 1.01096638 0.04541648 0.03965311 1.44438251
7.65648343 3.01762637 4 4.37325908 0.04545541 0.03925473 1.40923336
1.8153219 -2.8698588 4 1.13628729 0.04547509 0.04547508 -1.370173

1.30791732 -2.7076507 4 3.74626125 0.04550374 0.05366755 -1.9130467
4.78853885 -3.1560509 4 2.49117654 0.04550513 0.03431392 -1.3672304
7.09504217 3.35419494 4 1.93677184 0.04552735 0.02845775 3.3069781
64.0403954 -3.9792073 4 13.9829575 0.04553734 0.01641198 -2.0133679
3.35891365 2.34771772 4 41.447983 0.04557643 0.07871137 3.26674246
1.0056932 2.70579629 4 2.19796134 0.04558879 0.05377064 1.45534086

1.31165548 -2.9355648 4 1.73573728 0.04560226 0.04257688 -1.5672718
5.39331662 3.09036769 4 3.08881289 0.04563524 0.03656127 1.26494421
1.42983116 2.93359992 4 1.06627953 0.04565667 0.04266036 1.23049388
7.39112349 3.44207496 4 2.08082799 0.04566973 0.02624388 1.79449571
22.5886528 3.45868194 4 8.2843261 0.04571849 0.02584882 1.61679074
1.71973433 -3.0014879 4 1.29439847 0.04572505 0.03988341 -1.5058661
3.25569671 2.87594997 4 3.10488651 0.0457258 0.04519695 1.02950411
14.8071717 -3.620593 4 2.43812627 0.04572886 0.02234544 -2.5115412
2.63860337 3.02131421 4 1.11578488 0.04573045 0.0391127 1.62418469
1.38165668 -2.7487772 4 2.20843195 0.04574366 0.05143903 -1.2250637
1.16620544 2.84365443 4 1.97225172 0.04574652 0.04669456 1.46144917
2.30942674 3.01407657 4 1.04385304 0.04576256 0.03939201 1.63856822
1.02987023 -2.8343115 4 1.58269644 0.04582552 0.04713852 -1.1996887
3.89885871 -3.0869008 4 2.09653772 0.04583051 0.03668462 -1.3207506
2.96303521 2.79697999 4 3.98789309 0.04583374 0.04896208 1.17890754
54.7808227 4.25620843 4 8.30223327 0.04583441 0.0130931 2.47658422
3.84176712 3.08045164 4 2.54691257 0.04585436 0.03691537 3.44732709



1.15841371 2.64140487 4 2.41447018 0.04587713 0.05749585 1.41367605
1.22539161 2.80338283 4 1.93128083 0.04593393 0.04864358 1.22296177
6.5872076 3.14099381 4 3.65263888 0.04596114 0.0348144 1.30050404

8.87959343 3.1758167 4 3.65499365 0.0460066 0.03366971 1.70211941
58.9912014 3.11690833 4 35.4001964 0.04602863 0.03563295 1.29680078
2.77483096 2.93675954 4 1.61719437 0.04604145 0.04252621 1.27413384
5.60921377 -2.7137133 4 9.24301069 0.04604537 0.05333213 -1.2991164
1.18644361 -2.8988555 4 1.87170165 0.04605464 0.04416861 -1.4852523
4.04662745 3.15292683 4 1.83444158 0.04606728 0.03441706 1.5034489
6.5262321 3.06583466 4 3.67782071 0.04606902 0.03744472 1.39358074

4.02101372 3.0107526 4 2.61697983 0.04611164 0.03952107 1.23442893
12.1246981 3.03434467 4 9.01694682 0.04614388 0.03861565 1.14243403
4.72986274 3.16272186 4 1.70619216 0.04618164 0.03409489 1.52704369
287.349029 -2.3702068 4 27.6770129 0.04620256 0.07680363 -29.006136
11.0305579 -3.4972507 4 1.97308356 0.04621452 0.02495824 -2.3896122
5.03332024 2.94340332 4 3.53539134 0.04621996 0.04224572 1.25007429
1.52450053 -2.9478924 4 1.01461159 0.04625408 0.04205743 -1.2430986
3.15630795 -2.8390919 4 3.54258242 0.04627708 0.04691076 -1.0663808
10.557197 3.0318972 4 6.63981024 0.04627904 0.03870844 1.30857789

13.8196713 3.07723381 4 9.14386352 0.04628785 0.03703115 1.19501743
1.09218949 2.7797719 4 1.38949604 0.04632109 0.04983013 1.21978477
3.13421126 2.95528075 4 2.16597741 0.0463281 0.04174965 1.1765376
4.07102301 2.60654421 4 6.67120138 0.04633006 0.0596362 1.24191176
120.533212 -3.2675015 4 42.351278 0.04633888 0.03086173 -1.8536327
2.76779946 2.88695847 4 2.04368933 0.0463575 0.04469928 1.16777374
53.6111569 2.65826879 4 96.513369 0.04638304 0.05649224 1.3958745
18.3346515 2.14680281 4 93.4660038 0.04639326 0.09833378 2.04391337

1.146757 2.86361541 4 1.56469878 0.04641913 0.04576224 1.19124857
15.4769804 -2.716996 4 23.7868556 0.04643756 0.05315152 -1.2697155
1.22982562 2.79220664 4 2.29204322 0.04644713 0.0492011 1.50261669
7.33073847 3.26083268 4 2.38820967 0.04646483 0.03105641 3.50058144
3.25521169 -2.7478598 4 4.78438249 0.04646671 0.05148756 -1.2028794
2.54344773 -2.7381403 4 4.66439799 0.04647867 0.05200499 -1.4565044
34.3417377 3.26480959 4 11.6061543 0.04647954 0.03094014 1.83297
6.90161766 3.36167885 4 2.08126058 0.0465029 0.02826081 1.79333873
1.7969683 2.92660652 4 1.11084748 0.04651266 0.04295905 1.51217026

1.30365687 2.82467927 4 1.6889808 0.04652825 0.04760137 1.39737685
1.61614768 -2.7478962 4 3.11062338 0.04655005 0.05148564 -1.4199112
7.07063318 2.92084213 4 5.28010083 0.04655042 0.04320709 1.18122067
5.73444004 -2.9005196 4 4.61009401 0.0465603 0.04409497 -1.1434162
1.33259011 2.70695132 4 1.75940729 0.04657177 0.0537064 1.52946343
102.103173 4.38740694 4 12.1874315 0.04664953 0.01180646 2.66251503
3.42437543 -2.6455733 4 6.30908577 0.04665262 0.05724588 -1.3472865
1.26312984 2.74166211 4 2.6723477 0.04666477 0.05181681 1.40566774
1.72965149 2.7176381 4 3.49079132 0.04668599 0.05311628 1.37156613
1.19653827 2.7172632 4 2.39472965 0.04670249 0.05313685 1.44972837
61.4893626 -2.596253 4 95.4474762 0.04670414 0.06028546 -1.2117378
6.67772974 2.97329521 4 4.890728 0.04672605 0.04101018 1.172351



7.64707656 -2.652332 4 12.4622299 0.04673043 0.05684323 -1.3041892
17.3700015 -2.6563336 4 24.8091011 0.04677042 0.05660638 -1.1879733
36.787485 3.62713067 4 11.4209792 0.04678236 0.02221629 1.69429673

5.30437654 3.08729814 4 2.7285761 0.04678465 0.03667046 1.35596755
3.44475751 -3.0465961 4 2.05800846 0.04679567 0.03815506 -1.2800599
1.46600652 2.88115179 4 1.02820983 0.0467969 0.04496099 1.17104639
4.53501664 3.01968225 4 3.01124733 0.04682606 0.03917547 1.20864533
6.67599538 2.90288456 4 5.239871 0.04683236 0.04399056 1.14148298
1.66024116 2.82866023 4 1.25571589 0.04683542 0.04740944 1.16146101
7.19443435 -3.1849851 4 3.76355398 0.04683638 0.03337574 -1.3534857
1.49288281 2.8518822 4 1.38542418 0.04687421 0.04630761 1.50718585
3.29817312 2.91669147 4 1.95054131 0.04687947 0.04338672 1.30664983
3226.65177 -8.7686488 4 3.41614522 0.04688346 0.00093255 -31.079899
1.43351512 2.82330422 4 1.29132001 0.04688551 0.04766788 1.42466888
1.39713924 2.6915989 4 4.21288904 0.04689414 0.05456747 1.68934273
8.73964347 3.0850214 4 5.13487075 0.04689665 0.03675169 1.26658186
17.4862456 3.3789395 4 6.77933084 0.04690157 0.02781271 1.51316197
7.19267573 -2.907616 4 6.12663214 0.04691469 0.04378254 -1.0850771
8.02030069 -2.9425083 4 5.62923541 0.04691817 0.04228338 -1.2164022
2.01886629 -2.7891323 4 2.98752447 0.04692213 0.04935576 -1.2656636
3.64586972 2.62860233 4 6.03988906 0.04697027 0.05827146 1.2513166
5.4358992 3.01772252 4 2.78112472 0.04697292 0.03925101 1.37183844

2.50931563 2.93559546 4 1.67678302 0.04697537 0.04257558 1.21535266
7.82343158 2.55131188 4 14.7844477 0.04700046 0.06321741 1.37118965
2.21981789 2.94104359 4 1.5839719 0.04700393 0.0423451 1.73592493
1.17841876 2.78190239 4 1.38802481 0.04700506 0.0497217 1.32174764
1.09567111 -2.8111144 4 2.17229191 0.04700638 0.04826218 -1.5245173
34.9586291 1.98523346 4 179.694505 0.04701532 0.11809249 1.79212878
1.18063868 2.7105087 4 2.45860831 0.04702101 0.05350913 1.3423919
1.10866237 2.81705407 4 1.86233643 0.04703084 0.04797153 1.38600347
6.34739723 3.09902279 4 2.27617204 0.04704261 0.03625545 1.6205639
14.3546931 2.39075716 4 32.3750411 0.0470605 0.07510598 1.38332578
33.0734747 3.81656405 4 7.49461314 0.04710889 0.01883372 1.96091586
11.9194718 1.81212802 4 95.7019578 0.0471854 0.14419013 2.04203611
6.42147037 -3.2733541 4 1.08726131 0.04719765 0.03069207 -2.1487895
3.46610069 -2.7298904 4 4.77321479 0.04720125 0.0524489 -1.1664295
33.1522546 -3.322856 4 15.3280252 0.04720921 0.02930029 -1.3943563
1.37461781 -2.8937291 4 1.4817781 0.04721546 0.04439637 -1.3972568
11.8605494 3.21562426 4 6.10525632 0.04724342 0.03241504 1.37497894
11966.2974 -7.2124159 4 19.8503566 0.0472444 0.0019594 -33.910278
4.97550734 -2.9385178 4 3.4318354 0.04727389 0.04245177 -1.2550951
3.11017547 2.87362015 4 2.12484916 0.04728031 0.04530309 1.22944944
1.05786547 -2.7693786 4 2.14129024 0.04730257 0.05036305 -1.3881835
21.0222092 3.29537005 4 10.2614263 0.04730869 0.03006364 1.38790106
3.27802716 2.6302716 4 5.18279085 0.04730935 0.05816965 1.22997113
1.72419723 2.21643859 4 6.25886815 0.04731572 0.09097189 2.57159794
7.13430134 2.68584077 4 12.9149152 0.04732723 0.05489452 1.41512269
2.12325298 2.78949366 4 3.78037944 0.04733192 0.04933755 1.36137955



11.0363355 3.00106939 4 7.15094558 0.04733526 0.03989987 1.26194406
2.96730284 -3.0089178 4 1.79774022 0.04735822 0.03959252 -1.2697684
12.0452756 3.19516489 4 5.93624708 0.04735937 0.03305287 1.37567117
7.69415544 3.13647944 4 4.07594073 0.04737514 0.03496613 1.31890247
1.85824388 2.83620419 4 1.21814868 0.04740184 0.04704819 1.21319882
9019.00302 -8.8660256 4 1.14845733 0.04741359 0.00089386 -93.464654
3.60348312 2.70971228 4 3.27196399 0.04742257 0.05355322 2.68702639
1.76237773 2.52606428 4 6.18973637 0.04744641 0.06493605 2.99973246
22.3389373 2.93321088 4 17.6706134 0.04748612 0.04267691 1.13261235
2.50085545 2.67210525 4 4.01223784 0.04749313 0.05568385 1.22310719
4.40118327 3.0530691 4 2.07074737 0.04751648 0.03791431 1.53858694
1.10881019 2.84189575 4 1.12963157 0.04752286 0.04677776 1.14181318
1.85701257 2.74324935 4 3.20238703 0.04754671 0.05173226 2.23396811
4.17373282 -3.2513649 4 1.06231489 0.04754754 0.03133529 -2.0326121
35.8794874 3.05592281 4 17.9788128 0.0475489 0.03780873 1.4931911
8.18706896 2.57438505 4 12.789945 0.04754899 0.06169219 1.21337633
2.75992176 3.0092204 4 1.32731444 0.04755857 0.03958073 1.82335505
3.17047457 2.99152716 4 1.61023972 0.04759413 0.04027733 1.39257814
5.34075346 -3.1589934 4 2.0903572 0.04759951 0.0342171 -1.6263189
110.541025 3.45316329 4 34.8375427 0.04760766 0.02597931 1.81030492
1.00411781 -2.3523517 4 6.66149025 0.04762951 0.07831394 -2.0672408
1.6745175 2.86992503 4 1.17851101 0.04763282 0.04547205 1.3392271

16.1539901 -2.9415193 4 10.6613343 0.04767359 0.04232504 -1.2788207
2.75813683 2.8396266 4 1.59662443 0.04771298 0.04688536 1.34127574
2.89842142 -2.6883807 4 2.90640313 0.04772828 0.05474998 -2.3283274
9.1726617 2.64009971 4 18.5846228 0.04773368 0.05757437 1.52914309

1.28185001 -2.8093375 4 1.22178623 0.04774985 0.04834952 -1.2274824
2.32199119 -2.5272929 4 4.66231399 0.04775849 0.06485119 -1.3664903
12.1152504 -3.6944356 4 2.12663928 0.04778562 0.02093719 -2.4092693
10.6033862 2.89819405 4 8.1650894 0.04778849 0.04419792 1.18182053
6.42456373 2.92647173 4 4.38887929 0.04781967 0.04296484 1.22392597
1.26945628 2.50427251 4 3.55218788 0.04783712 0.06646249 1.60691136
1.07093688 -2.7516989 4 2.07053779 0.04784144 0.05128483 -1.340853
4.10843197 2.72138766 4 7.19515512 0.04784293 0.052911 1.35577352
1.12297205 2.78799398 4 1.72408951 0.04786035 0.04941317 1.27582268

6.290156 3.22971812 4 1.95712144 0.04787442 0.03198409 1.63164595
1.76542741 2.78037135 4 1.13846778 0.04788488 0.04979959 1.24575416
1.23025325 2.68023481 4 6.43622609 0.04788752 0.05521511 2.36447893
1.7215529 2.46895956 4 13.325638 0.04790711 0.06902381 3.19056466

1.46677542 2.77943655 4 2.46160982 0.04800536 0.04984722 1.28127619
7.03983147 -3.1960389 4 2.8371464 0.04801003 0.03302533 -1.4768673
2.12467108 2.87628001 4 1.4904893 0.04802655 0.04518193 1.23437955
6.80445193 2.95655079 4 5.00925314 0.04803153 0.04169701 1.15028872
1.50178621 2.81108129 4 1.24159832 0.04806345 0.0482638 1.32849001
9.29347773 -2.6110376 4 17.9897978 0.04806876 0.05935524 -1.422425
4.7604735 2.42316971 4 11.368677 0.04817005 0.07251411 1.41993223

17.2776088 -3.1761667 4 9.57435496 0.04817681 0.03365844 -1.3104117
3.15727044 2.96829949 4 1.0845072 0.04819748 0.0412137 1.66450991



1.32083563 -2.2215494 4 6.32408656 0.04820756 0.09045629 -1.9243423
2.52294485 -2.9209862 4 1.36114073 0.04825491 0.04320087 -1.3002445
2.69745038 2.91558454 4 1.29831589 0.04825533 0.04343478 1.69420451
9.46518173 -2.6723198 4 13.3870005 0.04827262 0.05567142 -1.2112642
1.15912769 2.78364216 4 1.77673067 0.04829428 0.04963335 1.60974095
1.63108411 2.86199645 4 1.14814474 0.04829608 0.04583704 1.20358367
4.0983265 -2.9196739 4 2.62924774 0.04829617 0.04325756 -1.3137648

21.0205996 3.11529481 4 8.86588242 0.04831838 0.03568859 1.62657131
2.80626892 3.11751329 4 1.06378941 0.0483539 0.03561212 1.73009346
2.0244939 2.33026589 4 7.91920547 0.04835438 0.08022872 1.6680195

61.7368852 3.66576607 4 14.5296067 0.04839122 0.02147099 1.9953809
1.25528447 2.83081098 4 1.02920759 0.04839621 0.04730612 1.15456709
3.12627716 -2.5132864 4 6.98623428 0.04843721 0.06582618 -1.4318995
3.80851915 -2.7285124 4 5.75517524 0.04845077 0.05252347 -1.253206
1.54790728 -2.5647968 4 3.4714965 0.04845702 0.06232083 -1.4811689
419.748426 2.96350791 4 303.449964 0.0484688 0.04141002 1.19245928
493.250583 2.67167377 4 667.203211 0.04847921 0.05570886 1.17031188
2.38285964 2.84997152 4 1.00250768 0.04848247 0.04639714 1.70130627
9.47417404 -2.7105638 4 13.2262395 0.04849485 0.05350608 -1.2186751
3.81511315 2.93236744 4 1.4951661 0.04851686 0.04271283 1.77331143
3.08074673 2.95761278 4 1.20237979 0.04853335 0.04165305 1.7476132
14.8369756 3.54220882 4 3.87742618 0.04855158 0.02396577 1.86725402
7.30778866 2.69298352 4 10.9423687 0.04855186 0.05448916 1.28553763
7.95145831 3.13506106 4 3.96076667 0.04855329 0.03501396 1.42549756
61.2563069 3.66050276 4 17.3898292 0.04856734 0.02157075 1.75163698
1.46789811 -2.8252576 4 1.94341624 0.04856837 0.04757343 -1.6218973
2.08694347 2.73593941 4 2.91180068 0.048591 0.05212298 1.15802165
64.7372822 -2.6235036 4 86.8539205 0.04859595 0.0585837 -1.1290486
2.05688993 2.94958308 4 1.08857149 0.04860616 0.04198676 1.3576462
1.09408528 2.74170385 4 1.72781858 0.04863677 0.05181458 1.28861947
24.2981494 3.48324206 4 6.57261622 0.04867642 0.02527743 1.83630432
2.3005109 2.88360299 4 1.27898259 0.04868643 0.0448503 1.315396

43.6996288 -2.7042661 4 59.9795992 0.04870791 0.05385587 -1.2158686
1.22406938 2.73460295 4 1.94029547 0.04871815 0.05219479 1.22984053
1.71821071 2.68937948 4 3.57230474 0.04872326 0.05469326 1.5862346
3.5207913 2.82865433 4 3.06054541 0.04872624 0.04740973 1.07732824

8.48278549 2.96252759 4 5.36788706 0.04873574 0.04145032 1.25453505
8.14195816 2.89245199 4 5.75727831 0.04874997 0.04445333 1.25125731
24.545043 3.00748036 4 13.3434136 0.04876961 0.03964861 1.47016915

77.9192546 -2.9502183 4 51.1675349 0.048779 0.04196025 -1.2992129
1.17839584 2.76761618 4 1.08015988 0.04880183 0.05045408 1.12983816
16.4482624 -3.4227735 4 4.37658366 0.04882483 0.02671209 -1.8606325
5.82918036 2.94889203 4 1.51870024 0.04883618 0.04201563 2.0254051
5.8106388 2.41246277 4 13.1596691 0.04887537 0.0733589 1.37218614
40.366973 2.73783917 4 44.6636527 0.0488764 0.05202111 1.04447909

1.38581401 2.80535089 4 2.22002932 0.04890036 0.04854616 1.29129003
3.28301796 2.81430495 4 2.93866012 0.04891969 0.0481058 1.07165807
4.86274683 3.040364 4 2.09454314 0.04892515 0.03838854 1.61868965



2.15874626 2.42133784 4 8.31617395 0.04893921 0.07265787 1.99717089
1.54467579 2.83354059 4 1.19179768 0.04894493 0.04717537 1.16459116
20.7395574 2.95428566 4 14.2519111 0.04894772 0.04179095 1.22440516
12.7353134 -2.9773524 4 7.2203823 0.0489555 0.04084576 -1.4216187
2.69168702 1.99188881 4 19.0424728 0.04896074 0.1171974 2.13629373
9.57834169 3.1779725 4 3.47083217 0.04896357 0.03360032 1.70050403
17.5487097 3.01343975 4 8.99126966 0.04896906 0.0394167 1.53104081
4.95440943 2.72334392 4 6.67963701 0.04896974 0.05280427 1.18625229
2.59005616 2.69770027 4 3.96984882 0.04898704 0.05422337 1.2402417
1.22163028 2.59619353 4 8.93292582 0.04900528 0.06028923 2.86653922
13.5589768 -2.5512938 4 33.8128443 0.04901015 0.06321862 -1.6524377
7.56302896 -2.6767593 4 10.9255178 0.04901886 0.05541494 -1.2241786
1.22127409 -2.8120452 4 1.00527142 0.04903085 0.04821649 -1.1100286
1.38412114 2.78190042 4 1.78926555 0.04904243 0.0497218 1.1707659
4.32122131 3.00848315 4 2.04254731 0.0490454 0.03960947 1.55085102
1.59270227 -2.8303308 4 1.43425815 0.04905306 0.04732917 -1.601432
1.00638839 -2.6840186 4 1.90150358 0.04907164 0.05499849 -1.4249091
1.09445988 2.66805367 4 2.07882942 0.04907878 0.05591918 1.51706922
8.07333069 2.86228755 4 6.00859889 0.04909273 0.04582358 1.17483112
3.96008492 -2.7602501 4 4.55567659 0.04910306 0.05083658 -1.0843
1.44789718 -2.6963282 4 1.65593661 0.04910609 0.05430053 -1.5300804
5.36823785 -2.2212931 4 28.0863787 0.04910685 0.09048207 -2.2373839
3.26397302 3.00654756 4 1.17025595 0.0491076 0.03968505 1.54435864
1.25655331 2.63312642 4 2.81786474 0.04913429 0.05799601 1.39700263
6.32990809 -3.2520724 4 1.32912569 0.04913631 0.03131434 -2.2062346
22.9851512 3.17836502 4 12.605496 0.04916022 0.0335877 1.31646624
1.11476225 -2.8232477 4 1.70396164 0.04916304 0.04767061 -1.2477909
5.01418709 -2.6532312 4 7.86689071 0.04917246 0.05678991 -1.2543772
20.7870794 -2.6046645 4 30.3001659 0.04918345 0.05975419 -1.2024558
5.99626591 2.72349834 4 7.19211412 0.04919019 0.05279585 1.10473424
1.88890739 2.69120366 4 3.12140497 0.04920942 0.05458985 1.26674193
5.43150218 2.95767571 4 3.25881102 0.04921212 0.04165045 1.25496367
1.58020632 2.78935439 4 1.35943037 0.0492143 0.04934457 1.39115434
1.31409534 2.80352048 4 1.18692434 0.0492466 0.04863675 1.3111734
4.64702449 2.86498582 4 3.64966282 0.04924746 0.04569902 1.15188739
9.58513139 -3.2956359 4 2.67729326 0.04925362 0.03005614 -1.9206614
1.62704087 2.87769391 4 1.07857349 0.04925411 0.04511768 1.23869896
13.9921406 3.00752556 4 9.11460923 0.04929508 0.03964684 1.21334718
14.9242311 -3.3647851 4 3.61008341 0.04929838 0.02817954 -2.2830259
1.64854971 2.77624025 4 1.29263244 0.04931053 0.05001048 1.13623796
62.2001511 -3.7455782 4 12.3295347 0.04932429 0.02002379 -2.3555837
1.4032589 -2.7043737 4 1.40399482 0.04934449 0.05384987 -1.3748844

2.94351385 -2.9198213 4 1.31527515 0.0493497 0.04325119 -1.4073032
18.4425759 2.70229741 4 22.6414618 0.04935555 0.05396576 1.1173636
5.34316946 2.43343193 4 12.5900647 0.04938729 0.07171477 1.46937389
7.52955259 2.72455995 4 3.07076899 0.04938862 0.05273805 3.95458017
1.04368755 2.81442086 4 1.63564517 0.04939831 0.04810013 1.26744895
19.8332461 -3.1379438 4 7.83655991 0.04940392 0.03491683 -1.7210354



19.8332461 -3.1379438 4 7.83655991 0.04940392 0.03491683 -1.7210354
1.23515925 2.55803932 4 11.380808 0.04940631 0.06276828 3.03161171
1.75591795 -2.7326102 4 1.02337407 0.04940655 0.05230207 -1.3071019
1.18795358 -2.6656761 4 2.08583561 0.0494145 0.05605781 -1.5717214
130.302052 -4.2135174 4 12.6302849 0.04943678 0.01354786 -3.3133898
2.89498797 -2.5277362 4 6.09514677 0.04946546 0.0648206 -1.3585989
6.91040198 2.93814208 4 4.95763898 0.04947453 0.04246766 1.14780272
6.83025999 2.90737437 4 4.82298507 0.04949671 0.04379313 1.22609598
4.36934945 2.9161325 4 1.61447949 0.0495096 0.04341098 1.83117951
1.58003975 2.75427439 4 2.42512757 0.04951241 0.05114934 1.25442332
19.2127221 3.3161446 4 7.74668547 0.04951673 0.02948454 1.52251466
1.86810281 2.01380609 4 12.2322229 0.04957073 0.11430178 2.07958904
2.16477544 -2.8355557 4 1.35363178 0.04959674 0.04707912 -1.3572596
6.26368097 -3.0296091 4 3.74086976 0.04959878 0.03879543 -1.2920876
1.3585789 2.87251783 4 1.46055015 0.04960349 0.04535342 1.40077559

1.00702108 -2.487223 4 2.95068875 0.0496058 0.06768534 -1.6674357
2.59967337 2.77714725 4 1.08547545 0.04961157 0.04996409 1.61856207
4.16621424 -2.6442116 4 5.8682209 0.04961707 0.0573274 -1.1470358
8.48074736 3.18184328 4 1.5785189 0.04963411 0.03347614 2.1771746
2.13122301 2.74350254 4 2.78322716 0.04963444 0.05171878 1.13784144
4.28231638 3.05473097 4 1.27322033 0.04965253 0.03785278 1.65483398
600.570915 -2.8626514 4 478.38146 0.04969623 0.04580676 -1.1479692
600.570915 -2.8626514 4 478.38146 0.04969623 0.04580676 -1.1479692
3.45188385 2.86559696 4 2.01619312 0.04970901 0.04567087 1.31815241
4.45682184 2.69439627 4 6.08479704 0.04971462 0.05440939 1.20750071
1.40278055 2.64810293 4 2.79220886 0.04972295 0.05709479 1.33734061
4.01945694 -2.9469798 4 1.16523347 0.04975279 0.04209563 -1.7713745
1.07653504 2.76744096 4 2.23833494 0.04976838 0.05046314 1.42195591
23.8854621 -3.4519007 4 7.74556913 0.04976875 0.02600928 -1.7560688
8.20267941 3.058715 4 4.23444592 0.04979346 0.03770577 1.33225431
8.43543239 2.69211101 4 11.3520496 0.04979927 0.05453849 1.18665294
3.18621292 2.85088954 4 1.98202432 0.04979959 0.0463541 1.35200417
14.7423942 -2.5197581 4 29.0312739 0.04980283 0.06537362 -1.398752
3.60931664 2.92913906 4 2.12029619 0.04985056 0.04285061 1.27796897
79.9678349 3.80768378 4 13.1649881 0.04987948 0.01897787 2.51951828
3.33635585 -2.6870035 4 5.08091982 0.04988377 0.0548283 -1.287955
483.202885 -2.9527015 4 317.024868 0.04990815 0.04185679 -1.275785
1.0237518 2.61191115 4 2.55275184 0.04991416 0.0593008 1.48072513

4.91421438 2.92755992 4 3.49129668 0.04993796 0.04291819 1.17683884
2.92682799 -2.8887252 4 1.95596128 0.04994733 0.04462001 -1.1846584
3.21554846 -2.9291611 4 1.16079993 0.04995351 0.04284967 -1.6276862
6.28780017 -2.4758325 4 12.6330458 0.04997074 0.06851661 -1.3695324
5.37593554 2.83247165 4 4.10540077 0.04997775 0.04722653 1.16281463
20.7842812 2.95074456 4 14.554103 0.04997821 0.0419383 1.18756613
1.83535733 -2.6935457 4 2.86348522 0.04998763 0.0544574 -1.3038162
1.83535733 -2.6935457 4 2.86348522 0.04998763 0.0544574 -1.3038162
2.6315861 2.78815208 4 1.63709622 0.04999765 0.04940519 1.27128443

12.6995925 3.33948758 4 4.10870636 0.05001773 0.02884953 1.61980612



3.15347816 2.93465974 4 1.17665968 0.05001952 0.04261531 1.66651035
7.41474222 -2.5099028 4 12.6936002 0.05003644 0.06606422 -1.2710593
1.86575942 -2.7541624 4 1.31948541 0.05003691 0.05115522 -1.1909687
2.54307049 -2.6276978 4 4.40831483 0.05004025 0.05832672 -1.3600892
9.12533001 2.59172497 4 14.6031852 0.05004659 0.06057369 1.26006161
1.71822028 -2.7038225 4 2.38629632 0.05004926 0.05388061 -1.1754713
7.88777198 2.35123445 4 44.1413391 0.05006589 0.07840955 2.57263844
3.31248789 -2.8479911 4 2.06800059 0.05007722 0.04649014 -1.3390159
3.70820948 2.35069014 4 9.42406466 0.05009076 0.07845618 1.46006892
27.5899923 3.55022949 4 2.96917933 0.05009422 0.02379368 3.42206139
1.14120784 2.77580198 4 1.42961779 0.05010159 0.05003292 1.23459343
1.96851699 -2.9125221 4 1.09891306 0.05013043 0.04356804 -1.4397252
1.67094896 2.69881957 4 1.24341193 0.05015199 0.05416052 1.44820477
6801.26774 -5.5775498 4 264.533995 0.05015345 0.00506526 -4.740261
1.99086661 2.81431744 4 1.2353058 0.05018546 0.04810519 1.34148363
1.52372076 -2.7228947 4 2.80394571 0.05019298 0.05282876 -1.3859219
268.324438 3.02762602 4 153.786216 0.05019845 0.038871 1.36932285
1.93293319 2.89210616 4 1.03924034 0.0502066 0.04446876 1.34647148
4.61481931 2.50722028 4 8.16812451 0.0502118 0.06625363 1.27450913
4.01496772 2.82969552 4 3.01973565 0.05024621 0.04735968 1.1828654
2.05822977 2.73021792 4 2.55800444 0.05025695 0.05243119 1.10196881
1.26389841 2.69592286 4 2.08034466 0.05029046 0.05432335 1.21971723
11.5243672 3.50845886 4 1.74492378 0.05029441 0.02470631 2.27819393
3.69663196 2.80089354 4 2.77282071 0.05029677 0.04876712 1.17201056
2.6290449 -2.8951984 4 1.30830398 0.05031798 0.04433095 -1.5108468

1.35949146 2.63662851 4 2.25198179 0.05031925 0.05778381 1.27326024
30.3945399 2.98128747 4 16.6502549 0.05032176 0.04068702 1.43865366
26.4624551 -3.3312404 4 10.7830724 0.0503256 0.02907202 -1.524953
2.09101646 2.73788887 4 3.01616153 0.05033049 0.05201845 1.22319487
2.30588167 2.40882849 4 4.57652582 0.05034802 0.07364819 3.30445643
2.82919672 2.81627723 4 1.77897527 0.05035616 0.04800943 1.28534839
1.44129478 -2.6540942 4 2.54764587 0.05037402 0.05673879 -1.2520618
1.64009039 -2.8232814 4 1.03018835 0.05042903 0.04766898 -1.2747802
40.1925487 2.63151818 4 56.7170071 0.05043129 0.05809376 1.20532946
40.1925487 2.63151818 4 56.7170071 0.05043129 0.05809376 1.20532946
1.79293939 2.94050168 4 1.39671678 0.05043201 0.04236796 1.58957525
1.72364981 2.78932997 4 1.23157946 0.05043445 0.0493458 1.18997664
1.48241532 2.79088339 4 1.4679351 0.05044473 0.0492676 1.41520794
3.54223829 2.93258874 4 1.98593285 0.05049635 0.0427034 1.36231206
1.29869051 -2.7305905 4 1.18061701 0.05049861 0.05241106 -1.227595
42.0256103 -2.362013 4 91.541431 0.05051573 0.07749259 -1.3869721
1.02700258 -2.67485 4 1.62721746 0.05051813 0.05552508 -1.2673913
1.10398355 2.78160365 4 1.27379134 0.05051853 0.04973689 1.21234192
53.212867 3.25746999 4 25.1023308 0.05052137 0.03115512 1.39536683

2.86342751 2.79732236 4 1.26529348 0.05054286 0.04894499 1.5860608
19.7603365 2.68196562 4 25.5293739 0.05054896 0.0551159 1.16577812
3.2459895 2.86244725 4 1.94036683 0.05058133 0.0458162 2.17569454

1.48982762 2.56751788 4 2.85084592 0.05060907 0.06214168 1.36087179



2.26140432 2.84044798 4 1.49030815 0.05063647 0.04684638 1.2394649
4.12910776 2.86308931 4 2.56855051 0.05064365 0.04578653 1.35226733
1.51783949 -2.7587075 4 1.52987916 0.05064949 0.0509171 -1.6686052
1.57166392 2.71766254 4 1.89110361 0.05065374 0.05311494 1.80001547
1.63275705 2.57460735 4 3.72181579 0.0506718 0.0616777 1.58732061
1.61569305 2.5876599 4 1.66466651 0.05067529 0.06083381 1.62146237
1.14098444 2.49403027 4 3.07511767 0.05070431 0.06719405 1.67972712
2.01428488 2.42441998 4 6.14445517 0.05072582 0.07241619 1.55795605
21.5131975 -2.6644209 4 29.3794639 0.05073523 0.05613115 -1.186509
11.617079 2.17504281 4 39.5708938 0.05077013 0.09527109 1.6603657

1.15462745 2.75927602 4 1.99387818 0.05077816 0.05088741 1.46023854
1.08618032 2.73376454 4 1.20205138 0.05079636 0.05223989 1.16727088
1.55956213 2.78840683 4 1.07612779 0.05080306 0.04939234 1.39832139
1.01045987 2.71501492 4 1.45668389 0.05081203 0.05326043 1.21850375
28.9669266 3.37728346 4 9.82832862 0.05082802 0.02785534 1.73423843
20.1398046 3.48411636 4 5.9525794 0.05082882 0.02525737 1.77774305
4.07490009 2.86569541 4 2.52917589 0.05085608 0.04566633 1.29958585
2.55954308 -2.684215 4 3.93166102 0.05089135 0.05498728 -1.314869

21.10463 2.56323697 4 39.0946214 0.05089289 0.06242379 1.40370196
35.9566791 2.70139429 4 40.4528626 0.05089482 0.05401626 1.06180962
17.1975203 -2.5856357 4 23.4070999 0.05089627 0.06096381 -1.1390348
3.45513087 2.44129056 4 7.26577349 0.05091584 0.07110941 1.37283021
2.37583021 -2.7172309 4 1.38647402 0.05096291 0.05313862 -1.6926391
1.36415751 2.73061405 4 1.99118067 0.0509739 0.05240978 1.61612239
4.87873379 2.38619692 4 11.5432957 0.05099532 0.075479 1.40210078
6.47772842 -2.8347216 4 4.87013332 0.05099654 0.04711893 -1.1580493
21.5503519 2.98042415 4 11.3536413 0.05099809 0.04072178 1.40930953
5.99690876 2.85058216 4 2.54469403 0.05102845 0.0463685 1.582643
1.56307413 -2.5224735 4 3.95789459 0.05104029 0.06518479 -1.4533315
2.99953391 -2.8688834 4 2.09004349 0.05106094 0.0455198 -1.204122
2.64437512 2.62594854 4 3.90889901 0.05109475 0.05843374 1.18088341
4608.31924 -8.3726919 4 5.11648444 0.0510992 0.00111296 -31.54184
2.50812724 -2.8215807 4 1.08953607 0.051107 0.04775139 -1.4906284

2.400464 -2.7640047 4 1.28739297 0.05110824 0.05064119 -1.4375215
7.45620479 2.61105699 4 10.2236318 0.0511101 0.05935403 1.14149595
3.39393215 2.67600393 4 4.89796671 0.05111621 0.05545849 1.22935792
7.39557854 -2.4383081 4 15.3870918 0.05112029 0.07133847 -1.3645984
1.1983868 2.73877298 4 1.22032544 0.0511337 0.05197112 1.23603615

3.43121663 2.8463272 4 2.0766466 0.0511607 0.04656845 1.37754852
158.515833 2.9420345 4 93.3246118 0.05116334 0.04230333 1.36779565
1.16488969 -2.6221467 4 2.28031213 0.05119046 0.05866712 -1.3810069
17.0372448 2.87418994 4 12.9629125 0.05122828 0.04527711 1.1626597
2.27579642 -2.6759814 4 3.7185148 0.0512552 0.05545979 -1.3688605
27.4553714 -3.1566273 4 7.72649545 0.05126919 0.03429493 -2.1785146
10.3884988 3.12395818 4 2.01877624 0.05127307 0.03539104 2.23215406
7.86303543 -2.8151793 4 6.03323332 0.05130083 0.04806305 -1.1607499
3.97361123 2.80370027 4 3.14220657 0.05131464 0.04862785 1.11879124
45.1557203 2.37886351 4 91.9917712 0.0513363 0.07608327 1.34543462



2.89140115 2.90447142 4 1.83341328 0.05133647 0.04392067 1.26114666
7.14325471 2.85791863 4 5.45949471 0.05135467 0.04602609 1.12566057
3.46134365 2.87243108 4 1.82860307 0.05136648 0.04535738 1.48173776
11.2724886 2.9606013 4 6.86800286 0.0513934 0.04152964 1.25632135
1.06816414 2.70463032 4 2.40088225 0.05139764 0.05383557 1.531868
1.81500225 2.68499076 4 2.31048656 0.05140451 0.054943 1.10905759
3.0079335 2.83077019 4 1.9623222 0.05142001 0.04730808 1.26814757

108.730665 3.06379342 4 60.7560704 0.05143675 0.03751934 1.32779843
2.95052587 2.80674499 4 1.85621433 0.05145974 0.04847729 1.24902605
2.95052587 2.80674499 4 1.85621433 0.05145974 0.04847729 1.24902605
2.95052587 2.80674499 4 1.85621433 0.05145974 0.04847729 1.24902605
1.01880639 2.67866961 4 1.50666428 0.05147359 0.055305 1.21198341
2.07600348 2.81184558 4 1.60584046 0.05147711 0.04822629 1.13898195
2.86915575 2.78433149 4 2.05844698 0.05147891 0.0495984 1.17920719
2.49630787 2.72775423 4 1.28405997 0.05148466 0.05256455 1.39551453
1.5497427 2.64980727 4 1.35587927 0.05150929 0.05699326 1.46580343

20.1606632 2.58488611 4 31.1708064 0.05151591 0.06101203 1.25106059
1.00805615 2.75177811 4 1.57784158 0.05157836 0.05128066 1.27423259
1.05826626 -2.309673 4 6.04536882 0.05158534 0.08206176 -2.0106665
9.14828863 -2.9583231 4 4.91886386 0.05158911 0.04162368 -1.3665813
11.8777061 2.43951445 4 35.2166263 0.05163056 0.07124571 10.8294391
1.19221111 2.75236742 4 1.99406536 0.05163408 0.05124962 1.28978136
1.23490674 -2.5975436 4 2.92458688 0.05164972 0.06020359 -1.4266516
3.57769533 2.47541128 4 6.98487715 0.05165679 0.06854757 1.33686985
3.0213881 -2.6659499 4 5.07613241 0.05167936 0.05604182 -1.3686399

15.6417127 -2.6104265 4 20.4184915 0.05171822 0.05939336 -1.1256934
1.47795761 2.653024 4 2.06183091 0.05172429 0.05680219 1.18355633
1.55714145 -2.6496586 4 2.83421305 0.05176023 0.05700211 -1.3340484
189.811193 -5.8637441 4 2.66886559 0.05176212 0.00422289 -8.5237109
51.0285101 2.85372197 4 36.6090139 0.05177471 0.0462216 1.22829236
3.35029251 2.78900223 4 1.66483378 0.0517958 0.04936231 1.49899302
61.7041977 -3.1646283 4 31.8664018 0.05180602 0.0340326 -1.3329745
1.93898674 -2.7517592 4 1.04553154 0.05181823 0.05128165 -1.4930193
2.4133123 2.80873518 4 1.57177319 0.05182539 0.04837917 1.29914795

1.04366386 2.7044205 4 1.67081977 0.05186385 0.05384726 1.26674868
1.68536418 2.4916501 4 9.38211294 0.05187698 0.06736536 2.49316908
34.4597915 3.19575759 4 16.7403624 0.05188368 0.03303419 1.39707754
7.86800535 2.92778451 4 3.39912488 0.05189417 0.04290857 1.69552564
4.83496953 3.06109572 4 1.88745634 0.05190558 0.03761824 1.54369594
6.60700702 2.82997146 4 4.80571979 0.05192879 0.04734642 1.16848594
1.16263393 2.71576919 4 1.54966266 0.05193475 0.05321894 1.30623183
1.17317247 -2.7239853 4 3.08079222 0.0519375 0.05276933 -1.7080506
54.1624998 2.18367558 4 147.499913 0.05194625 0.09435615 1.48086761
4.6687581 2.85271305 4 2.17728312 0.05195277 0.04626875 1.45935351

34.5145348 2.57109833 4 50.6342554 0.05196534 0.06190686 1.21599512
1.92902284 -2.7584488 4 1.14911304 0.0519727 0.05093062 -1.262069
35.9168378 3.00943608 4 18.0767639 0.05199068 0.03957232 1.50986998
1.40540524 2.74270499 4 1.23424577 0.05199539 0.05176124 1.24890787



8.49699697 -3.0685854 4 1.75821625 0.05199601 0.03734442 -2.1201599
4.54050519 2.95056147 4 1.73318231 0.05199825 0.04194594 3.47412364
1.03828477 2.13496704 4 8.59796876 0.05201215 0.09964981 2.50941578
3.66059634 2.87127465 4 2.56327856 0.05204386 0.04541025 1.17816313
3.66059634 2.87127465 4 2.56327856 0.05204386 0.04541025 1.17816313

1.638712 2.71801431 4 2.59639695 0.05205547 0.05309564 1.30900091
1.34863288 2.716626 4 2.09214431 0.05205912 0.05317184 1.24121375
13.640956 -2.6708433 4 18.0707946 0.05207818 0.05575703 -1.1754547

1.74792892 2.24992095 4 6.33733185 0.05209295 0.08765285 1.70132519
20.0488723 3.62985004 4 4.66945867 0.05209806 0.02216283 2.02078734
2.07109065 -2.7997403 4 1.25189398 0.0521099 0.04882447 -1.5570721
79.8614155 2.88072143 4 51.6233006 0.05212566 0.04498045 1.28930097
22.597084 2.83389845 4 15.8028736 0.05216381 0.04715826 1.22796708

9.86888371 2.98929731 4 5.69939785 0.05217124 0.04036613 1.27226429
14.0041461 -2.8509489 4 9.0826413 0.05220704 0.04635132 -1.3110042
5.72944867 -3.0568868 4 2.21817364 0.05222146 0.03777315 -1.6241151
2.83228885 2.01302941 4 18.7773632 0.05224645 0.11440304 2.07369678
1.02325008 -2.6536712 4 1.84621248 0.05225316 0.05676384 -1.3889501
1.35309811 -2.7430484 4 1.20479817 0.05225773 0.05174296 -1.3465356
5.07423134 2.90140717 4 2.43443193 0.05229148 0.04405575 1.52834838
5.32382442 2.90141088 4 2.35970108 0.05230464 0.04405559 1.514147
1.24598843 2.66251017 4 1.92131272 0.05230521 0.05624301 1.26495394
6.87473448 2.48675086 4 11.1306957 0.05231651 0.06771957 1.22429772
6.87473448 2.48675086 4 11.1306957 0.05231651 0.06771957 1.22429772
1.33435265 2.72879828 4 1.04535093 0.05232261 0.05250799 1.23218309
1.04884411 2.71118552 4 1.31151565 0.05232568 0.05347169 1.09927094
1.13088343 2.2939131 4 4.61922316 0.05232676 0.08349649 1.89640421
1.34221015 -2.7389237 4 1.68466611 0.05235095 0.05196306 -1.1359617
1.50525247 2.76207952 4 1.65481941 0.05236512 0.05074126 1.66167826
1.58510508 2.73192156 4 1.42711404 0.05236892 0.0523392 1.46820714
22.342412 -3.1427804 4 10.5599309 0.05238038 0.03475457 -1.3951559

104.498039 -3.0961556 4 40.8585116 0.05238142 0.03635643 -1.7327433
6.92181719 2.99575907 4 3.9678839 0.05238196 0.04010941 1.31914247
1.53524138 -2.6783548 4 2.34876284 0.05240054 0.05532311 -1.3131425
1.87150565 2.73351277 4 1.29550234 0.05243079 0.05225345 1.20388354
3.1904559 -2.8391298 4 1.46097587 0.05243963 0.04690896 -1.8592964

3.85903074 -2.842979 4 2.18873503 0.0524402 0.0467265 -1.3030083
1.50531666 2.64218348 4 2.0675542 0.05244029 0.05744906 1.15866745
1.47453029 2.57691451 4 2.51916615 0.05248482 0.06152756 1.97401445
9.7773331 -2.5798432 4 13.6647115 0.05251457 0.06133758 -1.1660973

38.4329971 -2.8918765 4 27.8397199 0.05252053 0.04447902 -1.1805097
1.82466887 2.52658668 4 3.95201921 0.05254005 0.06489995 1.37497185
1.44492882 2.72485024 4 1.35663845 0.05254335 0.05272225 1.55760918
52.2220788 3.43725063 4 17.2885088 0.05255253 0.02635999 1.61935582
115.606281 -3.0629463 4 68.2668343 0.05255443 0.03755036 -1.275507
1.76314752 2.70199101 4 2.50326821 0.05258704 0.05398288 1.19097779
3.07389394 2.83457982 4 1.59348976 0.05261796 0.0471257 1.52069432
13.1929113 -2.6175096 4 16.7214626 0.05264478 0.05895323 -1.1104899



1.35593049 -2.8043478 4 1.96052737 0.05264525 0.04859578 -1.7165259
1.6997022 -2.3891739 4 4.65421587 0.05266583 0.07523525 -1.5659982

1.27730111 -2.5778262 4 2.24097208 0.05268479 0.06146835 -1.7998095
6.14204612 2.88051788 4 3.8887385 0.05269168 0.04498966 1.29400517
2804.79747 -3.6074297 4 40.1673244 0.05272927 0.0226082 -144.75251
1.24730359 -2.5913413 4 2.32285799 0.05274584 0.06059819 -1.3296469
1.04738658 -2.3972838 4 3.27858238 0.05275579 0.07457574 -1.6468258
20.3902571 -3.3253859 4 5.44906036 0.05277167 0.02923119 -2.0594771
56.8523057 3.98984256 4 7.62764755 0.05277645 0.01626706 2.55827513
1.01369425 2.63189451 4 1.83970916 0.05282435 0.05807087 1.32618036
1.02796475 2.67480372 4 1.5681684 0.05284606 0.05552776 1.24659259
1.10284823 2.76905178 4 3.20590734 0.05285441 0.05037992 1.92781813
3.9547518 2.56392671 4 6.16851915 0.05286341 0.06237824 1.22584823

5.35534167 -2.5592414 4 12.545227 0.05287369 0.06268842 -1.6359016
42.5449912 -3.1237826 4 22.0919624 0.05289327 0.03539704 -1.3553654
1.36092584 2.71634469 4 2.26453098 0.05289343 0.0531873 1.28514568
1.43113065 2.69839454 4 2.1376172 0.05289509 0.05418437 1.21336634
1.71672592 2.67563777 4 2.11769457 0.05291041 0.05547961 1.09928301
1.24495794 2.64353351 4 1.34952408 0.05295182 0.05736804 1.27607787
1.17267196 2.59846202 4 2.07121895 0.05296116 0.06014541 1.33787324
2.37920415 2.96470477 4 1.71946124 0.05296145 0.04136088 2.01941442
58.8932968 3.05032507 4 34.5560294 0.05302095 0.03801615 1.28396566
14.5096885 -3.5810512 4 1.56140669 0.05304036 0.02314594 -2.6262893
1.23245935 -2.5502082 4 3.26775526 0.05306347 0.06329144 -2.1696411
304.436661 -5.257728 4 6.80435231 0.05307467 0.00626417 -6.7791192
180.98124 3.75851214 4 33.9094794 0.05309596 0.01980039 2.30053064

2.05576976 -2.7685897 4 1.16321339 0.05309705 0.05040377 -1.2668246
2.59114373 2.72993392 4 1.42016888 0.05312524 0.05244654 1.34137155
3.2900061 -2.8562677 4 1.55775852 0.05314144 0.04610289 -1.4242133

1.86472307 2.46340106 4 4.70245551 0.05314223 0.06943714 1.63474698
16.4643525 2.57552887 4 21.7439826 0.05316228 0.06161768 1.13403338
11.2972155 3.44430772 4 1.57951901 0.05316702 0.02619035 2.30871662
6.54211655 2.85748086 4 4.21124233 0.05316939 0.04604644 1.26868929
8.69648058 2.76568696 4 6.80056992 0.0531766 0.05055393 1.15333857
9.12057083 2.97148674 4 2.37375679 0.05317892 0.04108372 1.98475713
1.12855024 -2.3484609 4 22.8627309 0.05318142 0.07864748 -4.1931783
15.1588179 -2.1780181 4 42.3467965 0.05319687 0.09495464 -1.5126085
2.00513691 -2.6740149 4 1.4525584 0.05320653 0.05557334 -1.744845
3.17341152 2.81473127 4 1.89822672 0.0532133 0.04808495 1.25487333
7.89077446 2.84160916 4 4.91615124 0.05321342 0.04679133 1.28967618
10.3021237 2.64421045 4 13.7003748 0.05324754 0.05732747 1.18739823
5.27657642 -2.9647939 4 3.04649584 0.05325778 0.04135723 -1.2903078
4.30360526 2.32523049 4 12.7585477 0.05325787 0.08067264 1.57476169
1.21299728 2.66583542 4 1.62295151 0.05329852 0.0560485 1.44634675
1.45786129 -2.7035049 4 1.13084706 0.05333654 0.05389833 -1.3371057
1.40132405 -2.7514453 4 1.00214668 0.05338788 0.05129819 -1.1724153
1.34628618 -2.6963436 4 1.73124091 0.05338887 0.05429966 -1.1836463
2.22372696 2.75081534 4 1.51224712 0.05340063 0.05133141 1.22839688



3.187781 2.60867497 4 4.21727763 0.05341111 0.05950278 1.13532911
2.28454748 -2.7316281 4 3.71588395 0.05342359 0.05235503 -2.6748732
1020.64801 -5.4368566 4 2.81581209 0.05342996 0.00555458 -21.05077
2.05271291 -2.7713628 4 1.0234199 0.05343031 0.0502608 -1.465826
90.2223643 -3.5215321 4 21.7909757 0.05344133 0.02441627 -2.0188989
5.85297171 -2.8521255 4 4.13918234 0.05345358 0.04629623 -1.1521109
4.08175239 2.81183787 4 2.63058636 0.05348413 0.04822666 1.28142577
4.86068392 2.85977705 4 1.68455945 0.05349883 0.04593982 1.70357733
17.388863 -3.8908042 4 1.20389984 0.05351268 0.01767856 -3.9326414

37.0428438 -3.5178468 4 9.66061601 0.05352375 0.02449762 -1.8560667
2.82617354 2.36976213 4 6.49377895 0.05353041 0.07684084 1.41295172
5.05929281 2.80372102 4 2.46301898 0.05353119 0.04862682 1.48354524
3.87289746 2.77788994 4 2.65391776 0.05357234 0.04992614 1.25017916
3.13627756 2.64655186 4 4.16393575 0.05357743 0.05718738 1.14231523
31.3633178 2.9897055 4 13.3218096 0.05357818 0.04034986 1.69865829
9.80869779 2.64321862 4 11.7184105 0.05361784 0.05738693 1.10221553
22.5485545 -2.5458677 4 30.8255282 0.05367489 0.06358355 -1.1559506
22.5485545 -2.5458677 4 30.8255282 0.05367489 0.06358355 -1.1559506
8.44451982 2.46711173 4 15.0995169 0.05369273 0.0691609 1.28822125
1241.83112 -5.6187117 4 1.30409451 0.05371624 0.00493219 -35.839023
8.26072369 3.02437953 4 4.18150672 0.05374277 0.0389951 1.36318514
1.55003545 2.61998671 4 2.29468998 0.05379038 0.0588002 1.23074068
2.97246152 2.61045023 4 4.88379078 0.05382313 0.05939188 1.30347425
1.23204386 -2.6758069 4 1.77171166 0.05382448 0.05546985 -1.1677537
4.95031726 -3.052772 4 2.09337792 0.05385251 0.03792532 -1.5249419
12.5529771 -2.6618529 4 14.856151 0.05385793 0.05628155 -1.1118551
3.95027401 2.48623756 4 7.79007474 0.05385869 0.0677568 1.364012
4.45185711 2.39230425 4 9.65309542 0.05391551 0.07497991 1.415423
1.70634444 2.7264974 4 1.25857697 0.05394301 0.05263274 1.35548709
3.5573109 3.01639583 4 1.25728403 0.0539448 0.03930225 1.70646717

2.55569789 2.53659248 4 4.55782967 0.05399407 0.06421296 1.27921546
8.0827053 -2.4298128 4 15.0964741 0.05399846 0.07199552 -1.3074535
154.35042 -4.7652845 4 4.58979153 0.05402673 0.00887071 -5.5261988
154.35042 -4.7652845 4 4.58979153 0.05402673 0.00887071 -5.5261988

2.44226703 -2.5792727 4 4.61415223 0.05407107 0.06137454 -1.4839772
2.19713452 -2.638367 4 3.79545354 0.05407686 0.05767881 -1.4028009
111.270999 2.91878089 4 74.7740876 0.05408059 0.04329619 1.20444031
2.22115846 2.59304967 4 1.80677463 0.05410435 0.06048921 1.81758534
1.14359941 1.93347623 4 22.8849079 0.05410909 0.12531346 3.11680637
2.13578042 -2.7984967 4 1.52588858 0.05411836 0.04888641 -1.1825112
55.0339485 2.87148236 4 41.9435571 0.05413228 0.04540075 1.12688631
55.0339485 2.87148236 4 41.9435571 0.05413228 0.04540075 1.12688631
15.2367688 3.31032507 4 4.47851494 0.05416258 0.02964542 1.84733412
3.8419117 -2.2632207 4 5.12974689 0.05416985 0.08637229 -3.3465487

1.51550171 2.5557979 4 2.37320003 0.05418731 0.06291751 1.23435103
27.0408117 2.93464684 4 16.8965234 0.05422386 0.04261586 1.26623859
2.12865256 1.82966979 4 13.0748279 0.05423301 0.1412817 3.29228386
3.73500143 -2.5862265 4 4.85459571 0.05423799 0.06092583 -1.124599



1.7180526 2.66168292 4 2.55466946 0.05424261 0.05629152 1.20934173
3.90138352 2.77703954 4 2.55728302 0.05426638 0.0499696 1.31335741
57.3904465 -3.6916093 4 9.41765118 0.05428931 0.0209891 -2.4202462
3.0752855 -2.1717039 4 11.5037791 0.05430625 0.09562761 -1.7061125

4.13753333 2.40473679 4 11.0461807 0.05431111 0.07397543 1.65292994
10.2549144 3.09107846 4 3.16096264 0.05431336 0.03653604 1.85805166
14.4942762 2.88855526 4 7.80166124 0.05431988 0.04462763 1.4778902
175.47573 2.51308346 4 239.585383 0.05434476 0.06584043 1.13646641

22.2965207 -2.4001366 4 47.3689448 0.05435376 0.07434531 -1.4389553
1.18934238 2.5359686 4 2.35538897 0.05436347 0.06425555 1.40357765
1.40846292 2.62360591 4 2.14540823 0.05436684 0.05857742 1.1814913
1.48654549 2.54791473 4 3.41583808 0.05437079 0.0634456 1.44418524
2.35919219 -2.4473532 4 5.36188048 0.0543751 0.07064636 -1.4624857
2.2519774 2.7414602 4 1.59004566 0.05437511 0.05182758 1.15975106

1.94931182 2.48445227 4 3.57270508 0.05441462 0.06788648 1.30906651
4.39852178 2.78783692 4 2.78526964 0.05442815 0.04942109 1.33930526
6.58045976 -2.8622257 4 2.67189315 0.05443829 0.04582644 -1.6353358
32.0102492 2.11215698 4 98.6107562 0.05444875 0.10224154 1.52121754
6.56300775 2.92177766 4 2.91324452 0.05448857 0.04316672 1.45583814
7.40372722 2.95595912 4 2.84799163 0.05449194 0.04172152 1.65580562
3.8719498 2.7160375 4 2.91766174 0.05450348 0.05320418 1.16335701

4.35911384 -2.920406 4 1.88391931 0.05450462 0.04322592 -1.4139498
1.22957861 2.71788259 4 2.01875079 0.05450977 0.05310286 1.29530945
7.56234744 2.56118218 4 14.5325217 0.05451568 0.06255972 1.43666954
2.45543199 -2.4448266 4 6.93074871 0.05453285 0.07083892 -1.701313
1.00916569 -2.6959969 4 1.3379924 0.0545335 0.05431918 -1.1778714
1.99288562 2.8468043 4 1.01059415 0.05455235 0.04654598 1.39843345
3.84949658 -2.8038226 4 2.00477677 0.0545622 0.04862179 -1.3743044
6.00707408 -2.3102949 4 14.6597952 0.05457046 0.08200572 -1.4237211
3.9440054 2.65969222 4 4.97675516 0.054572 0.05640846 1.14598582

1.72558177 2.64788793 4 2.42510872 0.05459922 0.05710762 1.19519158
1.51293678 -2.4520314 4 3.35796798 0.05461066 0.0702914 -1.4717968
1.13556109 2.61050646 4 7.85334441 0.05461251 0.05938837 3.02693062
2.20263359 -2.7962846 4 1.57084769 0.05464152 0.04899682 -1.1785741
1.63775301 2.6367371 4 2.22751721 0.05464315 0.05777725 1.18054692
14.5162968 2.93895758 4 7.71505486 0.05465119 0.04243317 1.44193776
2.90822414 -2.8390781 4 1.1070203 0.0546692 0.04691141 -1.7673218
5.76740968 2.72781779 4 4.79604785 0.05467052 0.05256111 1.10120347
16.5546951 3.29349547 4 4.8126477 0.05469401 0.03011655 1.90102314
4.25611381 -2.521855 4 7.2020264 0.05469502 0.06522775 -1.2939667
2.32965128 -2.631725 4 3.77325919 0.05469899 0.05808118 -1.3459082
4.79398626 -2.8757781 4 3.00209069 0.05470804 0.04520477 -1.2639835
2.02358005 2.7029766 4 2.55708649 0.05471258 0.05392782 2.48346979
189.127017 -3.1915712 4 51.9173461 0.05471722 0.03316643 -2.1008149
3.80172515 2.68472986 4 1.15522678 0.05471869 0.05495788 1.87808866
14643.3021 -5.431969 4 328.881692 0.05472908 0.0055726 -7.0268598
50.3196229 3.97160905 4 3.19190259 0.05474217 0.01651646 4.47567899
3.00880439 2.59516295 4 6.68824214 0.05475729 0.0603547 1.54307926



1.481024 2.60623308 4 2.06239613 0.05476919 0.05965571 1.83946124
1.73132846 2.8364967 4 1.19050214 0.05477372 0.04703425 1.44413714

9.278864 2.38732358 4 20.4975979 0.05478046 0.07538665 1.4353237
6.806333 -2.5466688 4 12.7778872 0.05478274 0.06352952 -1.4038252

72.1678434 -3.8047681 4 10.4301451 0.05482636 0.01902548 -2.7746315
24.7881688 2.54875989 4 31.9349018 0.05483191 0.06338874 1.1195805
1.70174794 2.29335219 4 6.40712057 0.05483474 0.08354807 1.65579024
1.70174794 2.29335219 4 6.40712057 0.05483474 0.08354807 1.65579024
26.2220932 -2.3585626 4 48.630313 0.05484511 0.0777848 -1.2796116
6.90054019 -3.0783699 4 1.89608297 0.05485982 0.03699022 -1.995141
2.31019917 -2.6510457 4 1.41861804 0.05488551 0.05691961 -1.6710377
2.17634565 2.66490153 4 2.8280718 0.05489919 0.05610305 1.14662195
1.95623631 2.26584478 4 6.73376707 0.05491032 0.08612213 1.77731741
43.1793818 2.83196243 4 34.1091021 0.05494668 0.04725092 1.10942557
1.03501787 -2.6859678 4 1.64657274 0.05495728 0.05488729 -1.3887245
10.3356021 2.96242415 4 5.02513675 0.05496557 0.04145457 1.4936864
2.6306127 2.70193061 4 1.65259875 0.05498556 0.05398626 1.26518047

1.58320991 2.68804159 4 1.027558 0.05502899 0.05476925 1.28665121
4.22205596 3.12647784 4 2.10743775 0.05503397 0.03530505 3.02525131
5.92975879 2.93652268 4 2.17875927 0.05503902 0.04253625 1.71737358
1.51329405 2.68625677 4 1.08080515 0.0550487 0.05487082 1.21457495
1.01006859 2.53105433 4 2.510191 0.05509519 0.06459217 1.68478942
4.26426041 -2.1845115 4 12.5826613 0.05511443 0.09426808 -1.5701591
1.37645061 2.77308698 4 1.77358284 0.05511485 0.05017215 1.58755006
3.15765346 2.59086347 4 4.60558564 0.05512727 0.06062871 1.22310991
1.24546861 -2.5302341 4 2.68791039 0.05514114 0.06464856 -1.6094448
5.89848808 2.89458864 4 3.59724506 0.05514136 0.04435809 1.28108549
1.83945722 2.78687477 4 1.22959551 0.05515374 0.04946969 1.22222174
2.6270773 2.8416344 4 1.54109589 0.0551616 0.04679014 1.29945977

2.50363018 -1.7609895 4 32.3109826 0.05518764 0.15303997 -4.4556788
1.51855821 -2.5728568 4 2.64495803 0.05522345 0.0617919 -1.3488594
1.77968306 -2.5498378 4 2.92323758 0.05522572 0.06331631 -1.2245344
4.6186136 2.76215873 4 2.11782812 0.05523363 0.05073714 1.49240393

2.62424468 -1.2580816 4 157.287141 0.05524501 0.27679382 -3.5877027
2.85039265 -2.7517979 4 1.33878094 0.05525326 0.05127962 -1.6515242
3.78408445 2.86508946 4 1.90367401 0.05528658 0.04569425 1.33670083
35.8079392 3.16297499 4 8.02343412 0.05529327 0.03408661 2.30428358
1.14507041 2.41508961 4 3.26358978 0.05532134 0.07315061 1.6956283
1.2668189 2.62957014 4 1.56326206 0.05532288 0.05821241 1.10869339

4.12380718 -2.5973477 4 5.97770271 0.05532898 0.06021601 -1.250184
1.03336012 -2.5993701 4 2.30399374 0.05535503 0.06008796 -1.4661294
14.4903772 2.96463815 4 6.80284476 0.05535884 0.04136361 1.52597815
1.85585111 -2.5202136 4 2.30609281 0.05536408 0.0653419 -1.8194344
5.93371425 2.88312204 4 3.4813835 0.05537184 0.04487199 1.25580598
10.9416423 2.80041881 4 8.05508255 0.0554045 0.04879072 1.15707351
15.2534993 2.93337725 4 7.07046001 0.05545927 0.04266984 1.57415816
4.60653237 -2.7643807 4 2.68145095 0.05547336 0.05062167 -1.307546
1.29779224 2.61493186 4 1.91229763 0.05548542 0.05911297 1.25369285



13.980685 3.30771684 4 2.02373359 0.05548839 0.02971786 2.87196853
1.06260688 -2.6377378 4 1.40280005 0.05549668 0.05771679 -1.1350449
15.9276975 -3.363985 4 1.53332527 0.05550301 0.02820045 -3.0423661
2.97168014 -2.5358957 4 4.5582771 0.05553626 0.06426053 -1.1856536
2.84626211 -2.8072612 4 1.40670731 0.05554553 0.04845182 -1.3306388
1.3935637 2.70794744 4 1.07550657 0.0555459 0.05365108 1.2506877

5.99849928 2.65043275 4 6.66215148 0.05555273 0.05695605 1.06974215
1.2914469 -2.5219621 4 2.62234679 0.05556368 0.0652203 -1.6031393

6.80022958 -2.8511349 4 3.15026554 0.0555813 0.04634261 -1.5341587
1.29343374 2.62048328 4 2.96819824 0.05558891 0.05876957 1.91939155
7.12023309 3.01126464 4 3.55756471 0.05559236 0.03950116 1.38188432
1.51363261 -2.6102414 4 2.20258724 0.05560771 0.05940492 -1.1638217
6.29015422 2.78750529 4 4.20384047 0.05561167 0.04943784 1.21344304
2.09319844 2.78302037 4 1.30675668 0.05563492 0.04966491 1.28860663
2.98608827 2.70788817 4 2.24985274 0.05563873 0.05365437 1.20011662
14.4650044 3.07451752 4 2.88255361 0.05565783 0.03712921 2.60426278
1.56575221 2.66660386 4 1.4589116 0.0556772 0.05600366 1.385201
1.78593161 2.75038645 4 1.17964102 0.05569394 0.05135403 1.38246734
6.64745004 -2.8344189 4 3.82069841 0.0557149 0.04713339 -1.3579453
1.87521121 2.75436156 4 1.26395853 0.05572977 0.05114476 1.66824799
3.81220101 -2.0235773 4 17.7889677 0.05577406 0.11303619 -1.7865394
3.81220101 -2.0235773 4 17.7889677 0.05577406 0.11303619 -1.7865394
2.46863256 -2.8402962 4 1.03161826 0.05577513 0.04685358 -1.5054482
13.2039771 -3.0814749 4 4.10078591 0.05579429 0.03687865 -1.9456664
22.9383175 -2.2998715 4 52.6841331 0.05580516 0.08295076 -1.4791394
15.2216768 3.06939948 4 7.46093659 0.05581554 0.0373148 1.38384466
1.32175165 2.41973664 4 4.35330871 0.05582954 0.07278378 1.79471673
4.36155156 -2.0094981 4 20.4021412 0.05583221 0.11486469 -1.7835459
2.64641822 -2.6480394 4 3.76496696 0.0558364 0.05709858 -1.2094477
12.2672251 2.95133087 4 5.34274112 0.05584734 0.04191386 1.53734899
2.09655475 2.53041231 4 4.77367812 0.05585141 0.0646363 1.49988587
41.0453963 -3.244502 4 15.8431924 0.05585715 0.03153929 -1.5091304
2.79013399 -2.5822996 4 4.86469861 0.0558812 0.06117876 -1.3675919
5.18549832 3.01528641 4 1.38823315 0.05591166 0.03934516 1.7545683
7.91955619 -2.9688721 4 3.04042644 0.05592858 0.04119032 -1.6788009
2.06307611 2.19097572 4 9.16926182 0.05594218 0.09359009 2.01023557
1.00887222 2.44539363 4 3.39354763 0.05596001 0.07079565 1.62081149
2.35983273 2.73247365 4 1.44749339 0.05596308 0.05230943 1.63749461
75.3162866 -3.1284807 4 36.4711388 0.05597147 0.03523687 -1.3764582
3.79780703 2.9192933 4 1.60910956 0.05598954 0.04327402 2.72801459
5.04674774 -2.5402547 4 6.9497516 0.05599252 0.0639636 -1.1775965
74.1303181 -3.4056898 4 23.7903002 0.05599394 0.02713478 -1.7010796
2.17112842 2.68749352 4 1.38181444 0.05601409 0.05480042 1.33061029
10.1906047 2.8213943 4 6.59398682 0.05604895 0.04776043 1.23613498
191.405207 5.3645485 4 4.53260969 0.05607234 0.00582854 5.76797015
3.22417239 -2.6443893 4 3.86035806 0.05607565 0.05731675 -1.1147233
1.40785568 2.47779372 4 2.06138381 0.05609735 0.06837265 1.60268876
36.0323671 -2.80248 4 22.7660361 0.05613827 0.04868834 -1.3399583



1.26379648 2.60892741 4 1.88970164 0.05616318 0.059487 1.23710446
1.55275657 2.36500701 4 3.85121071 0.05616322 0.07724004 1.48122637
7.76903347 2.87521856 4 2.28698052 0.05618429 0.04523024 5.67974151
2.23229872 2.83175461 4 1.16310605 0.05620303 0.04726088 1.37039791
42.5775441 3.19632063 4 14.304097 0.05620838 0.03301645 1.70250329
55.2877175 3.06573326 4 27.6587867 0.05621472 0.03744842 1.38939475
7.00496088 -2.5673994 4 11.7666625 0.05621965 0.06214947 -1.3344526
4.77732639 2.80376362 4 3.17315962 0.05623893 0.04862471 1.24622405
15.4590676 -2.8250256 4 9.3949129 0.05627343 0.04758464 -1.2934274
5.82463314 2.48817972 4 9.42132188 0.05627647 0.06761605 1.28972134
14.0712242 -3.0013051 4 7.47451219 0.05628003 0.0398906 -1.3187355
2.0959026 2.43064277 4 3.93165641 0.05629595 0.07193103 1.321071

3.49420063 2.67822775 4 2.85407647 0.05632069 0.05533041 1.11142883
14.6253535 3.26413356 4 4.62459649 0.05632191 0.03095987 1.66651888
23.2499365 2.21576036 4 68.3586182 0.05636059 0.09104055 1.65049919
11.5509283 2.81788913 4 7.85966763 0.05636409 0.04793083 1.20852429
2.03424421 -2.468585 4 3.94148526 0.05638163 0.06905157 -1.4125075
1.72846911 2.73611248 4 1.4146352 0.05638174 0.05211369 1.52032501
4.5485415 2.86746907 4 2.83952051 0.05640595 0.04558474 1.25022718

6.77798923 2.5016375 4 11.8162443 0.05641696 0.06664982 1.36666192
10.7660726 -3.1914748 4 3.05979717 0.05644057 0.03316948 -1.7207626
1.52784765 -2.7572305 4 1.25573733 0.05644417 0.05099434 -1.3726637
3.23475072 2.74136494 4 1.29759847 0.05644516 0.05183266 1.61295894
2116.37628 -4.0222827 4 325.586191 0.0564686 0.01583444 -2.4179221
1.44747602 2.66996516 4 1.13051878 0.05647122 0.05580801 1.10599473
1.21575967 2.61524612 4 1.92358669 0.05648459 0.05909347 1.22171034
7.63727922 2.78490785 4 4.4374197 0.05653421 0.0495692 1.32430525
1.92898767 2.73382847 4 1.41376948 0.05656362 0.05223645 1.84258825
6.74468377 2.79797997 4 3.80732587 0.05657045 0.04891218 1.38804995
5.81857741 2.91203506 4 2.7328451 0.0565829 0.04358928 1.37386143
2.07206942 -2.7166054 4 1.06332919 0.05662221 0.05317298 -1.3703026
3.84949668 -2.8126978 4 2.17131098 0.0566409 0.04818449 -1.3258924
5.36681744 3.15680773 4 1.15858771 0.05666963 0.03428899 2.16284387
10.0182301 2.31108749 4 19.552686 0.0566802 0.08193435 1.32725863
7.70676026 -2.7052111 4 5.70474145 0.05669983 0.05380321 -1.1813681
47.1504743 3.07123226 4 19.8858258 0.05669989 0.03724822 1.59855632
4.60625129 -2.7981019 4 1.03705841 0.05674056 0.04890609 -2.7254354
1.25142228 2.69233479 4 1.42942963 0.05674267 0.05452583 1.30592078
4.60476231 3.02596829 4 1.21347223 0.05678705 0.03893431 2.02048313
4.85640593 -2.9308618 4 2.50834233 0.05681456 0.04277702 -1.3706885
2.46510681 -2.0682461 4 12.3072585 0.05681821 0.10744345 -1.7793764
1.1832129 2.6641151 4 1.26647888 0.05682387 0.05614904 1.18928968

2.92568322 -2.8112643 4 1.41733774 0.05684234 0.04825481 -1.3658589
1.93663397 -2.4987492 4 4.39992556 0.056862 0.06685586 -1.4770863
8.00423815 2.70712011 4 5.93700228 0.05688445 0.05369702 1.19488576
2.76745791 -2.6967805 4 2.17461351 0.05689873 0.05427508 -1.1359707
7.7633063 3.01778033 4 2.80435829 0.0569062 0.03924878 1.56576378

113.154258 3.33821038 4 40.0645387 0.05690993 0.02888385 1.60678701



8.04590043 2.59123944 4 10.6330927 0.05692161 0.06060469 1.19518734
1.41658499 -2.4401527 4 3.44915863 0.05692519 0.0711967 -1.5999658
30.3464281 3.27234855 4 8.72366831 0.05694688 0.03072114 1.78760369
28.7434034 2.75338636 4 20.0908819 0.05696255 0.05119601 1.22475526
7.55931642 -2.2597532 4 18.4724132 0.05696681 0.08670413 -1.477535
37.9408047 3.27867349 4 13.6870176 0.05699666 0.03053882 1.60619101
6.18594131 -3.0761574 4 2.6492922 0.05700997 0.03706997 -4.537388
448.705511 -5.1311417 4 2.37029477 0.05702905 0.0068331 -18.533507
1.64609849 -2.5931385 4 3.14451081 0.05705257 0.06048354 -1.5149962
1.13946347 -2.6866473 4 1.58241509 0.05705913 0.05484858 -1.4109023
1.20905552 2.61279719 4 1.1472092 0.05706861 0.05924563 1.17674159
7.07048834 2.78476941 4 1.48517072 0.05711179 0.04957621 2.22328557
8.66704036 2.84188443 4 4.69993333 0.05714717 0.0467783 1.33872013
4.06800327 2.96426878 4 1.77219279 0.05714977 0.04137877 1.49499201
1.5249839 2.61015507 4 2.04958488 0.05715725 0.05941031 1.16865836

8.14644748 2.43653853 4 12.8317025 0.05716774 0.07147476 1.19836163
8.14644748 2.43653853 4 12.8317025 0.05716774 0.07147476 1.19836163
1.66048177 -2.6666716 4 1.03267224 0.05718134 0.05599971 -1.4410708
6.39587922 3.1565551 4 1.68049563 0.05723843 0.03429731 1.95260084
4.04489337 -2.8160412 4 2.10451321 0.05726386 0.04802095 -1.3947972
3.22153879 2.80441897 4 1.44599356 0.0572727 0.04859226 1.44524554
3.01192576 2.70325978 4 1.1913571 0.05733683 0.05391201 1.64800942
1.41624602 2.67873227 4 1.04656726 0.05739959 0.0553014 1.14918088
1.18250204 2.4784621 4 3.18251023 0.05742954 0.06832367 1.4901619
7.70017919 -3.0250856 4 2.80284904 0.05743095 0.03896807 -1.5589045
3.88721507 -2.7348248 4 2.72262751 0.05743801 0.05218286 -1.2239192
4.28107624 -2.5234289 4 8.29667612 0.05744887 0.06511851 -1.5031804
13.9537364 -2.1150392 4 41.6626153 0.05745776 0.10190998 -1.5260973
2.08221772 -2.6942531 4 1.00034509 0.05746283 0.05441747 -1.369342
2.25237956 2.55239732 4 3.88135854 0.05747801 0.0631447 1.40103357
3.03309586 -2.5219511 4 2.00259385 0.05749146 0.06522107 -2.1809298
1.87358401 -2.7156618 4 1.13479224 0.05750209 0.05322484 -1.4313665
1.37085318 2.66186935 4 1.14623276 0.05750982 0.05628059 1.24927388
1.45653754 -2.6524125 4 1.00558038 0.05751341 0.05683846 -1.2472201
1.45653754 -2.6524125 4 1.00558038 0.05751341 0.05683846 -1.2472201
1.45653754 -2.6524125 4 1.00558038 0.05751341 0.05683846 -1.2472201
1.95852113 -2.4783928 4 4.31522342 0.05762619 0.06832875 -1.4430625
1.15787853 2.64822848 4 1.44165978 0.05764003 0.05708731 1.29697824
2.25142262 2.73904802 4 1.36870937 0.05766093 0.05195641 1.23961378
2.69104939 2.66161892 4 1.19299909 0.05769958 0.05629528 1.68898547
4.62284677 2.74891116 4 2.6728645 0.0577105 0.05143195 1.30108806
10.0816492 3.10161933 4 2.91624097 0.05771693 0.03616429 1.79496221
2.78907459 2.67077876 4 1.87210935 0.05775343 0.05576077 1.27602491
4.41119622 -2.8591743 4 1.95459199 0.05781953 0.04596778 -1.4281657
11.1683173 2.37741125 4 18.5884059 0.05782002 0.07620358 1.2319831
97.7190132 -2.8535364 4 47.5313406 0.05782885 0.04623027 -1.5841717
1.09379081 2.41557854 4 2.53319538 0.05785381 0.07311192 1.65274697
2.66107254 2.69358643 4 1.17772593 0.05786737 0.0544551 1.4580321



2.1431595 2.46145751 4 3.638056 0.05787191 0.06958233 1.29474464
1.51608863 2.68246883 4 1.43440317 0.05788775 0.0550871 1.56935972
9.3554709 -2.3498159 4 16.895907 0.05788858 0.07853114 -1.2647024

1.08393071 -2.6586435 4 1.24046238 0.05790821 0.05647017 -1.1803429
2.05650572 -2.4803418 4 1.64459269 0.05792152 0.06818614 -1.8635163
1.57040899 2.66805327 4 1.14537279 0.05793131 0.0559192 1.13999947
5.53383625 -2.8494976 4 1.87032873 0.05794638 0.04641938 -1.6588207
5.64668074 -2.5225985 4 8.24620998 0.05795658 0.06517612 -1.2039731
9.23287213 2.81438919 4 6.44107572 0.05795678 0.04810168 1.18693576
3.42147071 -2.9716988 4 1.11400227 0.05796102 0.04107509 -2.0211385
2.79180299 -2.6489699 4 1.08613494 0.05799276 0.05704312 -1.5598891
1509.23895 -3.0510224 4 691.530573 0.05801307 0.03799024 -1.4758968
2.01293106 2.59926636 4 1.37783782 0.05803216 0.06009451 1.69939466
7.99038903 2.85373859 4 3.76112852 0.05805377 0.04622082 1.46526455
1.13722121 -2.4329598 4 2.26495322 0.05809174 0.07175133 -1.5312077
4.67517337 3.01577335 4 1.68667763 0.05810246 0.03932632 1.6618356
5.71540086 -2.480922 4 8.714778 0.05810508 0.06814375 -1.204188
1.05501412 -2.6567737 4 2.30153845 0.05810685 0.05658039 -1.4744271
4.97331543 2.69764787 4 3.28905097 0.05810959 0.05422631 1.23380847
17.1176305 2.77026697 4 12.2088448 0.05811464 0.05031724 1.1980661
1.8112752 -2.4557356 4 3.48157956 0.0581245 0.07001177 -1.3039034

11.7067378 2.77647551 4 7.32219675 0.05814298 0.04999844 1.30345255
9.68058528 -2.3344325 4 21.4473244 0.05817784 0.07986347 -1.4424642
2.63292287 2.61463738 4 2.86105645 0.05818578 0.05913125 1.03924873
2.75364058 2.86610197 4 1.08463363 0.0582211 0.04564762 1.61324181
3577.78596 -7.9274194 4 1.81542407 0.05823545 0.00137057 -42.879227
2.7726905 2.69703705 4 1.75238775 0.05826421 0.05426065 1.30452228
12.464989 3.10612902 4 4.1190885 0.05828085 0.0360066 1.62120848

2.51023947 -2.6573953 4 1.28786416 0.05830325 0.05654373 -1.3900528
2.15356169 2.52563358 4 4.6531967 0.05831527 0.06496583 1.62826604
9.89766525 2.75401928 4 7.41977594 0.0583366 0.05116274 1.16226656
2.29448566 2.67927585 4 1.76650281 0.05833772 0.05527017 1.11351637
15.7577501 -2.818906 4 9.93346688 0.0583709 0.04788132 -1.2901903
7.59088517 2.8799449 4 4.08998421 0.05840278 0.0450156 1.35972412
1.66390063 2.57566359 4 2.88584463 0.05840378 0.06160892 1.33274829
2.08788569 -2.713727 4 1.21667762 0.05842057 0.05333138 -1.3647939
2.88512024 2.74486935 4 1.52129263 0.05842336 0.05164612 1.2963657
2.00772413 2.76140276 4 1.20023479 0.05844612 0.0507765 1.28773184
8.37146681 -2.8929232 4 3.25863007 0.05845295 0.0444323 -1.5637121
1.23271952 -2.682706 4 1.11172856 0.05846994 0.05507352 -1.1722058
5.60379237 2.56990654 4 7.52293973 0.05847547 0.06198491 1.18300081
21.0753541 2.80448169 4 12.53454 0.05847955 0.04858916 1.31763596
6.16476815 2.69713318 4 3.49858853 0.05848185 0.05425525 1.36353829
1.11946942 2.6219581 4 1.77818728 0.05848279 0.05867873 1.27171395
18.542793 3.83993746 4 1.82854462 0.05848318 0.01846053 5.8051561

7.18250591 2.76136205 4 1.49553746 0.05849539 0.05077862 2.19610901
1.71245403 2.79629619 4 1.7088838 0.05850572 0.04899624 1.72955517
3.2766233 2.81255023 4 1.01651779 0.05854065 0.04819173 1.94006509



1.20896142 2.60095082 4 1.55742085 0.05859451 0.05998808 1.14167071
107.069033 -3.1836367 4 21.9424043 0.05859556 0.03341878 -2.6598968
2.98761579 -2.682637 4 1.08651959 0.0586036 0.05507747 -2.1376115
2.74523902 -2.2424964 4 7.886681 0.0586145 0.08837696 -1.5127033
1.12057152 -2.5235953 4 2.9575781 0.05864316 0.06510696 -1.7125633
141.375847 4.50782086 4 8.63337498 0.05865606 0.01075797 3.59731699
2.17223697 2.46549631 4 3.43254091 0.05870906 0.06928101 1.22097872
99.9387199 -4.0013302 4 9.76026217 0.05876221 0.01611226 -3.0476868
2.78151699 2.55052522 4 4.34605809 0.05876532 0.06327017 1.24266693
2.00975909 2.65170665 4 1.24321383 0.05876912 0.05688035 1.37061666
2.44587197 2.63573187 4 1.02847845 0.05877009 0.05783806 1.59593045
1.00423219 2.56049283 4 1.3296585 0.05880482 0.0626054 1.15259633
1.68523481 2.5545223 4 2.31629072 0.05882974 0.06300262 1.19065509
2.71536592 -2.7137227 4 1.23908382 0.05884174 0.05333161 -1.3889269
3.41156639 2.18226952 4 24.6788622 0.05884488 0.0945045 2.67465397
8.34792576 3.04307728 4 2.50698597 0.05886372 0.03828668 1.75714825
4.34767978 -2.3874795 4 8.46619029 0.05887064 0.07537388 -1.3220699
209.066252 2.90290131 4 108.638093 0.05887768 0.04398982 1.43062937
2.46170017 -2.6870406 4 1.26964448 0.05893425 0.05482619 -1.4150715
2.98896316 -2.5569828 4 4.84119817 0.0589399 0.06283857 -1.351391
4516.58875 -4.4214925 4 227.306468 0.05896137 0.01149758 -4.8611943
19.4104289 -3.0527744 4 5.43056481 0.05896648 0.03792523 -1.8975456
1.56643277 2.62781319 4 2.08868555 0.05898253 0.05831966 1.16663494
2.0951162 2.45666173 4 3.6508057 0.05898442 0.06994206 1.30597465

3.33464952 2.35250116 4 9.53395235 0.0590307 0.07830115 1.79623806
10.7661049 -3.1764337 4 2.81056767 0.05903408 0.03364983 -1.7669211
84.8012479 2.48204137 4 120.529081 0.0590354 0.06806206 1.20731176
1.12979545 2.31224176 4 4.44966194 0.0590449 0.08183055 1.670342
2.87035048 -2.6442046 4 1.94078113 0.05904835 0.05732782 -1.2673251
5.80037091 -2.2870501 4 11.8210401 0.05905854 0.08413007 -1.3409632
3.77568233 2.74720955 4 2.2362495 0.05909614 0.05152199 1.32596857
14.0132098 2.74846698 4 9.85805903 0.05910364 0.05145544 1.21079281
6.43567089 -2.8493482 4 2.01079916 0.05911006 0.04642639 -1.8258623
1.05945038 2.60701448 4 1.3912748 0.0591885 0.05960673 1.20459388
1.15661525 -2.6001486 4 1.79843015 0.05922103 0.06003874 -1.268238
2.0746658 -2.6823602 4 1.27522598 0.0592374 0.05509331 -1.2186583

5.47502988 2.34249869 4 10.2879312 0.0592406 0.07916172 1.31668787
1.90002483 -2.449916 4 3.61078831 0.05924407 0.07045165 -1.284011
10.2439279 2.50344367 4 13.0682814 0.05926202 0.06652135 1.10962347
5.51439358 -2.7318869 4 4.18343124 0.05926328 0.05234107 -1.1376808
6.45734426 2.7262053 4 4.89382143 0.0592833 0.0526486 1.15198918
1.41855396 2.60651524 4 1.75613163 0.05928867 0.05963802 1.13655121
4.29659649 -2.3460055 4 9.40856291 0.05929459 0.0788588 -1.4792583
52.5055637 3.34279292 4 17.0303092 0.05929751 0.02876093 1.6807232
3.82693085 2.54467612 4 5.00856167 0.05933382 0.06366402 1.13937794
7.29665682 2.42978261 4 14.7690835 0.05935458 0.07199787 1.51875497
1.41931225 -2.6176556 4 1.15916956 0.05938519 0.0589442 -1.1369732
5.75428419 2.5039256 4 8.1701347 0.05943218 0.06648712 1.17640306



4.77808468 -2.7025519 4 2.85111958 0.0594373 0.05395154 -1.3397437
79.7869038 -2.8604439 4 52.8261957 0.05944207 0.04590891 -1.1981931
3.66656706 2.88069935 4 1.63840937 0.05950409 0.04498145 1.49594504
1.90526296 2.3772056 4 5.21526009 0.05950756 0.07622064 1.67364707
2.22452887 2.80078688 4 1.01637687 0.05951514 0.04877242 1.52503671
16.116577 2.72719368 4 10.607106 0.05951712 0.05259495 1.25511339
2.5436071 2.69979082 4 1.56106271 0.05953524 0.05410605 1.22692787

1.37935189 -2.6692004 4 1.01575051 0.05953852 0.05585246 -1.1652572
75.2183638 2.99747055 4 35.5563843 0.0595688 0.04004174 1.43041522
46.9277054 -2.4316888 4 65.3494232 0.05959025 0.07184983 -1.1505477
15.736078 2.30507425 4 31.7244159 0.05960174 0.08247753 1.36840953

114.601219 2.82451147 4 62.9817933 0.0596075 0.04760948 1.40354479
1.5653334 -2.5537288 4 3.88031836 0.05961792 0.06305563 -1.7083556

1.92756707 2.62128336 4 1.5575176 0.05964217 0.05872027 1.12742458
1.32832751 2.54977321 4 1.54669873 0.05968719 0.06332065 1.36290442
1.58777581 2.37286363 4 3.78894343 0.05969105 0.07658173 1.41789285
4.57395373 -2.3272487 4 11.9798007 0.05969109 0.08049438 -1.6292549
12.3017029 -2.7037363 4 9.97907288 0.05973132 0.05388542 -1.0997936
7.43561705 3.02635708 4 1.9062983 0.05973926 0.03891945 2.03994376
3.02636564 2.79763154 4 1.53219097 0.05975037 0.04892956 1.36981165
22.1695862 -3.5475961 4 1.65963469 0.05980052 0.02385002 -3.2559033
190.619792 4.09671784 4 15.6138061 0.05980293 0.01489298 3.44385987
1.04221464 -2.5537552 4 1.75989162 0.05984642 0.06305387 -1.2598288
1.16502652 2.57771277 4 2.96050939 0.05984906 0.06147571 1.63843605
22.142327 2.79927057 4 14.5174147 0.05991242 0.04884786 1.21164269

7.88866694 -3.1407246 4 1.22298149 0.05991339 0.03482343 -2.7333139
17.416903 -2.8446989 4 11.0093318 0.05992377 0.04664523 -1.2186782

2.95242158 -2.5682564 4 4.11168903 0.05992604 0.06209316 -1.2183469
1.28804005 -2.4166261 4 2.95468495 0.05994132 0.07302909 -1.4668922
4.36130221 2.21488721 4 47.987439 0.05995876 0.09112904 3.10634213
11.0734572 -2.8172358 4 7.22069883 0.05996514 0.04796267 -1.2090758
20.7203953 2.71446679 4 13.3019739 0.05999723 0.05329061 1.33440135
8.53116631 -2.8481861 4 4.7057983 0.06003456 0.04648097 -1.3003298
4.35315571 -2.7414158 4 2.49644141 0.06004518 0.05182995 -1.3025195
4.61840743 -2.4152485 4 7.37768323 0.06007072 0.07313803 -1.2029212
1.45907841 2.59309217 4 1.81234722 0.06007095 0.0604865 1.11105574
1.6479668 2.46170783 4 2.84990062 0.06009089 0.06956361 1.31462511

5.66821704 2.10969331 4 18.0233025 0.0601116 0.10252591 1.52998861
2.11444076 -2.5767806 4 1.35010604 0.06011262 0.06153627 -1.2637105
1.53022792 2.50553002 4 1.5770014 0.0601217 0.0663733 1.47366604
3.06352249 2.76827302 4 1.42327075 0.06015954 0.05042013 1.42199883
40.1629822 2.75036168 4 29.3509429 0.06016251 0.05135534 1.16401316
13.5723559 2.72988768 4 10.2509218 0.06017697 0.05244904 1.12873232
5.73889172 -2.8441337 4 1.35272568 0.0601806 0.04667192 -1.9087442
214.424152 -3.6288907 4 38.4446669 0.0601811 0.02218167 -2.415677
56.6551768 3.19213898 4 17.9884956 0.06019462 0.03314846 1.72471541
23.3133978 2.22762193 4 153.88321 0.06020637 0.08984791 2.66677971
2.59264244 -2.5735836 4 3.1885996 0.06021524 0.06174446 -1.1135733



1.37976937 2.53649116 4 2.28671614 0.06023805 0.06421988 1.23452019
3.65200106 2.77169585 4 2.01428262 0.06025592 0.05024367 1.31862074
1.7034908 2.5219909 4 2.6035009 0.06025884 0.06521831 1.28880008

5.08542031 -2.8516 4 2.03518124 0.06026742 0.04632082 -1.5557459
7.90380454 2.46028028 4 11.9450904 0.06027902 0.06967044 1.25863895
1.68955626 2.5483698 4 1.52320043 0.06029448 0.06341498 1.74892763
14.8656114 2.75865732 4 9.37941917 0.06031718 0.05091972 1.25506731
1.23391613 2.62502331 4 1.91731897 0.0603178 0.05849044 1.26385081
1.34465177 2.59902682 4 1.83211383 0.06032461 0.06010967 1.53779826
1.20654124 -2.6156932 4 2.06048625 0.06034199 0.05906574 -1.323327
1.80183588 2.54113936 4 1.47610434 0.06034629 0.06390353 1.64742761
7.29354716 2.93898929 4 1.58174894 0.06034746 0.04243183 1.97229206
94.9173977 2.81176914 4 48.8825658 0.0603567 0.04823004 1.49075137
28.1563177 -2.4389582 4 40.0997801 0.06041054 0.07128846 -1.1894617
302.169817 -4.4099681 4 7.75569744 0.06041235 0.0116009 -7.4349483
2.28701801 2.60743181 4 1.52843553 0.06041589 0.05958058 1.20915974
8.76848085 2.92711749 4 3.824331 0.0604482 0.04293715 1.45957853
4.01604171 2.25555662 4 9.88290427 0.06050067 0.08710764 1.42251033
8.08971538 3.09563225 4 1.31704315 0.06050159 0.03637489 2.12592646
107.062043 2.75806497 4 57.6943276 0.06050712 0.05095069 1.46186219
48.8861312 3.15533376 4 15.9717525 0.06053019 0.03433756 1.70360695
4.31793839 2.42212493 4 6.69067546 0.06053445 0.07259606 1.1884724
1.75589681 2.05735737 4 9.11091756 0.06055037 0.10877813 2.04485977
14.2633497 -3.1171826 4 3.63963979 0.06055611 0.0356235 -1.8868077
1.02234119 -2.4722007 4 1.84440509 0.06058152 0.06878409 -1.3493821
9.65386588 -2.5206657 4 13.311022 0.06059065 0.06531044 -1.2281867
11.0427542 -3.0399221 4 4.32226078 0.0606061 0.03840516 -1.5287348
6.99751845 -2.7311242 4 4.9673526 0.0606602 0.05238223 -1.1510912
7.64099315 -2.3829544 4 15.3651523 0.0606613 0.07574551 -1.4129531
1.77187072 2.33704012 4 7.75686103 0.06066535 0.07963585 2.27778536
89.7610658 3.12880697 4 33.0460944 0.06067535 0.03522578 1.63188745
1.85565412 2.5951351 4 2.38722546 0.06071363 0.06035647 1.14221717
58.0786983 2.71032462 4 37.1892097 0.06076117 0.05351932 1.29891101
5.7242324 2.68605771 4 3.18650587 0.06077054 0.05488216 1.36132283

3.34095517 2.67601357 4 2.43641548 0.06077844 0.05545793 1.13771855
2.45779885 2.74715612 4 1.72647583 0.06078853 0.05152482 1.94909827
3.05718761 -2.3619706 4 5.68014256 0.06081566 0.07749618 -1.2972365
1.74843893 2.76335908 4 1.52761337 0.06082066 0.05067473 1.64957926
34.9466126 3.48126562 4 7.50765115 0.06082256 0.02532285 1.97926397
1.58776753 -2.2146717 4 4.7869701 0.06082533 0.0911509 -1.6215121
8.57098706 2.75672876 4 4.37027974 0.06082936 0.05102061 1.42103544
2.12272302 2.4741936 4 3.450426 0.06083217 0.06863717 1.27001872
10.9442491 2.48175369 4 17.0409121 0.06086364 0.06808304 1.27631818
1.20827138 2.48471437 4 3.05767107 0.06087164 0.06786743 1.4950336
2.86401149 2.54586234 4 3.88491428 0.06089045 0.06358392 1.18470499
1.09541865 -2.5468 4 1.41965419 0.06089731 0.06352068 -1.1368847
1.02349335 2.39547779 4 3.29306239 0.06089794 0.07472204 1.93009589
1.08467927 2.54600918 4 1.40193136 0.06091155 0.06357401 1.14779698



5.41703039 2.62486967 4 3.52903773 0.06092157 0.05849986 1.26487076
8.06506797 2.68304545 4 3.92007093 0.06093064 0.05505411 1.50928949
3.72819023 -2.8269057 4 1.72074656 0.060956 0.04749392 -1.4919956
1.13011934 2.44373801 4 2.40337971 0.06095759 0.07092206 1.39726924
2.46613567 2.58582259 4 1.60400419 0.06100052 0.06095179 1.25741063
1.68735196 -2.4207251 4 3.75948216 0.06100328 0.07270602 -1.3902066
2.56244522 2.61228771 4 1.1113003 0.06103711 0.05927735 1.65123839
5.33177477 2.48431401 4 9.20352292 0.06106065 0.06789654 1.33693419
1.04232113 -2.5819862 4 1.13817788 0.06106903 0.061199 -1.1208139
10.4799575 3.21930127 4 2.90214961 0.06109453 0.03230195 1.8700263
5.1006511 2.50455149 4 7.04250448 0.06109698 0.06644269 1.17144754

15.0132462 2.9517303 4 7.78764918 0.06113292 0.04189722 1.35555893
39.2825865 3.1406681 4 11.3634047 0.06116221 0.03482532 2.00641939
3.31707166 -2.7428499 4 1.20578778 0.06117191 0.05175352 -1.5411116
19.7799531 -2.439214 4 30.3516711 0.0611808 0.0712688 -1.2481731
1.80249518 2.41338283 4 3.30421101 0.06119306 0.07328587 1.32080411
200.378955 -3.1523855 4 77.7783841 0.06122408 0.03443497 -1.5706451
4.74580442 2.67365246 4 2.97580941 0.06124473 0.05559429 1.25268249
2.62019266 2.56226023 4 1.29470382 0.06125122 0.06248836 2.07560559
107.143897 2.80776048 4 68.579942 0.06126115 0.0484272 1.2374253
2.4848553 2.55858376 4 1.4441319 0.06129725 0.0627321 1.32055608

8.22407259 -2.7186896 4 3.80988485 0.06133686 0.05305862 -1.5504877
17.2128996 -2.8536779 4 7.02863148 0.06134179 0.04622366 -1.7214634
2.03737833 -2.6005797 4 1.41512081 0.06136034 0.06001151 -1.244623
5.69595359 -2.0928612 4 20.173471 0.06136087 0.10449232 -1.7595421
1.90417922 -2.556468 4 1.16722684 0.06139296 0.06287286 -1.2650813
3.68524557 -2.3187143 4 15.5477937 0.06140068 0.08125122 -2.2806492
8.52872896 2.77124975 4 5.50199868 0.06140567 0.05026662 1.25083934
7.21675999 -2.6201572 4 5.86305973 0.06144822 0.05878968 -1.1456902
25.9964679 3.06518045 4 6.5517493 0.06147262 0.03746861 2.30112751
1.29050295 2.57766419 4 1.44785621 0.06155804 0.06147887 1.44354839
393.590094 -4.5479201 4 14.0720739 0.06160168 0.01043408 -5.5825845
1.80204542 -2.4659828 4 3.21218017 0.06161009 0.06924481 -1.3023439
5.05197317 2.73845075 4 3.30152979 0.06164155 0.05198837 1.2014273
1.86068318 2.51533978 4 1.01400851 0.06164196 0.0656822 1.36947192
2.33727886 2.61614373 4 1.7743645 0.06164763 0.05903781 1.16759908
5.39774108 -2.3666864 4 9.80975319 0.06166463 0.07709879 -1.2914644
1.02140232 2.5105615 4 1.76027774 0.0616979 0.0660178 1.27496275
2.44689239 2.64792692 4 1.59995593 0.06171978 0.05710529 1.18611612
63.6245398 3.15035284 4 20.6688687 0.06173114 0.03450231 1.7105912
6.0299904 2.77675713 4 2.82678967 0.0617391 0.04998404 1.42454442

1.72818344 2.63093643 4 1.10108966 0.06176263 0.05812916 1.32064017
1.29042894 -2.5537111 4 1.78277207 0.06176912 0.06305681 -1.2034091
12.421208 -3.0645926 4 3.6378505 0.0618091 0.0374901 -1.9719537

3.53381042 2.39623463 4 6.32415161 0.06181319 0.0746607 1.28075462
5.37358443 -2.4057016 4 10.4919632 0.06182368 0.07389812 -1.4688947
33.2754238 -2.69623 4 19.2631989 0.06183452 0.05430606 -1.3849287
3.56889121 2.70119977 4 2.04545943 0.0618483 0.05402714 1.37039144



6.96392364 -2.891105 4 3.32830881 0.06185793 0.04451349 -1.3929328
2.05724364 -2.6053714 4 1.24314616 0.06186805 0.05970979 -1.2476346
3.72901043 -2.7852839 4 1.14237344 0.06186821 0.04955015 -2.07309
1.52082531 -2.6004372 4 1.1460952 0.06190757 0.06002051 -1.1915055
4.70208593 -2.5053038 4 7.44346894 0.06190871 0.06638933 -1.2840914
2.48578059 2.14712699 4 9.04615024 0.06191007 0.09829801 1.63126281
1.46564235 2.64189821 4 1.0311435 0.06191403 0.0574662 1.24380563
4.68618213 -2.769649 4 1.9941893 0.06191432 0.0503491 -1.44337
1.81128176 2.63992297 4 1.21568502 0.06197012 0.05758501 1.22456736
3.45236448 -2.4996672 4 4.99369635 0.06197782 0.0667903 -1.2442603
1.90627575 2.58021973 4 1.08884434 0.06197907 0.06131321 1.36315196
3.12205452 2.65469402 4 2.19857511 0.06201143 0.05670329 1.16084252
14.5286237 3.09928844 4 5.0636699 0.06201447 0.03624611 1.59126062
4.11103408 2.60816054 4 3.35937675 0.06202775 0.05953496 1.13783458

60.78366 -4.3981517 4 1.19632708 0.06203734 0.01170802 -7.258739
1.79398054 2.64422968 4 1.17574504 0.06209256 0.05732631 1.55078638
2.0658086 2.69687277 4 1.20681664 0.06209345 0.05426989 1.29179585

3.39939478 2.6666644 4 1.75978 0.06211229 0.05600013 1.45269826
1.58593709 -2.3744623 4 3.34772112 0.06211354 0.07644855 -1.4380841
10.7398177 3.09051097 4 2.98527296 0.06211483 0.03655618 1.74959158
11.0763067 -3.0049279 4 4.25144394 0.06212065 0.03974842 -1.5938739
1.54643489 -2.5827232 4 1.13472692 0.0621389 0.06115141 -1.2331086
4.89855313 2.85316051 4 1.50378027 0.06213953 0.04624783 1.88053329
1.54065752 2.5583535 4 1.1885908 0.0621481 0.0627474 1.12713152
13.5622591 2.25260555 4 37.5486394 0.06215984 0.08739266 1.70751344
1.16706759 -2.5880857 4 1.04744532 0.06218109 0.0608065 -1.1191104
9.73587821 2.79795572 4 5.27241629 0.06218472 0.04891339 1.37955603
1.1375686 2.54556836 4 1.7064539 0.06219762 0.06360376 1.38959177

2.10556636 2.20292754 4 3.09476992 0.06220033 0.09235082 2.31215581
11.833668 2.96634361 4 5.2072971 0.06225563 0.04129371 1.45350106

9.71570104 2.69556599 4 5.77635785 0.06226019 0.05434345 1.32352592
64.2513879 3.19654655 4 6.62379912 0.06229615 0.03300934 3.6138209
248.963796 -2.3706453 4 370.577072 0.06229673 0.07676696 -1.1958382
495.941223 2.39803139 4 691.733592 0.06229806 0.07451528 1.16021498
5.57121087 2.74828165 4 1.73447697 0.06230825 0.05146524 2.16624312
1.02677532 2.58906729 4 1.59476612 0.06232904 0.06074361 1.33910993
1.66173466 2.48152823 4 2.56530048 0.06234569 0.06809949 1.2293768
2.11328285 2.52949587 4 3.52320773 0.06236694 0.06469935 1.34014084
2.07312048 2.55781644 4 2.88695428 0.06238792 0.06278311 1.20078615
3.85093972 -2.4715123 4 6.37645642 0.06245528 0.06883493 -1.3802222
1.49325251 2.50159823 4 2.0510122 0.06247785 0.06665262 1.1488316
9.44319508 -2.7548778 4 1.82178182 0.06251352 0.05111766 -2.3512171

6.926629 2.41845781 4 9.79255223 0.06254554 0.07288452 1.15000897
1.28214701 2.55560626 4 1.5232153 0.0625464 0.06293029 1.53086388
6.30935753 -2.8429111 4 2.89300524 0.06255567 0.0467297 -1.3811832
3.80671164 2.41477462 4 5.56657758 0.06259977 0.07317556 1.17191722
1.85023304 2.63808719 4 1.23833035 0.06260218 0.05769569 1.19966596
356.431744 -2.8182447 4 197.976119 0.06261828 0.04791351 -1.3599054



106.372392 3.0433402 4 24.537887 0.0626995 0.03827683 2.39127324
2.581047 -2.4789481 4 4.23146559 0.06270658 0.06828809 -1.2633407

2.35770528 -2.6585464 4 1.18468396 0.06272689 0.05647589 -1.3400801
7.51182021 -2.7850122 4 3.74713829 0.06278433 0.04956391 -1.4325167
3.97431324 2.70245935 4 1.74018686 0.06281063 0.05395671 1.55197795
4.06613799 2.90568112 4 1.54156823 0.06282487 0.04386747 1.60704211
17.5766502 2.72619357 4 10.4199855 0.06285447 0.05264924 1.32229273
4.06258974 2.37389892 4 7.332404 0.06288349 0.07649546 1.32671742
1.10574145 2.57027267 4 1.47853458 0.06288818 0.06196092 1.2996594
1.26422514 2.45517857 4 1.98575266 0.0628976 0.07005375 1.26316538
5.39284941 2.32298026 4 4.09144451 0.062909 0.08087191 3.48433304
3.20622976 -2.4886417 4 5.99947245 0.06294871 0.06758261 -1.4143578
5.34176809 -2.3304298 4 10.1705867 0.0629832 0.08021431 -1.3113064
5.26951721 2.3341187 4 8.91249236 0.0629848 0.07989092 1.25930007
3810.72822 2.64552023 4 2921.87203 0.06302474 0.05724905 1.16489042
1.83676238 2.38102715 4 3.08827351 0.0630258 0.07590442 1.27224102
3.70567699 -2.5788131 4 2.6243497 0.06306063 0.06140433 -1.2282153
4.58092294 2.80122693 4 1.3648643 0.06310202 0.04875055 1.95716113
6.83687483 2.49093248 4 9.24293181 0.06315843 0.06741711 1.17478319
2.82221659 2.35242418 4 4.93109515 0.06316252 0.07830774 1.30167158
14.420024 3.30059861 4 1.20089596 0.06317572 0.02991663 2.86276088

3.05519325 -2.6984508 4 1.82947391 0.0631878 0.05418122 -1.3159783
1.02160135 2.55878075 4 1.86581535 0.06319857 0.06271901 1.38717413
2.63985398 2.65128951 4 1.42432299 0.06322193 0.05690513 1.28031918
3.27509926 2.57969372 4 2.64458309 0.06322533 0.06134726 1.10973292
2.70557539 2.65789798 4 1.07832764 0.06323935 0.05651409 1.54247275
25.4147662 2.41305069 4 46.416376 0.06323937 0.07331223 1.40024229
2.87602959 2.45038211 4 3.05063971 0.06326489 0.07041631 2.32017445
31.1322892 2.27806521 4 52.80177 0.06326519 0.08496774 1.24761906
2.60646887 -2.3819662 4 4.30085595 0.06326872 0.07582695 -1.2669674
3.79867731 2.57014296 4 1.71881411 0.06326916 0.06196942 2.45427411
9.67490122 2.29079644 4 18.0122826 0.06329812 0.08378355 1.29202395
4.12830964 2.47813279 4 3.19661914 0.06340816 0.0683478 2.78489269
1.03337618 -2.5690353 4 1.44801893 0.06340964 0.06204204 -1.2433952
81.3354208 -2.4667822 4 116.496349 0.06341056 0.06918539 -1.2489812
2.29197893 -2.5729764 4 1.62044959 0.06345806 0.06178409 -1.2657539
1.30768734 -2.3581345 4 2.89482103 0.06346787 0.07782114 -1.3923856
3.57594982 2.64088119 4 2.46893142 0.0634836 0.05752734 1.16540029
1.43711513 2.62839459 4 1.17353133 0.06354034 0.05828415 1.3261899
28.3566569 2.73019742 4 17.600985 0.06354075 0.0524323 1.3002804
1.4294468 2.49561088 4 1.94353455 0.06354602 0.06708055 1.13219663

1.68162156 -2.1988149 4 5.35148851 0.06356091 0.09277518 -1.5828107
12.8909691 2.66738014 4 7.33089377 0.06365375 0.05595841 1.45879652
2.26277063 -2.6274393 4 1.64743623 0.0636673 0.05834252 -1.741533
394.174655 -4.1721607 4 38.8526872 0.06368278 0.01400671 -2.8910755
2.63155755 -2.4624659 4 5.77243953 0.06368293 0.06950695 -1.5613391
2.39405598 2.49686802 4 3.85970198 0.06368771 0.06699044 1.32284289
9.67247343 -2.7638802 4 2.6079087 0.06370268 0.05064766 -1.9834966



1.45770127 2.51164583 4 1.91411418 0.06372422 0.06594147 1.17445579
2.4425475 2.72285437 4 1.07150767 0.06380977 0.05283095 1.59962402

3.34776352 2.40654332 4 6.35962387 0.06383944 0.07383075 1.46482031
1.53583303 -2.4809851 4 2.51656987 0.06384543 0.06813914 -1.3660295
8.55438913 2.86050838 4 2.47497911 0.06385035 0.04590592 1.94666732
5.62723912 2.66476619 4 3.82319136 0.06385196 0.05611096 1.23043689
1.14235348 2.48053256 4 2.13800356 0.06386352 0.0681722 1.29336803
4.27558579 2.56678421 4 3.93682461 0.06386492 0.06218993 1.04117383
24.093054 -2.9763566 4 9.10765172 0.06388319 0.04088604 -1.7009951

21.1316094 2.84445584 4 9.3778705 0.06388711 0.04665671 1.49200538
11.0981375 2.78301699 4 6.26947179 0.06390136 0.04966508 1.27921788
2.01724971 2.58398281 4 1.35352108 0.06395753 0.0610702 1.25706519
279.500787 -4.2781646 4 19.3704431 0.06397789 0.01286639 -3.6078842
6.33010118 2.2909677 4 29.8231923 0.06399403 0.08376774 2.43884838
1.47676047 2.56200447 4 1.22678032 0.06400407 0.06250528 1.1186777
2.95040336 -2.6953073 4 1.37184616 0.06402045 0.05435803 -1.3988473
5.12473021 2.79426506 4 1.57675684 0.06403813 0.04909786 1.95645229
43.748745 -2.4673744 4 54.0372774 0.06403829 0.0691414 -1.1245883

2.78341381 2.34707609 4 4.69603665 0.06405663 0.07876658 1.26813792
3.63858459 2.65086663 4 2.104647 0.06406011 0.05693025 1.26797523
73.1124429 2.69600207 4 39.788144 0.06410806 0.05431889 1.43453418
1.40864779 2.00930095 4 10.2629334 0.06411177 0.11489052 2.45346278
3.64682237 -2.7402023 4 1.27461122 0.06412244 0.05189472 -1.5364253
4.39388291 2.66702 4 3.01873815 0.06413024 0.0559794 1.21983592
7.49766484 2.76520904 4 4.2351861 0.06415772 0.0505787 1.29662391
5.44083761 2.69842281 4 3.06968891 0.06416527 0.05418279 1.40008802
1.99537453 2.59735806 4 1.49210976 0.06417982 0.06021536 1.13603923
2.53534868 2.70553618 4 1.46420789 0.0641893 0.05378511 1.30900899
62.6756489 -2.6073675 4 29.0457316 0.06420084 0.05958461 -20.337064
8.10181524 2.63729349 4 5.59256034 0.06422805 0.05774362 1.24737732
6.7916556 -2.7408609 4 3.34984591 0.06423162 0.05185955 -1.4072991

1.00173476 2.30900808 4 2.8281539 0.06423277 0.08212173 1.55989895
1.33011736 2.3491623 4 2.57184141 0.06424893 0.07858723 1.67402161
7.4700163 -2.8021633 4 4.26844081 0.06426512 0.04870405 -1.2955005

2.29993696 -2.5093163 4 2.57024321 0.06426682 0.06610557 -1.0476012
5.82674376 2.39582373 4 8.68915481 0.0642945 0.074694 1.18508848
5.21815487 -2.6980296 4 3.07422554 0.06430061 0.05420487 -1.2484321
3.26280235 2.68722136 4 1.89820896 0.06430344 0.0548159 1.26381539
1.42316962 -2.5166492 4 1.88439095 0.0643064 0.06559058 -1.2084657
7.95661774 2.33657106 4 28.3055497 0.06431201 0.07967674 2.07039319
11.4249994 2.62813776 4 8.71147598 0.0643428 0.05829983 1.16837025
2.29193372 2.69008189 4 1.06667957 0.06434281 0.05465342 1.51210647
2.29193372 2.69008189 4 1.06667957 0.06434281 0.05465342 1.51210647
28.9522606 2.74892084 4 18.4309715 0.06437264 0.05143144 1.22911623
6.21466453 2.85169949 4 2.23493332 0.06440945 0.04631616 1.52446225
2.96794706 2.65366351 4 1.19263198 0.06441073 0.05676429 1.70266225
1.5245301 2.57996034 4 1.20983486 0.06442678 0.06133 1.13057442

79.6323672 3.28154647 4 16.147224 0.06443946 0.03045642 2.23925548



2.24606712 -2.2797038 4 5.7196007 0.06444473 0.08481427 -1.463605
6.8483012 2.70401948 4 3.77387293 0.06444612 0.05386962 1.31137002

1.17420449 2.49435076 4 1.70559277 0.06446423 0.06717102 1.157064
3.71176654 -2.1011201 4 10.7987935 0.06447911 0.10352232 -1.5298876
1.0709476 2.51447676 4 1.59583848 0.06453354 0.06574267 1.31776784
1.0354439 -2.3281099 4 3.42521558 0.06457672 0.08041845 -1.6194838

2.21675268 2.47065978 4 1.08798953 0.06457999 0.06889794 1.44149236
3.01695307 2.61012096 4 1.49171731 0.06462577 0.05941243 1.57221373
2.62490482 2.52679689 4 1.76034828 0.06466365 0.06488543 1.23674635
20.8456293 -2.2809231 4 34.450139 0.0646761 0.08470029 -1.241703
2.46332667 -2.4723161 4 4.62405244 0.06469359 0.06877558 -1.4187853
2.72012452 -2.3830254 4 4.1544401 0.06471477 0.07573966 -1.1961652
5.80585629 2.67057763 4 3.89594877 0.06473771 0.05577245 1.18762869
3.03278595 -2.6911966 4 1.78896409 0.06475506 0.05459025 -1.2971409
1.48806915 2.52514378 4 1.09102827 0.06476128 0.06499971 1.22280233
9.17646964 2.59713528 4 6.93525021 0.06476901 0.06022948 1.19019924
9.17646964 2.59713528 4 6.93525021 0.06476901 0.06022948 1.19019924
9.17646964 2.59713528 4 6.93525021 0.06476901 0.06022948 1.19019924

5.799363 2.63992323 4 2.665273 0.06480184 0.057585 1.4756848
1.15162205 2.43362487 4 4.86804239 0.06483659 0.07169984 2.33504388
54.1583063 4.05927563 4 1.15670335 0.06485871 0.01535787 6.44279678
1.02465322 2.50926088 4 1.61351801 0.06487588 0.06610949 1.22963963
2.91592342 2.38589181 4 4.60545665 0.06490057 0.07550403 1.26963254
3.67915802 2.61815723 4 2.57845893 0.06497352 0.05891318 1.16598773
26.8116364 2.64286761 4 20.0513512 0.06497813 0.05740799 1.15307758
8.49513907 -2.9448678 4 2.8048869 0.06499835 0.04218419 -1.815599
1.53695693 2.49536528 4 1.11405125 0.06500156 0.06709817 1.18894686
46.894189 3.85042118 4 5.50312522 0.06504046 0.01829602 2.86381406

1.83621981 -2.4714605 4 1.2705585 0.0650552 0.06883875 -1.5238974
7.40540913 2.61232712 4 4.47086908 0.0650718 0.05927489 1.38736144
3.43923433 2.59169415 4 2.64793486 0.06508456 0.06057566 1.14604878
7.81338794 2.61718204 4 5.15828283 0.06510596 0.0589735 1.23461226
4.0851624 2.09188384 4 13.4341037 0.06519339 0.10460778 1.69206373

10.1433126 2.34739662 4 19.8749209 0.06520697 0.078739 1.41314849
5.87904064 2.92983209 4 2.05967851 0.06522872 0.04282099 1.63371521
4.27166717 2.67527176 4 2.52037535 0.0652668 0.05550073 1.28050091
1.47962376 2.43398584 4 2.30551169 0.06526814 0.07167191 1.19932932
14.8235611 2.69112481 4 9.21939018 0.06527485 0.05459431 1.26611895
3.76424312 2.4829623 4 5.21329334 0.06530181 0.06799493 1.21372047
4.97517587 -2.5610457 4 3.77228291 0.0653037 0.06256876 -1.1949537
1.0290973 -2.5679142 4 1.86015697 0.06534077 0.06211564 -1.3460714

1558.49682 3.52189282 4 291.759065 0.0653599 0.02440833 2.29131368
2.12503579 2.70464161 4 1.05474841 0.06536387 0.05383494 1.48824797
7.15713217 -2.1251403 4 17.5365175 0.06539588 0.1007573 -1.421212
2.34491654 2.46563458 4 3.65217176 0.06540905 0.06927072 1.23618022
17.8107531 -3.2330076 4 2.98341738 0.06542847 0.03188448 -2.4634753
6.37596014 2.76398329 4 3.43138591 0.06545515 0.0506423 1.31842963
4.68612696 2.61717606 4 2.35371249 0.06547749 0.05897387 1.56034884



2.951234 2.44980315 4 3.67119691 0.06549696 0.07046022 1.10410306
3.88223992 2.89451779 4 1.04223663 0.06554195 0.04436124 1.89789019
13.3006674 -2.4114616 4 24.8243461 0.06555737 0.07343847 -1.438883
2.74028124 2.52684141 4 1.64134195 0.06556688 0.06488236 1.35377777
1.14020947 2.55539807 4 1.58958953 0.06557481 0.06294418 1.32280554
1.49807076 2.39365557 4 1.78179229 0.06561137 0.07486999 1.58165616
182.676227 2.35348191 4 285.185206 0.06564604 0.07821734 1.26001889
2.92794228 2.59059316 4 1.9094689 0.06567589 0.06064599 1.19903942
44.972283 2.66388521 4 31.217003 0.06569277 0.05616249 1.21459717

5.90591218 -2.5488497 4 4.88869947 0.06570548 0.0633827 -1.1158107
2.74004265 -2.3662716 4 4.51131879 0.06572506 0.07713364 -1.261822
4.05682427 1.41196564 4 147.739726 0.06574648 0.23081226 2.47829146
3.41290697 2.68784682 4 1.01315387 0.06576494 0.05478033 1.62163661
5.35841421 2.33299542 4 8.41385444 0.06580583 0.07998924 1.23947214
2.15457518 -2.4206054 4 2.84622136 0.06581344 0.07271543 -1.1375349
1.53767369 2.44504181 4 1.61104121 0.06582211 0.07082249 1.46021737
4.59819904 2.36419711 4 6.73584634 0.0658296 0.07730826 1.1682153
4.41773859 -2.7194746 4 1.31085575 0.06583816 0.05301562 -1.9410141
2.55769793 2.34678512 4 4.33609091 0.06586322 0.07879163 1.25614762
1.82770882 -2.5902311 4 1.05439096 0.0658814 0.06066913 -1.3662633
2.68322944 -2.3251314 4 6.39445183 0.06590083 0.0806814 -1.4760203
1.00710238 -2.391428 4 2.4687245 0.06590979 0.07505129 -1.4119341
1.06843173 2.43921263 4 1.88104209 0.06592895 0.07126891 1.26032414
2.88753527 2.61712171 4 1.68117705 0.06595176 0.05897724 1.38380265
2.64096174 -2.3771424 4 5.27223759 0.06598267 0.07622588 -1.3673447
1.69562267 -2.3376182 4 4.03019892 0.06598663 0.07958548 -1.4362699
23.6503715 2.72381152 4 12.8172812 0.06602702 0.05277879 1.38133741
138.439133 -2.775525 4 76.3443222 0.06604062 0.0500471 -1.3471681
138.439133 -2.775525 4 76.3443222 0.06604062 0.0500471 -1.3471681
1.62298469 2.54007207 4 1.27687241 0.06604593 0.06397601 1.13098167
5.94840071 -2.1277059 4 14.129812 0.06607251 0.10046685 -1.4142843
2.10944687 -2.4682957 4 3.94825893 0.06607475 0.06907303 -1.438624
3.6889029 2.55638677 4 2.92301074 0.06612478 0.06287827 1.13356521

43.1719234 -2.7712695 4 26.8108987 0.06612574 0.05026561 -1.2220988
29.6958656 3.12267069 4 9.47750327 0.06614297 0.03543508 1.6353334
21.6557631 -2.292839 4 36.0926559 0.06614869 0.08359529 -1.2725102
4.33712971 2.69152568 4 2.36159426 0.06620696 0.05457161 1.33296101
11.9185756 2.52908979 4 10.6646936 0.06623502 0.06472731 1.0736352
1.05356087 -2.4615567 4 1.71161611 0.06623555 0.06957491 -1.2180836
27.1980029 3.13755911 4 6.82500906 0.06627091 0.03492977 1.8880064
1.37984956 2.53035605 4 1.20483263 0.06627777 0.06464017 1.06579627
1.77232116 2.52321947 4 1.88009164 0.0662831 0.06513303 2.08400816
1.29163593 2.51485661 4 1.16475442 0.06628346 0.06571605 1.2077282
4.99881544 -2.5584782 4 3.47585348 0.0662933 0.06273911 -1.2798756
2.23696498 -2.4848639 4 3.18976845 0.06630409 0.06785656 -1.2257765

173.7708 2.71219772 4 110.555201 0.06630672 0.05341575 1.26443641
1.28789478 2.03897525 4 8.25576075 0.06631266 0.11107294 2.37002693

3.39569 -2.4484184 4 5.35731822 0.06634933 0.07056536 -1.2887698



4.85419645 -2.7674305 4 1.83147542 0.06638188 0.05046367 -1.4879268
1.48025182 -2.5931236 4 1.38320596 0.06641184 0.06048449 -1.4766065
1.72089857 -2.4950457 4 2.79585696 0.06643772 0.06712111 -1.2839709
4.87841253 2.60793339 4 1.83105359 0.06645523 0.05954918 1.71784192
31.2109291 2.77090062 4 18.7701572 0.06646688 0.0502846 1.25964051
1.26795076 2.47663603 4 1.68929837 0.06646786 0.06845759 1.38219218
9.06454044 -2.7637646 4 2.50090042 0.06647447 0.05065366 -2.0668102
48.7548541 2.56888836 4 43.2483791 0.06652669 0.06205168 1.05147809
3.8760096 -2.1484221 4 13.319078 0.06654217 0.09815524 -1.8289306

5.23869456 -2.3806101 4 7.39155458 0.06654464 0.07593886 -1.1866505
1.27235871 -2.357462 4 3.09314315 0.06657417 0.07787827 -1.4714519
2.91887549 2.5321225 4 1.98170211 0.06657706 0.06451884 1.26675657
5.49266018 2.46099823 4 7.16704886 0.06659141 0.06961669 1.15842241
4407.08053 -7.1456268 4 1.20192548 0.06664118 0.00202914 -57.723698
3.31440268 2.58420651 4 1.93009362 0.06664166 0.06105578 1.26863869
1.20945992 2.5333714 4 2.21336549 0.06672536 0.06443321 1.36753325
1.32620579 2.50857584 4 1.65427334 0.06675006 0.06615784 1.47838604
2.05589978 -2.6771018 4 1.06801134 0.066779 0.05539521 -1.4918888
2.67023613 2.5277756 4 2.19131394 0.06679777 0.06481788 1.12246485
2.15800689 2.4901772 4 1.45075986 0.06682336 0.06747163 1.5960069
2.13405642 -2.4494341 4 3.20922684 0.06683741 0.07048822 -1.2209801
8.90758614 2.90217174 4 1.6931529 0.06685303 0.044022 4.8699372
3.84243889 -2.3636672 4 9.97529004 0.06687524 0.07735294 -1.7517327
5.09189033 2.68333958 4 2.14228557 0.06689042 0.05503729 1.60590598
3.21916887 2.57232241 4 2.51503392 0.0669063 0.06182681 1.13313876
5.18927057 2.60739561 4 2.48066487 0.06694515 0.05958285 1.43037562
1.36687033 -2.2557067 4 3.63467432 0.06696546 0.08709318 -1.4843921
2.36142954 -2.5495005 4 7.34582877 0.0669753 0.06333896 -3.8639037
5.16137063 -2.5911707 4 1.68289628 0.06697602 0.06060909 -1.7344879
1.82753923 -2.1638274 4 6.26138108 0.06700055 0.09647455 -1.6952997
8.70015802 2.59626378 4 6.02350843 0.06700979 0.06028478 1.19948153
2.47898641 2.61772076 4 1.26733562 0.06701129 0.05894017 1.32915129
5.94800155 2.69509617 4 3.7576294 0.0670177 0.05436993 1.24294423
3.64577717 -2.7400432 4 2.11320892 0.06702823 0.05190321 -2.9969726
2.57449629 -2.3258596 4 6.13354968 0.06702892 0.08061703 -1.4864657
2.57449629 -2.3258596 4 6.13354968 0.06702892 0.08061703 -1.4864657
8.3810934 2.5626357 4 6.5269155 0.06702981 0.06246353 1.13857824

390.761514 -4.4086351 4 18.3495359 0.06706278 0.01161293 -4.7524946
2.09503931 2.38663739 4 3.38703906 0.0670738 0.07544288 1.28894229
2.83673662 2.66029677 4 1.10522631 0.06708613 0.05637292 1.70255327
3.41502888 2.6588575 4 1.44978877 0.06708878 0.05645757 1.41621389
1.15989505 2.46066668 4 1.87051675 0.06709546 0.0696415 1.22706906
6.87065004 -2.9822203 4 2.12455764 0.06709926 0.04064949 -1.7629029
3.1423893 -2.3418036 4 5.76088092 0.06710332 0.07922192 -1.3966963

8.77674657 2.11568129 4 22.430888 0.06710905 0.10183627 1.4414756
5.4325458 2.54298285 4 4.318761 0.06712568 0.06377856 1.15819347

62.1257844 2.66030194 4 36.723181 0.06713467 0.05637261 1.33732693
1.78245185 2.44912323 4 1.03005824 0.06721395 0.07051182 1.3047354



2.18456769 2.48557182 4 1.19058544 0.06721883 0.06780513 1.43626246
5.09144723 2.8127288 4 1.42349414 0.06723606 0.04818298 1.8311446
5.42694355 2.58296038 4 3.90827522 0.06725887 0.06113611 1.18592802
6.51091627 2.32754951 4 12.5523009 0.06729155 0.08046785 1.42244992
1.11560886 -2.4829009 4 1.94378846 0.06734085 0.0679994 -1.401732
3.07347291 2.51467139 4 2.65901577 0.06737106 0.06572903 1.0901944
4.33019731 2.6841604 4 1.31335158 0.06739908 0.05499039 1.73664662
23.0271842 -1.8075328 4 111.08474 0.06740846 0.14496257 -1.7542696
3.42474561 2.39935741 4 4.55399144 0.06745381 0.07440817 1.15003658
26.6341186 2.74372047 4 9.8105045 0.06749175 0.05170719 1.80651188
7.61932486 -2.6566153 4 3.17847987 0.06750184 0.05658975 -1.5449005
7.15604285 -2.2570483 4 11.734929 0.06754443 0.08696397 -1.2329666
2.84840401 2.38599948 4 3.79878686 0.06756704 0.0754952 1.13408833
2.46643871 -2.4167758 4 4.14932152 0.06759799 0.07301726 -1.2784193
12.1572027 2.94275051 4 4.9640007 0.06762081 0.04227319 1.5130728
1.37246574 -2.5214673 4 1.03664729 0.06762081 0.06525469 -1.241765
21.4193328 2.6860153 4 12.2491199 0.06762186 0.05488458 1.38019939
8.15660967 -2.6348933 4 4.23824188 0.06763766 0.05788884 -1.3930008
4.44575158 -2.560758 4 3.33175091 0.06765583 0.06258782 -1.1587126
2.17078366 -2.5440121 4 1.55180283 0.06765675 0.06370891 -1.1535887

3.315568 -2.655994 4 1.86183633 0.06766109 0.05662643 -1.3013383
6.25335129 -2.6878971 4 2.19153504 0.06766262 0.05477747 -1.6962989
11.3818901 2.40264381 4 13.9762338 0.0676859 0.07414346 1.09579638
1.68384005 2.38079992 4 2.94994807 0.06773565 0.07592318 1.32991595
4.72442816 2.25210151 4 8.76559739 0.06777453 0.08744145 1.26829823
1.79370367 -2.5140302 4 1.37089522 0.06778084 0.06577398 -1.1344479
4.82092114 2.43522946 4 6.83023297 0.06779257 0.07157579 1.21148472
1.98223185 -2.4422079 4 3.60785346 0.06780814 0.07103912 -1.3675937
2.29047712 2.50403437 4 1.68933534 0.06781525 0.06647939 1.22793798
11.5476167 3.00189733 4 1.31842295 0.06784638 0.03986732 4.79727224
1.50238868 2.44842714 4 2.02267508 0.06785764 0.0705647 1.2020326
1.50238868 2.44842714 4 2.02267508 0.06785764 0.0705647 1.2020326
15.7919686 2.27024146 4 24.6407534 0.06792203 0.08570478 1.19969937
1.36364048 -2.4914262 4 1.19109927 0.0679428 0.0673815 -1.3790674
1.49654039 2.46579147 4 2.74219903 0.06796845 0.06925905 1.44615382
1.58670614 -2.4194449 4 2.34163226 0.06797879 0.07280674 -1.203088
1.97175194 2.48236675 4 1.48705029 0.06800741 0.06803833 1.17790817
14.0312838 -2.9744433 4 2.84448492 0.06802604 0.04096357 -5.2561954
1.48582159 -2.564172 4 1.35074992 0.06802671 0.06236205 -1.490877
61.7172728 2.70261255 4 41.5077688 0.06803487 0.05394815 1.18883851
391.95044 2.92432429 4 163.582612 0.06804575 0.04305706 1.540355

2.20612435 2.46233025 4 2.85098391 0.06805311 0.06951709 1.13546474
2.7865944 -2.5456237 4 1.74126471 0.06806306 0.06360002 -1.356593

2.29054908 2.4967736 4 1.27960169 0.06807092 0.06699721 1.30126256
29.6281875 2.8207921 4 6.84721266 0.06807269 0.04778965 2.61273498
1.43885968 -2.4494465 4 1.14437049 0.06808381 0.07048728 -1.2507997
2.10423954 -2.389772 4 3.07865302 0.06809155 0.07518639 -1.1984427
1.13688479 -2.386829 4 2.11202782 0.0681034 0.07542717 -1.4127006



3062.12562 2.90007743 4 1530.21565 0.06812193 0.04411452 1.35431597
6.12060968 2.84223566 4 1.56763477 0.06814683 0.04676167 1.77060169
135.482942 2.80199667 4 72.8441796 0.06814701 0.04871232 1.35293632
1.39341549 -2.137664 4 4.84008987 0.06815593 0.09934822 -1.6438709
2.26149995 -2.1678462 4 5.49399591 0.06817824 0.09604138 -1.4512012
1.1844108 2.27917029 4 2.5984412 0.0682349 0.0848642 1.4578102

2.53108448 -2.2943518 4 4.71903485 0.06824185 0.08345617 -1.2727175
1.12949375 -2.4047614 4 1.82675603 0.06825919 0.07397345 -1.2946735
2.64320441 2.48728193 4 2.03012356 0.06825964 0.06768107 1.17440191
417.189425 3.48611734 4 75.2927626 0.06826259 0.02521152 2.28561273
76.0860771 2.89992204 4 36.8552153 0.06827863 0.0441214 1.38530205
5.90408975 2.60977628 4 3.75979959 0.06829534 0.05943396 1.30108544
3.81790565 2.78288663 4 1.1416746 0.06832808 0.0496717 1.74631664
20.2372936 3.25740229 4 4.0307737 0.06833202 0.03115711 7.67373582
5.99806142 2.66140348 4 3.48631259 0.0683441 0.05630792 1.26055836
5.6541038 2.68314663 4 1.2939326 0.0683644 0.05504832 2.13779601

3.40708272 -2.6008419 4 1.97620324 0.06845982 0.05999496 -1.2451061
4.71921288 -2.596487 4 2.6770738 0.06848461 0.06027061 -1.3154199
1.58497006 2.08510568 4 100.490219 0.06855638 0.10541237 4.97552688
10.4788324 -2.9347242 4 3.66695515 0.06859774 0.04261257 -1.681596
176.599731 -5.3260016 4 1.7659113 0.06860347 0.00598134 -9.9896985
2.39256277 2.53337266 4 1.29737548 0.06864545 0.06443312 1.37285621
1.21624544 2.33889489 4 2.03953547 0.06864625 0.07947439 1.49858274
45.9158375 2.96376566 4 17.5939768 0.06865809 0.04139943 1.54814334
192.892069 2.11048565 4 433.88157 0.06867943 0.10243436 1.4031437
5.25335429 2.61794279 4 3.73191547 0.068685 0.05892644 1.17606243
36.3007492 2.81379746 4 19.9494821 0.06868565 0.04813063 1.30874049
2.05497475 2.58472815 4 1.15803548 0.06868725 0.06102219 1.30887015
30.828411 -2.7047924 4 10.5406419 0.06869839 0.05382654 -1.9905014

47.9184927 -2.8821967 4 20.9967981 0.06871183 0.04491376 -1.4676692
1.03146469 -2.2208637 4 3.56958809 0.06875006 0.09052527 -1.6605692
39.8321246 2.58730679 4 29.7823527 0.06877951 0.06085646 1.15231169
4.72111498 -2.6799891 4 2.83188825 0.06877967 0.05522921 -1.2728056
1.41640189 2.41959082 4 1.16709934 0.06880663 0.07279526 1.272725
6.06462167 -2.6155059 4 3.12750372 0.06882913 0.05907736 -1.4507062
5.41470653 -2.8032926 4 1.08525757 0.06883367 0.04864805 -1.9351552
1.12378111 -2.4200843 4 1.59795881 0.06883483 0.07275642 -1.3692067
2.31338248 2.49003241 4 1.89502377 0.06886934 0.06748209 1.14528042
3.97794084 -2.5732296 4 1.58199535 0.0688858 0.06176756 -1.5242449
7.41719579 -2.5476989 4 4.82113329 0.06890418 0.06346013 -1.3220678
1.74541436 2.47659701 4 2.31354555 0.06895968 0.06846045 1.16885646
28.3761188 -3.3864707 4 2.95947922 0.06899485 0.02761984 -2.8492236
9.39580875 2.90015683 4 2.87525267 0.06900913 0.04411101 1.64643204
2.37677365 2.50001914 4 1.5230073 0.06901661 0.06676518 1.30497146
9.56155872 2.53560762 4 7.45267109 0.06905531 0.06428021 1.15829554
16.7146601 -3.4111442 4 1.33640131 0.06908733 0.02699897 -3.8728452
2.30681396 2.42181125 4 2.96185813 0.06909162 0.07262068 1.16281434
3.36877084 2.48846787 4 2.28264122 0.06909933 0.06759519 1.22283485



1.7062658 2.53639618 4 1.06837557 0.06910659 0.06422636 1.3918244
2.75411479 -2.4644047 4 1.62286835 0.06915368 0.0693623 -1.3541377
4.01989127 2.53807599 4 2.79260117 0.06917617 0.06411182 1.1785833
1.25502991 -2.4277529 4 1.08551843 0.06920463 0.07215588 -1.1804989
6.07837197 2.52917579 4 4.09111781 0.06925685 0.06472138 1.29695667
2.48058182 -2.5066419 4 2.02023833 0.06930071 0.06629455 -1.0938718
16.633493 -2.1659818 4 50.3509569 0.06931629 0.09624206 -1.7831258

2.72758936 -2.4950497 4 1.09227308 0.06933022 0.06712083 -1.6759114
3.79980808 2.27477804 4 7.43370271 0.06933576 0.08527654 1.34531894
1.70467514 2.47379509 4 1.21817884 0.06937511 0.06866652 1.36168529
2.44761877 2.38843208 4 8.41702358 0.06937569 0.07529591 1.94130156
14.6576325 2.27187343 4 22.1421012 0.0694217 0.08555045 1.19910829
6.59770076 -2.5652824 4 4.05825766 0.06943504 0.06228882 -1.3541647
24.5630376 2.74704797 4 14.2670403 0.06944408 0.05153055 1.26536124
1.79206624 -2.5739055 4 1.133894 0.06945461 0.06172346 -1.3888806
3.02894636 2.08033486 4 8.50888566 0.06947577 0.10598278 1.5028129
1.59467744 -2.4443117 4 1.01734562 0.06947835 0.07087823 -1.2441722
1.11583313 -2.448013 4 1.15584403 0.06952927 0.07059617 -1.1398305
4.08192825 2.61786084 4 2.22823214 0.0695343 0.05893151 1.39415655
1.68991488 -2.5132994 4 1.05639908 0.06954436 0.06582526 -1.2585243
15.5605508 1.70687674 4 106.316795 0.06957682 0.16303606 1.90906115
26.5017867 -2.6675172 4 16.5959266 0.06958838 0.05595042 -1.275463
4.38380569 2.53990257 4 2.25212625 0.06960247 0.06398753 1.39771534
1.09707497 2.46041579 4 1.10455145 0.06960736 0.06966029 1.12505988
46.9861771 -2.5260254 4 35.4122112 0.06961247 0.06493874 -1.19921
48.2080235 2.58279063 4 38.229799 0.0696634 0.06114706 1.10067078
1.01364227 2.42204982 4 1.62558379 0.06970036 0.07260196 1.24662319
1.8503236 2.00493669 4 7.53809089 0.0697367 0.11546402 1.77246121

1.36694488 -2.4451347 4 1.41728607 0.06973989 0.0708154 -1.2964121
5.83696165 -2.535957 4 3.71735562 0.06974168 0.06425635 -1.3413699
5.36833319 2.42763688 4 7.40169177 0.06975548 0.07216492 1.20136973
45.8731306 2.37031973 4 58.5156232 0.06984466 0.07679419 1.13532457

1.207736 -2.3804929 4 2.06393443 0.06985324 0.07594854 -1.4378895
13.9266212 -2.835812 4 4.64599997 0.06993789 0.04706689 -1.7390728
5.81715379 2.60946956 4 3.74431088 0.06995069 0.05945312 1.23612087
4.69152944 -2.5516114 4 2.03587311 0.06999368 0.06319734 -1.4937007
8.9995951 2.60264514 4 6.43241556 0.07001787 0.05988124 1.15509053

1.42048541 2.49528235 4 1.12433491 0.07002792 0.06710413 1.13459735
6.33247631 2.54015196 4 4.18929513 0.07004836 0.06397058 1.24423916
8.13087892 2.90483269 4 1.96826381 0.07005483 0.04390477 1.8068706
47.573582 3.09887432 4 5.65123067 0.0700734 0.03626067 3.14750814

7.05623235 2.67823513 4 3.4947486 0.07007829 0.05532999 1.48281926
5.09260929 2.56217434 4 2.62204282 0.07008138 0.06249404 1.43892021
33.9128781 2.83519908 4 17.3629499 0.07008679 0.04709614 1.35339233
6.2292575 2.56632429 4 3.97114065 0.07009166 0.06222019 1.25719731

1.26725165 2.4562152 4 1.16947748 0.07011892 0.06997567 1.17474374
2.46240545 2.5391357 4 1.29387635 0.07014195 0.06403968 1.4021388
3150.85331 2.60783496 4 2031.66617 0.07014957 0.05955534 1.27619149



22.540684 2.71083637 4 12.8952372 0.07015875 0.053491 1.30819722
2.81196544 -2.3490146 4 4.32853749 0.07016046 0.07859992 -1.2206189
2.63817798 2.41177137 4 3.35317794 0.07019178 0.07341384 1.13523695
5.20040218 2.49091217 4 3.51616908 0.07022132 0.06741858 1.2716751
1.07564621 -2.5037868 4 1.54704213 0.07022271 0.06649697 -1.2890047
13.3304482 2.56447926 4 7.96357024 0.07023793 0.06234177 1.34980836
13.3304482 2.56447926 4 7.96357024 0.07023793 0.06234177 1.34980836
11.6984428 2.80560509 4 5.19256201 0.07023811 0.04853359 1.41483767
1.36566542 2.31847593 4 2.77265972 0.07025332 0.08127247 1.39641873
1.34992058 -2.4623676 4 1.04040466 0.07029425 0.0695143 -1.124752
3.25100537 2.50783677 4 2.14729102 0.07030608 0.06621004 1.20973691
1.2123553 2.43990336 4 1.75501498 0.07032584 0.07121584 1.2898617

8.16268626 2.57541184 4 5.90736155 0.07035116 0.0616253 1.17030051
3.20499735 2.54231497 4 2.34835048 0.07036897 0.0638238 1.16829206
1.36581773 2.39330324 4 2.0510627 0.07039028 0.07489863 1.17934496
2.6443791 2.51560817 4 1.83388114 0.0703988 0.06566341 1.18003258

9.69753168 2.57039591 4 6.85920626 0.07042455 0.06195285 1.20635422
303.041247 2.71711933 4 189.82811 0.07045857 0.05314475 1.22221614
3.9000556 -2.3308593 4 5.77753382 0.07045878 0.08017659 -1.1938161

21.5132829 -2.5807105 4 14.4103785 0.07047831 0.06128145 -1.2595936
2.73840383 -2.383478 4 4.53351606 0.07051301 0.0757024 -1.2852559
2.34959576 -2.3732532 4 3.41442813 0.07053514 0.07654925 -1.222851
4.94630925 2.1213818 4 11.3525256 0.0705451 0.10118451 1.42475687
19.800188 2.7832272 4 10.6593407 0.07054983 0.04965441 1.32630947

4.35668594 2.51192205 4 3.06945097 0.07060082 0.06592204 1.22522946
5.41924312 2.50955638 4 3.8720192 0.07060414 0.06608864 1.18196039
18.1164934 2.75578066 4 9.52932986 0.07062548 0.0510703 1.30940741
2.11619201 2.27240767 4 5.35367047 0.07063209 0.08549999 1.52433529
3.84925617 2.54599193 4 1.4954637 0.07064825 0.06357517 1.9110234
64.5348125 -3.6343444 4 6.74966889 0.07067231 0.02207482 -2.8793717
3.73962101 2.60760667 4 1.03564433 0.07075376 0.05956963 1.73130196
1.82520142 2.34501601 4 1.50746612 0.07077133 0.07894414 1.61845738
9.3365895 2.17959264 4 17.9298879 0.07078834 0.09478766 1.30418686
1.5659261 -2.5005962 4 1.63191925 0.07082508 0.06672402 -1.5152864
14.77451 2.57451359 4 11.2071301 0.0708293 0.06168381 1.12469493

2.94503177 2.60058955 4 1.72986068 0.07083628 0.06001089 1.28027634
2.03364618 2.37781385 4 1.40079655 0.07085751 0.07617021 1.68531929
2.40482889 2.46465059 4 1.09553154 0.07087935 0.06934398 1.44622479
2276.85738 -3.3831022 4 516.870001 0.07088327 0.02770591 -1.9830246
2.51445739 -2.4196267 4 3.72317284 0.07088806 0.07279243 -1.2458059
5.67317735 -2.6452214 4 2.43294414 0.07091114 0.05726693 -1.5189105
2.91466318 2.52044989 4 1.84044378 0.07091773 0.06532545 1.28412717
26.9001949 2.55074973 4 16.355702 0.07091957 0.0632551 1.38859572
2.63258144 -2.4553261 4 2.00224982 0.07092793 0.07004263 -1.1841647
4.13661413 -2.6712141 4 1.19900405 0.07093349 0.05573551 -1.7821725
6.70548425 2.61452674 4 4.17722562 0.07095136 0.05913812 1.23646957
5.46588735 -2.5607895 4 2.68213716 0.07095759 0.06258574 -1.5461134
1.30779663 -2.3968648 4 1.98925489 0.07098924 0.07460966 -1.1849136



2.56033995 -2.424769 4 3.42614452 0.07099449 0.07238888 -1.202015
127.739646 -3.214294 4 14.610233 0.07107864 0.03245607 -3.5405035
9.88065626 -2.5772642 4 6.8467593 0.07108022 0.06150485 -1.2192554
2.18955075 2.42891996 4 1.69711673 0.07108117 0.07206498 1.1449869
222.540488 2.6226609 4 109.918582 0.07112609 0.0586355 1.53417969
6.37135301 -2.1070014 4 16.1262176 0.07114771 0.10283763 -1.439078

2.553702 2.46938863 4 1.9336748 0.07115232 0.06899202 1.20760111
2.31522347 2.36035031 4 4.19665911 0.07117313 0.07763325 1.33076143
1.01537942 2.45362535 4 1.7347978 0.07119706 0.07017092 1.29843424
3.48689755 -2.3076703 4 5.08142627 0.07121046 0.08224253 -1.1692501
17.2683056 2.81174409 4 5.87289353 0.07124029 0.04823127 1.74989277
1.04735245 -2.3888345 4 2.07533214 0.07124528 0.07526299 -1.3985867
3.99108979 -2.0711187 4 11.0938302 0.07125146 0.10709435 -1.4590471
4.25098934 2.47004926 4 2.49945417 0.07126951 0.06894311 1.31973757
3.54717168 2.55564179 4 2.34676243 0.07128359 0.06292792 1.1884184
2.33794985 -2.2387742 4 1.72031083 0.07128403 0.08874251 -1.9133116
2.13045587 2.56627933 4 1.24429652 0.07133919 0.06222315 1.31407796
11.4501652 -2.258503 4 18.3159568 0.07134692 0.08682412 -1.2221446
1.17112053 2.38195525 4 1.75000865 0.07136337 0.07582785 1.18779106
5.25011461 2.54221653 4 3.30532007 0.07137736 0.06383048 1.24258689
7.09484456 2.57661143 4 4.25439657 0.07140368 0.06154726 1.34857021
3.02651503 2.29900324 4 5.19184046 0.07148576 0.08303003 1.28422767
5.01846735 2.47237602 4 4.11274694 0.07152615 0.06877115 1.12767794
2.01493141 2.3926778 4 1.20625663 0.07154939 0.0749495 1.70076511
11.5381071 -3.0215577 4 2.6448621 0.07156226 0.03910334 -2.0695395
65.4534674 3.20902633 4 3.73239465 0.07157067 0.03261914 6.27725116
4.55978408 2.54476308 4 2.66148499 0.0715737 0.06365814 1.30314318
2.7553177 2.42121374 4 1.03835851 0.07157826 0.07266762 1.63289923

3.94642882 -2.5543592 4 1.95089983 0.07160012 0.06301352 -1.3966474
1.28284585 2.43863153 4 1.00886806 0.07160428 0.07131358 1.18342018
3.0136866 -2.2100099 4 5.61662622 0.07161568 0.0916251 -1.2972447

2.25118183 2.43306406 4 1.93605126 0.07163874 0.07174325 1.08518939
10.0178344 -2.1930213 4 25.6946082 0.07163922 0.09337668 -1.5928086
1579.29294 -7.0396525 4 3.65803653 0.07171146 0.0021462 -21.149693
5.28311485 2.65872878 4 2.83065288 0.07172658 0.05646515 1.31518152
3.03785284 2.33744553 4 4.25934539 0.07175407 0.07960052 1.15148731
3.89128904 1.79915687 4 24.1418186 0.07178488 0.14638193 2.01264985
9.43151245 2.47939314 4 6.73872773 0.07181649 0.06825551 1.23122333
1.27380702 2.46502981 4 1.11103228 0.07182252 0.06931574 1.22739101
2.47115703 -2.2760542 4 6.50182602 0.07183488 0.0851565 -1.5751437
15.4411136 -2.4947816 4 10.8797507 0.07183728 0.06714007 -1.2668335
5.8022732 2.78788679 4 2.4182925 0.07187011 0.04941858 1.52812976

10.7024479 -2.391526 4 13.9887405 0.07187553 0.0750433 -1.1642855
1.04643286 -2.3976789 4 1.55808518 0.07188124 0.07454379 -1.3471997
4.19772739 -2.4410887 4 3.83068405 0.07188546 0.07112488 -1.0623575
1.14169901 2.39382419 4 2.47441628 0.07188603 0.07485628 1.44511653
1.35550402 2.37621231 4 3.49009236 0.07188831 0.07630307 1.88280226
5.99433474 -2.2231026 4 10.2668676 0.07190428 0.09030025 -1.227423



2.59051535 2.26956595 4 4.73911097 0.07192685 0.08576876 1.29066188
73.0727105 -2.9828757 4 17.2050872 0.07193857 0.04062316 -2.268073
1.8248893 -2.4945043 4 1.41583876 0.07194317 0.06715999 -1.5283852

197.213519 -3.9408916 4 17.365711 0.07198522 0.01694709 -3.0941514
2.17932102 2.48101797 4 1.20356438 0.07199343 0.06813674 1.41388477
5.14395101 2.5973311 4 2.82927131 0.07199805 0.06021706 1.28185176
4.74032846 2.67581332 4 2.33261903 0.07203655 0.05546948 1.40500977
1.26883657 2.36826558 4 1.88556328 0.07204052 0.07696623 1.25656061
1.60152591 2.3751774 4 2.0733959 0.07205164 0.07638907 1.14833565
2.33821334 2.22062744 4 4.91484115 0.07206751 0.09054906 1.37068472
1.9895092 2.5031583 4 1.36747417 0.07209717 0.06654163 1.72172167

1.61704954 2.50069048 4 1.06970234 0.07212571 0.0667173 1.24443888
10.5948047 2.6898885 4 5.76050999 0.07222172 0.05466438 1.30252548
3.00955913 2.54369565 4 1.860134 0.07224098 0.06373031 1.22748447
6.51081748 -2.3742474 4 10.6614086 0.07226664 0.07646644 -1.324079
9.68046032 -2.6605248 4 5.01618669 0.07229276 0.05635952 -1.3980283
6.20861308 2.72933889 4 2.43845851 0.07229338 0.05247873 1.53700339
18.8457913 1.92860583 4 74.1481226 0.07232203 0.12601731 1.77779489
10.3315896 2.22078817 4 20.6837819 0.07235184 0.09053288 1.43678249
73.8910591 -3.1382052 4 18.5574428 0.07235542 0.03490803 -1.8948736

1.77993 2.28616278 4 7.26466018 0.07235725 0.08421238 2.23530328
2.97016887 2.41704887 4 1.92365866 0.07235805 0.0729957 1.2570737
1.41927578 -2.4801691 4 1.85702638 0.07237411 0.06819876 -1.7371467
7.32015794 2.73670276 4 1.33234185 0.07240888 0.05208202 2.76467429
3.76156336 -2.0328518 4 11.9342099 0.07240997 0.11184917 -1.5867795
4.33127405 -2.3862952 4 5.62178273 0.07245523 0.07547094 -1.1849996
1.99524237 2.07162238 4 6.71433957 0.0724695 0.10703327 1.57209517
1.10054067 2.40787645 4 4.17481951 0.07248636 0.07372418 2.15398697
1.57952397 -2.2578464 4 1.61810807 0.07248684 0.08688721 -1.5651891
5.25340523 -2.4026555 4 6.68526955 0.07250123 0.07414252 -1.1457569
1.1185174 2.47833858 4 3.10673459 0.07250688 0.06833272 1.70901681

2.20762811 -2.4057515 4 3.45044227 0.0725087 0.07389412 -1.2755968
1.49893627 -2.4135509 4 1.12511362 0.07250942 0.07327254 -1.3590443
1.48389905 -2.4871836 4 1.2712871 0.07253022 0.06768819 -1.3982224
1.22702694 2.44990034 4 1.72764836 0.07253281 0.07045284 1.19356276
12.1220272 2.55540396 4 4.97533035 0.07257059 0.06294378 1.63930911
3.35565691 2.48743906 4 2.71402305 0.07258941 0.06766969 1.10917127
7.61944217 2.46370337 4 5.81553612 0.07261576 0.06941459 1.20146491
1.19021678 -2.4211752 4 1.26217798 0.07264823 0.07267064 -1.3019203
1.54594986 -2.4356721 4 1.37469345 0.07266879 0.07154161 -1.0510437
10.3408765 2.67426406 4 5.73587667 0.07267367 0.05555893 1.33705422
1.09246739 -2.4314552 4 1.60436638 0.07268972 0.07186796 -1.2771419
15.314387 2.60069725 4 9.46355072 0.07271428 0.06000409 1.29104748

310.146993 -3.5435428 4 19.4217495 0.07273078 0.02393704 -4.5489608
35.361862 -2.7104787 4 17.3922636 0.07273852 0.05351079 -1.4715456

4.08898992 -2.5948349 4 2.47115565 0.07276387 0.06037556 -1.2584119
5.92657642 2.0764911 4 13.5666484 0.07281346 0.10644483 1.40026079
514.873676 2.73241413 4 296.984829 0.07285877 0.05231264 1.26803745



10035.2992 5.30156726 4 73.2013955 0.07286811 0.00608073 14.5456409
21.0142204 2.93237295 4 7.57682878 0.07287195 0.04271259 1.56131021
1.02564716 2.23137506 4 2.3177668 0.07287651 0.08947419 1.47004764
1.79461005 2.46760367 4 1.24801622 0.07288021 0.06912438 1.16287107
20.6168295 3.39975546 4 1.21826416 0.0728955 0.02728347 3.45083193
5.41691054 2.35104103 4 6.7846642 0.07291117 0.07842611 1.11413879
2.16877342 -2.4464673 4 1.16000808 0.07291235 0.07071381 -1.483215
2.66143961 -2.5579379 4 1.27321961 0.07291546 0.06277503 -1.3828958
3.03257509 -2.4229704 4 2.07133348 0.07296282 0.07252974 -1.2180676
13.0485626 2.62844765 4 8.08271443 0.07297521 0.05828091 1.22263092
2.71213585 2.3505268 4 3.81354619 0.07300325 0.07847018 1.17432768
2.97277096 2.39227644 4 1.52353125 0.07305765 0.07498217 1.42340729
12.3153051 2.53113133 4 6.85325018 0.07305982 0.06458688 1.45555046
1.35437997 2.4708341 4 1.05052149 0.07308323 0.06888505 1.19230645
5.00286372 2.6295831 4 1.12627565 0.07309344 0.05821162 2.53511993
636.615476 2.92498288 4 180.596056 0.07313527 0.04302875 2.0285667
28.6786117 2.02623452 4 68.5817652 0.07313961 0.1126947 1.38794949
9.10764677 2.80378443 4 3.341728 0.07319901 0.04862368 1.53731184
1.26167314 2.31064093 4 1.53642104 0.07321134 0.08197455 1.41637568
1.15692004 2.4113667 4 1.19560859 0.07326479 0.07344601 1.13449766
4.63099366 2.42738758 4 2.15583333 0.07328242 0.07218436 1.50387389
1.54740735 -2.243038 4 2.81569267 0.07330242 0.08832392 -1.3101
3.73974178 2.23818992 4 6.37529455 0.07331732 0.08880004 1.2556462
11.3832829 2.50069834 4 7.55299602 0.07332301 0.06671674 1.24808519
1.53688605 2.36217267 4 3.24421093 0.07332437 0.0774791 1.49510786
1.68299766 -2.4370437 4 1.01799868 0.07332495 0.07143582 -1.219723
2.80489182 2.46374205 4 1.90023967 0.07332934 0.0694117 1.28771118
6.86986119 2.52620892 4 4.9009381 0.07333639 0.06492605 1.19139456
1.88610464 -2.3744107 4 1.01615452 0.07335631 0.07645285 -1.4465188
1.22995247 2.3001348 4 2.21286058 0.07336156 0.08292674 1.28056497
7.59854053 2.17275637 4 20.2449185 0.07339615 0.09551507 1.59185572
3.88495596 2.21270078 4 6.70544746 0.07340516 0.09135105 1.24565666
1.95225217 -2.4062065 4 2.5087598 0.07342856 0.0738577 -1.1463458
32.5677354 2.48839485 4 22.673273 0.07342955 0.06760048 1.26118667
2.01538152 2.3527608 4 1.04478202 0.07343615 0.07827896 1.44776417
1.11336157 -2.4025394 4 1.56516538 0.07343761 0.07415186 -1.2236536
1.02689279 2.36542793 4 1.86860718 0.07344098 0.07720461 1.26559673
12.4509899 2.60130632 4 3.1358431 0.07344986 0.05996564 2.08535043
3.54572857 2.16674641 4 8.32184812 0.07347166 0.0961597 1.43922884
186.725895 -4.3770543 4 8.06058245 0.07349332 0.01190226 -4.2485615
1.7534749 2.25676423 4 3.77186235 0.07351308 0.08699131 1.35064408

16.6093723 2.55820374 4 6.8528719 0.07351386 0.06275735 1.74582044
16206.9124 -6.1349701 4 12.362149 0.07351851 0.00357801 -52.354384
2.31405862 -2.451843 4 1.336335 0.07352754 0.07030566 -1.3110312
2.28066814 2.56019973 4 1.02384944 0.07355137 0.06262483 1.49208808
2.84683573 2.52232833 4 1.60474316 0.07358636 0.06519487 1.85930096
1.78142159 -2.2242273 4 3.49584449 0.07358718 0.09018744 -1.3447634
2.91880266 2.38434966 4 3.4524249 0.07362644 0.0756307 1.1130404



3415.43009 -6.9904492 4 1.58656193 0.07362868 0.00220337 -68.691372
1.22967467 2.30581526 4 2.51207739 0.07363901 0.08241037 1.35615693
1.73016898 2.27922476 4 2.70602315 0.07364249 0.08485911 1.2377317
1.93762924 2.48007863 4 1.2033031 0.07364919 0.06820538 1.2261903
2.27676818 2.46035124 4 1.48765288 0.07367095 0.06966512 1.19553593
1.53068375 -2.4569147 4 1.00764048 0.07368995 0.06992304 -1.1989659
11.7104095 2.28216598 4 19.4038536 0.07372404 0.08458426 1.33830236
6.29016855 -2.0728802 4 14.1398429 0.07374757 0.10688091 -1.3726697
1.88640611 2.53449781 4 1.04477211 0.0737757 0.06435609 1.41851551
3.25870233 -2.4007096 4 4.04537473 0.07378559 0.07429912 -1.1254021
6.06768273 -2.6816243 4 2.4398786 0.07380024 0.05513545 -1.5426988
1.93928187 2.39489082 4 2.61426359 0.07380321 0.07476966 1.1763449
1.43957928 2.33474879 4 2.67459818 0.07380548 0.07983583 1.47249471
1.56427102 2.45648606 4 1.14171051 0.07381785 0.06995528 1.2880247
24.8460654 -2.4786486 4 16.8603587 0.07382363 0.06831001 -1.2959424
44.698511 -3.9609863 4 2.78690591 0.07382379 0.01666388 -3.975583

2.55011575 -2.5690846 4 1.12702619 0.07383701 0.0620388 -1.4912717
1.44709624 -2.2610808 4 2.52313256 0.07385907 0.08657691 -1.2940448
1.00664318 2.40096219 4 1.57206346 0.07387167 0.07427878 1.33986738
1.67157556 2.34664967 4 1.02969274 0.07389069 0.0788033 1.27179678
2.87928273 2.45379721 4 2.2663251 0.07389834 0.07015794 1.15362831
3.75143324 2.42113546 4 1.98069641 0.07391598 0.07267377 1.40808472
10.4440414 -2.09181 4 21.0796902 0.07394724 0.10461651 -1.3358826
1.64453203 -2.296579 4 3.19988599 0.07395931 0.08325182 -1.3345405
4.6154255 -2.4241343 4 3.95157474 0.07395959 0.07243855 -1.0828891

1.77147125 -2.2013722 4 4.17499705 0.07396258 0.09251105 -1.4059779
4.61511812 2.14584943 4 6.47630794 0.0739706 0.09843907 3.5656793
133.374715 2.59849276 4 87.9377296 0.07397066 0.06014347 1.22767144
1.13862007 -2.3179758 4 1.51624082 0.07402337 0.08131708 -1.3253135
1.31396421 -2.3810093 4 1.11550253 0.07402999 0.0759059 -1.2663269
2.43703148 2.54352849 4 1.119674 0.07406518 0.06374162 1.57783839
6.47262754 2.76731138 4 1.79810088 0.07409156 0.05046984 1.75477348
6.09591155 2.50244688 4 4.74431114 0.074092 0.06659222 1.12777799
1.0812531 2.37773372 4 1.21971636 0.07415215 0.07617685 1.13504968

86.9984932 -2.3389083 4 129.112387 0.07421986 0.07947322 -1.2696435
39.2219952 2.16344085 4 67.9375295 0.07422928 0.09651632 1.2560035
1.43284125 -2.3965376 4 1.25202814 0.0742455 0.07463615 -1.3157951
1.69166237 2.39778948 4 1.06139567 0.0742471 0.07453484 1.23748148
1.16687423 2.31334928 4 3.48042745 0.07430507 0.08173109 1.95558947
1.36271187 2.32609923 4 2.78424584 0.07432967 0.08059585 1.38365134
1.83740474 2.45654642 4 1.21306489 0.07434084 0.06995074 1.26363635
2.83027882 2.20324322 4 6.1888214 0.0743459 0.09231834 1.42369417
5.26353144 2.46532902 4 3.64548135 0.07436558 0.06929346 1.20626644
3.87286594 -2.2169083 4 8.22118408 0.07437678 0.09092436 -1.510729
1.79640184 2.18030661 4 3.75048651 0.07439908 0.09471204 1.40949892
1.88940601 -2.4134755 4 1.46079468 0.07440687 0.07327853 -1.1735992
2.6082059 2.26780041 4 4.03769483 0.07442721 0.08593621 1.24491844

22.9867927 -2.6528243 4 4.67413017 0.07444417 0.05681403 -2.5517197



1.55535825 2.43828687 4 1.12987024 0.07444987 0.0713401 1.15327222
26.2079615 -2.7889923 4 10.1394342 0.07446041 0.04936282 -1.6312452

1.884135 -2.4172507 4 1.17571903 0.07446455 0.07297976 -1.3898604
60.4858595 2.22661904 4 183.507436 0.07447971 0.08994807 1.85913168
6.69781775 -2.6709883 4 3.279511 0.07448205 0.05574861 -1.442839
13.9099309 2.60908285 4 3.84536892 0.07449163 0.05947728 2.39312828
128.430234 2.63563237 4 64.1486509 0.07450208 0.05784408 1.45420049
12.4244768 2.55645419 4 3.38108253 0.07452734 0.06287378 2.0399162
7.27121729 -2.2929421 4 10.4972481 0.07453418 0.0835858 -1.1919621
3.31007528 -2.5658049 4 1.13693244 0.07454524 0.06225439 -1.5801408
13.1898092 2.52497635 4 5.90413974 0.07457755 0.0650113 1.66620045
9.89266215 -2.2970882 4 13.7534486 0.07458826 0.08320518 -1.1685516
1.12018565 2.23099958 4 9.32960366 0.07459182 0.0895115 3.41656023
1.96874509 -2.4470415 4 1.49590852 0.07461038 0.07067008 -1.157299
17.7910775 2.54820502 4 12.1887569 0.07462969 0.06342606 1.20740265
1.46036795 -2.4745404 4 1.02054131 0.07464911 0.06861164 -1.2214499
1.53950531 2.43555505 4 1.01800838 0.07465611 0.07155065 1.20830307
7.10167911 2.47949067 4 5.74949757 0.07468446 0.06824838 1.10265451
1.23610406 2.35224338 4 1.79537615 0.07469796 0.0783232 1.25151728
1.52992261 -2.3663946 4 3.19276449 0.07472745 0.07712331 -1.496214
42.8191824 3.29675463 4 7.53946473 0.07472797 0.03002463 2.16795315
1.46121424 2.31653811 4 2.0341567 0.07473355 0.08144548 1.16477109
510.813433 -3.0648472 4 50.6598449 0.07476246 0.03748079 -4.0831707
2.65194985 -2.4002508 4 1.50203561 0.07476524 0.0743361 -1.3629099
1.48973349 2.25351915 4 8.82147221 0.07476851 0.08730431 2.41220013
5.2740924 -2.1547717 4 10.5799733 0.07479041 0.09745859 -1.3955966

2.17119711 -2.4143095 4 1.59024722 0.07484293 0.0732124 -1.1463954
29167.7643 -9.1223603 4 3.0328944 0.07495298 0.00080114 -101.8423
1.41231337 2.3730208 4 1.89750566 0.07496363 0.07656862 1.20652281
1.46467641 2.38600421 4 1.23319374 0.07501613 0.07549481 1.41763789
4.93573463 -2.5441213 4 2.9629617 0.07502977 0.06370153 -1.226165
13.1688175 -2.9659335 4 2.9365124 0.07503937 0.0413105 -1.8807746
1.5818479 2.39445994 4 1.23331186 0.07503988 0.07480464 1.45594898
2.545298 -2.4450689 4 1.9227823 0.07509923 0.07082042 -1.1171107

2.58901046 -2.2580717 4 4.33454214 0.07512994 0.08686555 -1.3112186
1.74596491 2.45183885 4 1.15341526 0.07515005 0.07030597 1.19945726
33.3608547 -2.0664161 4 80.0309064 0.07515829 0.10766649 -1.4477085
1.77099543 2.23574111 4 4.01300049 0.07520511 0.08904163 1.55328844
1.89289623 -2.4052502 4 1.46015018 0.0752069 0.07393428 -1.8803206
7.92211843 -2.6158097 4 4.50495901 0.07521125 0.05905852 -1.2749285
2.64946153 2.28381134 4 3.7318224 0.07522319 0.08443095 1.17432387
8.4124188 -2.3522831 4 11.6527605 0.07522825 0.0783198 -1.2060742

14.2825332 -2.8339675 4 4.55012305 0.07523443 0.04715496 -1.6419428
1.20743866 -2.3462008 4 2.90912707 0.0752538 0.07884197 -1.4874207
5.7890001 2.58099057 4 3.21889167 0.07525436 0.06126334 1.27394982
3.6503808 2.45188511 4 2.05200233 0.0753304 0.07030247 1.47280547

3.07251556 2.38544699 4 1.78929999 0.07533789 0.07554055 1.31827819
32.1856561 2.71821041 4 13.4866651 0.07540328 0.05308488 1.61304054



1.58542521 2.34887913 4 1.28812992 0.0754188 0.07861155 1.36439556
3.33601856 2.62765737 4 1.2735738 0.07542552 0.05832919 1.56464177
20.7967663 2.44709341 4 14.519617 0.07544837 0.07066613 1.27400324
5.51087253 -2.1976766 4 9.20190176 0.07546926 0.09289301 -1.2161715
3.35831574 2.44640781 4 1.55758088 0.07548969 0.07071834 1.46836766
3.33462784 -2.4189242 4 1.95997376 0.07549159 0.07284777 -1.3537266
7.71028952 -1.590448 4 29.9778223 0.07549259 0.18694122 -5.3633658
11.8250744 2.72378798 4 5.02538287 0.0755098 0.05278007 1.4334192
1.20597134 2.29643248 4 1.66480952 0.07559818 0.08326525 1.46992319
7.40309391 2.46451309 4 5.1338471 0.07560274 0.06935423 1.25791853
1.78898901 2.31588215 4 2.54313271 0.07560487 0.08150414 1.17391574
12.678753 -2.7682873 4 5.5274078 0.07562451 0.05041939 -1.4513857

1.56779198 2.35245243 4 2.1134329 0.07563405 0.07830532 1.61366472
3.84043028 -2.5637146 4 1.64656893 0.0756947 0.06239224 -1.4011495
1.15457736 2.22359625 4 2.83838853 0.07573821 0.09025071 1.94006783
1.2084874 -2.381099 4 1.86983645 0.07576619 0.07589849 -1.2528812

20.8722373 2.57694249 4 11.2352162 0.07577883 0.06152575 1.39812235
1.99531814 -2.459016 4 1.03584284 0.07580879 0.06976521 -1.3650884
9.2123804 -2.4133298 4 6.93604335 0.0758103 0.07329008 -1.177995

2.02801117 2.33708905 4 2.48922564 0.07581481 0.07963158 1.10597704
3.26625338 2.50914141 4 1.0080222 0.07583806 0.06611791 1.68011509
45.3190351 2.6092382 4 27.8874885 0.0758447 0.05946757 1.24100167
1.96259276 -2.370244 4 2.28719661 0.07585763 0.07680052 -1.1008513
464.857142 2.4235052 4 378.747295 0.07586443 0.07248782 1.13678314
13.5588331 2.68816387 4 6.87767484 0.07587343 0.0547623 1.34994438
47.7597911 2.34015747 4 56.844319 0.07589478 0.07936468 1.10197075
6.93486671 -2.3214894 4 9.76300322 0.07590968 0.08100424 -1.1957265
8.61410284 -2.2603058 4 15.2102039 0.0759263 0.08665115 -1.3582382
6.34217667 2.27203445 4 8.2530448 0.07593223 0.08553524 1.12643171
3.46499259 -2.5491276 4 1.43673352 0.07593289 0.06336402 -1.697948
175.823872 -2.9089639 4 43.1148389 0.07593764 0.04372348 -2.1906688
12.6206182 2.92362747 4 3.10935999 0.07593857 0.04308703 1.85601592
1.01046381 -2.2384591 4 2.55284593 0.07595939 0.08877354 -1.4395982
2.34436463 2.45289932 4 1.2840578 0.07600292 0.07022577 1.60732963
2.94333036 2.54494959 4 1.72151606 0.0760031 0.06364554 1.29501537
45.7254921 2.31631164 4 64.9683983 0.0760333 0.08146573 1.23760407
2.43244681 2.23035658 4 4.18561198 0.07611785 0.08957544 1.23505319
46.0646786 2.57506353 4 25.3886759 0.07615947 0.06164798 1.38850553
1.24904872 -2.2220214 4 2.26756136 0.07623348 0.09040883 -1.3204021
21.7631613 -2.4540876 4 13.1581734 0.07625481 0.07013603 -1.3447053
1.3692632 -2.3930749 4 1.02350627 0.07625901 0.0749172 -1.123025

2.37876796 2.2189092 4 5.89770186 0.07626267 0.09072223 1.52577815
10.0865932 2.83828628 4 3.15766984 0.07627813 0.04694905 1.67650228
10.7718066 2.13799568 4 18.1199588 0.07628899 0.0993112 1.23982374
1.36979579 2.43650237 4 1.04936873 0.0763093 0.07147755 1.20411059
36.3286715 2.09337862 4 82.911291 0.07634281 0.10443126 1.44528638
1.6168757 2.25926336 4 3.08472085 0.07636179 0.08675112 1.42095635

14.5355124 2.42346863 4 10.8291925 0.0763651 0.07249069 1.18053564



21.6686624 -2.7429463 4 9.42812347 0.07640536 0.05174839 -1.5004661
1.68141998 2.33416593 4 2.16669212 0.07646412 0.07988679 1.10222168
2.59813318 -2.4024944 4 1.00649305 0.07657817 0.07415547 -1.5012701
40.4702676 2.47482875 4 23.7795382 0.07658918 0.06859042 1.38632912
3.35325931 2.26293836 4 5.78933136 0.07666673 0.08639926 1.28218725
3.12525485 -2.1331547 4 6.0226813 0.07668302 0.09985304 -1.3159654
2.71129879 -2.3286711 4 3.44491498 0.07672881 0.08036902 -1.1508972
6.15442618 2.47871709 4 4.37413501 0.07672925 0.068305 1.18851988
1.2362409 -2.2873788 4 1.52403737 0.07673681 0.08409961 -1.3921683

2.28150967 -2.4008688 4 1.82233284 0.07678142 0.0742863 -1.103922
3.56708741 -2.4789496 4 2.36227401 0.07679699 0.06828797 -1.1832976
8.23183327 -2.2418178 4 11.5934207 0.07683981 0.08844348 -1.1481818
1.15967726 -2.2861283 4 2.57323062 0.07686303 0.08421558 -1.3879381
12.8948146 2.51035494 4 8.09046298 0.07686321 0.06603235 1.26109256

129.1485 2.71819701 4 67.8484662 0.07687655 0.05308562 1.33798745
118.799225 -3.7918254 4 11.6843009 0.07688528 0.01923859 -3.1296206
1.00460762 2.17745369 4 2.66224651 0.07689064 0.09501459 1.50093647
12.3541528 2.70907004 4 5.25092745 0.076958 0.05358881 1.43460173
1.42641523 2.30907959 4 2.0739127 0.07704293 0.08211528 1.15983046
18.1852565 2.63320389 4 10.2585625 0.07705374 0.05799131 1.2689455
3.22315626 2.49806019 4 1.9812377 0.0770748 0.06690512 1.2400667
6.90970411 2.44917594 4 5.36400764 0.0770917 0.07050782 1.11361411
2.20042207 -2.3462459 4 1.61271856 0.07710124 0.07883808 -1.1758988
7.65910925 2.54119495 4 4.38077825 0.07710733 0.06389976 1.27439069
8.42762196 -2.8746564 4 1.7168368 0.07710914 0.04525585 -2.2043953
7.58525565 2.31564245 4 9.15526467 0.07711679 0.08152559 1.09721668
1.89962098 -2.279099 4 2.65493748 0.07713385 0.08487088 -1.1639559
6.44577696 2.32774583 4 8.44802223 0.07714512 0.08045054 1.19587111
1.76545442 2.34405971 4 2.45016156 0.07718611 0.07902672 1.24550703
3.30016251 2.38264884 4 1.25227136 0.07720525 0.07577068 1.7503876
24.5242899 -2.7966552 4 3.88507194 0.07722067 0.0489783 -2.7022893
1.58558016 2.27168491 4 2.30775456 0.07725058 0.08556826 1.19312489
5.7656436 2.52080904 4 3.75423959 0.07727364 0.06530046 1.22539805

1.69070597 -2.4270105 4 1.18039562 0.07728629 0.07221377 -1.1792394
2.41774523 -2.3131379 4 2.87443778 0.07730551 0.08175006 -1.0886141
1.76808995 2.30081092 4 2.51613117 0.07730915 0.08286509 1.22600328
3.06298233 -2.4037483 4 2.32286019 0.07732229 0.07405474 -1.1667025
2.11995263 -2.2482127 4 3.13208741 0.07733211 0.08781886 -1.1909587
5.41915098 2.47940016 4 3.02898342 0.07734358 0.068255 1.40735784
1.83202194 2.37430877 4 1.29163801 0.07737613 0.07646133 1.1737254
6.97458849 2.73513316 4 1.22293889 0.07745114 0.05216629 2.04923695
6.94384031 2.52713854 4 3.80500852 0.07746341 0.06486184 1.41646488
1401.41161 -3.354472 4 255.51183 0.07753411 0.02845043 -2.2637132
1.62116917 2.44254147 4 1.42012476 0.07753774 0.07101358 1.5164421

1.035261 -2.3910655 4 1.20492226 0.07755736 0.07508084 -1.1245294
12.5782158 2.46870456 4 10.0000142 0.07758441 0.06904271 1.10596154
4.8428348 -2.1594456 4 8.68020897 0.07760237 0.09694931 -1.2579973

1.15236424 -2.3858624 4 1.34691851 0.07760383 0.07550645 -1.2781702



1.15236424 -2.3858624 4 1.34691851 0.07760383 0.07550645 -1.2781702
2.57372615 -2.3819678 4 1.27944611 0.07761077 0.07582681 -1.3693398
3.69991528 2.3616715 4 2.27647665 0.07762197 0.07752146 1.31132164
136.848081 -2.1307622 4 224.911844 0.07762752 0.10012205 -1.2179107
229.513463 -4.2500766 4 11.8296747 0.07765639 0.01315727 -4.3975121
1.82966254 -2.2423254 4 3.03808626 0.07768023 0.08839372 -1.251979
3.46190688 -2.0662112 4 3.39340876 0.0776813 0.1076915 -3.2689375
2.00769191 -2.352445 4 1.05053297 0.07768236 0.07830596 -1.4697468
451.508691 2.8695163 4 58.9469206 0.07769528 0.04549078 3.59410866

2.204189 2.45893215 4 1.18386219 0.07772485 0.0697715 1.3666308
1.01434495 2.30471064 4 2.12395274 0.07775057 0.0825105 1.38814271
3.69534546 -2.2380886 4 6.54391626 0.07775724 0.08881002 -1.3022932
8.93184988 2.67542481 4 3.91490861 0.0777582 0.0554919 1.41556901
36.1535281 -2.1914308 4 54.6778996 0.07778609 0.09354257 -1.2006722
1.66314687 -2.2946551 4 1.02053877 0.07781671 0.08342831 -1.2774486
1.15483372 2.28772906 4 1.98570406 0.07783549 0.08406715 1.59066063
1.57617676 2.27255426 4 1.50758123 0.07791801 0.08548616 1.57617053
1.0445485 2.40080989 4 1.77932169 0.0779234 0.07429104 1.31314049

7.47420174 2.28378467 4 14.1948166 0.07795491 0.08443343 1.49454479
9.45734749 -2.5714271 4 5.04692228 0.07797277 0.06188534 -1.333668
24.1280965 -2.9847656 4 4.65244275 0.07799783 0.04054731 -2.1983844
2.73925779 2.21148541 4 4.81855374 0.07799787 0.09147472 1.26036226
14.1975012 2.39152459 4 11.1230225 0.07800351 0.07504342 1.18049086
1.25616352 2.37283996 4 1.00536237 0.07803403 0.0765837 1.10378049
20.9699404 2.1852345 4 75.2257033 0.07803568 0.09419198 2.09225873

2.010669 2.34483977 4 4.43869625 0.0780627 0.07895935 1.52000336
2.2884625 -2.3651739 4 1.7514881 0.07807807 0.07722599 -1.1876039

1.72463186 2.4560071 4 1.82549468 0.07809616 0.06999133 1.96420751
4.26894899 2.5331708 4 2.3833352 0.07809778 0.06444695 1.31576657
3.9544438 -2.2404398 4 5.95896085 0.078105 0.08857873 -1.1813986

7.88036453 -2.4913505 4 5.29380447 0.07810614 0.06738696 -1.1809163
24.2805583 3.16919992 4 3.8572459 0.07810677 0.03388377 2.20222817
22.9408737 2.56452991 4 9.8102344 0.07810715 0.06233843 1.70118906
1.69352258 2.2759716 4 3.221231 0.07810773 0.08516427 1.3190098
2.34550628 2.3424631 4 1.03109285 0.07811573 0.0791648 1.4520347
85.9851273 -2.2040061 4 121.423346 0.0781371 0.09223989 -1.1567573
18.0380107 1.85086049 4 64.2616171 0.07815814 0.13785197 1.62884819
4.69899149 2.41523589 4 3.86079789 0.07816728 0.07313903 1.08060987
186.972688 -2.4563081 4 118.270289 0.07817091 0.06996868 -1.3143156
6.30372441 2.4485865 4 3.46890405 0.07818127 0.07055259 1.38812863
2.13997144 2.30961284 4 2.81653277 0.07818748 0.08206718 1.18168921
11.5127707 2.49445623 4 3.12699845 0.07820252 0.06716344 2.21608167
51.140133 -2.3851756 4 41.3586411 0.07824355 0.07556283 -1.1386225

1.26236997 2.35228752 4 1.45974198 0.07826389 0.07831942 1.10364015
5.71455913 2.2662069 4 7.46378709 0.07827309 0.08608767 1.14059301
2.14162915 2.4213223 4 1.2054184 0.07828943 0.07265909 1.43858448
3.00179997 -2.4475837 4 1.59520322 0.07831144 0.07062882 -1.3598315
5.27768789 2.68975199 4 1.49540071 0.07832847 0.05467213 1.77677526



1.34109713 2.07676532 4 2.75675486 0.0783331 0.10641179 1.80115008
1.33479494 2.33356548 4 1.10500657 0.07834528 0.07993932 1.2670184
1.0650556 2.27386255 4 1.548937 0.07839538 0.08536276 1.30501858

4.64012482 2.40739139 4 2.24685252 0.07841085 0.07376294 1.59316097
1.13882584 -2.3009593 4 1.52561358 0.07841915 0.08285156 -1.370563
4.7906025 -2.4311914 4 2.90724864 0.07844179 0.07188843 -1.3876146

2.41785336 -2.0110784 4 7.58693181 0.07848452 0.11465784 -1.6756117
11.3435513 -2.8301234 4 1.03226734 0.07848734 0.04733913 -2.8272345
10.0650421 -2.1411662 4 17.1237298 0.07849846 0.0989581 -1.2287104
4.78788919 2.46918325 4 3.43144705 0.07850433 0.06900724 1.15871074
1.18886228 -2.2697555 4 1.93713765 0.0785899 0.0857508 -1.2920268
7.9083245 2.36758467 4 6.8338959 0.07859267 0.07702335 1.09226456

10.6282896 2.56744493 4 5.79777381 0.07859397 0.06214648 1.3277158
1.72075419 2.37107639 4 1.02325747 0.07859426 0.07673092 1.4124733
13.733289 2.27378176 4 16.5462332 0.07859894 0.08537038 1.08604409

25.0943289 -2.9796593 4 4.77780596 0.07862558 0.04075261 -2.213326
1.16769719 2.08788306 4 4.36263066 0.07862982 0.10508186 1.63872456
1.07964627 2.34372017 4 1.46987308 0.0786322 0.07905606 1.25685257
9.6362124 2.50450917 4 6.50376954 0.07866596 0.06644569 1.17188234

8.71290894 -2.6292621 4 4.33119937 0.07869408 0.0582312 -1.353644
1.26609142 -2.2889562 4 2.81887579 0.07870299 0.08395356 -1.4841858
1.19495768 2.27022655 4 1.84821227 0.07874888 0.08570619 1.20686048
1.02899034 2.26723028 4 1.55126377 0.07876659 0.08599036 1.27811251
7.14063698 -1.9838239 4 18.5986791 0.07881759 0.11828302 -1.4673733
1.08659976 -2.3284388 4 1.59705124 0.07882898 0.08038947 -1.1664405
1.91487861 -2.1137572 4 4.47625879 0.07884216 0.10205731 -1.4349796
4.82215687 2.30889569 4 1.01904312 0.07885224 0.08213187 2.39497933
3.48813362 2.40494145 4 1.63879795 0.07885254 0.07395902 1.46039687
2.50113155 -2.2295947 4 4.16019786 0.0788571 0.08965126 -1.2841283
1.65314061 -2.3838967 4 1.26588536 0.07890005 0.07566795 -1.1280791
1.37789072 2.30345289 4 1.2294926 0.07890547 0.08262468 1.25965307
1.76781382 2.34384691 4 1.37303469 0.07890609 0.0790451 1.12441761
2.56033477 -2.3886252 4 1.49500748 0.07891901 0.07528012 -1.3296973
298.50417 2.53578562 4 183.921135 0.07894124 0.06426805 1.27978812

21.6875194 -3.0376724 4 4.61304091 0.07895536 0.0384899 -2.0451017
8.07258334 2.40027993 4 6.01957392 0.07899589 0.07433376 1.16368383
1.10893091 -2.3469962 4 1.7296927 0.07905799 0.07877346 -1.2520193
1.25510649 2.32500693 4 1.62110591 0.07907642 0.08069241 1.15599092
16.0734287 2.41835469 4 11.8907267 0.07914059 0.07289265 1.18484132
1.3074224 -2.3951269 4 1.36506734 0.07917003 0.07475051 -1.309589

1.97158584 -2.4288919 4 1.26860372 0.07918371 0.07206716 -1.2600498
2.14712672 2.3880713 4 1.58612267 0.07920159 0.07532543 1.15686688
74.6491362 -3.6546253 4 8.54780473 0.07923632 0.0216828 -2.8277332
3.54482233 2.4830777 4 2.21912478 0.07926876 0.06798652 1.25108273
6.04515139 2.158034 4 5.28072081 0.07931072 0.09710281 3.86023955
2.02806007 2.18273577 4 3.96009761 0.07932452 0.09445528 1.29475569
1.75468266 2.4226398 4 1.20401877 0.07937761 0.07255566 1.20595249
2.83043675 -2.4524073 4 1.8830672 0.07937972 0.07026296 -1.2077673



114.263133 -2.240973 4 239.289566 0.07938349 0.08852637 -1.5755081
3.15386514 -2.3154759 4 5.41856022 0.07938377 0.08154049 -1.3374758
1.66963324 -2.4120864 4 1.1337303 0.07938608 0.0733888 -1.2246935
10.9826202 -2.3711173 4 8.36845992 0.07940705 0.0767275 -1.1900346
18.3620952 -2.459556 4 8.62134724 0.0794228 0.06972471 -1.589922
10.1142565 2.47889639 4 3.45511928 0.07943396 0.06829187 1.76503434
1.54980251 2.25976554 4 2.23964133 0.07944981 0.08670294 1.60924212
1.16190789 -2.2294349 4 2.36433464 0.07948631 0.08966716 -1.4771022
2.39348312 2.36939631 4 1.55761488 0.07949152 0.07687147 1.20600472
7.03184968 -2.4690001 4 3.95135216 0.07949267 0.06902081 -1.4211712
1.05804453 2.30593363 4 1.34236908 0.0794987 0.08239965 1.20347265
8.98026073 2.16605023 4 13.9375468 0.07958313 0.09623469 1.18441501
2.63814426 2.32298082 4 3.29566302 0.07959028 0.08087186 1.14855894
4.19060571 -2.0136676 4 10.7891857 0.07959611 0.11431983 -1.5213563
6.10458876 -2.7641117 4 1.2156271 0.07960143 0.05063563 -2.1200543
6.16029463 2.50373713 4 3.08065862 0.07960534 0.0665005 1.36854712
8.87157236 -2.7798638 4 2.32395478 0.07961767 0.04982545 -2.0975055
1.94555109 2.18563028 4 3.48560128 0.07964719 0.09415035 1.34088375
1.84129496 -2.2169744 4 3.44134872 0.07966851 0.09091768 -1.3529217
4.04290237 2.28606422 4 5.35703799 0.07967708 0.08422153 1.19030828
5.70181628 2.45208163 4 2.97181489 0.07969163 0.0702876 1.36355144
1.22788281 -2.2921319 4 1.39401745 0.07970854 0.08366041 -1.294714
4.39991489 2.5086931 4 1.48733446 0.07972377 0.06614956 2.1234146
1.78311135 -2.3913132 4 1.12270492 0.07973139 0.07506065 -1.3118829
2.86724569 -2.4029577 4 2.07426002 0.0797623 0.07411823 -1.1969708
2.59284773 2.02560317 4 7.48619037 0.07978565 0.11277573 1.4924764
11.4515684 2.61907677 4 5.69607349 0.07979062 0.05885636 1.34008793
5.65705357 2.52069752 4 3.57472691 0.07979964 0.06530822 1.24077403
8.03342829 -2.5644056 4 2.66862475 0.0798006 0.06234664 -1.7723205
41.6224337 2.4174954 4 25.3486526 0.07981397 0.07296044 1.38329545
2.91732325 -2.2593439 4 4.46391707 0.07991281 0.08674339 -1.2097501
2.45503133 2.24924586 4 13.4085355 0.07995688 0.08771842 2.45071222
3.62715789 2.21010439 4 6.59012317 0.08000589 0.09161547 1.41215384
1.17395067 -2.3893926 4 1.49698186 0.08000607 0.07521738 -1.3832024
1.77858226 2.15312339 4 4.74266999 0.08002888 0.09763891 1.68058486
11.6446322 2.46547019 4 8.66687817 0.08003628 0.06928295 1.13910838
7.02458421 -2.1517192 4 11.5026259 0.08003799 0.09779281 -1.2359801
1.64335967 2.33332098 4 1.28821467 0.08005257 0.07996073 1.17935289
2.91324267 2.25387034 4 6.25828734 0.08005392 0.08727038 1.54520201
3.9166661 2.23772573 4 6.40424279 0.0800602 0.08884578 1.32070592

1.26472598 2.32799493 4 1.019485 0.08010086 0.08042858 1.15489032
28.3191798 -2.7762261 4 10.9443015 0.08011546 0.05001121 -1.5381204
7.59088249 2.35343685 4 6.61674143 0.08015415 0.07822119 1.08705463

1.845154 2.44851159 4 1.92771346 0.08019161 0.07055828 2.07173712
192.277031 2.91836151 4 64.9472894 0.08019399 0.04331434 1.61870796
2.36936941 -2.3449789 4 1.46472965 0.0801994 0.07894734 -1.2913452
3.47319747 -2.4832258 4 1.94176969 0.08020888 0.06797574 -1.3722657
3.29448752 -2.385649 4 1.17286143 0.08021621 0.07552396 -1.8628041



5.97311107 2.10430834 4 13.0578103 0.08022513 0.10315052 1.39554891
10.9083664 2.56969188 4 5.6153646 0.08026052 0.06199898 1.33523292
7.30027019 2.4685136 4 4.64914666 0.0802613 0.06905687 1.21269338
15.7776311 -2.1061624 4 28.858509 0.08027089 0.10293499 -1.3227612
1.94376787 2.2734277 4 2.61943829 0.08028979 0.08540376 1.17436191
1.94376787 2.2734277 4 2.61943829 0.08028979 0.08540376 1.17436191
4.09133877 2.37258004 4 3.01550784 0.08029593 0.07660538 1.22493894
3.04343507 -2.3272894 4 2.10825496 0.08030719 0.08049079 -1.2355042
38.6214971 -1.6922857 4 203.614653 0.08031409 0.16584783 -1.7695498
2.0084773 -2.3940693 4 1.68822466 0.08032583 0.07483637 -1.6676547

45.9796544 -2.0011069 4 94.1083487 0.08033386 0.11596987 -1.3227396
4.29080208 2.3513362 4 3.06892851 0.08034869 0.07840083 1.21891529
6.38521229 2.2220142 4 13.2095945 0.08034957 0.09040956 1.51086858
3.76433626 2.43972971 4 2.73142374 0.08036003 0.07122918 1.16149214
66.4017401 3.39625397 4 8.59674251 0.08038756 0.02737165 2.54303971
15.1284197 2.70506717 4 6.26652039 0.08038926 0.05381123 1.4407012
1.49074092 -2.3899696 4 1.10572991 0.08041359 0.07517025 -1.283
2.85325902 -2.4378915 4 1.73056298 0.08041778 0.07137052 -1.2341857
4.48736374 1.4127468 4 104.512926 0.08045698 0.23059919 2.27350076
5.79139647 2.59770359 4 2.81584004 0.08046564 0.06019345 1.38924566
7.10821838 -2.2354619 4 10.5070314 0.08048934 0.08906923 -1.2046901
5.91090194 -2.3746091 4 3.88923416 0.08049003 0.07643633 -1.3403143
3.85562007 2.41097503 4 1.63050548 0.08052214 0.07347717 1.80586763
2.41412426 2.07360838 4 8.16640598 0.08052547 0.10679281 1.65825433
5.48121376 2.45505148 4 3.09974844 0.08053756 0.07006333 1.37111122
2.61950499 2.30439086 4 3.50414531 0.08053878 0.08253951 1.22346552
71.4558751 -2.6837962 4 9.86957388 0.08054818 0.0550112 -3.2856566
12.7810717 2.57893207 4 5.13759912 0.08056727 0.06139661 1.56916419
1.13221731 2.31221686 4 2.02257449 0.08056754 0.08183279 1.49686592
113.082558 3.09897304 4 25.5135731 0.0805776 0.0362572 1.97828429

2.532201 2.35098349 4 1.68740039 0.08060507 0.07843104 1.3077176
122.222791 2.63525708 4 39.5510867 0.08061056 0.05786681 1.99933879
1.69393002 2.34866765 4 1.04193635 0.0806291 0.07862972 1.37644474
2.72424307 2.6100444 4 1.24930547 0.08063443 0.05941721 1.84759931
1.17230136 2.28627293 4 1.14449203 0.08065962 0.08420216 1.17397777
5.04129668 -2.3466908 4 3.28322506 0.08067665 0.07879976 -1.2790144
3.38947641 2.42466159 4 1.94766395 0.08071536 0.07239728 1.2549386
6.94096735 2.53484505 4 3.6856477 0.08075421 0.06433234 1.29045787
7.18691535 2.34384235 4 6.05485716 0.08077716 0.0790455 1.10883936
1.20673533 -2.2171907 4 2.37184291 0.08081351 0.0908958 -1.4647239
1.81907742 2.33257606 4 4.59606523 0.08081797 0.08002598 1.63742583
7.71971342 -2.4169361 4 6.09688076 0.08082364 0.07300461 -1.1070431
12.9219714 2.43822756 4 8.83502726 0.08084142 0.07134466 1.20368031
2.58453911 2.10287497 4 5.41105939 0.08085307 0.10331749 1.42316087
2.04311901 2.11166577 4 4.90840226 0.08089848 0.10229817 1.46069215
17.6816462 2.53009146 4 11.5260982 0.08090999 0.06465837 1.20668655
215.689865 -3.3118195 4 30.9294189 0.08092764 0.02960401 -2.6194936
109.867212 -2.148461 4 173.661493 0.08093152 0.09815095 -1.2311513



7.10735301 2.65890773 4 2.09697058 0.08101479 0.05645462 1.69676772
34.9464157 -2.6936646 4 4.3052258 0.08102309 0.05445069 -13.083578
2.44809423 2.40630844 4 1.43520781 0.08104779 0.07384954 1.32611093
4.62063315 -2.4464531 4 2.62093718 0.08109509 0.07071489 -1.2792089
20.575505 -1.786519 4 107.413392 0.0811155 0.14855166 -1.9162212

1.21275185 -2.3425163 4 1.04756672 0.0811501 0.07916019 -1.1299904
1.98603311 2.27630667 4 2.32829481 0.08115426 0.08513278 1.07428446
1.47271519 2.27391287 4 1.79461778 0.0811543 0.08535802 1.0980833
2.21253376 1.93405055 4 8.87213609 0.08117251 0.12523075 1.73388369
1.74343569 -2.085311 4 4.36077722 0.0811875 0.1053879 -1.4314867
167.837651 2.36888614 4 132.84169 0.0812299 0.07691421 1.15375984
3.21524767 2.18243804 4 5.78258777 0.08125591 0.09448671 1.32928881
1.65638365 2.31299558 4 1.03957736 0.08127836 0.08176284 1.32007029
8.16351882 2.37661375 4 5.36718222 0.08130559 0.07626974 1.24950824
1.46834879 -2.3198754 4 1.03015134 0.08131984 0.08114778 -1.2937745
1.40698492 2.2545957 4 1.83915682 0.08132255 0.08720034 1.13364288
4.64532296 -2.4814655 4 2.76325141 0.0813601 0.06810407 -1.3149457
2.47891824 -2.2557671 4 4.46805479 0.08136551 0.08708735 -1.3871597
5.76853517 -2.5647014 4 2.94849471 0.08136644 0.06232712 -1.3714339
3.50274281 2.17123631 4 8.97895276 0.08138507 0.09567766 1.64932861
5.03745708 -2.4393557 4 1.06613117 0.08139242 0.07125791 -2.1216717
1.61636546 -2.308663 4 1.02503002 0.08142706 0.08215287 -1.2151334
1.29384111 -2.0937497 4 4.82559789 0.08144369 0.10438749 -2.6430503
2.55316866 2.00652135 4 7.24698735 0.08145228 0.11525542 1.61565589
2.61462747 2.3753317 4 1.98210181 0.08149979 0.07637624 1.15906223
1.48948131 -2.3524898 4 1.07194449 0.08153566 0.07830212 -1.2952845
3.29804458 -2.2330824 4 5.11260248 0.08155922 0.08930476 -1.2215874
69.4646622 -2.694028 4 30.7076087 0.08156041 0.05443018 -1.5030863
2.51672819 -2.2482045 4 3.9683333 0.08157648 0.08781966 -1.2358821
2.40943575 -1.9979759 4 6.97130888 0.0815802 0.11638522 -1.5103695
1.10920447 -2.0722568 4 2.63002278 0.08160477 0.10695639 -1.6176107
8.69780071 2.7402118 4 2.46272871 0.08165486 0.05189421 1.75642242
5.17604773 -2.4483295 4 2.38287168 0.08173411 0.07057212 -1.4435782
4427.72154 -4.3331564 4 217.376131 0.08173661 0.01231907 -4.2738662
50.6235532 2.39093678 4 36.573652 0.08176836 0.07509133 1.19791284
10.2823722 -2.9354807 4 1.0776431 0.08189854 0.04258044 -2.6950042
4.27115023 2.39910796 4 3.11662344 0.08189872 0.07442831 1.15364527
3.05974397 -2.3955141 4 1.67930773 0.08191028 0.0747191 -1.3040029
4.58472935 2.2517501 4 6.3132045 0.08193523 0.08747548 1.17681988
7.3561522 -2.2258212 4 11.8202957 0.08194602 0.09002784 -1.2713665

14.3613659 2.74412566 4 4.48666999 0.08197457 0.05168564 1.65744341
1.77195514 2.25237946 4 2.41395552 0.08198334 0.08741454 1.168244
1.20539682 2.27713833 4 2.063403 0.08202826 0.08505468 1.41695542
1.14957028 -2.2894917 4 2.53146896 0.08205806 0.08390405 -1.6177996
2.15052035 -2.4579943 4 1.02538718 0.08205989 0.06984189 -1.4911949
55.6249295 2.99154014 4 16.0584042 0.08208087 0.04027681 1.78843769
4.84689655 -2.0956939 4 12.0051246 0.08208848 0.10415849 -1.4925494
54.7106025 2.49952458 4 33.6661567 0.08208917 0.06680048 1.26081471



3.4877089 -2.2856985 4 4.17294929 0.08209698 0.08425549 -1.1128749
1.97196979 -2.3248675 4 1.39135315 0.08211123 0.08070474 -1.1746835
1.07386344 2.31200865 4 1.39423326 0.08212335 0.0818515 1.12055681
1.04496036 2.2824871 4 1.50592327 0.08218703 0.08455432 1.25681772
10.9869263 2.37247412 4 5.09073675 0.08223609 0.07661422 1.55576394
1.01916226 -2.2937758 4 1.3758565 0.08224124 0.08350911 -1.2143798
2.93257833 -2.2857769 4 5.66535532 0.08228097 0.0842482 -1.4675891
8.02510533 -2.6287026 4 3.07073774 0.08230005 0.05826534 -1.4814701
1.72296996 2.3086301 4 1.37897279 0.08234531 0.08215584 1.15694056
11.6618144 2.86477844 4 3.13915064 0.08234875 0.04570858 1.90271502
3.43608669 2.46923779 4 1.14395222 0.08234991 0.0690032 1.60216005
51.1579015 2.37580444 4 31.4279144 0.08236433 0.07633695 1.35547605
2.11331453 2.26451427 4 3.46537234 0.08237377 0.08624887 1.34848851
1.28367013 2.34176895 4 1.01651725 0.08243796 0.07922492 1.13672601
37.1757306 -3.0589273 4 3.67268785 0.08246407 0.03769796 -3.5791777
4.46474107 1.67668503 4 32.7535812 0.08249014 0.16891063 4.66088009
4.24617882 2.07865454 4 9.20178201 0.08255749 0.10618449 1.36368554
12.8629393 -2.3976001 4 5.33553683 0.08256502 0.07455016 -1.6627211
3.97213756 -2.1642993 4 7.41026065 0.08256958 0.09642357 -1.4084802
2.52720077 -1.9206843 4 7.95855262 0.08257761 0.12717128 -1.6089968
1.18346641 2.27133531 4 1.31470658 0.08258451 0.0856013 1.27160828
1.35475175 2.42879717 4 1.72979566 0.08259453 0.07207453 1.54580368
219.002787 -3.7018015 4 13.3535633 0.08259734 0.02080261 -4.0143559
3.87248934 2.39023104 4 2.39368554 0.08260715 0.07514891 1.32773361
3.03660415 2.33331027 4 2.6414721 0.08264168 0.07996167 1.0642981
1.50935001 -2.2702313 4 2.3020945 0.08264427 0.08570574 -1.3237437
1.86697968 2.19899937 4 3.328097 0.08266137 0.09275609 1.27236462
4.87647291 2.3302235 4 2.59936604 0.08266914 0.08023245 1.38994758
1.41041799 2.24273052 4 1.8358084 0.0826786 0.08835403 1.14053374
15.2509542 2.54400132 4 6.87890359 0.08270156 0.06370964 1.46582192
1.07473027 2.26789095 4 2.03146388 0.08270961 0.08592761 1.39756347
1.38378034 2.28776816 4 1.62257048 0.08271786 0.08406353 1.10752453
4.64084066 2.18727799 4 7.05676909 0.08272107 0.09397725 1.20322662
1.11555494 2.12795047 4 3.36649978 0.08273727 0.10043921 1.54324341
12.4308877 -2.537567 4 7.13282283 0.08275002 0.0641465 -1.2639819
19.501047 -2.5844357 4 10.5816515 0.08275222 0.06104102 -1.2956592

1.50334556 2.29808519 4 1.48560396 0.08279733 0.08311395 1.37483262
15.6026434 2.37139657 4 8.1792924 0.08280148 0.07670417 1.49903944
1.60717279 2.28548419 4 1.96571717 0.08286337 0.08427539 1.14449549
5.73439186 2.35891029 4 4.77459357 0.08287171 0.0777553 1.10117465
9.78882369 -2.6831807 4 3.3357239 0.08290356 0.05504638 -1.6297226
16.9550904 -2.645377 4 7.09177287 0.08291418 0.05725762 -1.4700261
1.25146668 2.16238747 4 3.46111582 0.08291785 0.09663027 1.51964329
7.27121236 2.0293316 4 15.0846618 0.08292039 0.11229809 1.37331079
300.973203 -1.9419308 4 42.0552829 0.082944 0.12410177 -22.971725
62.2589495 2.49910027 4 39.0376401 0.0829449 0.06683078 1.25326761
5.42203048 2.48833504 4 3.36448499 0.08295038 0.0676048 1.2517434
5.62557586 -2.1959012 4 10.0679468 0.08295376 0.09307714 -1.3296017



7.41242512 2.56657342 4 1.30064714 0.08295853 0.0622038 2.26452079
2.14370872 2.31034368 4 1.92702535 0.08299662 0.08200132 1.0674063
14.7843348 2.09676474 4 24.1714192 0.08300002 0.10403261 1.23623277
2.97621036 -2.4050474 4 1.86104316 0.08308688 0.07395053 -1.253528
3.64893229 -2.2204565 4 8.85415945 0.08311883 0.09056627 -1.6108749
101.376877 1.85519038 4 321.018705 0.0831273 0.13716224 1.55622996
1.81704546 2.28901582 4 1.26537627 0.08312923 0.08394805 1.24519565
2.83735836 2.23907248 4 5.44017921 0.08313306 0.08871315 1.43618745
1.06615653 2.24297834 4 1.90643423 0.08316204 0.08832976 1.32798519
1.2603638 2.35158427 4 1.93221616 0.08318719 0.0783796 1.57926924

4.97697184 -2.4301451 4 2.34072867 0.08319882 0.07196969 -1.4293187
1.42243623 2.31050842 4 1.09146894 0.08324142 0.08198649 1.11566449
1.26287462 2.29742482 4 1.08704117 0.08326327 0.08317436 1.13546583
2.68677017 -2.1904336 4 4.01772457 0.08331455 0.09364674 -1.1722676
2.89503435 -2.2647305 4 1.60596577 0.0833271 0.08622826 -1.3713696
1.18816107 -2.1856001 4 2.29629232 0.08335776 0.09415352 -1.3343573
3.9095087 -2.199793 4 6.87493531 0.08337025 0.09267405 -1.3725521

2.82071377 -2.3894148 4 1.82608724 0.08338392 0.07521557 -1.2771178
5.04359766 2.43232498 4 3.03096901 0.08343038 0.07180051 1.23674412
1.47923046 2.27915153 4 1.1387076 0.08344056 0.08486596 1.16845119
6.04205105 -2.5499541 4 2.40818021 0.08344127 0.0633085 -1.4501128
14.299525 -2.6567979 4 5.10943443 0.08345757 0.05657897 -1.6757594

1.14812599 2.20873838 4 1.76999267 0.08348852 0.09175493 1.24421572
16.3712668 2.4109322 4 11.0807436 0.08355986 0.07348058 1.24875485
16.3712668 2.4109322 4 11.0807436 0.08355986 0.07348058 1.24875485
3.52559288 2.37409812 4 2.50190842 0.08357374 0.07647887 1.14326237
1.07950245 2.22869084 4 1.55589012 0.08357479 0.0897413 1.25130013
8.66249495 2.46052047 4 5.48484987 0.08357515 0.06965245 1.20148245
3.00264338 2.25458133 4 4.85210824 0.08366451 0.08720172 1.3171605
1.22285173 -2.2650742 4 1.53327898 0.08367733 0.08619551 -1.302926
1.50268235 -2.2451725 4 2.33607137 0.08372694 0.08811519 -1.2983715
2.39264557 2.25226976 4 4.83179327 0.08372726 0.08742516 1.57015171
2.67615972 2.35970765 4 1.6096082 0.08373811 0.07768769 1.28254601
45.5299484 -3.360923 4 1.50962575 0.08375588 0.02828062 -5.9354874
2.57074291 -2.1829321 4 4.17164019 0.08379143 0.09443456 -1.2703814
3.59722875 -2.4978732 4 1.81732061 0.08381435 0.06691849 -1.4083618
1.43506446 2.18571681 4 3.39326739 0.08382583 0.09414125 1.50462264
1.77571498 2.31034594 4 1.2922977 0.08390401 0.08200112 1.19189561
4.63070755 2.36207849 4 3.37243928 0.08398766 0.07748706 1.1599466
1.99227809 -2.2811932 4 1.51754138 0.08399422 0.08467506 -1.6527355
15.5652023 -2.4606932 4 8.01693666 0.08402214 0.06963952 -1.4902224
4.39607127 -2.3163078 4 1.94951811 0.08402473 0.08146607 -1.5415633
14.9110684 2.3130222 4 12.4273657 0.08405504 0.08176045 1.11745816
12.5121526 2.50886974 4 6.92642253 0.08406925 0.06613709 1.28360303
4.57324668 2.46496625 4 1.10688135 0.08407115 0.06932047 1.81542912
1.55808806 -2.3855674 4 1.36204957 0.08408814 0.07553066 -1.5244163
1.5173466 -2.1941425 4 2.73220417 0.08409289 0.09325993 -1.2505303

4.95713265 -2.1726574 4 7.23282282 0.08410431 0.09552565 -1.2113043



9.42591829 2.32229645 4 6.63122834 0.08411474 0.08093258 1.21938844
37.4672856 -3.2832929 4 4.9533668 0.08414848 0.03040647 -2.8205074
4.6445316 2.30052739 4 2.51679927 0.08417484 0.08289093 1.39754523

3.27141133 2.25300646 4 1.13919351 0.08419211 0.08735388 1.84615173
14.1813695 -2.7980375 4 3.21634152 0.08420279 0.04890931 -2.1367366
5.89962341 2.21180451 4 11.2873034 0.08426752 0.09144223 1.42663121
10.6095682 -2.3210768 4 8.44820083 0.08429889 0.08104091 -1.1386586
4.59574616 2.55494821 4 1.59765029 0.08430092 0.06297419 1.57510361
9.03471014 2.48425556 4 5.47590501 0.08431398 0.06790079 1.28115527
3.95959944 2.35364195 4 3.01383686 0.08432938 0.07820368 1.11699726
8.94617548 2.31179091 4 6.57865014 0.08433842 0.08187108 1.21764534
3.4864927 -2.3086479 4 2.85531456 0.08434932 0.08215424 -1.1296403

3.06733555 -2.3034126 4 2.13949482 0.08437064 0.08262833 -1.2323887
3.91028573 -2.3084584 4 2.87027584 0.08437094 0.08217135 -1.2471414
20.0548516 -2.2271611 4 29.0945847 0.08438936 0.08989392 -1.2507048
1.83055544 2.22668348 4 3.23286429 0.08440096 0.08994163 1.2860394
1.23505728 2.34678049 4 1.74062694 0.08440923 0.07879203 1.52052007
1.90366348 2.32363255 4 1.07938415 0.08443558 0.08081409 1.38528845
6.18505262 -2.6536715 4 1.10601981 0.08443565 0.05676382 -2.2589552
1.66183051 2.33515039 4 1.09983608 0.08447349 0.07980074 1.28188784
1.66183051 2.33515039 4 1.09983608 0.08447349 0.07980074 1.28188784
2.53175736 2.24614396 4 1.46330869 0.08448566 0.08802039 1.33443353
4.63531697 -2.1667302 4 8.04107517 0.08449197 0.09616145 -1.342602
2.36502963 -2.2944908 4 1.7363933 0.08450496 0.0834434 -1.2205267
1.63402698 -2.1703242 4 3.30603827 0.0845162 0.09577536 -1.3182541
3.94873798 1.86388517 4 16.324318 0.0845297 0.13578841 1.68097362
1.0186104 -2.2803136 4 1.60084645 0.08454159 0.08475724 -1.2250124

1.56642304 2.22911609 4 2.32594152 0.08455362 0.08969892 1.27164917
1.16203833 2.11384275 4 2.39934149 0.08458649 0.10204747 1.39711609
5.51892504 2.29501262 4 4.30994414 0.08459041 0.08339548 1.14632531
22.7777506 -2.7839435 4 7.26266612 0.08462656 0.04961807 -1.6613838
2.84499111 2.2472554 4 1.24838191 0.0846352 0.08791205 1.5772669
2.76214432 2.26764215 4 1.6261536 0.08465307 0.08595124 1.30541425
3.26678168 2.10742707 4 5.95720618 0.08466041 0.10278826 1.2524256
8.38930883 -1.8483675 4 25.1572411 0.084686 0.13825078 -1.5083939
8.24542689 -2.4083948 4 4.04169595 0.08469718 0.07368279 -1.4374401
1.10964653 2.25696509 4 1.40412741 0.08473426 0.08697198 1.21662324
3.11210956 2.39088088 4 1.56033547 0.08474343 0.07509589 1.31548299
5.58651742 2.34676899 4 4.42772597 0.08476072 0.07879302 1.13126147
4.7392182 -2.3253755 4 3.37579496 0.08476997 0.08065981 -1.2142185
2.8483026 2.43389717 4 1.43529921 0.0847937 0.07167877 1.36558167

7.41740889 2.47504216 4 2.59373171 0.08479714 0.06857472 1.64407964
65.0009366 2.35413837 4 47.1392444 0.08482299 0.0781613 1.20900339
3.52790904 -2.41374 4 1.55579077 0.08493067 0.07325755 -1.4653459
8.15838593 -2.5496758 4 2.95513715 0.08497275 0.06332719 -1.7577685
3.25260474 -2.1473872 4 5.07228796 0.08497522 0.09826931 -1.1893165
2.55824303 -2.2085477 4 3.80629009 0.08497833 0.09177441 -1.1830657
2.45745583 2.00997289 4 6.71724327 0.08497954 0.1148025 1.43952889



5.01740447 2.50633854 4 2.69663011 0.08498571 0.06631603 1.34003299
760.980276 2.56600714 4 264.398342 0.0849999 0.06224107 1.88918023
1.33162944 -2.0210752 4 4.87212843 0.08504525 0.11335881 -1.5929258
1.08587647 2.32802363 4 1.80377563 0.08505529 0.08042605 1.29321829
58.9664444 2.37998416 4 34.6780824 0.08507048 0.07599058 1.36352893
3.47403665 1.9351171 4 9.77408538 0.08509371 0.12507729 1.53078164
2.9882957 -2.4554205 4 1.59461391 0.08513644 0.07003551 -1.3475604

98.0984594 2.68969895 4 44.0943056 0.08515766 0.05467514 1.44354302
7.37955105 -2.3116265 4 1.89974068 0.08518783 0.08188586 -2.1556027
3.26462021 -2.2564279 4 1.51314534 0.08520592 0.08702369 -1.4705765
1.69862078 2.34459093 4 1.05909052 0.08521126 0.07898083 1.23957168
3.88511297 2.2842461 4 2.38577763 0.08521195 0.08439049 1.28903823
2.70751665 2.37661711 4 1.10522125 0.08521693 0.07626946 1.6441804
20.361564 3.27361645 4 1.13209117 0.08529175 0.03068449 4.6049401

1.17103829 -2.2297079 4 1.84266086 0.08530043 0.08963999 -1.1899456
1.40337653 2.29593619 4 2.26988777 0.08531453 0.08331074 1.29602369
1.65215549 -2.2171932 4 1.00248587 0.08531618 0.09089556 -1.2932174
6.3078738 2.42874541 4 3.28019315 0.08531696 0.07207856 1.35449406

3.17424054 2.34640951 4 1.80840521 0.08538845 0.07882398 1.44490852
25.1605348 -1.7071782 4 109.610558 0.08539314 0.16297849 -1.6489558
33.9549056 1.97913759 4 8.38713818 0.08539344 0.11891889 9.59689515
3.51006387 -2.3165653 4 1.75411663 0.08540386 0.08144305 -1.4591516
2.91684274 -2.2988312 4 1.97795407 0.08540408 0.08304576 -1.9524728
9.67682549 -2.2992551 4 6.44429487 0.08541352 0.08300704 -1.2661826
3.99595613 2.1298164 4 10.5449429 0.08542014 0.10022861 1.71804029
14.2213047 2.4364902 4 8.53635566 0.08542293 0.07147849 1.26495413
1.4647319 -2.252074 4 1.07145641 0.0854327 0.08744411 -1.239702

1.05747497 2.20922522 4 1.70796158 0.08544303 0.0917052 1.31982267
4.73484844 2.04030617 4 9.06340705 0.08544366 0.11090501 1.29140053
12.8920895 -2.3264634 4 8.88192562 0.08545069 0.08056369 -1.2414527
1.80071808 2.25144084 4 2.58702018 0.08545115 0.08750544 1.18316109
18.2748959 2.22479766 4 20.6067812 0.0854639 0.09013029 1.05677112
44.6914973 -2.0087657 4 199.518237 0.0854898 0.11496069 -2.0636936
5.44494386 -2.2971286 4 4.31154088 0.08551397 0.08320148 -1.1284836
2.59860486 2.31821357 4 1.56961146 0.08551847 0.08129587 1.23833578
5.5741458 2.21208899 4 7.39516744 0.08553841 0.09141328 1.14016901

5.66172817 2.53111984 4 2.2852539 0.08554842 0.06458767 1.46398446
13.4501235 2.80975575 4 3.91224213 0.08557664 0.04832895 1.75039383
2.4498656 -2.2879124 4 1.90839584 0.08558005 0.08405017 -1.1822193

3.34867187 2.24498799 4 1.33990192 0.08558825 0.08813322 1.67160944
3.6339296 -2.2214363 4 5.01834359 0.08562481 0.09046766 -1.2023641

3.63014654 2.2953055 4 2.08610805 0.08563511 0.0833686 1.3212432
3.18203509 -2.1635291 4 4.88572752 0.08563618 0.09650678 -1.1967911
5.67121231 2.29244374 4 4.9251669 0.08564222 0.08363168 1.08493437
23.6245632 2.36635392 4 17.5801505 0.0856789 0.07712673 1.16767979
4.73625221 -2.3428193 4 3.40610613 0.08568727 0.07913397 -1.1605491
12.5992661 2.37994803 4 5.14994256 0.08569454 0.07599356 1.6453133
1.50195806 2.19186849 4 1.24078704 0.08573021 0.09349688 1.38235707



42.4933468 2.03964917 4 72.9052142 0.0857488 0.11098787 1.23615633
3.82014772 -2.254128 4 5.07363158 0.0857586 0.08724549 -1.20379
2.55780521 2.31489678 4 1.00591743 0.08576104 0.08159235 1.73963396
3.14309157 2.26832847 4 2.63125227 0.08579098 0.08588609 1.10178682
173.956561 3.53857789 4 15.4415604 0.08581357 0.02404416 3.318199
57.970392 -2.3688082 4 44.248349 0.08581648 0.07692074 -1.1415968

34.2549288 2.97859982 4 4.91168414 0.08582862 0.04079536 2.53722172
4.83769541 -2.1676306 4 6.5884895 0.08582907 0.09606456 -1.1616696
37.3561298 2.42294085 4 22.5353738 0.08583969 0.07253206 1.30404558
13.8167195 -2.9771734 4 1.43074516 0.08586525 0.040853 -3.1946251
2.04563392 2.26401925 4 1.40700254 0.0858776 0.08629608 1.19660428
1.33727535 -2.2757372 4 1.64804803 0.08587779 0.08518631 -1.3834216
1.19757564 -2.295623 4 2.40329651 0.08588271 0.08333947 -1.4154266
10.6184654 2.09922164 4 18.1527697 0.08589569 0.10374441 1.26952311
3.51336011 2.32394877 4 2.22665871 0.0859086 0.08078607 1.35270914
4.9043129 2.365001 4 3.18124244 0.08593142 0.07724055 1.20817235

15.4644033 2.64150646 4 5.62571001 0.0859409 0.05748974 1.55390119
2.07180636 2.1364697 4 3.48973664 0.08594672 0.09948165 1.3023211
2.36947853 -2.2997755 4 1.7415207 0.08595649 0.08295952 -1.203823
6.06236237 2.30341512 4 3.87106133 0.0859584 0.08262811 1.30229318
2.32691342 -2.1845904 4 3.44947183 0.08597468 0.09425977 -1.168614
10.1633701 2.30305782 4 7.3611604 0.08601871 0.08266058 1.20279795
1.83535534 -2.2769818 4 2.56858984 0.08602393 0.08506938 -1.202484
9.89757498 2.38260374 4 7.34212973 0.08603543 0.0757744 1.14789535
2.85674153 -1.5112479 4 21.1073458 0.08604986 0.2052543 -3.6206396
4.76575828 -2.377359 4 3.27795411 0.08610113 0.07620792 -1.1638458
4.59285625 2.36694105 4 2.76160884 0.08613687 0.07707739 1.26628733
5.52560368 -2.4503496 4 3.34929985 0.08614031 0.07041877 -1.2564317
19.6288385 2.37346636 4 15.0345091 0.086149 0.07653149 1.12107057
2.50487345 -1.9951854 4 6.42519259 0.08617266 0.11675678 -1.4359752
1.72177424 2.36310889 4 1.22133314 0.08620133 0.07740004 1.43108204
1.48077972 2.10457555 4 3.12010432 0.08620777 0.10311943 1.34824212
1.85275069 -2.2918006 4 1.52183022 0.08622885 0.08369094 -1.1111954
4.76028314 2.35706621 4 2.71679718 0.08624012 0.07791191 1.29411332
3.05932021 2.05425383 4 5.60293064 0.08624466 0.10916189 1.30162918
5.51601948 2.38341433 4 2.72415529 0.08625171 0.07570764 1.57649182
3.20533082 -2.3162243 4 1.77139281 0.08627832 0.08147354 -1.4821612
5.07682074 -1.850348 4 20.4922036 0.08628107 0.13793385 -1.6779873
1.22960157 2.09521413 4 2.07179789 0.08631235 0.10421495 1.54635054
1.4085184 -2.3291119 4 1.98168547 0.08631891 0.08033021 -1.6806985

15.3999052 2.16915044 4 28.0887953 0.0863442 0.09590126 1.39714057
1.17161428 -2.3057087 4 1.26443539 0.08638483 0.08242003 -1.2009581
1.46111695 2.15218017 4 2.61717366 0.0864164 0.09774226 1.26300244
7.99984037 -2.0888078 4 15.7676774 0.08642996 0.10497208 -1.3533795
3.07343412 2.3064516 4 1.57243099 0.08645058 0.08235276 1.35930718
8.66076804 -2.5612802 4 4.25235782 0.08645061 0.06255323 -1.3977237
17.2741968 -2.1760739 4 30.4189971 0.08645973 0.0951613 -1.4132307
8.83489788 2.18757234 4 12.5539861 0.08648294 0.09394637 1.2182057



20.9737479 2.54622521 4 11.0303099 0.08648655 0.06355944 1.3154126
4.16165571 -2.0599228 4 7.85011217 0.08648892 0.10846203 -1.2709127
15.344049 -2.3304514 4 9.88316171 0.08651902 0.08021242 -1.3163203

1.03508226 2.23545612 4 1.30439095 0.08655201 0.0890698 1.14259907
16.569388 2.26658888 4 15.8011982 0.08655294 0.08605133 1.02963255
25.737208 2.31945711 4 21.0213909 0.08655628 0.08118502 1.12157207

2.75097741 2.259537 4 2.12347856 0.0865984 0.08672486 1.1733496
370.58065 -2.9176737 4 70.1484924 0.08661387 0.04334414 -2.4984223
1.3157759 2.1676735 4 2.54501661 0.08662052 0.09605995 1.2907865

31.3497149 2.48060942 4 15.6475303 0.08663632 0.06816658 1.42736649
2.7547431 2.24073839 4 4.19806555 0.08665396 0.0885494 1.27117185

3.42411335 -2.1089543 4 6.59618563 0.08668617 0.10261138 -1.4042504
1.44099146 2.12886493 4 3.07964392 0.08669652 0.10033593 1.32916489
12.4041411 2.48816399 4 5.45133674 0.08669739 0.06761719 1.47337766
10.0146361 -1.6429976 4 28.4466123 0.086721 0.17572823 -5.1407333
1.87874614 -2.2541106 4 1.60660043 0.08679614 0.08724717 -1.5416498
2.68634549 -2.3204876 4 1.89012403 0.08684716 0.0810933 -1.2302697
1.86745646 -2.2821024 4 1.03462335 0.08687579 0.08459019 -1.2915629
2.4902827 -2.2701008 4 1.13137554 0.08687719 0.0857181 -1.5443963

33.9569148 -2.2248311 4 41.5790317 0.08691375 0.09012694 -1.1221684
2.68532473 2.39106431 4 1.23592667 0.08693662 0.07508094 1.89385937
12.5811799 2.15434866 4 18.6450673 0.08693971 0.09750484 1.23856832
2.43346108 2.23156991 4 3.01695749 0.08695413 0.08945484 1.11737757
19.8026217 2.52926913 4 9.06655401 0.08695987 0.06471496 1.46205613
8.85782603 -2.5156948 4 4.12209773 0.08697304 0.06565735 -1.3734673
1.30264499 2.27975364 4 1.20461011 0.08697535 0.08480961 1.20924625
2.64190403 2.33768598 4 1.88234109 0.08698082 0.07957958 1.18499679

31.04812 -2.0314373 4 52.8148765 0.086983 0.11202932 -1.2236006
5.96151235 -2.203572 4 10.7983331 0.08699364 0.09228452 -1.4089556
1.16761968 -2.2514559 4 1.67798504 0.08699428 0.08750397 -1.2436767
1.63368251 -2.2344048 4 2.68280051 0.08699921 0.08917378 -1.2552882
27.4872091 2.83493363 4 5.3094091 0.08700203 0.04710881 2.17994291
4.02519872 2.28338691 4 2.7177821 0.08702751 0.08447047 1.24737681
112.821474 -2.1544914 4 169.380575 0.08706875 0.09748923 -1.2446902
22.8935502 1.86442301 4 64.2038513 0.08708567 0.13570392 1.47009389
116.074409 -4.0022956 4 4.23572396 0.08708693 0.01609933 -5.6283054
17.8503369 -2.2089074 4 21.2732559 0.08715083 0.09173766 -1.1025827
3.00380543 2.37294181 4 1.23314559 0.08719565 0.07657521 1.70112396

14.11036 -2.6660128 4 4.77898732 0.0872138 0.05603815 -1.5732682
11.8260108 2.6525178 4 4.20932814 0.08728176 0.05683221 1.54486978
14.4446314 2.28060886 4 10.6231578 0.08731913 0.08472964 1.21142094
7.06451271 -2.4368539 4 4.47530904 0.0873352 0.07145045 -1.2381373
1.89407833 -2.3804277 4 1.04552419 0.08734301 0.07595392 -1.409115

2.149777 2.2373714 4 1.56500989 0.08736334 0.08888071 1.17157636
2.50203993 -2.3147515 4 1.45347408 0.08737669 0.08160536 -1.4102022
15.0446041 -2.2947489 4 9.70520618 0.08739124 0.08341969 -1.3095367
9.56586702 2.4621161 4 5.77661416 0.08739616 0.06953309 1.24735414
10.3363006 -2.2911639 4 8.08600658 0.08742599 0.08374965 -1.1670309



2.09941642 2.19496458 4 5.29733758 0.08743507 0.09317444 1.82954963
12.8015144 2.32021089 4 7.99247994 0.0874453 0.08111792 1.32109456
2.24687221 2.26777312 4 1.29596691 0.08744776 0.0859388 1.39505775
2.72128999 2.33387531 4 1.96350957 0.08745246 0.07991221 1.16535456
1.01876158 -2.1508406 4 1.69735186 0.08747251 0.09788925 -1.2832706
1.54891721 -2.1994382 4 2.80126079 0.08747382 0.09271073 -1.3398802
5.52796234 -2.2428994 4 6.48084351 0.08750505 0.08833749 -1.1038322
2.14375843 -2.2492988 4 2.24514629 0.08751641 0.08771327 -1.0337559
5.21447215 2.42880376 4 3.21963192 0.08751989 0.07207402 1.25789905
2.68908187 2.27628002 4 1.52440643 0.08754337 0.08513528 1.43176377
3.63558856 2.38993012 4 2.23820131 0.08754419 0.07517348 1.23720987
214.125869 2.31756553 4 158.409644 0.08755571 0.0813537 1.19714865
6.6855583 -2.2976518 4 4.03608105 0.08757482 0.08315359 -1.4309081

2.96462518 2.17514959 4 4.83174147 0.08758464 0.09525972 1.24674463
2.2219711 2.30203077 4 1.50453605 0.08761527 0.08275399 1.27803605

1.04743621 2.19023493 4 1.73647264 0.08762171 0.09366751 1.27630784
11.7986136 2.43913352 4 7.51394271 0.08765159 0.07127499 1.23899016
3.0702605 2.30295231 4 2.0092608 0.08767591 0.08267017 1.23482928

2.33850676 -2.1421375 4 3.79821248 0.0876908 0.0988502 -1.2178971
3.7749816 -2.2176052 4 4.62674216 0.08769703 0.0908539 -1.1330367

3.91198386 2.34314697 4 2.91114883 0.08774678 0.07910562 1.14728036
2.49451584 -2.1205182 4 4.83967226 0.08776871 0.10128295 -1.3749943
3.59487187 -2.1876154 4 4.84075768 0.0877957 0.09394185 -1.143751
3.6530304 2.13481572 4 6.87216327 0.08784523 0.09966676 1.3787876

18.1578895 -2.6600011 4 5.84630366 0.08787703 0.0563903 -1.8299883
1.25989182 -2.0925677 4 3.11439362 0.0879169 0.10452698 -1.4195486
1.28932686 -2.285081 4 1.05690618 0.08793125 0.08431286 -1.1026285
241.830646 3.14913399 4 44.3773901 0.08794708 0.03454277 2.2976048
107.868847 2.89434647 4 25.5577027 0.08796883 0.04436887 1.98064967
2.24861721 2.30747071 4 1.254756 0.08797252 0.08226057 1.49695928
4341.40706 2.35343012 4 2532.36856 0.08799885 0.07822177 1.39424816

1.275767 2.18423692 4 1.3982369 0.08803026 0.094297 1.39070873
6.61572168 2.45758176 4 3.88610601 0.08803176 0.06987289 1.28663831
5.88182125 2.34372139 4 4.27960976 0.08803874 0.07905595 1.13648826
2.17543795 -2.2763558 4 1.601299 0.08804306 0.08512817 -1.1689815
1.01665191 2.08405072 4 3.66624912 0.08805501 0.10553821 1.6343561
60.2215032 2.02125975 4 105.664112 0.08808048 0.11333497 1.26611455
5.0460869 -2.0386131 4 9.47208709 0.0880843 0.11111868 -1.2697526
7.3086911 -2.3489951 4 4.90636812 0.08808922 0.07860159 -1.2259

1.02493302 -2.2712558 4 1.31060794 0.08809169 0.08560882 -1.1685247
21.085187 1.96357931 4 47.3398986 0.08809481 0.12105687 1.42799664

5.32544154 2.38012002 4 3.18703094 0.08817186 0.07597935 1.26010471
10.8425665 -2.48234 4 5.02423774 0.08817323 0.06804028 -1.4617813
56.7260354 2.29209148 4 45.0771017 0.08817717 0.08366413 1.14190922
1.5596304 2.24110638 4 1.06746647 0.08818381 0.08851328 1.21241504

2.11617232 2.32478224 4 1.13957232 0.08820721 0.08071229 1.30889248
1.46380586 2.33343148 4 1.41916373 0.0882174 0.07995105 1.4983493
1.24418109 2.27961689 4 1.02844146 0.08822564 0.08482241 1.14571158



5.6542346 2.26970863 4 4.05546213 0.08828023 0.08575524 1.26911943
4.26216813 2.40517651 4 2.41025261 0.08835336 0.07394018 1.32760133
21.2235038 2.49380202 4 11.997073 0.08837514 0.06721045 1.31415682
60.5433955 2.29230621 4 40.2172717 0.08837699 0.08364435 1.31950573
2.06013422 2.19446157 4 2.46848581 0.08839122 0.09322674 1.0927724
5.3477589 2.07286491 4 8.64770013 0.08841334 0.10688276 1.22030885
1.3440837 -2.2218625 4 1.86971704 0.08842205 0.09042481 -1.1811079

4.61317843 2.32282829 4 3.50130865 0.08843847 0.08088539 1.11852767
2.61131661 -2.1985361 4 3.33093147 0.08844208 0.09280403 -1.1120179

1.224171 2.29624252 4 1.27355961 0.08844554 0.08328266 1.2341416
3.01105333 2.2605498 4 2.00807574 0.08845131 0.08662777 1.25691046
2.73265723 2.13572699 4 3.94322388 0.08846033 0.09956472 1.16692341
2.06492285 -2.3482536 4 1.25702833 0.08850556 0.0786653 -1.2636301
1.80917686 2.18433212 4 6.06069754 0.08852844 0.09428697 1.87043778
2.76601543 -2.3293823 4 1.0488661 0.08854812 0.08030641 -1.5052543
45.1387266 2.50973076 4 25.6589663 0.08857248 0.06607635 1.29591747
33.2409656 -2.3282902 4 15.5599671 0.08857717 0.08040256 -1.6425506
68.354272 2.80905161 4 20.692374 0.08859054 0.04836359 1.70040916

3.54135739 2.29055539 4 2.56627266 0.08859208 0.0838058 1.15736953
1.01443038 2.21457575 4 2.57698701 0.08863462 0.09116063 1.53634113
6.22297959 2.20294094 4 7.86312748 0.08863619 0.09234944 1.14501905
1.06181852 2.17529941 4 1.46070988 0.08867279 0.09524375 1.23866855
26.0029853 -2.1965409 4 30.7082122 0.08867623 0.09301075 -1.0969223
2.18863203 2.22626578 4 3.09806643 0.08867758 0.08998338 1.27621838
11.6540611 2.40533266 4 7.05624512 0.08868122 0.07392767 1.28041266
1680.2752 -5.9706689 4 3.29611584 0.08870105 0.00395287 -22.380083

3.64425624 2.18801197 4 4.87052491 0.08870651 0.09390026 1.19084387
5.00236074 2.26932149 4 2.84811395 0.08872631 0.08579192 1.44362555
3.26721751 2.35806231 4 1.50413157 0.08879612 0.07782727 1.93768958
3.02331342 -2.3234972 4 1.50466572 0.0888045 0.08082608 -1.4526175

2.075858 2.10251491 4 3.19744023 0.08881594 0.10335948 2.02911154
3.43462487 -2.2241832 4 5.21881205 0.08882265 0.09019186 -1.2577632
13.0254402 2.30297949 4 6.28403714 0.08883061 0.0826677 1.52940708
1.47872995 -2.2284395 4 1.25259886 0.0888877 0.08976636 -1.0847617
3.72173269 2.37461699 4 2.04447419 0.08892639 0.07643568 1.31167567
1.06755355 -2.1317075 4 1.86197927 0.08896166 0.10001566 -1.4514889
2.46293773 2.07721172 4 4.43973029 0.0890523 0.10635803 1.31542012
6.26714763 -2.0516894 4 12.3876815 0.08905463 0.10948011 -1.3599408
1.48049563 2.2812387 4 1.03494343 0.0890691 0.0846708 1.17220283
3.07921567 -2.2319815 4 3.62514218 0.08909252 0.08941397 -1.0920851
16.843435 -2.1973122 4 23.5944529 0.08911951 0.09293077 -1.2139873

167.962791 -2.4609848 4 32.5215499 0.08913482 0.06961769 -2.8518698
1.58130938 2.19391931 4 1.17830599 0.08917493 0.09328316 1.31302962
24.5074439 1.97206951 4 46.1909159 0.08918554 0.11988502 1.2787714
2.4838407 2.31225681 4 1.63248184 0.08921202 0.0818292 1.27734974

4.15891857 2.32195216 4 3.05840358 0.08922795 0.08096314 1.17656149
5.08518136 2.25981178 4 2.85039663 0.08922808 0.08669851 1.35763903
1.59497501 2.24292553 4 2.82803812 0.08924597 0.08833493 1.39692166



1.78515841 2.25005542 4 1.37518569 0.08927337 0.0876398 1.19236605
1.05187836 1.95930783 4 4.78457152 0.08928852 0.12165116 1.82432952
2.70737587 -2.4296888 4 1.05410039 0.08929471 0.07200516 -1.5875921
27.3388934 2.94316312 4 1.07368168 0.08929578 0.04225583 7.24624709
2.63159836 -2.2572266 4 1.14293126 0.08931216 0.08694682 -1.4470201
2.94012337 -2.2104802 4 3.70746306 0.08935745 0.09157714 -1.1662604
2.91079576 2.2142626 4 2.05099624 0.08938015 0.0911924 1.2049015
1.33726467 2.02781366 4 2.95596967 0.08938181 0.11249228 1.42849224
1.14681671 2.08419758 4 1.89177372 0.08939077 0.10552068 1.45152417
1.33547551 2.17942971 4 1.69461343 0.0894141 0.09480492 1.11858434
2.10960232 2.02267776 4 5.96360116 0.08941591 0.11315206 1.65334534
4.72016417 2.09988678 4 7.31019544 0.08941967 0.10366653 1.184656
3.61074909 2.16047097 4 4.52437023 0.08943429 0.09683798 1.11408428
1.33753911 2.05818051 4 3.67470513 0.08943549 0.1086766 1.44648882
36.7647812 -2.6105384 4 12.0720715 0.0894506 0.05938638 -1.7262541
11.2150817 2.56884633 4 4.89411724 0.08952821 0.06205444 1.49595976
5.49241257 2.47183845 4 2.35581376 0.08953238 0.06881084 1.43227314
2.23068257 -2.2783286 4 1.61029616 0.08953798 0.08494305 -1.6520869
1.12601827 2.23221611 4 1.26248737 0.08954409 0.08939069 1.15210742
1.38651583 -2.2361523 4 1.75181583 0.08956336 0.08900101 -1.8488914
10.7488056 2.63624852 4 2.91776629 0.08963713 0.0578068 2.0892536
1.98102867 2.0726275 4 1.65686899 0.08965743 0.1069115 1.75413024
1.64789388 -2.2716664 4 1.02377093 0.08967006 0.08557001 -1.346044
2.44529031 2.37614475 4 1.03054497 0.08967357 0.07630868 1.46580065
2.64785193 2.27702291 4 1.62408713 0.08969053 0.08506551 1.27295726
1.58744062 2.22921389 4 1.23009253 0.0897407 0.08968918 1.19471002
11.0276085 2.22264744 4 11.7048791 0.08990539 0.09034594 1.03755875
2.61496477 2.28432072 4 1.05693041 0.08991272 0.08438355 1.65756425
2.98343432 -2.1119367 4 4.26102012 0.08996532 0.10226693 -1.17127
1.2827388 2.23059421 4 1.23101571 0.09002325 0.0895518 1.20848841

6.80622334 -2.2541487 4 4.80858149 0.09004668 0.08724349 -1.2816701
13.2886791 -2.4222602 4 7.72249372 0.09006458 0.07258544 -1.2717555
426.764834 2.39791051 4 235.345906 0.09006623 0.07452505 1.38665907
7.58895445 -2.4676722 4 4.16582446 0.09007882 0.06911929 -1.3212047
2.28153258 -2.0602941 4 4.27697151 0.09009283 0.10841637 -1.2897023
9.32276793 2.33450236 4 6.59867448 0.09011158 0.07985737 1.19965348
19.3404314 2.28487376 4 15.1899762 0.09011601 0.08433212 1.1302516
8.94725802 2.01707074 4 14.8296383 0.09016773 0.11387722 1.23144232
3.87274855 -2.0067219 4 7.87429307 0.09017681 0.11522905 -1.3018156
32.2291936 -2.4110339 4 20.7926837 0.09018745 0.07347249 -1.2260101
1.00674903 2.2374734 4 1.44919358 0.09019271 0.08887066 1.18814617
8.93277422 2.24826599 4 6.41403565 0.09019361 0.08781368 1.20894154
9.50500619 -2.3148328 4 4.38907925 0.09023668 0.08159808 -1.5197933
1.49927273 2.1292979 4 1.22628812 0.09028681 0.10028708 1.35670495
4.17121868 -2.3960816 4 1.19122737 0.09030462 0.07467309 -1.7819101
2.10438706 2.26480158 4 1.14212872 0.09032337 0.08622148 1.40339111
10.666017 2.37416942 4 7.15533245 0.09033038 0.07647293 1.18307051

4.42720347 2.28978551 4 2.68028903 0.09037516 0.0838769 1.32699927



2.03993071 2.33536675 4 1.05481581 0.09037746 0.07978184 1.37482178
2.18092146 2.16434929 4 3.49519958 0.09045879 0.09641817 1.25489164
4.63207622 2.50105331 4 1.45823472 0.09046635 0.06669144 1.65485388
23.1332636 2.28560623 4 12.594149 0.0905676 0.08426406 1.52231941
1.27076681 2.1765336 4 1.09933255 0.0905959 0.09511239 1.17407212
3.68453223 -2.2618894 4 2.37929383 0.09061566 0.08649952 -1.2327859
28.8890157 2.87669398 4 6.32463212 0.09061868 0.04516311 2.00319638
7.73180045 2.10755444 4 1.23262974 0.09063539 0.1027735 3.10745118
1.44582812 2.17025447 4 2.49090944 0.09065891 0.09578284 1.25174809
11.0813337 1.91252673 4 26.0087839 0.0906761 0.12837163 1.42964723
4.93921453 1.99529948 4 10.2302117 0.090682 0.11674156 1.39683958
5.64535793 2.34991378 4 2.77150935 0.09069999 0.07852274 1.56406709
7.48478159 2.23187862 4 5.82633505 0.09071705 0.08942418 1.15204579
1.19955036 -2.1808482 4 1.59125426 0.09074372 0.09465473 -1.157846
1.81989082 2.17268772 4 1.2154117 0.09075287 0.09552241 1.23015337
2.94958693 -2.180673 4 4.15358201 0.09078234 0.09467327 -1.2443414
7.38319044 2.58045287 4 2.27238504 0.09078848 0.06129812 1.73128521
2.04549367 -2.3309431 4 1.0115319 0.0907985 0.08016923 -1.4219775
2.2767359 2.2304765 4 1.6425362 0.09080822 0.08956351 1.25014884

6.51091526 2.4268201 4 3.00375955 0.09081047 0.07222862 1.38030194
3.01291665 -2.0889691 4 5.91477582 0.09083066 0.10495294 -1.4047681
10.5446057 -2.0573649 4 16.9806635 0.09083561 0.1087772 -1.2108404
2.1365931 -2.2640837 4 1.16441028 0.09087115 0.08628993 -1.509184

2.91846224 2.22588027 4 1.78507607 0.09087295 0.09002193 1.37437433
1.09906813 -2.2155712 4 1.27613254 0.09092551 0.09105972 -1.1447147
4.3690066 2.38863323 4 2.06896665 0.09094085 0.07527946 1.3673197

1.42159101 2.17942051 4 1.94245367 0.0909426 0.09480589 1.14718377
3.28962348 -2.1877411 4 5.66216156 0.09097882 0.09392867 -1.367046
1.6253436 -2.1869491 4 1.90974805 0.09102723 0.09401178 -1.0782986
20.608596 2.28598361 4 8.85215035 0.09103701 0.08422902 1.6576055

13.7379748 2.27754891 4 10.3972127 0.09106474 0.08501615 1.18130542
1.88772391 -2.2180894 4 2.40731006 0.0910802 0.09080499 -1.1604761
31.9672429 2.53234458 4 15.9342859 0.09110445 0.0645036 1.33970549
41.8156193 2.31051954 4 18.3381748 0.09111995 0.08198548 1.6506382
4.32887462 2.23176296 4 1.84456451 0.09115609 0.08943567 1.53039474
3.19372788 2.19350698 4 2.0732114 0.09116394 0.09332609 1.2597175
5.21065268 2.49665256 4 1.23820174 0.09116838 0.06700588 1.96707364
8.11425164 1.98694618 4 15.2710937 0.09118712 0.11786143 1.27211786
2.84283043 2.08848442 4 4.94121204 0.09121422 0.10501045 1.25694718
7.01293155 -2.1981129 4 9.29356721 0.09125565 0.09284783 -1.1809852
8.32792598 2.45065163 4 1.00960029 0.09126472 0.07039588 2.72280744
22.0414956 2.36615395 4 13.822441 0.09127407 0.07714354 1.25996897
2.50937286 2.32585944 4 1.67787076 0.09130328 0.08061704 1.21348845

1.223497 2.20048884 4 1.36667809 0.09130558 0.09260219 1.2713451
290.913668 2.08814077 4 388.010941 0.09132006 0.10505125 1.12672328
1.04024115 2.2278784 4 1.63385338 0.09138202 0.08982232 1.30265678
5.12699652 2.21571573 4 4.14614329 0.09142121 0.09104508 1.12837063
1.95006749 -2.2631763 4 1.48430572 0.09150115 0.08637654 -1.1337484



6.2650669 2.21555558 4 5.207544 0.09152139 0.0910613 1.1111797
68.2072745 2.71455756 4 22.705758 0.09152169 0.05328561 1.63147842
7.6383891 2.36656485 4 3.93433728 0.09154973 0.077109 1.46722392

2.84401598 2.26991815 4 2.08723198 0.09159442 0.08573539 1.13019221
1.35082215 -2.2008544 4 2.450061 0.09161264 0.09256447 -1.436942
1.57873884 2.12203747 4 3.18175836 0.09161921 0.10110984 1.52585201
1.81881797 2.31343312 4 1.13099487 0.09162839 0.08172357 1.39910322
3.66820583 2.26870983 4 2.11872317 0.09163157 0.08584991 1.3365818
3.84348013 -1.9658018 4 17.7002519 0.09163837 0.12074891 -1.973608
3.31829358 2.31732471 4 2.04079735 0.09167791 0.0813752 1.22210091
16.0851516 -2.1782654 4 24.0694145 0.09168302 0.0949284 -1.2945993
1.10071581 2.21631616 4 1.18901825 0.09169863 0.09098428 1.19886472
4.61233989 2.20828886 4 2.09516135 0.09170283 0.09180087 1.56238422
4.94967344 -2.3777323 4 2.59161637 0.09170927 0.07617697 -1.4157213
24.4725289 -2.1644582 4 33.7619403 0.09171004 0.09640641 -1.2160625
1.31665914 2.07113518 4 1.74859672 0.09176171 0.10709235 1.46173915
4459.10132 -5.1979794 4 55.215226 0.09177015 0.00652519 -8.406549
16.8290241 2.34797811 4 12.2500814 0.0917704 0.07868898 1.15485658
7.55986038 1.66326314 4 38.7132511 0.0917995 0.17159316 1.76676007
3.42558869 2.30488785 4 2.35958699 0.09180312 0.08249443 1.17038755
7683.49935 -6.0371863 4 31.9774077 0.09185075 0.00379556 -15.31627
7.89315842 2.30440737 4 4.86814618 0.09188655 0.08253802 1.26708261
7.90426768 2.15063278 4 11.8398289 0.09189592 0.09791207 1.2348055
1.47228213 2.23774283 4 1.22808782 0.09193022 0.0888441 1.08914788
86.7125364 2.67009223 4 8.29397233 0.09193024 0.05580063 3.87536176
3.63418287 2.32211075 4 2.09031569 0.09197751 0.08094906 1.24074366
1.48290147 2.15203852 4 1.38681561 0.09198845 0.09775779 1.38554912
5.47707274 -1.3945201 4 269.576866 0.09202884 0.2356221 -2.7197348
1.2045646 2.273337 4 1.30308647 0.09202947 0.08541231 1.27264805

1.08726008 2.2284089 4 1.11381704 0.09204309 0.0897694 1.11736598
4.26958732 2.2477558 4 2.752587 0.09206928 0.08786333 1.25884204
414.427903 2.50339824 4 221.224091 0.09208117 0.06652458 1.33108663
96.9178598 2.30677285 4 68.4255209 0.09210424 0.08232368 1.19778496
4.0634976 2.32917327 4 2.56352059 0.09211948 0.08032481 1.21184444

1.90769802 -2.2564209 4 1.02288932 0.09212783 0.08702437 -1.3210408
6.18151498 -2.1456176 4 7.85829345 0.09216153 0.09846469 -1.1107188
25.9798478 2.28152998 4 12.6917838 0.092199 0.08464361 1.52944012
1.89717193 2.25366885 4 1.4349746 0.09220515 0.08728985 1.14303763
65.9832013 2.3917345 4 40.5198379 0.09225088 0.07502631 1.25237485
8.08150012 -2.2310227 4 5.39598583 0.09229752 0.08950921 -1.3030301
17.9194098 2.01863573 4 29.5326336 0.09233975 0.11367431 1.21989944
1.13423703 -2.2210993 4 1.23005794 0.09236593 0.09050156 -1.2362232
5.30959922 -2.0120405 4 9.78459076 0.09237429 0.11453212 -1.2612393
17.9080845 2.63162328 4 6.15941771 0.09239451 0.05808736 1.73286879
4.71957031 1.94606548 4 10.3425959 0.09245332 0.12351384 1.37085803
17.5961036 2.21882842 4 13.6366236 0.0924881 0.09073038 1.16573233
3.23863463 2.28086606 4 2.01493625 0.09250123 0.08470561 1.29298651
1.78247033 2.16634265 4 2.45017437 0.09251397 0.09620318 1.15750168



20.773004 -2.720453 4 5.62939239 0.09251894 0.05296208 -1.7534351
1.43390597 -2.154822 4 1.15192876 0.09253935 0.0974531 -1.3078825
1.77812713 2.15222748 4 1.18853672 0.09258032 0.09773707 1.22931191
15.5551313 2.22331152 4 12.0516599 0.09260452 0.09027928 1.19487167
10.8792627 -1.9548641 4 21.5324626 0.092613 0.12227278 -1.3189805
3.48875442 2.19669094 4 4.21798794 0.09262095 0.09299519 1.11383034
1.78586942 2.20025688 4 1.27647333 0.09266657 0.09262614 1.16323269
17.5580265 2.62260536 4 6.1483313 0.0926962 0.05863891 1.67603195
3.57904599 -2.3028532 4 1.97000084 0.0927452 0.08267918 -1.3111792
2.27150577 2.17867314 4 1.67895907 0.09276116 0.09488514 1.17470796
10.8357852 2.25195673 4 4.68132777 0.09276144 0.08745546 1.73327004
2.37192031 -1.7888078 4 11.1140494 0.09276762 0.14815619 -1.7267505
8.36283527 -1.9272172 4 28.0541366 0.09280952 0.12621877 -1.6841129
1.3675698 2.08307832 4 2.85312621 0.09282675 0.10565435 1.3335003

38.4168743 2.33414521 4 1.23835254 0.09285573 0.0798886 5.76622576
4.40108416 2.2168943 4 1.95695942 0.09286467 0.09092578 1.71636008
1.17613845 2.21517196 4 2.26092871 0.09287688 0.09110018 1.36876683
1.13450243 -2.2043854 4 1.40713552 0.09289251 0.09220091 -1.1455706
2.36927731 2.27245705 4 1.65153478 0.0929192 0.08549533 1.19141757
1.34391971 -2.2000913 4 1.05784215 0.09292287 0.09264324 -1.1740118
13.5335892 2.26292972 4 11.1349574 0.09293531 0.08640009 1.08918617
2.64354226 2.16802644 4 1.66580926 0.09298439 0.096022 1.29140051
4.25127247 -2.1832152 4 5.23060734 0.09299447 0.0944047 -1.114464
1.89267314 -1.9471705 4 5.90260847 0.09299717 0.12335723 -1.5745619
2.2124785 2.05109413 4 4.58502235 0.09300572 0.10955412 1.34153412

215.998069 2.15394994 4 338.824022 0.09304644 0.09754844 1.3272837
7.83416778 2.24387904 4 5.04304846 0.09304747 0.08824161 1.26115329
3.29187486 2.27917957 4 2.02230453 0.09313845 0.08486334 1.22678413
1.27058186 2.0586856 4 3.71894135 0.09315983 0.10861435 1.84588376
1.7017022 -2.2454386 4 1.24829203 0.09319428 0.08808921 -1.1868003

2.13494156 2.29438939 4 1.26725984 0.09320482 0.08345272 1.52259899
11.0345692 2.53793255 4 4.66659728 0.0932207 0.06412159 1.4743646
3.0991041 2.18825587 4 2.30263654 0.09322229 0.09387469 1.19422905

2.05842193 -2.1832825 4 2.62468515 0.09322533 0.0943976 -1.1775712
11.932256 2.27207043 4 9.70931518 0.09324109 0.08553184 1.09927108

1.38924041 2.02992233 4 1.945114 0.09324266 0.11222262 1.56463675
15.6235169 2.22821162 4 11.2078492 0.09324523 0.08978908 1.22799124
1.02050038 -2.1411647 4 2.18346189 0.09324613 0.09895826 -1.4799738
9.65120616 2.07805118 4 14.2093574 0.09325647 0.10625703 1.20415528
2.47901421 -2.3317777 4 1.67929972 0.09327769 0.08009598 -2.3120782
1.43953588 2.11969156 4 2.26060101 0.09330768 0.10137727 1.19795615
18.2998985 2.0806854 4 24.4364187 0.09331908 0.10594075 1.13667327
2.7201637 2.20267962 4 1.64323305 0.09333972 0.09237634 1.37742628

2.19238971 -2.2070639 4 1.43663974 0.09334912 0.0919262 -1.356988
1.21691988 2.17842011 4 1.13775519 0.09335904 0.09491198 1.23960127
2.06123622 2.17128248 4 3.91538396 0.09343627 0.09567271 1.54277368
2.20439974 2.24930216 4 1.22879042 0.09344053 0.08771295 1.25235962
3.97244692 2.37886772 4 2.14054698 0.09344688 0.07608292 1.36665939



6.65482241 -2.3165576 4 4.30247516 0.0934647 0.08144374 -1.2543563
135.268124 -2.9252899 4 32.6509501 0.09347197 0.04301556 -1.887031
2.61684875 2.08720938 4 3.91308484 0.0934787 0.10516193 1.18437892
12.9379668 2.64889689 4 3.05724526 0.09357367 0.05704747 1.90817168

32.42444 2.21143879 4 25.6976828 0.09360467 0.09147947 1.17192744
23.3529072 2.30992128 4 17.8262911 0.09362827 0.08203938 1.12780779
2.4816257 -2.0149865 4 4.93775143 0.09364538 0.11414806 -1.304227

2.56826246 2.20886797 4 1.51032916 0.09366243 0.09174169 1.44565387
10.6649216 2.4021598 4 6.14057812 0.09366298 0.07418238 1.26155453
1.13279068 2.12905379 4 2.54919767 0.09367959 0.10031462 1.4308675
1.60205817 2.29847404 4 1.21052578 0.09371563 0.08307839 1.40272127
17.5380679 2.21684089 4 12.7599797 0.09374334 0.09093118 1.25020025
1.87498236 2.19359005 4 1.31055876 0.09382421 0.09331744 1.20039893
28.676591 2.60097993 4 11.1565058 0.09386612 0.05998624 1.49369198

31.8074865 -2.2334663 4 19.3357764 0.09386869 0.08926672 -1.3930536
5.12503847 2.29515678 4 3.74394344 0.09388891 0.08338225 1.16193356
4.73171737 -2.3681753 4 1.54710834 0.09392264 0.0769738 -1.5865744
11.8646255 2.25401388 4 8.99276347 0.09392419 0.08725651 1.16058253
175.835343 2.2948338 4 98.7213514 0.09394295 0.0834119 1.40755415
1.10703694 -2.1945722 4 1.32241883 0.09395821 0.09321523 -1.2098563
8.4713426 2.08766372 4 12.0892923 0.09407399 0.10510792 1.17633991

2.91559939 2.23706323 4 1.35228476 0.09407928 0.08891111 2.16067261
161.798886 2.36883256 4 106.804932 0.09410631 0.0769187 1.19785492
1.63399827 -2.2034492 4 1.42337884 0.09413444 0.09229715 -1.0863758
1.42125363 2.15499034 4 2.15358942 0.09418873 0.0974347 1.18742397
1.57042944 2.01244377 4 1.82750327 0.09421043 0.11447946 1.64645809
9.37429945 2.35619185 4 5.29898262 0.09421368 0.0779863 1.36130854
3.46129914 -2.3464173 4 1.15437531 0.09423094 0.07882331 -1.5454106
5.58525418 2.30072848 4 3.79351954 0.09425348 0.0828726 1.17595807
384.340171 1.91229403 4 815.354944 0.09426045 0.12840605 1.35982172
23.2451468 -2.9583943 4 3.54409417 0.09426815 0.04162074 -2.6862344
1.17261661 -2.2099362 4 1.64312302 0.0942797 0.09163263 -1.3908375
126.270278 2.51620777 4 62.2153891 0.09428182 0.06562145 1.35642656
9.4632913 2.25258722 4 6.30872561 0.09428359 0.08739443 1.24004493

2.74999628 2.14789585 4 3.65022663 0.09432311 0.09821322 1.13403081
45089.5172 -8.4904532 4 14.9282164 0.09433272 0.0010551 -53.396363
1.22127305 2.20086265 4 1.10207299 0.09436763 0.09256361 1.15923789

1.62698 2.17918817 4 1.20151564 0.09437437 0.09483052 1.14047929
137.1866 3.66362607 4 3.15301879 0.09438508 0.02151149 8.53738225

1.84760778 -2.2175691 4 1.07845522 0.09439981 0.09085755 -1.3155904
1.84760778 -2.2175691 4 1.07845522 0.09439981 0.09085755 -1.3155904
1.84760778 -2.2175691 4 1.07845522 0.09439981 0.09085755 -1.3155904
35.5941515 -2.3390243 4 13.4088841 0.09445076 0.07946313 -1.7631833
13.8843871 2.37680391 4 6.14900091 0.09446989 0.07625396 1.60411721
3.38424153 2.12142813 4 4.77789583 0.09447989 0.10117923 1.21610693
58.5395558 -2.5297031 4 5.49405559 0.09448021 0.06468508 -4.6752392
3.48443359 -1.9656134 4 8.43450776 0.09459154 0.12077498 -1.4307733
45.441005 -3.0136209 4 7.40846532 0.09459171 0.03940967 -2.2082023



32.0390186 2.05781566 4 51.043411 0.09461998 0.10872159 1.25073922
2.6478286 2.13298212 4 13.2943905 0.09463292 0.09987242 2.47177438

1.67858835 2.18115098 4 2.30263881 0.09465099 0.0946227 1.16181309
1.13661956 -1.2669173 4 88.1395275 0.09465252 0.27392856 -2.7509748
2.54796133 2.2830949 4 1.54972636 0.09466519 0.08449767 1.25782907
6.81873367 2.18661034 4 5.92503411 0.09473737 0.09404735 1.08178632
1.43730707 -2.1952653 4 2.06077233 0.09474382 0.09314319 -1.1966331
333.942101 -3.5674454 4 29.6260682 0.09474684 0.02342925 -3.0005616
29.0511052 2.54124194 4 12.4119644 0.09481751 0.06389657 1.43240253
37.5260111 2.23435898 4 23.8785529 0.09482469 0.08917831 1.3205875
3.02445325 2.00259844 4 5.14033125 0.09482479 0.11577257 1.25710723
5.13740522 -2.2351824 4 4.10230669 0.09483675 0.08909686 -1.1228112
1.50543434 2.16455747 4 1.52900704 0.09485701 0.09639569 1.37343363
7.14701166 2.41672222 4 3.18562211 0.09487087 0.0730215 1.40764723
3.54261356 2.17634318 4 5.00423786 0.09487947 0.09513264 1.20723689
2.2666581 2.12068508 4 2.49668318 0.09487968 0.10126392 1.88192445

1.25901133 -2.1897625 4 1.0633218 0.09498876 0.09371692 -1.1861627
15.5069754 -2.1401588 4 27.8022978 0.0950505 0.09907015 -1.4183696
24.3259265 2.27008176 4 19.6671459 0.09508343 0.0857199 1.09884301
1.63195011 2.16426955 4 2.08683273 0.09508624 0.09642678 1.68038019
1.01510935 -2.1321832 4 1.56129461 0.09509463 0.09996218 -1.2718728
1.50919603 -2.2318433 4 1.16619075 0.09510465 0.0894277 -1.3262702
2.48890396 2.21843559 4 1.92845985 0.09513832 0.09077003 1.16335529
2.17662288 2.20941673 4 1.22780708 0.09517818 0.09168564 1.26362902
1.03587334 -2.0846521 4 1.94958968 0.09524545 0.10546645 -1.2988629
2.83497897 2.29397889 4 1.62924749 0.09527713 0.08349044 1.33918289
6.30407445 -2.2334342 4 2.54188202 0.09537387 0.0892699 -2.9016328
5.58458337 2.34072806 4 2.98899737 0.09538508 0.07931517 1.41172853
35.9337931 2.38884099 4 21.9713063 0.09538616 0.07526247 1.25749217
3.14983804 2.32884069 4 1.39916462 0.09542188 0.08035408 1.58830242
2.07299973 -2.1525066 4 4.76836126 0.09542565 0.09770648 -1.5789042
4.75426778 -2.3654705 4 2.7702764 0.09543182 0.07720103 -1.2907835
4.43344351 -1.8131906 4 17.603676 0.09551272 0.14401215 -1.6783964
3.92117405 2.25509134 4 2.60585198 0.09552812 0.08715251 1.25375291
1.80145001 -2.0947116 4 2.97557447 0.09556926 0.10427413 -1.212791
2.04866266 2.21138849 4 1.25744128 0.095609 0.09148459 1.21430782
4.22167828 2.07989736 4 5.79556406 0.09567131 0.10603526 1.13345806
7651.35065 -5.952085 4 1.02921052 0.09567144 0.00399825 -79.605941
2.49837274 2.16435747 4 3.07382629 0.09573099 0.09641728 1.16194086
6.95168858 -2.127351 4 10.4687461 0.09576179 0.10050697 -1.2972265
1.45978383 2.21500998 4 1.06872516 0.09576245 0.0911166 1.25904927
8.4754705 2.22974997 4 5.06971141 0.0957763 0.0896358 1.4212197

5.78770545 -2.1824164 4 1.56896061 0.09582206 0.09448899 -1.9700583
6.27645047 1.84840153 4 14.9475999 0.09583015 0.13824533 1.40662165
2.06737289 -2.2390307 4 1.16326793 0.09583961 0.08871726 -1.2765299
2.06737289 -2.2390307 4 1.16326793 0.09583961 0.08871726 -1.2765299
2.06737289 -2.2390307 4 1.16326793 0.09583961 0.08871726 -1.2765299
2.06737289 -2.2390307 4 1.16326793 0.09583961 0.08871726 -1.2765299



1.10915201 2.19287452 4 1.15490051 0.09584663 0.09339197 1.13771885
1.59543839 2.17416903 4 2.00565437 0.09584888 0.09536425 1.15636259
8.22354363 -2.1300168 4 11.7472707 0.09589701 0.10020601 -1.2087573
1.83443603 2.20110428 4 1.26605 0.09589725 0.09253868 1.16353849
1.71414094 2.11333878 4 1.07014816 0.09589827 0.10210544 1.2651564
1.30929615 2.22083082 4 1.09483269 0.09590865 0.09052858 1.19106193
1358.35854 -5.6511497 4 1.41383625 0.09592323 0.00483032 -26.651895
1.42775777 2.21045779 4 1.08620859 0.09595809 0.09157943 1.20881775
1.35107498 2.17400352 4 1.17575106 0.09598251 0.09538191 1.28079887
8.32878915 2.20001546 4 5.07875021 0.09598427 0.09265107 1.40184548
5.48074337 -1.7721732 4 29.6544381 0.09603018 0.15105628 -1.8924687
1.85794561 2.25640366 4 1.04809326 0.09603349 0.08702603 1.38184871
1.34458229 -2.217416 4 2.35191779 0.09604915 0.09087303 -1.3392097
9.84987547 -2.2093977 4 8.68866432 0.09606908 0.09168758 -1.0652356
4.87184044 -2.2621522 4 3.40022352 0.09608326 0.0864744 -1.1657447
1.03463963 -2.1991922 4 1.3645151 0.09608359 0.09273615 -1.1816022
3.5422673 2.08842085 4 5.0106993 0.09608738 0.105018 1.14816199

5.42217948 -2.4947497 4 1.95114459 0.09610204 0.06714236 -1.6770456
73.2247275 -2.35686 4 40.6360708 0.09616654 0.07792945 -1.3604798
8.7603558 2.23894758 4 6.71950814 0.09617401 0.08872545 1.12319158

8.63395652 -2.1224517 4 11.3608153 0.09617796 0.10106269 -1.155659
1.50792126 2.28533742 4 1.85338824 0.09621237 0.08428903 1.76722754
9.27146002 2.13171983 4 10.906386 0.09625773 0.10001428 1.08835877
1.38186494 -2.0827127 4 2.15420519 0.09630123 0.10569806 -1.2183287
7.78220113 2.1886042 4 3.37543261 0.09632352 0.09383819 3.55009057
120.931011 2.05272314 4 166.697062 0.0963305 0.10935171 1.15689561
2.02635021 2.14073799 4 1.25608309 0.09636447 0.09900571 1.2723914
5.33039883 2.18424819 4 4.02022696 0.09638708 0.09429581 1.22232095
4594.18881 2.08316085 4 6743.12729 0.09640951 0.10564449 1.23063013
2.1701545 2.15049918 4 1.07207144 0.09645047 0.09792674 1.76237727

5.25125499 2.30245389 4 3.12511218 0.09647008 0.08271549 1.26283672
10.0318442 2.57925327 4 2.57819797 0.09648172 0.0613758 1.78252453
2.74956596 2.26151156 4 1.96500349 0.09649225 0.08653568 1.17634776
4.48117793 -2.436883 4 1.91561997 0.09657341 0.07144821 -1.5180133
1.33310037 2.17541158 4 1.07299447 0.09657742 0.09523181 1.15865227
1.55281013 2.14411506 4 1.03853226 0.09664993 0.09863093 1.22567761
1.68245881 1.92006965 4 5.82103144 0.096654 0.1272613 1.59845605
26.5487906 2.29340592 4 12.9585781 0.09665804 0.08354313 1.48827709
58.803208 -2.0991375 4 88.7203996 0.0967449 0.10375427 -1.2634767

1.97149328 -2.1219402 4 3.68533581 0.09678282 0.10112091 -3.1650192
73.4857479 -3.6429583 4 2.45328187 0.09680023 0.02190729 -12.872574
3.54124475 2.15353833 4 1.81893092 0.096803 0.09759348 1.5292574
4.00029502 -2.0884064 4 6.05458284 0.09680774 0.10501971 -1.2706232
1.30636374 2.16741907 4 1.68263034 0.09686744 0.09608731 1.16892634
1.99457797 2.13169795 4 1.2387153 0.09688029 0.10001674 1.32149577
33.6823239 1.85252261 4 82.2292887 0.09688212 0.13758676 1.41345767
2.31960897 2.09282987 4 2.9782354 0.0968862 0.10449603 1.12304481
5.39061429 -2.3116355 4 3.08935343 0.09692763 0.08188505 -1.2727155



3.79361833 -2.2736139 4 2.10632068 0.09693988 0.0853862 -1.2663561
2.18152769 2.16665522 4 1.70287876 0.0969588 0.09616952 1.12236725
19.7638549 -2.6763883 4 6.12696417 0.09699485 0.05543633 -1.6972378
21.366724 -2.1038521 4 31.5660198 0.09700014 0.10320364 -1.2354446

1.00815801 -2.0804618 4 1.55419242 0.09707557 0.10596756 -1.2334901
46.092025 2.02505601 4 63.7709433 0.0971196 0.11284602 1.13294789

1.19739143 2.10363087 4 1.55371268 0.09720543 0.1032294 1.13726543
2.30237259 1.94884001 4 5.1542655 0.09725022 0.12312101 1.39200589
1.56267332 2.17125308 4 1.24032656 0.09725253 0.09567586 1.17086423
1.06217384 -2.1246928 4 1.81136777 0.09730145 0.10080807 -1.333834
3970.74022 -3.0701941 4 59.6154854 0.09730625 0.03728592 -12.955019
50.9060168 2.69637498 4 14.7938343 0.09742038 0.0542979 1.82666361
72.4556123 2.07288896 4 117.637306 0.09742263 0.10687985 1.30872516
13.7942334 -1.9922751 4 22.9386444 0.09744217 0.11714567 -1.2460325
10.6452284 2.32724203 4 6.61838045 0.09745474 0.08049497 1.22134872
11.1570516 -2.0890791 4 15.2510738 0.0975236 0.10493989 -1.1945304
11.1570516 -2.0890791 4 15.2510738 0.0975236 0.10493989 -1.1945304
11.1570516 -2.0890791 4 15.2510738 0.0975236 0.10493989 -1.1945304
1.20422817 2.07248714 4 2.28651345 0.09752748 0.10692849 1.48087613
1.14119699 2.15051769 4 1.51627627 0.09754607 0.09792471 1.22311214
171.861376 -3.2827069 4 21.6063362 0.09756176 0.03042322 -2.6019438
11.8015668 1.94990984 4 21.2646124 0.09761268 0.12296991 1.2497196
61.983441 2.26887125 4 40.2001295 0.09766315 0.0858346 1.26006609
61.983441 2.26887125 4 40.2001295 0.09766315 0.0858346 1.26006609
61.983441 2.26887125 4 40.2001295 0.09766315 0.0858346 1.26006609

9.99887547 2.43623735 4 3.78318567 0.0976746 0.07149799 1.5362722
1.34528866 -2.1501738 4 2.20035568 0.09768346 0.0979625 -1.5812645
5.61154685 -2.3010709 4 3.12545635 0.09768761 0.0828414 -1.2687431
100.707186 2.43181351 4 52.321519 0.09770392 0.07184016 1.33639566
2.5391637 -2.1547884 4 4.04063823 0.09771502 0.09745676 -1.3327265

1.88539365 -2.1442658 4 1.39847987 0.09772111 0.09861424 -1.2105434
1.76187571 -2.227384 4 1.02574122 0.09773446 0.08987166 -1.3081519
2.21128293 -1.9796568 4 4.9698795 0.09773656 0.11884825 -1.3509094
1.47918284 -2.0718802 4 2.21221805 0.09775955 0.10700203 -1.6288109
6.64858008 2.3484147 4 3.42925496 0.0978077 0.07865145 1.30568502
142.144104 2.02675809 4 195.624287 0.09781177 0.11262754 1.14304818
142.144104 2.02675809 4 195.624287 0.09781177 0.11262754 1.14304818
1.70285284 -2.1275938 4 3.16877442 0.0978273 0.10047952 -1.3398539
420.816601 2.38078061 4 253.110398 0.09786475 0.07592478 1.24631233
2.3091714 2.25860002 4 1.03520815 0.09788809 0.0868148 1.44084556

1.17208936 2.16316276 4 1.45626895 0.09795202 0.09654639 1.14675701
1.25517602 -2.2459046 4 1.54177372 0.09795209 0.08804373 -1.3938862
2.85651646 -1.7041344 4 19.22867 0.0980583 0.16356068 -1.9442679
36.1247742 -2.4305065 4 19.1738163 0.09806876 0.07194161 -1.3103019
39.2832919 -2.5802436 4 14.8965436 0.09811562 0.06131166 -1.5246224
5.05255447 -1.9665979 4 8.84974912 0.09815983 0.12063881 -1.286576
1.79757243 -2.1462164 4 1.07247824 0.09816015 0.09839852 -1.3857615
2.08857005 -1.990708 4 3.9750289 0.09816709 0.11735566 -1.2948113



1.00256077 -1.1993127 4 172.027807 0.09817866 0.29659047 -2.5397134
1.53133209 -2.1728973 4 1.07684204 0.09819595 0.09550002 -1.2818467
1.80272347 -2.3028698 4 1.38797155 0.09821648 0.08267767 -1.6348719
1.25068848 2.14964869 4 1.57734109 0.09822524 0.09802023 1.18088313
1.53455769 -1.9496565 4 4.7877602 0.09823805 0.12300568 -1.5307965
1.47695516 -2.1500553 4 1.04286081 0.0982605 0.09797553 -1.2898132
5.36342253 2.20896918 4 3.90753937 0.09830338 0.09173135 1.16308503
2.04034167 -2.2325187 4 1.29628496 0.09835906 0.08936066 -1.2705682
8.37285095 2.15321772 4 6.52811004 0.09836572 0.09762858 1.15958524
12.9853879 -2.3255106 4 7.71098512 0.09836593 0.08064787 -1.2609883
7.20216938 -2.1719796 4 5.97881833 0.09837122 0.09559812 -1.0979621
7.36418902 2.34837807 4 4.38730006 0.09837919 0.0786546 1.27042107
2.6937431 2.02705936 4 4.29384153 0.09838765 0.11258892 1.24462228
2.6937431 2.02705936 4 4.29384153 0.09838765 0.11258892 1.24462228
2.6937431 2.02705936 4 4.29384153 0.09838765 0.11258892 1.24462228
2.6937431 2.02705936 4 4.29384153 0.09838765 0.11258892 1.24462228
2.6937431 2.02705936 4 4.29384153 0.09838765 0.11258892 1.24462228

95.2435883 2.45526915 4 49.1343719 0.0983895 0.07004692 1.33503502
1.67394188 -1.9572469 4 4.45511226 0.09846449 0.12193903 -1.4222923
5.51225158 -2.1442085 4 4.31510707 0.09848907 0.09862058 -1.1497027
1.71178453 2.1571818 4 1.34578195 0.09851396 0.09719561 1.14484924
3.44053675 2.05780355 4 4.8077651 0.09856391 0.10872309 1.13437494

3.677053 -2.3970281 4 1.17977467 0.09859937 0.07459644 -1.9495401
6584.6469 -3.0386006 4 485.647048 0.09859979 0.03845491 -4.397203

171.174384 2.12068183 4 246.35417 0.09860438 0.10126429 1.25790205
6.65104876 -2.0079808 4 10.5989804 0.09860541 0.11506367 -1.2010809
6.65104876 -2.0079808 4 10.5989804 0.09860541 0.11506367 -1.2010809
1.48885356 2.12910282 4 1.87030534 0.09864992 0.10030909 1.10759708
15.4731882 -1.92483 4 27.6057013 0.09865327 0.12656594 -1.2486524
13.4396623 -2.1296222 4 18.3610542 0.09865832 0.1002505 -1.2077451
6.04314336 2.19943341 4 3.69285352 0.09868353 0.09271122 1.28797872
15.9898949 2.54997818 4 5.0802598 0.09869516 0.06330688 1.78517146
4.28708384 2.06047647 4 5.45230591 0.09876354 0.10839395 1.11358768
1.24961922 -2.1549245 4 1.04186716 0.09876644 0.0974419 -1.190888
2.47540985 -2.1976223 4 1.06000751 0.0987733 0.09289864 -1.4830704
6.65354151 -2.2513179 4 4.29738928 0.09880381 0.08751735 -1.2563591
6.65354151 -2.2513179 4 4.29738928 0.09880381 0.08751735 -1.2563591
6.65354151 -2.2513179 4 4.29738928 0.09880381 0.08751735 -1.2563591
506.670684 -2.8410984 4 110.117765 0.0988462 0.04681553 -2.0891591
1.90626467 2.15687471 4 1.44351508 0.09886776 0.09722908 1.17749803
19.0220125 2.02435729 4 27.7819464 0.09887664 0.11293584 1.20078659
48.7801301 2.2664273 4 30.8852531 0.09888578 0.0860667 1.29503163
9.70832795 2.23545057 4 7.31453394 0.09889663 0.08907034 1.14220715
30.8056934 2.28538799 4 21.9647023 0.09892949 0.08428433 1.16648045
10.6911542 -2.6728449 4 1.33792991 0.09896511 0.05564101 -3.002455
7.91079263 2.15561139 4 6.53274928 0.09897344 0.09736688 1.13062398

3.148911 -2.0608062 4 4.71023411 0.09898065 0.10835343 -1.1802751
1.64041268 -2.1353833 4 1.42068617 0.09898725 0.09960319 -1.0987442



1.94434683 2.06835092 4 3.23980886 0.09899333 0.10743069 1.2256218
233.274833 -2.5230812 4 91.5098268 0.09899699 0.06514262 -1.5847237
1.68583276 2.10100625 4 3.0529601 0.09902059 0.10353562 1.33237417
1.88553059 2.05965012 4 3.27051483 0.09904598 0.10849559 1.36906785
1.5262082 -2.108132 4 1.17288482 0.09905859 0.10270658 -1.4209579

3.93278615 2.07308435 4 4.97285286 0.0990656 0.1068562 1.12047225
4.96596571 1.98370749 4 8.22137338 0.09907481 0.11829877 1.21187274
1.62714781 2.03514436 4 2.88919592 0.09907998 0.11155786 1.35143597
1.95877879 2.2170802 4 1.34345227 0.0990932 0.09090698 1.21579835
1.9922072 -2.1117356 4 2.70342894 0.09910078 0.10229012 -1.1392718

1.53667282 -2.1501037 4 2.65474563 0.0991076 0.0979702 -1.4002003
1.10343583 1.37739825 4 91.680697 0.09914981 0.24043938 3.12812347
1.90505059 2.11467487 4 2.8624065 0.09921673 0.10195182 1.23574817
3.76802444 -2.2581567 4 1.30317193 0.09928853 0.08685738 -1.5626055
1.22298687 -2.0878996 4 1.39054059 0.09929755 0.1050799 -1.2775088
4.69306248 1.62467388 4 27.0334296 0.09931093 0.1795566 1.73508517
1.07248616 2.14749557 4 1.19869097 0.09933715 0.09825735 1.14504005
1.07248616 2.14749557 4 1.19869097 0.09933715 0.09825735 1.14504005
69.6132128 2.69422376 4 14.5548899 0.09935411 0.05441913 2.18411193
1.30288162 -2.0440622 4 3.06008819 0.09935656 0.1104326 -1.3943481
4.20689922 -2.4480138 4 1.78486136 0.09935985 0.07059611 -2.7296458
1.52372451 2.08714037 4 1.1379528 0.09936217 0.10517013 1.28200877
5.18061877 2.31648667 4 2.47589465 0.09936409 0.08145008 1.34250466
7.8291059 -1.9530578 4 13.197803 0.09937237 0.12252644 -1.2246912
4.0770554 1.30415679 4 107.526917 0.0994088 0.26216288 2.15351689
2.8249675 2.21668489 4 1.91872604 0.09941494 0.09094696 1.17290016

2.02619524 1.24144689 4 62.8734087 0.0994782 0.28226613 2.85668004
618.258309 -4.8164541 4 8.00858495 0.09948393 0.00854505 -7.7207863
1.52711266 2.11996309 4 1.19240894 0.0994863 0.10134628 1.13805022
1.12666772 -2.1739823 4 2.24569926 0.0994936 0.09538417 -1.4235459
1.15976905 -2.0959413 4 1.10701531 0.09951743 0.1041294 -1.1305032
5.83754483 2.28716905 4 3.3888619 0.09952048 0.08411905 1.34125574
6.73951362 2.50759397 4 1.44552075 0.0995397 0.06622721 2.31474582
1.08065463 -2.0669732 4 3.46116351 0.09957836 0.10759854 -1.6970275
1.08065463 -2.0669732 4 3.46116351 0.09957836 0.10759854 -1.6970275
1.0458431 2.0895806 4 1.99958842 0.09959251 0.10488042 1.32535252

2.70479925 2.13522288 4 3.11689097 0.09965133 0.09962116 1.08192359
1.26767802 2.15097168 4 2.06174378 0.09967701 0.09787485 1.37839332
1.09811707 1.88935155 4 3.08351559 0.09976046 0.13184922 1.66725566
67.602671 2.32631021 4 43.3383771 0.09977824 0.08057722 1.21489341

5.47350923 2.27190721 4 3.55795099 0.09978353 0.08554726 1.23870545
1.12292453 -2.1245842 4 1.26934312 0.09978553 0.10082039 -1.1469539
1.43861986 2.12540525 4 1.83660032 0.09979932 0.10072727 1.1237767
6.67937276 -2.0604297 4 10.307832 0.0998016 0.1083997 -1.281391
31.7729637 2.32174298 4 16.4230332 0.09982251 0.08098172 1.38925129
12.0863626 2.25060526 4 8.01720127 0.09982775 0.08758644 1.22743334
1.50548013 2.09132554 4 1.29708772 0.09984532 0.1046738 1.38922771
15.2109698 -2.3282881 4 9.60874891 0.09985378 0.08040275 -1.223138



5.24408462 2.15097948 4 3.20139949 0.09987883 0.09787399 1.42350555
1.80452004 2.01783763 4 2.79381728 0.09988205 0.11377774 1.22412343
2.08091058 2.12654614 4 2.47606806 0.09988649 0.10059803 1.09558714
2.30059096 2.12703856 4 1.91330701 0.09992048 0.10054231 1.12542906
19.2885434 2.37145296 4 10.8843434 0.09993355 0.07669946 1.30651712
2.04389628 -2.0984275 4 2.49324862 0.09994067 0.10383746 -1.1204363
1.58392779 -2.1023593 4 1.22370384 0.09995328 0.10337763 -1.1476499
1.72377043 -2.0520683 4 2.96069693 0.09996937 0.10943302 -1.2954391
1.12238473 -1.985941 4 4.30806583 0.0999778 0.11799698 -1.7414198
1.10455422 2.22129216 4 2.01066453 0.09999072 0.09048216 1.50808001
2.01836383 2.04903911 4 1.07274271 0.10000103 0.10981005 1.45469496
5.87223683 2.28420562 4 3.36289083 0.10000943 0.08439426 1.24735697
4.35559595 -2.102906 4 5.944552 0.10005323 0.10331388 -1.171935
5.74213443 -2.2230121 4 3.87416601 0.10008556 0.09030933 -1.2144814
1.33084415 2.03667521 4 2.6115786 0.10008593 0.1113638 1.28690783
6.58420123 2.32914915 4 3.72303959 0.10010937 0.08032693 1.28684584
1.80703306 2.06494993 4 1.29432564 0.10012162 0.10784556 1.45107721
7.6461134 2.15600909 4 5.75267706 0.10013195 0.09732347 1.21601968

4.79103378 2.14787842 4 2.00109795 0.10013518 0.09821514 1.75968301
1.25901183 2.13501267 4 3.09102072 0.10015997 0.0996447 1.65326262
3.62005836 2.27004706 4 1.98979978 0.10019335 0.08572319 1.28629162
2165.1617 -4.6603442 4 39.0335191 0.10025936 0.0095871 -6.935733

10.3837889 2.25672256 4 7.1815176 0.10026696 0.08699532 1.20323097
7396.72241 -4.3796562 4 102.571874 0.10027846 0.0118781 -9.0934812
300.460833 1.98839819 4 495.080621 0.10028837 0.11766593 1.26174503
4.55928948 -2.1474603 4 2.62752516 0.10033051 0.09826124 -1.48731
1.15455429 -2.0981946 4 1.65202347 0.10034089 0.10386478 -1.3010863
1.33836609 -2.0329958 4 2.7603437 0.10035887 0.11183085 -1.3762229
20.3696143 -3.0425204 4 2.06556656 0.10038124 0.03830756 -2.934604
1.16902423 2.02339364 4 1.59689575 0.10039617 0.11305984 1.37566946
170.83012 2.19150671 4 107.734682 0.1004117 0.09353464 1.34351598

1.79013414 -1.9927701 4 3.26686957 0.10046578 0.11707943 -1.2854804
1.85402664 -2.1223901 4 2.31300714 0.10046968 0.1010697 -1.1715221
11.0489507 -2.5891778 4 1.95384996 0.10047479 0.06073653 -2.7103521
7.52319416 -2.3587697 4 4.03274506 0.10048244 0.07776723 -1.3242272
23.375688 -2.1442586 4 16.565961 0.10048362 0.09861504 -1.2475217

41.4283679 2.41332289 4 22.2428368 0.10049522 0.07329063 1.31889696
2.17080363 2.11786602 4 2.63471172 0.10051625 0.10158593 1.11198003
207595.013 -9.1644705 4 47.8706605 0.10052375 0.00078707 -62.191952
2.77850255 -1.9638638 4 5.45420845 0.10052903 0.12101741 -1.3732762
1.09563436 2.17490866 4 1.82325859 0.10052978 0.09528539 1.42707285
2.19311911 2.0521351 4 3.46305744 0.10054367 0.10942472 1.23069234
56.9846839 2.09666597 4 68.371542 0.10056844 0.10404421 1.11393542
5.09835213 -2.1503188 4 4.37925024 0.10059953 0.09794656 -1.0990791
1.93240136 -1.99541 4 3.75220156 0.10061677 0.11672683 -1.3077703
144.191668 4.00929476 4 1.08439557 0.10062965 0.01600597 10.2134186
2.75739177 2.04041723 4 4.01550525 0.1006412 0.11089101 1.18686387
1.18876311 -2.1773041 4 2.10067003 0.10065021 0.09503048 -1.3423119



3.17880783 2.1100884 4 1.75296667 0.10065593 0.10248025 1.43470562
2.52055138 -1.9163808 4 7.57313811 0.10076763 0.127803 -1.5768357
1.16944294 2.07295889 4 2.18214342 0.10085935 0.10687138 1.29058916
2.26395404 -2.1353132 4 1.4835244 0.10090678 0.09961104 -1.2477612
2.26395404 -2.1353132 4 1.4835244 0.10090678 0.09961104 -1.2477612
2.26395404 -2.1353132 4 1.4835244 0.10090678 0.09961104 -1.2477612
1.19386654 -2.0995407 4 1.13864699 0.10090829 0.10370704 -1.1422534
7.70667867 -2.021009 4 10.7380496 0.10092418 0.11336736 -1.1472815
10.3598347 -2.0959753 4 17.1326912 0.10099296 0.1041254 -1.3368348
21.0296223 2.25803744 4 14.3464149 0.10101386 0.08686885 1.18071161
6.27030748 -2.1440549 4 5.16571473 0.10103957 0.09863759 -1.1079975
8.74412085 2.13278014 4 5.58621795 0.10110988 0.09989511 1.29327424
130.498909 2.31896964 4 74.8208019 0.10115255 0.08122846 1.30265333
51.6531185 -2.1553606 4 38.1648792 0.10116375 0.09739427 -1.2032305
1.93653931 2.11499227 4 1.39570617 0.10119638 0.10191536 1.17201612
1103.62534 -2.5607258 4 42.346898 0.1012006 0.06258996 -9.1130427
2.70992004 2.12529345 4 2.18208177 0.10125813 0.10073994 1.17357419
9.19025936 2.25560003 4 5.977776 0.10126494 0.08710346 1.19270371
3.11010485 2.15871074 4 2.4420765 0.10128606 0.09702919 1.11785344
14.5792549 2.19601103 4 6.61957809 0.10133668 0.09306574 1.62642076
24.1293964 2.19258813 4 17.8869072 0.10137798 0.09342182 1.16377669
11.9449754 2.01441833 4 17.5214425 0.10139054 0.11422203 1.21031755
1.11535588 2.10290173 4 1.85360488 0.10141891 0.10331437 1.23167261
1.55605535 2.14616028 4 1.17495401 0.10143114 0.09840473 1.18635213
2.19890072 2.16542922 4 1.33965842 0.10147528 0.09630163 1.22392258
773.422991 2.40580657 4 421.454794 0.10148365 0.07388971 1.29856349
1.60219771 2.11162598 4 1.42084888 0.10154344 0.10230276 1.07889665
1.15636585 2.01924675 4 1.72217917 0.10158366 0.11359519 1.3793947
18.2617105 2.27942164 4 9.65855277 0.10159184 0.08484068 1.41633855
2.84962654 2.16572097 4 2.12341844 0.10160045 0.09627017 1.19553771
15.5277526 2.17565499 4 11.4632013 0.10165973 0.09520589 1.1873381
1.41194441 2.11046347 4 1.80102609 0.10166036 0.10243692 1.12346056
1.1983538 2.09401623 4 1.00111893 0.10167491 0.10435607 1.09996307

5.20856439 2.23980772 4 2.57548412 0.10171037 0.08864084 1.43860248
5.01744554 -2.131994 4 3.38483013 0.101721 0.09998344 -1.2824619
1.35372978 2.15131709 4 1.02751238 0.10174181 0.09783693 1.16134009
17.0359258 2.1363317 4 11.801982 0.10175039 0.09949708 1.27119602
5.94862239 -2.1957004 4 4.52369015 0.10175408 0.09309799 -1.1119871
2.06549055 2.15561179 4 1.01182864 0.10176588 0.09736683 1.45767061
7.78734033 2.08529778 4 9.80098835 0.10180565 0.10538947 1.15015087
6.83230546 -2.3123796 4 2.6076503 0.1018285 0.08181816 -1.6549033

38.5014 2.28410068 4 24.3879175 0.10185255 0.08440402 1.2277698
4.92429817 -2.1133512 4 5.57690424 0.10188132 0.10210402 -1.0862295
468.74853 2.29159073 4 259.899217 0.10190463 0.08371028 1.37352426

1.10719545 2.04425375 4 1.91348905 0.10191171 0.11040857 1.2886173
55.4040594 2.43221215 4 25.5965882 0.1019602 0.07180925 1.41704789
25.3948787 -2.0848049 4 44.1931978 0.10196725 0.10544824 -1.4307421
12.2726364 -2.4757314 4 3.60736895 0.10197346 0.06852404 -1.7240916



180.379846 -2.1323485 4 149.35661 0.10198157 0.0999436 -1.1309046
3.20023829 2.08909655 4 1.75611752 0.10202293 0.10493782 1.35987067
1.45270215 -2.068675 4 1.89645873 0.10202885 0.10739125 -1.1498323
1.65769056 2.13382082 4 1.09455309 0.1020468 0.09977829 1.26003664

1.645 -2.1329742 4 1.24086604 0.10207521 0.09987331 -1.1124454
10.5812746 2.14555338 4 7.90882258 0.10208041 0.09847179 1.2082034
1.7145964 2.184131 4 1.56216671 0.10214694 0.09430816 1.60524552

1.22511449 2.06516617 4 2.2889761 0.10214812 0.10781913 1.33254567
1.36781742 2.09486578 4 1.84968425 0.10215948 0.10425597 1.22680298
11.5813686 2.18192458 4 7.06084966 0.10218341 0.09454094 1.35374115
2.5403958 2.16794291 4 1.01718584 0.10220859 0.09603098 1.59870952

21.2977657 2.15949819 4 14.106085 0.10221762 0.0969436 1.2631437
26.770627 2.60550515 4 8.24437555 0.10223048 0.05970139 1.64836203

4.73616706 2.45542336 4 1.05919231 0.10223191 0.0700353 2.1478251
3.36458423 2.12159464 4 2.51925222 0.10224604 0.10116026 1.23815521
832.700787 -4.0574207 4 5.67249444 0.10226361 0.01538135 -12.948093
5.41446359 2.09990606 4 3.33659358 0.1022676 0.10366428 1.31237078
1.22733896 2.0230789 4 1.82574559 0.1022708 0.11310038 1.20634192
2.19766623 -2.1485162 4 1.40180175 0.10231662 0.09814487 -1.3472128
14.304297 2.69673224 4 2.65974982 0.10232215 0.0542778 2.06619176

3.95098845 -2.0996467 4 7.65100679 0.10233685 0.10369463 -1.4669015
3.65388325 1.85501471 4 8.82399262 0.10241637 0.13719015 1.43133867
2.78255079 2.09889847 4 1.91106493 0.10243499 0.10378226 1.26821275
1.66202228 2.12335253 4 1.0146606 0.10244236 0.10096026 1.27306486
1.54066961 2.09494087 4 1.23365339 0.10248187 0.10424713 1.14774227
8.06057193 2.20505232 4 4.07756709 0.10250693 0.09213243 1.39765211
4.56445655 -2.2915189 4 1.6736432 0.10251451 0.08371691 -1.4884391
1.33874801 -2.0257837 4 1.24613438 0.10256912 0.11275256 -1.2809237
4.32443926 -1.8967803 4 8.87343039 0.10258175 0.13072352 -1.3814124
1.55250221 2.14949214 4 1.20778095 0.10268641 0.09803745 1.29431735
1.22320178 -1.9113712 4 5.93345129 0.10269419 0.12854266 -2.2020608
11.3980897 2.42784903 4 4.54220103 0.10270013 0.07214838 1.56049751
1.21510612 -2.0534591 4 1.79414939 0.10274758 0.10926039 -1.1847019
29.7980439 -1.9653505 4 88.1766467 0.10276558 0.12081137 -1.7916665
2.41200196 -2.0986626 4 1.17402363 0.10280823 0.10380991 -1.3818618
4.85103335 2.30206715 4 1.47017107 0.10281011 0.08275068 1.74194128
1.21837375 2.00302621 4 2.77781301 0.10282569 0.11571606 1.35044026
3.83517844 -2.180331 4 2.3894947 0.10283225 0.09470946 -1.2620693
21.0448169 2.03534669 4 27.2593393 0.10284364 0.11153219 1.1370129
4.66335234 -1.8524265 4 13.6072539 0.10284511 0.13760208 -1.5290938
10.9748835 2.53874241 4 3.04902793 0.10288027 0.06406644 1.72957173
1.46633301 -2.1116388 4 2.09938768 0.10289959 0.10230128 -1.2396272
1.8846734 -2.0245554 4 2.47199913 0.1029014 0.11291036 -1.7572071

1.81483252 2.12247385 4 2.36799986 0.1029054 0.10106018 1.15745248
9.09062035 2.10996912 4 7.74853505 0.1029821 0.10249403 1.11187252
2.07640151 2.09215516 4 1.08064943 0.10299841 0.10457572 1.33067472
1.1010525 -2.1075847 4 1.23264731 0.10304074 0.10276999 -1.2339071

1.32049266 -2.048511 4 1.34991188 0.10306716 0.10987593 -1.4107138



8.19029486 2.27513649 4 1.99455623 0.1030679 0.0852428 1.97799276
9.02140281 -2.320887 4 2.3216998 0.10311156 0.08105778 -1.9117075
4.09192057 1.75785039 4 15.6721425 0.10311736 0.15360173 1.6911674
1.91636682 2.02126934 4 2.84115992 0.10312148 0.11333374 1.17866474
59.8571189 2.20976872 4 46.4405866 0.10318495 0.09164971 1.11157834
6.51540945 2.29376612 4 3.74128139 0.10319431 0.08351 1.27892332
6.78290695 2.09608211 4 9.98488403 0.10320332 0.10411284 1.2773608
1.70741901 2.11558359 4 1.1832186 0.10328859 0.10184748 1.28146357
1.02800744 2.03199737 4 2.03872332 0.10329772 0.11195795 1.44336347
3.10107624 -2.0713474 4 4.87121856 0.10336288 0.10706661 -1.3104123
10.4482111 -1.9737822 4 17.2452089 0.10337305 0.11965013 -1.2410418
12.5391641 1.81210266 4 69.9678106 0.10338661 0.14419437 2.14370514
6.17096331 -2.2076612 4 4.55614397 0.10339255 0.09186506 -1.141682
5.05636508 -1.9689618 4 8.0271726 0.10339284 0.12031251 -1.1873868
4.58944948 2.03094061 4 6.12796679 0.10343449 0.11209265 1.12104609
2.47857864 2.19219328 4 1.1619887 0.10343628 0.093463 1.43289419
5.56798101 -2.0099574 4 8.26847227 0.10350802 0.11480453 -1.229626
1.05888559 -2.1080312 4 1.56112918 0.10352106 0.10271826 -1.427818
8.70748488 2.35361504 4 3.72600161 0.10352329 0.07820598 1.42127435
1.76946599 2.11447394 4 1.02458945 0.10353702 0.10197491 1.24736726
5.59612447 2.25673137 4 3.16341071 0.10357158 0.08699448 1.35727681
5.51355374 2.15018825 4 3.63922982 0.10361675 0.09796091 1.27951939
35.8824274 2.14306958 4 25.6516473 0.10362192 0.09874679 1.22806709
41.2412289 -2.0564296 4 52.0592906 0.10366469 0.10889269 -1.1335198
5.33180654 2.16555135 4 2.39279225 0.10374572 0.09628846 3.04492592
5.33180654 2.16555135 4 2.39279225 0.10374572 0.09628846 3.04492592
3.79871647 -2.2042761 4 2.22815125 0.10376117 0.09221214 -1.2506075
3.87942881 2.13276115 4 2.53279036 0.10376657 0.09989724 2.58289691
52.9734494 2.54159378 4 8.23468176 0.10380092 0.0638727 2.86732392
3.3031647 2.11344603 4 1.87632011 0.10384478 0.1020931 1.32558879

2.25668476 -2.0759412 4 2.73408616 0.10385665 0.10651111 -1.1288574
5.41432222 2.24302242 4 3.55938185 0.10386325 0.08832544 1.21706694
7.3857906 2.10645013 4 6.37857317 0.10388511 0.10290159 1.10778659

8.66959452 -2.1128372 4 5.33364309 0.10390907 0.10216319 -1.3261802
47.2907112 2.28129231 4 30.3642555 0.10393861 0.0846658 1.20966605
3.5667496 -2.2916921 4 1.80360827 0.10394656 0.08370094 -1.3979812
46.336192 2.14848961 4 38.2978378 0.10396984 0.0981478 1.108629

16.1714815 -2.5398254 4 3.90516519 0.10398416 0.06399277 -1.8644621
311.666662 1.89754831 4 595.732926 0.10401194 0.13060773 1.31956336
5.2242493 -2.2727937 4 2.6123917 0.10402181 0.08546356 -1.3208785

100.996607 -2.7084539 4 26.3177856 0.10403283 0.05362297 -1.8239673
100.996607 -2.7084539 4 26.3177856 0.10403283 0.05362297 -1.8239673
1.28396851 2.1128344 4 1.84333788 0.10407944 0.10216351 1.44334283
24.5078192 2.12312878 4 13.3574285 0.10410661 0.10098569 1.50477464
2.1021392 1.86486653 4 5.06841164 0.10414052 0.13563428 1.44148584

20.0903667 2.60025565 4 5.72792552 0.10415568 0.06003198 1.71871473
9.45467912 2.18252124 4 5.866432 0.10418209 0.09447793 1.31279831
3.89580243 -2.216394 4 2.63370615 0.10418495 0.0909764 -1.2090562



2.3881736 2.19191776 4 1.00848729 0.10420096 0.09349174 1.44738873
1.79773125 2.12636451 4 1.27467643 0.10421624 0.1006186 1.23368819
2.77615042 2.10172283 4 4.33337888 0.10422337 0.10345192 1.26704457
2.48815759 2.0633627 4 2.96371389 0.10422624 0.10803978 1.10425628
3.61287118 1.91509934 4 9.18893578 0.1042363 0.12799176 1.46246926
11.6653873 2.65230885 4 1.58957625 0.10425197 0.05684461 2.70564656
2.59836854 2.16216722 4 1.1391681 0.10436049 0.09665412 1.51721706
6.83188908 -2.3821904 4 2.62963073 0.10436926 0.07580846 -1.5088585
3.4093527 -2.1580912 4 1.98263467 0.10438961 0.09709658 -1.4294424

1.52803362 2.07184091 4 2.18916927 0.10439123 0.10700678 1.16065908
9.11204008 2.32005543 4 4.36617962 0.10440403 0.08113175 1.34559223
2.66294211 2.20005283 4 1.28915006 0.10444143 0.09264721 1.34921497
2.37297057 2.04869051 4 1.111812 0.10445557 0.10985353 1.84237054
6.57670545 -2.5469032 4 1.42037016 0.1044768 0.06351373 -2.2216887
3.18616473 2.01104714 4 4.6591615 0.10449281 0.11466193 1.22546252
7.84022893 -2.0935675 4 6.66645107 0.10450179 0.10440898 -1.1030121
1.74340141 -1.936344 4 3.24310436 0.10459769 0.12490103 -1.3315459
1.3367277 -2.1254449 4 1.0842006 0.10461092 0.10072277 -1.1136053

30.1924171 2.54870836 4 10.9574519 0.10466304 0.06339221 1.59647301
4.18446741 -2.0389142 4 5.46910579 0.10469056 0.11108065 -1.1215866
351.405936 2.38440237 4 188.102587 0.10475609 0.07562637 1.30955368
347.731877 -4.5058476 4 1.82683843 0.10476965 0.01077422 -11.970238
15.2021904 2.27050619 4 9.31588574 0.10477674 0.08567973 1.25388129
5.18328525 -2.0710686 4 3.04296178 0.1047879 0.10710043 -1.3468519
1.40097058 -2.0401499 4 1.34027018 0.10482705 0.11092472 -1.3130275
7.90066449 -2.2272223 4 4.20106511 0.10483252 0.08988781 -1.3288443
3.27768144 2.10970396 4 2.80706162 0.10484614 0.10252468 1.0928382
2.37103531 2.01657923 4 4.18957994 0.10486533 0.11394103 1.40477317
3.17961195 -2.2524575 4 1.00569676 0.10491753 0.08740699 -1.6144923
8.70059311 1.97210854 4 12.7049139 0.10494975 0.11987966 1.1583947
1.46094945 2.06405046 4 1.02625944 0.10496155 0.10795558 1.28865583
3.72273689 2.19901647 4 2.23468568 0.10497384 0.09275433 1.22733549
8.41280384 2.24138435 4 5.52936436 0.10500134 0.088486 1.22090983
7.66620016 2.08208647 4 3.72087533 0.10502623 0.10577296 1.50937105
8.72919882 -1.9964451 4 11.7475368 0.1050427 0.11658889 -1.141942
1.87654435 2.05314224 4 1.14057173 0.10506898 0.1092997 1.28051547
1.03338022 2.08667448 4 1.45621185 0.10507405 0.10522554 1.28140399
24.0955127 -1.9655943 4 38.4838172 0.10514218 0.12077763 -1.2626363
3.66715154 -2.1742421 4 2.18557117 0.10514535 0.09535645 -1.3634433
3.06541771 2.07410279 4 2.67339511 0.10517184 0.10673304 2.17602289
2.94952271 2.11440589 4 1.61673221 0.10517657 0.10198273 1.47727545
2.13181997 -2.071567 4 3.72699699 0.10524713 0.10703999 -1.4169763
1.01268155 -1.9614962 4 2.64961182 0.10527055 0.1213463 -1.4751436
1.54993895 -2.1207467 4 1.42084331 0.10529582 0.10125689 -1.4072001
39.8836293 -3.309228 4 1.7327523 0.10530234 0.02967587 -4.7992328
3.50780368 -2.0932385 4 2.24168498 0.10531098 0.10444779 -1.3935184
1.65878592 2.03131634 4 2.27698257 0.10531312 0.11204474 1.13600366
1.50408951 -2.0289631 4 2.78282348 0.10537093 0.1123452 -1.2896471



1.91372632 -2.0450754 4 3.08747259 0.10545065 0.11030555 -1.2798618
17.6807199 2.17182977 4 5.88037422 0.10545656 0.09561414 2.16325848
25.9630677 2.17621602 4 20.879498 0.10550855 0.09514617 1.09962966
1.47031783 2.07394841 4 1.86382022 0.10552948 0.1067517 1.10910035
1.25286372 -2.0605722 4 1.67041063 0.10557534 0.10838218 -1.1135529
1.61019859 2.03476113 4 2.23662557 0.10559576 0.1116065 1.20831975
1.8986607 2.10651004 4 1.05566554 0.10559765 0.10289464 1.5584638

16.0116302 2.33884643 4 7.58652523 0.10560459 0.0794786 1.37045083
1.83989971 2.15398352 4 1.12497914 0.1056214 0.09754477 1.24400892
1.37684163 2.08297838 4 1.04644122 0.10564537 0.1056663 1.22297205
77.0865674 -2.4764325 4 32.4026008 0.1056612 0.06847253 -1.4903
4.33862146 2.09118788 4 3.20150035 0.10570492 0.10469008 1.23747401
1.48980684 -2.1095118 4 1.02674882 0.10571661 0.1025469 -1.2179627
1.73578959 2.05183015 4 1.21510172 0.10575319 0.10946261 1.2052235
2.20154892 1.98464097 4 3.58068182 0.105765 0.11817254 1.25629187
2.20154892 1.98464097 4 3.58068182 0.105765 0.11817254 1.25629187
27.9844058 -2.4665413 4 9.04328507 0.10577027 0.06920329 -1.6645472
1.35003113 2.05498156 4 1.79364948 0.10577187 0.10907177 1.11698681
4.02021499 2.35843367 4 1.31600794 0.10581498 0.07779574 2.21396326
2.76580911 2.10543817 4 5.99178377 0.10589204 0.10301912 1.53082964
1.48460834 -2.073977 4 1.94622387 0.10590123 0.10674824 -1.1300835
4.3259924 2.07996925 4 3.07023595 0.10590635 0.10602663 1.22392636

1.55740823 -2.1228889 4 1.01779307 0.10592733 0.10101296 -1.2763569
6.30680769 1.98642733 4 10.506422 0.1059416 0.11793137 1.30773417
1.04430235 2.02938927 4 1.27951986 0.10598179 0.11229072 1.15777715
2.1397361 2.012881 4 2.94134564 0.10601008 0.1144224 1.14866286

6.59973728 2.07960142 4 5.6583862 0.10601182 0.10607077 1.09950474
9.02926079 1.96495883 4 12.4532826 0.10601466 0.12086562 1.14777288
34.5223116 2.26428845 4 21.0082539 0.10602297 0.0862704 1.26988082
4.14144115 2.0579737 4 2.40523367 0.10602482 0.1087021 1.34150404
8.20499935 -2.2212873 4 3.41904268 0.10608112 0.09048265 -1.5073238
19.6006631 2.26923713 4 8.6366141 0.10609159 0.08579992 1.62078043
2.28598021 2.08344967 4 1.42732579 0.10612061 0.10560998 1.29893814
9.3739113 2.100228 4 6.53019404 0.10612976 0.10362661 1.28716024

1.40580024 2.04328302 4 2.06230509 0.10613482 0.11053042 1.24810109
8.70087703 2.13032538 4 4.63848946 0.10616929 0.10017125 1.54884336
4.78535963 -2.0438131 4 6.08535803 0.10621356 0.11046387 -1.15306
2.17500412 2.10205586 4 1.31976451 0.10623008 0.10341304 1.228151
3.51554275 1.97519064 4 8.06248181 0.10625937 0.11945735 1.46617663
3.71338567 2.13084202 4 2.42798867 0.10628256 0.10011306 1.29695291
1.29649579 2.15988633 4 5.40431666 0.10629417 0.09690144 2.13669337
54.1602498 2.17606287 4 33.33243 0.10631583 0.09516247 1.32730218
24.8067828 2.23478086 4 15.6515689 0.106363 0.08913657 1.24297589
2.14607666 -2.1401179 4 1.32250262 0.10636602 0.09907469 -1.2480204
3.41103004 -2.0175084 4 5.94260587 0.10639444 0.11382043 -1.4095243
1.62377489 1.84620536 4 9.17803677 0.10640148 0.13859766 2.87081344
6.3550067 2.15132614 4 3.73009864 0.10642017 0.09783594 1.31921944

4.21381646 1.85383892 4 18.1737446 0.10645976 0.13737712 1.92570246



1.67642261 2.14098723 4 1.00039791 0.10646745 0.09897799 1.25787122
1.03137363 2.05770515 4 1.382805 0.10648263 0.10873522 1.182839
2.38342729 -1.9893817 4 3.2355003 0.10651857 0.1175337 -1.1453371
4.23397561 -2.2413681 4 2.43805799 0.1065447 0.0884876 -1.3138446
1.78264798 -2.186644 4 1.03829821 0.10655993 0.09404382 -1.3184461
6.59479842 1.95379409 4 10.0200681 0.10656681 0.12242298 1.21469843
2.11267373 -2.10472 4 1.15167024 0.10657468 0.10310263 -1.5436692
2.11267373 -2.10472 4 1.15167024 0.10657468 0.10310263 -1.5436692
39.4282428 2.16480701 4 26.1664854 0.1065795 0.09636875 1.27091702
1.82251714 2.18183148 4 1.08961515 0.10661171 0.09455077 1.37422369
3.89890048 2.17019194 4 1.71554227 0.10662182 0.09578954 1.44346894
11.0244501 -2.1575593 4 6.02122941 0.10668673 0.09715449 -1.3844331
1352.99637 -3.508954 4 30.8294042 0.10668892 0.02469525 -8.6917705
3.64573601 2.08834714 4 2.15673942 0.1066968 0.10502675 1.37301726
1.18604158 2.03449289 4 2.36722309 0.10670409 0.11164055 1.33969796
6.88372066 -2.1449396 4 5.35345301 0.10675645 0.09853967 -1.1287679
1.73507984 -2.105399 4 2.62077002 0.10682658 0.10302367 -1.2502817
4.95297168 2.10023011 4 3.69303986 0.10683795 0.10362637 1.2048569
9.2994301 -2.1638734 4 6.83783809 0.10684624 0.09646957 -1.1692161

2.17541885 -2.0728907 4 1.3345934 0.10687985 0.10687964 -1.2450714
8.26415957 2.21212942 4 5.11566009 0.10688339 0.09140916 1.28556107
11.9573833 2.07916709 4 7.87043667 0.1069422 0.10612292 1.28651851
20.3268576 2.11387045 4 16.2131665 0.10699195 0.10204428 1.13571118
50.1778609 2.9247137 4 6.8704809 0.10706096 0.04304032 2.39042079
1.00832634 -2.0649622 4 1.41094774 0.107087 0.10784406 -1.2741992
1.02399075 1.99996812 4 2.19422269 0.10708849 0.11612075 1.34787828
2.04201412 2.09452553 4 2.74707105 0.10709895 0.10429605 1.17399515
11.0089658 2.01935792 4 18.7000059 0.10710358 0.1135808 1.32248014
3.00593173 -2.0805593 4 4.49773266 0.10715625 0.10595587 -1.2431923
1.79831918 2.06407632 4 1.02810243 0.10716196 0.10795241 1.30542668
179.802819 2.72010817 4 40.5272109 0.10719989 0.05298095 1.99235821
1.39271337 2.09665735 4 1.00160268 0.10721081 0.10404523 1.15199924
2.80360221 -1.8894643 4 6.02331446 0.10729832 0.13183206 -1.3231929
18.861837 1.92047253 4 28.4756117 0.10731105 0.12720229 1.17238326

1.09834309 2.11345942 4 1.74528124 0.10731859 0.10209156 1.29324764
3.99865731 2.19869388 4 1.13795584 0.10734964 0.0927877 1.81044784
3.39013641 -2.144532 4 1.55509447 0.1073602 0.09858477 -1.3904227
4.39715445 -2.0620458 4 1.08789289 0.10736121 0.10820122 -2.7034986
6.58182425 2.07991948 4 3.04967315 0.10736352 0.1060326 1.67853351
150.197406 2.07764158 4 120.804915 0.10736947 0.1063063 1.1605717
3.14631069 1.92144095 4 5.74437211 0.10740351 0.12706056 1.2821241
3.14631069 1.92144095 4 5.74437211 0.10740351 0.12706056 1.2821241
1.52570863 2.0700858 4 1.36034525 0.10740788 0.10721973 1.32267112
8.76214886 2.26212108 4 4.20509497 0.10750149 0.08647737 1.36786838
9.87954002 -2.3423736 4 4.57680997 0.1075298 0.07917254 -1.4638465
1.82772189 -1.8415931 4 4.45952083 0.10753466 0.13934077 -1.4358295
8.3445431 2.0595429 4 4.28405589 0.10755527 0.10850878 1.47233046

1.50937407 1.96941122 4 2.42689572 0.10755757 0.12025059 1.25827196



18.0825 2.25692242 4 10.6316111 0.10756306 0.08697609 1.29070395
3.99571065 2.06653156 4 3.47895477 0.10758518 0.1076524 1.09450675
1.63554284 2.07552042 4 1.23609072 0.10758972 0.10656186 1.19941971
1.35690583 -1.9337013 4 3.40485593 0.10760421 0.12528104 -1.3931823
4.40629474 -2.0162726 4 5.57239526 0.10763145 0.11398085 -1.1169096
3.35171829 -1.5621405 4 27.1156881 0.10767194 0.19328585 -1.9319998
2.09697503 2.00368416 4 1.14985857 0.10768931 0.11562919 1.38891535
7.52666269 2.20112982 4 4.84595211 0.10771055 0.09253605 1.21509264
23.0669622 2.10543231 4 16.0425093 0.10774695 0.1030198 1.27176873
10.306003 2.02368412 4 12.9389833 0.10779831 0.11302245 1.1190975

1.54833898 2.00234119 4 2.01343972 0.10780935 0.11580658 1.13033984
7.36195071 2.22100573 4 4.75469424 0.10782267 0.09051098 1.22973964
5.10860127 2.2874405 4 2.23771848 0.10790174 0.08409389 1.5382464
23.0702859 -2.0126471 4 26.7555953 0.10790384 0.11445293 -1.0684244
1.09412923 2.05751425 4 1.59280966 0.10791035 0.10875877 1.29866192
1.6380219 2.04619758 4 1.25326909 0.10795179 0.11016502 1.14865219

6.25049516 -2.0094322 4 8.24416739 0.1079661 0.11487332 -1.1677151
2.14446852 2.0838951 4 1.36202642 0.10798904 0.10555679 1.22954869
2.50236778 -2.113377 4 1.44406161 0.10799063 0.10210105 -1.2596465
1.62765641 1.9239354 4 2.89342137 0.10801 0.1266963 1.2860783
87.1224913 2.07772941 4 67.7951724 0.10804579 0.10629573 1.17012625
1.50003372 -2.0298958 4 1.21486305 0.1081053 0.112226 -1.2961201
9.95719996 -2.0655342 4 7.83730006 0.10815371 0.10777416 -1.163129
1.01902881 -2.0460741 4 1.43847409 0.10815715 0.11018047 -1.1713906
11.8867427 2.20205631 4 7.31823596 0.10818576 0.09244053 1.23275491
4.17047979 -1.9300169 4 6.79023179 0.10818954 0.12581294 -1.1990267
4.47559289 2.0899352 4 3.00797238 0.1081902 0.10483839 1.24917833
2.36528281 -2.0203128 4 1.57050819 0.10826427 0.11345731 -1.2388071
1.16223389 -2.0951234 4 1.41761635 0.10830674 0.10422564 -1.29609
4.05425508 2.12147583 4 3.16772702 0.10831664 0.10117379 1.11913241
4.51824921 -2.0653402 4 3.35754018 0.10835149 0.10779787 -1.2485722
3.94913011 -2.1392845 4 2.79762221 0.10838494 0.09916749 -1.181743
16.3821674 2.56759028 4 4.65786353 0.1084049 0.06213693 1.77408089
7.39216455 2.21814293 4 3.96912607 0.10841771 0.09079958 1.34103999
1.23926822 -2.0699538 4 1.61391397 0.10844408 0.10723576 -1.2004734
2.09129897 -2.0574355 4 1.16064573 0.10847843 0.10876849 -1.5173832
2.28901671 1.93046451 4 3.61033148 0.10852914 0.1257482 1.2240577
7702.46169 2.93986661 4 522.97827 0.10853204 0.04239477 4.55699052
5.12373159 2.3772456 4 1.91129078 0.10853345 0.07621732 1.61499198
1.08733392 -2.0808789 4 1.0899449 0.10866963 0.10591756 -1.1009062
80.9781685 2.03417963 4 128.041566 0.10870048 0.11168034 1.33389894
6.16944018 -2.1157626 4 4.82497883 0.10871972 0.10182694 -1.1293226
847.982024 -2.1360728 4 552.183277 0.10872503 0.09952604 -1.281543
9.96160895 -2.0254891 4 12.4795277 0.10874336 0.11279038 -1.1213257
2.6198982 1.9793943 4 1.14770495 0.10881358 0.11888397 1.6573304

7.44014783 2.14170096 4 4.42223485 0.108824 0.09889868 1.31098707
1.01665618 1.98180966 4 2.02870709 0.10884956 0.11855587 1.32244116
1.61487664 2.08905133 4 1.25603669 0.10885038 0.10494318 1.14643761



1.32013568 2.07346753 4 1.60758727 0.10885851 0.10680984 1.65145871
12.8815245 -2.2090345 4 5.21860792 0.10891168 0.09172467 -1.6591
2.71801256 2.05817902 4 3.76759582 0.10893203 0.10867679 1.18374384
7.72210627 -1.9850709 4 9.43337141 0.10894979 0.11811444 -1.0865826
20.8621579 2.24718744 4 12.707901 0.10896034 0.08791867 1.24713427
1.35150682 -2.0549513 4 1.39732904 0.10899886 0.10907552 -1.356018
2.80552102 -1.9470604 4 4.45948003 0.10906625 0.12337281 -1.1915297
2.7925467 2.00845089 4 4.31376029 0.10910652 0.11500198 1.21297536

4.18830128 -2.264724 4 1.59643964 0.10918482 0.08622888 -1.7174093
283.480042 -2.7438713 4 65.5943931 0.1092296 0.05169917 -1.9217495
5.11183729 2.2500775 4 1.70392297 0.10924262 0.08763765 2.64775261
1.84287618 2.04166094 4 1.4844537 0.1092513 0.11073436 1.13425223
3.8165669 2.05569081 4 5.17406774 0.1092538 0.10898402 1.22752276
8.7943422 2.05798215 4 7.97357924 0.10925404 0.10870106 1.0684122

25.3378966 -2.0196874 4 34.9755488 0.10927559 0.11353818 -1.198101
27.8769737 2.0598074 4 24.1552279 0.109313 0.10847624 1.1024467
1.10881339 -2.0733312 4 1.59012707 0.10934274 0.10682633 -1.1845025
4.09647787 2.10154798 4 1.14352587 0.10942667 0.10347233 1.97468715
26.4809139 2.06598122 4 16.9986397 0.10948831 0.10771957 1.36380721
18.9269949 2.47895906 4 6.26479958 0.10949824 0.06828728 1.63685562
5.53956608 2.02084158 4 6.72388097 0.10952505 0.11338898 1.09891951
1.33230806 2.01724175 4 2.93402817 0.10952601 0.11385503 2.24638755
1.35352906 -2.1239546 4 1.14931074 0.10953231 0.10089187 -1.2507048
4.80307694 1.59996674 4 32.5292434 0.10963871 0.18485639 1.87685971
3.3447635 2.04236418 4 2.23155299 0.10967348 0.1106459 1.30238133

1.19815557 1.87970469 4 2.71805462 0.10968172 0.13332671 1.41892802
204.087688 2.206122 4 120.372584 0.10978164 0.0920227 1.30147949
15.9762788 -2.2302152 4 2.62974786 0.10979981 0.0895895 -3.5555379
3.02370554 -2.1656668 4 1.80321024 0.10992256 0.09627602 -1.2808251
8.4189016 -2.2567362 4 4.594497 0.10992334 0.08699401 -1.3021925

10.2085457 2.10350792 4 7.46469047 0.10996044 0.10324372 1.20913464
10.2298192 1.81258487 4 20.9538611 0.11001409 0.14411357 1.34502452
1.12491057 1.99872136 4 1.41525055 0.11003514 0.11628618 1.24667569
1.29621389 -1.8724405 4 2.27460293 0.11006425 0.13445107 -1.6906523
3.68652217 1.99856176 4 5.07185889 0.11011169 0.11630738 1.19312348
3.60515061 2.13231909 4 2.7100974 0.11011329 0.0999469 1.14575793
2.74340396 1.90367759 4 5.25223205 0.11011559 0.12968764 1.31885945
1.22046376 -2.0551526 4 1.12800164 0.11012976 0.10905061 -1.1406695
1.74715557 -2.0114856 4 1.28578322 0.11016284 0.11460461 -1.1780005
28.1049023 2.62548005 4 7.7378473 0.11021671 0.05846244 1.83919489
10.5122911 2.31079407 4 4.26942709 0.11026173 0.08196077 1.44714814
3.16583548 1.85674854 4 8.65007455 0.11032582 0.13691495 1.48983897
4.94668028 -1.7190261 4 16.7114437 0.11033483 0.16073316 -1.6517392

2.528005 1.88359083 4 5.44746272 0.11038146 0.13272938 1.35582922
1.1202495 2.05641764 4 1.65111986 0.11042032 0.10889417 1.31570318

3.95188432 1.91743491 4 7.93708453 0.11042128 0.12764795 1.35163569
6.6432445 -1.9780338 4 10.9206953 0.11054318 0.11906921 -1.2735475

3.22902024 -2.0406561 4 3.70200005 0.11067595 0.1108609 -1.0890228



12.4269797 2.72489639 4 1.86064342 0.11068039 0.05271974 2.61745197
1.47748205 2.00954531 4 1.00069305 0.11073069 0.1148585 1.22592047
2.10013663 -2.0328753 4 1.41310853 0.11077717 0.11184617 -1.1992984
12.4886831 -1.9545529 4 18.2326199 0.11078363 0.12231644 -1.2041456
1.10234275 -1.9896885 4 1.49110658 0.11082451 0.1174925 -1.1646459
1.04406426 -2.0349359 4 1.16738858 0.11086288 0.11158431 -1.1498257
42.4747666 -2.6426977 4 9.8437688 0.11090342 0.05741818 -1.8730954
1.50043114 -2.0318108 4 2.07045726 0.11092208 0.11198172 -1.2027435
4.75203801 -2.1177902 4 3.43574743 0.11095012 0.1015946 -1.1901662
55.2722915 -2.5152547 4 18.8752257 0.1109608 0.06568816 -1.6023189
51.2592428 2.30858448 4 7.16781689 0.11096427 0.08215996 3.30854191
6.31990598 -1.8241064 4 12.8739491 0.11096722 0.14219724 -1.3268399
4.05588499 2.03621633 4 3.31666518 0.11096845 0.11142193 1.13337959
1.19818907 2.09469736 4 1.29194451 0.11097887 0.1042758 1.24517846
2.48890697 2.02305956 4 1.57336693 0.11097926 0.11310287 1.25065964
104.208285 1.94156281 4 136.004714 0.11098701 0.12415424 1.11187986
9.24657755 2.05224255 4 6.60271732 0.11103953 0.10941138 1.21090264
16.8342235 2.70010515 4 1.87941583 0.11106002 0.05408843 2.7291383
4.71714214 -2.0196682 4 2.14853133 0.11107918 0.11354066 -1.5094467
1.22703987 -2.0329232 4 1.35628284 0.11110113 0.11184008 -1.0538576
3.74736332 2.03080862 4 2.88797741 0.11112582 0.11210949 1.15207013
2.00286353 2.07186411 4 1.4286326 0.11112693 0.10700397 1.13607277
7.75556023 -1.986576 4 9.3785991 0.11113781 0.11791133 -1.0796027
3.85666802 -2.1343492 4 2.81105075 0.11114493 0.09971905 -1.1594135
14.0332242 -2.1905939 4 8.20325123 0.11123535 0.09362999 -1.2990811
4.78234255 1.87367521 4 8.83705221 0.11124206 0.13425924 1.33081043
6.0572015 -2.0330628 4 6.31864707 0.11124522 0.11182232 -1.0265531

1.75310909 2.02115542 4 1.51128718 0.11130752 0.11334845 1.56354545
12.3786346 -2.0351133 4 15.4659138 0.11137358 0.11156179 -1.1630394
20.1517589 2.21849053 4 11.9050888 0.11138812 0.09076448 1.28046681
1.75319879 -2.0315428 4 2.28582477 0.11140432 0.11201588 -1.2028061
17.2487606 2.12172905 4 12.273565 0.11143212 0.10114495 1.16981235

5.517527 1.99734087 4 8.20163615 0.11144098 0.11646966 1.27482281
29.8427974 -2.0232281 4 42.0734341 0.11144215 0.11308116 -1.2495815
3.23766428 1.99335605 4 1.67104522 0.11144444 0.11700106 1.41327723
1.19645768 2.07727313 4 1.34380501 0.11144745 0.10635064 1.35304344
2.3185178 2.12241337 4 1.34027904 0.11145568 0.10106706 1.26923515

47.7923322 2.21118125 4 30.1420144 0.11145846 0.0915057 1.22361529
13.6335456 -1.680379 4 39.6602289 0.11146086 0.16818008 -1.4576829
247.007419 2.06138724 4 126.670532 0.11148098 0.10828205 1.56074572
1.26334936 1.97090664 4 2.58178103 0.11153594 0.12004479 1.66247478
7.8098298 -2.0546691 4 4.80325322 0.11154327 0.10911045 -1.3406848

2.38112726 -1.8386941 4 6.54638465 0.11154747 0.13981003 -1.4529607
10.1301064 -2.3001012 4 4.3549613 0.11161572 0.0829298 -1.4091571
6.39433807 2.14242917 4 4.45356349 0.11164026 0.09881783 1.18235446
1.31336841 -1.9791058 4 1.73494517 0.11165148 0.11892322 -1.1432216
2.77747553 1.95605129 4 3.90351351 0.11165259 0.12210637 1.16536919
1.59208486 2.03794402 4 2.32266267 0.11167466 0.11120325 1.31731218



5.34930602 2.1699884 4 1.79362037 0.11171933 0.09581136 1.70482012
6.36658511 1.82989035 4 12.270655 0.11175022 0.14124554 1.30493801
1.18299909 1.95351219 4 2.56416433 0.11186514 0.12246258 1.34210473
11.4727308 -2.4584212 4 2.93556395 0.11187066 0.06980984 -1.7992191
17.7692497 2.26694837 4 10.0341817 0.11187448 0.08601716 1.28893369
1.11146519 2.06322816 4 1.53353776 0.11188002 0.10805627 1.16853716
23300.7081 -2.5183631 4 896.888002 0.11188269 0.06547087 -8.1681233
4.11171613 1.9100186 4 6.48306237 0.11188593 0.12874316 1.19989762
1.30788208 2.01501577 4 1.07683166 0.1119228 0.11414426 1.12710986
4.18769399 1.84038327 4 7.61789103 0.11193999 0.1395364 1.28198764
1.76036355 -2.1044503 4 1.6761242 0.11196681 0.103134 -1.9167708
1.94888401 2.02121256 4 1.68262595 0.11199297 0.11334107 1.08201118
1.61510352 2.03071737 4 1.15413889 0.11199897 0.11212113 1.27501455
15.8109517 -2.591801 4 3.54122357 0.11200968 0.06056884 -2.0903292
6.91678206 -2.0265065 4 8.28013916 0.11208355 0.1126598 -1.1067012
15.0506566 2.29311623 4 6.56282926 0.11209209 0.08356978 1.4716019
1.10866232 2.04999493 4 1.02330623 0.1120974 0.10969093 1.06333405
25.3060895 2.06631463 4 8.88396733 0.1121195 0.10767887 2.04778558
1.74129927 -2.0019227 4 2.5234288 0.11217179 0.11586192 -1.1980654
1.02944144 -2.0746595 4 1.78757704 0.11221716 0.10666578 -1.3311772
9.62350814 2.4248027 4 2.03063615 0.11227329 0.07238624 2.1743905
3.73162666 2.06445811 4 3.16490342 0.1122812 0.1079057 1.06731312
4.95903882 -1.8534902 4 12.0376051 0.11229606 0.13743263 -1.457598
1.11196397 -2.013269 4 1.22817145 0.11232451 0.11437179 -1.2211135
1.26612719 1.88289046 4 3.81721766 0.11233048 0.13283682 1.49016424
14.1871744 2.13554372 4 6.45885978 0.11235405 0.09958524 1.54930697
2.68700272 1.95844853 4 1.12292282 0.11241844 0.12177109 1.65503629
1.67820276 -2.0441603 4 1.08337989 0.11242361 0.11042029 -1.2096922
3.2801418 -1.9494522 4 4.29694151 0.11243558 0.12303453 -1.1238597

4.88632853 2.0191485 4 2.40171317 0.11247873 0.11360791 1.64427543
2.6171821 1.83430292 4 5.97047912 0.11250497 0.14052408 1.46499089

1.07096812 -1.9287057 4 1.66544514 0.1125262 0.12600283 -1.306939
1.18218771 1.8969878 4 3.43180308 0.11254153 0.13069222 1.48089949
3.78372875 -2.1692484 4 2.31142715 0.11256213 0.09589075 -1.2656373
11.4949668 2.11594059 4 6.59391319 0.11258982 0.10180652 1.37433417
2.30892554 2.0212922 4 1.89002346 0.112616 0.11333079 1.13863089
2.30892554 2.0212922 4 1.89002346 0.112616 0.11333079 1.13863089
4.50225211 2.15612306 4 2.17933149 0.11265313 0.09731104 1.39687648
1.55927384 1.94231856 4 1.10978893 0.11266641 0.1240465 1.31437594
13.9786988 2.38751225 4 5.49420521 0.11267411 0.0753712 1.54205431
1.0239382 2.04943528 4 1.27112228 0.11268192 0.10976066 1.11172887

6.08408653 2.05542234 4 3.65449344 0.11268917 0.10901723 1.29875207
1.17660064 2.00044194 4 1.3118989 0.11271431 0.11605795 1.27016416
1.0870631 1.90386968 4 3.0357907 0.11271534 0.12965892 1.48425285

2.95073289 1.97555003 4 1.68279483 0.11272598 0.11940821 1.35583968
6.43096271 -2.0183866 4 11.0687276 0.1128079 0.11370659 -1.4347921
11.8829178 2.03172375 4 6.4681218 0.11284647 0.11199281 1.44841036
4.67311274 2.02656304 4 5.68147587 0.11284763 0.11265255 1.14750326



1.10428299 2.05919558 4 1.3635746 0.11286701 0.10855154 1.2706611
3.71308318 -1.8565117 4 7.72051224 0.11286953 0.1369525 -1.3439959
29.8462548 2.49990322 4 9.37455245 0.11286986 0.06677345 1.74503543
1.87124859 1.99287961 4 1.14476165 0.11287938 0.11706478 1.33401666
1.51134263 -1.8708704 4 6.96089648 0.11289235 0.13469544 -1.8602046
1.78421625 -2.0254937 4 1.38334766 0.11289581 0.11278979 -1.2092281
3.30486243 -2.1535013 4 1.15658369 0.11296117 0.09759753 -1.504008
21.6892816 -1.8721015 4 36.5844024 0.11297685 0.13450379 -1.2360543
1.62823001 1.92795317 4 1.16082624 0.1130077 0.12611196 1.36670109
1.86954229 -2.0277972 4 2.62534391 0.1130188 0.1124944 -1.21958
1.97996991 1.90344263 4 3.87234025 0.11303787 0.12972278 1.27288235
2.04115432 2.06354483 4 1.42379547 0.11307758 0.10801748 1.16071915
26.3337417 -2.4756854 4 9.21801567 0.11308716 0.06852742 -1.6310534
4.2903481 1.63644155 4 16.8972595 0.11314531 0.17708813 1.67169421

8.26745601 -2.0780738 4 5.22497603 0.11317073 0.1062543 -1.2870303
1.49832531 -1.9644144 4 2.43364359 0.11319457 0.12094106 -1.2281796
8.08471823 2.01668278 4 6.127066 0.11324339 0.11392758 1.17930421
7.94026955 2.19036411 4 4.85254759 0.1132623 0.093654 1.24887789
2.70108656 1.93016759 4 4.33187169 0.11326567 0.12579115 1.22857362
1.7120339 1.9591176 4 1.01399218 0.11332386 0.1216777 1.35914584

46.5495164 1.80238638 4 94.7543866 0.11333727 0.14583291 1.31956875
1.78378561 2.06873169 4 1.28308306 0.11338216 0.10738435 1.15931708
1.40679877 -2.0198045 4 2.39719945 0.1133847 0.11352303 -1.4311151
49.0391111 -2.3270182 4 21.4053906 0.1134178 0.08051472 -1.4385538
20.0323584 -2.1200275 4 14.6271931 0.11342028 0.10133893 -1.1498223
4.68706381 1.89445245 4 7.33425044 0.11346878 0.13107514 1.19624506
14179.0939 -4.4261966 4 199.757164 0.11349127 0.01145572 -8.6223035
1.07770883 -1.9293623 4 2.72705195 0.11352492 0.12590772 -1.4808457
11.8760694 2.01845746 4 18.1624673 0.11352628 0.1136974 1.28321494
123.140865 -3.469899 4 6.46571864 0.11353198 0.02558597 -3.8665041
1466.25098 4.86075122 4 16.9399219 0.11362505 0.0082748 8.93141172
1.3872557 -2.0597357 4 1.02278966 0.11370463 0.10848506 -1.1484399

9.69170562 -2.2768222 4 4.71853436 0.11371241 0.08508436 -1.4137109
2.86988694 2.00241543 4 1.55646005 0.11372014 0.11579676 1.38304598
2.60378382 -2.0674502 4 2.1600204 0.11372836 0.10754039 -1.0902559
2.01297072 2.03571811 4 1.42648268 0.11374613 0.11148508 1.272395
1.40618909 2.02430821 4 1.15983269 0.11375705 0.11294215 1.11406323
1.33259442 1.9075364 4 2.190116 0.11377864 0.12911199 1.25988455
2.19951826 2.05310445 4 4.16551779 0.11378117 0.10930439 1.40643702
2.34442742 2.06823407 4 1.50742658 0.11380831 0.10744491 1.18427984
7.09741533 -2.0883956 4 5.6260318 0.11381769 0.105021 -1.1211164
3.77879872 2.12538056 4 2.31221863 0.11382544 0.10073007 1.28751037

2.517596 2.09593303 4 1.81336984 0.11382919 0.10413037 1.17041396
15.543043 2.30748401 4 6.99749359 0.11383153 0.08225937 1.4716602

1.08400383 1.71060933 4 8.08328574 0.11383375 0.16232487 1.96184206
5.0895026 1.86682159 4 8.16919279 0.11384688 0.13532779 1.2120442

2.34465699 -1.8911728 4 6.07763537 0.11385802 0.13157228 -1.482204
14.6586759 -2.1322311 4 9.43263062 0.1138796 0.0999568 -1.2189277



8.22363276 2.26430368 4 1.82988768 0.11390812 0.08626895 2.86208937
23.0679103 2.02325321 4 15.604695 0.11394081 0.11307793 1.27913725
1.74201907 2.08406142 4 1.1624221 0.11394819 0.10553693 1.20528226
15.9849908 2.18246772 4 6.56123124 0.11395796 0.09448358 1.69015314
15.9849908 2.18246772 4 6.56123124 0.11395796 0.09448358 1.69015314
15.9849908 2.18246772 4 6.56123124 0.11395796 0.09448358 1.69015314
1.67227873 -2.1603104 4 1.57213784 0.11397091 0.0968554 -1.7034702
1.19303176 -1.9609183 4 2.72421192 0.11399791 0.12142672 -1.5861243
2.54698247 -2.0171241 4 3.18363225 0.1140173 0.11387029 -1.1643404
57.6434228 2.06784596 4 46.2079073 0.11404688 0.10749217 1.11716921
20.8061931 1.83477748 4 34.7623635 0.11411013 0.14044672 1.22027407
1.29324325 -1.9961364 4 1.47333081 0.11413424 0.11663001 -1.2864522
1.78969151 -1.9984974 4 1.02604486 0.1141695 0.11631593 -1.2955787
3.87817307 -2.1227095 4 2.3175986 0.11419595 0.10103337 -1.3120204
52.6103835 -2.0159329 4 23.9572418 0.11421617 0.11402499 -1.6659219
14.4695058 2.33961354 4 6.4774752 0.11422176 0.07941192 1.44894002
38.8912003 1.90561753 4 96.4012796 0.11433762 0.1293979 1.57887731
4.11637069 -2.0640227 4 3.00807399 0.11434117 0.10795897 -1.1807714
4.01196316 2.01169576 4 3.18998926 0.11439164 0.11457715 1.18462129
4.90941982 1.99689287 4 2.997697 0.11439778 0.11652928 1.30974597
23.0372521 -2.294107 4 11.3228365 0.11443694 0.08347866 -1.3723254
2.69552534 -2.0163574 4 3.86986972 0.11443736 0.11396984 -1.3013854
4.06540037 -2.1003628 4 1.6802833 0.11443782 0.10361084 -1.4615229
1.58938602 2.18017388 4 1.88843694 0.11444816 0.09472609 1.7647815
1.42681939 2.0830324 4 1.00163822 0.11446491 0.10565984 1.1956767
21.4734807 2.24909844 4 11.5558194 0.1144681 0.08773274 1.29489567
1.79585268 -2.0513035 4 1.06946133 0.11447357 0.10952807 -1.3147137
1.71593869 2.11019996 4 1.03191032 0.11448727 0.10246736 1.31798785
1.41849363 1.94775989 4 1.07776253 0.11451801 0.12327378 1.24195083
20.0089468 2.04885627 4 17.0468407 0.1145404 0.10983285 1.08052483
9.3559003 2.01789836 4 5.87887283 0.11457692 0.11376986 1.32835202

2.94476278 1.98914047 4 3.89051228 0.11458441 0.11756612 1.13623383
1.08051781 -1.9423176 4 2.41644147 0.11467457 0.12404664 -1.5320623
1.83549236 -2.1604914 4 1.45389629 0.11468865 0.09683576 -1.6258917
9.07377895 -2.0126058 4 10.7384535 0.11472785 0.11445831 -1.1091457
1.64289039 2.000322 4 1.16046894 0.11479042 0.11607384 1.18308538
2.45227942 -2.1295785 4 1.40640769 0.1147999 0.10025543 -1.3429954
4.51126229 2.13315319 4 1.02044038 0.11481405 0.09985321 1.82906381
2.96611611 -2.0499915 4 1.00899576 0.11492734 0.10969136 -1.6009863
9.65045034 2.11873319 4 5.76221786 0.11495084 0.10148676 1.3118041
3.13696321 2.06113125 4 1.54135568 0.11496141 0.10831349 1.34909629
1.13580203 -2.0171849 4 1.28912818 0.11496293 0.1138624 -1.2129304
3.14681111 -1.9692057 4 4.05040671 0.11498749 0.1202789 -1.1180603
8.82484431 1.9975326 4 11.2608497 0.11499695 0.11644416 1.14607559
1.23012737 1.98867661 4 1.92791876 0.11499715 0.11762848 1.20008832
3.66098565 1.98269348 4 2.44896376 0.11502929 0.11843606 1.26319437
4.97593512 2.05831058 4 4.08190051 0.1150865 0.10866057 1.08348454
6.44371654 -2.1092925 4 3.48339252 0.11512327 0.10257226 -1.3295433



7.05815573 -2.080484 4 5.50759109 0.11514575 0.1059649 -1.1030823
75.4210392 2.16958763 4 49.896715 0.11515455 0.09585435 1.19005891
4.37872403 1.97747327 4 2.01904126 0.11517955 0.11914562 1.65735407
2.55842814 1.61610849 4 14.2691847 0.1152275 0.18137583 1.79027502
1.58215311 2.0171405 4 2.2883431 0.11524256 0.11386816 1.19713087
1.54262583 -1.9969755 4 2.24968188 0.1152668 0.11651828 -1.2408156
5.35120418 -2.0112965 4 6.66702261 0.11528845 0.11462934 -1.1453466
1.81146303 2.02355452 4 2.39681848 0.11529185 0.11303913 1.17445378
244.918711 -3.4308083 4 14.8121922 0.11537687 0.02651599 -3.9838168
19.0799645 2.02104542 4 10.5687014 0.11539099 0.11336265 1.42606037
65.5628959 -2.678995 4 13.6817703 0.11540162 0.0552863 -2.0549866
1.87134718 1.99166241 4 1.48403067 0.11548382 0.11722772 1.11672464
1.95663845 -2.0457777 4 3.41936326 0.11551374 0.11021758 -1.3665194
2.57427658 2.08013923 4 1.55511081 0.11552875 0.10600624 1.86871159
3.95465957 2.00664931 4 3.08683628 0.11556257 0.1152386 1.1669405
2.25647761 -2.0202443 4 3.42808249 0.11557634 0.11346616 -1.2510962
7.27476084 -2.0629031 4 2.55406885 0.11560971 0.1080961 -1.7496965
1.49214193 1.95073759 4 2.35505356 0.11562817 0.12285313 1.20622888
218.41071 -3.4895649 4 2.54869289 0.11564104 0.02513277 -8.5126322

1.68412281 2.07260182 4 1.14872185 0.11566169 0.10691461 1.34978481
1.37977399 2.00390717 4 1.66434347 0.11568075 0.11559976 1.15308017
1.21215416 -2.0001645 4 1.57473853 0.11571942 0.11609472 -1.3153686
2.92987057 1.94071041 4 4.62769275 0.11572292 0.12427588 1.23874521
13.8835185 -1.7306793 4 36.5112397 0.11572894 0.15855654 -1.4262113
1.47697723 -1.9173614 4 2.76808116 0.11575522 0.12765876 -1.2608252
7.69379827 2.03315356 4 4.5119875 0.1157673 0.11181077 1.46149179
1.58588685 1.98228515 4 1.27787115 0.11578045 0.1184914 1.11031893
10.7827217 2.00236993 4 12.6261554 0.11588219 0.11580278 1.11746993
4.18483055 -2.0392311 4 2.18011568 0.11588661 0.11104064 -1.5345635
24.9000652 -2.6403448 4 4.31550844 0.11590145 0.05755961 -2.0973779
12.0140852 -2.0069104 4 9.50373694 0.11593315 0.11520428 -1.1805691
1.04113724 -1.9512311 4 1.39033299 0.11594556 0.12278357 -1.1553932
8.04485225 2.00635468 4 6.03697892 0.11595616 0.11527734 1.17864198
1.6286843 1.9547443 4 1.34723697 0.11597766 0.12228959 1.45809848

1.71226098 1.93567754 4 1.08350822 0.1159914 0.12499674 1.26054351
1.27669125 -1.9386832 4 1.98223194 0.11599168 0.1245657 -1.2675654
2.28758213 -1.9999698 4 1.74009486 0.11600431 0.11612053 -1.1482661
3.84230844 -2.0579579 4 1.89041815 0.11603898 0.10870405 -1.3650636
2.07667342 -2.0414559 4 1.01182846 0.1160727 0.11076018 -1.5988529
40.1613973 2.33247686 4 17.3359377 0.1161878 0.08003467 1.43701912
3.52368992 -1.9130041 4 5.41829062 0.11618872 0.12830105 -1.181085
10.4668413 2.27574456 4 3.22033147 0.11623961 0.08518561 1.67289065
4.0265381 1.89689976 4 5.93522955 0.11624932 0.1307055 1.1896718

1.80355729 -2.0288307 4 1.12524621 0.11625925 0.11236213 -1.323771
3.1271184 2.0555261 4 1.65628757 0.11628189 0.10900439 1.46270348

3.16230073 2.01123099 4 2.11286651 0.11632704 0.11463789 1.20642332
1.14880785 -2.0340545 4 1.67265116 0.11640868 0.11169624 -1.2430802
1.21865569 -1.9581096 4 1.11032766 0.116414 0.12181843 -1.1773881



20.2448286 2.33249167 4 7.27707013 0.11641764 0.08003338 1.56007598
6.80987693 2.13606774 4 4.22700022 0.11641863 0.0995266 1.21367897
5.47239942 1.87482725 4 8.26393089 0.11645672 0.13408052 1.17268334
55.1732745 -2.0260704 4 43.7369733 0.11649484 0.11271576 -1.1552037
1.84600297 1.99465394 4 1.00536968 0.11656942 0.11682769 1.29965348
6.80734119 -2.1467653 4 3.86939953 0.11661534 0.09833793 -1.3216721
1.15089634 2.06383909 4 1.90877599 0.11663104 0.10798145 1.30264295
1.33207301 2.02034054 4 1.90096616 0.11666618 0.11345372 1.23127682
15.3842356 -1.9141382 4 20.6849817 0.11668361 0.12813353 -1.1296056
1.73122056 -1.8685355 4 3.87121599 0.11672945 0.13505972 -1.3599748
1.9659578 1.88686584 4 1.31232834 0.11674408 0.13222823 1.62480154

2.24600166 -1.9846652 4 2.7989546 0.11674485 0.11816926 -1.1488538
2.9252657 2.04002055 4 2.12992196 0.11677653 0.11094103 1.13155408

7.90805247 1.97076298 4 9.56130916 0.11682583 0.12006454 1.12088571
18.1820651 -2.6176849 4 2.77490867 0.11683649 0.05894239 -2.4377043
3.30416199 -2.0567982 4 2.61090145 0.11684549 0.10884716 -1.1196203
3.35659876 2.08006335 4 2.25673791 0.11685716 0.10601534 1.19212853
17.4504938 2.20714859 4 9.7465405 0.1168742 0.09191753 1.27305848
1.6781879 2.11502108 4 1.08606636 0.11687746 0.10191205 1.35138816

3.45893551 2.03597715 4 2.08704609 0.11690942 0.11145224 1.36069958
23.0153958 -1.9099482 4 38.7775771 0.11691138 0.1287536 -1.3032102
5.62630787 2.14004553 4 3.26306012 0.11691899 0.09908275 1.31059203
5.50076688 -1.8590472 4 9.33596533 0.11692884 0.13655101 -1.2375929
2.80832201 -2.0831144 4 1.32637091 0.11693438 0.10565004 -1.6211728
1207838.33 -8.7926955 4 53.7200707 0.1169574 0.00092281 -155.78827
2.48069865 -2.0458245 4 1.64306585 0.11695927 0.11021172 -1.1677796
3.13912601 -2.0005584 4 4.96807834 0.11696248 0.11604251 -1.293527
6.45940496 -2.0389888 4 4.70813158 0.11703256 0.11107123 -1.1660882
1.26918896 -2.0486635 4 1.31494519 0.1170687 0.1098569 -1.2718012
1.3380718 1.98393199 4 1.87247424 0.11708314 0.1182684 1.25335061
12.558027 -1.7921356 4 13.5860301 0.11714206 0.14758317 -6.1223486

15.3308533 2.07337661 4 11.7279168 0.11719336 0.10682084 1.11802279
102.320821 2.00678636 4 60.9812098 0.11721365 0.11522058 1.43036461
6.88104947 2.15018032 4 3.99054816 0.11722015 0.09796178 1.25049779
14.1038907 2.04034168 4 8.76195005 0.11725457 0.11090054 1.33030288
3.96905236 -2.1533264 4 1.53889186 0.11726726 0.09761668 -1.4637223
19.2820581 -2.0933027 4 13.0648595 0.11728059 0.10444021 -1.2197981
7.5071043 2.12998914 4 4.56268909 0.11728505 0.10020913 1.24400747

2.63053696 -2.0559447 4 1.06127324 0.11731223 0.10895263 -1.5621358
2.48752395 -1.7578995 4 6.1630693 0.11737558 0.15359292 -1.4193039
16.2253059 2.0058265 4 14.0798884 0.11738811 0.11534684 1.09083473
1.89545079 2.03836025 4 1.07697238 0.11740924 0.11115063 1.28098823
3.87574239 1.7114837 4 13.3709312 0.11740988 0.16215874 1.55149402
8.06513058 1.98707199 4 6.11032989 0.11741291 0.11784448 1.19882319
28.1800714 -2.2795975 4 13.8382222 0.11742574 0.08482422 -1.3680695
11.882115 1.98870171 4 24.9078097 0.11744875 0.11762511 1.58948283

1.56274183 1.97092518 4 1.73770552 0.11745504 0.12004224 1.04742768
85.5224594 -2.7847871 4 10.486225 0.11746724 0.04957531 -2.7851328



1.22547375 1.86238243 4 1.67235506 0.11755067 0.13602479 1.41106205
25.9959299 1.83933117 4 47.1589035 0.11760764 0.13970677 1.30039732
2.6892726 1.87041421 4 4.67106255 0.11761845 0.13476653 1.22498966

1.40739865 1.78084328 4 3.43393512 0.11765385 0.14953725 1.46945001
14.944811 -2.0657529 4 5.971877 0.11766977 0.10774746 -1.680221

1.77712187 1.94201321 4 2.42424377 0.11767974 0.12409002 1.19432895
3.06832292 -2.1356944 4 1.48896868 0.11768679 0.09956837 -1.3752635
9.98336411 -2.3204445 4 3.19196307 0.11772699 0.08109713 -1.796371
4.84772396 1.97813355 4 2.54237956 0.11774926 0.11905562 1.54169403
1.04241482 -1.9571717 4 1.96516334 0.11776404 0.12194955 -1.3213409
3.68707465 2.02448619 4 2.40738456 0.11781219 0.11291926 1.31543198
53.4552807 2.9051451 4 4.54277883 0.11783999 0.04389103 3.34857197
4.63988816 -1.9886919 4 4.07625255 0.11785024 0.11762642 -1.0995563
11.5754687 1.98102763 4 8.40806481 0.11790547 0.11866199 1.21244712
13.0334085 2.12037862 4 7.69444867 0.11796799 0.10129887 1.33467353
1.58914016 2.03948408 4 1.09313611 0.11797316 0.11100871 1.1821987
1.21291185 2.03613876 4 1.10817421 0.11797724 0.11143176 1.16291804
9.88465253 2.10182247 4 6.23649459 0.11799722 0.10344028 1.22144836
12.4503363 2.06435841 4 8.55408921 0.11802243 0.1079179 1.21612925
868.24958 1.62535173 4 3713.76654 0.11806233 0.17941345 1.70996271

3.04931547 1.95912648 4 1.85195235 0.11806372 0.12167646 1.31586578
6.05521801 2.00352961 4 5.03995083 0.11809013 0.11564959 1.12802628
37.9506898 -2.5287919 4 9.56411635 0.11809677 0.06474783 -1.878482
1.28261174 2.00224141 4 1.5526273 0.11809795 0.11581977 1.12446812
114.200914 -2.7209531 4 19.0056108 0.11812472 0.05293475 -2.3895317
8.16953753 2.11923523 4 5.56321095 0.11813122 0.10142939 1.18745819
3.69546112 2.03750561 4 1.95559751 0.11815436 0.11125869 1.38749606
5.58394461 2.05058172 4 4.30376614 0.11819361 0.10961787 1.10437857
3.41338571 1.96911894 4 2.35962683 0.11819403 0.12029086 1.27459713
6.2904119 -2.0473765 4 2.62852957 0.11820811 0.11001759 -1.5897525

3.80841928 2.08903839 4 1.27095174 0.11821921 0.10494472 1.56232132
1.97541291 -1.8449991 4 4.32722501 0.11824614 0.13879159 -1.4940256
2.90967484 1.90176399 4 4.31713436 0.11825688 0.12997414 1.17717287
3.00519147 -1.8440388 4 6.24623885 0.11826759 0.13894619 -1.3349684
3.02029814 2.06561193 4 1.66935066 0.11828543 0.10776467 1.2910265
30.6226622 -2.1349973 4 20.700369 0.11831989 0.09964642 -1.1789294
18.2798362 -2.1899423 4 7.47062489 0.11833033 0.09369811 -1.6901143
1.8460438 -2.0854857 4 1.13359116 0.11833273 0.10536708 -1.277547

10.3663291 -1.7839706 4 20.0398736 0.11834644 0.14899334 -1.3018671
4.68748575 -1.9661775 4 2.57353717 0.11835789 0.12069693 -1.4946493
2.19120865 2.00945217 4 1.56079619 0.11838633 0.11487071 1.14387712
10.6622919 2.0489503 4 8.67617496 0.11841483 0.10982113 1.10231036
18.8513146 1.99689413 4 73.3285293 0.11845585 0.11652911 2.09185386
3.54764703 -2.0790448 4 1.38324252 0.11846687 0.1061376 -1.9168252
2.63368987 -2.0330065 4 1.70679827 0.11850295 0.11182948 -1.2350471
3.41095071 -1.9734026 4 4.99799735 0.11858035 0.11970215 -1.2124591
2.49636248 1.71823352 4 6.50329447 0.11860434 0.16088234 1.4708257

69.758 -3.2411863 4 2.35032575 0.11864682 0.03163841 -4.620967



21.299449 2.75013262 4 2.0425894 0.11864706 0.05136743 2.83740184
60.1958954 -2.1806276 4 35.000122 0.11867625 0.09467807 -1.2596369
4895.35424 -4.7707694 4 26.693087 0.11871418 0.00883509 -15.368451
68.805964 2.1254777 4 40.8632666 0.11872699 0.10071906 1.31002763
1.0103177 -2.0028259 4 1.25255718 0.11873525 0.11574252 -1.136

24.3709485 -2.4381685 4 7.56815452 0.11874791 0.07134921 -1.7276954
2.48704259 1.98082643 4 2.11750653 0.11889136 0.11868931 1.12072624
1.28181195 1.68304361 4 6.69337332 0.1189079 0.16765517 2.06560147
2.40669444 -1.8120298 4 6.3915907 0.11892437 0.14420659 -1.4455592
1.85333994 -1.9871097 4 1.34904616 0.11894949 0.1178394 -1.262973
6.97653086 -2.1472098 4 3.45084859 0.11896181 0.09828887 -1.3348239
35.7014134 -2.8566033 4 1.22846951 0.11901404 0.04608727 -4.6361513
1.11741784 1.95584545 4 1.60295225 0.11904484 0.12213521 1.23779558
1.26902732 -1.8598604 4 3.20300785 0.11905512 0.1364225 -1.4181158
50.2942116 -2.1947371 4 29.4423361 0.11905568 0.09319808 -1.2618141
4.49727587 1.98871945 4 3.84889016 0.11906252 0.11762272 1.09777924
9.1077238 2.11269503 4 5.61171524 0.11906795 0.10217956 1.23208934

2.11269794 1.92825785 4 2.99814803 0.11909147 0.12606776 1.19225681
3.01061241 -2.0977795 4 1.72263195 0.11909353 0.10391347 -1.3533765
1.17085452 -1.8987762 4 1.37498516 0.11913875 0.13042284 -1.2553477
8.52005061 1.97713769 4 6.67472981 0.11914878 0.11919139 1.15082257
948.087008 1.97578007 4 646.928105 0.11917895 0.11937677 1.30169626
7.46548435 2.16982406 4 3.19683766 0.11918559 0.09582899 1.41521663
5.43478735 1.98282929 4 4.35334232 0.11921125 0.11841767 1.13036516
8.77842506 1.85773337 4 12.6752023 0.11923636 0.13675889 1.16319884
4.30244381 1.9649086 4 2.73784323 0.11924113 0.12087258 1.38666768
2.40658053 1.98366566 4 2.17006877 0.11926637 0.11830443 1.07343399
70.5908352 2.08245822 4 39.2660037 0.11927363 0.10572849 1.39653423
3.14045325 2.06644079 4 1.86942458 0.11930325 0.10766348 1.23613815
3.80938457 -1.9024791 4 4.86767623 0.11930855 0.129867 -1.1130724
8.88582858 -1.8614448 4 14.0620903 0.11931121 0.13617251 -1.2049939
1.50153084 1.94243927 4 1.09306951 0.11932302 0.1240293 1.34650752
1.37342952 -1.9388614 4 1.73667033 0.11938909 0.12454019 -1.1359618
23.7916532 2.03125772 4 17.4274467 0.11943032 0.11205221 1.2016757
24.5236287 2.34695522 4 9.42802961 0.11957606 0.07877699 1.51255835
4.9631959 2.18229347 4 2.19325899 0.11958532 0.09450197 1.53714976

7.19204342 1.97853357 4 5.42884632 0.11961462 0.11900113 1.16894422
8.38966144 2.23818982 4 3.40578813 0.1197282 0.08880005 1.50689579
10.1522335 2.00478067 4 2.36993291 0.11978282 0.11548458 2.14141516
4.12148613 -1.9692879 4 6.9679094 0.11983321 0.12026758 -1.3235539
584.628963 2.1387216 4 386.327367 0.11984096 0.09923023 1.19071764
2.50973661 1.97799316 4 1.5667735 0.11988011 0.11907475 1.24800409
4.6201945 -1.7867262 4 9.36848966 0.11989096 0.14851582 -1.3698789

2.22998529 1.93058524 4 3.05701504 0.11991072 0.12573074 1.15727373
5.0553405 2.07348555 4 2.83315214 0.1199212 0.10680766 1.26911197

8.25810611 2.01275728 4 6.77423379 0.11992216 0.11443855 1.11649965
2.26005007 2.02091456 4 1.01701829 0.11992772 0.11337955 1.39853654
2.61029382 1.98748323 4 4.12173736 0.11996412 0.11778908 1.34563115



6.29013014 2.06404397 4 3.42872202 0.11996751 0.10795637 1.45733848
1.3728932 -1.8947078 4 1.23491289 0.11996821 0.13103652 -1.313356

1.71843327 -1.9567652 4 1.06126525 0.11998958 0.12200642 -1.3096571
691467.5 -1.7732011 4 56.2582527 0.11999449 0.15087533 -562.9198

4.93368102 2.06542738 4 2.96993463 0.12000389 0.10778721 1.3413816
2.19084934 1.83408142 4 3.76623832 0.12003345 0.1405602 1.25863339
5.29436111 -2.167703 4 1.56153496 0.12003453 0.09605678 -1.628016
7.70991175 -2.0559636 4 5.21703546 0.1200766 0.10895029 -1.1803438
2.21193123 2.01945848 4 1.08061424 0.12008244 0.11356779 1.30870982
43.0516899 -2.4634297 4 12.1027549 0.12011888 0.06943501 -1.7648324

3.547848 -1.9644604 4 4.80173092 0.12017474 0.12093469 -1.2358399
1.23046713 1.97811782 4 1.85432763 0.1201787 0.11905776 1.33363457
8.37933498 1.95502933 4 5.65702596 0.1201887 0.12224961 1.26550779
2.46243728 1.99160066 4 4.07673571 0.12021342 0.117236 1.37752559
4.3191971 2.27927089 4 1.44949415 0.12024755 0.08485479 2.8027682

2.64618151 1.96777276 4 2.35496677 0.12028918 0.12047652 1.07172943
5.73469877 -2.1982272 4 2.28531063 0.12031631 0.09283599 -1.6190536

1.449796 1.86511478 4 2.95837775 0.12032493 0.13559532 1.34523646
65.4798578 2.0689884 4 50.6917767 0.12038849 0.10735312 1.11102842
1.07978138 1.95524288 4 1.58546352 0.12039077 0.12221966 1.35553655
430.406264 1.71516391 4 892.398834 0.12039798 0.16146149 1.30126026
32.3118338 2.08668469 4 23.1713581 0.12040082 0.10522433 1.15118284
3.72887215 -1.8950393 4 5.21916453 0.12045467 0.1309864 -1.1689841
4.89084561 -2.1220119 4 1.30257898 0.12046778 0.10111275 -1.7057232
6.71463041 2.13608279 4 3.07809375 0.12047115 0.09952492 1.40460788
1.95532952 1.92639954 4 2.59904905 0.12048062 0.12633757 1.11940086
1.62116597 -2.0100827 4 1.1355115 0.12052945 0.11478812 -1.2354696
70.205098 2.94309063 4 8.2178054 0.12055033 0.04225888 2.68136562
7.1480468 1.88969657 4 2.27745127 0.12056385 0.13179671 1.88977036

1.58923014 -1.9314489 4 2.85242821 0.1206367 0.12560592 -1.4567872
116.550539 1.85723243 4 162.624134 0.12065169 0.13683825 1.14981954
4.24791635 -2.0688924 4 2.54377141 0.12073455 0.1073648 -1.2187549
14.6481237 -1.995416 4 8.86888688 0.12074371 0.11672602 -1.3692632
1.59093718 -1.9952355 4 1.05843023 0.12076432 0.1167501 -1.4084195
1.56803944 1.95541756 4 1.77408548 0.12076634 0.12219517 1.07624183
3.5435005 2.00593659 4 1.19443221 0.12081331 0.11533235 1.81371611

1.24049317 1.82590684 4 3.05499273 0.12084208 0.14190026 1.44163903
8.93392879 -2.256101 4 3.98413605 0.12088045 0.08705518 -1.4587175
1.09392285 1.88474466 4 2.61811973 0.12089907 0.13255258 1.47457944
250.714471 2.34507265 4 102.967267 0.12089973 0.07893925 1.47500031
23.292531 -1.7418291 4 44.1705495 0.12092629 0.15650312 -1.2757154

131.399204 2.10432954 4 62.5367968 0.12093351 0.10314806 1.50158069
38.8979529 -2.0693109 4 12.3229583 0.12096308 0.1073139 -2.049693
9.3451143 2.00007996 4 2.67639222 0.12097417 0.11610592 1.94900547

3.12862806 -1.8263035 4 6.09656572 0.12098419 0.14183493 -1.2916507
8.48168906 1.95846126 4 6.33204486 0.12099091 0.12176931 1.1848289
3.05276019 2.02166411 4 1.79614164 0.12104259 0.11328278 1.27919046
16.9536473 1.96125861 4 15.304784 0.12104275 0.12137935 1.07441937



1.1730899 -1.9952565 4 1.04322579 0.12110866 0.1167473 -1.1126566
29.0427258 1.82125347 4 46.5782826 0.12113341 0.14266921 1.20598507
1.31656492 -1.9657623 4 1.14466593 0.12113708 0.12075438 -1.1658569
3.2489641 -1.9906314 4 1.94518907 0.12114336 0.11736594 -1.4406537

16.2914233 -1.9294204 4 23.585659 0.12114789 0.1258993 -1.2189516
2.44105582 -1.9425965 4 1.55564675 0.12116237 0.1240069 -1.2409698
1.0956935 2.06693064 4 2.06606824 0.1211994 0.10760373 1.52495696

1.25720867 1.95658111 4 2.0963786 0.12120296 0.12203218 1.24089663
1.0259624 2.0238541 4 1.81951855 0.12121539 0.11300057 1.40229305

1.48233663 1.97439038 4 1.36203894 0.1212553 0.11956684 1.65838068
3.69736717 -2.0715761 4 1.18389601 0.12125889 0.10703888 -1.755181
8.35880641 2.27772117 4 3.13584475 0.12126325 0.085 1.56957398
1.70365646 -1.9949861 4 1.4097063 0.12127812 0.11678336 -1.1072409
1.44189784 1.92611513 4 1.07208749 0.12131261 0.12637892 1.18031174
5.55593996 1.98330497 4 4.28106515 0.12131865 0.11835325 1.13693806
2.9389852 2.02549326 4 1.18761023 0.12135367 0.11278985 1.61765105

11.1976006 2.10019005 4 6.1853074 0.12147404 0.10363105 1.37833453
25.6919137 -2.4279116 4 5.14626518 0.12147689 0.07214351 -2.3109474
4.79671783 -1.9959675 4 3.45909092 0.12148525 0.11665251 -1.17111
1.04160416 1.87375087 4 1.62641084 0.12148842 0.1342475 1.23807526
1.25882075 1.86661387 4 2.15316534 0.12149521 0.13536032 1.31906815
6.84557454 1.97288297 4 4.80339384 0.12151919 0.11977339 1.24209109
25.3596508 2.11113705 4 16.5752184 0.12153502 0.10235916 1.18833236
1.25298499 1.72904468 4 6.20777719 0.1215541 0.15885997 1.73003146
1.85185159 -1.948863 4 2.50011576 0.12165175 0.12311776 -1.1587638
3.33176921 1.93946608 4 2.38456715 0.12166874 0.12445369 1.21079662
1.2704689 1.9488788 4 2.12338906 0.12167401 0.12311553 1.25677865

4.14140634 2.06054282 4 1.57012958 0.12169145 0.1083858 1.5460014
2.06415386 1.93052181 4 1.50267811 0.12173024 0.12573991 1.1847335
1.06884527 1.95294461 4 1.4109717 0.12173625 0.12254237 1.12446433
1.22821307 -1.9981397 4 1.88595556 0.1217962 0.11636346 -1.2614756
2.06975833 1.93451629 4 1.55953794 0.12179882 0.12516371 1.15546353
2.33735176 1.91894337 4 2.72055158 0.12180967 0.12742643 1.07098798
6.37598508 1.86424603 4 8.97260918 0.12181388 0.13573171 1.16636806
1.43714849 1.94005841 4 2.55234835 0.12189815 0.12436901 1.32219081
21.5744016 -2.2528897 4 9.1434032 0.12195521 0.08736517 -1.4385828
3.57910049 -2.1062629 4 2.04796089 0.12199383 0.10292332 -1.3182226
6.18568515 2.16409997 4 2.58285536 0.1220171 0.09644509 1.56412354
5.30274549 1.85142456 4 8.14758363 0.12204352 0.1377619 1.17422877
1.64776355 1.76661039 4 3.6081475 0.12204368 0.15203953 1.39701302
1.26910081 2.00262654 4 1.33905222 0.12205899 0.11576886 1.26576178
10.4734473 1.94961404 4 7.57891369 0.12208607 0.12301167 1.24203641
8.6438331 1.9786945 4 6.7942029 0.12208952 0.11897921 1.16804149

2.70396398 2.03005666 4 1.53267183 0.12214085 0.11220547 1.40692415
2.94717008 2.01601666 4 1.86160417 0.12216763 0.11401411 1.27501302
5.55160542 1.98612117 4 4.11720741 0.12223362 0.11797267 1.18182705
7.13697543 -1.9710625 4 5.55083126 0.12223974 0.12002336 -1.1460023
48.1448572 2.62604581 4 8.96050903 0.12227455 0.05842778 2.04932414



5.38191855 2.24760096 4 24.748146 0.12227659 0.0878784 5.87478198
7.55284826 1.8001267 4 15.4914791 0.12228582 0.14621682 1.3626925
17.307327 -1.9538797 4 22.0535722 0.12229089 0.12241096 -1.1695506

1.81303829 -1.9004471 4 2.38882758 0.12231109 0.1301717 -1.1301492
38.2848056 -1.7921229 4 178.363665 0.1223617 0.14758536 -1.9927588
1.12785938 -1.7772455 4 4.45098652 0.12236372 0.1501656 -1.6891278
1.61310747 1.98595481 4 1.39038245 0.12237556 0.11799511 1.07592371
1.07519187 1.96061548 4 1.33478358 0.12237849 0.12146889 1.15446599
5.55457633 1.91816018 4 3.16729125 0.12244188 0.12754139 1.37495382
32.622835 2.07452653 4 21.655391 0.12246682 0.10668184 1.22787657
8.9309285 2.03881168 4 6.15769134 0.12247299 0.1110936 1.17081861

7.48495225 2.04640267 4 5.11293306 0.12250546 0.11013936 1.16843248
1.18626361 1.96726221 4 2.14137571 0.12252737 0.12054701 1.30063665
1.18626361 1.96726221 4 2.14137571 0.12252737 0.12054701 1.30063665
1.18626361 1.96726221 4 2.14137571 0.12252737 0.12054701 1.30063665
1.18626361 1.96726221 4 2.14137571 0.12252737 0.12054701 1.30063665
112.37343 -2.7319085 4 16.0317643 0.12259025 0.0523399 -2.6065251

1.81761071 -1.9463503 4 2.30046593 0.12259644 0.12347346 -1.1206638
2.74933348 1.90861849 4 3.50366711 0.12263902 0.12895106 1.09386433
8.38234742 -2.1984734 4 3.22543918 0.12265701 0.09281051 -1.4588664
7.24909013 1.93153433 4 3.71232077 0.12269795 0.12559358 1.64362398
5.60748807 -1.8640435 4 7.77820479 0.12272473 0.13576353 -1.1620284
87.5147676 -2.0184009 4 41.7554177 0.12274327 0.11370473 -1.5639249
2.76045927 -1.930497 4 1.60638745 0.12278541 0.12574349 -1.3634336
5.78107761 2.19674939 4 1.37147956 0.12278682 0.09298912 1.83599452
2.47847676 2.08337577 4 1.16864239 0.12281638 0.10561881 1.45738373
1.82656043 1.92254864 4 1.17578584 0.12285839 0.12689867 1.32024549
9.71660706 -1.983388 4 6.14574053 0.1228613 0.11834201 -1.2738817
1.63220217 1.96799337 4 1.04807021 0.1229044 0.12044607 1.1842971
4.55132671 -1.8312818 4 7.51579357 0.12290512 0.1410176 -1.2158893
2.18588781 -2.0106505 4 1.39575936 0.12293513 0.11471381 -1.2027881
73.3312502 -1.9427461 4 107.876335 0.12297719 0.1239856 -1.2733841
4.81776186 -1.7565593 4 10.3528237 0.12297983 0.15383342 -1.3225204
1.31054102 -1.9926669 4 1.3930634 0.12304302 0.11709323 -1.4494938
2.83250061 1.91546947 4 1.65620423 0.12306849 0.12793721 1.39463668
7.34801968 2.06095208 4 4.37602564 0.123096 0.1083355 1.24149989
142.601542 2.62881992 4 30.0945332 0.12315592 0.05825818 1.96900428
3.23936419 -1.9160896 4 4.39902085 0.12315605 0.12784587 -1.1993453
6.82113132 -1.9477181 4 12.9519151 0.1231663 0.12327969 -1.4234642
4.11489426 -1.7837377 4 8.11155717 0.12319465 0.14903378 -1.2719036
6.95143907 2.01736039 4 3.92231126 0.12322281 0.11383963 1.34960707
6.95143907 2.01736039 4 3.92231126 0.12322281 0.11383963 1.34960707
27.9414602 2.09185657 4 16.3327519 0.12329528 0.10461101 1.31404598
27.9414602 2.09185657 4 16.3327519 0.12329528 0.10461101 1.31404598
8.72157696 2.10654782 4 4.82431642 0.12332855 0.10289025 1.28155292
1.16012396 1.95399972 4 1.94069812 0.12333057 0.1223941 1.46957819
160.577875 -2.7114571 4 28.2676451 0.12335293 0.05345668 -2.1813436
42.2907363 1.96086721 4 30.5260978 0.12336795 0.12143383 1.2333373



18.1298364 -1.9193393 4 23.5501724 0.12338617 0.12736836 -1.1684492
3.9570887 -1.6593449 4 11.7867659 0.12339355 0.17238466 -1.520509

18.0986993 1.95143305 4 24.5507984 0.12339693 0.12275511 1.23120998
18.0986993 1.95143305 4 24.5507984 0.12339693 0.12275511 1.23120998
25.7753392 -2.0336911 4 19.4426227 0.12340009 0.11174242 -1.1270779
6.88495335 2.04415216 4 3.77913229 0.12343102 0.11042132 1.42310919
2.13037976 -1.9945863 4 1.54217573 0.12352244 0.11683672 -1.7165879
2.21833803 1.97026118 4 3.67190392 0.12352515 0.12013357 1.30930599
2.30335568 -1.9382009 4 1.35254972 0.1235298 0.12463476 -1.3683285
14.0581409 -1.9368413 4 17.2079439 0.12358655 0.12482966 -1.1313817
4.71539898 1.90215579 4 6.91832674 0.12366349 0.12991543 1.25650463
16.1183051 -1.9571358 4 24.0954751 0.12369478 0.12195457 -1.3106117
7.5220051 2.06377853 4 4.67734802 0.1237049 0.10798886 1.27167258
4.1041946 1.99671446 4 2.33399559 0.12370795 0.11655302 1.41097558

490.409384 -1.9438689 4 663.453379 0.12374175 0.1238258 -1.2122398
11.6932454 -2.1152172 4 4.63987796 0.12375195 0.10188953 -1.5357947
2.12587741 1.96217962 4 1.75946019 0.12375437 0.12125126 1.13159848
11.8474911 -2.3756577 4 3.71775012 0.12378474 0.07634915 -1.7339892
2.08263573 1.95491339 4 2.85940456 0.12379649 0.12226587 1.17569939
2.56095005 1.9532199 4 3.04500762 0.12385984 0.12250366 1.1152301
1.25837799 1.92266813 4 1.677725 0.12386592 0.12688122 1.12290078
267.489819 4.24522912 4 1.44969611 0.12390097 0.01320827 19.6065347
2.2440774 1.92632526 4 1.47449475 0.12392963 0.12634837 1.32950752

3.07905389 1.93542335 4 1.24204762 0.1239563 0.12503327 1.74218062
2.50307982 -1.9521108 4 1.24116407 0.12397195 0.12265967 -1.3471406
1.5417084 1.97493349 4 2.02751313 0.12398613 0.11949252 1.15992825

3.87150196 -1.954223 4 2.48380362 0.12400183 0.12236274 -1.3359544
6.33464316 1.99247618 4 2.20500798 0.1240115 0.11711876 1.67050163
4.40871102 2.01752209 4 3.21538734 0.12401355 0.11381866 1.14274627
14.2474006 -1.7589299 4 26.4378325 0.124023 0.15340831 -1.2859582
15.3182107 2.11360195 4 9.45722077 0.12402894 0.10207517 1.23601819
2.00213484 1.91153875 4 2.22273918 0.12403062 0.12851784 1.70626867
1.40244281 -1.976704 4 2.25288296 0.1240456 0.11925057 -1.3240342
1.25368321 1.96373037 4 1.00392928 0.12405501 0.12103591 1.1180393
4.36756057 -1.9524368 4 3.65825543 0.12409732 0.12261379 -1.129642
1.16344985 1.88182528 4 1.57564605 0.12410842 0.1330004 1.29826197
2.07691984 1.89177506 4 2.53750408 0.12415718 0.13148083 1.09737835
1.8002282 1.94083115 4 3.14576052 0.12424789 0.12425865 1.39974049

3.51482118 2.00613008 4 1.12563471 0.12425403 0.11530689 1.72840884
5.66864193 1.92923142 4 4.24803267 0.12431926 0.12592666 1.1914129
1.81612806 1.81292683 4 1.2939174 0.12435555 0.1440563 1.50896713
2.02922412 -1.8805065 4 3.20799027 0.12438218 0.13320323 -1.2581039
22385.0034 -5.8506687 4 7.89100254 0.12449527 0.00425745 -66.074927
13.8528252 -2.0769819 4 7.1852987 0.12450498 0.10638571 -1.4468668
1.98518389 1.89906682 4 3.39666745 0.12456309 0.13037912 1.32637462
2.66759121 2.02820702 4 1.32743617 0.12458685 0.11244193 1.38749535
4.35670966 2.13627182 4 1.80908872 0.12458922 0.09950377 1.61033727
1.04957087 -1.8971814 4 1.59839859 0.12460237 0.13066302 -1.2948044



2.78554641 -2.002494 4 1.26843316 0.12461042 0.11578638 -1.3643748
23.0543364 -1.9323678 4 39.5530315 0.12461475 0.12547327 -1.364178
1.11823342 -1.7889589 4 2.48623275 0.12462825 0.14813011 -1.4299684
1.43621309 1.96759776 4 1.79545557 0.12463025 0.12050068 1.12392688
1.13363397 1.88946947 4 1.17528001 0.1246614 0.13183127 1.15001638
4.76108963 -1.8905185 4 6.56323651 0.12469462 0.1316717 -1.1999441
1.65437332 2.16575979 4 4.76747609 0.12469842 0.09626599 2.77667068
20.9737257 -2.2447494 4 8.92087233 0.12470089 0.08815652 -1.4837491
2.6444867 -1.9445005 4 3.63453271 0.12470643 0.12373601 -1.2656266

3.97632675 -1.9676056 4 3.01945329 0.12481918 0.12049959 -1.190217
1.85811295 -2.106276 4 1.35146132 0.12488256 0.10292181 -1.5886365
71.3997487 -2.0321317 4 29.4749171 0.1248862 0.11194084 -1.772993
1.63209516 1.84523449 4 1.45264036 0.12489165 0.13875373 1.45721981
41.200677 2.325048 4 12.3368457 0.12489671 0.08068878 1.78630932

8.43689207 -1.9422257 4 7.3114715 0.12490002 0.12405974 -1.079778
25.8741303 2.02132426 4 12.0532665 0.12491064 0.11332665 1.51817738
6.30923211 -1.6009493 4 25.0236567 0.12492047 0.18464257 -1.6479002
2.48734815 -1.9336679 4 3.19355394 0.12497433 0.12528585 -1.1272575
1.07077539 -1.6982076 4 5.86948794 0.12499129 0.16470055 -1.848066
23.0492172 2.23309931 4 10.8394642 0.12501409 0.08930309 1.40353349
1.26521513 -1.8536759 4 2.33669131 0.12502609 0.13740307 -1.3581312
5.57863279 -2.123819 4 2.3610911 0.12506668 0.10090726 -1.4817482
12.8079971 2.06847817 4 8.55373328 0.12508706 0.1074152 1.18687738
1.80663061 -1.9891994 4 3.35495047 0.12514367 0.1175582 -1.3960206
1.07330632 1.87873044 4 1.47167068 0.12514395 0.13347692 1.17347561
8.38338027 -1.9873395 4 6.57805203 0.12515563 0.11780844 -1.1315155
1.20951531 1.90674456 4 1.14573184 0.12516373 0.12922989 1.22607667
18.2974502 1.94952954 4 15.5530569 0.12517661 0.1230236 1.10261841
1.69770632 1.98180809 4 1.17063114 0.12519138 0.11855609 1.17560489
29.6495111 1.95040471 4 18.6721649 0.12519159 0.12290008 1.32044198
615.437701 -1.8873072 4 75.8193729 0.12523115 0.13216085 -4.7194742
4.09438705 -1.44024 4 39.5875606 0.12525946 0.22322388 -1.9029765
1.01429725 -1.9001938 4 1.3088036 0.12527146 0.13020974 -1.1366532
3.25225326 -1.8894993 4 4.04602053 0.12533446 0.13182674 -1.0866542
1.40988985 -1.9677478 4 2.76774939 0.12534251 0.12047996 -1.471918
2.75778289 2.06662174 4 1.311791 0.12535032 0.1076414 1.52677052
9.33610162 -1.8509676 4 14.1284201 0.12538249 0.13783486 -1.2185855
7.61301428 -1.9852075 4 6.10127189 0.12543216 0.11809599 -1.1217998
3.61093452 -2.0155232 4 2.51216535 0.12549343 0.11407825 -1.2094299
24.3045842 2.46738923 4 6.15011485 0.12556296 0.0691403 1.95639655
5.40854374 1.87387056 4 9.78213961 0.12558337 0.13422892 1.36786148
27.0375366 -3.0037929 4 1.63642619 0.12559774 0.0397929 -3.977853
28.6537083 1.7991904 4 52.3776239 0.12560926 0.14637621 1.2962615
2.93474644 1.98249996 4 1.64642466 0.12560955 0.11846229 1.28960475
2.16919718 1.82637123 4 4.21410985 0.12563701 0.14182377 1.27662112
4.88499743 2.00898458 4 3.07355913 0.12563964 0.11493199 1.23014731
1.34846497 1.92044706 4 1.82045903 0.12564207 0.12720602 1.13890899
2.71277841 1.84500697 4 4.02993943 0.12566264 0.13879033 1.17237271



4.01403392 2.0280106 4 1.84166798 0.12566537 0.11246707 1.58220125
24.3558904 1.98813329 4 12.0352333 0.12567641 0.11770157 1.59596685
1.51436411 1.87056831 4 2.3810376 0.12570335 0.13474251 1.18871361
4.29815133 1.98103291 4 2.38245254 0.12576162 0.11866128 1.44579531
1.14462242 -1.8998625 4 1.55988393 0.1258113 0.13025951 -1.2582299
1.39224991 1.9318261 4 1.75279657 0.12583185 0.12555145 1.42986204
1.40283021 1.97818919 4 1.0374751 0.12583317 0.11904804 1.18994606
2.23077571 1.98419246 4 1.34823362 0.12583497 0.11823317 1.35954445
2.04589583 -1.9656194 4 1.07568385 0.12583629 0.12077415 -1.5776111
1.67524424 -1.919809 4 2.4937636 0.12587055 0.1272995 -1.1999618
1.29508165 -1.8555327 4 2.11005434 0.12591481 0.13710788 -1.2990625
6.4194938 -2.1425902 4 2.3351607 0.12591566 0.09879996 -1.6165814

79.4052659 -2.1573076 4 41.4464017 0.1259587 0.0971819 -1.3265272
2.18897878 1.8888245 4 1.46949382 0.12599111 0.13192948 1.24668528
1.23350338 -1.8747817 4 1.1457053 0.12600374 0.13408758 -1.1818067
1.70389662 -1.7950923 4 3.06848209 0.12600536 0.14707604 -1.2968592
1.35619354 -1.8841886 4 1.87033748 0.12601156 0.13263776 -1.1438882
4.72657564 1.92322736 4 4.12504153 0.12604537 0.12679958 1.0835217
1.38251313 1.89569896 4 1.11154439 0.12604726 0.13088673 1.21988633
1.25453298 -1.8807405 4 1.20343635 0.12606887 0.13316722 -1.2363989
1969.99228 1.93392295 4 1777.05431 0.12607758 0.12524912 1.06561912
2.86712094 -1.7883123 4 5.32540046 0.12617625 0.14824171 -1.261117
2.60122903 1.92565858 4 2.30935024 0.12618331 0.12644532 1.06155493
5.48625534 1.98665749 4 4.528739 0.12618408 0.11790034 1.09245783
8.30143095 -2.0724796 4 3.69829976 0.1261849 0.1069294 -1.44092
1.31543148 -1.9080828 4 1.82050773 0.12620708 0.12903069 -1.2158418
2.29132243 1.83306629 4 1.10484957 0.12624954 0.14072587 1.44479962
4.98809684 1.92554961 4 2.63382443 0.12626698 0.12646118 1.59367664
1.41805761 -1.8983936 4 2.01383824 0.12627902 0.13048042 -1.1657804
9.83389749 1.92538344 4 8.45780116 0.12628358 0.12648536 1.11403866
13.3595134 -1.9326216 4 16.842697 0.12628667 0.12543666 -1.1594419
10.2420555 1.92492025 4 7.85385911 0.12629563 0.12655279 1.16534647
3.86013581 -1.9238643 4 4.39711265 0.12637985 0.12670666 -1.0953665
4.24959652 1.91437001 4 6.47866469 0.12638779 0.12809933 1.25813996
1.92363511 1.96495346 4 1.20940706 0.12641273 0.12086636 1.19614458
1.92363511 1.96495346 4 1.20940706 0.12641273 0.12086636 1.19614458
2.18892858 -2.0060735 4 1.40793414 0.12642675 0.11531433 -1.2677515
20.4873896 -1.8707868 4 26.9236137 0.12642965 0.13470847 -1.1518646
1.04233519 -1.8988372 4 1.61004863 0.12645937 0.13041366 -1.2585598
54.6882378 2.00208802 4 25.8310566 0.12646473 0.11584005 1.537965
54.6882378 2.00208802 4 25.8310566 0.12646473 0.11584005 1.537965
1.4128403 1.91012643 4 1.93585097 0.12647142 0.12872716 1.23548946

1.29107102 1.91745087 4 1.46110531 0.12649997 0.1276456 1.26960036
5.501062 1.99748022 4 4.14724122 0.12653147 0.11645113 1.1243606

1.53141212 -1.8637418 4 2.29180186 0.12655837 0.13581095 -1.172861
4.79596937 1.95206826 4 2.80166976 0.12656361 0.12266566 1.31972607
1288.20538 3.38332292 4 71.7873978 0.12656658 0.02770026 3.88847249
2.74819247 1.87633547 4 4.03011532 0.12660291 0.13384694 1.17901016



5.12935229 -1.9919613 4 3.70021221 0.12663824 0.11718769 -1.1387102
7.67623368 2.00320106 4 1.50416202 0.12665367 0.11569297 2.32258425
8.51250797 2.03068346 4 5.96124202 0.12668162 0.11212546 1.16013997
1.96337407 -1.8231547 4 3.0904813 0.12674209 0.1423545 -1.2284563
3.31156737 2.01084877 4 1.77450652 0.12677529 0.11468787 1.31644693
15.4219454 -1.9359619 4 13.3611178 0.12680364 0.1249559 -1.0938953
1.04518342 -1.8436486 4 1.70965691 0.12683035 0.13900906 -1.3745823
6.7056291 -1.8127297 4 15.7272689 0.1268337 0.14408931 -1.484714

21.5020944 1.95873845 4 15.6859596 0.12684674 0.12173061 1.20727568
1.96763894 1.87811155 4 2.9091015 0.12685605 0.13357243 1.16181204
1.64254792 -1.9169554 4 1.30696554 0.12685793 0.12771846 -1.1361181
12.1463934 1.93149824 4 7.26221943 0.1268777 0.1255988 1.38199771
2.60099738 1.89867728 4 1.95732133 0.12688279 0.13043773 1.17732397
2.69501914 1.96841845 4 1.65047619 0.12690849 0.12038743 1.21488354
1.71500606 1.9113942 4 1.10096536 0.12691565 0.12853925 1.38774857
4798.87103 -1.9961743 4 3152.63266 0.12694432 0.11662496 -1.2633267
2.25499008 1.96186721 4 1.58901505 0.12694697 0.12129469 1.18159663
2.64423059 -2.0560784 4 1.40070329 0.1269511 0.1089361 -1.3644151
40.8738943 -2.4460613 4 9.28183989 0.12696393 0.07074474 -2.1600281
1.27684604 -1.8571926 4 2.48944571 0.12702738 0.13684456 -1.273015
5.45439083 -2.0165541 4 3.59627434 0.12703483 0.11394429 -1.173782
10.5577201 2.08595509 4 5.98311115 0.12703791 0.10531117 1.25422828
1.18641995 1.9692011 4 1.56949721 0.12710582 0.12027954 1.37157616
7.03960341 1.94951926 4 5.32585763 0.12714382 0.12302505 1.17641638
1.60160477 -1.8734549 4 2.60253978 0.12714592 0.13429345 -1.204627
4.38139222 1.89434292 4 2.5852241 0.12717303 0.13109171 1.43608361

6.607136 2.0952262 4 3.51787976 0.1272399 0.10421353 1.30840892
1.0200239 -1.9421789 4 1.31982053 0.12724096 0.1240664 -1.1522353
22.813262 1.91807407 4 15.4845133 0.12724618 0.12755404 1.28260506

16.2408774 2.10921573 4 8.72618353 0.12730874 0.10258114 1.28803574
6.50204418 -1.9037111 4 4.55685616 0.12741487 0.12968264 -1.2234199
2.71293759 1.96972829 4 8.36779445 0.12742111 0.12020692 1.79954215
1.68140865 2.02881524 4 1.19880296 0.12742853 0.11236411 1.45410658
13.9523739 -2.4188011 4 3.29366658 0.12745805 0.07285746 -1.9428792
1.28338457 1.93051792 4 2.30871511 0.12746542 0.12574047 1.30030386
4.82275401 -2.0031257 4 3.30312407 0.12755 0.11570292 -1.2053071
24.883903 2.70798662 4 3.07434989 0.12760403 0.0536489 2.68757442

28.9903535 -2.32073 4 10.410731 0.12760416 0.08107174 -1.614577
11494.2747 4.22524426 4 44.1466781 0.12763473 0.01342107 21.6691132
15.5830496 1.97465646 4 9.23688127 0.12763982 0.11953042 1.37278871
3.51432464 1.97819337 4 2.03695669 0.12766439 0.11904747 1.26171751
7.13555189 2.04595557 4 3.44304087 0.12766464 0.11019531 1.54832109
20.2291231 1.91166132 4 16.1488701 0.12767355 0.12849969 1.15874364
1.43867632 1.85824232 4 1.04209911 0.12769591 0.13667832 1.23316198
1.60036594 -1.9139069 4 1.20048579 0.12774678 0.12816769 -1.209835
17.3140586 1.93053062 4 11.7377176 0.12776031 0.12573864 1.26952055
1889.56815 -1.769814 4 2883.79362 0.12781728 0.15147244 -1.1717626
11.4679764 -1.7981968 4 18.0202314 0.12786641 0.14654557 -1.1941036



4.26217664 1.84983698 4 6.29160422 0.12795274 0.13801555 1.17315039
5.28590243 1.76096319 4 9.0046747 0.12800096 0.15304467 1.2520623
5.4987941 -1.9439006 4 3.13744194 0.12800209 0.12382129 -1.3343662
1.0370473 -2.0150211 4 2.7954353 0.12801609 0.11414357 -1.7564511

1.13705091 1.85870007 4 1.75223642 0.12805613 0.1366059 1.28004763
1.0399281 1.89005101 4 1.45781574 0.12806411 0.13174278 1.22385447

2.11163204 -1.8897548 4 1.51055652 0.12808235 0.13178785 -1.1786624
8.44444514 2.27198023 4 1.79019236 0.12816665 0.08554036 1.89265318
2.05972119 -1.9147738 4 2.58855452 0.12818195 0.12803977 -1.1311049
1.49526938 1.91378456 4 1.14807003 0.12819519 0.12818575 1.15354977
3.38545518 1.89127443 4 4.41803788 0.12820334 0.13155684 1.1733976
8.17679653 1.77255603 4 14.4024469 0.12822235 0.15098885 1.29300149
9.99810084 1.85266052 4 13.838572 0.12826291 0.13756478 1.16575793
2.31958531 1.88619004 4 4.73691691 0.12829138 0.13233147 1.57399281
9.13203265 1.8756063 4 2.85457016 0.12830056 0.13395981 2.08335818
31.9150178 -2.052316 4 21.2461098 0.12832558 0.10940226 -1.1983697
1.19844248 1.96723375 4 1.13212824 0.12838337 0.12055095 1.1664457
3.66722868 1.93003982 4 4.91403313 0.12839214 0.12580963 1.18532936
1.06599042 1.90922689 4 2.20230235 0.12839656 0.12886067 1.4228968
281.235133 -2.541004 4 3.39416714 0.12840408 0.06391272 -17.591227
8.51505959 -1.9044542 4 7.09840551 0.12840417 0.12957157 -1.1192737
2.39431994 1.95643946 4 1.63514418 0.12841272 0.12205201 1.15276052
2.60534619 1.90371263 4 2.07446292 0.12841888 0.1296824 1.18262905
2.33813368 1.92869008 4 3.00550493 0.12842596 0.1260051 1.15597287
8.32107433 1.86438204 4 10.5773471 0.12843396 0.13571035 1.12196615
1.04678063 -1.6415627 4 4.38167493 0.12845428 0.17602493 -1.7780693
13.1724689 -1.8392833 4 18.4809413 0.12845584 0.13971452 -1.1668345
10.7768612 -1.9566033 4 7.30248541 0.12846835 0.12202908 -1.2144937
2.7720953 -1.996563 4 1.48177374 0.12847155 0.11657319 -1.3148359

2.73048725 -1.8993705 4 4.16175184 0.12851007 0.13033346 -1.274934
9.1998647 1.85888614 4 3.95878988 0.12851966 0.13657647 1.6965987

7.48923287 1.90926267 4 6.05909098 0.1285348 0.12885536 1.12562152
4.27004748 2.09314657 4 2.24962022 0.12855655 0.10445864 1.35183871
1.58102637 1.90009714 4 1.91145177 0.12856472 0.13022426 1.11588856
12.5905496 2.16369304 4 6.11757688 0.12862322 0.09648906 1.40065408
31.3887757 -1.6466098 4 80.7179731 0.12864396 0.17498364 -1.411224
1.82411005 -1.9294208 4 1.25478229 0.12867082 0.12589924 -1.3542393
3.46758729 1.77866944 4 1.02126837 0.12873435 0.14991658 1.86263711
1.6531147 1.86880033 4 1.11463165 0.12873561 0.13501835 1.30640528

2.80512535 -1.9363725 4 2.0133178 0.12875109 0.12489693 -1.2165561
4.52940315 1.91013178 4 3.32475628 0.12879493 0.12872637 1.23880461
46.6433099 -1.8947836 4 29.5942589 0.12881712 0.13102505 -1.3710371
1.08493229 -1.8867049 4 1.15431956 0.12885134 0.13225281 -1.1260553
13.0208254 -2.0323969 4 5.81923137 0.12887044 0.11190706 -1.4768583
13.0208254 -2.0323969 4 5.81923137 0.12887044 0.11190706 -1.4768583
13.0208254 -2.0323969 4 5.81923137 0.12887044 0.11190706 -1.4768583
13.0208254 -2.0323969 4 5.81923137 0.12887044 0.11190706 -1.4768583
1.20928667 1.87945522 4 1.67242184 0.12897981 0.13336516 1.22779589



1.20928667 1.87945522 4 1.67242184 0.12897981 0.13336516 1.22779589
1.20928667 1.87945522 4 1.67242184 0.12897981 0.13336516 1.22779589
519.90135 -2.9379492 4 33.9855938 0.12903728 0.04247582 -3.9717776

7.94197293 2.00019129 4 5.64518957 0.12904774 0.11609117 1.14688066
4.34747223 1.79580033 4 8.71919135 0.1290807 0.14695488 1.43447197
4.53156532 1.93733542 4 2.65911266 0.12914034 0.12475878 1.31427608
2.50151045 -1.9436584 4 2.05462353 0.12915577 0.12385574 -1.1074527
3.50970499 1.86947285 4 5.252561 0.12917671 0.13491335 1.19644507
1.01960876 -1.8722596 4 1.62572949 0.12918302 0.13447921 -1.1953744
11.3355591 -1.895238 4 7.7223457 0.12918676 0.13095636 -1.3354185
3.34012923 -2.0351379 4 1.88205432 0.12919573 0.11155868 -1.3538734
15009.744 -4.6876058 4 34.3856487 0.12920496 0.00939444 -23.746849

3.23087254 1.83571701 4 4.28127495 0.12923236 0.14029371 1.13966013
3.3744165 1.61785197 4 2.36487406 0.1292326 0.18100398 2.42398628

1.92730499 1.87057931 4 1.07170904 0.1292384 0.13474079 1.31013604
5.90594938 2.0047275 4 2.89936544 0.12926472 0.11549159 1.3811563
1.28734262 1.89736075 4 1.80178011 0.12929272 0.13063599 1.15659574
9.4998868 1.92649325 4 4.57644412 0.12932445 0.12632395 1.48318813

1.47248518 1.87099582 4 1.05513035 0.1293297 0.1346759 1.17114245
2.97607812 1.8180696 4 4.65806482 0.12935887 0.14319789 1.17849955
254.709059 -2.1793815 4 117.673516 0.12936983 0.09481003 -1.4124755
1.94359611 1.84096446 4 2.82128148 0.12938797 0.13944239 1.1639582
1.4787234 1.92786996 4 1.15892725 0.1294244 0.12612403 1.17104428
9.8071817 2.01307049 4 7.09972088 0.12945861 0.11439768 1.15775474

2.49940711 -1.9520645 4 1.34001575 0.12947282 0.12266619 -1.2834536
7.3358571 1.97453805 4 4.54722238 0.12948994 0.11954663 1.26232966

2.70671633 1.73616585 4 5.06229725 0.12950665 0.15754256 1.30031902
183.178256 1.89282105 4 136.489841 0.12951686 0.13132218 1.21690733
1.61833265 -1.8028667 4 1.21099007 0.12953881 0.14575144 -1.3930549
448.007233 1.87433655 4 263.52105 0.12959096 0.13415662 1.44942877
195.547182 2.15730035 4 89.7281 0.12966231 0.09718269 1.4645636
3.60141859 -2.0027551 4 2.35554401 0.12979477 0.11575188 -1.2457567
3.39885514 -1.8699519 4 2.26339765 0.12982343 0.13483862 -1.2428801
4.77237194 1.92754387 4 2.8010037 0.12982364 0.12617135 1.31445334
3.6753135 1.90808897 4 2.58344445 0.12986932 0.12902978 1.26975869

1.34663426 -1.8056035 4 3.2444851 0.12988962 0.1452882 -1.3774371
1.31597987 1.90080874 4 2.04347658 0.12993753 0.13011742 1.50072529
28.6472707 2.53894402 4 5.89900246 0.12994012 0.06405272 2.11532706
1.22420079 -1.8614932 4 2.9862431 0.12995061 0.13616488 -1.4347618
1.66373286 -1.9472019 4 1.11212608 0.12998176 0.12335277 -1.2262704
4.13175733 -1.9067198 4 5.02545789 0.12998996 0.12923358 -1.1434771
1.51627275 1.90729584 4 1.08240983 0.13001923 0.12914779 1.28491775
4.38132169 1.97109727 4 2.18709495 0.13004219 0.12001858 1.57855975
1.12713614 1.90306949 4 1.25486151 0.13008352 0.12977861 1.06698851
6.18054719 1.93443998 4 4.87571655 0.13008648 0.12517469 1.13520809
6.76998029 2.01853753 4 4.3466809 0.13011433 0.11368703 1.20278707
11.8354119 1.93432709 4 8.28051983 0.13018579 0.12519094 1.24362533
4.88396789 1.94553399 4 3.57860156 0.13019329 0.12358924 1.16707865



4.19755313 1.93350845 4 3.17185302 0.13025077 0.12530882 1.131915
1.340774 -1.9001668 4 1.05580938 0.13027647 0.1302138 -1.1419066

1601.68468 -1.7038103 4 3.23966056 0.13030612 0.1636228 -68.555258
2.25233264 -1.8019382 4 1.06640136 0.13034079 0.14590897 -1.5974116
1.2119986 -1.9109991 4 1.36363352 0.13035484 0.12859778 -1.2346331

220.533955 -3.6298844 4 6.2922805 0.13035949 0.02216216 -5.2992745
2.50077248 1.95668611 4 1.59701448 0.13036763 0.12201749 1.19141764
691.759137 -2.3636537 4 231.169012 0.13038541 0.07735408 -1.6258037
4.26708323 -2.0614846 4 1.19654401 0.13043504 0.1082701 -1.7461833
2.11148519 -1.9016157 4 1.71187262 0.13046191 0.12999637 -1.1024825
2.60864049 1.81946615 4 3.53365548 0.13065607 0.14296573 1.1444031
37.5394255 2.2607473 4 14.6152592 0.1307047 0.08660885 1.50659674
46.626316 -1.7788737 4 68.2987086 0.13070996 0.1498809 -1.1595244

2.89117231 1.86769185 4 2.01633267 0.13072351 0.1351916 1.21342424
108.09734 -1.7759015 4 153.692241 0.13073701 0.15040105 -1.1452561

2.60465763 1.84351806 4 1.01292731 0.13074627 0.13903011 1.82520277
2.80125884 1.86236245 4 1.11753646 0.1307831 0.13602793 1.56800726
1.12653241 1.9513714 4 1.27304185 0.13080778 0.1227638 1.19513616
17.1134633 2.19277467 4 5.66973703 0.13081164 0.09340238 1.83818976
35.1174145 2.09545216 4 20.0320203 0.13085477 0.10418694 1.26577511
2.42890599 -1.8913217 4 3.7021386 0.13087685 0.13154966 -1.2215328
4.4418702 -1.7328687 4 8.86442934 0.13090673 0.15815109 -1.2754224

40.9044021 2.19992339 4 17.2373825 0.13093551 0.09266058 1.43394956
8.79499826 -1.8715835 4 11.0594683 0.13096085 0.1345844 -1.1450513
1.69661329 1.65456457 4 6.64912289 0.13099379 0.17335546 1.58058001
1.93223834 1.9398647 4 1.04959118 0.13100617 0.1243967 1.2785649
2.27268286 1.76803656 4 4.74468951 0.13107906 0.1517868 1.29827456
3.54821654 -2.0634466 4 1.60142848 0.13112269 0.10802951 -1.5397957
4.40506877 1.93503511 4 1.91260526 0.13115343 0.12508908 2.53971327
11.0134758 1.9861221 4 8.408895 0.13118174 0.11797254 1.12710413
32.2223647 1.76220081 4 68.0803319 0.13120042 0.15282379 1.40385927
16.3156617 1.92336316 4 58.2502561 0.13123759 0.12677976 2.05026901
4.8272633 1.91529821 4 3.00591003 0.13126288 0.12796245 1.28664662

1.64714682 1.89071963 4 2.05939938 0.1312737 0.13164113 1.13893653
3.19237728 1.68569749 4 6.90411812 0.13134973 0.16713408 1.3649588
15.9502476 2.0548619 4 10.1244175 0.13138631 0.10908658 1.22080321
4.14681692 1.75681746 4 7.07961668 0.13139943 0.15378706 1.225511
1.75162436 1.90513906 4 1.34455273 0.13145309 0.1294693 1.36556903
13.6167841 2.01000966 4 7.8273712 0.1314546 0.11479769 1.28348757
15.892648 2.52552828 4 2.2274213 0.13145546 0.06497311 2.44449541

3.02908198 1.9361503 4 1.96749388 0.13145876 0.12492884 1.2954827
2.36451612 1.96666895 4 1.60458414 0.13146091 0.12062899 1.20308704
27.0142128 -2.0868615 4 15.0736724 0.13146276 0.1052033 -1.3077854
3.3061886 1.92017133 4 1.80285714 0.13149778 0.1272464 1.39060205

72.8035685 -2.3213714 4 24.8655142 0.13150152 0.08101473 -1.5992844
4.482632 2.05178918 4 2.09519469 0.13155357 0.1094677 1.49290359

1.0231558 -1.2261083 4 64.7224862 0.13156422 0.28740323 -2.3335357
9.3620287 1.98471148 4 6.64772626 0.13157912 0.11816301 1.18069289



4.60718748 1.86667028 4 3.05464948 0.13165342 0.13535149 1.27406803
4.50323171 1.93220012 4 2.97176144 0.13165999 0.12549747 1.30692685
1.00222955 1.9306856 4 1.71253587 0.1316624 0.12571623 1.27824191
1.23025672 -1.8269611 4 1.35897002 0.13168951 0.14172667 -1.262234
1.76488091 1.97981383 4 1.04464695 0.13174644 0.11882691 1.31113877
1.16319588 -1.920279 4 1.06130804 0.13177375 0.12723063 -1.1052785
1.16319588 -1.920279 4 1.06130804 0.13177375 0.12723063 -1.1052785
1.16319588 -1.920279 4 1.06130804 0.13177375 0.12723063 -1.1052785
1.45496963 1.92636104 4 1.01711623 0.1319077 0.12634316 1.17014234
3.85740236 1.89953745 4 6.69874378 0.13194587 0.13030836 1.33820689
2.79271647 1.85134821 4 1.49717614 0.13195494 0.13777409 1.44647459
2.24121391 -1.9232084 4 3.1959811 0.13199872 0.12680234 -1.2224593
10.3340777 1.92150197 4 8.35602596 0.13207021 0.12705164 1.10450172
3.76812627 1.87470458 4 2.7347416 0.13212355 0.13409954 1.28661999
19.6465409 -2.0110867 4 13.3429361 0.13212846 0.11465675 -1.1654518
1.34413735 1.95840818 4 1.15265869 0.13212933 0.12177673 1.26308315
8.20062112 2.07326977 4 4.59030486 0.13213336 0.10683376 1.3113477
1.73942815 -1.9875339 4 1.02982833 0.1321336 0.11778226 -1.3566037
11.881486 2.04116118 4 5.6972888 0.13213362 0.11079728 1.42944076

53.7056068 1.87184057 4 42.0701554 0.13214232 0.13454439 1.19509004
4.88766672 1.88645522 4 8.01718963 0.13217357 0.13229095 1.3863338
2.46600291 -1.8370971 4 1.60725904 0.13217555 0.14006927 -1.2633203
21.051378 -2.5012198 4 4.41918775 0.1321805 0.06667957 -2.1145119
2.147774 -1.8854803 4 2.3298103 0.13224146 0.13244001 -1.0412648

2.61965099 1.77219327 4 5.90412111 0.13225149 0.15105274 1.44029027
3.30286539 1.90812713 4 5.01347778 0.13231273 0.12902411 1.36223109
2.60650525 1.89715411 4 2.0244262 0.13232127 0.13066714 1.15180618
1.29383063 -1.8700469 4 2.12991536 0.13232803 0.1348238 -1.3762593
33.7122735 -1.8888476 4 45.9162121 0.1323587 0.13192597 -1.2069371
12.7937508 2.03356472 4 7.2013377 0.13244321 0.11175849 1.33475857
1.38090019 1.96209088 4 1.42193219 0.13249869 0.12126359 1.51139316
9.00190332 -1.7909486 4 2.66111798 0.1324989 0.14778728 -2.0591581
1.34187902 1.85520426 4 1.81871976 0.13254245 0.13716004 1.12667748
1.29222852 1.93699952 4 1.42586317 0.13258413 0.12480695 1.31549326
16.5109346 -1.8251239 4 23.3566366 0.13260257 0.14202933 -1.1994283
109.186066 1.86384834 4 79.1658403 0.13264163 0.1357942 1.25733029
3.9309872 -1.8405759 4 5.07635756 0.1326466 0.13950523 -1.1461236

1.34618344 1.94892752 4 1.19444849 0.13274779 0.12310865 1.25301521
1.45268164 -1.7668865 4 3.91021885 0.13275026 0.15199056 -1.6321114
2.65324115 -1.9284926 4 1.92258601 0.13276293 0.12603373 -1.1851736
17.5727324 -1.8860875 4 21.2750392 0.13279849 0.13234715 -1.136779
1.40260242 1.91377664 4 1.05039349 0.13280749 0.12818692 1.17291647
1.63591519 -1.8985702 4 1.32536551 0.13282158 0.13045383 -1.4212085
3.42287409 -1.8847171 4 2.976375 0.13285134 0.1325568 -1.0715055
2.01593949 1.93268703 4 1.23627528 0.13287997 0.12542722 1.29921782
5.23414555 -1.9398512 4 3.43776115 0.13290574 0.12439863 -1.2542757
2.30575204 -1.9362941 4 1.3238319 0.13292682 0.12490819 -1.2367353
13.9368782 1.91150049 4 10.3453582 0.13292948 0.12852351 1.18852554



109.053043 1.87379211 4 606.368276 0.13297289 0.1342411 2.28649788
70.6959251 -1.8834589 4 81.6881638 0.1329731 0.13274962 -1.0998576

11.29267 -1.8113039 4 14.1425445 0.13298209 0.14432834 -1.0954712
1.41975627 1.88756163 4 1.37563292 0.13299896 0.13212202 1.28454422
7.42390169 -1.7815361 4 11.8423118 0.13301359 0.14941658 -1.2525471
128.717441 -2.1256397 4 12.694654 0.1330431 0.1007007 -4.267792
34.7160141 2.00660725 4 23.1034664 0.13308872 0.11524412 1.18583679
2.94164488 1.96797004 4 1.74183553 0.13309751 0.12044929 1.23511261
1.92931869 1.85978315 4 2.37170765 0.13313842 0.1364347 1.13352549
3.30012891 -1.9443586 4 2.27744256 0.13324356 0.12375618 -1.1578284
2.46721115 1.93851081 4 1.57805017 0.13335176 0.12459037 1.29369312
1.40436313 1.89169289 4 1.31329836 0.13336905 0.1314933 1.26367752
55.9837962 2.10832093 4 24.540899 0.13338431 0.1026847 1.47915794
4.9062204 1.92359231 4 3.67757278 0.13339911 0.12674633 1.12746293

7.67396773 -2.0883894 4 2.34009769 0.13342896 0.10502173 -1.6894643
2.39659155 -1.8728564 4 1.71251754 0.1334325 0.13438643 -1.2399269
134.014949 -1.9610168 4 93.0137615 0.13345534 0.12141301 -1.2102055
5.12785698 1.94519869 4 3.53981471 0.13345874 0.12363684 1.19306106
34.7891651 -1.880118 4 53.8408848 0.13346189 0.13326304 -1.2980795
8.48675108 -1.8791886 4 4.35849127 0.13347922 0.13340625 -1.4433666
54.923928 -2.1859174 4 24.2618558 0.13351404 0.09412016 -1.4115644
1.0319664 1.86141934 4 1.73792513 0.13351746 0.13617652 1.22397555

1.38286383 1.88045736 4 1.69005097 0.13354139 0.13321079 1.13478789
1.26536661 1.85333755 4 2.02720871 0.13356809 0.13745693 1.3031429
1.04452519 1.8545553 4 1.11184086 0.13358633 0.13726317 1.0784439
11.5808463 1.65492095 4 24.0187714 0.1336078 0.17328289 1.31995677
27.7843287 1.85956152 4 17.8757844 0.13361516 0.13646971 1.35633135
15.7749353 1.97965928 4 10.7769292 0.13363274 0.11884792 1.17396048
1.87382683 -1.8617058 4 1.29885315 0.13366675 0.13613137 -1.3058149
2.90532533 1.92286307 4 1.37514439 0.13370001 0.12685275 1.36855435
10.0550595 -2.038961 4 5.75124475 0.13374631 0.11107475 -1.2563603
10.0550595 -2.038961 4 5.75124475 0.13374631 0.11107475 -1.2563603
10.0550595 -2.038961 4 5.75124475 0.13374631 0.11107475 -1.2563603
20.5300903 2.21190739 4 4.49342638 0.13378905 0.09143176 2.0647296
8.39705904 1.89739988 4 4.61114318 0.13379157 0.1306301 1.521294
3.47581785 1.90812046 4 2.27220204 0.13379871 0.1290251 1.20404586
3.3595414 1.91067648 4 2.20583267 0.13382639 0.12864559 1.19481081

1.99697191 1.88664844 4 1.44167205 0.13385828 0.13226143 1.14343773
50.8894401 -1.8502681 4 10.3894619 0.13389243 0.13794662 -3.1361852
90.6237725 2.0552839 4 36.3230075 0.13391411 0.10903435 1.66783369
1.3726362 1.88911042 4 1.83897432 0.13392773 0.13188594 1.16754013

1.02668052 1.90303731 4 1.37642671 0.13393612 0.12978343 1.20010994
1.22190118 1.84639634 4 1.13770229 0.13394057 0.13856699 1.20064819
3.49455931 -1.8472677 4 4.47964221 0.13396686 0.1384271 -1.1240915
2.25964443 -1.9104803 4 1.84592448 0.13396798 0.12867467 -1.1129248
16.3204822 1.77544021 4 4.52392713 0.1340078 0.15048196 2.24159856
6.76290537 -1.8457334 4 10.9189839 0.13402227 0.1386735 -1.2683706
7.21434214 2.05530566 4 4.00832421 0.1340392 0.10903166 1.31276084



1.95004702 1.85672646 4 1.43503822 0.13404441 0.13691845 1.19443722
31.4150843 -1.8694435 4 22.6138982 0.13409173 0.13491793 -1.262188
12.0481937 1.8895833 4 6.77744995 0.13412128 0.13181395 1.48715197
51.1461756 1.85629489 4 60.1069265 0.13416809 0.1369869 1.09167695
20.9186795 1.9865309 4 14.5572277 0.13417062 0.11791741 1.15916295
6.51505732 1.89529293 4 9.19690012 0.13417783 0.13094807 1.27993067
99.6257975 1.98404985 4 73.580938 0.13418243 0.11825246 1.13185984
7.15807512 2.03884723 4 4.16572681 0.13419955 0.11108911 1.2902392
16.6707372 -2.3416018 4 3.73581903 0.13422245 0.0792394 -1.8898418
4.90966534 1.98439661 4 3.28979001 0.13426897 0.11820557 1.1963889
2.41450939 -1.8539274 4 1.30943094 0.13429928 0.13736305 -1.3213137
51.1075925 1.85549916 4 60.0655654 0.13431448 0.1371132 1.09169011
3.71612205 -1.650464 4 9.8047311 0.13431646 0.17419278 -1.5044043
4.93506211 -2.0204694 4 2.15888661 0.13433609 0.11343706 -1.589062
33.8566058 -1.9146678 4 28.9351397 0.13439107 0.12805539 -1.0795715
33.8566058 -1.9146678 4 28.9351397 0.13439107 0.12805539 -1.0795715
33.8566058 -1.9146678 4 28.9351397 0.13439107 0.12805539 -1.0795715
5.94635399 -1.7994401 4 7.95357308 0.1344174 0.14633369 -1.1153954
10.3878324 -1.9969032 4 6.71030862 0.1344885 0.1165279 -1.194796
11.3528467 1.89105094 4 6.40632964 0.13452181 0.13159078 1.39491144
6.63304541 1.97048511 4 3.77728524 0.13453323 0.12010276 1.39276027
18.033117 1.86723613 4 13.7318064 0.13453426 0.1352629 1.21249672

151.293983 2.05556056 4 88.2192621 0.13458957 0.10900013 1.26873548
1.87091013 1.93194893 4 1.05952871 0.1345955 0.12553372 1.33722703
9.88839269 2.02356365 4 5.72939661 0.13459891 0.11303796 1.26316075
19.5551407 -1.8807821 4 17.7621349 0.13460982 0.13316081 -1.0602244
1.19079355 -1.8477798 4 2.13611888 0.13463275 0.13834497 -1.2602062
4.92222924 1.77931813 4 1.84087887 0.13465082 0.14980328 1.76343318
7.63288397 1.95970628 4 4.54424952 0.13466921 0.12159559 1.28912939
5.29961411 1.91819254 4 4.22749307 0.13467056 0.12753664 1.12406212
3.87412883 -1.8791051 4 4.72481612 0.1346878 0.13341914 -1.1572276
9.4247273 -1.8838675 4 12.3699431 0.13470295 0.13268697 -1.1936011

37.4188232 1.95181774 4 24.3626291 0.13470714 0.12270093 1.26598157
116.925217 -2.0266147 4 37.4304108 0.13470908 0.11264593 -1.9167838
4.75380376 1.85759065 4 3.9623857 0.13471362 0.1367815 1.1338198
1.52781288 1.86940248 4 1.32818331 0.13474602 0.13492433 1.31900009
11.4014636 -1.8653115 4 15.9738633 0.13480112 0.13556447 -1.2393276
77.7383985 -2.0028954 4 49.1050503 0.13487181 0.11573334 -1.2321697
2.42935683 1.84673444 4 1.23827689 0.13489919 0.13851269 1.36739415
2.5357976 1.85410812 4 2.01462083 0.13491936 0.13733429 1.1265851

9.51464972 1.86998937 4 7.86582226 0.13492069 0.13483277 1.13610873
4.74054205 1.87110698 4 2.99197747 0.13493014 0.13465859 1.4105093
2.20169216 1.85858385 4 1.37758012 0.13506851 0.13662428 1.43985675
19.8251118 2.18864424 4 5.94643888 0.13509909 0.093834 1.78445193
6.48586855 1.95466334 4 4.38568466 0.13512309 0.12230095 1.17757798
4.5242279 1.93708076 4 3.02197588 0.13512852 0.1247953 1.19749646

303.826996 2.82823379 4 32.6077116 0.13514919 0.04742996 2.78068563
1.07916477 1.93141495 4 2.26694876 0.13517012 0.12561083 1.50758451



3.76412886 1.87803852 4 2.7767744 0.13526786 0.1335837 1.1822189
16.53141 2.47895747 4 2.81630111 0.13534326 0.0682874 2.42200798

7.81973784 -1.818774 4 11.1686597 0.13537922 0.14308075 -1.1967205
7.81973784 -1.818774 4 11.1686597 0.13537922 0.14308075 -1.1967205
1.17179716 -1.8959808 4 1.24926151 0.1353951 0.13084417 -1.2480849
1.05907119 -1.7996992 4 2.22348966 0.13542406 0.14628957 -1.3176042
1.94971039 -1.8751569 4 1.58074313 0.13545596 0.13402944 -1.1452074
20.7296674 2.44565667 4 3.34984091 0.13546004 0.07077559 2.18289404
2.62432972 1.77916341 4 2.29651527 0.13546584 0.14983029 1.96059651
1.27578103 1.69630736 4 2.4912105 0.13548584 0.16506778 1.75796247
2.69208466 -1.8604631 4 3.5182398 0.13555895 0.13632734 -1.1611939
1.56612831 -1.8676163 4 1.15547302 0.13560271 0.13520342 -1.1318164
2.34383444 -1.8708817 4 1.39434682 0.13563393 0.13469368 -1.4594449
3.61678418 1.72600178 4 6.3151759 0.13564727 0.15942645 1.2726746
2.28782659 -1.7594812 4 4.17831201 0.13565099 0.15330962 -1.3541214
11.8203046 2.26643532 4 1.91823462 0.13565297 0.08606594 2.11905446
1.35380665 1.90243511 4 1.02202366 0.13572154 0.12987359 1.15885324
80.5322659 -1.7937337 4 103.988487 0.13576161 0.14730884 -1.1114226
1.71229786 1.85166234 4 2.20502342 0.13578738 0.13772396 1.1835573
1.64079656 1.88162854 4 1.14252929 0.1358113 0.13303064 1.14133334
19.0236692 -1.8531477 4 14.1218618 0.13582176 0.13748717 -1.2430045
2.67430283 -1.792461 4 4.69643888 0.13588022 0.14752726 -1.3672513
1.60979661 1.88361934 4 1.99168269 0.13589259 0.13272501 1.13570472
11.4002932 1.84873174 4 6.19752643 0.13589486 0.13819243 1.49859148
4.00388263 1.98875544 4 2.21635231 0.13599744 0.11761788 1.31761355
1.86024404 1.94460635 4 1.27234111 0.13599941 0.12372097 1.20480676

24.0988 1.96205601 4 17.7187461 0.1360084 0.12126844 1.12819293
2.99861233 1.89330472 4 2.06243368 0.13602577 0.13124888 1.17596751
3.3324891 1.88515017 4 2.56303338 0.13603272 0.13249051 1.1857677

4.55484547 2.04103574 4 2.9445611 0.13610482 0.11081308 3.01249476
3.186031 1.83470615 4 1.6893498 0.13611628 0.14045834 1.57390225

13.2433618 -1.8666902 4 17.521973 0.13612164 0.13534836 -1.205098
1.13982166 -1.9563495 4 3.22594947 0.13616392 0.12206461 -1.7214079
2.41706641 -1.7879932 4 3.42706534 0.13616415 0.1482968 -1.1687888
10.9098516 1.98261801 4 5.67995774 0.13617398 0.11844629 1.33869805
2.99427662 1.15998781 4 218.796886 0.13618665 0.31057379 2.10611025
1.85141864 1.85647127 4 1.59577592 0.13620496 0.13695892 1.11378075
1.47525696 1.82521886 4 1.17486615 0.13625502 0.14201367 1.39891143
4.53973469 1.62009583 4 12.721511 0.13628524 0.18052658 1.43907667
3.42243732 1.84709741 4 2.80985789 0.1363275 0.13845443 1.14311596
2.9659021 1.94013418 4 1.76058919 0.13634836 0.12435819 1.28451414

1.86405567 1.85543954 4 1.57905285 0.13646204 0.13712267 1.138234
192.722736 1.8648929 4 164.269454 0.13652816 0.13563014 1.10619526
4.74823159 2.0405257 4 2.49740027 0.13657541 0.11087734 1.34988918
1.9401104 -1.8429582 4 2.49220228 0.13661302 0.13912038 -1.1757396

4.63071487 1.72908626 4 7.92087331 0.13661649 0.15885224 1.21980721
3.76947131 1.96965847 4 2.38484977 0.13667524 0.12021654 1.26035941
28.7691286 1.88666151 4 20.3889269 0.13680568 0.13225944 1.2145834



6.04385611 1.85634085 4 8.39823818 0.13682989 0.1369796 1.19170034
2.85235679 1.72641681 4 8.08816221 0.13683777 0.15934906 1.60117503
13.3251687 -1.6088918 4 33.6206656 0.13687014 0.18292344 -1.3818668
1.62075471 1.85900017 4 1.22803582 0.13692713 0.13655844 1.22606742
1.08875311 1.73111078 4 2.35678411 0.13693403 0.15847655 1.40490277
2005037.92 -1.6855076 4 417.250467 0.13694535 0.1671713 -272.87355
1.43631069 1.74190484 4 2.68164549 0.13701465 0.15648927 1.30120919
1.43695229 1.79675681 4 3.48964614 0.13703303 0.14679136 1.64355404
3.42093596 1.93563394 4 2.11494694 0.13704347 0.12500301 1.24818428
20.1771018 -2.1243532 4 5.57936696 0.13705215 0.1008466 -2.0514147
90.0647205 2.67649691 4 9.11071889 0.13719023 0.05543007 3.37547175
2.25763896 1.86826298 4 2.89874848 0.13720563 0.1351023 1.17894775
1.71738385 1.75844254 4 1.10091073 0.1372234 0.1534956 1.37790309
1.82719277 1.80968989 4 3.14879282 0.13724866 0.14459941 1.28358806
3.43965324 1.82854474 4 2.11954548 0.13728353 0.14146634 1.3372292
3.79707413 -1.720477 4 6.39656292 0.13732032 0.16046043 -1.2393676
3.59793735 1.7138934 4 6.6050634 0.13735901 0.16170184 1.26264719
2925.09677 -5.0951936 4 1.46479214 0.13739222 0.00700603 -48.850798
1.75432427 1.74243769 4 3.7874938 0.13745961 0.15639185 1.30795341
27.1679021 -2.0589481 4 15.2446034 0.13748696 0.10858202 -1.2889784
1.03632961 1.88337694 4 2.31394789 0.13749415 0.13276218 1.58320112
1.3186068 1.73845099 4 2.48015545 0.137607 0.15712227 1.3083118

7.56194727 1.61141567 4 19.6296773 0.13761721 0.18238065 1.38633897
3.87498246 -1.7035774 4 7.68783922 0.1376236 0.16366745 -1.2690397
2.10715426 1.70521486 4 4.08096936 0.13763231 0.16335377 1.34177089
1.62279386 -1.9098278 4 1.02838712 0.13763593 0.12877147 -1.2283052
2526.63992 1.93076186 4 1705.37359 0.13764876 0.1257052 1.22675214
2.5113228 1.72373233 4 1.33572944 0.13765763 0.15985034 1.73357401

6.69282278 -2.0103157 4 2.81350171 0.13774731 0.11475762 -1.6279147
1.86751089 1.9071944 4 1.27992398 0.13776593 0.1291629 1.1884206
2.91158341 1.89440965 4 2.18283026 0.1377702 0.13108161 1.12727993
3.72708621 1.81565353 4 1.57127439 0.13781997 0.14360049 1.70003274
1.0587424 1.78219917 4 1.99163304 0.1378486 0.14930117 1.34286102

2.03597893 -1.8751156 4 1.11390029 0.13788046 0.13403583 -1.2577677
17.5090387 -1.8628546 4 22.7396131 0.13791084 0.13595048 -1.1691454
2.75289126 -1.8791516 4 1.75641606 0.13791799 0.13341196 -1.2943819
27.4696663 1.82180149 4 18.4387651 0.13793771 0.14257842 1.34580553
16.2485856 -2.1895764 4 5.85778979 0.13795079 0.09373639 -1.5613042
2.97458776 1.90410578 4 1.40147954 0.13796212 0.12962363 1.67998146
1.66902569 1.85381371 4 1.50209717 0.13797834 0.13738113 1.07621129
1.54681691 -1.7876987 4 1.01509864 0.13798596 0.14834769 -1.2448735
861.507399 1.9027865 4 2572.18523 0.13798747 0.12982097 1.85655247
4.37033404 1.84908642 4 5.63733587 0.13801671 0.13813564 1.14924242
1.82788955 -1.8700017 4 1.55773557 0.13803867 0.13483085 -1.0705426
1.02804931 -1.8600795 4 1.21033569 0.13803871 0.1363879 -1.0737457
42.1140391 -1.974479 4 13.2427362 0.13804758 0.11955471 -2.0640969
2.35314408 -1.8878298 4 3.36055149 0.13806771 0.13208112 -1.2152314
9.52880507 -1.8332824 4 7.5637658 0.1380695 0.14069058 -1.1644016



1.67586645 -1.686914 4 4.22718642 0.13811139 0.16689579 -1.5419468
60947911 2.02732774 4 41.1094025 0.13812316 0.11255453 7489.47223

9.27283457 1.80798177 4 5.25206102 0.13814393 0.1448869 1.40879677
115.106718 2.84199781 4 7.52796709 0.1381632 0.04677293 3.55611623
30.6283382 1.96377041 4 15.7927646 0.13817904 0.12103036 1.47430302
2.92914706 1.79633916 4 1.48919902 0.13817916 0.14686274 1.39973783
13.3418504 -2.1442052 4 4.60551945 0.13824708 0.09862096 -1.5553636
42.2085654 -1.825852 4 32.2881385 0.13825102 0.1419093 -1.211123
3.00134825 1.84614577 4 3.46505011 0.13826844 0.13860724 1.08820929
1.70347951 1.83446674 4 1.12550235 0.13834122 0.14049737 1.40633081
3.76959922 -1.6195223 4 1.51898162 0.13837323 0.18064847 -2.2424895
158.401351 -2.0445351 4 91.874664 0.13838149 0.11037328 -1.2593117
1.26616287 -1.8630249 4 1.00933629 0.1383836 0.13592368 -1.1237575
8.45101672 2.03644725 4 3.62397287 0.13839021 0.11139268 1.48708281
1.29439013 1.77859068 4 2.64585981 0.13840462 0.14993034 1.5445141
1.23536786 1.91341256 4 1.35859273 0.13840585 0.12824069 1.34645622
3.6831752 2.02382247 4 1.54053971 0.13842226 0.11300464 1.48575271

1.28980895 1.85325238 4 1.05664417 0.13845826 0.13747049 1.27006398
2.92563159 -1.7925175 4 3.6772094 0.13847092 0.14751757 -1.1057045
2.24514968 -2.0007697 4 1.09076101 0.13847595 0.11601453 -1.42623
7.35188636 -1.872897 4 4.59341543 0.13856568 0.13438011 -1.3410488
7.35188636 -1.872897 4 4.59341543 0.13856568 0.13438011 -1.3410488
4.30451655 1.84201356 4 2.50277117 0.13857389 0.13927285 1.51524116
2.60658897 1.81403869 4 1.48949433 0.13859214 0.14387025 1.44370055
15.9025652 -1.9532537 4 10.6307663 0.13861086 0.12249891 -1.2183631
11.9386528 1.80079384 4 3.4713592 0.13863868 0.14610337 2.03388008
11.9386528 1.80079384 4 3.4713592 0.13863868 0.14610337 2.03388008
13.4658508 -1.975967 4 9.00775175 0.13863901 0.11935123 -1.1883279
100.243854 -2.5568059 4 14.8914497 0.1386847 0.06285035 -2.5193934
2.6579941 1.98199685 4 1.06693646 0.13869297 0.11853049 1.48940324

54.5531256 1.91874378 4 39.3354788 0.13869337 0.12745571 1.16786575
1.37500395 -1.8489485 4 1.28082159 0.13871157 0.13815772 -1.229513
23.3630074 -2.1416936 4 10.3815896 0.13872696 0.09889949 -1.4440792
3.05098693 1.83379941 4 2.0980555 0.13873034 0.1406062 1.25567174
11.5415411 1.85436812 4 7.80241085 0.13880624 0.13729294 1.3115821
11.5415411 1.85436812 4 7.80241085 0.13880624 0.13729294 1.3115821
1.10198413 -1.8603603 4 1.405388 0.13880668 0.13634357 -1.1143064
5.23788053 1.82582925 4 4.00253381 0.13883162 0.14191305 1.23920906
1.28492161 -1.7943299 4 2.2175971 0.13883526 0.14720664 -1.217294
1.47532025 1.95274933 4 1.26939576 0.13883987 0.12256983 1.37327595
3.66477205 -1.7499783 4 5.95449536 0.13884251 0.15502015 -1.2061964
2.5308044 -1.8740598 4 3.3416864 0.13890174 0.13419956 -1.1649473

3.80112489 1.93883684 4 2.02464545 0.13890429 0.12454371 1.29702302
10.2884254 1.79442399 4 13.3933968 0.1389118 0.14719051 1.14432343
38.4630046 2.31874739 4 10.149834 0.1389141 0.08124827 1.82267141
24.6843388 1.89773274 4 19.9787968 0.13899804 0.13057994 1.10521035
39.1589599 -2.5085994 4 2.16016775 0.13901609 0.06615617 -3.6781749
9.85313515 1.84394334 4 8.67480963 0.13903068 0.13896158 1.09164542



7.05072722 1.82338653 4 4.79699555 0.13904503 0.14231618 1.35003229
5.12331961 -1.8622939 4 2.78967162 0.13906364 0.13603873 -1.452366
9.95687002 -2.2708139 4 1.71671922 0.13908302 0.08565061 -2.2578935
913.510037 2.03345606 4 537.566237 0.13916112 0.1117723 1.25569606
1.98435485 1.84120014 4 2.99110616 0.13919112 0.13940428 1.20791371
3.74654199 -1.9943509 4 2.1242638 0.13920845 0.11686814 -1.3101217
11.2955878 1.84936978 4 7.66346653 0.13923048 0.13809029 1.3111985
78.6941763 -2.1038551 4 25.0445546 0.13935676 0.10320329 -1.909485
2.71736347 -1.7978356 4 1.78862743 0.13938168 0.14660718 -1.2484435
1.2151983 1.83509311 4 1.2513011 0.13944923 0.1403953 1.17961315

1.05101098 1.85313468 4 1.23372417 0.13945743 0.13748924 1.08495491
3.28169873 1.95302898 4 1.18207084 0.13946248 0.1225305 1.472636
2.35174679 1.83769247 4 1.73313506 0.13950018 0.13997257 1.22268248

2.54697 1.89145767 4 1.95191976 0.13955666 0.13152901 1.13106888
28.8019324 1.61989216 4 61.8652153 0.13957125 0.18056985 1.30812151
28.8019324 1.61989216 4 61.8652153 0.13957125 0.18056985 1.30812151
2.61159508 -1.8140923 4 1.08862535 0.13957568 0.14386129 -1.5773266
16.5714509 1.72427904 4 26.9566169 0.13968576 0.15974811 1.21109451
2.99700522 1.83472329 4 2.25232799 0.13975896 0.14045555 1.24032731
269.541083 2.09177558 4 124.614428 0.13977174 0.10462058 1.41460039
212.216824 2.08513662 4 99.4466865 0.13977336 0.10540868 1.4061573
1.36841039 -1.7814046 4 2.33313721 0.1398111 0.14943947 -1.3601664
2.02138046 1.81963556 4 1.65141398 0.13991499 0.1429376 1.10672227
3.0157996 1.89505005 4 1.19150299 0.13998846 0.13098477 1.52826212

4.20269063 1.83757294 4 3.43054083 0.14001412 0.13999197 1.14753749
68.3164096 -1.826795 4 86.1914381 0.14006437 0.141754 -1.139603
1.27928614 -1.8236393 4 1.62586909 0.14006979 0.1422744 -1.1743008
12.7506902 -1.8463419 4 9.03039788 0.14016238 0.13857572 -1.2639832
8.23619391 -1.9515836 4 5.21237624 0.14016485 0.12273391 -1.2049946
1.86027714 1.80037246 4 1.23740608 0.14017752 0.14617502 1.21769884
10.365218 2.26801803 4 2.8240629 0.14019545 0.08591555 1.87628163

6.93121781 2.10545253 4 1.65730685 0.1402391 0.10301745 1.78094838
5.88491425 1.92360301 4 3.93600935 0.14025288 0.12674477 1.16886007
2.13049361 1.91852789 4 1.39800941 0.14025823 0.1274874 1.21531568
3.82373194 -1.7354014 4 6.46047183 0.14027997 0.15768343 -1.291592
9.03092301 1.69173663 4 15.4663268 0.14029879 0.16595463 1.2339624
1.61514751 1.69664018 4 2.36713436 0.14033377 0.16500339 1.70166615
14.1270848 1.85660356 4 11.3806786 0.14036502 0.13693794 1.13610251
3.8219001 -1.8541013 4 5.38266077 0.14038348 0.13733537 -1.2036225

184063.509 -5.0883823 4 177.707534 0.14039986 0.0070394 -40.483347
7.20394269 1.86640927 4 10.6780026 0.14040036 0.13539237 1.26250894
12.1070791 1.8885253 4 9.32768689 0.14040738 0.13197507 1.15003193
9.90523306 1.6541794 4 18.1840817 0.14041586 0.17343394 1.26405066
2.07291744 1.8319942 4 1.57800039 0.1404645 0.14090106 1.16010856
8.45839482 1.89416616 4 5.11020463 0.14052695 0.13111846 1.3058718
3.16483914 -1.905859 4 2.26163197 0.14055049 0.12936187 -1.1688813
1.37817536 -1.7099458 4 2.85634058 0.14057875 0.16245105 -1.3541313
10.0299624 1.82109293 4 8.67891012 0.14058601 0.14269581 1.11848504



1.46550753 1.86180084 4 1.15929605 0.14060923 0.13611639 1.14313083
1.37256932 -1.8959466 4 1.29358761 0.14068929 0.13084933 -1.3735235
2.15709713 1.78680205 4 1.44685299 0.14070639 0.1485027 1.26067741
1.31745395 -1.6902136 4 3.02402366 0.14074018 0.16625126 -1.4278366
1.58835387 1.89438791 4 1.16352881 0.14076001 0.1310849 1.30313714
4.12720349 -1.8175613 4 5.48564563 0.14077058 0.14328249 -1.1895604
4.89668429 1.75608231 4 6.92138734 0.14077514 0.15391911 1.15410594
1.43052754 -1.1884309 4 44.5598113 0.14080413 0.30039979 -2.4245238
2.15180475 -1.4204136 4 25.9901617 0.14082734 0.22851834 -2.0450909
10.4633625 -1.8137395 4 8.40747784 0.14083244 0.14392028 -1.1826403
1.86308042 1.764731 4 3.36376105 0.14088365 0.15237326 1.35478064
1.4535518 1.6720182 4 3.72215189 0.1408973 0.16983834 1.54283505

1.38006399 1.76092172 4 2.24902816 0.14092977 0.15305208 1.21763685
23.0644834 -1.7379892 4 31.4433873 0.14104199 0.1572071 -1.1355768
52.015919 -1.8323644 4 41.9523117 0.14105907 0.14084053 -1.1443432

12.2991864 -1.7036545 4 18.6371328 0.14109516 0.16365266 -1.1786837
4.94274586 -1.8472186 4 5.93013268 0.14111152 0.13843498 -1.1194962
2.41724946 1.81931907 4 1.48021674 0.14111164 0.14299017 1.25043358
1.09215441 1.87334952 4 1.87856767 0.14114143 0.13430982 1.43872569
4.30743581 -1.8258401 4 16.2848327 0.14114474 0.14191125 -1.9733609
1.73133814 1.84117251 4 1.2969079 0.14120109 0.13940875 1.15769176
17.4783251 -1.9684381 4 7.4380268 0.14122815 0.12038472 -1.5060339
3078.86329 -1.8522443 4 5153.87143 0.14123485 0.13763113 -1.3759222
1.45637727 1.78690373 4 2.12343235 0.14124369 0.14848511 1.24298101
2.6898004 1.88089816 4 4.83393857 0.14127463 0.13314296 1.43492848

1.60455373 -1.9431674 4 5.50560841 0.14128681 0.12392561 -1.9147384
1.17847725 1.78150413 4 2.21415103 0.14142204 0.14942214 1.25351668
5.54577466 1.93254388 4 3.71759998 0.14142373 0.12544787 1.18929949
1.04794703 1.71454469 4 2.07019499 0.14142731 0.16157858 1.34756589
81.3948597 -2.589314 4 12.4343363 0.14143604 0.06072781 -2.3953792
1.99792975 1.81406603 4 2.94725968 0.14143677 0.14386568 1.21762518
7.98676359 1.99336751 4 3.98128717 0.14146976 0.11699953 1.37075212
4.24598699 1.95367471 4 2.08099642 0.141476 0.12243975 1.48444769
2.12165314 -1.8327777 4 1.60977481 0.14148914 0.140773 -1.2077138
1.08745339 1.87210687 4 1.87783536 0.14149925 0.13450296 1.43758067
1.16635731 1.74781812 4 1.77968833 0.14150297 0.15541179 1.21501338
12.7792514 -1.6576136 4 23.5457892 0.14151109 0.1727356 -1.2737992
209.126859 1.70821113 4 306.498873 0.1415153 0.16278144 1.15711775
5.72014342 1.79461226 4 2.79947888 0.14153474 0.14715825 1.62789516
4.2137334 1.97067478 4 1.94652898 0.14154774 0.12007667 1.36690543
2.3402977 1.7551123 4 3.55185983 0.14155994 0.15409352 1.19917266

7.57290039 -1.9862623 4 3.84827214 0.14158283 0.11795363 -1.2973805
5.76683676 -1.8361683 4 10.972661 0.14158336 0.14022027 -1.4341921
1.5239348 -1.7836118 4 2.2543338 0.1415835 0.14905563 -1.2413394

4.19368899 1.84173511 4 6.16622569 0.1416297 0.13931783 1.22786525
2.65109647 1.91187142 4 1.83879722 0.14166259 0.12846859 1.18944774
2.02871062 1.79335254 4 1.51458002 0.14166314 0.14737422 1.18333627
49.0946475 2.36142567 4 10.3751251 0.14171346 0.07754224 1.9478757



33.2200896 1.79806874 4 52.0061675 0.14174618 0.1465674 1.26337597
4.8980851 1.79214176 4 1.38590163 0.14181591 0.14758211 1.87112552

8.86498359 -1.9202421 4 6.2844995 0.14182116 0.12723603 -1.1707663
1.45670043 -1.6417282 4 5.0948234 0.14186898 0.1759907 -1.5306534
1.54805018 1.84715174 4 1.97756443 0.14189341 0.13844571 1.17370718
7.95306493 1.80462115 4 6.3615345 0.14189656 0.14545429 1.1471307
2.62561422 -1.8291868 4 3.0548589 0.14195224 0.14136094 -1.0937916
2.0403667 1.81252717 4 1.00613619 0.14195459 0.14412324 1.39974536

37.2443012 1.9431385 4 26.6991458 0.14197422 0.12392973 1.15204105
2.4672322 1.79193716 4 1.68319504 0.14200081 0.14761727 1.2898546

1.31885821 -1.8093468 4 1.03968778 0.14201027 0.14465711 -1.1558584
3.22302947 1.85621066 4 2.50953964 0.14204629 0.13700026 1.16407954
2.72176724 -1.7941445 4 1.91015354 0.14208244 0.1472384 -1.2182192
1.5777108 -1.8061815 4 1.90006272 0.14209219 0.14519054 -1.1217861

1.26466948 -1.8607991 4 1.98872546 0.14210295 0.13627433 -1.3591424
1.6211114 1.83975079 4 1.19662322 0.14211238 0.13963879 1.27733945

1.02431903 -1.8215255 4 1.27637456 0.14214282 0.14262413 -1.1943597
28.2329487 1.86024821 4 48.711165 0.14214295 0.13636126 1.41320993
9.16813958 1.75576535 4 4.68926161 0.14220965 0.15397607 1.49758019
5.8279625 -1.916066 4 3.22169147 0.14222452 0.12784935 -1.2864886

2.36602996 -1.8571893 4 3.48173952 0.14222826 0.13684508 -1.2975379
13.5559913 -2.4605036 4 1.02093761 0.14222877 0.06965371 -3.4455903
22.9922263 1.8592124 4 15.8739402 0.14223674 0.13652489 1.25774206
11.4996519 1.80337476 4 17.197613 0.14227909 0.14566533 1.26702411
14.7977664 -1.8225813 4 12.4794463 0.14233739 0.14244934 -1.1018554

79.46622 1.93510185 4 56.7441524 0.14235171 0.12507949 1.14430385
2.67202646 1.84126335 4 1.59593217 0.14237122 0.13939406 1.27688054
4.85900484 -1.933764 4 2.88869782 0.14239789 0.125272 -1.2766552
1.01834469 -1.6837086 4 2.57888193 0.14247145 0.16752444 -1.4700042
61.8318543 -1.7100949 4 24.6700044 0.14248703 0.1624227 -2.0557288
22.5171182 -1.7350536 4 30.3744439 0.14248714 0.15774755 -1.1255995
1.00129094 -1.7968178 4 1.87450422 0.14259018 0.14678094 -1.2621385
2.25721423 1.80378098 4 1.76024319 0.14263638 0.14559651 1.19568149
1315.18536 -4.5407355 4 7.57842609 0.14266051 0.01049124 -13.721107
1.29372169 1.70674243 4 1.79747986 0.14267906 0.16306172 1.45128876
3.33792395 -1.8171828 4 2.30213686 0.14274271 0.14334552 -1.2235041
202.582983 1.79291324 4 155.214917 0.14286012 0.14744961 1.20418678
1.09548588 1.80741413 4 2.12229639 0.14287543 0.14498257 1.52297416
2.74856138 1.64644746 4 6.26538908 0.14290576 0.17501703 1.38578836
1.00726087 -1.5826792 4 5.75513761 0.14291096 0.18866077 -1.7750484
10.0853413 1.96959426 4 3.56774107 0.1429298 0.12022538 1.92375519
1.96988265 1.8410122 4 1.3451221 0.14293634 0.13943467 1.15519197
6.02190935 1.7856524 4 3.38571715 0.14295595 0.14870171 1.56635728
2.62544264 1.76795496 4 1.70213112 0.14299818 0.15180125 1.25570086
18.3457179 -1.8702546 4 11.8479865 0.14300503 0.13479141 -1.294146
4.85388409 1.80319685 4 3.43974734 0.14300536 0.14569548 1.31023929
1.87133929 1.76867358 4 2.79745657 0.14303075 0.15167406 1.1554661
122.671748 1.79450395 4 92.4047072 0.14305008 0.14717681 1.21114125



1.6540866 1.75226007 4 1.42683086 0.14306973 0.15460758 1.43581572
1.68380595 1.67600691 4 4.25419598 0.14307995 0.1690451 1.38648799
1.07680502 1.76071551 4 2.23431941 0.14310672 0.15308892 1.46266555
48.3251222 1.91554433 4 27.3918028 0.14317331 0.12792618 1.34403857
2.55352922 -1.8402649 4 1.62869833 0.14319891 0.13955555 -1.231587
2.4345617 1.81758737 4 3.65094291 0.14328352 0.14327815 1.2310568

72.3831377 1.70241011 4 104.476433 0.14338129 0.16389144 1.14907954
6.02119758 1.874535 4 4.15543484 0.14340001 0.13412584 1.16967519
5.90490567 -1.7105018 4 11.9252648 0.14343166 0.16234532 -1.4098946
207.896102 2.49191969 4 32.5236142 0.14344113 0.06734594 2.43967128
8.73568605 1.84413575 4 4.38550867 0.14346208 0.13893058 1.59373573
5.35293051 1.93566852 4 3.25053281 0.14347078 0.12499804 1.25817479
8.23763928 -1.1399699 4 510.37882 0.14349665 0.31792495 -1.9755489
1.60233333 -1.8433342 4 1.97578508 0.14353862 0.13905976 -1.1233138
4.12112849 1.84713357 4 2.9308825 0.14358837 0.13844863 1.15755566
5.24295128 -1.8931834 4 3.41192805 0.14362949 0.13126727 -1.1864683
1.15304274 1.81509904 4 1.01041742 0.14363232 0.14369305 1.13161868
8.11983321 2.05414878 4 1.97770136 0.14363689 0.1091749 1.87211932
8.36250083 1.78388568 4 12.5186859 0.14365498 0.14900808 1.24214027
1.14155838 1.77951371 4 1.83499668 0.14368682 0.14976914 1.19036033
1.14755571 1.76883652 4 1.92306842 0.14372391 0.15164524 1.38492503
1.64464966 -1.7590561 4 2.27151606 0.1437244 0.1533857 -1.1808475
3.81225978 1.88112016 4 2.73435368 0.14378969 0.13310881 1.18812365
2.27868156 1.90418336 4 1.42757129 0.14385492 0.12961203 1.23834116
1.24843005 1.87188482 4 1.38159358 0.14390334 0.1345375 1.29796002
3.35579231 1.76499217 4 1.89519077 0.14393243 0.15232684 1.48452498
1.74218993 -1.6547774 4 1.76408488 0.14394162 0.17331213 -1.691932
1.77111946 1.96290661 4 1.57345248 0.14395755 0.12115025 1.70297902
4.02286969 -1.7452012 4 6.11156907 0.14396945 0.15588765 -1.1744424
7.05833703 1.8702723 4 3.04460602 0.14398761 0.13478865 3.08675045
1.5576027 1.69981123 4 1.90252769 0.14399978 0.1643913 1.81042298

8.32205981 -1.8730324 4 4.20022631 0.14402419 0.13435907 -1.4082024
7.50643365 -1.7322265 4 10.2215089 0.14402695 0.1582699 -1.1423932
1.03189531 1.88278976 4 2.07872097 0.14403848 0.13285227 1.58361749
5.12529858 1.94683504 4 2.79062098 0.14404297 0.12340475 1.29919767
8.53813419 -2.1631788 4 2.08443335 0.14405741 0.09654465 -2.1477321
1.04626889 -1.7478801 4 2.09246914 0.14410909 0.15540054 -1.2980182
5.72349381 1.82120512 4 4.63154557 0.14412268 0.14267722 1.11371267
2.71650878 1.86531515 4 1.46309573 0.14413249 0.13556389 1.51209485
33.121607 2.07511972 4 10.312244 0.14418161 0.10661021 1.86700354

4.38261428 1.9059043 4 2.81694549 0.1441967 0.12935513 1.19753876
3.70627334 1.81736581 4 3.44061063 0.14423037 0.14331504 1.04737092
10.963219 -1.7915504 4 8.752394 0.14428612 0.14768377 -1.1751624
10.963219 -1.7915504 4 8.752394 0.14428612 0.14768377 -1.1751624

46.3831492 -1.5515671 4 129.378486 0.1442962 0.19571217 -1.4247186
1.22095855 1.76659589 4 1.72196976 0.1443019 0.1520421 1.20409693
1.44463191 1.81974743 4 1.17516226 0.14431584 0.14291903 1.21201286
1.24242015 -1.8304022 4 1.46885898 0.14432274 0.14116165 -1.0986051



23.985204 1.87617889 4 17.8865389 0.14441865 0.13387117 1.13995413
2.34393164 -1.8359497 4 1.62699507 0.14441932 0.14025583 -1.2740952
4.75108332 -1.8169057 4 5.79623793 0.14442492 0.14339168 -1.1129357
1.3887164 1.74213855 4 2.33401506 0.14442532 0.15644653 1.32783771

3.46269915 -1.7927221 4 2.63914885 0.14449365 0.14748242 -1.247273
26.9708353 -1.8021116 4 46.1296345 0.14450583 0.14587954 -1.3707911
2.7680021 -1.8744525 4 1.96989804 0.14456934 0.13413864 -1.1782891

4.82262235 1.7911528 4 2.98385838 0.14457826 0.14775215 1.29802101
11.400731 -1.6396457 4 21.3845041 0.14458298 0.17642214 -1.2833435

1.22660633 1.82726107 4 3.59156901 0.14458553 0.14167732 1.865909
1.34494878 1.83342819 4 1.75020141 0.1445879 0.14066678 1.19286462
1.26320873 -1.7827891 4 1.19363636 0.14459958 0.14919858 -1.2548805
7.13706183 1.94646645 4 3.65121845 0.14461322 0.12345698 1.32812611
2.40119075 -1.7742056 4 3.3684742 0.14462804 0.15069872 -1.1486185
1.33989071 -1.8017287 4 1.86668929 0.14470467 0.14594454 -1.1610725
1.33124578 1.59501982 4 2.52150117 0.14472783 0.18593686 1.68197265
1.79620427 1.79876797 4 1.37005536 0.14473009 0.14644819 1.23377043
1.65476081 1.79209872 4 2.68381065 0.1447794 0.14758951 1.35508418
6.06487784 2.03477289 4 1.71208593 0.14479225 0.111605 1.66756758
378.674678 2.07948077 4 119.682807 0.14483935 0.10608525 1.85360112
4.67526837 1.86463016 4 3.04745188 0.14488281 0.13567139 1.19413073
10.8182806 1.75340249 4 4.98925544 0.14489043 0.15440146 1.63679863
1.01966718 -1.7951201 4 1.28351003 0.14489984 0.14707128 -1.1948957
1.01966718 -1.7951201 4 1.28351003 0.14489984 0.14707128 -1.1948957
1.01966718 -1.7951201 4 1.28351003 0.14489984 0.14707128 -1.1948957
1.01966718 -1.7951201 4 1.28351003 0.14489984 0.14707128 -1.1948957
1.01966718 -1.7951201 4 1.28351003 0.14489984 0.14707128 -1.1948957
1.01966718 -1.7951201 4 1.28351003 0.14489984 0.14707128 -1.1948957
1.01966718 -1.7951201 4 1.28351003 0.14489984 0.14707128 -1.1948957
3.16189381 -1.8507365 4 1.80553965 0.14498101 0.13787178 -1.4645884
2.66813435 1.6867745 4 4.69779403 0.14500755 0.1669231 1.28518404
2055.02001 -1.7763659 4 2464.2437 0.14507199 0.15031966 -1.0929103
2.38707227 1.84846251 4 1.63274724 0.14508437 0.13823555 1.15734054
7.21842205 1.88351769 4 5.15316242 0.14513033 0.1327406 1.14971302
2.46531852 -1.7236851 4 5.56679397 0.14513674 0.15985917 -1.398827
1.0783844 -1.7171656 4 2.01182403 0.14515653 0.16108357 -1.3055485

3.03607571 1.76712875 4 1.72639779 0.14518253 0.15194762 1.44953219
2.43820451 1.83264161 4 3.17183519 0.14519696 0.14079524 1.15975195
2.16880356 -1.7227223 4 3.20108541 0.1452015 0.16003937 -1.1801848
113.228844 2.63927199 4 13.2246281 0.14520792 0.05762423 2.57359593
22.4476116 1.95263837 4 13.8645096 0.1452171 0.12258544 1.20873827
5.77362167 1.86764426 4 4.59130295 0.14523924 0.13519905 1.11348308
1.24333162 1.7610174 4 1.99251149 0.14526844 0.15303499 1.32626747
68979.392 -2.5877825 4 232.276818 0.14526969 0.06082594 -34.972192

14.1659798 1.86311754 4 7.13726013 0.14527043 0.1359091 1.55900252
4.85217506 1.75530378 4 7.6930813 0.1452787 0.15405907 1.21943468
2.25882577 -1.7022786 4 4.74847495 0.14528043 0.16391669 -1.3080999
2.55217938 -1.7091236 4 5.60837111 0.14528895 0.16260756 -1.4303673



5.70271061 1.92624995 4 2.88117229 0.14535742 0.12635931 1.40964726
1.95910744 1.83161705 4 1.61992137 0.14541567 0.14096275 1.11361215
21.5420361 -1.9167822 4 2.92243427 0.14546881 0.12774393 -9.4234175
5.42621195 1.6785225 4 10.9615632 0.14550657 0.16854682 1.31492665
141.19964 2.79522682 4 14.170604 0.14561233 0.04904971 3.03907472

6.99836126 -1.7873264 4 4.32860849 0.145658 0.14841203 -1.4346986
10.1756637 2.0317446 4 3.76715653 0.14568259 0.11199015 1.51474565
10.5536927 1.91804498 4 5.94391479 0.14570061 0.12755831 1.2845184
3.45601359 1.83040649 4 2.96956183 0.14574125 0.14116094 1.07484719
4.39165877 -1.8140297 4 2.73278988 0.14576486 0.14387175 -1.3630788
4.39165877 -1.8140297 4 2.73278988 0.14576486 0.14387175 -1.3630788
4.34119294 -1.5682216 4 13.6834935 0.14577617 0.19190441 -1.4640669
5.66018527 -1.2204301 4 144.222137 0.14588075 0.28932736 -1.9651372
460389.214 -4.8290105 4 250.502207 0.14588083 0.00846736 -60.644111
2.19873896 1.83333673 4 1.52841025 0.1459172 0.14068171 1.26499122
1.6430077 1.73264895 4 3.03115179 0.14591917 0.15819173 1.25131263

17.0682762 1.99600438 4 8.90537251 0.14593797 0.1166476 1.31276657
3.08776983 -1.6908468 4 6.71679194 0.14596192 0.16612786 -1.4048816
4.50367364 1.86337762 4 3.1878888 0.145984 0.1358682 1.14177283
9.63009601 2.0449044 4 4.4377275 0.14600497 0.11032698 1.43462894
6.81871784 1.78552892 4 4.69885916 0.14601865 0.1487231 1.31845643
7.45076565 2.06026187 4 2.5656304 0.14602364 0.10842034 1.5700875
3.30995944 -1.7473063 4 1.0649664 0.14605069 0.15550475 -1.822661
396.671956 -1.7464776 4 547.604202 0.14612609 0.15565535 -1.1646598
5.6285464 -1.7090323 4 11.2325743 0.14613575 0.16262495 -1.3553694

1.35086885 -1.8080812 4 1.10178644 0.14615455 0.14487015 -1.1230936
2.42537716 1.80494967 4 4.27983746 0.14616226 0.14539872 1.33870701
4.90115315 -1.7784941 4 3.83596637 0.1461713 0.14994722 -1.2002256
81.6367619 2.26244812 4 23.5254458 0.146196 0.08644611 1.74939791
7.06188887 1.84459169 4 3.92924123 0.1462028 0.13885717 1.37050682
1.84903592 1.7831118 4 1.30301283 0.14620708 0.14914249 1.25379094
11.226876 1.84059967 4 8.56033474 0.14621827 0.13950139 1.13157221

1.37067351 -1.7410231 4 1.85308898 0.14622934 0.15665061 -1.1543284
1.84164099 -1.8398564 4 1.51446224 0.14626274 0.13962168 -1.0970747
4.5231273 -1.8384938 4 3.69875204 0.14627172 0.13984252 -1.1107321

5.78553196 1.92957287 4 3.68538901 0.14628917 0.12587722 1.23039536
3.38455638 1.7559372 4 2.2635487 0.14630275 0.15394518 1.26594423
5.77980942 1.93809824 4 2.77881926 0.14633778 0.12464946 1.3241618
4.87304257 1.79916855 4 2.94417513 0.14635081 0.14637994 1.43534416
2.04643682 1.82256648 4 1.78187509 0.14635274 0.14245179 1.06607257
1.06440764 -1.7662465 4 1.77386223 0.14635354 0.15210409 -1.2087195
1.06440764 -1.7662465 4 1.77386223 0.14635354 0.15210409 -1.2087195
232.011888 2.37959306 4 51.7663675 0.14635397 0.07602291 1.95410127
5.52198911 1.77441166 4 3.40817031 0.14637681 0.15066252 1.3143478
5.03225391 -1.7076771 4 1.99150471 0.14639815 0.16288329 -1.7992515
12.0496416 -2.0181186 4 5.06424789 0.14655237 0.11374131 -1.5614556
11.9601224 2.12015461 4 1.31013666 0.14657651 0.10132442 2.48000179
4.6422858 1.89025049 4 2.63686918 0.14660696 0.13171245 1.38695217



1.19878375 -1.9009615 4 3.09953172 0.14661936 0.1300945 -2.3312872
1.70936867 -1.5701639 4 5.38380132 0.14667584 0.19146532 -1.5397897
7.06441881 1.76287552 4 4.04912463 0.14670507 0.15270351 1.55260498
1.13646656 -1.8360656 4 1.31169292 0.14673422 0.14023698 -1.2015908
6.49861862 -1.8924304 4 3.94901405 0.14677163 0.1313814 -1.2270558
1.97950002 1.76274896 4 3.13793183 0.14677381 0.15272606 1.23099252
1.00966426 -1.8057963 4 1.46806237 0.14677604 0.14525561 -1.3510656
1.00966426 -1.8057963 4 1.46806237 0.14677604 0.14525561 -1.3510656
1.81363886 1.82307441 4 1.27131609 0.14679473 0.14236777 1.19126639
20.1177381 1.94230065 4 12.8223077 0.14680079 0.12404905 1.208766
5.50874664 1.81276318 4 3.7423761 0.14688139 0.1440837 1.20673252
2.32975488 1.78739858 4 1.8453873 0.14694128 0.14839955 1.11475095
1.84699843 1.3945453 4 40.908105 0.14694176 0.23561509 3.03023321
3.40830116 1.82666976 4 2.57425202 0.14696086 0.14177462 1.19176982
4.15382079 1.8362118 4 2.2507061 0.14697081 0.1402132 1.38179642
3.9133515 -1.7507439 4 5.63466082 0.14697267 0.15488158 -1.2253986

2.34848927 1.74296726 4 3.74618862 0.146979 0.1562951 1.20422927
5761.62481 -4.5955435 4 6.92666796 0.14701736 0.01006465 -30.005184
7.32799345 1.80114556 4 6.62590131 0.1470265 0.14604359 1.0636286
2.11061523 1.80945036 4 1.38418025 0.14703988 0.14463969 1.36577132
3.42668801 1.83073799 4 2.50332928 0.1470702 0.14110664 1.21606506
2.40365039 1.81478508 4 2.95229934 0.14711859 0.1437455 1.118396
1.56011662 1.7950261 4 1.02884276 0.14712346 0.14708738 1.3769617
14.0854169 1.82084409 4 11.9401715 0.1471572 0.14273707 1.09568669
8.46331437 2.00721846 4 3.87372393 0.14718623 0.11516379 1.44018824
8.93811106 1.70198597 4 13.2724826 0.14720477 0.1639729 1.1817832
4.97422563 1.63110581 4 10.0972587 0.14722928 0.17820299 1.3342534
10.4324994 1.7508087 4 6.87814221 0.1472351 0.15486986 1.38391298
1.74835137 1.77191633 4 1.35241513 0.14725295 0.15110152 1.15376055
68.4756702 -2.3157867 4 10.4666986 0.14725765 0.08151268 -2.7234609
4.67920778 -1.9350939 4 1.5626876 0.14726144 0.12508063 -1.5685426
1.4130554 -1.7782985 4 1.68661963 0.14727666 0.1499814 -1.1032157

11.5062943 1.87181412 4 4.85362551 0.1472784 0.1345485 1.53659492
1.18345407 1.77877788 4 1.71183761 0.14731324 0.14989763 1.45969236
6.75262122 1.83680794 4 4.80290022 0.14732288 0.14011626 1.22077658
1.42373407 -1.7477687 4 1.23305455 0.14735111 0.15542076 -1.2820108
3.91322162 1.87449158 4 2.3889275 0.14746807 0.13413257 1.22037569
43.8152451 -1.7503412 4 80.2885275 0.14749541 0.15495444 -1.3704846
1.15530967 1.6868696 4 2.04553242 0.14751494 0.16690448 1.29716052
1.61183884 1.83466536 4 1.0206002 0.14754191 0.14046499 1.28693667
1.89861698 1.81209541 4 1.65332465 0.14754967 0.14419559 1.0744728
12.3397394 1.91206858 4 7.9275131 0.14755785 0.12843941 1.20399142
1.28375987 -1.8143291 4 2.05623439 0.14759826 0.1438217 -1.442966
12.2165748 1.78281598 4 11.203989 0.14761503 0.14919391 1.06828067
1.55774323 -1.5661374 4 4.64734821 0.14762627 0.19237672 -1.5367158
2.67697301 1.80326014 4 1.43830854 0.14763568 0.14568475 1.29897304
4.49769479 1.81155939 4 2.89794597 0.1476624 0.14428547 1.2840497
12.4796119 1.78357512 4 15.8980149 0.14769488 0.149062 1.14078331



10.6784583 1.65662656 4 17.6204116 0.14770113 0.17293601 1.22508643
2.23350478 1.7911226 4 2.40883243 0.14770274 0.14775735 1.05607591
1.7360989 -1.8378044 4 2.79752409 0.14770512 0.1399544 -1.351175

8.58715861 1.74743041 4 11.8402059 0.14784296 0.15548219 1.15087362
3.60633104 -1.8622692 4 2.00363211 0.14785904 0.13604261 -1.2671582
4.1999841 -1.8782179 4 1.94714249 0.14789954 0.13355602 -1.3573597

1.30786657 1.78468806 4 1.53989606 0.14790728 0.14886885 1.06318919
19.6358345 -1.9057545 4 13.1438853 0.14791208 0.12937747 -1.2065437
1.69717251 -1.8191617 4 2.39009206 0.147939 0.14301631 -1.191908
1.19423537 1.78382309 4 1.32346846 0.14794761 0.14901895 1.18683874
12.4863349 1.90621551 4 6.34039377 0.14796338 0.12930873 1.48244805
8.07347873 -1.7733604 4 5.82456564 0.1479724 0.15084731 -1.2115942
21.7175977 -1.6791212 4 32.53083 0.14799281 0.16842845 -1.1583435
3.52528133 1.805533 4 2.25567785 0.14808422 0.1453001 1.25209296
3.34167858 -1.7319761 4 4.53529934 0.14808456 0.15831625 -1.1635581
3.91559457 1.7854109 4 4.43866087 0.1480972 0.14874354 1.08041183
1.75069279 -1.6740035 4 3.64785694 0.14810034 0.16944304 -1.4416883
2.77519975 1.83643817 4 1.61575482 0.1481183 0.14017638 1.30113015
3.24193086 1.60991036 4 6.8088389 0.14812486 0.18270419 1.35214112
210.697304 2.04127051 4 75.4640585 0.14813941 0.11078351 1.70615506
162.914888 2.51260452 4 25.0942798 0.14814438 0.06587407 2.28110953
103.86701 -2.0685237 4 47.8272713 0.14816394 0.10740966 -1.3941619

2.28207125 -1.8747775 4 1.25582131 0.14817271 0.13408824 -1.3193018
1.88524289 1.84612594 4 1.37803914 0.14820717 0.13861042 1.15692647
1.9575829 -1.8112931 4 1.46653003 0.14821759 0.14433014 -1.111027

2.89794258 1.52595365 4 9.80524589 0.14823219 0.20172009 1.55392194
25.8056223 2.32810376 4 2.19617464 0.14823844 0.08041899 5.09221847
1.8213497 1.75895472 4 1.49006858 0.14825286 0.15340386 1.11054555

1.20305699 -1.8112901 4 1.69677249 0.14833161 0.14433064 -1.2385313
1.27164606 -1.7330946 4 1.93126036 0.14834535 0.15810932 -1.1852215
4.6318266 1.98196799 4 1.43449992 0.14834943 0.1185344 2.0087217

2.36145618 -1.8185362 4 1.35695567 0.14835982 0.14312028 -1.3135167
1.56164948 -1.8929295 4 1.20976302 0.14840401 0.13130574 -1.4144366
4.38432306 -1.8263577 4 3.50118053 0.14842178 0.141826 -1.1147122
56.0622127 1.85223118 4 32.7250609 0.14846167 0.13763322 1.373892
1.92496999 1.75310905 4 1.37069674 0.14847159 0.15445438 1.21242716
1.1183533 1.75473991 4 1.63829121 0.14851864 0.15416053 1.2559618

2.05860811 1.83988026 4 1.47458249 0.14852965 0.13961783 1.19501473
1.34857023 1.78965157 4 1.49497763 0.14853859 0.14801067 1.34040552
3.52527142 1.91141259 4 14.3190274 0.14854859 0.12853652 2.06662573
2.23832152 -1.782527 4 1.71657591 0.14855467 0.14924416 -1.1618972
2.97757047 1.74965279 4 3.51209863 0.14857306 0.15507909 1.07833657
1.02397591 1.79186325 4 1.07794123 0.14862872 0.14762998 1.06857784
13.5182488 -1.7201681 4 17.1749656 0.14865644 0.16051847 -1.1003118
5.76201128 -1.8790083 4 3.82093364 0.14868646 0.13343406 -1.1789186
2.3262159 -1.7987066 4 1.55929044 0.14875132 0.14645864 -1.2875566

3.70090548 1.88220386 4 1.71544876 0.14876574 0.13294224 1.33518362
3.07896728 1.75432273 4 2.3813541 0.14876872 0.15423564 1.16185042



3.87411821 -1.6931175 4 6.1044595 0.14878518 0.16568618 -1.1924142
4.41359382 -1.6271937 4 8.51418456 0.14878524 0.17902503 -1.3125514
23.424954 -1.7765654 4 13.870413 0.14879471 0.15028471 -1.4174705
1.5604485 1.67886441 4 4.21541726 0.14885214 0.16847922 1.90893416

1.34899467 1.72670488 4 1.08535346 0.14886629 0.15929537 1.20985421
3.26368069 -1.7441653 4 5.18105941 0.14888474 0.15607645 -1.2147493
1.92840361 1.76551823 4 1.35236648 0.14890873 0.15223338 1.17347753
1.96518104 -1.7320826 4 2.61661559 0.14896987 0.15829653 -1.1509176
2.3328633 -1.7831671 4 2.09140796 0.14897997 0.14913288 -1.0829065

17.1475463 1.88830308 4 11.4103975 0.14898011 0.13200894 1.18040614
4.62865971 1.78098753 4 5.49089494 0.14900182 0.14951212 1.12043681
17.7827825 -1.9188489 4 7.66748168 0.14901094 0.12744029 -1.5553418
1.29681592 1.7872734 4 1.82850792 0.14906745 0.14842119 1.19613109
5.35991412 -1.7972961 4 4.66045636 0.14907227 0.14669925 -1.08859
1.14507464 1.66209213 4 2.70915266 0.14910061 0.17182931 1.46143086
9.00732694 1.86672262 4 5.03301208 0.14910696 0.13534329 1.41577644
16.7074865 -1.7627518 4 21.1117125 0.14911812 0.15272556 -1.1220349
11.3060161 1.80102537 4 13.7062509 0.14917743 0.14606401 1.14899191
1.20863168 -1.7809366 4 1.03195137 0.14923196 0.14952098 -1.1205705
1.93462045 -1.7503865 4 1.31911253 0.1492359 0.15494624 -1.2562472
8.15963059 -1.6528968 4 18.5413596 0.14924713 0.17369551 -1.4076678
8.15963059 -1.6528968 4 18.5413596 0.14924713 0.17369551 -1.4076678
3.76791013 1.83954482 4 2.50719026 0.14924898 0.13967215 1.16966502
2.48222669 1.91826617 4 1.32772146 0.14928036 0.12752583 1.35308833
2.99345998 1.74852616 4 3.49128124 0.14928229 0.1552833 1.06910736
1.09398668 -1.7863322 4 1.21074435 0.14929114 0.14858401 -1.2524738
1.71133101 -1.7912248 4 1.49420746 0.14929409 0.14773977 -1.0790402
1.71133101 -1.7912248 4 1.49420746 0.14929409 0.14773977 -1.0790402
1.12932452 1.65474908 4 2.37103323 0.14929441 0.17331789 1.41381787
3.54807361 -1.5983414 4 7.78140961 0.14939022 0.18521067 -1.3756725
3.59230396 1.7729234 4 3.13917154 0.14953993 0.15092419 1.10732844
1.8839863 1.79567603 4 2.11479028 0.14954278 0.14697614 1.67662416

5.07719097 -1.5199295 4 16.3412474 0.14960835 0.2031603 -1.5058812
14.4815314 1.83673071 4 11.935558 0.14963153 0.14012881 1.08033026
55.5264047 -1.6592434 4 128.443741 0.14963565 0.1724052 -1.4414101
22.5424478 -1.8956951 4 15.069364 0.14969645 0.1308873 -1.2055067
2.9849197 1.80025122 4 2.24690959 0.14970638 0.14619564 1.19145426

25.5778041 1.89184779 4 17.2761525 0.14978209 0.13146979 1.18407574
13.528194 1.94416306 4 7.28069614 0.14978715 0.12378397 1.27506483
1.3760937 1.71996058 4 1.69004318 0.14982301 0.16055745 1.40852162
7.9315132 -1.6464664 4 17.9182694 0.14985373 0.17501314 -1.4000283

3.29358654 1.8232727 4 2.53871109 0.1498591 0.14233499 1.10546648
3.14145197 1.87024207 4 1.23621382 0.14990386 0.13479336 1.5928784
4.70941461 -1.7136944 4 2.36857189 0.14992595 0.16173952 -1.6692217
14.2391192 1.82958119 4 11.7886089 0.14993294 0.14129624 1.08617084
6.03631201 -1.7207318 4 9.20575897 0.1499692 0.1604126 -1.1920435
1.37194608 1.81114112 4 1.90584202 0.14997201 0.14435565 1.17629174
2.64048412 -1.9205122 4 1.18628659 0.15002948 0.12719648 -1.4857207



15.4384252 1.70716622 4 9.03034808 0.15003968 0.16298079 1.50213485
4.35962769 -1.780185 4 2.64008705 0.15005353 0.14965201 -1.342391
1.40201532 1.7971859 4 2.05671832 0.15006829 0.14671807 1.19277916
1.32254207 -1.7325433 4 1.30403471 0.15006943 0.15821128 -1.4195842
5.90378849 -1.8442809 4 4.22125116 0.15007738 0.1389072 -1.1387532
1.40353568 1.78226096 4 1.22142914 0.15014227 0.14929042 1.08900194
4.17155175 1.83600879 4 3.2078144 0.1501557 0.14024622 1.1158757
15.6494649 1.73769601 4 10.2274192 0.15021134 0.15726099 1.31096275
1.48402181 1.72927275 4 1.99036056 0.15023823 0.1588176 1.16262759
1.3584817 1.71840401 4 2.39489323 0.15027691 0.16085023 1.22794025
1.590356 1.85415773 4 1.2403786 0.15030661 0.1373264 1.37204719

89.4652077 2.0247906 4 42.5278123 0.15033311 0.11288013 1.39327777
1.87939234 -1.7627564 4 2.44651051 0.15036902 0.15272474 -1.1371312
3.08348512 1.80613982 4 2.02212972 0.15037498 0.14519759 1.18839935
2.18236033 1.62796752 4 4.9117867 0.15037813 0.17886212 1.35723762
1.14985802 1.75427989 4 1.03646574 0.15039324 0.15424336 1.09971546
1.22425413 1.80188393 4 1.5429643 0.15041979 0.14591818 1.12099684
1.55570574 1.76653038 4 4.07122946 0.15045304 0.15205372 1.79540336
62.1711635 1.67341555 4 88.3948094 0.15046377 0.16956 1.13693643
4.20273232 1.79444407 4 5.05864023 0.15047995 0.14718707 1.13866822
2.42647751 1.78021404 4 3.72208918 0.1504881 0.14964695 1.22661459
1.53784343 1.7252778 4 1.95701077 0.15052929 0.15956155 1.11924392
6.15166957 -1.9339004 4 2.34798614 0.15055634 0.12525237 -1.6036469
2.01520733 1.75868363 4 4.52038722 0.15056881 0.15345241 1.57158109
3.4706091 -1.8200994 4 5.3986103 0.15061742 0.14286061 -1.320305

55.3605329 2.12969282 4 15.2475115 0.15065249 0.10024254 1.79562125
797.439111 -1.963584 4 442.431316 0.15067595 0.12105622 -1.2971152
2.21270375 1.65933883 4 4.08675 0.1507039 0.17238588 1.26401111
2.61164591 -1.7417945 4 3.65583044 0.15071499 0.15650944 -1.1963874
2.71586008 1.86977786 4 1.76407895 0.15072633 0.13486576 1.2265698
1.84360204 -1.7921692 4 2.20376684 0.15076177 0.14757739 -1.099353
1.66910563 1.8304809 4 1.07444778 0.15077464 0.14114875 1.2946498
1.56415181 -1.70642 4 2.34912701 0.15077975 0.16312331 -1.2203986
1.54448603 -1.6877738 4 1.68896338 0.15078098 0.16672758 -1.7267919
8.10581719 1.54201389 4 21.806544 0.15079161 0.19793127 1.38246313
2.59640732 1.79318904 4 1.39027914 0.15084446 0.14740227 1.29523371
18.5498207 -2.2348667 4 2.43253276 0.15085794 0.08912807 -2.3319347
4.25297451 1.7679366 4 5.42988474 0.15085955 0.1518045 1.12443671
3.6297583 -1.7842098 4 4.40274637 0.1508728 0.14895182 -1.1544083

2.69643499 -1.7924743 4 6.46795908 0.15089443 0.14752498 -1.5506669
9.32572865 -1.7558857 4 7.72017359 0.15089847 0.15395445 -1.1288516
5.52142084 1.67366194 4 8.51591177 0.15091455 0.16951097 1.17652735
2.01648008 1.86089359 4 1.26093789 0.15097669 0.13625942 1.2678967
1.17358957 1.6950936 4 1.48970115 0.15100073 0.1653028 1.30380507
3.10404046 1.78532288 4 2.32407796 0.15101311 0.1487588 1.22138865
1.35475662 -1.7571691 4 1.29129495 0.15105833 0.15372394 -1.2364934
111.40183 1.90376571 4 75.1525461 0.15108215 0.12967447 1.17579114
1.9479827 1.72783526 4 2.84523382 0.15109735 0.15908487 1.22000886



12.2624277 1.74021585 4 16.7398758 0.15110738 0.15679848 1.15974551
6.27891827 1.86311532 4 1.32593123 0.15113888 0.13590945 1.94154084
1.87995386 1.66932645 4 3.56011888 0.15114672 0.17037585 1.37205846
16.4729697 -2.2891237 4 2.30537218 0.15115132 0.08393807 -2.3143775
3.60011693 1.84333324 4 2.59205446 0.15116554 0.13905991 1.17223351
1.45748037 -1.7160033 4 2.18521125 0.15118408 0.16130289 -1.1957403
1.05328529 1.76717586 4 1.80435499 0.151245 0.15193927 1.31029495
1.95354881 -1.5313765 4 6.72354087 0.15125482 0.20043254 -1.5604331
1.60959243 -1.7568202 4 1.09162096 0.15134111 0.15378657 -1.3310191
7.31637461 2.04929708 4 1.21268392 0.15136016 0.10977789 2.33389371
1.22958306 -1.6668662 4 2.6176764 0.15139779 0.17086869 -1.434713
23.2582938 -1.764373 4 18.4641768 0.15140084 0.15243692 -1.14553
1.31711799 1.6692959 4 2.21956456 0.15142865 0.17038196 1.26167691
15.0556186 -1.8998331 4 7.81127692 0.15142934 0.13026393 -1.3597945
4.60702382 1.90226556 4 2.78095964 0.1514318 0.12989898 1.26237153
2.71273186 -1.7409333 4 1.74272411 0.15143998 0.15666705 -1.3482942
2.03176402 1.61038685 4 3.98554022 0.15145439 0.18260171 2.02798277
1.39807266 1.77518244 4 1.13509888 0.15151946 0.15052719 1.13729053
6.96702527 1.82899428 4 5.52526982 0.151593 0.14139253 1.11495086
1.82037682 1.74283642 4 2.90927578 0.15163439 0.156319 1.2867574
1.8507563 1.76953349 4 1.62303246 0.15165962 0.15152201 1.0935323

1.82781791 1.80506471 4 1.16640829 0.15166602 0.14537926 1.29490889
1.19799271 -1.7638904 4 1.31268753 0.15175474 0.15252278 -1.0665525
57.2015691 1.87344751 4 41.0113916 0.1517664 0.1342946 1.14159816
4.92857187 1.88549866 4 3.0091087 0.15182116 0.13243719 1.2393133
4.21136904 1.74458326 4 3.16973367 0.15183244 0.15600025 1.16664541

11.06016 1.7529477 4 14.5115906 0.1518513 0.15448348 1.1556695
11.06016 1.7529477 4 14.5115906 0.1518513 0.15448348 1.1556695

4.65180712 -1.7113996 4 8.32573449 0.1518765 0.16217471 -1.2813194
3.64035466 1.84101858 4 2.17438205 0.15192895 0.13943364 1.21375152
1.97048299 -1.8356434 4 1.3046436 0.15195438 0.14030569 -1.2501801
2.15675002 1.76130292 4 2.85301387 0.15204353 0.15298401 1.1301359
1.4402884 1.78345121 4 1.08989292 0.1520678 0.14908353 1.12318389

1.94338155 1.77949197 4 2.79395422 0.15207206 0.14977293 1.18634052
26.0848571 1.72259861 4 18.4326487 0.1520732 0.16006253 1.30407397
1.06289303 1.72600124 4 1.48993939 0.15208953 0.15942655 1.15383937
93.2162304 1.84296677 4 67.3502023 0.15214174 0.139119 1.15699297
1.33242524 1.7484733 4 1.05644408 0.15221797 0.15529289 1.17295911
3.74883831 1.74648033 4 4.23136948 0.15226363 0.15565486 1.06456468
7.80178906 1.76635051 4 5.22103917 0.15228005 0.15208563 1.25564701
1.33920299 -1.7256105 4 2.15461836 0.15228881 0.15949945 -1.1838503
19.925099 -2.030742 4 7.17243378 0.15232473 0.11211799 -1.5747851
3.7044116 -1.9500137 4 1.5130617 0.15233721 0.12295524 -1.5993569
3.7643692 -1.7198168 4 2.34302797 0.15244005 0.16058446 -1.4163987

1.54729426 1.77774305 4 1.00681943 0.1524457 0.15007854 1.17622143
2.72690244 -1.8361821 4 1.85769705 0.1524937 0.14021803 -1.2181535
246.72667 1.75000444 4 211.927097 0.15254199 0.15501541 1.11176471

7.20494802 -1.7302554 4 5.45847986 0.15266312 0.15863517 -1.215957



1.25713404 1.74397082 4 5.62936246 0.15267571 0.15611192 2.14540677
5.03688652 -1.8115467 4 3.70453191 0.15268057 0.14428759 -1.1342961
1.1918508 1.77349974 4 1.10234384 0.15270108 0.1508228 1.18930679
1.8281148 1.68545843 4 4.08441042 0.15270782 0.16718095 1.40692314

1.60478118 1.7859672 4 2.23066355 0.15271218 0.14864718 1.28704144
21.3064181 1.90316207 4 12.042533 0.15276029 0.12976476 1.27222342
1.19711264 1.92250372 4 2.32607854 0.15279244 0.12690523 1.70287183
7.2756432 -1.7900787 4 9.3954355 0.15279892 0.14793707 -1.2024763

2.20832867 -1.8309997 4 1.39558219 0.15279944 0.14106378 -1.2848284
23.7411324 1.78432292 4 35.4297165 0.15280751 0.14893219 1.26463287
5.7377289 1.81263509 4 3.83472916 0.15281473 0.14410516 1.19441776

1.21095118 -1.716236 4 2.21960984 0.15289431 0.16125896 -1.2369307
2.63266852 -1.7681794 4 4.71728184 0.15292621 0.15176151 -1.3296874
2.85240787 1.85497328 4 1.71594833 0.15294366 0.13719674 1.27178261
1.05696012 -1.8353246 4 1.54977202 0.15296575 0.14035759 -1.2879104
51.3358581 1.72102377 4 37.3842463 0.15299278 0.16035779 1.26659587
4.2384143 -1.7772578 4 5.68971742 0.15301467 0.15016345 -1.1692341

2.84228868 -1.6508911 4 5.46844284 0.15304149 0.17410537 -1.2921732
6.97396881 -1.9249187 4 3.84586994 0.15305358 0.12655301 -1.3290342
25.407786 -1.8002176 4 18.837016 0.15305595 0.14620136 -1.1677939

26.0737176 1.9788068 4 13.3227858 0.1531007 0.11896392 1.34553173
17.9356694 2.03080091 4 3.43269258 0.15312544 0.11211047 2.17561786
63.1984294 1.70188135 4 41.210667 0.15314308 0.16399301 1.37193659
4.85036313 -1.8984322 4 2.65019931 0.15315479 0.13047461 -1.3600954
49.3832723 -1.6737135 4 75.4030651 0.15317885 0.16950071 -1.2053678

3.599067 1.76764639 4 2.7247406 0.15318838 0.1518559 1.14402388
6.24801138 -1.7034085 4 2.6571737 0.15321504 0.16369984 -1.7247981
1.77941291 1.76335631 4 1.32081669 0.15322415 0.15261786 1.1410035
4.28605132 1.71561325 4 5.91676152 0.15324701 0.16137657 1.14128072
14.3398261 -1.3551703 4 16.4379644 0.15326017 0.24683863 -4.6984775
2.56076775 -1.777369 4 2.18545528 0.15327188 0.150144 -1.0614475
1.68804501 1.74768935 4 1.37849962 0.15329061 0.15543517 1.86439019
3.5618635 1.65062138 4 1.5382119 0.15331566 0.17416056 1.57443492

6.45264738 1.84103815 4 4.32193115 0.15338716 0.13943047 1.1891737
5.90935034 1.7853941 4 8.11818791 0.15339642 0.14874646 1.2120546
1.02525981 -1.7998841 4 1.87092949 0.15348143 0.14625811 -1.387213
21.7088826 1.952675 4 12.057931 0.15351597 0.12258028 1.29493855
8.41096906 1.93469779 4 4.38011943 0.15354248 0.1251376 1.33778961
8.07526317 1.84091777 4 3.9555522 0.15355434 0.13944994 1.38731004
1.54140775 1.75839308 4 1.36239531 0.15356345 0.15350446 1.09495586
52.0461051 1.85087751 4 35.7279231 0.15357539 0.13784925 1.18129662
10.4789659 1.67954392 4 4.32512055 0.15360314 0.16834495 1.68045171
3.00945165 -1.7660693 4 4.25595411 0.15360577 0.15213554 -1.1877098
3.11591707 1.83095899 4 2.08953648 0.15368074 0.14107045 1.21645865
1.8021853 -1.7471516 4 2.28482655 0.15368523 0.15553284 -1.1053907

6.01867939 1.74736012 4 5.26612366 0.15371686 0.15549496 1.09146191
71.3871148 1.78662865 4 40.9756287 0.15373629 0.1485327 1.39851756
1.75613044 -1.7635474 4 1.39249381 0.15376139 0.15258384 -1.1875452



1.24855676 -1.7389814 4 1.16548096 0.15385108 0.15702487 -1.1616872
1.51787003 1.89705605 4 4.3923362 0.15385421 0.13068193 2.80874563
12.1336637 1.74702868 4 9.46170882 0.1538634 0.15555518 1.17210035
853.011766 1.94728385 4 485.190483 0.15391416 0.12334117 1.26745204
2.24732622 -1.7465102 4 2.03858708 0.15391554 0.15564943 -1.0618731

1.280318 1.70632751 4 1.61759207 0.15392528 0.16314099 1.33776916
17.9588665 1.71875346 4 26.1049656 0.15392887 0.16078445 1.1979303
7.06851156 1.73663179 4 5.62163167 0.15398356 0.15745677 1.14666686
3.92281926 1.71232141 4 1.71223384 0.15403032 0.16199975 1.535309
1.70338393 -1.8146286 4 1.11243707 0.15407013 0.14377164 -1.2468679
1.51843096 -1.7479053 4 1.21888805 0.15418242 0.15539596 -1.172717
4.00651831 -1.73287 4 2.44228623 0.15419007 0.15815085 -1.3303894
14.342251 -1.9121484 4 7.04105744 0.15426393 0.1284276 -1.3733112

1.18699783 1.75451371 4 1.36954954 0.15430263 0.15420125 1.0734482
1.92194509 1.75143448 4 1.46134376 0.15433653 0.15475672 1.19243546
1.53852357 1.80038605 4 1.2111709 0.15434275 0.14617271 1.3367156
15.9409092 -2.0586137 4 5.59896482 0.15434557 0.10862321 -1.6499186
1.88116001 1.77565064 4 1.21593273 0.15441253 0.15044505 1.17258448
3.94534051 1.84778167 4 2.18158098 0.15445034 0.13834467 1.40821145
1.11597333 -1.728678 4 1.19571494 0.15445683 0.15892812 -1.137433
6.16555466 1.61001166 4 11.7400411 0.15447806 0.1826824 1.24741008
14.3530874 -1.9100234 4 7.0508109 0.15452725 0.12874245 -1.3730032
1.66189115 1.74819308 4 2.44171214 0.15454221 0.15534373 1.3105387
2.80101009 1.69322415 4 1.71272015 0.15456197 0.16566546 1.35148575
11.9657116 -1.762208 4 13.9210295 0.15462626 0.1528225 -1.0923481
11.9657116 -1.762208 4 13.9210295 0.15462626 0.1528225 -1.0923481
2.5822802 -1.7625935 4 3.57725628 0.15469163 0.15275378 -1.1786017

9.33915411 1.84469606 4 6.61645005 0.15473718 0.13884037 1.16972517
5.96256465 -1.7633382 4 6.85924469 0.15474133 0.15262108 -1.106572
4.16366474 1.7901818 4 3.2099036 0.15474572 0.14791931 1.12473722
1.73177196 1.7677293 4 2.22004934 0.15475758 0.15184121 1.20473869
2.43680347 -1.7749378 4 4.2388089 0.15475907 0.15057014 -1.3780811
2.3489043 1.7829922 4 3.0234741 0.15476165 0.14916328 1.15469812

1.48296225 -1.7880807 4 1.01911482 0.15477305 0.14828171 -1.1959297
1.19941624 1.74666489 4 2.84000213 0.15481808 0.15562131 1.49810344
8.43190058 -1.8483274 4 5.1105786 0.15489148 0.1382572 -1.274016
3.90936852 1.80470905 4 2.40492534 0.15491757 0.14543942 1.21254257
8.89815939 1.73951409 4 10.686827 0.1549961 0.15692714 1.09301816
3.87231567 -1.7305559 4 4.54114629 0.15502913 0.15857942 -1.0900945
5.50436258 1.74921753 4 2.42988907 0.15504703 0.15515795 1.80299928
2.13967197 1.72117219 4 1.58435635 0.15504927 0.16032994 1.17590187
1.49226532 -1.768513 4 2.22208249 0.15506352 0.15170248 -1.2066137
6.79295173 1.83340755 4 4.97181547 0.15522597 0.14067015 1.1446713
2.7875561 1.75953292 4 1.53981737 0.15531054 0.15330037 1.44593453

2.21249642 1.72921815 4 1.6263612 0.15534537 0.15882774 1.15585847
34.2173163 1.90157467 4 208.123287 0.15537424 0.13000253 2.36477625
40.4884175 1.98585732 4 20.1556804 0.1553799 0.11800827 1.35771548
4.79535656 -1.7613192 4 3.79111117 0.15538181 0.15298111 -1.156632



3.5420827 -1.7931288 4 5.15796715 0.1554565 0.14741262 -1.237256
2.22632071 1.7382003 4 1.73063269 0.15554646 0.15716832 1.13153515
1.03706413 1.73554443 4 1.35313471 0.15559949 0.15765706 1.11481504
16.512218 1.78407489 4 10.4599731 0.15562035 0.14897524 1.32638123

16.1758832 1.83717902 4 12.0338367 0.15563529 0.14005596 1.13532096
64.124409 -2.7075804 4 4.00529559 0.15571909 0.05367146 -3.4361286

6.50307743 1.81647674 4 4.17042306 0.15572122 0.14346318 1.20912082
1.53771314 1.75932506 4 1.10224256 0.15572997 0.15333756 1.255826
63.7248935 1.32914707 4 474.331259 0.15575791 0.25454332 1.74797977
4.69624074 1.82941018 4 2.78072803 0.15576465 0.14132429 1.22750967
10.5680004 -1.975222 4 4.4200199 0.15577484 0.11945306 -1.5279361
1.91138486 1.73247349 4 1.56303498 0.1557943 0.1582242 1.12304905
10.5078491 1.93945076 4 1.65091064 0.15581485 0.12445588 2.29593237
10.5180941 1.89014996 4 3.25049678 0.15585772 0.13172774 1.69611255
1.59424457 1.74628012 4 1.29712942 0.15586736 0.15569128 1.15642905
4.30748066 -1.8373844 4 2.73385187 0.15592062 0.1400226 -1.2648355
40.4216712 1.85992181 4 27.8919249 0.15593872 0.1364128 1.16988816
10.9426484 1.72548177 4 9.0234753 0.15594311 0.15952347 1.12641669
54.9075451 1.74482973 4 63.1444867 0.15595516 0.15595533 1.08938985
2.18229245 1.79278444 4 1.71956475 0.15607409 0.14747172 1.12253083
1.18013076 -1.7234208 4 1.8442655 0.15610467 0.15990861 -1.7062272
8.75079837 1.73270526 4 7.29582344 0.15613065 0.15818132 1.12154628
3.63741245 -1.6632352 4 1.92708799 0.15618835 0.17159879 -1.4687058
3.69215766 1.75955597 4 4.36425271 0.15622489 0.15329624 1.12151409
6.47884555 1.84695998 4 4.19537649 0.15623765 0.13847649 1.24113705
9.6125196 -1.6547475 4 16.4250265 0.15624404 0.1733182 -1.2378913

1.00153701 1.71612958 4 1.60001919 0.15625247 0.16127905 1.20167213
11.4464578 1.58224105 4 24.9855033 0.15630792 0.18875824 1.35086311
1.13191575 -1.6466227 4 2.73893838 0.15632034 0.17498099 -1.3823113
206.923336 -2.787458 4 7.77027559 0.15638673 0.04944022 -4.873046
1.35216917 -1.6757368 4 1.93853489 0.15642744 0.1690987 -1.190173
5.79504718 1.73190232 4 7.38593471 0.15645568 0.15832992 1.16243124
33.9400482 -1.7660389 4 53.790298 0.15648916 0.15214092 -1.3322683
2.6827887 1.69404079 4 1.43508264 0.15660871 0.16550693 1.6011293

5.91101269 1.71320193 4 4.7369125 0.15662865 0.16183281 1.19522005
150.458756 1.72365892 4 98.5754149 0.1566438 0.15986407 1.32736088
3.32263035 -1.8630035 4 1.75279437 0.15665262 0.13592704 -1.3224575
1.2668491 1.73724838 4 1.1244453 0.15666358 0.15734331 1.09787874

1.86520971 1.69858983 4 1.08422847 0.15666954 0.16462678 1.34266564
1.62850939 -1.7391778 4 1.32917542 0.15667594 0.15698883 -1.1243968
23.7039943 1.66310003 4 14.1290955 0.15669562 0.17162603 1.45843818
9.55033597 2.01556815 4 3.70735027 0.15673008 0.11407241 1.56015628
19.7892486 2.0648821 4 6.00160739 0.15680807 0.10785385 1.82849503
1.53704812 -1.7768845 4 1.05709852 0.1568258 0.15022881 -1.280253
1.13829007 1.68836111 4 2.52439479 0.15683358 0.16661279 1.32614658
6.47890026 1.74739203 4 5.1255765 0.15684341 0.15548917 1.14716594
2.46934385 -1.720136 4 3.31840671 0.15684552 0.16052449 -1.1286467
19.2393166 -1.7584819 4 29.1330336 0.15691951 0.15348855 -1.2997914



499.077507 -3.6577262 4 6.26195105 0.15696695 0.0216236 -7.8148759
2.53411158 -1.7460684 4 2.18599472 0.15700252 0.15572978 -1.1072755
3.69838583 1.77212863 4 3.065377 0.15700352 0.15106412 1.08388233
2.63574914 1.79220966 4 1.6894301 0.15702154 0.14757045 1.19013329
3.56086361 1.77269379 4 2.09757461 0.15710025 0.1509646 1.25801894
2.90316046 1.75028886 4 3.27115108 0.15713697 0.15496392 1.0767076
6.2067668 1.87314559 4 2.91676423 0.15722892 0.13434149 1.48757771

32.1337146 2.13154224 4 9.98896855 0.15725325 0.10003425 1.73470494
66.2875003 1.75697727 4 54.3309621 0.15725624 0.15375837 1.1134574
1.09022345 1.78398723 4 1.79620436 0.15727625 0.14899045 1.27919614
1.20318009 1.79459305 4 1.86290743 0.15729244 0.14716154 1.54820868
26.8701605 1.87961734 4 15.4176527 0.1573393 0.13334017 1.2643999
3.98118337 1.72199538 4 2.71806382 0.15734907 0.16017556 1.23953914
4.1282928 1.74150065 4 3.34992749 0.15735035 0.15656321 1.12934056

1.91020206 1.72756399 4 3.83313253 0.15736084 0.15913536 1.36024931
1.85547068 -1.8046811 4 3.04776589 0.15743653 0.14544414 -1.3106877
23.8832224 1.76185342 4 18.9981791 0.15744405 0.15288575 1.12885722
2.69130711 -1.6393399 4 5.26304419 0.15749638 0.1764856 -1.2712029
5.3245908 -1.7992742 4 3.77154004 0.15753068 0.14636194 -1.1411789
5.3245908 -1.7992742 4 3.77154004 0.15753068 0.14636194 -1.1411789

1.35049501 -1.7863425 4 2.01248798 0.15754154 0.14858221 -1.2475609
3.17984836 1.71803399 4 2.41766928 0.15758859 0.16091991 1.15021944
2.9381255 -1.6999331 4 2.1226425 0.15762395 0.16436783 -1.2542813

1.38411921 1.80900151 4 1.28023904 0.15764306 0.1447152 1.33546421
7.25294372 2.08667302 4 1.9650111 0.15765664 0.10522572 1.87263421
3.36514678 1.78066512 4 1.8593068 0.15766051 0.1495683 1.32994766
2.69383722 -1.7096829 4 1.02201573 0.1577006 0.16250108 -1.5530903
4.19918463 1.71433071 4 4.59057364 0.15770874 0.16161907 1.04041684
11.3633649 1.67522169 4 20.1391227 0.1577214 0.16920095 1.28918463
6.05131867 -1.7251204 4 8.41187024 0.15775664 0.15959093 -1.1746139
22.6992069 1.81715552 4 16.3933216 0.15777184 0.14335007 1.15348604
2.11313203 -1.7916696 4 1.33504598 0.15777939 0.14766327 -1.2063004
1.00006857 -1.6821036 4 1.81272925 0.1578547 0.16784015 -1.2571037
1.39166277 1.60580758 4 5.05168813 0.1578808 0.18358903 1.70933508
4.61081383 -1.6589243 4 2.47443838 0.15790248 0.17246984 -1.4142259
1.06072484 1.79445703 4 1.5678261 0.15791301 0.14718485 1.23652954
10.0234473 1.6990267 4 5.93025371 0.15796695 0.16454251 1.35323087
3.89117982 1.72610268 4 5.07727067 0.15798594 0.15940763 1.15699753
1.36840408 1.72318879 4 2.04873126 0.15803398 0.15995203 1.19529682
1.17867139 1.76705427 4 1.60622176 0.15804751 0.15196082 1.20212366
1.49251418 1.67778163 4 2.32880782 0.15810299 0.16869341 1.208732
5.23182059 -1.7518708 4 6.08822709 0.15811795 0.15467788 -1.1028703
28.2825346 -1.6652155 4 48.4393899 0.15817477 0.17120021 -1.282565
4.42740678 1.73094083 4 3.32389055 0.15821889 0.15850805 1.15974192
2.12823221 1.71737162 4 1.05817543 0.15822528 0.16104473 1.38821376
1.1035469 1.52373922 4 4.65051703 0.15823579 0.20224828 1.75094741

9.66513297 2.00143766 4 3.64947126 0.15823917 0.11592609 1.6122409
1.25617634 1.73497922 4 1.69558609 0.15826334 0.15776128 1.16727478



1.12849337 1.71284127 4 1.05274696 0.15826597 0.16190117 1.08238284
1.03483009 1.77838816 4 1.51417309 0.1582877 0.14996574 1.2665507
2.20182351 -1.8466121 4 1.28350283 0.1583167 0.13853233 -1.3058279
8.19595062 -1.6912896 4 10.6053772 0.15832397 0.16604163 -1.1223915
22.3964229 -1.4983087 4 5.56945932 0.15833892 0.20841609 -2.4773878
22.5423892 -1.8730404 4 8.2274436 0.15836577 0.13435783 -1.6481932
8.75703782 1.8133751 4 5.81635289 0.15837426 0.14398126 1.18319463
29.3985108 -1.776655 4 42.3870365 0.15837649 0.15026901 -1.2736424
3.98825551 1.7289439 4 3.24200796 0.15837873 0.1588787 1.12141173
37.0939129 1.76153279 4 58.0861259 0.15838602 0.15294297 1.31723336
109.657486 1.94092572 4 55.18351 0.1584607 0.12424515 1.34230339
3.55541563 1.86734611 4 1.581386 0.1584697 0.13524569 1.40743562
1.57164238 -1.7972354 4 1.40574846 0.1584733 0.14670962 -1.4659733
1.46738923 -1.83368 4 1.26522325 0.158515 0.14062568 -1.3985374
28.5174315 2.08459949 4 8.30212505 0.15852074 0.10547273 1.66447324
3.01348947 -1.7463653 4 4.51018159 0.15854062 0.15567578 -1.2975242
4.11925203 1.37288049 4 36.9443465 0.15855042 0.24172663 1.83831216
2.69686699 1.68574705 4 1.85845011 0.15856614 0.16712437 1.26660922
3.69848555 1.70331485 4 2.86617009 0.15861102 0.1637178 1.22138146
3.69848555 1.70331485 4 2.86617009 0.15861102 0.1637178 1.22138146
1.75648668 -1.6501829 4 2.78025563 0.15862105 0.17425034 -1.2313735
7.8342007 1.69704425 4 9.93677943 0.15866034 0.16492527 1.12036338

1.08188477 1.62866351 4 2.5585284 0.15876026 0.17871572 1.3849792
12.2043143 1.84878684 4 7.78323193 0.15877636 0.13818361 1.21708011
6.01829129 1.62385962 4 12.4591067 0.15885134 0.17972873 1.3640956
3.85475837 1.53972129 4 11.7995993 0.15887796 0.19846764 1.47936995
1.14797442 1.73861775 4 2.33693601 0.15904279 0.15709164 1.43373261
1378.33798 1.22680031 4 2.83265262 0.15906406 0.28716957 63.8070048
6.08769693 1.82025836 4 3.94240601 0.15907291 0.14283422 1.18747472
7.5564795 -1.7282619 4 10.1553547 0.15909093 0.15900549 -1.2049476

1.90993739 1.72405912 4 1.30186878 0.15912321 0.15978922 1.31987783
8.30277957 -1.7858504 4 4.98070491 0.15917515 0.1486674 -1.3103382
444.712805 -2.4293601 4 64.4055916 0.15920845 0.07203073 -2.4092656
1.03756889 1.74670671 4 1.25235686 0.15921851 0.1556137 1.1736332
6.83293975 1.75416619 4 3.8080579 0.15922229 0.15426384 1.40973097
7.63854331 -1.9979028 4 2.79400437 0.15923096 0.11639494 -1.5897316
1.03539609 -1.6668811 4 1.7873788 0.15933787 0.17086571 -1.250709
3.09334215 -1.7167319 4 2.82533184 0.15934937 0.16116537 -1.0691477
3.95671594 1.73863572 4 2.63980006 0.15935147 0.15708834 1.30716808
5.64611697 1.69722772 4 4.52072869 0.15936136 0.1648898 1.20276212
1.23888645 1.69991206 4 1.6452595 0.15938643 0.16437188 1.62852854
2.46327071 -1.6320659 4 1.00438887 0.15939896 0.17800184 -1.5255569
1.31266427 1.72386659 4 1.7412906 0.15947055 0.15982522 1.23485054
6.22426106 1.64581252 4 10.1425288 0.15948381 0.1751477 1.21132713
2.06632571 1.74622509 4 1.35072434 0.15950081 0.15570128 1.17712738
1.76106528 -1.7297906 4 1.51377733 0.1595337 0.15872143 -1.4127127
1.44893171 1.72006259 4 1.2261858 0.15953842 0.16053828 1.11079909
53.5330544 1.66430293 4 83.2890358 0.15956052 0.17138376 1.21956811



1.83502632 -1.6166617 4 4.5664116 0.15958737 0.18125776 -1.3795199
1.62206923 1.69391951 4 1.09136852 0.15958877 0.16553047 1.20361503
2.21667864 -1.7863794 4 4.94761643 0.15959106 0.14857582 -1.6032751
98.2043603 -2.632922 4 2.00759663 0.15960395 0.05800843 -8.4507886
3.32392765 1.5815146 4 6.84316347 0.15968382 0.18891995 1.3135451
3.50400044 1.70259846 4 5.7539961 0.15970455 0.16385527 2.93573296
8.00031434 1.56904933 4 1.79457633 0.15972012 0.19171717 2.23060092
1.95143311 -1.7380007 4 1.70485693 0.15976281 0.15720499 -1.0624824
18.7527999 -1.7211887 4 15.6888165 0.15984437 0.16032685 -1.1140333
1.56441778 1.71523351 4 1.47482154 0.15985363 0.16144833 1.40046814
8.04176768 1.90238653 4 3.81772654 0.15987449 0.12988086 1.43383029
11.2554682 -1.9526072 4 4.16661454 0.15989492 0.12258983 -1.4845922
245.09378 -2.9074573 4 8.11314233 0.15991003 0.04378949 -6.2506696

17.5207474 -2.1630856 4 3.97323013 0.15992621 0.09655474 -2.1254593
15.5081803 -1.7074454 4 12.5572251 0.15994517 0.1629275 -1.1628677
5.17042573 1.75689801 4 3.1819516 0.15994617 0.1537726 1.32177549
16.4151639 -2.2372486 4 2.37864966 0.15995999 0.08889282 -2.3171996
1.16910481 1.68085041 4 1.59092542 0.15996481 0.1680871 1.29540544
6.04738924 -1.7167132 4 8.08602046 0.16006882 0.16116891 -1.180692
6.35018026 -1.7322142 4 5.48138187 0.16012691 0.15827217 -1.0924978
1.61743992 1.71384516 4 1.41807036 0.16015682 0.16171097 1.06145334
1.43528032 -1.6955212 4 1.2153807 0.16022509 0.16521997 -1.2509993
1.80775474 1.70488543 4 2.32984671 0.16032748 0.16341682 1.17544048
2.04024358 1.6927419 4 3.5951531 0.1603895 0.16575915 1.26850868
12.6431925 -1.7494342 4 17.6710068 0.16041819 0.15511869 -1.2194112
3.33725417 1.69561271 4 6.50682822 0.16042055 0.16520224 1.34765333
9.90859982 1.71057716 4 7.90659846 0.16045886 0.16233099 1.14250112
2.23576055 -1.7328285 4 2.77396688 0.16045896 0.15815851 -1.1570948
106.738546 1.94150128 4 52.3180345 0.16047365 0.12416302 1.37272951
22.7285889 -2.0832789 4 5.21001267 0.16048168 0.10563038 -1.8681374
1.00373228 1.90300246 4 3.57328242 0.16051681 0.12978865 1.9287543
2.90408016 -1.7678156 4 2.08768732 0.16053676 0.15182593 -1.1919574
3.03932571 -1.8118315 4 1.5842851 0.16055663 0.14423984 -1.3062365
4.40378729 1.86008552 4 1.79367724 0.1605881 0.13638695 1.41976944
6.98058395 -1.8470425 4 3.23793784 0.1605955 0.13846325 -1.36214
2.89753769 1.71741247 4 1.89274325 0.16060362 0.16103703 1.31919581

1.269374 1.68012406 4 1.29986375 0.16068635 0.1682304 1.24861468
3.91524497 1.77768385 4 2.68039125 0.16069926 0.1500889 1.15185067
18.4979278 -1.6315134 4 26.3251968 0.16073541 0.17811756 -1.1408836
1.51749491 1.62283749 4 1.29255989 0.16077791 0.17994503 1.37610367
3.72783903 1.83488704 4 1.63744972 0.16092804 0.14042887 1.53837003
11.3801641 1.69701106 4 15.5453603 0.16098295 0.16493168 1.16238545
6.03925657 -1.5479151 4 12.6496029 0.1609853 0.19655745 -1.3395221
3.64968142 1.80372782 4 2.53986925 0.16105437 0.14560551 1.18561384
26.5712961 -1.6608966 4 81.6511178 0.16106769 0.17207076 -1.7148278
4.40462874 1.82863475 4 1.88951847 0.16107058 0.14145156 1.49644997
3.14576966 1.68682967 4 9.77307006 0.16112254 0.1669123 1.65709361
3.91796238 1.70989036 4 3.36939147 0.16114441 0.16246161 1.11567164



1298.00856 -2.8978443 4 63.9911882 0.16115282 0.04421343 -4.3154666
2.14463924 1.76330064 4 1.40956815 0.16122585 0.15262778 1.2539459
3.32294041 1.64632721 4 5.31568937 0.16122961 0.17504177 1.25562944
889.401845 -3.9445376 4 7.300935 0.16127586 0.01689528 -10.758819
3.5635535 -1.6486747 4 4.98483417 0.16139095 0.17455948 -1.1497012

2.32255993 -1.689481 4 3.43125743 0.16141723 0.16639412 -1.2203066
2.10340615 1.75839509 4 1.38655818 0.16145371 0.1535041 1.50395865
57.6202288 -1.7538691 4 83.7148481 0.16145883 0.15431736 -1.2594406
27.352272 -1.8205632 4 18.4441193 0.16145911 0.14278366 -1.1975706

2.06403873 -1.9471874 4 2.02707733 0.1614705 0.12335482 -2.1313335
20.909984 -1.8809696 4 12.0224599 0.16147656 0.13313197 -1.2630609

3.29375461 1.55421579 4 10.331716 0.16150335 0.19510145 1.6479676
77439.2633 -2.2210555 4 94.6636143 0.16151403 0.09050597 -64.243474
392.409909 1.78613933 4 279.251475 0.16151504 0.14861738 1.17640351
4.43748807 -1.7106574 4 5.63914525 0.16152159 0.16231572 -1.1342669
1.20513604 -1.5841407 4 3.32768048 0.1615297 0.18833603 -1.5367934
6.77146659 -1.6952438 4 11.9536213 0.16154412 0.16527369 -1.3096261
1.0888481 1.68031284 4 1.4289889 0.16156689 0.16819314 1.2635036

3.01431326 1.75865387 4 2.21329853 0.16161044 0.15345774 1.14117387
5.81484242 1.66910219 4 3.83170759 0.16162813 0.17042071 1.39937995
12.9298508 1.62924132 4 7.51501528 0.16163123 0.17859428 1.49362259
2.68812383 1.85891453 4 15.2867335 0.16165071 0.13657198 2.26408598
40.472523 -1.5099582 4 94.4000318 0.16184472 0.20556724 -1.3551274

5.19294245 1.87237198 4 1.87807582 0.16186746 0.13446173 1.47553541
6.27952548 -1.8043798 4 4.1479912 0.1618945 0.14549513 -1.1795013
1.24713293 1.56196391 4 2.18703718 0.16191117 0.19332612 1.61392406
3.54130651 -1.638812 4 5.45178671 0.16191488 0.17659517 -1.1628695
2.3822558 1.74509936 4 1.11441042 0.16197073 0.1559062 1.34610048

1.82612603 -1.9826067 4 20.1098875 0.16197246 0.11844783 -3.8634856
1.39656051 -1.7332678 4 1.91199864 0.16198001 0.1580773 -1.174845
2.43090663 1.83634622 4 1.02373119 0.1619849 0.14019133 1.45969028
28.2805241 -2.1742733 4 5.10545531 0.16206823 0.09535313 -2.0761706
15.1437816 -1.8474656 4 3.06738432 0.16207076 0.13839536 -2.2023098
50.5060555 1.68190138 4 42.2062106 0.16211198 0.16787997 1.13959517
7.58694225 -1.6995411 4 13.2283891 0.16212773 0.16444336 -1.3854286
5.63698365 -1.6719306 4 7.45459312 0.16217203 0.16985581 -1.1564043
2.03992131 1.70791935 4 2.55496233 0.16218332 0.16283708 1.12992748
1.8403095 -1.748642 4 2.50521441 0.16219675 0.1552623 -1.18013

12.8061838 -1.795847 4 9.33066784 0.16221972 0.14694689 -1.1356221
9.75258472 1.59244191 4 16.7502508 0.16224296 0.1865025 1.2186308
1.22474612 -1.7422095 4 2.07924241 0.16230481 0.15643356 -1.2702856
4.8835652 1.71918192 4 3.85157877 0.16231315 0.16070384 1.1293646

18.4422771 1.72969173 4 23.4334116 0.16235259 0.15873979 1.16999261
2.73114605 1.64028179 4 3.94015177 0.16236136 0.17629024 1.18844858
1.75888299 1.66636292 4 1.03334488 0.16239724 0.17096969 1.33398297
1.75888299 1.66636292 4 1.03334488 0.16239724 0.17096969 1.33398297
2.7245123 1.64009925 4 3.93020055 0.16241939 0.17632808 1.18848598

28.4996055 1.94452659 4 10.9929671 0.16243363 0.12373231 1.51942339



6.47550483 -1.6839995 4 1.51810616 0.16243847 0.16746728 -2.0318026
10.4018933 1.73253004 4 15.4653291 0.16244622 0.15821373 1.25209799
29.4311659 -1.5073639 4 73.4787798 0.16251803 0.20619824 -1.3817118
9.55755447 -1.6865983 4 7.82041384 0.16253805 0.16695759 -1.1337111
1.43161503 1.73944336 4 1.08426025 0.16256771 0.15694011 1.19002479
2.53562414 1.50776232 4 6.85952863 0.16258162 0.20610119 1.48099548
1.42935667 -1.6690607 4 1.04746182 0.16259321 0.17042902 -1.1593142
1.27200185 1.71063777 4 1.00798725 0.16264604 0.16231946 1.11085076
3.51832578 -1.7903516 4 2.49637429 0.16264716 0.14789006 -1.1711942
1.60867219 1.66448842 4 2.05919811 0.1626502 0.17134643 1.12960511
5.09488773 1.68162049 4 2.05930267 0.1626765 0.16793531 1.59787149
1.84714754 -1.7100664 4 2.30613667 0.16271744 0.16242811 -1.1380704
8.66718493 -1.9056485 4 3.65071041 0.16282202 0.12939328 -1.5130186
5.46981355 -1.5590452 4 12.8631964 0.16283929 0.19399292 -1.3514531
39.5532409 -1.514881 4 82.5150372 0.16285396 0.20437534 -1.2963994
1.62069901 -1.6453578 4 2.78642736 0.16286479 0.17524136 -1.2193393
6.73735434 1.67041388 4 4.78305529 0.16292928 0.17015849 1.23919496
2.65628872 -1.7162501 4 1.84518933 0.16295794 0.1612563 -1.1877514
1.47223669 1.76736159 4 1.65257293 0.16301871 0.15190636 1.48805386
2.74887392 1.70983565 4 2.36562856 0.16302132 0.16247202 1.06873007
6.99196577 1.84863705 4 2.87733645 0.16308121 0.1382076 1.44225756
11.5226267 1.38857089 4 51.0682318 0.16308175 0.237285 1.56372551
1.02255021 1.71316853 4 1.122808 0.16312524 0.16183914 1.0463527
4.48511866 -1.7546599 4 2.58869417 0.16315546 0.15417493 -1.3926089
3.55991485 1.65938914 4 4.8242514 0.16319839 0.1723757 1.14192103
17537.5749 -2.1454713 4 224.255503 0.16320124 0.09848086 -15.139728
1.26721676 -1.7228978 4 1.12190032 0.16326366 0.16000651 -1.0629242
2.89331799 1.77703532 4 1.10308524 0.1632805 0.1502024 1.54414888
1.82768239 -1.8995424 4 2.15995108 0.16332388 0.13030761 -1.9389315
85.2789871 2.26106797 4 16.2036108 0.16337563 0.08657814 2.25606392
2.86027417 -1.6458591 4 4.73000198 0.16340873 0.17513811 -1.288996
1.51992827 -1.7030862 4 1.01466861 0.16343411 0.16376165 -1.3254366
7.78737373 1.79019338 4 4.91169822 0.16350575 0.14791731 1.20043992
3.05613858 -1.6213641 4 5.47326511 0.16352035 0.18025732 -1.232915
31.1915249 1.79617388 4 22.5890472 0.16357772 0.146891 1.15241844
1.73214109 1.74353889 4 1.15309738 0.16359985 0.15619073 1.36584739
1.18588418 1.705421 4 1.15508056 0.16360295 0.16331432 1.12261384
6.06016639 -1.7405543 4 4.82184584 0.16363846 0.15673646 -1.1275392
1.66843553 -1.6400427 4 3.03342259 0.16369442 0.17633981 -1.2466934
315.502401 1.82213275 4 205.119161 0.16372649 0.14252357 1.20654535
1.26944739 1.69824974 4 1.91882778 0.16374127 0.16469241 1.33351468
2.02782652 -1.719339 4 1.42985134 0.16375402 0.16067429 -1.1746844
1.8816797 1.66355758 4 2.71169405 0.16378419 0.17153384 1.13599292

3.90043044 -1.7292104 4 1.76575861 0.16384447 0.15882918 -1.4250368
487.301118 2.01050801 4 192.448075 0.16388576 0.11473246 1.48581597
1.67431857 -1.7382794 4 1.58325574 0.16392525 0.15715378 -1.543172
25.6722023 1.61193131 4 38.0445411 0.16397886 0.18226996 1.17769477
8.7792516 1.69792708 4 6.11910356 0.16397943 0.1647547 1.21646072



1.1874781 1.66225563 4 1.34792763 0.16400654 0.17179632 1.2122768
100.302936 1.69245155 4 71.8609133 0.16403042 0.16581558 1.22913777
8.80835234 1.80566732 4 5.56747677 0.16406228 0.1452774 1.19231465
30680.2756 -2.7235175 4 148.34934 0.16407593 0.05279481 -25.104086
1.87715717 1.7323645 4 2.48114345 0.16408281 0.15824436 1.15387452
2.00004264 1.71066529 4 1.16300761 0.16413632 0.16231423 1.26914943
11.9931243 1.67399883 4 13.9617484 0.16419241 0.16944396 1.06454131
2306.21668 -2.8533877 4 122.892642 0.1642701 0.04623721 -4.0883911
1.87519092 -1.836613 4 1.1085249 0.16427423 0.14014796 -1.4551737
303.438276 -1.4018374 4 1055.5387 0.16428319 0.23359267 -1.4765476
1.01705093 1.67756564 4 1.25075422 0.16428583 0.16873617 1.1277317
2.94182237 1.73294605 4 1.97035269 0.16432548 0.15813678 1.26038299
5.18920831 -1.7979439 4 2.78048336 0.16433024 0.14658869 -1.2716871
2.65295482 1.76149539 4 1.80534679 0.16434865 0.15294965 1.24041771
13.4992725 -1.6436275 4 18.7107072 0.16442211 0.17559816 -1.140227
5.04674301 -1.7724406 4 3.10175072 0.16446288 0.15100919 -1.2138162
3.06759336 -1.7168814 4 2.25369117 0.16453233 0.16113717 -1.1749549
1.20811489 -1.64722 4 1.2207346 0.16461024 0.17485818 -1.2446241
11.8467188 1.70252545 4 10.3307234 0.16474346 0.16386929 1.08078439
3.46192901 -1.866126 4 1.63764547 0.1647825 0.13543676 -1.4368724
1.59633506 -1.7038008 4 1.35113901 0.16483685 0.16362461 -1.1303325
3.43097257 1.74477037 4 2.30771669 0.16490079 0.15596615 1.16969275
7.27630717 -2.0189786 4 2.11108614 0.16492278 0.1136299 -1.8556617
1.76344266 -1.7986966 4 1.00794208 0.16493728 0.14646035 -1.3565085
1.01952436 1.60585637 4 3.03300816 0.16494081 0.18357848 1.47727984
3.34825585 1.86083984 4 1.01263463 0.16502676 0.1362679 1.71751839
1.93555183 -1.747026 4 2.97015228 0.16508262 0.15555566 -1.3044995
19.9996602 1.86236258 4 9.82649658 0.1651142 0.13602792 1.42992271
1.09474978 1.70021631 4 1.09107737 0.16526368 0.16431328 1.11767491
1.30217765 -1.7507972 4 1.13961459 0.16530781 0.15487194 -1.2161864
5.20399442 1.74477725 4 4.0021895 0.16532764 0.15596489 1.12227377
2.40135367 1.66527501 4 1.7962028 0.1653469 0.17118824 1.16348398
3.92479326 -1.6740265 4 2.22074455 0.16536508 0.16943846 -1.5435702
4.47983606 -1.6922438 4 3.00163098 0.16540546 0.16585598 -1.3416985
1.80091691 1.72927886 4 2.29530159 0.16541353 0.15881646 1.14355788
3.0667012 -1.6771046 4 2.65802478 0.1654544 0.16882748 -1.0813712
1.6839446 -1.6787182 4 1.21021831 0.16546468 0.16850813 -1.2230845

61.1379289 -1.7917709 4 40.2260023 0.1654843 0.14764585 -1.2005356
97.7026259 -1.4727787 4 294.809261 0.16549035 0.21480017 -1.48415
1.04929936 1.64830557 4 1.45622992 0.16554742 0.17463521 1.1939504
3.71972755 -1.6553814 4 5.13469908 0.16555635 0.17318918 -1.1339481
25.8460125 1.81755291 4 15.7633083 0.16556677 0.14328389 1.26305192
1.77204121 -1.7293566 4 2.25864402 0.16561035 0.15880202 -1.1400711
3.90898752 1.71273148 4 2.18571988 0.16562819 0.16192198 1.29422496
1.75637598 1.69590045 4 1.29287064 0.16562909 0.16514653 1.1494954
1.64875814 1.69497183 4 1.40398302 0.16563933 0.16532639 1.12628685
3.34160179 -1.6636615 4 4.80568988 0.16563964 0.17151291 -1.2317511
134.589041 1.70500947 4 158.383994 0.16565365 0.16339308 1.10644964



2.17456435 1.68640021 4 1.47728817 0.16567037 0.16699639 1.20356154
19.8046053 1.70670484 4 13.4321374 0.16570346 0.1630689 1.26386174
1.73844721 1.68158487 4 1.33967881 0.16576641 0.16794232 1.24925475
2.23088152 1.6930474 4 1.46574537 0.16577383 0.16569979 1.6606314
8.9851202 1.81450562 4 5.14222561 0.16579638 0.14379219 1.23530313

10.7835133 1.7709515 4 6.69388488 0.16580573 0.15127163 1.26475881
7.05434355 1.72642662 4 37.0622114 0.16581499 0.15934723 2.09021969
7.17646745 1.66557887 4 5.76776797 0.16582871 0.17112717 1.13910685
3.82163869 -1.5364618 4 7.9128672 0.16586058 0.19923279 -1.3105845
7.66081427 -1.763381 4 3.77817699 0.16588884 0.15261347 -1.5614302
2.23496426 1.7065701 4 1.46934058 0.1659357 0.16309464 1.17782666
2.16657453 1.61924664 4 3.52788776 0.16594341 0.1807071 1.20031362
1.57666614 1.66066533 4 1.9325383 0.16602331 0.1721175 1.09974718
2.60230287 1.69446936 4 2.13430378 0.16607413 0.1654238 1.15305937
14.6326016 1.69907582 4 10.0824779 0.16611353 0.16453304 1.27381857
6.49488218 1.75346405 4 5.10053474 0.16616384 0.15439037 1.11356547
3.73760873 1.60216201 4 1.78144459 0.1661822 0.18437899 1.51495229
4.8787378 -1.7405302 4 3.45900262 0.16619468 0.15674089 -1.1511045

41.0182499 1.86819121 4 20.4780162 0.16623283 0.13511352 1.37780757
1.00635055 1.66056421 4 1.24909406 0.16624034 0.17213794 1.13636467
3.19176038 1.66381695 4 2.62203149 0.16629332 0.1714816 1.13500343
1.04090573 -1.6441688 4 1.38593956 0.1663143 0.17548645 -1.1974732
4.8528458 -1.7595625 4 1.87399611 0.16634326 0.15329508 -1.8443159
5.677398 -1.7200742 4 4.80638088 0.1663555 0.16053609 -1.0861707

34.9626257 1.89806286 4 3.94198989 0.16637458 0.13053022 3.77531334
1.64306965 -1.5999104 4 3.68091854 0.16644175 0.18486866 -1.4095328
7.3922176 1.76453756 4 5.14009224 0.16650385 0.15240766 1.14558208

133.815313 2.38185395 4 18.2958901 0.16655573 0.0758362 2.47044207
6.82015348 1.6172502 4 4.35633497 0.16658921 0.18113223 1.40187307
8.96560333 2.11058983 4 1.74799267 0.16660913 0.10242233 2.27176761
48.0788659 1.7913968 4 31.9588291 0.16667157 0.14771018 1.18261587
1.03490149 -1.6536276 4 1.22756103 0.1667119 0.17354643 -1.1396862
1.12326834 1.65354688 4 1.39057013 0.16678834 0.17356288 1.10960527
2.2021487 -1.7126113 4 2.77835732 0.16681524 0.16194478 -1.1694459

4.46765488 1.69289003 4 3.86091545 0.16682492 0.16573036 1.06935241
2.00292427 1.65581748 4 3.11447292 0.16685735 0.17310047 1.25536967
44.0670857 2.08656347 4 11.8686433 0.16685796 0.10523875 1.79641666
17.4474174 1.70772356 4 20.0295269 0.16689732 0.16287443 1.09151766
3.16786852 1.63036892 4 1.92930138 0.16689777 0.17835753 1.31199141
2.01925437 1.64775252 4 3.78337729 0.16691882 0.17474877 1.29993803
17.3434315 1.59200222 4 25.3151036 0.16692221 0.18659915 1.16191922
2.69125711 1.74974708 4 1.99365357 0.16692436 0.15506201 1.15887445
5.81982146 1.80821355 4 2.70973295 0.16693868 0.14484785 1.53968762
1.64002559 1.7337665 4 1.02572168 0.16694115 0.15798514 1.26927253
3.5605289 -1.6956421 4 7.14532473 0.16695042 0.16519654 -1.4373529
1.1064349 1.7140251 4 1.19389797 0.16697175 0.16167691 1.19762765

1.25672751 1.73722333 4 1.22253355 0.16697585 0.15734791 1.25978077
8.55932944 1.6418894 4 6.30064064 0.1669778 0.17595734 1.23136557



2.33083347 1.66993862 4 3.28190666 0.16700648 0.17025345 1.18244724
1.34005057 1.58364949 4 4.67533454 0.16701032 0.18844512 1.8513754
1.91868393 1.6839044 4 1.03599421 0.1670223 0.16748597 1.33902961
1.1834756 -1.6654121 4 1.74328275 0.16702868 0.17116068 -1.14818

1.20798133 1.59790866 4 1.40396947 0.16704551 0.18530511 1.28499182
671.233176 -1.5899073 4 1163.10126 0.16706177 0.18706037 -1.2574853

29.19993 1.74054099 4 22.1836311 0.16708239 0.1567389 1.1263668
2.20170359 1.72533462 4 1.37439626 0.1671514 0.15955094 1.21886579
6.97429039 1.80092199 4 2.88043403 0.16716042 0.14608158 1.45445346
4.58913171 -1.6790445 4 3.67189445 0.1671614 0.16844362 -1.1392355
34.1805371 1.77497167 4 23.8018406 0.16718493 0.15056419 1.17959716
1.56490984 1.71853764 4 1.01098471 0.1672076 0.16082507 1.33157677
9.58088243 1.70686166 4 5.93354765 0.16723199 0.16303894 1.28659191
27991.4416 1.73349167 4 22602.816 0.16728776 0.15803592 1.09975654

12.14609 1.75593084 4 7.84482081 0.16735966 0.15394633 1.22019831
12.3359417 1.75146442 4 6.91096993 0.16736837 0.15475131 1.32015049
7.09551517 1.60407892 4 17.0084393 0.16739971 0.18396318 1.44540689
1.26920043 1.68843627 4 1.44211443 0.16740218 0.16659811 1.24907407
8.56698769 -1.6910045 4 3.69407762 0.16740243 0.16609715 -1.5329222
11.0350847 1.67613968 4 8.3600226 0.16743625 0.16901876 1.18030767
3.51024411 1.63698352 4 2.53189287 0.16747576 0.1769753 1.21978699
21.7346197 -2.0957348 4 5.17547209 0.16747753 0.10415368 -2.0653546
1.92414735 1.69306579 4 1.19159413 0.16750412 0.16569622 1.44818421
2.29056181 1.79118448 4 1.27325201 0.16757897 0.1477467 1.35376219
1.88508808 -1.7102274 4 3.42276323 0.16760439 0.16239749 -1.322928
13.8981622 1.6453259 4 9.3292729 0.16761166 0.17524792 1.28226179
2.30900164 -1.7149841 4 2.95955218 0.16765274 0.16149548 -1.1807881
1.8075329 -1.6332932 4 1.19379683 0.16769185 0.17774507 -1.2259364

1.66341776 -1.6714998 4 2.65087652 0.16769249 0.16994171 -1.2062653
17.2128932 1.42642419 4 4.82960518 0.16774281 0.22690015 2.42366635
3.57197689 1.70264681 4 4.24415832 0.16778945 0.16384599 1.10047692
3.65353939 1.79255305 4 1.78325854 0.16779585 0.14751146 1.34798932
74.7648014 1.75204376 4 54.6348906 0.1678174 0.15464664 1.15705058
11.6559091 1.83579268 4 4.78936943 0.16786874 0.14028139 1.61657064
8.02633314 -1.4053711 4 31.0228259 0.16789454 0.23261884 -1.5587744
1.71803122 1.68464977 4 2.67841085 0.16791521 0.1673396 1.20936089
1.6535395 1.65457435 4 1.18678601 0.16794844 0.17335347 1.35104144

6.71141519 1.81880298 4 2.24666901 0.16803103 0.14307593 1.71237502
5.16717599 1.73095469 4 7.43249554 0.16804711 0.15850548 1.23668119
33.6242727 -1.9180185 4 14.741149 0.16807112 0.1275622 -1.3985969
1.83618804 1.66964508 4 1.06838985 0.16809911 0.17031213 1.32795461
1.95695594 1.66233471 4 1.68197278 0.16810482 0.17178036 1.08405007
3.37108606 1.83016523 4 1.09732363 0.16812563 0.14120048 1.59236735
1.02632058 1.68502576 4 1.22273826 0.16812816 0.16726582 1.07112964
2.07587856 -1.6217642 4 1.13117361 0.16814855 0.18017246 -1.4989132
5.06644691 -1.5257688 4 12.2385599 0.16816097 0.20176411 -1.3576314
46.6658774 1.77329226 4 29.0225704 0.16826018 0.15085929 1.24384871
3.11771677 1.64218587 4 2.01429623 0.16826717 0.17589602 1.27232462



13.152958 -1.6386568 4 9.84969323 0.16828839 0.17662741 -1.2019371
313.439234 2.10094909 4 88.0271548 0.16835266 0.1035423 1.74440048
11.8839655 2.26640581 4 1.11604134 0.16848205 0.08606874 3.755764
1.52376118 -1.6664458 4 1.88091661 0.1685236 0.17095306 -1.1359937
2.01124691 -1.6877537 4 2.28975462 0.16863685 0.16673152 -1.0980129
5.39055153 -1.7246579 4 3.49561635 0.16867362 0.15967731 -1.2959341
21.8068044 -1.6706693 4 29.6036324 0.16869598 0.17010748 -1.1935451
5.76629093 1.69391401 4 3.81976739 0.1687229 0.16553153 1.27875953
3.99423906 -1.7932038 4 1.36511697 0.16879442 0.14739974 -1.4896445
11.0976696 1.91998244 4 3.63115195 0.16880071 0.12727408 1.56688063
3.86203389 -1.7107481 4 5.34534216 0.16886544 0.1622985 -1.1955132
2.76199754 -1.5597817 4 6.82794431 0.16899963 0.19382445 -1.3745836
1.27477792 1.67521191 4 1.51989607 0.16900882 0.16920289 1.06968093
2610.07976 -4.0717637 4 3.32162938 0.16902595 0.0152009 -24.741335
7.74287307 -1.7678265 4 4.44593621 0.16905656 0.15182399 -1.256307
3157959.4 -7.7786372 4 27.7441262 0.16908009 0.00147279 -385.25017

1.50776927 -1.6915838 4 1.08012671 0.1691082 0.16598438 -1.1316491
1.43202879 -1.6588838 4 1.39458895 0.16914201 0.17247804 -1.3700382
1.74455138 1.67670098 4 1.03823938 0.16914382 0.16890747 1.38148468
1.85561273 1.69367519 4 2.49737412 0.16918889 0.16557788 1.16474575
3.10686843 1.58340489 4 5.2151402 0.16925572 0.18849946 1.24161834
1.48419364 -1.6537725 4 1.10901323 0.16928952 0.17351687 -1.2186583
8.50541636 1.69437472 4 5.43933713 0.16938116 0.16544215 1.26748692
201.351938 1.23762781 4 2092.65471 0.16938895 0.28353697 1.75037907
1.00847467 1.66558034 4 1.34114836 0.16947241 0.17112687 1.15314846
1.55273236 1.6713454 4 1.37975259 0.16948159 0.16997252 1.07060225
1.12505583 -1.7287984 4 1.25037063 0.16950509 0.15890574 -1.1891881
1.07208844 1.55298544 4 2.40940314 0.16956411 0.1953849 1.49001174
17.8274119 -1.5027815 4 36.2292981 0.16961513 0.20731757 -1.2922864
3.90557688 1.57095951 4 1.6693756 0.16963102 0.19128577 1.55983519
3.52677405 -1.7185021 4 2.65431669 0.16968391 0.16083176 -1.126001
6.64182696 1.74227272 4 4.3550985 0.1697077 0.15642201 1.26023419
1.18197773 -1.7656084 4 2.11722698 0.16971245 0.15221736 -1.3577301
2.94272698 -1.7378197 4 1.34731986 0.16973998 0.15723826 -1.3677068
17.5531247 1.76815381 4 7.62701634 0.16974701 0.15176604 1.50883567
15.656271 1.6899992 4 11.8969777 0.16975115 0.16629305 1.17071899

2.54523267 -1.6629604 4 2.99718334 0.16975122 0.17165418 -1.0925681
3.34753265 -1.6965707 4 1.98394925 0.16991627 0.16501684 -1.3446201
23.0772507 1.74023741 4 16.7766456 0.16992246 0.15679452 1.13961723
2.5893557 1.72189525 4 5.57250162 0.16993346 0.16019433 1.46317551

9.74520591 1.76118728 4 6.91316218 0.16994477 0.15300465 1.16731768
6.063769 -1.6583416 4 7.80925433 0.16996251 0.17258794 -1.1612423

3.31927951 1.57799144 4 1.7620641 0.16996848 0.18970626 1.40795245
5.1988561 1.71325291 4 3.73848391 0.16998352 0.16182315 1.14060891

1.88771477 1.62829975 4 1.11800406 0.17000791 0.17879222 1.28579412
2.57330695 -1.7081246 4 1.7003817 0.17007261 0.16279794 -1.1698851
2.88134323 1.64150549 4 4.22511916 0.17011891 0.17603678 1.16443833
12.9443299 -1.613075 4 19.0796497 0.17016756 0.18202469 -1.1706734



1.36724594 -1.6028418 4 2.35441382 0.1702008 0.18423141 -1.2339071
2.84586635 1.6830258 4 2.60022116 0.17024291 0.16765868 1.03970156
4.93748756 -1.6838029 4 3.45251122 0.17026841 0.16750591 -1.2659912

1.354832 1.71020899 4 2.26870369 0.1702815 0.16240099 1.27284533
41.2920356 1.6863955 4 29.9113208 0.17028908 0.16699731 1.20815885
1.22151942 1.71160005 4 1.99404904 0.17029731 0.16213665 1.45771738
319170.668 -6.3851732 4 24.8063626 0.1703072 0.00308734 -139.11948
10.5165787 -1.7161601 4 6.83300329 0.17033345 0.16127328 -1.2738387
1.16575293 1.45831847 4 4.74986454 0.17040758 0.21850345 1.7884987
31.5959597 1.69359523 4 20.9181539 0.17041155 0.1655934 1.27206296
4.25399053 1.47794479 4 1.17689457 0.17041675 0.21349255 1.9457907
4.01944027 -1.6619979 4 4.77327413 0.17048153 0.17184833 -1.1117028
1.69439367 -1.6119486 4 2.5204239 0.17052566 0.18226625 -1.1689539
13.2673795 1.71881934 4 7.43005416 0.17054867 0.16077206 1.36521552
3.89800835 -1.7831552 4 1.20233367 0.17055668 0.14913494 -1.8321816
676.267703 2.09072001 4 160.90697 0.17060233 0.10474545 1.94479158
4.32992039 -1.6587016 4 3.86480228 0.17060605 0.17251497 -1.0791672
1.4707669 1.70069809 4 1.15939121 0.17060652 0.16422054 1.24317798

1.07527945 1.65698883 4 2.18967733 0.1706148 0.17286242 1.32382988
8.6458466 -1.6580615 4 14.1977818 0.17061664 0.17264474 -1.3288608

1.92801651 1.69648718 4 1.4439047 0.17067283 0.16503299 1.11788999
4.68144039 -1.589599 4 10.156681 0.17067528 0.18712835 -1.3581365
2.39511985 1.60225819 4 4.35373158 0.17068945 0.18435811 1.24820862
5.30861879 -2.0990818 4 1.2263569 0.1706897 0.10376079 -2.553989
92.8064794 1.66958387 4 60.865382 0.17070171 0.17032437 1.27933702
1.28933429 -1.7167552 4 1.90729494 0.17070204 0.16116098 -1.2843692
16.9165613 1.15707304 4 2.84968937 0.17080161 0.31163431 5.20696726
2.94669708 -1.648051 4 4.46552944 0.17088729 0.17468747 -1.2188955
2.29152366 1.65434949 4 3.30909624 0.17089246 0.17339928 1.1840804
5.29205915 1.75823342 4 3.07877826 0.17096006 0.15353307 1.22444924
109.118666 1.65850368 4 79.0682854 0.17098351 0.17255508 1.21147616
1.81018102 1.58608569 4 2.74320237 0.17099399 0.18790478 1.19695917
3.12871227 -1.8068556 4 1.55640215 0.17099502 0.14507678 -1.4283014
1.25221851 1.49995762 4 3.99652782 0.17101069 0.20801042 1.739301
1.10088697 1.53120801 4 3.42809507 0.17101324 0.20047242 1.50355895
9.37288874 -1.4570122 4 23.7353632 0.17102742 0.21884113 -1.3790797
4.73671227 1.75010797 4 3.05328942 0.17105955 0.15499666 1.25255362
13.9389562 1.75803529 4 9.8633211 0.17123948 0.15356858 1.15615659
1.63901564 -1.7056638 4 1.28542954 0.17126774 0.16326788 -1.1368444
1.17097321 1.55967873 4 2.68941184 0.17128146 0.19384799 1.60797599
392.87401 -3.1346174 4 9.5686514 0.17128707 0.03502893 -6.6929714

40.2473683 1.63315233 4 27.7343016 0.17131737 0.17777452 1.27921436
7.00084587 1.63821928 4 4.49269237 0.17131916 0.1767183 1.26992958
5.27185335 -1.5291067 4 2.21014368 0.17135085 0.20097044 -1.6449705
1.59135746 1.66563541 4 2.62719434 0.17137502 0.17111581 1.2435223
8.73749671 1.73232052 4 5.47503825 0.17138662 0.1582525 1.21545227
1.17940403 -1.7226526 4 1.79089046 0.17142384 0.16005243 -1.2646115
467.768454 -1.8459456 4 250.398486 0.17143003 0.1386394 -1.3122034



3.71689975 1.69123655 4 1.88053678 0.171462 0.16605196 1.39499721
25.0438737 1.66439355 4 31.8171628 0.1714683 0.17136552 1.13703068
16.4926496 1.72832336 4 11.5917104 0.17152325 0.15899406 1.17696692
1.97479568 1.64518658 4 1.70037712 0.1715436 0.17527662 1.0853251
2.4633657 1.75046171 4 1.62886413 0.17156367 0.15493264 1.22016766

1.52117204 -1.6703613 4 1.12285877 0.17161642 0.17016899 -1.1157659
3.93064685 1.71700511 4 2.41773277 0.17161735 0.16111384 1.20696263
3.13129047 -1.559509 4 7.02539395 0.17162321 0.19388681 -1.467045
1.24186565 -1.6217982 4 1.71695589 0.17163921 0.18016524 -1.183868
1.14616444 -1.6646714 4 2.079002 0.17164518 0.17130962 -1.2685745
1.00004169 -1.7208409 4 1.50395031 0.17166204 0.16039211 -1.2637123
2.38791573 1.7561081 4 1.44048205 0.17166444 0.15391447 1.29449162
7.23218944 1.74001333 4 5.12433497 0.17167401 0.1568356 1.14868687
3.79471202 1.62440411 4 4.88997382 0.17171201 0.17961361 1.10598625
1.08766936 -1.6746248 4 1.33093093 0.17172854 0.16931953 -1.1115642
2.42214202 1.75011778 4 5.53908418 0.17176538 0.15499489 1.56554292
11.6073486 -1.7456203 4 8.09464064 0.17179364 0.15581134 -1.1498771
4.47056471 1.71947112 4 2.48765726 0.17181777 0.16064945 1.26515465
4.19929391 1.65802176 4 1.68545527 0.17187234 0.17265279 1.50540332
1.73013617 1.64490827 4 1.49769808 0.17187911 0.17533397 1.08817838
1.86091171 1.6847652 4 1.09774042 0.17204414 0.16731695 1.28816038
38.5252689 1.62609637 4 32.5483949 0.17211745 0.17925632 1.14113794
2.09585947 1.64703222 4 1.51786967 0.17213688 0.17489678 1.1532052
1.30325405 1.62728575 4 1.8374257 0.17214161 0.17900564 1.14322154
1.79906003 1.62767916 4 1.40327577 0.1721923 0.17892281 1.13650689
2.07642733 1.83858915 4 1.35578128 0.17220118 0.13982706 1.75387798
3.2581688 -1.6764232 4 4.72977516 0.17223293 0.16896254 -1.2031715

6.23877192 1.62828884 4 7.68784017 0.17238619 0.17879452 1.10053778
1.41160627 1.68349303 4 1.1942886 0.17245105 0.16756681 1.09844741
24.5655314 1.58858201 4 11.608613 0.17246605 0.18735276 1.73694604
8.62417156 -1.6932357 4 5.07620293 0.17247252 0.16566321 -1.2830383
12.9742099 1.62921218 4 8.00191144 0.17251826 0.1786004 1.3261558
5.1207487 1.70938898 4 3.18808453 0.17263296 0.16255703 1.2363632

2.79801757 -1.6758279 4 3.78193092 0.17265957 0.16908061 -1.216937
6.04660828 1.88818588 4 2.04865471 0.1726755 0.13202681 1.68416665
1.66125762 -1.6875003 4 1.07862635 0.17270159 0.16678107 -1.1806357
1.82487857 1.61558227 4 1.27393512 0.17271902 0.18148821 1.22513546
1357.46482 -1.5996676 4 1967.73045 0.17278197 0.18492153 -1.1785167
65.4162543 -1.9165921 4 28.5872328 0.17282901 0.1277719 -1.4330824
1.45225714 1.64388744 4 1.91503166 0.17285389 0.17554451 1.11180204
4.63253833 1.64668497 4 3.78161603 0.17286076 0.17496818 1.13074296
1.93980056 1.647828 4 1.10424038 0.17288462 0.17473327 1.32071593
3.64961272 -1.6773046 4 4.43935145 0.17290859 0.16878787 -1.1465004
3.87970745 1.69737905 4 2.94759326 0.17293206 0.16486056 1.11640446
7.0541227 1.77233084 4 2.52777427 0.17298937 0.15102851 1.90842834

15.0169813 -1.5689598 4 21.9664748 0.17307254 0.19173741 -1.1434328
9.35979894 1.64294155 4 7.06955711 0.17312966 0.17573982 1.21735867
1.14270688 -1.6268801 4 1.31408361 0.17313466 0.17909111 -1.3164042



75.0155344 1.54374114 4 122.112322 0.17313505 0.19752815 1.19365448
1.76304293 1.71749834 4 1.03717307 0.17321152 0.16102084 1.28737327
5.57504895 1.79661885 4 2.91845582 0.17321583 0.14681494 1.34031019
65.9624497 1.63288226 4 57.9531261 0.17325104 0.177831 1.09730804
12.4056432 1.83916508 4 3.33905715 0.17330728 0.13973368 1.76751045
36.1262903 1.61441064 4 21.350428 0.17333996 0.1817387 1.38029916
1.85783013 -1.6447439 4 1.02625401 0.17335443 0.17536786 -1.3212135
1.70565618 1.50034868 4 3.98173324 0.17335557 0.20791433 1.41733465
9.55561312 -1.5022629 4 22.009082 0.17339419 0.20744462 -1.3522262
12.5464129 -1.6235691 4 9.38974695 0.17343606 0.17979017 -1.188046
2.25908203 1.63603896 4 1.71861726 0.17350142 0.17717199 1.13617767
1.1904908 1.66454075 4 1.50463941 0.17352442 0.17133591 1.22256169
1.0735133 1.66290338 4 1.18771869 0.17353026 0.17166568 1.17162452

2.27419706 -1.4784085 4 5.75302286 0.17359104 0.21337557 -1.4512941
2.37850326 1.65854494 4 1.9531787 0.17364964 0.17254672 1.1386278
3.11192465 -1.6972646 4 1.98701573 0.17367906 0.16488268 -1.1818419
1.91827463 1.65041496 4 3.14685314 0.17369504 0.17420282 1.38942722
4393.82923 -1.6108179 4 1221.13205 0.17372986 0.18250906 -2.3354032
5.74416685 -1.6604722 4 4.48107841 0.17373033 0.17215655 -1.1248179
1.10173383 -1.6588299 4 1.01260059 0.17374505 0.17248896 -1.0850273
1.46913419 1.64467493 4 1.18353862 0.17377193 0.17538207 1.12083529
3.00825636 1.64349004 4 4.21668644 0.17384608 0.17562654 1.16152871
11.766845 1.87763276 4 3.07990282 0.17386933 0.13364637 1.98941118

34.2654995 -1.6803241 4 41.8109666 0.17389842 0.16819093 -1.1343565
2.3755781 -1.6344385 4 1.92972961 0.1739903 0.1775058 -1.1139781

2.13096492 -1.6523492 4 1.89305476 0.17401128 0.1738073 -1.0765805
2.40424288 1.67381501 4 1.07443868 0.17405477 0.16948052 1.44233784
3.4707522 1.70841397 4 2.25047608 0.17407341 0.16274277 1.17570181

6.37743654 1.68487664 4 3.89354041 0.17410677 0.16729507 1.27931152
30.7617975 -0.9481764 4 1.53356686 0.17411752 0.39673042 -10.240344
20.6645294 -1.5725659 4 36.9174109 0.17411975 0.19092375 -1.2965142
1.31249173 1.52708138 4 1.81050679 0.17413608 0.20145164 1.47097262
2.65546652 1.44982852 4 10.1478563 0.174147 0.22070762 1.6532656
1.21337804 1.5637499 4 2.96781951 0.17416109 0.19291925 1.57980005
1.25331086 1.67622987 4 1.74586466 0.17417538 0.16900088 1.16379157
1.45341596 1.66685783 4 1.00901768 0.17417894 0.17087037 1.14629304
2.12306773 -1.508088 4 5.86559843 0.17418161 0.2060219 -1.3988551
2.65873912 -1.6297193 4 2.07013198 0.17418527 0.17849388 -1.1516358
6.54820843 -1.6700466 4 3.74273417 0.17419537 0.17023187 -1.3344628
7.93706036 1.67824718 4 6.11117107 0.17427792 0.16860128 1.16230626
1.29428601 1.53293349 4 2.45796182 0.17430707 0.20006442 1.33098648
1.89253047 1.66665617 4 1.12691174 0.17431552 0.17091083 1.22103021
13.8664135 1.55609686 4 9.18578374 0.17433452 0.1946689 1.42723462
1.36299448 -1.7002347 4 2.60278486 0.17442704 0.16430974 -1.3655806
34.8033894 1.52371022 4 57.0276374 0.17446093 0.20225521 1.19946231
1.94226054 -1.711572 4 1.38877714 0.17450023 0.16214198 -1.1868092
4.26705327 1.67449026 4 5.27555467 0.17452994 0.16934626 1.12946098
2.74994841 -1.6381805 4 2.26459546 0.17455095 0.17672636 -1.1361763



2.82026696 1.62074392 4 4.17316217 0.17460243 0.18038893 1.1678292
2.82026696 1.62074392 4 4.17316217 0.17460243 0.18038893 1.1678292
1.74396847 -1.6591127 4 1.97305506 0.1746038 0.17243167 -1.0783964
4.00978676 1.73543368 4 2.76667922 0.17460382 0.15767748 1.18637135
1.5442202 1.50009772 4 2.17434358 0.1746109 0.20797599 1.67357326

1.16048222 -1.6338013 4 1.0539711 0.17462412 0.17763888 -1.1519488
1.00823012 1.62170337 4 1.66175908 0.174642 0.18018536 1.20330547
1.12826679 1.48890564 4 3.33971481 0.17468169 0.21074477 1.61960889
4.07295127 1.53890935 4 1.9422293 0.17473432 0.19865795 1.52805417
30.813827 1.53479261 4 51.4136857 0.17482922 0.19962578 1.21386621

12.4246418 -1.6125827 4 6.01042969 0.17487221 0.18213024 -1.5627802
7.95344347 1.68139539 4 6.8016614 0.17490653 0.16797966 1.07178606
2.33018823 1.7282504 4 1.49607618 0.17492406 0.15900763 1.22652232
13.4576463 -1.6768093 4 20.5628844 0.17493171 0.168886 -1.2705739
39.6250734 -1.7175002 4 26.1485598 0.17494682 0.16102048 -1.2385305
3.07736813 1.62947106 4 2.20017792 0.17496836 0.17854602 1.21194276
1.07179373 1.57983376 4 2.40928004 0.17510783 0.18929467 1.34297935
48.4572958 1.71900825 4 35.7901045 0.1751144 0.16073651 1.14385235
48.4572958 1.71900825 4 35.7901045 0.1751144 0.16073651 1.14385235
1.73230738 1.65223647 4 1.12738798 0.17516607 0.17383033 1.18866691

3.677583 1.68261861 4 2.4871172 0.17520162 0.16773878 1.19384542
1.26934329 1.71262539 4 1.1469468 0.17522377 0.1619421 1.21216688
4.71239849 -1.6967399 4 2.30795567 0.17524218 0.1649841 -1.4147763
28.1664656 -1.8611801 4 12.9883851 0.17524951 0.13621424 -1.4275476
8.72725656 1.63379046 4 6.62435951 0.17528429 0.17764114 1.19708531
36.3759031 1.81013723 4 19.8218027 0.17530196 0.14452423 1.31328477
1.16964752 -1.6311281 4 1.67706753 0.1753386 0.17819831 -1.1356907
4.86747709 1.59796414 4 6.43032478 0.1753413 0.185293 1.13690855
6.05713556 -1.5064245 4 11.5569784 0.17534714 0.20642718 -1.2633727
3.97610466 1.65250092 4 4.79892789 0.17536648 0.17377632 1.09812505
3.54171981 1.70818823 4 1.93554377 0.17536981 0.1627858 1.25908728
147.114486 1.74398006 4 104.41325 0.17538251 0.15611024 1.14943012
13.2997594 1.6940735 4 7.64628027 0.17540182 0.16550059 1.32572797
10.9200763 1.71860113 4 7.42200434 0.17540585 0.16081312 1.21704753
3.04777133 1.56834617 4 4.79915416 0.1754227 0.19187622 1.23437726
16.4599613 1.69303159 4 13.3736657 0.17553604 0.16570286 1.0954545
18.5425172 1.91199181 4 5.75219975 0.17555273 0.12845077 1.61958139
16.991397 1.59358819 4 9.54596054 0.17556356 0.18625077 1.41408815

5.15264383 1.61134174 4 4.2354939 0.1755904 0.18239653 1.13769168
1.71079127 1.69145516 4 2.54759908 0.1756489 0.16600941 1.30086216
29.5753279 1.58242704 4 21.874888 0.17565447 0.18871686 1.23444908
4.39808361 -1.6288831 4 3.36223757 0.17566965 0.17866955 -1.155597
5.46963916 -1.6154546 4 3.57939192 0.17569934 0.1815155 -1.3505684
9.93383782 -1.8241662 4 5.02115041 0.17571276 0.14218737 -1.374267
12.6319263 1.63626935 4 9.94642716 0.17571858 0.177124 1.15223898
9.35302199 1.67830215 4 6.52439476 0.17576582 0.16859041 1.19241947
1.24753972 1.63094767 4 1.92827325 0.17581805 0.17823614 1.17725175
4.82051409 -1.7692142 4 2.23014006 0.17585677 0.15157845 -1.3638131



10.9224107 -1.6741238 4 9.49471059 0.17586823 0.16941911 -1.054481
1.07405668 1.58360877 4 2.32851183 0.17591477 0.18845417 1.33052766
5.76474565 1.56014571 4 3.65855455 0.17598989 0.19374123 1.48998593
2.1580959 1.70695808 4 1.17580764 0.17599847 0.16302053 1.35019465

17.4429335 1.73026148 4 12.3204417 0.17600746 0.15863404 1.1505364
1.49619116 -1.6142378 4 1.02404484 0.17611685 0.18177569 -1.3240449
2.06335686 1.50410067 4 4.40195248 0.17628189 0.2069947 1.3803948
31.1133773 1.68966939 4 25.0514365 0.17630237 0.16635738 1.10313705
1.08340717 -1.6864917 4 2.10049485 0.17630913 0.16697847 -1.4324824
13.3328191 1.63314589 4 10.5295413 0.17631057 0.17777587 1.14202131
2.34074612 1.63300611 4 3.04747179 0.17633044 0.1778051 1.18455383
18.5560088 1.76416889 4 10.0846894 0.17639478 0.15247323 1.34307139
1.82980427 -1.6084728 4 1.41737484 0.17643677 0.18301373 -1.1814012
5.6710714 1.83700176 4 2.50689565 0.17643998 0.14008476 1.46093793

10005.5215 -2.6785711 4 88.3653368 0.17644814 0.05531066 -16.191126
4.08133777 1.75007055 4 1.42751807 0.17645336 0.15500344 1.47702445
1.18974549 -1.6225979 4 1.02355545 0.17652111 0.17999578 -1.098145
1.82706626 1.66993427 4 1.24756379 0.17658529 0.17025432 1.17447583
2.39054053 -1.6489193 4 3.74436854 0.1766582 0.17450928 -1.2676649
2.17245169 1.65819839 4 2.56710954 0.17668557 0.17261697 1.12955201
2.15382159 1.65500959 4 1.51400948 0.17669709 0.17326485 1.25055388
2.92054697 1.71304494 4 1.72592111 0.17677464 0.16186256 1.31189863
1.37619013 -1.5739089 4 2.62710234 0.17681869 0.19062163 -1.2630284
5.14620121 1.52283745 4 2.23871016 0.17683609 0.20246378 1.59903155
5.3345011 1.73052487 4 1.9736922 0.1768512 0.15858518 1.8834099

3.01745417 1.68520964 4 1.50323014 0.17685407 0.16722974 1.45980252
2.63274797 -1.5623017 4 4.64464487 0.17688406 0.1932491 -1.3136111
471.793135 -1.9660011 4 101.85451 0.17694376 0.12072134 -2.25263
150.320672 -2.6336408 4 11.346105 0.1770133 0.05796479 -3.5057016
1.82598443 -1.659597 4 2.26992474 0.17704906 0.17233361 -1.1450527
13.0455397 -1.3490585 4 58.4122299 0.17721263 0.24862736 -1.5425412
4.14058431 1.6076505 4 3.46483254 0.17722834 0.18319102 1.11719745
3.8085931 -1.6725115 4 4.89159446 0.17723085 0.16974002 -1.2029532

300.013338 -2.1102649 4 70.5106226 0.17727689 0.10245986 -1.9398692
3.8437577 1.63650079 4 3.51337012 0.17730243 0.17707579 1.06249315

6.98038213 1.63299648 4 5.44670248 0.17733277 0.17780711 1.18028223
1.77525748 1.62441727 4 1.58102775 0.1773351 0.17961083 1.09543108
4.52049888 1.56320592 4 6.33350388 0.17734178 0.19304308 1.1531784
17.101593 1.51701602 4 9.87014036 0.1773538 0.20386059 1.48813732

2.90552786 1.70659102 4 1.83028354 0.17738925 0.16309064 1.24280108
5.0318383 1.68894938 4 4.00535736 0.17743169 0.16649789 1.10648147

3.68118418 -1.6457943 4 5.9951864 0.17746625 0.17515145 -1.2694768
3.35049679 -1.7140124 4 1.7813657 0.17754045 0.16167931 -1.3008578
1.25495305 1.67979686 4 1.75283893 0.17754409 0.16829499 1.23189561
13.1007958 1.66552379 4 15.9111923 0.17760077 0.17113824 1.15418359
1.22590573 1.63365229 4 1.05056226 0.17760848 0.17767001 1.12876544
2.10292608 -1.62312 4 1.50801771 0.17766439 0.17988522 -1.1889334
1.10161759 -1.6065961 4 1.45938228 0.17768712 0.18341864 -1.1677775



4.24287792 1.53122375 4 9.03795687 0.17770422 0.2004687 1.30871272
7.59994583 -1.4671032 4 22.0397525 0.17772395 0.21624608 -1.5059682
1.1761588 -1.6244996 4 1.66405304 0.17773966 0.17959343 -1.2574098

4.40748284 -1.674447 4 2.33459987 0.17776041 0.16935485 -1.307317
1.4713587 -1.6753687 4 1.07271398 0.17780408 0.16917175 -1.1706428

217.313307 1.72750366 4 124.797926 0.17789648 0.15914659 1.32317422
37.6493271 -1.5535085 4 52.5899105 0.17791236 0.19526435 -1.1261947
1.58813549 1.56965537 4 1.07002459 0.17796367 0.19158019 1.22960902
5.37758574 1.66798299 4 4.22776343 0.17801059 0.17064479 1.13673899
15.7181067 1.57535611 4 9.79167888 0.17806859 0.19029663 1.33509668
4.97895624 -1.6133278 4 4.47245607 0.1780788 0.18197054 -1.0887852
17.9903196 -1.8701617 4 7.47758928 0.17812435 0.1348059 -1.4626596
1.11019597 1.58673698 4 1.55274333 0.17812464 0.18776059 1.17921764
10.3620643 1.65219849 4 7.77604454 0.17814074 0.17383809 1.17338132
9.59363654 -1.5558786 4 6.40659927 0.17818572 0.19471903 -1.3188482
4.34695553 -1.7290117 4 2.38900935 0.1782432 0.1588661 -1.3532
9.80359878 -1.6995978 4 5.94817907 0.17829412 0.16443242 -1.2946833
2.67138344 1.58201754 4 1.96627179 0.17831829 0.18880798 1.18845039
3.21984364 1.65776893 4 2.32630661 0.17833497 0.17270408 1.17113034
8.9315958 1.74014342 4 5.81494313 0.17837206 0.15681175 1.20855307

1.38607541 1.7030837 4 1.17631093 0.17840569 0.16376214 1.28739262
6186.85782 -4.8899488 4 4.1647051 0.17848031 0.00810234 -38.144622
5.24935929 -1.5769894 4 6.82290121 0.17851973 0.18993052 -1.1037479
12.3263136 -1.6345256 4 9.79084898 0.17853016 0.17748761 -1.1354787
8.71168459 -1.6669709 4 3.33441336 0.1785421 0.17084768 -1.9157155
1.40940856 1.59433624 4 1.71183349 0.17855665 0.18608668 1.09547467

3.453681 1.60112917 4 2.77533679 0.1785714 0.18460344 1.16556914
8.50477712 -1.5562077 4 12.8894715 0.17857141 0.19464344 -1.1650631
2.31895633 1.61936467 4 1.91261958 0.17859462 0.18068199 1.09459815
2.60743207 1.63383673 4 3.1354393 0.17862371 0.17763147 1.14092729
2.06651524 1.65844053 4 2.59279718 0.17863328 0.17256788 1.1542938
2.06651524 1.65844053 4 2.59279718 0.17863328 0.17256788 1.1542938
1.91454061 1.65089287 4 1.02621346 0.17865137 0.17410501 1.25066231
3.87276337 1.66597346 4 3.08722102 0.17866774 0.1710479 1.12367982
15.3415332 -1.7565214 4 7.46933186 0.17868132 0.15384022 -1.4739174
9.90845452 1.72472951 4 6.10551369 0.17870244 0.15966394 1.21727024
4.62100445 1.67663229 4 6.44419543 0.17885145 0.16892108 1.22321855
2.22945022 -1.6895044 4 1.23688126 0.17885836 0.16638956 -1.4084514
1.85916473 1.53063021 4 3.32608343 0.17903237 0.20060924 1.28839954
1.97048049 1.67156348 4 1.44244847 0.17903521 0.16992901 1.19353006
1.23855446 1.6011746 4 1.34060756 0.17905435 0.18459356 1.24087667
2.43554819 1.62748067 4 1.78396044 0.1790652 0.1789646 1.1605159
12.4116994 1.70174526 4 7.78917888 0.17907205 0.16401916 1.214782
12.4788261 -1.5883585 4 14.7421487 0.17913034 0.18740212 -1.0676983
242.304158 1.63357469 4 197.871376 0.17914011 0.17768623 1.12324884
7.21882673 -1.6392867 4 4.66993778 0.17915322 0.17649663 -1.2329711
4.84229159 -1.6515853 4 5.57999239 0.17916503 0.17396339 -1.122494
9.76489361 1.85789897 4 2.8490347 0.1791816 0.13673267 1.60469431



4.42734831 1.68742646 4 3.37747655 0.17920826 0.16679552 1.13135681
1.72163797 1.41253972 4 7.46735855 0.17926308 0.23065565 1.65674502
3.56108254 1.78203722 4 1.50790147 0.17928475 0.14932935 1.4946782
2.91394769 1.44352525 4 10.4115592 0.17929811 0.22235853 1.49323748
248.933022 -0.4969409 4 2.69825264 0.17932116 0.64530343 -15.007741
3.22744005 -1.6115779 4 2.71968741 0.17932345 0.18234583 -1.1318669
7.7711267 1.81099907 4 3.504467 0.17936198 0.14437949 1.48300494

2.49081177 1.4949991 4 1.52485541 0.17937993 0.20923272 2.19857334
1.48584312 -1.5381327 4 2.37294215 0.17944704 0.19884016 -1.2306156
5.11914999 -1.4826396 4 9.75345711 0.17945321 0.2123112 -1.2809662
1.18171765 -1.5939487 4 1.41856098 0.17945983 0.18617166 -1.0909662
3.57013833 -1.7048538 4 2.44169559 0.17952072 0.16342287 -1.1905865
9.41345483 -1.4778938 4 21.432089 0.17953034 0.21350541 -1.3414626
5.44772737 1.58154525 4 6.77208472 0.17953595 0.18891313 1.08453494
2.74859413 1.57947316 4 3.73335206 0.1795376 0.18937516 1.16610512
1.45194377 -1.5792043 4 1.014205 0.17956125 0.18943519 -1.1864726
15.3873398 1.64965014 4 9.83579576 0.17965318 0.17435947 1.26985751
87.4574281 1.61550747 4 55.1711709 0.17968303 0.1815042 1.31262286
24.9587192 1.68072898 4 19.0784258 0.17982355 0.16811104 1.11444387
60.0013267 1.52303204 4 36.5949673 0.17983718 0.20241726 1.4485737
2.35302032 -1.4946992 4 4.99891628 0.17983941 0.20930688 -1.3782332
2.87658508 -1.6481095 4 3.4045967 0.17984611 0.17467547 -1.1426061
11.6839695 -1.634682 4 14.1233347 0.17985996 0.17745496 -1.1156371
1.47572275 1.5265099 4 1.29665382 0.17988154 0.20158763 1.3850608
1.42094642 1.6526376 4 1.8111473 0.17989755 0.17374842 1.15069968
17.4871883 1.61929609 4 12.5084335 0.17990675 0.18069658 1.19769306
2.11349165 -1.6174931 4 1.75525179 0.17991247 0.18108045 -1.1224835
5.79763989 1.52510089 4 3.16149231 0.17992694 0.20192332 1.53525494
4.81236306 -1.5989666 4 3.08717065 0.17993279 0.18507431 -1.2516568
9.39637295 1.62220308 4 11.5472885 0.17999154 0.18007943 1.12027158
14.0774139 1.72457208 4 9.47062192 0.18004324 0.15969335 1.18211763
4.31867646 1.6161488 4 3.21739203 0.18006052 0.18136722 1.20027171
4.22614834 1.69049894 4 1.11548975 0.18009518 0.16619564 1.67433085
1.08446182 1.66226843 4 1.72488528 0.18019455 0.17179373 1.41895959
6.83722043 -1.6864429 4 4.41891596 0.18021393 0.16698804 -1.2509278
28346.4066 -3.0419802 4 568.847814 0.18024328 0.03832783 -7.4052311
4.6389243 1.64402099 4 3.25782087 0.18030053 0.17551695 1.16184473
72.154562 1.68095968 4 11.9718405 0.18033793 0.16806555 3.3810199

4.12071006 1.69454751 4 2.3917824 0.18037067 0.16540865 1.22008088
167.421646 -1.6657344 4 249.941668 0.18044728 0.17109593 -1.2765721
14.0500663 -1.8553956 4 4.33019264 0.18046806 0.13712964 -1.7106814
3.2704438 1.65152158 4 2.45267753 0.18048041 0.17397642 1.14327573

10177484.8 1.85822449 4 81.7848191 0.1805283 0.13668114 1484.35717
378.314646 1.5721922 4 265.299909 0.18053868 0.19100791 1.2735997
2.20050057 1.65248634 4 1.28531536 0.18061446 0.1737793 1.21043605
77.4548194 -1.5029496 4 43.8899112 0.18071896 0.20727638 -1.50079
2.7266077 -1.6443824 4 1.7730688 0.18085953 0.1754424 -1.1812214

3.34675317 1.59960645 4 2.94232622 0.18085963 0.18493486 1.11804423



1.55896135 -1.620999 4 1.28088306 0.18089082 0.18033478 -1.3459866
3.40734534 1.7030438 4 1.96652013 0.18089629 0.1637698 1.25264836
1.66542763 1.2583971 4 37.4724971 0.1809269 0.27669101 2.45742601
4.79750004 1.4231822 4 12.699276 0.18093107 0.22777155 1.40541798
217.875057 1.62295613 4 178.312739 0.18097178 0.17991991 1.12298902
2.03046897 -1.5511859 4 3.99516137 0.18099809 0.19580023 -1.2660453
784.51747 -1.7989413 4 416.960617 0.1810555 0.14641865 -1.2954304

2.33355985 -1.5521935 4 3.94619783 0.18106366 0.19556757 -1.1956122
1.3006968 -1.460273 4 5.21076241 0.18111015 0.21799915 -1.5796593

4.29713326 1.73568158 4 2.46998019 0.18113892 0.15763178 1.2879914
1.27175248 -1.5952184 4 1.0362585 0.18115138 0.18589337 -1.142389
2.34701292 -1.5383519 4 3.6142807 0.18116925 0.19878873 -1.1912836
3.28500928 1.59422785 4 2.8404743 0.18121702 0.18611044 1.10304973
10.5626538 -0.902325 4 1.30761543 0.18121936 0.41790702 -6.471152
1.99293657 1.66987318 4 1.19233146 0.1812225 0.17026653 1.26518421
5.65131933 1.68673234 4 4.18498004 0.18122426 0.16693135 1.14772978
3.50625593 -1.5406081 4 5.44422451 0.18125161 0.19825998 -1.1874119

1.911533 1.48639604 4 5.28239887 0.18129068 0.21137072 1.44948599
1.19886535 -1.6770865 4 1.43311596 0.18129506 0.16883107 -1.4348075
1.53325286 1.6657802 4 2.29870218 0.18131242 0.17108672 1.23273941
73.059535 1.54458787 4 98.7422593 0.1813264 0.19733084 1.12285857

1.21684914 1.537854 4 1.32785782 0.18137275 0.1989056 1.2689334
4.37443856 1.55460188 4 2.47389706 0.18139398 0.19501259 1.35271599
1.63342799 -1.6291274 4 1.01162987 0.18149915 0.17861821 -1.1837623
2.89375493 1.56948199 4 2.16516884 0.18153484 0.19161937 1.17245275
2.11358504 1.58736653 4 3.39124409 0.18158904 0.18762133 1.28387217
49.3340312 -1.4137581 4 127.635423 0.18159262 0.23032363 -1.3563662
3.60855183 1.63606465 4 2.32824232 0.1815988 0.17716664 1.22954426
1.12789312 -1.6776405 4 1.65749565 0.18162123 0.16872135 -1.3327908
82.7452245 -1.8480043 4 35.4769687 0.18163616 0.13830899 -1.4152022
2.10812495 -1.6804483 4 1.39516763 0.18164618 0.16816642 -1.2057022
1.19489273 -1.5339472 4 2.07117207 0.1816636 0.19982511 -1.2754808
31.7654816 -1.5747989 4 24.0006563 0.1816693 0.1904217 -1.1967703
36.1688356 1.83654224 4 15.3173426 0.18174888 0.14015946 1.41130955
19.943831 -1.553028 4 49.4475047 0.18184461 0.19537507 -1.5168489

141.509611 -1.6269444 4 373.762584 0.18187706 0.17907756 -1.6161721
6.85676848 -1.6499007 4 8.30796689 0.1819017 0.17430813 -1.1612032
1.4283414 -1.4981747 4 3.93943234 0.18193586 0.20844908 -1.6283393
1.4283414 -1.4981747 4 3.93943234 0.18193586 0.20844908 -1.6283393
1.4283414 -1.4981747 4 3.93943234 0.18193586 0.20844908 -1.6283393

16098.1233 -4.8626817 4 12.2615599 0.18193896 0.00826326 -35.948676
5.60566974 1.70421234 4 3.29593013 0.18194196 0.16354574 1.23324401
9.51511953 1.68501243 4 6.52850039 0.18194318 0.16726843 1.15991859
5.38407487 -1.5875165 4 6.54593661 0.18197462 0.18758816 -1.0803925
159.935834 1.58068882 4 119.495653 0.18201358 0.18910395 1.21212656
5.7802375 -1.6821395 4 3.923564 0.18207842 0.16783308 -1.1688093

4.58541341 -1.6307896 4 3.70004559 0.1820817 0.17826928 -1.0925826
19.3468891 -2.3615535 4 1.33123029 0.18208484 0.07753143 -5.1190933



2.32247491 1.64866946 4 1.75533959 0.18213388 0.17456054 1.11794553
3.02619764 1.66375781 4 1.78494693 0.18215094 0.17149351 1.21821715
4.05531649 -1.5790044 4 5.64373936 0.18222133 0.18947984 -1.1797501
51.2608533 1.9630862 4 15.1196797 0.182258 0.12112531 1.67889749
1.30562091 -1.5019774 4 1.53143131 0.18226414 0.20751461 -1.4001249
24.7368146 1.57300104 4 32.9178122 0.18229355 0.19082581 1.12943995
28.2732188 -1.8801088 4 10.5622378 0.18233281 0.13326446 -1.5620772
6.30132427 1.77648795 4 1.58579155 0.1823466 0.15029827 1.71360091
1.94365932 1.55520142 4 1.30541014 0.18237908 0.19487468 1.26612101
8.45847128 -1.6212775 4 6.33288533 0.18242365 0.18027569 -1.188569
1.36708688 -1.6541818 4 2.76092742 0.18247897 0.17343344 -1.5035041
1.36708688 -1.6541818 4 2.76092742 0.18247897 0.17343344 -1.5035041
16.2149336 1.65564768 4 12.746474 0.1824838 0.173135 1.11621897
2.65137704 1.6162699 4 2.36147921 0.1824938 0.18134137 1.08004104
18.5921764 1.65951545 4 12.5726167 0.18253368 0.17235012 1.19283613
4.81617813 -1.5391097 4 8.16375773 0.18261602 0.19861097 -1.2168292
2.26901171 -1.5708526 4 1.68939297 0.18263562 0.19130988 -1.1635676
8.45292718 -1.6539381 4 12.495531 0.1826774 0.17348312 -1.2537304
1.89121391 1.59900139 4 1.49702367 0.18268493 0.18506672 1.20135303
275.592545 -1.5352648 4 201.973467 0.18272566 0.19951452 -1.2568308

10.72525 1.57209306 4 8.37950442 0.18273366 0.19103024 1.20983503
2.76284295 1.54590921 4 4.6259088 0.1827532 0.19702334 1.19587792
1.11391993 -1.5971449 4 1.88716645 0.18276506 0.18547192 -1.2847521
1.4274988 -1.562906 4 2.22991928 0.18279601 0.19311138 -1.2224823

4.68444658 -1.6478224 4 3.19659487 0.18280016 0.17473442 -1.2419766
1.61779567 1.59918639 4 1.39808589 0.18284376 0.18502639 1.09630656
2.00650498 1.58634002 4 3.88814289 0.1829374 0.18784846 1.3369312
10.1040999 1.52770044 4 6.74087054 0.18293743 0.20130443 1.39896906
2.91383803 -1.5606381 4 2.13795741 0.18298838 0.19362871 -1.1838174
1.33168062 1.5829445 4 1.08513489 0.18302916 0.18860179 1.16952724
48.7108419 1.621893 4 39.3666582 0.18304641 0.18014515 1.11712525
6.89578191 1.63812078 4 4.70707784 0.18305567 0.17673877 1.19822833
2.25060389 1.61664197 4 1.4782205 0.18308002 0.18126196 1.182607
3.81076453 1.51054123 4 7.26989398 0.18313551 0.20542571 1.29333058
4.25910489 1.53482815 4 2.72642808 0.18314148 0.1996174 1.49389599
2.23221756 -1.3611115 4 12.4758406 0.18319125 0.24511197 -2.381277
2.57982308 1.60262872 4 1.12994374 0.18328147 0.18427767 1.49369721
2.06976953 1.56648403 4 1.06532401 0.18330476 0.1922981 1.43654428
1.34524093 -1.6124688 4 2.11385572 0.18330765 0.18215466 -1.2159602
7.29298607 -1.5975133 4 5.06459916 0.18336679 0.18539144 -1.2806489
229.486648 -3.0482252 4 1.16825572 0.18347104 0.0380943 -11.621988
12.1518428 1.79036187 4 5.59002485 0.18349238 0.1478883 1.38387274
1.38720001 -1.6072701 4 1.09555306 0.18350272 0.18327311 -1.1279103
6.52238512 1.5892969 4 4.03012818 0.18350582 0.18719498 1.28371098
2.09737966 -1.6413755 4 2.6163797 0.18353677 0.17606369 -1.1318158
8.63432644 -1.5262992 4 12.2502474 0.18358552 0.20163778 -1.1458092
87.9868431 1.86985115 4 30.5956665 0.18358957 0.13485433 1.60773953
1.5470361 1.63726221 4 1.14367542 0.18363543 0.17691731 1.17060099



17.6813173 1.62881548 4 13.6347838 0.18367629 0.17868377 1.12889992
406.071824 -1.4847392 4 769.50239 0.18368583 0.21178502 -1.2676908
11.3664733 1.81030071 4 4.17978842 0.18369235 0.14449676 1.4821157
6.86973102 -1.5287423 4 12.8653314 0.18369437 0.20105693 -1.2762251
15.6468425 -1.7216017 4 9.43631657 0.18372409 0.16024937 -1.2159885
4.40089765 1.69805281 4 2.35273465 0.18374456 0.16473043 1.35477833
1.72124806 1.6681413 4 1.02700588 0.18377685 0.17061307 1.27159981
9.43683549 -1.6176206 4 11.6536974 0.18383149 0.18105327 -1.1403256
5.47415415 1.65734723 4 8.08082744 0.18390277 0.17278966 1.32618933
2.14710748 -1.6665589 4 1.49397309 0.1839145 0.17093035 -1.2035175
1.01131309 1.61017152 4 1.18214181 0.1839544 0.18264802 1.12370848
1.81188268 1.47375717 4 4.14931405 0.184023 0.21455189 1.3649107
1.78992992 1.58297953 4 1.52293677 0.18402493 0.188594 1.08914337
2.49213653 1.63010452 4 1.63410083 0.18404835 0.17841301 1.21073095
56.3310409 1.80783296 4 27.001145 0.18405424 0.14491197 1.35799237
9.17782802 1.7622146 4 4.04603746 0.18409054 0.15282133 1.36893519
40.3048326 1.96855399 4 12.0696619 0.18409141 0.12036874 1.7323341
10.534845 -1.9038474 4 2.18321802 0.18412506 0.12966226 -1.9278474

11.2192414 -1.5900772 4 9.97570667 0.18412949 0.18702292 -1.0758305
7.14502868 -1.621875 4 10.7467934 0.18416126 0.18014896 -1.2924817

2.332019 1.56055691 4 1.58737068 0.18417016 0.19364726 1.21290514
8.45459415 -1.7154416 4 4.01036556 0.18419918 0.161409 -1.3457411
1.04430789 -1.5310228 4 3.44615159 0.18420448 0.20051627 -1.5658781
36.6053952 1.59858144 4 33.1560476 0.18424902 0.1851583 1.06027532
2.5522259 -1.6142123 4 2.33624831 0.1842851 0.18178114 -1.0403882

1.43818641 1.70215025 4 1.36891838 0.1843028 0.16394135 1.47999131
2.63027919 1.58165968 4 2.10266453 0.18441418 0.18888765 1.11947526
5.63387356 1.4747861 4 2.81889216 0.18442661 0.21429111 1.5513646
9.22738337 -1.6326535 4 6.93280448 0.18451901 0.17787886 -1.1345523
3.48664696 1.6365578 4 4.31791105 0.18452669 0.17706392 1.19229468
1.0833113 1.56121411 4 1.64881224 0.1845377 0.19349719 1.19878763

7.12915792 -1.6990327 4 3.73451984 0.18456313 0.16454136 -1.2888373
44.8604124 1.60067516 4 18.2510826 0.18461267 0.18470219 1.73196726
3.69750651 1.58029929 4 2.87430905 0.18461653 0.18919081 1.14276687
11.1560749 1.71618879 4 7.04865295 0.18462435 0.16126788 1.22664858
49.7011883 1.70454778 4 33.1227931 0.18462724 0.16348148 1.17162402
2.18924183 -1.6161429 4 2.83085526 0.1846837 0.18136848 -1.2081694
419.101462 1.73260269 4 258.346641 0.18469831 0.15820029 1.2204873
1.83995816 -1.6059653 4 2.51739827 0.18469863 0.18355495 -1.2243006
1.18082067 -1.5440348 4 1.79184804 0.18472255 0.19745969 -1.2052698
3.46072862 1.6749598 4 1.78580671 0.18487056 0.16925296 1.28865715
2.3590593 1.59748226 4 1.9585372 0.18494541 0.18539822 1.15248814

10.2156845 -1.603328 4 7.96698038 0.18499012 0.18412596 -1.1319864
1.73358175 -1.6363401 4 1.30401802 0.18500367 0.17710927 -1.4875715
2.70283737 1.55653432 4 1.92917821 0.1850289 0.19456845 1.22068278
1.83835065 1.59060222 4 2.60748803 0.18502972 0.18690725 1.15027407
5.18935055 -1.5318676 4 3.41756265 0.18504489 0.20031635 -1.4337196
9.27905713 -1.6633848 4 6.84202961 0.18504929 0.17156864 -1.1526796



1.04857361 -1.6410002 4 1.500776 0.18507563 0.1761414 -1.2262556
8.62404419 1.57189621 4 7.28829184 0.18509206 0.19107459 1.10746694
39.7902724 -1.6693708 4 20.324989 0.18510597 0.17036698 -1.3941272
2.06689788 -1.6304481 4 1.15473256 0.18515187 0.17834092 -1.3716235
1.88786969 1.58285882 4 1.4713173 0.18515203 0.18862083 1.11883691
1.17023266 -1.5677663 4 1.96458783 0.18515355 0.19200749 -1.2266358
10.0406233 1.65180568 4 6.58870366 0.18522106 0.17391835 1.2629177
1.09735162 1.58775689 4 1.5092529 0.18522308 0.18753503 1.24639873
3.06951661 1.56310019 4 2.45605275 0.18533005 0.19306716 1.16933711
1.29847144 1.57580274 4 1.94524159 0.18556035 0.19019644 1.29049793
7.18339102 1.47390931 4 14.2205784 0.18557092 0.21451331 1.25645722
2.40446829 1.51638455 4 3.96985092 0.18566088 0.2040127 1.25097659
23.4416204 -1.6047435 4 26.1284269 0.18567269 0.18381925 -1.0710425
1.92879846 -1.5481093 4 2.94469264 0.18575146 0.19651242 -1.2493477
5.21246899 1.68354853 4 1.81188683 0.18577496 0.1675559 1.53455687
2.39686067 1.60327239 4 1.00008786 0.18579004 0.18413801 1.40961574
1.29200517 1.61523626 4 1.19937401 0.18580427 0.18156215 1.30994405
4.4153641 1.67417816 4 3.04833173 0.18582864 0.1694083 1.18046945

2.77958981 1.70128619 4 1.47255489 0.18584389 0.16410741 1.3249067
3.27134087 -1.4755902 4 7.51658803 0.18584869 0.21408754 -1.3990392
3.84905697 -1.6388231 4 3.08104696 0.18587574 0.17659287 -1.1035281
3.32400174 1.56104875 4 2.68042449 0.1859059 0.19353494 1.15484471
3.32400174 1.56104875 4 2.68042449 0.1859059 0.19353494 1.15484471
3.32400174 1.56104875 4 2.68042449 0.1859059 0.19353494 1.15484471
1.05681873 1.52729709 4 3.12365129 0.18595485 0.20140033 1.46345401
28.3666145 -1.6382151 4 36.0644012 0.18601366 0.17671916 -1.1815781
1.06349043 -1.5141714 4 2.27111936 0.18605805 0.2045467 -1.6345272
8.21774183 1.62373543 4 5.29417215 0.1861364 0.179755 1.23137817
13.5438344 1.53778485 4 8.96989369 0.18614411 0.19892184 1.37158628
1.06023418 -1.620652 4 1.95050832 0.18618198 0.18040844 -1.3035352
2.04175888 -1.5440491 4 1.47908701 0.18625378 0.19745636 -1.1925125
1.5115818 -1.5450943 4 2.32793224 0.18625648 0.19721293 -1.2092956

1.73453199 -1.5880349 4 2.33009579 0.18626903 0.18747359 -1.1362679
1.27113165 1.58531652 4 1.54609625 0.18634433 0.1880752 1.09231827
1.18610301 1.55886026 4 1.86719243 0.18635156 0.19403526 1.19109414
1.54843841 1.54641176 4 2.11416175 0.186365 0.19690651 1.15970519
7.16590589 1.65455819 4 4.7894275 0.18642148 0.17335676 1.24088525
5.81112734 1.5631421 4 4.48387143 0.18642608 0.19305761 1.21864802
2.74387745 1.60374431 4 3.82001251 0.18642848 0.18403569 1.18659083
1.77742015 1.64880622 4 1.19950823 0.18642904 0.17453249 1.19818126
10.6870914 1.52720858 4 6.98339581 0.18646394 0.20142138 1.3069157
5.27546192 -1.4967482 4 10.1714837 0.18651978 0.20880073 -1.2611584
44.2911866 1.63659885 4 36.9953845 0.18652427 0.17705537 1.07115818

2.495842 1.47753174 4 1.19648119 0.18656102 0.21359681 1.49702871
23.6352663 1.66081364 4 18.0635705 0.1865759 0.17208752 1.1175414

2.46709 1.56752417 4 1.88233224 0.18657741 0.19206233 1.15222746
1.53055864 1.60403528 4 1.20283112 0.18661442 0.18397263 1.14212406
1.94575709 -1.5696298 4 1.49829922 0.18661539 0.19158597 -1.2099752



12.0080737 1.26427778 4 15.1917674 0.1866415 0.27478151 4.32615603
1.7149902 1.58923423 4 2.46627322 0.1866496 0.18720881 1.18743363

2.37443644 1.58546471 4 2.95391197 0.18666767 0.18804236 1.10488572
1.66819424 1.67113267 4 1.00798659 0.18666924 0.17001497 1.31289346
1.11652337 1.62413469 4 1.68959416 0.18668023 0.17967056 1.23454554
1.20796803 -1.5536344 4 1.06333629 0.1866942 0.19523534 -1.1432192
667.847621 1.64600436 4 521.538957 0.18670685 0.17510821 1.11216586
1.52043234 1.56973477 4 1.16274492 0.18670775 0.19156225 1.15176458
2.01897078 1.58702278 4 1.7839229 0.1867176 0.18769736 1.09679064
1.48127049 1.47576255 4 2.96469881 0.18675188 0.21404393 1.33199265
1.99290637 -1.5746731 4 1.62587082 0.18678343 0.19044994 -1.1132009
12.1565584 -1.4465977 4 25.2758539 0.18684054 0.22155227 -1.2714657
22.8867735 1.52607028 4 17.9246952 0.18691025 0.20169231 1.22701188
2.54147041 1.66573541 4 5.77831937 0.18691285 0.17109572 1.62265881
62.8601238 -1.5684582 4 36.5241175 0.18694005 0.19185086 -1.4262353
2.29330053 1.62612037 4 1.08268207 0.18694496 0.17925126 1.41624103
1.60261285 1.62039725 4 2.03789807 0.18695112 0.18046254 1.13048648
1.50172102 1.60738175 4 1.68692899 0.18695683 0.18324901 1.06581765
1.88220808 1.55717544 4 1.44615601 0.18699542 0.19442133 1.13866433
1.2458125 1.56383248 4 1.69170571 0.18701472 0.19290046 1.13442107

12.5368603 -1.5827364 4 16.0965424 0.18706729 0.18864806 -1.1267478
2.64995298 1.53530608 4 1.67196309 0.18707801 0.1995048 1.34628506
2.3794866 -1.6498195 4 1.04979744 0.18708031 0.17432477 -1.3590822

2.54049731 1.12743791 4 123.259718 0.18710942 0.32260836 1.93638785
217.962331 -2.2667315 4 25.5889994 0.18720454 0.08603778 -2.8521878
16.1875171 -1.7538979 4 7.56463088 0.18720988 0.15431217 -1.3965478
4.25760585 -1.2734016 4 29.7927788 0.18722444 0.27184393 -1.6924349
2.8688934 -1.5324355 4 4.47688795 0.18729545 0.20018209 -1.2444745

8.83963784 1.61833145 4 6.36768054 0.18733856 0.18090185 1.16742876
1.93305637 -1.5838808 4 2.1593746 0.18734538 0.18839375 -1.071882
1.5440591 1.60941903 4 1.88483599 0.1873686 0.18280992 1.15459321

1.56659483 -1.6743431 4 2.79203228 0.18739361 0.16937551 -1.3730434
3.51967518 1.53294814 4 5.80170262 0.18740917 0.20006096 1.2058077
16.3604083 -1.519994 4 12.6672058 0.18756594 0.20314482 -1.2441643
1.37571371 1.68537752 4 2.51831975 0.18759328 0.16719682 1.40195349
1.40295604 -1.6182223 4 1.06646894 0.18760255 0.1809251 -1.1280306
40.1556199 -1.6000921 4 46.2478907 0.18765569 0.18482909 -1.0860199
24.5434865 -1.5604707 4 32.8696992 0.18767425 0.19366697 -1.138359
27.3942111 1.91260654 4 8.04684819 0.1877096 0.12835983 1.74260868
221.50024 -2.9168134 4 6.96893442 0.18771497 0.04338144 -5.65984

1.66171076 -1.5274579 4 2.36182112 0.18779419 0.2013621 -1.1799757
1.4993236 1.53970352 4 2.82875653 0.18779702 0.1984718 1.24509961

1.62788026 1.55444856 4 1.17640858 0.18785584 0.19504787 1.1735032
1.14973012 -1.5570948 4 1.227028 0.18790253 0.19443982 -1.1854911
1.34908085 1.50696849 4 2.52570537 0.18791756 0.20629457 1.36123001
1.4850353 -1.6057188 4 1.87219202 0.18795128 0.18360824 -1.2140197

46.9472741 1.61830106 4 18.2696399 0.18800854 0.18090833 1.74669514
14.1500982 -1.7168745 4 8.14585714 0.18803756 0.16113848 -1.2685474



5.99957437 1.65740736 4 3.87496081 0.18805273 0.17277745 1.17365939
6.87523204 1.65717576 4 4.33250886 0.18808161 0.17282447 1.25550163
6.87458817 -1.756215 4 2.06303493 0.1880844 0.15389526 -1.6610857
6.78655856 -1.5195015 4 11.3821298 0.18809019 0.20326302 -1.2187252
5.39376853 1.57064881 4 4.62299678 0.18811958 0.19135587 1.10685648
3.9283278 1.62548464 4 2.89436959 0.18814665 0.17938539 1.1153187

4.70244616 1.54624159 4 3.34817619 0.18816707 0.19694606 1.2350301
15.9623725 1.59667011 4 13.1761248 0.18816946 0.18557569 1.09995489
2.37318798 1.66063029 4 1.0879801 0.18819227 0.17212458 1.47682143
2.37318798 1.66063029 4 1.0879801 0.18819227 0.17212458 1.47682143
2.53345699 -1.6188207 4 3.15789019 0.1881975 0.18079772 -1.1798098
33.4815586 1.9537671 4 4.86309678 0.18820476 0.12242677 2.52866919
2.19671743 1.61014856 4 1.39479185 0.18821481 0.18265295 1.1810941
12.9165286 1.53234656 4 16.6296027 0.18822867 0.20020311 1.10596741
2.23103908 1.53952066 4 3.07674455 0.18824717 0.19851465 1.15114697
5.38656126 1.6138341 4 3.26676523 0.18829879 0.1818621 1.32135046
21.2698158 -1.5086126 4 15.3297376 0.18830147 0.20589427 -1.2497885
1.05797886 -1.5869843 4 1.38957215 0.18832689 0.18770586 -1.2888896
4.29779462 -1.7480906 4 1.82727688 0.18835546 0.15536233 -1.5199548
4.00863758 -1.5177256 4 6.94678732 0.18838905 0.20368982 -1.2932883
10.3160713 1.76895023 4 2.84527905 0.18839372 0.15162512 1.69636013
2.1388354 1.60895745 4 2.71678894 0.18844569 0.18290931 1.19618392

287.497604 -2.3320467 4 25.6738899 0.18844662 0.08007238 -3.0701194
8.24330455 1.56911058 4 6.09257061 0.18847434 0.19170332 1.17163284
8.26853898 1.55053768 4 3.85642516 0.188501 0.19595007 1.56200299
19.2202717 1.62389514 4 9.52568766 0.18850346 0.17972121 1.51593755
30.9285847 -1.460865 4 55.6701813 0.18855298 0.21784664 -1.2374227
5.12784581 -1.7027154 4 2.1126638 0.18857053 0.16383282 -1.388123
2.95814585 1.51306261 4 1.69572419 0.18865749 0.20481478 1.61833757
1.45752826 1.60483454 4 1.34225373 0.18874339 0.18379954 1.28449991
1.20986236 1.55408658 4 2.45742483 0.18875193 0.1951312 1.45861163
8.21147772 -1.5921856 4 9.97063437 0.18884161 0.18655884 -1.1348421
8.87054881 -1.5683994 4 11.4302583 0.1888511 0.19186417 -1.1478351
60.1347664 -1.6280171 4 73.2897893 0.1888995 0.17885167 -1.1556493
10.8593866 1.44800953 4 6.22286578 0.18891092 0.22118277 1.5865303
2.88354508 1.22178516 4 52.2860654 0.18893132 0.28886706 1.8907683
4.18399193 -1.6034318 4 3.14380288 0.18899388 0.18410343 -1.1457372
2.30148095 1.58761572 4 1.44336417 0.18905484 0.18756624 1.22039452
1.27258783 -1.6424695 4 1.21180919 0.18908783 0.17583739 -1.2488811
1.06039048 1.58357725 4 1.35851452 0.18910948 0.18846117 1.18044872
61.8946318 -1.6215638 4 50.4835985 0.18913409 0.18021497 -1.0923666
14.601601 1.58647669 4 10.9701914 0.18914951 0.1878182 1.16424416

25.9117796 2.01195797 4 2.71127947 0.18916368 0.1145429 2.62687618
35.4824474 1.73281108 4 16.8864588 0.18919728 0.15816174 1.43228052
2.96095477 1.64359065 4 1.93778573 0.18921974 0.17560576 1.2208761
5.9680061 1.64298565 4 4.13437467 0.18923507 0.17573071 1.14655273
1.6881713 1.55372571 4 2.44089803 0.1892751 0.1952143 1.13688127

18.4392107 -1.6358913 4 23.7699232 0.18928918 0.17720276 -1.1980017



1.3423253 1.58108148 4 1.67022131 0.18929139 0.18901644 1.12703338
29.1468096 -1.777809 4 12.2342028 0.1893226 0.15006701 -1.5068366
1.59303435 1.5736498 4 1.28111902 0.18933484 0.19067988 1.18348692
70.746448 1.85062319 4 25.5152236 0.18934156 0.13788988 1.54262326

5710.95782 -1.5753987 4 7205.85209 0.18946536 0.19028706 -1.1293876
1.42790919 1.54993221 4 1.01009348 0.18951553 0.19609012 1.27676275
1.19865621 -1.5188106 4 2.08711463 0.18952066 0.20342896 -1.2454889
297.664904 1.69533937 4 192.282189 0.18959241 0.16525518 1.19418094
1.40823651 1.55072673 4 2.33925551 0.18963794 0.19590636 1.20058004
1.85380924 1.58458262 4 1.32947794 0.18963829 0.18823797 1.13267706
3.98918841 1.62168514 4 2.94907608 0.18967835 0.18018923 1.12103643
2.90449615 -1.5914717 4 3.51773668 0.18972858 0.18671584 -1.1002543
2.90449615 -1.5914717 4 3.51773668 0.18972858 0.18671584 -1.1002543
1.86857422 -1.6075504 4 1.23080196 0.18973764 0.18321262 -1.205526
5.3817487 -1.5552003 4 3.32994702 0.18976916 0.19487493 -1.3771248

4.70937197 1.52150155 4 7.41643066 0.18992602 0.20278346 1.22267335
4.43484833 1.579987 4 3.12090517 0.19003505 0.18926047 1.24179206
2.27774362 1.5694132 4 2.02359841 0.19007297 0.19163491 1.1019888
22.3872881 1.88384278 4 7.18155532 0.19010525 0.13269075 1.67109031
2.94276422 -1.5811765 4 4.89761016 0.19015864 0.18899527 -1.2762965
5.73594446 -1.7504477 4 1.51365112 0.19024223 0.15493517 -1.6607551
24.6656007 1.63045744 4 18.2919252 0.19024245 0.17833896 1.12918505
17.9603287 1.50951051 4 13.5795461 0.19024945 0.20567599 1.21829243
1.30551002 -1.4948928 4 2.22139283 0.19026605 0.209259 -1.2665546
6.23015884 -1.7444375 4 2.9050013 0.19028071 0.15602682 -1.4082229
1.52852115 -1.5063276 4 2.70971648 0.19028533 0.20645081 -1.2735679
366.240253 1.79714838 4 78.184647 0.19037363 0.14672448 2.3962697
12.9871225 1.6830936 4 8.35119895 0.19037778 0.16764534 1.21050625
3.33850356 -1.6406163 4 1.56150532 0.19038785 0.17622093 -1.3377022
2.12536943 -1.5501683 4 2.41822768 0.19040573 0.1960355 -1.0609063
5.46566733 1.49201709 4 2.57143979 0.19049362 0.2099713 1.53424304
4.61340844 -1.6326732 4 3.52878869 0.1904988 0.17787474 -1.1303449
2.86723409 1.5533987 4 2.14487227 0.19049962 0.19528964 1.26988739
5.54421627 -1.5201259 4 4.02014915 0.19055911 0.20311317 -1.2578679
13.0241942 -1.4977023 4 20.1335199 0.19056111 0.20856547 -1.1988843
6.83715768 1.6498346 4 4.34426876 0.19057023 0.17432167 1.18499065
21.0697445 1.60424593 4 15.6332188 0.19066945 0.183927 1.14597275
2.29999835 -1.5462189 4 1.5089602 0.19069476 0.19695133 -1.2207594
13.7762719 -1.5709119 4 21.5227493 0.19070763 0.1912965 -1.2376208
37.6011422 -1.4346078 4 80.2564048 0.19071587 0.22471532 -1.3115918
1.24052396 -1.100595 4 167.180334 0.19081571 0.33285324 -2.0564436
2.08301697 1.57392176 4 1.14242142 0.19084804 0.19061874 1.43892623
1.39273795 1.37155317 4 5.96749414 0.19089506 0.24210611 1.74889607
1.39273795 1.37155317 4 5.96749414 0.19089506 0.24210611 1.74889607
1.39273795 1.37155317 4 5.96749414 0.19089506 0.24210611 1.74889607
2.27604003 -1.5490767 4 3.09682339 0.19095393 0.19628819 -1.1338304
7.01051148 -1.5407511 4 5.04385267 0.19102506 0.19822653 -1.2688091
3.30243963 1.54059139 4 4.2152113 0.19102741 0.1982639 1.1275967



14.8672651 1.59098398 4 9.82701423 0.19103345 0.18682318 1.28683189
3.32483855 1.50288374 4 2.22967706 0.19103975 0.20729252 1.25162131
13.5134262 1.58680408 4 8.6270766 0.19109747 0.18774574 1.24590996
5.68614307 -1.6675354 4 3.11509748 0.19111788 0.17073449 -1.3358901
5.68614307 -1.6675354 4 3.11509748 0.19111788 0.17073449 -1.3358901
1.07859805 -1.5857138 4 1.40471464 0.19112344 0.18798716 -1.2580143
1.68757282 1.57552678 4 1.09186854 0.1911467 0.19025834 1.2110479
13.7169994 1.66820803 4 8.44195859 0.19117334 0.17059971 1.24724642
2.29574628 1.58432011 4 1.65300451 0.19118512 0.18829622 1.21073945
6.10973246 -1.558389 4 4.94352541 0.19119442 0.19414316 -1.1156037
1.30033484 -1.6614063 4 2.49694155 0.19126603 0.17196778 -1.5584007
3.85592575 1.61777288 4 5.15233903 0.19126857 0.18102083 1.22309292
5092.98098 1.7348305 4 2616.86592 0.19129914 0.15778871 1.33185987
362.588286 2.37328091 4 36.5870936 0.19130397 0.07654694 2.97843073
1.29018472 -1.5227015 4 2.49469167 0.19131907 0.2024963 -1.4953055
1.93915082 -1.5988173 4 2.32238214 0.19135314 0.18510687 -1.1233659
6.4274904 1.54482211 4 2.92396646 0.19138814 0.19727629 1.47426083

2.66959341 1.53599693 4 3.29316622 0.1913922 0.19934215 1.10519522
4.4344752 1.59937307 4 5.21235883 0.19142942 0.18498571 1.1305695

3.53369213 -1.5228498 4 4.62874587 0.1914703 0.20246082 -1.126626
1.98082615 1.59749885 4 2.46785484 0.19150053 0.18539459 1.16297073
6.92903661 1.58423136 4 4.11929477 0.19152589 0.18831592 1.394212
651.61903 -1.9821947 4 100.8789 0.19154331 0.11850366 -2.6628521

2004.34615 1.6121916 4 1415.6389 0.19155735 0.18221411 1.18516213
1.23221264 1.57991877 4 1.6209107 0.19157666 0.1892757 1.18929844
18.5957345 1.62620468 4 13.9180507 0.19157875 0.17923347 1.11943253
2.56628493 -1.5297156 4 4.79042946 0.19161445 0.200826 -1.2719725
1.13783152 -1.5638326 4 1.04673839 0.19162115 0.19290043 -1.1308464
13.566907 1.70736714 4 6.63622702 0.19168621 0.16294244 1.42255607
2.4064762 -1.6377325 4 1.36626935 0.19173635 0.17681949 -1.2619591

8.98684226 -1.6223692 4 7.14318588 0.19173783 0.18004423 -1.1055833
1.63113992 1.60342173 4 1.07922397 0.19192079 0.18410563 1.27211246
1.03364157 1.55048432 4 1.40742492 0.1920073 0.1959624 1.22709579
1.94023711 1.55425992 4 1.67894553 0.19201178 0.19509129 1.13841656
36.5806056 1.68298143 4 22.5061123 0.19212732 0.1676674 1.20801814
16.3221069 -1.5246883 4 12.8005503 0.19214645 0.20202172 -1.1708839
1.86364183 1.53867374 4 1.17449148 0.19214736 0.19871321 1.25913661
473.443948 1.63914265 4 323.388899 0.19217456 0.17652653 1.18390948
2.20216647 -1.5064967 4 3.96644515 0.19217902 0.20640959 -1.2217809
10.2305442 1.59288484 4 13.6659839 0.19218432 0.18640519 1.17513104
3.79912058 -1.5500014 4 3.33191239 0.19219812 0.19607411 -1.0898142
1.70867107 1.55025065 4 1.25971076 0.1922225 0.19601645 1.32246919
14.2541974 1.66099509 4 8.71540354 0.19223555 0.17205085 1.21269891
2.45935897 1.5201683 4 1.4126957 0.19223946 0.20310301 1.65317712
7.36339411 -1.5106284 4 10.325104 0.19229222 0.20540457 -1.1280496
22.4176769 1.57964642 4 15.1539561 0.19234112 0.18933648 1.22565887
3.44129879 1.60703125 4 2.62882197 0.19236595 0.18332466 1.12077763
48.371888 1.67845134 4 30.2316704 0.19237593 0.1685609 1.20978766



7.53576973 1.46668363 4 1.00992479 0.19240921 0.21635335 2.51441904
3.53507587 1.65143227 4 2.07758746 0.19242162 0.17399468 1.25372662
1.02059144 -1.5602999 4 1.23157972 0.19243158 0.193706 -1.1495732
70.3421886 -2.3682662 4 1.10074909 0.19245161 0.07696617 -5.7717339
10.5823975 -1.5796674 4 9.08841585 0.19248289 0.18933179 -1.0874715
2.32880734 1.58258178 4 3.08397702 0.19249144 0.18868244 1.2240725
1.78117733 -1.5717953 4 2.89577033 0.19250633 0.19109732 -1.2613855
8.17401318 1.48224522 4 12.3106942 0.19254418 0.21241018 1.17300624
28.1852363 1.60285036 4 22.5496801 0.19264566 0.18422957 1.11101112
6.59046657 -1.6038693 4 3.41372653 0.19268883 0.18400861 -1.3980968
16.8583346 1.57624648 4 14.4424009 0.19272944 0.19009696 1.08431419
17.8054627 -1.8394297 4 5.72935719 0.1927354 0.1396908 -1.6219483
10.1121195 -1.782634 4 3.47029556 0.19274883 0.14922555 -1.5527642
9.5652538 -1.4706238 4 15.6475314 0.19280383 0.21534802 -1.1968268

6.36594291 1.51788238 4 4.89139954 0.19283892 0.20365209 1.18474688
1.89173355 1.42067386 4 1.76994392 0.19287017 0.22844805 1.7902464
14.6232227 1.53958914 4 12.5453177 0.19292058 0.1984986 1.12190547
1.89581902 1.59470581 4 1.40607847 0.19308247 0.18600567 1.14534627
5.84137577 1.64568555 4 3.5173865 0.19309642 0.17517384 1.21168167
1.68797365 1.5289807 4 1.06820632 0.19311838 0.20100034 1.26052844
1.43346573 1.53515012 4 1.237715 0.19312524 0.19954154 1.31372192
1.79035772 -1.5034883 4 1.0762613 0.19313257 0.20714451 -1.4049063
3.36042565 1.6449681 4 1.99485289 0.19315833 0.17532164 1.3252887
78.7652839 1.59770383 4 59.1977763 0.19318162 0.18534983 1.1525509
2.85171461 1.51047446 4 1.48704351 0.19322237 0.20544192 1.59437263
11.4986902 1.43266486 4 4.58167864 0.1932407 0.22523212 1.76610129
8.07192541 1.75530299 4 24.0861516 0.19326184 0.15405922 1.8972739
3.76584348 -1.4862163 4 5.87215191 0.19329927 0.21141562 -1.1867766
9.01736506 1.5126754 4 6.31824239 0.19330836 0.20490848 1.2578044
9.67802146 1.63412039 4 6.58348898 0.19332089 0.17757222 1.20137082
322.426489 -1.5113348 4 514.082558 0.19332487 0.20523323 -1.2232836
49.6163675 -1.4652238 4 27.7853005 0.1933493 0.21672704 -1.5094668
11.5163219 -1.7526197 4 4.71109427 0.19335932 0.15454266 -1.4393696
4.31836076 1.61554525 4 3.02549238 0.19336464 0.18149612 1.148907
2.08582032 1.58453127 4 4.5666365 0.19345119 0.18824936 1.40911211
3.73619617 1.54337066 4 4.72600768 0.19355652 0.19761454 1.10572411
116.832849 -1.9719807 4 25.079387 0.19355986 0.11989721 -1.9520245
1.74318355 -1.5992052 4 2.51653228 0.19358321 0.18502229 -1.3400557
2.67662754 -1.5889917 4 1.70652455 0.19360743 0.18726232 -1.280149
4.16949189 1.51274774 4 7.07957719 0.19362819 0.20489097 1.23653982
6.03206082 1.51033095 4 8.58008521 0.19365175 0.20547675 1.16660516
1657.29819 1.66695942 4 1009.85474 0.19375626 0.17084999 1.23836055
2.21926298 1.51190663 4 1.48836569 0.19384924 0.20509465 1.2166569
69.1194018 2.19292228 4 9.20120421 0.19390097 0.09338699 2.59188692
1.16645164 1.56425971 4 1.02617719 0.19391535 0.19280327 1.13912647

52.49551 1.47102986 4 35.782781 0.1939181 0.21524467 1.32839849
1.63666919 1.58737117 4 1.02204027 0.19392702 0.1876203 1.19777311
3.14023862 -1.6142303 4 2.3790816 0.19394307 0.1817773 -1.1417716



24.1652796 2.01965724 4 2.83293409 0.19408614 0.11354208 2.45498033
5.52052288 1.63126466 4 2.89474695 0.1940903 0.17816969 1.4129398
1.49453547 1.52332972 4 1.33084106 0.19409117 0.20234611 1.30514738
2.72662397 1.47266044 4 4.96339624 0.19410699 0.21483021 1.23488716
24.7977248 1.47262825 4 39.0883282 0.19412396 0.21483838 1.18703937
5.09946257 -1.6758086 4 1.70935829 0.19420413 0.16908446 -1.5183485
5.09946257 -1.6758086 4 1.70935829 0.19420413 0.16908446 -1.5183485
5.09946257 -1.6758086 4 1.70935829 0.19420413 0.16908446 -1.5183485
2.38860437 1.50158558 4 3.97527018 0.19429484 0.2076107 1.21334743
1.81228617 -1.5391719 4 3.09468748 0.19430366 0.1985964 -1.2266643
8.20111635 1.61143899 4 15.4296801 0.1943072 0.18237564 1.38704491
15.485972 1.48768872 4 21.6885024 0.19441947 0.21104806 1.14078359

30.2999088 1.50189653 4 21.7751245 0.19442136 0.20753444 1.23525603
48.5744223 1.50439987 4 38.8498893 0.19442548 0.20692154 1.17031051
2.90119784 1.52992871 4 2.3080111 0.19448901 0.20077547 1.18981509
7.24049817 1.5787115 4 6.40394876 0.19449412 0.18954528 1.06017682
21.0627197 1.47422213 4 13.8785546 0.19462182 0.21443401 1.31877575
36.4306043 1.64026712 4 25.2208263 0.1946303 0.17629328 1.17504311
1.34260581 -1.6094186 4 2.06973815 0.19465843 0.18281001 -1.5847934
22.521042 -1.6707333 4 10.8268175 0.19470184 0.17009469 -1.4284143

7.83360174 1.57687269 4 5.3043359 0.19475156 0.18995665 1.20611666
2.7700132 -1.5274751 4 3.47789361 0.19475543 0.20135801 -1.119973

24.3034317 1.45826511 4 17.1230223 0.1947616 0.21851723 1.31238624
25.4159739 -1.8085305 4 7.92772586 0.19476408 0.14479447 -1.7883128
3.42495549 -1.5973209 4 2.64720361 0.1947717 0.18543348 -1.1399888
2.01440899 -1.5777753 4 2.62995552 0.19479112 0.18975461 -1.1949725
6.35674323 -1.6265543 4 4.63742169 0.19479857 0.17915976 -1.1487483
2.58548492 -1.5423572 4 3.07272455 0.19489222 0.19785107 -1.0834121
2.91987869 1.44160936 4 1.49305474 0.19490554 0.22286278 1.43251329
1.81381595 1.61935426 4 2.94857746 0.19501093 0.18068421 1.29354767
956.908985 -1.2779504 4 4505.16761 0.19507007 0.27039063 -1.5425668
3.01383921 1.59778037 4 6.36351347 0.19507868 0.18533312 1.4269207
1.08105729 1.47194464 4 1.62541111 0.19515003 0.21501205 1.30150252
1.70787939 -1.6453493 4 1.3681809 0.19515662 0.17524309 -1.527379
1.01172666 1.51763317 4 2.73540879 0.19517678 0.20371205 1.47790569
18.134327 -1.4634766 4 27.8174461 0.19531576 0.21717513 -1.170055

25.3579577 1.5688886 4 14.9864043 0.19536753 0.19175351 1.33226118
25.3766049 -1.8412253 4 8.44933822 0.19538202 0.13940022 -1.6219515
25.9764567 -1.6934326 4 14.2202258 0.19546227 0.16562499 -1.2717148
5.86482633 1.53489535 4 3.64265257 0.1955629 0.19960156 1.29713001
1.9522909 1.53863663 4 2.31185748 0.19565996 0.19872192 1.10530519

12.2639399 1.38665582 4 4.4794645 0.19570722 0.23782276 1.88736025
1.19829601 -1.4942509 4 1.75997638 0.19572089 0.20941779 -1.3356556
9.19192719 -1.6040944 4 7.3073836 0.19574008 0.18395982 -1.1046509
38.0162288 -1.5346103 4 30.6040277 0.19575018 0.19966876 -1.137878
3.51651677 1.5275956 4 2.5357478 0.19575929 0.20132935 1.20011964
1.58371435 1.58979673 4 2.12274302 0.19577058 0.18708475 1.16196091
1.14308723 1.5266722 4 2.1412917 0.19579447 0.201549 1.32255099



5.72869468 1.58802679 4 3.77059132 0.19580326 0.18747539 1.18556613
618.089731 -1.556067 4 1133.9474 0.19584308 0.19467577 -1.3555037
2.75857841 1.60551674 4 1.84191121 0.19587387 0.18365193 1.18727943
14.2323772 -1.6338973 4 22.4335016 0.19587787 0.17761883 -1.3684887
5.64495338 1.59262523 4 4.11173215 0.19588212 0.18646222 1.12673021
6895.57084 -3.5130998 4 49.5106017 0.1958877 0.02460288 -12.160356
1.25529331 -1.5542807 4 1.02112984 0.19592369 0.19508651 -1.0940029
6.85470259 -1.7043277 4 2.83862538 0.19593583 0.16352364 -1.4222274
8.31475892 1.60469727 4 6.17886491 0.19596057 0.18382926 1.11785746
10.1125818 -1.5710821 4 7.81993607 0.19596774 0.1912581 -1.155439
1.23571148 1.61516109 4 1.17219645 0.19597039 0.18157822 1.2113872
1.64730976 1.58061032 4 2.5431323 0.19599173 0.18912145 1.39424479
18.5921304 1.6708952 4 3.05124169 0.19601882 0.17006237 5.00815525
1.06701061 1.56993536 4 1.40636811 0.19604261 0.19151694 1.14497372
2.0238732 1.5075905 4 1.56087876 0.19606823 0.20614303 1.15404693

1.19437991 1.57295881 4 1.50817053 0.19607831 0.19083531 1.275061
4.55109005 1.61325881 4 3.26764006 0.19608319 0.18198531 1.16418724
2.35226426 1.53855669 4 2.13969145 0.19612007 0.19874067 1.08277659
1.85109851 1.62394796 4 1.20031997 0.19614722 0.17971005 1.25066635
23.5486625 1.70683533 4 10.944376 0.19627644 0.16304397 1.35926074
23.5486625 1.70683533 4 10.944376 0.19627644 0.16304397 1.35926074
8.06157761 -1.7283956 4 3.0930511 0.19628516 0.15898063 -1.4751129
11.1320836 1.52398944 4 6.94225739 0.19634748 0.20218853 1.37472449
24.1333442 -1.4992464 4 19.2576499 0.19635562 0.2081853 -1.1793073
4.23701564 1.60981218 4 2.49552586 0.19637468 0.18272531 1.35937951
3.13555438 -1.4686327 4 6.40710004 0.19638698 0.21585545 -1.2775241
22.2372266 1.6141625 4 16.7649833 0.19638861 0.1817918 1.12673885
3.34174895 1.61566112 4 1.74815454 0.19646442 0.18147137 1.34626071
4.10048385 -1.5897032 4 2.7281707 0.19647568 0.18710536 -1.1644084
7.72623366 1.52368289 4 5.08996319 0.19649053 0.20226174 1.29848623
8.43950468 1.56352743 4 6.61899187 0.19651805 0.19296988 1.12475216
9.12979018 1.59136438 4 5.71143566 0.19654775 0.18673945 1.22343106
5.2464746 -1.4937988 4 3.90408749 0.19655032 0.20952969 -1.2415041

15.4829108 1.51301855 4 13.1905878 0.19655844 0.20482544 1.11743792
3.80271429 1.55878176 4 2.25046695 0.19655846 0.19405323 1.27142094
1.20078295 -1.5220861 4 2.15007311 0.19665847 0.20264352 -1.2717173
2.93830356 1.52794395 4 1.91019014 0.19669181 0.20124655 1.22770194
11.9413607 1.68203222 4 6.09226067 0.19672689 0.16785421 1.38971661
68.7631211 1.45965099 4 47.9626708 0.19674179 0.21815952 1.29325604
68.7631211 1.45965099 4 47.9626708 0.19674179 0.21815952 1.29325604
19.5255713 1.48812254 4 14.3260904 0.19683819 0.21093989 1.21909453
1.29130696 1.55756761 4 1.12798423 0.19684688 0.1943314 1.23846694
2.39380194 1.59307971 4 3.99188449 0.19685399 0.18636239 1.42594486
1.13651739 1.57102305 4 1.13224274 0.19687162 0.19127144 1.12212178
10.5189114 1.48527918 4 7.28373905 0.19693182 0.2116499 1.33989322
5.9263313 1.50042564 4 7.45780888 0.19694348 0.20789542 1.09481529

10.1841051 1.58442496 4 7.16147441 0.19694987 0.18827295 1.21285775
82.7356178 1.75202085 4 38.6975919 0.19695992 0.15465078 1.38696372



70.3977893 -1.5299194 4 76.8743709 0.19698432 0.20077768 -1.0375897
2.40882502 1.50936655 4 2.98893401 0.19703283 0.20571097 1.09670795
1.85326082 1.53033101 4 1.22278088 0.1970428 0.20068012 1.18859922
322.135625 -2.2116971 4 37.1443445 0.19704909 0.09145316 -2.6919459
7.73657084 1.51687486 4 9.90345191 0.19706437 0.20389458 1.12786836
7.06539417 1.47220792 4 4.52513793 0.19707362 0.21494515 1.36190151
4.26551598 1.47540538 4 2.87220652 0.19715827 0.21413431 1.25522433
1.24561291 1.49080887 4 1.32769197 0.19725801 0.21027131 1.24100189
2.03351117 1.55513461 4 1.62120694 0.19728599 0.19489004 1.55461281
44.0740095 -1.4023923 4 90.212394 0.19728629 0.23343947 -1.2645999
1.16461607 1.55960329 4 1.02508208 0.19731946 0.19386524 1.07987987
3.42195359 -1.5466994 4 3.78622114 0.19733717 0.19683967 -1.0640825
1.35649857 1.59193363 4 1.02288085 0.19733805 0.18661424 1.1668916
1.24558568 1.50912054 4 1.06408398 0.1974183 0.20577076 1.16349143
2.95401099 1.5190533 4 2.10620617 0.19747576 0.20337065 1.32493119
2.25953183 1.52237233 4 1.90446889 0.19748154 0.20257502 1.10762849
6.34864091 -1.6053687 4 8.63234571 0.19753253 0.18368395 -1.2597178

2.150919 -1.5769827 4 1.63514177 0.19756281 0.18993201 -1.1554814
6.33279631 1.65360244 4 3.31559084 0.19757595 0.17355155 1.31353892
3.23278761 -1.5375615 4 2.09709368 0.19758367 0.19897429 -1.3851584
4.33025386 -1.5139031 4 3.46115724 0.19761812 0.20461154 -1.2028686
2.15184332 1.51279301 4 1.32049251 0.19762279 0.20488002 1.23887207
7.69238498 1.58262383 4 5.50923065 0.19763823 0.18867309 1.15076958
1.25248879 1.52755529 4 1.06054053 0.19776067 0.20133893 1.18076969
5.37878438 -1.5758896 4 6.42939882 0.1977889 0.19017696 -1.1510943
3.43964991 1.52083219 4 2.80774267 0.19780727 0.20294382 1.17352532
2.15512487 1.50594911 4 1.66134793 0.1978575 0.20654316 1.21630164
5.96728576 1.62529896 4 2.21298712 0.19786254 0.17942459 1.61698678
6.73202434 1.60400904 4 9.33431676 0.19788153 0.18397832 1.21471933
6.73202434 1.60400904 4 9.33431676 0.19788153 0.18397832 1.21471933
7.7248159 1.70488978 4 2.73630203 0.19788197 0.16341599 1.48604069
7.7248159 1.70488978 4 2.73630203 0.19788197 0.16341599 1.48604069

2.36714318 -1.5126681 4 1.88754433 0.19791605 0.20491026 -1.1668938
1.98170332 1.37416716 4 6.04227469 0.19795326 0.24135932 1.54060992
4.02680539 1.56566514 4 4.83461939 0.19797539 0.19248392 1.14847395
5.22809314 -1.6055463 4 3.65191362 0.19803189 0.18364553 -1.1933594
3.7145406 1.53559868 4 3.09313571 0.19811848 0.19943589 1.12541243

18.5100469 1.67527811 4 10.7391323 0.19813987 0.16918975 1.26845295
5.25969416 -1.5071128 4 6.43607935 0.19820536 0.2062594 -1.0895091
3.59862741 1.43623121 4 1.80312087 0.19820853 0.2242844 1.48584977
3.60484645 1.57884532 4 2.94713581 0.19821628 0.18951538 1.09284816
1.11158782 1.60309486 4 1.67609265 0.19826417 0.18417652 1.23945688
6.48102189 1.50601415 4 5.35364344 0.19826657 0.20652729 1.15943857
2.46589749 -1.5704201 4 3.15873498 0.1982722 0.19140749 -1.1900033
2.03211932 -1.527881 4 2.47537985 0.19828693 0.20126151 -1.1161666
4.19837164 1.4453309 4 1.31013303 0.19828825 0.22188435 1.94611391
1.32360588 1.52024515 4 1.6350738 0.19832317 0.20308458 1.36709388
1.21639649 -1.5312797 4 2.08615456 0.1984481 0.20045545 -1.2867177



13.4367984 1.80134514 4 4.76752833 0.19847575 0.14600968 1.6246242
21.0430525 -2.1289452 4 1.79751961 0.19848231 0.10032687 -3.6130556
8.69299113 1.3916406 4 3.65596874 0.19851261 0.23642552 1.66880147
18.4568392 1.53376494 4 25.776679 0.19851762 0.19986813 1.19733763
9.92939783 1.94165787 4 1.64225612 0.19852988 0.12414068 2.31915843
2.4448668 1.50080299 4 1.64581093 0.19855714 0.20780275 1.42191833

1.00453365 -1.4701894 4 1.58971654 0.19858652 0.21545861 -1.2591684
1.94358097 1.56314868 4 1.52056219 0.19877942 0.19305612 1.10779188
1.95181799 1.61520681 4 1.11351419 0.19878254 0.18156845 1.3826403
72.4629426 1.48226671 4 59.5937701 0.19883383 0.21240478 1.15700962
1.12536877 -1.5150147 4 1.72604361 0.19885671 0.20434306 -1.1668567
16.8422665 -1.5065424 4 25.40327 0.19890158 0.20639843 -1.1909691
2.17241914 1.51716996 4 2.60902557 0.19892806 0.20382353 1.0691466
1.57320072 1.55003227 4 1.34123036 0.19903769 0.19606697 1.09805241
12.5645828 -0.7479578 4 2.04862715 0.19904227 0.49606268 -6.5198014
9.85138342 1.60177352 4 6.41860778 0.19913944 0.18446339 1.24715399
76.5809722 -1.7680946 4 18.8314506 0.19926882 0.15177652 -2.1562459
60.7083032 1.26181266 4 23.6364681 0.19931309 0.27558041 2.01783827
1.24304416 1.51312912 4 2.04706553 0.19931794 0.20479869 1.2119356
1.1046425 1.55311321 4 1.34605615 0.19933163 0.19535544 1.31597409

84320.5909 -2.6804743 4 233.126632 0.19934987 0.05520137 -28.985414
6.69902118 1.50640939 4 5.47588183 0.19939873 0.20643087 1.12335634
1.00315616 1.55333921 4 1.52163369 0.1994154 0.19530335 1.21874319
1.29434184 1.53200892 4 1.16874444 0.19944265 0.20028294 1.07278986
92.4162646 1.42368064 4 59.1690996 0.19949951 0.22763736 1.40224379

2.216389 -1.4877445 4 1.68267431 0.19954149 0.21103416 -1.1598804
13.5999531 1.44573582 4 29.2464314 0.19972811 0.22177815 1.32883428
5.65787804 -1.5140401 4 7.45637842 0.19978853 0.20457844 -1.1256926
3.03901209 1.55429174 4 2.22376114 0.19979424 0.19508396 1.15858546
1.57203624 -1.513123 4 2.07474619 0.199887 0.20480017 -1.1103099
3.61937812 1.51799135 4 3.01471064 0.1999899 0.20362589 1.10619447
3.21584976 1.57602916 4 2.14279744 0.2000314 0.19014567 1.15971106
2.38821994 1.53193132 4 2.54683127 0.20007002 0.20030129 1.04332691
6.71900339 1.51996648 4 5.54700978 0.20007869 0.20315143 1.12472479
2.60470785 1.40993764 4 1.14520968 0.20008939 0.23136634 1.58855958
5.17523747 -1.427624 4 3.01482403 0.2001235 0.2265785 -1.3734549
2.64043484 1.50824338 4 2.12491628 0.20014465 0.2059841 1.12916099
3.05602058 -1.5488925 4 3.73387181 0.20015779 0.19633086 -1.1192958
3.85398884 -1.5592009 4 2.70073954 0.20022287 0.19395728 -1.1549685
1.49605453 1.49537639 4 2.11827048 0.20028498 0.20913946 1.1961855
48564.5092 -3.7727577 4 244.254704 0.20030079 0.01955778 -13.718366
2.24249799 -1.3567226 4 8.85440934 0.20031446 0.24638633 -1.5744984
23.2299949 1.4885909 4 29.5354604 0.20034394 0.21082317 1.10467842
9.01671705 1.56466622 4 6.76344971 0.2003561 0.19271085 1.12713725
8.3197724 -1.6618507 4 3.88296059 0.2003926 0.17187804 -1.3530989
1.4659184 -1.4461406 4 2.43153942 0.2004517 0.22167204 -1.2522993
1.7132019 1.48920315 4 2.43488126 0.20045617 0.21067069 1.15639263

1.20972221 1.52315848 4 2.03381693 0.20045696 0.20238704 1.22863753



149.017304 1.80335057 4 51.1855456 0.20046043 0.14566942 1.57783402
1.6898086 -1.5296362 4 1.42136242 0.20046189 0.20084482 -1.0745258

1.59461125 1.48209786 4 2.44738163 0.20046323 0.21244717 1.25434106
67.5183288 1.63621269 4 42.7595693 0.20047543 0.1771358 1.20075019
67.5183288 1.63621269 4 42.7595693 0.20047543 0.1771358 1.20075019
8.31126289 -1.466088 4 6.27348963 0.20050186 0.21650574 -1.2053197
1.49574029 1.38576639 4 4.45177855 0.20051611 0.23807292 1.49159901
5.21501498 -1.5556378 4 4.13526101 0.20055298 0.19477438 -1.0930393
11.3981266 -1.643221 4 25.7852502 0.20062143 0.1756821 -1.5543933
6.15525941 -1.4621508 4 8.76787558 0.20064101 0.21751577 -1.1516932
26.9752263 -1.51436 4 24.9593508 0.20065532 0.20450115 -1.054812
3.88167694 -1.5677114 4 3.04409985 0.20071469 0.19201992 -1.0995757
6.41348322 1.5479023 4 4.65647636 0.20071904 0.19656043 1.21201625
22.9892623 -1.5866231 4 30.4907181 0.20074379 0.18778579 -1.1984891

4.563529 -1.5071273 4 3.21668082 0.20074968 0.20625588 -1.2499214
2.77238617 1.55221741 4 2.10603779 0.20075356 0.19556205 1.1272801
3.59450978 1.48183933 4 5.1455834 0.20082169 0.2125121 1.15801407
1.92002714 -1.5133221 4 1.2807179 0.20082526 0.20475202 -1.2273936
10.1677972 -1.2493072 4 69.8647592 0.2008983 0.27966759 -1.6793137
5.52568985 -1.5267747 4 4.7736542 0.20090887 0.20152461 -1.0995277
5.52568985 -1.5267747 4 4.7736542 0.20090887 0.20152461 -1.0995277
14.8358604 1.35654772 4 8.38998153 0.20094605 0.24643726 1.57631303
3.04368796 1.55347396 4 2.60688408 0.20099092 0.1952723 1.08007298
8.11121591 -1.5565529 4 10.6808039 0.20102069 0.19456419 -1.1937518
10.0472234 1.56339368 4 8.15651247 0.2010361 0.19300033 1.10039027
10.0472234 1.56339368 4 8.15651247 0.2010361 0.19300033 1.10039027
10.0472234 1.56339368 4 8.15651247 0.2010361 0.19300033 1.10039027
39.7484907 1.52709427 4 30.5138955 0.20104534 0.20144857 1.16461313
3.61607536 1.58016526 4 2.39819625 0.20109291 0.1892207 1.22383109
2.9424854 1.57150642 4 2.03687625 0.20109316 0.19116244 1.15105536

1.26061636 -1.5556186 4 2.08273159 0.20111151 0.19477879 -1.350534
1.28549599 1.65003673 4 2.75290124 0.20113486 0.17428027 1.49299118
2.46800245 1.56894141 4 1.5895089 0.20113897 0.19174157 1.19330233
8.81286343 -1.5684609 4 11.4034597 0.20118719 0.19185026 -1.1613862
4.22204599 -1.5229459 4 5.14270572 0.20119034 0.20243785 -1.0897066
18.3267033 1.39935276 4 38.2001793 0.20119294 0.23427982 1.29394868
2.81622331 1.53897223 4 1.57562536 0.20121761 0.19864321 1.68917489
49.4123187 1.52914101 4 38.9342641 0.20124692 0.20096229 1.1323518
1.77884282 -1.547605 4 1.21864735 0.20129178 0.19662942 -1.1668583
1.60090996 1.54217045 4 1.91604555 0.20131172 0.1978947 1.11830646
8.72836998 1.53899941 4 9.38674912 0.20133281 0.19863683 1.04474804
1563190.3 -7.4104794 4 23.8197028 0.20135073 0.00176929 -269.3509

1.23286258 -1.508185 4 1.8805351 0.20138498 0.20599831 -1.2337826
11.8467557 -1.4634486 4 17.1654137 0.20138575 0.2171823 -1.1373391
2.93420941 1.56546709 4 4.02720497 0.20139278 0.19252889 1.24666269
3.57143114 -1.5228657 4 2.00888709 0.20140465 0.20245703 -1.4626485
23.3633625 1.57074842 4 31.4675841 0.20146442 0.19133339 1.1903264
5.21321281 1.5435684 4 4.02504487 0.20146982 0.19756842 1.16778461



7.87825279 1.60069227 4 5.15601548 0.20150307 0.18469847 1.17394222
8.9819575 1.57308729 4 10.9317912 0.20153322 0.1908064 1.14935252

1.70553045 1.53913424 4 1.25557987 0.20155468 0.19860522 1.2348325
4.15994697 -1.4696628 4 5.55328854 0.20156373 0.21559277 -1.126928
1.2878114 -1.5031875 4 1.07338457 0.20158421 0.20721814 -1.2111657

5.22761443 -1.6112731 4 7.62323083 0.20158688 0.18241128 -1.3428892
9.36370609 1.51236749 4 8.71563788 0.20159735 0.20498303 1.04999886
5.82465838 1.32387167 4 1.91031927 0.20163217 0.25613362 2.11140642
1.67711178 -1.5611189 4 3.06485769 0.20163686 0.19351891 -1.4216282
14.7679705 1.62074507 4 9.74760065 0.20164696 0.18038869 1.18941865
3.35567085 1.52470664 4 2.76654061 0.20166144 0.20201736 1.13289079
1.95699961 1.50745158 4 1.62915453 0.20172469 0.20617687 1.15412876
4.51897728 1.47022619 4 7.07037515 0.20177734 0.21544924 1.18462557
1.38767391 1.52421437 4 1.00104247 0.20179364 0.20213483 1.13018517
9.16386445 -1.5750033 4 7.32564633 0.20181813 0.1903758 -1.101966
5.90829834 1.65703565 4 2.39084157 0.20191254 0.17285292 1.43386553
3.24647153 1.67339237 4 1.57730016 0.20191279 0.16956462 1.4192995
4.83281493 -1.4128723 4 9.00510942 0.20193857 0.23056498 -1.2573056
3.02757035 1.74435066 4 1.16386137 0.20195521 0.15604265 1.98598396
59.7003426 -1.854847 4 18.1822713 0.20196294 0.1372168 -1.7105695
1.24966861 1.511936 4 1.16441905 0.20197853 0.20508753 1.17179121
2.37277291 -1.4852072 4 3.5504766 0.20200424 0.2116679 -1.1485775
1.86726128 1.53969808 4 1.32643091 0.20200983 0.19847307 1.13232523
50.7999604 1.57892765 4 39.6144096 0.20202802 0.18949699 1.10332392
50.7999604 1.57892765 4 39.6144096 0.20202802 0.18949699 1.10332392
12.8510856 1.49630654 4 11.0490876 0.20206639 0.20890972 1.10642717
1.94095598 1.48921752 4 1.21700298 0.20207 0.21066711 1.51175035
14.5782209 -1.4066191 4 26.4883131 0.20207305 0.23227585 -1.243768
1.09110703 1.50106106 4 1.32064179 0.20208642 0.2077394 1.1191061
9.82451632 -1.5966425 4 5.86528594 0.20213316 0.18558173 -1.3123067
1.23164677 -1.5479236 4 1.59807095 0.20214268 0.19655549 -1.2472366
1.17873124 1.43531832 4 1.82594835 0.20215736 0.22452661 1.47798768
2.79369925 1.53074029 4 1.81067549 0.20218777 0.20058316 1.2655633
1.27353189 1.46830801 4 2.90263139 0.20220479 0.21593831 1.31244835
21.3448278 1.39603527 4 13.9248488 0.20221687 0.23520044 1.37675039
3.3981082 1.52728339 4 2.31742206 0.20236465 0.20140359 1.17700636

22.8769472 1.65179921 4 12.8372236 0.20242824 0.17391967 1.2609013
41.7674432 -1.4606742 4 33.9111601 0.20242962 0.2178958 -1.1860646
5.24126847 -1.5586187 4 6.13241175 0.20246261 0.19409056 -1.1307937
2.16216818 1.56323101 4 2.87813947 0.20249489 0.19303737 1.17343922
30.3888251 1.6710447 4 12.2520044 0.20251441 0.17003253 1.48115826
1.39979109 -1.4305087 4 4.13947083 0.20252314 0.22580703 -1.4155827
8.62390251 1.42873555 4 5.59526911 0.20254158 0.22628092 1.31522978
10.8747224 1.4736429 4 8.36793119 0.20255865 0.21458087 1.22642487
5.20428655 -1.495421 4 4.47448124 0.20264061 0.20912844 -1.1094111
1.54134632 -1.5427987 4 1.20247443 0.20267854 0.197748 -1.1778156
50.5296407 1.51196182 4 39.2005769 0.20277924 0.20508128 1.16341829
3.90753362 1.66851734 4 1.24352282 0.20282024 0.17053777 1.85918117



7.89984925 -1.5147841 4 9.29747696 0.20282365 0.20439873 -1.0947263
4.00429361 -1.5716797 4 5.72829898 0.20282457 0.19112339 -1.259253
2.76063461 1.5838789 4 1.88424278 0.20285735 0.18839417 1.18690875
3.44426005 1.60110693 4 1.54548004 0.20286246 0.18460828 1.53133456
5.39573876 -1.617892 4 2.14841075 0.20290811 0.18099546 -1.4233194
2.53272493 1.5489652 4 1.63152548 0.20295828 0.19631402 1.17591277
1.21618073 -1.520129 4 1.35931337 0.20296572 0.20311244 -1.0447023
2.01838078 1.58316577 4 1.39229679 0.2029664 0.1885526 1.2127483
1.09973128 -1.5736425 4 1.3601828 0.20296718 0.19068152 -1.2200248
10.5617551 -1.5574956 4 8.18828008 0.20297547 0.1943479 -1.1236719
3.2012649 1.4819697 4 2.53145466 0.2029762 0.21247936 1.18155009
2.1800228 -1.5287995 4 1.83684914 0.20299016 0.20104335 -1.0721024

12.3535375 1.61465674 4 7.10672795 0.20300813 0.18168606 1.24376391
11.1073657 1.57401214 4 14.035189 0.2030782 0.19059843 1.18930831
9.85494562 -1.693593 4 4.35252715 0.20307926 0.16559384 -1.4180713
10.646951 1.60283774 4 6.69016325 0.20313261 0.18423231 1.20473082

1.00466271 -1.5548711 4 1.70710025 0.20320405 0.19495066 -1.2570386
1.29829418 1.5415783 4 1.12390695 0.20323111 0.19803306 1.08190645
16.9834826 1.35680618 4 42.4982125 0.2032911 0.24636202 1.35102325
1.64686781 1.45249053 4 3.54924029 0.20332484 0.22001411 1.29150575
1.77945363 1.50357611 4 2.31977623 0.20340681 0.20712302 1.11601802
6.42848153 -1.5866983 4 4.57469168 0.20343885 0.18776916 -1.1538114
34.6196219 1.63196521 4 20.580636 0.20344559 0.17802293 1.22357343
1.42917121 1.53550658 4 2.5321159 0.20347797 0.19945758 1.2658466
2.24532339 -1.6070467 4 1.37735489 0.20350247 0.18332132 -1.2814558
3.27092207 1.4527408 4 1.99623923 0.20351934 0.21994903 1.45236979
4.71724694 1.57313407 4 3.52695494 0.20363074 0.19079588 1.13221066
3.12454849 1.64198605 4 1.46656734 0.20365148 0.17593735 1.40153309
1.28851742 1.52009897 4 1.16526845 0.20369877 0.20311964 1.07198864
9.25319366 1.47405085 4 7.22043631 0.20377349 0.21447742 1.17369732
4.72722215 -1.5425174 4 6.3357853 0.20377381 0.19781367 -1.1848058
2.43760277 -1.5125379 4 3.10817778 0.20380904 0.20494178 -1.1628712
1.27352128 -1.5037551 4 1.14458016 0.20383324 0.20707921 -1.0673873
1.96049249 1.54310402 4 1.52794806 0.20384592 0.19767675 1.10312833
2.95915363 1.51404376 4 2.568104 0.20392734 0.20457755 1.09318773
2.46990382 -1.4082356 4 2.24887727 0.20392947 0.23183237 -1.8816262
1.67013452 1.51126749 4 1.55028216 0.20394903 0.20524955 1.05779386
1.30104873 1.48300361 4 1.26029574 0.20401113 0.21221987 1.31149035
1.41382826 1.28124969 4 6.75286439 0.20404297 0.26934124 2.03209045
1.06873064 -1.5933993 4 1.77573914 0.2040586 0.18629223 -1.342756
1.9422256 1.49898101 4 1.44226967 0.204064 0.20825058 1.29420278

5.50790307 1.50106902 4 4.31924288 0.20408929 0.20773745 1.13756019
1.09926417 1.49294788 4 2.0872183 0.20408956 0.20974048 1.25193985
19.7692424 -1.4495786 4 14.4802533 0.20410025 0.22077285 -1.2701023
227.951163 -1.5079857 4 166.252166 0.20410473 0.20604682 -1.1980939
12.8832569 1.5284774 4 9.53746906 0.2041864 0.20111983 1.15093482
7.53657274 1.60552125 4 4.68418538 0.20418783 0.18365095 1.25914129
1.15761089 -1.5268494 4 1.55037973 0.20428894 0.20150683 -1.1354544



2.07771685 -1.5136228 4 1.46321706 0.20430412 0.20467931 -1.172469
16.9401232 -1.5656121 4 13.0991488 0.20430992 0.19249596 -1.1007608
6.88084559 -1.469554 4 5.40961945 0.20441 0.21562051 -1.2211348
4.84557538 1.56415864 4 2.77747699 0.20441378 0.19282626 1.25208856
5.72635663 -1.5306876 4 4.76109206 0.20444838 0.20059563 -1.0952004
2.75699888 1.48496059 4 1.90036143 0.20448424 0.21172961 1.22771181
2.69265582 1.52394101 4 2.9194247 0.20449884 0.20220009 1.05495785
19.8542523 1.52229549 4 15.9118144 0.20452494 0.20259341 1.13405386
10.2301105 1.56314139 4 7.68722541 0.20456633 0.19305778 1.14090615
1.46928638 1.51319626 4 1.85933428 0.2045913 0.20478245 1.15782014
18.3905182 -1.5853919 4 24.1607601 0.20459256 0.1880585 -1.2239937
4.30627466 1.59316845 4 2.28363558 0.20469352 0.18634291 1.32097302
33.7745788 -1.5788005 4 17.5241823 0.20474127 0.1895254 -1.4057821
2.66421342 1.47896245 4 1.84152878 0.20477057 0.21323591 1.23106821
2.25349815 1.50127904 4 1.78309923 0.20477448 0.2076859 1.14810543
3.63654971 1.60468997 4 6.2197171 0.2048349 0.18383084 1.40469903
3.63654971 1.60468997 4 6.2197171 0.2048349 0.18383084 1.40469903
33.4972313 1.46447031 4 42.6938736 0.20484809 0.21692016 1.09491868
1.24215595 1.53350793 4 1.38364622 0.20487949 0.19992878 1.2288235
1.49180663 1.50843701 4 1.30927857 0.20494227 0.20593699 1.1126233
2.21275715 1.64964896 4 5.77837636 0.20494747 0.17435971 1.65008202
1.56382863 1.50531091 4 1.19916256 0.20495912 0.20669894 1.37473155
3.83150802 1.52168973 4 5.09878853 0.20505473 0.2027384 1.14415268
4.06236389 -1.5565478 4 2.13300839 0.20506299 0.19456535 -1.305551
4.83474037 1.57295684 4 2.92242493 0.20507647 0.19083576 1.27273621
1.01138587 1.42281734 4 1.7504727 0.20512886 0.22786983 1.29255494
2.48306442 1.50293691 4 1.5085424 0.20513413 0.2072795 1.22811811
41.504011 1.58546919 4 29.6115284 0.20515876 0.18804136 1.1426609

5.43759797 1.46630203 4 4.3663646 0.20518439 0.21645097 1.14402968
19.8298379 1.47651096 4 17.4392328 0.20521439 0.21385467 1.09593728
3.45214219 1.50376821 4 2.92378966 0.20525728 0.20707602 1.10013451
12.9463613 1.69684646 4 4.58576895 0.20528933 0.16496351 1.4985712
52.0896621 -1.3333401 4 233.935844 0.20530418 0.25328618 -1.6119062
1.33443487 1.52155389 4 1.02768645 0.20534717 0.20277092 1.1922825
1.01816046 1.50904144 4 1.13413176 0.20535772 0.20578999 1.0966753
1.50984608 -1.494124 4 2.77167235 0.20540698 0.20944918 -1.305038
23.3556116 -1.5725743 4 17.3654613 0.20541593 0.19092185 -1.1258022
2.51110068 1.45230046 4 4.1426929 0.20542002 0.22006356 1.19152809
105773.394 3.5425686 4 731.247107 0.2054202 0.02395802 11.6789688
107.14838 1.41283135 4 76.7507365 0.20550306 0.23057614 1.27941584

1.54087161 1.5190194 4 1.01370033 0.20552732 0.20337879 1.16515303
168.910565 -1.9486433 4 24.0993595 0.2056157 0.12314883 -2.5016471
5.19159803 1.53379518 4 2.5269872 0.20562243 0.19986099 1.38464132
5.58151654 1.93534893 4 1.54504511 0.20564938 0.12504397 2.86069416
4.05466177 1.55513682 4 3.17714836 0.2057875 0.19488954 1.11790722
4.26018758 1.53954506 4 3.04268673 0.20579394 0.19850893 1.20768716
9.36687617 -1.5123184 4 12.9990107 0.20579464 0.20499492 -1.1809769
9.36687617 -1.5123184 4 12.9990107 0.20579464 0.20499492 -1.1809769



3.21021025 1.54975666 4 4.03621109 0.20580034 0.19613075 1.20122053
6.76145507 -1.6766359 4 2.21850998 0.2058303 0.16892036 -1.7037363
2.66745995 -1.4811585 4 1.69725808 0.20585105 0.21268316 -1.3996577
2.19722366 1.52366818 4 1.52992738 0.20587047 0.20226525 1.14003582
3.44304407 1.4730905 4 2.88117266 0.20591733 0.21472103 1.11813805
2.50867485 1.40122802 4 1.25664585 0.2060527 0.23376101 1.5159802
1.86871414 1.4877632 4 1.42761713 0.20610161 0.21102949 1.14712318
6.71404985 1.50747229 4 7.74698265 0.20620484 0.20617182 1.08753326
2.55923897 -1.4829808 4 1.70472852 0.20624489 0.2122256 -1.2111684
16.7957656 1.48168323 4 15.33291 0.20631789 0.21255131 1.07636808
44.0561343 1.56419933 4 29.9985385 0.20632311 0.192817 1.20389154
3.54314254 -1.5248764 4 3.98610859 0.20632966 0.20197686 -1.0875093
17.3743434 1.47274443 4 12.4602309 0.20633412 0.21480888 1.22591611
4.87840933 -1.5030246 4 3.88126834 0.20641016 0.20725801 -1.1650043
2.57680381 1.62304992 4 1.05553917 0.20642327 0.17990006 1.48667971
1.34232146 -1.4960189 4 1.74136526 0.20643541 0.20898074 -1.1905434
6.45779577 1.56691886 4 4.74176472 0.20645165 0.1921995 1.14565427
5.55498421 -1.4922755 4 3.88958976 0.20651394 0.2099072 -1.2133329
1.31906491 1.53656318 4 1.03949169 0.20653224 0.19920893 1.14728388
10.2898605 1.44401261 4 14.8594992 0.20654149 0.22223045 1.13447053
2.88278154 1.48693705 4 3.43009764 0.20656651 0.21123562 1.0951284
2.15043097 -1.4816692 4 2.65123245 0.20658766 0.21255483 -1.1013879
1.5434512 -1.4913168 4 2.05118489 0.20660866 0.21014514 -1.1027619

2.57065894 -1.4584567 4 1.40634104 0.20660997 0.21846775 -2.2379607
1.49582661 -1.4688821 4 1.0398412 0.20681596 0.21579183 -1.2517627
1.14569107 1.72239924 4 4.44622522 0.20683094 0.16009988 2.18991534
1.6619279 1.49110167 4 2.66308278 0.20685793 0.21019856 1.23351269

92.3349585 1.54080688 4 72.1776079 0.20685822 0.19821347 1.11434002
2.5965474 1.47753971 4 2.22588973 0.20706297 0.21359479 1.14713948

3.34127267 1.47223768 4 2.65752711 0.20715376 0.21493759 1.21988285
4.37748616 -1.5946136 4 6.68234965 0.20715887 0.18602587 -1.3342654
4.9497909 1.48149505 4 3.03680408 0.20717314 0.21259859 1.37281687

5.60123091 1.45590487 4 3.99959809 0.20720702 0.21912781 1.24145951
1.08013423 -1.5246911 4 1.12180064 0.20720724 0.20202105 -1.0994375
5.56401828 -1.4667103 4 4.68911507 0.20720789 0.21634654 -1.1328682
1.78685281 1.51189317 4 1.48158292 0.207262 0.20509791 1.10071283
2.74133179 -1.4688417 4 2.20995204 0.207282 0.21580212 -1.2213555
4.23790926 1.4983073 4 1.97890398 0.20732764 0.20841642 2.11770735
10.0840801 1.39223378 4 7.23745827 0.2073386 0.23625979 1.35676441
10.4710773 1.44153612 4 8.30218612 0.20744045 0.22288208 1.19912721
1.31533247 1.51669831 4 1.49741647 0.20747552 0.20393711 1.10665954
1.0840956 -1.4761077 4 1.31152942 0.20750496 0.21395662 -1.1113646

4.45736303 -1.5499983 4 2.79411204 0.20757498 0.19607483 -1.2664968
1.01461588 -1.4513819 4 1.44890198 0.20762924 0.22030267 -1.1954049
4.13846709 1.42636859 4 2.7193904 0.20764694 0.22691507 1.40236864
1.30432164 -1.4981967 4 1.0925933 0.20767998 0.20844366 -1.1752074
1.62798015 1.48986115 4 1.4109624 0.20768227 0.21050693 1.14148017
5.58694995 -1.4785678 4 8.52637171 0.20768898 0.2133354 -1.1888792



1.10564318 -1.4671794 4 2.01237882 0.20771381 0.21622658 -1.2319386
12.2745485 1.45780789 4 10.0743507 0.20771473 0.21863538 1.13397752
4.9437306 1.56713349 4 2.60932751 0.20775595 0.19215085 1.26887921

9.68290971 1.41999957 4 15.2772279 0.20776343 0.22863025 1.17551097
12.4781935 1.31593436 4 7.55055737 0.2077751 0.25854464 1.63409209
1.29259083 1.47948731 4 1.53934494 0.20777952 0.21310367 1.098524
1.31628037 -1.4767673 4 1.2276066 0.20778424 0.21378988 -1.4279242
3.79962228 1.52087548 4 2.97334556 0.20781676 0.20293345 1.15539508
6.40092518 -1.5758596 4 4.02834962 0.20789909 0.1901837 -1.2306845
2.2993141 -1.459447 4 3.78158664 0.2079263 0.21821213 -1.2650316
1132.8778 -1.3618423 4 2327.43406 0.20799426 0.24490039 -1.2676584

1.14513356 -1.5408224 4 2.37501989 0.20803938 0.19820983 -1.6178181
1.28699939 1.48079823 4 2.89660406 0.20804186 0.21277375 1.33889237
2.81782011 1.49078151 4 2.36767953 0.20815149 0.21027811 1.08252119
12.6674586 -1.5665538 4 8.89566501 0.20815471 0.19228227 -1.1751985
4.39433832 1.6139867 4 2.06981076 0.20824279 0.18182943 1.47468657
32.5102742 1.60368914 4 18.2983639 0.20825996 0.18404765 1.27642158
2.13644721 1.51966554 4 1.53712791 0.20839839 0.20322364 1.12189685
1.8571702 1.49906341 4 1.55243175 0.20847547 0.20823031 1.14246483

1.03241113 1.51251884 4 1.29372248 0.20854046 0.20494638 1.21322042
1.58460025 -1.4859321 4 1.93470047 0.20858397 0.21148665 -1.0702334
1.17786081 -1.4781398 4 1.71943352 0.20858938 0.21344335 -1.1420631
5.32988292 -1.5904057 4 3.06030041 0.20865352 0.18695053 -1.3011218
2.16196019 1.48066062 4 1.82443911 0.20869538 0.21280836 1.15168805
1.50067892 1.45774115 4 1.01738913 0.20873518 0.21865263 1.31004116

1.23684 1.53227603 4 1.91444428 0.20875261 0.20021978 1.32586673
6.99326655 1.5288117 4 8.0152405 0.20877607 0.20104045 1.09434832
6.12119547 -1.4859332 4 8.74710313 0.20881447 0.21148637 -1.1794445
1.7522256 1.48576479 4 1.94614749 0.20882153 0.21152847 1.50149796

15.8759534 1.5489331 4 10.9106877 0.20885214 0.19632146 1.16562258
7.27339657 1.52983851 4 4.7077824 0.2088571 0.20079685 1.24849031
494.80509 1.74549837 4 187.618016 0.20890027 0.15583354 1.52035794

1.33578906 1.45797219 4 1.04892356 0.20890577 0.21859292 1.208898
2.20531574 -1.2600669 4 12.7682018 0.20891469 0.27614753 -1.72122
63.1470554 -1.1692764 4 1.41153254 0.20897234 0.30721652 -8.5614485
33.8304992 1.49418487 4 25.4926956 0.20897974 0.20943412 1.17636598
9.00237262 -1.5410637 4 7.21720364 0.20904934 0.1981534 -1.1009004
217.27916 1.59930591 4 133.754074 0.2091142 0.18500034 1.22756047

1.56736781 -1.5289922 4 1.03051047 0.20916312 0.20099761 -1.2172371
1.03981361 1.45828386 4 1.26273531 0.20917185 0.21851239 1.16394027
117.422402 1.5704171 4 66.6433379 0.20917414 0.19140816 1.31240566
5.36231281 1.56738626 4 3.74096127 0.20917759 0.19209357 1.17191335
2.02979944 1.38968673 4 1.02649432 0.20917953 0.23697222 1.4412171
10.2436607 1.45330626 4 8.17341648 0.20919388 0.21980204 1.16068412
7.71237457 1.346924 4 3.41480631 0.20922546 0.24925504 1.61934147
7.71237457 1.346924 4 3.41480631 0.20922546 0.24925504 1.61934147
6.92958899 1.31971644 4 23.1260663 0.20923017 0.25739306 1.44587618
2.19536522 -1.4897294 4 1.69182313 0.20924141 0.21053971 -1.1150976



1.86557509 -1.4682328 4 2.31268115 0.20925058 0.21595751 -1.1192102
2.03283297 1.52419612 4 1.3880261 0.20932579 0.20213918 1.20729643
3.24595135 -1.5028401 4 2.57982767 0.20940739 0.20730321 -1.1570603
28.2544944 -2.0369042 4 2.63666641 0.20948784 0.11133481 -2.96313
3.45345727 1.54104838 4 2.10216859 0.20949922 0.19815697 1.19164662
1.06178621 1.4662557 4 1.32359948 0.20950251 0.21646282 1.12269843
14.0802063 1.52730747 4 9.89458489 0.20951159 0.20139786 1.16899253
11.1520793 1.54919465 4 8.24683957 0.20953089 0.19626087 1.12865624
2.20554332 -1.5435829 4 2.91811171 0.20958494 0.19756504 -1.1694099
20.3845084 -1.2447008 4 8.87548335 0.20959813 0.28118765 -1.8873182
7.01665314 -1.5838753 4 3.18880055 0.20961498 0.18839498 -1.3670491
5.44874316 1.52437739 4 4.35962015 0.2096292 0.20209592 1.11770109
3.84098935 1.46376446 4 2.01903625 0.20964602 0.21710123 1.57013234
1.02569113 1.54440647 4 1.38626549 0.20965157 0.19737309 1.1749376
16.3826637 1.50512451 4 14.5658759 0.20967563 0.20674447 1.05737947
1.89362661 1.47934101 4 1.54543859 0.20967653 0.21314053 1.1665428
2.23875597 -1.4679267 4 1.58101049 0.20968694 0.21603566 -1.3428758
1.05258957 1.55739247 4 1.67510786 0.20970297 0.19437155 1.29694843
1.23152774 1.41963038 4 2.49359383 0.20973051 0.22873007 1.43497587
1.03821838 1.33681005 4 3.70499407 0.20973413 0.25225041 1.69023256
11.7204351 -1.5957047 4 6.72722329 0.20974452 0.18578688 -1.2388653
1.02715359 1.39720498 4 1.90613329 0.2097461 0.23487543 1.33348316
9.50521022 1.53649586 4 6.26260049 0.2097819 0.19922477 1.20771826
1.13709736 -1.4827651 4 1.68924291 0.20980773 0.2122797 -1.2688812
11.5081273 -1.5336365 4 13.4097062 0.2098126 0.19989845 -1.1177131
3.86958002 -1.4594873 4 4.86061251 0.20981949 0.21820173 -1.1061635
3.46140126 1.53304366 4 2.28500379 0.20982776 0.2000384 1.15829213
3.1605818 1.45827093 4 2.55220965 0.20986908 0.21851573 1.21317464

1.78903847 1.52304056 4 1.00581762 0.20987457 0.20241522 1.29094311
5.59934204 -1.5238844 4 4.26315399 0.20987537 0.20221361 -1.1066438
5.81329255 -1.7924646 4 3.17688298 0.20991973 0.14752664 -3.2604484
3.82056721 1.46510931 4 2.53655397 0.2099593 0.21675636 1.359518
1.27785147 1.46073313 4 2.30914077 0.20996378 0.21788061 1.42861458
1.21184234 1.44093164 4 2.87115858 0.20997166 0.22304142 1.32290274
254.201268 2.04542277 4 32.389487 0.20999209 0.11026203 2.51125022
1.01449538 -1.4095298 4 4.53199782 0.20999439 0.23147792 -1.8934502
3.01930848 -1.5161109 4 2.23233242 0.21003054 0.20407865 -1.113805
1.01093261 1.48582151 4 1.21665882 0.21006364 0.21151429 1.10009073
1.48572877 -1.5011354 4 1.22283396 0.21011243 0.20772115 -1.1557611
5.68359866 -1.4438635 4 4.65073048 0.21012268 0.22226963 -1.1948715
2.06952162 -1.4674302 4 2.85494743 0.21033855 0.2161625 -1.1219753
45.3664201 -1.4027727 4 76.693893 0.21034445 0.23333452 -1.2074081
1.4698302 -1.4592678 4 2.29276253 0.21040657 0.21825837 -1.4866531

1.42789407 -1.4710465 4 1.66425508 0.21041849 0.21524044 -1.0772228
2.85995756 1.3923357 4 5.26356075 0.21045806 0.23623133 1.26583064
1.66716226 1.47295369 4 1.06497335 0.21050957 0.21475575 1.24340972
1.65528253 1.47126129 4 1.24112483 0.21059635 0.2151858 1.17310148
71.7903374 1.63723681 4 38.7698067 0.21066044 0.17692259 1.29860937



1.64585265 1.42685011 4 1.1193589 0.21066226 0.22678592 1.23657437
1.22248396 -1.525365 4 1.06954586 0.21066356 0.20186036 -1.1784099
2.18227763 -1.4617098 4 1.21092204 0.21066423 0.21762918 -1.3199436
1.03608328 1.58839792 4 3.52977082 0.21069418 0.18739341 1.77084653
3.51717316 -1.5359238 4 4.47616589 0.21070459 0.19935937 -1.1925589
4.11322648 1.47213355 4 3.79551367 0.21071278 0.21496404 1.04854364
2.62831725 1.44012304 4 1.71668264 0.21085941 0.22325476 1.26488661
5.08192762 1.4555107 4 4.28444578 0.2108661 0.21922995 1.12123513
17.0256233 1.53380178 4 10.7541781 0.21089179 0.19985943 1.26724682
8.35510037 1.50605731 4 6.75014458 0.21089606 0.20651675 1.12394871
2.62364039 1.53361448 4 11.4960027 0.21090604 0.19990363 1.87549091
1.38433312 1.47495508 4 1.23533619 0.21090805 0.21424831 1.08524128
3.45201763 1.55003482 4 2.45707355 0.21095551 0.19606638 1.17812941
2.88320594 -1.3995186 4 5.62222736 0.210964 0.23423389 -1.304788
3.80536907 -1.5484886 4 2.55356495 0.21103428 0.19642447 -1.186119
27.1624515 -1.5032771 4 35.5337971 0.21104099 0.20719619 -1.1592062
2.35351487 -1.4892998 4 2.75872103 0.21112403 0.21064663 -1.0958063
24.9759557 -1.5241849 4 20.9511421 0.21117552 0.20214188 -1.0730263
26.0679461 1.4293402 4 21.52417 0.21125129 0.22611921 1.16111622
76.620304 -1.503059 4 200.704417 0.21129324 0.20724959 -1.53708

4.80153207 1.45175313 4 3.99689422 0.21136687 0.220206 1.16208911
4.48604695 1.43744857 4 1.89357473 0.21138407 0.22396182 1.98860109
10.2306328 1.4678191 4 8.21073178 0.2113904 0.21606315 1.12432647
5.61951808 1.37537698 4 3.17771036 0.2114229 0.24101446 1.41408854
10.6954053 1.48602667 4 12.2614672 0.21145792 0.21146301 1.07781394
1.05241764 1.45999711 4 2.0381683 0.21146377 0.21807027 1.24591827
1.37871293 1.49473965 4 1.09600955 0.21146476 0.20929687 1.17939442
2.13867857 1.48426576 4 2.53399939 0.21149205 0.21190355 1.11794033
1.15793716 1.49516302 4 1.03545299 0.21149259 0.20919219 1.12332649
5.75728386 1.56060875 4 3.30848369 0.21156465 0.19363542 1.22430771
72.1704859 -1.8018272 4 16.7386289 0.21156517 0.14592781 -2.0264561
1.33138537 1.47828726 4 1.60991333 0.21158864 0.21340615 1.09988653
1.50509364 -1.5063062 4 1.10166524 0.21160836 0.20645605 -1.1304908
1.25272412 1.4410864 4 2.47245422 0.21161519 0.22300062 1.26529569
1.58607312 -1.5070315 4 2.01915648 0.21162105 0.20627921 -1.1406497
7.77775721 -1.39386 4 5.80671814 0.21171114 0.23580604 -1.309133
5.65515486 1.53655439 4 3.25391469 0.2117657 0.199211 1.23774832
1.00063725 1.4746725 4 1.59980937 0.21179643 0.21431989 1.1716849
37.8705525 1.53032588 4 30.0379857 0.2117994 0.20068134 1.09544766
1.57513399 -1.4686152 4 1.2482331 0.21181186 0.21585991 -1.2126008
6.07768896 1.52678482 4 4.03635049 0.2118515 0.2015222 1.25702382
3.27959717 1.55231106 4 1.68848317 0.21191223 0.19554044 1.29282765
7.48013404 1.54704146 4 4.12116208 0.2119334 0.19676023 1.28580281
22.9809033 1.6863516 4 8.60957649 0.21199648 0.16700591 1.53583927

7.42948 1.54705363 4 5.44329499 0.21204193 0.1967574 1.14381425
1.29249911 1.53165675 4 3.1946863 0.21205177 0.20036623 1.73184488
1.7626923 -1.5228039 4 1.04778007 0.21207926 0.20247181 -1.2375441

2.93000785 -1.4926516 4 2.41235406 0.21208988 0.20981393 -1.1278305



1.46020308 -1.4860263 4 1.15164075 0.21209945 0.21146311 -1.0875032
1.46020308 -1.4860263 4 1.15164075 0.21209945 0.21146311 -1.0875032
8.79529687 1.42646188 4 6.00401178 0.21218466 0.22689004 1.31544235
2.64065896 1.44075202 4 4.68383388 0.21220489 0.2230888 1.25645386
3.87375542 -1.5919336 4 1.22426895 0.21220682 0.18661424 -1.8591436
2.99093706 1.51483784 4 2.18783928 0.21220965 0.20438575 1.18467356
22.4003306 1.65522337 4 8.44080218 0.21222214 0.17322133 1.59377732
12.0505939 1.56317289 4 6.81179306 0.21222699 0.1930506 1.27335712
1.90471103 1.46077635 4 2.63070649 0.21223518 0.21786948 1.13663199
2.30384151 1.47336326 4 1.9000831 0.21223776 0.21465181 1.13530957
2.56946263 -1.5358694 4 3.52036471 0.21226307 0.19937216 -1.1994332
1.4438157 1.51822611 4 1.00040566 0.21229724 0.20356943 1.17076101
1.2037955 -1.4560681 4 2.05481657 0.21234568 0.21908553 -1.2030039

440.821671 -1.4254958 4 826.91392 0.21235542 0.22714935 -1.2908914
17.5487776 -1.4801855 4 11.1247572 0.21237189 0.2129279 -1.3276835
7.73697801 -1.8261244 4 1.32478594 0.21249216 0.14186442 -2.388762
7.73697801 -1.8261244 4 1.32478594 0.21249216 0.14186442 -2.388762
1.03313362 -1.4749645 4 1.29880332 0.21251752 0.21424592 -1.18264
1.82338513 1.41527798 4 3.08756547 0.21255748 0.22991012 1.22161746
5.46207841 1.4927929 4 4.44573191 0.21259652 0.20977889 1.08986707
3.92998603 -1.4578652 4 3.33121318 0.21264393 0.21862057 -1.1106228
2.72089432 1.41578284 4 1.81609021 0.21265459 0.22977293 1.23929565
1.41960669 -1.5321198 4 1.89233991 0.21271881 0.20025673 -1.1772967
9.21724496 1.57223551 4 5.07075866 0.21278662 0.19099815 1.34996202
2.73591514 -1.4093007 4 4.550606 0.21284777 0.23154063 -1.2129422
5.33758245 1.44248794 4 6.98942144 0.21285967 0.2226314 1.09535942
5.33758245 1.44248794 4 6.98942144 0.21285967 0.2226314 1.09535942
5.33758245 1.44248794 4 6.98942144 0.21285967 0.2226314 1.09535942
5.34440748 1.34016466 4 2.62285308 0.21304644 0.25125302 1.52326602
2.1208675 -1.48712 4 1.45286138 0.21312276 0.21118995 -1.1511798

1.66732064 1.47895915 4 1.80069603 0.21314487 0.21323675 1.52744102
4.25373427 -1.4917221 4 5.90959053 0.21320845 0.21004452 -1.2277018
31.150736 1.48922524 4 35.7604447 0.21331815 0.21066519 1.08652114
23.563318 -1.5749637 4 10.2214426 0.21334713 0.19038471 -1.4832799

59.9329474 2.0426385 4 7.75106428 0.21335176 0.11061141 2.63245945
5.23914481 1.52513002 4 3.43857656 0.21340377 0.20191638 1.2325446
9.5133319 1.52999183 4 7.043634 0.21342455 0.2007605 1.1199803

6.15596819 1.54567267 4 4.20788347 0.21346834 0.19707835 1.18898955
1.76708361 1.5337994 4 1.10164562 0.21348601 0.19985999 1.22638329
32.8887787 1.79376303 4 7.96160196 0.21351469 0.14730381 1.85786175
32.8887787 1.79376303 4 7.96160196 0.21351469 0.14730381 1.85786175
1.51293384 -1.4443013 4 2.1171244 0.21352209 0.2221546 -1.1834339
1.52959087 -1.5340429 4 2.10236997 0.21363449 0.19980254 -1.204355
2.61360579 1.50630532 4 1.76081166 0.21364159 0.20645625 1.25838965
4.42659002 1.46491446 4 3.61867158 0.2136557 0.21680629 1.15798601
1.55466425 1.49363912 4 1.35339011 0.21369955 0.20956923 1.08537047
9.61085321 1.40501503 4 7.13787757 0.21371275 0.23271677 1.28771573
2.28524456 1.60398201 4 5.50727524 0.21378428 0.18398418 1.56409592



4.50087709 1.49590394 4 3.04255971 0.21383421 0.20900913 1.1935191
8.90843829 1.45377058 4 7.11541715 0.21383876 0.21968141 1.16106572
2.67596166 1.48799731 4 3.046604 0.21391494 0.21097111 1.10440732
1.10717212 1.40601762 4 2.12767429 0.21406565 0.2324411 1.39833834
5.77863381 -1.4115237 4 8.93994263 0.21407515 0.2309329 -1.1856914
1.48431916 -1.4373597 4 1.88004723 0.2140855 0.22398534 -1.1173235
1.86552112 1.46287699 4 1.57957603 0.21412434 0.21732912 1.11703326
38.1699424 -1.3272404 4 141.754071 0.21417758 0.25511698 -1.5421582
14.2238784 1.34154891 4 7.87223122 0.21419114 0.25084258 1.48054447
2.44503333 1.47861936 4 1.61776191 0.21420805 0.2133224 1.17603917
4.95484027 1.45694421 4 3.96231764 0.21421013 0.21885873 1.14510977
1.97372434 1.46770297 4 1.85391669 0.21427555 0.21609281 1.04979398
2.16320672 -1.5199706 4 2.9491708 0.21440194 0.20315045 -1.1746041
1.03106814 1.44380728 4 2.25393795 0.21442223 0.2222844 1.33611598
1.33826486 1.4815001 4 1.14855597 0.21447719 0.21259732 1.05790286
3.84922839 1.45900211 4 3.2682741 0.2144882 0.21832693 1.11854143
13.9939763 -1.4629645 4 17.1019532 0.21454599 0.21730664 -1.0914936
13.2633274 1.35961896 4 9.76963032 0.21458133 0.24554461 1.32615225
159.310964 1.62174606 4 36.6646246 0.21469594 0.18017631 2.31499009
1.97648498 -1.4730998 4 2.90222818 0.21470435 0.21471868 -1.2644551
8.9626364 -1.4404464 4 5.99326519 0.21471364 0.22316941 -1.3181087

48.3951603 1.62172477 4 21.2861082 0.2147936 0.18018082 1.470783
9.87373953 1.53211643 4 6.91707001 0.2148279 0.20025752 1.13976739
1.32333184 1.50911211 4 1.0794849 0.21486039 0.20577281 1.1833389
1.19371723 -1.544012 4 1.24400441 0.21487974 0.19746501 -1.2246952
1.2022653 1.52014441 4 1.73327131 0.21492807 0.20310874 1.31046219

4.74120733 1.51511498 4 3.2795131 0.21493942 0.20431886 1.14604964
3.13591925 1.48861738 4 2.2678229 0.21495855 0.21081657 1.15294751
3.13591925 1.48861738 4 2.2678229 0.21495855 0.21081657 1.15294751
2.90926496 1.51159494 4 1.50872193 0.21505281 0.20517017 1.26896224
1.9725947 -1.5231556 4 1.31119307 0.21518807 0.20238773 -1.1929115

8.30650065 1.36217893 4 17.5085991 0.21522418 0.244803 1.27035188
3.69032863 -1.4095355 4 5.609176 0.21533077 0.23147636 -1.1887477
6.29931514 -1.5855324 4 1.40041221 0.2153528 0.18802736 -1.7696481
4.65102726 -1.490962 4 2.99223208 0.21535957 0.21023327 -1.2672865
2.58085223 1.44399787 4 2.19065919 0.21537255 0.22223432 1.1476788
1.85771356 1.50396269 4 2.32231525 0.215427 0.20702844 1.16946614
194.235949 -1.5852228 4 115.072596 0.21544146 0.18809598 -1.244772
4.1208888 1.48918777 4 3.11821674 0.21547562 0.21067451 1.11812834

1.33933899 1.48833406 4 1.17137048 0.21547882 0.21088717 1.1965206
1.36219311 1.5019228 4 1.12173316 0.21548249 0.207528 1.10729521
5.85487791 1.45319387 4 5.13839442 0.21552981 0.21983125 1.09933505
9.51786528 1.5777939 4 5.05544133 0.21553025 0.18975045 1.3110607
1.63365979 -1.4806762 4 1.01033444 0.21553645 0.21280443 -1.1876981
1.18522259 1.4693168 4 1.96009914 0.21556396 0.21568097 1.21041732
11.9476777 -1.4953515 4 33.0550304 0.21557889 0.2091456 -1.5493097
1.32394381 1.41876463 4 1.12448624 0.2156221 0.22896431 1.27539188
4.30337095 1.49372438 4 3.04520563 0.2156237 0.20954812 1.14728111



1.93192547 1.43213981 4 2.85222817 0.21563157 0.22537198 1.21106936
3.83427413 -1.4099626 4 6.25157689 0.21565236 0.2313595 -1.1745908
3.17772679 1.47876944 4 2.46191705 0.21573953 0.21328456 1.10582955
2.24073104 -1.4698223 4 3.58828715 0.2157525 0.21555212 -1.2098563
15.9242192 1.35670598 4 55.6047823 0.21580144 0.24639118 1.52983854
12.1895487 1.55628492 4 7.9449802 0.21581259 0.19462571 1.19680684
4.48963401 1.39371411 4 7.00222278 0.21582363 0.23584671 1.18953207
1.21712656 1.48818299 4 2.10327295 0.2158282 0.21092482 1.30052848
6.48629939 -1.6282292 4 2.20439356 0.21586931 0.17880705 -1.688103
1.00662009 1.36061714 4 1.9920076 0.21595664 0.24525518 1.36445488
4.44193829 -1.6570227 4 1.45245519 0.21600723 0.17285555 -1.7280604
1.44788429 -1.4701402 4 1.56955899 0.21603448 0.21547114 -1.0324186
5.79864907 1.45884694 4 4.64408127 0.21606313 0.21836698 1.1158531
1.35281034 1.32676307 4 4.33735477 0.21607666 0.25526079 1.54915546
1.08124738 -1.4761873 4 1.21828238 0.21609305 0.21393651 -1.106994
3.94397211 1.52362074 4 2.15777189 0.21610845 0.20227658 1.24082894
4.48531369 -1.4258749 4 5.84092327 0.21612424 0.22704755 -1.1064636
348.260189 -2.1850438 4 28.5453265 0.21616793 0.09421204 -3.1677187

1.883531 1.44909721 4 1.16490427 0.21622423 0.22089853 1.21263
61.5049522 1.47615101 4 33.9050903 0.21627663 0.21394567 1.37116637
10.1262959 -1.5055249 4 12.5865698 0.21628122 0.20664668 -1.1483614
1.28901857 1.48241563 4 1.55801022 0.21630994 0.2123674 1.19379692
6.48414332 1.5385687 4 3.84707276 0.21631216 0.19873785 1.21706704
40.9939415 1.3685125 4 19.6102199 0.21632277 0.24297766 1.59822847

1.517908 -1.4125361 4 1.08868266 0.21635108 0.23065664 -1.2903316
1.83953992 1.4213165 4 1.36520861 0.21636569 0.22827454 1.1742116
7.23673352 1.54342663 4 4.95299784 0.21647425 0.19760149 1.18433887
182.170799 1.45602736 4 228.384686 0.2165171 0.21909608 1.11420361
3.40336614 1.32789631 4 1.3337498 0.21652464 0.25491949 2.50332581
1.31095685 1.38330284 4 2.32612146 0.21662287 0.2387672 1.29645721
22.1586565 1.40281519 4 16.9250781 0.21668185 0.2333228 1.21509995
1.75929462 1.48207014 4 1.10378106 0.21676235 0.21245413 1.25909624
2.68149614 -1.4759255 4 3.21505032 0.21681687 0.21400271 -1.1241026
2.22505936 1.49517757 4 1.37521236 0.21682767 0.2091886 1.19323098
15.1244554 1.49322085 4 12.7071989 0.21683322 0.20967284 1.06668181
1.81036528 1.44979538 4 1.1096988 0.21685112 0.22071627 1.22818947
40.4984371 1.45272008 4 59.9136439 0.21688523 0.21995441 1.20084993
4.47733956 1.48294831 4 3.69190625 0.2169319 0.21223375 1.08907218
2.37354669 1.52475357 4 1.50506244 0.21694718 0.20200616 1.23634929
129.751908 -1.4408431 4 201.596872 0.21698669 0.22306477 -1.2116785
8.41827217 -1.4516144 4 10.0660779 0.21700235 0.22024212 -1.0778237
550.315789 -1.6944665 4 200.407005 0.21701661 0.16542435 -1.5529801
4.23685297 1.51212614 4 2.80322868 0.21706678 0.20504147 1.18769724
4.23685297 1.51212614 4 2.80322868 0.21706678 0.20504147 1.18769724
1.02568686 -1.4582977 4 1.21496502 0.21713672 0.21850881 -1.1377545
4.44935779 1.50482961 4 5.84481109 0.21714877 0.20681651 1.177718
3.91158719 1.53081356 4 5.83898014 0.2171576 0.20056581 1.32949918
3.68809444 -1.5750036 4 1.46271194 0.21717232 0.19037574 -1.4479428



3.83558943 1.53894266 4 2.18453729 0.21718271 0.19865014 1.25206595
3.19748465 -1.4830122 4 2.67056977 0.21720684 0.21221773 -1.1008516
2.76287831 1.44799457 4 3.5690696 0.21721032 0.22118669 1.11238211
6.16278726 -1.4947805 4 3.59050753 0.21723451 0.20928677 -1.3763187
2.53555759 1.52309661 4 1.83545418 0.21726044 0.20240183 1.16589973
1.21722089 1.50149968 4 1.42917528 0.21735808 0.20763177 1.59939355
1.02252062 -1.4739569 4 1.28185245 0.21745285 0.21450125 -1.2182249
1.97582296 1.42628454 4 3.08703112 0.21746909 0.22693762 1.16772444
2.56232388 1.47539614 4 1.92425764 0.21748914 0.21413665 1.11323529
2.81607827 1.47597174 4 1.47761171 0.2176094 0.21399101 1.43369314
74.2433878 1.45885796 4 61.0163021 0.21763178 0.21836414 1.11494514
9.32934568 1.48313176 4 6.18876443 0.21763294 0.21218773 1.22312759
1145.67809 1.51898309 4 1945.27499 0.21765774 0.20338751 1.33321969
39.8346594 -1.5082106 4 25.7776707 0.21773646 0.20599207 -1.2437395
139.466585 -1.5085864 4 162.552256 0.21777996 0.20590064 -1.1147609
10.8857579 -1.4460042 4 13.4033213 0.21785323 0.2217078 -1.0897166
5.84833179 1.42213072 4 4.97041443 0.21785947 0.22805489 1.10602291
4.08225514 1.45233384 4 6.7652266 0.21796406 0.22005488 1.31482015
5.38807084 -1.1518059 4 66.0145715 0.2179676 0.31355923 -1.7366651
3.98358376 1.46979951 4 2.58518879 0.21801942 0.21555794 1.27250247
1.80116274 1.49291835 4 1.39637571 0.21803286 0.2097478 1.11940671

9.949398 -1.3698694 4 16.338823 0.21811043 0.24258836 -1.200611
3.17403578 1.43499014 4 2.7492836 0.21813683 0.22461375 1.13759898
14.9576645 1.43592923 4 11.2203005 0.21834081 0.2243645 1.16679324
1.80314477 1.41222908 4 2.68749515 0.21839905 0.23074038 1.17561902
3.02362801 1.42771952 4 3.93197645 0.21841603 0.22655292 1.10093133
1.60171333 1.38624894 4 1.00053226 0.21852752 0.23793717 1.30522974
2.3231404 -1.4980729 4 1.44933328 0.21853246 0.20847416 -1.2024908

36.9826017 1.37470593 4 82.8466827 0.21853922 0.24120569 1.33438626
1.67447638 1.44855868 4 1.51184493 0.21854851 0.22103922 1.09599946
8.8362721 1.48360171 4 10.7718702 0.21865901 0.21206991 1.14193591

85.5476193 1.21789444 4 43.8510775 0.2186664 0.2901905 1.71279798
9.22658863 -1.5699517 4 4.45977988 0.2186881 0.19151326 -1.3336751
13.6491758 1.41928278 4 11.1964543 0.21879875 0.22882409 1.12909742
1.46728009 -1.5092525 4 1.0694445 0.21881534 0.20573869 -1.1827495
3.30645344 -1.4029774 4 2.33204625 0.21883241 0.23327806 -1.2200928
129.233009 -2.1600992 4 11.7676613 0.21891003 0.09687833 -3.2341788
4.34259037 -1.4203849 4 6.55907859 0.21896532 0.22852611 -1.1751583
3.07825184 -1.422448 4 2.31749008 0.2190666 0.22796935 -1.2108995
1.3711137 -1.4432203 4 1.05555908 0.21911988 0.22243871 -1.1099295

13.1810652 1.45571243 4 9.9446412 0.2191593 0.21917767 1.18276518
157.695658 1.42786861 4 115.172406 0.21923575 0.22651298 1.20717182
10.8633117 -1.4129318 4 14.1239664 0.21927114 0.23054875 -1.1131442
4.1476881 1.49777043 4 3.24889674 0.2192971 0.20854867 1.11024942

9.33249889 1.25880133 4 4.09287762 0.21929731 0.27655935 1.71470385
6.24291036 1.50024408 4 4.15805964 0.21934704 0.20794002 1.16354639
4.69504106 1.72749817 4 1.23673962 0.21935315 0.15914761 1.95036429
3.25080859 1.56435874 4 5.75702771 0.21939595 0.19278075 1.41643282



1.29167699 1.73003367 4 6.61492335 0.21942045 0.15867631 2.17437678
3.8645999 1.45063371 4 3.4412524 0.21945555 0.22049762 1.0794694

2.50215084 1.4511251 4 1.91160204 0.21946145 0.22036956 1.17803014
3.50222504 -1.4590649 4 5.04010592 0.21947851 0.21831072 -1.1677821
4.46053806 1.52778074 4 2.80939911 0.21949116 0.20128534 1.22288798
4.40142156 1.44150822 4 4.12193734 0.21950932 0.22288943 1.03846885
7.36051819 1.31860804 4 4.81234614 0.21950985 0.25773003 1.47446052
2.03459467 -1.4728041 4 1.5735918 0.21951921 0.21479374 -1.1307703
3.00520124 -1.425197 4 2.49692875 0.2195313 0.2272296 -1.1095336
1.18630363 -1.3891575 4 1.46872103 0.21957033 0.23712051 -1.2957065
43.6069538 1.44700067 4 28.6183473 0.21959951 0.22144675 1.26295365
3.36691305 1.43474811 4 5.19129745 0.21961706 0.22467803 1.26001933
1.11034968 -1.4475279 4 3.08842477 0.21963299 0.22130876 -1.6167614
22.1514957 1.44018262 4 18.8037448 0.21973693 0.22323903 1.1008652
3.91244077 1.40212622 4 5.84269489 0.2197915 0.23351292 1.14591586
1.64802307 1.37391879 4 1.02294911 0.21979371 0.24143018 1.33728292
1.40764493 -1.3941893 4 2.96182574 0.21981893 0.23571428 -1.3554768
1.02911256 1.45085057 4 1.84789384 0.21989476 0.2204411 1.27960413
6.22675301 -1.4631351 4 6.93953793 0.21994956 0.21726282 -1.0582599
28.4560932 -1.5541781 4 12.4556833 0.21996611 0.19511012 -1.5498639
1.41952015 1.4408828 4 1.85352299 0.21997415 0.2230543 1.16571139
44.6704503 1.42408491 4 37.274511 0.21998062 0.22752858 1.11978655
3.0773932 1.47273633 4 1.52207841 0.22002719 0.21481094 1.35705385
21.867625 1.45400117 4 14.3405404 0.2200415 0.21962153 1.28308231

3.73262781 -1.4434299 4 4.42974113 0.2200946 0.2223836 -1.0726689
9.55069551 1.42372093 4 7.73255651 0.22013796 0.22762652 1.1431095
443.449191 -2.1521828 4 32.0541687 0.22018388 0.09774196 -3.7957842
236.533399 -2.0989215 4 14.2033098 0.22018882 0.10377957 -3.7490863
1.02781614 1.45532972 4 2.12321309 0.22024442 0.21927686 1.3024195
3.86672667 1.39048959 4 2.95676546 0.2202561 0.23674742 1.27048648
3.05627306 -1.4722828 4 1.69258335 0.22025943 0.21492614 -1.417148
2.13594037 1.34924552 4 4.76639347 0.22031656 0.24857243 1.33053482
2.39238478 1.41172574 4 1.95499362 0.22032612 0.23087773 1.11847586
7.31697391 1.44731605 4 8.93909684 0.22044594 0.22136419 1.09043691
1.20760317 -1.4452671 4 1.401723 0.22048509 0.22190109 -1.1162081
1.08192429 -1.4617387 4 1.12568893 0.22048772 0.21762177 -1.1055824
78.5942526 -1.7518139 4 13.2757985 0.22050992 0.15468816 -11.430129
5.59949546 1.48159555 4 2.58244628 0.22055076 0.21257334 1.38432285

1.476218 1.44760863 4 1.0881808 0.22058684 0.22128763 1.12300874
4.25563924 1.40089781 4 2.92108564 0.2205895 0.23385228 1.23380964
4.6806871 1.45404939 4 3.57111733 0.22059797 0.21960902 1.1492355

1.58561071 -1.4551723 4 1.18174039 0.22059931 0.21931768 -1.3056898
5.84492951 1.30671639 4 14.1201967 0.22061874 0.26137238 1.35658159
3.92641454 1.48280228 4 4.58438692 0.22062082 0.21227038 1.12878743
3.56844619 1.50258571 4 2.58736132 0.22065022 0.20736552 1.15714129
2.08642553 -1.480822 4 1.04701043 0.2206928 0.21276776 -1.3266016
1.09081733 1.44425521 4 1.61858288 0.2207249 0.22216671 1.16474461
82.0285387 -1.5364972 4 107.354173 0.22073985 0.19922445 -1.2203736



2.73886426 1.50406048 4 1.13611131 0.22075959 0.20700452 1.40685915
7.81907087 -1.43221 4 16.2260714 0.22078917 0.22535327 -1.3533628
1.07464823 1.40949818 4 1.1825856 0.22083311 0.23148658 1.12285533
1.36428765 1.43466145 4 1.53297164 0.22090435 0.22470105 1.06100403
1.53517637 1.43085585 4 1.83562137 0.22095111 0.22571437 1.42591066
1.64344505 1.43957838 4 2.09404475 0.22100985 0.22339857 1.11873416
6.57525996 1.68345247 4 2.16613207 0.22102807 0.16757478 1.71001194
2.47752026 -1.4405557 4 2.90835757 0.22104388 0.22314058 -1.0719507
1.13710755 1.31420392 4 3.32559062 0.22105507 0.2590732 1.63130976
2.68018208 1.32843428 4 1.35774712 0.22109368 0.25475763 1.48989319
3.60896679 -1.4452561 4 2.99880329 0.22111407 0.22190397 -1.1272314
2.9213113 1.48239767 4 3.39246273 0.2211152 0.21237191 1.13783374

1.35047189 1.42701884 4 1.59514273 0.22115864 0.22674068 1.09441862
8.4549534 1.43421756 4 6.75095399 0.22122702 0.22481901 1.15894266
1.1574766 1.47957747 4 1.11918111 0.221265 0.21308097 1.12674131

1.56776315 1.46289595 4 1.95143583 0.22129497 0.21732425 1.10614788
2.93249121 -1.4225215 4 3.56173623 0.22132989 0.22794956 -1.0751547
3.67808215 1.47594801 4 2.82929975 0.22138459 0.21399701 1.14719585
2.38650827 1.39391149 4 1.54747269 0.2214464 0.23579169 1.48423328
13.9730504 -0.4516594 4 1.01993952 0.22145648 0.67492085 -3.9568375
6.26122082 1.45653782 4 5.16536859 0.22145784 0.2189639 1.11411711
2.77749514 -1.5199705 4 4.79070002 0.22147763 0.20315047 -1.3667508
5.8551387 1.645458 4 1.63259439 0.22150273 0.17522071 1.74884978

1.19584114 -1.421542 4 1.51571544 0.2215345 0.22821368 -1.1027145
4.79121394 -1.3817096 4 2.7076927 0.22171743 0.23921725 -1.606761
20.2359087 1.49410615 4 15.4136608 0.22174724 0.20945361 1.1099475
2.70115384 1.45043905 4 4.64503078 0.22176318 0.22054837 1.24791712
5.05296032 1.5633137 4 2.38452885 0.22182812 0.19301854 1.3684624
4.43122541 1.39311074 4 7.44211871 0.22183152 0.23601499 1.20633264
1.19162648 -1.4296924 4 1.33138948 0.22183912 0.22602508 -1.0517633
1.50518079 -1.5452104 4 1.61304535 0.22184012 0.1971859 -1.4889815
24.6527747 -1.745017 4 5.38499969 0.2218543 0.15592122 -2.2068027
8.06401712 1.41918547 4 4.66130238 0.22190593 0.22885042 1.32803366
11.8682692 1.36926473 4 21.6161049 0.22190839 0.24276176 1.26285599
1.26293444 1.47752668 4 1.51069723 0.22197546 0.21359808 1.09985875
34.3436003 1.54375393 4 21.2690619 0.22204012 0.19752517 1.22691786
34.3436003 1.54375393 4 21.2690619 0.22204012 0.19752517 1.22691786
4.85525801 1.43931188 4 3.37724628 0.22204215 0.22346897 1.24291519
6.6188222 1.46387507 4 4.45756045 0.22205085 0.21707285 1.19037227

1.68474494 1.42869496 4 1.40331432 0.22205584 0.22629178 1.17080143
297.163463 1.9908472 4 36.9312172 0.2220654 0.11733699 2.51818872
5.72298752 1.42303498 4 4.32429866 0.22210439 0.2278112 1.17832922
313.13151 2.17727345 4 20.751389 0.2221643 0.09503374 3.42756162

1.03071695 -1.4489734 4 1.60154629 0.22216856 0.22093087 -1.2391347
2.28336237 -1.488805 4 3.83742701 0.22217103 0.21076983 -1.2715534
6.66381446 1.43954896 4 9.43166393 0.22217205 0.22340634 1.15839594
5.62432189 -1.4758598 4 8.29631944 0.22217758 0.21401933 -1.2139754
5.26179625 1.47254912 4 3.41983007 0.22218443 0.21485848 1.20550504



305.912395 1.37921078 4 217.975169 0.2221912 0.23992484 1.26089811
2.04622452 1.51516737 4 1.02589628 0.22224459 0.20430622 1.32983641
2.94773833 1.46775111 4 2.34375694 0.22225266 0.21608051 1.12757034
94.9873384 -1.4323314 4 81.9270391 0.22226768 0.22532093 -1.091753
1.3934473 -1.4314132 4 2.07081332 0.2222727 0.22556568 -1.1775979

2.22384458 -1.4561039 4 2.38990177 0.22228289 0.21907626 -1.0664171
1.09562606 -1.4620047 4 1.51870242 0.22234916 0.21755334 -1.1421318
9.72831837 1.47260959 4 8.12918433 0.22237028 0.21484312 1.08042569
15.9170565 1.39097041 4 13.491343 0.22245462 0.2366129 1.124266
7.85999933 1.4194824 4 6.91889041 0.22247938 0.22877009 1.07756446
1.52116647 1.40700665 4 2.27119547 0.22248118 0.23216946 1.16480874
5.79541181 1.46627924 4 7.00064114 0.22249117 0.2164568 1.10373756
2.2146146 1.48995985 4 1.33274706 0.22250387 0.21048238 1.25351233

4.92382519 1.40996127 4 4.33644725 0.22250854 0.23135987 1.11280032
11.6181077 1.41177195 4 17.8970415 0.22251816 0.23086512 1.21889446
60.9314188 -1.5907978 4 30.5759394 0.22274985 0.18686417 -1.330202
1.35972867 1.42690259 4 1.87618898 0.22276127 0.22677184 1.11442374
1.6058194 1.46533651 4 1.24910504 0.22277966 0.21669816 1.17799416

1.38576929 -1.4728326 4 2.42763543 0.22286499 0.21478649 -1.2971717
1.05637912 -1.673689 4 3.74147656 0.22287589 0.16950558 -1.9140475
60.8420646 1.49414729 4 42.6403579 0.2229666 0.20944342 1.16484364
4.12308186 1.31483236 4 1.81277871 0.22302755 0.25888112 1.56954001
1.1967009 1.36274146 4 1.62014106 0.22304556 0.24464034 1.32507345

52.4057701 1.49033992 4 35.2084078 0.22309238 0.21038787 1.18911147
12.475952 1.7908742 4 4.29110198 0.22311782 0.14780009 6.25857399

26.5026541 -1.4170058 4 23.9921669 0.22311844 0.22944095 -1.0688496
366.293468 -1.0598881 4 156.893959 0.22325105 0.34895288 -2.1304964
5.12000636 1.45896744 4 5.58315824 0.22325762 0.21833588 1.07240105
375.574626 1.56159971 4 211.432146 0.22334702 0.19340919 1.26398942
2366.12529 1.54996575 4 1407.46666 0.22335081 0.19608236 1.23378851
5.75688053 1.45655878 4 4.85569028 0.22335196 0.21895848 1.09348465
25.9268274 1.4965208 4 18.5835923 0.22335508 0.20885684 1.15908878
4.65547324 1.46981988 4 5.18221029 0.22341232 0.21555275 1.09947172
1.33577821 -1.408761 4 1.92729929 0.22343847 0.23168842 -1.1561082
1.14902548 1.45610725 4 1.46078597 0.22347266 0.21907539 1.18323958
15.6353736 -1.3686044 4 12.3502448 0.22348005 0.24295127 -1.1845382
1.08471878 -1.4597535 4 1.20284367 0.22349441 0.21813309 -1.1362038
2.95313889 -1.4806874 4 3.59984038 0.22351136 0.21280163 -1.1773986
7.88102279 -1.3967101 4 12.2520787 0.22353096 0.23501289 -1.1743878
7.1480243 -1.4996628 4 9.20631598 0.22356348 0.20808288 -1.169133

2.88030824 1.50050971 4 1.40582243 0.22357074 0.20787477 1.32189086
93.6930835 1.41673408 4 84.4565593 0.22359925 0.22951466 1.07426924
20.1528977 -1.3923684 4 44.3235261 0.223619 0.23622219 -1.3798871
144.431438 -1.3592582 4 99.1246321 0.22374208 0.2456493 -1.2832124
6.24280542 1.38328255 4 5.07340166 0.22375379 0.23877292 1.1986231
1.11766758 1.40412495 4 1.22107378 0.22376669 0.23296179 1.16758734
1.19837374 1.45874281 4 1.34177423 0.22377174 0.21839387 1.06018341
3.95572814 1.45722958 4 3.25072452 0.2237737 0.21878491 1.11246962



20.2210172 -0.7168835 4 1.18151914 0.2237891 0.51307726 -4.4841112
1.38463427 -1.458133 4 1.03831362 0.22385017 0.21855135 -1.1795281
3.06016022 -1.4801022 4 2.32904446 0.2238719 0.21294885 -1.1395859
3.46291179 1.469073 4 2.45938522 0.22392459 0.21574314 1.12665216
2.30031045 1.50376509 4 1.59041586 0.2239456 0.20707678 1.19472688
54.521535 -1.3762371 4 102.172568 0.22400018 0.24076958 -1.2671261

43.1984526 1.27505724 4 26.7829152 0.2240057 0.2713141 1.47229369
936.520945 1.66073095 4 338.392787 0.22405357 0.17210423 1.56079557
1.93012547 -1.4121477 4 2.25692417 0.22406632 0.2307626 -1.0754293
5.69991873 1.41226973 4 4.69555929 0.22409531 0.23072929 1.14710618
1.02640866 1.44438863 4 1.287965 0.22416281 0.22213167 1.09043081
2.23169875 1.41671022 4 2.79103898 0.22417795 0.22952114 1.10486072
11.9898377 -1.3627313 4 22.7416128 0.22421497 0.24464328 -1.2719365
1.35897311 1.38135793 4 2.37643295 0.22422824 0.23931672 1.30575665
86.513702 -1.2067069 4 452.172064 0.2243391 0.29402798 -1.5286372

14.7849263 1.38358563 4 11.708549 0.22443304 0.2386874 1.15718638
10.1299058 1.45179545 4 3.21998489 0.22454373 0.22019498 1.7366589
8.17439338 -1.367723 4 12.3273979 0.22455447 0.24320447 -1.1664377
1.88113162 1.4237123 4 1.22701847 0.22458357 0.22762884 1.18209786
1.49877446 1.45942434 4 1.23211134 0.22463992 0.21821798 1.09675777
10.8815551 -1.4125804 4 12.8273995 0.22466186 0.23064455 -1.0656259
5.44240483 1.32070847 4 13.5883729 0.22471752 0.25709183 1.32594226
4.6526972 1.43713792 4 2.41444616 0.22476249 0.2240441 1.34393376

4.32768118 -1.4809166 4 5.38460539 0.22478031 0.21274397 -1.1835755
3.77528411 1.37966393 4 2.73661022 0.2248086 0.23979637 1.25053877
1.10115241 1.44200248 4 1.26756654 0.22482942 0.22275922 1.1320551
12.021231 -1.4335631 4 4.82643999 0.22485931 0.22499305 -1.730012

41.3651607 -1.4941254 4 51.968391 0.2249119 0.20944883 -1.1599833
1.24724635 1.41433616 4 1.76089595 0.22497574 0.23016628 1.30323965
18.8110029 -1.4766167 4 13.6312031 0.22501664 0.21382794 -1.1397551
1.73369957 -1.4017366 4 1.45105906 0.2251057 0.23362051 -1.1043939
33.7866379 1.42493935 4 22.1182833 0.22514873 0.22729884 1.25729964
4.78788085 1.25981647 4 2.19136625 0.2251523 0.27622897 1.62759786
1.23427511 -1.42041 4 1.48512017 0.22517089 0.22851934 -1.1310687
1.5489968 -1.3915304 4 2.04604608 0.22517149 0.23645632 -1.1424739

3.39390285 1.38638329 4 2.51964765 0.22517433 0.23789938 1.21391973
7.83645109 -1.4318115 4 3.36330956 0.22519496 0.22545948 -1.5461463
12.7839577 1.90455555 4 1.61505578 0.22525143 0.12955643 2.84831144
28.4453794 1.48591346 4 20.8541033 0.22529261 0.21149131 1.1451496
5.70088308 1.37034633 4 9.39975274 0.22534864 0.24245166 1.17891102
1.45976092 -1.4357382 4 1.24801191 0.2253587 0.22441517 -1.2493252
5.31080317 1.40058222 4 4.57115113 0.22538141 0.23393955 1.13070902
1.22748836 1.45700219 4 1.57845825 0.22538625 0.21884373 1.11971421
2.46791531 -1.4941779 4 3.38611966 0.22546116 0.20943585 -1.2020353
1.18152992 -1.4387692 4 1.2513489 0.22546301 0.22361241 -1.1667869
3.14392488 -1.2495918 4 1.0194171 0.22553047 0.27957392 -1.8215002
1.40900157 -1.4744448 4 1.92016776 0.225561 0.21437759 -1.2763375
49.034483 1.45628688 4 39.051183 0.22564806 0.21902887 1.11057011



27.6641982 -1.3597973 4 42.6317357 0.22567375 0.24549287 -1.1566045
1474.56841 -2.7159461 4 18.5974962 0.22574313 0.05320921 -8.4864808
4.94575175 1.4607725 4 3.1464871 0.22580619 0.21787047 1.20965192
170.841724 -1.6397902 4 66.0408968 0.22581041 0.17639217 -1.490438
1.43685016 -1.4426146 4 1.11052931 0.22588171 0.22259806 -1.1778032
22.3811182 1.49975995 4 14.2964048 0.22588222 0.208059 1.19031615
31.256208 -1.3243325 4 58.557603 0.22600088 0.25599433 -1.2405424

5.90200463 1.41573164 4 3.69837068 0.22600863 0.22978684 1.26091204
2.04015141 1.46391569 4 1.08518227 0.2260255 0.21706242 1.43109054
1.40010747 -1.4275449 4 2.23296915 0.22614641 0.22659971 -1.2199645
8.84583254 1.3623968 4 13.6504359 0.22618338 0.24473999 1.17172378
2.14113425 1.41929691 4 1.8193406 0.22626172 0.22882027 1.12407207
1.07208505 1.38655884 4 1.79050882 0.22627141 0.23785002 1.26072384
129.900261 1.397687 4 101.732329 0.22627767 0.23474163 1.1630991
50.3232367 -1.4594134 4 72.8810942 0.22629249 0.21822081 -1.222326
11.3790473 1.54638473 4 5.45484195 0.22633114 0.19691279 1.44462056
3.08267868 -1.4210147 4 2.65931923 0.2263921 0.22835602 -1.1160158
4.91279909 1.48900433 4 3.30804213 0.22640246 0.21072019 1.17759965
3.60489203 -1.3821094 4 4.89239272 0.22646803 0.23910426 -1.1315233
1.34682077 -1.4252936 4 1.55077626 0.22647046 0.22720366 -1.1053421
2.81112576 1.44140334 4 3.50357185 0.22650695 0.22291707 1.15048701
3.61326287 1.35525309 4 6.75752139 0.2265749 0.24681449 1.23704667
1.62780933 -1.4833423 4 2.27831948 0.22659315 0.21213495 -1.1892033
13.7554201 -1.4721755 4 15.678581 0.22674055 0.21495339 -1.1118143
14.894999 1.52903567 4 8.5607081 0.22682133 0.20098729 1.25795855

2.15596049 1.40637518 4 1.47658779 0.22686619 0.23234286 1.20626508
14.5351243 -1.3728286 4 19.7765376 0.22691874 0.24174145 -1.1221389
13.8753898 1.40789594 4 12.0050503 0.22698154 0.23192549 1.10204451
13.069284 1.3842641 4 11.4951619 0.22699393 0.23849606 1.10226895

1.39094356 1.30308969 4 7.18692138 0.22700254 0.26249313 1.61072403
5.24348698 -1.3872048 4 3.80159509 0.22704928 0.23766847 -1.2762807
1.13014095 1.41944008 4 1.91585746 0.22707967 0.22878154 1.20149098
1.42633552 1.30208013 4 7.32123201 0.22709477 0.26280593 1.60686536
3915.16609 2.23336498 4 250.817979 0.22713208 0.08927675 3.64801579
1.08427597 1.40872042 4 1.23415388 0.2271396 0.23169953 1.06071852
11.0382602 1.46033198 4 6.77822045 0.22714971 0.21798396 1.31236544
2.29566987 1.38382986 4 4.34944557 0.22716183 0.2386185 1.25226667
34.4207652 1.51850206 4 20.0847299 0.2272542 0.2035031 1.2338774
27.2917835 -1.5558508 4 14.5028933 0.22739003 0.19472542 -1.3086726
35.3235172 -1.4765424 4 26.6570726 0.22740167 0.21384673 -1.1124422
3.10378677 1.43875045 4 2.2727717 0.22746148 0.22361736 1.14862688
10.8320313 -1.4901228 4 7.34017199 0.22756669 0.21044185 -1.1637517
1.50499084 -1.4348863 4 1.14733042 0.22766365 0.22464132 -1.1059859
3.86775182 -1.3940865 4 5.63109806 0.22767124 0.23574291 -1.1454172
1.15692601 1.40826828 4 1.1559743 0.22767172 0.23182342 1.19080323
1.12077758 1.47433482 4 2.24438049 0.22768176 0.21440545 1.49081805
5.52735301 1.24880544 4 2.65207192 0.22768875 0.27983277 1.73989487
2.35919806 1.45724189 4 1.20927689 0.22785738 0.21878173 1.52912683



7.28814614 1.5185534 4 3.9237988 0.22785897 0.20349076 1.2825532
1.30747805 -1.4696087 4 1.06545903 0.22786231 0.21560656 -1.174129
1.13113197 1.43511433 4 1.56466193 0.22796431 0.22458077 1.14775966
3.14583711 1.42181971 4 2.27689984 0.2280888 0.22813877 1.15786715
9.21357872 -1.5053232 4 5.56214628 0.228101 0.20669593 -1.2650992
1.19958239 1.47857408 4 2.16920712 0.2281727 0.21333382 1.35547196
3.85731498 1.26442934 4 18.7746903 0.22818805 0.27473246 2.66552439
1.04561876 -1.8321512 4 45.3813207 0.22819705 0.1408754 -2.9707563
1.3854505 1.42058475 4 1.60552124 0.22823815 0.22847212 1.11853291

2.00893757 -1.3811636 4 3.01912503 0.22827645 0.23937171 -1.156028
3.99751001 1.39947833 4 5.78060786 0.22828923 0.23424505 1.14685816
11.470807 1.46750502 4 16.014708 0.22829625 0.21614338 1.20089334

2.43044922 -1.3873497 4 3.7886611 0.22831664 0.23762776 -1.1598669
1.01670767 1.33916273 4 1.76439386 0.22835919 0.25155051 1.28741582
10.5155339 1.45314686 4 7.72051904 0.22838192 0.21984346 1.1670998
38.1891241 -1.4173998 4 51.731563 0.22838929 0.22933408 -1.1467545
14.7939284 1.36144469 4 12.1800901 0.22840278 0.24501548 1.14561589
23.2972262 1.36856592 4 17.702331 0.22843388 0.24296232 1.19334626
1.58065406 -1.4497817 4 1.21942877 0.22845709 0.22071984 -1.1254824
1.58065406 -1.4497817 4 1.21942877 0.22845709 0.22071984 -1.1254824
14.1018848 -1.4914134 4 18.5056628 0.22853042 0.21012116 -1.2138629
3.16707604 1.46666407 4 2.1997897 0.2286277 0.21635835 1.16489833
2.06356096 1.31692829 4 5.65159279 0.22873601 0.25824152 1.41520649
2.09686736 1.38613482 4 1.69729111 0.22873662 0.23796927 1.20737187
3.47830515 -1.4154794 4 4.04934835 0.22874115 0.22985538 -1.0889941
1.16839102 1.43432587 4 1.50813823 0.22878787 0.22479023 1.11093475
6.44439551 1.46904517 4 4.90780315 0.22884458 0.21575023 1.12506686
1.9097121 1.42408159 4 1.57690689 0.22888402 0.22752947 1.10829374

9.02923083 1.5910711 4 3.71105316 0.22896262 0.186804 1.50207137
5.31155413 -1.4732479 4 7.73326983 0.22904288 0.21468107 -1.2176477
82.7921074 1.43899542 4 60.5556027 0.22905912 0.2235526 1.17002079
3.92676059 1.44530464 4 2.89233606 0.22906586 0.22189123 1.11781121
396.782803 -1.377537 4 330.617338 0.22907403 0.24039994 -1.1283831
2.88241865 1.45712823 4 1.21038029 0.22907904 0.21881112 1.53402703
7.98669078 -1.3873347 4 12.6728891 0.22915007 0.23763199 -1.2116454
4.10939788 1.2313243 4 1.39338262 0.22921476 0.28564644 1.79634874
4.51373983 1.47641932 4 3.24692498 0.22924868 0.21387783 1.15754308
13.6011062 2.11598773 4 19.0108147 0.22938984 0.10180111 6.40574089
1.96154304 1.37580709 4 1.0772277 0.22939167 0.24089198 1.30041929
1.75811239 1.47501417 4 1.04956206 0.22942089 0.21423335 1.27282066
18.2970031 1.39359374 4 24.2124185 0.22943374 0.23588027 1.12515377
132.224515 -1.419922 4 110.379839 0.22946164 0.2286512 -1.0934505
1.51156475 1.4189989 4 2.20760855 0.22952755 0.22890091 1.1768252
2.35194105 -1.4889091 4 1.30940345 0.22956598 0.21074391 -1.2894976
10.1249047 1.4937025 4 5.16810747 0.22966596 0.20955353 1.32913458
7.04283645 1.4410007 4 8.3267114 0.22967376 0.22302321 1.12312572
1.24043498 1.44006704 4 1.37301928 0.22968775 0.22326954 1.22486723
1.9095235 1.42785165 4 1.34510232 0.22970897 0.22651753 1.12796189



2.247855 -1.4124898 4 1.07227209 0.22974974 0.23066927 -1.3791143
1.07530068 -1.4562143 4 1.30624574 0.22978428 0.21904768 -1.2370239
3.02158078 1.37925695 4 1.92082674 0.22981042 0.23991175 1.33488135
3.50959834 1.45418209 4 1.98171307 0.22985588 0.21957456 1.41385836
12.1723176 1.44418412 4 7.36636694 0.22986855 0.22218539 1.24301939
3.67509591 1.32045398 4 2.39423978 0.22996266 0.25716908 1.28716853
17.3868783 1.30548467 4 11.6406092 0.23009915 0.26175249 1.31050097
2.76352452 -1.2599843 4 3.96144656 0.23013931 0.27617439 -2.188106
2.67276127 1.36674543 4 3.73626402 0.23015391 0.24348558 1.15462547
3.93204455 1.39363108 4 2.3961792 0.23025675 0.23586986 1.30378693
7.62969667 1.45806896 4 4.92002438 0.23026585 0.21856791 1.25889664

13.76605 1.4351966 4 10.4658228 0.23026866 0.22455893 1.12973517
16.662834 1.51914977 4 9.56969534 0.23027902 0.20334748 1.27894865

1.98900478 -1.4164718 4 3.23205921 0.23029879 0.22958585 -1.3496247
3.08796993 1.43885568 4 2.24232082 0.23031034 0.22358954 1.11852083
108.400394 1.48384409 4 58.8491885 0.23037747 0.21200918 1.31374798
3.68389998 -1.4592122 4 1.78738446 0.23039092 0.21827272 -1.3008957
17.3756082 -1.5512104 4 7.8193639 0.23044991 0.19579456 -1.370313
2.97415025 -1.4088578 4 2.76412354 0.23045825 0.23166191 -1.0381016
1.13550306 1.44554073 4 1.39434133 0.23052754 0.22182931 1.1315529
4.01717927 1.47663698 4 5.30056539 0.2305358 0.21382282 1.17482432
2.94885948 -1.4278803 4 3.42520646 0.23053904 0.22650984 -1.1117192
3.17432123 1.47958904 4 4.25565402 0.23057005 0.21307805 1.18599932
1.00855105 -1.6944771 4 12.1141803 0.23057628 0.16542229 -2.6093139
12.6152501 1.51339712 4 5.97187058 0.23059929 0.20473387 1.34739053
1.0132552 1.411184 4 1.344083 0.230638 0.23102566 1.10366639

1.54034304 1.42221724 4 1.08943172 0.23065603 0.22803156 1.19085802
4.66765141 1.43150547 4 2.06594057 0.23070253 0.22554107 1.45737275
2.12363374 1.38633581 4 3.15407451 0.23091728 0.23791274 1.14693531
8.95500968 -1.6105451 4 3.24646599 0.23091825 0.1825677 -1.632184
1.39179589 -1.4054691 4 1.21008422 0.23093638 0.23259188 -1.2035599
4.15565091 -1.4604224 4 2.92883632 0.23097559 0.21796066 -1.1512562
70.052429 1.67803987 4 20.5185732 0.23106352 0.1686423 1.69453682

8.46555619 1.51363377 4 4.78732736 0.23106648 0.20467665 1.29331869
9.12283321 -1.3528134 4 13.3410493 0.23107195 0.24752693 -1.1464413
1.09179802 1.39993495 4 1.3853506 0.23107862 0.23411863 1.18645918
1.8996644 -1.4418617 4 2.24477642 0.23115235 0.2227963 -1.0942527

2276.96563 -1.767302 4 471.956053 0.23126139 0.15191691 -2.0218246
3.32566367 -1.3748297 4 2.69983754 0.23133349 0.24117041 -1.1883134
1.48829582 1.50432665 4 2.44060991 0.23135969 0.20693944 1.35866055
2.52133778 1.42126162 4 2.98830894 0.23136864 0.22828935 1.10239625
1.30709429 -1.4428824 4 1.59332184 0.23140853 0.22252759 -1.1291869
16.8405975 1.38565054 4 13.4441789 0.23143429 0.23810553 1.13027234
1.05454892 -1.4028115 4 1.47045607 0.23145088 0.23332383 -1.1191095
7.5166742 1.4478774 4 6.02269093 0.23145501 0.22121733 1.09606626

334.427785 -1.4666925 4 395.094078 0.23150452 0.21635108 -1.130844
1.42099038 1.46757642 4 2.03251022 0.23154476 0.21612514 1.24158662
2.28254065 1.51426875 4 1.19322116 0.23158166 0.20452319 1.38383047



2.59737 1.43514586 4 2.13508191 0.23159947 0.2245724 1.08694297
1.79400172 -1.4155408 4 1.30212686 0.23165118 0.22983869 -1.1249592
1.12208944 -1.3724959 4 2.73383346 0.23165248 0.24183652 -1.4675167
22.2072606 -1.4222722 4 27.6611152 0.23166817 0.22801674 -1.1273524
2.02518117 1.43429809 4 1.48619667 0.23167031 0.22479761 1.196176
2.63880521 1.57690026 4 1.01607227 0.23168008 0.18995048 1.61860439
5.38518167 -1.3918424 4 8.33904727 0.23168469 0.23636913 -1.2426381
5.10947638 1.34880275 4 3.45754034 0.23169749 0.24870248 1.37081294
5.55916547 1.40510038 4 6.1123526 0.23187724 0.23269329 1.05294635
2.72492351 1.43725675 4 2.05412185 0.2319694 0.22401262 1.16671312
4.86287459 -1.4709081 4 6.0297235 0.232012 0.21527565 -1.188075
4.11746005 1.52375135 4 6.38184392 0.23201341 0.20224539 1.370299
7.26361324 1.39777227 4 4.88395661 0.2320328 0.23471797 1.22803343
7.26361324 1.39777227 4 4.88395661 0.2320328 0.23471797 1.22803343
4.59763488 1.40577364 4 3.4451507 0.23210535 0.23250815 1.18583089
11.9186056 1.37917563 4 10.0854511 0.2321139 0.23993481 1.11244977
2.13316554 -1.4065835 4 2.43843262 0.23214854 0.23228564 -1.0543876
18.9467322 -1.3596702 4 26.0603842 0.23220164 0.24552976 -1.1217885
1.5194427 1.39381422 4 2.18832697 0.23221565 0.2358188 1.13336169

4.75698592 -1.386155 4 2.57527673 0.23226355 0.23796359 -1.3172872
3.67013509 1.44434118 4 2.44650947 0.23232012 0.22214413 1.1631058
2.93460804 -1.4039179 4 2.213228 0.23233011 0.23301881 -1.1406445
1.62899173 -1.3294592 4 4.00733531 0.23236143 0.25444951 -1.3578417
3.23666109 -1.4124334 4 4.93148672 0.23236143 0.23068465 -1.1893446
1.29954295 1.33835266 4 2.01559463 0.23244194 0.25179128 1.22062576
3.47597339 -1.3316337 4 5.88232471 0.23255499 0.25379703 -1.2239879
5.82855935 1.48364034 4 3.20707815 0.23269196 0.21206023 1.26995117
5.99672146 1.42990567 4 2.63927866 0.23281586 0.22596809 1.61375293
2.44368941 1.41216987 4 3.30207557 0.2328657 0.23075653 1.21231931
58.3460605 1.36254377 4 42.8783096 0.23312619 0.24469749 1.19702617
7.08459668 1.46354482 4 4.91738073 0.23313723 0.21715761 1.18316636
1.98369909 1.40881574 4 3.80865804 0.23315498 0.23167342 1.28639353
1.19110176 1.37636874 4 1.03006836 0.23317026 0.24073212 1.13466779
10.8310955 -1.3293148 4 18.3122822 0.23321841 0.25449292 -1.203945
6.3981142 -1.430126 4 7.08685437 0.23323957 0.22590924 -1.0665666

1.23678265 1.41040295 4 1.06114792 0.23328898 0.23123909 1.12324635
1.48581703 1.39466786 4 1.19472054 0.2333519 0.23558095 1.10433455
2.94290072 1.41432208 4 2.62151171 0.233482 0.23017011 1.04402675
1.59909999 -1.3881799 4 1.42066339 0.23348367 0.23739468 -1.0569099
3.87646548 1.36575181 4 2.79464114 0.23349609 0.24377164 1.2323399
1.97808988 1.38432219 4 1.37104126 0.23350279 0.23847968 1.19127458
2.34032569 1.39742137 4 1.99170209 0.23365488 0.23481536 1.12260722
1.88791054 1.45213864 4 1.39799476 0.23370544 0.22010566 1.1609491
6.49371468 1.32653981 4 4.59114811 0.23374338 0.25532809 1.2290776

1.084586 1.401671 4 1.32641134 0.23377054 0.23363862 1.14609139
6.07899441 1.47671759 4 2.41785101 0.23381749 0.21380245 1.42564961
56.3059901 1.36982698 4 70.4008169 0.23391923 0.24260051 1.09193994
1.10226416 1.43510828 4 1.29918042 0.23392402 0.22458238 1.31324705



1.326729 1.38135225 4 1.12101328 0.23394742 0.23931833 1.16358018
1.01333495 1.37419622 4 1.19791404 0.23396754 0.24135103 1.0859906
6.70993141 1.41018363 4 5.26584657 0.23401055 0.23129906 1.14778364
11.7021525 1.3906272 4 9.34624744 0.23413717 0.23670892 1.13254265
3.52555476 1.45997249 4 2.51080651 0.23417974 0.21807662 1.16942248
2.01439812 1.39090772 4 1.7965818 0.23418528 0.23663044 1.07703065
11.2396842 -1.4856523 4 5.43539044 0.2342947 0.21155658 -1.324088
7.08886457 -1.5292257 4 2.99498571 0.23431336 0.20094219 -1.5672549
1.29042142 -1.4401525 4 1.82238725 0.23433769 0.22324698 -1.4324528
1.89094762 -1.4432813 4 2.34481396 0.23439113 0.22242268 -1.1261753
3.17045548 -1.4624677 4 4.20924917 0.23441216 0.2174343 -1.1766073
2.39886001 1.37679078 4 1.45294347 0.23444566 0.24061207 1.23201213
2.41334897 -1.3798737 4 2.80037331 0.23446441 0.23973693 -1.0656134
3.01607813 -1.3554373 4 2.15565133 0.23447355 0.24676078 -1.1853332
1.84380239 1.39877726 4 1.18901581 0.23450995 0.23443927 1.17244733
43.5186209 1.46881153 4 29.6358197 0.23451059 0.21580983 1.16618204
10.5681907 1.43113719 4 8.38444636 0.23455308 0.2256393 1.08856358
1.00549171 -1.3838848 4 2.42518576 0.23459524 0.238603 -1.3571965
13.1916785 1.43934507 4 8.8532731 0.23461522 0.2234602 1.22334048
1.62257926 -1.3342517 4 1.25396104 0.23461627 0.25301365 -1.4745764
7.74265689 1.22999008 4 42.5625332 0.23467677 0.28609484 1.64030849
1.02108322 1.43513363 4 1.49022674 0.23472202 0.22457565 1.33170996
6.01669473 -1.5480285 4 2.40057588 0.23483518 0.19653116 -1.557789
641.678319 1.44982784 4 447.146862 0.23491726 0.2207078 1.16677265
641.678319 1.44982784 4 447.146862 0.23491726 0.2207078 1.16677265
641.678319 1.44982784 4 447.146862 0.23491726 0.2207078 1.16677265
1.00459814 -1.3449734 4 1.41956505 0.23493282 0.24983 -1.1763568
218.555958 1.4463255 4 156.018447 0.23494652 0.22162358 1.14671712
11.5604041 1.43910082 4 13.8720832 0.23496167 0.22352474 1.12388403
1.90336422 -1.4124799 4 2.23173002 0.23507444 0.23067196 -1.1363493
1.07562249 -1.4612317 4 1.5909916 0.23508932 0.21775223 -1.2998706
5.62359279 1.32005912 4 3.40790447 0.23516295 0.25728897 1.38397999
5.7493164 -1.329752 4 4.37500455 0.23517767 0.25436158 -1.2296311

1.95395113 -1.4249665 4 2.45201129 0.2351843 0.22729156 -1.1878471
3.1716398 1.33059292 4 6.16575513 0.23520423 0.25410914 1.24415209

6.79227016 1.25777572 4 4.02323405 0.23523483 0.27689352 1.38549017
2.15823743 1.41824852 4 1.74130258 0.23528314 0.22910407 1.08835614
3.46406891 1.4331746 4 2.65871548 0.23529482 0.22509642 1.13841728
95.3491125 -1.4231539 4 64.4554867 0.23532258 0.22777918 -1.195214
8.95577874 -1.3572429 4 7.16473278 0.23532687 0.24623494 -1.1657313
637.815162 1.41821766 4 366.784596 0.23537514 0.22911243 1.33049861
37.8793333 1.58853641 4 13.3164927 0.23539995 0.18736282 1.62729283
1.5659385 1.34895697 4 2.16427772 0.2354019 0.24865718 1.16213817

1.56568321 1.55066484 4 4.92604291 0.23552486 0.19592066 1.71365185
1.29738379 1.44766487 4 1.04055314 0.23555443 0.22127292 1.16271482
3.5340188 1.39199369 4 4.15063517 0.23555444 0.23632686 1.06529362

7.03537788 -1.3197044 4 12.9470737 0.23557862 0.25739672 -1.2204837
4.09527474 -1.3798893 4 4.8121739 0.2355808 0.23973251 -1.065131



16.1015787 1.46065119 4 10.2736903 0.23559422 0.21790171 1.20080805
1.55640826 1.39864581 4 2.776586 0.23562385 0.23447571 1.27588057
8.6231702 -1.3745803 4 7.98262986 0.23562474 0.24124151 -1.0647315

5.15404874 1.52119861 4 2.56983689 0.23565308 0.20285602 1.38189518
1.42607987 1.39629372 4 2.05037667 0.23578557 0.23512859 1.18774706
1.13672465 1.40192202 4 1.32487092 0.23586079 0.2335693 1.06656266
131.427721 1.47586507 4 79.8693437 0.23588712 0.21401799 1.22020759
1.08606184 -1.3833341 4 2.80525603 0.23590011 0.23875837 -1.3852835
2.68868499 1.36554735 4 2.01616923 0.23593173 0.24383055 1.14452601
2.75745818 -1.5233849 4 1.01370831 0.23611513 0.20233293 -1.708258
1.22219662 -1.3923355 4 1.14614202 0.23613824 0.23623139 -1.1707275
6.28477324 1.28320581 4 3.8450705 0.23615292 0.26872092 1.37369164
1.57890665 -1.4212084 4 2.67321272 0.23619725 0.22830371 -1.2743181
1.10079669 -1.9049748 4 37.9528367 0.23623031 0.12949382 -2.9217247
81.8206452 -1.5743211 4 30.6669318 0.23623425 0.19052901 -1.5654403
2.48632513 -1.3255716 4 1.64231878 0.2363614 0.25562012 -1.2410034
54.1557285 -1.4456851 4 39.1842468 0.23656736 0.22179145 -1.1319856
5.91488515 1.31583301 4 3.9821024 0.23674995 0.25857557 1.25333568
34.7226494 -1.4171353 4 43.1204685 0.23677284 0.2294058 -1.1230653
3.97422273 1.35286084 4 3.16578792 0.23681855 0.24751305 1.19154492
1.44536376 1.36174151 4 2.46173599 0.23685028 0.24492957 1.19969198
3.52923283 -1.3571013 4 4.452174 0.23685626 0.24627611 -1.106298
4.35832144 1.37003142 4 3.55648761 0.23688771 0.2425419 1.10607636
3.22447362 1.42419685 4 2.23852895 0.23690175 0.22749847 1.20242363
2.3733401 1.33891921 4 1.75386453 0.23693084 0.25162286 1.17022596
2.3733401 1.33891921 4 1.75386453 0.23693084 0.25162286 1.17022596

227.397643 -1.286845 4 443.764505 0.2369659 0.26757052 -1.2446375
4.03713451 -1.4011833 4 6.82378878 0.23702022 0.23377336 -1.2810615
1.28917158 1.50018019 4 1.5814153 0.23702113 0.20795572 1.54817304
2.86700418 1.45839306 4 1.92068415 0.23711517 0.21848418 1.21039202
2.7578012 1.41602484 4 3.26068896 0.23713228 0.2297072 1.11264455

1.73367156 1.39662427 4 1.45919997 0.23722324 0.23503673 1.09919169
20.7813209 1.53147419 4 8.59592177 0.23723845 0.20040943 1.43728039
7288.21997 1.32771065 4 6206.20391 0.23728153 0.25497538 1.13287987
123.790239 1.63816534 4 37.1117953 0.23739405 0.17672951 1.68651784
31.5557189 1.25328623 4 21.9469118 0.23742829 0.27836086 1.3052012
2.19474503 -1.4388744 4 2.81706543 0.23748054 0.22358459 -1.2151087
1.86326025 -1.370664 4 2.37952181 0.23760056 0.24236065 -1.1463993
6.10186581 1.30428561 4 10.7603159 0.23763511 0.26212304 1.22989128
6.13466938 1.33955344 4 5.06012219 0.2377194 0.25143446 1.12485886
1.21763069 -1.4206434 4 1.49928882 0.23772549 0.22845627 -1.136664

14.3375 -1.386987 4 23.7022433 0.23776152 0.23772967 -1.2349874
9.29400543 1.41830032 4 7.52551284 0.23783072 0.22909004 1.09029227
1.38727251 1.36936724 4 1.18009827 0.23788033 0.24273235 1.10305008
3.13016492 1.3321387 4 4.46630021 0.23788937 0.25364575 1.15639356
1.29129425 1.40386182 4 1.05412528 0.23794956 0.23303427 1.12677388
17.1925352 1.42313288 4 19.7397921 0.23795013 0.22778483 1.09159698
1.69901218 -1.3797543 4 1.33327246 0.23799862 0.23977075 -1.1356848



1.72153062 -1.3997929 4 2.03840681 0.23805069 0.23415796 -1.144265
17.764436 1.34560925 4 11.1617074 0.23805622 0.24964244 1.32504673

1.64740792 1.36993132 4 1.52149675 0.2380876 0.2425706 1.41601623
18.5577324 -1.4611554 4 23.8068463 0.23815625 0.21777188 -1.1746648
12.9804928 1.3026127 4 9.84834534 0.23816858 0.26264087 1.20828024
2606.4542 1.32081181 4 2031.52773 0.23823452 0.25706047 1.19037955

1.04965776 1.36878062 4 2.31631199 0.23830576 0.24290069 1.31856872
1.88410506 -1.4337083 4 1.37696244 0.23832498 0.22495442 -1.1586169
2.14617789 1.36021639 4 1.72777182 0.23833394 0.24537134 1.18611474
9.0281155 -1.3120007 4 15.3011958 0.23837887 0.2597477 -1.1932713

1.16382695 1.39514908 4 1.00395134 0.2384938 0.23544697 1.10966301
2.99408448 -1.216426 4 1.26564588 0.23853307 0.29069148 -1.7864225
154.074778 1.43165576 4 118.796595 0.2385849 0.225501 1.107519
2.17132898 -1.4117437 4 2.79447978 0.2386316 0.23087282 -1.194445
2.34074532 1.3565489 4 3.03793153 0.23863699 0.24643691 1.12570824
6.98006803 -1.3599136 4 5.30125605 0.23866296 0.24545916 -1.1604546
1.73342058 -1.3503782 4 1.25695203 0.23872548 0.24824005 -1.2240422
10.1126262 1.42400998 4 6.70757314 0.23874117 0.22754874 1.17081711

1.386435 -1.264546 4 5.36157376 0.23876283 0.27469472 -1.8112882
3.64389846 1.43487579 4 2.65608126 0.23884616 0.22464412 1.15825004
9.21302798 -1.3334864 4 14.7467587 0.23892913 0.25324242 -1.2094995
3.97947262 1.43306792 4 4.75876391 0.23894464 0.22512481 1.16950178
2.0700216 1.41150317 4 2.37492094 0.23896696 0.23093849 1.07931383

2.07587869 1.33453605 4 1.62812314 0.23899615 0.25292872 1.15036242
5.28082367 1.41802559 4 3.94384592 0.23900827 0.22916447 1.15292805
1.86567916 1.36359658 4 2.19439515 0.23902326 0.24439327 1.08703967
1.11059089 -1.4230652 4 1.12940684 0.2390449 0.22780306 -1.1215428
3.41034452 1.27948254 4 2.16767217 0.23905705 0.26990283 1.29507304
2.53395173 1.39528245 4 1.84248612 0.23907153 0.23540986 1.15188938
1.11565957 1.40244329 4 1.50157608 0.23915817 0.2334254 1.13028924
24.2956909 1.38251368 4 16.9726469 0.23918507 0.23899002 1.20032361

29.97147 1.37337128 4 22.9777626 0.23921151 0.24158646 1.16154301
1.21676018 1.42890833 4 1.15786765 0.2392455 0.2262347 1.17944022
2.35273481 -1.390513 4 2.53560629 0.23927412 0.23674087 -1.0603145
2.86320987 1.35779822 4 2.58312835 0.2392966 0.24607342 1.08781751
1.11484042 1.40188347 4 1.50003629 0.23931878 0.23357994 1.13015037
1.1850814 1.37891278 4 1.03329463 0.23932634 0.24000936 1.14696772

1.43631295 1.41579258 4 1.81432866 0.23937459 0.22977029 1.2205877
5.18261193 -1.3832078 4 4.40060273 0.23938188 0.23879403 -1.0927909
7.23551556 1.36341514 4 8.2948341 0.23940005 0.24444567 1.05074927
2.47659667 -1.3630729 4 3.44626557 0.23943496 0.24454453 -1.1261035
13.7863657 1.49563357 4 6.26792606 0.23944187 0.20907591 1.34217015
1.46530119 -1.2745665 4 3.32293929 0.23947914 0.27147105 -1.4052483
1.16355893 1.39916983 4 1.04224931 0.23948146 0.23433049 1.09337066
5.13378978 1.43146358 4 3.73412645 0.239608 0.22555224 1.15229633
8.67856745 -1.5074779 4 2.40778972 0.23968193 0.20617047 -1.6328265
1282.13192 2.30286334 4 47.4353415 0.23972601 0.08267826 4.72595608
1.95859335 1.34526583 4 2.56349459 0.2397262 0.24974373 1.11615821



4606.79321 -2.0694924 4 86.1155311 0.23973891 0.10729184 -8.639805
2.49444556 -1.4497665 4 1.61934334 0.23981677 0.22072381 -1.2352038
2.49444556 -1.4497665 4 1.61934334 0.23981677 0.22072381 -1.2352038
13.1398698 1.35574066 4 10.7063827 0.23988151 0.24667235 1.13528835
7.75667244 1.32536931 4 3.04601157 0.2399109 0.25568117 1.56584902
1.07952674 1.36433765 4 1.30947433 0.23992796 0.24417934 1.13620667
1.07952674 1.36433765 4 1.30947433 0.23992796 0.24417934 1.13620667
44.2293106 1.32225246 4 66.317851 0.23993707 0.25662369 1.1544432
20.1588054 1.3272965 4 16.883753 0.24012862 0.25510008 1.15017141
1.30927342 1.36291262 4 1.68232535 0.24013568 0.24459086 1.098166
89.0780456 1.44913003 4 50.8700539 0.24015058 0.22088996 1.27209677
3.60360583 -1.4297144 4 2.53616845 0.24015964 0.2260192 -1.1625816
5.23559726 1.19950868 4 303.816397 0.24018692 0.29652228 2.12120608
1.1396921 1.36377447 4 1.04830794 0.24022511 0.2443419 1.09135929

105.782146 1.71553436 4 19.9255518 0.24022687 0.16139148 2.1969745
1.3981676 -1.3918918 4 1.8250684 0.24026033 0.23635532 -1.1611205

2.95811468 -1.3985017 4 3.69122865 0.24027003 0.23451565 -1.1113977
5.33754036 1.46850907 4 7.31691002 0.24033057 0.215887 1.2891798
3.11228951 1.34468743 4 2.67999385 0.240347 0.24991442 1.0915508
4.42229255 1.41603651 4 3.39211035 0.24041539 0.22970403 1.11494058
3.48559912 1.39002876 4 2.60593528 0.24047565 0.23687643 1.13868709
5.87437229 1.31657173 4 4.78215159 0.2404922 0.25835022 1.1925832
40.6132029 -1.7878151 4 6.00489512 0.2405744 0.14832758 -2.4223746
52555.7085 -2.0111173 4 502.91636 0.24060773 0.11465276 -14.48353
1.83472674 -1.3799033 4 2.29012455 0.24066586 0.23972853 -1.095206
1.02713774 1.40645466 4 1.3605804 0.24066701 0.23232102 1.31494828
2.50551096 -1.3540075 4 2.15525431 0.240691 0.24717797 -1.1224286
2.72554675 -1.3417398 4 4.06617646 0.24073573 0.25078603 -1.1967152
19.9413958 -1.317524 4 16.4346424 0.24076401 0.25806002 -1.143425
3.24350014 1.33277624 4 1.82725306 0.24083193 0.25345488 1.36779495
27.3772072 1.34412704 4 20.5572557 0.24083761 0.25007989 1.17679997
65.7229052 -1.4409919 4 81.3052587 0.24086363 0.22302553 -1.1516772
1.64097676 1.39592691 4 1.42544928 0.24087954 0.23523058 1.07125657
4.05244187 1.41830515 4 6.60013698 0.24090643 0.22908873 1.30353606
2.00832312 -1.3735315 4 2.58867537 0.24091179 0.24154071 -1.1551155
3.93960926 1.4864453 4 2.10548049 0.24094706 0.21135842 1.3499851
2.89926759 -1.4185118 4 1.5279689 0.24097864 0.22903276 -1.261615
6665.76393 -3.4303216 4 20.393713 0.24103133 0.02652782 -19.234761
4.61005263 -1.3745432 4 3.79472031 0.24104304 0.24125209 -1.1037838
1.41259781 -1.3812116 4 1.87836712 0.24111065 0.23935813 -1.1945577
12.1910961 -1.2905374 4 22.1270357 0.24112702 0.26640816 -1.2335333
38.9697255 -1.413766 4 44.6416611 0.24115933 0.23032149 -1.0992694
2.77832039 -1.3382596 4 3.710263 0.24116812 0.25181895 -1.1355363
47.4726766 -1.5082988 4 93.8807184 0.24121769 0.20597062 -1.4680719
1.4615369 1.43602586 4 2.03968964 0.24134819 0.22433887 1.23968222

21.0067317 1.3123184 4 36.7187098 0.24140583 0.25965033 1.20839828
28.7850329 -1.3045838 4 24.7316137 0.2414973 0.26203085 -1.140688
46.8276987 1.40302745 4 28.6373813 0.24155174 0.23326425 1.24922432



4.81126053 -1.367315 4 6.18155278 0.24168464 0.24332176 -1.1357292
12.9992843 1.26422093 4 9.68907198 0.24174978 0.27479991 1.27432987

1.405669 -1.3502246 4 1.1077109 0.24175376 0.24828509 -1.2213854
33.5022752 1.519413 4 15.0376891 0.24176291 0.20328427 1.39600069
3.6453646 1.3205347 4 2.98623306 0.24178452 0.25714458 1.14772689

47.3363614 1.38174271 4 31.5883453 0.24191505 0.2392079 1.22513421
8.7251978 1.3307356 4 6.40600196 0.24193902 0.25406633 1.24835412

1.25179619 -1.4091285 4 1.0794746 0.24194677 0.23158778 -1.2180286
1.32220565 1.35502103 4 2.10291237 0.24202992 0.24688217 1.16424258
16.1306434 1.3630291 4 14.4979766 0.24208162 0.2445572 1.05659328
16.1306434 1.3630291 4 14.4979766 0.24208162 0.2445572 1.05659328
1.33467694 1.3331739 4 1.10969395 0.24209329 0.25333589 1.30969109
2.50000421 -1.3768009 4 2.91182679 0.24209485 0.24060921 -1.0781363
25.5420098 1.33808741 4 16.0542852 0.24213941 0.25187017 1.31886831
6.17852358 1.37636219 4 7.38575384 0.24215848 0.24073399 1.10654713
29.8683346 1.13734974 4 3.14853504 0.24219821 0.31889895 5.37222067
3.39866658 1.33236971 4 2.93802778 0.24222496 0.25357657 1.15152933
11.7257428 1.33849379 4 8.03229906 0.24223843 0.25174932 1.23348598
29.1812731 -1.3458924 4 22.0674492 0.24224035 0.24955897 -1.1888783
1.34075396 1.37068976 4 1.59032877 0.24238476 0.24235328 1.08349562
18.3664046 -1.4381448 4 10.0465025 0.24240593 0.22377754 -1.3333587
1.1846363 1.41089845 4 2.01470593 0.24261972 0.23110367 1.25170636

6.96874511 1.44002054 4 3.67339494 0.24262909 0.22328182 1.36739043
3.16308513 1.36959434 4 4.14321904 0.2427582 0.24266722 1.16138655
74.2784443 1.38073062 4 63.4238601 0.24276583 0.23949423 1.07079591
23.2694716 -1.328624 4 43.2319992 0.24278684 0.25470056 -1.2538693
23.2694716 -1.328624 4 43.2319992 0.24278684 0.25470056 -1.2538693
1.07942122 1.38722392 4 1.18569054 0.24279379 0.23766311 1.23767603
6.78866777 1.41594185 4 4.70639857 0.24280884 0.22972974 1.17191605
1.07952791 -1.3903444 4 1.27554416 0.24281378 0.23678807 -1.1307592
1.05269515 -1.3371763 4 1.29657471 0.24288222 0.25214132 -1.2194948
1.50305028 1.29764971 4 2.49719482 0.24288436 0.26418296 1.2477888
13.9234751 1.40968673 4 8.70405804 0.24292698 0.23143498 1.22503376
27.3581017 1.25409599 4 20.2826507 0.24296745 0.27809565 1.29528273
1.82678554 -1.1966199 4 9.95722113 0.24311178 0.29752888 -2.1825225
9.75683602 1.34620762 4 8.33997508 0.24312477 0.24946606 1.11563332
13.7034644 1.45924498 4 6.4733387 0.24322879 0.21826425 1.46094071
9.02232947 -1.3524267 4 7.48350139 0.24324397 0.24764002 -1.1035253
8.32993979 -1.4005171 4 6.58782784 0.24327551 0.23395756 -1.1071935
1.08132767 -1.379339 4 1.06148607 0.24336973 0.2398885 -1.1046691
25.4858256 -1.4483616 4 8.04090369 0.24337499 0.22109073 -1.7046665
5.15260184 1.39362382 4 4.00857668 0.24337673 0.23587189 1.10267779
1.43584772 1.40503642 4 2.13311759 0.24341038 0.23271089 1.24932032
29.0444737 -1.3431702 4 27.345263 0.24341954 0.25036269 -1.0510846
2.42520738 1.36862479 4 2.03450086 0.24344327 0.24294542 1.12363745
5.4694651 1.39364974 4 3.52575338 0.24354884 0.23586466 1.19419906

1.97403088 1.24453501 4 7.01028917 0.24355795 0.28124249 1.51313717
1.37387858 1.34191347 4 1.15523961 0.24356483 0.25073459 1.1077879



5.22070182 1.16588452 4 2.43304411 0.24358207 0.30843856 1.58534579
24.7665355 1.32803124 4 21.699207 0.24362313 0.25487888 1.10547823
2.2611816 -1.3770084 4 1.66771791 0.24366158 0.2405502 -1.5445173

1.89361571 1.33931001 4 2.75525831 0.24366724 0.25150676 1.21014701
10.8448885 1.39029319 4 6.58999352 0.2436775 0.2368024 1.23218724
2.42810314 -1.4108845 4 1.85068093 0.2437159 0.23110749 -1.1374185
1.05756331 -1.3612954 4 1.43017102 0.24377417 0.2450587 -1.1043104
2.52659596 -1.3259682 4 3.68252783 0.24388236 0.25550044 -1.1463871
3.16349133 1.31244975 4 5.51164386 0.24389068 0.25961008 1.19596079
3.1191599 1.43678095 4 4.19444771 0.24390086 0.22413867 1.1915366

27.2986644 1.41961238 4 15.2464061 0.24396473 0.22873494 1.31570052
10.3020725 1.28181297 4 6.74157315 0.2439911 0.26916247 1.30172377

1.0987 -1.3751021 4 1.07116003 0.24404229 0.24109278 -1.1464191
59.2639941 -1.7608574 4 9.54347229 0.24408822 0.15306357 -2.382586
8.51541716 -1.3644443 4 5.91618477 0.24410532 0.24414858 -1.2435247
7.25079251 1.35403537 4 6.75291369 0.24416437 0.24716983 1.03891784
2.49603107 1.25187798 4 1.24122601 0.24422861 0.27882267 1.42484493
5.98271489 -1.3422974 4 5.50143518 0.24423079 0.25062091 -1.0618861
22.2860909 1.4106488 4 26.9290682 0.24424095 0.23117189 1.13669678
8.99186627 1.3749216 4 6.0090475 0.24425531 0.24114421 1.18632474

2.126589 -1.4868232 4 3.85782833 0.24426122 0.21126406 -1.4823661
1.93240787 1.35794005 4 1.8653658 0.24427725 0.24603219 1.03337872
1.17537634 1.32993669 4 1.14919189 0.24429068 0.25430611 1.16450057
2.95768174 1.34020863 4 3.52416599 0.2443965 0.25123997 1.07525775
2.95768174 1.34020863 4 3.52416599 0.2443965 0.25123997 1.07525775
2.95768174 1.34020863 4 3.52416599 0.2443965 0.25123997 1.07525775
1.05155081 -1.4066989 4 1.51754776 0.24442331 0.23225395 -1.3469129
24.1886723 -1.284237 4 17.5991239 0.24444691 0.26839446 -1.2730818
1.29786391 -1.4004253 4 1.89456359 0.24445845 0.23398295 -1.2330264
19.8126133 -1.3292771 4 24.5944115 0.24454532 0.25450423 -1.0833875
15.5973196 -1.5542985 4 3.15855459 0.24457645 0.19508242 -1.8805447
5.47759832 1.30741085 4 8.89148842 0.24458175 0.2611583 1.18286428
4.19878536 1.35442328 4 3.28718184 0.244587 0.24705658 1.16498802
2.51405589 -1.3604927 4 2.40105055 0.24458927 0.24529124 -1.0315107
19.0751332 1.34236157 4 23.0562478 0.24461132 0.25060192 1.07690336
10.9038406 1.31884078 4 9.32344661 0.244625 0.25765924 1.12091168
2.74642061 1.39547096 4 2.03967067 0.24465133 0.2353574 1.16084545
1.84527946 -1.4054713 4 2.46124239 0.24465514 0.23259127 -1.2080764
1.24612557 -1.3883234 4 1.14562462 0.2446748 0.23735443 -1.2099962
2.39597995 1.3465326 4 2.84869283 0.24468653 0.24937031 1.09367129
18.0926265 1.54760622 4 4.66812468 0.2447586 0.19662913 1.70588621
3.35266425 1.28859002 4 2.2248252 0.24480346 0.26702059 1.28664361
1.28962804 1.32545153 4 1.91072316 0.24482195 0.25565635 1.16819921
2.54434838 1.33010272 4 3.83807317 0.24482318 0.25425626 1.14209975
1.86176438 1.358278 4 2.61117086 0.24486411 0.24593397 1.13123212
344.117735 -1.8047575 4 48.3476394 0.24492091 0.14543122 -2.5292554
4.72212601 1.29826248 4 3.36206986 0.24492818 0.26399209 1.20778839
12.1718476 1.39281409 4 9.91237969 0.24496993 0.23609778 1.0924763



2.53691538 1.32275487 4 1.70191099 0.24504337 0.25647153 1.29423109
1.65195263 -1.3795293 4 1.04623986 0.245068 0.23983452 -1.219577
1.27395092 1.35677756 4 1.5198789 0.24522274 0.24637035 1.13639066
139.252362 1.43531415 4 90.4307418 0.24524589 0.22452772 1.18268902
591.685546 1.44026488 4 360.570838 0.24531971 0.22321732 1.22006101
2.43544865 1.35216525 4 5.34480058 0.2453632 0.24771653 1.43749515
5.9543571 -1.3674646 4 4.0323064 0.24536488 0.24327875 -1.2217621

4.85050167 -1.3335852 4 8.18350074 0.24549099 0.25321289 -1.2292489
2.53669239 1.32108666 4 1.70284235 0.24551854 0.25697709 1.29382051
1.59007256 1.3408791 4 1.87401438 0.24552739 0.2510411 1.0893187
1.42783179 -1.3249425 4 2.13472484 0.24553989 0.25581004 -1.1987511
1.82128499 1.36595026 4 2.57306168 0.24563637 0.24371448 1.14279
2.84110744 -1.3968823 4 3.79365902 0.2456652 0.23496505 -1.1831037
26.9985031 -1.2936712 4 42.0063611 0.24567533 0.26542547 -1.1673494
7.53070696 -1.3425827 4 8.44044924 0.245697 0.25053649 -1.0478744
2.06470216 1.42500536 4 1.11175389 0.24579798 0.2272811 1.29515781
1.97698092 -1.3918368 4 1.61353238 0.24581546 0.23637068 -1.1028413
2.11844707 -1.3587692 4 2.65413499 0.2458364 0.24579127 -1.1426321
67.0009682 1.40092829 4 29.5714831 0.24584223 0.23384386 1.47881252
1.06405211 1.35642222 4 1.19015334 0.24585155 0.2464738 1.08365195
14.6026635 1.23276831 4 8.52099563 0.24593532 0.28516189 1.44755748
1.58210618 1.33912028 4 1.86466674 0.2460138 0.25156312 1.08920905
21.5054627 1.69226483 4 1.33647755 0.24611555 0.16585189 3.08110034
21.5054627 1.69226483 4 1.33647755 0.24611555 0.16585189 3.08110034
19.8405985 1.36830709 4 15.9410008 0.2461225 0.24303665 1.10046617
50.7803442 1.37917708 4 38.8609743 0.24617198 0.2399344 1.12339508
7.2885438 1.30672324 4 6.1217156 0.24620446 0.26137027 1.14601982

74.8700523 1.30194839 4 65.9113317 0.24625944 0.26284678 1.10312364
4.12534128 1.41534684 4 2.53159158 0.24627026 0.22989141 1.2371395
2.12786751 1.35605799 4 1.50306828 0.24629907 0.24657989 1.15000458
6.25454379 1.38926447 4 4.21949289 0.24638588 0.23709053 1.15587927
7.27700795 1.33973752 4 5.74257709 0.2464119 0.2513798 1.12046587
9.08975205 1.29467642 4 19.7845873 0.24642648 0.26511101 1.2935354
1.81269095 -1.2626222 4 1.07096367 0.24645623 0.27531779 -1.3215823
4.71133488 1.43759721 4 1.99435013 0.2464988 0.22392247 1.3886605
12.6656353 1.38340773 4 7.49789152 0.24653221 0.2387376 1.26770495
5.00296159 1.38678277 4 3.49715701 0.24654506 0.23778707 1.21397665
11.4795193 1.3632466 4 8.42581622 0.24661281 0.24449436 1.17435559
11.2297403 1.12390303 4 4.95518635 0.24669078 0.32394081 1.69134962
2.32743788 1.31468161 4 1.59273978 0.24669728 0.25892719 1.20096951
1.69288545 1.26717681 4 1.01747534 0.24670285 0.27384482 1.30987421
7.1534742 -1.3909041 4 5.10351543 0.24673409 0.23663144 -1.1422254

8.11008976 1.28316873 4 6.70876232 0.24677115 0.26873266 1.18758703
1.36240701 1.38991577 4 1.04914489 0.24677208 0.23690807 1.16112225
1.36240701 1.38991577 4 1.04914489 0.24677208 0.23690807 1.16112225
3.72201959 1.36969271 4 3.16517559 0.24679861 0.24263901 1.07209981
1.33641957 -1.4262688 4 2.0346253 0.24689339 0.22694183 -1.2935427
1.79267549 1.40459021 4 1.23069055 0.24699302 0.23283368 1.18337439



1.71967417 1.33626631 4 1.07191501 0.24700139 0.25241244 1.26394751
803.560688 -1.9136539 4 67.4917734 0.24700583 0.12820504 -3.1878322
1.12754136 1.41483192 4 1.57362126 0.24704477 0.23003141 1.19442235
2.34993345 -1.3438887 4 3.0921053 0.24706299 0.25015031 -1.1168295
3.19689785 -1.3571562 4 4.75469957 0.2471552 0.24626015 -1.2356429
1.2557704 1.50232842 4 1.80335487 0.24720648 0.20742857 1.58170719

6.92333874 -1.3332569 4 11.1602711 0.24726969 0.25331105 -1.2409574
5.50481143 1.41898447 4 6.64399885 0.24729744 0.22890481 1.17339487
6.78691626 1.28974075 4 5.70937412 0.24732022 0.26665854 1.1598994
1.06436528 1.46196921 4 1.79073251 0.24732115 0.21756247 1.42411832
1.21412528 1.31537122 4 1.73278621 0.24733637 0.25871654 1.19270663
15.6215543 1.27589306 4 12.7678369 0.24738054 0.271047 1.15711564
97.1032534 -1.3139546 4 134.763337 0.24744332 0.25914945 -1.1294878
274.501988 1.33940893 4 330.544737 0.24751194 0.25147737 1.07776473
1.2324705 1.36300846 4 1.07118979 0.24753441 0.24456316 1.06388393

8.53234255 1.35935216 4 6.77862449 0.24754136 0.24562204 1.13178134
8.34890296 1.43390587 4 4.56737679 0.24756009 0.22490188 1.31319066
101.993192 1.37559118 4 73.9645901 0.24757496 0.24095345 1.16254937
1.63432355 1.35807654 4 1.27318509 0.24762082 0.24599252 1.09548754
7.65465635 1.31319138 4 11.8626628 0.24765028 0.25938297 1.16182318
4.17108905 1.35350326 4 3.14213482 0.24767634 0.24732526 1.19819814
18.3620441 1.08781985 4 10.2722161 0.24771692 0.33783218 1.56980231
1.02096207 -1.2669131 4 1.78142069 0.24781391 0.27392992 -1.3156723
4.5861789 1.15585771 4 2.51002943 0.24785763 0.31207749 1.6840382

2.68922326 1.34512149 4 2.09700395 0.24806908 0.24978632 1.1803838
2.75290642 1.30630509 4 1.88241512 0.24807369 0.26149925 1.23996385
2.38537122 -1.3989466 4 1.68254723 0.24809762 0.23439233 -1.1709109
3.69738462 1.44553618 4 9.44395474 0.24810658 0.2218305 1.56437587
2.89010821 1.38173843 4 2.11815469 0.24812132 0.23920912 1.18511109
6.17366142 -1.3972598 4 3.53530112 0.24823562 0.23486022 -1.2297668
4.60584219 -1.4039987 4 6.41467401 0.24829623 0.23299655 -1.2005429
1.03079034 -1.3746281 4 1.47931378 0.24830051 0.24122787 -1.2099063
8192.03104 1.88850077 4 740.966086 0.24835886 0.13197881 3.13024862
119.017107 1.47877214 4 52.3474232 0.24843442 0.21328388 1.42021289
2.14043934 1.31307084 4 1.48197753 0.24849904 0.25941987 1.1802133
1.15370178 1.38047476 4 1.102531 0.24857454 0.23956667 1.13742352
9.85220537 1.36878447 4 11.5107506 0.24860676 0.24289958 1.08854096
5.30032293 1.35453424 4 2.72992267 0.24877784 0.2470242 1.32146317
1.31326026 1.36067916 4 1.04608303 0.24881884 0.24523721 1.12167871
90.4539526 1.2505024 4 209.557104 0.24884276 0.27927446 1.30048942
2.47666473 -1.3899152 4 2.94389725 0.24887097 0.23690824 -1.1240576
66.7855263 -1.2234062 4 53.0069145 0.2488924 0.28831733 -1.2360577
4.08378151 -1.3606038 4 3.42717332 0.24890272 0.24525906 -1.0650107
1.48398345 -1.2874296 4 1.0548799 0.24890987 0.26738618 -1.2772476
1.58425482 -1.2537161 4 2.48753239 0.24892337 0.27822005 -1.7438202
5.41749767 1.36743215 4 4.44007659 0.24895617 0.24328807 1.07463459
3.24819684 1.38843536 4 4.78185002 0.24901186 0.23732302 1.20090996
2.51695861 1.30437696 4 2.05401528 0.24905083 0.26209479 1.20180829



20.9848773 -1.3119648 4 16.7316213 0.24909889 0.2597587 -1.1544051
1.13747441 -1.377023 4 1.56534005 0.24912153 0.24054605 -1.3512138
3.87828704 -1.2787438 4 8.09957571 0.24914638 0.27013793 -1.2539942
8.05431046 1.26391257 4 5.22554364 0.24925971 0.27489972 1.31309973
5.72752661 -1.3115034 4 4.61724458 0.24929114 0.25990018 -1.157358
2.55569579 1.24422336 4 1.48142886 0.24934356 0.28134563 1.37915974
1.65858814 1.30840045 4 2.30109407 0.24940745 0.26085354 1.16469936
18.5181133 -1.2913102 4 30.0671708 0.24941989 0.2661655 -1.1758856
102.038364 -1.7175694 4 16.2139889 0.24942673 0.16100746 -2.4180798
5.42803428 1.27020899 4 4.4688725 0.24946692 0.27286839 1.20246992
1.08268525 1.33481015 4 1.20455793 0.24946987 0.25284686 1.06307071
321.997399 1.27100471 4 250.558038 0.24948198 0.27261271 1.19662926
3.06865279 -1.3630702 4 1.63019903 0.24950435 0.24454533 -1.4981773
6.22928353 -1.3146225 4 10.3004271 0.24951052 0.25894524 -1.2224291
2.11984721 1.3365256 4 1.60249282 0.24951114 0.25233516 1.14307703
2.11984721 1.3365256 4 1.60249282 0.24951114 0.25233516 1.14307703
1.58352218 1.34986121 4 1.01342032 0.24951339 0.2483917 1.1776443
1.29252392 1.36689942 4 1.06396488 0.24953087 0.24344128 1.12100722
11.5926512 1.30422189 4 7.04260667 0.2496723 0.26214275 1.2896211
16.8138042 -1.3167043 4 15.5116737 0.24967928 0.25830982 -1.0579967
48.3192854 1.7363548 4 261.173167 0.24971695 0.15750776 2.12697485
1.94619719 1.41411099 4 1.22108303 0.24975675 0.23022756 1.24143654
1.48425818 -1.3548706 4 1.59798275 0.24976922 0.24692605 -1.071285
25.5568048 1.34969005 4 20.7213782 0.24982054 0.24844193 1.10303859
2.86038054 1.3933339 4 1.79834642 0.2498341 0.23595274 1.20216533
1.73175051 1.30399264 4 2.49796171 0.24987165 0.26221366 1.19554013
10.5436755 -1.2162492 4 28.8345477 0.2498858 0.29075186 -1.3724131
3.05310826 1.25937584 4 2.11785477 0.24992293 0.27637233 1.26093995
2.13622218 -1.3152989 4 2.92523355 0.24997866 0.25873863 -1.1205122
6.12303599 -1.3434558 4 4.24815308 0.24998697 0.25027824 -1.1719221
1.07564472 -1.3582952 4 1.31908817 0.25000766 0.24592898 -1.231881
6.02791877 1.3096801 4 3.91296486 0.25008651 0.26045996 1.33609723
1.03405336 -1.3540465 4 1.64481351 0.25008833 0.24716658 -1.1995616
2.22422554 -1.3767552 4 2.57328781 0.25008903 0.24062219 -1.1381197
18.7833749 -1.3941902 4 21.0934133 0.25011817 0.23571403 -1.1036501
72.3333603 1.30838637 4 58.5260778 0.25013244 0.26085787 1.14088571
6.46881551 1.42997401 4 8.12208079 0.25017121 0.22594983 1.21951744
1.94427644 -1.3461169 4 1.29509773 0.25018225 0.24949279 -1.1572954
3.04321066 1.3956194 4 1.6955063 0.25019234 0.2353161 1.24525645
1.10623977 -1.3489907 4 1.0990356 0.25021231 0.24864728 -1.0867449
4.9956392 1.33602748 4 7.28807931 0.250223 0.25248364 1.15685231
2.0128997 -1.3220506 4 2.80923932 0.25022982 0.25668483 -1.1474737

23.3463328 -1.4371478 4 11.2616273 0.25025048 0.22404148 -1.4231371
1.57564354 1.32715379 4 1.89305913 0.25025211 0.25514307 1.09890545
42.1479998 -1.5792087 4 10.3661218 0.250286 0.1894342 -1.9705818
1.08755169 -1.3787361 4 1.90180672 0.25037377 0.24005948 -1.2583875
4.16515052 -1.2899231 4 7.10644061 0.25040996 0.2666012 -1.2309644
3.44450622 -1.3770003 4 4.38094681 0.25044594 0.24055249 -1.1466089



24.7774624 1.4391528 4 13.2531635 0.25055483 0.22351101 1.27537292
1.30250221 1.33435196 4 1.44706717 0.25057704 0.25298371 1.05333721
35.6074356 1.39115859 4 23.3179569 0.25057837 0.23656027 1.19707106
2.69576438 -1.3683554 4 2.1598356 0.25057946 0.24302277 -1.1072471

3.693525 1.32290964 4 4.47451034 0.25065164 0.25642468 1.09167684
2.31338728 1.3068333 4 3.15572483 0.25065431 0.26133633 1.13059693
5.65045201 -1.3177252 4 4.0748191 0.25075833 0.25799874 -1.2549348
5.4769735 -1.3519706 4 2.99814516 0.25085931 0.24777351 -1.3518932

9.54797105 1.52021525 4 3.01765204 0.25097502 0.20309175 1.80905877
1.10303863 1.322925 4 1.1863839 0.25102481 0.25642003 1.22320849
7.30848496 -1.419297 4 8.98309472 0.25105601 0.22882025 -1.1913955
1.09809622 -1.3311839 4 1.08284188 0.25106725 0.25393188 -1.1069446
196.663687 -1.3223492 4 106.203765 0.2511277 0.25659439 -1.3873019
3.36065679 -1.3608792 4 4.62047586 0.25113851 0.24517926 -1.157731
4.2203518 -1.3797424 4 5.69755474 0.25114544 0.23977413 -1.1640586

1.66503981 -1.3850704 4 2.2901989 0.25124594 0.23826887 -1.2563138
1.26692028 1.3652832 4 1.23795994 0.2512624 0.24390667 1.20789999
28.8899657 1.39378648 4 17.696838 0.25127279 0.23582654 1.21458246
4.19354075 1.45632724 4 10.4591909 0.25130298 0.21901842 1.63567762
1.1234183 1.38209935 4 1.19175421 0.25130924 0.23910709 1.2052532

1.88548872 -1.3496208 4 2.46304685 0.25135855 0.24846227 -1.1260045
5.43502093 1.37143271 4 3.56871064 0.25138697 0.24214058 1.25786465
2.05055139 -1.3176034 4 2.50617565 0.25153615 0.25803582 -1.0984338
1.60550913 1.32915386 4 2.26710055 0.25155164 0.25454128 1.23366023
1.32307259 1.41384483 4 3.04799954 0.25156218 0.23030002 1.74031629
1.95166095 1.36767955 4 1.56399158 0.25157759 0.24321695 1.10844916
3.11779535 -1.3470274 4 2.60507943 0.25160021 0.2492246 -1.0661589
2.49492216 -1.3642127 4 3.00455952 0.25161831 0.24421541 -1.107012
33.5818019 -1.4561862 4 16.2706176 0.25163903 0.21905495 -1.3681101
260.424072 1.33879083 4 88.7785808 0.25169107 0.25166102 1.77394151
1.18985797 -1.3042645 4 2.50882888 0.251722 0.26212956 -1.5005829
5.23628728 1.23461906 4 3.70341905 0.25173966 0.28454199 1.2666962
1.19503272 -1.3010987 4 1.89212915 0.25180814 0.26311039 -1.1965605
82.6820253 -1.388597 4 59.3482362 0.25188405 0.23727768 -1.135731
4.65476782 1.2458182 4 3.3169678 0.25196791 0.28081818 1.2315562
1.91905852 1.27245231 4 5.11471374 0.2519745 0.27214815 1.34202701
62.2309771 -1.4241599 4 28.9765725 0.2519784 0.2275084 -1.3917401
4.97865598 -1.4461803 4 8.21606683 0.25200055 0.22166162 -1.3178077
5.29063998 1.33872383 4 4.77150455 0.25200506 0.25168093 1.06149398
1.35197784 1.27813197 4 1.11052048 0.25206774 0.27033279 1.2414427
6.40273215 1.35572105 4 4.67312335 0.25210846 0.24667807 1.13167142
12.5838549 -1.2715947 4 22.0269364 0.25213814 0.27242327 -1.2086797
4.70128248 1.28480849 4 7.26606313 0.25218767 0.26821371 1.19129643
3.90384691 -1.3504801 4 2.85048163 0.25220299 0.24821016 -1.1320952
3.90384691 -1.3504801 4 2.85048163 0.25220299 0.24821016 -1.1320952
1.91078501 1.34209619 4 1.25168518 0.25222012 0.25068049 1.17101456
2.58736289 1.3143179 4 4.24618103 0.25222431 0.25903835 1.26934186
2.15238417 1.3447153 4 1.87290524 0.25225241 0.24990619 1.09032114



4.41853326 -1.2842777 4 3.67514394 0.25225822 0.2683816 -1.1257383
14.4760833 1.3998198 4 9.53083647 0.25239885 0.2341505 1.18216079
50.7502722 1.43261269 4 13.3770703 0.25247746 0.22524601 1.87935394
1.14379539 1.34827108 4 1.41234119 0.25249499 0.24885873 1.22255033
145.659074 1.50478416 4 21.3551117 0.25250503 0.20682762 2.67848039
2.17351122 1.48923284 4 4.36829915 0.25251379 0.21066329 1.4530326
22.2472569 1.33545616 4 14.2610331 0.25253451 0.25265405 1.23294741
2.58660789 1.36021436 4 3.63086011 0.25261431 0.24537193 1.17971129
61.3363204 1.33202313 4 42.8874321 0.25263541 0.25368037 1.18847447
2.65560857 1.31173008 4 2.04203627 0.25264049 0.25983065 1.24131449
2.65560857 1.31173008 4 2.04203627 0.25264049 0.25983065 1.24131449
2.65560857 1.31173008 4 2.04203627 0.25264049 0.25983065 1.24131449
2.65560857 1.31173008 4 2.04203627 0.25264049 0.25983065 1.24131449
2.65560857 1.31173008 4 2.04203627 0.25264049 0.25983065 1.24131449
1.20132391 -1.2890768 4 1.6478124 0.25267637 0.26686736 -1.1584825
1.13339319 -1.3137891 4 1.59807242 0.25271082 0.25920007 -1.2282007
3.95398869 1.32815989 4 4.57876369 0.25280777 0.25484017 1.05496951
5.10806479 1.35078268 4 4.32308566 0.25284117 0.24812146 1.07948923
3.12971408 1.26949838 4 1.94212372 0.25286226 0.27309692 1.26460699
1.10432601 1.33288311 4 1.01163452 0.25289555 0.25342289 1.1177127
1.37949031 1.25695575 4 1.21505518 0.25290307 0.27716097 1.27337289
10.3381687 1.29520389 4 9.04196875 0.25299744 0.26494614 1.09020628
2.10788401 1.47195305 4 1.05756117 0.25302142 0.21500991 1.51204092
9.98148949 -1.4628863 4 14.3435577 0.25304284 0.21732673 -1.3251606
133.828389 1.40519385 4 86.2236525 0.25304326 0.23266758 1.19105247
1.12544567 1.31786056 4 1.169603 0.25313748 0.25795752 1.1200203
121.920354 -1.255615 4 216.586806 0.25314599 0.27759882 -1.2086765
1.20055923 -1.3021465 4 1.66359508 0.25316233 0.26278535 -1.1413492
5.69098131 -1.3997034 4 2.03076115 0.25320261 0.23418272 -1.4802952
2.78510836 -1.2905057 4 3.91861955 0.25320441 0.26641812 -1.1566483
7.22325072 1.38690006 4 4.58832317 0.25322289 0.23775411 1.2438993
6.93509695 1.34356576 4 5.31519343 0.25326495 0.25024574 1.14533515
10.6307246 1.40033402 4 12.7016884 0.25334121 0.2340082 1.15782815
1.61725027 1.31716039 4 1.9032252 0.25341796 0.25817079 1.0934526
8.30667599 1.33832393 4 17.2352615 0.25343125 0.25179983 1.33015188
34.2451852 1.31416236 4 40.1779926 0.25343453 0.25908591 1.06509952
1.50174591 1.35381172 4 2.12727271 0.2534548 0.24723515 1.20844817
4.05590371 1.34613814 4 3.411858 0.25346425 0.24948653 1.08462059
4.51211676 1.33829818 4 4.39379831 0.25346936 0.25180748 3.73766788
1281.26579 -1.2088559 4 2.04800825 0.25347026 0.29328712 -47.963503
2.96937313 1.3335454 4 2.061332 0.25347329 0.25322478 1.15056601
17.5088064 1.44909535 4 7.47886199 0.25352622 0.22089902 1.40596692
1.00985955 -1.3696747 4 1.25940653 0.25358003 0.24264419 -1.1533254
7.71977602 -1.4056128 4 9.71520001 0.25365028 0.23255237 -1.1636412
5.05593806 -1.3326587 4 4.31535962 0.25368936 0.25349006 -1.0789106
1.71958958 1.35026809 4 1.90483053 0.2537083 0.24827234 1.09427811
2.67801678 1.31651237 4 3.23283376 0.2537823 0.25836832 1.07984233
16.9441452 -1.2231226 4 9.52526119 0.25382632 0.28841345 -1.4282118



6.66348876 1.31785842 4 4.72468136 0.25384507 0.25795817 1.16777977
1.16155232 1.30316988 4 1.51149281 0.25386226 0.26246829 1.13289785
1.88193994 -1.3456982 4 2.16644024 0.25391491 0.24961622 -1.1258755
2.5912112 1.25100802 4 1.10444991 0.25398995 0.27910831 1.45101601

1.11205947 1.36962956 4 1.16420035 0.25399068 0.24265712 1.16181916
2.2609777 1.33581643 4 3.51449845 0.25401098 0.25254658 1.19044626

4.98276438 1.3697092 4 2.8426281 0.25402495 0.24263428 1.29063194
157.540351 -1.9017361 4 11.9213908 0.25403677 0.12997833 -3.3597475
23.6045323 1.22675873 4 18.5913753 0.25403817 0.28718361 1.22778931
6.94221637 1.26187058 4 4.95276378 0.25405964 0.27556161 1.27485431
128.01909 -1.7511218 4 17.4839516 0.25406079 0.15481324 -2.5229802

1.39672214 1.38370758 4 1.97818816 0.25409702 0.238653 1.21307744
2.69647937 1.34405718 4 1.88173745 0.25412905 0.25010053 1.13448064
2.0731534 1.30317642 4 2.59705033 0.25416813 0.26246627 1.09716489

8.14586545 1.33276013 4 5.28572035 0.25422417 0.2534597 1.2032094
1.96099426 -1.3592387 4 1.3010342 0.25429137 0.24565495 -1.1779973
5.81149119 1.3586661 4 4.41378937 0.25434554 0.24582122 1.10472174
18.2200832 1.14438524 4 12.2912795 0.25439124 0.31628983 1.40267567
1.77790172 -1.2279866 4 1.01086951 0.25443885 0.28676944 -1.3322224
2.06357678 1.28677223 4 1.41492211 0.25443983 0.26759348 1.19377673
8.19466498 1.41078095 4 3.91170762 0.25445078 0.23113577 1.45093498
189.588613 1.39747547 4 231.670232 0.25447451 0.23480034 1.14725212
2.5364606 1.32430381 4 1.51521724 0.25449613 0.25600299 1.22753575
3.1478003 1.35804001 4 2.59621949 0.2545142 0.24600313 1.09128751

2.58650998 1.35816826 4 1.01441446 0.25460023 0.24596586 1.44194467
2.22362907 1.29548091 4 1.90567318 0.25465085 0.26485959 1.0900118
5.67244034 -1.2896798 4 7.71887141 0.25468725 0.26667769 -1.1195987
1.30305803 -1.3239842 4 1.48585936 0.25478587 0.25609961 -1.0991311
1790.39444 -2.0907114 4 74.6910856 0.25483026 0.10474647 -4.5643643
2.57294134 -1.3007097 4 3.48395971 0.25483963 0.26323113 -1.1263823
3.75274828 1.32166683 4 5.23879261 0.25484371 0.25680116 1.14190947
4.96592671 -1.3181539 4 5.62048729 0.25485183 0.25786822 -1.0568452
6.60555281 -1.2806135 4 11.7040953 0.2548909 0.26954328 -1.2085338
6.60555281 -1.2806135 4 11.7040953 0.2548909 0.26954328 -1.2085338
6.60555281 -1.2806135 4 11.7040953 0.2548909 0.26954328 -1.2085338
8.66614437 1.3437658 4 13.0649824 0.25490556 0.25018662 1.19148415
1.33114353 -1.3113529 4 1.12102897 0.25490925 0.25994633 -1.0923715
7.54523925 1.38414168 4 4.56025116 0.25511824 0.23853057 1.1991016
23.1758949 -1.3164267 4 20.9744893 0.25516619 0.25839445 -1.0609215
29.1329376 1.2750659 4 25.6415102 0.25518118 0.27131133 1.10170023
38.170465 1.34380884 4 29.3339154 0.25536429 0.25017391 1.13281017

8.10610009 -1.3330303 4 11.3738517 0.25545297 0.25337884 -1.1669918
3.20950608 -1.276987 4 2.43124786 0.2554632 0.27069781 -1.1611491
1.99523151 1.30876322 4 2.40303778 0.25547429 0.2607419 1.08938651
4.4855797 -1.2764987 4 7.24601895 0.2555412 0.27085364 -1.1717103

2.02948544 1.27937001 4 2.87363038 0.25560456 0.26993863 1.16419614
2.25831235 1.32582035 4 2.69854276 0.25566023 0.25554505 1.07528195
3.92559327 -1.290693 4 6.54399849 0.25566422 0.2663593 -1.1923082



21.0013451 -1.4253842 4 3.57973704 0.25568298 0.22717931 -2.661029
1.19913593 1.26906399 4 1.77068465 0.25572548 0.27323672 1.19515539
11.507073 -1.2644135 4 18.8669924 0.25576324 0.27473758 -1.1903232

4.18526433 -1.2773883 4 3.07565791 0.25576409 0.27056981 -1.1740772
51.0508315 -1.3853987 4 27.7280215 0.25578473 0.23817642 -1.2911057
4.11685958 1.34594922 4 2.76222342 0.25579389 0.24954221 1.15799989
1.01124095 1.33885332 4 1.41667637 0.2558329 0.25164245 1.14098694
4.16148582 -1.3058509 4 5.09428364 0.25588489 0.26163942 -1.0727871
3.2930932 -1.4051433 4 4.29141231 0.25588896 0.23268149 -1.2372224

14.2062372 1.35696461 4 24.0455836 0.25591056 0.2463159 1.28729524
2.2999603 1.30657355 4 2.04292558 0.25600773 0.26141643 1.08666338

2.24022482 1.34677312 4 1.73645379 0.25606952 0.24929947 1.1578921
3.24169294 1.36813991 4 1.64071248 0.25608904 0.24308467 1.50343765
1.76500062 1.31403501 4 1.56840485 0.25609262 0.25912485 1.10794434

1.354573 1.37013405 4 1.01620685 0.25616734 0.24251249 1.18727801
2.53057781 -1.2770912 4 2.07288124 0.25617279 0.27066457 -1.1566199
14.863053 1.35312115 4 11.3493398 0.25617343 0.24743694 1.10619472

10.0408818 1.32285212 4 13.2149001 0.25622403 0.25644209 1.12974203
10.0010874 1.33163219 4 7.51719814 0.25630571 0.2537975 1.16512219
2.3445639 1.3027636 4 3.25743647 0.25636115 0.26259412 1.14039804

4.77847261 -1.3066602 4 2.34256021 0.25639345 0.2613897 -1.3506237
2.11695701 1.26517436 4 4.52305368 0.25640112 0.27449149 1.27732439
12.5624769 1.35565921 4 9.44112149 0.25641967 0.24669609 1.11164862
5.97895428 1.35281106 4 4.54914278 0.25645192 0.2475276 1.10643945
8.96469626 -1.4109588 4 11.9783304 0.25657115 0.23108718 -1.1976725
3.77981066 -1.3387224 4 4.87531388 0.25661382 0.25168136 -1.1649717
3.19757104 -1.341869 4 3.63184144 0.25662828 0.25074776 -1.0759079
6.7419993 -1.3849487 4 3.39866888 0.25664048 0.23830313 -1.4181553
6.7419993 -1.3849487 4 3.39866888 0.25664048 0.23830313 -1.4181553

9.57383208 1.35861399 4 6.2064421 0.25672802 0.24583635 1.18911897
1.24400372 1.33668388 4 1.62963031 0.25674133 0.252288 1.26884172
11.9014418 1.35802837 4 8.98819451 0.25682615 0.24600652 1.11894051
1.18124156 1.38039623 4 2.18460062 0.25683197 0.23958891 1.5692305
2.82978066 1.29209439 4 2.07133849 0.25692388 0.26591949 1.19249553
13.7792156 1.34100256 4 11.7828495 0.25705287 0.2510045 1.05778936
9.08255914 1.25840768 4 7.66933787 0.25706996 0.27668757 1.13456115
11.145323 -1.2956953 4 16.6320044 0.25712977 0.26479262 -1.183342

19.4710594 1.41210969 4 55.0442608 0.25729243 0.23077295 1.54960674
167.822116 -1.7309682 4 21.8344092 0.25729399 0.15850297 -2.6060324
1.28288917 1.31715729 4 1.43846314 0.25736194 0.25817173 1.09258442
61.7044091 1.40013374 4 89.0332461 0.25745249 0.23406362 1.24210925
1.28543638 1.36851031 4 1.08185143 0.2574789 0.24297829 1.17931437
1.04113683 -1.3312306 4 2.89661663 0.25749295 0.25391788 -1.4625507
7.71746148 1.29460495 4 3.77243928 0.25755959 0.26513336 1.41689336
19.7159402 -1.2932028 4 18.3139321 0.25761696 0.26557212 -1.0556911
62.4299343 1.35890106 4 45.2225395 0.25762556 0.24575298 1.13520358
5.47896762 -1.3246811 4 6.44233313 0.25771551 0.25588898 -1.0812295
1.54635149 1.30850521 4 1.74495926 0.25772454 0.26082129 1.05561389



3.66092272 -1.362176 4 1.9577034 0.25772828 0.24480386 -1.2457215
2.17407861 -1.2422105 4 1.51180537 0.25777821 0.28201267 -1.2287891
2.93669286 1.28090423 4 2.44035257 0.25783685 0.26945094 1.11305365
2.41439487 -1.2661173 4 3.63566882 0.25789931 0.27418681 -1.1777433
1.03776283 1.31159851 4 1.67817857 0.25792956 0.259871 1.1693547
1.75047107 1.32125954 4 1.50315585 0.25793976 0.25692465 1.10487691
9.21882269 1.23522971 4 7.60921598 0.25795395 0.28433774 1.18173014
679198.888 -4.055881 4 495.450328 0.25797854 0.01540087 -37.960617
36.4475206 -1.5897474 4 6.43000739 0.25799203 0.18709562 -2.0151834
1.20808706 1.33769406 4 1.07499681 0.25799867 0.2519872 1.1642992
1.66769769 1.31843276 4 1.01371444 0.2580248 0.25778336 1.55942719
135.932699 -1.5943085 4 31.528056 0.25803275 0.18609277 -1.968147
2.07523237 1.37463051 4 3.17647426 0.25805449 0.24122719 1.23767442
1.13202953 1.31355011 4 1.03894767 0.25808735 0.25927318 1.07921223
2.81676913 1.33521299 4 3.32133602 0.25812439 0.25272661 1.08135319
8.43154345 1.34924169 4 6.19128108 0.25816525 0.24857356 1.14592481
1.8826224 1.33752167 4 2.07915246 0.25821458 0.25203851 1.0694023
10.962336 1.30816186 4 9.33313576 0.25826011 0.26092698 1.07778142

1.53858718 1.29736103 4 1.36497078 0.25826288 0.26427293 1.08909577
4.79379741 -1.3222142 4 5.9145047 0.25826679 0.25663529 -1.1084198
1.30616636 1.27559073 4 2.00031971 0.25827719 0.27114359 1.20743979
31.0014963 -1.4287636 4 12.8134335 0.25834969 0.22627342 -1.4718945
215.794673 -1.2812498 4 178.448856 0.25836865 0.2693412 -1.1206093
1.57433913 -1.3578555 4 1.09901028 0.2583808 0.24605677 -1.267165
1.32326577 1.3560614 4 1.75947345 0.25841339 0.2465789 1.28230515
23.2318912 1.3637479 4 16.1541626 0.25847751 0.24434957 1.14123411
19.0822507 -1.4927233 4 5.24478576 0.25851929 0.20979614 -1.6519281
2.66808757 1.31035798 4 2.14881226 0.25854069 0.2602517 1.13082275
4.9626939 1.3879694 4 8.2344113 0.25861356 0.23745377 1.27916231

1.64752986 -1.3386225 4 1.09385477 0.2586717 0.25171106 -1.2363591
1.3391303 -1.2688866 4 2.00051173 0.2587217 0.27329383 -1.1842258

72.4028526 -1.4780134 4 25.3694043 0.25876518 0.21347524 -1.5669683
2.18499771 1.32954439 4 1.01911557 0.25883054 0.25442393 1.31146923
1.06753978 1.31402095 4 1.17261354 0.2588654 0.25912915 1.2393876
47.5892264 1.26709776 4 40.3803338 0.25889669 0.27387032 1.12080164
5.94295974 1.21450241 4 4.17340021 0.25893482 0.29134899 1.34853877
8.80521707 1.32559876 4 7.52623008 0.25904338 0.25561191 1.07697508
12.7126977 1.33615957 4 9.62289951 0.25906592 0.25244426 1.13367157
253.344389 -1.3162517 4 309.646704 0.25912332 0.25844781 -1.0971645
7.07446262 -1.2538013 4 13.3388166 0.25922815 0.27819214 -1.219306
1.52022016 1.30889516 4 1.44142042 0.25925023 0.26070131 1.05056333
5.66729842 1.22975681 4 4.15402919 0.25932311 0.28617331 1.21445238
4.03042712 1.28665962 4 3.01840598 0.25939506 0.26762901 1.19993721
1.6214267 1.29848639 4 1.389794 0.25939565 0.26392238 1.16324907

1.78579161 -1.3448793 4 1.24275145 0.25941656 0.24985777 -1.1850708
5.73507271 -1.2822223 4 8.66489723 0.25951042 0.26903265 -1.1909242
5.8142169 -1.3501411 4 7.4297094 0.2595247 0.24830958 -1.1319948

8.05662883 -1.0847199 4 1.64211336 0.25956191 0.33905047 -2.609057



195.193222 1.29778249 4 239.69527 0.25961506 0.26414159 1.08597137
4.38954412 -1.3950207 4 1.99467977 0.25965554 0.23548271 -1.3793589
1.76155793 1.35624326 4 1.28882174 0.25966974 0.24652592 1.15835434
1.19828348 -1.3375638 4 1.09346147 0.25967999 0.25202596 -1.1196249
1.18082636 -1.3109887 4 1.09411673 0.25970732 0.26005807 -1.0793407
10.6615962 -1.2419509 4 8.88978026 0.25975935 0.28209883 -1.1651175
2.87091708 -1.3296869 4 1.91734032 0.25978561 0.25438114 -1.1716284
1.02448134 -1.2690122 4 1.34127971 0.25982122 0.27325339 -1.1658199
3.33679114 1.2603082 4 2.60991369 0.25984233 0.27606907 1.17278065
1.01165282 1.3128111 4 1.2998591 0.25989606 0.2594994 1.09488603
1.01165282 1.3128111 4 1.2998591 0.25989606 0.2594994 1.09488603
28.9271154 1.46056156 4 11.9179298 0.25995641 0.21792481 1.47278239
7.29990078 -1.3676806 4 5.02965417 0.25999888 0.24321664 -1.1749595
6.19525179 -1.3322204 4 3.96843754 0.26001394 0.2536213 -1.2040469
5.79239777 -1.2048529 4 4.19168696 0.26008347 0.2946685 -1.2405206
146.261175 1.53970253 4 23.3419695 0.26008758 0.19847203 2.39127216
9.10164833 1.31835431 4 6.16406447 0.26015741 0.25780723 1.18656033
1.10096587 -1.2966831 4 1.25609864 0.26024104 0.26448434 -1.0579963
1.06630894 1.30443286 4 5.00728208 0.26035949 0.26207751 1.89861831
1.74140433 1.2175943 4 1.20259329 0.26037056 0.29029283 1.39494823
2.60415784 -1.3618515 4 1.09728533 0.2603817 0.24489773 -1.4123894
2.48393609 -1.2893176 4 4.53851157 0.26042633 0.2667916 -1.3084916
2.77087867 1.33914976 4 3.39644686 0.260433 0.25155436 1.10739743
3.16034494 1.28213448 4 2.90388233 0.26047421 0.26906049 1.0921089
5.24110617 1.31256328 4 3.90412886 0.26049543 0.2595753 1.18656567
5.52032118 -1.4648915 4 8.45298313 0.26049967 0.21681219 -1.4132748
2.38068121 -1.3332528 4 2.59949189 0.26050931 0.25331228 -1.0904415
3.03264644 1.18404484 4 1.74894867 0.26052724 0.30194812 1.37929197
37.3938628 1.28275149 4 25.5013954 0.26053371 0.26886487 1.22807763
2.45859632 1.32307999 4 1.73464984 0.26054543 0.25637311 1.12888129
56.9934018 -1.506284 4 17.4078053 0.26056051 0.20646146 -1.7384825
11.7020707 -1.2320255 4 9.14168889 0.26061403 0.28541103 -1.177133
3.18112649 1.19938292 4 2.04543914 0.26061727 0.29656603 1.29630312
1.66986396 1.36354482 4 1.19586269 0.26063615 0.24440821 1.36073942
3.05174765 -1.3321288 4 3.67295662 0.26065065 0.25364872 -1.1003244
6.78998837 1.31529396 4 5.137863 0.26069144 0.25874013 1.13360504
3.74445158 1.36229523 4 2.64692608 0.26074004 0.24476936 1.17256189
2.00011449 -1.4558534 4 4.41450213 0.26074713 0.21914114 -1.4857404

1.420057 -1.2970277 4 2.02179959 0.26088229 0.26437685 -1.1252795
2.91097775 1.38615237 4 4.13865209 0.26101435 0.23796433 1.21687425
3.54835149 -1.3866371 4 1.82880462 0.26108487 0.23782801 -1.3435459
1.92526113 1.28646254 4 2.59508643 0.26111927 0.2676912 1.10893626
2.08712992 1.26955717 4 1.32635668 0.26112111 0.27307801 1.26919458
3.19842166 1.27274265 4 5.17087878 0.2611797 0.27205507 1.2360955
2.88908804 -1.3442231 4 5.09388596 0.26125474 0.25005152 -1.3927691
1.43900408 -1.2735178 4 2.4672095 0.26128587 0.27180669 -1.2174686
2.85417627 1.3856914 4 1.67914256 0.26138713 0.23809403 1.30357729
1.38274012 -1.4620433 4 3.03468376 0.26139465 0.21754342 -1.5286465



1.11573314 1.31281141 4 1.21441514 0.2614417 0.2594993 1.05327102
5.42339388 -1.2352738 4 4.29564391 0.26146184 0.28432299 -1.1770149
1.37702595 -1.3344141 4 1.59629484 0.26147198 0.25296515 -1.0985875
5.75736575 1.34956551 4 3.58706277 0.26147447 0.24847849 1.17812475
5.06480099 -1.2247785 4 14.4697005 0.26151946 0.28785275 -1.4393567
47.5066472 1.27626555 4 63.5411391 0.26152511 0.27092805 1.11598517
9.91318689 -1.2367488 4 17.2043014 0.26153094 0.28383025 -1.2137335
5.55783621 1.24057888 4 4.49821776 0.2616119 0.28255449 1.17386266
113.373608 1.65985069 4 16.4223911 0.26164462 0.17228227 2.49615022
3.07909215 1.28758542 4 2.29237748 0.26173271 0.26733705 1.24910425
41.223003 -1.2650234 4 56.6465301 0.26181498 0.27454031 -1.1134616

1980.12049 -1.331701 4 2858.87013 0.26181899 0.25377687 -1.1917399
1.65733423 1.29842837 4 1.80667625 0.26184158 0.26394044 1.05230224
4.63535151 1.34392723 4 3.52730725 0.26199526 0.25013892 1.13015318
12.8685169 1.52711787 4 3.14146282 0.26206407 0.20144296 1.87299631
65.6555133 -1.332443 4 77.0320704 0.26208557 0.25355463 -1.0965174
12.8458849 1.18863667 4 8.82633321 0.26211515 0.30032733 1.33001399
13.0840594 -1.2676997 4 19.2835595 0.26228048 0.2736762 -1.1569316
1.6440012 1.28711438 4 1.32202838 0.26232249 0.26748556 1.13265873

33.8681081 1.32326385 4 25.6634802 0.2623335 0.25631748 1.11899465
1.10548232 1.54536169 4 3.45670227 0.26233442 0.1971507 1.78371922
289.603007 -1.3954917 4 629.504489 0.26236682 0.23535163 -1.4345258
3.75400471 1.32064016 4 2.81331922 0.26242685 0.25711257 1.17825592
1.71587064 -1.2835354 4 1.48919017 0.26243975 0.26861653 -1.1351761
2.14299456 1.26946763 4 1.81520149 0.26251637 0.27310682 1.09613278
20.3910376 -1.3000672 4 31.3455431 0.26257065 0.26343072 -1.1852576
4.60969979 1.24528266 4 3.90531294 0.26260124 0.28099519 1.17895269
3.20788164 -1.2712846 4 2.89783158 0.26260173 0.27252284 -1.1089813
9.3007751 -1.4668184 4 15.6253577 0.26261344 0.21631887 -1.3731873

118.221361 1.416949 4 35.8484007 0.26262453 0.22945635 1.71373779
42.7535359 1.31132845 4 31.9809899 0.26264204 0.25995383 1.15202549
15.5600851 1.16637964 4 9.14638474 0.2626459 0.30825989 1.39905249

5.940427 1.33415865 4 4.27703828 0.26265982 0.25304147 1.1240717
323.590103 1.29131185 4 242.924122 0.26269698 0.26616499 1.15398778
1.84112543 1.32403743 4 2.14929074 0.26270022 0.25608351 1.11807862
1.05452468 -1.3745032 4 1.56209747 0.26270331 0.24126348 -1.3546216
2.05804465 -1.3043494 4 2.8731966 0.262729 0.26210331 -1.156394
1.85911943 1.25112765 4 3.18071638 0.26274914 0.27906902 1.23599281
1.46661251 1.31473703 4 1.8031 0.2627651 0.25891025 1.12571212
3.80366261 -1.392213 4 1.76771281 0.26278901 0.23626559 -1.5134507
3.44468712 1.29623229 4 3.37438555 0.26285339 0.26462499 1.0175854
1.29359223 -1.2604484 4 1.82523415 0.26289382 0.27602349 -1.1603208
7.20471905 -1.4265801 4 2.25785583 0.26293501 0.22685834 -1.56545
18.2897997 -1.4418631 4 6.53252886 0.26300204 0.22279593 -1.5530843
1.85410005 1.30915987 4 1.36321587 0.26305976 0.2606199 1.21989857
1109.93573 -2.0827654 4 39.7571666 0.26307352 0.10569176 -4.8424636
18.6381222 1.19483432 4 13.5757247 0.26309184 0.29815266 1.25519706
1.18869033 1.31548974 4 1.32421102 0.26314187 0.25868035 1.06327173



3.41016372 1.17500967 4 2.0582706 0.26314582 0.30516117 1.33690584
1.30767446 1.30621955 4 1.46163892 0.26316058 0.26152564 1.05001952
1.71464698 1.30367516 4 1.06390244 0.2633046 0.26231188 1.17730594
2.81363455 1.28136277 4 3.34320614 0.26336493 0.26930535 1.07225159
3.28576675 -1.1825548 4 17.6457678 0.2634978 0.3024758 -1.5411026
1.87585632 -1.281666 4 1.57811321 0.26356868 0.26920911 -1.168007
1.44505763 -1.2625129 4 1.96518589 0.26357823 0.27535325 -1.1382051
1.6957209 1.27192663 4 1.44090925 0.26361432 0.27231676 1.0847755

2.23286869 1.27011979 4 1.94091299 0.26365219 0.27289707 1.15496135
4.37957422 1.25498081 4 3.46330193 0.26377786 0.27780614 1.19175872
17.2241672 -1.3631293 4 9.90223113 0.26391389 0.24452823 -1.2295468
2.12329445 1.32539032 4 1.51467534 0.26405077 0.25567482 1.23415118

3.804348 -1.2773009 4 4.7424277 0.26408136 0.27059769 -1.101886
1.11764694 -1.3279781 4 1.55022056 0.26408671 0.25489487 -1.1534285
7.03022901 1.26036088 4 9.36887798 0.26416149 0.27605195 1.1160261
3.79583039 -1.3293475 4 4.68487171 0.26416949 0.2544831 -1.1105817
5.79385197 -1.3856461 4 13.6209092 0.26419003 0.23810678 -1.526238
3.31838731 -1.3873713 4 4.61744723 0.26419321 0.2376217 -1.2755553
2.59451709 1.30415318 4 2.02060651 0.26419799 0.262164 1.12383053
8.42963596 -1.4488177 4 1.35958286 0.26425388 0.22097154 -1.95047
2.35203155 1.3001191 4 1.50161655 0.26428341 0.26341459 1.18191277
5.78877866 1.28706235 4 15.2830598 0.26444359 0.26750197 1.41985373
5.78085251 1.31293337 4 3.74763068 0.26447498 0.25946196 1.1852173
167.758047 1.31249408 4 131.920746 0.26458257 0.2595965 1.1075672
5.90147131 -1.2723902 4 3.93693722 0.26464609 0.27216806 -1.3017422
1.10967403 -1.302478 4 1.09791421 0.2646509 0.26268262 -1.0728209
21.5844029 -1.321006 4 23.1329165 0.26469315 0.25700156 -1.0474583
5.18293736 1.30434573 4 4.35441915 0.26473172 0.26210445 1.08140095
2.0888369 1.30495849 4 2.20964652 0.26474716 0.26191504 1.03020844

5.30631243 -1.3526854 4 6.82299567 0.26476662 0.24756435 -1.1623007
1.25917527 1.28049176 4 1.40391712 0.26483386 0.26958197 1.05842954
2.16698877 1.3120205 4 1.73637228 0.26491385 0.25974162 1.09553443
2.57494175 -1.2557003 4 4.05812188 0.26500996 0.27757091 -1.182902
1.10072795 1.2585963 4 1.3765896 0.26501986 0.27662613 1.19160959
2.60122492 1.32996055 4 3.06871099 0.26503208 0.25429895 1.10224737
5.88245444 1.28977537 4 7.19941506 0.26509022 0.26664765 1.09635459
16.4107557 -1.3125135 4 13.4574721 0.26511086 0.25959055 -1.089752
4.79447795 -1.3204477 4 3.38467355 0.26511141 0.25717099 -1.1284594
11.3596783 -1.3806888 4 6.07337265 0.2652205 0.23950606 -1.3232829
24.4242512 1.2597756 4 9.27322663 0.26522368 0.27624226 1.63187346
4.55910228 1.33392516 4 3.44466719 0.26527528 0.25311125 1.13508506
4.66054128 1.21172181 4 2.99923198 0.26529377 0.29230191 1.28631801
5.72706991 -1.3310192 4 7.16897409 0.26533486 0.25398128 -1.1251735
1.6407032 1.32799264 4 1.21968202 0.26536253 0.2548905 1.14637822

1.07095818 1.2979606 4 1.15462885 0.26548814 0.26408611 1.03704903
33.2597902 1.18534348 4 25.83092 0.26558866 0.30148891 1.21755628
313.88267 -1.8609107 4 18.1636942 0.26559402 0.13625673 -3.9026867

9.95200023 1.30062923 4 6.54063879 0.26560871 0.26325613 1.19654794



1.92877348 -1.2439257 4 1.52448893 0.26567626 0.28144419 -1.1338979
2.13796545 -1.3154406 4 3.08412943 0.26571147 0.25869536 -1.2718824
13.0583276 -1.4279833 4 20.118041 0.26576372 0.22648227 -1.2986266
7.15609552 1.2520723 4 6.09583322 0.26580524 0.2787589 1.10230395
61.9551313 -1.2086391 4 52.5079693 0.26581988 0.2933618 -1.1407183
5.19254305 1.31214867 4 5.50585815 0.26598309 0.25970234 1.043905
82.1018764 -1.2709484 4 118.892184 0.26603084 0.27263079 -1.1560975
2.53354886 -1.3042176 4 1.77367205 0.26604781 0.26214407 -1.1447545
52.1622692 -2.2533823 4 5.08805517 0.26616052 0.08731754 -10.15273
2.24552375 -1.3155162 4 1.52490732 0.26616776 0.25867228 -1.1726917
1.96074994 1.23276111 4 1.44846741 0.266179 0.28516431 1.20575275
41.1326981 1.30896797 4 35.6192682 0.26618681 0.26067891 1.05964915
1.67914228 -1.2467059 4 1.32769285 0.26623611 0.28052501 -1.1293434
18.8331651 -1.2624657 4 17.8227747 0.26625502 0.27536857 -1.0517019
1.31459646 1.23533317 4 2.55606227 0.26627901 0.28430315 1.29743582
13.5820271 -1.1819139 4 38.0761742 0.26628776 0.30270306 -1.3576409
2.8342047 -1.1445295 4 1.12907825 0.26637314 0.31623655 -1.6338324

10.4867533 1.34243718 4 26.8416423 0.26639067 0.25057955 1.51619277
96.9343506 1.30292654 4 75.6889693 0.26641573 0.26254365 1.111877
31.5246073 1.43643533 4 10.877622 0.26641631 0.22423028 1.56077522
6.45400854 1.27277914 4 7.54823494 0.26642237 0.27204337 1.05938354
6.45400854 1.27277914 4 7.54823494 0.26642237 0.27204337 1.05938354
66.7006251 -1.3658442 4 31.7484346 0.2664414 0.24374503 -1.3860587
3.08550265 1.24835719 4 2.63540051 0.26644854 0.27998043 1.10114018
3.08550265 1.24835719 4 2.63540051 0.26644854 0.27998043 1.10114018
3.08550265 1.24835719 4 2.63540051 0.26644854 0.27998043 1.10114018
5.70629527 1.31280748 4 6.11486041 0.26645104 0.25950051 1.04718911
1.63051562 -1.289442 4 1.86494947 0.26646055 0.26675247 -1.0978976
1.35086729 -1.2845157 4 1.14154063 0.26646452 0.26830629 -1.1609162
3.0862055 1.24825441 4 2.63595355 0.26647494 0.2800143 1.10116836

1.00126914 1.26754993 4 1.16231924 0.2665055 0.27372449 1.08287984
7.22162649 1.17888441 4 5.27709408 0.2665429 0.30377936 1.23270359
4.71349513 -1.2934491 4 4.1703112 0.26659272 0.26549501 -1.0478255
1.51166552 1.30102373 4 1.76195848 0.26660541 0.26313365 1.08157833
1.62182019 -1.2790552 4 1.11995837 0.26662232 0.27003881 -1.2547098
10.8018954 1.31125125 4 8.85332885 0.26666919 0.25997751 1.07116627
37.3460791 1.25556233 4 23.4571008 0.26667839 0.27761602 1.29913536
4.08664039 -1.3430277 4 8.21525238 0.26671198 0.25040483 -1.4278127
18.5104915 -1.2660924 4 17.2403426 0.26676911 0.27419485 -1.0474627
8.47432466 -1.3655284 4 10.4858633 0.26686994 0.24383601 -1.1553709
1.25827657 1.26858851 4 1.51147473 0.2669119 0.27338981 1.29403726
2.14800301 1.29851996 4 1.56755403 0.26691553 0.26391193 1.21737933
1.58884683 1.29169078 4 1.46570686 0.26705567 0.26604608 1.03802447
1.58862867 -1.2845461 4 1.16554919 0.26714149 0.26829667 -1.120261
1.25581949 1.30852317 4 1.52801822 0.26716553 0.26081577 1.16072228
6.64271547 1.25458021 4 9.61847379 0.26723748 0.27793718 1.12598117

2.63619 -1.2627989 4 2.37795563 0.26729644 0.27526052 -1.1050664
1.10126303 -1.2593644 4 1.88478212 0.26740391 0.27637605 -1.2351715



2.93170709 1.25182767 4 2.61415943 0.26746978 0.27883918 1.10777712
2.03217869 -1.2404888 4 1.62645269 0.26749623 0.28258445 -1.2249453
94.0601558 1.33800662 4 44.5421165 0.26755688 0.25189421 1.38830513
10.2615043 -1.3618102 4 5.2887839 0.26768482 0.2449097 -1.320709
13.0667428 -1.2833266 4 7.57823503 0.26769681 0.26868267 -1.2758581
1.30273627 1.22987971 4 1.11939361 0.26774997 0.28613197 1.19587763
1.19633431 1.32647063 4 1.50961543 0.26775196 0.25534894 1.13401612
7.74361772 1.26076777 4 5.25976097 0.26775416 0.27591971 1.27688894
331401.296 1.41010147 4 11.9396859 0.26787348 0.23132153 397.738264
1.07238669 1.30726298 4 1.26449134 0.26789649 0.26120387 1.14486537
1.45178313 1.30371248 4 1.13639524 0.26789661 0.26230034 1.16599192
68.4032008 -1.2125904 4 51.6687637 0.2679961 0.29200392 -1.1998424
4.14100436 1.40078046 4 1.94576483 0.26802529 0.23388473 1.4399597
364.864875 1.26095223 4 312.124106 0.26808712 0.27585979 1.09211215
5.19118633 -1.2313995 4 9.10599259 0.2681078 0.28562118 -1.2415265
17.970088 1.22822531 4 15.792439 0.26812787 0.28668897 1.12043469
4.8697106 -1.1728824 4 3.53885877 0.26816723 0.3059223 -1.2685479

2.02388557 1.30379418 4 1.29201024 0.26818 0.26227505 1.16581046
1.33370109 1.27024953 4 1.93606974 0.26821789 0.27285536 1.25242848
5.91757448 -1.3044947 4 7.31672763 0.2682227 0.26205839 -1.1287845
12.1535179 -1.2281298 4 23.56751 0.26823371 0.28672118 -1.2336395
1.0229496 -1.2961168 4 1.25354656 0.26834368 0.26466104 -1.1002552
9.6124237 0.99601023 4 5.66365823 0.26837209 0.3756173 1.66586051
4.8417493 1.21582361 4 3.89866798 0.26840775 0.29089724 1.15230231

1.44385987 1.27373229 4 1.73506644 0.2684485 0.27173802 1.10489677
3.38378891 -1.2760761 4 2.06538399 0.26848062 0.27098855 -1.2666892
1.58057767 1.24614361 4 1.06023871 0.26851111 0.28071068 1.23180899
1.87820712 1.27986892 4 2.64413826 0.26852296 0.26977994 1.22903509
3.54495063 1.24221591 4 3.09459356 0.26852685 0.28201088 1.10386581
1.67037367 -1.3017266 4 1.38223023 0.26855319 0.26291557 -1.1203853
2.19653143 -1.2461663 4 1.49022716 0.26857 0.28070317 -1.2242251
3.4763785 -1.2689154 4 5.58206571 0.2685762 0.27328454 -1.1773328

4.64200463 1.30495983 4 2.08621768 0.26859985 0.26191462 1.34986934
1.86467401 -1.3780472 4 3.01216247 0.268642 0.24025504 -1.4844454
1.90910125 -1.2760276 4 2.25190125 0.2687035 0.27100403 -1.0737103
8.44961513 -1.3208178 4 5.13399588 0.26871303 0.25705864 -1.2154517
1.04897629 1.24486581 4 1.23331547 0.26871327 0.28113305 1.14612928
10.302166 -1.2727905 4 5.40734053 0.26873889 0.27203974 -1.3279422
26.146333 1.31515867 4 18.8082232 0.26874979 0.25878145 1.13644264

6.73090727 1.24556356 4 5.32833264 0.26875427 0.28090233 1.17251449
4.57243657 1.18298267 4 15.4078304 0.26876823 0.3023242 1.4207132
5.68048959 1.24805521 4 4.75218879 0.26876935 0.28007994 1.10218714
89.8759481 1.50072592 4 24.8126088 0.26877425 0.20782168 1.79565495
3.34886407 -1.2723694 4 2.57665382 0.26880465 0.27217474 -1.1316291
24.0789883 -1.3169926 4 18.0743035 0.26884812 0.25822193 -1.1105425
44.0340883 1.30086568 4 29.0428596 0.2689268 0.26318271 1.19726498
74.5765066 1.20211611 4 63.5904708 0.26892917 0.29561646 1.13736852
11.8207566 1.24401052 4 11.0172145 0.26893456 0.2814161 1.07181436



2.39885707 1.29541977 4 3.09137247 0.26893592 0.26487869 1.17686063
1.93939753 1.27492198 4 1.44091779 0.26894218 0.27135734 1.12343729
1.43018627 1.30807782 4 1.79328568 0.26896145 0.26095286 1.11675683
5.89551214 -1.221139 4 12.5825154 0.26896518 0.28908647 -1.2786887
6.14003546 -1.3107805 4 4.59735835 0.26897641 0.26012196 -1.1086247
29.7755216 -1.3693198 4 16.3089252 0.26904327 0.24274598 -1.2827642
1.34986225 1.24885089 4 1.10173369 0.26908211 0.27981781 1.17825013
2.46524923 1.29203204 4 2.0994098 0.26910105 0.26593904 1.06523982
6.83605229 -1.3121489 4 7.4949927 0.2691065 0.25970228 -1.0611357
10.492578 1.40149313 4 2.44908379 0.26912062 0.23368776 1.72950598

1.33134087 1.29611803 4 1.08400831 0.26916965 0.26466065 1.20914567
5.92956567 -1.304298 4 4.06562947 0.26923005 0.26211922 -1.1667856
20.1524202 -1.3150442 4 13.2168993 0.26924877 0.25881639 -1.1776229
2.02583545 1.23385518 4 1.59604807 0.26925199 0.2847977 1.1434419
104.775795 -1.3493585 4 63.24206 0.26925749 0.24853925 -1.2139818
1.64392798 1.26559933 4 1.91456715 0.26949841 0.27435413 1.0833971
3.48183462 1.25761483 4 2.97415663 0.2695 0.27694598 1.13460715
1.47080984 -1.2808792 4 1.87838641 0.26952276 0.2694589 -1.1064769
4.23757791 1.15959426 4 1.83804509 0.26958479 0.31071679 1.73861262
18.6419136 1.43967004 4 6.00749892 0.2696024 0.22337436 1.74400216
1.50403875 -1.2691898 4 2.2371826 0.26967246 0.27319622 -1.2429984
1.79358031 1.2703848 4 2.21579109 0.26968937 0.27281188 1.07957238

200.3475 -1.3168055 4 278.992599 0.26969752 0.25827896 -1.1787451
1.82450816 1.248495 4 1.28649342 0.26983805 0.27993502 1.16333689
6.14371781 -1.296251 4 7.22686299 0.26984988 0.26461914 -1.0880993
160.993104 -1.3090413 4 188.315492 0.26987699 0.26065636 -1.0951452
4.97961455 1.28929979 4 3.98064632 0.2699171 0.26679722 1.11506732
3.36859024 1.34788226 4 1.27613074 0.26994335 0.24897306 1.5407865
7.34382607 1.16004556 4 5.27894897 0.27001418 0.31055282 1.28030613
5.40400802 -1.3304581 4 3.70828942 0.2701058 0.25414959 -1.1817579
10.8627316 1.28119814 4 12.7789689 0.27011965 0.26935761 1.0833611
8.62401696 -1.2366959 4 7.00843252 0.2701407 0.2838479 -1.1296847
1.42680392 -1.2823264 4 1.01733516 0.27021294 0.26899961 -1.1283079
1948.60709 -2.1013597 4 37.186601 0.27032574 0.10349432 -7.3412664
3.31637318 1.31957024 4 1.26251992 0.2703277 0.25743749 1.42246696
26.9277595 1.16813035 4 21.850847 0.27035 0.30762892 1.19928276
5.19437456 1.35831133 4 2.34935368 0.2704068 0.24592428 1.38544066
1.4596552 -1.2344415 4 1.19943704 0.27041495 0.2846014 -1.2528834

8.10026969 1.18828657 4 6.50457876 0.27048851 0.30045062 1.17818653
1.93412162 1.28215907 4 1.23993364 0.27051774 0.26905269 1.20328056
11.7627642 1.19680656 4 9.14167107 0.27052896 0.29746373 1.17623471
1.10922245 -1.303921 4 1.2897715 0.27053722 0.26223582 -1.0810883
2.19633129 1.33762459 4 1.28436319 0.27054707 0.25200788 1.31570885
5.51934589 -1.2056885 4 4.44103296 0.27056543 0.29437965 -1.1486421
3.43054173 1.22852598 4 2.4220933 0.27057823 0.28658767 1.29679812
7.27098235 1.33760305 4 4.76209724 0.27060365 0.25201429 1.2066075
30.7346956 1.10170057 4 19.5858342 0.27063183 0.3324255 1.39989178
2.4184514 1.25942755 4 5.30075483 0.27064016 0.2763555 1.30640173



10.9078451 -1.0360562 4 7.24738989 0.2706538 0.35869881 -1.5854527
2.4238416 1.26183088 4 1.99733665 0.27074273 0.2755745 1.14176744

4.20996426 -1.3036115 4 5.34798767 0.27080854 0.2623316 -1.1291331
125.539508 -1.7392392 4 10.1568467 0.27087551 0.15697757 -3.2627593
3.17838389 -1.2746956 4 4.42441171 0.2708893 0.27142975 -1.1930701
1.42789247 1.26148576 4 1.67864543 0.27089889 0.27568652 1.0907458
2.27672309 1.27769542 4 2.00376584 0.27090371 0.2704719 1.08646408
85.8820794 1.41161161 4 26.4885039 0.2709055 0.23090889 1.69572292
3.44276909 -1.327223 4 1.5903299 0.27092933 0.25512221 -1.3166039
1.01935369 -1.2769573 4 1.05096566 0.27096796 0.27070729 -1.0799229
11.1237053 -1.2697759 4 13.7232655 0.27099932 0.27300764 -1.1000441
1.98487289 -1.2622635 4 2.37990211 0.27101766 0.27543414 -1.1022006
23608.0514 -3.1942793 4 16.8727891 0.27102149 0.03308081 -47.258391
25.237144 -1.249062 4 23.92785 0.27103056 0.2797483 -1.0487733
1.4202337 1.27852126 4 1.05177861 0.27103803 0.27020879 1.20567126

19.3680724 -1.2111825 4 44.0020046 0.27111094 0.29248706 -1.3053076
3.75826267 1.31431736 4 1.95339351 0.2711346 0.25903852 1.25278985

1.611656 1.27212578 4 1.08523499 0.27113506 0.27225287 1.22123101
21.2598036 1.11306939 4 14.3893486 0.27124547 0.3280559 1.32759756
12.1618812 1.28656761 4 7.48419103 0.2713764 0.26765804 1.24612259
11.7368256 1.2147203 4 8.37154243 0.27140577 0.29127444 1.25099154
6.32963396 -1.3138627 4 7.69062974 0.27144577 0.25917756 -1.1273267
1.2955246 1.21439003 4 1.1664422 0.271455 0.29138744 1.24739486
13.144885 1.18303983 4 10.9789339 0.27153762 0.30230395 1.16970084

2.84472549 -1.2753281 4 2.29237405 0.27154982 0.27122752 -1.1061577
1.02459843 -1.2312779 4 1.45042078 0.27158832 0.28566203 -1.235235
3.95984579 -1.2697549 4 4.14854824 0.27159517 0.27301441 -1.0172438
1.06710477 1.27495731 4 1.03260027 0.2716265 0.27134605 1.0643126
5.90654055 -1.2426916 4 4.86196981 0.27165639 0.28185311 -1.1202649
18.9656867 1.52853366 4 2.55409741 0.27167092 0.20110647 2.46671264
1.22555071 -1.3288285 4 1.10666125 0.27170553 0.25463907 -1.1665854
1.4331862 1.28316498 4 1.54526382 0.27171522 0.26873386 1.04066119

4.35200932 1.26920505 4 3.32461689 0.27173119 0.27319131 1.16563764
128.632867 -1.4883755 4 4.54085787 0.27176967 0.21087684 -5.6590863
1.26057607 1.22430959 4 1.92089972 0.2718044 0.28801143 1.19991865
2.33485728 1.30830615 4 1.46341117 0.27185471 0.26088256 1.22998638
1.18853399 1.28912859 4 1.01222858 0.27190766 0.26685108 1.15230654
2.86564852 -1.293525 4 1.06795633 0.27194563 0.26547126 -1.65985
2.39324151 -1.333298 4 1.60109918 0.27195406 0.25329876 -1.207172
3.55021379 1.31077849 4 4.3017196 0.27197716 0.26012259 1.12420576
9.7179666 1.3040852 4 4.74298501 0.27203341 0.26218502 1.48005125

12.0847923 -1.2435517 4 25.4003506 0.27204215 0.28156806 -1.3203195
7.11086762 1.1919004 4 4.83256633 0.27217244 0.29918029 1.23958228
8.07801873 1.28383824 4 3.45211679 0.27218477 0.26852066 1.41756153
870.135305 2.51253999 4 6.91674553 0.27220958 0.06587861 11.5065457
2.31036837 1.28479277 4 2.57053657 0.27226944 0.26821868 1.06568665
3.40661486 1.22664805 4 2.87267417 0.27231377 0.28722097 1.10662035
13.3085994 -1.2947022 4 10.5492818 0.27233758 0.26510294 -1.0875083



1.74856302 1.27501121 4 1.2002983 0.27233842 0.27132881 1.1378236
1.15367815 1.24154094 4 1.0635618 0.27236425 0.2822349 1.11259909
148.044061 1.40936677 4 47.3170403 0.27238709 0.23152254 1.69053659
5.36459217 1.26226137 4 7.38911321 0.27241054 0.27543483 1.15162456
1.31621365 1.29674398 4 1.58108557 0.2725366 0.26446533 1.09920069
3.13928654 -1.3024466 4 3.48250585 0.27267016 0.26269233 -1.0853752
1.51836659 -1.2536808 4 2.17225585 0.27271723 0.27823162 -1.1673921
4.82633789 1.21634521 4 4.18870811 0.27274533 0.29071907 1.12266041
5.62171783 -1.2787022 4 6.3739846 0.27274693 0.27015118 -1.0679548
1.15648606 -1.2933684 4 1.36116081 0.27284152 0.26552028 -1.0859986

5.601972 1.23355335 4 4.83935513 0.27288961 0.28489879 1.10757251
1.68243174 1.28782114 4 1.1903978 0.27292574 0.26726276 1.13552228
1.65915273 -1.0643813 4 24.6390706 0.27307891 0.34714211 -2.030912
2.86094517 1.27170181 4 3.39778053 0.27308507 0.2723889 1.07998486
18.9389669 1.30909806 4 12.5159337 0.2731117 0.2606389 1.17105924
4.02840402 1.28912913 4 3.04069458 0.27314895 0.26685091 1.12337803
5.99497348 -1.2684699 4 5.05545921 0.27317835 0.27342801 -1.0817971
1.41923214 -1.2025657 4 4.54591456 0.27319671 0.29546055 -1.4569571
89195947.2 1.7836657 4 354.402201 0.27331004 0.14904627 1637.37912
10.8772932 1.16222808 4 8.27129236 0.27333775 0.30976097 1.20771898
5.10977691 1.2702225 4 3.43512747 0.27339647 0.27286405 1.18379383
1.40121499 1.2481385 4 1.03767913 0.27343864 0.28005249 1.2550212
3.07288105 1.25669749 4 2.66530612 0.27344167 0.27724525 1.06443384
3.61339514 -1.2399918 4 3.18578978 0.27346628 0.28274967 -1.0985027
5.42240848 1.28293115 4 3.42492264 0.27348999 0.26880794 1.19341275
14.8192803 1.35480278 4 8.05715236 0.27354923 0.24694584 1.30556354
3.42749877 -1.3184479 4 4.24342507 0.27357318 0.25777874 -1.1889497
13.3735029 -1.3034856 4 16.6461306 0.27358363 0.26237054 -1.1194796
8.97121832 -1.2242525 4 7.92442426 0.27371781 0.28803076 -1.1085808
8.97121832 -1.2242525 4 7.92442426 0.27371781 0.28803076 -1.1085808
2.23752699 1.27369153 4 1.58118578 0.27372217 0.27175106 1.12834578
2.29569668 1.28160039 4 2.88920797 0.27373556 0.26922993 1.11085074
124.287612 1.25982925 4 94.0194344 0.27378905 0.27622481 1.14634744
1601.60407 -2.1824313 4 36.1975928 0.27382498 0.09448742 -6.696389
267.501313 1.51159185 4 56.5657891 0.27388487 0.20517092 1.95684498
11.678438 -1.3133772 4 8.00286488 0.27397848 0.25932609 -1.1606825

35.2124013 1.25412868 4 25.7400525 0.27407182 0.27808495 1.18032188
7.99071335 1.26411512 4 6.6994129 0.27412711 0.27483415 1.07872397
8.76903347 0.91423672 4 4.98382856 0.27414616 0.41231655 1.7785337
9.61426741 1.30929539 4 6.3871456 0.27417005 0.26057822 1.19454445
3.35784244 1.29222996 4 2.07309381 0.27417074 0.26587698 1.18727064
1.81828438 -1.2555793 4 1.53225864 0.27417093 0.27761047 -1.1661562
14.2260388 -1.2898751 4 9.84018931 0.27417283 0.26661629 -1.1520155
4.06741405 1.28579329 4 3.42798244 0.27431334 0.26790249 1.0788157
4.06741405 1.28579329 4 3.42798244 0.27431334 0.26790249 1.0788157
4.06741405 1.28579329 4 3.42798244 0.27431334 0.26790249 1.0788157
2.42284534 -1.3522737 4 1.24928722 0.27431503 0.24768478 -1.3839418
1.67328031 1.24603571 4 1.45870755 0.27432937 0.28074632 1.10238318



1.28628934 -1.2405397 4 1.55909264 0.27432952 0.28256752 -1.0889493
65.8362127 1.23796803 4 62.3099551 0.27433227 0.28342354 1.04565294
16.8596591 -1.2688403 4 13.8636864 0.27436769 0.27330873 -1.1007437
357.811187 1.30455539 4 253.19721 0.27437203 0.26203962 1.14756061
7139.11424 -3.3713615 4 3.45922663 0.27439898 0.02800839 -50.778764
2.04849541 1.31695064 4 2.54819681 0.27440739 0.25823471 1.13475812
20.9872935 1.16991392 4 17.6482796 0.27443178 0.30698734 1.1631305
1.88702339 1.22567408 4 1.4743706 0.27443493 0.28754994 1.14320659
4.05912331 1.21494932 4 3.45661707 0.27450257 0.2911961 1.15694573
2.05864246 -1.1810361 4 1.30737105 0.27451497 0.30301454 -1.6056893
7418.21312 -2.1548909 4 151.510337 0.27454255 0.09744557 -6.8646848
39.8997649 1.30294948 4 43.9276801 0.27454473 0.26253655 1.07281254
2.89425551 1.31063507 4 3.40261622 0.27465168 0.26016662 1.16118653
1.45972012 -1.2691114 4 1.65988045 0.27472395 0.27322146 -1.0655502
283.000018 -1.4808214 4 63.5998084 0.27472971 0.21276793 -1.9594486
3.59535493 1.21225462 4 2.53407149 0.27473039 0.29211908 1.19476542
67.8508493 1.20394723 4 49.067379 0.27474999 0.2949819 1.22110906
18.2324993 1.25926072 4 13.0222646 0.27475334 0.27640979 1.15943581
1.84454614 1.41874591 4 4.33005915 0.27480136 0.22896938 1.50979591
13.8551374 1.29484357 4 9.15931038 0.27481058 0.26505876 1.20650723
6.12617764 1.16999703 4 3.19031589 0.27485285 0.30695747 1.59075878
1.03158742 1.26216968 4 1.45834633 0.2748905 0.27546457 1.14445373
3.8003427 1.23003767 4 2.70343054 0.27492905 0.28607884 1.16955058

6.20477011 0.99493458 4 2.87105404 0.27493853 0.37608119 1.64481294
4.4639354 -1.2150614 4 2.45744136 0.275012 0.29115777 -2.2805272
1.0502489 1.27262984 4 1.10063364 0.2750172 0.27209123 1.11717383

5.81007064 1.28099084 4 3.87799255 0.27505595 0.26942343 1.23733462
29.539578 1.27754873 4 18.7462775 0.27508309 0.27051867 1.25197921
18.420885 1.25816049 4 13.1552647 0.27517011 0.27676811 1.1592328

2.27064495 -1.2652817 4 1.82078458 0.27527032 0.27445679 -1.1152733
17.5097779 -1.3592292 4 8.45211561 0.27540267 0.24565771 -1.3929842
12.5706206 -1.2972126 4 8.91163733 0.27547527 0.26431919 -1.1360718
8.01138706 1.27876033 4 6.96444939 0.27550661 0.27013266 1.05906007
2.94247034 -1.3154894 4 1.79917021 0.27554148 0.25868044 -1.2474139
3.66113085 1.19150937 4 12.2232288 0.27554153 0.2993175 1.44586613
1.75800952 1.27381508 4 1.98875041 0.27574031 0.27171151 1.09888585
3.42699947 -1.2305029 4 6.25533648 0.2757461 0.2859224 -1.2973657
15.913017 1.29731048 4 11.2210999 0.27577083 0.26428869 1.13865907

4.21423816 -1.2674076 4 3.28775697 0.27579212 0.27377039 -1.1544533
44.5319829 0.36687087 4 98.4884328 0.27584714 0.73229916 -2.8164037
2.37498563 1.29856503 4 1.7020224 0.27586082 0.2638979 1.15780698
2.37101279 1.27298706 4 1.72598081 0.27590325 0.27197673 1.11068059
2.12326675 -1.3278952 4 1.35854831 0.27592038 0.25491983 -2.1856993
11.4990897 1.33578175 4 13.8384513 0.27593847 0.25255692 1.14501885
2.90732497 1.33752082 4 6.113516 0.27600423 0.25203876 1.37850501
1.07715939 1.26572259 4 1.31981909 0.27604561 0.2743143 1.10673568
16.7658573 1.29444127 4 11.988632 0.27606148 0.26518454 1.13080023
46.7372549 1.25382448 4 96.7520598 0.27614069 0.27818455 1.3238991



13.0368622 -0.4776746 4 1.75468071 0.27616938 0.65781283 -4.7909697
7.58448139 1.00454438 4 4.03142648 0.27618726 0.37195438 1.61329046
7.2358063 -1.2153796 4 19.2359228 0.27620096 0.29104897 -1.3693022

1.55577309 -1.2926885 4 1.093002 0.27620418 0.26573327 -1.2452486
2.33219107 1.19300048 4 1.43003116 0.2762754 0.29879459 1.3649705
1.02879971 1.22749074 4 1.53062453 0.27634416 0.28693662 1.25272999
9.27301054 1.25783243 4 7.426465 0.27636282 0.27687503 1.11988487
1.83664705 1.13351066 4 1.28621857 0.27639334 0.32033101 1.62555905
5.16288958 -1.3023834 4 3.63805101 0.27639966 0.26271192 -1.1758069
1.48888898 -1.3018071 4 1.04398925 0.27657088 0.26289059 -1.2047145
2.58211507 1.28430056 4 1.62465423 0.27660198 0.26837435 1.17912816
1.15925741 -1.2816524 4 1.39845964 0.27667201 0.26921344 -1.0917243
11.6964855 -1.291921 4 7.96106935 0.27669497 0.26597388 -1.1916883
11.4578245 1.2898338 4 8.97399237 0.27671529 0.26662928 1.10571132
35.4760747 -1.3591117 4 17.0696247 0.27673756 0.24569184 -1.3765454
2.16331921 1.27226031 4 1.58138514 0.27675165 0.27220972 1.16549598
4.00289855 1.27773806 4 2.9337114 0.27675679 0.27045831 1.17873106
1.39119852 1.27414106 4 1.05559085 0.2767755 0.27160716 1.11440011
5.44531387 1.27362089 4 4.39342778 0.27687472 0.27177369 1.08947735
24.3617311 -1.3408472 4 29.0740926 0.27687529 0.25105056 -1.1480642
2.49491629 1.32179505 4 1.50096724 0.27687543 0.25676229 1.31419234
36.1548931 -1.3942864 4 12.4630875 0.27688803 0.23568722 -1.5265212
6.8364626 1.20397536 4 4.14883711 0.27693902 0.29497216 1.27202878

11.2370203 -1.2751851 4 9.39271052 0.27707087 0.27127322 -1.0699034
367.211231 1.33914304 4 188.451744 0.27713682 0.25155636 1.30482058
3.60714801 1.26940844 4 3.98964938 0.27716698 0.27312586 1.07171881
2.13239814 -1.2938005 4 1.44023091 0.2773077 0.26538502 -1.1982326
2.13801781 -1.2433777 4 2.9649861 0.27733918 0.28162568 -1.1925213
1.62204474 -1.1781328 4 5.37000881 0.27734747 0.30404693 -1.4858473
1.01951314 1.235863 4 1.86055572 0.27739172 0.28412607 1.24239739
1.49625025 1.19661209 4 1.00030513 0.27739947 0.2975316 1.20977491
1.67006521 1.21824169 4 3.53387687 0.27740248 0.29007215 1.37166072
14.060437 -1.358123 4 3.73990271 0.2774963 0.24597902 -1.7696247

4.09076285 1.24415567 4 3.69023589 0.27750896 0.28136804 1.0660582
53.3473388 -1.3478701 4 25.4263956 0.27757161 0.24897665 -1.3280646
16.1932129 -1.2824684 4 11.1256973 0.27765335 0.2689546 -1.1636877
1.16455917 1.28553368 4 1.02290254 0.27773105 0.2679845 1.09106354
1.19073272 1.23724676 4 2.47061638 0.27785063 0.28366407 1.44685214
1.17258019 -1.2380759 4 1.83401883 0.27802725 0.28338759 -1.1603709
1.17258019 -1.2380759 4 1.83401883 0.27802725 0.28338759 -1.1603709
4.2434401 1.18798508 4 8.46020832 0.27807241 0.30055683 1.28495194

1.93559968 -1.2530352 4 2.4121003 0.2781178 0.27844313 -1.0977787
1.95011043 1.20268645 4 1.4140679 0.27823521 0.29541868 1.21015327
2.74460391 1.18708488 4 1.93411499 0.27824782 0.30087416 1.31748904
2.03813238 1.23824423 4 2.65729234 0.27825066 0.28333148 1.10071315
2.16424797 -1.2602768 4 1.6644461 0.27825538 0.27607927 -1.5211186

11.35471 1.30989594 4 7.24799048 0.27828653 0.26039363 1.21382286
1.96326491 1.30973274 4 1.32814496 0.27834326 0.26044378 1.21876109



9.10751641 1.23181446 4 6.85791397 0.27835191 0.28548187 1.16642653
51.0027122 -1.2893976 4 55.7896608 0.27841146 0.26676646 -1.0647066
3.65775275 -1.2523408 4 3.93114202 0.27844131 0.2786708 -1.0319532
753.50413 1.26457632 4 633.584075 0.27844392 0.2746849 1.07380432
3.7302903 1.17908654 4 2.66698168 0.27856244 0.30370744 1.24940531

6.99829544 1.17621626 4 5.64624397 0.27857549 0.30473025 1.16280377
1.44865779 1.28897415 4 1.05826432 0.27868638 0.26689968 1.22287798
1.64381167 -1.2696661 4 1.13939147 0.27877573 0.27304296 -1.1504397
5.63262084 1.14692046 4 2.68024429 0.27881195 0.31535448 1.44661293
1.18285612 1.21188656 4 1.13697603 0.27882787 0.29224536 1.20103457

1.456393 -1.2497874 4 1.08516077 0.27886104 0.27950957 -1.1058436
2.89888667 1.17515814 4 1.72195153 0.27891504 0.30510812 1.39325822
6.23534344 -1.2400845 4 3.62265083 0.27893115 0.28271886 -1.2739415
9.14967197 -1.2905447 4 10.0032346 0.27902323 0.26640588 -1.0772466
2.37182201 1.27861361 4 6.56839809 0.27905132 0.27017938 2.77859966
128.988188 1.28431241 4 96.7791484 0.27913705 0.26837061 1.1200789
2.60939168 1.29152694 4 2.9351402 0.27915041 0.26609749 1.13162149
3.04002556 -1.1845642 4 7.57507449 0.27917411 0.30176439 -1.3193072
3.89499014 1.26470209 4 3.20117959 0.27917677 0.27464422 1.10201399
1.31388133 1.25255341 4 1.0649173 0.27920354 0.27860108 1.1379487
1.34837964 1.17822401 4 1.2160299 0.27922809 0.30401446 1.2631089
3.69740739 -1.2628935 4 2.67860468 0.27926391 0.27522985 -1.1349024
5.48349728 -1.2594351 4 6.07796558 0.27929918 0.27635305 -1.0610179
5.48349728 -1.2594351 4 6.07796558 0.27929918 0.27635305 -1.0610179
5.48349728 -1.2594351 4 6.07796558 0.27929918 0.27635305 -1.0610179
5.48349728 -1.2594351 4 6.07796558 0.27929918 0.27635305 -1.0610179
5.48349728 -1.2594351 4 6.07796558 0.27929918 0.27635305 -1.0610179
5.48349728 -1.2594351 4 6.07796558 0.27929918 0.27635305 -1.0610179
5.48349728 -1.2594351 4 6.07796558 0.27929918 0.27635305 -1.0610179
5.48349728 -1.2594351 4 6.07796558 0.27929918 0.27635305 -1.0610179
5.48349728 -1.2594351 4 6.07796558 0.27929918 0.27635305 -1.0610179
25.4196431 1.06278038 4 18.4963582 0.27935 0.34778631 1.34666896
2.11604749 1.19456035 4 1.54219231 0.27937413 0.29824848 1.41876878
1.15314375 1.24754749 4 1.06653883 0.27939955 0.28024733 1.09345245
1.06185033 -1.2873345 4 1.40225707 0.27941753 0.26741616 -1.2491605
12.2708156 1.25951089 4 8.71553199 0.27942478 0.27632838 1.18100023
3.60675413 1.28095886 4 3.97160643 0.27953804 0.26943359 1.08672381
61.021994 1.41044289 4 9.68296812 0.27954746 0.23122817 2.55684028

1.03178287 -1.2482359 4 1.27243836 0.27957604 0.2800204 -1.0905193
21.4364733 1.26005847 4 26.9339942 0.27962831 0.27615027 1.11488723
1.04512049 -1.2555402 4 1.11424391 0.27969405 0.27762326 -1.1733844
1.6171387 -1.2591875 4 1.40486831 0.27976195 0.27643364 -1.3079627

3.32809221 1.32204526 4 4.28268365 0.27977204 0.25668646 1.15909506
2.92007666 -1.2632608 4 1.80538147 0.27979377 0.27511082 -1.7145248
8.75684441 -1.2600855 4 12.8545941 0.27982754 0.27614149 -1.1654697
19.5965338 -1.3235561 4 23.3610606 0.27989912 0.25622906 -1.1303542
1.25301239 1.25635416 4 1.47586519 0.27996113 0.27735734 1.13031576
28.0894092 -1.3657403 4 8.0295252 0.28013608 0.24377495 -1.6795648



5.25297044 1.19350218 4 4.3627173 0.28015411 0.29861884 1.13717472
210.165263 -1.1892349 4 457.85137 0.28016427 0.30011677 -1.2748793
4.59476922 -1.2788488 4 5.21097672 0.28021959 0.27010451 -1.104105
54.4028693 1.38466616 4 18.9253037 0.28042338 0.23838274 1.53414802
3.00322287 -1.2149434 4 2.7153654 0.28044312 0.29119814 -1.0882172
17.3400482 -1.2317898 4 20.1900625 0.2805248 0.28549015 -1.056461

2.836845 1.23839178 4 2.28670551 0.28054111 0.28328231 1.12299637
140.387776 1.23924876 4 72.015372 0.28058208 0.28299692 1.40747446
1.44342609 1.40066527 4 2.97910411 0.28059163 0.23391658 1.51743049
4.23956946 1.22463945 4 5.59926762 0.28073219 0.2878998 1.11894164
1.2670461 -1.2411398 4 1.62637611 0.28077621 0.28236811 -1.0993588

4.10146794 -1.2754121 4 2.69002044 0.28078424 0.27120068 -1.1625645
1.29029741 1.26959934 4 1.8921345 0.28085649 0.27306444 1.44763893
1.43702531 1.22399406 4 1.21254038 0.28086326 0.28811824 1.11979353
9.14879252 -1.3152072 4 4.42822382 0.28097202 0.25876662 -1.3278614
7.05327136 -1.2982722 4 4.66192346 0.28103814 0.26398908 -1.2011406
7.05327136 -1.2982722 4 4.66192346 0.28103814 0.26398908 -1.2011406
1.36647125 1.27476147 4 1.03141851 0.28105882 0.27140867 1.2051953
6.05408092 -1.2752528 4 6.9018728 0.28109028 0.27125157 -1.0835735
33.7306454 1.18990547 4 19.5976452 0.28117261 0.29988092 1.35761215
9.29091554 1.27138328 4 5.92619938 0.28126801 0.27249115 1.22651978
13.0381385 -1.2819128 4 18.3717847 0.28126807 0.26913079 -1.1888578
1.26202963 1.22333852 4 1.05027214 0.28127088 0.28834028 1.1865274
3.97869919 1.22395896 4 2.99101431 0.2812895 0.28813013 1.13200079
1.52082931 1.31014864 4 1.21206947 0.28133867 0.260316 1.33369293
2.69179342 1.36867598 4 1.10619707 0.28143925 0.24293072 1.51828413
1.77092896 1.22914408 4 1.59586957 0.28144209 0.28637951 1.10816982
3.75211064 1.27813345 4 2.64934573 0.28147911 0.27033232 1.14683422
14.5727277 -1.2112751 4 13.6203365 0.28149189 0.29245528 -1.0542476
28.5969157 1.28250958 4 20.3707589 0.28158633 0.26894155 1.14919504
2.30095941 1.21929061 4 1.77166268 0.28161858 0.28971493 1.1199637
3.36763277 1.22048439 4 2.62563526 0.28163629 0.28930889 1.17436616
3.62581616 -1.2843407 4 4.16339059 0.28164212 0.26836165 -1.0855292
3.62581616 -1.2843407 4 4.16339059 0.28164212 0.26836165 -1.0855292
376.199245 -1.2998502 4 211.612153 0.28167889 0.26349816 -1.2619573
27.398886 -1.3731261 4 7.8811471 0.28178247 0.24165646 -1.6882958

5.20563181 1.22244587 4 2.9000341 0.28182606 0.28864289 1.33270918
2.89481535 1.27655367 4 3.54928557 0.28190589 0.27083608 1.10722394
2.71979609 1.26570442 4 1.63052725 0.28194691 0.27432017 1.21467394
15.0996247 -1.2557911 4 18.2291584 0.2820208 0.27754125 -1.0874388
119.778489 1.28901015 4 64.9651242 0.28202491 0.26688835 1.29642752
1.71655927 -1.2442591 4 1.09735247 0.28204852 0.28133381 -1.2492745
426.782865 -2.1539629 4 4.03029658 0.2820907 0.09754703 -9.1499314
2.14710305 1.23543904 4 1.35462419 0.28214007 0.28426776 1.1865183
1.10352716 1.42946978 4 2.34871897 0.28214424 0.22608457 1.86397844
1.10352716 1.42946978 4 2.34871897 0.28214424 0.22608457 1.86397844
2.72767724 -1.220032 4 1.38065103 0.28236002 0.28946269 -1.4748566
3.77468299 1.31302284 4 4.79476079 0.28249922 0.25943456 1.15421479



1.74598884 1.24793315 4 1.20809735 0.2825272 0.28012018 1.29016541
119.845691 -1.0820742 4 94.465943 0.28255545 0.34009333 -1.2610087
5.16126646 1.21301461 4 8.93886401 0.28256945 0.29185849 1.19507007
137.048802 1.29548773 4 77.2198739 0.28259911 0.26485747 1.26810486
8.7314047 1.18328579 4 6.82642374 0.28266535 0.30221683 1.19025253

2.22230211 1.19464394 4 1.49133951 0.28266916 0.29821924 1.45913183
3.32575362 -1.2110988 4 5.26493626 0.28277918 0.29251581 -1.1524599
1.59204617 1.20685093 4 1.13020663 0.28281152 0.29397826 1.15953219
4.98990878 1.24051184 4 4.57703613 0.28287002 0.28257678 1.04448617
5.02370555 1.18966993 4 3.95796506 0.28290002 0.29996375 1.17522085
7.5175332 1.30975715 4 2.7414712 0.28291194 0.26043628 1.43790015

13.8182453 1.22127809 4 10.3573382 0.28293029 0.28903922 1.16846094
3.52420058 -1.1953057 4 2.84383454 0.28294223 0.29798788 -1.1557744
3.85842325 1.16994134 4 3.05877562 0.28298437 0.30697749 1.15900486
1.71073723 1.23001895 4 1.63919642 0.28299857 0.28608513 1.03225595
46.4815278 -1.3191376 4 54.8977386 0.2830137 0.25756898 -1.1353337
1.51382529 1.22714578 4 1.30319051 0.28301665 0.28705299 1.11823923
6.98695756 -1.2018643 4 5.41723808 0.28304708 0.29570382 -1.1493204
1.6208083 1.17119531 4 1.00831439 0.2830627 0.30652717 1.42646476

35.2616722 -1.3115125 4 40.7331747 0.28313303 0.25989737 -1.1233088
1.46477876 1.19799117 4 1.09523038 0.28316739 0.29705065 1.14854591
1.50368351 -1.3208184 4 2.45719816 0.28321226 0.25705848 -1.2735472
1.2368557 -1.2101534 4 1.00912896 0.28323421 0.29284069 -1.1541802

1.97100786 1.22392188 4 2.53422593 0.28325064 0.28814268 1.14432405
1.58841177 -1.201107 4 1.29692781 0.28327171 0.29596673 -1.1493839
4.0377986 1.1755164 4 3.17161062 0.28333631 0.30498013 1.14958981

4.69499726 1.20211711 4 10.9278561 0.28334276 0.29561612 2.5435108
1.465818 1.13653127 4 1.56285274 0.28334703 0.31920376 1.47270493

11.0108396 1.17757131 4 9.5536 0.28348109 0.30424698 1.11021737
1.76456919 1.24343564 4 1.55436864 0.28348913 0.2816065 1.05188617
25.3030336 1.27639709 4 18.3887156 0.28349609 0.27088606 1.13870964
3.83351679 1.20778888 4 1.87811649 0.28357736 0.29365475 1.34757089
2.09763575 1.22947152 4 2.62136447 0.28367457 0.2862693 1.1301815
4.43590004 -1.2478174 4 8.47729884 0.28369947 0.28015833 -1.2708568
3.25824078 -1.2782254 4 3.87097472 0.28370551 0.27030303 -1.1455925
217.190768 1.05926758 4 170.529776 0.28370737 0.34920363 1.27014355
1.61310757 1.270968 4 1.13414833 0.28375117 0.2726245 1.16179092
1.00412278 1.287482 4 1.64663509 0.28390026 0.26736965 1.25194447
2.48677204 -1.146723 4 1.877147 0.28395047 0.31542722 -1.3931628
15.0790671 -1.2034228 4 14.0969937 0.28397411 0.29516352 -1.0539976
12.1863159 -1.6529217 4 50.3962239 0.28398975 0.17369041 -1.9614696
71.9031416 1.27034962 4 51.8406515 0.28401209 0.27282319 1.13960082
3.23164856 1.24714062 4 2.10000715 0.2840759 0.28038154 1.21709419
1.65878118 1.19584282 4 1.22159038 0.28413425 0.29780019 1.18446439
2.81024093 1.22153868 4 2.30622053 0.28413742 0.28895073 1.08819803
2.24241347 1.46689312 4 4.80604468 0.28416562 0.21629978 1.74565455
3.57222724 1.25399618 4 2.22475044 0.28425399 0.27812833 1.20131091
4.30423888 -1.3361565 4 7.53524203 0.28425912 0.25244517 -1.3748343



2.77714266 1.24330284 4 2.48936405 0.28428904 0.2816505 1.05708055
3.51146673 -1.2675168 4 4.20803625 0.28430726 0.27373517 -1.1398687
2.15797983 1.1779594 4 1.68991895 0.28432856 0.30410871 1.14664583
8.82073607 1.16242961 4 7.42226373 0.28434742 0.30968794 1.16796286
4.02198076 1.22379796 4 3.72264904 0.28435318 0.28818465 1.03944759
7.66383612 1.17713504 4 19.0331451 0.28440814 0.3044025 1.33444118
8.27441257 1.07637347 4 5.76372268 0.28444062 0.34235031 1.29911583
1.01918615 1.2025455 4 2.7742742 0.28450629 0.29546754 1.64523254
2.45308194 -1.2195548 4 2.95448014 0.28456384 0.28962504 -1.0909476
17.431182 -1.2653037 4 12.6325215 0.28461661 0.27444968 -1.1217263

3.70582158 1.10430525 4 2.05348504 0.28467256 0.33141975 1.38886803
1.24681235 -1.1591232 4 1.28564021 0.2846946 0.31088803 -1.2496761
2.77307874 1.21173933 4 3.99267572 0.28469528 0.29229589 1.14719974
7.05412032 1.25673413 4 8.45699567 0.28471146 0.27723329 1.11057554
3.49304666 -1.3116214 4 4.26620634 0.28474671 0.25986398 -1.21052
3.07537698 -1.2416482 4 2.38311607 0.28480586 0.28219929 -1.1647974
3.03222821 1.2037707 4 2.57903974 0.28485505 0.29504302 1.14271478
1.96702622 1.23406303 4 1.67430398 0.28489005 0.2847281 1.08696838
1.6618957 1.22623847 4 2.07001935 0.28491816 0.28735927 1.14555557

8.00851692 -1.2136284 4 17.4940839 0.28492011 0.2916482 -1.2919252
1.30522549 -1.2251656 4 1.28316465 0.28503959 0.28772184 -1.2342635
55.305645 1.25772085 4 43.622612 0.28508029 0.27691141 1.09950756

1.80862283 -1.2873824 4 2.30757689 0.2851582 0.26740104 -1.1506077
3.41620236 1.21654705 4 7.3413913 0.28521715 0.29065016 1.37853804
7.10578525 -1.2197869 4 9.20405949 0.285318 0.28954605 -1.1168917
11.6289875 -1.2417696 4 8.89544013 0.28536586 0.282159 -1.1332125
4.28139766 1.20245668 4 2.03986773 0.28537828 0.29549834 1.56572861
93.7807652 -1.350159 4 119.278276 0.28538171 0.24830434 -1.1987718
1.08420882 -1.2243549 4 1.23946897 0.28538902 0.2879961 -1.1103792
2.44969245 1.19902833 4 1.80090889 0.28544106 0.29668943 1.15780087
2.80725239 1.18506091 4 2.44539788 0.28550173 0.30158877 1.13785727
2.06648595 1.19552961 4 1.18013182 0.28552307 0.29790962 1.27166504
1.5649557 1.27029938 4 1.11430282 0.28553122 0.27283934 1.19256604

5.36355888 -1.3129963 4 1.27518857 0.28560775 0.25944268 -1.6766782
1.68584045 -1.2609625 4 1.02101781 0.28562554 0.27585644 -1.2360699
1.81823815 -1.3029577 4 2.41637939 0.28565387 0.26253401 -1.2767338
2.95388152 -1.1967604 4 4.37222133 0.2857222 0.29747984 -1.1782405
14.610964 0.27656449 4 40.009601 0.28575121 0.79581689 -2.7422485

2.95880305 -1.2533711 4 2.12148054 0.28577783 0.27833305 -1.1846025
1.63612896 1.19319748 4 2.40531704 0.28580104 0.29872557 1.17082772
2.42439592 1.24163863 4 3.88561534 0.28581502 0.28220247 1.26034728
5.44192506 1.14713758 4 17.6936048 0.28586129 0.31527449 1.38827376
73.4634161 -1.2752226 4 89.7880913 0.28592027 0.27126125 -1.1176293
2.63042162 1.22854408 4 2.97422671 0.28593125 0.28658157 1.04583717
1.31711092 1.19084407 4 1.05972591 0.28593959 0.29955109 1.26884333
1.40595452 -1.258293 4 1.77551725 0.28596875 0.27672492 -1.173454
3.24181692 -1.2369979 4 2.11220772 0.28598398 0.28374712 -1.2263433
4.10092338 -1.235649 4 4.72833417 0.2859854 0.28419759 -1.0842975



49.691475 1.2241225 4 32.0526183 0.28598602 0.28807476 1.21749237
5.12022955 -1.0423072 4 289.444206 0.28609281 0.3561194 -1.6852996
2.80867941 -1.2497785 4 1.37729744 0.28615463 0.27951249 -1.2869451
13.0009106 1.25292447 4 14.0553399 0.28620106 0.27847943 1.05238467
3.51132797 1.2018446 4 2.74302583 0.2862143 0.29571066 1.14362623
1.25802523 1.25059193 4 2.06720368 0.28623568 0.27924504 1.2418297
2.21725254 -1.2515164 4 2.6242535 0.28628088 0.27894135 -1.1414321
6.90618157 1.14750291 4 4.12918183 0.28637594 0.31513995 1.47572478
212.825719 -1.2405865 4 184.429594 0.28639864 0.28255196 -1.0567349
1.30220665 1.24762948 4 1.00913761 0.28639996 0.2802203 1.11328044
1.53013477 1.23021088 4 1.94163467 0.28642324 0.28602059 1.17287854
1.3295607 1.24575408 4 1.12478836 0.28655173 0.28083937 1.10076788

16.9794831 -1.2529429 4 79.8074069 0.2865725 0.27847339 -1.5983978
2.85304276 -1.2202131 4 2.15196428 0.28667085 0.28940112 -1.1520661
2.64126892 -1.3261048 4 3.67379435 0.28667541 0.25545926 -1.2432236
13.8290493 1.14027441 4 8.54379608 0.28668749 0.31781193 1.30507643
1.9721558 1.24111791 4 2.67467705 0.28671019 0.28237539 1.18317511

57.1137302 1.27369207 4 28.5248296 0.28677249 0.27175089 1.38486916
2.9577618 1.28281168 4 3.57384548 0.28681715 0.2688458 1.15814343

1.11222963 1.24413641 4 1.26365334 0.28683782 0.28137442 1.08947278
1.4336177 1.20561358 4 1.06994604 0.28684401 0.29440554 1.16436565

17.3912114 -1.2069353 4 24.3980276 0.28686994 0.29394916 -1.1389908
13.4668916 1.18887057 4 20.2563744 0.28699648 0.30024499 1.14947941
1.05778299 -1.175586 4 1.50055932 0.28703297 0.30495527 -1.2181626
7.92756915 1.19876452 4 22.1698367 0.28704842 0.29678127 1.37228963
72.942566 1.19984032 4 67.8472091 0.28712556 0.29640692 1.05324937
3.0049723 -1.1928195 4 4.51045332 0.28713236 0.29885801 -1.1817339

1.73335555 1.20689482 4 2.41702037 0.2871659 0.29396311 1.15289407
12.6502912 1.15093908 4 10.8770221 0.28716709 0.31387707 1.1537755
2.53058661 -1.1963763 4 2.31148522 0.28716969 0.29761391 -1.1072572
106.647682 -1.229817 4 85.5256495 0.28719539 0.28615307 -1.0990676
2.79020654 -1.1784492 4 7.77208969 0.28735358 0.30393429 -1.3455589
1.71378818 -1.1946043 4 2.42096991 0.28738805 0.2982331 -1.1747032
77.3273764 -1.2358509 4 57.6510823 0.28749572 0.28413009 -1.1417183
1.74792315 -1.1522821 4 1.18125941 0.2874976 0.31338473 -1.2676132
7.65160103 -1.2654461 4 5.4430708 0.28750122 0.27440366 -1.1569876
1.92296706 1.20945592 4 1.71785215 0.28753881 0.29308061 1.1163498
1.31441748 1.18337876 4 1.02376162 0.28756876 0.3021839 1.14750715
7.5750709 -1.3351718 4 10.0613575 0.28757699 0.25273891 -1.2089063

14.7368049 -1.3179782 4 7.12574614 0.28766366 0.25792169 -1.3788829
1.83885058 -1.2477373 4 1.21271277 0.28766411 0.28018475 -1.1834628
4.37179876 1.17699657 4 3.26975885 0.28766805 0.30445187 1.19051268
3.85262282 1.17334215 4 3.23458986 0.28768074 0.30575765 1.11704477
5.11307825 1.30485004 4 6.46444696 0.28768238 0.26194855 1.15463958
5.11307825 1.30485004 4 6.46444696 0.28768238 0.26194855 1.15463958
46.1896135 1.09676842 4 27.2951579 0.28771362 0.33433758 1.43324156
2.09805426 -1.2819053 4 3.01137834 0.28774217 0.26913317 -1.2192563
16.7240029 1.25467726 4 11.5090236 0.28776309 0.27790543 1.17216517



6.30382108 -1.1862102 4 4.78246562 0.28779904 0.30118279 -1.2009843
5.48144124 1.16614591 4 4.51688831 0.28780771 0.30834422 1.1243411
1.29428398 1.22200337 4 1.06177712 0.28788965 0.288793 1.1306838
64.5692924 1.20251613 4 44.4090561 0.28796842 0.29547773 1.21835233
2349.79003 -1.8664021 4 60.6932634 0.28796875 0.13539349 -6.73539
2.6089288 -1.1950765 4 3.94168486 0.2880179 0.298068 -1.151225

3.82801464 1.17568058 4 2.91915928 0.28804047 0.30492149 1.15598798
2.4029086 1.24243192 4 2.03502755 0.28807354 0.28193923 1.07269331

13.9392234 0.90546998 4 3.58329503 0.28808601 0.41642491 3.3365429
13.702505 1.20079082 4 11.955019 0.28814434 0.29607654 1.08780222

5.11181731 1.18335158 4 4.52652202 0.28822218 0.30219353 1.11251886
2.77530428 -1.1896729 4 2.43317726 0.28822794 0.2999627 -1.1033687
1.4817128 1.22633606 4 1.10399702 0.28824349 0.28732631 1.10640792

1.03224609 1.26867517 4 2.76447085 0.28825872 0.2733619 1.56725146
2.06625401 1.22459857 4 1.55132457 0.28826039 0.28791363 1.12383441
20.8323287 0.96437429 4 9.41716276 0.28832209 0.38946967 1.7354953

4.54945 1.18545371 4 3.78237033 0.28834844 0.30144996 1.12583202
2.02872521 -1.1896411 4 1.61954709 0.28840808 0.2999739 -1.1182515
4.62237453 1.05745821 4 3.40774493 0.28841254 0.34993567 1.42745001
76.849423 1.24896286 4 55.1519611 0.28847226 0.27978094 1.14699541

3.46928216 1.22928606 4 4.96862989 0.28848738 0.28633172 1.14351851
1.42955564 1.20575212 4 1.25227121 0.28850683 0.29435767 1.12370795
3.29281832 -1.2657173 4 3.92744903 0.28851807 0.274316 -1.1158121
1.39974038 1.27867779 4 1.21143758 0.28852683 0.27015894 1.26786052
2.92860456 -1.2487113 4 1.00499534 0.28853401 0.27986379 -1.4336917
22.4790047 -1.1858134 4 36.1992398 0.28858494 0.30132291 -1.1772774
2.2211081 -1.229676 4 6.93793736 0.28859226 0.28620051 -1.449858

1.03430087 -1.1870452 4 1.63148156 0.28867215 0.30088815 -1.2746161
13.5013206 -1.2005464 4 28.0429505 0.28868325 0.29616145 -1.2750844
18.0926956 -1.2479971 4 12.5209115 0.28879535 0.28009909 -1.1728726
14.4941447 1.00161195 4 9.43418643 0.28887511 0.37320947 1.39068012
1.81978525 1.18852173 4 1.5581567 0.28890841 0.3003678 1.14880064
9.04124302 1.24203007 4 6.19197524 0.28894664 0.28207255 1.16553831
23.8236967 -1.2774149 4 14.8544426 0.2890149 0.27056134 -1.2186105
1.54102307 -1.2325035 4 1.77709198 0.28902344 0.2852507 -1.0920679
1.68594124 1.36806825 4 1.51585965 0.2890521 0.24310526 1.67305961
2.34945998 -1.2762984 4 2.93395508 0.28910651 0.27091755 -1.1652644
8.95692926 -1.1505423 4 6.96887487 0.28917641 0.31402265 -1.1603821
24.1725556 1.20119273 4 31.0278244 0.2891971 0.29593694 1.09507185
1.11371389 -1.1419518 4 2.38543637 0.28931238 0.31719004 -1.3629837
78.343443 1.21779686 4 49.8513377 0.28944099 0.29022377 1.22447585

3.07852922 1.21241278 4 4.08392886 0.2895609 0.29206483 1.13957409
1.76546105 1.2229977 4 1.50552833 0.2896501 0.28845578 1.08036644
1.76546105 1.2229977 4 1.50552833 0.2896501 0.28845578 1.08036644
8.6306436 1.11581921 4 6.58121547 0.2896671 0.3270069 1.23372807

11.0569834 1.21823296 4 8.57239381 0.28967197 0.29007513 1.11610695
2.67440539 -1.2104457 4 3.54390205 0.28972417 0.29274023 -1.1008799
3.8007302 1.23590752 4 2.82106636 0.28972701 0.28411119 1.1558939



2.59151465 1.16934912 4 2.12733494 0.28977293 0.30719037 1.11734569
15.5288878 1.21616331 4 10.676136 0.28977448 0.29078119 1.17228101
3.93917983 1.21206743 4 2.72269412 0.28978829 0.2921833 1.20922155
1.10723125 -1.1737651 4 4.58101101 0.28981548 0.30560624 -1.6084282
85.1839052 -1.5552993 4 285.146296 0.28982453 0.19485217 -1.7981233
3.14225973 1.22178204 4 2.15854143 0.28983932 0.28886812 1.14522214
12.438694 -1.2476398 4 13.8024294 0.28984256 0.2802169 -1.0624703

41.9946402 1.20444214 4 55.9913891 0.28984547 0.29481061 1.11306814
18.4536081 1.30200214 4 22.3336849 0.2898857 0.26283011 1.14678896
6.36451867 1.19625721 4 5.2997171 0.28991346 0.29765548 1.12737497
1.39161288 1.22515137 4 2.14609714 0.2899232 0.28772665 1.17703884
6.12168305 1.17696986 4 4.94091242 0.28999774 0.3044614 1.17257299
1.0017111 -1.2204094 4 1.2373449 0.2901377 0.28933438 -1.0857327

1.18322029 -1.2092124 4 1.8797613 0.29019202 0.29316442 -1.2076864
4.26453931 1.23822122 4 3.38784084 0.29020109 0.28333915 1.1100823
27.5205703 -1.2539051 4 29.7603109 0.29023361 0.27815815 -1.0623828
2.09941094 -1.2721489 4 3.8125557 0.2902375 0.27224546 -1.3266784
2.57342034 -1.2343786 4 1.67122637 0.29025704 0.28462245 -1.1553796
1.97979651 -1.1321173 4 106.624051 0.29031413 0.32085225 -1.9608318
3.12065338 -1.217399 4 2.28605659 0.2903489 0.29035945 -1.1612589
2.81196006 1.18209031 4 2.04537624 0.29040892 0.30264049 1.165533
6.76148288 -1.2459817 4 8.40722161 0.29043728 0.28076418 -1.1286133
67.7565745 1.40046257 4 15.4682417 0.29045503 0.23397264 1.86242108
6.72472881 -1.2780352 4 8.06248918 0.29047738 0.27036361 -1.11803
6.26614896 -1.2979492 4 12.666932 0.29048022 0.26408966 -1.3489353
6.26614896 -1.2979492 4 12.666932 0.29048022 0.26408966 -1.3489353
6.26614896 -1.2979492 4 12.666932 0.29048022 0.26408966 -1.3489353
8.39962177 -1.2440619 4 20.745777 0.29052038 0.28139908 -1.3969159
1.63062386 -1.2614479 4 2.10043491 0.2905648 0.27569881 -1.5254175
14.9043095 1.07475115 4 12.0897247 0.29059312 0.34299505 1.23804166
3.68695468 1.13862218 4 2.82755372 0.29063361 0.3184256 1.18467701
5.2090659 1.2450152 4 3.45885902 0.29073777 0.28108364 1.15192014

2.38586565 -1.200693 4 1.90714023 0.29074328 0.29611053 -1.1137142
3.30160574 -1.2623561 4 3.78117185 0.29078025 0.27540411 -1.1243049
4.38115611 1.27517206 4 2.73733342 0.29083273 0.27127739 1.23846932
1.87931714 1.15272248 4 1.4057142 0.29089564 0.31322347 1.18021885
7.46157892 1.08389466 4 6.1447735 0.29091038 0.33937544 1.26055767
1.29538593 -1.2020636 4 1.65556383 0.29092248 0.29563468 -1.1623083
5.3695283 0.94174561 4 2.66833381 0.29093455 0.39964481 1.65283501

2.04359189 -1.2461567 4 1.43987635 0.29101532 0.28070636 -1.2052082
1.07710889 1.21491879 4 1.00292223 0.29101634 0.29120654 1.08805759
3.63931205 1.2249834 4 2.71658383 0.29102188 0.28778345 1.17463324
1.82752321 1.24145519 4 1.19315134 0.2910665 0.28226337 1.18504928
2.0728105 -1.2426021 4 2.71297754 0.29111099 0.2818828 -1.2079859

1.82225694 -1.1456297 4 1.29951999 0.29111643 0.31583039 -1.2490002
22.9189046 1.15942909 4 18.7622575 0.29114152 0.31077682 1.14359492
1.64285591 1.188147 4 1.24854018 0.29117416 0.30049979 1.18444537
16.8680239 1.17108006 4 29.6917714 0.29117581 0.30656853 1.20056075



5.75352594 -1.1769514 4 5.10733033 0.29120941 0.304468 -1.0805322
4.09866569 1.14134903 4 2.55773461 0.29122641 0.31741339 1.3234876
1.19083583 -1.2727782 4 1.77012713 0.29123652 0.27204366 -1.2025933
55.5850962 1.12689509 4 33.9943793 0.29126271 0.32281265 1.33831145
22.1620437 -1.2543499 4 24.5618918 0.29130772 0.27801255 -1.0794448
2.10342268 1.19820483 4 2.95321235 0.29131297 0.29697621 1.11787011
1.32118818 -1.2018551 4 1.27480709 0.2913413 0.29570701 -1.1948414
5.74925999 1.25762731 4 4.03630769 0.2913676 0.27694191 1.16835635
1.35654763 1.19932928 4 1.03650197 0.29157168 0.2965847 1.24581246
1.13423059 -1.2733784 4 2.95259777 0.29159548 0.27185136 -1.4680446
1.86483135 1.19977759 4 2.68089398 0.2916314 0.29642874 1.14209041
1.02147791 1.25925819 4 1.33412528 0.29189377 0.27641062 1.16763546
4.46633419 -1.2609992 4 7.17457879 0.2919101 0.27584453 -1.230052
9.84888709 1.18512566 4 15.030711 0.29191947 0.30156588 1.17198035
50.7661389 -1.3790634 4 12.1526148 0.29198615 0.23996664 -1.8115729
1.99550329 -1.2683992 4 1.33081908 0.29201709 0.27345077 -1.2107099
10.1084028 1.14925094 4 8.7818116 0.29210284 0.31449691 1.12253506
12.2866161 -1.1683414 4 11.4371219 0.29217033 0.30755293 -1.0731807
804.944596 1.2081842 4 2118.42932 0.29220142 0.29351851 1.3831925
17.9795284 1.25763006 4 11.4259661 0.29220595 0.27694101 1.19620135
67.2115462 1.08840539 4 54.096211 0.29230413 0.33760251 1.1985088
1.02018446 -1.2130713 4 1.07987008 0.29236149 0.29183906 -1.080663
1.26612194 1.21315084 4 1.02398308 0.29239245 0.29181181 1.24554327
8.7923196 -1.334888 4 13.1300012 0.29240248 0.25282361 -1.2716185

71.5571716 -1.2849421 4 100.535591 0.29246248 0.26817146 -1.2107463
1.56592854 -1.1879182 4 2.51234328 0.29250483 0.30058041 -1.172045
4.26445098 1.23555012 4 3.03344765 0.29250561 0.28423063 1.17279868
12.5167167 1.2620543 4 15.2085577 0.29254522 0.275502 1.13378759
42.5212411 1.23271383 4 49.3525035 0.2926056 0.28518016 1.082049

1.197193 1.26989797 4 1.30467056 0.29261344 0.27296839 1.36589523
15.5484872 1.01865872 4 7.87168648 0.29262467 0.36596485 1.65275319
23672.0022 -2.131066 4 319.217814 0.2926415 0.10008784 -8.5326663
2.11501091 -1.1310253 4 1.3232907 0.29265027 0.32126127 -1.2599178
3.21505446 -1.2017222 4 4.48945424 0.2926738 0.29575313 -1.1565756
9.96331925 -1.3438602 4 2.77587593 0.29272014 0.25015873 -1.9439647
51.474177 1.58701263 4 4.02247979 0.29273195 0.1876996 7.77602792

1.32385646 1.22027557 4 1.13567081 0.29279846 0.28937987 1.14732032
3.42655691 1.26019326 4 1.18372522 0.2928191 0.27610644 1.4885744
24.9811445 1.1551997 4 21.1249512 0.29284382 0.31231768 1.12997854
1.63511832 -1.2157379 4 2.18446819 0.29285366 0.29092654 -1.1735557
1.8749123 -1.2074803 4 3.06212661 0.29288208 0.29376116 -1.1930172

1.81497253 1.17232458 4 1.36115613 0.29289726 0.30612217 1.14481825
1.74008838 1.22152239 4 1.42345441 0.29291852 0.28895626 1.07548597
2728.0693 -1.9737862 4 52.8171977 0.29303816 0.11964958 -7.0377957

1.86908649 -1.2232771 4 1.30424465 0.29309535 0.2883611 -1.1814712
2.60303753 1.21792555 4 3.25741937 0.29309688 0.2901799 1.10501578
1.20087684 -1.112124 4 15.9901533 0.29311759 0.32841728 -1.8458586
2.37512031 1.21718041 4 1.71812991 0.29314289 0.290434 1.13269089



1.70714731 1.22267258 4 2.58651782 0.29316509 0.288566 1.29349952
2.43815494 1.27742427 4 3.1052581 0.29317275 0.27055835 1.1738726
1.49697522 1.12523638 4 1.75139533 0.29318739 0.32343762 1.73496351
2.23957461 -1.1673504 4 1.94180791 0.29323264 0.30790986 -1.1562838
4.37200568 -1.216427 4 3.81700997 0.29324928 0.29069115 -1.0465637

1.625561 1.11852823 4 1.04563141 0.29326625 0.32597646 1.31917014
2.35443312 1.15831234 4 1.81026384 0.29328747 0.31118299 1.18019798
2.14830899 1.22151379 4 1.86477179 0.29328954 0.28895918 1.05882452
1.56522086 -1.1653208 4 1.24839012 0.29337869 0.3086421 -1.1578957
2.21173975 -1.187967 4 7.01359167 0.29339633 0.3005632 -1.5158817
1.73539759 -1.2572898 4 1.16279188 0.29343085 0.27705198 -1.3522059
2.33365307 1.19151096 4 2.89620725 0.29359213 0.29931694 1.10126882
2.32216409 -1.1703781 4 1.74418117 0.29361728 0.30682058 -1.1411767
2.14740288 1.22571321 4 1.30235039 0.29365276 0.28753672 1.29300457
1.44955645 -1.1506252 4 1.07613119 0.29388699 0.31399223 -1.1629878
4.16985072 1.16009066 4 3.81171025 0.29393435 0.31053643 1.10939448
1.12142396 1.16699248 4 1.14641744 0.29401019 0.30803888 1.1375779
1.71138831 -1.4059821 4 3.56491423 0.29405017 0.23245085 -1.6336662
2.11291092 1.15162247 4 2.30823991 0.29407531 0.31362646 1.72111632
6.07727921 1.1864359 4 4.39158174 0.29409141 0.30110312 1.18962081
6.07727921 1.1864359 4 4.39158174 0.29409141 0.30110312 1.18962081
4.91330386 1.233613 4 3.09369008 0.29421324 0.28487881 1.16952534
1.25996896 1.25898165 4 1.69378926 0.29428821 0.27650064 1.21618725
6.88962498 1.12983459 4 5.83459547 0.29430742 0.32170781 1.14920766
53.1218017 1.32670064 4 17.5492898 0.29430929 0.25527961 1.54912621
1.54676834 -1.1954193 4 2.89445539 0.29439478 0.29794815 -1.2176943
5.50258475 1.18825354 4 4.16500691 0.29440003 0.30046226 1.18179883
5.18865793 -1.2308252 4 5.79634009 0.29441463 0.2858141 -1.0613166
12.4658102 1.19145046 4 15.253803 0.2944606 0.29933818 1.08029468
242.861294 -1.247141 4 137.612625 0.29450237 0.28038143 -1.2759082
6.38627908 -1.2452557 4 2.50659519 0.29454145 0.2810041 -1.4943167
2.10400269 1.23149129 4 1.46981501 0.29455665 0.28559037 1.25219441
16.0100968 1.1243696 4 14.0236378 0.29462166 0.32376465 1.12969449
3.66941771 1.19795646 4 3.19365116 0.29462531 0.29706275 1.08389718
36.3472582 1.16725441 4 32.081761 0.294632 0.30794447 1.09064037
1.53115139 -1.1921799 4 1.3762757 0.29467906 0.29908223 -1.0714841
1.7574182 1.17609112 4 1.39517545 0.29475048 0.30477492 1.2020107

9.83362866 1.22746029 4 10.6064089 0.294821 0.28694689 1.05755994
1.06158835 -1.1927802 4 1.10946859 0.29482509 0.29887179 -1.1090623
2.81873685 1.06934556 4 1.7021001 0.29483301 0.34515124 1.36284383
2.75526049 1.21531537 4 2.3145942 0.2948333 0.29107094 1.10050423
260.927056 -1.5654661 4 10.6603319 0.29497977 0.19252911 -4.5365493
2.34247788 0.99988487 4 1.83197294 0.29502497 0.3739504 1.83149947
4.41488328 -1.1176064 4 3.43107527 0.2950283 0.32632676 -1.1969393
5.82338344 1.09322997 4 4.54596506 0.29508724 0.33571548 1.22247437
1.9471279 -1.2544995 4 2.58604851 0.29515815 0.2779636 -1.151758

1.67131068 1.20119244 4 2.04033184 0.29516201 0.29593705 1.0790225
1.48886736 1.23815706 4 1.02718705 0.2951634 0.28336053 1.19679257



565.300889 -1.4307504 4 101.416246 0.29519336 0.2257425 -2.129839
1.20866564 -1.2423063 4 1.84390714 0.2952357 0.28198089 -1.3376515
6.16341444 0.85711908 4 1.07955081 0.29525953 0.43969545 4.2140653
1.92454178 1.17818449 4 1.47061137 0.29526984 0.30402853 1.2333039
11.3229992 1.125075 4 8.5397733 0.2953031 0.32349849 1.18637907
5.40407048 -1.2211558 4 2.6483433 0.29532121 0.28908074 -1.3853903
38.8241885 1.22731977 4 18.4302563 0.29537391 0.28699429 1.37426374
1.12309277 -1.158624 4 1.17463067 0.29539466 0.3110696 -1.1422084
26.2060077 1.1879915 4 34.4309026 0.29540266 0.30055457 1.1060603
4.03988364 -1.2413625 4 5.611911 0.29550041 0.28229416 -1.1735184
1.37077599 1.22741131 4 1.69864276 0.29566932 0.28696341 1.11738996
1.53761421 -1.1648862 4 1.25377982 0.29567439 0.30879911 -1.1551553
2.30645615 1.2483143 4 1.28540976 0.29569531 0.27999456 1.26925601
38.3357249 -1.2241054 4 27.4689355 0.29569971 0.28808053 -1.1367055
1822.9104 -1.2214598 4 2678.1908 0.29573277 0.28897753 -1.1758256

3.03387202 1.16750353 4 5.60538492 0.29575825 0.3078547 1.27051863
3.03387202 1.16750353 4 5.60538492 0.29575825 0.3078547 1.27051863
1.0462193 -1.2009477 4 1.29371609 0.29585533 0.29602205 -1.074785

1.80076066 -1.2085347 4 1.02179604 0.29586817 0.29339776 -1.4761614
9.00122282 1.17997323 4 8.25041683 0.29596985 0.30339212 1.0502515
3.0274012 -1.2274754 4 1.67280899 0.2961175 0.28694178 -1.219961

3.84870684 -1.2050991 4 2.21136303 0.29616162 0.29458338 -1.2397459
17.9599052 1.15321284 4 12.6127393 0.29617786 0.31304397 1.24458891
7.08081242 -1.1585767 4 14.5896591 0.29619354 0.3110868 -1.2418504
10.5640364 1.21800957 4 7.10743431 0.29621494 0.29015126 1.16206447
2.01654119 1.26992878 4 1.04048346 0.29631026 0.27295849 1.35499424
7.07483316 1.12426199 4 6.20677755 0.2963618 0.32380527 1.15374161
6.92973267 -1.1715924 4 9.59544166 0.29637443 0.3063847 -1.1294036
19.2188256 -1.2563284 4 11.0609761 0.29640398 0.27736574 -1.2647145
8.52861528 -1.3828364 4 14.1912127 0.29654419 0.23889887 -1.4282909
2.50720776 1.23136514 4 1.80362002 0.29656142 0.28563272 1.1690472
3.34838989 -1.1995449 4 4.29517006 0.29671042 0.29650969 -1.1300816
1.31096118 1.20847142 4 1.07772809 0.29674655 0.29341955 1.08622622
3.03590187 1.18703632 4 2.54116075 0.29675185 0.30089129 1.1252677
3.13178914 -1.2418542 4 3.93772928 0.29678266 0.28213092 -1.1805083
3.57191348 1.19362767 4 3.91314924 0.29684559 0.2985749 1.04303721
12.1493846 1.19080238 4 9.00512513 0.29694585 0.29956573 1.16244333
1.38141601 1.2092957 4 1.61286478 0.29695025 0.29313574 1.1143175
5.50790543 -1.2014236 4 8.26883065 0.29699956 0.2958568 -1.1570777
1.21707144 1.16464322 4 1.64911842 0.29708813 0.3088869 1.1710504
4.37187829 -1.1876615 4 5.86106398 0.2971142 0.30067086 -1.1237877
2.23253878 -1.178376 4 1.98092124 0.29716296 0.30396033 -1.0788031
1.91069033 1.15640381 4 1.12310687 0.29720398 0.31187827 1.38221332
2.14399709 -1.2229668 4 1.7295318 0.29728059 0.28846626 -1.109435
9.7532996 1.21134792 4 7.2192931 0.29736582 0.29243026 1.15016861

15.0231237 -1.2938764 4 18.3358239 0.29742424 0.26536125 -1.1768727
16.5204094 1.28159403 4 20.6380615 0.29750269 0.26923195 1.17735185
1.38420146 -1.2343334 4 2.21031673 0.29750812 0.2846376 -1.4243253



1.84255725 -1.2694022 4 2.58588988 0.29751531 0.27312788 -1.22537
10.2117438 1.17008004 4 8.76322017 0.2975717 0.30692765 1.08917513
2.32564339 1.20123315 4 1.73941561 0.29765595 0.29592291 1.18298367
1.36033526 1.18817341 4 1.85610649 0.29767031 0.30049048 1.1947876
4.72243336 -1.2351735 4 5.86817848 0.29772643 0.28435653 -1.1524857
9.94047414 1.20809844 4 11.507716 0.29773614 0.29354806 1.08099665
18.1700331 1.15084746 4 68.9308129 0.29773694 0.31391068 1.4428407
6.49185775 1.2017826 4 9.44891585 0.29774809 0.29573218 1.15185753
1.61178599 1.17261115 4 2.04170991 0.2977729 0.30601947 1.11993997
3.18906392 -1.2083125 4 4.81546674 0.29779861 0.29347431 -1.2429934
1.53345885 1.17377894 4 1.42938254 0.29783576 0.3056013 1.30855619
9.61529842 -1.2573165 4 10.8506465 0.29790044 0.27704329 -1.1109781
108.539741 -1.1919944 4 87.4141313 0.29797147 0.29914733 -1.1047917
3.40257207 -1.2916991 4 6.10858311 0.2979891 0.26604347 -1.4127975
1.47465862 1.21329198 4 1.12453668 0.29809366 0.29176344 1.21276822
1.47465862 1.21329198 4 1.12453668 0.29809366 0.29176344 1.21276822
13.4710513 1.19536458 4 10.9811561 0.29810183 0.29796729 1.09143076
7.30242108 1.12430968 4 6.11309225 0.29814346 0.32378727 1.12519811
1.22462704 1.22026038 4 1.54452528 0.29819252 0.28938504 1.10516842
2.31102233 -1.1613487 4 2.0802212 0.29819699 0.31007978 -1.1086158
19.2649635 -1.1288729 4 17.4248392 0.29821667 0.32206891 -1.1061856
45.8332961 -0.8375175 4 27.0158614 0.29823231 0.4494256 -1.6065761
2.60178748 -1.1735405 4 4.76175699 0.29823988 0.30568665 -1.2149838
4.32755144 1.2123041 4 3.24902631 0.29824443 0.29210211 1.12309465
16.4595618 1.15860071 4 7.06202341 0.29826397 0.31107806 1.50490329
93.5491152 1.16263988 4 73.6458477 0.29833672 0.30961177 1.13167502
98.7617789 -1.6103218 4 1.11512068 0.29835929 0.18261569 -6.1211642
64.5732148 1.22837144 4 70.577124 0.29852132 0.28663974 1.06017769
2.19732406 1.20284688 4 3.81940283 0.2985647 0.29536306 1.33903583
18668374.1 -1.7794836 4 5172.54051 0.29861837 0.14977439 -125.80502
20.4245427 1.1705357 4 15.0990938 0.29863014 0.30676397 1.16802811
1.75447238 1.18474162 4 1.26838898 0.2986437 0.30170165 1.14315688
2.4920579 1.19594083 4 2.15437794 0.29869918 0.29776596 1.07503819

2.09835108 1.15337037 4 1.56723839 0.29870114 0.31298633 1.17583229
3.33121305 -1.249608 4 2.10616941 0.29877789 0.27956858 -1.2477571
7.63405064 -1.2737958 4 9.19427293 0.29881726 0.27171769 -1.1454925
7.79123979 1.18746319 4 10.5935654 0.29884098 0.30074076 1.12987692
2.73395264 -1.1693404 4 1.06160719 0.29885892 0.30719353 -1.6168191
3.57751511 1.18214181 4 4.34808205 0.29894472 0.30262223 1.07129571
39.9754637 -1.1432057 4 36.5522988 0.29894936 0.31672588 -1.0808572
7.28235313 1.2073777 4 4.19559996 0.2989655 0.29379653 1.35248028
2.5687526 1.19547146 4 1.24194788 0.29897279 0.29792994 1.49795012

1.31529614 1.13497902 4 1.15345412 0.29897463 0.31978258 1.27474801
18.3733678 1.15171215 4 16.8581957 0.29898601 0.31359359 1.07669172
5.92090603 1.29518647 4 2.11925901 0.2990995 0.26495159 1.558839
58.5481818 1.00617445 4 45.0888782 0.29916772 0.3712583 1.27359172
10.9741277 1.20996625 4 7.30130783 0.29923878 0.29290505 1.19760417
11.115309 -1.171085 4 32.1808933 0.29930153 0.30656675 -1.4249122



1.51910963 1.25727761 4 1.01217802 0.29930888 0.27705596 1.23807459
1.32080244 -1.199403 4 1.50307703 0.29934754 0.29655904 -1.1288751
87.5664559 -1.4643938 4 12.5336887 0.29939505 0.21693979 -2.5774421
1.61193228 -1.22662 4 1.27833682 0.29943308 0.28723043 -1.1211882
84.4386078 1.21537037 4 64.7419708 0.29944076 0.29105214 1.10026792
52.7334648 1.2186601 4 28.9465907 0.29964022 0.28992961 1.28501601
83.0467628 1.07867144 4 72.0167392 0.29967206 0.3414389 1.15858341
1.22718017 1.16804569 4 1.18283723 0.299695 0.30765941 1.18591692
1.01137978 1.18263372 4 1.38373977 0.29973856 0.30244785 1.10964926
1.01103235 -1.1500466 4 1.73533777 0.29974224 0.31420463 -1.3184238
1.04978457 -1.1574934 4 1.37240998 0.29985421 0.31148116 -1.1340214
1.92115853 1.15364857 4 1.23645888 0.29993107 0.31288456 1.1975696
2.18666469 1.21448566 4 1.47162983 0.29993336 0.29135472 1.18146318
14.6173522 -1.0798345 4 11.9733526 0.30005985 0.34097844 -1.1844029
282.915725 1.35685931 4 66.4580727 0.30007197 0.24634655 1.87976396
1.83996955 -1.166719 4 1.52054448 0.30009779 0.30813749 -1.1337614
2.97801285 1.14971732 4 5.21939084 0.30012104 0.31432556 1.21292863
2.43786019 1.17757931 4 3.52060295 0.30016161 0.30424413 1.12368133
1.29191546 1.2221318 4 1.71988621 0.30018533 0.28874943 1.18257304
1.7757228 1.15181467 4 1.47996562 0.30018707 0.31355601 1.12462305

102.170694 -1.1800652 4 139.521785 0.30023775 0.30335942 -1.1212655
151.046479 1.2388969 4 83.2246704 0.30035633 0.28311406 1.27994706
7.72807505 1.20577913 4 5.89257565 0.3003979 0.29434834 1.09646597
4.54410139 1.15363951 4 4.09282773 0.3005439 0.31288787 1.07581721
12.6688428 -1.2029374 4 9.20059956 0.30058889 0.29533169 -1.1263423
1.43978053 1.16935284 4 1.19434624 0.3005943 0.30718904 1.09185684
1.58927929 -1.1216578 4 2.99889137 0.30060142 0.32478975 -1.2880069
1.99265822 1.17497739 4 3.40802533 0.30065851 0.30517271 1.28205613
2.54608405 -1.1487868 4 5.70131686 0.30067419 0.31466752 -1.2739409
3.34741401 1.19384852 4 2.48219604 0.30068786 0.29849758 1.10966098
1.44794756 -1.1974175 4 1.09229421 0.30071019 0.29725063 -1.1572327
6.9878089 1.15504418 4 6.49253671 0.30073045 0.31237447 1.05549372

1.02615433 1.19916192 4 1.53947803 0.30075091 0.29664294 1.16241046
5.56504648 -1.2261535 4 7.57523076 0.30079277 0.28738798 -1.1680355
7.00339707 1.08237205 4 4.80996108 0.30080116 0.33997579 1.34384786
38.1550637 1.19506618 4 27.8755608 0.30083087 0.29807159 1.1531511
574.640962 1.19916775 4 368.242555 0.30087514 0.29664091 1.20947914
2.80696719 1.1427785 4 2.42712723 0.30092067 0.31688395 1.10076596
6.16148575 1.16107402 4 3.15532658 0.30098544 0.31017944 1.4308614
1.66169384 -1.1448694 4 2.80137875 0.30112315 0.316111 -1.2577858
203.000405 -1.3219277 4 52.2142196 0.30113339 0.25672209 -1.8662894
1.08941334 1.19018985 4 1.2592451 0.30122389 0.29978095 1.06658493
3.02224938 1.19666738 4 2.71154317 0.30126911 0.2975123 1.05214906
3.19607882 1.17854214 4 4.30581528 0.30128895 0.30390119 1.1074214
1.11617442 1.16331524 4 1.6521221 0.30133263 0.30936723 1.16351721
1.66851609 1.17279039 4 2.27840735 0.30143425 0.30595525 1.10832363
1.10640202 1.15011108 4 1.4073703 0.30143817 0.31418095 1.19411503
2.86189906 1.14639004 4 2.44050068 0.30151325 0.31554996 1.13401592



4.92332373 1.20722597 4 3.20572074 0.30153112 0.29384886 1.25672432
3.49982526 1.10898789 4 2.73769044 0.30153282 0.32961857 1.16306029
3.22157823 1.1355029 4 2.58150006 0.30155846 0.31958712 1.16916627
11.5593888 1.07209542 4 9.93107941 0.30163516 0.34405286 1.18814673
9.86988629 1.10144199 4 6.86827218 0.30173256 0.3325255 1.24068659
1.66844879 1.23720249 4 2.68447206 0.30177942 0.28367884 1.25180946
6.40046325 -1.0941292 4 5.46671091 0.30180187 0.33536482 -1.1777058
1.27600125 1.14357353 4 1.03032528 0.30186175 0.31658984 1.19592674
1.49703481 1.18158876 4 1.1030653 0.3019222 0.3028184 1.14247132
3.51498847 1.16389165 4 5.00619811 0.3019317 0.30915866 1.12117682
5.07853987 1.15833685 4 7.79975242 0.30196202 0.31117407 1.1819463
2.2612555 1.18681199 4 2.79292616 0.3019622 0.30097042 1.07765442

4.70202144 -1.1490276 4 8.15934776 0.30201474 0.31457899 -1.1967064
437.002386 -1.1712771 4 550.38508 0.30202261 0.30649782 -1.0845435
5.78719678 1.20129432 4 7.4487067 0.30203954 0.29590167 1.1286305
4.53402269 -1.1691626 4 6.33470469 0.30212712 0.30725746 -1.1524603
1.68647979 1.15381818 4 2.49193723 0.30218727 0.31282253 1.1562543
118.580123 -1.2232421 4 77.0687254 0.30221405 0.28837295 -1.1844551
118.580123 -1.2232421 4 77.0687254 0.30221405 0.28837295 -1.1844551
14.3775217 1.13468043 4 13.0411042 0.30223492 0.31989404 1.07390524
1.2827008 1.15483927 4 1.65718318 0.30224795 0.31244932 1.30869129

4.00103282 -1.3057689 4 5.59467702 0.30229687 0.26166474 -1.2547292
9.06741435 -1.2523345 4 3.6328089 0.30231885 0.27867287 -1.3994265
2.90750224 1.16076391 4 2.52648008 0.30234538 0.31029198 1.09914011
27.5357292 -1.3307448 4 36.4464474 0.30234779 0.25406358 -1.2449335
2.84302112 -1.1865241 4 3.48503873 0.30236328 0.301072 -1.1147825
2.53378611 1.18652789 4 2.14691794 0.30239901 0.30107066 1.0729012
2.84695487 1.18952583 4 3.31719344 0.30240392 0.30001443 1.08566309
10.6161585 -1.2585341 4 13.1766184 0.30240566 0.27664638 -1.1400335
1.58104766 -1.1938219 4 1.13675495 0.30242755 0.29850689 -1.2897248
4.22275086 -1.1620652 4 8.54649515 0.30248118 0.30982001 -1.24392
4.50058105 -1.1996935 4 3.01091417 0.30252928 0.29645799 -1.183142
33.0559399 1.04759615 4 15.6361029 0.30259749 0.35394981 1.65469941
10.3545256 1.19003209 4 8.21400562 0.30262509 0.29983641 1.08749898
12.5956282 -1.1444858 4 10.53 0.302658 0.31625268 -1.1264312
2.22984876 1.19152124 4 1.75985556 0.3026949 0.29931334 1.08513065
28.043176 1.1783745 4 26.1098288 0.30281274 0.30396087 1.03114197

8.55250753 1.01788876 4 6.13433188 0.30286296 0.3662894 1.31837743
6.048705 1.18736268 4 4.07726821 0.30300765 0.3007762 1.17633131

46.0320752 1.20659932 4 29.7176422 0.30306112 0.2940651 1.18726623
746.44744 1.62575511 4 39.5693302 0.30313709 0.17932831 4.1646175

2.13453917 -1.1204621 4 87.7432013 0.30323582 0.32524269 -1.9437991
1.34239166 1.22798212 4 1.01359898 0.30324037 0.28677094 1.15130218
30.9396189 1.16939083 4 21.5694841 0.30333051 0.30717538 1.1688074
30.9749301 0.99402194 4 25.3179881 0.30333144 0.37647518 1.27505961
1.49833891 1.27351774 4 2.80623746 0.30341224 0.27180672 1.37759584
4.51747384 1.15597432 4 4.07559038 0.30343288 0.31203494 1.06609133
1.00039366 -1.1797443 4 2.65955362 0.30346565 0.30347351 -1.4224178



2.46280414 1.1612893 4 3.59559466 0.3034996 0.31010134 1.12902555
2.46280414 1.1612893 4 3.59559466 0.3034996 0.31010134 1.12902555
2.35152311 -1.2930256 4 3.95852322 0.30358659 0.26562764 -1.3126882
1.17088058 -1.2125897 4 1.19097794 0.30359443 0.29200416 -1.3440406
5.38306133 -0.9899768 4 3.44919006 0.30371093 0.37822576 -1.3863335
1.80561569 1.11335292 4 1.06355588 0.3037187 0.3279476 1.31714475
1.02588508 1.2035858 4 1.22340612 0.30373684 0.29510705 1.14883132
5.28605795 -1.1846377 4 7.84970854 0.30375976 0.3017384 -1.2005385
2.96285787 1.18435904 4 3.81896394 0.30386891 0.30183696 1.10420413

1.481432 1.16990809 4 1.85118143 0.30387198 0.30698944 1.11300124
1.47995792 1.17791964 4 1.40051634 0.30389341 0.30412287 1.04724369
17.4392595 1.13439572 4 31.2215533 0.30390798 0.32000034 1.20739538
17.4392595 1.13439572 4 31.2215533 0.30390798 0.32000034 1.20739538
17.4392595 1.13439572 4 31.2215533 0.30390798 0.32000034 1.20739538
38.1500745 1.12468385 4 34.8064252 0.30393132 0.32364605 1.07564226

18.59265 1.1485242 4 29.3084709 0.30393515 0.31476411 1.16250979
3.67700336 -1.1600826 4 2.60923972 0.30396641 0.31053937 -1.2262051
3.42535481 1.18427084 4 2.92245037 0.30398208 0.30186815 1.08947061
1.21799415 1.19400536 4 1.01643535 0.30406105 0.29844268 1.08504199
1.84314066 1.1465253 4 1.53265891 0.30409768 0.3155001 1.09680636
4.41385165 1.17813909 4 2.85188877 0.30413022 0.3040447 1.20676135
10.973406 -1.2606711 4 13.4780806 0.30419242 0.27595113 -1.1518839

13.3150313 1.20717674 4 9.77994071 0.3042086 0.29386585 1.13473817
5.05704082 1.1583341 4 10.0466309 0.30429863 0.31117507 1.27080673
9.8858579 -1.1984741 4 5.70895916 0.3043199 0.29688241 -1.2820134

4.53348497 -1.0979592 4 3.70774652 0.30434019 0.33387503 -1.1778281
1.83550706 1.17728458 4 1.5082974 0.30436199 0.30434918 1.11355562
1257.8973 -1.1446165 4 354.732315 0.30456795 0.31620441 -1.9665002

14904.6534 -1.5803301 4 946.552067 0.3046119 0.18918393 -3.7804524
3.28573536 -1.2273569 4 3.8286589 0.3046524 0.28698176 -1.1449501
8.58676711 1.17863574 4 7.76490247 0.30468654 0.30386787 1.04245206
4.93758627 -1.1899708 4 6.71841559 0.30469082 0.29985794 -1.127278
4.33713394 -1.110205 4 3.09371527 0.30473242 0.32915189 -1.2229479
47.7818554 -1.2395452 4 53.5102981 0.30479222 0.28289826 -1.0938625
1.44677813 1.19380233 4 1.67732845 0.30484015 0.29851374 1.06731239
60.5690075 1.2154784 4 33.5869522 0.30485889 0.29101521 1.29403177
9.6908944 -1.1091452 4 7.75181376 0.30487601 0.32955823 -1.1827833

4.73390185 -1.1421384 4 7.69168324 0.3048868 0.31712092 -1.1985493
1.89863998 1.16848424 4 2.93811509 0.30491214 0.30750152 1.24471169
1.16346704 1.20261061 4 1.41450958 0.30491243 0.29544497 1.09984102
17.3695729 1.22654494 4 20.4919775 0.30496799 0.28725578 1.1058589
12.0090509 -1.2647071 4 17.1333869 0.30503618 0.27464259 -1.2310502
4.08363484 1.18890162 4 3.43303708 0.30507384 0.30023406 1.0853939
1.65783349 1.08058193 4 1.0038004 0.30508428 0.34068285 1.28558309
3.13241617 -1.1421655 4 4.53709085 0.30517444 0.31711089 -1.155028
2.81852436 -1.1653791 4 2.22400955 0.30519003 0.30862105 -1.098738
2.81852436 -1.1653791 4 2.22400955 0.30519003 0.30862105 -1.098738
15.0993063 1.18093195 4 10.0768972 0.30523666 0.30305153 1.21925458



7.56016543 1.1657913 4 7.01714077 0.30528421 0.30847221 1.03461553
7.81110003 -1.2323775 4 11.3659534 0.30530296 0.28529297 -1.1911142
53.5043171 1.14201272 4 45.4407064 0.30531131 0.31716747 1.0997261
4.54976093 -1.0967086 4 3.78725483 0.30537639 0.33436085 -1.2033959
3.06907953 -1.2029996 4 3.28301759 0.30543464 0.29531014 -1.0724586
59.1838547 -1.196955 4 71.0790475 0.30545132 0.29741194 -1.0920823
11.2134405 0.90911935 4 7.27353396 0.30545441 0.41471058 1.4416685
3.86209735 -1.2663323 4 5.14966327 0.30553033 0.27411736 -1.2009444
29.2730262 1.12446472 4 24.3130724 0.30555678 0.32372875 1.12107711
3.6608067 -1.2771521 4 5.16968796 0.30556829 0.27064515 -1.2458105

1.95362392 -1.2134413 4 2.36423456 0.3056379 0.29171228 -1.1621648
3.16126476 1.11157472 4 2.46929107 0.30580313 0.32862738 1.14794241
14.1825526 -1.149936 4 22.4040966 0.30581313 0.31424523 -1.1624192
1.29797122 1.13936943 4 1.08476906 0.30590154 0.31814792 1.09686699
4.10093696 1.20811291 4 2.9549645 0.30591005 0.29354307 1.16195554
12.6421584 1.20344489 4 7.74019783 0.30594562 0.29515585 1.19610072
2.92475879 -1.1940471 4 3.4857465 0.30597306 0.29842808 -1.1243076
16.2843747 -1.2240145 4 4.64475772 0.30601544 0.28811132 -1.6679891
1.91592598 -1.2640806 4 3.4761453 0.3061354 0.27484531 -1.3239217
16.635133 1.11959766 4 8.43280752 0.30614867 0.32557049 1.38658773

2.35953954 1.13449114 4 1.94930367 0.30622023 0.31996471 1.17893041
3.11904053 1.16928071 4 6.83875164 0.30625232 0.30721498 1.30148362
1.54816737 1.17839704 4 2.11353978 0.30628986 0.30395285 1.12307984
74.8658971 1.29566255 4 19.3520562 0.30631334 0.26480286 1.80618652
4.98923489 -1.0729849 4 41.3067774 0.30637006 0.34369823 -1.5535238
16.5972337 1.10652433 4 13.9062067 0.30640833 0.33056507 1.13238547
3.89626369 1.04272853 4 2.72045481 0.30647377 0.35594612 1.27673061
1.43397279 -1.1013918 4 2.8154458 0.30653164 0.33254492 -1.3122313
4.66913115 1.0178659 4 2.87852646 0.30659162 0.36629904 1.34603073
1.45132543 1.18498502 4 1.24742128 0.30668599 0.3016156 1.10200787
29.6563997 -1.1027309 4 11.3981724 0.30677091 0.33202732 -1.6575288
3.25447881 -1.1906605 4 4.13567613 0.3069088 0.29961555 -1.1395972
2.34075517 1.18131322 4 4.20298189 0.30699062 0.30291618 1.23831401
3.11442097 -1.1593454 4 3.64551332 0.30706097 0.31080724 -1.0572566
2.01606065 1.21750705 4 2.46935635 0.30723477 0.29032259 1.12186143
6.33823208 -1.1952708 4 7.13518082 0.30733903 0.29800007 -1.0771133
1.11744611 1.12308636 4 1.37172876 0.30740668 0.32424936 1.30272586
5.40138507 1.21118551 4 8.05645191 0.30744686 0.29248604 1.19876576
18.3252783 1.10032671 4 16.0361317 0.30745862 0.33295712 1.10442979
1.48206319 1.18533911 4 1.29221864 0.30747336 0.30149045 1.06459815
1.45847128 -1.1633136 4 1.03926928 0.30748254 0.30936784 -1.1214583
1.31414289 -1.1535784 4 1.1138885 0.30749976 0.31291023 -1.2146165
1.78628891 1.15066137 4 1.66669969 0.30750971 0.31397896 1.07364569
22.5530474 -1.1014025 4 11.5786599 0.30756732 0.33254076 -1.4111769
1.35925527 1.18565042 4 1.01227357 0.30758594 0.30138047 1.1701259
1.07835503 1.1711576 4 1.25367084 0.30763231 0.30654071 1.11497576
17.2574417 1.18229419 4 12.8536779 0.30763388 0.3025682 1.1120902
5.59231552 1.15576871 4 3.78404998 0.30764309 0.31210996 1.17130903



6.2491986 1.17701525 4 4.7340721 0.30766325 0.30444521 1.10368306
1.70448534 1.13810592 4 1.45734987 0.30767493 0.31861757 1.08390778
5.54963618 1.18042046 4 3.33484494 0.3076786 0.30323319 1.2025778
8.13166949 1.20023617 4 5.07989545 0.30768328 0.29626929 1.24860783
63.989216 1.17956281 4 42.1724329 0.30768644 0.30353803 1.18326627

1.81088039 1.18428784 4 1.22210168 0.30781104 0.30186214 1.14988063
9.85157636 1.08457459 4 7.83956342 0.30783325 0.33910766 1.17955668
1.10826051 1.24054586 4 1.41867937 0.30786165 0.28256547 1.26607149
186.488174 -1.1398528 4 128.393216 0.30786528 0.31796841 -1.2053845
1.17068907 -1.1362549 4 1.55171947 0.30792303 0.31930674 -1.1310062
111.631659 1.0492243 4 80.8327865 0.30796764 0.35328429 1.24027375
1.34582863 -1.1828153 4 1.04905403 0.3079768 0.30238351 -1.1259396
1.29018032 1.1785944 4 1.24870329 0.30798276 0.30388258 1.17928666
5.77385567 1.18003349 4 5.01638546 0.30798822 0.3033707 1.0610842
5.8939489 -1.1594935 4 6.92591468 0.30802035 0.31075342 -1.0530611

2.91757999 1.1801455 4 2.4781394 0.30826449 0.30333089 1.06998968
5.62635552 1.18986938 4 3.39684629 0.30828228 0.29989361 1.19852829
6.5130055 -1.1599511 4 7.99105599 0.30829839 0.31058714 -1.0787502

2.10953397 -1.1744638 4 2.44546806 0.30832913 0.3053563 -1.0582575
4.70344737 1.14537841 4 7.26249294 0.30835448 0.3159231 1.19022638
1.00375097 1.1724967 4 1.14118454 0.30835603 0.30606048 1.18413763
1.00375097 1.1724967 4 1.14118454 0.30835603 0.30606048 1.18413763
5.79345745 1.12028825 4 4.82065756 0.30835963 0.32530859 1.11509586
2.36943993 1.08924917 4 1.7715925 0.30837494 0.33727179 1.18645357
18.6387259 1.06886559 4 14.8943365 0.308388 0.34534328 1.16860521
2.71696654 -1.1376259 4 2.43213513 0.30845048 0.31879615 -1.112834
1.20126397 -1.1249673 4 1.12973477 0.30846338 0.32353912 -1.2180506
1.37002606 1.12554719 4 1.2987256 0.30850219 0.32332043 1.25863943
1.61405066 1.10475559 4 1.20594817 0.30852544 0.33124614 1.30939533
3.17511841 1.15948189 4 10.071023 0.30856809 0.31075763 1.49084045
6.19425544 1.19677203 4 2.56469499 0.30860088 0.29747578 1.55585931
1.68535489 -1.201341 4 2.64177568 0.30878739 0.29588545 -1.1944292
4.39720897 1.12609597 4 3.77399025 0.30881478 0.3231136 1.1379177
2.9379998 -1.1207782 4 2.06867317 0.30882522 0.32512288 -1.1768443
24.18858 -1.1803741 4 13.1405332 0.30885048 0.30324966 -1.3387906

2.41232046 -1.1960731 4 3.2595663 0.30887946 0.29771975 -1.18457
6.22828575 -1.1742169 4 116.34152 0.30899942 0.3054446 -1.8401682
1.73414474 1.17713521 4 2.94414738 0.30900239 0.30440244 1.20107173
2.34339426 1.13542986 4 1.92243681 0.30901689 0.31961437 1.12359684
4.01579366 1.04469246 4 3.22887856 0.30909258 0.35513947 1.30997868
43.8058605 1.34825812 4 8.73233314 0.30909554 0.24886254 2.18861812
8.19683844 1.15105007 4 6.11634102 0.30910072 0.31383635 1.17496685
1136.6467 -1.3756275 4 176.465701 0.30911122 0.24094311 -2.3071079

1.21628534 -1.13499 4 1.74811453 0.30913685 0.31977847 -1.1791905
4.88661993 -1.1391844 4 7.83538027 0.30914597 0.31821667 -1.1738637
46.441266 -1.1045104 4 39.0492221 0.30914803 0.33134067 -1.11701

4.56272896 -1.1854172 4 6.55934252 0.30922188 0.30146285 -1.1540084
4.56272896 -1.1854172 4 6.55934252 0.30922188 0.30146285 -1.1540084



3.58780954 -1.0566293 4 2.97567322 0.30937803 0.35027148 -1.2719882
5.13601841 1.16251443 4 5.89406197 0.30939329 0.30965721 1.05580745
7.72938517 1.14519198 4 10.0002436 0.30939401 0.31599191 1.10297208
8.79739673 1.01586648 4 6.68462304 0.3094018 0.36714301 1.24254538
102.470555 -1.2696636 4 31.5639193 0.30954061 0.27304379 -1.6469998
1.31891053 -1.2176787 4 1.10085046 0.30956081 0.29026406 -1.2162796
2.39934684 1.1800636 4 1.70936504 0.30961075 0.30336 1.1370861
2.39934684 1.1800636 4 1.70936504 0.30961075 0.30336 1.1370861
3.5261194 1.13081902 4 2.72442535 0.3096286 0.32133858 1.18996425

1.88176502 1.13811377 4 1.65547234 0.30965752 0.31861465 1.06809344
20.8420801 -1.2719729 4 26.8093385 0.30966829 0.27230193 -1.1792263
2.24583968 -1.1741959 4 2.70628607 0.30967948 0.30545211 -1.0913961
122.044743 1.07695268 4 91.6215564 0.30971727 0.34212038 1.19334612
1.34206146 -1.0953547 4 1.1152165 0.30977108 0.33488749 -1.2381283
1.23993424 1.20035403 4 1.02819918 0.30980432 0.29622832 1.14067966
2.28841764 1.14685069 4 1.70030064 0.30981824 0.31538018 1.17786766
10.9585299 -1.1795195 4 9.00475393 0.3098385 0.30355343 -1.0832642
15.9775111 1.13860769 4 11.5562981 0.30985497 0.31843099 1.17680705
2.69348931 1.10209613 4 2.33262998 0.30987487 0.33227259 1.18680296
2.21236036 1.18158135 4 1.68275997 0.30989234 0.30282103 1.11024834
29.3035554 1.17295605 4 23.07614 0.30991488 0.30589591 1.10579834
16.3469189 1.23896373 4 7.35307844 0.30993165 0.28309181 1.40811284
8.28696111 1.18330734 4 5.35984521 0.30995355 0.30220919 1.177413
5.71198642 -0.880548 4 3.48822466 0.30995582 0.42828989 -2.595365
14.6922813 1.13351929 4 12.95347 0.30997077 0.32032779 1.0827712
6.82491227 1.15072836 4 9.64585885 0.30998474 0.31395438 1.11961392
13.1319382 -1.1670423 4 6.41474474 0.31000285 0.30802094 -1.3313698
13.8194915 -1.327947 4 25.2487682 0.31001743 0.25490424 -1.383222
2.43116664 1.2017441 4 2.81119974 0.31003232 0.29574554 1.0930903
9.04700626 1.1659034 4 8.51423237 0.31007924 0.30843174 1.02242342
1.18549321 1.20973092 4 1.33848729 0.31008557 0.292986 1.22363551
3.15234622 -1.1766562 4 5.18293422 0.3100904 0.30457328 -1.2000376
3.32283134 -1.1503598 4 2.20602682 0.31013924 0.31408963 -1.1712954
18.9771145 0.92589516 4 12.144388 0.31014948 0.40690555 1.53282939
28.4186589 -1.2198674 4 13.9592368 0.31026919 0.28951868 -1.3146357
11.0451618 1.19946642 4 5.59276453 0.31027776 0.29653698 1.33710038
1.92070003 1.09892111 4 1.49411668 0.31031305 0.33350181 1.26460491
3.3634258 1.13368636 4 5.03707144 0.31049674 0.32026534 1.15947975

1.10543181 -1.1507407 4 1.23647501 0.31061633 0.31394984 -1.0610822
1.60738891 -1.2358143 4 2.20301986 0.31070065 0.28414233 -1.3778054
1.7244102 -1.151961 4 1.07779989 0.31072973 0.31350239 -1.1751675

1.88527761 1.19008371 4 2.25400129 0.31081314 0.29981826 1.16190465
34.2993909 1.16377903 4 23.0931548 0.3108518 0.3091994 1.1747663
1.33406785 -1.152885 4 1.82469024 0.31086304 0.31316398 -1.1033377

2.092856 1.1566879 4 1.69244075 0.31087338 0.31177469 1.09512354
11.8803344 1.07452491 4 7.01647265 0.31087885 0.34308505 1.31289294
5.88657236 -1.1926781 4 6.83622146 0.31090504 0.29890757 -1.0799682
6.20304323 1.17665229 4 4.37664354 0.31092671 0.30457467 1.1237939



7.3244819 1.16669451 4 5.87049216 0.31100884 0.30814632 1.07999086
5.66306537 -1.1776 4 4.04180612 0.3110194 0.30423675 -1.1259629
1.4671237 1.10345614 4 1.01101918 0.31103543 0.33174731 1.19035008

6.19397922 -1.1749577 4 4.43397325 0.31104323 0.30517973 -1.1523458
6.19397922 -1.1749577 4 4.43397325 0.31104323 0.30517973 -1.1523458
12.1782685 -1.254406 4 19.3334296 0.31107878 0.27799417 -1.2609852
6.48186342 -1.2562312 4 9.28811961 0.31107945 0.27739748 -1.2364613
3.2496084 -1.2155764 4 1.66483144 0.31119985 0.29098171 -1.3249747

2.62739318 -1.1667248 4 2.23052135 0.31123395 0.30813542 -1.0751308
3.30620163 1.17187318 4 2.27662494 0.31124078 0.306284 1.1312118
11.6192418 1.06230963 4 8.89166139 0.31124768 0.34797595 1.24027849
12.4346336 -1.1931171 4 15.6374256 0.3112688 0.29875374 -1.1317393
1.24183831 -1.1519486 4 1.0313222 0.31132478 0.31350691 -1.090524
4.52352094 1.19058762 4 2.93134911 0.31134661 0.29964118 1.1993108
9.64256039 -1.1396238 4 8.98397573 0.31135563 0.31805346 -1.0491591
2.99657467 1.01970884 4 1.78451877 0.31139573 0.36552263 1.3743689
1.13894164 1.13477685 4 1.07092711 0.31144189 0.31985804 1.10620826
298.015432 1.20372859 4 91.265589 0.3114845 0.2950576 1.75352518
18.1010536 1.08870953 4 16.5824046 0.31148496 0.33748327 1.10133543
35.7491541 -0.90134 4 25.0319947 0.31182318 0.41837212 -1.4542802
1.83100039 1.25320548 4 1.5993921 0.31185619 0.27838732 1.78673728
1.50120386 1.16597989 4 1.17678912 0.31189009 0.30840413 1.08847281
1.06463375 1.18150363 4 1.38358814 0.31192514 0.30284861 1.16466049
11.3492369 1.25649675 4 2.27940233 0.31193995 0.27731078 1.78458281
5.16361613 -1.0803811 4 4.61727056 0.31206333 0.34076225 -1.1501171
53.7996708 -1.4049942 4 2.90747141 0.31210692 0.23272251 -3.323762
10.0900259 -1.1347133 4 15.6727497 0.31214057 0.31988177 -1.1719311
17.4915164 1.17297345 4 12.549117 0.31215292 0.30588968 1.15663301
22.5524672 1.29637401 4 34.1908244 0.31218371 0.26458076 1.29962671
1.30035079 -1.1402191 4 3.07528933 0.31227179 0.31783244 -1.32051
2.49024664 1.19494386 4 2.94826637 0.31227889 0.29811436 1.14120428
8.76044231 1.23352144 4 3.71100524 0.31232111 0.28490948 1.43901019
2.67802535 -1.1285365 4 4.26875904 0.31235436 0.32219529 -1.172993
3.16928627 -1.1710751 4 5.19724749 0.31243637 0.30657031 -1.1985556
3.40811548 1.10565141 4 3.12066167 0.31256053 0.33090103 1.11994215
1.22461116 1.14404042 4 1.58054403 0.31257217 0.31641725 1.12468572
2.4199908 -1.1823476 4 3.15783284 0.31275728 0.30254927 -1.1228243

5.54256733 -1.2096168 4 6.53279097 0.31278749 0.29302524 -1.1096099
1.89760999 -1.1481962 4 1.02288611 0.31285091 0.31488478 -1.2576842
1.64406874 -1.1236051 4 2.32261097 0.31287213 0.32405336 -1.1757756
1.80302183 1.24586223 4 2.64179004 0.31302713 0.28080364 1.24718439
46.5627677 1.16846825 4 34.2899237 0.31306009 0.30750728 1.12951182
6.07253354 1.11817596 4 4.95627977 0.3130836 0.32611029 1.12533197
1.65025045 -1.1323821 4 2.37315776 0.31311176 0.32075312 -1.1406519
1.2067331 1.11518818 4 1.0528967 0.31315088 0.32724736 1.12145218

1.55593809 -1.1421118 4 2.1500681 0.3131838 0.31713078 -1.160674
3.03483937 1.18655424 4 3.32471803 0.31320255 0.30106136 1.07705008
2.68236485 1.14777669 4 2.06048135 0.31322784 0.31503915 1.12082025



6.36007592 -1.2506775 4 9.09209431 0.31329759 0.27921691 -1.2352219
5.29711521 1.21881741 4 1.76818617 0.31339903 0.28987603 1.48990759
22.0959483 -0.9553409 4 16.1117065 0.31341934 0.3935048 -1.295121
1.03703917 1.11587943 4 1.56637988 0.31347429 0.32698396 1.28533339
11.2732354 1.1753357 4 6.7412811 0.31355132 0.30504468 1.24689471
7.57253036 -1.1464645 4 9.15444239 0.31365653 0.31552252 -1.0706514
5.8945789 -1.1833325 4 7.40440711 0.31368851 0.30220029 -1.1307919

592786.338 -1.7578329 4 251.752376 0.31369774 0.15360487 -87.209458
3339.98334 -1.6488346 4 97.2057499 0.31369918 0.17452666 -6.2202237
2.21115391 1.1653551 4 1.35571257 0.31370108 0.30862971 1.50036517
1.19423007 1.12158165 4 1.99479253 0.31375449 0.32481858 1.23892527
6.42425225 -1.1295964 4 9.46004811 0.31383167 0.32179721 -1.1295051
14.2867638 -1.2571577 4 3.76114842 0.31387216 0.27709506 -1.7038885
3.70421061 -1.1629199 4 2.15524091 0.31401236 0.30951034 -1.205078
1.34095494 -1.1671917 4 4.14834605 0.31404368 0.30796708 -1.4199764
2.7468242 1.16574123 4 2.04904144 0.31405583 0.30849028 1.14663134

13.3594481 1.25748012 4 17.6922672 0.3140796 0.27698991 1.19719826
17.7211062 0.960584 4 13.1959155 0.31416311 0.39115843 1.33695282
4.62123725 1.12265706 4 8.05540268 0.31420075 0.32441167 1.1845148
2.02679169 -1.2758871 4 3.20735228 0.31421895 0.2710489 -1.3111604
3.13039135 1.16159964 4 2.36305381 0.31423496 0.30998878 1.09782985
1.17111452 1.1670646 4 1.35823045 0.31424868 0.30801288 1.13213754
4291.84634 -1.6257253 4 129.245489 0.31428916 0.17933461 -6.1677445
3.1316141 1.19919534 4 3.95266181 0.3142928 0.2966313 1.12526673

24.3243489 1.16456216 4 16.4532676 0.31436751 0.3089162 1.17203693
1.21250066 1.1700228 4 1.41623691 0.31437252 0.30694821 1.19740213
6.05813038 1.12178058 4 5.57620774 0.31443473 0.32474327 1.06273415
6.05813038 1.12178058 4 5.57620774 0.31443473 0.32474327 1.06273415
3.78164468 -1.1410476 4 2.73195053 0.31444245 0.31752512 -1.1721012
3.54731036 1.14524614 4 3.28872315 0.31457179 0.31597192 1.03696408
4.80038403 1.13389161 4 7.76420155 0.31460141 0.32018865 1.1671851
1.76420596 -1.1548631 4 1.24522073 0.31466418 0.31244063 -1.2367391
5.57745764 -1.1186409 4 9.66128461 0.31471 0.32593366 -1.2114251
12.7293195 0.94178025 4 2.47982644 0.31488044 0.39962906 3.27484088
8.59019027 1.12726799 4 6.02333883 0.31488274 0.3226723 1.16846052
2.39532037 1.05567847 4 1.7620902 0.31489463 0.35065706 1.2882912
2.71251188 1.09791803 4 2.21749547 0.31500265 0.33389101 1.12495335
131.335258 -1.1187742 4 220.435393 0.31503599 0.32588305 -1.1752488
3.50908807 1.14247116 4 4.65344478 0.31512208 0.31699771 1.13330371
6.06709921 -1.1059691 4 5.55394599 0.31518532 0.33077874 -1.0883436
1.72821741 -1.1352765 4 2.35616783 0.3152039 0.31967158 -1.1108134
1.64468829 1.12007322 4 5.55042494 0.3152919 0.32539012 1.40399023
2.10835248 1.08838648 4 1.69710533 0.31534129 0.33760992 1.17036447
6.9925639 -1.0862976 4 5.83969235 0.31541117 0.33842992 -1.1246848
3.1313112 1.15899368 4 2.28036817 0.31545443 0.31093512 1.12920603

177.441282 -1.1060307 4 164.530312 0.3155048 0.33075501 -1.0596025
1.94055949 1.10881722 4 1.60556929 0.31560486 0.32968406 1.14184557
27.5818848 1.21974018 4 10.78414 0.31562015 0.28956195 1.45529943



10.1521049 1.13530234 4 13.1623426 0.31565587 0.31966194 1.08740734
65.488762 1.187471 4 28.9075482 0.31567233 0.30073801 1.4122668

1.18467577 1.20694119 4 1.7718747 0.31567883 0.29394711 1.20828579
4.58369101 -1.2302068 4 5.84703289 0.31570106 0.28602195 -1.167885
1.3638173 1.1922383 4 1.76555047 0.31576602 0.29906177 1.13803459

1.08369439 -1.1732505 4 1.42651538 0.31587512 0.30579044 -1.1240839
15.7139747 -1.1381024 4 19.1895978 0.31590005 0.31861889 -1.0714337
11.3717311 1.15136657 4 8.95788813 0.31591961 0.31372028 1.09437932
8.16111268 -1.1443277 4 16.7187406 0.31593565 0.31631109 -1.2562856
3.74548041 1.15002372 4 1.94438549 0.31597121 0.31421303 1.25929717
2.19224656 -1.2774152 4 3.39512477 0.31599877 0.27056124 -1.3055213
132.946692 -1.2193237 4 52.8410265 0.31608379 0.28970366 -1.4830967
1.36043153 -1.1230025 4 1.07175194 0.31609665 0.32428105 -1.1035111
5.22891129 1.11164445 4 4.24205396 0.31609795 0.32860069 1.12710513
1.82713031 -1.145706 4 2.44397189 0.31610379 0.31580223 -1.144704
1.07197061 -1.1957106 4 1.26379877 0.31610875 0.29784639 -1.1719537
1.80246346 -1.1125019 4 3.30687901 0.31612631 0.32827278 -1.2279398
10.0217468 0.99812145 4 6.21820207 0.31613879 0.37470823 1.34705957
13.2350352 1.13513127 4 9.30961656 0.3161666 0.31972577 1.1724435
4.73496215 1.17076103 4 3.61633538 0.31626338 0.30668306 1.12564941
3.47052428 -1.1645811 4 1.54742652 0.31640239 0.30890935 -1.348703
7.52491713 1.52807225 4 23.8093703 0.31649926 0.20121607 1.76092873
3.93711604 1.1595592 4 2.77588628 0.31653443 0.31072953 1.12869791
4.05297094 1.14760888 4 3.18381968 0.31659635 0.31510093 1.0872148
2.0435006 1.18559099 4 1.24872285 0.31663072 0.30140146 1.22619487

9.39485309 -1.12772 4 12.6629188 0.31670349 0.32250223 -1.1154011
2.03155708 1.11607906 4 2.82783121 0.31674723 0.32690793 1.14378
16.8915406 1.20584773 4 8.43541927 0.31677762 0.29432464 1.35420967
28.3860652 1.11555004 4 45.527081 0.31679821 0.32710945 1.154938
48.1120137 0.81783082 4 1.81878033 0.31679829 0.45937049 8.16075323
1.36616204 1.13766137 4 1.21542742 0.31680497 0.31878296 1.08047917
10.9440977 1.06168914 4 9.47230372 0.31682705 0.34822604 1.1220345
3.29488517 -1.2031241 4 1.92540582 0.31693235 0.29526698 -1.2889597
221.33413 -1.0955306 4 552.606743 0.31706396 0.334819 -1.2934414

15.9501306 1.11930525 4 11.7595126 0.31710453 0.32568145 1.16062876
2.90922107 -1.1290657 4 2.45445639 0.31712098 0.32199646 -1.1275865
8.71796389 1.07085817 4 6.83338795 0.31712793 0.34454667 1.15890779
2.40580871 -1.1253826 4 1.25211899 0.31713478 0.32338247 -1.5604662
5.6686697 -1.1352241 4 8.07416928 0.31722503 0.31969113 -1.13275

5.36402143 -1.1685065 4 11.0467103 0.31724076 0.30749352 -1.3325248
3.74384963 -1.2336611 4 4.70274732 0.31729306 0.28486269 -1.1825796
1.6982513 1.1489718 4 1.42969607 0.31731973 0.31459952 1.09769516

1.89548172 -1.15951 4 2.33338577 0.31732319 0.31074741 -1.0936227
5.52888288 -1.1707573 4 3.90316386 0.31732773 0.30668441 -1.1620845
1.12596255 -1.1572654 4 1.16964767 0.31734051 0.31156421 -1.1114695
26.8040623 1.15149644 4 19.1521628 0.31741077 0.31367266 1.1451055
2.20754168 -1.1335894 4 3.44959098 0.31741625 0.32030157 -1.1474671
1.27879192 1.20668657 4 1.22455498 0.3175049 0.29403498 1.26731996



9.24622547 1.16112615 4 19.0265041 0.31756001 0.31016053 1.29470716
2.58562462 1.15943044 4 1.98832057 0.31759238 0.31077633 1.14721656
7.03894732 -1.1248677 4 5.94140261 0.31771186 0.32357667 -1.0782537
26.2076194 1.06423864 4 23.1767099 0.31773902 0.34719946 1.1061561
2.8051179 1.06927419 4 2.04540608 0.31783599 0.34517979 1.18049138

1.04443291 1.13807188 4 1.32294907 0.31788324 0.31863023 1.10590271
8.8625037 1.16673811 4 6.1184908 0.3178996 0.3081306 1.15386604
1.0083766 1.12640384 4 1.16798619 0.3179515 0.32299763 1.07671933

3.71929425 1.15857892 4 2.68525366 0.3179888 0.31108599 1.15768699
40.2394864 -1.2430106 4 10.7594259 0.31799006 0.28174735 -1.6834962
6.60980036 -1.1371345 4 5.50656222 0.31799659 0.31897907 -1.0892029
4.56171986 1.1320256 4 5.13162191 0.31806918 0.32088656 1.04439423
1.02073949 1.16970081 4 1.30755871 0.31815372 0.30706394 1.30620956
17.8751171 -1.1268518 4 23.9830202 0.31816485 0.32282895 -1.0985601
17.8751171 -1.1268518 4 23.9830202 0.31816485 0.32282895 -1.0985601
700.597622 1.1524194 4 530.95813 0.31826738 0.31333445 1.11309811
1.30993867 1.11630912 4 2.11311873 0.31826974 0.32682033 1.18561576
2.02560515 1.10873908 4 1.00896269 0.31831091 0.32971405 1.29187962
6.58866481 -1.1658218 4 3.99400343 0.31832433 0.30846121 -1.1880895
65.0863999 -1.2160734 4 21.6304157 0.31846032 0.29081189 -1.6590194
38.8479326 -1.1391076 4 105.876263 0.3184932 0.31824519 -1.3692265
18.3342558 1.15793085 4 13.1129089 0.31851152 0.31132185 1.14986241
1.7578891 -1.1616075 4 1.91704486 0.31862712 0.30998593 -1.0821909

9.16042504 -1.1212402 4 17.3048165 0.31866182 0.32494786 -1.23754
12.5502182 1.19310078 4 16.3031077 0.31867749 0.29875945 1.13884107
4.36534302 1.08729844 4 3.04065241 0.3186912 0.33803681 1.18525401
6.07729798 -1.1477551 4 7.20407938 0.31870559 0.3150471 -1.0787052
9.78985644 1.12456224 4 6.68156245 0.31876171 0.32369194 1.20054168
10.4567146 1.02794168 4 8.36622345 0.31877622 0.36207186 1.17879629
6.81589593 1.09910556 4 6.28029208 0.31878262 0.33343029 1.08071431
1.97211226 -1.1713703 4 1.12353168 0.31886631 0.30646439 -1.2327696
7.65066089 1.24946646 4 9.30137788 0.31887051 0.27961517 1.19938424
21.7300574 1.14210289 4 18.5924559 0.31892949 0.31713408 1.05897323
4.22783929 0.99087892 4 2.06293896 0.31896542 0.37783475 1.49168674
12.6604203 -1.1104944 4 20.5331504 0.31896662 0.32904098 -1.1784301
18.0093595 1.21801582 4 6.37573421 0.31896838 0.29014913 1.65196353
4.98404517 1.16512515 4 5.2595924 0.31901053 0.30871276 1.05076544
4.6136976 1.12190346 4 7.01572908 0.31901141 0.32469676 1.1824382
1.8963967 -1.1260869 4 3.37817055 0.31912067 0.32311701 -1.1966483

2.86152875 1.11650101 4 2.29162728 0.31912938 0.32674728 1.09767314
1.0511694 1.16266403 4 1.11496593 0.31917285 0.30960302 1.10175215
1.513358 1.17254584 4 1.09948924 0.3192752 0.30604287 1.15420981

23.7618476 -1.1077049 4 45.5412702 0.31933763 0.3301112 -1.2327728
3.10926497 -1.0922046 4 2.66210381 0.3193698 0.33611572 -1.1656113
1.39114427 1.07025625 4 2.71502093 0.31937174 0.34478713 1.30709982
3.30533314 1.14861143 4 2.11031764 0.3193878 0.31473202 1.16502765

1.109915 1.13355558 4 1.03484753 0.31939529 0.32031422 1.03946429
4.49328796 -1.2024682 4 6.36772741 0.31943828 0.29549435 -1.2147337



2.1874863 -1.1498376 4 1.57478016 0.3194837 0.3142814 -1.120442
6.17910892 1.11756112 4 4.27868419 0.31954082 0.32634398 1.24360428
3.52947279 -1.1378604 4 5.45711919 0.31954343 0.3187089 -1.2203779
1.04725942 -1.0883219 4 8.43134082 0.31961327 0.33763525 -1.8612775
7.70088166 1.05204473 4 6.54506713 0.31965986 0.35213406 1.1304027
64.9689271 -1.0380913 4 56.6922978 0.31966619 0.35785725 -1.1312916
2.9180666 1.17589889 4 1.91081912 0.31967392 0.30484354 1.20244

1.56742452 1.13933709 4 1.36144769 0.3198138 0.31815994 1.08012644
4.30967912 -1.1060256 4 3.81294123 0.31982191 0.33075696 -1.1020862
3.83610622 1.08692277 4 3.28643191 0.31984083 0.33818432 1.1083922
2.02748153 -1.161396 4 1.26059097 0.31985853 0.31006262 -1.1964828
1.71413285 -1.0782595 4 1.33275321 0.31986128 0.34160214 -1.4007037
3.91454616 1.07176403 4 3.14329039 0.31986679 0.34418506 1.19457336
2.62101547 -1.0502357 4 1.7820568 0.31987795 0.35287143 -1.2263874
1.45824653 1.12119128 4 2.93658872 0.31989064 0.3249664 1.22908417
2.73706449 -1.1230416 4 2.54062212 0.31990461 0.32426629 -1.0570061
2.84873436 -1.1544391 4 1.38347669 0.31995557 0.31259553 -1.3338691
1.70858458 -1.1311344 4 1.36089151 0.32001394 0.32122039 -1.1652566
3.11931673 1.16170213 4 2.38666673 0.32004003 0.30995162 1.1324085
1.48797619 1.1448638 4 1.86490231 0.32007038 0.31611307 1.13152332
4.68581841 1.00295172 4 3.82151728 0.32008407 0.37263559 1.27991831
1.2656228 1.15357097 4 1.57274862 0.32008446 0.31291294 1.10059693

1.02406587 1.1159613 4 1.11007478 0.32015229 0.32695278 1.06178962
1.37587313 1.13788634 4 2.52882727 0.3201882 0.31869925 1.23669545
2.13515239 1.09569026 4 3.66182922 0.32026954 0.33475688 1.2413629
27.8984293 1.09062228 4 21.2022257 0.32028165 0.33673423 1.17119086
1.36941113 -1.081383 4 1.23574377 0.32035062 0.34036626 -1.2435767
25.1456363 -1.0617547 4 22.6265085 0.32040061 0.34819961 -1.0971
1.78883588 -1.1185338 4 1.60920145 0.32040327 0.32597434 -1.0549624
53.7445619 0.97953483 4 43.8728796 0.32049985 0.38277732 1.20193542
6.36257852 1.07217922 4 5.26438076 0.32055557 0.34401943 1.12586985
223.054088 0.93798344 4 172.442659 0.32058318 0.4013582 1.27884041
2.75427154 -1.2208795 4 3.52735184 0.32058944 0.28917461 -1.1911293
9.49515285 1.15321721 4 7.1548237 0.32059129 0.31304238 1.12789483
2.77849345 1.12337235 4 3.1973377 0.3205983 0.32414128 1.06595659
3.87744568 1.13088429 4 3.09358895 0.32062161 0.32131411 1.11055611
1.65849718 -1.0642066 4 4.56990545 0.32069852 0.34721234 -1.4239824
4.69280233 -1.1389099 4 4.02752472 0.32070259 0.31831867 -1.0760976
5.8161348 1.19748502 4 7.82749476 0.32070357 0.29722709 1.16101953

2.87913769 -1.0875979 4 5.69980003 0.32073259 0.33791926 -1.2814405
2.87946606 -1.1035241 4 2.47218865 0.32077041 0.33172108 -1.0801968
3.96700861 1.1292134 4 3.45641315 0.32079704 0.321941 1.07169801
15.5429451 1.1304601 4 10.633028 0.32081137 0.32147316 1.19286771
2.00815292 -1.1804179 4 1.41682272 0.32088121 0.3032341 -1.185811
9.72957734 1.13307853 4 8.67799656 0.32088741 0.32049258 1.04675636
17.0675532 1.13862453 4 14.668447 0.32106522 0.31842473 1.0598143
5.8760744 1.0752469 4 4.51915109 0.32106704 0.34279792 1.14488011

603.376294 -1.3958283 4 45.5113399 0.32115941 0.23525799 -3.6330973



5.64028228 -1.1133454 4 3.4310798 0.32116169 0.32795048 -1.35325
5.73907102 -1.1477617 4 4.53972508 0.32123477 0.31504469 -1.1083916
1.30200226 1.08788607 4 1.47042048 0.32125253 0.3378062 1.35044202
68056.8292 -2.1322469 4 117.861978 0.32130925 0.09995502 -29.293611
2.03711322 1.14954528 4 1.61050733 0.32136141 0.31438876 1.10474526
1.17907841 1.12534487 4 1.16262063 0.32138935 0.32339671 1.1086615
1239.96132 -1.4192983 4 86.5481585 0.32140971 0.22881988 -3.5244792
8.79271758 1.08043505 4 8.08328204 0.32148152 0.34074092 1.08595337
2.4127123 -1.1956338 4 3.08643178 0.3215309 0.29787322 -1.1432918

1.85856389 1.10588602 4 1.04417594 0.32155993 0.33081071 1.2343233
10.5327459 1.14179715 4 6.93588605 0.32163096 0.31724733 1.16260654
34.675852 1.01824345 4 28.92445 0.32167449 0.36613986 1.15629573

6.60530295 1.07067648 4 5.76699947 0.32184724 0.34461924 1.09850608
2.70370909 1.08225093 4 2.34389329 0.32186171 0.34002359 1.15217504
5.35999695 -1.1170595 4 3.5881873 0.32186861 0.32653477 -1.1704051
2.3809532 1.16073928 4 1.78815407 0.32191474 0.31030092 1.15018399
22.516066 1.08867179 4 17.4891254 0.32196428 0.33749806 1.15364019

10.4800484 0.88871556 4 8.47209843 0.3219649 0.4243711 1.38815608
7.14818785 -1.1777534 4 9.98047177 0.32196634 0.3041821 -1.1575797

16.81747 1.13033542 4 12.7691913 0.32199152 0.32151992 1.10873541
7.72435547 1.03202788 4 6.34071483 0.32207416 0.36036982 1.15231264
2.77606344 -1.0888064 4 2.19016851 0.32218064 0.3374453 -1.1486291
25.9896455 1.15727538 4 16.9469919 0.32231781 0.31156058 1.18316503
14.3826258 -1.125873 4 25.6983946 0.3223315 0.32319762 -1.2278024
40.2117622 1.06930403 4 36.5312783 0.3223475 0.34516786 1.08705779
9.60897655 1.11438386 4 15.6402468 0.32238049 0.32755408 1.16582039
1.32718792 1.10917105 4 1.00232897 0.32241629 0.3295483 1.14135714
7.36159639 -1.1694778 4 11.9514133 0.32242648 0.30714409 -1.2387207
1.24774919 -1.1492712 4 1.50223215 0.32245189 0.31448946 -1.1255465
16.5755245 -1.1603869 4 19.6579336 0.32259202 0.31042885 -1.1003294
48.5307682 1.00383884 4 31.8008636 0.32263219 0.37225602 1.30023869
2754.09802 -1.5679561 4 62.4333446 0.32269077 0.19196452 -7.3356258
2.86176853 -1.1609003 4 3.25295702 0.3228573 0.31024247 -1.0735714
1.08902447 1.1248444 4 1.27468712 0.32286355 0.32358547 1.13380207
2.74791446 1.11464789 4 2.35418422 0.32294556 0.32745336 1.08504898
2.4354726 -1.0272217 4 12.4660271 0.32295541 0.36237247 -2.2760265

1.00178258 -1.1179828 4 1.1720308 0.32301556 0.32618369 -1.1471307
1.1613514 1.17338176 4 1.27903028 0.32303012 0.30574347 1.32391174

858.490221 1.18198379 4 325.757313 0.32305957 0.30267827 1.52191053
1.17910419 -1.11314 4 1.74542391 0.3231181 0.32802894 -1.2770076
6.82143904 0.85195109 4 3.51434654 0.32312859 0.4422442 1.55368841
1.21258628 1.12710059 4 1.19787835 0.32314342 0.3227353 1.12120272
1.55117898 -1.1638947 4 1.83929563 0.32315282 0.30915756 -1.0935128
1.77659721 -1.0787486 4 1.31200421 0.32317882 0.34140836 -1.2015471
3.8740673 1.02776472 4 3.2361307 0.32320455 0.36214573 1.24308282
73.491148 1.14555078 4 54.3210304 0.32324402 0.31585949 1.12356114

8.70345525 0.86778069 4 4.9153486 0.32324556 0.43447494 1.52653004
1.25203744 1.17657693 4 3.14722209 0.32329521 0.30460155 1.37884415



1.96919417 1.07998279 4 1.65326853 0.32330369 0.34091979 1.1261813
1.05774536 -1.1116425 4 1.34185047 0.32336754 0.32860143 -1.1365189
1.6372383 1.14455024 4 1.2542501 0.32338716 0.31622887 1.1126549

3.11521233 -1.1107109 4 4.33800143 0.32339843 0.32895806 -1.1131096
2.10858149 -1.1058334 4 1.86260983 0.32343315 0.33083097 -1.1252315
99.863652 0.99463815 4 71.9986734 0.3234623 0.37620912 1.25664961

5.50512807 -1.1548411 4 3.07890759 0.32348383 0.31244865 -1.2263976
5.31428069 1.08114807 4 4.73934678 0.32351568 0.34045909 1.07981574
5.84264858 -1.1256389 4 5.38009373 0.32353883 0.32328585 -1.0405508
14.6664125 -1.1415775 4 9.03746864 0.32357215 0.31732872 -1.2438635
4.54461665 0.87858737 4 1.02040655 0.32357374 0.42923498 3.63425026
16.2309132 1.13476599 4 13.1257018 0.32359774 0.3198621 1.09273517
1.25445494 1.13007642 4 1.0484484 0.3236285 0.32161707 1.18164276
158.012059 -1.344209 4 15.8400046 0.32369421 0.25005569 -3.1367174
2.91833957 -1.117427 4 3.78771799 0.32373352 0.32639497 -1.1007756
2.27042356 1.08067931 4 1.62860849 0.32374135 0.34064435 1.15947164
1.30275778 -1.1542262 4 1.57623808 0.32376304 0.31267336 -1.0971615
1.30275778 -1.1542262 4 1.57623808 0.32376304 0.31267336 -1.0971615
5.0715137 1.06427027 4 3.0552686 0.32376677 0.34718674 1.34063317

1.11874673 -1.1592785 4 1.1030054 0.3238945 0.31083154 -1.1284787
2.48600087 1.1521183 4 1.5688249 0.3239021 0.31344475 1.25519426
81.6297391 1.02480753 4 71.2627757 0.32395782 0.36338213 1.12700992
1.13880996 1.10792875 4 1.4100374 0.32396775 0.33002519 1.09162334
5.72962777 -1.2610899 4 8.45750784 0.32400503 0.27581506 -1.2785952
6.79078019 -1.1168159 4 8.27651737 0.32412324 0.32662743 -1.0751646
3.24366689 1.00921458 4 2.18163405 0.32413052 0.36996312 1.28936869

8197.022 1.05288892 4 6411.37262 0.32416701 0.35179043 1.1604907
11.4773734 1.12452849 4 8.37022429 0.3242259 0.32370468 1.12510414
2962.71529 -1.2164959 4 851.721075 0.32423515 0.29066762 -1.7072452
1.73555055 1.12544641 4 1.50119982 0.32428289 0.32335842 1.07394647
8.11224553 1.16046996 4 3.70089895 0.3244102 0.31039869 1.31463643
4.41396682 1.14557101 4 4.74392833 0.32473847 0.31585203 1.06098242
2.07333927 1.23339594 4 3.3095253 0.32475278 0.28495152 1.27032028
2.4013017 1.09190425 4 1.7121865 0.32476719 0.33623306 1.28135582

1.05651826 -1.1545918 4 1.39228135 0.32479175 0.31253973 -1.1398309
7.11579265 1.11229317 4 4.97718969 0.32483412 0.32835257 1.14609969
15.717177 1.00924552 4 10.7113089 0.32488262 0.36994996 1.24965356

4.93965008 1.02658212 4 4.21934703 0.32494206 0.36263972 1.17966933
2.01535145 1.06252259 4 1.04974431 0.32495187 0.34789015 1.39593893
49.6410774 -1.1801813 4 20.0786877 0.32497413 0.30331817 -1.4122538
49.6410774 -1.1801813 4 20.0786877 0.32497413 0.30331817 -1.4122538
1.07090598 1.12644543 4 1.06772656 0.32498116 0.32298196 1.05080353
30.344444 1.16319551 4 15.2853694 0.32500978 0.30941057 1.31587959

1.28189577 1.16608508 4 1.04227898 0.32504693 0.30836617 1.1497539
3.22824775 -1.1182327 4 3.37698153 0.32506844 0.32608874 -1.0201703
11.3305331 -1.221609 4 17.260485 0.32507748 0.28892685 -1.2332848
7.46960957 -1.120356 4 5.19667413 0.32510703 0.32528291 -1.1872871
1.00347192 -1.1238307 4 1.07819881 0.32522086 0.32396812 -1.0756062



4.01631736 1.11667611 4 6.58600251 0.32529755 0.32668064 1.19354093
1.53595665 1.16603831 4 1.05455868 0.32536248 0.30838305 1.31725244
1.02335086 -1.1317061 4 1.09327833 0.32540579 0.32100621 -1.1113066
6.3774823 -1.1225325 4 10.0075371 0.32549009 0.32445878 -1.1638192

5.81180525 -1.1543824 4 2.63497101 0.32550475 0.31261626 -1.3397281
1.91346098 -1.1473558 4 1.38998059 0.32554041 0.31519412 -1.1907036
1.49093428 1.08300896 4 1.07887175 0.32555911 0.33972455 1.3952183
1.25421116 1.14824554 4 1.03054912 0.32558726 0.31486661 1.11609296
1.58790964 -1.1170653 4 1.04357998 0.32570622 0.32653254 -1.2339898
1.75193378 -1.0658783 4 6.21499424 0.32578227 0.34654064 -1.4470916
1.10687462 1.1840112 4 1.45008824 0.32584561 0.30196002 1.2416246
48.0466857 1.08890977 4 39.280019 0.32584944 0.33740478 1.11062016
5.20346029 0.92504159 4 2.49441774 0.32589094 0.40729969 1.55587416
1.08596222 -1.139855 4 1.20981379 0.32593427 0.31796762 -1.113607
5.57829952 1.1455924 4 5.99780175 0.32597432 0.31584414 1.04554552
1.21509678 -1.1001359 4 1.12457815 0.32603331 0.33303103 -1.188185
2.68439032 1.03436885 4 2.00649525 0.32607123 0.35939792 1.1887356
1707.89407 -1.2266172 4 415.997979 0.3262137 0.28723138 -1.8786067
3.41045902 -0.938345 4 2.09572208 0.3262279 0.40119328 -1.4375668
1.45684201 -1.0949895 4 1.10438056 0.32632287 0.33502965 -1.1603455
1.1871908 1.15076589 4 1.44404721 0.3264091 0.31394061 1.09907996

2.62273964 0.99105766 4 1.54537252 0.3264172 0.37775732 1.34319803
1.37502639 1.11713514 4 1.23194732 0.32641902 0.32650598 1.10412998
1.04307659 -1.0866004 4 1.48338202 0.32647712 0.33831096 -1.1898712
82.5728732 -1.2073558 4 97.1290858 0.32655761 0.29380409 -1.1306517
2.60318486 1.19725243 4 3.45116052 0.32660003 0.29730819 1.18368677
17.1056159 1.12323367 4 10.9791489 0.32661655 0.32419369 1.22302691
14.0139592 1.13758214 4 9.21474081 0.32666673 0.31881245 1.15508972
4.01314545 -1.1252602 4 7.55083482 0.32669407 0.32342866 -1.2596847
2.12727143 1.14401502 4 1.66952032 0.32671625 0.31642664 1.12524494
3.40776754 -1.1124871 4 7.37582751 0.32671785 0.32827843 -1.3034346
1.26092919 1.09862506 4 1.61530275 0.32672307 0.33361664 1.12084025
1.11006621 1.13302024 4 1.63758558 0.3267386 0.32051438 1.14925304
2.16467279 1.09132176 4 1.88953935 0.32676701 0.33646069 1.11961018
1.19571448 1.08262237 4 1.62399341 0.32681914 0.33987703 1.14759563
11983909.3 -1.7488497 4 3329.2493 0.32682315 0.15522463 -112.48819
4.61924968 1.13891126 4 2.54016105 0.32683074 0.31831815 1.2181983
4.97625074 -1.0983799 4 8.83036047 0.32684222 0.33371176 -1.2223753
1.64812785 -1.14246 4 2.49848413 0.32684757 0.31700186 -1.1752895
16.0966156 1.02813311 4 14.0531698 0.3268582 0.36199196 1.11957602
2.42503477 1.11325991 4 1.49330996 0.32688687 0.32798313 1.30683567
2.42503477 1.11325991 4 1.49330996 0.32688687 0.32798313 1.30683567
30.3389172 0.98438856 4 25.9544217 0.32692156 0.38065577 1.17501208
2.96989596 1.15127209 4 6.43465368 0.32697248 0.31375492 1.30692766
2.70184516 1.11771055 4 1.71524578 0.32698085 0.32628717 1.19127443
1.2165213 -1.0490753 4 2.62867254 0.32703165 0.35334514 -1.3628532

24.6268205 0.97329314 4 20.0497449 0.32715469 0.38552053 1.18977222
4.49474469 1.1195117 4 3.50053705 0.32720494 0.32560311 1.0873782



1.19789352 1.14637989 4 1.43299216 0.32723171 0.3155537 1.09100638
1.00424117 -1.2017658 4 1.57196948 0.3272708 0.295738 -1.2654792
2.31206553 -1.0758917 4 1.96515218 0.32733554 0.34254167 -1.0911617
51.0631721 -1.1323337 4 38.179092 0.32739146 0.32077124 -1.1158841
28.6249307 -0.9722854 4 21.5356837 0.32744292 0.38596499 -1.2279009
3.18144975 -1.1025813 4 4.06322515 0.3275035 0.33208511 -1.091896
2001.42831 -1.6161095 4 33.7259096 0.32752468 0.18137561 -8.6267256
4.50422251 -1.1077957 4 7.59859238 0.32756579 0.33007632 -1.1977497
3.09284591 1.14602397 4 2.27404613 0.32758538 0.31568494 1.14774521
2.16175842 1.13092109 4 1.72551071 0.32762533 0.32130032 1.09365043
3.83038245 0.97198402 4 2.58425472 0.32767439 0.38609802 1.27797932
2.33020129 1.12807151 4 1.82953093 0.32768363 0.32237006 1.13335091
7.52577605 1.12574694 4 5.79129063 0.32768993 0.32324513 1.11905394
2.43921401 1.09750048 4 2.03193944 0.32770337 0.33405315 1.09578199
13.4941826 -0.8903686 4 8.77349494 0.32773199 0.42358157 -1.4637222
1.76216419 -1.1241091 4 2.14024818 0.3277881 0.32386301 -1.1089821
22.7856318 -1.1890272 4 5.37182666 0.32781607 0.30018985 -1.7881003
3.79941765 -1.0968373 4 2.44283995 0.32783482 0.33431079 -1.1887597
3.29257086 0.95880665 4 1.75443529 0.32789732 0.39195247 1.42020338
8.48805612 0.81411625 4 6.35892678 0.32790342 0.46126633 1.49213747
30.4036007 -1.1505787 4 43.9420749 0.32791265 0.31400929 -1.1651953
2.8836208 1.10839171 4 2.26795879 0.32793916 0.3298474 1.10986741

1.30474687 1.13059324 4 1.04280138 0.32801123 0.32142323 1.30473283
120.978943 1.2953023 4 5.98186345 0.32802526 0.26491539 3.87291265
2.77562545 1.09344871 4 2.05832624 0.32807325 0.33563016 1.14006076
2.47600521 1.07048834 4 4.74344432 0.32820739 0.3446944 1.26142129
8757244.51 -1.9572519 4 779.475773 0.32822662 0.12193833 -204.938
22.9947809 -1.1717402 4 9.19658718 0.32823734 0.30633167 -1.4602978
35.3595885 -1.126086 4 41.4854331 0.32824204 0.32311736 -1.0749115
9.99244164 0.99750399 4 8.79922765 0.32825464 0.3749739 1.17417173
10.0989601 1.0508686 4 8.90394059 0.32833292 0.3526133 1.11429174
7.35098642 1.12344223 4 5.7148176 0.32840654 0.32411488 1.11978059
3.75356194 -1.1300401 4 2.4306832 0.32853574 0.3216307 -1.1669028
5.77183496 -1.1043205 4 5.38803655 0.32854176 0.33141387 -1.0349613
18.7430285 1.1043959 4 30.7267301 0.32855926 0.33138479 1.18904907
35603.5481 -1.5125099 4 107.848991 0.32869202 0.20494855 -26.059069
4.43006445 -1.1438666 4 5.56088363 0.32872442 0.31648148 -1.1084444
1.32772378 1.11067018 4 1.12270694 0.32876472 0.32897366 1.14210642
3.02458904 1.21196974 4 3.83168865 0.32882634 0.29221682 1.26211898
19.5804265 1.11323791 4 13.784122 0.32884668 0.32799153 1.17073681
18.1543887 1.12836832 4 13.4268085 0.32887206 0.32225849 1.12143222
2.31319315 1.13545719 4 2.67860467 0.32887468 0.31960418 1.10470825
2.00943173 1.14518975 4 1.0313875 0.32887973 0.31599273 1.43728342
1.15820231 1.1067338 4 2.17662382 0.32892944 0.33048449 1.21055467
1.06673598 -1.121908 4 1.26298076 0.32894717 0.32469506 -1.1518044
1.02989557 -1.1268007 4 1.39294618 0.3289496 0.32284818 -1.1156484
2.50930459 1.12479872 4 1.98408311 0.32897022 0.32360271 1.09430845
2.45866248 1.08951749 4 2.15819181 0.32928653 0.33716669 1.06415714



2.12495986 -1.2083138 4 2.12225965 0.32931762 0.29347386 -1.7296389
2.12495986 -1.2083138 4 2.12225965 0.32931762 0.29347386 -1.7296389
3.87022461 1.08635747 4 3.02234542 0.32944403 0.3384064 1.12232014
2.58203881 1.11834946 4 3.34924 0.32948921 0.32604437 1.0996709
1.6357657 1.1018003 4 1.02198103 0.32949646 0.33238694 1.19244085

2.73573503 1.12238166 4 2.37162241 0.32956283 0.32451583 1.06872981
19.2438401 -1.1751744 4 6.63225025 0.32960924 0.30510229 -1.5441445
18.0961884 0.9614873 4 14.7829464 0.32965518 0.39075539 1.23921418
52.3762361 1.07727945 4 44.4169662 0.32965994 0.34199072 1.09403955
3.36618541 -1.0725838 4 8.37647639 0.32969171 0.34385812 -1.3474542
34.233616 -1.2201391 4 6.69069413 0.32974676 0.28942628 -1.9436911

1.32656939 -1.1042687 4 1.16081732 0.32975113 0.33143385 -1.0703307
3.21516256 1.09871782 4 2.75997771 0.32977449 0.33358065 1.07224529
3.77983459 -1.1392115 4 2.01755574 0.32979924 0.3182066 -1.2519113
1.94597982 -1.1331934 4 6.05154275 0.32982871 0.32044964 -1.411486
76.7879278 1.11572538 4 53.5905388 0.32984808 0.32704264 1.14602349
18.6337999 0.85547697 4 13.2610747 0.32990474 0.44050402 1.37504529
8.42632801 1.09274885 4 6.77020026 0.32997251 0.33590323 1.10200817
1.84699333 1.20927309 4 4.3699877 0.32997473 0.29314352 1.61788722
1.23025324 -1.0967342 4 3.31713565 0.32997936 0.33435087 -1.3275302
1.1705495 1.10722535 4 1.69682601 0.33001501 0.33029548 1.2457394
4.9710691 1.05329312 4 4.15003697 0.33011436 0.351626 1.11011276
14.344829 1.09195983 4 12.3357609 0.33012771 0.33621134 1.08055162

1.02955936 1.08271488 4 3.08100671 0.33023513 0.33984053 1.4087435
3.02794568 -1.2135062 4 4.30555842 0.33036457 0.29169004 -1.3254073
6.81821898 1.0655195 4 2.5496819 0.33038416 0.34668473 1.75156263
13.6786843 1.10062459 4 11.373699 0.33038941 0.33284179 1.09112513
32.9427045 -1.1511069 4 15.8436803 0.33041028 0.31381552 -1.3550215
2.75808975 1.10959613 4 2.28020601 0.33041434 0.32938527 1.11199542
1.53501594 1.11980785 4 2.08571589 0.3304656 0.32549076 1.14180988
7.92868444 -0.653274 4 4.14417056 0.33052422 0.54922694 -1.9835827
2.44650993 1.13007096 4 2.846909 0.33057139 0.32161912 1.08298245
146.793351 1.10986059 4 115.810809 0.33057612 0.32928388 1.1004595
1.8908655 1.14971395 4 2.51385425 0.33061647 0.31432679 1.16203225
6.6462551 -1.0676897 4 32.1997503 0.33066549 0.34581418 -1.4673071

2.18253095 -1.1250163 4 3.51750386 0.33075607 0.32352063 -1.2185623
1.83312972 1.10522558 4 2.09499786 0.33081205 0.33106504 1.05888471
5.84947302 1.13308751 4 7.3064477 0.33082813 0.32048922 1.10535709
1.82751653 1.14508332 4 2.40305548 0.33088251 0.31603202 1.16768351
354.977938 -1.1623306 4 63.2536063 0.33089209 0.3097238 -2.2420103
29.2429033 -1.142171 4 13.2657707 0.33103834 0.31710885 -1.391571
27.8228469 1.0671018 4 22.7597809 0.33105246 0.3460498 1.10678658
1.03820479 1.10083794 4 1.06076768 0.33112136 0.33275921 1.04788427
46.7145531 1.02686996 4 39.1991993 0.33115367 0.36251943 1.12766082
1.74503208 1.11885317 4 1.37538885 0.33118702 0.32585306 1.09642729
9.70384308 1.11293671 4 7.31801384 0.33125217 0.32810659 1.11940415
2.73535067 -1.1010009 4 3.13179216 0.3312589 0.33269615 -1.0662621
1.3154646 -1.107369 4 1.1051667 0.33133378 0.33024028 -1.1240083



5.59559244 -1.221007 4 8.10681173 0.33136226 0.2891313 -1.2487078
3.12649198 0.9412469 4 2.30293423 0.33143331 0.39987158 1.45766874
4.1822521 -1.1063983 4 5.30141221 0.33153996 0.33061356 -1.0880853

1.44073291 1.07451523 4 1.2323015 0.33165885 0.3430889 1.15202432
1.29009327 1.15272706 4 2.01430727 0.33168425 0.31322179 1.21202992
36.8337791 1.08682275 4 54.1784503 0.33176779 0.33822361 1.13677777
1.55980655 1.1016875 4 2.34125351 0.33177644 0.33243056 1.13276957
7.50352223 1.13723094 4 3.48778224 0.33178711 0.31894317 1.31522105
1.44713111 1.14140312 4 1.6792303 0.33188515 0.31739334 1.1902166
1.78155756 1.07377057 4 1.47519042 0.33194863 0.34338529 1.11376759
1.13742877 -1.0916389 4 2.06996727 0.33196744 0.33633675 -1.2085413
6.47321213 1.0002097 4 5.00138901 0.33203314 0.37381095 1.20071576
1.55977404 -1.137091 4 1.76421649 0.33232857 0.31899527 -1.1585031
1.25576093 1.07943333 4 1.86092112 0.33233447 0.34113721 1.15409001
28.3462378 -1.1842071 4 33.1308784 0.3324575 0.30189071 -1.1177521
673.063321 1.06614837 4 540.616455 0.33252258 0.34643226 1.11683183
6.23673504 1.08612587 4 5.53264695 0.33253096 0.33849742 1.07542224
4.82702813 -1.2056387 4 6.40337285 0.33256066 0.29439686 -1.1861599
4.78225066 1.10310119 4 3.97315886 0.33266015 0.33188433 1.09149832
1.17144556 1.12565434 4 1.37763216 0.3326826 0.32328004 1.23649258
2.86954444 -1.0873023 4 1.36606269 0.33268984 0.33803531 -1.304732
1.0503128 1.07781028 4 1.34090552 0.33269861 0.34178019 1.10561359

3.72947119 1.08361858 4 6.48696285 0.33272214 0.33948422 1.21933672
1.26842419 1.08908844 4 1.46112212 0.33272665 0.33733476 1.07513363
1.83646512 1.14687366 4 2.13047209 0.33276356 0.31537172 1.16433215
2.62097347 -1.0935777 4 3.01348214 0.33278069 0.33557986 -1.0565157
1.80703318 -1.0501037 4 1.44578823 0.3328127 0.35292531 -1.1961608
35.2066009 1.08684442 4 27.1030555 0.33297237 0.33821509 1.11333309

1.130533 -1.1261963 4 1.07404576 0.33301363 0.32307581 -1.1394962
1.53276363 -1.0711571 4 2.53215054 0.33305485 0.3444273 -1.1969206
1.32372102 1.12870299 4 1.08830812 0.33308225 0.32213272 1.11205708
5.22485204 -1.1030385 4 6.73637023 0.33308693 0.33190853 -1.1092544
34.8691932 -1.1699492 4 40.4805365 0.33310884 0.30697467 -1.1092795
30.3467222 1.07485354 4 24.2693451 0.33312356 0.34295433 1.10796491
1.23557661 1.12274705 4 1.05494684 0.33319273 0.32437764 1.1282709
6.52270688 -1.0676569 4 14.2579476 0.33319358 0.3458273 -1.2643545
13.0897754 -1.124791 4 5.68674349 0.33330787 0.3236056 -1.3648032
2.58932817 -1.1033462 4 1.83745492 0.33333373 0.33178974 -1.1319639
3.02473904 -1.1075614 4 2.55713965 0.33335004 0.33016634 -1.0694431
1262.20844 1.10533159 4 1108.41738 0.33338371 0.3310242 1.04706774
34.0777643 1.06653248 4 31.8455797 0.33340801 0.34627813 1.05418456
34.0777643 1.06653248 4 31.8455797 0.33340801 0.34627813 1.05418456
2.51575182 -1.1088625 4 2.72492531 0.33351465 0.32966669 -1.0588717
5.12571563 -1.0520207 4 19.8228728 0.33359718 0.35214385 -1.4193058
2.5786261 1.09102477 4 3.54737124 0.3336312 0.33657681 1.10246175

461.491152 -1.4766867 4 9.52642261 0.33368269 0.21381025 -6.1328771
2.32689811 -1.1086651 4 2.8264879 0.33369398 0.32974243 -1.1225477
2.32689811 -1.1086651 4 2.8264879 0.33369398 0.32974243 -1.1225477



3.16835742 0.95383325 4 2.00113455 0.33369585 0.39418171 1.36879096
7.33306563 -1.0757387 4 1.28215428 0.33370336 0.34260243 -2.3508531
71.3926717 -1.2951796 4 6.94692604 0.33374309 0.26495373 -3.4048262
5.70494824 -1.0998683 4 3.72201622 0.33378427 0.33313468 -1.1625761
18292.8175 -1.4363324 4 426.649127 0.3338824 0.22425757 -7.0689996
2.85640309 1.09300767 4 3.80450631 0.33393912 0.33580222 1.11349704
2.04936958 -1.0622932 4 3.30854095 0.33398699 0.34798255 -1.2064731
7.15066393 0.93925974 4 4.36584526 0.33409312 0.40077624 1.39230297
106.563388 0.98906562 4 88.9876928 0.33410577 0.37862107 1.15493704
3.88594396 1.03373583 4 3.22677071 0.33412192 0.3596605 1.19902218
85.4086097 -1.1520409 4 97.2762625 0.334137 0.31347311 -1.0860569
3.30090287 1.10399685 4 2.35751635 0.33428441 0.33153868 1.114205
3.02687384 1.02412659 4 2.68370636 0.33429097 0.36366736 1.18409052
3.03459155 1.12822983 4 3.36450436 0.33429587 0.32231054 1.07019737
1.96702593 1.06436567 4 1.39069549 0.33430871 0.34714838 1.15652446
3.60206548 -1.0859099 4 5.80539677 0.3343107 0.33858232 -1.2000055
2.19461556 -1.0991409 4 1.72606288 0.33435133 0.33341657 -1.0809595
9.35197821 -1.0900023 4 12.701538 0.33448385 0.33697687 -1.1234589
3.39818645 1.10908608 4 2.46640579 0.33448409 0.3295809 1.1544037
33.8200973 0.97343977 4 28.6575784 0.3345312 0.38545589 1.15577041
2459.54258 -1.342527 4 146.686227 0.33454469 0.25055295 -3.9616706
9.2832245 1.10354348 4 6.87078595 0.33455063 0.33171361 1.12568174

23.7552185 -1.3145719 4 38.7992557 0.33463674 0.25896071 -1.3625048
9.96893328 1.02838256 4 6.43602939 0.33468762 0.36188787 1.32366979
16.5567269 1.30313826 4 36.0658217 0.33474496 0.26247809 1.46708237
4.7646857 -1.7884694 4 94.8739906 0.33476618 0.14821459 -2.1994064

1.79294056 1.0934067 4 2.06416248 0.33493842 0.33564654 1.04866122
1.58144194 -1.1433128 4 1.85704667 0.33494507 0.31668628 -1.206888
1.79642376 1.11883641 4 1.41747951 0.33495838 0.32585942 1.12467574
1.26004397 -1.0801553 4 1.09019998 0.33497347 0.34085153 -1.0952079
5.0016276 -0.8435786 4 2.96857051 0.33497573 0.44639862 -1.5077102
1.5888641 1.13660395 4 1.83030929 0.33502944 0.31917668 1.18209882
29.342774 -0.9931794 4 23.4715248 0.33505324 0.37683921 -1.1865878
29.342774 -0.9931794 4 23.4715248 0.33505324 0.37683921 -1.1865878

3.78911434 -0.9646446 4 3.02111928 0.33509681 0.38934947 -1.2769331
3.60618977 -1.1425198 4 4.10919435 0.33510917 0.31697972 -1.0824738
1.64692117 1.13184453 4 1.21648223 0.33511021 0.32095436 1.1624633
3.34743795 -1.22882 4 1.26640416 0.33515836 0.28648863 -1.6300329
4.97884391 -1.0914097 4 6.22177466 0.33522561 0.3364263 -1.0943109
1.63780307 -1.1091158 4 2.04753395 0.33526804 0.32956948 -1.1102494
87.2284423 -1.1156594 4 135.819736 0.33528953 0.3270678 -1.1800554
4.63299713 1.1130215 4 3.38731582 0.33529597 0.3280742 1.13169065
3.56975682 1.08252385 4 4.20725597 0.33529786 0.33991589 1.06825793
62.0803066 -1.1305167 4 70.8345994 0.3353189 0.32145192 -1.0764436
4.69463665 1.11446531 4 3.28543474 0.33532689 0.327523 1.14907999
1.83271206 -1.1008379 4 2.9522136 0.33541295 0.33275921 -1.2006665
1.65708072 1.06775825 4 2.20399582 0.3355263 0.3457867 1.13848298
2.37694427 1.14784744 4 2.82895619 0.33561119 0.31501311 1.16180999



7.26883366 1.04185633 4 5.9177626 0.33562 0.35630489 1.12020835
216.372033 -1.2059302 4 256.642664 0.33568815 0.29429617 -1.1464899
6.01623909 1.06764738 4 3.77672764 0.33570317 0.34583112 1.30641259
183.696231 -1.3845466 4 5.735331 0.33574496 0.23841644 -4.8225705
9.13730739 1.02055796 4 7.24298982 0.33582333 0.36516539 1.15961225
3.29277833 1.02809442 4 2.47291866 0.33590005 0.36200811 1.21130579
71.2191522 -1.0832953 4 89.2862987 0.33591846 0.33961166 -1.0783864
4.92637932 -1.1646946 4 5.7800261 0.33592083 0.30886833 -1.1220081
6.87294641 1.04366613 4 6.39972587 0.33593897 0.35556082 1.07554538
1.26738102 1.06807294 4 1.60673022 0.33595517 0.34566063 1.12110341
1.49933189 1.10146074 4 1.755868 0.33597006 0.33251825 1.07053694
1.94817952 1.03260737 4 1.19735904 0.33598598 0.36012902 1.30218735
1.94817952 1.03260737 4 1.19735904 0.33598598 0.36012902 1.30218735
4.2848494 -1.1349247 4 2.56694026 0.33608753 0.31980285 -1.2783389

76.4955574 1.08873719 4 43.8280026 0.33622328 0.33747243 1.2779345
146.351628 -1.0928437 4 114.354132 0.33625092 0.33586621 -1.1020694
1.39042473 1.04840245 4 1.06633013 0.33628132 0.35362009 1.14485312
2.1559974 -1.0930576 4 3.69675354 0.33628181 0.33578273 -1.1824157

15.0173369 -1.0302317 4 11.3324254 0.33630115 0.36111712 -1.1584693
2.90786146 1.13412253 4 1.80252931 0.33634789 0.32010238 1.23198712
1.33860691 1.09081908 4 1.2850111 0.33638007 0.33665725 1.0144118

3.122975 1.25701395 4 1.09446304 0.33641741 0.27714198 1.97123776
1589.68573 -1.2926269 4 124.962974 0.33642782 0.26575256 -3.426258
1.23716691 1.06638628 4 1.50818111 0.33645373 0.34633679 1.09724358
2.32711156 -1.1546932 4 2.67271031 0.33655138 0.31250269 -1.1813454
81.610287 1.08563281 4 70.6657448 0.33665235 0.33869127 1.06259438

1.01405197 -1.1487692 4 1.35165851 0.33666452 0.31467402 -1.1640878
2.91624624 -1.0558696 4 2.70595825 0.33671601 0.35057953 -1.0924231
18.6504374 1.09805374 4 15.861037 0.33677225 0.33383833 1.06206924
3.81298224 1.08462749 4 4.85017005 0.3368065 0.33908683 1.08107877
11.433112 -1.1455925 4 12.7444086 0.33683849 0.31584411 -1.0780651

3.24293929 -1.0680029 4 4.61380305 0.33690496 0.3456887 -1.1443882
1.07205686 1.07351658 4 1.02997819 0.33690757 0.34348643 1.05061559
27.9730843 1.10422237 4 19.2503243 0.33692157 0.33145171 1.14366571
139.514098 0.91443591 4 115.63382 0.33707455 0.4122236 1.20991042
1.96497723 -1.1051724 4 1.55244449 0.33718723 0.33108553 -1.1053899
2.3758786 1.16747135 4 2.88431185 0.33723726 0.30786629 1.19331049
1.687832 -1.1066337 4 1.94772185 0.33726388 0.330523 -1.0642444
1.930949 -1.1068389 4 2.30378542 0.3373238 0.33044408 -1.115781

72.7659926 -1.1062046 4 48.9780473 0.33733696 0.33068809 -1.1579733
72.7659926 -1.1062046 4 48.9780473 0.33733696 0.33068809 -1.1579733
10.1670425 1.1654586 4 11.2860496 0.33737217 0.30859233 1.11377428
2.21124283 1.09363803 4 1.84358683 0.33740025 0.33555632 1.06179082
2.21124283 1.09363803 4 1.84358683 0.33740025 0.33555632 1.06179082
2.21124283 1.09363803 4 1.84358683 0.33740025 0.33555632 1.06179082
3.07679329 -1.0560099 4 6.59992925 0.33740425 0.35052263 -1.286665
1.5899548 -1.0983347 4 5.21153883 0.33743872 0.33372931 -1.3999248

3.46354215 1.08002266 4 2.60874454 0.33751444 0.34090402 1.1774195



4.60186481 1.04620721 4 3.0500822 0.33753218 0.35451842 1.20960598
13.0601958 1.11273459 4 7.20079776 0.33758083 0.32818383 1.22868658
4.66864431 0.8741098 4 2.63226834 0.33761312 0.43139977 1.43006141
37.8042658 0.79766519 4 17.5231476 0.33766942 0.46973663 1.65598784
3.86214552 -1.0993687 4 2.99274456 0.33767737 0.33332828 -1.1263257
2.53312231 -1.0647844 4 3.53288824 0.33770867 0.34698004 -1.1413414
1.27224417 1.11214692 4 1.88038569 0.33773702 0.32840849 1.34708703
79.9401102 1.08872981 4 62.4718887 0.3377869 0.33747532 1.09774293
4.18162652 -1.0618031 4 7.38446776 0.33781874 0.3481801 -1.2098491
8.88036364 -0.9881223 4 7.13847818 0.3379127 0.37903067 -1.1581302
56.8416096 1.0675336 4 46.2132195 0.33802577 0.34587672 1.09836672
1.80179526 1.09812233 4 1.34394991 0.33812365 0.33381171 1.23208154
334.874808 -1.2031989 4 10.8853446 0.33817982 0.29524108 -6.1910868
30.9257597 1.0588899 4 23.7756706 0.33818164 0.34935632 1.12765835
60.2126771 -1.0685148 4 116.824628 0.33819544 0.3454837 -1.2113814
10.5902643 1.05363657 4 8.89335483 0.3381973 0.35148635 1.10984101
30474.794 -1.3361068 4 198.713628 0.3382183 0.25246 -18.049295

2.01891839 1.04898533 4 1.81115574 0.33825561 0.3533819 1.12377497
2.62647254 -1.0320321 4 2.25409381 0.33827412 0.36036809 -1.1353453
1.51506428 1.0908441 4 1.24083212 0.33828349 0.33664747 1.08622527
21.0826401 1.10073961 4 15.1393219 0.33828601 0.33279726 1.12406809
2.80549534 1.12241495 4 3.30246238 0.33831266 0.32450324 1.08600521
2.15079084 1.12107171 4 2.35362457 0.3383233 0.32501169 1.09463731
1.74991673 1.08471569 4 3.01943582 0.33833778 0.33905211 1.17790772
3.94983566 1.06007533 4 3.61999718 0.33835192 0.34887727 1.05047635
1.65117383 1.06155122 4 2.18655654 0.33835865 0.34828166 1.13711011

3415.681 -1.3456936 4 108.576152 0.33836909 0.24961757 -6.0180055
2.93168407 1.09758101 4 2.05087542 0.33836925 0.33402187 1.12573672
1.80616643 1.11384104 4 1.02710238 0.33840474 0.32776122 1.24618436
1.10905828 1.08065492 4 1.29091557 0.33844296 0.34065399 1.138077
3029.3388 -1.3957183 4 72.8312544 0.3384852 0.2352886 -7.4954906

3.00702438 -1.0818568 4 3.32298954 0.33849429 0.34017918 -1.0445926
36.1710211 -0.989374 4 26.0551682 0.33850927 0.37848723 -1.2361787
1.14037577 1.17523253 4 1.4320196 0.33862795 0.30508154 1.361339
3.38064727 1.0434494 4 2.792141 0.33865845 0.35564985 1.13014804
1.07453162 -1.0824854 4 1.29753874 0.33870464 0.33993105 -1.109483
6.40372217 1.10261802 4 3.7928963 0.3387115 0.33207093 1.18941015
1.07108859 1.07399859 4 1.13228096 0.33878114 0.34329451 1.13940016
1.12366734 1.08797093 4 1.01858939 0.3387952 0.3377729 1.11573952
1.12366734 1.08797093 4 1.01858939 0.3387952 0.3377729 1.11573952
3.31911512 -1.0764071 4 2.95991528 0.33880987 0.34233695 -1.0584485
3.30049548 1.00741324 4 1.99427083 0.33881449 0.37073006 1.2736712
2.50926986 0.96134703 4 1.60635787 0.33881789 0.39081796 1.3280865
4.28935886 1.06148084 4 3.15313151 0.33882219 0.34831004 1.16358554
8.32801479 -1.0280626 4 6.35899485 0.33891713 0.36202139 -1.1767623
13.434766 1.10814364 4 8.83563138 0.33893251 0.32994265 1.19068807

25.6656623 1.05984186 4 22.3038344 0.3389528 0.34897157 1.07291128
3.10067433 1.06402235 4 6.32118783 0.33896958 0.34728645 1.23402112



1.10457909 1.09860655 4 1.22161796 0.33896976 0.33362382 1.09754081
2221.86393 1.08894687 4 1784.82452 0.33908174 0.33739024 1.08585948
1.79065627 1.09266505 4 1.38950624 0.33915029 0.33593595 1.11021547
1.6286691 1.09315031 4 1.16489687 0.33916888 0.33574656 1.14220761

103.042647 1.27028941 4 5.85076549 0.33919132 0.27284254 3.45574671
2.05850737 1.08054518 4 1.38581451 0.33930112 0.34069737 1.19980939
1.70119659 1.07936466 4 1.59835522 0.33936823 0.34116439 1.05475352
1.32193518 1.04233394 4 1.02686617 0.33940317 0.35610839 1.15455541
11.0147855 1.0900475 4 8.87422444 0.33941505 0.33695916 1.07622366
36.0913103 0.94951965 4 22.4965793 0.33943484 0.39612394 1.37320953
2.27928947 -1.1326231 4 1.69996676 0.33943892 0.32066295 -2.9438508
1.24047377 1.1174196 4 1.50352606 0.33946403 0.3263978 1.10380154
5201.32433 1.18152875 4 891.043522 0.33947912 0.30283969 2.24229282
6.95300897 0.573597 4 1.79795933 0.33951857 0.59694948 4.02407118
3.99454595 -1.1429709 4 5.08243858 0.33954351 0.31681275 -1.1703033
2.88959227 1.0128712 4 2.40028205 0.33956853 0.36841054 1.16415368
6.55827181 0.92541208 4 4.90732061 0.3396616 0.40712857 1.25627671
4.42713834 -1.1030396 4 3.10952272 0.33978544 0.3319081 -1.1619423
8.22169586 0.99842007 4 7.26680659 0.33986301 0.37457981 1.12262254
954.569561 -1.1597619 4 163.84096 0.33990582 0.31065587 -2.2695939
10.2062692 -1.0421511 4 52.2436181 0.33990804 0.35618359 -1.4607542
5.96974287 1.1715542 4 7.26371477 0.34010742 0.3063984 1.15609559
5.03474745 1.07895759 4 2.90544547 0.3403252 0.34132557 1.27083105
13.9153487 -0.9785411 4 12.0677096 0.34032778 0.38321292 -1.152694
3.36785663 1.02357909 4 2.90533544 0.34039356 0.36389683 1.11274548
3.69799618 -1.0927043 4 6.54964115 0.34040498 0.33592062 -1.2387935
15.4346304 1.05447164 4 33.5881497 0.34040978 0.35114698 1.26256676
112.892701 -1.1335767 4 137.519897 0.34057495 0.32030632 -1.1129768
4.16467145 1.11368212 4 2.35124722 0.34059392 0.32782189 1.32864684
4.99656644 -1.0527702 4 4.69437854 0.34060212 0.35183875 -1.0471531
1.72327751 1.13294651 4 2.14966184 0.34062694 0.32054195 1.13496674
3.26202802 0.86173022 4 1.42076405 0.3406599 0.43743138 1.56385702
1.16649895 -1.0504107 4 1.70896412 0.34066359 0.35280004 -1.1778691
1.07849218 1.1263914 4 1.56587963 0.34070481 0.32300231 1.18505882
6.47046855 -1.0352108 4 5.29231582 0.34072574 0.35904895 -1.1497816
1.10492728 1.11855481 4 1.34743127 0.3407282 0.32596637 1.13375412
7.40952875 1.04798311 4 6.83419855 0.34077723 0.35379153 1.0648804
3.65885218 1.07082961 4 2.81457142 0.34079705 0.34455807 1.10082034
411.425315 -1.1474609 4 12.5344728 0.34080562 0.31515543 -6.6124662
6.12003161 1.03689604 4 4.98260045 0.34085717 0.3583513 1.13515276
2.38930976 1.06093261 4 2.18297582 0.34086025 0.34853119 1.05109047
45.3300712 1.03448557 4 32.2470619 0.34096867 0.35934952 1.18711945
2.13619216 1.0725226 4 1.75699693 0.34100531 0.34388251 1.0907045
1.29565489 1.19724465 4 1.47361078 0.34104069 0.29731091 1.47579478
3.26538775 1.06272942 4 2.46114163 0.34106505 0.34780684 1.13004242
1.21975499 1.0747338 4 1.41428359 0.3411882 0.34300195 1.05542668
1.17350473 1.07628295 4 1.33874685 0.34119147 0.34238625 1.09433097
2.84151687 1.09605506 4 2.25930617 0.34120353 0.33461495 1.09941343



6.30532269 -1.0584033 4 16.7595511 0.34128072 0.34955315 -1.2954569
9.48565809 0.99729965 4 7.79095194 0.34131388 0.37506186 1.13650264
48.2027025 0.88108112 4 31.2139583 0.34134224 0.42803318 1.34951278
2.2277344 -1.0230802 4 1.81970214 0.34138461 0.36410603 -1.1300364

1.58081481 1.10273028 4 1.27510093 0.34141967 0.33202757 1.1163148
2.37291641 -1.0424783 4 1.57030846 0.34143951 0.356049 -1.2191208
3.13124781 1.09716893 4 1.89790111 0.34145347 0.33418194 1.27937138
2.68896725 1.01736907 4 2.03821569 0.34146829 0.3665086 1.15214985
4.31838611 1.09184644 4 2.96359506 0.34156541 0.33625564 1.13798391
4.47084336 1.02394205 4 3.01895953 0.34157675 0.36374469 1.20556397
1.14324491 1.09955753 4 1.29024994 0.34162762 0.33325508 1.10399163
4.70580769 0.88582799 4 3.70439207 0.34164677 0.42575316 1.36477132
6.16385492 1.02342949 4 5.48548964 0.34168255 0.36395956 1.08684702
4.99892818 -1.1080094 4 5.81936879 0.34174374 0.32999422 -1.1023723
8.48905349 1.07819585 4 7.04001546 0.34189255 0.34162735 1.06646876
1.0143512 -1.0769536 4 1.65095269 0.34193226 0.34212002 -1.1661422

3.02501645 1.10398786 4 2.28111321 0.3419794 0.33154215 1.13695769
1.86054528 1.03180243 4 1.57169816 0.34203778 0.36046354 1.12659682
1.52987648 1.04822688 4 1.15564721 0.34206387 0.35369186 1.12548944
15.6388996 -1.0746767 4 24.1874163 0.34208683 0.34302468 -1.1649528
2.60516214 1.13822046 4 3.46305052 0.34211551 0.31857497 1.1566043
2.23700949 1.06595496 4 1.67919102 0.34212266 0.34650989 1.24482713
1.89352519 1.08588424 4 2.90216502 0.34215234 0.3385924 1.26192009
3.14460354 1.07875214 4 2.15999447 0.34216688 0.34140694 1.16119678
3.14460354 1.07875214 4 2.15999447 0.34216688 0.34140694 1.16119678
3.14460354 1.07875214 4 2.15999447 0.34216688 0.34140694 1.16119678
3.14460354 1.07875214 4 2.15999447 0.34216688 0.34140694 1.16119678
13.0863461 -1.1181087 4 22.991032 0.34218523 0.32613585 -1.2292685
2.65705457 1.19106171 4 3.63200315 0.34222757 0.29947466 1.2292213
1.97895652 1.07280026 4 1.6933547 0.34230183 0.34377183 1.05434475
1.64480366 0.99562587 4 1.0672158 0.34232443 0.375783 1.30196986
10.9049525 1.14017428 4 30.1908767 0.34236813 0.31784909 1.42728466
410.445704 -1.1981584 4 53.8985613 0.34239538 0.29699238 -2.5562636
5.35518162 1.06268776 4 4.53745138 0.34241763 0.34782361 1.09853367
19.711433 1.10650526 4 9.20550978 0.34248718 0.3305724 1.3208162

2.74916338 1.09366451 4 1.49350632 0.34252002 0.335546 1.22345119
3.10322551 1.06740523 4 4.02447509 0.34255693 0.34592817 1.08785561
4.26566958 -1.1884025 4 6.09872379 0.3425765 0.30040979 -1.2945252
6.67209329 -1.0594124 4 11.1767014 0.34282189 0.3491451 -1.1899811
1.95854174 -1.0768893 4 1.76404355 0.34285286 0.34214555 -1.0710686
1.19740937 -1.053457 4 1.18947483 0.34285792 0.35155936 -1.1987113
22.5107852 0.93476217 4 17.384211 0.34287749 0.40283018 1.2272834
2.95279988 0.99281121 4 2.13391729 0.34291744 0.3769984 1.20740548
5.32329696 1.05184479 4 4.35548422 0.34293904 0.35221549 1.1040245
1.1442806 1.09326599 4 1.00985607 0.34299254 0.33570143 1.06731245

1.98652165 1.06130189 4 2.72246035 0.34302289 0.34838221 1.12591626
9.80295185 -0.986048 4 7.9268166 0.34302721 0.37993279 -1.1962326
1.01309233 1.13398596 4 1.41894182 0.3430407 0.3201534 1.35440329



1.19537331 -1.0753695 4 1.49843061 0.34305386 0.34274919 -1.1061376
2.17684797 1.16081082 4 3.52118343 0.34308537 0.31027496 1.24186987
1.00506974 1.0957778 4 1.1293585 0.34311494 0.33472282 1.06363978
10.3946108 -1.171208 4 14.1079409 0.34312886 0.30652263 -1.1816524
1.7418464 1.07611074 4 2.57867257 0.34313131 0.34245465 1.13124598

27105.7205 -1.2329941 4 1176.90079 0.34314856 0.28508619 -5.1031127
1.40041698 0.99071883 4 1.23685307 0.34333967 0.37790412 1.33443141
22.470769 1.0842032 4 16.4793679 0.34335767 0.3392539 1.13220752

3.20396827 1.05653755 4 2.66531932 0.34341928 0.35030868 1.13167934
4.47555254 1.07554479 4 6.18799288 0.34352286 0.34267951 1.14664633
1.53849864 1.03310683 4 1.12773552 0.3435697 0.35992159 1.32665433
2.66478297 1.00896748 4 1.89897341 0.34358817 0.37006824 1.21413172
8.75916415 -1.0124311 4 6.90744101 0.34361633 0.36859711 -1.1474854
1.63728571 0.94949755 4 1.53088732 0.34363164 0.39613391 1.52424678
8.3130471 -0.9223381 4 6.31718056 0.34364672 0.40855013 -1.2991682

21.9704217 -1.0819991 4 40.0648366 0.34364689 0.34012298 -1.2162748
5.01845804 1.02898188 4 2.97112924 0.34370354 0.36163791 1.37348298
3.78319472 1.08389391 4 3.00270978 0.34370992 0.33937574 1.08868766
1.46843793 1.0807144 4 1.03897926 0.34371181 0.34063048 1.14782863
2.57005978 1.06720833 4 3.19560278 0.34371819 0.34600709 1.09409201
62.9794949 -1.0549439 4 268.985417 0.34374975 0.35095519 -1.4106229
1.46448659 1.07453243 4 1.28574737 0.34377745 0.34308206 1.04128399
5.32832193 1.02751551 4 4.56394735 0.34380384 0.36224978 1.12384321
19.3400578 1.09263703 4 11.7038524 0.34382232 0.33594688 1.23805397
15.7312751 -1.0364142 4 12.1277134 0.34386903 0.35855066 -1.1241729
23.4070154 1.13867812 4 30.6610169 0.34388069 0.3184048 1.15929934
2.48109531 1.05718764 4 2.4143559 0.34399149 0.35004525 1.03954659
6.32139237 -1.0652396 4 8.46824181 0.34400694 0.34679717 -1.0935468
2.37881398 -1.124954 4 2.87654587 0.34401554 0.32354413 -1.1874588
2.2551975 1.07766335 4 1.75380313 0.3440165 0.34183846 1.08391321

1.79412685 1.08867015 4 1.21704358 0.34404884 0.3374987 1.15248493
100.966367 -0.960453 4 89.5744833 0.34426705 0.39121688 -1.1288823
1.5289938 -1.0713346 4 1.2726445 0.34435064 0.34435645 -1.2872782

1.47580876 1.08352491 4 1.54722407 0.34435515 0.33952114 1.06679148
1.40150499 1.05825134 4 1.88928477 0.34458618 0.34961461 1.1242098
5.1240925 -1.0789613 4 4.05388962 0.34460174 0.3413241 -1.1151467

2.27343019 1.04017048 4 2.09562969 0.34461514 0.35699923 1.08400275
8.57795758 1.00009127 4 6.62042752 0.34463598 0.37386178 1.18524693
1.10795321 1.05813282 4 1.4729681 0.34467475 0.34966257 1.18464061
8.62578592 1.15765615 4 10.5186197 0.34468418 0.31142188 1.1543091
1411.16574 -1.294979 4 45.8606031 0.34468644 0.26501644 -5.4529219
1.53456131 -1.0664251 4 1.27989023 0.34468734 0.34632121 -1.0718216

172.929 1.13350422 4 48.8748848 0.34469612 0.32033342 1.76627064
1.95815806 1.04977206 4 1.79546246 0.34470778 0.35306064 1.07241458
1.75130132 1.03870273 4 1.5465943 0.34477084 0.35760473 1.11993145
24.5399532 1.05806169 4 17.8627937 0.34486884 0.34969136 1.13726743
3118.53358 -1.2778019 4 156.406915 0.34487929 0.27043797 -4.3898563
2.11781715 1.03745135 4 1.92237555 0.34489495 0.35812169 1.08432261



2.90182869 -1.0464796 4 4.21710738 0.34499016 0.35440684 -1.1548105
1.82919132 1.07840386 4 2.1048309 0.34509332 0.34154492 1.09138903
1.82919132 1.07840386 4 2.1048309 0.34509332 0.34154492 1.09138903
1.22990647 1.11408572 4 1.54832485 0.34516913 0.32766784 1.27571279
4.57058696 -1.2126576 4 1.08056709 0.34528332 0.29198087 -1.9380605
8.06270079 1.0744339 4 8.69898816 0.34528655 0.34312126 1.03616542
5.26508649 0.98820897 4 4.41901777 0.34534647 0.37899304 1.14261932
2.46778745 -1.073487 4 2.11864489 0.34534876 0.34349822 -1.0669865
2.46778745 -1.073487 4 2.11864489 0.34534876 0.34349822 -1.0669865
4.70650603 -1.1271333 4 6.04922915 0.34540374 0.32272299 -1.1294312
4.36711016 -1.0825758 4 3.28924713 0.34544764 0.3398954 -1.1243447
1.0609171 1.10438171 4 1.15830304 0.34545337 0.33139027 1.13018699

17.8255947 0.99694916 4 14.5458546 0.34553756 0.37521277 1.12755562
17.9669297 -1.104464 4 20.9358164 0.34555441 0.33135852 -1.0874535
1.81637201 1.16187174 4 3.73668089 0.34556278 0.30989012 1.43792271
1.7901392 -1.0756956 4 1.23616549 0.34559431 0.34261958 -1.1468866

2.34831044 -1.0806465 4 2.6671741 0.3456283 0.34065734 -1.0921376
1.35230076 -1.0486221 4 1.67044508 0.34563086 0.35353031 -1.1002863
40.9177845 -1.0137517 4 34.549848 0.34566095 0.36803754 -1.1050748
2.58546827 0.91555317 4 1.49227675 0.34566529 0.41170255 1.39723256
3.45696748 1.03404773 4 2.74309377 0.34567552 0.3595311 1.19128833
1.54771508 1.08167352 4 1.78288332 0.34569927 0.34025154 1.07565608
5.05575376 -1.0792168 4 5.59322027 0.34577854 0.34122294 -1.0568728
1.19525926 1.08092664 4 1.79642762 0.3459267 0.34054659 1.17151146
12.8405946 0.92115246 4 10.9711791 0.34593338 0.40909954 1.20001274
1.42648108 -1.0672467 4 1.05928104 0.34595665 0.34599171 -1.2699269
1.22596444 1.01054998 4 2.56518405 0.34601872 0.36939546 1.36088475
11.6808214 0.95505859 4 10.0014164 0.346022 0.39363147 1.1484426
5.86039657 -1.0350803 4 5.04773724 0.3460797 0.35910302 -1.1094526
2.38633752 -1.0374005 4 4.72349669 0.34615405 0.3581427 -1.2569238
1.09956927 -1.1491206 4 2.34452401 0.34616364 0.3145448 -1.3904416
3.76870594 1.06987438 4 3.00487941 0.34618197 0.34493977 1.08483819
5.92426456 1.03005189 4 3.07678213 0.34619563 0.361192 1.34245644
3.32845081 1.06502475 4 2.60003975 0.34626793 0.34688347 1.09339592
6.58722683 -1.0455319 4 6.26156437 0.34629579 0.3547952 -1.0324076
6.49532683 -1.1912211 4 8.38781239 0.34631125 0.2994187 -1.2361282
2.79841595 1.08516959 4 3.44967597 0.34633853 0.33887348 1.12777217
3.60233161 1.01625014 4 3.19462009 0.3464034 0.36698093 1.09762346
10.3623318 1.03568234 4 8.96625181 0.34645363 0.35885361 1.07357154
25.2404297 -1.0747497 4 12.2794156 0.34652097 0.34299562 -1.3966601
7.5348104 -1.0713448 4 11.1393162 0.34669071 0.34435237 -1.1353045

64.1863341 -1.095044 4 15.4760919 0.34670385 0.33500845 -1.9411707
1.10946489 1.06774964 4 1.27278015 0.34673772 0.34579015 1.13530292
4.18166217 1.04426478 4 3.70106141 0.34676017 0.355315 1.06997145
3.34504804 -1.1128235 4 3.14486044 0.3468746 0.32814987 -1.9989991
1.17434114 -1.08148 4 1.27409996 0.34693496 0.34032797 -1.0441328
10.655133 0.92524657 4 8.07751416 0.34697314 0.40720501 1.28117047

1.28699269 -1.0661564 4 1.29095957 0.34702294 0.34642902 -1.1682861



5.97583759 -1.0957786 4 2.9858912 0.34703273 0.3347225 -1.2963827
14496.3831 0.23036712 4 1382.11705 0.34704026 0.82910864 -12.319913
807.052544 -0.848652 4 2.14124138 0.3471254 0.44387745 -30.983571
1.33307331 1.06563526 4 1.50704883 0.34712586 0.34663824 1.05171372
1.3414608 1.04809672 4 1.19222341 0.34712813 0.35374507 1.16645307

3.49788497 -1.0655797 4 4.58052735 0.34714041 0.34666057 -1.0958775
2.23208363 1.05039316 4 1.59876549 0.34718267 0.3528072 1.13745381
4.24940058 1.06274447 4 3.34641357 0.34720735 0.34780077 1.10674985
14.2482848 0.90872704 4 11.7965214 0.34728524 0.41489459 1.23924286
2.64700195 1.08718963 4 1.93824043 0.34739093 0.33807953 1.13719002
59.5241022 -1.1252035 4 65.5731002 0.34741028 0.32345004 -1.0808702
1.48823611 1.06944068 4 1.25552674 0.34745751 0.34511319 1.14715947
26.9989167 -1.1027587 4 6.83731166 0.34753507 0.33201658 -1.7357114
1.08290089 -1.0908633 4 1.10052484 0.34763991 0.33663994 -1.1133608
1.47550954 1.05200643 4 1.13514307 0.34764514 0.35214966 1.20934757
8.60836201 -1.0714875 4 10.5250901 0.34768912 0.34429539 -1.0792216
235.845975 -1.0676336 4 111.845035 0.34776049 0.34583664 -1.3701798
2.66518945 -1.1248073 4 3.25651242 0.34780312 0.32359947 -1.1941894
2.5596907 -1.0399266 4 4.64339578 0.34784778 0.3570998 -1.2180676

12.8586073 1.07166138 4 8.82893091 0.34789974 0.34422602 1.13549593
12.8586073 1.07166138 4 8.82893091 0.34789974 0.34422602 1.13549593
12.8586073 1.07166138 4 8.82893091 0.34789974 0.34422602 1.13549593
2.95571262 -1.1636224 4 3.77230596 0.34790787 0.30925608 -1.1986244
1565.80208 0.90597809 4 1342.39093 0.34792876 0.41618587 1.18043677
17.0575539 0.98250635 4 15.5273712 0.34797871 0.38147727 1.1064495
1.72257402 -0.9461331 4 1.21625479 0.34800185 0.39765445 -1.43021
1.34345403 -1.0754955 4 1.79765291 0.34819476 0.34269909 -1.1065102
2.14821872 1.08906512 4 2.33869039 0.348234 0.33734391 1.06256254
2.97040822 1.01773999 4 2.64731777 0.34823558 0.36635214 1.08608022
22.3103557 1.07969751 4 12.6657244 0.34824921 0.34103266 1.25606258
1.75323939 -1.0589622 4 2.27057678 0.3482752 0.34932707 -1.0812962
4757.38069 -1.340419 4 90.4657177 0.34833191 0.25117756 -7.8554877
2.47611329 1.02315003 4 2.21093525 0.34834134 0.36407676 1.12629282
1.24838607 -1.0995054 4 3.09017301 0.34835575 0.33327527 -1.3458028
1.26073764 -1.0440121 4 1.43271018 0.3484591 0.35541873 -1.4515834
2.40451927 -1.0801862 4 1.88189211 0.3484657 0.34083931 -1.1106226
1.63947814 1.09854344 4 1.23281346 0.34850283 0.3336483 1.147161
5.06730704 1.00479772 4 4.2755808 0.34852027 0.37184612 1.15304356
3.87060218 0.94705538 4 3.18686037 0.34868856 0.39723715 1.27866598
5.75957965 1.16497584 4 2.01410486 0.34870502 0.3087667 1.68278097
1.51171968 1.06614401 4 1.2173237 0.34879212 0.34643401 1.10447026
1.25610604 1.02661409 4 1.87000746 0.34890126 0.36262636 1.17619173
19.9843273 0.94996322 4 17.061237 0.34891915 0.39592385 1.16815723
11.0191802 1.05143055 4 8.71583346 0.34896679 0.35238425 1.0984184
1.43812091 -1.0368261 4 2.78425085 0.34900562 0.35838025 -1.2460692
4.38130909 0.80011626 4 2.01601847 0.34910363 0.46846697 1.58325332
2.28204526 1.05552214 4 1.56429105 0.34916479 0.35072049 1.13236242
1.08241802 1.09437182 4 1.24356203 0.34918481 0.33527028 1.15994818



6.48623668 -0.9474061 4 5.85260049 0.34922858 0.39707857 -1.1739844
1.40826417 -1.0514609 4 1.11080155 0.34927374 0.35237188 -1.1482408
8.98624558 1.04655419 4 6.99237748 0.34933135 0.3543763 1.12188057
4.56246516 1.20471333 4 6.51262108 0.34937216 0.29471679 1.2416214
45.5171764 1.01025281 4 37.5487713 0.34937776 0.36952171 1.12044104
3.45117072 -1.0390783 4 3.01431531 0.34938031 0.35744972 -1.0865894
1.22185995 -1.0617895 4 1.37841264 0.34938469 0.34818556 -1.0732324
32417.3638 -1.2915574 4 654.130289 0.34938842 0.26608795 -7.7979071
7.5411252 0.91129819 4 5.61979387 0.3494104 0.41368985 1.25775753

15.6147618 1.05548304 4 19.623497 0.3494311 0.35073635 1.08645303
1.69704425 1.06831833 4 2.17199616 0.34944662 0.34556236 1.10869711
7.02420819 -1.0429825 4 4.88149548 0.34945086 0.35584172 -1.1930296
1.73332903 1.07708539 4 1.90338536 0.3495044 0.34206772 1.08890424
4.33000028 -1.0853445 4 2.46257869 0.34953233 0.33880466 -1.2364152
19.6886339 -1.0776673 4 8.17813767 0.34954676 0.34183689 -1.3818659
8.74192868 -1.1425525 4 10.3497377 0.34956208 0.31696762 -1.1390137
98.5436709 -1.0656432 4 67.3728423 0.34957359 0.34663504 -1.1541496
3.59796856 -1.2602456 4 6.93576141 0.34961959 0.27608941 -1.4313329
2.99465361 1.1299887 4 3.53209594 0.34965549 0.32164998 1.1779209
2.41378022 -1.0759375 4 1.77997674 0.34972269 0.34252348 -1.1236137
53.6591159 0.92584125 4 40.9341168 0.34972476 0.40693044 1.20702694
4.2229844 1.13664789 4 5.10708028 0.34986827 0.31916031 1.12523223

4.26745094 -1.0511712 4 5.66642739 0.34998032 0.35248996 -1.0908219
36.2849374 0.84164709 4 27.2067635 0.35011703 0.44736146 1.28372835
2.84486871 1.0396052 4 1.55332996 0.35012117 0.35723233 1.2447827
1.03973085 1.09076791 4 1.28696629 0.35013847 0.33667727 1.19905202
1.52601537 -1.0894244 4 1.71818348 0.35015674 0.33720315 -1.1065543
4.87842835 -1.1503214 4 1.80420441 0.35016433 0.31410372 -1.628737
4.87842835 -1.1503214 4 1.80420441 0.35016433 0.31410372 -1.628737
4.87842835 -1.1503214 4 1.80420441 0.35016433 0.31410372 -1.628737
4.87842835 -1.1503214 4 1.80420441 0.35016433 0.31410372 -1.628737
4.87842835 -1.1503214 4 1.80420441 0.35016433 0.31410372 -1.628737
2.5444471 -1.0775452 4 2.0514238 0.35017525 0.34188529 -1.1019774
2.5444471 -1.0775452 4 2.0514238 0.35017525 0.34188529 -1.1019774
2.5444471 -1.0775452 4 2.0514238 0.35017525 0.34188529 -1.1019774

9.58742361 -1.2681018 4 16.1568304 0.35018414 0.27354659 -1.386854
99.0148782 -0.9473618 4 50.0577372 0.35025023 0.39709859 -1.4551765
6.60055459 1.0635152 4 5.01871929 0.35028923 0.34749048 1.10342092
1.93027439 1.02941354 4 2.89809939 0.3503454 0.36145796 1.1738844
2.38151182 0.97442449 4 1.49710571 0.35037736 0.38502205 1.29819774
1.73536617 -1.1067464 4 1.03112212 0.35040317 0.33047963 -1.2763863
5.13729156 0.99782884 4 3.79984554 0.35051285 0.37483411 1.16752055
166.262307 0.97136693 4 152.789741 0.3505649 0.3863705 1.09455114
32.9400884 1.01349043 4 27.3442427 0.35061093 0.36814818 1.09847896

4.837042 0.93366463 4 3.63011273 0.35065284 0.40333275 1.20521871
4.0894452 -1.1059685 4 4.50967977 0.35067345 0.33077896 -1.0938382

2.35535629 -1.0605409 4 2.1294676 0.3506833 0.34868927 -1.0542451
1.9661546 1.02739518 4 1.67381196 0.35072527 0.36230003 1.1605038



7.00972658 0.69795767 4 5.94240609 0.35076774 0.5236485 1.56371329
9.53298017 -0.2467701 4 1.15377491 0.35079755 0.81723346 -2.731241
1.07809973 -1.0163638 4 1.39528422 0.35082291 0.36693292 -1.1847611
1.03001785 1.1310376 4 1.4246784 0.35082495 0.32125665 1.24749571
1.42471722 1.03596006 4 1.8677205 0.35085387 0.35873862 1.14997746
2386.13869 -1.2367843 4 103.309509 0.3509378 0.2838184 -4.7914736
1.78978441 -1.1384675 4 2.53133787 0.35100953 0.31848309 -1.1939652
14.853493 1.04988441 4 23.0871111 0.35103164 0.35301479 1.16026346

3.99384579 1.06160994 4 3.17085951 0.35106411 0.34825798 1.08096003
1.1928822 -1.0719345 4 2.39794591 0.35106781 0.34411706 -1.245465

5.81754934 0.98505712 4 4.94237705 0.35109207 0.38036435 1.11268972
2.78604183 1.02078464 4 2.55246584 0.35110342 0.36507007 1.10333841
12.6792402 -1.0863466 4 4.20030019 0.35110788 0.33841068 -1.5345649
3.25023796 -1.0694527 4 2.19637616 0.35129887 0.3451084 -1.1691196
9.14977423 -1.0695743 4 6.6180892 0.35134999 0.34505975 -1.1440323
1.79615313 -1.1026809 4 1.1782209 0.35137843 0.33204664 -1.2773737
1.8444922 1.06736061 4 2.32726699 0.35139105 0.34594605 1.12399087

22.7094595 1.03477243 4 14.3538351 0.35139245 0.3592306 1.24115126
1.81355744 -1.0882425 4 2.28751559 0.35140329 0.33766637 -1.1555551
4.92639689 1.02330073 4 3.33539728 0.35146469 0.36401355 1.22867865
67.023609 1.04285409 4 52.1431444 0.351476 0.3558945 1.103013
11.881992 -1.0525817 4 16.9001616 0.35147866 0.35191543 -1.1222903

907.031708 -1.1905857 4 67.6412046 0.35149813 0.29964183 -3.7014472
2.01524413 1.01572845 4 1.79486487 0.3515803 0.36720134 1.15085119
1.84652058 1.06594699 4 3.3085822 0.35158277 0.34651309 1.23158196
2.4300908 1.03748143 4 1.68075466 0.35159089 0.35810926 1.16596178
2.4300908 1.03748143 4 1.68075466 0.35159089 0.35810926 1.16596178
2.4300908 1.03748143 4 1.68075466 0.35159089 0.35810926 1.16596178
2.4300908 1.03748143 4 1.68075466 0.35159089 0.35810926 1.16596178
2.4300908 1.03748143 4 1.68075466 0.35159089 0.35810926 1.16596178

4.58252849 1.0618129 4 3.00035528 0.35161188 0.34817615 1.14668045
12.6955136 -1.3021258 4 8.28184189 0.35161642 0.26279178 -4.0447623
1.02624064 1.06622794 4 1.14766756 0.35164967 0.34640032 1.11201149
2.1380747 -0.9842537 4 1.58453847 0.35165318 0.38071458 -1.4429239

6.47638759 -1.0412943 4 5.32799896 0.35170602 0.35653625 -1.0837735
1.76159133 0.99614638 4 1.36259403 0.35176843 0.37555861 1.17832476
2.2795761 -1.1032638 4 2.6096123 0.35177487 0.33182154 -1.1224415

1.56181713 1.02379034 4 1.89367112 0.35190483 0.36380828 1.41862153
18.2157107 1.05612837 4 9.74018115 0.3519187 0.35047457 1.32998418
1.6064494 -1.0207832 4 1.40602956 0.35203382 0.36507067 -1.0751666

21.0399125 1.05533698 4 17.4874436 0.3520723 0.35079563 1.06438939
7.39946997 -1.0457747 4 2.31750069 0.35208365 0.35469566 -1.5256845
7.39946997 -1.0457747 4 2.31750069 0.35208365 0.35469566 -1.5256845
2.49268601 -1.0152655 4 2.24806334 0.35209493 0.36739702 -1.1193217
69.7716534 -1.0540097 4 119.59356 0.35214564 0.35133468 -1.1873571
1.11748215 1.05094328 4 1.18794825 0.35216561 0.35258286 1.10534845
1.88256335 1.10682578 4 2.65323911 0.35221983 0.33044912 1.17026298
1.37972402 1.07363365 4 1.67225708 0.35223342 0.34343981 1.1060744



2.77615464 1.10089276 4 3.03330394 0.35224165 0.33273799 1.1163072
2.50219172 -1.0382363 4 4.78845197 0.35227794 0.35779733 -1.2348972
2.57897371 -1.0625274 4 2.83849541 0.35228503 0.34788822 -1.0462108
3.38642434 1.07128519 4 3.66850528 0.35230788 0.34437616 1.05865943
16.6248869 -1.0981052 4 20.5159582 0.35231599 0.33381836 -1.1160817
1.16284644 1.02756398 4 1.00369439 0.35235316 0.36222954 1.11278139
4.88713354 1.04445166 4 3.93587156 0.35238112 0.35523829 1.1194668
1.44881464 -0.9878803 4 1.03451637 0.35238177 0.37913585 -1.18587
4.12523066 -1.0849332 4 2.02702067 0.35238999 0.33896649 -1.3095826
2.1555557 -1.13134 4 2.63862099 0.35241934 0.32114334 -1.1961827

1.71166477 -1.0187996 4 2.77549825 0.3524412 0.36590552 -1.2183369
17.0849505 -1.1145003 4 19.46432 0.35246601 0.32750967 -1.09735
14.8610019 -1.0929992 4 28.8407069 0.35260679 0.33580552 -1.2513534
20.3731454 1.0276122 4 14.0960128 0.35261833 0.3622094 1.16059596
3.6781777 -0.9707653 4 3.06667457 0.35264696 0.3866363 -1.1856105

4.49579494 -1.0557496 4 4.01477108 0.35269689 0.35062822 -1.0464167
8.96353629 1.03867707 4 14.6606413 0.35283666 0.35761533 1.16430766
3.10943747 1.13279741 4 3.88564934 0.35290555 0.32059772 1.14434259
10.089933 0.92434219 4 6.53666698 0.35297116 0.40762287 1.27069118

71.5380809 1.05685898 4 51.5206637 0.35301178 0.35017841 1.12866037
1.21912204 -1.0025787 4 1.10587666 0.35306573 0.37279528 -1.1529812
2.70531453 1.01593165 4 2.41567527 0.35306626 0.36711548 1.09422014
33.1962116 -1.0512506 4 20.7911018 0.35307694 0.35245759 -1.1894297
1.90911826 1.08626777 4 2.33726738 0.35323188 0.33844165 1.10516279
1.25745237 -1.1245499 4 1.70597144 0.35330564 0.32369661 -1.3129448
26.2612764 1.04980452 4 18.7827172 0.35340677 0.35304739 1.12792125
30.6755254 -1.1605821 4 37.9930536 0.35348508 0.31035798 -1.1697336
5.28746545 -1.0568246 4 11.1484742 0.35348525 0.35019236 -1.2619771
5.28746545 -1.0568246 4 11.1484742 0.35348525 0.35019236 -1.2619771
1.92713737 -1.0674182 4 3.11459415 0.35350303 0.34592295 -1.1815535
22.2755591 -1.109922 4 27.9636576 0.35367994 0.32926032 -1.1352088
1.57288907 -1.0388653 4 1.45304598 0.35372813 0.35753764 -1.0886116
4.0241642 0.86096532 4 2.49341654 0.35373907 0.43780629 1.42970307

4.49766771 1.04633881 4 2.75186477 0.35374511 0.35446451 1.1809767
2.68792671 1.00615338 4 2.36123222 0.35376535 0.37126729 1.09676813
4.71431974 1.01295307 4 3.93918978 0.35379514 0.36837584 1.09195604
7.33861339 1.02375266 4 6.15010708 0.35400442 0.36382407 1.08619378
1.09349484 1.11112721 4 1.33963475 0.354017 0.32879865 1.20696707
55113.4854 -1.4239463 4 393.306814 0.35403897 0.22756587 -14.765478
1.85129259 1.06312499 4 1.45753587 0.35408162 0.34764755 1.15316739
110.48752 -1.0999667 4 121.708395 0.35415672 0.33309655 -1.0702326

1.09619534 -1.0522664 4 1.41499461 0.35418933 0.3520438 -1.1780926
4.47945414 1.04421915 4 4.00547661 0.35420661 0.35533373 1.04374453
4.5282911 0.9944855 4 3.35560103 0.35424617 0.37627501 1.16733502
4.5282911 0.9944855 4 3.35560103 0.35424617 0.37627501 1.16733502

2.43797273 0.98580298 4 1.96361058 0.35428106 0.38003945 1.15612309
1.02756972 1.03466201 4 1.12405164 0.35431669 0.35927637 1.05784498
45.2185722 1.00360892 4 38.7815567 0.35436537 0.37235436 1.08578418



139.374607 -1.0995674 4 10.3536421 0.35449455 0.33325127 -4.2620094
62.4972837 -1.0919536 4 67.2188279 0.3544976 0.33621378 -1.0600987
19.7809486 1.21483975 4 45.4613944 0.3545703 0.29123358 1.41765389
1.21521152 1.05424105 4 1.06464598 0.35465025 0.35124066 1.09007546
86.9410421 1.03575984 4 44.0117643 0.35465144 0.35882152 1.34127445
11.1827805 1.04807182 4 6.2847301 0.35466177 0.35375526 1.23198166
4.74693584 -1.1246126 4 5.30412549 0.35466769 0.32367296 -1.1355012
38.6624069 -0.2916299 4 36.6964025 0.35472348 0.78506836 -1.8200593
3.84325748 -1.0763553 4 7.11389423 0.3547376 0.34235752 -1.2218855
11.1264286 1.05499764 4 8.59595433 0.35477478 0.35093337 1.10883147
3.41099994 -1.0641581 4 2.49681064 0.35477697 0.34723186 -1.1414887
7241.66482 -1.4879592 4 33.8127855 0.35480282 0.21098061 -17.21687
2273.23163 1.11486781 4 269.761372 0.35480521 0.3273695 2.84254213
1.49771411 -1.0107696 4 1.03485422 0.35491712 0.36930218 -1.3241491
11.3859342 -0.9829539 4 7.85886831 0.35493265 0.3812818 -1.2521046
43.4018043 1.03249978 4 39.9193664 0.35499118 0.36017371 1.03790474
1.10007028 1.08855571 4 1.39569417 0.35513757 0.33754357 1.12514331
34.6119538 -1.0448188 4 21.6891447 0.35515157 0.35508764 -1.1891658
1.24863721 -1.0874126 4 1.54137541 0.35518109 0.337992 -1.1118906
6.77773349 1.04689919 4 9.02029605 0.35522509 0.35423504 1.09889818
1.81767644 -1.1983899 4 3.06962108 0.35524132 0.29691174 -1.3294919
1.91793754 -1.0771672 4 2.27384771 0.35526884 0.34203525 -1.0857527
18.5327891 0.96024164 4 11.1978532 0.35531488 0.39131127 1.28176301
36.5774244 0.86084523 4 19.9352957 0.35543169 0.43786517 1.4193084
18.5852418 0.67000345 4 12.2585055 0.35551681 0.53954907 1.49940109
17.3630316 1.06193297 4 9.62098574 0.35554469 0.34812775 1.28640054
2.15694916 -1.0495956 4 2.57586604 0.35555014 0.35313269 -1.0637366
6929.11994 -1.1741804 4 116.005167 0.35567912 0.30545768 -9.1900377
6.45621848 1.04917751 4 4.77673775 0.35570698 0.3533034 1.11431618
6.38367343 -1.0587532 4 4.63582305 0.35577187 0.34941162 -1.1482343
3.52209697 -1.0302763 4 2.21070764 0.3558229 0.36109853 -1.1760651
1.05409904 -1.1568984 4 2.00602579 0.35589547 0.31169794 -1.501674
1.20019545 -1.07938 4 1.86998425 0.35592152 0.34115834 -1.1856641
5.20358071 0.89111324 4 3.86498085 0.35596164 0.42322632 1.3636844
21.424027 0.82267469 4 17.2656753 0.35610633 0.45690753 1.27967241
1.3332688 -1.0457566 4 1.00742999 0.35610846 0.35470307 -1.1079046
4.5425914 -1.0530907 4 2.64596962 0.35611616 0.35170833 -1.1922029

1.44918564 1.05705641 4 2.03513343 0.35620375 0.35009842 1.17151357
2.41364051 1.04853741 4 3.47460268 0.35621833 0.35356493 1.18440705
3.35437197 -1.0454947 4 1.65567232 0.35624226 0.35481045 -1.2573688
47.9677472 -1.1151215 4 53.3043471 0.35628103 0.32727279 -1.0900944
52.5252194 0.97753278 4 47.3805511 0.35630083 0.38365538 1.08874382
2.08706298 -1.0208506 4 1.58340677 0.35631142 0.36504236 -1.1399369
102.360995 1.01449862 4 38.8878052 0.35633533 0.36772138 1.58564045
30.1590453 0.95532687 4 20.8924023 0.35636016 0.39351109 1.22509961
3.80487212 1.02053096 4 12.5043899 0.35637972 0.36517674 1.38482055
36.1745697 0.97891224 4 31.3597179 0.35642572 0.38305019 1.09933819
1.17552653 -1.0573867 4 1.60559546 0.35645308 0.34996465 -1.1234685



1.40783107 -1.0119724 4 1.22769739 0.35652327 0.36879162 -1.0752233
12.5182732 -1.0461482 4 9.7412669 0.35655402 0.35454259 -1.0936208
4.79202811 -1.0385171 4 5.63563236 0.35659529 0.35768138 -1.0521221
1.83065283 1.065105 4 2.81067641 0.35666507 0.34685122 1.1768408
2.23935701 -1.062387 4 3.19867944 0.35679167 0.34794478 -1.1363597
8.73798107 1.0527362 4 10.0361505 0.35679757 0.35185257 1.06581807
1.39307869 1.03788358 4 2.71850377 0.35683112 0.35794306 1.2103764
2.6822527 -1.0287285 4 1.98118751 0.35683943 0.36174355 -1.1154484

1.00539554 1.05851448 4 1.18471977 0.35691214 0.34950815 1.08539593
1.61348323 -0.9874384 4 1.23626867 0.35691536 0.37932792 -1.1729603
1.01279523 1.04923442 4 1.31584934 0.35692041 0.35328016 1.11171536
2.11346587 1.03788837 4 2.98995779 0.35694559 0.35794108 1.10738345
2.11346587 1.03788837 4 2.98995779 0.35694559 0.35794108 1.10738345
3.6166093 1.04049307 4 2.48861011 0.35695991 0.35686628 1.23010413

21.1341023 1.01078421 4 18.1736436 0.35711667 0.36929596 1.08690237
9.57309515 -1.0335134 4 7.7793659 0.35716323 0.35975281 -1.0971894
3.63822966 -1.1173394 4 5.82058031 0.35720914 0.3264283 -1.2797573
1.7353696 -1.011391 4 1.45080208 0.35724891 0.36903835 -1.0870441

1.10858872 -1.0682217 4 1.44406052 0.35733416 0.34560107 -1.2951014
5.11103667 -1.0292691 4 2.6693421 0.35740731 0.36151816 -1.2753529
6.7406318 -1.0486106 4 5.24495542 0.35744606 0.35353501 -1.106736

1.51053239 -1.0121408 4 1.35751882 0.35746221 0.36872021 -1.1380005
4.93840239 -1.0279638 4 4.1974114 0.35751752 0.36206261 -1.0934508
4.20185982 0.96036979 4 3.07928739 0.35752116 0.39125405 1.19325213
11.4605392 -0.9536692 4 7.90445264 0.3575531 0.39425542 -1.2240159
66.1235253 0.94013054 4 60.1068755 0.35769647 0.40037959 1.11230477
7.75383016 0.97382174 4 4.18618629 0.35771423 0.38528756 1.35903776
11.2211378 1.03914571 4 8.74649417 0.35772408 0.35742189 1.10131037
1.5309579 -1.0321746 4 1.82216224 0.35776218 0.36030883 -1.4772494
1.5309579 -1.0321746 4 1.82216224 0.35776218 0.36030883 -1.4772494

1.66175687 -0.9930395 4 1.45773089 0.3578033 0.37689971 -1.244231
10.4886516 -1.0592621 4 6.10176719 0.35781461 0.34920583 -1.2559817
1.09708484 -1.0467946 4 1.210287 0.35781931 0.35427785 -1.1432105
5.57301852 0.95997398 4 4.31434663 0.35787236 0.3914308 1.15145519
8.92788634 1.02050627 4 8.03072367 0.35787859 0.36518713 1.0507098
2.49526643 0.98594474 4 1.23650945 0.35790377 0.37997773 1.43151078
26.913919 0.94506097 4 23.076715 0.35792124 0.39814004 1.14071769
2.4240477 -0.9286313 4 1.29507777 0.35795394 0.40564431 -1.3526009
145.7348 -1.0492033 4 85.975838 0.35806085 0.35329286 -1.2261705

1.03224737 1.05070547 4 1.28332588 0.35808725 0.35267982 1.14784819
7.53068997 -1.0224874 4 17.0754501 0.35831882 0.36435477 -1.2819069
2.99727696 -1.0528607 4 2.24215747 0.35833924 0.35180192 -1.1237716
1.31255882 -1.1024369 4 1.70302706 0.35836769 0.3321409 -1.2451709
2.15122265 1.04038396 4 1.51680605 0.35837736 0.35691124 1.23417594
6.12308781 1.01978311 4 5.16871118 0.35840784 0.36549137 1.10033206
95.6715015 1.02462508 4 47.278797 0.35855027 0.36345854 1.34402704
1.36464897 -1.0186304 4 1.60757614 0.35868236 0.3659768 -1.0748191
8.50706621 -1.1471202 4 10.5078768 0.35874726 0.31528089 -1.1627314



4.45500847 -0.9882044 4 3.11733874 0.35877265 0.37899502 -1.1653565
1.08810959 1.01912965 4 1.445817 0.35878088 0.36576648 1.11293087
1.04973667 1.0450937 4 1.0860489 0.35879187 0.35497487 1.07187774
10.1673049 -1.049015 4 6.31121177 0.35880048 0.35336977 -1.2303274
3.25862768 1.09086007 4 1.06422442 0.35881711 0.33664122 1.49778968
1.03093404 1.04258652 4 1.40427985 0.35886817 0.35600451 1.25119308
41825.3536 -1.2762323 4 378.801474 0.35887089 0.27093866 -12.58395
9.18891469 1.03740305 4 8.61394988 0.35891221 0.35814166 1.02445878
1.14543941 -1.0312897 4 1.0751136 0.35894817 0.36067676 -1.0716417
1.98124566 1.03048591 4 1.43783703 0.35898276 0.36101127 1.18899391
43.8411687 0.97103248 4 40.2152019 0.35901034 0.38651825 1.0831875
1.42539468 1.02702706 4 2.84968215 0.35904373 0.3624538 1.38241554
5.29849069 1.03413421 4 3.25017589 0.35909065 0.35949523 1.17780645
257.419505 -1.0551537 4 37.0310337 0.35909542 0.35087001 -2.6094445
104.768659 -1.0915992 4 17.6591245 0.35911543 0.33635226 -2.4153818
12.1291595 0.77596775 4 8.5401507 0.3591181 0.48109276 1.3741471
1.34356059 1.03034452 4 1.7433617 0.35917473 0.36107014 1.09005272
4.72934657 -1.0446476 4 6.34659356 0.35919688 0.35515786 -1.135525
8.76913291 -1.0240252 4 6.87174744 0.35922188 0.36370983 -1.1081723
3.05836464 -1.02244 4 2.15799728 0.35927915 0.36437468 -1.1337023
3.78745283 1.05793461 4 5.2413955 0.35934608 0.34974279 1.13237264
1.18399888 1.0325326 4 1.41260874 0.35935509 0.36016008 1.22212986
2.50371482 -1.0389098 4 3.19351481 0.35940171 0.35751927 -1.0859019
1.84055686 -1.0673878 4 1.31723719 0.35942539 0.34593515 -1.1949305
7.48013292 0.94116261 4 6.27030322 0.35943454 0.39990992 1.16398861
12876.9708 -1.0909191 4 1744.13094 0.35946235 0.33661814 -2.5772507
2.1481239 1.00796551 4 1.74130933 0.35951617 0.37049478 1.1478831

4.85488174 1.04236698 4 3.08067184 0.35959109 0.3560948 1.1997066
931.697513 0.92320812 4 779.191486 0.35960727 0.40814737 1.15091192
1.59043474 -1.0336246 4 1.05325878 0.35962364 0.35970667 -1.1383543
5.12021165 -1.1133103 4 6.80558939 0.35964356 0.32796388 -1.1603531
2.03722196 -1.0207053 4 2.87064451 0.35971527 0.36510342 -1.1264799
9.08860863 -1.0519627 4 14.2170424 0.35974181 0.35216745 -1.1560624
2.82800621 0.92573152 4 2.01106518 0.35980167 0.40698109 1.21781719
2.50845775 -1.0601954 4 1.34403326 0.35980231 0.34882879 -1.278655
4.93752323 1.05636033 4 2.73677025 0.35982991 0.35038052 1.26654227
2.4913865 1.09215355 4 3.2586412 0.35989165 0.33613567 1.15109042

2.75382554 -0.995159 4 2.39412598 0.35989342 0.37598437 -1.0790878
4.77010427 -1.1029588 4 5.63751866 0.3599298 0.3319393 -1.1243345
1.19741574 1.03301449 4 1.78324312 0.36001011 0.35995993 1.12454991
2.02448544 -1.0290174 4 1.78500702 0.36007026 0.3616231 -1.0544105
1.09204641 -1.038803 4 1.09897492 0.36007242 0.35756332 -1.1189139
1.3889608 1.02808213 4 1.67709428 0.36010411 0.36201324 1.06560395

6.88098503 0.94278081 4 5.8664143 0.36025976 0.39917444 1.12253603
1.28324838 -0.9989756 4 2.03872894 0.36035982 0.37434098 -1.2416591
2.46485738 0.99726934 4 2.19013336 0.36050048 0.37507491 1.09879182
7.47325643 1.02733248 4 6.37590217 0.36051302 0.36232621 1.05678578
1.49094896 -1.2070963 4 2.98833496 0.36052357 0.29389358 -1.7175809



1.86657186 1.1298978 4 1.01906926 0.36054226 0.32168409 1.39616299
1029.46729 -1.0717066 4 194.174682 0.36067005 0.34420799 -2.1743243
1.80876535 -1.0120917 4 198.958669 0.36068183 0.36874105 -1.6435262
5.37272912 0.88550461 4 2.44323975 0.36076867 0.42590817 1.45908485
82.929767 0.98671422 4 64.846965 0.36081706 0.37964284 1.13260464

2.49480373 0.86432408 4 1.01912505 0.36085418 0.43616194 1.52637379
82.2248407 1.03905914 4 39.4145502 0.36088486 0.35745762 1.34105009
82.2248407 1.03905914 4 39.4145502 0.36088486 0.35745762 1.34105009
5.14552742 -1.0390327 4 3.65238766 0.36093527 0.35746851 -1.1246144
1.36453039 -1.0362028 4 1.40357355 0.36096592 0.35863814 -1.2155001
12.6241253 0.85857013 4 10.2019958 0.36097422 0.43898196 1.27416826
4.68501217 -1.0424218 4 2.35480777 0.36099821 0.35607227 -1.310977
13.2732425 0.9487379 4 11.5145277 0.36108231 0.3964768 1.10994874
1.93065717 -0.9684046 4 1.3781183 0.36109251 0.38768081 -1.2516043
2.38576798 -0.9954203 4 1.82996022 0.36110964 0.37587167 -1.2706219
22.381488 1.06392992 4 25.7010853 0.36111513 0.34732362 1.06933275

2.64107319 1.04735799 4 1.82643735 0.36113646 0.35404725 1.17766246
35.5318464 -1.0707142 4 48.2528168 0.36125257 0.34460416 -1.1403964
26.9731966 -1.0953491 4 6.10107077 0.36125261 0.33488964 -2.058369
5.14670912 1.01449684 4 4.16510816 0.36126425 0.36772213 1.10999039
5.2725701 1.03547249 4 6.68967868 0.36128662 0.35894052 1.0879187

13.9163086 0.99216967 4 13.0789143 0.36134507 0.3772759 1.05738054
4.38105792 0.95943131 4 3.63227667 0.36138316 0.39167324 1.11996945
9.20468126 0.86560559 4 6.23866083 0.36142008 0.43553588 1.28476592
2.59507786 -1.0816431 4 5.5752066 0.36144295 0.34026355 -1.3035668
4.76413107 -1.0234494 4 4.29834249 0.36148078 0.3639512 -1.0449693
3.99322792 -1.009989 4 2.45861971 0.36150974 0.36963381 -1.2257132
25.6264203 0.92083506 4 21.891279 0.36153936 0.40924672 1.15877986
2.25350011 -0.9968498 4 4.93745953 0.36159981 0.37525558 -1.3101704
1.74413802 1.00053899 4 1.6265294 0.36161642 0.37366963 1.12023699
6.66751268 -1.0381311 4 4.79467128 0.3616589 0.35784078 -1.1277365
2.56283955 1.01827832 4 1.91390734 0.36166161 0.36612516 1.12467579
46.689504 0.84367815 4 34.0053022 0.3617094 0.44634903 1.28501629

3.93557823 1.01901045 4 2.78325579 0.36177745 0.36581668 1.16286935
1.20489306 1.04054481 4 1.69808595 0.36181429 0.35684496 1.17953186
1.62983006 -1.0344269 4 1.81033767 0.36187776 0.35937386 -1.0637097
43.0625106 1.06450394 4 52.0837629 0.36192488 0.34709279 1.09539893
2.3378159 -1.0440644 4 2.89184186 0.36193269 0.35539727 -1.1326393

45.9266723 -1.0482916 4 16.2220707 0.36197574 0.3536654 -1.4894986
4.59308512 -1.038143 4 7.33864619 0.36208516 0.35783589 -1.1565415
4.31559211 1.07627894 4 4.71106483 0.36210163 0.34238784 1.08681418
9.57765431 1.02300783 4 16.0542916 0.36213809 0.36413641 1.15753059
9.38359757 -1.1007597 4 11.5209763 0.36218067 0.3327895 -1.1229574
3.36872324 1.02431155 4 4.92077655 0.36224056 0.36358986 1.1151111
2.48537402 1.01953896 4 3.37585539 0.36224077 0.36559413 1.10896677
3.4825628 -1.1108561 4 4.30231414 0.36224719 0.32890246 -1.135338

2.65236555 0.97000848 4 2.10396315 0.36226739 0.38697091 1.13533473
2.9042617 1.02480838 4 4.76236904 0.36238543 0.36338177 1.17683416



1.86390445 -1.0202841 4 1.46107126 0.36246856 0.36528057 -1.0846122
12.8080028 1.00059501 4 10.2322693 0.36247041 0.37364559 1.11327286
1.12175094 -0.9865916 4 1.6007656 0.36248982 0.3796962 -1.1812239
2.43603055 -1.1301332 4 3.28293108 0.36249512 0.32159578 -1.2170644
4.86015896 0.81348042 4 2.89693196 0.36253058 0.46159146 1.397081
13.0368082 -1.0451531 4 14.0158034 0.36258329 0.3549505 -1.0406587
1.03367167 -1.044263 4 1.24199085 0.36267718 0.35531574 -1.0858987
2.78205497 -1.0301479 4 2.20306636 0.36271012 0.36115203 -1.0764772
8.50538208 -1.0359356 4 5.0324387 0.36271032 0.35874874 -1.1979769
2.69696155 -0.9828001 4 2.23562574 0.36271209 0.38134898 -1.1960467
1.7252633 0.98445531 4 1.45067724 0.36276939 0.38062667 1.1244595

7.25987969 1.03237404 4 4.5277018 0.36292329 0.36022596 1.16717013
4.65958047 1.03122881 4 3.47897745 0.36294808 0.3607021 1.10075239
1.31812511 1.00837341 4 1.70008326 0.36303325 0.37032108 1.10336643
10.403492 0.89570253 4 8.98221831 0.36311555 0.42104225 1.17597028

1.30064664 1.01618854 4 1.20392891 0.36315667 0.36700695 1.11228189
3.72172674 0.97568803 4 2.88112421 0.36318391 0.38446599 1.12816034
39.9711141 -1.0374839 4 15.9621407 0.36318664 0.35810823 -1.4368109
4.02917122 1.01839846 4 6.20454737 0.36318771 0.36607453 1.16518749
19.1535895 -1.0217633 4 24.0650121 0.36321194 0.36465881 -1.080514
1.17099636 -1.0254445 4 1.51917472 0.36325918 0.36311552 -1.2281089
12.4361583 0.96030202 4 9.92929933 0.36334891 0.39128431 1.12978132
5.64876172 0.96041315 4 5.28916228 0.36347447 0.39123469 1.10007628
1.13894194 1.02699138 4 1.02371746 0.36351278 0.3624687 1.06550241
1.87624256 1.03742691 4 1.44670607 0.36357685 0.35813179 1.35501453
6.8042084 0.93256773 4 5.04685411 0.36362377 0.40383555 1.1835809

5.19661738 -1.0908166 4 5.91128489 0.36365528 0.33665822 -1.1004689
6.01472677 -1.0228473 4 8.32482427 0.36366764 0.36420374 -1.1090749
51.5348368 -0.924833 4 44.6456708 0.36376487 0.40739606 -1.1218631
3.12554558 1.01043573 4 2.37971401 0.3640201 0.36944399 1.10370481
2.91430232 1.13580671 4 3.67973858 0.36407999 0.31947383 1.23164659
9.57436052 0.94192014 4 7.52408343 0.36424065 0.39956547 1.1646705
1.03800369 1.03218188 4 1.03039881 0.3642407 0.36030581 1.03432562
11.6739227 -1.0155919 4 22.8622541 0.36425718 0.36725905 -1.2135765
223.055578 1.02104063 4 75.8154475 0.36427136 0.36496246 1.56223237
10.8156679 -1.0463744 4 12.8202315 0.36429028 0.35444993 -1.0777198
10.8063467 0.90677511 4 9.36031244 0.36431952 0.41581114 1.17578714
114.728706 -1.0552309 4 15.2856091 0.36440661 0.3508387 -2.5410826
94.5536478 1.02281994 4 71.1642762 0.36441209 0.36421523 1.11192202
1.54484283 -1.0430195 4 1.2979436 0.36444292 0.35582651 -1.0847232
316.955859 0.85431207 4 273.942619 0.36451468 0.44107834 1.17827434
3.02031994 -1.0825115 4 4.00202004 0.36461091 0.33992079 -1.1878649
330.097722 -1.0462496 4 47.6861524 0.36468935 0.35450106 -2.5918605
1.77645757 -1.0523862 4 3.13763995 0.36469063 0.35199502 -1.2270796
22.2099566 -1.0957496 4 24.8605145 0.36471628 0.33473378 -1.0879655
4.28903802 1.09183701 4 7.85762342 0.3647504 0.33625933 1.31034281
29500.9267 -1.0675311 4 2872.06106 0.36480727 0.34587771 -3.1375128
7.61629702 -0.9868133 4 7.0865256 0.36486261 0.37959975 -1.0485452



180.83422 -0.9039101 4 3.22339541 0.36489 0.41715949 -6.3922023
1.04305391 -0.9810501 4 2.26709028 0.36494431 0.3821139 -1.3547345
6.9773986 1.02072152 4 8.55908542 0.36498486 0.36509661 1.07219041

3.93388805 -1.0134212 4 2.56216402 0.36507197 0.36817752 -1.1547039
21.1954073 1.04056367 4 28.8534411 0.36509185 0.35683719 1.1133246
1.68274696 -1.0619699 4 1.95502403 0.36519491 0.34811284 -1.0889164
1.01852898 -1.0203538 4 1.20931176 0.36521151 0.36525125 -1.0675166
3.42725745 0.96164402 4 3.12824016 0.36524617 0.3906855 1.13129459
2.28429087 -1.0713343 4 2.56679798 0.36524889 0.34435655 -1.1194315
3.43934018 -1.0447966 4 4.10128792 0.36527179 0.35509675 -1.0916863
8.93864996 -1.0229887 4 11.912122 0.36531547 0.36414442 -1.1014486
5.63184016 0.9693816 4 5.23601595 0.36538315 0.38724825 1.08670905
2.97310052 -1.0151139 4 2.32550157 0.36543231 0.36746112 -1.1247707
3.19552535 -1.1103752 4 4.54912669 0.36549903 0.32908666 -1.1924762
4.74263961 -1.0686033 4 6.41378431 0.36551413 0.34544828 -1.1399771
2.21765865 1.01882621 4 1.2823578 0.36568439 0.36589429 1.18876347
2.21765865 1.01882621 4 1.2823578 0.36568439 0.36589429 1.18876347
1.81172203 1.02380806 4 1.44450074 0.36570373 0.36380085 1.0809934
2.66850165 1.07939893 4 3.08479651 0.36581874 0.34115083 1.16203333
3.30448605 1.01792967 4 2.02296971 0.36585796 0.36627215 1.17454464
11.9992505 1.06135669 4 13.034911 0.36588412 0.34836011 1.05791903
64.9096978 1.01898976 4 50.0060562 0.36589176 0.3658254 1.10282011
5.64004383 -0.8727473 4 4.5415234 0.36597056 0.43206026 -1.243736
3.04097599 1.00767432 4 2.67499879 0.36604251 0.37061882 1.07223585
1.23457358 -1.034667 4 1.39660163 0.36609672 0.35927428 -1.0733829
2.56670514 1.0409419 4 3.98792801 0.36613874 0.35668136 1.19188876
1.36951988 1.01366504 4 1.54112257 0.36623852 0.36807423 1.04298162
1.84934814 1.02062474 4 2.03263622 0.36630157 0.3651373 1.05475843
59.1002612 0.57595219 4 46.394577 0.36631789 0.59550096 1.48970789
22.6377538 1.01839877 4 18.6715868 0.3663488 0.3660744 1.06970596

1.394845 -1.0020244 4 2.07918939 0.36637142 0.3730327 -1.155511
1.0971987 1.03464828 4 1.20273281 0.36637952 0.35928206 1.15984925

17.8577067 -1.1394338 4 21.508617 0.36638708 0.31812402 -1.1543553
2.69316341 1.02797406 4 2.25413492 0.36640554 0.36205834 1.09072507
5.37248766 0.99626732 4 3.48348051 0.36648213 0.37550649 1.2499668
4.46704344 -1.0127519 4 5.34323558 0.36656321 0.3684611 -1.0672693
1.24977344 1.06875531 4 1.26344261 0.36659714 0.34538742 1.56345086
410.450591 -1.0051894 4 74.237507 0.36660147 0.3716788 -2.1973008
4.96240605 -1.0195206 4 7.67103307 0.36667701 0.36560185 -1.1796002
7.51701984 0.97092025 4 6.6808369 0.36669434 0.38656784 1.09899321
8.72441538 1.01543329 4 7.30530632 0.3667434 0.36732609 1.07308123
9.07004308 0.89304968 4 8.2475841 0.36684656 0.42230362 1.16294826
1.51441926 0.98844979 4 1.35109909 0.36697745 0.37888844 1.15769619
12.5867549 1.06588227 4 16.8258315 0.36699578 0.34653907 1.13737743
1.09806318 1.05433279 4 1.12885895 0.36703538 0.35120339 1.11677297
14.6050169 -0.9148513 4 9.10397373 0.36706834 0.41202979 -1.3485253
2.04171335 -1.0003048 4 1.22333454 0.36707966 0.37377013 -1.2223596
1.07815425 1.06122696 4 1.46611683 0.36708585 0.34841244 1.2038886



6.59297497 -1.0357877 4 3.79574056 0.36709678 0.35880997 -1.2898991
1.91696614 1.07037424 4 2.53873953 0.36711626 0.34473999 1.23895738
2.29826754 -1.0158408 4 2.58814383 0.36718054 0.36715387 -1.0641867
2.84851825 -1.0128884 4 1.96831653 0.36737361 0.36840326 -1.2013698
1.15677652 1.09442485 4 2.14714136 0.36738892 0.33524961 1.30434991
1.28881294 -1.0312074 4 1.19226648 0.36741735 0.36071099 -1.1545758
6.70347237 0.99630556 4 4.02777361 0.36742747 0.37549001 1.26633613
6.02091647 -1.1053023 4 6.92107 0.36744535 0.3310355 -1.1321381
28044.6515 1.13722115 4 216.354431 0.36759751 0.31894682 14.8575313
2.23258477 1.01529798 4 1.73899583 0.36772933 0.36738329 1.10028449
2.93256947 1.01354683 4 3.39719272 0.36775207 0.36812429 1.05589665
42.9110752 1.01637261 4 32.1737633 0.36778115 0.36692921 1.11179844
3.62212073 0.9681519 4 3.01522113 0.36780006 0.38779278 1.16771668
36614.2216 -1.0764179 4 546.643218 0.36781581 0.34233266 -10.215273
2.15678905 -1.0388483 4 1.64156724 0.3678186 0.35754462 -1.1489322
1.75919293 1.01669028 4 1.58746673 0.3678276 0.36679507 1.07006105
6.12544651 1.0404769 4 1.11370154 0.36785328 0.35687294 1.88219658
2.20559752 -1.0100406 4 2.90849177 0.36785805 0.36961188 -1.0905155
1.83271038 -1.0153391 4 1.65189207 0.36785831 0.36736592 -1.0325599
14.1734913 0.98573477 4 12.5349249 0.36785918 0.38006915 1.07058089
1.72726189 1.04362259 4 1.35327224 0.36794916 0.3555787 1.12654267
1.07587734 -1.071605 4 1.2485283 0.36799433 0.34424852 -1.1643439
2.95442195 0.98613183 4 2.70907041 0.36804516 0.37989628 1.05060504
1.97165909 -1.0107345 4 3.35511142 0.36812848 0.36931708 -1.2487781
1.55000353 0.9582564 4 1.00322898 0.36816905 0.39219858 1.23397109
2.72129775 -1.0211408 4 2.14406271 0.36817519 0.36492034 -1.101966
2.09404278 -1.0397125 4 4.47574166 0.36824663 0.35718808 -1.258749
1.20350077 -1.0195349 4 1.70328358 0.36829405 0.36559586 -1.1138645
1.75772334 -1.0423228 4 1.95086522 0.36829598 0.35611299 -1.0805728
1.5602275 -1.02932 4 1.14426602 0.36832072 0.36149695 -1.1187038

3.49088146 -1.1219838 4 5.30829882 0.36833625 0.32466638 -1.2266577
1.7500175 -1.0615279 4 2.11484493 0.368434 0.34829104 -1.2152673

2.44010377 0.9010178 4 1.71377765 0.36853138 0.41852435 1.23786037
5.91454696 -1.0110774 4 4.64127445 0.36859074 0.36917145 -1.1112406
1.94163133 1.03109853 4 1.47201401 0.3686257 0.36075631 1.13481896
1.94163133 1.03109853 4 1.47201401 0.3686257 0.36075631 1.13481896
1489620.08 1.50716627 4 161.679161 0.36866718 0.20624637 170.648073
2.97413391 0.96975641 4 2.12557534 0.36867946 0.38708241 1.19973177
6.85132636 1.17640858 4 14.7849777 0.36868132 0.30466162 1.37092659
1.76701672 -1.0412137 4 1.96043133 0.36877307 0.35656941 -1.0806005
11.1184242 0.91054879 4 8.81879675 0.36878266 0.41404069 1.19168045
4.70269727 0.95494173 4 3.94293159 0.3687876 0.39368392 1.10625934
119.110381 -1.1856832 4 151.409749 0.36880387 0.3013689 -1.210394
41615.5174 -1.1644475 4 169.969699 0.36885401 0.30895763 -22.191481
54.4356371 -1.0001347 4 11.7499146 0.36891192 0.37384315 -2.1704791
4.07774278 -1.0092874 4 2.8408894 0.36893283 0.36993216 -1.1436956
6.89071594 -0.8475469 4 5.29123795 0.3689373 0.44442567 -1.2518027
6.68613395 1.02860194 4 3.77862135 0.36896766 0.36179635 1.26113941



2.86082602 0.91110774 4 2.09740162 0.3689698 0.41377899 1.28089237
1.22563363 1.01256393 4 1.33354336 0.36900118 0.36854079 1.04960946
22.4553174 0.87909349 4 19.0727344 0.36901808 0.42899084 1.17284861
8023.03019 -1.2564683 4 9.39822409 0.36905062 0.27732006 -31.239806
6.1309633 0.89540618 4 5.08321926 0.36913607 0.421183 1.18672948

1.01381337 -1.0078014 4 1.10541359 0.36913849 0.3705647 -1.0410121
19988.1794 1.06580286 4 433.63585 0.36914425 0.34657095 7.96893794
4.70789003 0.95985802 4 3.53515839 0.36918472 0.3914826 1.14821662
3.89256078 -1.0553049 4 5.25026884 0.36921583 0.35080865 -1.1798005
1.87410542 1.01809674 4 3.14995755 0.36925069 0.36620171 1.23025661
29.3446851 0.95606323 4 21.7925183 0.3694365 0.39318083 1.17392258
3.44644678 1.05883917 4 3.99342327 0.3695127 0.34937683 1.08931941
5.94701607 1.00587896 4 10.7584643 0.36953089 0.37138439 1.19232142
62.2174629 0.86805572 4 56.0083802 0.36955976 0.43434093 1.1520062
193.887809 -1.0269258 4 24.0075414 0.36956284 0.36249609 -2.6860828
3.61222226 -1.0569385 4 5.59894772 0.36963624 0.3501462 -1.1748886
9.90073001 -1.017071 4 6.9542433 0.3697122 0.36663436 -1.1589624
1.23742469 -0.9756466 4 1.10634726 0.36972615 0.38448421 -1.1410701
1.17004458 -0.9954123 4 1.08329022 0.36997003 0.37587511 -1.0443495
7.11713499 0.7711141 4 5.07522383 0.36998536 0.48366181 1.33886556
13.8251363 -1.0045876 4 41.5445936 0.37001032 0.37193592 -1.3231512
1.91792512 1.06576773 4 2.16482459 0.37003033 0.34658505 1.17995178
1.73057275 -0.9810636 4 1.51571937 0.37003921 0.38210802 -1.1844015
1.38198336 0.98324294 4 1.2137557 0.37004441 0.3811556 1.0900631
68311.0747 -1.0340017 4 890.642016 0.37014258 0.35955019 -11.033372
3.13409954 1.07042063 4 3.60470978 0.37019056 0.34472145 1.10657106
3.45461111 -0.9965958 4 4.76650328 0.3702473 0.37536495 -1.1293281
16.7471148 -1.0111456 4 8.92754906 0.37026204 0.36914252 -1.294024
7.23754312 1.00482657 4 6.0972168 0.37027897 0.37183379 1.07977892
1.27053853 1.03262553 4 1.42567776 0.37042893 0.36012147 1.06171008
1.4574843 0.99164672 4 1.25430828 0.37045682 0.37750224 1.09654239

3.97063775 0.98266703 4 3.69102861 0.37049788 0.38140708 1.0452207
3.94652766 1.0165092 4 2.37337733 0.37051148 0.36687153 1.18740377
2.32561775 -1.0140119 4 1.71917977 0.37061723 0.36792736 -1.1041365
2.67778812 0.97453418 4 2.473787 0.37065586 0.38497375 1.0917178
3.19445918 1.00626882 4 4.32590625 0.37066247 0.37121803 1.09184495
10.0886525 -1.0053692 4 5.30759099 0.37069004 0.37160201 -1.2733939
8.77190205 -1.1148114 4 10.8216589 0.37069233 0.32739099 -1.1548721
1.89860032 -1.0260727 4 4.34760366 0.37069877 0.36285273 -1.2678408
1.47710382 -0.9973545 4 1.31051663 0.37078589 0.37503825 -1.1073265
4.28165641 -1.0390341 4 1.78099864 0.37087147 0.35746796 -1.4562738
1.27308723 -0.9831032 4 1.07818709 0.37097237 0.38121663 -1.0891618
10.4172965 -0.8405499 4 7.68363484 0.37100007 0.44790915 -1.242758
3.36791867 1.01038054 4 2.50249179 0.37103059 0.36946744 1.1279496
1.23233634 0.99884296 4 1.08821132 0.3710538 0.374398 1.11694536
13.9893208 1.00604472 4 5.95354526 0.37107392 0.37131365 1.51630681
2.23141118 -0.9188243 4 1.27263896 0.37111111 0.41018018 -1.2995348
3.52639751 0.99945572 4 1.82529112 0.37111597 0.3741347 1.25071422



2.28236263 0.9878014 4 2.04534735 0.3711172 0.37917013 1.10466659
162244.829 -1.0219669 4 1080.89644 0.3711631 0.3645733 -16.552834
3.54208574 -1.0013659 4 4.94124756 0.37119734 0.37331494 -1.1403748
2.07470759 1.0029083 4 2.90140085 0.37129256 0.37265417 1.10766864
38.6176503 0.99487416 4 35.2281255 0.37129469 0.37610726 1.04214462
49.519626 -1.0107661 4 12.1384579 0.37134161 0.36930366 -1.8096092
49.519626 -1.0107661 4 12.1384579 0.37134161 0.36930366 -1.8096092
49.519626 -1.0107661 4 12.1384579 0.37134161 0.36930366 -1.8096092
49.519626 -1.0107661 4 12.1384579 0.37134161 0.36930366 -1.8096092

5.07720542 1.01612315 4 6.36114045 0.37136326 0.36703457 1.07977945
5.90275319 -1.0061895 4 7.55014433 0.37145133 0.37125187 -1.0912433
93.8435236 -1.0036555 4 46.0552941 0.37147615 0.37233442 -1.3109329
2.47132955 1.1289263 4 3.46545732 0.37153517 0.32204883 1.22179599
3.99679666 -1.1116504 4 5.11280774 0.37159449 0.32859842 -1.2077941
1.63832879 -1.0038052 4 1.94965786 0.37164868 0.37227039 -1.0541034
48.436897 -1.0096609 4 11.8648219 0.37165002 0.36977331 -1.8093313

1.25892381 1.00140907 4 1.05971836 0.3716594 0.37329644 1.09415051
1.72908811 -1.0007618 4 2.29572517 0.37166281 0.37357404 -1.1298705
2.06507948 0.97281729 4 1.57976162 0.37166498 0.38573036 1.16965776
2.09274882 0.97707738 4 1.86887689 0.37174194 0.38385535 1.11311907
5.31774769 0.93372311 4 4.75140287 0.3718012 0.40330596 1.11591984
51907.4697 -1.0666902 4 290.405901 0.37182057 0.34621487 -19.000423
13.0451175 1.00399634 4 10.9278359 0.37182854 0.37218866 1.07305963
1.00855764 1.0210894 4 1.47951845 0.37184332 0.36494196 1.14001695
16.1761076 1.00688304 4 11.9475305 0.37186724 0.37095607 1.11549381
27.681656 -1.0051678 4 19.715959 0.37190428 0.37168801 -1.1264672

1.83289033 -1.0869565 4 2.54340924 0.37195474 0.33817107 -1.1972425
7.94671379 0.96363388 4 1.07519831 0.37195715 0.38979907 2.07906498
30.5073886 1.00543356 4 23.170552 0.37195861 0.37157454 1.09692532
11.1826074 0.95298631 4 10.1359013 0.3720133 0.39456241 1.08701051
21.3434645 0.98401551 4 16.048607 0.37204971 0.38081847 1.11610698
1.82423133 -1.0061287 4 3.74341852 0.37207033 0.37127781 -1.227953
9.19555489 1.00748265 4 6.29908118 0.37211115 0.37070048 1.14264813
2.13444935 1.01929039 4 3.43584203 0.37214967 0.36569879 1.22853383
1.5195376 1.03314351 4 1.79762966 0.37215262 0.35990636 1.08046569
1.1303257 1.0158375 4 1.02935074 0.37223363 0.36715526 1.07060185

1.48115396 1.00029294 4 1.79322439 0.37223577 0.37377522 1.06290064
2.00750448 0.93558896 4 1.63222703 0.37225084 0.40245194 1.18704183
23.107114 1.00048598 4 17.4819925 0.372263 0.37369237 1.12007928

2.68308008 0.95565414 4 1.69612027 0.37232328 0.39336428 1.27610809
1.1129251 -0.9987961 4 1.5518311 0.37233196 0.37441813 -1.1298143

565601.034 -1.2061554 4 123.272514 0.37234152 0.29421839 -137.25254
4.6811027 1.00378921 4 3.56941931 0.37239902 0.37227724 1.09439834

1.80191213 -1.0502622 4 2.42253795 0.37241137 0.35286061 -1.2061565
88.109683 -1.0037661 4 116.085873 0.37245299 0.37228714 -1.0879843

3.51988124 1.00062245 4 2.62886187 0.37247315 0.37363382 1.10554955
5.34843794 0.90096379 4 3.77614424 0.37250742 0.41854987 1.21776554
1.11489825 1.02213098 4 1.24351333 0.37256436 0.3645044 1.06738018



5.45830675 0.97831005 4 4.72579482 0.37257892 0.38331428 1.09505408
9.80009171 1.05072041 4 14.5434311 0.3725807 0.35267373 1.16345639
3.90465439 1.00282935 4 2.81345663 0.37276103 0.37268797 1.14125876
1.83342526 -1.0100799 4 2.12982036 0.37278773 0.36959519 -1.0594268
7.94233693 1.00936195 4 11.583012 0.37281357 0.36990044 1.12001702
3.06312899 1.13475155 4 7.14655557 0.37283687 0.31986749 1.38900347
96.6382463 -1.0204429 4 8.89480313 0.37285206 0.36521378 -2.9545974
1.49104827 1.04107927 4 1.76623367 0.3728771 0.35662479 1.09926014
1.36670254 1.00228859 4 1.26321185 0.3729673 0.37291954 1.06253434
4.78047107 -1.0016636 4 7.13901123 0.37309615 0.37318735 -1.1617282
11.5652405 0.94574383 4 9.65245666 0.37312317 0.39783071 1.11373298
647.986358 -0.9855653 4 51.0470049 0.37315023 0.38014295 -3.7092992
647.986358 -0.9855653 4 51.0470049 0.37315023 0.38014295 -3.7092992
3.31230721 0.90696295 4 2.59384999 0.3731597 0.41572286 1.16291217
1.94520621 1.00852801 4 2.41279487 0.37317212 0.37025527 1.07478298
19.4816703 1.00000619 4 16.229374 0.3731801 0.37389831 1.0668986
8.76951041 0.89178794 4 7.61997389 0.37329799 0.42290464 1.14189656
1.36542974 0.97845278 4 1.23070589 0.37331002 0.38325167 1.18451286
1.47632589 1.01156506 4 1.90743177 0.373337 0.36896446 1.10576508
12.9574143 -1.0007372 4 15.5560218 0.37333842 0.3735846 -1.060438
1.06526676 -1.0051318 4 1.02538494 0.37334408 0.37170339 -1.044977
15476691.9 1.22588889 4 135.800131 0.37337938 0.28747736 898.917769
1.33753318 -1.0060728 4 1.07788874 0.37337968 0.37130168 -1.1216967
2.15536612 -1.0061471 4 1.41696303 0.37355203 0.37126999 -1.1446957
2.67910173 -0.9955797 4 3.17420978 0.37356545 0.37580293 -1.0755025
2.89613756 0.99409024 4 2.15837689 0.37357297 0.37644568 1.12724046
2.95812064 -0.9489412 4 2.22578792 0.37361118 0.39638502 -1.1391583
1.25757024 0.99596139 4 1.36392278 0.37364998 0.37563834 1.05709601
1.43871478 -1.0161259 4 1.2563021 0.3736519 0.36703342 -1.0701036
3.40380526 -1.0167662 4 4.24436133 0.3737094 0.36676302 -1.1207093
84.4306893 -1.0080793 4 7.7845536 0.37374183 0.37044632 -3.3686282
8.16966172 -1.0244899 4 8.69372658 0.37378088 0.36351514 -1.0368245
3.41736137 0.93473876 4 2.7094239 0.37383533 0.40284089 1.14328019
3.21648345 -1.0062773 4 3.79349735 0.373836 0.3712144 -1.0841352
1065681039 -1.0567509 4 5588.02008 0.37384089 0.35022222 -1181.9147
2424721466 -1.1948175 4 260.15793 0.3738615 0.29815856 -10509.594

50195579 -0.9733212 4 276.489648 0.3738711 0.38550817 -1233.4848
3.42774153 -1.05479 4 4.90782521 0.37394021 0.35101769 -1.2242818
2.67646554 1.0293973 4 1.70273891 0.37395973 0.36146473 1.21531506
5.63276313 1.00079768 4 6.21174936 0.37397649 0.37355864 1.0367191
234.69672 0.99732189 4 91.2324156 0.37402966 0.37505228 1.47078529

1.90639147 -1.0056004 4 2.27386585 0.37402997 0.37150331 -1.0691396
9.2719487 -0.9525975 4 7.70055385 0.37409741 0.3947373 -1.1048622

197.765307 -0.9580364 4 172.037092 0.37414521 0.39229701 -1.0808801
3.42450216 0.96569216 4 2.98213217 0.37419135 0.38888396 1.07116048
5.71097304 -0.9471755 4 4.91999157 0.37422729 0.39718282 -1.0876912
59.2868532 -1.087442 4 67.6093461 0.37423539 0.33798044 -1.1026495
1.21051658 0.94136415 4 1.30322017 0.37424137 0.39981825 1.30629528



35163.976 -0.9918106 4 98.2465685 0.37429331 0.37743129 -29.450118
6.10456611 -1.0129916 4 6.57728589 0.37435223 0.3683595 -1.0415673
3674.98313 -0.9926933 4 175.79363 0.37446671 0.37704941 -5.0434474
6.39031351 -0.7473891 4 5.51083456 0.37454542 0.4963702 -1.375752
15.1531407 -0.9669202 4 8.27106431 0.3745662 0.38833884 -1.3105516
1.22792918 -0.9917958 4 1.12125852 0.37458609 0.37743771 -1.1025645
537.987857 0.82430196 4 382.28726 0.37462161 0.45608247 1.28161225
26.5807741 0.97689635 4 16.7152489 0.37464444 0.38393487 1.21158671
3.96683609 1.03549025 4 4.47430155 0.37464878 0.35893317 1.06969039
14.1627138 -0.9914354 4 11.4571004 0.37465721 0.37759374 -1.0762614
9.22394694 -1.0034484 4 6.58260554 0.37471879 0.37242302 -1.1368512
3.35891028 0.97818075 4 2.5324879 0.37472462 0.383371 1.11847625
1.22481258 -1.0054951 4 1.37372496 0.37476037 0.37154828 -1.0742186
1.76092363 -1.0626207 4 2.07077855 0.37478665 0.34785063 -1.1903609
4.07647604 -1.0621884 4 7.6736031 0.37480778 0.34802479 -1.2528192
3.95729457 -1.1916969 4 6.29940613 0.3748444 0.2992517 -1.3177366
1498.2391 -0.9833206 4 122.635487 0.37487436 0.38112169 -3.5194134

8.65522696 0.92950466 4 6.38933172 0.37489794 0.40524242 1.21467345
2.76620852 -1.0869128 4 4.77227702 0.37502812 0.33818823 -1.2521258
2.03522986 -1.0203261 4 1.61102242 0.37503619 0.36526289 -1.1126832
3.22867795 0.96454286 4 2.93475968 0.37515633 0.38939471 1.06377352
1.76523228 -0.9805124 4 3.62437273 0.37521782 0.38234919 -1.2591261
386.608157 -1.0447797 4 422.982902 0.37524981 0.35510366 -1.0632654
9.5063253 0.82447619 4 7.3144772 0.37526334 0.4559942 1.22602082

5.14406458 -0.9971783 4 2.99446512 0.37527208 0.37511408 -1.190361
2.60007858 0.91995433 4 1.88337559 0.37529794 0.40965537 1.20654844
1.65081624 -1.0009462 4 1.15555383 0.37536436 0.37349494 -1.2081633
1.15293916 -1.0256267 4 1.22237589 0.37536696 0.36303926 -1.1530521
256312.536 -0.4417046 4 28.0137482 0.37542767 0.6815315 -234.60643
15.2072154 -1.1326052 4 17.8232333 0.3755316 0.32066962 -1.1717474
3.3092422 -0.9986417 4 6.47034336 0.37554095 0.37448452 -1.207172

2.75910563 0.95456909 4 1.78686808 0.37565575 0.3938512 1.18879395
1.34070556 -1.0023243 4 1.80227085 0.37577271 0.37290425 -1.1067809
1.46394084 0.97871547 4 1.33427745 0.37578301 0.38313647 1.07890066
1.25879727 0.997473 4 1.04085798 0.37585496 0.37498724 1.12250034
8.18468187 0.97102447 4 4.1835583 0.37587203 0.38652179 1.30001111
1.86050459 -0.9993035 4 1.04649568 0.37589463 0.37420009 -1.1857139
2.11497301 0.95896511 4 1.52716994 0.37589655 0.39188163 1.1493134
2.81623068 -1.1112767 4 3.7116505 0.37593564 0.32874142 -1.2122708
2171.35546 -0.912088 4 60.500191 0.37600892 0.41332037 -7.1769827
22.1953929 0.99185406 4 16.7247157 0.37602247 0.37741248 1.10051858
1.65953954 -1.0074101 4 1.19683763 0.37604345 0.37073138 -1.3363857
4.0930884 0.75870083 4 1.78705537 0.37616633 0.49027984 1.58572007

5.54264704 1.05843309 4 6.22611584 0.37617745 0.34954108 1.0883471
7.96435595 0.97598057 4 6.80619324 0.37618479 0.38433734 1.08425298
2.41385524 0.99608414 4 1.79825145 0.37620899 0.37558544 1.14407726
304.591837 -0.9498488 4 91.9434552 0.37630326 0.39597548 -1.7505281
4.42322305 0.99880913 4 3.82574316 0.37633216 0.37441254 1.05797239



1.07251568 -1.0115239 4 1.80523058 0.37634369 0.36898193 -1.1874317
1140.29599 -0.9849301 4 287.773054 0.37641113 0.38041968 -1.8503285
53198.4083 0.53779278 4 21.0017017 0.37642087 0.61924626 129.299195
2.85829014 -1.123478 4 1.03164081 0.37642903 0.32410136 -1.6354255
47.9135188 -0.9901273 4 17.5403735 0.37644003 0.3781605 -1.5437181
14.1149493 0.82242312 4 12.1014462 0.37645742 0.45703519 1.22896863
1.02374422 -0.9775678 4 1.28465123 0.37647695 0.38364003 -1.1870475
98.789129 0.97517024 4 65.9003297 0.37649935 0.38469377 1.18309808

70581.3592 -0.9229501 4 452.968735 0.3765073 0.40826676 -17.514809
4.64276845 0.98794717 4 3.01184968 0.37655422 0.37910678 1.15758389
12.1890384 -1.0778752 4 14.791832 0.37658093 0.34175447 -1.1351693
3.23673234 -1.0111133 4 3.75033941 0.37663748 0.36915621 -1.085847
1.84558023 -1.0696867 4 2.3611127 0.3767245 0.34501481 -1.1485618
1.03797023 0.99394226 4 1.12826142 0.37673251 0.37650959 1.0566823
9.90560863 -0.7764644 4 8.66854224 0.37674127 0.48083048 -1.2862516
1.53576168 -0.9954455 4 1.08119382 0.37692231 0.37586076 -1.1402371
1.27476278 -1.0102161 4 1.04601695 0.37697102 0.36953731 -1.0864751
7.48657729 1.04073812 4 10.5903446 0.37698238 0.35676531 1.17200285
4.58014255 0.94365503 4 4.24912318 0.37704007 0.39877758 1.07867165
2.09450649 1.02079094 4 2.47150445 0.37705504 0.36506742 1.10444893
58.0662207 0.80904126 4 49.9959153 0.37708597 0.46386646 1.20473894
35.1466275 0.99219112 4 27.3831745 0.37712585 0.37726662 1.09805315
9.55605083 0.9396899 4 7.4587658 0.37715137 0.40058026 1.16425353
14.077309 0.98264021 4 6.08997613 0.37723631 0.3814188 1.50309499
98.231765 -1.0210968 4 144.670325 0.3772583 0.36493886 -1.1415874

6.48888683 -1.0323556 4 8.25319615 0.37727236 0.36023361 -1.1145244
22.1265363 0.96755745 4 15.1858024 0.37728843 0.38805625 1.15978424
1.69034273 -0.9802433 4 5.45505995 0.37736256 0.38246703 -1.3909959
88.6681792 -1.0351591 4 196.281552 0.37748187 0.35907036 -1.269916
18.2111941 -0.9046616 4 12.9952146 0.37748754 0.41680547 -1.1939372
27.8915513 0.67194486 4 10.8721266 0.37760945 0.53843381 1.74396578
7.83197131 -0.991706 4 9.51112671 0.37761463 0.37747657 -1.0743912
5.72706944 0.9981787 4 3.56822512 0.37765499 0.37468361 1.19791331
6.48932896 0.98432806 4 5.25962126 0.37773869 0.38068216 1.08871671
2.52380242 -0.98824 4 2.31400998 0.37774471 0.37897958 -1.0355374
1.35812216 0.99205161 4 1.77474072 0.37785952 0.37732698 1.0996933
40.2959379 0.98979203 4 31.2138285 0.37792606 0.3783059 1.09610195
1.08681619 -0.9720972 4 1.1042145 0.37796423 0.38604809 -1.1592932
51.4001632 -0.9819787 4 12.8451058 0.3780091 0.38170783 -1.7999609
51.4001632 -0.9819787 4 12.8451058 0.3780091 0.38170783 -1.7999609
51.4001632 -0.9819787 4 12.8451058 0.3780091 0.38170783 -1.7999609
5.21084637 0.98283367 4 3.48716201 0.37808959 0.3813343 1.14215901
9.29857124 1.09447736 4 12.0368068 0.37812837 0.33522915 1.17941169
9.29857124 1.09447736 4 12.0368068 0.37812837 0.33522915 1.17941169
3.40320865 1.01692207 4 4.17209359 0.3781629 0.36669723 1.09137857
12.5528307 0.93639078 4 10.404915 0.37817518 0.4020854 1.10127605
1.27395257 -0.9790695 4 1.39563778 0.37818167 0.38298126 -1.0442383
64.1262701 -0.9606422 4 19.1173577 0.3781915 0.39113245 -1.7905853



4.18706085 1.00186152 4 3.07662148 0.37828166 0.37310251 1.13439513
4.18706085 1.00186152 4 3.07662148 0.37828166 0.37310251 1.13439513
1.18177479 1.11341745 4 2.13226892 0.37838334 0.32792295 1.47244136
1.62366243 1.05487855 4 2.14078869 0.37847395 0.35098173 1.23827645
2.45751638 0.98518749 4 2.10929509 0.37847448 0.38030754 1.0518564

4.069063 0.96507065 4 2.95438504 0.37849537 0.38916009 1.13555173
18.8890891 -1.0416523 4 23.9796954 0.37860906 0.35638884 -1.126697
1.14067647 0.98926053 4 1.62390678 0.37861098 0.37853648 1.20989849
158.972495 -0.9879324 4 128.720314 0.37863041 0.37911321 -1.0746013
3.83233097 1.03634748 4 4.46241919 0.37864219 0.35857825 1.09174537
9.63245234 -0.9919619 4 5.32790471 0.37879722 0.37736582 -1.2573136
1.27264359 -0.945992 4 2.81162642 0.37880731 0.39771833 -1.3646207
8.16605806 -0.9743654 4 5.46137877 0.3788423 0.38504807 -1.2002156
2.14422655 0.97369509 4 1.55035228 0.37910355 0.38534336 1.14286632
1.61451918 -0.9999632 4 1.01456598 0.37913281 0.37391676 -1.1725759
2.89547332 0.81389579 4 1.81529195 0.37922977 0.46137904 1.37466018
2.1883451 -0.9398124 4 1.99622678 0.37925387 0.40052445 -1.1240565

7.52759416 1.01196279 4 8.31131544 0.37929358 0.36879571 1.06131981
123.196912 -0.9896898 4 173.879025 0.37931088 0.37835025 -1.1120267
5.73969144 0.86173336 4 4.60579352 0.37931331 0.43742983 1.25251768
1.26415549 0.99364319 4 2.04616375 0.37936207 0.37663879 1.18191056
5.76181261 0.91773022 4 3.98969941 0.37942458 0.41068884 1.20699002
2.97485095 -0.9139597 4 2.63637897 0.37943499 0.41244587 -1.1767718
2.93456347 0.99093897 4 3.38397629 0.3794749 0.37780874 1.0515484
1.54058013 -0.958693 4 2.30839281 0.37948414 0.39200331 -1.1841487
12884.9677 -0.8974183 4 200.513335 0.37950009 0.42022808 -9.7103048
2.44952316 -0.935747 4 1.40954801 0.37953805 0.40237968 -1.2506073
7.58664046 0.98768234 4 11.3753729 0.3795933 0.37922187 1.13501181
1.87145272 1.4906434 4 17.6576157 0.3796382 0.21031243 2.16105553
1.49426431 -0.9910709 4 1.22410421 0.3796488 0.37775157 -1.1489943
9.14295502 -0.930173 4 8.5218584 0.37966098 0.40493508 -1.0743814
1.93585129 1.0206027 4 2.0857339 0.37966967 0.36514658 1.09857563
13.8275854 0.97337528 4 6.12941082 0.37967813 0.38548432 1.48458241
2.00191186 1.04467153 4 2.44833742 0.37969014 0.35514806 1.12161184
5.05195556 0.96396493 4 3.22048999 0.37971392 0.38965176 1.17335506

1.566263 1.03572577 4 1.04501949 0.37973207 0.35883563 1.24538082
113.297557 1.11659977 4 144.038263 0.37991264 0.32670969 1.1758132
1.5519443 0.96801257 4 1.47824378 0.37992462 0.38785452 1.08764131

1.50566814 0.96994442 4 1.76282915 0.37993611 0.38699924 1.07319215
2.96507774 -0.9952925 4 4.0117328 0.3799429 0.37592679 -1.0985982
456.484608 0.94734241 4 360.484198 0.37996143 0.39710735 1.11606448
14.6394143 -1.0996517 4 19.3584969 0.38002186 0.33321861 -1.178802
5.7266039 -0.9451721 4 5.00607175 0.38002279 0.39808969 -1.0849101

277.856812 1.03111089 4 345.972081 0.38007829 0.36075116 1.10275872
4.74716396 -0.985937 4 3.89646938 0.38008342 0.3799811 -1.062301
8.6320168 -0.985569 4 6.59920822 0.38009436 0.38014135 -1.1195139

4.59467281 0.9291351 4 4.11094792 0.38011403 0.40541244 1.07926999
1.48660201 0.98192198 4 2.24878937 0.38012068 0.38173263 1.13478165



5.54797901 1.00535288 4 6.33779012 0.38012203 0.37160899 1.05715495
3.42615531 0.99004695 4 5.21852079 0.38015323 0.37819535 1.12796612
1.48218996 0.99459603 4 1.2824026 0.38016522 0.3762273 1.10832937
8.77016318 0.98818432 4 6.62679514 0.38018999 0.37900375 1.11831636
33.9385774 -0.9898565 4 40.2043136 0.38022986 0.37827793 -1.0595164
3.33285023 -1.0655707 4 4.22965343 0.38023187 0.34666418 -1.1440937
4.49390779 0.9515195 4 3.64947892 0.38026681 0.39522248 1.09315718
20.5344374 1.11209111 4 24.8064576 0.38033274 0.32842984 1.15431409

14.40629 -0.8142771 4 12.8882153 0.3803404 0.4611841 -1.2018373
7.23859038 0.68303005 4 5.09792171 0.38035591 0.53209712 1.40715577
2.97473554 0.93280738 4 2.562311 0.38044238 0.40372565 1.13736835
1.94598593 0.97888797 4 1.67382876 0.38046583 0.38306083 1.05866874
2.24482453 0.98573466 4 2.71716727 0.3804669 0.3800692 1.07086104
2.63919808 0.99032599 4 1.44329133 0.38051821 0.37807438 1.23891112
1.35462798 0.98848876 4 1.23476093 0.38055844 0.37887152 1.05796076
18.1030356 -1.0041562 4 33.8234668 0.38077474 0.3721203 -1.2005471
1.1567574 0.97336861 4 1.07704625 0.38080878 0.38548726 1.0810105

4.04608967 -1.0177021 4 4.4153967 0.38084173 0.36636811 -1.065322
1.76474134 0.9920394 4 1.97714534 0.38084262 0.37733227 1.06069996
20.4816613 -0.9625703 4 17.8243441 0.380855 0.39027264 -1.0709393
4.01475593 0.98892164 4 2.90484222 0.38086141 0.37868357 1.12009271
111983.19 -0.766229 4 737.251455 0.38087087 0.48625805 -18.349275

2.77880287 -0.8611802 4 1.08619727 0.38089113 0.43770094 -2.9019351
5.85904291 -1.0184038 4 7.07913853 0.38099988 0.36607229 -1.1093524
2.83435754 -1.0309208 4 161.268215 0.38107884 0.36083027 -1.644806
2.01484906 0.99701545 4 2.21188884 0.38109903 0.37518422 1.05798076
1.41611789 -1.0000317 4 1.86545543 0.38117792 0.37388734 -1.1310704
2.29941195 0.85455966 4 1.44950144 0.38119223 0.44095622 1.29937185
2.30913588 -1.014771 4 2.85209359 0.38123399 0.36760615 -1.0916036
3.10808236 0.89976823 4 2.35227073 0.38124705 0.41911516 1.17310068
5.35699029 1.03526981 4 5.90218031 0.38127636 0.35902448 1.08935175

76.4602 -1.1099978 4 92.168165 0.38129114 0.32923128 -1.1478136
1.24172905 -0.9907445 4 1.63469891 0.38143917 0.37789301 -1.2352233
8.98624142 -0.9576372 4 6.84417168 0.38149241 0.39247568 -1.1441136
4.17844236 -0.981801 4 2.76619225 0.38150667 0.38178553 -1.1374061
31.8556882 0.7136521 4 27.3413229 0.38151113 0.51487105 1.29157299
1.04628005 -0.9941228 4 1.05709424 0.38151893 0.37643163 -1.0879955
4.94583104 0.95492898 4 3.59765012 0.38153741 0.39368964 1.12733974
2.80383917 0.98493693 4 2.31862235 0.3815791 0.38041672 1.06722352
2.80383917 0.98493693 4 2.31862235 0.3815791 0.38041672 1.06722352
1.62405893 0.96265105 4 1.15883753 0.38162334 0.39023668 1.24182004
4.55490277 0.99480151 4 5.36955714 0.38176666 0.37613861 1.05885461
2.10691854 -0.9566552 4 1.46267641 0.38177424 0.3929155 -1.1814878
3.75471288 0.93669745 4 2.96780495 0.38180865 0.40194529 1.12980771
3.33440351 -0.9857357 4 7.07646933 0.3818203 0.38006874 -1.219614
1.68718845 1.33032999 4 4.51158773 0.38190456 0.25418804 1.94944321
1.29800431 -0.9848076 4 1.10479479 0.38192123 0.38047309 -1.1053595
6.87860078 0.97521449 4 4.70165094 0.38201183 0.3846743 1.1328717



6.16494984 -0.9835103 4 11.0127787 0.38206935 0.38103892 -1.1762109
6.57565621 0.85884315 4 5.01338657 0.38206946 0.43884782 1.23825874
2.32562309 0.99645381 4 2.64888727 0.38223998 0.37542613 1.09053771
4.22210545 0.94992134 4 2.19542932 0.38225451 0.39594273 1.3104718
1.04138428 0.9980461 4 1.10601702 0.38226282 0.37474064 1.06317486
1.51548335 0.99552935 4 1.64442486 0.38227606 0.37582462 1.06101457
1197.14194 -0.9460448 4 164.323244 0.38231115 0.39769441 -2.5949516
2.04524183 -0.947504 4 1.8530481 0.38240882 0.39703427 -1.0726563
1.23004917 1.04743026 4 1.368494 0.38247089 0.35401768 1.25906008
2.54574946 0.98098708 4 1.90121291 0.38252685 0.38214148 1.11645608
3.77383769 0.9846923 4 4.06924166 0.38253378 0.38052335 1.03901745
2.07705374 0.95308351 4 1.94659586 0.38254075 0.3945187 1.06415096
2.45897699 0.80378511 4 1.2931517 0.38257442 0.46657151 1.41624153
1.77187873 -0.9555672 4 3.82008641 0.38260531 0.39340326 -1.2985491
90.0527852 -1.0730202 4 102.399393 0.38262892 0.34368416 -1.1044277
2.69459657 0.95574634 4 2.25248199 0.38268036 0.39332293 1.12698204
1.34174951 0.96492428 4 1.8214234 0.38269593 0.38922514 1.32761173
5.28387393 -0.8831074 4 4.03804486 0.3827214 0.42705869 -1.1662739
40.6046856 0.94099299 4 27.1783698 0.38275921 0.39998707 1.2026735
5.32603049 -1.0615517 4 6.08705273 0.3827719 0.34828148 -1.1393258
1.7409264 0.97593598 4 1.6780028 0.38277775 0.38435695 1.02161201

1.91684195 0.96601261 4 2.89702611 0.38281402 0.38874165 1.18889747
1.3467584 1.01316372 4 1.00489937 0.38295117 0.36828658 1.13987464

3.04134708 -1.0323186 4 3.66300038 0.38300462 0.36024902 -1.1253956
1.3785731 -1.0076217 4 1.0139591 0.38300532 0.37064123 -1.1541795

4.13460452 0.8538329 4 2.95454777 0.38304523 0.44131476 1.22632282
13.517779 0.87790682 4 12.4313389 0.38315279 0.42956343 1.12130425

20.7787666 0.97391386 4 15.3525339 0.38320351 0.38524697 1.11240051
1.17909304 0.97249208 4 1.44737696 0.38329817 0.38587382 1.06995208
32.4028508 0.85680053 4 27.8157545 0.38337125 0.43985222 1.15853423
3.98427613 0.93228251 4 3.41956662 0.38341331 0.40396638 1.1167669
8.31846366 0.97842458 4 10.7348234 0.38345019 0.38326404 1.08604724
18.0546988 0.8981272 4 15.5388296 0.38346232 0.4198921 1.10545472
2.67448144 0.98324365 4 2.24314795 0.38353371 0.38115529 1.07055359
2.14176312 1.07004618 4 3.03165068 0.3836176 0.34487109 1.26168595
3.19578077 -1.0074881 4 1.97272039 0.3836275 0.37069815 -1.2673717
1.54470768 1.00843438 4 4.12462199 0.38362888 0.37029513 1.34716416
31.0331487 -1.0526928 4 36.2080932 0.38365539 0.35187023 -1.1098551
1.5722062 1.08977007 4 2.35772724 0.38370478 0.33706777 1.4590836

3.01056176 0.97558623 4 3.93337555 0.3837121 0.38451076 1.09228404
2.31426805 0.97090168 4 2.83927937 0.38375641 0.38657605 1.0945
1.38547011 0.97408862 4 1.11351601 0.38376222 0.38516998 1.07232792
3.5203175 -0.9573572 4 2.91989566 0.38380858 0.39260104 -1.1271838
1.3721398 0.96099922 4 1.27799317 0.38385906 0.39097312 1.04566489

2.10017875 0.93312422 4 1.81965837 0.38395618 0.4035804 1.08669292
1.72582289 0.93497084 4 1.25084439 0.38399349 0.40273469 1.31041696
4.80021988 -0.9850953 4 3.08278796 0.38399962 0.3803477 -1.1953455
2.04633456 0.98240923 4 1.56783715 0.38406661 0.3815197 1.09850635



1.11057009 0.9927765 4 1.07344591 0.38409663 0.37701341 1.12898358
1.86634023 0.97399765 4 3.46790388 0.38410925 0.38521005 1.28073203
75.983808 0.88584039 4 70.7016571 0.38412087 0.42574722 1.09205271

1.11731947 -0.9478953 4 1.60778595 0.38415279 0.39685741 -1.2286019
15.0337925 -0.9647763 4 10.1895839 0.38418298 0.38929091 -1.1830402
6.73817772 -0.9661572 4 4.74699187 0.38419609 0.38867744 -1.1550446
10.5818254 0.97924602 4 21.0112797 0.3843537 0.38290388 1.22724382
2.33497203 1.0418309 4 2.59706375 0.3844123 0.35631535 1.15520592
99.5720869 0.94639153 4 75.3906067 0.38443925 0.39753749 1.12662608
1.86550727 -1.0171405 4 2.39715537 0.38449988 0.36660503 -1.213131
2.29787338 -0.93291 4 1.79327988 0.38450551 0.40367861 -1.1385573
1.14401318 1.01320894 4 48.178203 0.38451246 0.36826742 1.71348793
46.183589 -1.0986969 4 59.3030547 0.3845952 0.33358878 -1.1765663

4.24909483 0.89511392 4 2.88195105 0.38460238 0.42132185 1.19897193
2.21266672 -0.9553009 4 2.0712535 0.38468143 0.39352273 -1.0607108
86.2559454 -0.9798857 4 121.628117 0.38480731 0.38262361 -1.1109728
5.18151575 -1.0481869 4 5.64298208 0.38483622 0.3537082 -1.1103348
1.45377848 -0.9306077 4 1.114176 0.38488807 0.40473529 -1.1388652
9.03206404 -0.9108106 4 7.99354646 0.38488899 0.4139181 -1.103996
1.27645698 -1.014681 4 1.87447696 0.38496242 0.36764423 -1.1623298
57.4779815 -1.0146378 4 80.0426439 0.38498246 0.36766247 -1.1289668
3.78491022 0.98042035 4 4.14869635 0.38501982 0.3823895 1.04602448
2.54504116 0.99000089 4 1.60938772 0.3850787 0.37821532 1.18097552
8.4731016 0.96964166 4 5.79415179 0.38523254 0.38713317 1.13130437
428.76177 0.94087482 4 155.089947 0.38526082 0.40004084 1.52119447

927.769054 -0.9295222 4 207.573781 0.38538971 0.40523433 -2.0032642
37.1585723 0.77153561 4 30.7394272 0.38539104 0.48343828 1.22460802
2.44036644 -0.9764327 4 1.65326842 0.38540121 0.3841386 -1.1371841
1.25129645 -1.0004447 4 1.37910164 0.38545181 0.37371009 -1.2038763
3.23790891 0.97956826 4 1.44761164 0.38560574 0.38276267 1.2819102
2.99686414 -1.1017585 4 4.15776253 0.38563994 0.33240312 -1.2832628
3.20287426 0.97646685 4 2.73829833 0.38574461 0.38412358 1.07774306
28.960828 0.93466744 4 16.0439133 0.38578685 0.40287353 1.31003627

7.15306116 -0.9674859 4 5.97456483 0.38585592 0.38808795 -1.0611121
331.440842 -0.8392015 4 270.805337 0.3858721 0.44858297 -1.1694056
9.1134541 -0.9779932 4 15.4438421 0.38587359 0.38345329 -1.1726969

1.72090995 -0.9492789 4 1.47476087 0.38591273 0.3962326 -1.0978621
7.91614791 0.97312729 4 10.2420738 0.38594372 0.38559365 1.08687436
8.13844628 0.8251131 4 5.15662454 0.385998 0.45567164 1.42814854
16.6990907 -0.975089 4 19.9484721 0.38607786 0.38472954 -1.0615209
2.31432143 -0.9701013 4 3.59956052 0.38610394 0.38692986 -1.1789022
1.27221919 -0.9808604 4 1.34578068 0.38613885 0.3821969 -1.0838641
3.70230957 -0.9235471 4 3.44678773 0.38615075 0.40799056 -1.0771996
4.84765077 0.94790844 4 2.6586224 0.38615269 0.39685149 1.25684385
3.63748718 -1.2130655 4 7.41408385 0.38638998 0.29184106 -1.4278639
1.28231222 -0.9670365 4 1.17287964 0.38644634 0.38828728 -1.144713
137.330821 0.95410277 4 88.771911 0.38644805 0.39406062 1.18514138
30.4259454 -1.0456581 4 45.7035921 0.38653414 0.35474345 -1.1833985



2.98346493 -0.9072388 4 2.70310517 0.38659525 0.41559328 -1.144453
25.7511103 0.71719011 4 18.4157682 0.38662703 0.51290728 1.32104299
1.56168842 0.95495692 4 1.10770499 0.38665082 0.3936771 1.20488874
2.43380289 1.10959875 4 3.80727861 0.38670223 0.32938426 1.2776861
11.6777526 1.20332015 4 17.4090293 0.38673753 0.29519907 1.30206657
3.13468494 -0.9233208 4 2.89797948 0.38675302 0.40809521 -1.1089238
2.20818754 0.99466134 4 2.49739837 0.38677359 0.37619911 1.06531233
17.5136566 0.88368523 4 15.411175 0.38678825 0.42678113 1.11449414
2753.68701 0.95836688 4 1940.30363 0.3867937 0.39214916 1.13832748
54.2153213 -0.954951 4 16.8706767 0.38686482 0.39367974 -1.6654586
1.88126004 0.9224965 4 1.63019859 0.38690266 0.40847678 1.12576085
1.5448985 0.95170591 4 1.41583747 0.38690426 0.39513854 1.12650574

5.81615789 0.99445841 4 6.17409748 0.3869338 0.37628671 1.04799333
1.31117546 -0.9600232 4 1.77264338 0.38701459 0.39140882 -1.1149734
9.52368128 0.96546088 4 5.08994125 0.38709518 0.38898669 1.2321097
1.04606031 0.97174008 4 1.12996943 0.3871439 0.38620572 1.11687389
1.88567603 0.97003945 4 1.65422896 0.38737128 0.38695721 1.09205317
1.58907084 -0.9509634 4 2.17366185 0.38745017 0.39547299 -1.1542673
1.16449971 0.99206729 4 2.63777972 0.3874955 0.3773202 1.26905549
8.03715426 -1.0918041 4 10.6197313 0.3874985 0.33627218 -1.1863948
9.51146217 1.24384672 4 21.021432 0.387735 0.28147033 1.50309321
10390.1719 -0.8614371 4 626.139583 0.3878978 0.437575 -4.3071829
154.743389 -0.9368731 4 62.1958229 0.38791323 0.40186507 -1.4841601
7.4909842 -0.9687275 4 8.1340115 0.38803387 0.38753782 -1.0268393

8.48410998 1.00591815 4 12.8954238 0.38818443 0.37136767 1.1744852
18.1347396 0.95775628 4 4.51534196 0.38819102 0.39242238 1.6862259
1.04859289 1.00291703 4 1.22223886 0.38824637 0.37265044 1.13361505
1.74793129 -0.9696897 4 1.09719222 0.38835891 0.38711194 -1.1486494
1.7867031 0.97465121 4 2.11553483 0.38839906 0.38492222 1.06656912

1.78159404 0.9757539 4 1.34051428 0.38848576 0.38443702 1.10802384
7.28350998 0.93474926 4 5.93813491 0.3885726 0.40283609 1.08985243
1.58253861 0.98108341 4 1.73608341 0.38859465 0.38209934 1.04919443
12.1487236 0.95143768 4 8.61863764 0.38862887 0.39525933 1.12904181
1.51735029 -0.9798415 4 1.60301858 0.38867988 0.38264299 -1.0670937
20.4807935 0.92008679 4 18.9511869 0.38884723 0.40959389 1.06220722
179.185603 0.90319921 4 133.867769 0.38887555 0.4174946 1.15623189
3447.22502 -0.8001501 4 117.375642 0.38887682 0.46844946 -6.3076352
3447.22502 -0.8001501 4 117.375642 0.38887682 0.46844946 -6.3076352
9.87352519 0.97848916 4 11.4981632 0.3888783 0.38323571 1.0664266
11.834791 0.92386397 4 9.97023463 0.38893986 0.40784398 1.09574097
3.0796275 -0.9966726 4 3.3737925 0.38894263 0.37533186 -1.0689997

4.33232092 0.93024647 4 3.61014768 0.38896481 0.40490133 1.08678545
32.1782241 0.87941962 4 29.4681841 0.38903556 0.42883359 1.09412247
8.98320491 0.96226545 4 5.99067467 0.38909263 0.39040849 1.13899774
50.1750466 -0.9498367 4 20.4663451 0.38914102 0.39598092 -1.4000916
2.23276898 0.97714253 4 2.4978458 0.38915073 0.38382674 1.06965974
1.17000361 -0.9460526 4 1.38204232 0.38917696 0.39769091 -1.0781534

3.562824 0.95546165 4 2.99747964 0.38922782 0.39345062 1.08300762



1.86227881 -0.976678 4 1.57772469 0.38933762 0.3840308 -1.0717769
1.67099934 0.94129203 4 2.52000246 0.38934212 0.39985105 1.17489768
63.7481502 0.95034 4 44.6174493 0.38940994 0.39575395 1.14319001
2.16340127 0.93517778 4 1.88180459 0.38941437 0.40264001 1.12297385
12.6020337 -0.9459622 4 9.9133242 0.38944806 0.39773183 -1.1106929
1.8610562 1.03979842 4 2.39942469 0.38947346 0.35715264 1.15621502

3.05399931 0.99309767 4 3.22872008 0.38948361 0.37687455 1.06288607
1.56960388 0.95945563 4 1.36089236 0.38952511 0.39166238 1.09351577
1.60618674 0.99431401 4 1.12761639 0.38957461 0.37634905 1.26471133
2.12227489 -0.9302309 4 1.97123231 0.38962568 0.40490851 -1.079462
1.6950073 -0.9276986 4 1.47021172 0.3896452 0.40607386 -1.0799903

4.75885738 -0.9558295 4 2.56182882 0.38964913 0.39328563 -1.2278496
4.17220394 0.9629641 4 3.73106047 0.38965748 0.39009725 1.03532475
15.2042629 -0.8262314 4 13.6282765 0.38966101 0.45510571 -1.1537048
6.75867165 0.94554925 4 5.15875896 0.38966373 0.39791883 1.10079068
1.88276122 0.99792881 4 2.0839435 0.38967176 0.3747911 1.08508888
1.14240565 -0.9759788 4 1.52239438 0.38974838 0.38433814 -1.116776
3.06205111 -0.964561 4 3.64840462 0.38978621 0.38938662 -1.0803104
50.4537598 0.94167889 4 32.8755399 0.38980192 0.39967514 1.18098875
4.76862715 0.94393935 4 4.42895602 0.38982549 0.39864858 1.04709061
2.3548226 0.96468819 4 1.78240956 0.38982603 0.38933009 1.08821787
1.7573794 0.95771237 4 1.00571023 0.38989872 0.39244204 1.18747402

3.34988535 0.97351899 4 2.59826693 0.38990124 0.38542097 1.11817053
1.53118791 1.04808709 4 2.02383726 0.38996525 0.35374902 1.21438087
1.77444549 -0.9655778 4 2.61794885 0.38996661 0.38893477 -1.1852085
11.2381162 0.98396137 4 14.502471 0.38998372 0.38084209 1.10307565
2.61897326 0.85839711 4 1.51732191 0.38998869 0.43906699 1.29806798
1.4967239 0.98955024 4 2.45561527 0.38999406 0.37841078 1.1787642

33.4683791 -0.9484783 4 14.0745272 0.39007213 0.39659402 -1.4690823
3.55069675 0.96911381 4 3.88783384 0.39007281 0.38736678 1.04565238
7.51929065 0.94998323 4 3.67693858 0.39008136 0.39591482 1.2716758
10.6321823 -0.8844437 4 9.91682364 0.39009401 0.42641702 -1.0937933
2.63742681 0.95376115 4 2.229857 0.39012763 0.39421411 1.08540193
2.63742681 0.95376115 4 2.229857 0.39012763 0.39421411 1.08540193
5.41045599 0.6285207 4 4.49088412 0.39017114 0.56376677 1.49069654
95.3357483 -0.920769 4 8.58817795 0.3901989 0.40927738 -3.5534511
1.31956358 -0.9483333 4 1.50793214 0.39025899 0.39665955 -1.0675548
89.5088996 0.7332854 4 75.5784211 0.39027744 0.50404328 1.24922863
164.092846 -0.9720457 4 220.949577 0.39030832 0.38607079 -1.0995616
1340.97483 0.86719032 4 977.009132 0.39031447 0.43476269 1.18663821
140.840641 -1.0434073 4 215.079747 0.39033362 0.35566714 -1.1870009
60.5169591 -0.9201006 4 16.0107842 0.39035365 0.40958746 -1.9047729
4.55123235 0.99488187 4 2.34594236 0.39036519 0.37610393 1.34559175
1.17057031 0.97441094 4 1.09731003 0.3903793 0.38502802 1.21495463
4.87245549 -1.002945 4 240.478329 0.39042334 0.37263847 -1.5437022
42.9290774 0.99582166 4 45.2236451 0.39045307 0.37569858 1.04113138
792.402852 -0.8331019 4 50.1305297 0.39057254 0.45164115 -4.364225
2.36890262 0.98028632 4 1.47325315 0.39065269 0.38244818 1.23691729



1.95524899 -0.9946425 4 2.14355954 0.39076454 0.37620725 -1.1114651
2.46550562 -0.9621936 4 1.95467543 0.39081259 0.39044049 -1.1000366
12.3563764 0.95325404 4 9.76058027 0.39088288 0.39444203 1.09014085
1.78704916 -0.9565069 4 1.59335432 0.39094136 0.39298197 -1.0624012
1.95257359 -0.9483059 4 2.91942141 0.3910513 0.39667191 -1.1765645
2.41155142 -0.9680748 4 1.63922838 0.39107984 0.38782696 -1.1718401
2.08590466 0.93937043 4 1.70857248 0.39109202 0.40072581 1.09718081
2.25935179 0.88146753 4 1.44190481 0.39119253 0.4278472 1.26024194
4.68466621 0.8361641 4 3.13011756 0.39124271 0.45010376 1.43320615
2.83012371 0.96121017 4 2.17767246 0.39131949 0.39087901 1.1094942
446.04049 -0.8577793 4 47.7217407 0.39131965 0.43937072 -3.012622
12.775818 -1.082475 4 14.7389273 0.3914251 0.33993517 -1.149976
1.7047402 -0.9651678 4 1.80732816 0.39143372 0.3891169 -1.0375

5.18282829 0.90185712 4 4.81781199 0.39148003 0.41812789 1.09189577
19.5347953 1.16569398 4 43.1698191 0.39151801 0.30850734 1.40021319
2.96773225 -0.8854986 4 1.71077339 0.39159203 0.42591107 -1.2835445
91.0573452 0.94828609 4 55.311094 0.39172869 0.39668086 1.2093033
2.07290345 0.90476113 4 1.23441501 0.39174813 0.41675858 1.33712065
112.05824 -0.9544575 4 94.1338719 0.39175415 0.39390129 -1.0645332
1.1451667 -0.9497276 4 1.23405605 0.39178861 0.39603012 -1.0417791

1.25139287 1.02190745 4 1.61440932 0.39179391 0.36459826 1.15399937
7.04355132 -0.8420662 4 4.92455328 0.39182627 0.4471524 -1.2650508
2.0565978 0.95646472 4 1.48072932 0.39184163 0.39300086 1.10476614

4.06807256 0.95824426 4 2.91854269 0.39184602 0.39220401 1.10843014
597.615777 -1.1052802 4 708.647125 0.39185779 0.33104398 -1.1546412
2.11314084 -0.9780751 4 2.43748776 0.39187693 0.38341737 -1.0629172
42.2682975 -1.0669231 4 48.5805868 0.39189472 0.34612144 -1.1163835
4.89197508 -0.8493058 4 4.54178341 0.39196935 0.44355341 -1.1634083
9.46981297 1.0168322 4 2.04604772 0.39211373 0.36673516 1.99309305
15.4253064 -0.8438172 4 13.6250281 0.39217411 0.4462798 -1.1383717
158.667489 0.94658113 4 114.723333 0.39217761 0.39745169 1.12288781
1.63670898 0.98892611 4 1.28165764 0.3922385 0.37868163 1.1259795
4.14771952 -0.9443949 4 2.27805462 0.3923068 0.39844196 -1.2365677
1.36462902 -0.9815396 4 1.13095656 0.39232634 0.3818998 -1.0914629
3.9324366 -0.9613637 4 4.58601683 0.39238934 0.39081053 -1.0518115

17.3458863 0.8574447 4 15.3538157 0.39247065 0.43953526 1.11008496
15.3008144 0.856566 4 12.5165027 0.39252806 0.43996766 1.16112461
3.32972661 0.88967658 4 3.11826225 0.39254 0.42391195 1.1237209
1.41078258 -0.9437166 4 1.13477906 0.39258164 0.39874962 -1.1847862
1.60341317 -0.9416175 4 2.28360426 0.39260402 0.39970307 -1.1718219
2.67378793 0.99166965 4 1.61880552 0.3926115 0.37749231 1.24101955
2.28462654 -1.1268011 4 3.65226264 0.39261779 0.32284804 -1.3080707
64.3025823 -1.035435 4 98.0615327 0.39265501 0.35895607 -1.1905113
12.4990821 0.90802661 4 11.5308915 0.39273667 0.41522329 1.07310566
7.52157031 -0.9543419 4 5.22282569 0.39279062 0.39395321 -1.1286218
3.46339373 0.91749283 4 3.1644387 0.39286613 0.41079927 1.09584238
4.85778919 0.9489214 4 4.35326257 0.39291452 0.39639395 1.04947467
1.10755241 0.96323029 4 1.27160049 0.39291883 0.38997872 1.10980688



4.69325974 -0.8956821 4 4.31283098 0.39292962 0.42105194 -1.1020218
16.4657741 -0.9662667 4 24.5398444 0.39301105 0.38862885 -1.1216126
1.68081551 0.95731364 4 1.14384338 0.39301549 0.39262056 1.11836621
9.8935596 1.03702725 4 21.7590733 0.393037 0.35829704 1.27960285

12.8734499 1.0642617 4 14.6510754 0.39310182 0.34719018 1.12775718
1.33998274 -0.945 4 1.18913934 0.39317475 0.39816767 -1.0827537
589.926408 0.18538077 4 4.11974881 0.39322893 0.86195096 22.4107976
4.6854403 -1.0183435 4 8.90544631 0.39329578 0.36609768 -1.2650354
2.7109575 -0.9775003 4 3.54974677 0.39333956 0.38366966 -1.1050523

12.0818655 0.96746339 4 18.7598472 0.39336308 0.38809795 1.14177847
1.519717 0.89359131 4 1.16391085 0.39336441 0.42204583 1.29786258

1.27780267 0.95079078 4 1.15141312 0.39340273 0.39555076 1.18516801
2.09976539 0.93971189 4 3.05894544 0.39342588 0.40057025 1.15840667
1.1251098 -0.9891463 4 1.1697242 0.39355978 0.37858604 -1.1288469

14.4231724 1.05395224 4 17.4606704 0.3936266 0.35135803 1.13422926
1.02012124 0.94597519 4 1.23514048 0.39364924 0.39772595 1.07284526
1.76554278 0.99361116 4 1.23799456 0.39365123 0.37665263 1.31743085
1.83078356 0.9478566 4 1.56264215 0.39369182 0.39687491 1.13897315
1.32865764 0.9727784 4 2.06811711 0.39379861 0.38574751 1.14844233
4.43103559 -1.0241246 4 5.53360969 0.39393832 0.36366821 -1.1185181
3.99573486 -0.9216805 4 2.33855782 0.39395713 0.4088548 -1.240846
3.99573486 -0.9216805 4 2.33855782 0.39395713 0.4088548 -1.240846
88.9242083 -0.9497045 4 75.432965 0.39397766 0.39604053 -1.0600705
4.19453515 0.83267145 4 3.58320435 0.39399987 0.45185759 1.1856421
1.59368749 0.95242895 4 1.84437813 0.39400474 0.39481311 1.05862627
51.4813447 -1.0339561 4 70.4883115 0.39402045 0.3595691 -1.1575533
3.02096367 0.95211799 4 4.31546673 0.39402979 0.39495305 1.14042671
2.89355804 0.95378743 4 2.38347934 0.39405581 0.3942023 1.09913615
3.45422259 -0.8918249 4 3.08594743 0.39410423 0.42288702 -1.117189
2.52229792 -0.8820626 4 2.27702507 0.39411904 0.42756095 -1.1670199
5.62405787 1.11087908 4 6.82739176 0.39416249 0.32889366 1.22608002
1.7584905 -0.9698226 4 1.35567324 0.3942091 0.38705312 -1.1428433

3.78262325 0.96049273 4 4.4469276 0.3942399 0.39119917 1.06851388
4.68252741 -1.0220237 4 5.24621741 0.39429022 0.36454944 -1.0945505
1.75526881 -0.9647918 4 1.51505579 0.39429818 0.38928403 -1.063926
2.45889476 -0.9727707 4 1.88635883 0.39436822 0.38575092 -1.1282871
92.2391625 0.81344926 4 67.1770058 0.39443749 0.4616074 1.22297388
3.60910816 0.95078746 4 2.89925163 0.39450865 0.39555226 1.07348595
6.37305666 -0.9472759 4 3.54190769 0.39470789 0.39713741 -1.215877
52.0741752 -0.9167858 4 13.0190936 0.39473291 0.41112833 -1.7694136
1.29582988 0.95000127 4 1.64747486 0.39474832 0.39590669 1.12314447
1.83415163 -0.9427667 4 5.6634953 0.39478964 0.39918083 -1.4160952
3.85025561 0.91297821 4 2.69959508 0.39485076 0.41290424 1.14974328
3.4193923 -1.0114671 4 4.19173005 0.39489676 0.36900602 -1.1068744

2.60389527 -1.0123472 4 3.76871385 0.39490725 0.36863269 -1.2152153
3.24830382 -0.9061147 4 2.94382665 0.39495643 0.4161216 -1.0817783
2.64621696 1.09373372 4 3.77547628 0.39500915 0.33551901 1.24568331
1.5657339 0.94266365 4 1.94550023 0.3951168 0.39922765 1.11572056



3.29736524 -1.0022287 4 4.13349448 0.39514076 0.37294521 -1.1312137
17.28649 0.91609483 4 14.2894649 0.39514188 0.41145013 1.10029108

1.0151399 -0.9901786 4 1.39554001 0.3951889 0.37813829 -1.1639612
36.8079197 -0.8807702 4 31.8679653 0.39527258 0.42818286 -1.1047222
7.38289761 -0.8878927 4 7.02521368 0.39535348 0.42476455 -1.0803839
5.92394699 -0.7909957 4 4.46410427 0.39539475 0.47320503 -1.2252078
2.20930866 0.92666265 4 1.97333722 0.39539955 0.40655144 1.1126893
342.290498 -0.9070609 4 102.462198 0.39543612 0.41567686 -1.6959413
2.38974097 -0.9428604 4 5.58649338 0.39546309 0.3991383 -1.3073076
11.4944339 0.93495497 4 8.90787725 0.39548585 0.40274195 1.09784313
4.15041578 0.93358647 4 3.4477236 0.39549583 0.40336856 1.07545861
1.20880123 0.97267523 4 1.71730973 0.39557488 0.38579302 1.30087117
9.7983741 -0.8592558 4 8.99628864 0.39558498 0.43864516 -1.1050859

4.77162086 -0.9486133 4 3.90206994 0.39571663 0.39653305 -1.0644035
2.25513647 0.97381102 4 2.38429673 0.3957352 0.38529228 1.04990029
1.7313545 -1.0186195 4 2.18388815 0.39576418 0.36598139 -1.1364922
6.3504121 -0.9134975 4 5.75792741 0.39578355 0.41266164 -1.0767281

7.17136901 -0.8719462 4 6.4264407 0.39579632 0.43244899 -1.1248401
1.06110425 -0.9653513 4 1.33464983 0.3958308 0.38903536 -1.1017901
2.47883505 1.01703806 4 2.87451818 0.39583293 0.36664827 1.12234612
2.91604651 0.99124705 4 3.46868097 0.39584768 0.37767529 1.09765986
3.92044075 0.95079844 4 3.45490689 0.3958906 0.39554731 1.05051027
4.17097299 -0.9568303 4 2.96593809 0.39590477 0.39283702 -1.1728434
8.17195225 -0.9541429 4 9.91041708 0.39594672 0.3940426 -1.0589905
25.1116655 0.86198183 4 22.9944817 0.39598905 0.43730811 1.10232552
1.8425349 -0.9079219 4 1.59161907 0.39604159 0.41527244 -1.0956298

64.7416845 0.93493117 4 42.1895959 0.39613316 0.40275284 1.1825997
2.00499841 1.01223799 4 2.55432176 0.39613544 0.36867899 1.13021843
1.85407955 -0.9226379 4 1.58567282 0.39615736 0.40841131 -1.0910846
953.895203 0.88753227 4 632.364248 0.39616195 0.424937 1.1983595
4.07171446 -1.1081829 4 5.18650007 0.39618713 0.32992758 -1.2795115
2.73842522 0.93556305 4 2.48265549 0.39625167 0.40246378 1.06098198
158.225318 0.94160917 4 126.6932 0.3962738 0.39970684 1.07897112
1.35674134 -0.9021867 4 1.01962105 0.39630772 0.4179723 -1.1846787
16.7002592 -1.0579467 4 19.4347085 0.396322 0.34973791 -1.120681
333.785143 0.84852839 4 38.4051727 0.39633886 0.44393876 2.91292437
1.62559692 0.97482149 4 1.139596 0.39637557 0.38484726 1.25882876
9.56729099 0.98183261 4 41.4889425 0.39637927 0.3817717 1.39883676
3.98028547 -0.9278163 4 3.75319826 0.39640687 0.40601963 -1.0349713
1.88821499 -0.9940535 4 2.65389603 0.39640839 0.37646155 -1.1583681
5.07797691 0.94926718 4 3.11166934 0.39640935 0.39623787 1.18313009
5.07797691 0.94926718 4 3.11166934 0.39640935 0.39623787 1.18313009
2.3608701 0.95417246 4 4.18432826 0.39641989 0.39402932 1.17248861

7.61009367 1.0262772 4 10.6620649 0.39665575 0.36276719 1.15791986
3.88552612 0.91664064 4 3.49028922 0.39676557 0.41119592 1.09091453
1.07247771 0.94379013 4 1.03105891 0.39676667 0.39871628 1.07070578
1.54831129 -0.9738539 4 1.72964653 0.39686457 0.38527339 -1.0671548
1.83035995 0.94731502 4 1.38773929 0.39687418 0.39711974 1.09893423



5.96079353 -0.8945423 4 2.480751 0.39694393 0.42159353 -1.4073754
5.15821664 -0.9884957 4 5.68692748 0.39696063 0.37886851 -1.0787744
252.224729 -0.9007523 4 82.971181 0.39698185 0.4186498 -1.575053
41.5884954 -0.9615855 4 78.0422228 0.39698539 0.39071159 -1.1958696
13.0016985 0.83275886 4 12.0333395 0.39699126 0.45181363 1.12930083
2.15048693 -0.9660557 4 2.61313543 0.39701403 0.38872251 -1.090566
1.06315246 -1.344662 4 3.91000609 0.39701802 0.24992192 -1.9815246
6.21463398 1.02613128 4 6.94662209 0.39711721 0.36282821 1.10671298
10.9058425 0.81864667 4 8.64099075 0.39712187 0.45895492 1.1712278
7.98559268 0.87493449 4 2.19831245 0.39718705 0.43100039 1.60715287
1.08970862 0.88842431 4 2.05972063 0.39719131 0.42451033 1.36343898
1.83558428 -0.9500115 4 2.21024989 0.39723119 0.39590208 -1.0678125
5.05350736 0.8955268 4 4.44980217 0.39741244 0.42112571 1.11592184
1.09053749 0.93679911 4 1.04391899 0.39752116 0.40189886 1.10419496
1.09053749 0.93679911 4 1.04391899 0.39752116 0.40189886 1.10419496
1.09053749 0.93679911 4 1.04391899 0.39752116 0.40189886 1.10419496
23.4725323 0.84635544 4 15.4574315 0.39755657 0.44501729 1.2267725
1.86774189 0.94471182 4 1.5365365 0.39755975 0.39829829 1.11948663
1.32744432 -0.9291745 4 1.62069422 0.39758487 0.40539431 -1.0877322
1.43855312 0.96790963 4 1.60991785 0.39770286 0.38790014 1.09480858
1.38405674 0.93868106 4 1.24742385 0.39770421 0.40104001 1.05886216
2.37976457 0.99510415 4 1.44611287 0.39777657 0.37600803 1.28059527
1.48636309 -0.9471473 4 2.03561898 0.39781156 0.39719559 -1.1059767
2.09348973 -1.0093953 4 3.00240939 0.39783863 0.36988627 -1.2357791
4.0405636 0.90105081 4 3.31394143 0.39800047 0.41850874 1.13204045

7.21504734 0.93698659 4 5.44751213 0.39801221 0.40181323 1.11113079
95.4868243 -1.072541 4 334.498911 0.39811238 0.34387517 -1.414457
1.61967863 -0.9930847 4 1.1239968 0.39836467 0.37688015 -1.2082358
16.0191891 -0.9663745 4 18.7468732 0.39839928 0.388581 -1.0612027
2.11521357 0.94732932 4 1.83081017 0.39847307 0.39711327 1.05856025
1.48724058 -0.8859614 4 1.17979224 0.39848156 0.42568925 -1.2632285
1.64066156 0.92729801 4 1.10173205 0.39848299 0.40625849 1.17255527
2.43370266 0.98682327 4 1.52790005 0.39851351 0.3795954 1.24450772
7.33745392 -1.0344052 4 7.99651102 0.3985324 0.35938283 -1.1156286
37.9438152 1.03773505 4 42.980765 0.3985518 0.35800443 1.10965093
1.20388573 0.94766079 4 1.27826731 0.39872502 0.39696342 1.02575683
34.9925828 0.93195936 4 26.4712758 0.39880606 0.40411465 1.10539473
1.14037769 0.96751317 4 1.32400243 0.39884773 0.38807588 1.09034075
1.22644551 -0.953488 4 1.72745137 0.39886385 0.39433687 -1.2457039
2.18879371 -0.9866941 4 4.53334325 0.39893687 0.37965158 -1.30174
10.4130982 0.95717134 4 11.9477604 0.39893751 0.39268428 1.05994228
29.5969326 0.92985515 4 17.3355797 0.39899648 0.40508123 1.22536344
4.58561393 0.93012068 4 4.24473442 0.39908198 0.40495915 1.04296871
1.04118594 -0.946359 4 1.52344368 0.39912767 0.39755223 -1.1159277
30.2059455 0.78088577 4 25.298802 0.39921962 0.47850035 1.19269082
1.29078218 -0.9697254 4 1.01176227 0.39927032 0.38709614 -1.1199647
2.36722238 -0.9504863 4 4.6411738 0.3992786 0.395688 -1.2387383
1.27014892 -0.9627103 4 1.00194716 0.39929125 0.39021027 -1.1309562



29.818356 -0.8993216 4 11.3969345 0.39933884 0.4193265 -1.4376025
4.36949871 0.82235432 4 3.50423702 0.39938283 0.45707011 1.17276217
7.04452945 0.97170787 4 7.41833108 0.39943698 0.38621994 1.03713703
19.6407217 0.90345226 4 18.9807355 0.39955428 0.41737528 1.04121857
94.0635278 -0.9291098 4 74.7951881 0.39959111 0.4054241 -1.0890661
1.66592822 -0.9165975 4 1.39161252 0.39960886 0.41121602 -1.0857355
1.3193398 0.87675692 4 1.19810748 0.39961794 0.43011888 1.28096112
2.0169492 -0.9211493 4 1.61257355 0.3996714 0.40910101 -1.1140762

2.37613237 0.98155288 4 3.74545489 0.39973485 0.381894 1.25359992
8.97664011 -0.9825354 4 13.0023318 0.39985091 0.38146457 -1.143991
2.60362003 -0.9257772 4 1.0247232 0.39986044 0.40696001 -1.39215
3.06447357 -0.9417987 4 6.02148924 0.39989606 0.39962067 -1.236225
1.03888455 -0.9412286 4 1.22490163 0.39999945 0.3998799 -1.1076386
1.2827007 -1.0936678 4 2.24033111 0.40001171 0.3355447 -1.3438633

2.36166282 -0.8770629 4 1.98210389 0.40018307 0.42997101 -1.1164016
5.17790506 0.89168615 4 4.62604218 0.40026351 0.42295316 1.09592439
9.33231267 0.9257023 4 7.07771127 0.40026862 0.40699458 1.10400716
13.3963879 0.71637941 4 12.0579768 0.40028336 0.51335678 1.2522337
1.48872765 0.97300841 4 1.64279974 0.40030087 0.38564607 1.12430049
3.58871642 0.92436755 4 3.13234484 0.40034892 0.40761115 1.05639141
4.79081026 0.91209465 4 3.65070841 0.40042524 0.41331726 1.12323501
1.41746773 -0.9628602 4 1.82763202 0.40042954 0.39014351 -1.0996337
152.930148 -0.9018722 4 60.7892239 0.40049191 0.41812075 -1.4605651
152.930148 -0.9018722 4 60.7892239 0.40049191 0.41812075 -1.4605651
1.15644722 -0.9325237 4 1.10491124 0.40052579 0.40385572 -1.0566165
7.04180411 0.90789174 4 6.2970497 0.40059767 0.4152866 1.07695713
5.44373354 0.92685541 4 3.96461764 0.4006637 0.40646254 1.11190475
6.55278558 -0.9657084 4 9.01649903 0.4007297 0.38887675 -1.1189836
2.01788373 -0.9234606 4 1.8952379 0.40076344 0.40803056 -1.0452731
3.16369451 0.80929272 4 2.0613885 0.4008482 0.46373735 1.32534128
8.75116626 0.96797436 4 9.0954152 0.40093094 0.38787145 1.0338758
1.74964331 0.94733725 4 1.25083364 0.40097573 0.39710968 1.11921494
1.43972558 -0.941536 4 2.24681666 0.40100931 0.39974011 -1.1408537
1.05845248 -0.9383237 4 1.12341832 0.40125941 0.401203 -1.0762758
1.1261405 -0.9169047 4 1.17726903 0.40129842 0.41107298 -1.3059394

2.84950582 -0.9314872 4 3.73382229 0.40135133 0.40433138 -1.1099909
2.84950582 -0.9314872 4 3.73382229 0.40135133 0.40433138 -1.1099909
2.30638041 -0.9155265 4 2.06750697 0.40137265 0.41171498 -1.1070476
1.94764302 0.99176815 4 2.18584691 0.40146098 0.37744967 1.16093476
10.0635584 0.96443192 4 13.2609844 0.40149403 0.38944404 1.09852128
4.85212833 0.93603958 4 2.89463949 0.40154808 0.40224591 1.18593395
3.00028621 -0.9032818 4 2.78251442 0.40156016 0.41745565 -1.0816669
14.007433 0.94563262 4 15.5459716 0.40164818 0.39788108 1.03535136

2.15244653 0.93859194 4 2.40110792 0.40169715 0.40108065 1.05431203
1.21167422 0.95747095 4 3.12071078 0.40170778 0.39255012 1.28979514
10.3707584 0.94488167 4 14.4231919 0.40172629 0.3982213 1.10065348
1.38893765 0.95571668 4 1.20667797 0.40185859 0.39333623 1.07133691
1.11665237 0.8704805 4 1.65928663 0.40187319 0.43316098 1.32203128



3.49878751 -1.1316077 4 90.6530759 0.40188041 0.32104305 -1.7889046
1.57521301 0.94766655 4 1.43290195 0.40188152 0.39696081 1.04574865
9.46888318 0.72224059 4 5.47455031 0.40203823 0.51011358 1.42534298
3.09980987 0.90642899 4 2.41820961 0.40211606 0.41597384 1.10103168
1.47257587 0.89167059 4 1.14168364 0.40213103 0.42296057 1.1345731
38.1386108 0.82091547 4 12.0517335 0.40216782 0.45780083 1.80548106
53.0621261 -0.8741939 4 23.0087862 0.40217218 0.43135902 -1.3937388
11.629705 0.93160503 4 9.3712266 0.40223224 0.40427728 1.07595541

9.84324827 -0.9533876 4 15.7710879 0.40238851 0.39438197 -1.156533
2.53058912 0.93563683 4 1.45989259 0.4023938 0.40243005 1.18484032
153.501184 -1.098489 4 200.813674 0.40246615 0.33366944 -1.1919847
1.73460083 0.93795644 4 2.50294182 0.40267217 0.40137051 1.11639984
1.60769495 0.95426196 4 1.30781581 0.40274563 0.39398912 1.10384415
2.85890493 -0.933779 4 3.33527109 0.40275716 0.40328034 -1.053656
25.149209 0.83061455 4 22.4703531 0.40280113 0.45289301 1.10818938

28.0743036 0.90250218 4 19.4794171 0.40280197 0.41782341 1.14585517
6.29436771 -0.9323964 4 3.86864223 0.40280884 0.40391415 -1.2006294
13.5103779 0.91396434 4 10.0929144 0.40285062 0.41244368 1.10739257
1.62757802 0.95126894 4 1.94310051 0.40292078 0.39533533 1.10610791
300.300541 0.9053922 4 147.342995 0.40294008 0.41646151 1.32766617
3.5861158 0.93550788 4 2.47763217 0.40297834 0.40248901 1.13272285
3.5861158 0.93550788 4 2.47763217 0.40297834 0.40248901 1.13272285

1.21702029 -0.9339051 4 1.14894309 0.40306195 0.40322259 -1.0173802
6.62366701 -0.9335257 4 5.13527464 0.40307723 0.40339639 -1.104409
15.7736264 0.83683938 4 10.3593026 0.40312176 0.4497653 1.23636324
1.92747362 0.85169255 4 1.33824641 0.4031281 0.44237202 1.20164545
1.92747362 0.85169255 4 1.33824641 0.4031281 0.44237202 1.20164545
6.45872379 1.00480941 4 7.4069938 0.40321521 0.37184113 1.09693757
5.19128347 -0.955458 4 8.92302658 0.40324536 0.39345224 -1.1646648
5.56339785 0.94390373 4 8.80108961 0.40328919 0.39866474 1.1632408
1.13851472 0.9579934 4 1.74172489 0.40333555 0.39231626 1.1519065
2.0799818 -0.9169024 4 1.88806227 0.4033365 0.41107405 -1.0615067

4.58246305 0.85329382 4 1.29134843 0.40346163 0.44158085 1.56893492
16.9055003 -0.906873 4 11.3442362 0.40347678 0.41576512 -1.1844294
1.41131992 -0.9205784 4 1.81509415 0.40349196 0.40936577 -1.1025286
1.51897104 0.93697478 4 1.31245103 0.40355371 0.40181862 1.0590888
184.015715 0.72826847 4 151.066859 0.40358373 0.50679394 1.21903552
1.09023233 1.08128914 4 2.03056884 0.40367304 0.34040336 1.36576314
1.42621072 0.9079499 4 1.31025727 0.4037955 0.4152593 1.10636452
11.8218151 0.81967759 4 9.68057972 0.40386334 0.45843023 1.14907127
4.94100358 0.92836417 4 3.34262589 0.40399975 0.4057673 1.13515894
6.17060227 0.91470474 4 4.51219808 0.40406316 0.41209817 1.11496354
3.57041831 0.86883485 4 2.76051017 0.40409947 0.43396151 1.1447508
1.78586682 1.09182116 4 2.82480486 0.40415469 0.33626552 1.30916884
1.42886384 0.92998516 4 1.30823833 0.40415896 0.40502145 1.03394046
33.0039821 -1.0080604 4 35.6106909 0.40425493 0.37045435 -1.0804799
1.36559615 -0.9331631 4 1.68751673 0.40426272 0.4035626 -1.0615414
8.01369407 -0.9192844 4 5.66949982 0.40428746 0.40996645 -1.1498962



35.8944302 0.87749155 4 24.853922 0.40430218 0.42976396 1.1625585
1.46061418 0.92453171 4 2.72817761 0.40454101 0.40753528 1.22241968

21.55237 0.92028756 4 15.0015677 0.40461582 0.40950071 1.13028291
2.65020606 -0.9276615 4 1.86848002 0.40464368 0.40609098 -1.1278686
92.5379204 0.76717725 4 1.47269198 0.40468515 0.48575329 9.8531355
1.73922604 0.97920865 4 3.35817905 0.40469993 0.38292026 1.23295301
44.030613 0.79743702 4 11.7785622 0.40489093 0.46985496 1.879313
2.2622271 -0.9487057 4 3.11746016 0.40490704 0.39649132 -1.1596057

2.15619092 -0.8491551 4 1.76932282 0.40493341 0.44362809 -1.218679
4.80956843 -0.9231842 4 3.08554481 0.40494253 0.40815843 -1.1723358
40.513074 0.91495323 4 27.7777083 0.40498059 0.41198227 1.14859556

1.02590988 0.92118743 4 1.0726517 0.40501183 0.40908333 1.10743734
3.07156541 0.854772 4 2.62412663 0.40503311 0.44085152 1.1225228
1.94554526 -1.1320313 4 2.92640947 0.40503663 0.32088444 -1.5415749
24.7852708 0.90177056 4 12.1807154 0.40510924 0.41816876 1.3001177
4.41880484 -0.908347 4 3.22906167 0.40519477 0.41507293 -1.1428529
4.41880484 -0.908347 4 3.22906167 0.40519477 0.41507293 -1.1428529
1.07332049 -0.9475867 4 1.18019378 0.40520013 0.39699692 -1.0894948
1.39038731 0.97536215 4 1.63117148 0.40537274 0.38460933 1.12377071
17.5673192 -0.9449018 4 30.8581837 0.40538048 0.3982122 -1.1818801
1.38495646 0.97084841 4 1.821535 0.40551044 0.38659958 1.1233824
2.46811008 0.86414905 4 1.21862182 0.40568959 0.43624751 1.30411148
3.80071917 0.71492608 4 2.53225194 0.40569346 0.51416329 1.3505953
1.28942243 -0.9337504 4 1.11860171 0.405714 0.40329347 -1.0490465
154.457666 -0.8910834 4 76.1113649 0.40575605 0.42324057 -1.3200773
2.12706869 1.01744322 4 3.23611629 0.40583308 0.36647731 1.27859614
2.20712174 -0.9283427 4 1.55590763 0.40586558 0.40577718 -1.1107469
1.18941168 0.89908041 4 1.22382171 0.40589887 0.41944066 1.15572058
4.66580738 0.93631916 4 6.05091591 0.40597252 0.40211813 1.10168345
2.04352956 -0.9610963 4 1.43349397 0.40599155 0.39092981 -1.1872017
3.84429087 -0.9367981 4 5.04778319 0.40600226 0.40189932 -1.0868023
2.16897017 0.89888031 4 2.05432052 0.40600617 0.4195354 1.07384224
8.87881861 -0.9152982 4 6.3932122 0.40601674 0.41182143 -1.1547746
1.61035221 -0.981222 4 1.91530948 0.40604075 0.3820387 -1.1975326
4.04114953 -1.1017759 4 5.75588306 0.40608443 0.33239636 -1.3309431
4.30087737 0.86446108 4 3.94064493 0.40610243 0.43609498 1.11458349
1.33891396 0.95357013 4 1.14346924 0.40620124 0.39429995 1.20353252
1.06461069 0.88932161 4 1.24787537 0.40630711 0.4240815 1.16967956
6.25511721 0.8368723 4 4.06675664 0.40631479 0.4497488 1.33039264
104.827499 -0.8190682 4 50.5793128 0.40632842 0.45874033 -1.4092351
2.03820578 0.92649915 4 1.80265555 0.4063999 0.40662686 1.05564602
12.1508129 0.93348506 4 14.0668905 0.40644022 0.40341502 1.0538298
5.37701734 -0.9521714 4 6.22804987 0.40644283 0.394929 -1.0688969
2.13484966 -0.9615527 4 2.24806085 0.40646622 0.39072625 -1.0835737
3.1400246 -0.8601322 4 2.32300653 0.40648319 0.43821495 -1.1527508
1.8548982 -0.9468497 4 1.94182843 0.40648615 0.39733019 -1.0501028

5.90695009 -0.9797935 4 6.74209413 0.40653732 0.38266399 -1.0991401
4.46955583 -0.9924244 4 5.43679049 0.406591 0.3771657 -1.1451318



2.03604369 0.93847749 4 2.28046499 0.40659204 0.40113284 1.0529322
1.18964768 1.05507681 4 2.09708927 0.40669152 0.35090123 1.31516306
3.12668423 0.90128736 4 2.22421831 0.40671055 0.41839698 1.12626087
2.69818134 -0.9351623 4 3.26271328 0.40677148 0.40264709 -1.0650209
3.0633615 0.94883422 4 3.87986278 0.40680335 0.39643331 1.10357415

8.86575354 0.88241005 4 8.2145661 0.40681568 0.42739386 1.06375419
1.21912712 -0.945794 4 1.05983 0.40683938 0.39780798 -1.1451424
1.6320224 -0.9131037 4 2.70931104 0.40689969 0.4128456 -1.2044152

6.36579755 -0.9758478 4 7.04545828 0.40690111 0.38439574 -1.0643817
25.3299834 0.9012441 4 22.1394637 0.40695282 0.41841742 1.05943675
1.80860511 -0.9325913 4 1.53804699 0.4070683 0.40382472 -1.0912372
108.392154 -0.9040193 4 65.6567134 0.40711165 0.417108 -1.2104648
1.33428736 0.91653793 4 1.5454131 0.40715871 0.41124375 1.07363298
11.7081219 1.0092221 4 14.9830285 0.4071877 0.36995992 1.13447252

2.021803 0.93330754 4 2.26357665 0.40719419 0.40349637 1.07147614
2.04377585 -1.026652 4 2.74773228 0.4072147 0.36261053 -1.1809805
2.07943426 -0.9665299 4 2.43600737 0.40724945 0.38851205 -1.0874129
1.57514673 0.93558732 4 1.83688807 0.40725069 0.40245269 1.05373139
1.15554439 -0.9428335 4 1.00695178 0.40726285 0.39915051 -1.0971281
8.35343066 0.91649387 4 7.09767357 0.40728261 0.41126427 1.05501536
19.3277792 0.90346331 4 15.3617945 0.40731773 0.41737007 1.09655905
21.8754717 -0.9485822 4 47.9266565 0.40735078 0.3965471 -1.237317
5.68483014 -0.9551837 4 10.4808218 0.40747094 0.39357532 -1.1940123
7.86374801 -0.9297061 4 9.49812355 0.40751456 0.40514975 -1.0572259
1.1202778 -0.935075 4 1.33803449 0.40761363 0.40268701 -1.0635134
3.8588942 0.87253829 4 2.5817887 0.40764614 0.43216167 1.17192567

4041.47605 -0.9655137 4 6255.99449 0.4076918 0.38896322 -1.1517825
179.398262 -0.8842588 4 85.368636 0.4080083 0.42650577 -1.334727
1.28655746 0.96649156 4 1.05389829 0.40803348 0.38852905 1.17504373
21.3526924 0.68624765 4 18.169466 0.40803455 0.53026783 1.27479729
2.22510996 0.90034868 4 1.95619132 0.40810611 0.41884062 1.06928507
5.05450103 -0.9161387 4 4.1585684 0.40815339 0.41142968 -1.0766837
2.09458241 -0.8858013 4 1.79005511 0.40816581 0.42576594 -1.1860201
1.11816639 -0.9430011 4 1.26679838 0.40840221 0.39907438 -1.0961857
1.65537847 0.87794448 4 1.2381327 0.40843165 0.42954525 1.33277805
8.87828179 1.00033346 4 9.58364592 0.40854633 0.37375783 1.09023705
2.59007191 -0.8647106 4 1.85180481 0.40863744 0.43597301 -1.1607444
6.28980361 0.79431704 4 4.5946871 0.40872243 0.47147531 1.22504776
1.85905685 -0.9434184 4 2.45763691 0.40873216 0.39888497 -1.0981376
1.91567002 -0.9421143 4 2.04396536 0.40881781 0.39947724 -1.0497171
9.02508538 0.91761914 4 7.58872587 0.40886892 0.41074051 1.06803697
3.41357816 0.93677474 4 1.13209135 0.4090032 0.40190999 1.42733166
9.07403129 0.71584304 4 7.54530332 0.40901868 0.51365432 1.24898285
2.03062712 0.92878793 4 1.42359056 0.40902357 0.40557221 1.13301662
7.15627469 0.92612198 4 8.25803012 0.409037 0.40680087 1.04300171
11.3154656 0.90289367 4 10.4126347 0.40903853 0.4176387 1.0444174
1.31814242 0.97220229 4 1.88689675 0.40904661 0.38600169 1.20078702
12.3839253 -0.9086046 4 6.16216738 0.40907485 0.41495203 -1.3613906



15.5306392 -0.9548308 4 16.2830862 0.40915601 0.39373373 -1.0417756
5.18172864 0.8778892 4 4.09282593 0.40923767 0.42957194 1.10862269
2.91598428 -0.9889624 4 3.7970037 0.40930471 0.37866586 -1.1768412
2.11300466 0.92813147 4 1.65871774 0.40931645 0.40587446 1.15135229
1.44117718 -0.9395892 4 1.51315246 0.40932152 0.40062614 -1.0914217
2.47367319 -0.8609076 4 2.19481653 0.40934298 0.43783457 -1.1233853
2.25769492 -0.894398 4 2.01460522 0.40935093 0.42166214 -1.0998227
7.07830455 -1.0965222 4 8.57682907 0.40942527 0.33443328 -1.23004
1.95191318 -0.8951342 4 1.25056518 0.40954955 0.42131224 -1.1670382
10.8391656 0.82823644 4 6.61340336 0.40956426 0.45409247 1.2370713
3.38885738 0.85341073 4 2.91459677 0.40966298 0.44152313 1.10648447
3.92988266 -0.8986361 4 3.400684 0.40966506 0.41965105 -1.0699803
1.93736012 -0.9254609 4 1.6058112 0.40986803 0.40710602 -1.0696319
2.96721294 -0.948888 4 3.63874944 0.40988373 0.39640903 -1.0856646
1.6522952 0.8883294 4 1.48427117 0.40990666 0.42455571 1.08443022

201.607446 0.90163642 4 170.975884 0.4099079 0.41823211 1.06656263
33.4709786 -0.9912395 4 41.6134661 0.40993109 0.37767856 -1.1095369
3.25049474 -0.9278903 4 2.56431553 0.40994654 0.40598556 -1.1083485
2.65964218 0.93326766 4 4.81385818 0.40998153 0.40351465 1.17203608
1.99114124 1.03216865 4 3.01099825 0.41000592 0.36031131 1.25517398
1.09267507 0.92388291 4 1.29015021 0.41001555 0.40783522 1.0526824
88.0168091 -0.9116114 4 73.8741084 0.41001829 0.41354331 -1.0592679
1.36362904 0.90853484 4 1.28763878 0.41002647 0.41498476 1.09790729
6.82654069 0.82599497 4 4.44782049 0.41003363 0.45522532 1.2141916
10.5861634 -0.7046366 4 5.64133123 0.41006522 0.51989995 -1.4635242
5.14312345 -0.8888584 4 2.24560854 0.41018086 0.42430283 -1.3560511
1.95194433 0.90621209 4 2.74328423 0.41020882 0.41607582 1.140708
5.68037458 -1.0126271 4 6.75610839 0.4103648 0.368514 -1.137058
28.737386 -0.7409449 4 12.2077683 0.41038046 0.49986525 -1.5687788
28.737386 -0.7409449 4 12.2077683 0.41038046 0.49986525 -1.5687788
28.737386 -0.7409449 4 12.2077683 0.41038046 0.49986525 -1.5687788

1.60262499 0.93416161 4 1.14386163 0.41038309 0.40310511 1.21480433
13.9031721 0.80600357 4 13.0516582 0.41040035 0.46542828 1.11940653
1.45070309 0.90092267 4 1.01788844 0.41059506 0.4185693 1.12776901
1.04476305 -0.9402899 4 1.56842088 0.41062089 0.40030704 -1.1628005
1.20875156 -0.9217796 4 1.58708512 0.4106215 0.40880887 -1.0951209
1.1862766 -1.0284609 4 36.8747785 0.41068029 0.3618552 -1.7297375

19.5901637 -0.8632553 4 14.7206964 0.41070741 0.43668465 -1.1379856
19.5901637 -0.8632553 4 14.7206964 0.41070741 0.43668465 -1.1379856
19.5901637 -0.8632553 4 14.7206964 0.41070741 0.43668465 -1.1379856
3.25116978 0.8496438 4 3.09776716 0.41071075 0.44338596 1.11742624
126.972903 0.76859776 4 103.390641 0.41072718 0.48499783 1.17238055
8.97431051 0.82493079 4 7.88407403 0.41073398 0.45576395 1.1157425
1.05965412 0.91575979 4 1.45013088 0.41080634 0.41160625 1.10637551
2.30685545 -0.909916 4 1.90229304 0.41083832 0.41433713 -1.0684755
4.18025975 0.83566802 4 3.48011654 0.4109037 0.45035253 1.17259856
1.36038794 0.97310905 4 1.66684531 0.41111675 0.38560169 1.18368687
6.82244607 -0.8289728 4 5.43831546 0.41120505 0.4537208 -1.187858



1.58272833 0.92901122 4 1.35635833 0.41125929 0.40546944 1.09517637
3.42351737 0.92924813 4 2.03073965 0.4112748 0.40536043 1.25632437
1.85321877 -0.9161039 4 2.16583169 0.41130642 0.4114459 -1.0574966
2.01044969 0.9086175 4 1.73649258 0.41136817 0.41494598 1.05197807
2.89920429 0.83399939 4 2.60484588 0.41143479 0.45119013 1.14897028
1.05376572 0.93277123 4 1.19305768 0.41148592 0.40374223 1.08423877
1.43086545 -0.8643079 4 1.09382058 0.41155816 0.43616984 -1.1435882
31.8166946 -0.8190832 4 28.8381203 0.411577 0.45873269 -1.0951654
5.61274855 -1.1359781 4 1.08189764 0.41158993 0.31940993 -2.4485983
2.23544759 0.81568061 4 1.96390464 0.41162037 0.46046716 1.26833664
2.71240714 -0.9694136 4 2.92107886 0.41162474 0.38723408 -1.1056924
1.97498895 -0.8492563 4 1.59434206 0.41175862 0.44357796 -1.1327357
5.95822214 0.90503902 4 4.72063284 0.41185147 0.41662775 1.08765376
2.24005961 -0.9531971 4 8.51296523 0.41191513 0.39446765 -1.7974112
11.1390912 0.90468508 4 7.60247887 0.41196842 0.4167944 1.15769406
1.36423701 -0.893938 4 1.25903739 0.41201465 0.42188092 -1.1094055
8.09843157 -1.0218952 4 9.63222965 0.41203453 0.36460342 -1.1244454
8.80591534 0.92875569 4 14.0729947 0.4120574 0.40558705 1.13551745
2.44117514 0.91559412 4 1.84358405 0.41220025 0.41168346 1.10889244
49.9065699 0.26954729 4 29.4170598 0.4122515 0.80084231 1.92181647
1.65758238 -0.9268527 4 1.96962593 0.41231942 0.4064638 -1.0604361
4.02998093 -0.903 4 3.38522845 0.41235752 0.41758854 -1.0930706
1.36358905 -0.8878642 4 1.24633162 0.4123618 0.42477818 -1.1462727
2.25944372 0.89157059 4 1.7637127 0.41237385 0.42300825 1.10558103
11.1688343 -0.9826031 4 12.0616744 0.41256489 0.38143502 -1.0753537
4.36946401 1.05829994 4 5.89011538 0.41269322 0.34959495 1.19668362
1.46624444 0.89823284 4 1.26105079 0.4127081 0.41984205 1.1276634
11.2953213 0.85003243 4 10.8349274 0.41277629 0.44319348 1.06713676
1.13443573 -0.9090138 4 1.5505015 0.41280051 0.41476007 -1.1013599
2.57944279 0.89973618 4 2.035299 0.41288164 0.41913032 1.15234295
1.04988799 -0.9226304 4 1.1293042 0.41290459 0.40841477 -1.0768289
1.71374124 -0.9272127 4 1.2536539 0.4129559 0.4062978 -1.255588
18.5157411 0.86877371 4 14.9686017 0.41305361 0.43399127 1.09581867
3.80204647 0.90051047 4 3.10494961 0.41305955 0.41876413 1.10050831
13.4994937 0.881349 4 11.2278699 0.41310278 0.42790424 1.08938395
157.203304 0.85570793 4 135.599977 0.41310542 0.44039022 1.08466251
23.5482006 0.80412319 4 20.2898648 0.41316677 0.46639715 1.11985925
283.295385 -0.9308304 4 405.577561 0.41319307 0.40463301 -1.1121263
6.93424074 0.89993552 4 3.5568132 0.41324212 0.41903602 1.24370011
8.32727038 0.86455263 4 6.23860085 0.41333632 0.43605023 1.12418269
1.62777296 -0.8512013 4 1.27550609 0.41342467 0.44261497 -1.1525898
1.6414721 0.89904003 4 1.55820767 0.4134665 0.41945977 1.02733553

4.36709894 0.88461983 4 3.84970403 0.4135356 0.42633252 1.07451974
1.17621967 0.89764444 4 1.08879643 0.41365304 0.42012089 1.10286249
21.0763041 0.8549582 4 16.3753303 0.4137066 0.44075971 1.11747391
21.0763041 0.8549582 4 16.3753303 0.4137066 0.44075971 1.11747391
130.169691 0.80094715 4 121.899631 0.41374381 0.46803718 1.09998249
3.75435877 -0.9423932 4 3.97812139 0.41384922 0.39935052 -1.0540483



1.10934377 0.91534123 4 1.48501663 0.41401259 0.41180134 1.09496402
11.0730039 -0.9792662 4 16.5174793 0.41404765 0.38289503 -1.162106
1.85577814 0.92133597 4 1.40208243 0.41404877 0.40901447 1.10845273
87.5822504 0.81380097 4 59.266682 0.41411115 0.46142753 1.21592745
9.34254806 1.10662248 4 12.2407713 0.41425265 0.33052731 1.2338586
163.563444 -0.1567108 4 3.93832312 0.41427612 0.88306438 11.3681169
1.17376395 -0.9243047 4 1.86319856 0.41430802 0.4076402 -1.2155732
7.97614409 0.8380329 4 7.11734155 0.41434287 0.44916758 1.1136907
1.50794221 -0.8856165 4 1.41068816 0.41449166 0.42585451 -1.0888723
6.26410517 -0.8699355 4 5.30677107 0.41450301 0.43342598 -1.1015083
7.21552139 0.89912789 4 5.32924177 0.41453934 0.41941818 1.09940114
4.69794798 0.87745564 4 3.96950286 0.41455383 0.4297813 1.09306347
6.77803351 0.74734406 4 6.08649884 0.41457249 0.49639458 1.20071639
3.16469003 -0.8165551 4 2.63475675 0.4145793 0.46002091 -1.1539808
97.1816842 -0.8181992 4 24.8242088 0.41458551 0.45918282 -1.9155818
1.46490208 -0.9503976 4 1.7110252 0.41467101 0.39572798 -1.0976806
2.1206686 -0.8836393 4 1.96669153 0.41468172 0.42680321 -1.0507892

3.19823413 -0.9518586 4 17.0613803 0.41473799 0.39506979 -1.4274343
31.5242327 0.92693156 4 45.0184001 0.41475564 0.40642743 1.11552257
21.4459591 -0.8230925 4 3.75309866 0.41475878 0.45669558 -1.9619269
1.9545478 0.95624335 4 2.38254946 0.41476491 0.39310008 1.12023617
1.8928985 0.93416882 4 2.53458253 0.41479533 0.40310181 1.11018441

23.0188539 -0.9420089 4 31.1476781 0.41486312 0.39952514 -1.1043234
2.38138277 -0.8181275 4 2.04501464 0.41493831 0.45921935 -1.191115
2.04216483 -0.9598463 4 2.4504111 0.41496561 0.39148781 -1.1533461
17.3229851 -0.0902109 4 2.50730587 0.41506001 0.93245628 -3.5211802
59.2459862 0.87102122 4 29.2978214 0.41506341 0.43289821 1.2918795
6.35091154 -0.8930294 4 5.37979876 0.41508294 0.42231326 -1.0711268
1.35785824 0.94003492 4 1.01722894 0.41521045 0.40042313 1.24705823
1.43151422 0.92021873 4 1.21975735 0.41525 0.40953265 1.11414666
1.43151422 0.92021873 4 1.21975735 0.41525 0.40953265 1.11414666
1.75932152 -0.8446608 4 1.34932959 0.41530233 0.44585988 -1.239802
3.19036081 -0.9213191 4 5.85973816 0.41534301 0.40902227 -1.2079112
3.0946818 -0.9528029 4 3.84279715 0.41544088 0.3946449 -1.1110016

217.243559 0.89830394 4 183.658593 0.41558722 0.41980837 1.06033965
21.012284 0.83395673 4 14.9498016 0.41560053 0.45121156 1.16196768

2.55023875 0.92637023 4 1.66835405 0.4156692 0.40668633 1.19492705
1.80365432 0.90420332 4 1.24112053 0.4156869 0.41702132 1.13459327
1.06674464 -0.9203681 4 1.18731482 0.41570982 0.40946333 -1.1211507
31.4280085 0.74840993 4 23.3395599 0.41576202 0.49581825 1.22404742
1.54780222 -0.9025923 4 2.0943767 0.41576459 0.41778087 -1.1346713
1.86607396 -0.9359663 4 1.97518884 0.41588363 0.4022794 -1.0880773
1.86607396 -0.9359663 4 1.97518884 0.41588363 0.4022794 -1.0880773
1.58463392 -0.892504 4 3.00742417 0.41592511 0.42256347 -1.2455136
1.41258239 0.87168223 4 1.17994837 0.41601456 0.43257716 1.38555579
65.2521395 -0.8486807 4 26.4508149 0.41605689 0.44386322 -1.4330988
9.10031612 0.59256674 4 7.89595744 0.41606011 0.58534706 1.35277147
8.14677204 0.85101085 4 4.89862645 0.41621561 0.44270919 1.28661211



40.1031795 -0.858799 4 15.9150361 0.41632806 0.43886953 -1.4410067
11.9081446 0.78831123 4 6.84520949 0.41640944 0.47460663 1.28060187
1.03336172 0.93729925 4 1.40048304 0.4164498 0.40167046 1.12564111
4.46701254 0.93203111 4 5.30072546 0.41645796 0.40408172 1.08945091
11.0952647 -0.8763931 4 9.27367538 0.41648511 0.43029476 -1.0847227
135.843229 -0.7944665 4 29.8800473 0.41650019 0.47139758 -2.019807
1.8818438 -0.8978333 4 2.24097955 0.41652702 0.42003138 -1.0730053

2.87498157 0.90820089 4 1.80675473 0.41653087 0.41514148 1.16525843
2.73135702 0.94145604 4 3.74305107 0.4165761 0.39977647 1.11745312
3.11671269 -0.8990914 4 2.39851194 0.41659247 0.41943548 -1.0873156
1.46545257 0.91310713 4 1.64086665 0.41659887 0.412844 1.08299394
12.5999097 -0.9301542 4 24.6947026 0.41662439 0.40494376 -1.2099473
35.1350893 -0.878527 4 20.4422845 0.41665502 0.42926413 -1.22845
6.96873454 1.06943855 4 18.7535391 0.41667118 0.34511405 1.37746981
1.4687893 -0.8905561 4 1.34752253 0.41669659 0.42349211 -1.0534194

2.12554274 0.97534018 4 2.80576997 0.41685278 0.384619 1.14371701
7.43775198 0.7669567 4 4.74131144 0.41685848 0.48587066 1.34912576
13.1370992 0.83620394 4 12.6089088 0.41686591 0.45008378 1.07109707
2.15634978 0.96218691 4 2.52913084 0.41686713 0.39044349 1.09692004
2.81265026 0.76453377 4 1.78285937 0.41690369 0.48716152 1.35318653
3.52724052 0.85827987 4 1.62974706 0.41691304 0.43912461 1.37327786
4.1350736 0.76656912 4 3.37446125 0.41701635 0.48607697 1.20949556

2.19026336 -0.824415 4 1.68108309 0.41705517 0.45602518 -1.3018365
1.89425715 -0.8596052 4 1.52814715 0.41710992 0.43847358 -1.2404341
6.93501324 0.85169321 4 5.70108778 0.41714193 0.4423717 1.11019122
2.47049785 0.90062007 4 1.78645808 0.4171924 0.41871232 1.11544136
4.18548626 0.8126539 4 3.5084513 0.41721725 0.46201438 1.13363099
26.079489 -1.0050122 4 29.930641 0.41725237 0.3717545 -1.105541

1.49104064 0.92638713 4 1.55902972 0.41731434 0.40667854 1.0947032
1.38170173 0.88445421 4 1.09852789 0.41734822 0.42641199 1.11388586
5.67525658 -0.0102005 4 2.09954027 0.4173502 0.9923498 2.1647789
1.18288477 -0.8452425 4 1.65670827 0.41739653 0.44557051 -1.394885
22.2073752 0.83636861 4 18.6339498 0.41744861 0.45000123 1.10015407
3.91012339 0.85544414 4 3.78668144 0.4174763 0.4405202 1.0707032
1.48681816 0.91278385 4 2.28805647 0.41750932 0.41299506 1.13035646
4.80213324 -0.972599 4 5.42618754 0.41753763 0.38582666 -1.1180358
2.84196626 0.8915327 4 2.33340809 0.41764828 0.42302631 1.1262859
486.948033 0.87778653 4 416.119896 0.41768254 0.42962151 1.06543577
2.77284121 -0.924216 4 3.07070913 0.41768431 0.40768121 -1.0730676
18.3679959 0.88396748 4 13.451543 0.41771764 0.42664561 1.13239517
1.24100756 0.87967531 4 1.02107552 0.41776905 0.42871033 1.08672822
8.9743062 -0.9253385 4 13.8087056 0.41780529 0.40716257 -1.1404237

1.85090558 -1.0610333 4 3.90048441 0.4178147 0.34849055 -1.3816523
19.3113366 -0.8869524 4 16.4619139 0.41794179 0.42521455 -1.0678346
2.33748696 -0.9913487 4 3.12867215 0.41798253 0.37763127 -1.2129668
1.67115442 0.92673151 4 1.91111436 0.4179846 0.40651968 1.06345112
4.43084985 -0.9324994 4 4.70936111 0.41801836 0.4038669 -1.0391085
4.1441314 0.8694054 4 3.47766408 0.41810343 0.43368383 1.09787244



4.04621274 -0.9223223 4 7.67148915 0.41810937 0.40855746 -1.2285256
218.351505 -1.0899715 4 271.335421 0.41812885 0.33698891 -1.1950604
1.3043449 0.85802592 4 1.04845922 0.41814581 0.43924945 1.20677388

12.9934756 0.86774482 4 11.9662738 0.418219 0.43449241 1.053712
3.67899751 -0.9575436 4 5.88990058 0.41822203 0.3925176 -1.1703817
8.37672777 0.94302362 4 10.4341798 0.41823462 0.39906418 1.09049049
2.86931917 0.87641263 4 2.43233788 0.41825323 0.4302853 1.06889221
2.89643367 -0.9004354 4 1.46482188 0.41828749 0.41879962 -1.2928359
1.4730964 0.9104545 4 2.07599924 0.41838017 0.41408485 1.10521467

2.31250967 0.78858107 4 1.5456784 0.41840033 0.47446559 1.2392237
3.80759882 -1.0644373 4 5.81520095 0.41842207 0.34711957 -1.3009501
49.7453475 0.73288604 4 34.2337441 0.41848054 0.50426183 1.27869866
3.73636478 0.80592422 4 2.68627342 0.41858881 0.46546914 1.2227997
5.06643957 -0.9195961 4 5.97903607 0.41861958 0.40982167 -1.070711
7.59726623 -0.8467421 4 7.00430738 0.41862425 0.4448252 -1.0645702
4.88414734 0.88296764 4 3.0861624 0.41865823 0.42712585 1.25923611
23.0752537 -0.8685154 4 17.755492 0.41867802 0.43411702 -1.1056653
1.65096812 0.96952542 4 2.00665328 0.41869088 0.38718461 1.24186706
71.770315 0.76216121 4 31.245976 0.41875009 0.48842808 1.4638717

6.99528897 0.88070703 4 5.1359481 0.41877385 0.42821328 1.14888204
5.91363542 0.91052027 4 2.35350488 0.41877515 0.41405405 1.54559269
2.54237446 -0.8160141 4 2.0862885 0.41878013 0.46029692 -1.1737986
4.39874206 0.9104734 4 5.12690372 0.41880822 0.414076 1.06214478
1.48939295 0.9079026 4 1.28617784 0.41883311 0.41528151 1.05634536
2.04826373 0.89905615 4 2.92450418 0.41886064 0.41945215 1.15079735
3.97914664 -1.0250132 4 4.55331911 0.41899148 0.36329603 -1.1916883
54.4899261 -0.8847295 4 44.1702069 0.41900522 0.42627992 -1.0815512
1.06266375 -0.91357 4 1.1562671 0.41902122 0.41262781 -1.1312849
1.0372044 -0.8763517 4 1.16572849 0.41903766 0.43031477 -1.0921288

1.58067024 -0.93721 4 2.56880567 0.41904855 0.4017112 -1.1945189
155.733178 0.87596015 4 111.769301 0.41906952 0.43050409 1.12395263
1.80303454 0.90619423 4 1.41515943 0.41908867 0.41608422 1.12238931
1.80303454 0.90619423 4 1.41515943 0.41908867 0.41608422 1.12238931
12.7591043 0.88184817 4 11.4128081 0.41918991 0.42766407 1.05358351
7.00585219 1.12040065 4 9.94825397 0.41939446 0.32526598 1.29651323
10.8568064 -0.8409359 4 7.172166 0.4194119 0.44771639 -1.2094463
3.34350735 -0.8920987 4 2.04031875 0.41949752 0.42275653 -1.2686597
1.1911068 0.91667839 4 1.31684006 0.41950649 0.41117834 1.10923729

1.56435903 0.89057074 4 2.12246033 0.41951754 0.42348512 1.11431113
33.5152229 0.85909186 4 20.697986 0.41954157 0.43872566 1.19314272
3.08742962 -0.9020059 4 4.62549236 0.41965103 0.41805766 -1.1500951
7.30937843 -0.9817565 4 8.96392846 0.41967489 0.38180495 -1.1244338
2.01980743 -0.9241362 4 2.47526572 0.4196958 0.40771812 -1.1133832
12.3262581 0.88185387 4 8.90340819 0.41977918 0.42766133 1.12761603
2.61844135 -0.9504184 4 3.10080954 0.41982935 0.39571858 -1.0933098
2.2237173 0.91586327 4 2.37643886 0.41986539 0.41155803 1.03533084

37.8006349 0.86674211 4 25.3401732 0.41988579 0.43498126 1.17188031
1.02056706 -0.914217 4 1.22464442 0.41989249 0.41232573 -1.0744741



2.05940033 0.93283296 4 1.23782913 0.41991575 0.40371393 1.23592147
1.21312922 0.92475944 4 1.05372871 0.41992263 0.40743004 1.11006471
1.52401772 -0.9770819 4 3.07770206 0.41992998 0.38385336 -1.2726115
3.41696278 -0.8328012 4 2.76221987 0.41999783 0.45179231 -1.1163738
19.090073 -0.8255141 4 16.206052 0.42018488 0.45546863 -1.1155966

4.72164384 1.03311256 4 7.13306792 0.42025256 0.3599192 1.25583622
2.19618516 1.01155686 4 1.23565328 0.42034015 0.36896794 1.54861936
1.13023545 -0.9199944 4 1.53511498 0.42039799 0.40963678 -1.1981664
5.93533577 -0.9227435 4 10.3052611 0.42043386 0.40836243 -1.1609604
12.3312252 0.81332883 4 6.75236527 0.42045878 0.46166901 1.27569324
3.60964835 0.88725186 4 3.18149281 0.42046323 0.4250712 1.0691052
6.24962397 -0.9505551 4 10.9090804 0.4204789 0.39565697 -1.1951975
1.89659021 -0.9381853 4 2.43370725 0.42050276 0.40126609 -1.1077353
2.56154615 0.92137833 4 1.59094932 0.4205186 0.40899483 1.4867856
42.003331 0.83141828 4 37.2180008 0.42061776 0.45248819 1.08018878

1.37476449 -0.8977614 4 2.09614697 0.42062941 0.42006545 -1.1319155
2.75845568 1.12189664 4 5.08914934 0.42073746 0.32469935 1.38414086
16.6885954 -0.7465477 4 13.0512951 0.4207912 0.49682549 -1.2034067
7.00030826 0.85552966 4 5.30476658 0.42088336 0.44047806 1.13447625
55.8046246 -1.0703623 4 74.4283228 0.42091766 0.34474475 -1.202084
3.09128863 0.69207807 4 2.04999025 0.42092371 0.52696457 1.35577898
14.0094087 0.86928513 4 10.8488871 0.42099651 0.43374235 1.09731769
1.46215239 -0.865171 4 1.0519143 0.42102776 0.43574809 -1.1961871
2.50400773 0.8978028 4 2.05858139 0.42109074 0.42004583 1.09042975
1.13501654 -1.0176545 4 2.90092616 0.42111797 0.36638821 -1.4133103
2.20739997 0.86646276 4 1.70306923 0.42121924 0.43511753 1.11745455
6.94247309 0.88299218 4 4.59745695 0.42123535 0.42711405 1.1449729
6.45403101 -0.847562 4 5.11626476 0.42125601 0.44441816 -1.1063697
12.8307899 0.87792994 4 8.63806081 0.42129349 0.42955227 1.16915272
12.1011606 -0.8392121 4 5.23991142 0.42133038 0.44857763 -1.3453313
6.13664532 0.84079117 4 4.59242062 0.42135143 0.44778866 1.14444864
35.1327463 0.87814544 4 29.6198348 0.42145481 0.42944824 1.06224623
1.44852551 0.90979689 4 1.22992117 0.42147222 0.41439295 1.08321888
11.3102837 -1.0165566 4 13.0420213 0.42149195 0.36685154 -1.1328877
1.71446082 0.91018887 4 1.88286858 0.42149289 0.41420928 1.06743838
2.55461618 0.85815625 4 2.31162909 0.42159047 0.43918538 1.10309758
3.35838145 0.85736568 4 3.16377356 0.42159779 0.43957414 1.06851106
1.09158797 0.87243937 4 1.09947375 0.42164954 0.43220966 1.0879482
2.03594077 -0.9008987 4 1.68312318 0.42166513 0.41858062 -1.0954816
197.53295 0.86668491 4 126.540156 0.42167758 0.43500916 1.17937336

3.46328216 -0.6517551 4 2.07086541 0.42168041 0.55011158 -1.5090812
5.53701163 -0.9968118 4 67.5548969 0.42168659 0.37527193 -1.4917948
1.57551037 -0.8721652 4 1.40019663 0.42170828 0.43234273 -1.1428793
1.33587929 -0.9308049 4 1.91155783 0.42176465 0.40464469 -1.1389468
1.08983544 0.92060573 4 2.03805812 0.42176692 0.4093531 1.20763376
5.06498726 -0.9003077 4 6.38756485 0.42180569 0.41885999 -1.0765007
5.68188646 0.81016664 4 4.97572228 0.42187651 0.46328888 1.10099711
1.73108601 0.90527345 4 2.0169627 0.42200084 0.4165174 1.09101862



1.36373741 0.89986319 4 1.17146849 0.42200535 0.41907023 1.14184977
8.5658743 0.93799191 4 10.4490023 0.42205111 0.40135433 1.10337446

1.62974748 0.85310094 4 1.47910751 0.4220722 0.44167609 1.14397403
2.45832656 -0.8493147 4 2.21062376 0.42210013 0.44354902 -1.0734024
6.4579015 -0.8311655 4 4.43066298 0.42215726 0.45261546 -1.2317817

4.62601035 0.85306514 4 3.72716888 0.42216143 0.44169377 1.09377312
1.23780317 -0.957559 4 1.56963631 0.42216217 0.3925107 -1.1896168
30.8491541 -0.8556806 4 17.9095265 0.42222989 0.44040371 -1.2297084
1.65942376 -0.9781231 4 10.2584791 0.42223083 0.38339628 -2.0865686
12.0928841 0.96868101 4 13.4148653 0.42230347 0.3875584 1.08447184
12.0928841 0.96868101 4 13.4148653 0.42230347 0.3875584 1.08447184
215.374862 -0.8420111 4 105.517845 0.42240538 0.44717989 -1.3198413
2.3574961 0.84782578 4 2.19890372 0.42245987 0.44428727 1.09493696

4.07227042 -0.98088 4 5.38741336 0.42268331 0.38218831 -1.147087
5.28203189 0.72910191 4 3.67722979 0.42293141 0.50633622 1.25423934
1.92372138 0.88270818 4 1.75080184 0.42306106 0.42725054 1.07727587
111.195491 -0.7930217 4 69.0231304 0.42308035 0.47214932 -1.2357055
1.92145225 -0.8884466 4 1.00507044 0.42309858 0.42449969 -1.2103134
1.34188809 0.93297113 4 1.00883621 0.42312221 0.40365058 1.16012973
1.74224951 0.85534907 4 1.5317391 0.42316311 0.44056705 1.07835082
6.40424503 0.88619795 4 5.48823032 0.42321929 0.42557588 1.0607576
1.69395231 0.89973453 4 1.46127715 0.42334338 0.4191311 1.08006325
10.1082091 0.86191341 4 5.07562671 0.42334388 0.43734162 1.27471745
1.07481994 0.86830622 4 1.17412144 0.42334446 0.43421891 1.16531715
3.19095996 -0.8898378 4 3.69340232 0.42340938 0.42383497 -1.0589573
1.17544353 0.84579974 4 1.146664 0.423419 0.44529344 1.16323996
2.46594249 -0.9376197 4 2.73766015 0.42353832 0.4015242 -1.116965
700.695769 0.82596601 4 582.220718 0.42354278 0.45523997 1.10338862
2.64537982 -0.9894688 4 3.08755199 0.42358237 0.37844612 -1.1746116
1.94972269 0.88935547 4 1.22684285 0.42366218 0.42406532 1.16134063
1.61140979 0.9347431 4 1.04382975 0.42379357 0.40283891 1.21691273
1.90474079 -0.8755772 4 1.29366507 0.42381319 0.43068936 -1.1511802
11.8640902 0.93146206 4 13.7374864 0.42382255 0.40434291 1.07709413
12.1673186 0.86666839 4 11.4565262 0.42384406 0.43501722 1.03719816
12.1673186 0.86666839 4 11.4565262 0.42384406 0.43501722 1.03719816
2.85920078 -0.9975689 4 3.56328126 0.42388691 0.37494596 -1.1716597
1.52285969 -0.8788321 4 2.24970652 0.42394912 0.42911693 -1.1942502
3.18931399 0.90830947 4 5.48561007 0.42395512 0.41509052 1.21136538
1.32031727 -0.8855114 4 1.74659968 0.42398668 0.42590494 -1.1217708
1.60913342 -0.9019833 4 3.67765965 0.42400136 0.4180683 -1.2543044
2.43223842 -0.945708 4 3.60963244 0.42402332 0.39784694 -1.1541645
1.85960637 -0.8363193 4 1.54384265 0.42402404 0.45002597 -1.1203722
1.47074756 0.88163784 4 1.63644109 0.42408249 0.42776525 1.0533539
3.16975147 0.6939472 4 2.97767897 0.42414134 0.52590875 1.34395422
4.98577431 -1.0218711 4 8.29704649 0.42433021 0.36461351 -1.2982561
1.41200313 0.87513639 4 1.33698362 0.42435898 0.43090265 1.09642124
6.4943059 -0.6046197 4 3.873513 0.42450036 0.57805237 -1.4394874
8.8002751 -0.8619085 4 7.28579291 0.42452047 0.43734403 -1.0942426



11.084728 0.83718455 4 9.66190363 0.42457466 0.44959236 1.08155895
2.55852772 0.86698842 4 2.15903598 0.42467247 0.43486113 1.09339848
31.2932794 0.84533944 4 21.838774 0.42470764 0.44552229 1.15781426

1.484267 -0.9371016 4 1.05320674 0.42472675 0.40176072 -1.3062512
1.31561425 -0.8386576 4 1.05989985 0.42479244 0.44885496 -1.244496
4.54182317 0.75848152 4 3.68250812 0.42486646 0.49039738 1.16590655
5.41629753 -0.9263756 4 7.54262508 0.42490139 0.40668387 -1.1446294
3.03606854 0.87318325 4 2.5257658 0.4249152 0.43184885 1.07107254
1.83684064 -0.7919818 4 1.38023333 0.42498674 0.47269094 -1.252363
2.73318658 -0.8758064 4 2.46407227 0.42519108 0.43057845 -1.0383794
6.70976406 0.82584931 4 4.55066523 0.4252099 0.45529902 1.17403629
1.08478072 -0.9217421 4 1.11937698 0.42522828 0.40882623 -1.1273984
38.5358294 0.76260142 4 27.2312278 0.42533469 0.48819289 1.20268543
330.676586 -0.8450472 4 235.9869 0.42538441 0.44566763 -1.1417402
4.72105849 -0.8829281 4 3.84789166 0.42547873 0.42714487 -1.0824694
3.79860152 0.87065196 4 1.42253181 0.4255027 0.43307764 1.45430615
1.92377702 -0.8959303 4 1.69566239 0.42552641 0.42093409 -1.0608376
10.1490739 0.8262622 4 8.25914664 0.42553569 0.45509014 1.1029455
1.28075177 -0.8894375 4 2.38253263 0.42562512 0.42402614 -1.2381659
3.1623666 -0.9017693 4 3.95203052 0.42567417 0.41816934 -1.075247

3.55773214 -0.9069379 4 4.73201139 0.42573945 0.41573463 -1.0999935
1.92025035 -0.8805837 4 2.15243021 0.42577439 0.42827266 -1.051703
3.14951489 0.90354587 4 3.94958673 0.42580532 0.41733115 1.07473168
283.956369 0.76381103 4 119.952217 0.42589034 0.48754708 1.46320162
3.27430678 -0.9598208 4 3.75479252 0.42591656 0.39149922 -1.1054926
2.57948963 0.96937756 4 3.88141575 0.42594507 0.38725004 1.18255125
5.41533256 0.87399579 4 3.90468537 0.42597211 0.43145501 1.10656655
111.356551 0.80270572 4 89.8038074 0.42604558 0.46712854 1.1219002
6.44729111 0.25452868 4 3.14140127 0.42604798 0.81163692 3.15613653
1.60213952 -0.8788852 4 1.09761136 0.42610314 0.42909132 -1.1198498
1.61765539 0.88635914 4 1.92247041 0.42612377 0.42549867 1.05218064
26.591251 0.79471967 4 22.9345101 0.42614547 0.47126596 1.10514384

1.27028513 -0.8845086 4 1.05058257 0.42620203 0.42638589 -1.1142293
17.8299754 0.86732569 4 12.8706274 0.42622733 0.4346967 1.11240461
2.03285899 0.90474807 4 2.10814312 0.42623166 0.41676474 1.05260133
9.59618058 -1.0132698 4 459.503141 0.42623349 0.36824164 -1.5178642
30.0202501 0.82125698 4 22.4041792 0.4262647 0.45762731 1.13450078
4.51898516 -0.964327 4 4.88104127 0.4264016 0.38949071 -1.1092807
1.41060401 -0.8808721 4 2.3646897 0.42642617 0.42813379 -1.2200832
2.38970731 -0.9038261 4 1.41418004 0.42652976 0.41719907 -1.3724236
5.3454125 0.9811197 4 5.99118946 0.42656086 0.38208346 1.13703924

16.3325537 0.8415462 4 13.1870218 0.42669298 0.4474118 1.09126408
16.3325537 0.8415462 4 13.1870218 0.42669298 0.4474118 1.09126408
5.23548689 0.86441018 4 3.88104476 0.4270074 0.43611985 1.12756419
3.35528064 0.86646798 4 2.46012212 0.42707842 0.43511498 1.13733129
2.11395478 0.82810487 4 1.21905415 0.42726838 0.4541589 1.2334046
2.07246519 -0.8863044 4 1.47237188 0.42733273 0.42552488 -1.2634225
1.06987766 0.88729192 4 1.1998192 0.42738323 0.42505203 1.26518295



3.03010914 0.80942693 4 2.58931353 0.42738652 0.46366846 1.1096116
3.25445031 -0.9634872 4 3.80881828 0.42741174 0.38986436 -1.1127476
1.53085401 0.84837496 4 1.17737637 0.42744815 0.44401485 1.23506545
3.59417425 -0.9033342 4 5.46966609 0.42752262 0.41743095 -1.1291261
3.96941796 0.88191771 4 2.6091217 0.42753306 0.42763062 1.19530035
6.05505815 -0.9015291 4 7.9671732 0.42765924 0.41828278 -1.0887952
5.21900129 0.8268586 4 5.02494506 0.42766627 0.45478857 1.07188359
18.503335 0.81665119 4 15.851598 0.42767482 0.45997188 1.09647382

10.2577571 -0.92616 4 11.2310724 0.42778362 0.40678335 -1.0606778
3.43700095 1.03825378 4 8.07533868 0.42790316 0.35779012 1.42504561
34.7680558 0.84350734 4 19.2745275 0.42792026 0.4464341 1.23049969
3.70924015 0.82266103 4 3.25594023 0.42802377 0.45691446 1.08691344
6.13290715 -0.8918952 4 7.50653835 0.42808372 0.42285353 -1.0638814
1.56555768 -0.8777574 4 1.46133673 0.42811797 0.42963558 -1.0632015
63.9544196 0.83252783 4 43.8001873 0.42820855 0.45192982 1.17029462
2.92822966 0.94633145 4 4.39076575 0.42849714 0.39756468 1.17625399
3.25205223 -0.8916738 4 3.41558031 0.42851501 0.42295905 -1.0294184
2.06006464 0.85581921 4 1.75902748 0.42856006 0.4403354 1.09902257
2.52390337 0.9533669 4 2.72776847 0.42856657 0.3943913 1.14585668
1.51760226 -0.8779283 4 1.11917488 0.42861324 0.42955306 -1.2072827
1.7373546 0.86594581 4 1.51685518 0.42863607 0.43536979 1.11124693

6.96771168 0.7295353 4 5.82711148 0.42874994 0.50609832 1.19028144
1.23936064 -0.8825562 4 1.17351405 0.42878857 0.42732357 -1.0474956
11.1899679 0.81881713 4 8.39309538 0.4287958 0.45886814 1.13142687
1.02360404 -0.8642753 4 1.19953795 0.42885837 0.43618578 -1.1045822
9.44077086 0.8155321 4 8.74715495 0.42888878 0.46054299 1.07571469
12.0986842 0.74597949 4 10.7182509 0.42894433 0.49713315 1.1580636
144.661804 0.74420673 4 102.403752 0.42900666 0.49809387 1.21496976
1.72853663 -0.8701485 4 1.58469182 0.42902199 0.43332237 -1.0824603
1.00840188 0.87876009 4 1.11263756 0.42902485 0.42915165 1.05080805
19.3658806 -0.3416059 4 19.56983 0.42906481 0.74983925 -1.5144762
2.84930873 -0.891319 4 3.23668219 0.42919139 0.42312817 -1.0684127
4.52956768 0.84226944 4 3.25730927 0.42920602 0.44705104 1.20821954
6.66015947 0.98718775 4 31.2288645 0.42922591 0.37943688 1.43329244
1.0271583 -0.878734 4 1.00469491 0.4292395 0.42916423 -1.0785154

1.25134456 0.90494823 4 1.01688632 0.42927902 0.41667049 1.1041571
5.79692395 -0.9198579 4 11.7658877 0.42935689 0.40970015 -1.2058845
4.19594372 0.86866165 4 2.84606838 0.42936016 0.43404583 1.12159192
3.62206027 -0.8365043 4 3.18309107 0.42944871 0.44993321 -1.0941302
1.12225726 0.84046979 4 1.8463367 0.42950544 0.44794915 1.31108234
1.70633137 -0.8133927 4 1.49888727 0.42952522 0.46163635 -1.3053325
1.08326728 -0.8518053 4 1.29218034 0.42954078 0.44231628 -1.2060525
387.387656 -0.4970675 4 44.5317124 0.42956705 0.64522164 -3.4694984
3.16840566 0.67653445 4 2.20128312 0.42962304 0.53580376 1.34813402
1.07740322 -0.8851261 4 2.03478855 0.42965086 0.42608966 -1.2418427
8.16306963 0.77583758 4 6.84292233 0.42970501 0.48116152 1.16842636
6.94927964 0.77545364 4 6.209926 0.42981253 0.48136439 1.12657856
6.94927964 0.77545364 4 6.209926 0.42981253 0.48136439 1.12657856



1.83867338 0.86580763 4 1.54153628 0.42983443 0.43543724 1.08836166
3.64807927 -0.9602083 4 4.28930613 0.42987254 0.39132616 -1.1144324
1.66257936 0.9189987 4 1.79246953 0.42991489 0.41009915 1.12682952
34.9094526 -0.8864143 4 40.7784765 0.42992553 0.42547226 -1.0503746
4.76733296 -0.7792772 4 4.40852959 0.42994184 0.47934709 -1.1254076
2.55002109 0.87986067 4 1.86649249 0.42994865 0.428621 1.11729705
4.12322048 -0.8336286 4 3.84303902 0.43002766 0.45137643 -1.0808117
65.4838338 -0.7634298 4 46.4129188 0.43005693 0.48775055 -1.2013087
2.05547251 -0.8801653 4 2.68937857 0.43006612 0.42847423 -1.0912163
3.00059454 -0.9021147 4 8.09162394 0.4301921 0.41800628 -1.3251217
2.15324738 -0.9197676 4 1.36016309 0.43019904 0.40974203 -1.4331158
8.07044245 -0.9821557 4 11.5619604 0.43021148 0.38163047 -1.2026496
3.48535886 -0.8639684 4 2.64148639 0.4302212 0.43633584 -1.1028628
6.10576373 0.89055912 4 6.84140362 0.43025183 0.42349066 1.04110073
3.02627656 -0.9460202 4 3.38238262 0.43031192 0.39770555 -1.111724
39.5116524 0.80052631 4 35.9580841 0.43040034 0.46825483 1.08068721
2.35715233 0.90711856 4 3.22192261 0.43040831 0.41564974 1.12659009
5.75884008 0.81317601 4 4.75201815 0.43042946 0.46174719 1.10126702
1.42835835 0.87968898 4 1.75991529 0.43048579 0.42870374 1.05981973
7.84432973 -0.9482782 4 8.73614722 0.43048978 0.39668441 -1.083579
3.66078395 0.79371041 4 2.67459513 0.4304955 0.47179086 1.22009708
2.46248556 0.87155032 4 1.8927973 0.43054772 0.43264121 1.10296823
5.1760523 0.86249029 4 3.58630826 0.43055035 0.43705908 1.12386583

323.799448 0.80483892 4 293.429417 0.43055812 0.46602819 1.07519661
45.9171489 -0.9515451 4 63.9181747 0.43056246 0.39521096 -1.1463835
3.95036187 -1.009132 4 5.15937404 0.43056947 0.36999826 -1.1871604
1.18936245 -0.8827826 4 1.64560442 0.4306113 0.42721477 -1.0969286
6.1615959 0.81400907 4 4.8106623 0.43061524 0.46132113 1.13147416

2.08415503 0.90096784 4 2.85255412 0.43067291 0.41854795 1.18515876
1.62553441 -0.8829211 4 2.63412827 0.43068506 0.4271482 -1.1891271
1.95129385 -0.8849111 4 2.1634789 0.43069654 0.42619278 -1.0721578
4.0607002 0.82375198 4 3.62637579 0.430733 0.45636119 1.07416128

3.22259687 -1.0900438 4 4.9381181 0.4308168 0.33696061 -1.3089095
3.84262018 0.63671075 4 2.7480451 0.43082932 0.5589271 1.35178569
3.34459803 0.76835326 4 2.99343246 0.43085541 0.4851278 1.19927354
6.58440395 -0.8924384 4 10.0548465 0.43086704 0.42259469 -1.1398729
2.04398894 0.8809585 4 2.62068621 0.43089418 0.4280922 1.07151447
2.41735725 -0.9670768 4 4.99081257 0.43089615 0.38826939 -1.2706549
1.53264762 -0.8891944 4 1.19244747 0.43096197 0.42414227 -1.199621
2.34945534 0.76670746 4 2.10091103 0.43098651 0.48600332 1.25741459
1.26265016 0.89276448 4 1.35128119 0.43099989 0.42243941 1.1040096
2.86742683 0.83704835 4 2.60043156 0.43101467 0.4496606 1.05934263
34.803781 0.51779032 4 27.8086095 0.43101761 0.63192409 1.36639044

5.87493679 -0.9422717 4 6.29215242 0.43112998 0.3994057 -1.0856049
16.6941159 0.73312831 4 15.2831115 0.43120347 0.50412924 1.14829637
2.40485961 -0.8647243 4 1.853659 0.43120419 0.43596633 -1.1826228
5.43537892 0.85122336 4 3.76608222 0.43121741 0.44260407 1.1314317
25.1211436 0.82533219 4 22.9418803 0.43123433 0.45556072 1.06445901



3.15074988 0.77432534 4 2.69286657 0.43124935 0.48196092 1.16446847
1.92283753 0.86832812 4 2.36895143 0.43129098 0.43420825 1.0876118
10.8040532 -0.9336868 4 29.7135181 0.4313397 0.40332259 -1.289667
2.17829287 -0.8556403 4 1.94494022 0.43138312 0.44042352 -1.0611143
5.52386704 0.73172106 4 4.24866594 0.43138856 0.50489977 1.19021682
4.67304435 0.82288792 4 3.45171461 0.43145598 0.45679935 1.18112771
25.696698 0.77926485 4 12.6390714 0.43152417 0.47935359 1.31996415

1.93774578 0.92094601 4 2.21197839 0.4315424 0.40919527 1.08560459
11.4658999 0.76755283 4 10.1474123 0.43161257 0.48555346 1.1079714
2.36704662 1.03245057 4 3.76903544 0.43165 0.36019416 1.26726239
2.44208223 0.88647911 4 3.61879552 0.43172212 0.4254412 1.11377931
23.8668408 0.78903106 4 8.17135446 0.43174445 0.47423048 1.67666623
13.5781479 -0.9395906 4 48.9869354 0.43175 0.40062549 -1.3249608
2.88860447 -0.8906501 4 3.6215057 0.43195145 0.42344722 -1.0853794
1.94916212 -0.9024719 4 2.22560616 0.43199739 0.41783771 -1.0802543
55.8726691 0.78375557 4 38.8697664 0.43205292 0.47699259 1.19663624
35.0510013 0.84552674 4 24.1547074 0.43206556 0.44542916 1.14693406
5.0802758 0.89411224 4 6.52677021 0.43206698 0.42179802 1.0918347
24.335141 -0.853092 4 19.2405533 0.43209506 0.44168049 -1.0938847

12.3952822 0.83068961 4 7.24692483 0.43214768 0.45285519 1.26766654
1.56883166 -0.9271531 4 5.03265543 0.432246 0.4063253 -1.4493622
10.1064433 0.79938361 4 5.88524049 0.4323658 0.46884621 1.2302019
1.82411215 -0.9009859 4 1.95072932 0.43255219 0.4185394 -1.0950917
9.11566862 -0.8524342 4 6.27086293 0.43255912 0.44200542 -1.1243551
2.51743143 0.87758313 4 1.52291561 0.43263269 0.42971973 1.18356553
3.67327408 -0.9676735 4 4.0372627 0.43272489 0.38800481 -1.1466358
23.3979453 -0.928075 4 45.5800542 0.4327382 0.40590047 -1.1998589
6.33096106 0.84475874 4 5.55554146 0.43273939 0.44581114 1.05781455
56.7475165 -0.7760535 4 31.1395871 0.43290287 0.48104748 -1.319453
1.85207549 0.84903044 4 1.59397364 0.4329316 0.44368988 1.15015062
11.8507095 0.77290546 4 10.7195904 0.43294064 0.48271242 1.09752059
1.74159464 -0.8602998 4 2.30120342 0.43305711 0.4381327 -1.1263792
4.46311168 -0.9363144 4 5.0777613 0.4330744 0.40212029 -1.1152335
1.69536448 0.91167995 4 1.84024861 0.43313349 0.41351122 1.10801873
2.11534322 1.03854743 4 3.60574967 0.43316745 0.35766885 1.31687917
1.79204294 0.82931941 4 1.44444568 0.43321489 0.45354593 1.11085284
3.23989391 -0.8752787 4 4.32661049 0.43329887 0.43083378 -1.1098009
1.0967429 0.8747925 4 1.13314559 0.43332111 0.43106913 1.07860128

1352.53706 -0.8104011 4 1105.14274 0.43333669 0.46316862 -1.1014113
3.74762365 -0.8936691 4 7.81161595 0.43339507 0.42200883 -1.2507707
15.2212113 -0.8809093 4 17.1026245 0.43342383 0.42811587 -1.0434729
8.47179422 0.89462798 4 8.74736356 0.43343685 0.4215528 1.0295801
24.2073137 0.78144141 4 8.28513315 0.43356369 0.47820814 1.67688944
57.7986666 -0.9178375 4 74.1090833 0.43356778 0.41063894 -1.0977369
4.31549992 0.82248414 4 3.4088397 0.43358342 0.45700422 1.16224436
4.6298569 0.77916981 4 4.19225962 0.4336184 0.47940366 1.12902008

155.866955 0.7809089 4 147.949964 0.4336242 0.47848818 1.07652531
6.83502765 -0.9481103 4 10.7671892 0.43363956 0.39676026 -1.1721156



56.6261207 0.84055876 4 42.0499821 0.43369461 0.44790472 1.11094977
2.47696775 0.88584657 4 4.08574407 0.43378195 0.42574426 1.14362139
7.06903268 0.63913924 4 5.31743823 0.43384914 0.55749754 1.28951125
1.14892298 0.86765974 4 1.02939948 0.43387286 0.43453387 1.0457044
2.49596294 0.76296854 4 1.53580164 0.43389493 0.48799681 1.25688737
5.47258994 0.67096116 4 4.35862097 0.43391331 0.5389987 1.24279965
1.53619593 0.90540399 4 1.71881581 0.43400549 0.41645596 1.11748665
1.78561857 -0.8577895 4 2.8554658 0.43402706 0.43936567 -1.1935127
5.67415281 0.74749442 4 5.34265689 0.43408574 0.49631325 1.1451043
2.1748072 0.84482867 4 2.02769738 0.43412445 0.44577634 1.06029173

23.2026684 0.82457745 4 18.5267294 0.43413361 0.45594291 1.10107443
2.23153391 -0.8810533 4 2.66389871 0.43418202 0.42804655 -1.0572359
2.02814082 0.82248118 4 1.8892501 0.43431783 0.45700572 1.11677997
1.05079075 -0.9061152 4 1.26112906 0.43434432 0.41612141 -1.1289997
1.00338127 -0.8599858 4 1.15391234 0.4344084 0.43828675 -1.0573365
1.51813657 -0.8595742 4 1.70185568 0.43441454 0.43848879 -1.0533166
3.88131412 -0.8999815 4 3.98575067 0.4344336 0.41901428 -1.0456269
136.056905 -0.9215094 4 180.851039 0.43445434 0.40893409 -1.1128721
14.9680303 -0.9497672 4 16.833392 0.43446718 0.39601227 -1.0964448
10.5842987 -0.7401372 4 9.7403466 0.43453043 0.5003046 -1.143347
1.88870432 0.84856731 4 1.45898331 0.43458365 0.44391947 1.1496486
903.344393 -0.8565681 4 786.297483 0.43460242 0.43996663 -1.047902
4.66004426 -0.9116312 4 5.16840084 0.43461163 0.41353401 -1.0610457
2.41240635 0.84927337 4 2.01866503 0.43470761 0.44356949 1.10582556
2.65748114 -0.8671121 4 1.88283074 0.43474692 0.43480081 -1.151795
4.35408589 -0.8393336 4 2.35886087 0.43474918 0.44851691 -1.2167755
10.4570057 -0.7437442 4 4.45493496 0.4347761 0.49834476 -1.6343567
2.93564114 -0.8700725 4 2.09167089 0.43478614 0.43335933 -1.1624768
4.99756409 -0.9346237 4 5.75823183 0.43479409 0.40289355 -1.1107292
4.26546053 -0.8656517 4 3.80960612 0.43480509 0.43551338 -1.0464184
3.38985303 0.87437835 4 3.94408773 0.43484087 0.43126968 1.06247674
7.78493759 1.06950428 4 19.2918781 0.43485103 0.34508776 1.37971185
2.71889828 -0.8591323 4 2.58231284 0.43486883 0.43870581 -1.0352212
5.16259097 0.77189246 4 3.91021285 0.43487484 0.48324911 1.15743938
1.14995574 -0.8712035 4 1.744849 0.43504776 0.43280966 -1.1212337
1.55271837 -0.9412363 4 1.97903669 0.43505298 0.3998764 -1.1424522
2.48435368 0.8232437 4 1.72262033 0.43521796 0.4566189 1.15535142
2.93840389 0.87483801 4 4.56138476 0.43525703 0.43104709 1.16331633
2.58336901 -0.8814601 4 4.11084944 0.4352732 0.4278508 -1.1322791
4.38209998 -0.9013813 4 8.15424789 0.43529086 0.41835261 -1.2119902
14.6814452 -0.8996396 4 19.2985683 0.43531093 0.419176 -1.0919014
6.40050366 -0.8572978 4 5.67014826 0.43536329 0.43960752 -1.0401491
2.65830116 -0.8820869 4 3.64748219 0.43550127 0.42754926 -1.1115744
3.69329817 0.92088415 4 5.60900118 0.43555325 0.40922396 1.16571747
26.3500778 -0.7234553 4 12.9021955 0.43570682 0.50944335 -1.4308535
2.30345891 0.86274379 4 2.09263292 0.43575886 0.43693498 1.02771527
2.64985898 0.86273875 4 2.41620765 0.43576882 0.43693745 1.04820356
8.55480371 -0.83362 4 6.36032358 0.43587527 0.45138074 -1.1071672



4.8049729 0.91789569 4 5.2665016 0.43604645 0.41061187 1.07125379
4.38130066 0.89677335 4 4.59225001 0.43604783 0.42053399 1.04142147
8.13975996 -0.9715534 4 9.85192895 0.43605826 0.38628814 -1.1536632
5.42397321 0.8187246 4 4.17506498 0.4361231 0.45891525 1.1228727
1.48296029 -0.9152648 4 1.88233133 0.43612817 0.41183699 -1.1215943
4.46809217 0.8015934 4 3.40536211 0.43616166 0.4677031 1.1267658
26.7506631 0.88360822 4 34.8074817 0.4362297 0.42681812 1.08124305
1.50992434 0.86140534 4 1.44605214 0.43623728 0.43759058 1.04222423
2.6544598 0.90914489 4 3.17186859 0.43625502 0.4146986 1.08396667

1.27328788 0.85182446 4 1.13673526 0.4363554 0.4423068 1.10091813
7.15145122 0.89444737 4 8.43771422 0.4363953 0.42163866 1.07954634
8.23852178 0.82521474 4 6.61392823 0.43639649 0.45562018 1.12002324
4.3646215 0.85453808 4 3.17291357 0.4365092 0.44096687 1.10393242
21.867797 -0.8792291 4 27.9430442 0.43651457 0.42892547 -1.080124

1.16254087 0.87372921 4 1.4634375 0.43654626 0.43158419 1.17116527
6.46319877 0.91155738 4 12.2438206 0.43654693 0.41356857 1.21625887
7.46369556 -0.7529016 4 6.44601273 0.43673383 0.49339513 -1.1670866
3.2942226 0.8549605 4 2.38079185 0.43673408 0.44075858 1.10223521

1.71536017 -0.872043 4 2.15340796 0.43676185 0.43240201 -1.130939
5.22905426 0.8458001 4 3.01907742 0.43682651 0.44529326 1.18336971
1624.84302 -0.9740908 4 2063.72981 0.43689286 0.38516902 -1.1363776
1.31027907 -0.8686949 4 1.10935835 0.43691527 0.43402962 -1.1678933
8.21141377 0.80093082 4 6.46165555 0.43696453 0.46804562 1.15340308
3.59022593 -0.7727362 4 2.56584629 0.43699323 0.48280206 -1.3047925
1.68728972 0.83394812 4 1.3984427 0.43699924 0.45121588 1.08238159
1.63374007 0.88078772 4 1.24684207 0.43702367 0.42817443 1.14225452
84.3415821 0.63750808 4 73.2892446 0.43720633 0.55845747 1.21362545
2.33159608 0.75953916 4 2.1697972 0.43720925 0.48983073 1.24139822
1.98455019 0.86009 4 1.2877125 0.43721026 0.43823564 1.20245353
2.22395498 -0.8878474 4 2.37234272 0.43725651 0.42478622 -1.0401777
1.37643538 -0.8647265 4 1.4344527 0.43728919 0.43596528 -1.215755
1.09909323 -0.8647965 4 1.66642788 0.43730296 0.43593104 -1.1516707
6.49695969 -0.9153733 4 18.8284799 0.43733598 0.4117864 -1.2728828
6.49695969 -0.9153733 4 18.8284799 0.43733598 0.4117864 -1.2728828
1.42698031 0.84110636 4 2.28628056 0.43738282 0.4476313 1.21290988
6.41911825 0.96396247 4 7.61490677 0.43743107 0.38965285 1.13191948
1.00322001 -0.8698862 4 1.15176692 0.43746128 0.43344993 -1.0683275
10.3063644 0.55107176 4 8.55025485 0.43760866 0.61091692 1.3928052
1.58470764 -0.8411658 4 1.14501827 0.43769202 0.44760163 -1.1303983
6.54539365 0.92594376 4 7.53379031 0.43773145 0.40688312 1.08782104
6.06333802 0.90452455 4 7.12744586 0.43781113 0.41687 1.09183272
6.64533907 0.84755784 4 5.610684 0.43789 0.44442023 1.06388894
1.69592549 0.8987564 4 1.9284096 0.43795283 0.41959407 1.0890263
15.4723549 0.96221304 4 17.5707327 0.43800242 0.39043184 1.1003671
7.7776055 -0.8245354 4 6.19261059 0.43800432 0.45596421 -1.1223929

1.11177581 -0.8764982 4 1.27450558 0.43802273 0.43024391 -1.0642292
1.28539069 -0.9186037 4 1.6081532 0.43806739 0.41028268 -1.1319349
5.37702727 -0.9320792 4 17.6996424 0.43826611 0.40405964 -1.3359512



1.82240553 0.8069768 4 1.36059778 0.43831587 0.46492745 1.1415999
38.1235065 -0.9691418 4 59.8782782 0.43835163 0.38735439 -1.1950513
1.83013057 -0.9122016 4 2.15978716 0.43837425 0.41326726 -1.0940778
1.58534155 0.86504347 4 1.23490071 0.43839672 0.4358104 1.09062889
6.9689723 -0.9449382 4 8.78224001 0.43853621 0.39819569 -1.1316365

7.42602242 0.78057221 4 6.66516352 0.43854102 0.47866532 1.08514493
1.42141506 0.86057549 4 1.5470552 0.43854945 0.43799746 1.04706806
2.28309682 0.83842746 4 1.8321103 0.43862652 0.44897012 1.08011028
3.48872399 0.8052967 4 3.30908994 0.43863017 0.46579232 1.09045194
30.8234954 0.79533653 4 27.4773442 0.4386541 0.47094536 1.07506554
17.4985841 0.81035354 4 12.2771978 0.43869322 0.46319302 1.15556783
25.3652898 0.82651255 4 16.2836133 0.43877734 0.45496353 1.15877663
2.96028842 -0.9416153 4 3.82309021 0.43890408 0.39970407 -1.1388394
1.18464767 0.84315817 4 1.48345124 0.43893641 0.44660805 1.09902306
1.39143337 0.79994364 4 1.17944728 0.43895154 0.46855631 1.22915271
1.5732877 0.85557154 4 1.00917454 0.43896263 0.44045742 1.15768468

4.77692694 -0.9040918 4 5.69324221 0.43902286 0.41707385 -1.0799352
10.9523516 0.77610657 4 10.5958524 0.4390372 0.48101944 1.08068628
9.06437205 0.91454097 4 19.7598745 0.43906542 0.41217457 1.24824189
3.43293941 -0.8757875 4 5.55880708 0.43907502 0.4305876 -1.1688482
17.7282409 0.77517123 4 14.3245588 0.43908145 0.48151364 1.1199787
1.92500119 -0.8529368 4 1.52471797 0.43929365 0.44175716 -1.072998
2.39877285 -0.8853004 4 5.30459078 0.43934334 0.42600608 -1.2277073
6.75065217 0.83420252 4 5.34157977 0.43934639 0.45108809 1.08443526
2.5236595 0.9629589 4 3.61884196 0.43953279 0.39009956 1.19154875

1.91186724 -0.8606694 4 1.56312598 0.43953717 0.43795138 -1.1262583
2.36289576 0.90735935 4 2.62201413 0.43957846 0.41553662 1.08691619
2.16775219 -0.8600401 4 1.93161921 0.43958991 0.43826011 -1.0599976
1.29312045 0.85372403 4 1.08050528 0.43964019 0.44136848 1.06698709
17.6919261 0.80660878 4 12.8356128 0.43972645 0.46511679 1.15424577
1.66288817 -0.888455 4 1.06964663 0.43974062 0.42449564 -1.4515049
2.43274652 -0.8216242 4 1.71200662 0.43976684 0.45744077 -1.1350466
77.8009872 0.69838023 4 57.4504692 0.43977571 0.52341076 1.2088386
2.27298272 0.75805484 4 1.67750269 0.43983768 0.49062612 1.18869842
2.0441637 0.83879026 4 1.70474309 0.4399084 0.44878862 1.07079583

1.74530577 -0.8289334 4 1.67744645 0.4400245 0.45374066 -1.0932191
11.6674836 0.71721939 4 10.7986987 0.44005838 0.51289106 1.14020521
1.02192732 0.85543803 4 1.05960291 0.44019509 0.44052321 1.12624422
1.90984518 -0.8272385 4 1.65602584 0.44020062 0.45459653 -1.1088526
2.02671298 -0.9762006 4 9.66475398 0.4402593 0.38424062 -1.4455645
3.58789866 0.88584429 4 3.96302406 0.44036487 0.42574535 1.04852219
4.20817737 0.82534766 4 3.16157844 0.44038734 0.45555289 1.10702091
2.32080611 -0.8547968 4 1.85849598 0.44047348 0.44083931 -1.0758556
7.39633679 0.72723256 4 5.49823122 0.44048698 0.50736329 1.22531408

7.216734 0.95218431 4 7.74205862 0.44055915 0.3949232 1.10864181
1.83524276 -0.7358395 4 1.588321 0.44064168 0.50264722 -1.4499094
3.15539861 0.80195307 4 2.82750775 0.44065215 0.46751726 1.0732085
8.45682594 0.86439392 4 9.28656914 0.44068967 0.4361278 1.0347074



18.1289846 0.81443466 4 13.8199815 0.44071362 0.46110358 1.10772929
4.24414162 -0.8842852 4 4.75558857 0.44079003 0.42649308 -1.0507875
1.32142837 0.82827954 4 1.15397955 0.44082972 0.45407071 1.16224003
27784.307 0.83261148 4 26607.4506 0.44094857 0.45188775 1.0258349

7.88912058 0.87009358 4 9.94758655 0.44100771 0.43334909 1.06963473
1.26202673 -0.8553373 4 1.13479907 0.44107115 0.44057285 -1.1265215
1.92690885 0.83507856 4 1.82700813 0.44107441 0.45064828 1.04364168
3.34158402 -0.8516703 4 2.14343207 0.44115579 0.44238304 -1.2514662
2.16535743 0.87070825 4 1.60859101 0.44125151 0.43305029 1.13866935
1.71682084 -0.8659423 4 1.44591537 0.4413566 0.4353715 -1.0761855
5.80518964 -0.7783183 4 5.09537478 0.4413919 0.4798524 -1.0970014
1.30789565 -0.8657998 4 1.83771091 0.44141477 0.43544107 -1.1046607
1.21306834 0.82376559 4 1.2760686 0.44145093 0.45635429 1.17629726

8.204834 -0.9269852 4 9.56348154 0.44148598 0.40640271 -1.0915079
1.22610083 -0.8452489 4 1.03044232 0.4414937 0.4455673 -1.093899
1.34409816 0.87180308 4 1.48741875 0.44157945 0.43251849 1.22077607
1.27478691 0.80206108 4 1.16795466 0.44159654 0.46746146 1.18726902
253.173545 -0.87659 4 352.859404 0.44169686 0.43019955 -1.0992832
1.55772458 0.96116078 4 2.31085011 0.44171133 0.39090104 1.30020363
1.62554494 -0.8871139 4 1.77687043 0.44175646 0.42513723 -1.0767285
1.24133964 0.78686001 4 1.23305089 0.4419078 0.47536568 1.22728763
1.36678862 0.86129198 4 1.25194864 0.44197359 0.43764614 1.1875485
1.54903607 -0.8328793 4 1.35389987 0.44197487 0.45175305 -1.2886923
8.37320507 0.64244469 4 7.26185825 0.44199439 0.55555579 1.21643705
2.52976909 0.86893926 4 1.55343104 0.44212852 0.43391068 1.2350145
45696.2604 0.64472648 4 42092.3698 0.44215754 0.5542181 1.16791184
1.77521772 0.84882792 4 1.1955132 0.44227794 0.44379026 1.21468401
1.66396306 0.89361947 4 1.84926897 0.44231534 0.42203243 1.09372818
1.47816816 -0.8569644 4 2.04862539 0.44233885 0.43977158 -1.6313392
1.02071793 0.89219162 4 3.40640156 0.44240263 0.42271227 1.43175375
6.77475183 0.81225056 4 5.05885182 0.44246012 0.46222087 1.15112521
3.82935671 0.87083297 4 5.20015633 0.44246208 0.43298968 1.09352777
2.42983192 -0.7976409 4 1.79116323 0.44250345 0.46974925 -1.137971
13.7313667 0.93033826 4 18.142761 0.44253973 0.40485914 1.12450244
23.7165217 1.02274477 4 31.3567247 0.44258659 0.36424677 1.18492787
12.8027765 -0.8867117 4 19.3979061 0.44272217 0.42532982 -1.1393304
6.85323542 -0.9056684 4 7.15728855 0.44278417 0.41633153 -1.0635645
1.30220477 -0.905071 4 1.62402477 0.4428615 0.41661268 -1.3042298
20.7699995 -0.9155858 4 28.9586815 0.44303085 0.41168733 -1.1310327
188.731235 0.78928477 4 163.977264 0.44311454 0.47409795 1.0795141
51.1087892 0.79871455 4 35.0957356 0.44327972 0.46919273 1.15036282
337.243441 0.67589133 4 302.107396 0.44328535 0.53617175 1.15494592
1.0192648 0.83836125 4 1.08237536 0.44329615 0.44900325 1.10059622

9.06622167 0.94076617 4 11.0698885 0.44332278 0.40009027 1.11642575
41.1846801 0.82281308 4 34.6437659 0.44345323 0.45683732 1.06940975

2.883151 0.74499812 4 2.19677213 0.44356551 0.49766482 1.17956048
1.99851881 1.12573192 4 4.21238438 0.44356811 0.32325079 1.45465632
2.09561743 0.86701051 4 3.1307903 0.44367843 0.43485036 1.16570252



3.95758025 -0.8614675 4 5.18686357 0.44369253 0.4375601 -1.0999148
4.3211459 0.77177551 4 2.90976333 0.4437538 0.4833111 1.20802805

19.5240277 0.82345627 4 16.4395898 0.44386763 0.45651111 1.0634163
1.22672251 -0.855158 4 1.47274066 0.44398216 0.4406612 -1.0603247
2.2873909 -0.8952234 4 5.04487172 0.44407771 0.42126985 -1.2780032

12.2119075 0.79033735 4 6.85604349 0.44409133 0.47354845 1.2253832
8.72738586 0.66732857 4 7.20200208 0.44409367 0.54108836 1.25569489
6.35493014 0.75784058 4 5.78686835 0.4441492 0.49074101 1.1255137
6.58316918 0.56800137 4 5.38899834 0.444285 0.60040005 1.32580373
5.82506758 -0.8789457 4 10.1041667 0.44437348 0.42906211 -1.1651391
1.18351592 0.84497376 4 1.12909644 0.44440452 0.44570416 1.08370343
2.00640356 -1.0861682 4 3.01384836 0.44450686 0.33848079 -1.5045228
6.0846533 0.82485082 4 4.89465137 0.44456303 0.45580444 1.10348732

5.74253174 0.83372581 4 4.19982646 0.44456819 0.45132757 1.09715335
1.08337929 0.86281691 4 1.6198984 0.44457367 0.43689918 1.13744665
6.33779278 0.86120554 4 7.22872064 0.44460771 0.43768852 1.04923994
1.01577362 0.83677386 4 1.36005729 0.44471168 0.44979813 1.10382998
19.2346309 0.82385232 4 13.9148016 0.44477101 0.45631033 1.10773625
1.05304905 -0.8601022 4 1.79377258 0.44489321 0.43822965 -1.1573192
1.29439684 0.78157344 4 1.16348164 0.44490901 0.47813872 1.23055496

2.009746 0.83885429 4 1.30390885 0.44500049 0.44875659 1.33275213
8.91080098 0.89723165 4 14.2924796 0.44501569 0.42031661 1.16133245
20.3155469 0.82326013 4 15.8038146 0.44504585 0.45661056 1.08805776
2.21670084 0.80464899 4 1.78427366 0.44504641 0.46612607 1.22139501
29.0429037 -0.903997 4 53.1870012 0.44517879 0.41711852 -1.1901686
1.41724545 -0.833858 4 1.332381 0.44522143 0.45126117 -1.2108446
4.91444213 0.63997415 4 4.71693013 0.44524724 0.55700665 1.25493592
1.86231861 0.86546743 4 2.03437407 0.44528519 0.43560334 1.04548534
1.19391767 0.85313003 4 1.79760166 0.44529558 0.44166173 1.1176991
3.14048849 0.88933357 4 3.67847898 0.44536759 0.42407578 1.11501637
1.81004256 0.81198084 4 1.75404011 0.44541197 0.46235899 1.09460236
1.10445224 0.85926647 4 1.03097936 0.44547935 0.4386399 1.1127117
1.52125129 0.83389816 4 1.0082481 0.44550375 0.45124098 1.13644111
6.47520142 0.67652821 4 5.34410504 0.44557448 0.53580733 1.18579561
273.655313 0.7970794 4 163.957696 0.44562884 0.47004047 1.20271542
4.17396401 0.78276104 4 3.65540161 0.44578695 0.47751469 1.12928472
1.12941417 -0.8360683 4 1.41468174 0.44604704 0.45015178 -1.1479655
2.20651444 0.79295443 4 1.77550725 0.44615875 0.47218434 1.17982119
294.181029 0.78122385 4 283.275367 0.44617528 0.47832254 1.05055009
1.7314423 -0.8301634 4 1.47928351 0.44624508 0.45312037 -1.0933252

1.21599475 0.92961977 4 1.68835288 0.44626861 0.40518947 1.19324572
1.27574423 -0.8547768 4 1.33522384 0.44631573 0.44084915 -1.0564815
162.442107 0.80130403 4 139.840607 0.44646187 0.46785267 1.06990205
4.32648155 0.83176682 4 3.77338991 0.44646782 0.45231273 1.06820581
1.1945764 0.85541838 4 1.05438247 0.44649065 0.44053289 1.07421988
56.172383 -0.9055449 4 63.8827057 0.44660637 0.41638964 -1.0717325

2.96538815 0.69985584 4 2.16704312 0.44661968 0.52258116 1.22440295
4.83537668 0.82772859 4 3.23045444 0.44672772 0.45434894 1.13149216



1.51257471 0.86192267 4 1.2615348 0.44679989 0.43733709 1.08801187
25.8210087 -0.7652162 4 19.8813857 0.4468625 0.48679766 -1.1487376
2.86073071 0.85802238 4 1.36177264 0.44688431 0.43925119 1.61222682
2.54001619 0.83347029 4 2.25515266 0.44689032 0.45145597 1.0408985
34.8379742 -0.7067915 4 28.2409513 0.44690451 0.51869469 -1.1515352
1.06513271 -0.8483534 4 1.10965793 0.44692496 0.44402554 -1.061332
11.0196645 0.87279669 4 14.4043511 0.44695278 0.43203632 1.10095938
11.0196645 0.87279669 4 14.4043511 0.44695278 0.43203632 1.10095938
11.0196645 0.87279669 4 14.4043511 0.44695278 0.43203632 1.10095938
7.26406599 0.97487165 4 8.80243938 0.44696788 0.38482518 1.14667287
2.32777178 0.83490791 4 2.2466608 0.4470097 0.45073393 1.02715819
17.1307603 -0.8237734 4 14.3591055 0.44701263 0.45635035 -1.0702351
2.73749612 0.8714694 4 2.94729563 0.44710068 0.43268052 1.04455407
31.5321481 0.8018431 4 19.0652766 0.44718365 0.46757407 1.18178347
7.51346766 0.85159129 4 8.81245242 0.44725817 0.4424221 1.05368758
4.77260913 0.81522899 4 3.73718457 0.44727451 0.46069777 1.11117778
1.0084939 -0.8526151 4 1.06099014 0.44733397 0.44191605 -1.0342938

4.56836885 0.84715488 4 5.22919048 0.44743625 0.44462025 1.04368015
1.03891022 -0.841 4 1.00571872 0.44748585 0.44768441 -1.0406003
15.7973681 -0.8993052 4 18.8954712 0.44748655 0.41933426 -1.0817418
1.11563081 0.85803785 4 1.65793019 0.4476098 0.43924358 1.13572768
1.11563081 0.85803785 4 1.65793019 0.4476098 0.43924358 1.13572768
1.9090688 0.79199844 4 1.82447354 0.44770728 0.47268228 1.12938059

2.55818864 0.71546602 4 1.70234256 0.44786714 0.51386355 1.24607499
2.90927438 0.83121242 4 2.22157226 0.44788543 0.45259185 1.15357483
3.65866037 -0.8863048 4 4.75800363 0.44795739 0.4255247 -1.1321089
1.15058289 0.82692477 4 1.05287386 0.4480214 0.45475512 1.05107323
18.3471667 0.78648839 4 17.2984631 0.44807219 0.4755602 1.05406571
27.1115134 -0.810544 4 18.688952 0.44807487 0.46309536 -1.1336651
90.830894 0.86896866 4 100.60258 0.44813628 0.43389637 1.04365173

1.11464845 0.83672511 4 1.33736729 0.44817805 0.44982256 1.12190582
1.49386983 -0.8223245 4 1.44791758 0.44819304 0.45708524 -1.0828275
4.4076935 -0.9112875 4 5.4185619 0.44826415 0.41369483 -1.1306155

13.7418414 -0.882896 4 19.1400447 0.44829466 0.42716029 -1.1178404
279.172343 -0.5312538 4 184.393883 0.44831426 0.62337353 -1.3817426
17.2115908 0.80572484 4 12.1071178 0.44842093 0.4655718 1.13569532
2.30536376 -0.8345495 4 1.45148764 0.44843804 0.45091387 -1.1512265
154.293283 0.76364465 4 76.2212855 0.44844815 0.48763587 1.31890098
9.75551485 -0.7988283 4 8.84817451 0.44846771 0.46913382 -1.0563286
1.57660883 -0.8269882 4 2.08970632 0.44854818 0.45472304 -1.1204131
9.9210226 -0.8997893 4 18.3390256 0.44855926 0.41910517 -1.2052179

4.40089909 -0.7731881 4 4.14403483 0.44858229 0.48256276 -1.0816366
3.37398132 0.82220765 4 2.95453388 0.44877491 0.45714455 1.05577597
12.5374581 0.78131527 4 11.1398338 0.44880194 0.47827447 1.07178697
1.51501458 -0.8512687 4 1.2202535 0.44880973 0.44258164 -1.0856598
12.0308721 0.88480142 4 13.9015819 0.4488212 0.4262454 1.07829171
2.79721258 0.85074877 4 3.86262407 0.44882723 0.44283887 1.09056573
3.07302178 -0.8225561 4 2.13762475 0.44883584 0.45696773 -1.1172048



59.3067441 -0.5585961 4 16.1899564 0.44888533 0.60622847 -2.0737899
1.15959882 0.84636582 4 1.08133464 0.44891177 0.44501213 1.10172079
1.78395041 0.83126143 4 2.37136903 0.44893877 0.45256717 1.12503723
1.71546976 0.83241359 4 1.1075842 0.44897061 0.45198729 1.15711933
1.71546976 0.83241359 4 1.1075842 0.44897061 0.45198729 1.15711933
15.0074208 -0.5179331 4 9.85618527 0.44901636 0.63183305 -1.4087386
1.36903319 0.83203103 4 1.31018458 0.44902103 0.45217977 1.05577843
1.12173043 -0.8036699 4 1.28811482 0.44903769 0.46663092 -1.3413194
5.21474439 0.72001538 4 3.75767364 0.44905736 0.51134308 1.1861893
2.69286455 -0.8435488 4 3.1615982 0.44910033 0.44641346 -1.0449885
1.20390423 -0.8239392 4 1.57227008 0.44914711 0.45626627 -1.160791
3.4572479 -0.8956507 4 4.03713542 0.44914731 0.42106686 -1.1237148

1294.72776 0.79684954 4 1116.1099 0.44917512 0.47015974 1.06799776
4.27173852 -0.8135421 4 2.19197832 0.44925594 0.46155991 -1.2291626
7.0736856 -0.9401273 4 8.37369443 0.44928018 0.40038107 -1.1414626

2.83945749 -0.9078402 4 3.297815 0.44929266 0.4153108 -1.1053228
1.79307734 -0.7039014 4 1.10249236 0.44934546 0.52031161 -1.5972324
37.5484059 0.56237422 4 30.1580068 0.44941396 0.60388288 1.29730593
1.19638793 -0.7808075 4 1.41439031 0.44944082 0.47854154 -1.2776985
36.0855857 0.81089445 4 27.0736221 0.44944917 0.46291566 1.10449839
20.1921314 -0.8031985 4 15.6118353 0.44945978 0.46687418 -1.0991311
2.99081591 0.78591983 4 2.33367244 0.44947074 0.47585794 1.11310857
1.37290916 0.84897898 4 1.40258141 0.44949983 0.44371538 1.05203773
60.6362678 -0.9173403 4 105.425244 0.4495359 0.41087024 -1.190698
1.31021292 -0.8756062 4 4.14837952 0.44959476 0.43067529 -1.3213782
2.01335425 -0.9330908 4 7.71132464 0.44960725 0.4035957 -1.3747903
1.55126786 -0.8352365 4 1.31371748 0.44965122 0.450569 -1.1610858
14.6789637 -0.9005487 4 16.4069226 0.44984123 0.41874608 -1.0692073
1.92097399 -0.913125 4 2.35922168 0.44998097 0.41283567 -1.2007659
4.03953962 0.73314649 4 3.64412298 0.45002699 0.50411929 1.14149838
1.4629746 0.83647212 4 2.0231846 0.45003913 0.44994935 1.10639867

1981.32543 0.67573648 4 1820.07089 0.45008304 0.53626038 1.1322348
1.18837812 -0.8311219 4 1.4338412 0.45008982 0.45263741 -1.1012031
3.4166692 0.8443407 4 3.94220536 0.45011167 0.44601917 1.06023956

1.10082438 0.82235624 4 1.4780015 0.45011924 0.45706913 1.18997282
1.74482502 -0.8718111 4 1.16760019 0.45018996 0.43251461 -1.1920849
1.14414357 -0.8366756 4 1.05793161 0.45021256 0.44984738 -1.0981174
7.00633527 -0.8258062 4 6.10353298 0.45029416 0.45532084 -1.0424848
8.61930985 -0.8682645 4 10.1263299 0.45033888 0.43423922 -1.0666144
97.4322133 0.62749886 4 90.9227286 0.45038147 0.5643726 1.16876814
312.560115 0.9401269 4 357.076623 0.45043965 0.40038125 1.10089091
2.73921892 -0.8426494 4 1.99511817 0.4504631 0.44686161 -1.1659118
3.91131941 0.81928748 4 3.40026666 0.4505731 0.45862872 1.05925309
1.1471175 0.87063327 4 1.33623841 0.45068973 0.43308673 1.1899706

106.856474 -0.7512469 4 50.9423365 0.45075089 0.49428674 -1.3550674
1.04848542 0.8297419 4 1.60314557 0.45079275 0.45333285 1.20552695
147.041951 0.18957575 4 1.65086066 0.45090131 0.8588728 -6.1025793
3.39387478 -0.7945437 4 2.68071114 0.45092118 0.47135745 -1.1503583



2.46378593 -0.8292025 4 1.65393189 0.45100001 0.45360489 -1.137077
2.08368803 -0.8173654 4 1.17672146 0.45106228 0.45960771 -1.2088058
68.3171652 0.74353194 4 64.2291748 0.4510962 0.49845994 1.07595094
3.47664561 -0.9155749 4 4.06064543 0.45114792 0.41169243 -1.1460803
2065.96296 0.80986872 4 1631.71229 0.45117559 0.46344173 1.08420918
12.1982259 -0.7368219 4 7.42753961 0.451273 0.50211099 -1.2190517
11.8722177 -0.7987479 4 9.55285703 0.45128614 0.46917547 -1.096487
6.57798073 -0.9622978 4 7.6061232 0.45130848 0.39039407 -1.1557931
3.23772365 0.83473666 4 2.34417065 0.45130903 0.45081989 1.13993619
2.13988106 -0.8329964 4 2.33391462 0.45132807 0.45169417 -1.035941
1.74911281 -0.8368589 4 2.69281948 0.45132899 0.44975553 -1.1938802
1.23064956 0.85141528 4 1.34632199 0.45154766 0.44250913 1.04479871
1.27129444 0.80750203 4 1.10659228 0.45163934 0.46465734 1.19395007
75.4777481 -0.3966809 4 23.5429263 0.45190428 0.71185588 -2.1789026
1.71024874 0.83162381 4 2.68990442 0.45195139 0.45238472 1.16793141
4.23025553 -0.752659 4 2.73397523 0.45196651 0.49352579 -1.202761
1.43866799 -0.8785291 4 1.70584853 0.45199658 0.42926308 -1.1469849
2.51997117 0.79946898 4 1.62875834 0.45199874 0.468802 1.15596784
4.22491061 0.74753758 4 3.94715634 0.45204078 0.4962899 1.12069387
17.1377586 0.7568275 4 16.2217241 0.45207463 0.49128454 1.07457778
1.88056746 -0.8502624 4 2.56233714 0.45209656 0.44307962 -1.1132033
5.18870555 0.68567527 4 3.65509895 0.452198 0.53059291 1.22039452
1.30566668 -0.8056907 4 1.12773579 0.45222433 0.46558936 -1.1480068
4.86174074 0.92689096 4 5.72586683 0.45225437 0.40644615 1.11238739
20.8918767 -0.9442011 4 27.8419539 0.45233472 0.39852988 -1.15406
13.6706337 0.6822565 4 10.2969285 0.45234626 0.53253757 1.21557588
72.9879871 -0.7061812 4 63.3404223 0.45242622 0.51903581 -1.1316827
3.66980825 0.76221422 4 2.92439873 0.45244077 0.48839975 1.13710776
23.6471532 -0.9083808 4 29.739703 0.4524783 0.41505704 -1.1074613
1.69587504 -0.7872442 4 1.30980641 0.45258081 0.47516466 -1.1426227
20.3715973 0.79733676 4 17.2572022 0.45259449 0.46990696 1.07762192
1.39387186 -0.846452 4 1.82337213 0.45260887 0.44496932 -1.1715175
11.4639989 0.76389019 4 3.81301204 0.45262585 0.48750484 1.73223209
33.2899568 0.76589599 4 24.1907607 0.45268123 0.48643545 1.13772337
2.01362416 0.82445395 4 1.63291953 0.45269165 0.45600546 1.06251606
20.058953 0.32029193 4 18.4329992 0.45277477 0.76478052 1.43154679

7.69033264 0.74415045 4 5.80394864 0.45282721 0.4981244 1.14090043
5.27234308 0.79285223 4 3.69261617 0.45285104 0.47223755 1.12762262
2.2900243 0.80009502 4 1.58352503 0.45293254 0.46847796 1.1507804

29.7649755 -0.6781947 4 5.70940198 0.45298317 0.53485464 -1.9079874
61.6573032 -0.769447 4 36.6178905 0.45309285 0.48454661 -1.227865
2.20390191 0.81251306 4 2.07726972 0.45309973 0.46208647 1.05744293
2.1755858 0.68755239 4 1.4676241 0.45323548 0.52952733 1.29501272

8.90286748 -0.8668392 4 9.28121247 0.45326353 0.43493393 -1.0357774
1.0084885 0.82379923 4 1.30762402 0.4533487 0.45633724 1.10106415

42.6254448 0.54777639 4 37.0734413 0.45334947 0.61297742 1.25519986
2.45798404 0.72649325 4 2.34834842 0.45335415 0.50776992 1.20406822
4.34963123 0.71767241 4 4.01735958 0.45341011 0.51264001 1.15565505



5.02725077 0.78843342 4 2.7215542 0.45341033 0.47454276 1.23010018
1.73658081 0.82993507 4 1.56773091 0.45347148 0.45323546 1.0349325
1.73658081 0.82993507 4 1.56773091 0.45347148 0.45323546 1.0349325
11.6415176 0.82137815 4 10.499745 0.45348736 0.45756576 1.03855754
47.1321265 -0.8389976 4 51.7513303 0.45354556 0.4486849 -1.0291674
1.42265621 0.85861922 4 1.63025081 0.4536309 0.43895784 1.07149899
12.968686 0.7577652 4 7.47761729 0.45365224 0.49078144 1.2589734
177.38679 0.56598878 4 97.9695116 0.45366067 0.60164424 1.43317681
3.1454475 0.82160458 4 2.64638976 0.45366769 0.45745075 1.08283635

1.29302639 0.78088909 4 1.03675495 0.4536963 0.4784986 1.18713325
1.7771349 0.80459224 4 1.51267242 0.45379812 0.46615532 1.14858655

3.37294584 -0.8292004 4 2.53008608 0.45386056 0.45360594 -1.1323093
1.11566269 -0.8335105 4 1.00570648 0.45389991 0.45143576 -1.2106679
6.76301421 0.81539302 4 5.81612676 0.4539076 0.460614 1.05958702
44.3465153 0.77792397 4 33.3108158 0.45409768 0.4800603 1.12157065
2.22402153 0.79741456 4 2.15268106 0.45411943 0.46986661 1.06381628
3.52486021 1.01220637 4 6.2577296 0.45415449 0.3686924 1.28443851
8.98516976 -0.6689502 4 7.69189899 0.45418214 0.54015483 -1.1552051
9.88463437 0.75740774 4 8.93485916 0.45423215 0.49097318 1.08215999
1.07045848 0.82594438 4 1.02973116 0.45428409 0.45525092 1.11197122
11.7045443 0.74889421 4 10.8309782 0.45431829 0.49555657 1.09054872
1.18846028 -0.8146914 4 2.93211498 0.45437726 0.46097239 -1.3768705

2.573315 0.81848336 4 1.94371191 0.45441863 0.45903809 1.09359038
2.31534666 -0.8370686 4 2.56947563 0.45443083 0.44965046 -1.0521874
5.36710765 0.67021029 4 4.19504674 0.45453769 0.53943018 1.19508921
208.832293 0.7836318 4 157.431851 0.45460398 0.47705754 1.10871348
1.95625819 -0.8600202 4 2.13376636 0.45461608 0.43826989 -1.0593697
56.3241711 0.77838239 4 39.9550217 0.45461781 0.4798186 1.13586825
4.52509515 -0.8458913 4 6.4719383 0.45467337 0.44524794 -1.0989625
1.4557833 0.86335107 4 1.58505435 0.45470797 0.43663778 1.12255894

19.6356812 -0.8073903 4 15.9483392 0.45472894 0.46471477 -1.0684636
2.47773708 0.7774403 4 2.00096704 0.45473935 0.48031542 1.12229557
6.04987715 1.00714564 4 7.49871675 0.45482507 0.37084411 1.23215447
2.19463265 0.78990143 4 2.01401828 0.45510077 0.47377596 1.07259521
1.40636192 -0.920237 4 2.07570814 0.45519262 0.40952418 -1.2019301
37.7623199 -0.7276616 4 16.2684004 0.45519541 0.50712742 -1.4298939
3.60828388 0.79041326 4 2.96905355 0.45523431 0.47350884 1.08758411
13.0969631 0.79022497 4 7.98094127 0.45523848 0.47360709 1.17521815
1.19305946 0.81350804 4 1.64754203 0.45524078 0.46157734 1.12286249
34.4310059 0.79866988 4 26.2128067 0.45527793 0.46921588 1.10580371
12.385501 0.80874469 4 10.0049868 0.45530683 0.46401876 1.07283258

8.20164635 -0.9109098 4 11.3524453 0.45537551 0.41387165 -1.1633465
1.93255033 0.73471413 4 1.38578046 0.45538347 0.50326197 1.19369134
4.00012237 0.7990187 4 2.59329807 0.45542193 0.46903518 1.15100859
19.2322544 0.79633355 4 14.0325636 0.45542313 0.47042755 1.12392123
2.68609551 -0.8447565 4 4.04490537 0.4554762 0.44581224 -1.1155596
9.77897716 -0.9300291 4 11.3227213 0.45550443 0.40500123 -1.1227425
13.8615254 0.70507859 4 7.25446724 0.45551036 0.51965258 1.34636962



2.71682425 -0.8356429 4 3.59814902 0.45553475 0.45036515 -1.0832717
3.16060798 0.86313484 4 5.32917594 0.45566448 0.43674358 1.15243519
1.2451258 -0.8517362 4 1.38726246 0.45578152 0.44235046 -1.0632697
10.849368 -0.7386648 4 9.02686284 0.45582344 0.50110627 -1.1081905

4.57333064 -0.460064 4 4.30426674 0.45591525 0.66936712 -1.4394368
1.8623245 0.86851253 4 2.08792907 0.45595363 0.43411844 1.07494256

4.86060216 0.86003225 4 5.15800017 0.45597673 0.43826398 1.04741905
7.55279734 -0.7861249 4 3.54383296 0.45602486 0.47575055 -1.3020705
6.23109441 1.14115911 4 5.52526964 0.45619373 0.31748379 2.84083123
2.61687168 -0.9037397 4 3.01882036 0.45619497 0.4172398 -1.1179842
4.68827165 -0.81201 4 3.01937351 0.45622436 0.46234406 -1.1925492
2.2620222 0.83221621 4 3.3171857 0.45622998 0.45208659 1.16031698

4.11006414 0.83170203 4 4.74642616 0.45634717 0.45234535 1.04121152
1.82918976 0.70488172 4 1.32739622 0.45647583 0.51976275 1.45427654
3.26994036 0.83162118 4 3.74669397 0.4564773 0.45238604 1.05901992
3.83920503 -0.7497045 4 2.31791495 0.45666721 0.49511897 -1.3368173
1.85851964 0.7770472 4 1.62066313 0.45667901 0.48052284 1.08912357
1.59473113 0.76355427 4 1.26386477 0.45669235 0.48768411 1.16411298
7.07671745 -0.9224449 4 9.84674209 0.45676289 0.40850066 -1.1482956
2.40036946 0.87001969 4 2.74295603 0.45686712 0.43338502 1.08438081
12.1447344 0.87625615 4 13.501754 0.45692755 0.43036095 1.06054143
113.17397 1.01577285 4 134.631326 0.45696683 0.36718258 1.17102751

1.47898227 -0.823422 4 1.15127953 0.45696793 0.4565285 -1.0760453
1.06532767 0.85311265 4 1.44603992 0.45705265 0.44167031 1.16328492
8.04237715 0.80509855 4 6.29010555 0.45706763 0.4658944 1.08656542
32.7657701 0.73566596 4 30.9702664 0.45713087 0.50274197 1.07846728
4.18269363 -0.7384382 4 1.88013716 0.45714709 0.50122972 -1.3365166
172.732122 -0.7095484 4 107.965729 0.45716661 0.51715569 -1.2408769
4.95027537 0.77369555 4 4.84898644 0.45727571 0.48229413 1.05713836
4.95027537 0.77369555 4 4.84898644 0.45727571 0.48229413 1.05713836
2.14656846 0.82916076 4 2.48194495 0.45737294 0.45362596 1.04894123
5.54293962 0.7859895 4 4.08601043 0.45747691 0.47582145 1.10930789
2.75761869 0.82105324 4 2.26599728 0.45750069 0.45773083 1.08319237
1.17899251 -0.8538435 4 1.48378044 0.45752031 0.44130954 -1.0983525
1.65684797 -0.897588 4 1.88877562 0.45752478 0.42014763 -1.1963534
1.06998327 0.8364561 4 1.02543831 0.45763039 0.44995737 1.06559146
28.5733128 -0.6608656 4 7.81600268 0.45764688 0.54482032 -1.8921449
1.81319111 -0.8156489 4 2.07747446 0.45766785 0.46048336 -1.0598189
1.10796991 -0.8190361 4 1.07066006 0.45769396 0.45875669 -1.0380648
1.1577702 0.81545893 4 1.29625425 0.4577015 0.46058034 1.04703167

1.13986983 -0.8254872 4 1.19438143 0.45776055 0.45548226 -1.0857569
1.36342765 -0.8283567 4 1.69541167 0.45783617 0.45403173 -1.1032523
14.4790357 -0.8600126 4 23.6122306 0.45785877 0.43827362 -1.1376013
1.22963634 -0.8389428 4 1.50195991 0.45789387 0.44871235 -1.0906912
1.52793189 0.8136487 4 1.91600058 0.45795642 0.46150539 1.08819766
2.8656878 -0.8027041 4 2.28115368 0.45797168 0.46712937 -1.0764339

1.44597539 0.84268254 4 1.84388756 0.45798989 0.44684509 1.12229129
7.64939737 -0.7234046 4 6.84140609 0.45802312 0.50947127 -1.1118598



3.02596428 0.80555506 4 1.56353198 0.4580722 0.46565924 1.21509323
151.447371 0.59513985 4 40.4034085 0.45815588 0.5837847 1.90488599
4.39064363 0.75362818 4 4.18520899 0.45820717 0.49300399 1.09256383
5.54858471 0.85311725 4 6.37207856 0.45825259 0.44166804 1.06175695
5.91867794 0.63534116 4 4.99725504 0.45839426 0.55973444 1.204671
4.33409695 0.7497769 4 3.86118617 0.45852671 0.49507987 1.08283128
4.35432277 0.75102708 4 3.87239347 0.45853555 0.49440528 1.09417265
1.23457301 -0.8205258 4 1.16448245 0.45857632 0.45799889 -1.0676735
1.63615971 0.81729207 4 1.11598398 0.45873664 0.45964508 1.27243413
1.27499675 -0.804149 4 2.30253817 0.45887524 0.46638384 -1.2432356
11.2014883 -1.0587168 4 14.659132 0.45887571 0.34942631 -1.2638151
1.73642157 0.80133979 4 1.51539172 0.45893244 0.46783419 1.05325439
1.16349669 -0.840444 4 1.29995111 0.45898819 0.44796205 -1.0972892
3.01380312 -0.8468705 4 1.39590125 0.45902252 0.44476146 -1.4502901
2.18475609 0.77914729 4 1.83147638 0.45903105 0.47941552 1.08546284
2.57347923 -0.7645099 4 2.38792913 0.45904745 0.48717428 -1.0881264
1.47540017 0.82128819 4 1.27951313 0.45909758 0.45761146 1.06945939
3.8140864 0.89829032 4 4.11148998 0.45911506 0.41981482 1.11368666

2.88259758 0.78644096 4 1.77778712 0.45912945 0.47558503 1.16517826
1.21815216 -0.79337 4 1.04669917 0.45919421 0.47196801 -1.1653255
1.28266916 -0.7936752 4 1.15013802 0.45934102 0.47180916 -1.0627104
13.7365826 -0.8449832 4 18.3440934 0.45938588 0.44569948 -1.0966568
1.75315461 0.81573393 4 1.08998429 0.45941456 0.46043994 1.13991108
4.53995261 -0.8409301 4 5.15292931 0.45944523 0.4477193 -1.0635547
3.82507612 0.79326848 4 2.66579634 0.45956008 0.47202085 1.12156484
12.7348963 0.71340241 4 8.99365455 0.45961966 0.51500985 1.19846512
16.1073181 0.80373795 4 14.1356713 0.45969123 0.46659584 1.04917742
16.1073181 0.80373795 4 14.1356713 0.45969123 0.46659584 1.04917742
3.86216372 0.86975935 4 5.67939861 0.45973935 0.43351164 1.13001303
10.2530958 0.83990768 4 12.2761768 0.45977623 0.44822997 1.05776919
1.12443644 0.82824457 4 1.18220576 0.45982361 0.45408836 1.04601553
8.29820182 0.83305973 4 10.4791178 0.45996935 0.45166234 1.07112491
1.37134371 -0.8214491 4 1.99470641 0.45999704 0.45752969 -1.1124426
28.7496786 0.77786272 4 20.4994287 0.46000531 0.4800926 1.13419087
8.90125981 -0.8344028 4 11.0876103 0.46008055 0.45098751 -1.0703223
1.0498931 -0.8024637 4 1.08770736 0.46008143 0.4672535 -1.1806422

44.8246355 -0.6898228 4 40.9941619 0.46024397 0.52824057 -1.1091238
2.00060829 -0.8213635 4 2.64133785 0.46028403 0.45757319 -1.1065935
8.37167736 0.78851683 4 6.37257573 0.46040204 0.47449916 1.12198259
1.02307557 0.856916 4 1.20181405 0.46040468 0.43979539 1.12269764
12.5022487 0.91987189 4 14.1081849 0.46045445 0.40969364 1.09689986
1.22263192 -0.804441 4 1.29944532 0.46060104 0.46623329 -1.1625873
35.294669 -0.5741948 4 14.7869396 0.46063776 0.59658159 -1.5107576

3.75099305 0.77490404 4 3.20291859 0.46064139 0.48165489 1.10489223
1.98408526 -0.8090103 4 1.72281725 0.4607132 0.46388238 -1.0752374
2.90626782 -0.8400465 4 3.05890163 0.46072403 0.44816062 -1.0324912
1.87132645 -0.6766958 4 1.08798451 0.46072784 0.53571148 -1.324499
277.000773 -0.6299895 4 194.869962 0.46074946 0.56289672 -1.2368519



3.29549297 0.74978193 4 2.66790673 0.46075027 0.49507715 1.11234017
3.70965246 -0.7387803 4 2.82566807 0.46078205 0.50104334 -1.1819483
3.29753252 -0.8442042 4 3.83204997 0.46080148 0.44608712 -1.0738664
3.29753252 -0.8442042 4 3.83204997 0.46080148 0.44608712 -1.0738664
1.51701812 -0.7864989 4 1.35789234 0.4608024 0.47555471 -1.0742338
11.1413303 0.77957783 4 9.08108487 0.46087504 0.47918875 1.07806534
1.28950901 0.8383958 4 1.13207497 0.46087576 0.44898596 1.21023776
2.26969993 0.82403274 4 2.67961975 0.46095109 0.45621889 1.06233726
5.82991445 0.87819793 4 7.05751182 0.46095338 0.42942291 1.09030018
18.509577 0.80233699 4 16.5459453 0.4609553 0.46731895 1.03583553

7.61555741 0.75573738 4 6.42771436 0.46124135 0.49186991 1.09576976
1.96601583 -0.810486 4 2.23782078 0.46132495 0.46312507 -1.0561224
2.83422064 -0.9151847 4 4.52066613 0.46133488 0.41187433 -1.223802
1.37219418 0.76401928 4 1.20674202 0.46140314 0.48743596 1.23612754
8.9908107 0.74783163 4 8.08051 0.46144034 0.49613088 1.08957678

1.20609283 -0.811233 4 1.00181319 0.46150134 0.46274215 -1.0971212
1.80151966 -0.7921682 4 1.6181655 0.46162023 0.47259384 -1.0624536
14.6121427 0.73876484 4 8.73698477 0.46163348 0.50105175 1.20776774
3.2072391 0.73598641 4 2.62696775 0.46170631 0.50256699 1.13911696

20.5944004 0.86320101 4 32.5220716 0.46176469 0.43671121 1.1384144
3.21083021 0.82428512 4 3.30308367 0.46179532 0.456091 1.01748024
1.68069074 0.76847696 4 1.17281261 0.46187402 0.48506204 1.15398099
22.5038751 -0.8566179 4 35.1808287 0.46192476 0.43994213 -1.1280053
4.40717052 0.76623608 4 4.14250698 0.46193478 0.48625431 1.06737977
17.6402236 0.7312271 4 14.6693451 0.46198059 0.50517045 1.11833765
5.48664912 -0.8449533 4 5.59860118 0.46198359 0.44571434 -1.0359889
4.89529494 0.84650073 4 7.38563528 0.46211106 0.44494511 1.11825869
2.69983819 0.8439174 4 4.15881441 0.46213923 0.44622989 1.13339576
2.35945686 0.79555829 4 1.62266099 0.46215318 0.47083015 1.12140673
4.60508413 0.88398146 4 4.9567777 0.46218137 0.4266389 1.09444946
2.88773502 -0.8669514 4 3.62701837 0.46218746 0.43487921 -1.1110148
76.8897178 0.78895266 4 66.0477327 0.4622563 0.47427143 1.05542867
71.0742178 0.69499992 4 30.2102063 0.46234274 0.52531477 1.42756731
1.12982805 -0.9488719 4 26.0456473 0.4623497 0.39641629 -1.6088094
3.10513409 -0.7806398 4 2.8166767 0.46243642 0.47862978 -1.0836599
4.74192242 -0.8516631 4 5.09487196 0.46249319 0.44238657 -1.0457335
12.0928892 -0.8809366 4 15.9410778 0.46250954 0.42810272 -1.1195375
7.15171054 -0.8346714 4 8.76669967 0.46268703 0.45085267 -1.0666282
2.77165021 0.75724498 4 1.99730022 0.46275236 0.4910605 1.17659085
2.49709353 0.80503831 4 1.83986219 0.46275767 0.46592544 1.09324256
5.11431212 0.93920771 4 6.94114843 0.46281814 0.40079995 1.21474039
3.66527134 -0.9342674 4 4.25186172 0.4628722 0.40305665 -1.1809341
21.0617159 -0.6679149 4 18.9790566 0.46288446 0.54075071 -1.143238
3.48926603 0.80498707 4 2.83859423 0.46294103 0.46595184 1.09308164
3.80982128 0.74962198 4 3.17343914 0.463083 0.49516351 1.15973186
11.3380834 0.78000219 4 8.23568887 0.46308816 0.47896531 1.11886967
1.36032312 -0.8244293 4 1.15979534 0.46311229 0.45601795 -1.096046
26.661671 0.89766466 4 34.2936533 0.46313376 0.42011131 1.11783253



9.27079233 -0.7537812 4 4.07109969 0.46315962 0.49292163 -1.3167978
3.0077698 -0.8085608 4 1.37142737 0.46319404 0.46411323 -1.5240177
1.3297725 -0.8203949 4 1.56517561 0.46323014 0.45806541 -1.0566806

2.28844646 -0.7839644 4 2.14787121 0.46324383 0.476883 -1.0622477
5.43075276 0.73550013 4 3.61904015 0.46324513 0.50283254 1.22959918
2.88978693 -0.9140252 4 3.55627726 0.46335605 0.41241528 -1.1361497
1.5173405 0.81250688 4 1.09390509 0.4633636 0.46208963 1.11162269

3.07691037 0.80178184 4 2.64621441 0.46337306 0.46760573 1.07345166
1.8688025 0.78096111 4 1.82659516 0.4634346 0.47846072 1.07490552

2.85533885 -0.8584963 4 3.66449103 0.46344085 0.43901827 -1.1379097
3.15178728 0.793745 4 2.03696297 0.46354413 0.47177287 1.13275086
1.97473047 -0.8278553 4 1.46764745 0.46357185 0.45428493 -1.1384009
6.52463559 0.7277033 4 4.96607029 0.46357365 0.5071045 1.16202527
3.09056211 -0.8232981 4 4.30011585 0.46364314 0.4565913 -1.1182099
1.01224482 0.81239202 4 1.7229134 0.46365256 0.46214844 1.16819079
53.4604409 0.70384168 4 51.4379631 0.46367487 0.52034507 1.0835263
2.02004375 0.85439292 4 2.3194555 0.46371245 0.44103846 1.07498049
4.50352735 0.75493269 4 4.11308518 0.46373165 0.49230235 1.09508745
6.20765568 0.76685289 4 2.73829733 0.46385305 0.48592591 1.37639077
5.40667637 0.75525659 4 4.80769968 0.46414175 0.49212824 1.0961357
2.98316988 0.72897106 4 2.20708325 0.46415362 0.50640806 1.16184917
1.34249285 -0.9020452 4 2.10505509 0.46421465 0.41803911 -1.2591208
86.3376019 0.71399047 4 43.7130101 0.46421614 0.514683 1.31851776
2.67531346 -0.8511795 4 3.80439171 0.4642253 0.44262575 -1.1805757
2.89509709 -0.9456791 4 3.79197505 0.46423401 0.39786004 -1.2037525
11.9439454 -1.0149304 4 14.8641803 0.46428377 0.36753875 -1.2032335
6.84431065 0.68619462 4 6.32158764 0.46434189 0.53029794 1.14344314
3.8006063 0.65290162 4 3.36429302 0.46446609 0.54944375 1.2300377

1.98204534 0.82009594 4 2.38451245 0.46456141 0.45821745 1.05762833
1.10301975 0.82337387 4 1.08354427 0.46459182 0.45655288 1.07401398
2.35896402 0.66570475 4 1.69345181 0.46475739 0.54202432 1.24919227
57.4292653 -0.9237254 4 91.8236883 0.46483265 0.40790807 -1.1840653
152.229701 -0.5098729 4 33.1982997 0.46495313 0.6369852 -2.1917675
4.19876073 0.77959721 4 1.98097311 0.46496577 0.47917854 1.29597927
35.9095173 0.74343956 4 26.3675357 0.46506409 0.49851007 1.12593838
1.07232186 0.77810713 4 1.12382768 0.46510505 0.47996372 1.09618465
4.77163505 -0.8599015 4 7.16343272 0.4651311 0.43832816 -1.1306584
20.6802343 0.78474206 4 16.7563429 0.46514156 0.47647514 1.07214166
398.134527 0.93396823 4 459.495651 0.46523312 0.40319367 1.11427466
1.5633371 0.79785751 4 2.25728003 0.46525855 0.46963691 1.15676365

3.78256893 0.7439552 4 3.31987215 0.46530751 0.4982303 1.10950155
5.34703875 0.78982029 4 3.79117321 0.46531045 0.47381832 1.15143886
1.07808183 0.84075831 4 1.12473121 0.46542087 0.44780507 1.14728725
2.17143167 -0.8148837 4 2.75178902 0.46543205 0.46087414 -1.079241
4.46802662 0.83153856 4 5.06603994 0.46551178 0.45242764 1.058793
3.2090212 0.86168947 4 3.51621297 0.46552766 0.43745134 1.07061163

1.33041087 0.76305123 4 1.09517322 0.46553002 0.48795266 1.12279335
1.53686799 -0.8095378 4 1.71368856 0.46563952 0.46361153 -1.0733423



5.86552756 -0.7062788 4 4.0205899 0.46573658 0.51898125 -1.2395487
3.63130371 -0.8596798 4 4.82393113 0.46573841 0.43843696 -1.1086569
1.13955158 -0.7954511 4 1.59374607 0.46577877 0.47088582 -1.2080224
1.32716948 -0.8316978 4 1.52478049 0.46578037 0.45234748 -1.0644183
2.46628412 -1.0220818 4 14.2406796 0.46582392 0.36452507 -1.5514893
8.01304384 0.77852356 4 5.56234499 0.46582628 0.47974419 1.11677743
26.0526935 0.78023618 4 20.9066802 0.46583588 0.47884215 1.07667974
19.5288753 0.77836338 4 16.0241033 0.46584063 0.47982862 1.08013801
1.53399425 -0.8519973 4 1.82526389 0.46597466 0.44222139 -1.0935396
4.38400893 0.7467804 4 3.43002551 0.46606613 0.49669956 1.17452609
1.39833645 0.79605753 4 1.0216785 0.46609171 0.47057086 1.11138287
8.09695665 -0.8887575 4 9.41665244 0.46611286 0.42435103 -1.1126714
3.96164124 0.726429 4 2.28590717 0.46613393 0.50780526 1.25623741
2.43517696 0.80510357 4 2.00907893 0.46615061 0.46589181 1.07309344
1.45336909 -0.7932483 4 1.9601041 0.46616407 0.47203136 -1.1331152
6.87824759 0.70614694 4 6.19710516 0.46631959 0.51905499 1.10742171
1.78593206 -0.8029513 4 2.36333026 0.4664152 0.46700178 -1.1069952
6.4603819 0.78218532 4 5.92803876 0.46644202 0.47781713 1.04097744

4.21869038 -0.7492928 4 3.99199548 0.46646915 0.49534127 -1.082604
5.51296531 -0.7092631 4 5.29612756 0.46663308 0.51731483 -1.1101679
15.7850578 0.85711514 4 22.0030929 0.46663861 0.43969739 1.10886384
4.05136056 -0.9040289 4 4.85218859 0.4666943 0.41710349 -1.1451337
1.66603465 0.72334916 4 1.18135712 0.46670793 0.50950187 1.22224294
9.33284934 0.73409382 4 8.13799712 0.46672215 0.50360108 1.08870397
2.61804928 0.83627322 4 2.76828777 0.46675582 0.45004905 1.04777908
18.269143 0.74423217 4 14.9798042 0.46684775 0.49808008 1.10711961

21.3977151 -0.9135694 4 23.2759162 0.46703817 0.41262807 -1.1015453
69.9441905 0.70835662 4 47.2564084 0.46709674 0.51782057 1.18756635
6.35580762 0.75403069 4 5.05341566 0.46719995 0.49278742 1.09575709
3.2522845 0.79423323 4 2.84694475 0.46720192 0.4715189 1.06096201

4.83448115 0.98099985 4 7.74228047 0.46720873 0.38213589 1.29648896
2.16607121 0.80153912 4 1.85861734 0.46721992 0.46773116 1.05078012
3.01957823 0.7448742 4 2.53278817 0.46730222 0.49773198 1.09835929
15.6979185 -0.7531373 4 14.2798658 0.46732677 0.49326822 -1.0564281
6.2617216 -0.7124239 4 5.83565766 0.46733668 0.51555402 -1.0908769

2.11448648 -0.8094456 4 2.9208361 0.46735451 0.46365885 -1.110055
7.62926515 0.76213667 4 6.80883211 0.46736976 0.48844119 1.06471367
16.8403383 0.7814357 4 16.4777374 0.46740593 0.47821114 1.02101459
2.0224474 0.77435774 4 1.89795385 0.46743684 0.48194378 1.0496847
19.528258 -0.8318211 4 24.180696 0.46744091 0.45228541 -1.0756005

3.76345826 -0.7716435 4 2.27847873 0.46747186 0.48338108 -1.164309
12.3263114 0.85864663 4 23.7718444 0.46749655 0.43894438 1.18944454
41.7787681 0.76661693 4 31.855492 0.46752144 0.48605152 1.10207869
22.7189112 0.68076472 4 10.6847988 0.46752246 0.53338772 1.34669548
8.15446855 0.77464887 4 5.93322516 0.46753444 0.48178981 1.11255453

5.484099 0.74809056 4 4.94341663 0.46754025 0.49599089 1.07738359
4.48811704 -0.7319543 4 3.73091912 0.46754977 0.50477203 -1.1117397
1.46116066 -0.7912036 4 1.12349148 0.4675635 0.47309659 -1.1362285



3.4464302 -0.8486988 4 3.57786124 0.46757697 0.44385426 -1.0633975
5.79498141 0.885299 4 7.97676695 0.46758113 0.42600675 1.16275456
20.8150863 -0.8937354 4 22.2648139 0.46770235 0.42197728 -1.0804409
3.4331808 0.75616525 4 2.72823295 0.46773621 0.49164009 1.10155222

2.46915378 -0.7901696 4 1.20606344 0.46776128 0.47363598 -1.2266648
2.27342774 0.82358274 4 2.33264206 0.46776439 0.45644699 1.04585973
336.087371 -0.8973662 4 360.783318 0.46783153 0.42025279 -1.0780159
3.05007316 -0.8205269 4 3.28973274 0.467961 0.45799832 -1.0444259
2.07008417 0.78106098 4 1.71145523 0.46796521 0.47840819 1.14035434
2.54379636 0.73624938 4 2.08434058 0.46801293 0.50242343 1.11568567
3.23698592 0.77952149 4 2.87846763 0.46802897 0.47921842 1.06720902
1.61525176 0.78037886 4 1.58736108 0.46809825 0.47876706 1.06815527
7.07243249 0.76138488 4 5.4693164 0.46812807 0.48884305 1.10969787
9.08822314 -0.9001966 4 10.9198417 0.46812973 0.41891254 -1.1261925
18.1881205 0.78158233 4 14.679676 0.46813719 0.47813405 1.06663982
2.02464044 -0.8205059 4 3.46145789 0.46818052 0.45800899 -1.1620536
1.15865449 -0.8353599 4 1.46451296 0.46827728 0.45050711 -1.1038862
3.33433219 0.79424343 4 2.73242122 0.46859746 0.47151359 1.08177253
24.3796559 -0.645535 4 18.0725572 0.46861103 0.55374462 -1.1983328
76.8053065 0.73432697 4 53.2523412 0.46861781 0.50347361 1.14683016
1.12361517 -0.7969717 4 1.22702836 0.46865787 0.47009636 -1.0389829
14.3303781 0.84427129 4 16.9370794 0.46870112 0.44605371 1.07498067
1.52392732 0.81804345 4 1.67001763 0.46874423 0.45926216 1.10800679
3.79736111 0.78121337 4 2.39752575 0.46878046 0.47832805 1.1437085
2.57317615 -0.8287961 4 2.65591693 0.46881201 0.45380996 -1.0496632
5.26782873 -0.8081152 4 5.75165798 0.46881331 0.46434217 -1.0317064
5.92613942 0.63968295 4 4.40410478 0.46885528 0.55717782 1.23227524
1.80178329 0.71460927 4 1.73277169 0.46885946 0.51433923 1.23305434
4.68699183 -0.7497138 4 3.23953133 0.46889767 0.49511391 -1.1691502
1.03802663 0.79196804 4 1.14369587 0.46891845 0.47269812 1.10364529
5.1859155 0.99035405 4 27.4460529 0.46894585 0.37806221 1.43377556

2.53381353 0.81347855 4 2.67389488 0.46902254 0.46159242 1.03235928
2.24876685 0.8265556 4 3.08924137 0.46903659 0.45494177 1.09816176
1.09352744 0.79701251 4 1.16921004 0.46905851 0.47007517 1.0719
2.03062235 0.75490078 4 1.58556389 0.46911582 0.4923195 1.10942614
9.43559854 -0.8594379 4 10.0116667 0.46913774 0.43855572 -1.0619462
15.7601462 -0.8874067 4 23.9172572 0.46916326 0.42499708 -1.1683121
1.84083171 0.82153082 4 2.71497584 0.46917569 0.45748821 1.13325977
3.11820445 -0.8392772 4 3.48289889 0.4692688 0.44854511 -1.0579621
3.16051031 0.5643421 4 2.11873057 0.46930486 0.60266344 1.33854702
1.52574558 0.7784557 4 1.43512539 0.46942172 0.47977996 1.09507643
15.9877052 0.56665626 4 12.7367799 0.46942954 0.60123142 1.23074925
5.64802658 -0.9139995 4 6.23074072 0.46950315 0.41242725 -1.1379078
4.26698485 -0.910326 4 5.25632663 0.46951988 0.41414505 -1.1464948
47.8478067 -0.9803893 4 2325.5165 0.46961626 0.38240309 -1.4171935
3.54454405 0.71970322 4 3.28957218 0.46962527 0.51151573 1.13169838
3.4480391 0.69326119 4 2.90658971 0.46967526 0.52629608 1.13256715

10.3253912 -0.7149822 4 7.49056246 0.4697418 0.51413213 -1.1781346



3.7251804 -0.8546889 4 4.68285417 0.46980011 0.44089251 -1.1206335
3.13220585 0.83046513 4 3.98809926 0.46983866 0.45296829 1.08444087
8.71007015 0.75179425 4 6.54097039 0.46985774 0.49399168 1.12671538
14.4402181 -0.8634178 4 25.8924386 0.46987455 0.43660513 -1.1785194
12.7678694 -1.105807 4 178.245002 0.46989962 0.33084114 -1.5728184
20.7471065 0.88392671 4 24.4114892 0.46991922 0.42666518 1.10221169
10.2915396 -0.7723008 4 8.14838562 0.46996601 0.48303272 -1.0973184
1.09255866 -0.8112237 4 1.24463739 0.46998231 0.46274687 -1.104582
23.2432966 1.01960291 4 30.6438607 0.47003213 0.36556721 1.20922072
1.64923006 0.83272375 4 1.97943151 0.47007074 0.45183128 1.08784266
2.97331469 0.75019977 4 2.61418541 0.47009679 0.49485161 1.07915219
1.02202193 0.81457726 4 1.07668646 0.47014184 0.46103071 1.06469494
85.0163451 -0.7017609 4 42.2171534 0.47015472 0.52151154 -1.3112151
2.0924247 0.75681443 4 1.95186275 0.47018757 0.49129155 1.12066699

2.70639877 0.8429183 4 2.94076758 0.47020354 0.44672758 1.06233585
1.03550011 0.80676326 4 1.50563657 0.47023327 0.4650373 1.13063891
37.8161353 0.75901551 4 27.56885 0.47024722 0.49011122 1.10948401
7.63966457 -0.9057404 4 8.75604151 0.47035878 0.41629768 -1.1062172
1.7368713 0.77631119 4 1.39154138 0.47041743 0.48091138 1.10246366

10.7079014 -0.8490878 4 18.0703786 0.47046511 0.44366142 -1.166855
4.21609116 -0.9152898 4 5.3699763 0.47061383 0.41182531 -1.1450464
1.31731507 0.81214652 4 1.03372015 0.47068198 0.46227414 1.11867667
2.3266518 0.8182287 4 3.40831777 0.47088106 0.45916779 1.11121529

96.2353344 0.73186046 4 84.4843697 0.4709299 0.50482341 1.07275951
11.1895671 -0.7491295 4 7.31524981 0.47098367 0.49542946 -1.1734599
5.31820029 0.63541751 4 4.49936356 0.47103557 0.55968941 1.17814729
5.51718274 -0.8667817 4 6.31004884 0.47103787 0.43496195 -1.0973325
21.1669269 -0.9848841 4 27.2845921 0.47104877 0.38043976 -1.1803226
5.94396397 -0.8212435 4 7.47182979 0.47113515 0.45763417 -1.0890979
5.94396397 -0.8212435 4 7.47182979 0.47113515 0.45763417 -1.0890979
5.58348471 0.7536559 4 5.14562223 0.47124225 0.49298907 1.05327231
6.64163053 0.6624466 4 3.15090302 0.47124353 0.54390572 1.37329192
2.67392505 0.81032744 4 3.49592138 0.47125749 0.46320641 1.07759589
1.54007179 0.76065811 4 1.34866581 0.47126977 0.48923178 1.07291078
9.88929105 0.70453205 4 8.61299394 0.47127625 0.51995848 1.11186425
1.06826022 0.79759124 4 1.19958149 0.47132068 0.46977498 1.03396237
3.26754004 0.82749192 4 1.2412234 0.47140762 0.4544685 1.78021616
25.0569981 0.99325183 4 30.7283291 0.4715905 0.37680791 1.17831572
6.91497113 0.76924148 4 5.26016882 0.47160306 0.48465579 1.12224283
3.14448511 -0.7876737 4 2.33024435 0.47163292 0.47493998 -1.1265793
52.2607401 0.72347417 4 50.6521828 0.47166568 0.50943292 1.05451714
2.49535402 -1.0215187 4 5.30191259 0.47168321 0.36476156 -1.3752237
41.1838835 0.60675188 4 21.8560185 0.47169153 0.57676821 1.3848214
4.68340683 0.94199603 4 5.32417472 0.47173121 0.39953098 1.1877655
2.81020249 -0.764956 4 2.6957544 0.47173916 0.4869364 -1.0483656
1.64810729 0.75298128 4 1.447838 0.47178836 0.49335222 1.10414178
6.45077085 0.78273217 4 5.76096241 0.47181413 0.47752985 1.03908173
46.7156485 -0.8180925 4 51.9207461 0.471818 0.45923718 -1.0392286



5.27659096 0.71886597 4 4.91283714 0.47195875 0.51197903 1.09706163
62.8250753 -0.8713815 4 69.1693864 0.47202197 0.43272322 -1.0726893
1.47371436 -0.8103807 4 2.32810162 0.47203661 0.46317907 -1.1486952
2.27325456 0.9150755 4 5.37511094 0.47206681 0.41192525 1.33830478
4.29789331 0.8119441 4 5.87621635 0.472322 0.46237781 1.1125368
12.9812643 0.7668144 4 10.8459862 0.47241802 0.4859464 1.06094973
21.2459441 0.89172896 4 23.2617885 0.47245312 0.42293275 1.09313896
1.01788679 0.81835434 4 1.24420594 0.47247079 0.45910379 1.0875438
6.72614954 0.74838335 4 3.30030173 0.47257381 0.49583263 1.28298128
1.45024177 0.76494762 4 1.29956648 0.47258821 0.48694085 1.10032713
2.33936726 0.74510578 4 1.69562686 0.4726593 0.49760647 1.16009529
25.5397677 0.30815389 4 1.53257827 0.47276586 0.77334562 5.01574389
1.07900172 -0.7797441 4 1.0979052 0.47278537 0.47910121 -1.0636271
9.10253428 0.77387149 4 7.40832162 0.47279218 0.48220103 1.07497546
8.88027691 -0.6957739 4 8.21374009 0.47287381 0.52487835 -1.0926294
12.7378198 0.75994983 4 10.6247318 0.47288798 0.48961084 1.06760021
1.13608923 -0.8032152 4 1.02861462 0.47292366 0.46686557 -1.1031447
4.38388903 0.60139205 4 4.11941636 0.47295698 0.57999988 1.22652607
1.6524707 -0.8185754 4 1.70158319 0.47307316 0.45899123 -1.0837266

16.7723001 -0.9747686 4 22.9607287 0.47314734 0.38487053 -1.1936314
1.12665777 -0.7770124 4 1.30704485 0.47317434 0.48054119 -1.0745471
1.84957708 0.99504998 4 4.17025694 0.47321057 0.3760314 1.4580003
3.1744012 -0.8324729 4 3.32257641 0.47324432 0.45195744 -1.0628141

2.08636852 0.83722523 4 3.31041998 0.4732571 0.44957199 1.22090976
4.98645454 0.77435243 4 3.84555732 0.47341023 0.48194659 1.08432399
13.2354644 0.81142974 4 14.9457655 0.47348957 0.46264131 1.04567518
1.10474581 0.81115321 4 1.37390565 0.47351485 0.46278302 1.08183677
42.5072447 -0.6841715 4 23.6289275 0.4736086 0.53144765 -1.254198
5.97613615 0.47138559 4 5.58198456 0.47364669 0.66192606 1.35962176
5.97613615 0.47138559 4 5.58198456 0.47364669 0.66192606 1.35962176
1.50278496 -0.8163081 4 1.60361466 0.47364717 0.46014694 -1.0658156
1.97094134 0.80777758 4 2.33919319 0.47379676 0.46451568 1.05926546
21.0205934 0.72082955 4 18.013933 0.47387763 0.51089297 1.09689348
2.3053535 -0.7842281 4 1.91354936 0.47390193 0.47674467 -1.0555851

1.62985707 0.75283244 4 1.38357252 0.47394194 0.49343236 1.19349052
3.2290404 -0.8210017 4 4.00914736 0.47396249 0.457757 -1.0737735

1.19345472 0.77414921 4 1.08839603 0.47419654 0.48205409 1.0472719
1.18900701 -0.8164079 4 1.3057919 0.47420585 0.460096 -1.158924
9.61107288 -0.9043095 4 13.0632079 0.47424601 0.41697127 -1.151891
1.46968559 0.84531418 4 1.64884452 0.47429422 0.44553485 1.16477255
3.0049683 -0.8020163 4 3.95963881 0.47429682 0.46748457 -1.1011471

49.9559215 0.71614651 4 39.1200566 0.47436884 0.51348596 1.11913495
17.2019562 0.69872526 4 8.87540056 0.47438982 0.52321669 1.33129788
1.49112489 0.84878941 4 1.71630553 0.47443632 0.44380935 1.14929366
2.30543105 -0.8263992 4 1.14372952 0.47455463 0.45502087 -1.3381443
15.4881435 0.96635816 4 18.8066471 0.4745728 0.38858825 1.1659021
1.84335074 -0.7954717 4 2.00499964 0.47465036 0.47087514 -1.0569732
3.55945579 -0.7356842 4 3.16623219 0.47467387 0.502732 -1.1139242



4.91909175 -0.8418414 4 5.09586918 0.47495491 0.44726454 -1.0606229
6.92529608 0.81826114 4 7.30337974 0.47497657 0.45915126 1.04182609
4.81633123 -0.8060887 4 5.43990093 0.47505953 0.46538447 -1.0552334
10.9653748 -0.860839 4 11.8171784 0.47506806 0.43786822 -1.0683486
3.42868613 0.72252167 4 3.30316186 0.47510733 0.50995843 1.08479796
6.44403904 0.65501251 4 6.27361989 0.47520226 0.54821563 1.13570858
14.6929224 -0.8963144 4 22.383325 0.47530236 0.42075178 -1.1614812

7.887263 0.8267858 4 8.94081871 0.47536721 0.45482537 1.06739475
2.72914183 0.80033562 4 3.23942294 0.47538505 0.46835347 1.06793036
9.07960623 0.66231335 4 8.0771085 0.47539794 0.54398276 1.11367555
5.12842959 -0.7583602 4 3.51151595 0.47547332 0.49046243 -1.1206372
7.95691559 0.72805216 4 6.88097736 0.47557287 0.50691279 1.0757955
2.69873268 0.78272586 4 1.81286734 0.47558858 0.47753317 1.14563502
3.12908163 0.80711791 4 3.54474589 0.4756458 0.46485487 1.05683316
1.0863451 -0.8122765 4 1.06295178 0.4757051 0.46220758 -1.0755784

1.60939794 -0.772401 4 1.47682649 0.47578445 0.48297965 -1.1005757
9.33482923 0.96026954 4 12.1432567 0.47579395 0.39129881 1.20149773
1.57388419 0.85812048 4 2.14503262 0.47584091 0.43920296 1.14897035
7.88513829 -0.9112001 4 8.7520545 0.47594452 0.41373575 -1.1289765
1.21585189 -0.7981266 4 1.0954241 0.47600713 0.46949744 -1.0734497
1.37277278 0.78987238 4 1.27005423 0.47607086 0.47379113 1.05573178
1.82600219 0.80614298 4 2.21218178 0.47607628 0.46535652 1.07528396
4.67978878 -0.778291 4 4.1679569 0.47613843 0.47986675 -1.0409863
1.41286298 0.77166099 4 1.99114287 0.47622443 0.48337181 1.145538
2.1788852 -0.8443652 4 2.42093399 0.47630045 0.44600698 -1.1142424

3.42184304 -0.9078357 4 4.29869453 0.47632283 0.41531293 -1.1482548
6.56341965 -0.6628585 4 4.7652858 0.47634506 0.54366761 -1.1933719
2.12326165 -0.8170041 4 2.19164044 0.47639897 0.4597919 -1.0702451
50.0016344 -0.8796164 4 71.7097601 0.47645734 0.42873871 -1.1405534
1.05710678 0.78589546 4 1.11291269 0.4764822 0.4758707 1.11408495
1.12427096 -0.7801881 4 1.01542383 0.47650747 0.47886747 -1.4733063
5.66631342 0.74537511 4 3.54973581 0.4765141 0.49746053 1.16554392
1.0186094 0.78410777 4 1.00079243 0.47667328 0.4768078 1.06771428
3.4610912 0.7308535 4 3.29487294 0.47679781 0.50537525 1.06841893

1.18403127 0.78227237 4 1.17930118 0.47683796 0.47777139 1.09907821
1.45940323 -0.8519227 4 1.81177927 0.47685029 0.44225824 -1.1291756
18.1050215 -0.7571082 4 15.0854374 0.47703015 0.49113388 -1.0668026
1.41196258 0.80375007 4 1.15003768 0.47708739 0.46658959 1.11766216
1.09974455 0.84764395 4 1.33403605 0.47716126 0.44437749 1.19284692
1.41082963 0.78335475 4 1.23943177 0.47721903 0.47720295 1.0926662
5.58095028 -0.7280581 4 3.50743689 0.47731446 0.50690955 -1.2230435
22.3482406 -0.7625132 4 18.7810245 0.47735489 0.48824004 -1.0553208
1.64393101 -0.8329873 4 1.82272394 0.47741518 0.45169876 -1.1079002
55.4458377 0.54793842 4 14.514895 0.47746959 0.612876 1.86124118
1.04223607 0.75203392 4 1.28160557 0.47751469 0.49386251 1.13112264
1.85570385 0.79660188 4 2.32672692 0.47756314 0.47028826 1.08756949

1.103876 0.80031147 4 1.01520788 0.47766514 0.46836597 1.0701459
14.8767182 0.73435748 4 11.0899798 0.47771615 0.50345693 1.10700548



2.57513272 -0.8234234 4 3.55097163 0.47771789 0.45652778 -2.1812873
2.99641375 -0.8466499 4 3.22833542 0.47772608 0.44487102 -1.1091521
15.6409742 -0.8762282 4 23.7646804 0.47776988 0.43037446 -1.1501249
5.15457326 -0.8205923 4 7.46004773 0.47777406 0.4579651 -1.1322793
14.0448935 0.75864678 4 10.9644164 0.4778352 0.4903088 1.07630836
247.315006 -0.3670089 4 151.91323 0.47784636 0.73220386 -1.4789264
94.502347 -0.5661102 4 31.9478807 0.47786844 0.6015691 -1.6044967

2.18008344 -0.9021776 4 2.57801702 0.47794593 0.41797661 -1.2368534
2.36209043 0.66053277 4 2.06181588 0.47794938 0.54501298 1.21254351
1.22131834 0.76399138 4 1.17128693 0.47797798 0.48745085 1.1343876
1.70972127 0.87436869 4 3.71808677 0.47806606 0.43127436 1.27062125
2.66446398 0.83892507 4 3.26231931 0.47808375 0.44872119 1.10651578
7.48104669 1.09028436 4 12.1838447 0.47823115 0.33686645 1.37227604
1.8605464 -0.70438 4 1.74035164 0.47826808 0.5200436 -1.192979
2.839749 0.73255182 4 2.06415839 0.47830429 0.50444479 1.24006905

4.39965252 -0.7482108 4 4.22709066 0.47836303 0.49592589 -1.0377075
48.7752556 1.03671242 4 60.4278758 0.47837308 0.35842726 1.221307
2.18513932 -0.7142966 4 1.78748967 0.47846192 0.51451292 -1.147679
9.49245236 -0.7104459 4 8.5866887 0.47848671 0.51665539 -1.0903302
100.546247 -0.6594681 4 74.1533579 0.47866136 0.54562966 -1.1686863
1.08416432 0.81325527 4 1.11190592 0.47866737 0.46170664 1.09636198
2.19675739 -0.8883375 4 2.9224198 0.47868256 0.42455184 -1.2745645
4.40988006 0.65178693 4 4.00946408 0.47871727 0.55009305 1.16468908
1.89296008 -0.8009341 4 2.29235614 0.47872527 0.46804392 -1.0639514
10.378288 0.72614332 4 8.90613205 0.47879168 0.50796246 1.07268908

2.74685842 -0.8299795 4 3.78029801 0.47880407 0.45321308 -1.1672111
4.09423917 -0.8120103 4 4.95519183 0.47882702 0.46234392 -1.0734901
4.01671604 -0.8209136 4 6.95599743 0.47883015 0.45780177 -1.1460613
1.15901595 -0.9917164 4 2.44125201 0.47917562 0.37747207 -1.8555542
2.45403594 0.70734147 4 1.87193648 0.47919281 0.51838741 1.13875412
6.11636231 0.81017721 4 7.83510127 0.47928882 0.46328346 1.07490833
15.4382073 0.74998966 4 12.6594901 0.47943955 0.49496501 1.07456647
1.35247491 0.72755625 4 1.44631952 0.47945053 0.50718533 1.28158861
1.68320468 0.68858854 4 1.07372214 0.47949319 0.5289398 1.23643967
1.95126163 0.74518524 4 1.77624966 0.47952364 0.49756341 1.05605293
12.1808766 0.69216668 4 9.36338331 0.47960618 0.52691449 1.12741304
1.2991649 0.82619487 4 1.50688303 0.4796214 0.4551242 1.11804787

33.8653203 0.71273743 4 24.7067803 0.4798521 0.51537963 1.12433552
2.28629946 0.76998015 4 1.91395731 0.47989869 0.48426351 1.05512033
9.68589337 -0.8001439 4 10.3788777 0.47990993 0.46845267 -1.0358607
2.10719837 -0.7898314 4 2.50473507 0.47993019 0.47381253 -1.0918984
3.41451722 0.82782487 4 4.04233741 0.48001435 0.45430031 1.09023637
2.95423182 0.67489474 4 2.32126031 0.48005694 0.53674235 1.18693301
2.44555447 -0.8017349 4 3.62938261 0.48009702 0.46762997 -1.1580923
71.0532194 0.59878652 4 26.8450377 0.48017602 0.58157518 1.55245355
10.1989615 -0.9906009 4 13.360218 0.48025136 0.37795523 -1.2054624
9.92945309 0.57841392 4 4.37584673 0.48026859 0.59398934 1.61075152
3.0980533 0.71078291 4 2.9633007 0.48027477 0.51646763 1.10647526



8.38736571 0.85042875 4 19.116777 0.48049408 0.44299726 1.22903033
1.6200807 -0.7774928 4 1.78221586 0.48057146 0.48028774 -1.0297433
13.613522 -0.6636035 4 9.04546087 0.48066141 0.54323715 -1.2437184

2.52740944 0.70675002 4 2.47403454 0.48083456 0.51871787 1.11873577
1.75492089 0.87622139 4 2.43558452 0.48083738 0.43037776 1.22453747
1.69641753 0.75418587 4 1.34924824 0.48090523 0.49270394 1.08949125
10.7141395 0.81064279 4 11.0495285 0.48092432 0.46304469 1.02960853
1.22128406 0.79711482 4 1.02100712 0.48102216 0.4700221 1.113332
2.44278621 -0.8159754 4 5.39452038 0.48105062 0.46031671 -1.2620138
1.11705098 0.74368048 4 1.14449964 0.48113898 0.49837934 1.11485309
12.604182 0.7364388 4 11.0096599 0.48115998 0.50232004 1.0572778

1.13100753 0.78079997 4 1.30957194 0.481172 0.47854549 1.13893424
2.91920665 -0.8552942 4 3.76397425 0.48120031 0.4405941 -1.1835924
1.20095793 0.77053536 4 1.00429949 0.48122436 0.48396883 1.0574962
1.12509182 0.7917658 4 1.09073228 0.4812371 0.47280352 1.07778218
1.94098867 -0.7488209 4 1.81212867 0.48130104 0.49559617 -1.0494438
1.02284406 -0.788143 4 1.18362531 0.48138576 0.47469459 -1.0846992
6.2430166 0.64974639 4 5.92976304 0.4814501 0.55128303 1.13245729

10.1463086 0.89860135 4 11.3674948 0.48152526 0.4196675 1.11234765
5.46784755 -0.9931 4 232.538748 0.4815253 0.37687355 -1.4701243
8.06715172 -0.7243879 4 4.19542764 0.48157696 0.50892919 -1.2334395
118.954515 -0.6003291 4 48.5841225 0.48158533 0.58064217 -1.4888992
2.26803465 -0.8032099 4 2.3594951 0.48159489 0.46686829 -1.0546717
6.07532291 0.7207176 4 3.76400991 0.48162119 0.51095485 1.19095693
12.4383141 0.85979369 4 15.6566584 0.48175437 0.43838106 1.10765312
16.2294948 -0.8139252 4 20.8319899 0.48178778 0.46136402 -1.0797445
6.18841144 0.74882907 4 4.40805261 0.48178972 0.49559176 1.13129864
134.560553 0.67419653 4 107.077043 0.48184011 0.53714236 1.12913137
1.78553961 -0.8484395 4 2.09776966 0.48190742 0.44398286 -1.2121149
1.69229274 0.80526615 4 1.80714966 0.48200487 0.46580805 1.07871457
2.12575413 0.72792202 4 2.05312984 0.48201031 0.5069843 1.10747953
1.09378774 0.72576191 4 1.92976182 0.4820258 0.50817239 1.33978432
26.8088861 0.71370651 4 23.470024 0.4821073 0.5148408 1.07691334
3.07127214 -0.7335551 4 2.62185247 0.48216743 0.50389573 -1.0866229
1.04675241 -0.8101935 4 1.2607754 0.48220616 0.4632751 -1.1848448
2.56594225 0.73962187 4 2.26335454 0.48221496 0.50058505 1.09128936
10.2963977 -1.0110259 4 15.4381118 0.48222228 0.36919334 -1.2568811
4.5359735 0.75711694 4 3.57329337 0.48228528 0.4911292 1.0779264

2.16738189 0.74251467 4 1.7846398 0.48229701 0.49901217 1.09416679
7.63148285 -1.0600631 4 117.653971 0.48231618 0.3488822 -1.5352375
3.5322346 0.8163322 4 4.10045362 0.4823269 0.46013462 1.06550664

9.05617967 -0.7297257 4 6.53993016 0.48235628 0.50599382 -1.1236495
245.939437 0.69501304 4 210.796704 0.4824066 0.52530737 1.08983866
1.00295936 -0.7508193 4 1.24542846 0.48242623 0.49451738 -1.136498
13.0045193 -1.1121207 4 23.9285581 0.4824673 0.32841853 -1.3938964
1.13169071 0.77976423 4 1.16272632 0.48249429 0.4790906 1.07798811
2.01192733 -0.7819254 4 1.61997795 0.48249675 0.47795374 -1.0970268
9.83155022 0.70072729 4 7.96375083 0.48250722 0.52209168 1.10760554



2.70903929 -0.7705506 4 1.8757355 0.48255552 0.48396074 -1.1439673
2.45071051 0.67977386 4 1.313094 0.48255946 0.53395293 1.29184535
9.13218903 0.74576086 4 8.58427969 0.48257364 0.49725155 1.03199053
5.52762885 1.22671684 4 16.6003662 0.48262641 0.28719775 1.53979464
3.5110224 -0.8717799 4 6.31819694 0.48270266 0.43252974 -1.2458506

1.01023883 0.7660865 4 1.45186437 0.48273096 0.48633397 1.12168303
12.6775931 0.60982023 4 12.2881241 0.48273693 0.57492359 1.14100218
6.37518892 0.72803307 4 6.01541573 0.48284844 0.50692328 1.04719499
21.6092707 0.69165764 4 17.714037 0.48286111 0.52720228 1.10134148
16.2329688 0.8588288 4 17.6340098 0.48288142 0.43885487 1.0728744
4.81909708 0.73283989 4 4.53733474 0.48294428 0.50428709 1.04697392
4.81909708 0.73283989 4 4.53733474 0.48294428 0.50428709 1.04697392
2.35739483 0.80330302 4 3.35017739 0.48296243 0.46682023 1.12065327
8.5891631 -0.7290906 4 8.07801903 0.48305607 0.50634245 -1.0460099

2.05078715 0.76989786 4 1.13814381 0.48305655 0.4843072 1.18530567
21.9445619 -0.8249926 4 22.7276634 0.48312851 0.45573266 -1.0449745
25.8979415 0.75038887 4 21.4371174 0.48314609 0.49474957 1.06041013
4.20547684 0.6571053 4 3.08183055 0.483164 0.54699992 1.17229745
2.73594778 0.81128643 4 3.64244663 0.48335803 0.46271475 1.09992984
52.0960264 -0.873205 4 56.3737914 0.48337826 0.4318383 -1.0850314
7.80590801 -0.898825 4 8.68890078 0.48338037 0.41956158 -1.1234693
2.61167255 0.74496533 4 1.63280701 0.48352664 0.49768259 1.14941907
5.7349575 0.89785512 4 6.40325336 0.48354304 0.42002104 1.1439627

24.3177126 -0.7210202 4 18.4337233 0.48354388 0.51078764 -1.1022228
2.14675613 0.75100187 4 1.97395294 0.48354514 0.49441888 1.05406359
17.748767 0.73292387 4 15.7017704 0.48355598 0.50424112 1.06228463
4.0482048 0.75546137 4 3.14780993 0.48358542 0.4920182 1.08427482

2.62047315 -0.707312 4 2.23971244 0.4836399 0.51840386 -1.1174506
1.13720183 -0.8020808 4 1.32069189 0.48364463 0.46745125 -1.0757911
1.02954876 0.77646474 4 1.20492 0.4836502 0.4808303 1.05277216
32.087004 -0.8221213 4 39.6700315 0.48365386 0.45718837 -1.0776391

31.1582489 0.73659914 4 23.9135287 0.48374263 0.50223254 1.09360314
18.5309675 -0.7228636 4 15.6836893 0.48374673 0.50976974 -1.0704183
16.9085345 0.64293784 4 11.7150742 0.48375122 0.55526649 1.22562656
1.28459791 0.78233496 4 1.4484015 0.48379935 0.4777385 1.09114237
9.55091562 0.71193131 4 8.535005 0.48388789 0.51582816 1.06706169
14.0230939 0.75422427 4 11.9807987 0.48395349 0.49268328 1.049141
1.50046658 -0.7854133 4 1.29728709 0.4839623 0.4761233 -1.0726533
39.8027857 0.71046758 4 34.9510722 0.48396653 0.51664331 1.06783574
5.33610577 0.75431347 4 4.34200634 0.48405949 0.4926353 1.06350744
5.33610577 0.75431347 4 4.34200634 0.48405949 0.4926353 1.06350744
3.2068441 -0.7336234 4 2.61408075 0.48407362 0.50385837 -1.0796089

8.67020184 0.78429873 4 9.93590677 0.48407689 0.47670763 1.0447495
1.98840362 -0.7407546 4 1.47158066 0.48409926 0.49996871 -1.1079878
97.5828307 -0.8046405 4 108.694033 0.48415275 0.46613043 -1.0443986
7.05048153 0.70583056 4 6.81048539 0.48425078 0.5192319 1.06024252
3.33369149 -0.6313087 4 3.19503534 0.48429598 0.56211611 -1.1836767
15.9530595 -0.8507375 4 17.4748548 0.48449381 0.44284444 -1.0705279



1.06314247 -0.7753963 4 1.01266579 0.48450167 0.48139469 -1.0746606
1.29752914 -0.7452098 4 1.1984407 0.48466465 0.49755011 -1.1680341
5.39553089 -0.529667 4 3.97225233 0.48480101 0.6243776 -1.2734651
14.424938 0.73822473 4 11.3479723 0.48483378 0.50134604 1.08592334

3.03482816 0.76119981 4 2.41260689 0.48487747 0.48894202 1.09699407
1.65376718 0.78622069 4 1.67584839 0.48497527 0.47570037 1.05142868
3.61938932 -0.7429419 4 2.82575407 0.48500922 0.49878017 -1.1234337
3.79993053 0.8439022 4 4.25647872 0.48509681 0.44623746 1.08861977
4.06748305 -0.8152731 4 5.88827328 0.48521391 0.46067523 -1.1402172
1.11914951 0.77723069 4 1.28075012 0.48530299 0.48042601 1.04565424
1.3942632 0.70580093 4 1.16000416 0.48532755 0.51924847 1.23360228

7.59654693 0.80532211 4 10.747679 0.4853276 0.46577922 1.10943475
1.72578634 0.77345293 4 2.00039962 0.48544794 0.48242255 1.0851594
3.11268194 0.76175183 4 2.40647047 0.48546199 0.48864687 1.12269527
131.826466 0.68950592 4 117.665721 0.48551457 0.52842001 1.07654875
2.36503163 -0.7364828 4 1.28715817 0.48553983 0.50229602 -1.2207136
3.10239241 0.75889392 4 2.48443794 0.48554036 0.49017637 1.10964332
2.70273197 -0.8604242 4 4.88720848 0.48556861 0.43807166 -1.201226
36.2058791 0.63613534 4 29.9918691 0.4856265 0.55926619 1.13208081
12.9179363 -0.8285083 4 23.6727032 0.48567626 0.45395524 -1.1773111
1.12852806 0.78204044 4 1.11211373 0.48568387 0.47789326 1.08597915
11.4442051 0.53067408 4 8.16390148 0.48571612 0.62374024 1.27036656
3.61220687 0.68700756 4 2.45697848 0.48573623 0.52983646 1.17358167
12.6212227 0.70266298 4 6.59815205 0.4857483 0.52100561 1.22831335

133.9946 -0.6275907 4 119.492998 0.4858937 0.56431815 -1.1220316
1.25408941 0.75798682 4 1.09417744 0.48605236 0.49066259 1.05422552
5.85598725 0.94857743 4 6.74121291 0.48606059 0.39654927 1.19831083
3.38677763 -0.8661297 4 3.84294627 0.48608384 0.43528003 -1.1252528
3.38677763 -0.8661297 4 3.84294627 0.48608384 0.43528003 -1.1252528
1.00267298 -0.7825536 4 1.23750227 0.48608618 0.47762366 -1.0749408
3.12510594 0.75078645 4 2.43345905 0.48612473 0.49453507 1.09009765
4.56589014 -0.6566907 4 3.72794267 0.48624107 0.54724059 -1.1389974
1.7861409 -0.7518096 4 1.43261935 0.48626422 0.49398341 -1.0802016

8.77837141 -0.7351164 4 6.8122879 0.48629828 0.50304217 -1.1048858
2.3913294 0.85563777 4 2.6109119 0.48631072 0.44042479 1.15061536
2.7554172 -0.8236347 4 4.44608076 0.48632178 0.45642066 -1.1487423

12.2453181 0.71197803 4 8.52090899 0.48646153 0.51580215 1.13325063
1.04193552 0.76091371 4 1.36676979 0.48650468 0.48909504 1.1042435
2.69743886 -0.8424178 4 2.96343436 0.48652066 0.44697707 -1.1085461
8.0938056 -0.8085951 4 12.2784311 0.48655711 0.46409557 -1.1334634

1.07953893 0.77594268 4 1.02440994 0.48661347 0.481106 1.13538762
5.57397019 0.80534625 4 6.94055133 0.48662446 0.46576679 1.08453416
133.172624 -0.7927983 4 169.085042 0.4866796 0.47226565 -1.0672382
58.3064257 -0.7002726 4 38.9980328 0.48668551 0.52234704 -1.1488281
121.961274 1.0042353 4 174.114916 0.48670496 0.37208649 1.23435424
9.11966534 -0.72466 4 6.63948444 0.48679393 0.50877926 -1.1397241
2.71634586 -0.7503864 4 2.06863153 0.48680823 0.49475088 -1.1349695
1.5893091 -0.7694825 4 1.8329069 0.48690361 0.48452774 -1.0887837



14.4491973 -0.69704 4 8.55430449 0.48691031 0.52416505 -1.2082017
2.66026706 0.65776468 4 2.41755354 0.48696669 0.54661728 1.1657798
1.08815405 -0.7945506 4 1.33915563 0.48698766 0.47135387 -1.0979483
1.83285393 0.77670231 4 1.02013553 0.48699203 0.48070487 1.19992152
5.75951184 0.71489212 4 4.94456683 0.48701588 0.51418215 1.09330537
10.9820349 0.70540146 4 6.24926409 0.48707253 0.51947192 1.2216935
1.55851171 0.76792722 4 1.33711825 0.48727646 0.48535432 1.05722262
17.4140698 0.70748857 4 11.6626423 0.4873066 0.51830524 1.16365466
46.0559186 0.58546639 4 32.0188334 0.48736597 0.58967251 1.24828638
6.00198724 0.63237649 4 5.03899999 0.48738383 0.56148476 1.15345105
1.35474175 0.76735962 4 1.93351526 0.487479 0.48565625 1.13257134
2.74258243 0.74113858 4 1.56263512 0.48748284 0.49975992 1.17240839
1.70025122 0.73513316 4 1.20989456 0.48750878 0.503033 1.15261138
44.9925932 0.64962133 4 33.510064 0.48755981 0.55135602 1.16544801
2.50204062 0.69840011 4 2.13865104 0.48762358 0.52339957 1.09750377
588.203971 -0.8395105 4 648.248004 0.48780397 0.44842848 -1.0683227
1.65367536 -0.8116873 4 2.13139914 0.48788167 0.46250934 -1.1266553
10.6576864 0.71302215 4 6.42508221 0.48788867 0.51522127 1.18043545
3.19189827 0.73873073 4 2.29408896 0.48790202 0.50107033 1.18184437
298.774199 -0.8120075 4 392.70532 0.48790428 0.46234531 -1.0877556
14.7920549 0.79283827 4 16.8368814 0.48796461 0.47224482 1.04667281
14.7920549 0.79283827 4 16.8368814 0.48796461 0.47224482 1.04667281
14.7920549 0.79283827 4 16.8368814 0.48796461 0.47224482 1.04667281
3.37034207 0.49408289 4 2.49330622 0.48798099 0.6471503 1.37501952
5.96140584 0.74083014 4 4.62620913 0.48799605 0.49992764 1.10791863
5.09436256 0.67341909 4 3.98612929 0.48802127 0.53758801 1.13014155
1.26773275 0.76448329 4 1.57072198 0.48809132 0.48718844 1.07838277
2.47684875 -0.7883048 4 4.11353205 0.48809864 0.47461001 -1.1747069
6.44176542 0.63900487 4 5.50478183 0.48814854 0.55757658 1.17428053
7.74428495 0.74190663 4 6.10636394 0.48815504 0.49934247 1.07028352

3.361018 -0.6631953 4 2.93666436 0.48815823 0.54347298 -1.1246938
5.83957014 -0.8153218 4 7.424344 0.48824492 0.46065037 -1.1103425
5.82133172 -0.8070921 4 7.54708533 0.48834385 0.46486812 -1.0872401
1.12426803 0.75274809 4 1.04760925 0.48834645 0.49347779 1.04891636
2.45037642 -0.8407089 4 3.19587563 0.48846647 0.44782973 -1.1311712
1.06783765 -0.7558959 4 1.25160062 0.4884811 0.49178473 -1.0982325
5.06656908 -0.8363035 4 5.70305796 0.48855356 0.45003389 -1.0941364
1.7125977 0.74917913 4 1.41951252 0.48869546 0.49540266 1.06173919

3.03136846 -0.7774031 4 3.95297214 0.48879859 0.48033505 -1.0943925
4.03087022 0.72691062 4 3.34597371 0.4888136 0.50754033 1.10740214
2.84324975 -0.7884139 4 3.16018417 0.48889958 0.47455295 -1.069057
7.18098669 -0.6813845 4 5.06752353 0.48901618 0.53303442 -1.1516499
6.74095063 -0.8075793 4 10.9981583 0.489024 0.46461762 -1.1518014
4.28316277 0.73743302 4 2.87139226 0.48917253 0.50177764 1.14142683
6.2152288 0.74641223 4 5.32451135 0.48928734 0.49689884 1.04942176

1.38141713 0.74669113 4 1.16519263 0.48932803 0.49674787 1.08189833
9.76728129 -0.6511107 4 9.54379013 0.4893456 0.5504872 -1.0939887
14.2375431 0.78576041 4 16.9774261 0.48934577 0.47594144 1.05263033



1.14206839 0.76183704 4 1.20966093 0.48935882 0.48860132 1.04064918
1.63829279 -0.7791 4 2.16566321 0.48938818 0.47944043 -1.0894008
45.0865448 -0.619754 4 20.9078118 0.48941378 0.56897867 -1.3840477
1.39960587 0.75951533 4 1.05091173 0.48945319 0.48984349 1.11623872
9.01629315 -0.712271 4 5.865173 0.48947674 0.51563909 -1.1459586
1.39176943 0.7539045 4 1.21440115 0.48962834 0.4928553 1.04274768
3.59373957 0.74928196 4 3.25502461 0.48964138 0.49534712 1.04795492
8.17183028 0.733127 4 6.86849028 0.48968977 0.50412995 1.0763538
11.1661419 0.52543792 4 10.1234754 0.48974669 0.62705848 1.21421701
9.9509898 0.73437156 4 7.87120169 0.48978237 0.50344923 1.08354834

2.22933323 0.6923934 4 1.51586867 0.48983605 0.52678635 1.16843851
61.1108935 0.66858949 4 59.5493507 0.48992398 0.54036237 1.06602304
3.61057318 -0.7814324 4 5.01599728 0.48996364 0.47821289 -1.1022228
1.31531395 0.7491786 4 1.81876448 0.48999562 0.49540295 1.14761627
3.59070546 -0.8358787 4 5.01837891 0.49002885 0.45024684 -1.1307688
2.34514321 -0.8143469 4 3.1736489 0.49007541 0.46114845 -1.1623751
6.03453481 -0.8234239 4 6.22772682 0.49016726 0.4565275 -1.0664253
3.60480525 0.88305791 4 4.44402419 0.4902102 0.42708247 1.15592968
10.1778691 0.72155489 4 8.41860994 0.49030172 0.51049222 1.08561031
2.14098252 0.77074847 4 2.92086034 0.49035076 0.48385576 1.10759558
1.94832434 -0.8341243 4 2.20751363 0.49037927 0.45112738 -1.1690421
98.4401254 -0.7862473 4 118.241931 0.49038128 0.47568641 -1.0580404
6.41736534 -0.5268789 4 4.93872618 0.49062783 0.62614425 -1.2554188
2.28712834 0.76243988 4 2.38358704 0.49081632 0.48827918 1.02091245
1.23771876 0.76477934 4 1.74397283 0.49087289 0.48703057 1.09456463
1.66011919 0.76647094 4 1.02652893 0.4908741 0.48612925 1.15832151
1.0894305 0.76093815 4 1.17550844 0.49095919 0.48908197 1.03781673

1.68207013 0.79985384 4 1.83611522 0.49104939 0.46860278 1.08590432
30.3459756 -0.8725594 4 33.0035465 0.49118067 0.43215143 -1.0910042
40.9139403 0.71740072 4 34.9784315 0.49121544 0.51279056 1.06194706
3.06311828 0.77937908 4 3.16962517 0.49130145 0.47929342 1.0331988
1.40539941 0.77657246 4 1.51789129 0.49136126 0.48077342 1.10836777
3.93456322 0.48360511 4 3.52625525 0.49145466 0.65394748 1.3178487
12.9131898 -0.7959139 4 14.8795429 0.4915072 0.47064544 -1.057332
1.33319316 -0.7986355 4 1.79723841 0.4915424 0.4692337 -1.1493488
7.43715681 0.66881372 4 6.3148813 0.4915762 0.54023334 1.09961117
11.7694041 0.71527636 4 8.2734536 0.49161557 0.51396882 1.1133726
1.72267768 -0.7779277 4 3.73370224 0.49178828 0.48005831 -1.2785263
2.50319263 -0.7731881 4 3.41171663 0.49182816 0.48256276 -1.1070693
1139.14742 0.66440833 4 1040.86085 0.49194212 0.54277238 1.07731441
1.60579489 0.75715706 4 1.7592612 0.49202081 0.49110768 1.02895054
42.7758348 -0.6960898 4 29.1213805 0.49206029 0.52470034 -1.1537316
1.07179079 -0.7602122 4 1.1725323 0.49210572 0.48947041 -1.0325601
1.65137643 0.71329416 4 1.61834631 0.49215296 0.51507003 1.11830034
12.8809228 0.53018497 4 10.2634401 0.49220057 0.62404974 1.24619771
13.2461916 0.84831707 4 26.3071007 0.49221407 0.44404356 1.18929783
30.4955583 0.63117405 4 28.4891472 0.49223139 0.56219573 1.09702754
4.0798462 0.54014208 4 3.39926427 0.49238305 0.61776755 1.26056135



5.8144379 0.68662632 4 3.72837621 0.49250773 0.53005284 1.2593822
1.49604238 0.80600156 4 2.30025412 0.49251741 0.46542932 1.45171799

4.62522 0.67883101 4 3.20441337 0.49253413 0.53449116 1.15034492
4.01801678 0.80057383 4 4.51574512 0.49257106 0.46823025 1.05863057
50.9818126 0.71850408 4 40.2062007 0.49259965 0.51217937 1.08510898
2.83488767 -0.7646472 4 3.20077723 0.49265105 0.48710103 -1.0408422
6.15614027 -0.6269116 4 5.45494122 0.49271389 0.564721 -1.1518306
3.0239252 0.62893873 4 2.22383404 0.49274135 0.56351906 1.1883854

1.63100727 0.74590952 4 1.14822612 0.49278766 0.49717104 1.11270938
1.41489395 0.74279605 4 1.03852774 0.49295243 0.49885938 1.09629542
1.86591882 0.74495705 4 1.39397022 0.49300337 0.49768708 1.08235547
144.478993 0.65183624 4 105.438075 0.49306091 0.55006431 1.14690984
17.1625642 0.65231818 4 13.7070051 0.4930716 0.54978353 1.11885638
1.3185412 0.79386469 4 1.48588253 0.49319351 0.4717106 1.14395823

11.4912174 0.53483063 4 9.02398379 0.49321019 0.62111382 1.21311681
3.05962854 -0.7082797 4 2.80769829 0.49322419 0.51786353 -1.0645921
1.62458377 -0.7852513 4 3.50794093 0.49327766 0.47620818 -1.2850418
1.15108707 0.75340777 4 1.42444269 0.49334046 0.49312262 1.16514863
5.05098195 -0.6856966 4 4.86742574 0.49341445 0.53058079 -1.073918
1.03301176 -0.7637143 4 1.32218791 0.49348837 0.48759872 -1.0829225
3.38158594 0.73058603 4 2.13096427 0.4934954 0.5055219 1.15242608
1.72226022 -0.7526701 4 1.25601261 0.49351317 0.49351982 -1.1436995
4.33150407 0.73420753 4 3.42074169 0.49355296 0.50353891 1.06899388
2.2137412 -0.7570206 4 2.66164365 0.49359227 0.49118088 -1.0783402

1.91326206 0.71994541 4 1.61763912 0.49359434 0.51138178 1.11394773
1071.91053 -0.8553054 4 1357.68229 0.49368202 0.44058858 -1.1136818
1.08982648 -0.7594463 4 1.3079019 0.49374727 0.48988046 -1.0882483
18.6494226 -0.6842587 4 10.6275726 0.49376697 0.53139804 -1.1977702
2.48378485 -0.7961458 4 2.57020311 0.49378931 0.47052501 -1.0775517
1.21168496 -0.7535486 4 1.01264321 0.49380351 0.4930468 -1.0533308
5.06336734 0.91627453 4 11.060162 0.49384333 0.41136642 1.27688758
14.902747 -0.8100465 4 26.274204 0.49388371 0.46335053 -1.1456254

9.38709342 0.67133767 4 8.61347205 0.49397842 0.53878244 1.07365585
5.08682786 0.66319671 4 4.19842952 0.49399722 0.54347217 1.14740492
5.08682786 0.66319671 4 4.19842952 0.49399722 0.54347217 1.14740492
2.10970807 0.74461061 4 1.79592348 0.49400672 0.49787487 1.0821802
1.28981264 0.69289073 4 1.08526708 0.4940105 0.52650534 1.31931978
3.43475707 0.74061034 4 3.05636773 0.49403116 0.50004718 1.03644773
39.2733301 0.42120336 4 7.52265358 0.49408275 0.69525442 2.04399022
1.25633109 -0.7108378 4 1.04092879 0.49408818 0.51643705 -1.1520291
38.4132764 0.72035273 4 30.8984925 0.49410965 0.51115655 1.07756765
1.19502443 -0.8281744 4 1.24763677 0.49413557 0.45412381 -1.231121
2.96199432 -0.6763822 4 2.53854115 0.49424697 0.53589086 -1.1140332
1.24588832 0.73736911 4 1.04423106 0.49424979 0.50181249 1.09934558
2.59223466 0.71482371 4 2.00068437 0.49427015 0.51422014 1.11513475
1.52406396 -0.760616 4 1.35018849 0.49429713 0.48925432 -1.0568136
2.88442713 0.73205659 4 1.94248901 0.4943226 0.50471598 1.12950646
2.5043247 0.85609329 4 6.60970417 0.49435503 0.44020041 1.2825101



1.75218914 0.74523981 4 1.4793149 0.49438251 0.49753384 1.05276143
2.25045085 -0.8280738 4 2.67464348 0.49440223 0.45417457 -1.1067482
1.19491585 -0.7390732 4 1.30018322 0.49443488 0.5008838 -1.1496008
3.48590772 0.75707803 4 3.84473537 0.49443904 0.49115009 1.03782181
3.23600348 0.79307259 4 3.62552382 0.49465374 0.47212282 1.06732561
54.0476594 0.51736719 4 45.1046477 0.49467829 0.63219396 1.19843349
10.3932995 -0.9167812 4 13.5571334 0.49469797 0.41113047 -1.166083
7.53846847 -0.8271483 4 12.1635235 0.49472381 0.45464215 -1.1685706
1.44379165 -0.7589876 4 1.18912387 0.49473702 0.49012619 -1.0813025
21.9090139 0.68357299 4 15.6438376 0.49479748 0.53178812 1.12788671
1.67186284 0.73592977 4 1.40166446 0.49480088 0.50259791 1.17600031
7.85231692 -0.7993294 4 12.5271159 0.4948539 0.46887429 -1.1382986
41.3910315 0.72194721 4 33.5866391 0.49485553 0.51027556 1.06624907
13.6980376 -0.8293934 4 20.5157516 0.4948601 0.45350863 -1.1361676
9.6254405 -0.8338089 4 10.2288122 0.49494008 0.45128584 -1.0753656

1.10660792 0.75874436 4 1.85151689 0.49496083 0.49025651 1.24862966
2.88905568 -0.7732977 4 3.63928326 0.49497946 0.48250471 -1.0753799
1.34088796 -0.7563057 4 1.19811642 0.49498325 0.49156466 -1.0738901
1.3436742 0.74118445 4 1.25550594 0.49499304 0.49973498 1.07760094

17.3048182 -0.1457812 4 34.2208753 0.4950261 0.8911455 1.59601443
1.57274512 -0.7406323 4 1.08674478 0.49504655 0.50003521 -1.1422519
155.752624 -0.855458 4 231.483037 0.49517352 0.44051338 -1.1448822
1.53424796 -0.739107 4 1.472467 0.49520335 0.50086537 -1.0356167
1.24155341 0.75340073 4 1.26865562 0.49525002 0.49312641 1.12390776
1.92794366 0.72460441 4 1.39590576 0.49529517 0.50880988 1.10892467
28.7916453 -0.8110195 4 39.896399 0.49532448 0.46285157 -1.1037849
4.00213756 -0.7018488 4 2.75481208 0.49533694 0.5214622 -1.1690561
1.96460796 -0.6795641 4 1.684508 0.49537442 0.53407266 -1.1242715
1.13655966 0.76710471 4 1.52343232 0.49543072 0.48579188 1.12186575
5.81679975 1.00543084 4 11.298151 0.49543963 0.3715757 1.31569893
1.40683287 0.75974114 4 1.45404323 0.49547391 0.48972257 1.04828852
1.05243726 0.77629215 4 1.1576559 0.49549407 0.48092143 1.18350472
1.3551579 0.7165947 4 1.14183041 0.49558855 0.51323738 1.08767013

25.1407726 0.71948123 4 20.4713403 0.49559217 0.51163854 1.07142184
25.1407726 0.71948123 4 20.4713403 0.49559217 0.51163854 1.07142184
1.83682292 0.71128084 4 1.72585779 0.49580418 0.51619029 1.07316529
2.91904297 0.7776374 4 3.75334103 0.49586879 0.48021144 1.10471246
1.77750954 -0.7471526 4 2.23641478 0.49594718 0.49649818 -1.0999995
3.91132459 0.70443693 4 3.62948594 0.49595067 0.52001173 1.06401744
2.21194284 -0.8066172 4 2.48304957 0.49599422 0.46511247 -1.0842203
4.04504014 0.6386899 4 3.40398845 0.49601012 0.55776187 1.12637022
15.171684 0.78485623 4 17.7313878 0.49601676 0.47641529 1.06142859

2.16436061 -0.7919757 4 2.68993997 0.49602817 0.47269411 -1.1050929
1.52698654 -0.7448309 4 1.37189549 0.49603186 0.49775544 -1.0602989
3.02351905 0.72689935 4 2.62820463 0.49603805 0.50754653 1.08080335
2.62118363 -0.8481703 4 2.85501739 0.49606483 0.44411636 -1.1539536
1.11645681 -0.754782 4 1.61997735 0.49610873 0.49238336 -1.1014431
1.50515405 0.74611592 4 1.18460852 0.49615667 0.49705926 1.06674323



1.49560818 -0.8611174 4 2.7438116 0.49624301 0.43773171 -1.3895624
1.30003779 -0.75704 4 1.15152259 0.49628179 0.49117051 -1.0793252
5.05349656 0.71875894 4 4.74813345 0.49628504 0.51203827 1.04322433
283.720832 0.71072166 4 226.173112 0.49641943 0.51650175 1.0796114
49.2586129 0.69283803 4 47.6222717 0.49644812 0.52653511 1.04341733
3.52272762 0.7200065 4 2.38746728 0.4964712 0.51134799 1.11789571
9.59996034 0.57686656 4 7.81729537 0.49663156 0.5949392 1.16761154
27.6372248 0.5954231 4 24.5010521 0.49663719 0.58361288 1.13663671
4.53557536 -0.906845 4 5.73425683 0.49666837 0.41577827 -1.2024905
1.69496971 -0.748901 4 1.3716658 0.49674158 0.49555288 -1.091153
5.09632025 0.65778625 4 4.29926386 0.49693274 0.54660477 1.10384418
3.15202629 0.72047869 4 2.07423656 0.49696702 0.51108691 1.25152894
1.09116925 -0.7501172 4 1.1166002 0.49711881 0.49489618 -1.0788759
11.5488754 0.9641227 4 14.6660266 0.49712994 0.38958157 1.19412207
2.39474032 0.77555012 4 3.13347158 0.49713481 0.4813134 1.08894461
1.03473398 -0.7805134 4 1.22717242 0.4971405 0.47869627 -1.114407
2.95379437 0.77883028 4 3.65343074 0.49716784 0.47958254 1.10034546
314.882047 0.26152039 4 67.4670198 0.49719987 0.80660514 2.23541875
2.21208942 -0.7108555 4 1.77132168 0.49724067 0.51642717 -1.0944381
3.19876275 0.75887939 4 3.63267847 0.49724117 0.49018416 1.05607404
6.00799381 -0.8207624 4 9.88898825 0.49725075 0.45787862 -1.167233
18.2932657 0.79417689 4 21.2579416 0.49725746 0.4715482 1.06691734
8.49243266 0.61776758 4 7.80523817 0.49726228 0.57016415 1.11125804

6.877213 0.77533838 4 9.12335641 0.49730414 0.4814253 1.08069851
26.258738 0.68403367 4 18.8635197 0.49733973 0.53152605 1.12151959

30.6025527 -0.6478724 4 25.2035007 0.49738265 0.55237745 -1.1132076
18.1400606 0.66537709 4 10.470924 0.49743869 0.54221331 1.22162965
2.0660803 0.65245501 4 1.52905159 0.49748123 0.54970383 1.17594547
2.0660803 0.65245501 4 1.52905159 0.49748123 0.54970383 1.17594547

8.46235532 -0.793625 4 9.68672121 0.49762759 0.47183533 -1.0702395
6.73778707 0.69192217 4 5.12701856 0.49764774 0.52705271 1.11630164
30.4962851 0.96315119 4 40.5726315 0.49767162 0.39001394 1.21036722
1.49511514 -0.7223712 4 1.23373468 0.49775031 0.51004151 -1.0815654
1.71349662 -0.7689618 4 1.94905476 0.4978051 0.48480436 -1.1164689
1.6148783 -0.7435861 4 1.15669833 0.49782527 0.49843052 -1.1233755

6.43937881 0.69112651 4 5.47765763 0.49784043 0.52750267 1.08800357
4.51373328 0.70894013 4 2.56956106 0.49790037 0.51749496 1.17471139
1.60600497 0.70536723 4 1.54140303 0.49790347 0.51949107 1.12859074
7.87045537 0.62675743 4 7.02769035 0.49790464 0.56481245 1.10804968
85.6451273 -0.563893 4 32.3771964 0.4980429 0.60294162 -1.4709954
39.2647551 0.04171896 4 13.5022876 0.49805672 0.96872212 2.14023412
1.31291818 -0.7822409 4 1.51545676 0.498225 0.47778793 -1.0813438
1.17792662 0.76007026 4 1.40768521 0.49846209 0.48954638 1.06718681
86.9196041 0.5289682 4 84.7155813 0.49849675 0.62482011 1.15096353
3.65440337 0.70957964 4 3.27769727 0.49861804 0.51713827 1.0781045
2.87316344 0.51826536 4 1.93307238 0.4986184 0.63162119 1.34427589
1.02789135 -0.7624858 4 1.11466875 0.49861996 0.48825464 -1.0715878
1.02789135 -0.7624858 4 1.11466875 0.49861996 0.48825464 -1.0715878



1.28396174 0.75178152 4 1.72441177 0.49866106 0.49399854 1.07922839
4.37864733 0.71881689 4 3.30824474 0.49872328 0.5120062 1.08377605

1.513582 0.73825209 4 1.28557112 0.49874276 0.50133113 1.04763655
24.2849543 0.58277506 4 14.173576 0.4987444 0.59131746 1.25668036
4.08145797 -0.7724552 4 4.51144533 0.49874444 0.48295093 -1.047259
2.37016207 0.72704284 4 1.99805117 0.49880761 0.50746762 1.06003538

6.197925 -0.7055563 4 4.78154729 0.49884358 0.51938531 -1.1219131
2.16526385 0.76555523 4 3.05812823 0.4988819 0.486617 1.11204593
3.76713248 -0.8771769 4 4.68761436 0.49897097 0.42991596 -1.1482101
1.36075069 -0.8727238 4 2.03847656 0.49904219 0.43207169 -1.5285779
49.926944 -0.4075683 4 28.2605083 0.49904943 0.70446057 -1.4766665

1.01921298 0.74496527 4 1.25548337 0.49909887 0.49768262 1.06516374
3.61731679 -0.8081537 4 3.81919057 0.49917267 0.46432239 -1.0831154
2.02645994 -0.828346 4 2.15014237 0.49920444 0.45403714 -1.1816007
22.8947112 0.81905678 4 39.1300105 0.49921483 0.45874614 1.1536648
5.54319666 0.68370847 4 4.53129774 0.49924395 0.53171105 1.08774735
2.04924854 0.7378206 4 1.58041623 0.49933719 0.50156632 1.08115891
17.9047421 -0.7727342 4 21.8145096 0.4993718 0.4828031 -1.0657621
4.25500241 0.77490959 4 6.22035766 0.49939386 0.48165196 1.11279574
2.57645564 0.77599659 4 3.5535533 0.49942469 0.48107753 1.09822815
1.82102071 0.68310198 4 1.76098321 0.49951137 0.53205618 1.13735074
2.05511242 0.87769261 4 2.46993817 0.49959695 0.42966686 1.24834797
296.996768 -0.3668384 4 79.7959554 0.49966911 0.73232158 -1.945538
34.6339069 -0.7796932 4 45.2247322 0.49970367 0.47912802 -1.0769568
11.2239364 0.71070598 4 8.8455936 0.49970459 0.51651049 1.09107345
21.5301517 -0.6601501 4 14.812401 0.4997048 0.54523456 -1.1696543
2.09399014 0.73624928 4 1.79059763 0.49976395 0.50242349 1.04642442
1.18493051 0.72971273 4 1.01885602 0.49985913 0.50600095 1.07418346
44.6819239 0.52930831 4 15.1431419 0.49993838 0.62460472 1.59738096
6.54257846 0.72482015 4 5.76165533 0.49998228 0.50869102 1.04890749
28.8843884 -0.8082634 4 43.9658481 0.49998393 0.464266 -1.1317531
2.97149048 -0.8941591 4 4.17431153 0.50000315 0.42177573 -1.1945889
1.84935638 0.75282912 4 1.42364393 0.50001587 0.49343415 1.15385246
1.01884677 0.74794913 4 1.03125536 0.50005327 0.49606735 1.13857618
4.10303611 0.70639883 4 3.24436804 0.50010465 0.51891416 1.08126493
11.6143962 0.69868819 4 10.1050339 0.50013201 0.52323754 1.06105843
43.2779828 -0.6351151 4 25.4664669 0.50023116 0.55986779 -1.2335962
3.70405149 -0.8321763 4 4.08149033 0.50025246 0.45210669 -1.106929
5.10347633 0.58587381 4 4.38954652 0.50029179 0.58942375 1.1553601
4.81557289 0.69095115 4 4.57626863 0.50029879 0.52760188 1.05217701
4.65965625 0.68080427 4 3.60969825 0.50032451 0.53336517 1.10414782
7.20140554 0.88890535 4 18.8683062 0.50037058 0.42428039 1.29417744
3.03641482 0.85525687 4 4.9078748 0.5003775 0.44061249 1.22886409
1167.11435 -0.8334019 4 1569.31278 0.50037753 0.45149036 -1.1168099
11.9876107 0.81688879 4 24.3998102 0.50043701 0.4598507 1.17986061
14.5672021 -0.855395 4 16.0826854 0.50058631 0.4405444 -1.0984175
2.26379447 0.91620922 4 3.05050364 0.50064578 0.41139685 1.26796919
11.2375254 0.67206052 4 10.2459134 0.50070964 0.53836742 1.06549254



1.85771825 0.76593539 4 3.07264276 0.50079028 0.48641446 1.14797224
2.10401003 0.74479988 4 2.28356802 0.50079558 0.49777227 1.03353383
51.982622 0.68568823 4 45.9312737 0.50091678 0.53058554 1.0621726

4.77555366 0.77793447 4 7.05897745 0.50094072 0.48005477 1.1078635
8.72964469 0.71262454 4 7.06087998 0.50107421 0.51544243 1.07961311
7.65482971 -0.9226935 4 12.6001285 0.50108916 0.40838555 -1.2205887
1.87705912 -0.751021 4 2.50284207 0.50108957 0.49440855 -1.0803897
1.05818474 -0.7400309 4 1.17653248 0.50113348 0.50036245 -1.1980148
1.50650627 -0.742521 4 1.31887094 0.50117991 0.49900874 -1.2009572
1.4524943 -0.7167608 4 1.32810111 0.5011885 0.51314525 -1.0893216

305.275844 0.39398797 4 87.1773672 0.50119285 0.71369104 1.77375509
3.78244184 -0.7070297 4 2.40325602 0.50120928 0.51856158 -1.1584496
2.39472494 -0.7904834 4 3.42745279 0.50130621 0.47347227 -1.1591837
2.39472494 -0.7904834 4 3.42745279 0.50130621 0.47347227 -1.1591837
2.21740969 0.75602381 4 2.96666307 0.50133519 0.49171605 1.07726517
3.29165493 -0.7862328 4 3.54207242 0.50136203 0.47569405 -1.0601487
2.82804397 -0.695718 4 2.48064589 0.50137888 0.52490991 -1.0785991
258.843231 0.87288769 4 299.60879 0.50144384 0.43199218 1.11064813
1.36011815 -0.7722994 4 1.02026392 0.50147254 0.48303346 -1.1430354
2.0168633 0.83012846 4 2.55637544 0.50155051 0.45313797 1.13618987

1.82477918 -0.7287699 4 1.60102765 0.50160513 0.50651854 -1.0948178
17.5315558 0.68378956 4 15.626599 0.50170791 0.53166491 1.0688052
17.5315558 0.68378956 4 15.626599 0.50170791 0.53166491 1.0688052
3.12196925 0.67734909 4 2.93768675 0.50170985 0.53533789 1.09466624
2.01568219 0.74880421 4 2.69087851 0.50172208 0.49560519 1.09012159
1.27372144 -0.7431826 4 1.32644653 0.5018102 0.49864955 -1.0576175
3.40247199 0.76027299 4 4.58725363 0.50181066 0.48943787 1.08834641
1.5713497 -0.7273931 4 1.35494892 0.50185267 0.50727505 -1.0702847

1.10963737 -0.7187942 4 1.34809623 0.50185497 0.51201876 -1.0930888
1.22830413 0.76080558 4 1.35740054 0.50189607 0.48915288 1.05264093
5.83678936 0.70526985 4 4.50454995 0.50191155 0.51954555 1.10441834
11.7293863 -0.6051922 4 11.4111015 0.50193636 0.57770736 -1.1114745
40.8183927 -0.8035603 4 57.8912886 0.50196521 0.4666875 -1.1100514
1.91822362 0.74179418 4 1.30910045 0.50199828 0.49940357 1.14630964
50.1272202 0.61678125 4 43.2365199 0.50204495 0.57075339 1.10988276
6.95084094 0.66442601 4 1.04646704 0.50212528 0.54276217 1.73573957
6.54904997 -0.8863964 4 7.43293137 0.50212772 0.42548082 -1.1518744
35.6446271 0.64830027 4 26.1818141 0.50216274 0.55212745 1.12930142
2.49228522 -0.8136064 4 5.0109103 0.50218556 0.46152702 -1.2744214
1.49967088 -0.8215735 4 1.20791169 0.50223278 0.45746655 -1.3830802
1.00295809 0.72250087 4 1.1094333 0.50233752 0.50996991 1.08218979
16.7275741 0.60459448 4 15.3883317 0.50239829 0.57806756 1.10189158
7.22887612 -0.8767398 4 18.1172395 0.50241236 0.43012716 -1.2657442
4.76205913 0.50769446 4 3.95891556 0.5024836 0.63838196 1.2407223
3.55873707 0.72108908 4 2.94185986 0.50261089 0.51074955 1.08709499
10.3543756 -0.6498503 4 6.30090332 0.50267743 0.55122242 -1.184528
28.2696418 1.18007723 4 394.912305 0.50274196 0.30335515 1.60070629
5.14170204 0.6968392 4 3.05447998 0.50274483 0.52427814 1.17388246



3.76591161 0.84334673 4 4.1451213 0.50275065 0.44651411 1.12394318
1.35985928 0.71369684 4 1.22542722 0.50278363 0.51484618 1.05213338
1.83522535 -0.7486425 4 1.99342249 0.50280038 0.49569257 -1.0395816
1.83522535 -0.7486425 4 1.99342249 0.50280038 0.49569257 -1.0395816
1.83522535 -0.7486425 4 1.99342249 0.50280038 0.49569257 -1.0395816
3.33652944 -0.8381346 4 3.8427076 0.50285764 0.44911667 -1.1186246
1.84265322 0.83389929 4 2.73862739 0.50285791 0.45124041 1.17931682
6.36635001 0.72115395 4 5.59253869 0.50306699 0.51071371 1.05085274
2.7374402 0.76296789 4 3.55773958 0.50307799 0.48799716 1.08619652

2.26340452 -0.6882945 4 2.12320516 0.50309548 0.52910646 -1.0771565
2.04507952 -0.7345367 4 1.4120729 0.50317808 0.50335896 -1.1379654
68.6897513 0.69978829 4 64.1057187 0.50318495 0.52261912 1.03753128
2.69840735 0.66869294 4 2.45834639 0.50326277 0.54030283 1.08781991
13.1824101 0.67370121 4 12.6860263 0.50331719 0.53742626 1.04907286
8.68028451 0.65884023 4 7.25121154 0.50337457 0.54599354 1.11281894
1.16807813 -0.7352624 4 1.11724408 0.50345465 0.50296242 -1.0846163
1.19503222 0.76479512 4 1.31926567 0.50350541 0.48702215 1.14459839
1.00282133 -0.757118 4 1.76455539 0.50351503 0.49112864 -1.161095
3.42511465 0.71769841 4 2.49114772 0.50359029 0.51262561 1.11147446
2.03657541 0.81680958 4 4.83494974 0.50364883 0.4598911 1.30727574
1.71440999 -0.75423 4 1.83054081 0.50365269 0.4926802 -1.0585451
1.2303249 -0.717471 4 1.1133141 0.50375671 0.51275162 -1.0601598

3.52324131 0.88909648 4 6.64527624 0.50376749 0.42418906 1.2698051
2.59795174 -0.629824 4 2.61875634 0.50379985 0.56299469 -1.1595584
1.28100648 0.75665354 4 1.74822462 0.50399336 0.49137791 1.10083455
2.88397999 0.69413669 4 2.42122184 0.50405042 0.5258018 1.0998141
1.50643096 0.70763899 4 1.36984713 0.50415945 0.51822124 1.08033338
2.10348132 0.7406619 4 1.26673756 0.5043942 0.50001914 1.26885447
3.59189812 -0.7632231 4 5.26090313 0.50440021 0.48786089 -1.1330889
99.5553963 -0.6991534 4 85.1410917 0.50446496 0.52297597 -1.0583839
1.1960565 -0.7086039 4 1.05282651 0.50454457 0.51768259 -1.1031607

5.50415231 0.67137194 4 3.89328926 0.50454532 0.53876276 1.12680884
7.83849965 -0.6813526 4 7.47106267 0.50455372 0.53305256 -1.0530785
1.08418517 0.73549969 4 1.09400812 0.50458934 0.50283278 1.06744823
2.65828174 0.7823182 4 3.52266572 0.50459714 0.47774731 1.09913048
10.4610467 0.2331029 4 5.07496871 0.50463377 0.82712408 -2.3775871
9.65923913 0.69282554 4 8.40684645 0.50466457 0.52654217 1.05700008
2.63784291 0.87866548 4 3.77071161 0.50472936 0.42919729 1.20555125
23.9871917 -0.5049363 4 6.34120715 0.50477291 0.640153 -1.6404324
6.3309876 -0.6871936 4 4.82738896 0.5048066 0.52973088 -1.1169455

1.57448279 0.68076297 4 1.22878067 0.50491167 0.53338872 1.12770221
6.95101935 -0.7944221 4 7.43323733 0.50498666 0.47142068 -1.0676854
2.48329063 0.78897421 4 4.53119757 0.50502678 0.47426017 1.2344173
1.18036326 -0.7641929 4 1.03110639 0.50505812 0.48734335 -1.1114349
1.71003021 -0.7810829 4 1.76757508 0.50512423 0.47839668 -1.1233783
1.37614576 0.72362922 4 1.30964846 0.50513515 0.50934742 1.07886184
1.26486544 0.81100509 4 1.7079505 0.50514126 0.46285895 1.29010189
4.49521562 0.82392732 4 6.69989545 0.50514134 0.45627231 1.14643011



4.47685216 -0.7932686 4 5.06250167 0.50517559 0.47202078 -1.0782267
3.61361437 -0.7698055 4 4.78278396 0.50522894 0.48435624 -1.0996383
1.94913165 0.86583981 4 4.92674435 0.50533662 0.43542153 1.2998228
3.23910841 0.72174461 4 2.52024824 0.50541473 0.51038744 1.11294511
12.6063292 0.64577054 4 10.6390161 0.50547667 0.55360676 1.11240208
134.980225 0.68532166 4 114.871546 0.50551144 0.53079381 1.06482952
5.22953406 -0.6521838 4 5.13894584 0.50552291 0.54986182 -1.0768037
8.53730405 -0.6276543 4 3.74576918 0.5055372 0.56428042 -1.4391235
2.46933268 0.7095036 4 2.04875755 0.50555672 0.51718067 1.10264922
19.0598926 -0.9555872 4 21.9592355 0.50557792 0.39339432 -1.187628
1.26466057 -0.7092326 4 1.25775513 0.5056954 0.51733184 -1.1625277
4.09850717 0.75850613 4 5.64605146 0.50572408 0.49038419 1.1116354
1.32088145 0.71436237 4 1.26568981 0.50583781 0.51447637 1.1040549
35.1691223 -0.7714755 4 43.8479976 0.50590342 0.48347016 -1.0678031
1.04565653 -0.7333389 4 1.0775573 0.50591138 0.50401401 -1.1085006
9.05018048 -0.6592611 4 8.95856782 0.50592192 0.54574959 -1.0585609
9.82078651 -0.6427042 4 4.71133016 0.50593631 0.55540352 -1.3172974
1.2871411 0.75901345 4 1.20084333 0.5060021 0.49011233 1.15997253

2.52757052 0.78965201 4 2.6296723 0.50603244 0.47390618 1.09153187
4.06047247 -0.8604887 4 4.83519537 0.50610279 0.43804001 -1.138367
2.55539158 0.75972039 4 3.37775977 0.50612462 0.48973369 1.10981618
2.67467762 0.57061363 4 2.06069058 0.50614259 0.59878761 1.22216315
6.86600462 0.59658518 4 61.6405549 0.50629345 0.58290831 -1.6716103
148.985024 0.5568732 4 131.616057 0.50631603 0.6073 1.13991815
11.2648032 0.66941567 4 7.90781821 0.50636812 0.53988705 1.12641659
4.2754043 -0.8753615 4 5.41921516 0.50639573 0.43079372 -1.1676777

1.63190785 0.70308008 4 1.44774752 0.50649032 0.5207718 1.16214908
10.5414526 -0.8634094 4 11.800922 0.50653579 0.43660922 -1.1228972
3.9023122 0.63966242 4 3.24559533 0.50658185 0.55718989 1.15336023

1.22217688 0.72111356 4 1.88285575 0.50666828 0.51073603 1.17825973
92.8006246 0.64109199 4 78.4618063 0.50672326 0.55634986 1.09754834
23.648507 0.65781425 4 22.2535815 0.50680269 0.54658852 1.05731426
9.3676997 0.39696447 4 9.62933923 0.50683796 0.71166278 1.28437421

44.3007332 0.59624743 4 42.1607724 0.50686858 0.58311303 1.0932346
33.7471876 0.74658049 4 36.0482352 0.50688096 0.49680775 1.02395156
20.3750544 0.67975096 4 14.1399175 0.50688761 0.53396601 1.11638033
1.4394388 -0.7282807 4 1.6047361 0.50694586 0.50678722 -1.0569779

3.67005294 -0.70291 4 3.04305401 0.50696958 0.52086711 -1.0994461
1.72835955 0.74012974 4 2.2413288 0.50712768 0.50030864 1.08215201
2.55805135 -0.7087984 4 1.96817602 0.50719731 0.51757405 -1.0778046
33.8489745 0.66031431 4 26.8277007 0.50722212 0.54513947 1.09658325
3.76161122 0.78820597 4 4.19635483 0.50723807 0.47466165 1.07595614
1.89096427 0.71189064 4 1.84935424 0.50731842 0.51585079 1.03897043
2.83720205 0.70936313 4 2.20131324 0.50736793 0.51725901 1.10887338
28.1385312 0.68964222 4 22.2645783 0.5075346 0.52834281 1.08487555
1.25103068 -0.7265617 4 1.52420437 0.50759147 0.50773228 -1.1495174
22.5654692 0.69005855 4 18.4253403 0.5076135 0.52810706 1.07219736
1.89030465 -0.7462524 4 1.9084307 0.50764955 0.49698538 -1.0441704



1.36892496 0.74888962 4 1.61756262 0.50766657 0.49555905 1.06736219
2.13402756 0.68564548 4 2.01418311 0.50768402 0.53060983 1.10795811
2.68916922 -0.6335612 4 1.64741383 0.50774309 0.56078486 -1.2256269
1.05788461 -0.8129534 4 5.22827498 0.50777681 0.46186108 -1.4786844
22.5413964 -0.7747026 4 24.7681226 0.50779105 0.4817614 -1.0476372
3.92272103 0.69469288 4 2.7473119 0.50780241 0.52548796 1.11043981
4.50856623 -0.8008623 4 5.02429876 0.50786325 0.46808106 -1.0851924
2.61256463 0.7563406 4 3.60947558 0.5079725 0.49154593 1.09047197
1.06839569 0.73258692 4 1.35716982 0.50803685 0.50442557 1.11712941
1.18991783 -0.6692557 4 1.22764881 0.50822006 0.53997907 -1.1957463
2.16562072 0.72628976 4 1.3315475 0.50826306 0.50788188 1.19669881
86.9487977 -0.6396187 4 82.9074155 0.50832283 0.55721558 -1.0642243
2.72420202 -0.7474834 4 3.8817008 0.50837217 0.4963192 -1.1313519
44.2346884 0.58025304 4 33.8654377 0.50837953 0.59286164 1.17137022
6.02987073 -0.7454681 4 6.7022776 0.50839925 0.49741017 -1.0384122
4.04293954 0.75433582 4 5.62358083 0.50840677 0.49262328 1.08643666
2.02647723 0.70593547 4 1.93433923 0.5084095 0.51917323 1.02821723
2.04701082 -0.7695474 4 2.50839568 0.50844635 0.48449331 -1.0828726
3.00183982 0.66458881 4 2.82149775 0.50855095 0.54266819 1.07794316
4.17782051 0.57454492 4 3.40360349 0.50855125 0.59636621 1.16914959
5.56339863 -0.805026 4 6.49244501 0.5085536 0.4659318 -1.0876288
13.5436756 0.64530399 4 12.0419075 0.50856058 0.55387989 1.07787908
9.57895745 0.66441557 4 7.86474895 0.50861611 0.5427682 1.08802328
32.4088195 -0.5545003 4 31.3059022 0.50863896 0.60877775 -1.1208193
1.45450502 -0.8057423 4 2.80984645 0.50869529 0.46556283 -1.2387514
4.71802027 -0.6678556 4 3.69961707 0.50871139 0.54078484 -1.1301387
2.54080239 -0.7839419 4 2.76984031 0.50875428 0.47689484 -1.0899315
2.21602681 0.75608534 4 2.73237192 0.50882195 0.491683 1.08295844
6.08805887 -0.8215957 4 7.53173968 0.50887016 0.45745527 -1.116853
1.88242688 0.73803644 4 2.34030574 0.50888807 0.50144866 1.06371953
8.32182891 -0.8408638 4 17.464937 0.50895428 0.44775239 -1.2299635
1.56970721 -0.7348524 4 2.07231878 0.50900296 0.50318639 -1.0755161
1.00287275 0.74336535 4 1.24657238 0.50916397 0.49855034 1.08547858
18.7302617 -0.7532503 4 21.1976061 0.50917544 0.49320737 -1.047066
1.74266398 -0.7305887 4 1.18968021 0.50918795 0.50552042 -1.1558332
1.84759168 -0.7726906 4 1.04139898 0.50920212 0.48282619 -1.2840086
19.4203863 0.88984193 4 23.4752666 0.50921773 0.42383299 1.15498333
3.72755882 -0.8128099 4 4.76690219 0.50922486 0.46193455 -1.1182433
2.59935144 -0.7715214 4 2.82269802 0.50923435 0.48344584 -1.0920048
3.07825796 0.74960772 4 3.37006583 0.50934378 0.4951712 1.04653689
3.07825796 0.74960772 4 3.37006583 0.50934378 0.4951712 1.04653689
2.36579887 -0.7442661 4 3.38917137 0.50947474 0.49806166 -1.1250284
7.32364472 -0.5926009 4 4.24416881 0.50965153 0.58532628 -1.3262607
1.78904222 0.70027993 4 1.54738411 0.50965821 0.52234291 1.11754093
2.71110605 0.64469588 4 2.2418504 0.50971673 0.55423602 1.1136104
13.5058492 0.62518936 4 13.0656075 0.50972527 0.56574347 1.07488962
1.90304573 -0.6857774 4 1.24938102 0.50988022 0.53053487 -1.552827
14.9643447 -0.878999 4 25.0631522 0.50989517 0.42903643 -1.1923589



1.97637208 0.642209 4 1.40936691 0.50995787 0.55569409 1.18048649
1.21156829 0.71157539 4 1.16091583 0.51019816 0.51602629 1.03344376
9.20713797 -0.6465616 4 9.13434964 0.51040837 0.55314386 -1.0613914
3.85055397 0.69188182 4 3.47168231 0.51050635 0.52707552 1.06704265
1.8726959 0.73465356 4 2.22759426 0.5105234 0.50329508 1.0940597

1.17177216 0.69447035 4 1.21724081 0.5105603 0.52561351 1.15622885
4.92772036 0.61690695 4 2.81947831 0.51060122 0.57067827 1.34574085
2.3673629 -0.7323958 4 2.89147327 0.51060623 0.5045302 -1.0842441

10.9354046 0.77201171 4 15.0191635 0.51060757 0.48318591 1.10600321
4.8804721 0.60013678 4 4.88579745 0.5106657 0.58075846 1.12087785

4.38224426 0.65688579 4 4.22397124 0.51067965 0.54712735 1.07189823
1.31699317 0.72039079 4 1.57363369 0.51073167 0.5111355 1.11014892
39.636707 0.60704315 4 28.9566567 0.51076062 0.57659294 1.16153063

1.09607295 -0.7376673 4 1.50738911 0.5107695 0.50164987 -1.1044273
1.98395669 0.85227352 4 3.39003438 0.51081739 0.44208484 1.28368813
4.74339391 0.56250545 4 4.00577981 0.51085679 0.60380151 1.15666646
108.830695 0.6291432 4 79.1165115 0.51086501 0.56339792 1.13704628
1.01218131 -0.7657988 4 2.29177621 0.51094998 0.48648722 -1.3158274
265.337999 -0.621386 4 257.616496 0.51098349 0.568006 -1.0658887
1.60935871 0.73222783 4 2.06360557 0.51098995 0.5046222 1.06600617
3.28873719 -0.8119099 4 4.08218404 0.5110324 0.46239533 -1.1454249
73.9653012 0.63746013 4 62.1354058 0.51104813 0.5584857 1.0909018
5.32744156 -0.8250471 4 5.57652884 0.51112401 0.45570506 -1.1066652
1.01322276 0.71426385 4 1.13550416 0.51124944 0.5145311 1.07545941
1.05463357 0.72371059 4 1.68729757 0.51125418 0.50930255 1.19343973
7.5384209 0.70282216 4 6.81025402 0.51125708 0.52091637 1.04195049
1.2889112 0.69086592 4 1.14298685 0.51131004 0.5276501 1.07353502

5.10360492 -0.6002088 4 2.32633243 0.51138509 0.58071491 -1.3913829
1.52122162 -0.716298 4 1.14876432 0.511424 0.51340194 -1.0741735
1.64582611 -0.7510805 4 1.71184858 0.51153661 0.4943765 -1.0993682
1.70948885 -0.7127369 4 1.60421557 0.51165794 0.51537993 -1.0353755
3.8684134 0.74524508 4 5.07396948 0.51165854 0.49753098 1.0974046

7.86614033 0.68600901 4 6.19639851 0.51177151 0.53040335 1.09936264
9.48065331 0.68675669 4 7.31600572 0.51182391 0.52997883 1.07854031
22.7957529 0.81908632 4 30.3684991 0.51200257 0.45873111 1.12649016
1.71634933 0.71459107 4 1.6160787 0.51206184 0.51434934 1.01881624
14.2461049 0.4582171 4 14.4234629 0.51212511 0.67058536 1.19894406
1.27012623 -0.7083123 4 1.24080786 0.51216417 0.51784529 -1.0427675
1.27012623 -0.7083123 4 1.24080786 0.51216417 0.51784529 -1.0427675
4.82856312 -0.7718055 4 6.18855874 0.51216623 0.48329522 -1.0856378
1.22402493 0.72554888 4 1.13710387 0.51217201 0.50828967 1.05135877
1.2757377 -0.6978965 4 1.26270548 0.51219351 0.5236829 -1.1169685

3.41538616 -0.7611093 4 3.77127634 0.51224095 0.48899043 -1.0760064
2.62895171 0.70650484 4 2.3029836 0.51232647 0.5188549 1.05421731
12.4779166 -0.7332671 4 13.3846941 0.51235038 0.50405329 -1.0264696
18.0660731 -0.821016 4 25.0559966 0.51237149 0.45774977 -1.1273614
5.40207272 0.65692744 4 4.85374197 0.51239486 0.54710317 1.07178922
1.90409094 -0.7650702 4 3.11733651 0.51241591 0.48687549 -1.154318



1.29962285 -0.6895214 4 1.15313198 0.51242459 0.52841123 -1.0820259
6.63450625 0.54836607 4 6.47565621 0.51243817 0.61260839 1.16483101
2.28589143 0.76708874 4 2.50207446 0.51246348 0.48580039 1.09976438
57.2550055 -0.7634038 4 65.0180043 0.51247605 0.48776443 -1.0533203
2.14276043 -0.7240508 4 2.33407669 0.51255838 0.509115 -1.0437035
7.48792042 -0.6579598 4 7.11627929 0.51259887 0.54650408 -1.0495749
19.9897699 0.61924585 4 12.8347653 0.51262861 0.56928178 1.20439775
17.986574 0.65270342 4 17.3609589 0.51267131 0.54955916 1.0491649
3.0312552 0.84121936 4 4.79207238 0.51268912 0.4475749 1.19518557

2.21973978 0.67243132 4 1.5531324 0.51287548 0.53815461 1.17383135
2.86554741 -0.6679866 4 2.80153076 0.51292375 0.54070941 -1.0757619
1.45910727 0.6757365 4 1.1258092 0.5129421 0.53626037 1.25955151
19.4630984 0.75310971 4 24.7157731 0.51298329 0.49328307 1.07162007
3.35518579 0.67936824 4 2.97237346 0.51314278 0.53418443 1.05876914
12.0970045 -0.4259012 4 10.6481375 0.51318054 0.69209704 -1.2244734
13.117751 0.65355306 4 10.3284302 0.51323696 0.54906453 1.11505389

13.5929641 0.63028537 4 7.41465498 0.51325965 0.56272159 1.21844683
1.33440023 0.69541479 4 1.32024142 0.51333841 0.52508082 1.10705467
8.2546642 0.62284733 4 6.04243012 0.51338961 0.56713596 1.18461209
4.1977441 0.69130939 4 3.69005613 0.51343595 0.52739923 1.06807079

1.57056528 0.75487814 4 1.85605322 0.51344302 0.49233167 1.08176171
1.5622343 0.73221525 4 2.23170024 0.51346365 0.50462909 1.13495208

33.5438878 -0.8305314 4 38.2007206 0.51357496 0.4529349 -1.0987254
9.65491766 -0.7530176 4 12.6500148 0.51360021 0.49333267 -1.079863
7.24591077 0.41475757 4 6.01681614 0.51363914 0.69959875 1.36112488
7.24591077 0.41475757 4 6.01681614 0.51363914 0.69959875 1.36112488
1.56593406 0.72812564 4 1.97449872 0.5136652 0.50687241 1.06309316
2.10649329 0.70827204 4 1.64365841 0.51381551 0.51786779 1.09655644
3.40466529 0.77155424 4 3.78371077 0.51382697 0.4834284 1.06782524
2.59636505 -0.7024717 4 1.93077593 0.51383231 0.52111284 -1.1115534
9.03772226 0.78251096 4 14.5195592 0.51388317 0.47764604 1.14866205
1.52995779 -0.7608169 4 1.76849086 0.51404457 0.48914681 -1.0797325
1.66209812 0.70675063 4 1.60596846 0.51417831 0.51871753 1.02592313
1.66209812 0.70675063 4 1.60596846 0.51417831 0.51871753 1.02592313
1.49196794 0.67136939 4 1.19219104 0.51417941 0.53876423 1.11167857
1.5613603 0.68967672 4 1.18817991 0.51419551 0.52832328 1.10415208

3.80884364 0.69229668 4 3.04548382 0.51420596 0.52684101 1.07773264
4.19800818 -0.7534953 4 5.31298365 0.51421782 0.49307551 -1.0985885
2.49154762 0.7434697 4 3.02272496 0.51438843 0.49849371 1.09742322
7.74812086 0.67552679 4 7.66143022 0.51439836 0.53638042 1.03413634
15.2622648 0.6053973 4 14.868117 0.51441868 0.57758381 1.08182991
5.07990742 0.65356432 4 4.27172344 0.51445798 0.54905798 1.11025039
1.85206962 -0.7785162 4 1.90021719 0.51467847 0.47974806 -1.1443
34.0064131 -0.7495012 4 42.3627284 0.51490826 0.49522873 -1.0664841
4.49991388 0.66803297 4 2.6997087 0.51492023 0.54068271 1.1677022
1.07502444 0.72401317 4 1.13261403 0.51497766 0.50913573 1.07219126
10.4537412 0.67327837 4 7.50907048 0.51499943 0.53766871 1.10005817
2.54276859 -0.7244057 4 2.94207453 0.5150727 0.5089194 -1.0523362



5.55011434 0.65273492 4 5.22262517 0.51510622 0.54954081 1.07465841
13.1485311 0.64169018 4 12.1088434 0.51513634 0.55599861 1.06500125
10.2252034 0.44747696 4 10.1191585 0.51515884 0.677694 1.22397745
2.03588599 0.8014967 4 2.81472791 0.51519971 0.46775308 1.15020218
2.04951078 -0.7043581 4 1.7140561 0.51533483 0.52005589 -1.1068078
3.03756659 -0.7879323 4 3.47132147 0.51543026 0.47480474 -1.0946871
7.47981337 0.61326651 4 6.61676581 0.51543216 0.57285646 1.09484161
1.17131836 0.76565878 4 2.10448675 0.51545497 0.48656182 1.27310452
3.58562526 -0.7330724 4 4.13543176 0.5154941 0.50415985 -1.0485374
146.034869 -0.3675231 4 48.8659509 0.51550479 0.73184893 -1.6585683
1.89059422 0.71999622 4 1.57414969 0.515566 0.51135368 1.08571399
10.3127689 0.53575859 4 6.57359393 0.51566656 0.62052839 1.23486251
5.17057973 -0.7027996 4 4.75787558 0.51572082 0.52092904 -1.0320172
13.0303866 0.66742505 4 9.87319071 0.51574242 0.54103279 1.09593983
1.87231863 0.68264104 4 1.82828825 0.51575243 0.53231858 1.06000556
6.60804936 0.69198569 4 6.5223629 0.51580915 0.5270168 1.01767867
2.97559366 0.67864123 4 1.84162815 0.51581325 0.53459954 1.14800789
10.8016371 0.58820052 4 1.00228212 0.51586704 0.58800444 3.43253419
3.39648698 0.67060563 4 2.2165588 0.51586761 0.53920297 1.18869828
46.2194997 -0.7744775 4 65.9633149 0.51588219 0.48188044 -1.108012
45.3818796 -0.7752853 4 63.1476372 0.51595418 0.48145333 -1.0997102
11.1015872 0.85629036 4 12.6059662 0.51598612 0.44010336 1.11806126
1.57077028 0.77846448 4 1.11830693 0.51602309 0.47977533 1.32652505
3.38194068 0.66736675 4 2.49833036 0.5161632 0.54106637 1.10469612
6.7986332 0.76093357 4 8.28902341 0.51623806 0.48908442 1.08271251
14.395626 -0.5669538 4 6.71244921 0.51627279 0.60104746 -1.344262

11.3794701 0.65496583 4 8.94994422 0.51631642 0.54824276 1.09919687
1.29320738 0.72070491 4 1.72641001 0.51632959 0.51096186 1.07517991
7.02130863 0.66961722 4 5.44351498 0.51633839 0.53977114 1.10292037
17.6833076 0.78820258 4 26.2066562 0.51634175 0.47466342 1.12069059
72.8566855 -0.5919677 4 63.0219766 0.51638556 0.58571121 -1.1086738
6.66171956 -0.8017748 4 7.75773375 0.51646822 0.46760939 -1.1028019
1.61736171 -0.7190845 4 1.40179769 0.51653356 0.51185809 -1.0766461
39.8013839 -0.7568848 4 41.9456676 0.51671489 0.4912538 -1.0369056
2112.1811 0.66741697 4 1655.92172 0.51677321 0.54103744 1.0802895

2.75712259 0.76788418 4 3.96993006 0.51689555 0.48537721 1.12638068
4.66316093 -0.9083313 4 37.1635798 0.51704747 0.41508026 -1.3816009
2.5244698 0.68987115 4 2.15403298 0.51704795 0.52821317 1.08430329

5.57517154 -0.7823876 4 6.67322138 0.51705749 0.47771082 -1.0996438
1.80821004 0.71141242 4 2.32482293 0.51709017 0.51611702 1.10288266
1.58367632 -0.6817136 4 1.0383627 0.51723012 0.53284684 -1.1571903
1.7172554 -0.6390611 4 2.26152023 0.51733638 0.55754351 -1.8242236

5.13584398 -0.7251092 4 5.8123744 0.5174647 0.50853178 -1.0445788
51.4810861 0.6865542 4 45.9574061 0.51748774 0.53009378 1.03632143
1.41326233 0.72772895 4 1.51876041 0.51750343 0.50709041 1.09916328
3.3886044 -0.807838 4 4.09136974 0.51756979 0.4644846 -1.1149116

7.88571072 0.50688251 4 7.05809316 0.51761617 0.63890303 1.16800786
4.33066529 -0.6810467 4 3.63495111 0.51769546 0.53322696 -1.0581181



2.55356886 -0.7298292 4 3.14459523 0.51778874 0.50593702 -1.0609153
3.76601909 0.66801668 4 2.50728135 0.51782868 0.54069209 1.22519182
1.55039583 -0.7331043 4 2.28212335 0.51783669 0.50414239 -1.1087742
8.46244704 -0.6648508 4 5.89304656 0.51788075 0.54251698 -1.1213312
4.73946934 0.59084458 4 4.36878551 0.5178835 0.58639427 1.12151643
1.15120234 -0.7072612 4 1.20587014 0.51791696 0.51843225 -1.1189761
1.12755152 0.72145271 4 1.33859834 0.51799894 0.51054866 1.0714242
5.46955174 -0.8356579 4 20.9474177 0.51805518 0.45035761 -1.2780724
5.02587286 -0.8205516 4 5.66852595 0.51806037 0.45798576 -1.1239156
7.26985243 0.76477518 4 9.76756658 0.51807892 0.48703279 1.09575645
53.9005664 0.61017775 4 52.8094176 0.51814497 0.57470891 1.06519883
3.09944122 0.64634323 4 1.3123078 0.51816291 0.55327163 1.29402035
6.29160233 0.62218831 4 4.06267428 0.51832093 0.5675282 1.16533008
7.03809629 -0.6914249 4 6.29976166 0.5183484 0.52733391 -1.0406147
2.23266263 -0.7405242 4 2.64723883 0.51842693 0.50009402 -1.0931756
3.54802639 -0.7298043 4 3.86551762 0.518507 0.5059507 -1.0388724
27.4947042 -0.4729285 4 20.8775317 0.51859397 0.66091564 -1.2435775
1.13997278 -0.6848585 4 1.62795797 0.51860222 0.53105703 -1.1673253
3.13575176 0.61728658 4 2.61479739 0.51860647 0.57045145 1.11895291
13.9254612 -0.6251746 4 11.2219703 0.51864391 0.56575226 -1.0975378
3.21633035 -0.8382264 4 4.07657246 0.51865287 0.44907072 -1.1484622
4.33416869 0.6536389 4 3.37558731 0.51867924 0.54901458 1.09996281
1.04596883 0.72599843 4 1.64660595 0.51876105 0.5080422 1.1494536
1.39693131 0.72429867 4 1.02070835 0.51878016 0.50897836 1.17397183
3.21602359 -0.7220263 4 3.54196576 0.51878631 0.51023191 -1.0366755
1.06758726 0.71625363 4 1.2262317 0.518793 0.51342654 1.05732194
8.71868988 0.74056317 4 10.9520647 0.51894513 0.50007284 1.06996509
7.30825156 0.4454122 4 7.35372873 0.51906355 0.67906531 1.21803481
3.71857857 -0.6819909 4 2.88076445 0.51909709 0.53268887 -1.0745959
3.51004029 -0.7504851 4 3.86289963 0.51913245 0.49469764 -1.0663927
14.7277824 0.66795437 4 11.4926898 0.51914954 0.54072796 1.08697084
6.94261153 -0.752351 4 10.2403764 0.51915565 0.49369168 -1.1045734
9.04566926 0.59741283 4 8.22506931 0.51920254 0.58240685 1.09111023
1.87036985 -0.8899417 4 11.8877806 0.51923991 0.42378533 -1.409596
3.14213081 0.59535178 4 2.05516701 0.51926034 0.58365614 1.22831606
6.03567383 0.57369561 4 4.99662298 0.51928151 0.59688879 1.15310523
1.15046714 0.71014942 4 1.23419078 0.5192936 0.51682062 1.09781922
8.22205106 1.00748071 4 36.3819998 0.51930295 0.37070131 1.40738802
2.75986166 0.62904703 4 2.40277639 0.51930959 0.5634549 1.12890379
1.58455974 0.68846769 4 1.45460584 0.51939831 0.5290083 1.0596572
2.91521402 0.7148562 4 3.12054571 0.51946514 0.51420209 1.03317873
2.21044837 -0.8549454 4 2.8487225 0.51957866 0.44076602 -1.2443357
3.71667149 0.59316852 4 3.33579135 0.519631 0.58498142 1.13381204
14.7930011 0.52978236 4 9.85053246 0.5197356 0.62430458 1.21742337
2.4942083 0.67294712 4 2.36228523 0.5198018 0.53785869 1.0719591
18.593431 0.52377068 4 14.9832108 0.51984391 0.62811728 1.16293512

2.31221682 -0.7274505 4 2.61068113 0.51986954 0.50724349 -1.0559205
13.902072 0.58074403 4 5.85685239 0.51987055 0.59256081 1.34454062



2.2848667 -0.6978273 4 1.99240094 0.51988852 0.52372186 -1.0374717
1.15851804 0.70823602 4 1.21014196 0.51988955 0.51788789 1.09519016
1.98810051 0.76164529 4 3.3400223 0.51992837 0.48870382 1.15925811
4.59533447 0.73396143 4 6.14344067 0.51994315 0.50367348 1.08552587
1.18417405 0.68687454 4 1.03841583 0.51998658 0.52991195 1.09557
34.9035898 -0.544738 4 33.24381 0.52011585 0.61488106 -1.1078497
2.72459573 -0.6662307 4 2.36036475 0.52017633 0.54172107 -1.0685617
477.223601 0.50154511 4 424.652543 0.52024768 0.64233456 1.15535081
6.20318645 0.57223499 4 5.40702158 0.52029617 0.5977882 1.1229465
19.7623538 0.48535936 4 19.4278364 0.52046242 0.6528066 1.16159217
2.75067956 0.65378915 4 2.56666794 0.52046297 0.54892714 1.08862072
4.20671321 -0.8037862 4 4.74875358 0.52047015 0.46657095 -1.1064297
1.53841682 0.65874468 4 1.53429896 0.52057255 0.54604892 1.1328067
26.7543993 0.56398256 4 25.8452166 0.52062219 0.60288612 1.10060693
23.8957211 0.63866215 4 18.6837317 0.52066099 0.55777819 1.10756769
482.088305 0.56071132 4 446.818297 0.52069709 0.60491455 1.10416998
5.82000691 0.60614643 4 5.37713138 0.5207217 0.57713266 1.11391506
1.3068787 -0.7364315 4 1.41024439 0.52073344 0.50232405 -1.1015042

1.66532319 0.69368726 4 1.61188946 0.52078971 0.5260555 1.02143564
143.75014 -0.650222 4 129.601016 0.52084732 0.55100551 -1.0537644

1.65063881 0.74136161 4 1.11789039 0.5208665 0.49963867 1.21685585
1.37690646 0.71374387 4 1.11382521 0.52098784 0.51482004 1.13128727
1.52343629 -0.7332279 4 1.66241546 0.52101529 0.50407476 -1.0720356
3.31318614 -0.7529863 4 5.05531133 0.52130506 0.49334951 -1.1582412
1.01408796 0.71639414 4 1.06214437 0.52134988 0.5133486 1.10111692
53.347495 -0.8476077 4 72.5409694 0.52136593 0.4443955 -1.1501067

2.31076543 0.72612643 4 2.53283748 0.52141107 0.50797175 1.03921964
2.16527024 -0.6900019 4 1.47255344 0.52153 0.52813916 -1.1066714
1.69027998 -0.7005959 4 1.24289393 0.52171249 0.52216544 -1.093454
182.565089 0.82939286 4 238.816974 0.52178737 0.45350888 1.12667285
1.58334624 -0.7595628 4 3.56023207 0.52179411 0.48981809 -1.2120978
1.41786768 0.67968106 4 1.37057406 0.5218011 0.53400589 1.06437888
1.20955592 0.69361362 4 1.31193868 0.5218303 0.52609707 1.03699523
1.59459466 -0.7139748 4 1.72609756 0.52206708 0.51469172 -1.0372142
1.38511403 0.82063453 4 2.04405679 0.52209008 0.45794362 1.46829368
20.0245895 0.65997984 4 15.9113571 0.52216112 0.54533318 1.07816829
20.0245895 0.65997984 4 15.9113571 0.52216112 0.54533318 1.07816829
20.0245895 0.65997984 4 15.9113571 0.52216112 0.54533318 1.07816829
22.7737079 0.50713916 4 18.0130201 0.52221572 0.63873829 1.18612962
36.9848472 -0.3832586 4 16.8066415 0.52224586 0.72102597 -1.5620952
7.27506071 0.68330397 4 6.39774622 0.5222512 0.53194121 1.03780582
7.92574743 -0.7320469 4 8.79353617 0.52230957 0.50472128 -1.0474311
1.03654099 0.70213384 4 1.02074266 0.52237012 0.52130234 1.07916305
17.6693186 -0.8071819 4 35.5375777 0.52238995 0.46482195 -1.1930864
1.2305548 0.69255051 4 1.33365794 0.52245651 0.52669756 1.03925062

1.44275258 0.71237555 4 1.49713767 0.52247779 0.51558095 1.06589733
2.99656217 0.68607754 4 2.45217203 0.52254888 0.53036443 1.05435019
4.86825628 -0.6590223 4 3.48997746 0.52258692 0.54588802 -1.1031559



1.23250478 -0.7121875 4 1.34495073 0.52259603 0.51568557 -1.0571126
11.609567 0.65827365 4 8.64187676 0.52259677 0.54632205 1.09832032

1.37662738 -0.687848 4 1.36496634 0.52263625 0.52935965 -1.042625
1.32159666 -0.7108963 4 1.34960341 0.52265484 0.51640448 -1.0579077
7.39645265 0.39226515 4 7.15262295 0.5226587 0.71486632 1.25275717
2.71417491 0.53337329 4 2.08180293 0.52268951 0.6220339 1.45582548
2.16940068 -0.7391145 4 2.540401 0.52272794 0.50086128 -1.0663945
6.50964289 -0.7388638 4 9.00172292 0.52281369 0.50099785 -1.0956421
1.00304655 -0.7046302 4 1.53069307 0.52285742 0.51990355 -1.1327557
4.46860471 0.63163341 4 4.14262517 0.52285976 0.56192405 1.06888129
2.64217153 -0.6937166 4 1.43465979 0.52288067 0.52603895 -1.252267
2.93358801 0.75340689 4 3.19706938 0.52288814 0.49312309 1.06490619
1.2591348 0.70271548 4 1.9844668 0.52293827 0.52097618 1.21873268

5.27149601 0.68007659 4 4.43531499 0.52299354 0.5337802 1.06560323
2.89560881 0.67523457 4 2.47085322 0.52309954 0.53654773 1.05308798
2.89560881 0.67523457 4 2.47085322 0.52309954 0.53654773 1.05308798
849.245221 0.49310322 4 776.41566 0.52311 0.64778409 1.14530743
2.46156483 -0.7332497 4 2.76997097 0.5231295 0.50406279 -1.0574397
3.9667277 -0.5742132 4 3.29804491 0.5231679 0.59657029 -1.2085973

1.46895298 0.69535743 4 1.8219993 0.52320168 0.52511316 1.0842326
3.50722068 -0.8866457 4 5.05037845 0.52321443 0.42536142 -1.2143782
1.11170878 0.71051343 4 1.13990992 0.52324884 0.51661777 1.09081629
9.8671266 0.49357981 4 8.78858825 0.52326586 0.64747572 1.2011711

3.32499264 0.68214808 4 2.78509861 0.52328178 0.53259933 1.06575499
10.5908251 0.62691637 4 10.0478981 0.52330922 0.56471814 1.0632329
14.313748 -0.8839945 4 16.8778341 0.52330979 0.42663263 -1.1540772

7.27419529 -1.0893572 4 11.0822393 0.5233838 0.33722948 -1.3818973
1.29028412 -0.6990825 4 1.60941199 0.52358289 0.5230158 -1.0869405
11.9132695 0.46371274 4 11.941595 0.52367555 0.66696392 1.17642198
26.9745768 0.77383712 4 34.347917 0.52383296 0.48221922 1.08994553
6.92158729 0.53819808 4 3.59341638 0.5238884 0.618991 1.47071299
1.93007821 -0.7429606 4 2.12207553 0.52396872 0.49877004 -1.0661389
1.92968773 0.67365149 4 1.80670091 0.5240552 0.53745476 1.05106745
2.4469832 0.72964323 4 3.81076895 0.52411855 0.50603909 1.11004736

1.06283499 0.70805872 4 1.0082194 0.52421086 0.51798687 1.05214118
72.5600058 0.78910455 4 113.645765 0.52426432 0.47419208 1.13380823
236.641324 0.79808915 4 323.292501 0.52430188 0.46951683 1.11789565
6.27062728 -0.7441198 4 6.69243412 0.5243143 0.49814102 -1.0514777
2.3060992 0.64706142 4 1.85421873 0.52433606 0.55285155 1.13727997

70.3965963 0.62473465 4 57.8944865 0.52435408 0.56601364 1.08439178
1.57874539 0.67648188 4 1.20170845 0.52440787 0.53583384 1.1252246
1.97928177 0.72633733 4 1.25994639 0.5244227 0.5078557 1.24738108
6.44389697 -0.5741214 4 4.7148269 0.5244385 0.59662679 -1.1668373
1.49564812 -0.7166149 4 1.80096863 0.52445097 0.51322616 -1.1407099
2.22610458 -0.7377208 4 3.06615147 0.52450161 0.50162071 -1.0975526
1.49831615 -0.2229268 4 6.45797388 0.5245094 0.83451367 1.82715145
7.84148908 0.62369575 4 6.55734736 0.5245154 0.56663125 1.09232088
328.749072 -0.8334511 4 407.72428 0.52459459 0.45146563 -1.1193827



1.08197814 0.70565027 4 1.01835044 0.52464213 0.51933274 1.10228357
16.9534637 -0.7792783 4 17.7615218 0.52481977 0.4793465 -1.0623931
1.2890554 0.71446006 4 1.40155023 0.52483317 0.51442211 1.14250206

1.53289001 0.72879147 4 1.74160974 0.52483334 0.50650667 1.08961895
1.95407854 -0.7312616 4 2.04540949 0.52490586 0.50515152 -1.0601937
2.81037006 0.59439984 4 1.56198425 0.5249163 0.58423374 1.56084104
1.36994222 -0.7585307 4 1.48935211 0.52500033 0.49037101 -1.1976008
1.85990208 -0.6657306 4 1.84727118 0.52503292 0.5420094 -1.0633535
1.62811234 -0.735383 4 1.66137076 0.52506828 0.50289654 -1.1011976
20.3977797 0.81166456 4 22.519155 0.52511494 0.462521 1.09748293

24.46603 0.74682299 4 35.0464612 0.52543753 0.49667651 1.09813297
10.5284901 0.63920219 4 9.61249511 0.52546721 0.55746052 1.05239352
7.38707738 -0.5699964 4 5.0506059 0.5254692 0.59916836 -1.2016788
1.60784289 -0.7778859 4 1.92111157 0.52547155 0.48008036 -1.147169
8.28113072 -0.7471437 4 12.9597762 0.5255035 0.49650295 -1.1108042
127.586582 0.64656274 4 112.010483 0.52561706 0.55314321 1.05703396
7.74953701 -0.6448197 4 6.68567893 0.52564993 0.55416348 -1.0618871
23.0263992 0.58311432 4 16.4095649 0.52567959 0.59110994 1.15126354
6.85328523 0.66299402 4 5.59239727 0.52568078 0.54358929 1.08435756
3.38639529 0.66929084 4 3.01755352 0.52572725 0.53995885 1.0685835
7.22929875 0.73950004 4 7.46714945 0.52581384 0.50065138 1.03761607
4.24388055 0.75426315 4 5.09844148 0.52581811 0.49266237 1.10161594
2.03951799 0.73340043 4 2.51163797 0.52589743 0.50398034 1.13785363
1.16168476 0.66236346 4 1.14183635 0.525937 0.54395378 1.13106879
32.9536339 -0.6253882 4 22.1431892 0.52611924 0.56562534 -1.1333511
11.8767124 0.57233734 4 9.29656493 0.52615859 0.59772515 1.1361858
1.17674233 -0.7467278 4 1.50010819 0.52619329 0.49672802 -1.1205645
57.1275659 0.5928617 4 51.6332028 0.52636081 0.58516782 1.08496473
76.5062947 -0.7917806 4 97.4793319 0.52648237 0.47279582 -1.101233
1.02001975 0.70176002 4 1.63278843 0.52662372 0.52151203 1.135318
2.25533992 0.66157714 4 2.24810026 0.52662388 0.54440856 1.0528418
13.2605096 0.64677487 4 12.7737306 0.52663624 0.55301913 1.03723003
1.26208779 -0.7135561 4 1.71696563 0.52677813 0.5149244 -1.2058342
299.265978 0.63323612 4 247.727886 0.52682269 0.56097685 1.07414794
1.13248773 -0.7111631 4 1.27815343 0.52685033 0.51625587 -1.1475382
15.9770523 0.57916061 4 13.5537215 0.52690634 0.59353132 1.10529192
1.68707882 0.68407971 4 1.63308824 0.52693612 0.53149986 1.0250231
11.4129222 0.67304838 4 10.9358178 0.52699658 0.53780061 1.01988655
1.64858018 -0.6678458 4 1.4130874 0.52700881 0.54079049 -1.1041877
5.79255356 0.58696374 4 4.05621689 0.52704183 0.58875861 1.22408816
1.69378437 0.7075302 4 1.30091864 0.52704985 0.51828199 1.12086581
86.3001978 0.77047167 4 105.820302 0.52721947 0.48400263 1.08448302
1.76684093 -0.6905814 4 1.45925583 0.52726501 0.52781112 -1.1192603
2.73542778 -0.6746998 4 2.44164774 0.52735316 0.53685402 -1.0387543
10.1755598 -0.6517896 4 9.79150218 0.52737762 0.55009148 -1.0323691
5.27454242 0.59103185 4 5.23465936 0.52742661 0.58628033 1.09162187
9.28857988 0.57348208 4 7.70738417 0.52743137 0.59702022 1.15093216
8.54788793 0.76941837 4 9.27675352 0.52746464 0.48456183 1.06533891



11.8285106 -0.7106121 4 12.5776581 0.52751149 0.51656282 -1.0260054
4.42223549 0.84237152 4 5.02001294 0.52755297 0.44700014 1.15384765
5.54364522 -0.5823391 4 5.03555753 0.52759714 0.59158422 -1.1038838
14.8731851 0.62930362 4 10.8762408 0.52770235 0.5633029 1.11211563
1.06446986 0.70415695 4 1.0167223 0.52773102 0.5201685 1.04844382
2.70369456 0.66469685 4 2.48387079 0.52791469 0.54260583 1.06091943
2.78769421 0.58202694 4 1.61932149 0.527973 0.59177525 1.24014985
2.09981004 -0.7426417 4 2.27026332 0.52799789 0.49894321 -1.0762115
3.50766225 0.57478915 4 2.2591359 0.5280045 0.59621599 1.26523809
2.29172229 -0.6684114 4 2.13692841 0.52800767 0.54046486 -1.061441
2.99599682 -0.6404185 4 2.38655698 0.52805801 0.55674548 -1.1248055
2.75307027 0.62501975 4 2.51140674 0.52819684 0.56584423 1.08834276
20.6795536 0.31196563 4 12.4527409 0.52843967 0.77065161 1.42986487
1.35410331 0.662138 4 1.17492395 0.52844448 0.54408415 1.26037352
1.83215976 -0.8853134 4 5.94374151 0.52844582 0.42599984 -1.4155477
2.87184669 -0.582223 4 2.84561706 0.52844718 0.59165528 -1.1541565
1.78907343 -0.6460784 4 1.76211888 0.52845152 0.55342657 -1.0974493
3.8615606 0.65297154 4 3.25916255 0.52852442 0.54940304 1.06227779

1.14583465 0.6981258 4 1.71542049 0.52854761 0.52355389 1.12111651
1.37774515 -0.6926196 4 1.45101381 0.52861564 0.52665853 -1.0483781
2.11072846 -0.8128442 4 3.0496445 0.52865821 0.46191699 -1.1834829
5.05237329 0.81480733 4 17.5019249 0.52867302 0.46091315 1.25820131
1.54870771 -0.6798791 4 1.31371808 0.52878098 0.53389286 -1.0894359
10.5503551 0.6128538 4 6.1201868 0.52885579 0.57310374 1.17863201
15.6964352 0.61046642 4 14.1527572 0.52890102 0.57453561 1.06782763
4.31107563 -0.794912 4 6.1002823 0.5290753 0.47116597 -1.145783
3.52175864 0.75716332 4 4.40384647 0.52910158 0.49110432 1.09438252
2.0060241 0.68502316 4 1.69777872 0.52915247 0.53096345 1.05472964

2.99027775 0.48332626 4 2.28755928 0.52930585 0.65412894 1.38994652
26.0863346 -0.8381429 4 29.5007393 0.52933035 0.4491125 -1.11101
1.52470679 0.67957581 4 1.26798787 0.52946872 0.53406596 1.06263938
7.83564918 0.6272256 4 5.64959883 0.52953056 0.56453468 1.11002036
6.68506997 -0.5977266 4 4.37933608 0.5296127 0.58221681 -1.1611068
14.2204393 0.74071555 4 15.4961173 0.52963579 0.49998995 1.04845732
67.843466 0.62246656 4 55.8885596 0.52965319 0.56736257 1.08004665

7.77220491 -0.9356787 4 10.321765 0.52973671 0.4024109 -1.2278662
15.5921274 0.65246925 4 12.7105341 0.52984249 0.54969553 1.06982908
1.18251341 0.68602088 4 1.08142093 0.52987262 0.5303966 1.08945029
1.71910516 0.6760035 4 1.65969788 0.52993412 0.53610756 1.03701603
1.91984284 0.71503922 4 1.96210898 0.52997155 0.51410047 1.05130336
1.46071204 -0.8194658 4 3.0947029 0.53010496 0.458538 -1.2756741
5.53591753 0.65930843 4 5.51723017 0.53012462 0.54572216 1.02443752
1.74357439 -0.7160141 4 2.09475657 0.53017355 0.51355942 -1.1106682
1.49675014 -0.6529534 4 1.39562948 0.53024847 0.54941357 -1.0792434
10.3397982 -0.7632568 4 19.4510845 0.53032605 0.48784292 -1.1501093
1.50805309 0.69665459 4 1.16088861 0.53035966 0.52438212 1.10230268
1.42619439 0.66814849 4 1.29211744 0.5304163 0.5406162 1.05741777
2.21999915 0.72617365 4 2.46922336 0.53051721 0.50794577 1.05650383



1.41746271 -0.69787 4 1.62519217 0.53057713 0.52369785 -1.0777332
6.15674864 0.59247178 4 5.15796791 0.5306107 0.58540477 1.09960329
3.19182997 0.63090992 4 2.9984099 0.53063826 0.56235199 1.06950033
2.63054952 0.65747653 4 2.63029417 0.53074053 0.54678447 1.03829234
2.65496336 0.65748806 4 1.65148951 0.53076186 0.54677778 1.14843605
1.36787266 -0.6821348 4 1.19830842 0.53082429 0.53260692 -1.0489619
1.74348887 -0.7608572 4 2.09368876 0.53084087 0.48912527 -1.1107511
8.2923512 0.54027497 4 7.50878496 0.5309585 0.61768397 1.13539708

2.82834465 -0.7057197 4 3.31882649 0.53105131 0.5192939 -1.0723923
3.80015767 0.65727705 4 2.63113041 0.53105969 0.54690024 1.16289784
1.57763671 -0.6735236 4 1.09225286 0.53107007 0.53752809 -1.1431786
12.0544371 0.61728832 4 8.49932263 0.53108174 0.57045041 1.11871964
2.34150624 -0.7219987 4 2.42379523 0.53108851 0.51024711 -1.0524941
1.81653926 0.64557846 4 1.77585088 0.53114061 0.5537192 1.08147225
4.17229705 -0.6216176 4 2.94649124 0.53126814 0.56786805 -1.1369913
4.98121157 -0.7881021 4 5.26048171 0.53138549 0.47471594 -1.1021466
14.0591515 -0.7984903 4 17.7489431 0.53143159 0.46930891 -1.1164969
13.3604321 -0.4542318 4 6.00024148 0.53145242 0.67321833 -1.474651
1.37441943 -0.6805378 4 2.12875921 0.53153984 0.53351715 -1.1786342
209.896163 -0.994673 4 263.841729 0.53154115 0.37619407 -1.2255098
6.1872253 0.56456827 4 6.22555175 0.5315419 0.60252339 1.10409671

1.20168591 0.6922554 4 1.0858673 0.53155069 0.52686434 1.11234746
2.68150202 0.65110401 4 2.24593805 0.53158635 0.55049111 1.12223035
1.30571512 -0.6798008 4 1.30282443 0.53167465 0.53393756 -1.2397685
15.671057 0.50869698 4 14.4449615 0.53168009 0.63773894 1.13505032

1.49036025 -0.711204 4 2.42659101 0.53168308 0.51623306 -1.1325295
1.91018787 0.60211743 4 1.69429031 0.53170795 0.57956181 1.17246295
1.91018787 0.60211743 4 1.69429031 0.53170795 0.57956181 1.17246295
3.49959167 -0.7162858 4 4.8840081 0.5317838 0.51340869 -1.1020423
27.703814 -0.602158 4 19.8675371 0.53184981 0.57953731 -1.1322522

2.22993463 0.64245831 4 1.02813756 0.53196097 0.5555478 1.25076298
10.2017052 0.71026773 4 11.889194 0.53203717 0.51675468 1.04970773
7.92941863 -0.5721802 4 7.61235076 0.53213106 0.59782197 -1.0874816
7.26221125 -0.7491331 4 11.8217981 0.53217421 0.49542753 -1.1436044
2.81414286 -0.8634971 4 3.9693662 0.53231157 0.43656634 -1.2109346
317.542403 0.55226545 4 267.446705 0.53236539 0.61017161 1.11308719
5.46373828 0.62029185 4 3.64360562 0.53254965 0.56865799 1.14392842
9.06047715 -0.7213253 4 12.1271545 0.5325948 0.51061906 -1.0779496
3.39121648 -0.7198655 4 4.6495457 0.53260102 0.51142595 -1.0891234
6.68597817 0.6491133 4 5.67920709 0.53272168 0.5516526 1.05626089
7.4868451 -0.7109724 4 8.93455102 0.53273606 0.51636209 -1.0607388

1.39134412 0.66370858 4 1.09391678 0.53286613 0.54317645 1.09556076
13.8580935 0.53056828 4 13.865232 0.53299748 0.62380718 1.10748828
13.9949499 0.55637592 4 11.1472116 0.53300553 0.6076095 1.12911727

4.210156 0.60932751 4 3.74519852 0.53314831 0.57521953 1.08430248
3.41175438 -0.6951948 4 3.86567582 0.53324293 0.52520485 -1.0365004
1.73732775 0.62796778 4 1.65376986 0.53328877 0.56409453 1.10999184
45.6797131 -0.787663 4 82.8185652 0.53329673 0.47494557 -1.1581351



4.25185033 -0.7212301 4 4.48065839 0.53329785 0.51067166 -1.051621
4.25185033 -0.7212301 4 4.48065839 0.53329785 0.51067166 -1.051621
2.2451496 0.70893649 4 2.71749731 0.53339617 0.51749699 1.10365901

2.84232343 0.55629803 4 1.99391758 0.53339998 0.60765799 1.19919721
2.77024417 -0.7593924 4 4.05649155 0.53341071 0.48990931 -1.1359637
1.39692212 -0.8407327 4 2.25259096 0.53347316 0.44781786 -1.3812965
3.51538131 -0.7292822 4 4.24305223 0.53352756 0.50623726 -1.0739342
1.50931754 -0.6725076 4 1.3820582 0.53356641 0.53811084 -1.0970494
2.42505433 0.65100913 4 2.42542957 0.53358288 0.55054643 1.04455383
1.27484305 0.68836054 4 1.60048652 0.53359196 0.52906904 1.05839865
5.60686637 -0.7096149 4 5.82561276 0.53367446 0.51711864 -1.0335452
21.3783005 0.49731967 4 19.939289 0.53368306 0.64505886 1.13512826
1.04222259 0.67580427 4 1.00495843 0.53368478 0.53622158 1.04686972
8.52073729 0.47547802 4 7.33082894 0.53368701 0.65924783 1.21252121
3.22667839 0.65280974 4 2.81040669 0.53378183 0.54949725 1.06907897
4.15594037 -0.7765424 4 9.75239307 0.53378525 0.48078927 -1.2120191
2.03353661 -0.7201399 4 3.05507004 0.5338101 0.5112742 -1.1562131
16.2912076 0.81474023 4 17.9053629 0.53382492 0.46094743 1.10900346
11.1119374 0.62077572 4 8.19301136 0.53386607 0.56836959 1.11981189
1.27195709 0.69811732 4 1.2867339 0.53387447 0.52355866 1.08227736
6.0518504 -0.6561026 4 5.4187324 0.53390006 0.54758216 -1.0467934

21.2274665 -0.7728887 4 24.6217466 0.53390278 0.48272131 -1.0892492
33.2505189 -0.7131777 4 40.2904165 0.5339452 0.51513476 -1.0569578
3.28019957 -0.6247198 4 2.96217492 0.53397519 0.56602245 -1.0644071
2.33397579 -0.6613857 4 1.48737846 0.53403748 0.54451929 -1.1401292
2.82990567 -1.079767 4 8.9111906 0.53405745 0.34100515 -1.486059
3.05763136 0.7324017 4 3.80733269 0.53406653 0.50452699 1.10426731
1.21935161 -0.7606105 4 1.25438206 0.53407556 0.48925727 -1.2392684
416.036715 0.5706783 4 256.199537 0.53407622 0.59874772 1.18158701
3.08356156 -0.6405739 4 2.94574894 0.53408465 0.5566542 -1.0619956
9.87456393 -0.7690887 4 10.5822008 0.534089 0.48473698 -1.0708654
8.88305032 0.50401275 4 7.54163491 0.5341325 0.64074671 1.1970771
1.03033133 0.71056845 4 1.17664787 0.5341757 0.51658711 1.09758498
34.6362683 -0.5207379 4 33.1619267 0.53424789 0.63004606 -1.1027401
1.16448909 0.65955902 4 1.07389738 0.53434403 0.54557696 1.0715859
7.96192843 -0.7987628 4 8.71069704 0.5344006 0.46916774 -1.105787
1.08035105 0.65652724 4 1.0797407 0.53448878 0.54733553 1.07732053
7.56653417 0.63747599 4 6.55502907 0.53450081 0.55847636 1.07139339
8.26871165 0.56444668 4 5.03285842 0.53457583 0.60259868 1.27376018
6.62450843 -0.7861633 4 8.20398817 0.53492909 0.47573042 -1.1290983
2.16988163 -0.9988771 4 4.54292824 0.53493193 0.37438334 -1.4646242
2.4418876 -0.7040295 4 2.81975386 0.53499209 0.52023986 -1.068833

3.05783965 -0.7108933 4 4.32983099 0.53511916 0.51640615 -1.0900144
4.10237592 0.65688339 4 3.31048418 0.53514485 0.54712874 1.06794229
1.80074153 0.71548931 4 2.29096935 0.53514503 0.51385062 1.10117897
5.5688919 -0.5980807 4 5.15446068 0.53526183 0.58200238 -1.0713663
1.9993489 -0.661386 4 1.69423273 0.53526978 0.54451917 -1.052161

11.2054406 -0.2422492 4 12.002245 0.53529838 0.82050069 -1.3388673



1.08609905 0.67455397 4 1.06484067 0.53539401 0.53693755 1.09861189
10.0236443 -0.5949514 4 5.46424857 0.5354013 0.58389904 -1.195585
13.272224 0.56487589 4 11.7364946 0.53542539 0.60233293 1.11337521

3.42505006 0.55741466 4 3.19392965 0.53549933 0.60696311 1.14163558
2.96069826 -0.6599278 4 2.51854155 0.53557806 0.5453633 -1.0778462
4.08210169 0.6560165 4 3.53127086 0.53568689 0.54763217 1.04790667
5.7465134 0.65933212 4 5.20415092 0.53571567 0.54570843 1.03728237
6.1212782 -0.5855749 4 5.32127938 0.53572553 0.58960623 -1.0976234
6.1212782 -0.5855749 4 5.32127938 0.53572553 0.58960623 -1.0976234

1.60963281 -0.6736592 4 1.14576342 0.53579919 0.53745037 -1.0969416
1.90952715 0.70419909 4 2.0064483 0.53581582 0.5201449 1.04138929
118.754049 0.52773383 4 107.600766 0.53586007 0.62560221 1.10917864
10.2369992 0.39213805 4 6.64118224 0.53588813 0.71495306 1.32186954
25.0789483 0.52751725 4 13.2938684 0.53592431 0.62573949 1.30656914
4.61378635 -0.7293954 4 6.06878096 0.53597481 0.50617508 -1.0985872
2.05153951 0.69623495 4 2.21843958 0.53600629 0.52461854 1.03699551
6.00882939 0.64184154 4 5.02690873 0.53612843 0.55590976 1.05924162
9.92707304 -0.6124603 4 9.44704329 0.53618123 0.57333956 -1.0495915
38.9037244 -0.8015499 4 73.8151278 0.53626337 0.46772559 -1.1798295
3.63098589 -0.7792368 4 3.96019711 0.53636305 0.47936836 -1.1137512
12.0985139 0.54459562 4 10.9229776 0.53640371 0.61497037 1.12455387
7.24156456 0.61127134 4 6.36023627 0.53644705 0.57405258 1.0881415
2.21397903 0.59958217 4 2.05941046 0.53644717 0.58109383 1.17275638
2.24242374 0.63825317 4 1.98516316 0.53646771 0.55801885 1.08265826
5.98585131 0.93649522 4 147.459935 0.53651609 0.40203768 1.36384032
1.97051118 -0.7536916 4 2.2163567 0.53653251 0.49296987 -1.1198063
1.30215646 -0.7123959 4 2.57418723 0.5365623 0.51556963 -1.2400404
73.377188 0.61430449 4 55.6754638 0.53659148 0.57223483 1.1001359

12.9364307 -0.7146235 4 16.139606 0.53665429 0.51433135 -1.0704556
1.94175349 -0.6781531 4 1.64193312 0.5366655 0.53487838 -1.0780098
3.52296552 -0.6975109 4 4.3302183 0.53668396 0.52389992 -1.053596
4.03507384 0.59805482 4 2.17194859 0.53677424 0.58201807 1.22501094
134.539348 0.21003022 4 36.6392149 0.53699738 0.84390842 1.88753417
18.7518975 -0.7310774 4 21.8580796 0.53700424 0.50525252 -1.063934
8.27405713 0.56832711 4 7.88218118 0.53710072 0.60019884 1.09108883
7.13375245 0.55954437 4 7.08102129 0.53712977 0.6056392 1.09527731
1.6146503 -0.672336 4 1.28182812 0.53713074 0.53820934 -1.0754747

1.41790583 -0.7000509 4 1.52126867 0.53713383 0.52247155 -1.0514031
1.25882705 0.68055469 4 1.28238965 0.53714369 0.53350749 1.04881911
4.6400127 0.64120636 4 4.15374238 0.53722159 0.55628269 1.05854754

62.3974498 0.52427067 4 53.8682742 0.53726095 0.62779965 1.12852611
1.50920747 0.69634457 4 1.77170718 0.53741966 0.52455678 1.07779895

6.065307 0.75277859 4 7.05888351 0.53744299 0.49346136 1.09845411
2.3500585 -0.6592704 4 1.02566692 0.53745169 0.54574419 -1.2467817

4.05899161 0.26954975 4 2.84896884 0.53746384 0.80084054 1.54269098
1.5180479 0.66025429 4 1.3798068 0.53759961 0.54517423 1.05204607

1.87823066 -0.7310819 4 2.07368066 0.53761607 0.50525003 -1.0901091
5.71837368 0.65020667 4 5.56819647 0.53766345 0.55101446 1.02056932



2.41324142 0.64588532 4 2.32607625 0.53783186 0.55353959 1.04433121
39.5972007 -0.8024489 4 55.9383964 0.53785869 0.46726113 -1.1406866
13.3160603 0.5144044 4 11.8350869 0.53792391 0.63408554 1.12182694
4.17895396 0.55598287 4 3.66931346 0.53793176 0.6078542 1.121416
15.7738195 -0.6251331 4 13.1048877 0.53793681 0.5657769 -1.0771683
6.80200158 -0.8207492 4 7.81854455 0.5379564 0.45788535 -1.1351132
1.0613109 -0.6814013 4 1.29370479 0.5379927 0.53302483 -1.0577969

31.6186981 0.57325479 4 25.8136663 0.53800445 0.59716014 1.10354584
1.46038637 -0.8689548 4 2.76307768 0.53809752 0.43390312 -1.4446117
15.5594022 -0.5565479 4 10.8017112 0.53816835 0.60750247 -1.1509616
4.72991806 0.64673222 4 4.48104967 0.53828559 0.55304408 1.03445247
48.9977176 0.60020616 4 36.2525738 0.53828616 0.58071651 1.10851756
7.92307258 -0.7196455 4 8.25336186 0.53840735 0.51154766 -1.0367165
4.40537061 0.66261478 4 4.15681234 0.53845223 0.54380849 1.02486479
3.32558404 -0.8363707 4 5.33922997 0.53846172 0.4500002 -1.2043957
1.09523583 -0.6806167 4 1.55375994 0.53855383 0.53347213 -1.0906895
3.39382324 -0.7234229 4 4.17363891 0.53863027 0.50946117 -1.0752681
3.73150758 0.64693988 4 2.88076691 0.53874756 0.55292263 1.08504933
1.96604981 -1.2579175 4 23.0119714 0.53875191 0.27684732 -1.7691474
1.38988281 -0.6733181 4 1.45471614 0.53882813 0.53764593 -1.0341106
1.7101486 -0.6722354 4 1.34274892 0.53892222 0.53826703 -1.1049047

3.35449187 -0.7586547 4 3.75929418 0.53894451 0.49030457 -1.0908052
1.15756187 0.69536152 4 1.6636166 0.53895102 0.52511085 1.11593061
1.30955727 0.67024896 4 1.22505033 0.53903656 0.53940795 1.01731036
16.0441055 0.46697178 4 12.8194425 0.53910271 0.66482147 1.18744852
1.61089161 -0.6605356 4 1.39990756 0.53911953 0.54501133 -1.1319894
25.437609 0.59665035 4 21.7915843 0.53915764 0.58286881 1.08234624

11.3472318 -0.7342993 4 17.1770967 0.53916255 0.50348874 -1.1175319
7.70676929 -0.6280478 4 7.29582142 0.53921709 0.56404707 -1.0366306
1.11262754 0.69449419 4 1.07205022 0.53921713 0.52560006 1.0809346
1.30167347 -0.6447805 4 1.10647681 0.53926471 0.55418647 -1.1368832
1.4397115 -0.6505314 4 1.27477515 0.53934319 0.55082501 -1.1269389

2.30071053 0.70438031 4 3.55965539 0.53941719 0.52004343 1.10670025
1.23558041 -0.6652207 4 1.51046812 0.53952371 0.54230352 -1.1000769
7.73507742 -0.7027528 4 8.65230863 0.53953807 0.52095524 -1.0484998
1.30262319 -0.6891433 4 1.82091397 0.53957703 0.52862544 -1.0918335
1.79274815 1.19440095 4 13.7179715 0.53960152 0.29830425 1.71968979
49.3869937 0.77931602 4 80.5026961 0.53961944 0.47932664 1.14770922
11.7831746 0.60193808 4 9.35920531 0.53965595 0.5796701 1.10861019
1.08503543 -0.6815312 4 1.00968362 0.53969813 0.53295078 -1.038009
2.15352231 -0.717825 4 2.3829563 0.53983881 0.51255547 -1.0714045
1.09561402 -0.6481062 4 1.46849521 0.53991306 0.55224087 -1.1476073
2.75691675 0.71828861 4 2.84709149 0.53991811 0.51229868 1.06642425
2.75691675 0.71828861 4 2.84709149 0.53991811 0.51229868 1.06642425
3.42268585 0.50360211 4 2.82534361 0.53996855 0.64101078 1.31882855
11.3390399 -0.8660088 4 14.4841599 0.54006098 0.43533905 -1.1632686
3.57454708 0.73350384 4 6.35867624 0.54009284 0.50392376 1.15194273
2.91223735 0.64874023 4 2.28306813 0.54011831 0.55187046 1.11521753



1.62044945 -0.6646063 4 1.29302451 0.5401822 0.54265812 -1.0606081
4.25531788 0.60093972 4 3.87158952 0.54022249 0.58027315 1.06732016
1.30149009 0.67309995 4 1.20115489 0.54027195 0.53777103 1.06860445
19.3210792 -0.5866893 4 13.5728039 0.54037678 0.58892602 -1.1434198
3.00634401 -0.7240258 4 3.27557597 0.54038365 0.50912874 -1.0757664
53.1491822 0.60226203 4 43.4803931 0.54045649 0.57947452 1.08168926
3.10005197 -0.7072198 4 3.33320455 0.54049153 0.51845539 -1.0561197
4.11850437 -0.5745616 4 4.05213975 0.5405377 0.59635596 -1.0952461
3.21228714 0.61797611 4 2.9246779 0.54056044 0.57003963 1.09442941
49.2331576 -0.7411654 4 63.425764 0.54063579 0.49974532 -1.0886029
1.0735136 0.66046826 4 1.0407786 0.54063911 0.54505033 1.05595975

9.38351295 -0.744997 4 10.0320897 0.54064146 0.4976654 -1.0595711
37.5864528 -0.7126969 4 48.4360122 0.54065366 0.51540215 -1.0727889
15.5384424 -0.8226996 4 16.7880737 0.54070162 0.4568949 -1.1148702
24.7918338 -0.3030171 4 1.29592382 0.54085924 0.7769822 3.12893542
1.68067249 0.62964649 4 1.40660087 0.54089012 0.56309983 1.12322894
1.0960453 0.67215548 4 1.51767223 0.54089346 0.53831291 1.16429149

1.32303255 -0.6949233 4 1.33304141 0.54091091 0.52535796 -1.1337556
5.78391884 -0.7597675 4 7.85025985 0.54093418 0.48970845 -1.1378469
6.74225821 -0.6447673 4 5.89606815 0.54107923 0.55419417 -1.0523632
1.03679025 -0.6673209 4 1.28451257 0.54108638 0.54109277 -1.060158
13.3716526 -0.5911198 4 9.10229626 0.54114309 0.58622683 -1.1314445
3.1539274 -1.0241914 4 108.983773 0.54121671 0.36364019 -1.5097579

2.19773867 0.65305706 4 1.89592049 0.54123294 0.54935324 1.06589171
1.41912533 0.68617668 4 1.96659758 0.54128542 0.53030813 1.08959859
63.1044168 -0.7920431 4 119.159348 0.54140422 0.47265901 -1.1691957
1.91837862 0.73524369 4 2.22952874 0.54140574 0.50297261 1.09253292
3.88143393 0.59213911 4 3.35034776 0.54151094 0.58560697 1.08465411
4.18788514 0.63848776 4 3.18828923 0.54154218 0.5578808 1.07985914
39.9659285 0.57881598 4 28.6822598 0.54160313 0.59374268 1.12205857
89.1747975 0.60622042 4 84.1201631 0.54163033 0.57708812 1.04720805
2.03953145 0.5946179 4 1.89458106 0.54168884 0.5841014 1.13121145
4.25759227 -0.5980048 4 4.25285862 0.54173754 0.58204835 -1.0689176
11.5242554 0.57881139 4 11.0370581 0.54179901 0.5937455 1.07321223
1.65194692 -0.6479529 4 1.45168753 0.5418667 0.5523304 -1.0479153
8.04963654 0.51267172 4 7.25942114 0.54188263 0.63519333 1.14686203
94.7004857 0.53548351 4 78.2240738 0.54189873 0.6207019 1.11743379
94.7004857 0.53548351 4 78.2240738 0.54189873 0.6207019 1.11743379
5.32604364 0.63337545 4 4.02627427 0.54193149 0.56089456 1.08033631
1.5428851 -0.6759143 4 1.28158594 0.54201046 0.5361586 -1.1149825

1.05360938 -0.6518975 4 1.01335257 0.54211908 0.5500286 -1.0959097
1.12003373 -0.6860996 4 1.28723493 0.54212557 0.53035192 -1.1184418
6.72580587 0.540513 4 4.59079272 0.54226044 0.61753428 1.18018474
1.92603439 0.63939617 4 1.88709382 0.54226954 0.55734645 1.05092497
4.3548057 0.74481692 4 4.88953159 0.54230497 0.49776303 1.0942472

1.75378581 0.71746545 4 3.67800626 0.54240539 0.51275469 1.23212887
9.56955831 0.59977747 4 6.15988207 0.54245331 0.58097572 1.14612901
2.75873725 -0.6873934 4 3.55378679 0.54252763 0.52961755 -1.0683295



28.6122672 -0.4969595 4 27.8504032 0.54257015 0.64529137 -1.113672
320.402814 -0.5897731 4 232.464525 0.54257098 0.58704641 -1.1126316
3.33999984 0.69154301 4 4.37698457 0.54259656 0.5272671 1.06844833
1.20823617 -0.6897545 4 1.02312067 0.54266295 0.52827921 -1.0918661
3.10154576 -0.5876718 4 2.92311146 0.54276184 0.58832676 -1.0868689
3.55394022 0.59490356 4 3.46511269 0.54277545 0.58392806 1.07755942
7.38903784 -0.7492201 4 9.41152188 0.54280215 0.49538055 -1.1115698
3.6131891 -0.7645478 4 8.65138927 0.5428065 0.48715404 -1.2113048

1.70501589 0.70139393 4 2.25181896 0.54290643 0.52171746 1.09152922
3.94422374 -0.607557 4 3.5760568 0.54292017 0.57628381 -1.0732914
40.2861629 0.62353428 4 34.372651 0.54295245 0.56672728 1.05560319
7.45579113 -0.7629409 4 11.4415004 0.54296334 0.48801156 -1.1451675
13.2726436 -0.7186965 4 15.5935558 0.543067 0.51207284 -1.0678833
5.16368071 -0.5311705 4 5.13392028 0.54314077 0.62342621 -1.1167447
1.69348588 -0.6595099 4 1.24050209 0.543168 0.54560541 -1.1696273
1.33410963 -0.6679833 4 1.41685216 0.5431829 0.54071129 -1.0435953
18.4381671 0.39442614 4 15.4884536 0.54319899 0.71339228 1.23339818
7.57956482 0.86811908 4 27.4011025 0.54334766 0.43431007 1.29637456
5.07799669 0.49050691 4 3.72088657 0.5434907 0.6494655 1.20458224
1.93646565 -0.4348967 4 2.27914317 0.54355308 0.68607236 -1.3920261
13.4864217 -0.7325286 4 13.9212154 0.54359072 0.50445752 -1.0530248
2.76781534 -0.7873612 4 3.40679207 0.54360512 0.47510345 -1.1940051
4.33476718 0.62875576 4 4.0031026 0.54364962 0.56362747 1.05163385
31.1247919 0.584785 4 26.6272518 0.54373486 0.5900887 1.08394808
11.8591605 0.58427298 4 8.69103277 0.54385262 0.59040156 1.12056938
1.37427464 0.81284463 4 6.94387722 0.54402623 0.46191676 1.59362621
1.30899829 0.66114597 4 1.15894468 0.5440907 0.54465803 1.11550544
3.68091144 0.75579708 4 4.26424849 0.54426699 0.49183784 1.09792562
10.7361737 0.83615712 4 13.0131862 0.54428587 0.45010726 1.1603465
2.73864563 -0.7032222 4 2.97175217 0.54437081 0.52069217 -1.047742

2.376269 -0.6879589 4 2.45769145 0.54443956 0.52929677 -1.0336064
8.87934484 0.52641441 4 4.38372106 0.54446953 0.62643885 1.39506397
2.87626223 0.65435318 4 2.60029627 0.54448441 0.54859902 1.04328442
8.25527356 -0.7307994 4 11.0547164 0.54453082 0.50540492 -1.0930173
13.6634122 0.59018819 4 10.0971783 0.54461733 0.58679372 1.11592712
5.7600329 0.70802444 4 7.57255446 0.54462513 0.51800601 1.08503062

1.50534645 -0.6670872 4 1.12247136 0.5446413 0.54122739 -1.101982
1.42307877 -0.64388 4 1.16042052 0.544667 0.55471406 -1.0726265
2.47358457 -0.6109254 4 2.24827651 0.54468646 0.57426015 -1.0638717
2.64896265 0.55947759 4 2.26422872 0.54470517 0.60568068 1.13695302
2.79853667 -0.7665427 4 3.23569929 0.54472914 0.48609105 -1.1181098
1.96984652 -0.6524429 4 1.27884401 0.54481802 0.54971086 -1.1789698
15.6960428 0.64655069 4 14.561271 0.54482561 0.55315026 1.02498907
36.7391347 -0.7883627 4 41.4743151 0.544849 0.47457974 -1.0921106
6.88619159 0.72135432 4 9.87290029 0.54488711 0.51060301 1.11616735
2.81404309 0.58057961 4 2.63957599 0.54489918 0.59266154 1.09447439
6.7352733 0.71808876 4 6.94249277 0.54491064 0.51240937 1.04614281

1.21707449 -0.6696963 4 1.47346506 0.54492094 0.53972568 -1.052647



5.66643126 0.44286572 4 1.39511259 0.54499932 0.68075862 2.6818927
58.2292027 -0.8033892 4 62.1726319 0.54504652 0.46677578 -1.0951913
5.41797068 0.62525907 4 5.05411734 0.54505918 0.56570206 1.03696107
5.7081109 -0.4392938 4 4.0082652 0.54507502 0.68313767 -1.315735

52.7733112 -0.796509 4 129.230811 0.54507631 0.47033647 -1.2024163
2.84101656 -0.6842589 4 2.97016555 0.5451308 0.53139794 -1.0426762
2.82775962 0.63585571 4 1.97672323 0.54521999 0.55943103 1.09793891
183.801642 0.53296297 4 117.121832 0.54536145 0.62229311 1.18406454
5.01039429 0.80552278 4 7.05577469 0.5453945 0.46567586 1.18549525
36.4069804 -0.7110851 4 44.1607589 0.54540656 0.51629932 -1.0653889
1.00347901 0.70525799 4 1.10666665 0.54541313 0.51955219 1.74893575
2.82469038 -0.6331258 4 1.9344834 0.5454404 0.56104204 -1.1659823
33.4243178 -0.7256122 4 51.1650164 0.5454964 0.50825482 -1.1040923
29.6935481 -0.6048127 4 23.7720605 0.54550606 0.57793604 -1.0825538
2783.80917 -0.4752445 4 2472.4253 0.54568268 0.65940047 -1.1326649
3.08286016 0.62641128 4 2.74100391 0.54570841 0.56501788 1.04852092
1.99993041 0.66816633 4 2.21493367 0.54579273 0.54060593 1.04339787
13.7288075 0.53539711 4 11.2820321 0.54579353 0.6207564 1.12063156
8.69086166 0.54018944 4 8.53913414 0.54580969 0.61773776 1.08820036
19.9260889 0.16406699 4 12.5934934 0.54585653 0.87763497 1.4810076
4.21394221 0.64185651 4 3.68998048 0.54594347 0.55590097 1.05406185
2.21953243 0.63836458 4 1.30437434 0.54601442 0.55795328 1.14576436
11.5426833 0.81886886 4 13.5748898 0.54604755 0.4588418 1.14247722
5.83526677 -0.5751183 4 5.68742672 0.54607914 0.59601358 -1.0774584
1.12134507 0.65470438 4 1.44656306 0.54610072 0.54839477 1.11278547
1.37073898 -0.6755429 4 1.65403077 0.54624389 0.53637117 -1.1048774
9.50572131 -0.7022049 4 12.4185092 0.54626513 0.52126245 -1.0772495
5.22746214 -0.713549 4 7.27757801 0.54626991 0.51492835 -1.0987153
2.4056669 0.64316162 4 2.06214809 0.54630758 0.55513525 1.04503415

3.59002048 -0.7269341 4 3.68943637 0.5463277 0.50752741 -1.0792004
4.7902296 0.63769489 4 3.99241131 0.54636223 0.55834748 1.05067073

2.66670912 0.70133279 4 3.16575347 0.54639026 0.52175177 1.07086988
3.09280696 0.56199026 4 2.91044287 0.54641158 0.60412099 1.10802119
1.67825824 -0.6845604 4 2.51852142 0.54645961 0.53122653 -1.1018913
3.89254468 -0.7186929 4 3.97367297 0.5464799 0.51207482 -1.0656997
1.34055609 0.70801939 4 1.53962317 0.54652454 0.51800882 1.12117459
2.89928822 -0.5067016 4 2.75447216 0.54663987 0.63901915 -1.2000495
4.6339742 -0.6970937 4 4.91309309 0.54666066 0.52413485 -1.0462736

25.3729401 -0.6915359 4 29.7060067 0.54667087 0.52727109 -1.0496912
14.8535171 0.66908373 4 15.5842268 0.54672947 0.54007799 1.01615488
4.60501786 0.42953608 4 3.89926828 0.54678668 0.68965927 1.20798122
2.01275915 -0.6542561 4 1.64528877 0.54681432 0.54865548 -1.0790786
1.72659883 -0.567212 4 1.42113946 0.54683527 0.60088782 -1.5182949
7.00166526 0.55389052 4 6.77289836 0.5468516 0.60915787 1.0804201
2.47680577 0.63014783 4 2.09667129 0.54685276 0.562803 1.05750346
2.04558336 0.62350737 4 1.88970648 0.54687997 0.56674328 1.05680538
2.17054003 0.67550534 4 2.59676165 0.54689108 0.5363927 1.07389702
3.66468159 -0.6033414 4 2.72830928 0.54693196 0.57882315 -1.1450716



1.08965713 0.68264258 4 1.0947181 0.54694001 0.53231771 1.12048845
7.56899429 -0.5886489 4 7.25139818 0.54705128 0.58773121 -1.0554175
2.82518775 0.58885772 4 2.27118624 0.5470714 0.58760395 1.15487501
1.17173159 -0.6824619 4 1.02271849 0.54709619 0.53242059 -1.0901202
83.3684667 0.20656137 4 76.4700974 0.54712444 0.84644083 1.30746295
1.29110602 -0.6667319 4 1.49095458 0.547153 0.54143212 -1.0546223
11.6406455 -0.787496 4 14.7428352 0.5471625 0.47503291 -1.1180483
1.19883938 -0.6451727 4 1.03482913 0.54721331 0.55395679 -1.0743966
1.68475045 0.6664454 4 2.35291655 0.54723509 0.54159727 1.13425345
3.02986963 -0.7534329 4 3.56124509 0.54735042 0.49310909 -1.1039544
1.35619359 0.65800987 4 1.02472867 0.54746129 0.54647504 1.08541831
16.7801801 0.61319948 4 13.1405565 0.54748592 0.57289661 1.07550553
42.2409701 0.71490455 4 43.6474659 0.54749572 0.51417525 1.04019384
2.38619833 0.6806807 4 3.02840049 0.54751449 0.53343563 1.07094216
1.22850001 -0.6575308 4 2.10394269 0.54753054 0.54675297 -1.2093381
2.23725557 -0.7456843 4 2.40228844 0.54763839 0.49729303 -1.1314779
1.75261824 -0.693901 4 2.16417345 0.54766525 0.52593482 -1.1062895
31.7179825 -0.5065222 4 30.4648406 0.54768415 0.63913434 -1.0940784
4.31916812 0.61900262 4 4.22154486 0.54771536 0.5694269 1.03871682
3.07660547 0.78317494 4 3.87649338 0.54771986 0.47729735 1.15781194
3.89471454 0.70442122 4 5.67221575 0.54776051 0.52002053 1.12308759
1.58668922 -0.6648197 4 2.27328291 0.54778794 0.54253493 -1.1346158
7.07391567 0.55882067 4 6.62356138 0.54778886 0.60608888 1.07468431
66.9725914 0.50107102 4 60.8017701 0.54810381 0.64263988 1.1132033
11.9406214 0.57379129 4 11.9232222 0.54820404 0.5968299 1.05715611
26.007353 -0.731552 4 34.5528194 0.54834316 0.50499241 -1.0963702

5.95225184 0.59745715 4 4.76582922 0.54835396 0.58238 1.09453025
11.7923948 -0.3878888 4 12.4510128 0.54856288 0.71785605 -1.1845274
1.34366346 0.59545955 4 1.01923789 0.54870109 0.58359077 1.14711099
13.1481614 0.61897672 4 10.6485705 0.54870208 0.56944236 1.06313227
2.12203724 0.64050621 4 1.68688251 0.54871106 0.55669397 1.08064318
2.59275665 -0.6093848 4 1.49287692 0.54871441 0.5751851 -1.2039067
18.559746 -0.5193076 4 18.0618826 0.54875653 0.63095693 -1.0965256

5.11644069 -0.7202937 4 6.60946576 0.5488758 0.51118918 -1.109735
1.95762975 0.7579626 4 2.3972934 0.54892224 0.49067558 1.14295983
2.50967784 -0.7427175 4 5.49536075 0.54903406 0.49890201 -1.1952688
1.54324021 -0.6574447 4 1.67559913 0.54907622 0.54680295 -1.0252058
5.28955942 0.62488218 4 4.21639194 0.54915175 0.56592598 1.06277516
1.3201614 0.6120772 4 1.11497866 0.54915241 0.57356926 1.09874497

3.13094193 -0.6347796 4 2.55460392 0.54921161 0.56006571 -1.057468
1.69822637 1.03627518 4 7.85884007 0.54927101 0.35860818 1.53570668
1.86459099 0.65568512 4 1.59444719 0.54939401 0.5478247 1.0691212
6.19735776 -0.7953357 4 7.70736217 0.54941816 0.47094581 -1.133025
3.81786734 0.6245454 4 3.53005594 0.54945499 0.56612611 1.03469818
2.89308211 -0.5447482 4 2.52542475 0.54949513 0.6148747 -1.2147737
2.36554395 -0.6895256 4 2.63681815 0.54953457 0.52840886 -1.0510216
3.87262819 0.68130128 4 4.74911082 0.54955209 0.53308183 1.05807224
4.8383638 -0.524669 4 4.50784956 0.54959569 0.62754666 -1.1117109



10.5481191 0.7322214 4 13.2310489 0.54983092 0.50462572 1.09103235
2.18838318 0.64526914 4 1.57796292 0.54985437 0.55390029 1.18399318
3.00130326 0.58005785 4 2.98649666 0.54990304 0.59298126 1.08871728
65.0608902 -0.5851353 4 49.0440721 0.54991249 0.58987474 -1.0998249
14.7919134 0.52647355 4 14.2954494 0.54993253 0.62640133 1.08770871
2.56872256 0.62479868 4 2.47133017 0.55000782 0.56597559 1.0386198
5.71645285 0.55020809 4 5.78409101 0.55011786 0.61145653 1.08496812
2.30516367 -0.6713219 4 2.99673104 0.55012452 0.53879152 -1.0702532
3.79253181 0.73846915 4 4.20191344 0.55016644 0.50121285 1.11005169
2.97882227 0.62898905 4 2.88817563 0.55018829 0.56348925 1.03027409
13.7538059 -0.6959124 4 14.8909358 0.55027821 0.52480033 -1.0387549
1.53457128 -0.6190856 4 1.307031 0.55030916 0.56937737 -1.0723019
7.75625239 -0.7350992 4 7.93635698 0.55033626 0.50305155 -1.0667398
1.59732919 0.61324657 4 1.35284263 0.55036868 0.5728684 1.08490969
1.04264874 -0.6583098 4 1.10521693 0.55047583 0.54630106 -1.0410046
13.7458163 0.57537046 4 12.7533087 0.55047792 0.59585854 1.06773929
7.64015945 0.61096324 4 6.50784697 0.55068301 0.57423744 1.07130655
7.36575674 -0.5982825 4 6.21059212 0.55073867 0.58188026 -1.0707649
1.4176316 -0.6896347 4 1.74655578 0.55080708 0.52834708 -1.084343

13.3253469 0.89021702 4 16.7341573 0.55123793 0.42365392 1.17919723
8.05877552 -0.4374426 4 2.44267797 0.55123808 0.68437236 -1.6372664
1.44412136 0.64096746 4 1.2421106 0.55141021 0.556423 1.0438249
24.6838117 -0.7110352 4 31.1006651 0.55146642 0.51632711 -1.0741385
24.6838117 -0.7110352 4 31.1006651 0.55146642 0.51632711 -1.0741385
1.42401607 -0.6131079 4 1.22308262 0.55156654 0.57295149 -1.0959366
2.55589984 0.66598871 4 3.00740717 0.55159374 0.54186056 1.06051912
1.05945436 -0.7352254 4 1.25508499 0.55160425 0.50298263 -1.3914732
1.01409262 0.65276546 4 1.19046549 0.55160657 0.54952303 1.04177008
3.11953612 0.77834191 4 3.77967887 0.55168698 0.47983994 1.13633211
38.7924984 -0.7225556 4 45.9384208 0.55171393 0.50993973 -1.069674
1.46851145 -0.5979151 4 1.04614116 0.5517408 0.58210268 -1.1772951
1.11251564 0.65071814 4 1.04198262 0.55183258 0.55071611 1.06844779
7.42015853 -0.5504828 4 3.84301427 0.55183938 0.61128487 -1.2685262
1.14343516 -0.6488029 4 1.53059646 0.55199371 0.55183385 -1.1979435
25.1878963 -0.7365373 4 26.6885987 0.55207839 0.50226628 -1.0586177
13.0305543 0.52424456 4 12.3361081 0.5520935 0.62781624 1.09780341
21.0004051 -0.7301839 4 23.6382125 0.55209726 0.50574245 -1.0652142
1.43746997 -0.6317973 4 1.28335313 0.55226038 0.56182716 -1.0493942
1.30379789 -0.6325675 4 1.23820885 0.55227359 0.5613719 -1.0972005
26.3455751 -0.4881604 4 13.9249778 0.55227588 0.65098734 -1.2668684
4.39017153 -0.9460827 4 5.45211744 0.55228657 0.39767726 -1.2983864
27.8737249 0.5492071 4 26.1814388 0.55234337 0.6120823 1.06846436
1.30917212 0.66203347 4 1.48966884 0.55235944 0.5441446 1.09357664
1.33520669 0.6428084 4 1.23492413 0.55245394 0.55534242 1.06628694
7.44799587 0.54095364 4 7.46467726 0.55251067 0.61725724 1.08081934
3.04200575 -0.6743544 4 4.0046134 0.55259694 0.5370519 -1.0755381
5.97361459 -0.7659704 4 6.8470434 0.55265263 0.48639581 -1.0997551

123.6987 -0.6975899 4 146.025254 0.55266147 0.5238555 -1.0565967



1.00529576 -0.6481424 4 1.00782921 0.55267671 0.55221969 -1.0310684
4.81644036 0.71306043 4 6.07924511 0.55272526 0.51519999 1.0965875
1.19350644 0.61252219 4 1.15442619 0.55296402 0.57330248 1.13672837
2.01751165 -0.6384608 4 1.21514591 0.55342838 0.55789666 -1.2636734
4.92906775 -0.5721564 4 4.76231583 0.55347318 0.59783659 -1.0766795
84.2075503 0.47341689 4 69.221535 0.55363785 0.66059594 1.13954191
1.44606069 0.61496646 4 1.26916907 0.55363858 0.57183863 1.07196697
18.4414769 0.53807317 4 13.9677813 0.55368497 0.61906966 1.12304972
46.8725582 0.75858518 4 49.6762374 0.55369492 0.49034182 1.07278502
1.14069443 0.66741635 4 1.00511609 0.5537063 0.5410378 1.07099381
21.465774 0.56222602 4 19.4260934 0.55371137 0.60397478 1.06930351

1.13745024 0.6412532 4 1.13024815 0.55373935 0.55625518 1.03984181
4.27017564 0.54608782 4 3.58628422 0.55375045 0.61403491 1.10538952
1.09055513 -0.6482702 4 1.18927485 0.55375334 0.55214501 -1.045712
17.6993888 -0.3994203 4 6.56710375 0.55392024 0.70999147 -1.5215853
2.72150795 -0.6388197 4 1.26086142 0.5540203 0.55768552 -1.3304967
1.19419343 -0.6817573 4 1.33446632 0.55411261 0.53282194 -1.0966162
1.02705242 0.65140429 4 1.2677347 0.55423827 0.55031606 1.05618148
12.0605339 -0.7449199 4 13.00238 0.55426409 0.4977072 -1.0722823
2.24219063 0.59189629 4 1.17499892 0.55430981 0.5857546 1.29402503
9.0323649 -0.7269263 4 14.3347435 0.55440029 0.50753172 -1.1251841

45.9526706 -0.7376106 4 53.0423511 0.55452065 0.50168082 -1.0756606
1.39768769 0.6407649 4 1.14684812 0.55464041 0.55654199 1.05944961
1.68498589 0.64977183 4 1.94433448 0.55495509 0.55126818 1.06494618
4.26093426 0.59263888 4 3.17907451 0.55500234 0.58530322 1.09671865
1.0625979 0.70565174 4 2.77640122 0.55509978 0.51933191 1.28705958

1.11089501 -0.6168853 4 1.04080922 0.55526262 0.57069119 -1.076143
1.95188443 0.47864734 4 1.27452673 0.55526477 0.65717796 1.3382114
2.53882921 0.74840837 4 4.91704879 0.55527068 0.4958191 1.18616802
1.46651081 0.60500833 4 1.43810407 0.55540831 0.57781816 1.11027797
9.34106068 -0.5344305 4 6.02927336 0.55546422 0.62136635 -1.1760238
2.02640836 0.66248953 4 2.59146389 0.5557104 0.5438809 1.06367643
3.28545306 0.63012771 4 2.88574587 0.55571822 0.56281491 1.04791024
1.27484889 0.64925171 4 1.04706786 0.55583572 0.55157178 1.08721314
1.21981382 0.65133121 4 1.09821525 0.55592863 0.55035865 1.08092139
16.7334373 -0.6782048 4 20.2411992 0.55594644 0.53484883 -1.0510363
2.84914683 0.58924118 4 2.82599395 0.55596404 0.58737036 1.06367401
2.75881432 -0.6158168 4 1.75150002 0.55612854 0.57132999 -1.1278118
3.74918413 -0.7527581 4 6.33057147 0.55631516 0.49347242 -1.698879
2.05344815 0.68752473 4 2.77365963 0.55636164 0.52954302 1.12178335
9.69273569 0.60995683 4 8.1412197 0.55639649 0.57484155 1.05481986
3.69512236 -0.6590919 4 4.13543968 0.55655696 0.54584766 -1.0377705
4.26391823 0.61494967 4 3.82318001 0.55656161 0.57184868 1.03781746
2.88469308 -0.6211795 4 2.35307138 0.55674932 0.56812898 -1.0559779
18.4980672 0.5889495 4 16.4233102 0.55681161 0.58754804 1.05599734
6.01382354 -0.6862657 4 7.46672913 0.55684298 0.53025757 -1.0774205
6.00606769 -0.7093251 4 6.47845517 0.55698775 0.51728023 -1.0590946
1.37768531 0.61791733 4 1.38986923 0.55710485 0.57007473 1.0769086



1.48849505 0.6866453 4 3.06443917 0.55722945 0.53004207 1.19247544
4.9957197 0.61158292 4 4.489161 0.55729525 0.57386567 1.05285101

4.05787801 0.66760915 4 4.33173506 0.55731197 0.54092675 1.03198643
3.90860822 0.53330399 4 3.69500726 0.55735169 0.62207768 1.10275854
2.79249169 -0.6971743 4 2.81768004 0.55740605 0.52408946 -1.0735482
5.42076467 -0.3590525 4 4.98006054 0.55747086 0.73770666 -1.2293802
19.3071797 -0.6642068 4 19.5351587 0.55753821 0.54288875 -1.0172824
1.51386795 0.65269175 4 1.60753073 0.55757997 0.54956595 1.02700416
1.14596588 0.65293829 4 1.34073043 0.55766126 0.54942239 1.12363574
8.37036201 0.70776199 4 12.2359175 0.55766966 0.51815255 1.11223895
2.89618262 0.487834 4 2.2396335 0.55773411 0.65119916 1.20775181
1.48946807 0.6283091 4 1.08738622 0.55774432 0.56389219 1.1128698
5.07827609 -0.5574409 4 4.78432424 0.55778271 0.6069468 -1.0763471
2.37570467 0.63216292 4 2.2176547 0.5577832 0.56161099 1.01846518
1.70588666 -0.6321188 4 1.45754223 0.55780331 0.56163709 -1.039662
74.715714 0.54656406 4 54.3775896 0.55799994 0.61373654 1.12154083

1.45165681 -0.6990847 4 3.30038209 0.55814231 0.52301461 -1.2418921
11.1986458 0.71028322 4 11.4027027 0.55815697 0.51674605 1.05163633
3.90602622 0.67806671 4 4.24388985 0.55817267 0.53492774 1.05252907
1.20302357 0.6546349 4 1.5094382 0.5582669 0.54843518 1.06725469
10.0801383 -0.8523204 4 10.8921977 0.5582691 0.44206168 -1.1656057
10.0801383 -0.8523204 4 10.8921977 0.5582691 0.44206168 -1.1656057
2.37250753 0.55931286 4 1.46172217 0.55832023 0.60578303 1.18942037
2.14856033 0.62859372 4 1.4804428 0.55835577 0.5637235 1.1438129
19.9342076 0.52608018 4 14.4902572 0.55836026 0.6266509 1.12924158
8.55755052 0.54057125 4 7.31533697 0.55838457 0.61749765 1.11467267
2.58081337 -0.7504731 4 6.90501612 0.55881082 0.49470413 -1.2262092
2.90210137 -0.6877035 4 3.2399 0.55882509 0.52944164 -1.0836092
8.71871261 0.44684646 4 7.27032287 0.55883675 0.67811259 1.17880788
2.52386907 -0.5586366 4 2.17935162 0.55886526 0.60620327 -1.0966499
5.59761594 0.90633189 4 8.22387985 0.55892489 0.41601949 1.28387361
1.61822831 -0.6604589 4 2.00665388 0.55895335 0.54505573 -1.091766
10.7012995 -0.7756434 4 11.6789986 0.5589603 0.48126412 -1.1015832
2.98286333 -0.7623313 4 5.77020865 0.55901096 0.4883372 -1.2009701
508.066452 -0.7323453 4 562.724143 0.55901285 0.50455787 -1.0684484
1.06263898 0.64949807 4 1.16910273 0.55921826 0.55142797 1.06973954
15.0642536 -0.6738144 4 18.1191452 0.55924814 0.5373614 -1.0522447
1.02254861 -0.6430159 4 1.04711668 0.55929533 0.55522071 -1.0526528
16.179674 -0.7050631 4 25.0761255 0.55930235 0.51966123 -1.1041948

25.4905193 0.54381079 4 17.3626316 0.55934765 0.61546273 1.12934023
5.84327495 -0.5202724 4 4.92994909 0.55936234 0.63034244 -1.1396393
4.73530692 0.65506658 4 5.48127368 0.55942837 0.54818419 1.03679765
2.07775457 -0.7343501 4 3.05733667 0.55947042 0.50346095 -1.2061915
13.2349552 0.56267376 4 11.631505 0.55950136 0.60369716 1.06599464
1.24391201 0.6919017 4 1.52636672 0.55959411 0.52706428 1.14804121
6.00669078 0.45817566 4 5.19932972 0.55964317 0.67061271 1.14590405
2.10758782 0.61643612 4 2.03314663 0.55966614 0.57095967 1.04742303
18.6996201 0.57858106 4 15.1640085 0.55967852 0.59388679 1.07067478



18.6996201 0.57858106 4 15.1640085 0.55967852 0.59388679 1.07067478
1.04361873 0.63017981 4 1.81576168 0.55974373 0.56278407 1.21361105
106.713704 0.57731436 4 84.0235192 0.55987397 0.59466421 1.07871032
75.166185 0.85179412 4 105.761342 0.55989203 0.4423218 1.17745489

1.91637626 0.62294924 4 1.36225036 0.55993815 0.56707532 1.08749704
3.56523332 -0.6721049 4 4.10951477 0.56010279 0.53834194 -1.0693947
2.15389712 0.65690138 4 2.66155476 0.5602751 0.5471183 1.06511442
2.20706492 0.59870866 4 2.18923688 0.56028509 0.5816223 1.05746979
5.43312389 -0.7874316 4 5.73371831 0.56029894 0.47506659 -1.1344227
1.47784956 0.6626905 4 2.31916204 0.56031855 0.54376472 1.12396795
5.89704597 -0.9046346 4 7.07211804 0.56045084 0.41681817 -1.2358365
12.8450316 0.74999038 4 13.834561 0.56047519 0.49496463 1.08144336
11.5796143 0.6010827 4 10.3436817 0.56048148 0.58018676 1.04632014
3.16106763 0.54164082 4 2.71384663 0.56054358 0.61682534 1.11444887
23.5352852 -0.4221442 4 10.4292311 0.56061601 0.69462147 -1.3804194
6.35206188 -0.6936116 4 7.64218043 0.56063825 0.52609823 -1.0805241
26.7192042 0.25449354 4 25.3900305 0.5606531 0.81166224 1.2470657
1.10619168 -0.6566054 4 1.10581782 0.56072021 0.54729013 -1.3071423
1.67832223 0.62381688 4 1.13919091 0.56085005 0.56655921 1.19104897
1.03854128 0.66080684 4 1.17254202 0.56091741 0.54485432 1.08745496
3.26477295 -0.719419 4 3.78069373 0.56092166 0.511673 -1.0902355
13.4429358 -0.791228 4 14.6330228 0.56102897 0.47308388 -1.1144274
1.01768218 -0.6314455 4 1.02877632 0.56106393 0.56203521 -1.0592685
15.3211679 -0.5760074 4 15.2448084 0.56113211 0.59546702 -1.0370783
1.24120361 0.59013497 4 1.05275588 0.56119564 0.58682612 1.15017065
4.71660895 0.94437224 4 7.13894319 0.5612498 0.39845225 1.289481
2.53955505 0.5675927 4 1.86834435 0.56130389 0.60065256 1.12916513
4.11274897 -0.7377809 4 4.67827045 0.56144611 0.50158797 -1.1144931
6.23356346 0.55067219 4 4.86692218 0.5615304 0.61116653 1.14007458
7.86248992 -0.6698281 4 8.93927269 0.56175476 0.53964991 -1.0448946
3.40274781 0.57769491 4 3.39278678 0.56182514 0.59443059 1.05683476
9.59064747 0.56133457 4 9.12412524 0.56188536 0.60452775 1.05081811
14.9691122 -0.5252419 4 15.0767433 0.56193641 0.62718291 -1.0692995
14.9691122 -0.5252419 4 15.0767433 0.56193641 0.62718291 -1.0692995
2.81821637 -0.7146376 4 2.94239661 0.5619664 0.51432351 -1.1129951
1.13363826 0.62993843 4 1.20690664 0.56202813 0.56292697 1.02910514
16.0412365 -0.7083142 4 23.304959 0.56204488 0.51784426 -1.1070125
1.01456345 -0.6300379 4 1.0103892 0.56204788 0.56286807 -1.0476076
1.5614692 0.63045518 4 1.37267373 0.5621025 0.56262108 1.06899695

382.820478 0.54345282 4 316.094232 0.56214623 0.61568739 1.08454621
18.1026611 -0.7740521 4 19.2176338 0.56232152 0.48210547 -1.0980723
1.07401951 -0.5947071 4 1.41913344 0.562353 0.58404727 -1.2211668
10.0497695 -0.5602873 4 9.81336303 0.56235475 0.60517778 -1.054804
1.86253557 -0.6909849 4 2.13878755 0.56244078 0.52758281 -1.0826475

8.557978 -0.6910629 4 11.8626076 0.56247993 0.52753865 -1.091255
2.78772146 0.66130113 4 3.82326173 0.56254871 0.54456825 1.08143673
1.83527447 0.62089567 4 1.57697184 0.56258674 0.56829811 1.04280134
4.1922226 -0.6742049 4 4.50581515 0.56261153 0.53713755 -1.0568031



2.65480278 0.61572363 4 1.98230371 0.56276406 0.57138568 1.12334165
4.43841587 0.59076713 4 3.5281319 0.56278964 0.58644139 1.10437393
1.06507816 -0.6396751 4 1.00129833 0.56283445 0.55718242 -1.0305984
9.69329412 -0.8937229 4 13.81259 0.56286818 0.42198324 -1.2402835

3.335886 0.47800572 4 2.61680876 0.56297151 0.65759669 1.17197771
5.94724467 -0.7348749 4 10.1166895 0.56301587 0.50317413 -1.1460725
1.39022727 0.60449818 4 1.08237714 0.56315898 0.5781256 1.18132807
4.25996399 0.69121114 4 5.62415062 0.56324162 0.5274548 1.11064839
4.25996399 0.69121114 4 5.62415062 0.56324162 0.5274548 1.11064839
56.9151985 -0.7217818 4 59.7400879 0.56331335 0.51036688 -1.0570607
3.68250042 0.5654181 4 3.36339858 0.56336372 0.60199733 1.0669076
1.04310325 -0.6277826 4 1.16860756 0.56336544 0.56420435 -1.0668985
1.24049359 -0.6308114 4 1.14457662 0.56338933 0.56241029 -1.098928
110.950192 0.60645003 4 100.045846 0.5635078 0.5769499 1.03010444
3.13018506 -0.7221703 4 5.0953346 0.56358638 0.51015236 -1.1434195
3.13018506 -0.7221703 4 5.0953346 0.56358638 0.51015236 -1.1434195
3.13018506 -0.7221703 4 5.0953346 0.56358638 0.51015236 -1.1434195
3.84189912 0.61549604 4 3.54237886 0.56368657 0.5715218 1.02770828
3.31193295 0.78882349 4 8.0334498 0.56376295 0.47433892 1.259316
1.44466765 -0.621511 4 1.15937532 0.56379752 0.56793155 -1.0696472
2.35607182 -0.6840953 4 2.86431355 0.56387727 0.53149102 -1.0790195
69.8105244 0.49470341 4 42.5611422 0.56388333 0.64674905 1.1899186
2.97755011 0.60966595 4 2.32771924 0.56390193 0.57501624 1.10709865
1.08910576 -0.6579946 4 1.32276397 0.56393395 0.54648388 -1.1195799
6.43036827 0.75894764 4 9.00533205 0.56395153 0.49014759 1.15593699
2.86721736 0.61003675 4 2.15158273 0.56407663 0.57479357 1.13334067
2.50581212 -0.567279 4 1.94334599 0.56417805 0.60084641 -1.1245423
1.22659179 0.60566019 4 1.34847922 0.56425246 0.57742547 1.1864703
3.59945233 -0.6871169 4 5.60664365 0.56425815 0.52977438 -1.1128064
3.55498458 0.57367699 4 2.9060527 0.56442865 0.59690025 1.1291227
1.60189473 -0.6621959 4 2.12000821 0.56442903 0.54405069 -1.1004687
1.55957037 -0.5109258 4 1.05548082 0.56449364 0.63631078 -1.2975766
1.57882618 0.49399987 4 1.36117158 0.56453049 0.647204 1.31562617
1.57882618 0.49399987 4 1.36117158 0.56453049 0.647204 1.31562617
6.44414849 0.65943483 4 6.5062325 0.56458799 0.54564892 1.02684677
2.97834746 0.44548966 4 2.40007041 0.56464007 0.67901383 1.21626039
2.05502731 0.62606316 4 1.68040296 0.56466844 0.56522453 1.09801772
1.59711891 0.67497961 4 3.00908158 0.56468102 0.53669373 1.20486599
1.14937187 -0.5809273 4 1.22310846 0.5647643 0.59244856 -1.2873519
1.96710006 0.61810417 4 1.76850401 0.56478146 0.56996316 1.04596162
2.81421463 -0.6672634 4 3.54869862 0.56483637 0.54112588 -1.0715124
57.3578613 -0.9149373 4 68.6938361 0.56483792 0.4119897 -1.1939693
1.41102646 0.62410333 4 1.23640544 0.56486836 0.56638889 1.05767215
1.15868568 0.72439808 4 1.6753063 0.56500252 0.50892357 1.22056939
2.31790882 0.71320283 4 1.05600362 0.56503324 0.51512081 1.62873303
1.45448972 -0.6263669 4 1.52606316 0.56509311 0.56504424 -1.0174174
1.21323382 -0.6247742 4 1.1278352 0.56517668 0.56599016 -1.1255658
513.987386 0.65305824 4 543.647416 0.56521764 0.54935256 1.02341795



15.8940204 -0.4565318 4 9.4582572 0.56539183 0.67169812 -1.2709722
4.62105574 0.59244447 4 4.06381171 0.56542703 0.58542137 1.05381566
1.15328312 -0.635477 4 1.06005357 0.56547143 0.55965436 -1.1086059
6.27368008 -0.6986167 4 10.4538743 0.56547446 0.52327774 -1.11847
2.47056678 0.69461365 4 2.78082617 0.56551606 0.52553266 1.07756291
1.21751427 -0.6145252 4 1.59254292 0.56554125 0.57210271 -1.1230173
2.23869105 0.61013426 4 1.93366439 0.56554135 0.57473502 1.0594346
2.17876889 -0.6573569 4 2.18305604 0.56554417 0.54685391 -1.0478607
1.4048756 -0.557683 4 1.00346451 0.5655536 0.60679619 -1.1803683

2.58713812 -0.5668073 4 1.6369387 0.56562868 0.60113801 -1.1653988
5.50174582 0.5869613 4 4.69601744 0.5657606 0.5887601 1.06896895

6.015306 -0.4570897 4 4.96698017 0.56577633 0.67132964 -1.149416
1.01724408 0.64763312 4 1.20241226 0.56579455 0.55251732 1.08921529
1.25001301 0.62861205 4 1.17740237 0.56584439 0.56371264 1.05617432
2.35818487 -0.6683769 4 3.71284528 0.56595934 0.5404847 -1.1564672
1.9336598 0.55384301 4 1.64853556 0.56597152 0.60918749 1.10233262

3.72542908 -0.5947833 4 3.01487653 0.56598596 0.584001 -1.0613573
1.58841419 0.57729153 4 1.41486792 0.56599413 0.59467823 1.0869881
3.79717946 -0.6803169 4 3.84307587 0.56608278 0.5336431 -1.0577058
19.9922966 0.48881025 4 19.044398 0.56618179 0.65056566 1.09347682
7.23384762 0.48406707 4 6.97256878 0.56624307 0.65364693 1.10623108
1.00537467 0.62436722 4 1.32212828 0.56626566 0.56623202 1.07516658
1.04780113 -0.625004 4 1.35354686 0.56629085 0.56585361 -1.0755146
3.85657682 0.55450802 4 3.50924774 0.56632617 0.60877294 1.07477043
1.60684541 0.61738425 4 1.16327021 0.56636315 0.57039311 1.10336193
1.85305514 0.56224896 4 1.58788073 0.56637158 0.60396055 1.09437038
147.509688 0.31961242 4 156.683826 0.5663776 0.76525895 1.17005553
1.64477981 0.66109183 4 2.02968947 0.56638477 0.54468937 1.07536835
1.1024755 0.60927266 4 1.29419484 0.56638564 0.57525248 1.072873

13.6330219 -0.6381023 4 13.9685148 0.56641687 0.55810765 -1.013464
1.06253352 -0.6551185 4 2.23183224 0.56647095 0.54815398 -1.2046672
1.88719507 0.69096435 4 2.49607634 0.56649057 0.52759441 1.14155549
4.07396942 0.57271932 4 3.41429434 0.56650134 0.59748987 1.07212595
5.77517109 0.05298582 4 1.79848854 0.56650473 0.96028386 2.04795079
1.56375638 -0.6377443 4 1.96988848 0.56651119 0.55831841 -1.0720003
1.30975039 -0.6457185 4 1.72520053 0.56652886 0.55363722 -1.0909788
2.05822782 0.61461837 4 1.75079087 0.56662717 0.57204694 1.04536102
2.4498605 0.43574195 4 1.83184661 0.56672604 0.68550772 1.23965606

2.12411637 0.58032353 4 1.70594354 0.5670485 0.59281844 1.11483206
2.00579004 0.60931627 4 1.9644311 0.56706015 0.57522628 1.02436651
3.34352986 0.53141373 4 3.33432543 0.56715332 0.62327238 1.1052368
1.06730629 0.62985581 4 1.07131277 0.56715995 0.56297588 1.13537312
1.03743409 0.66496604 4 1.17456623 0.56722934 0.54245048 1.11102029
10.4444487 0.49317376 4 9.69917745 0.56722996 0.64773845 1.09106613
8.94896704 -0.7131022 4 15.6450136 0.56730081 0.51517675 -1.1329887
96.2693602 -0.7621227 4 106.589848 0.56735133 0.48844867 -1.0915908
3.16755364 -0.4823159 4 19.8817251 0.56735891 0.65478668 1.6593358
1.12944376 -0.6436955 4 1.05089772 0.5674285 0.55482225 -1.0777387



1.42594901 0.60959663 4 1.13324985 0.56745989 0.57505787 1.07866287
6.51307845 -0.7719121 4 7.46526014 0.56746248 0.48323868 -1.1170421
7.46124589 0.54729564 4 6.59890621 0.56748451 0.61327838 1.0855575
2.27824845 -0.6331704 4 2.537845 0.56756026 0.5610157 -1.0480496
2.94215199 0.59009071 4 2.22593451 0.56757672 0.58685306 1.10961014
4.83350301 0.49778053 4 4.25030986 0.56762927 0.6447614 1.11329156
1.55969518 0.6511297 4 1.69436165 0.56771916 0.55047613 1.04970615
21.7049194 0.4797821 4 11.7485292 0.56785165 0.65643774 1.22646227
76.2440754 0.66558887 4 79.1317143 0.5678673 0.54209115 1.03053003
3.61499552 0.60215345 4 3.37519329 0.5679499 0.57954006 1.0357285
27.6342411 -0.5192526 4 27.3603986 0.56799336 0.63099202 -1.0622162
1.28492907 0.60643004 4 1.0475341 0.5680292 0.57696193 1.11704716
1.79114723 0.58348808 4 1.58449724 0.56805494 0.59088138 1.0817298
15.0782834 -0.1367689 4 10.0342734 0.56808338 0.89782109 -1.4179154
5.28609868 -0.5438317 4 3.22229142 0.5681074 0.61544959 -1.2320433
3.92438677 0.56987456 4 2.64332542 0.56812526 0.59924353 1.143563
1.08055269 -0.6324565 4 1.23875711 0.56813315 0.56143749 -1.0547982
129.023475 -0.4013806 4 61.4873436 0.56819251 0.70865885 -1.3089545
18.6683966 -0.4948734 4 18.8495407 0.56825273 0.64663917 -1.0779029
1.7383074 0.6844985 4 1.84476267 0.56825842 0.53126171 1.12264242

2.66531407 0.59388129 4 2.18175572 0.56827392 0.58454853 1.06024972
2.38706678 0.575667 4 1.87823865 0.56835888 0.59567624 1.11181759
3.01864298 -0.5498161 4 2.71289546 0.56838671 0.61170156 -1.1029187
2.90466395 0.59229104 4 2.76224704 0.56839828 0.58551462 1.03274316
4.05970637 0.57234035 4 2.67371571 0.56852111 0.59772329 1.16339518
2.07570727 -0.6766985 4 2.45473566 0.56863549 0.53570993 -1.1016402
3.33689033 -0.5271763 4 2.82571795 0.56867132 0.62595564 -1.103901
6.50046753 -0.7978468 4 26.24055 0.56872129 0.46964247 -1.2534324
8.23746005 0.55254115 4 5.34918164 0.56878125 0.60999955 1.12830553
7.78928503 -0.7281474 4 11.3654588 0.56881994 0.50686045 -1.1390349
8.00467885 0.50525578 4 7.65441378 0.56885231 0.63994774 1.08078021
2.36033813 0.60275133 4 1.84544611 0.56890011 0.57917917 1.08657037
1.70697839 -0.6661677 4 1.80270597 0.56898739 0.54175734 -1.0916001
5.5759328 0.68499349 4 8.38333797 0.56908427 0.53098032 1.11955221

2.10412884 -0.5684739 4 2.01320585 0.56914679 0.60010818 -1.1123102
1.87672912 0.71462962 4 2.37324675 0.5691518 0.51432793 1.1549849
2.45706232 -0.7014363 4 4.21309858 0.56926444 0.52169366 -1.1508414
11.255152 0.68836493 4 16.7266971 0.56926577 0.52906656 1.10312643

10.8831773 0.67058213 4 11.200451 0.56943363 0.53921647 1.03648248
18.2315217 -0.5063998 4 17.7132346 0.56952088 0.63921294 -1.0727056
5.13921167 0.54927708 4 4.94116393 0.56955309 0.61203854 1.058915
1.72965971 0.61525674 4 1.50941666 0.5695624 0.57166495 1.07363165
1.36501066 -0.6580725 4 1.48743268 0.56958098 0.54643869 -1.0933038
7.63874291 0.56590105 4 6.671143 0.56963134 0.60169851 1.0658846
2.31527087 0.63097968 4 2.43056243 0.56966416 0.56231072 1.02984355
7.68343842 -0.7068307 4 7.84915985 0.56972377 0.51867277 -1.0686858
1.36794512 -0.1991933 4 1.34687882 0.56976116 0.85182726 -1.8445186
55.5836632 0.56443291 4 46.223147 0.56982303 0.6026072 1.06527369



2.21019057 -0.5405199 4 1.20303291 0.56982488 0.61752995 -1.2274233
13.1887581 0.40942935 4 11.1400952 0.5698816 0.70320038 1.15588973
2.39666297 0.5364925 4 2.45456368 0.56992045 0.62006562 1.10828476
38.745816 0.64020673 4 43.1967676 0.56997091 0.55686995 1.02819674

38.4183446 0.54001847 4 37.0940237 0.57014224 0.6178453 1.05057457
1.9784831 -0.6049002 4 1.57868562 0.57020248 0.57788334 -1.0595527

2.02401925 0.59216863 4 1.99513668 0.570237 0.58558903 1.03996919
7.56428901 0.5696603 4 6.10370283 0.57035091 0.59937574 1.0830993
6.40193738 0.50340287 4 5.65289654 0.57035595 0.64113893 1.11159235
2.7988117 -0.5327208 4 1.99557358 0.57035647 0.62244615 -1.1541208

20.3242764 -0.7121124 4 33.9753383 0.57036815 0.51572735 -1.1299615
2.31433038 0.60465728 4 1.88300813 0.5703825 0.57802971 1.06506671
2.82809902 0.46865455 4 2.20278658 0.57038762 0.66371675 1.2016617
1.64213389 -0.6374021 4 1.71000581 0.57041684 0.55851988 -1.0672707
2.59198206 0.54411924 4 2.66870293 0.57043004 0.6152692 1.08994714
25.0869666 0.42253617 4 18.7688351 0.57043949 0.6943579 1.19004212

1.372847 -0.6134646 4 1.27314119 0.57045905 0.57273776 -1.0700262
9.63829135 0.56260559 4 7.82982494 0.57046512 0.60373942 1.06962855
1.13623259 0.61739544 4 1.04065793 0.57053784 0.57038642 1.03670795
3.11213709 -0.6706374 4 3.28589185 0.57063977 0.5391847 -1.0591216
1.16489296 0.61155096 4 1.7889296 0.57065041 0.57388484 1.17114108
2.61762175 -0.6030844 4 2.10954697 0.5708957 0.57897817 -1.0886213
10.0498002 0.56728873 4 9.55280287 0.57090786 0.60084042 1.03677053
6.37067309 0.70798562 4 6.89904074 0.57093964 0.51802768 1.0854426
3.28362832 -0.5643596 4 2.92854486 0.57096819 0.60265259 -1.0945032
4.64460283 -0.4833653 4 1.29669337 0.57097032 0.65410353 -1.4798424
1.30593293 -0.6275379 4 1.34357641 0.570979 0.56434946 -1.0341812
8.51892653 0.45760257 4 6.0827127 0.5710435 0.67099099 1.18168176
2.46393344 -0.6686151 4 2.71537509 0.57105787 0.54034761 -1.0630897
19.9025923 -0.6985265 4 26.7990467 0.57111328 0.52332846 -1.0887957
1.6584486 0.6009125 4 1.28147392 0.57115778 0.5802896 1.07237577

4.44503055 -0.5848597 4 3.68013515 0.57118352 0.59004306 -1.0592754
5.32363021 0.72138169 4 6.37251544 0.5712208 0.51058789 1.09468134
2.35505861 -0.6095366 4 2.07460346 0.5713414 0.57509396 -1.055765
2.66970474 0.58224781 4 1.34922158 0.57135106 0.59164007 1.22924939
1.8185655 -0.6915044 4 3.57011968 0.57143918 0.52728891 -1.2506407

11.3431046 0.50223797 4 9.46772347 0.57151511 0.64188849 1.11624967
2.21380399 0.64601232 4 2.42779932 0.57158078 0.55346526 1.0424502

2.434914 0.59309151 4 1.9267879 0.57161012 0.5850282 1.07092982
4.75983843 -0.7307541 4 5.86995801 0.57161451 0.50542977 -1.133993
16.5101911 0.51369956 4 14.5279439 0.57164552 0.63453604 1.08947743
5.71464555 0.5387453 4 5.29174878 0.57166362 0.61864645 1.06731481
3.31856135 0.5494934 4 3.02712749 0.57171237 0.61190328 1.10564609
15.7348218 -0.7295756 4 17.1615671 0.57178933 0.50607619 -1.0767411
7.42976905 -0.6997142 4 7.77445253 0.57178947 0.52266075 -1.0629449
37.805742 0.57649024 4 34.0473287 0.57182786 0.59517036 1.03775756

6.01560105 0.72662815 4 6.15727696 0.57184369 0.5076957 1.0900961
35.3191572 0.56344718 4 29.652759 0.57187494 0.6032178 1.06347296



4.12988467 0.56613871 4 2.68578955 0.57207606 0.6015515 1.15056834
1.12803154 -0.6410243 4 1.53210534 0.57209065 0.55638961 -1.0943003
7.45398736 0.458379 4 6.86048906 0.572155 0.67047852 1.13336413
1.09910764 0.639108 4 1.53863531 0.57229512 0.55751592 1.115025
3.71213076 0.68879639 4 3.82411387 0.5723543 0.528822 1.07999905
11.7376252 0.52058851 4 7.91585804 0.57235835 0.63014117 1.13822022
5.15453644 -0.6420185 4 6.16201384 0.57237922 0.55580592 -1.0454831
1.42831693 0.61361758 4 1.24344511 0.57242762 0.57264615 1.0396044
24.1631852 0.47832173 4 13.4037107 0.57246588 0.65739044 1.20525941
1.95199964 0.67027808 4 2.87766826 0.57257355 0.53939121 1.15273109
1.33609381 0.69860877 4 1.69712437 0.57257826 0.52328221 1.14528379
6.32345185 0.54149094 4 6.28206722 0.57267365 0.61691952 1.05385218
2.89052892 1.03135656 4 6.33523594 0.57267427 0.36064896 1.41433116
23.2492059 -0.7731896 4 25.7351243 0.57272655 0.48256194 -1.103244
4.91819246 0.71670997 4 6.01269756 0.57284484 0.51317346 1.10681851
4.49383244 0.60278034 4 4.27865463 0.57292946 0.57916167 1.02041562
7.15338653 -0.7506582 4 9.88740833 0.57295403 0.49460426 -1.1537782
7.15338653 -0.7506582 4 9.88740833 0.57295403 0.49460426 -1.1537782
7.22547636 -0.6596362 4 8.14146408 0.57301751 0.54553226 -1.0545628
4.52517708 0.57406299 4 3.52923435 0.57307377 0.59666271 1.10741194
3.31729388 0.58181458 4 2.70115073 0.57312764 0.59190523 1.06320378
1.17353047 -0.6359893 4 1.0079674 0.57316048 0.55935227 -1.0857437
1.60292177 -0.6870255 4 1.98579773 0.57327901 0.52982628 -1.1171081
1.84789743 0.53600772 4 1.49937246 0.5732851 0.62037128 1.1287303
3.70172816 0.51906072 4 3.31430723 0.57329653 0.63111426 1.09618908
2.26285046 -0.7070819 4 3.13104143 0.57338721 0.51853243 -1.199476
1.60335623 -0.6474156 4 1.73384384 0.57344555 0.55264449 -1.064442
4.09473596 0.5821245 4 3.46382014 0.57349326 0.59171554 1.05121825
4.09473596 0.5821245 4 3.46382014 0.57349326 0.59171554 1.05121825
2.80607342 -0.5927853 4 2.12201244 0.57350316 0.58521425 -1.1330135
3.55548862 -0.6501487 4 4.09266323 0.57353201 0.55104827 -1.0668971
1.20972586 0.63959195 4 1.00202617 0.57354528 0.55723133 1.10819554
4.34676509 0.55372434 4 3.93554002 0.57361277 0.60926149 1.07745608
4.84003248 -0.7370523 4 4.93901415 0.5736368 0.50198527 -1.1100979
17.7724431 0.56709806 4 15.0114363 0.57373047 0.60095828 1.06186914
3.80502404 -0.7357186 4 4.2163168 0.57380223 0.50271322 -1.1148255
1.13174747 -0.8027042 4 5.53139003 0.57383797 0.46712933 -1.4314227
1.43879638 0.60880612 4 1.34411456 0.57385357 0.57553281 1.0450989
2.03617532 0.6226028 4 2.40165135 0.57386392 0.56728148 1.05437276
3.83390732 -0.6839464 4 5.94601079 0.57389792 0.53157569 -1.1209159
1884.75727 0.54997496 4 1542.96194 0.57390776 0.61160223 1.06823187
1.16691991 0.58715845 4 1.02525411 0.57390958 0.58863984 1.06540388
6.87794083 0.54749843 4 5.4384925 0.57395117 0.61315141 1.09872902
3.23120113 -0.5158151 4 3.24366748 0.57397095 0.63318449 -1.1024948
9.99184312 0.56804446 4 8.14956545 0.57403074 0.60037344 1.07275571
4.9052821 0.51788672 4 4.54624171 0.57410241 0.63186261 1.07458168

5.63959962 -0.5579965 4 4.84072213 0.57413909 0.60660125 -1.0772342
42.4367952 -0.7869752 4 46.4722292 0.57432194 0.47530539 -1.1130214



1.71470483 -0.6303737 4 2.40688579 0.57449532 0.56266928 -1.102215
8.73740732 0.48897972 4 8.7724519 0.57449541 0.65045571 1.08293424
2.25128858 0.57239401 4 2.06300132 0.57458187 0.59769024 1.06587789
1.76230672 -0.6014528 4 1.52771999 0.57469143 0.57996319 -1.0444834
31.0648203 -0.4902995 4 20.3866804 0.5749172 0.64959995 -1.1703569
23.9390077 -0.4462385 4 23.2748473 0.57491944 0.67851635 -1.0962859
2.98532944 0.6077738 4 1.31593274 0.57504357 0.57615342 1.48081448
3.06277494 0.58052093 4 2.24458634 0.57506814 0.59269749 1.0820879
3.48470258 -0.5670579 4 2.63737572 0.57512699 0.60098311 -1.1424626
1.01292666 -0.6642443 4 1.27233945 0.5751322 0.54286709 -1.1455444
6.77719259 0.53133245 4 6.72743618 0.57515837 0.62332378 1.06199017
7.92936286 0.54345369 4 7.90721874 0.57517966 0.61568684 1.04866388
1.70015128 0.60924782 4 1.4733817 0.57519685 0.57526741 1.05185908
1.2095608 0.59814196 4 1.04129759 0.5752254 0.58196532 1.05581778

6.02387725 0.48135975 4 4.72129673 0.57529202 0.65540942 1.12928375
13.0744523 0.52613819 4 10.2866596 0.57532977 0.62661409 1.10981116
1.39795588 -0.6076298 4 1.23333835 0.57544307 0.57624 -1.0941081
2.77462494 -0.5509677 4 2.79291949 0.57545937 0.61098193 -1.0660915
1.05569055 0.61121209 4 1.06527909 0.57554147 0.57408813 1.03109037
3.89468079 0.58527815 4 3.35350792 0.57567132 0.58978747 1.04281997
28.4822656 -0.6363406 4 30.6054155 0.57567148 0.55914522 -1.0272819
28.4822656 -0.6363406 4 30.6054155 0.57567148 0.55914522 -1.0272819
2.60269571 -0.5780725 4 1.88995485 0.57568266 0.59419883 -1.1376088
1.16486545 0.70806383 4 2.30625297 0.57574979 0.51798402 1.30094407
9.14809351 -0.6419486 4 11.0326298 0.57575269 0.55584694 -1.0485394
1.11776959 0.59659213 4 1.09610458 0.57583002 0.5829041 1.0681368
1.72610168 -0.5993831 4 1.44694867 0.57583629 0.58121423 -1.0918776
8.3201541 -0.5537607 4 6.43192015 0.57584043 0.60923885 -1.0927799
46.386649 0.79422755 4 54.969697 0.57585746 0.47152185 1.12846858
1.1362903 0.61019756 4 1.0992547 0.57590433 0.57469701 1.07413875

3.91541695 0.57839977 4 3.12073565 0.57590698 0.59399802 1.06173049
3.06074563 -0.6424925 4 3.78629448 0.57591483 0.55552775 -1.0728474
1.35891756 -0.6110895 4 1.19476845 0.57597549 0.57416167 -1.0660748
1.29956538 0.58260631 4 1.00611697 0.57605357 0.59142071 1.16604066
1.31949271 -0.5837687 4 1.16457143 0.57606942 0.59070982 -1.0670728
6.79786369 -0.7070866 4 11.0590275 0.57607239 0.51852979 -1.126611
4.9646624 0.49630535 4 3.78422811 0.57609827 0.64571383 1.14782159

10.4289724 -0.7599753 4 10.8949372 0.57610025 0.48959718 -1.1082632
1.32566779 0.58053263 4 1.10246463 0.57625344 0.59269032 1.08702757
1.32566779 0.58053263 4 1.10246463 0.57625344 0.59269032 1.08702757
3.86164268 -0.6899351 4 4.2561865 0.5762697 0.52817694 -1.0713555
4.80076091 -0.7422329 4 7.22593501 0.57639991 0.49916523 -1.1721881
35.385134 -0.6762935 4 49.2446088 0.57644998 0.53594159 -1.084703

18.1888715 0.51604118 4 16.3721433 0.57646419 0.63304013 1.07848835
1.54829006 0.63677181 4 1.74803518 0.57646442 0.55889113 1.05299565
1.26286514 -0.616713 4 1.78579668 0.57650988 0.57079418 -1.1047982
5.55700854 0.47402087 4 5.17205341 0.57662713 0.66020074 1.11179027
1.48606402 0.62621135 4 1.93825524 0.57666508 0.56513656 1.13283806



39.1746771 0.3758302 4 35.0302843 0.57671997 0.72612561 1.15172716
4.91293577 -0.5308153 4 4.70140889 0.57676597 0.62365088 -1.0663123
1.72518111 0.74652833 4 2.6943608 0.57687138 0.49683599 1.2023336
7.59067427 -0.6305471 4 7.88879974 0.57692526 0.56256666 -1.0238802
7.6664262 0.53435817 4 6.64843672 0.57699639 0.62141201 1.06852546

1.21950337 -0.603423 4 1.26512802 0.57701634 0.57877392 -1.0206124
1.21950337 -0.603423 4 1.26512802 0.57701634 0.57877392 -1.0206124
1.54131856 0.63006935 4 2.10966267 0.57710007 0.56284946 1.08990712
1.54131856 0.63006935 4 2.10966267 0.57710007 0.56284946 1.08990712
1.71342818 0.58543796 4 1.69021974 0.57719382 0.58968987 1.03686423
128.09642 0.71609274 4 143.210316 0.57724908 0.51351579 1.07519065

4.95446838 -0.5129923 4 4.55842012 0.5773073 0.63498825 -1.0757777
4.39924729 -0.6738676 4 6.85811762 0.57731885 0.5373309 -1.1266088
2.59712428 0.63952696 4 2.76361189 0.57739275 0.55726954 1.04447265
2.2971421 0.6609394 4 2.4361484 0.57742707 0.54477759 1.0726037

5.31945506 0.56924416 4 4.06397807 0.57743934 0.59963258 1.07428184
6.75602565 0.55894024 4 5.38536323 0.57752561 0.60601457 1.07111801
3.13882849 0.53634722 4 2.0406554 0.57752893 0.62015722 1.14292956
1.08524884 -0.6064008 4 1.20801774 0.57759155 0.57697952 -1.0260702
4.67440446 0.56598876 4 3.63959285 0.57764494 0.60164425 1.10194357
2.20258538 -0.5690166 4 1.89207463 0.57768581 0.59977304 -1.0766655
5.20524307 0.52065642 4 4.58088632 0.57769559 0.63009794 1.09615632
27.3844731 0.54102948 4 27.0956906 0.57790443 0.61720956 1.03924001
8.41608593 -0.5345163 4 6.45806134 0.57792907 0.62131219 -1.1093137
37.7575239 0.51886021 4 27.2226252 0.57794084 0.63124203 1.10551477
1.38531035 -0.6152935 4 1.43064319 0.57795197 0.57164298 -1.0559804
3.4255138 0.52944488 4 2.48542833 0.57797546 0.62451824 1.1191606

2.85088655 -0.5634312 4 2.55190335 0.57804891 0.60322772 -1.068022
8.2566435 0.54305237 4 6.97585862 0.57806832 0.61593876 1.06579141

3.58752584 0.57401898 4 2.84603638 0.57813403 0.59668978 1.06470187
1.04774343 -0.6210199 4 1.18930572 0.57814604 0.56822408 -1.0734015
4.3681946 -0.5886973 4 3.98546518 0.57816556 0.58770171 -1.0320165

12.2980377 0.50901049 4 7.60238167 0.57834752 0.63753793 1.15496395
1.1708181 -0.5625209 4 1.11361507 0.57841802 0.60379193 -1.1489737

1.26081902 0.70215611 4 1.72147335 0.57846644 0.52128984 1.17518284
4.14818078 -0.7124026 4 9.3458283 0.57847055 0.51556591 -1.1746854
2.56227221 0.55506422 4 2.49545966 0.57849928 0.60842637 1.07061106
6.79636499 0.45663784 4 6.10389819 0.57871029 0.67162805 1.11178743
1.76265261 -0.6336448 4 1.84909857 0.57874595 0.56073548 -1.0463633
1.61398446 0.61815043 4 1.92750849 0.57878938 0.56993554 1.07941513
2.52543301 0.65768226 4 1.04131902 0.57885401 0.5466651 1.6309586
8.66420732 -0.5251987 4 7.87696818 0.57901514 0.62721033 -1.0748496
6.4349678 -0.6690189 4 9.11754302 0.57903273 0.54011529 -1.0891249
2.1935611 -0.6222116 4 2.67601922 0.57906374 0.56751436 -1.0813642

3.64195068 0.53832522 4 3.38438678 0.57913859 0.61891094 1.07913738
16.5464233 -0.6528143 4 16.8301706 0.57921423 0.5494946 -1.0320316
1.29954602 -0.581473 4 1.3315866 0.57922991 0.59211438 -1.0832223
1.24932217 0.56033951 4 1.02505432 0.57931241 0.60514537 1.10576571



1.10865707 0.60523361 4 1.19625869 0.57952589 0.57768243 1.067499
2.12943655 -0.5026227 4 1.58749426 0.57954557 0.64164089 -1.1859656
1.00164181 0.60265639 4 1.11916261 0.57956203 0.57923647 1.0271605
1.26165723 0.60513116 4 1.06769614 0.57959431 0.57774415 1.08072132
8.96881358 0.69502116 4 10.403123 0.57978113 0.52530279 1.07709994
9.41806816 -0.655783 4 13.0061704 0.5798493 0.54776782 -1.0767776
2.67524586 0.54642047 4 1.36402796 0.57986666 0.61382649 1.20228653
1.64968097 -0.6464272 4 1.7304609 0.58005525 0.55322248 -1.085704
1.80532502 -0.6521542 4 2.84600859 0.58012333 0.54987903 -1.1311212
13.0324671 0.57198123 4 11.3968314 0.58012663 0.59794455 1.03905189
5.50846983 -0.6678824 4 8.23105246 0.5801401 0.54076941 -1.0985065
2.73826409 0.64396976 4 3.91943911 0.58014663 0.55466148 1.11855455
33.3071483 0.48892723 4 21.2431579 0.58019106 0.65048977 1.14675895
3.61777283 0.56030464 4 2.85142722 0.58028014 0.60516703 1.07312253
1.02259238 0.60339701 4 1.2379677 0.58035286 0.5787896 1.09116762
7.6188869 0.53484122 4 5.48942116 0.58070965 0.62110714 1.09912733

1.17741232 -0.6096373 4 1.41532375 0.5807261 0.57503343 -1.05079
2.99848918 0.51391226 4 2.48575171 0.58103593 0.63440007 1.15439081
4.63805164 -0.6122804 4 5.08424134 0.5810682 0.57344741 -1.0220162
1.12940804 0.65445633 4 2.12788105 0.58108035 0.54853902 1.22429115
3.58910121 -0.4525572 4 2.85660772 0.5810852 0.67432636 -1.172966
1.8402163 0.60981523 4 2.09365565 0.5813183 0.57492659 1.06243682

1.02302849 -0.5565915 4 1.02187074 0.58146044 0.60747532 -1.4402492
16.4922006 0.6284077 4 19.0837837 0.58150384 0.56383375 1.03892389
36.8378761 -0.6681777 4 37.9665812 0.58155866 0.54059937 -1.0418343
10.3466612 0.67265567 4 13.3644708 0.58166306 0.53802589 1.08876473
1.01923249 -0.6018484 4 1.03915641 0.58170868 0.57972424 -1.0507013
19.3045475 -0.6560904 4 21.0113633 0.58175096 0.54758926 -1.0466299
2.51044898 0.55950562 4 1.97107713 0.58185587 0.60566327 1.15478886

2.381525 -0.6151432 4 2.74355721 0.58198186 0.57173286 -1.0593895
4.4830474 -0.5119007 4 4.51924492 0.58202875 0.63568667 -1.0713499

17.4894727 0.51836561 4 13.4306025 0.58205424 0.63155728 1.10164834
18.6310828 0.49974208 4 12.9687437 0.5824142 0.64349621 1.141533
1.49998024 -0.5795252 4 1.12959614 0.58244716 0.59330778 -1.0983494
10.9702636 0.44065785 4 9.93351235 0.58248498 0.68222861 1.12698724
8.20714087 0.7109762 4 8.60917787 0.5825343 0.51635996 1.08509483
1.43556601 -0.674334 4 1.87325785 0.58270882 0.53706355 -1.1295012
18.3216149 0.50350264 4 18.3343517 0.58283669 0.64107476 1.0557301
5.41514603 0.52989677 4 4.40068149 0.58300459 0.62423215 1.10335016
3.10739359 -0.6192221 4 3.774621 0.5831165 0.56929595 -1.046188
9.71918609 0.52752023 4 9.56030091 0.5831884 0.62573761 1.04453403
6.03726936 -0.6799369 4 7.03131274 0.58323923 0.53385992 -1.0734186
13.1804069 0.43125695 4 13.1342151 0.58336784 0.68850672 1.11128748
2.11780853 0.55521184 4 1.39764703 0.58341559 0.6083344 1.14093018
6.77728248 0.4977264 4 6.72543063 0.58356818 0.64479633 1.06897822
5.14983085 0.70099255 4 5.61743223 0.58362513 0.52194275 1.08303569
7.96114506 0.45666079 4 7.99659975 0.58376713 0.67161289 1.09965593
2.49848936 0.48356004 4 2.14211181 0.58377218 0.65397681 1.12628119



1.21268599 0.58931275 4 1.03560909 0.58392909 0.58732677 1.04933039
3.95725857 0.62468084 4 4.8995952 0.58393958 0.56604562 1.05131377
7.29898788 -0.7277538 4 8.72122968 0.58416049 0.50707675 -1.1044896
56.2002185 0.46258655 4 39.9003167 0.58416191 0.66770515 1.14649598
1.19349225 0.59619115 4 1.31220556 0.58422747 0.58314714 1.02286402
3.78148939 0.53068148 4 2.72736079 0.58432892 0.62373556 1.10665581
17.6431272 0.63815931 4 21.7517801 0.58432947 0.55807409 1.05377323
10.9764653 -0.5577472 4 21.0250118 0.58438005 0.60675629 1.89459485
4.25815897 0.54192022 4 4.09947253 0.58461993 0.61664979 1.04981168
3.99473975 0.54745434 4 2.96292722 0.58464479 0.61317902 1.1077825
2.23232805 0.55664042 4 1.67369408 0.58467018 0.60744487 1.09015892
13.0135497 0.47789109 4 9.94104471 0.58468716 0.65767152 1.11667992
1.97410004 -0.5831347 4 1.38690274 0.5847044 0.59109746 -1.1146799
56.4278036 -0.7063911 4 61.8852555 0.5847558 0.51891846 -1.0753239
5.01846327 -0.6751495 4 6.00845835 0.58475923 0.53659646 -1.0821037
1.9499528 0.62165102 4 1.93034813 0.5847907 0.56784813 1.04853205
2.2083408 0.62317877 4 2.28759983 0.58487132 0.56693876 1.0365045

11.8803573 0.4954759 4 10.3412191 0.58492472 0.64624972 1.09506176
7.19301576 -0.7119158 4 8.76989401 0.58502431 0.51583679 -1.1113353
3.25539626 -0.6835148 4 4.00610111 0.58503038 0.53182121 -1.1037983
21.3945567 0.38970745 4 16.7259664 0.585057 0.7166129 1.1821244
15.1570884 -0.6723452 4 16.6852763 0.58507131 0.53820403 -1.0579765
1.98493157 0.62606637 4 2.22817308 0.58507525 0.56522263 1.07037855
24.2741836 -0.3977209 4 12.4584901 0.58507821 0.71114782 -1.2744373
1.51635928 0.56146955 4 1.3439805 0.58520589 0.604444 1.07951005
2.94685296 -0.4954946 4 2.34611556 0.58527305 0.64623763 -1.1364504
152.078963 0.49720407 4 127.524557 0.58534218 0.64513349 1.08083009
1.20725001 -0.6022727 4 1.49512372 0.58539184 0.57946809 -1.0599642
27.5039483 0.28493432 4 16.1896954 0.5855315 0.78983842 1.29389659
9.97737622 0.41137171 4 5.37972901 0.5855757 0.70188633 1.2473585
6.79028637 -0.5793318 4 6.34052931 0.58562354 0.59342635 -1.0205996
2.14742505 0.48615768 4 1.84688993 0.58562818 0.65228779 1.14146746
6.29070765 -0.6581751 4 6.55915619 0.58563374 0.54637919 -1.0494853
14.2674799 0.54585126 4 11.9115793 0.5857217 0.61418315 1.06389831
2.00419914 -0.6340819 4 2.35962725 0.5857768 0.56047747 -1.1043267
4.94075309 0.61885089 4 5.91086832 0.58580033 0.56951744 1.04629765
1.37681031 0.54949772 4 1.23125007 0.5858089 0.61190058 1.09701969
3.68721316 -0.6267346 4 3.71875904 0.58604112 0.56482601 -1.0357941
2.7437016 0.56285353 4 2.47168246 0.58604325 0.60358572 1.04041206

3.32105274 -0.6674736 4 3.84504405 0.58608048 0.54100481 -1.0761497
7.27102402 -0.6524733 4 10.3318862 0.58619021 0.54969316 -1.0900029
1.08083332 -0.5819516 4 1.01344711 0.5862528 0.59182139 -1.0875282
1.16491885 0.59853882 4 1.16276698 0.58628379 0.58172509 1.07736367
6.22355437 -0.6601744 4 6.30463077 0.5864056 0.54522052 -1.054864
83.3787963 0.28120122 4 46.9175544 0.58647528 0.7925028 1.33556022
19.0779579 0.63089182 4 21.4770604 0.58651787 0.5623627 1.04033725
8.2745999 0.67981664 4 9.4040683 0.58654853 0.53392853 1.06979885

106.557501 -0.7908127 4 117.880638 0.58659181 0.47330044 -1.1220183



13.3876828 0.51244246 4 11.5834159 0.58664814 0.63533999 1.07799455
1.00127027 -0.5823182 4 1.05036053 0.58664971 0.591597 -1.0279881
1.21030247 -0.620826 4 1.78460876 0.58667222 0.56833964 -1.1056554
5.3156088 0.49620446 4 4.81502828 0.5866798 0.645779 1.10582553

5.11785928 0.38325499 4 4.67331944 0.58678957 0.72102841 1.15742657
4.65647691 -0.515836 4 4.26874074 0.5868118 0.63317112 -1.0714641
2.37363417 0.5614311 4 2.26601783 0.58682241 0.60446786 1.04447498
1.53853684 0.60504043 4 1.61109577 0.58687867 0.57779882 1.02413221
8.83139385 -0.4913264 4 8.3428851 0.58689931 0.64893451 -1.0676587
31.9093342 -0.6618051 4 35.463413 0.58691386 0.54427671 -1.0555731
2.08500531 -0.5939379 4 2.15086902 0.58695566 0.58451417 -1.0158036
1.78257571 -0.6139305 4 1.83888303 0.58735256 0.57245875 -1.0621388
2.33071527 -0.6052261 4 2.665616 0.5874437 0.57768695 -1.0529651
15.2611378 -0.6619864 4 21.2080114 0.58747845 0.54417181 -1.0918949
4.54650209 -0.6062606 4 4.85930022 0.58764889 0.57706392 -1.0258375
8.70762015 0.37355123 4 9.46669158 0.5876722 0.72769361 1.14058434
1.83716872 0.74567489 4 3.62802839 0.58768678 0.49729812 1.32338121
10.413878 -0.5196137 4 8.36093656 0.58791585 0.63076192 -1.0757139

33.1394804 0.44087636 4 27.2371788 0.5879237 0.68208305 1.11256283
1.25387412 0.55673612 4 1.10141926 0.58794305 0.60738531 1.08101071
21.358849 0.40997592 4 19.0613723 0.58801968 0.70283048 1.12334788

1.87928712 0.571055 4 1.58601333 0.58811543 0.59851544 1.05040185
1.45527695 0.59275924 4 1.60873807 0.58822971 0.58523008 1.04921891
1.53651596 -0.5764408 4 1.47448108 0.5883265 0.59520075 -1.0423622
1.53651596 -0.5764408 4 1.47448108 0.5883265 0.59520075 -1.0423622
17.6429497 0.65724482 4 18.5873714 0.58840234 0.54691894 1.04920577
4.65311353 -0.5629182 4 4.13038453 0.58840491 0.60354563 -1.0481971
1.26172054 -0.5811648 4 1.14235307 0.58841161 0.5923031 -1.0635009
4517.39081 0.64519307 4 4578.66353 0.58850377 0.55394484 1.03117017
1.06001713 0.57594299 4 1.01927311 0.58851977 0.59550661 1.11365671
583.686906 -0.6670526 4 709.32605 0.58852945 0.54124737 -1.0683315
2.97780791 -0.5487889 4 2.83316049 0.58855701 0.61234387 -1.0456252
2.86230628 0.54963209 4 2.28080186 0.58857333 0.61181657 1.08533608
1.92989759 0.98334146 4 3.5916362 0.58871692 0.3811126 1.46833909
24.0713584 -0.5115139 4 17.3130551 0.5887281 0.63593421 -1.0971594
2.35960066 0.56297083 4 1.94878906 0.58873686 0.60351301 1.06659463
7.30014195 -0.6673807 4 9.99592508 0.58888831 0.54105831 -1.1041044
13.8156008 -0.5043655 4 13.1394986 0.58920608 0.6405199 -1.0545619
28.676066 -0.6768972 4 31.3074531 0.5892887 0.53559626 -1.060279

3.97664867 -0.7416919 4 6.43557857 0.58935044 0.49945916 -1.1932564
1.06877037 -0.5864353 4 1.39013358 0.58939435 0.58908106 -1.1317427
1.37978181 0.60974171 4 1.03964866 0.58950984 0.57497074 1.12555124
10.1414793 0.46969874 4 6.57655873 0.58954217 0.66303178 1.19248316
1.24441163 -0.6036348 4 1.56100035 0.58954677 0.57864617 -1.0630556
18.4527385 -0.6250152 4 19.9441905 0.58966364 0.56584693 -1.0323821
96.6876939 -0.6385103 4 108.592021 0.58973947 0.55786754 -1.044888
4.48344933 0.47298062 4 3.58316625 0.58976635 0.66088149 1.17555754
1.68723216 0.55608218 4 1.57121033 0.58984056 0.60779237 1.04869309



3.87079021 0.66240225 4 4.1888017 0.58992814 0.54393136 1.0677789
4.1088878 0.51824518 4 4.09149622 0.58993948 0.63163406 1.05656779

1.71019137 -0.5124729 4 1.58237577 0.58999471 0.63532051 -1.1248716
10.8897522 -0.7549735 4 12.9565782 0.59009914 0.4922804 -1.1304858
5.70262688 -0.4985791 4 4.42603217 0.59009953 0.64424615 -1.1028201
1.23579412 0.58105222 4 1.17495371 0.59010478 0.59237203 1.11548094
6.46734882 0.53337404 4 5.43769139 0.59013097 0.62203343 1.06181468
1.06630685 -0.5860688 4 1.20949565 0.59015317 0.58930472 -1.0599124
1.92811584 -0.6342385 4 2.85492271 0.59019939 0.56038499 -1.1103404
1.22284616 -0.6102115 4 1.45496252 0.59020091 0.57468864 -1.1953768
1.14267191 0.60842185 4 1.33191855 0.59031995 0.57576378 1.06462309
1.00031614 -0.5839507 4 1.05663948 0.59038843 0.59059852 -1.0436057
1.69682074 -0.5520641 4 1.64470656 0.59038929 0.61029726 -1.0791265
1.98025094 0.52566584 4 1.7633072 0.59046734 0.62691382 1.07622358
11.7992492 -0.7393744 4 12.4199024 0.59053732 0.50071978 -1.104813
6.2831768 -0.6453626 4 6.40450273 0.59054855 0.55384557 -1.0464727

42.5996469 0.48312907 4 29.8151053 0.59057671 0.65425727 1.11651071
18.0479708 -0.6770704 4 18.7142884 0.59062981 0.53549723 -1.0607893
1.12933948 -0.5867471 4 1.09743304 0.59071136 0.58889075 -1.0388085
1.94962377 -0.5733446 4 1.58226921 0.59071186 0.59710486 -1.0515903
2.6320425 0.50030218 4 2.5409067 0.59072772 0.64313522 1.12797338

3.64310862 -0.6252568 4 3.79025684 0.59075118 0.56570338 -1.043564
1.04055311 0.58456832 4 1.2549998 0.59078246 0.59022108 1.06957856
1.99863496 -0.5556849 4 1.55300245 0.59081427 0.60803977 -1.0811492
6.7986178 -0.653746 4 8.70388226 0.59081563 0.54895228 -1.0816206

1.08785117 0.59906682 4 1.18353143 0.59091207 0.58140558 1.05561033
13.1120161 0.53149289 4 12.8425383 0.59091707 0.62322232 1.03316027
2.44536565 -0.6339921 4 2.54784716 0.59095538 0.56053044 -1.0623915
1.81195856 -0.7608446 4 4.20186547 0.59106406 0.48913202 -1.2617858

1.652894 0.57978559 4 1.44424114 0.59106424 0.59314813 1.03825807
32.3080777 0.53139452 4 26.7966595 0.59130725 0.62328453 1.0625319
2.45378846 0.57550248 4 2.2496196 0.59148259 0.59577737 1.02806735
4.77157006 -0.6306865 4 6.25280622 0.59150354 0.56248418 -1.0699059
4.30335855 0.50077996 4 4.26643641 0.59153305 0.64282738 1.07332934
2.52868126 0.5388924 4 1.92610519 0.59159001 0.61855385 1.09108842
6.23512055 0.78984876 4 7.83186533 0.59160544 0.47380345 1.15715328
12.8193485 0.48144062 4 12.3405302 0.5916398 0.65535674 1.06599409
6.48817124 0.43645376 4 3.63860718 0.59166179 0.68503239 1.30877807
2.20775837 -0.5324332 4 2.07848403 0.59167509 0.62262785 -1.0608069
2.36426812 0.61936925 4 2.6040357 0.5917622 0.56920817 1.06663268
25.4453506 0.50484149 4 24.3243836 0.59176707 0.64021396 1.04760405
1.10380109 0.63973236 4 1.46101441 0.59177346 0.55714878 1.13620652
1.68859224 -0.5144418 4 1.42515632 0.59184928 0.63406163 -1.1074156
19.3749157 0.41672253 4 10.658061 0.59188024 0.69827292 1.2151989
16.652657 -0.7260627 4 28.7279844 0.59202091 0.50800685 -1.1435747

16.2432577 -0.6607497 4 17.0617142 0.5921181 0.54488738 -1.0487938
2.19688601 0.49689111 4 1.71946603 0.59218505 0.64533555 1.1570335
2.71767942 0.57251335 4 2.5840948 0.59219764 0.59761672 1.01589953



6.53363899 0.33922807 4 5.83225764 0.59223035 0.75149972 1.17177664
4.11839183 -0.6356932 4 4.73037084 0.59226384 0.55952686 -1.0558178
1.7601071 0.60432191 4 2.08894116 0.59228333 0.57823186 1.06132106

2.52453939 -0.6158177 4 2.74583473 0.59234326 0.57132943 -1.0645576
6.47723912 -0.4681101 4 6.44033937 0.59236686 0.66407404 -1.0804094
1.34071673 -0.5865 4 1.58987521 0.59243853 0.58904152 -1.082126
6.42034245 -0.6561308 4 9.30808081 0.59245717 0.54756575 -1.0928617

5.562161 0.50632034 4 5.13331199 0.59248261 0.63926394 1.05974563
3.16517539 -0.6400431 4 3.85822121 0.59254086 0.55696614 -1.0886484
4.80833543 0.54093496 4 4.04265393 0.59257017 0.61726898 1.07583993
1.28144587 0.55358199 4 1.10369028 0.59262978 0.60935025 1.07049116
1.69392603 0.61035626 4 1.97831493 0.59263891 0.57460174 1.09091968
2.48486779 0.54328099 4 2.05451016 0.59274414 0.61579524 1.06502614
5.52934764 0.78802571 4 6.68525888 0.59275554 0.47475589 1.15942024
3.38637402 0.46975087 4 2.21307766 0.59288734 0.66299759 1.17017163
261.293705 0.11220282 4 428.565887 0.59296685 0.91606787 -1.3239753
11.9494617 0.513671 4 9.83298708 0.59299572 0.6345543 1.08233715
2.07562178 -0.6479597 4 2.25526648 0.59300551 0.55232647 -1.0845568
1.13151065 0.75231542 4 2.15536345 0.59301832 0.49371084 1.41231542
1.34774581 -0.5899506 4 1.73628292 0.5930239 0.58693839 -1.1035603

7.825058 -0.5113267 4 6.01964022 0.59304699 0.63605404 -1.103218
3.10522338 0.63646878 4 3.81744903 0.5931782 0.55906968 1.07178847
4.55013896 0.52815891 4 2.99049437 0.59319758 0.62533281 1.11022715
5.1181915 0.53354027 4 4.61208452 0.59337491 0.62192844 1.05823412

1.10730877 0.61486495 4 1.86410358 0.59337926 0.57189938 1.18439839
3.48469061 -0.6428506 4 4.76264302 0.59338143 0.55531766 -1.1043279
4.37204442 0.54021263 4 4.2641824 0.59341347 0.61772317 1.03130073
5.41102389 -0.6646184 4 7.38977917 0.59345641 0.54265111 -1.096206
3.72198052 0.6588888 4 3.95163005 0.59350234 0.54596538 1.0826468
6.47437669 0.51406004 4 6.36256536 0.59352208 0.63430561 1.05289565
1.86774062 -0.6241938 4 2.29215488 0.59355518 0.56633512 -1.114139
7.79642597 0.49355996 4 7.58249378 0.59360063 0.64748857 1.05687018
11.9685138 0.37235439 4 8.22668956 0.59363902 0.72851772 1.20067088
7.21913445 -0.713866 4 10.1721257 0.59370728 0.51475218 -1.1300298
8.46698946 -0.6464349 4 11.2241086 0.59384778 0.55321799 -1.0876931
2.05406422 0.56385517 4 1.98950644 0.59385208 0.60296503 1.03225464
1.48775999 0.58652071 4 1.62170153 0.59385797 0.58902891 1.02361293
1.08994941 0.56508545 4 1.37261467 0.593932 0.60220321 1.10807736
34.3799553 -0.6891339 4 36.183163 0.59394694 0.52863074 -1.0660357
3.18762467 -0.6319695 4 3.75413565 0.59395795 0.56172531 -1.0675331
1.55030419 0.74372127 4 6.94137696 0.59403285 0.49835721 1.29070337
3.15237534 0.47146275 4 3.05188404 0.59414239 0.6618755 1.12828923
1.46202597 0.58174788 4 1.61239513 0.59414657 0.59194607 1.03117087
1.31347295 -0.5739441 4 1.41070553 0.59426744 0.59673586 -1.0325067
1.20908553 0.57792973 4 1.13241143 0.59429015 0.59428646 1.09920988
1.20908553 0.57792973 4 1.13241143 0.59429015 0.59428646 1.09920988
4.97971645 -0.5066032 4 2.94075086 0.59445815 0.63908231 -1.1586482
9.07074735 0.53253016 4 8.21179102 0.59448111 0.62256659 1.04760641



1.37234893 -0.5476274 4 1.17492827 0.59450249 0.6130707 -1.0844056
9.72138978 0.44986964 4 9.07333401 0.59463061 0.67610679 1.09794549
1.01076586 0.56510016 4 1.09690679 0.59464316 0.60219411 1.04657102
36.0763316 -0.4738511 4 25.6375184 0.59464747 0.66031183 -1.1141946
1.74079728 -0.7138435 4 2.66714946 0.59467471 0.51476466 -1.2427382
8.67448703 -0.5311886 4 7.5824894 0.59473787 0.62341479 -1.055455
24.0642645 0.14315229 4 7.77640579 0.59479964 0.8930917 1.57710129
33.4119283 -0.6551323 4 45.7713008 0.59486977 0.54814597 -1.0819673
20.3407009 0.5177533 4 16.8966105 0.5949385 0.6319477 1.05990785
16.7399036 -0.4226925 4 16.091623 0.59514191 0.6942528 -1.0911096
3.26681151 -0.6024917 4 3.88796378 0.59515383 0.57933585 -1.0609703
2.16156682 0.59851487 4 2.3122341 0.59530728 0.58173958 1.02930858
1.0596627 -0.6348662 4 1.23372187 0.59532884 0.56001462 -1.1471121

5.55470521 0.48136849 4 5.44230787 0.59543701 0.65540373 1.06948278
3.79044389 -0.6234468 4 4.17206242 0.5954586 0.56677932 -1.0524135
40.6872298 -0.6646316 4 62.7008397 0.59546377 0.54264352 -1.0983498
5.06703865 0.49059507 4 4.40757467 0.5955046 0.64940837 1.10491398
4.54437199 0.47227102 4 3.64027888 0.59553649 0.66134608 1.11734221
2.35373648 0.53236247 4 1.71147756 0.59555247 0.62267257 1.09941585
1.51302785 -0.5602683 4 1.32232355 0.59555502 0.60518962 -1.074798
3.88712182 -0.3202795 4 3.15523659 0.5957226 0.76478928 -1.3081169
3.13335807 0.55505377 4 2.63723366 0.59583032 0.60843288 1.05279708
2.91463547 0.54821495 4 2.58147997 0.59587549 0.61270295 1.06134124
3.78128331 -0.7743655 4 14.417759 0.59588994 0.48193967 -1.2543344
2.47611864 0.54600068 4 2.02707651 0.59591443 0.61408951 1.0820868
1.89185641 -0.5651596 4 1.44644629 0.59591529 0.60215734 -1.144006
2.00969271 -0.5650495 4 1.44221874 0.59592443 0.60222545 -1.1203264
3.01760692 0.52648499 4 2.83778809 0.59594445 0.62639408 1.05980083
1.05067969 0.60176215 4 1.31175203 0.59607381 0.57977634 1.11543597
1.41893042 0.60689668 4 1.49562096 0.59629722 0.57668108 1.06730848
1.99316716 -0.7501536 4 2.25620323 0.59634474 0.49487655 -1.2661786
2.13334681 -0.566307 4 1.82818123 0.59637928 0.6014474 -1.0544091
3.15705194 -0.5281038 4 1.76919443 0.59639095 0.62536775 -1.1598111
51.9032658 -0.7235067 4 70.1044576 0.59645248 0.509415 -1.1188744
29.185701 -0.7504498 4 33.4442934 0.59662941 0.49471668 -1.1166916

15.7076837 0.46806074 4 14.9512884 0.59663631 0.66410647 1.06406051
1.52169665 0.59307506 4 1.90546778 0.59673972 0.5850382 1.06666893
1.61323536 0.57047535 4 1.46251919 0.59674753 0.59887289 1.06220584
2.1584025 -0.624682 4 2.12341843 0.59683164 0.56604494 -1.0754543

68.8218822 -0.6308934 4 70.0711755 0.59684257 0.56236175 -1.0326323
11.8590374 0.45287441 4 11.3368149 0.59685215 0.67411642 1.08712521
1.22990534 -0.6026251 4 1.00707667 0.59687075 0.57925537 -1.1043522
6.09683054 -0.643167 4 6.25704053 0.59687949 0.55513212 -1.0502177
37.9992931 -0.3631747 4 19.3091575 0.59691683 0.73485322 -1.2636064
1.37212385 0.58595557 4 1.14559444 0.59701483 0.58937384 1.09991231
582.547072 -0.5462951 4 567.798843 0.59706319 0.61390506 -1.0171774
51.3320381 0.50695271 4 42.1557564 0.59713312 0.63885796 1.0646849
3.0129665 -0.6560632 4 3.31918652 0.59713702 0.54760506 -1.0864711



1.94913787 0.54179851 4 1.62281028 0.59720335 0.61672626 1.10182663
1.42545488 -0.5629792 4 1.11526725 0.59720506 0.6035078 -1.0665358
5.8537687 0.52677167 4 5.03581572 0.59722841 0.62621224 1.0684828

2.27699554 0.533256 4 2.12962495 0.59729923 0.62210799 1.07639717
3.03326201 0.50451835 4 2.88975157 0.59735058 0.64042166 1.06460473
16.2532604 0.21868897 4 12.3398673 0.59744534 0.8375972 1.28539474
8.48959963 0.08342717 4 1.25057584 0.59754875 0.93752018 2.35361561
1.62456915 -0.654602 4 1.88836415 0.59757639 0.54845429 -1.120848
1.05052104 0.54453091 4 1.17391238 0.59759875 0.61501096 1.10196956
3.05224901 -0.6470646 4 3.73890117 0.59760712 0.55284971 -1.082841
4.78546248 -0.4915443 4 3.30911068 0.59766031 0.64879336 -1.1187516
1.29200198 0.50899612 4 1.29955374 0.5976686 0.63754715 1.20052785
5.05112953 -0.671518 4 5.25782835 0.59768094 0.53867887 -1.0830591
1.8287751 0.59795494 4 2.48657744 0.59770571 0.58207855 1.07497898

1.22361001 0.5736207 4 1.35480525 0.59774893 0.59693489 1.03957421
34.3033258 -0.7081103 4 58.3288521 0.59778022 0.51795805 -1.1382763
11.8234126 0.49201666 4 9.70380961 0.59793772 0.64848746 1.0813292
126.106371 -0.6391509 4 160.800594 0.59798669 0.55749068 -1.0649963
7.71656361 0.49035141 4 7.78586143 0.59800093 0.64956629 1.05339189
5.43593265 -0.5436945 4 4.76318829 0.59817252 0.61553568 -1.0424132
33.2775575 -0.6720157 4 43.7704711 0.59823192 0.53839315 -1.0863585
2.35261814 -0.6032284 4 2.70467284 0.59824799 0.57889133 -1.0716462
2.52348953 0.52665103 4 2.34140912 0.59839746 0.62628876 1.04798879
1.84587756 0.62954674 4 2.08256151 0.59841452 0.5631589 1.07261376
3.4014835 0.48979041 4 3.41731173 0.59843622 0.64992997 1.08333168

4.23140973 0.44360483 4 4.32075265 0.59847381 0.68026691 1.1129285
1.74233732 0.53787548 4 1.60037124 0.59849608 0.61919417 1.06396455
26.7720629 0.71163307 4 33.4517598 0.59851404 0.51599417 1.10859267
1.30906117 -0.5870417 4 1.46497831 0.59851739 0.58871106 -1.325863
1.48315844 -0.5436957 4 1.53103049 0.5985591 0.61553493 -1.0704081
9.03636372 -0.8041212 4 11.2158071 0.59859306 0.46639817 -1.1630568
2.29666384 0.52444232 4 2.06075552 0.59862625 0.62769062 1.05804431
3.68089372 -0.6815599 4 4.27997148 0.59868544 0.53293446 -1.0969276
1.37833691 0.5717119 4 1.26708869 0.59870371 0.59811052 1.03210611
4.98603379 -0.6424694 4 5.37939145 0.59891449 0.55554131 -1.0711054
1.69831457 -0.6074251 4 2.13726295 0.59894949 0.57636315 -1.0951589
1.88998676 0.52583229 4 1.82220335 0.59896429 0.62680819 1.06405106
5.0278708 0.53222582 4 4.17920433 0.59896895 0.62275894 1.06997478

2.20662624 0.63235944 4 2.45508528 0.59905973 0.56149484 1.07376129
1.46487228 -0.6065949 4 1.64695498 0.59909218 0.57686268 -1.0707946
22.0969146 -0.6826214 4 25.1166546 0.59910478 0.53232978 -1.076093
131.260008 0.40630611 4 131.282964 0.59911034 0.70531594 1.08539175
1.32980332 0.67536422 4 1.59272132 0.59914157 0.53647349 1.21890185
17.9789511 -0.5113624 4 17.5679709 0.59933547 0.63603122 -1.0336056
33.5051398 -0.6431942 4 38.3970895 0.59944013 0.55511612 -1.0592185
16.4100212 -0.8972222 4 24.5015782 0.59959047 0.42032107 -1.2350422
4.1476331 0.59568114 4 4.38790985 0.59980378 0.58345638 1.02677122

3.48576203 0.63119977 4 4.82988188 0.599816 0.56218052 1.1117252



9.78924898 -0.6056767 4 10.9458784 0.59986405 0.5774155 -1.0400917
5.19521477 -0.616536 4 6.61256345 0.599865 0.57089997 -1.0758216
4.41670017 0.59623051 4 5.29526624 0.59995745 0.58312328 1.0424462
3.03483943 0.52453191 4 1.78641883 0.60001798 0.62763372 1.18871344
2.73525131 -0.6059224 4 3.76023244 0.60003107 0.57726755 -1.0741699
1.37293639 0.59468881 4 1.88824188 0.60003486 0.58405836 1.12341381
12.1122701 0.51733207 4 9.94604802 0.60013511 0.63221636 1.06840737
3.21343313 -0.6710612 4 4.43777587 0.6001695 0.53894123 -1.1212734
18.7945309 0.17173939 4 15.1845769 0.60018727 0.87198084 1.27694773
6.25470682 -0.4455798 4 4.05090649 0.60032726 0.67895394 -1.2128935
5.04431017 -0.638491 4 7.28493455 0.60046842 0.55787888 -1.1036558
2.06634492 -0.6011431 4 2.926104 0.60054651 0.58015028 -1.1036702
6.71616444 0.66306491 4 6.93888649 0.60056268 0.54354832 1.06836366
4.81008975 0.51027612 4 4.65412442 0.60062986 0.63672686 1.04429052
3.01632877 -0.5277188 4 2.91064115 0.60063416 0.62561173 -1.0539626
2.48834132 0.54562299 4 1.80190288 0.60074967 0.61432622 1.10152226
2.26830166 0.54441314 4 1.51425524 0.60092311 0.61508482 1.10011191
1.63050642 0.59400066 4 2.36250861 0.60100577 0.58447606 1.08719659
2.14901494 0.69415345 4 2.42705129 0.60101696 0.52579234 1.16426708
264.464943 -0.6648436 4 288.520312 0.60102355 0.54252113 -1.0612966
9.19685304 0.49440796 4 7.02055657 0.60114487 0.64694008 1.09394471
2.96794853 0.51185726 4 2.57523131 0.60117968 0.63571445 1.07886955
1.71507207 0.6513886 4 1.92296525 0.60119751 0.5503252 1.13182707
17.2102305 0.49125634 4 13.2724388 0.60133751 0.64897991 1.09328202
3.05209374 -0.6087792 4 3.86428594 0.60138893 0.575549 -1.0656059
11.2338571 0.42836764 4 7.42588333 0.60142271 0.6904424 1.15116942
3.04526057 -0.621986 4 3.41151249 0.60145853 0.56764868 -1.080345
2.37738403 0.55459748 4 2.00968156 0.60148742 0.60871719 1.07536073
2.16246212 -0.5836113 4 2.6250756 0.60150845 0.59080606 -1.0434117
20.7398422 0.50248367 4 16.2335251 0.60170221 0.64173035 1.07144761
15.6995477 0.52191599 4 12.9368247 0.60172058 0.62929641 1.05286457
2.59419315 0.62816423 4 3.50302843 0.6017313 0.56397807 1.09164605
2.09268731 0.55721563 4 1.85573275 0.60174975 0.60708693 1.03202948
5.93015914 0.51027209 4 4.68006284 0.6017869 0.63672944 1.09852286
1.75891525 -0.5488031 4 1.62160228 0.60179695 0.61233496 -1.0740247
1.05559589 0.60268742 4 1.45170738 0.60180778 0.57921775 1.14223956
3.97030524 -0.6642981 4 5.16823292 0.60181024 0.54283599 -1.1116198
3.05740384 -0.5184528 4 3.01894738 0.60183164 0.63150169 -1.0512359
3.66624675 0.62069032 4 5.38051862 0.60193752 0.56842048 1.09323717
1.04199545 0.57149365 4 1.20171246 0.60195726 0.59824503 1.06245206
13.365423 0.38032053 4 13.9185514 0.60201135 0.72304088 1.11165725

14.0160367 0.37821453 4 8.21906933 0.60201657 0.72448686 1.2650702
152.977691 -0.4168235 4 94.4401762 0.60208426 0.6982048 -1.1641325
1.01476389 -0.5927882 4 1.08014799 0.60217439 0.58521246 -1.1470682
3.99623516 0.54001912 4 3.47092169 0.60221772 0.61784488 1.05635146
1.41980798 0.56338764 4 1.12936499 0.60227255 0.60325469 1.05960812
1.21661622 0.55328332 4 1.1875425 0.60228455 0.60953653 1.03507558
3.05862343 -0.4834885 4 2.91126496 0.60229347 0.65402338 -1.0783539



2.02415118 0.52164519 4 2.04755994 0.60230437 0.62946868 1.06899859
1.37436446 -0.4998434 4 1.02147259 0.60233448 0.6434309 -1.170856
1.5437172 -0.6040864 4 1.49596514 0.60250003 0.57837382 -1.1048029
65.621205 0.44737286 4 55.2976118 0.60253112 0.6777631 1.08652985

15.2977887 -0.7406041 4 17.0008134 0.6025555 0.50005059 -1.1163715
3.75692894 0.62552958 4 3.79514908 0.60267697 0.56554138 1.05348544
2.36191625 -0.5957087 4 3.08887609 0.60272021 0.58343968 -1.0629583
10.7451456 -0.6809452 4 11.0037713 0.60279227 0.53328483 -1.0745743
1.59504668 -0.6028725 4 2.20052243 0.60290894 0.57910608 -1.0889708
1.61104561 -0.5370482 4 1.35211356 0.60292064 0.61971537 -1.0851305
16.8594637 0.41853872 4 12.4541031 0.60302378 0.69704863 1.1346838
45.1585699 -0.7587406 4 47.6382482 0.60308971 0.49025854 -1.1114616
1.41531691 0.56345239 4 1.68953914 0.6034198 0.60321457 1.07297949
2.86813886 -0.6139983 4 3.14937056 0.60345873 0.57241814 -1.0758509
5.09819756 -0.7830548 4 6.11291247 0.60346449 0.47736041 -1.1945725
1.23892225 0.56412618 4 1.32020701 0.60352174 0.60279716 1.02759859
2.39252644 -0.5567925 4 2.24493513 0.60362368 0.6073502 -1.0271466
1.1106195 0.58121743 4 1.21107413 0.60363888 0.59227086 1.04838993

11.3827044 -0.687236 4 12.9460042 0.6036422 0.52970685 -1.0910271
60.0261163 -0.4870866 4 46.0738301 0.60369341 0.65168439 -1.079343
48.576561 -0.6272574 4 59.606511 0.60374901 0.56451585 -1.0612458
1.1847163 0.57994155 4 1.73785468 0.60376281 0.59305254 1.08822217

15.6588397 0.53078513 4 13.9287029 0.60379169 0.62366999 1.03753246
1.12165245 0.55370978 4 1.03747228 0.60383072 0.60927056 1.0561384
1.12165245 0.55370978 4 1.03747228 0.60383072 0.60927056 1.0561384
1.26198622 -0.6186643 4 2.38040314 0.60388252 0.5696288 -1.1592427
2.19676403 0.54914618 4 1.76020733 0.60390601 0.6121204 1.07263931
3.62073661 -0.6435104 4 3.73206422 0.60391316 0.55493072 -1.0715652
40.3741489 -0.6432626 4 42.5161073 0.60396618 0.55507605 -1.0469302
1.9967539 -0.6328656 4 3.7028248 0.60400709 0.56119574 -1.1437725

6.05950783 -0.7773348 4 25.0618801 0.60402602 0.48037106 -1.2410976
1.19775509 0.60408172 4 2.04607953 0.60408416 0.57837667 1.18053553
2.21674186 0.60240499 4 2.32948521 0.60416182 0.57938822 1.04798264

3.415461 -0.5304933 4 3.41643878 0.60423114 0.62385462 -1.0284314
3.08010228 0.50221145 4 2.97109668 0.60442321 0.64190556 1.06239544
21.1221432 -0.4330793 4 15.4603151 0.60444179 0.6872873 -1.1394305
5.0576569 -0.6079013 4 5.33555391 0.60445793 0.57607677 -1.0363104

4.02782372 0.5095463 4 3.94607524 0.60445953 0.63719448 1.0412886
743.861793 0.38822567 4 640.442405 0.6044861 0.71762573 1.11469499
6.11754835 0.49492942 4 4.72790919 0.60463626 0.64660294 1.11167586
6.21455228 -0.5876324 4 6.25517489 0.60464083 0.58835079 -1.0203296
2.14979138 -0.5379174 4 2.04553543 0.60472695 0.61916773 -1.0437475
1.72289124 0.5192835 4 1.58085628 0.60473733 0.63097231 1.06256641
16.3246344 0.42436373 4 12.5462201 0.60478896 0.69312955 1.13905066
4.76753665 -0.5849504 4 5.15440976 0.60482547 0.58998768 -1.025897
35.7248846 0.52610298 4 31.8765025 0.60482992 0.62663643 1.03634073
4.66717866 -0.6039516 4 6.11240211 0.60484662 0.57845512 -1.0615562
4.22004072 0.59458628 4 4.42170403 0.60493516 0.58412058 1.03380123



3.68594347 -0.649766 4 4.78980655 0.60494947 0.55127157 -1.0989429
118.383765 0.29005173 4 127.895516 0.60496578 0.78619167 1.13516941
4.21344332 0.5969075 4 4.76073543 0.60498285 0.58271299 1.03977262
90.3588364 -0.2233932 4 49.5223596 0.60502521 0.83417454 -1.3430158
5.88510582 0.60960546 4 6.07954734 0.60513585 0.57505257 1.03457129
65.5501599 -0.7389001 4 124.781414 0.60513872 0.50097809 -1.1616145
23.7106054 -0.5979286 4 24.9821381 0.60517987 0.5820945 -1.027874
23.7106054 -0.5979286 4 24.9821381 0.60517987 0.5820945 -1.027874
4.66810552 -0.4910226 4 3.19010206 0.60518791 0.64913134 -1.1483309
1.28561676 -0.564315 4 1.10125183 0.60526068 0.60268022 -1.0931951
25.3811688 0.40284385 4 20.6825069 0.60526682 0.70766491 1.11989244
1.5391988 0.56290305 4 1.63434226 0.60534564 0.60355502 1.03418827
3.5617793 0.42715371 4 3.22039294 0.60534958 0.69125653 1.11535021

1.18719886 -0.5642449 4 1.21043555 0.60544342 0.60272364 -1.0246006
94.5006172 0.49292274 4 81.4613381 0.6054947 0.64790089 1.05550732
5.53150292 0.26763584 4 5.54211488 0.60551571 0.80221325 1.23470155
1.81769288 -0.5532827 4 1.53417336 0.6056647 0.60953689 -1.0589406
2.51526966 0.50542353 4 2.1360883 0.60569609 0.63983996 1.0755253
1.5144336 0.48619032 4 1.18198223 0.60572885 0.65226658 1.1558961

1.52726798 -0.60259 4 2.58017014 0.60584532 0.57927656 -1.1592095
1.7248234 -0.5569521 4 1.51066774 0.60589144 0.60725088 -1.0558303

8.27790255 -0.4037917 4 5.62736971 0.60595751 0.70702143 -1.1589799
1.08948084 0.67050564 4 1.01316949 0.60601245 0.53926043 1.80699309
1.27650541 0.5603839 4 1.18625042 0.60616064 0.60511782 1.09733211
23.0922579 0.39578589 4 22.8760212 0.60617487 0.71246555 1.08802042
1.07605843 -0.5395293 4 1.2401862 0.60618521 0.61815305 -1.167029
13.6595984 0.51527882 4 11.1879191 0.60630926 0.63352691 1.05233379
4.57278541 -0.5351792 4 4.32668579 0.6063237 0.62089387 -1.0284935
19.5442406 0.4585092 4 14.1697908 0.60635955 0.6703926 1.12135518
4.33155929 -0.4520118 4 4.06804757 0.60658373 0.67468746 -1.1004808
1.14806092 -0.573246 4 1.36282 0.60663743 0.59716557 -1.0569711
1.9751363 0.54369212 4 1.93767249 0.60669787 0.6155372 1.03111456

5.96271796 -0.6727074 4 12.1894867 0.60670123 0.53799619 -1.144335
10.2120241 0.52172822 4 8.89486821 0.60672713 0.62941585 1.04753885
3.39768128 -0.638877 4 3.57996905 0.60676106 0.55765181 -1.0758542
3.29259263 0.50658111 4 2.7089097 0.60679032 0.63909651 1.1113838
2.47071407 -0.655653 4 2.67445098 0.60684228 0.54784334 -1.1094443
4.59833183 -0.6785096 4 10.1952795 0.60684679 0.53467473 -1.1589365
8.12597629 0.47332067 4 5.97121585 0.60689146 0.66065891 1.10603786
4.07594069 0.68700115 4 7.17446326 0.60694743 0.52984009 1.15598535
23.984506 -0.477227 4 18.8685634 0.60696439 0.6581051 -1.0877324

1.99222296 -0.4899593 4 1.90779212 0.60699242 0.64982046 -1.1407981
1.74141134 0.60389844 4 2.88865501 0.60699542 0.57848718 1.12868173
16.7460629 0.47357071 4 13.8244526 0.60702423 0.66049528 1.07691506
4.69650357 -0.4707164 4 4.30196839 0.60715433 0.66236458 -1.0765476
5.45771779 0.52573163 4 4.91870254 0.60720517 0.62687207 1.03757638
1.15858786 0.56901314 4 1.19445135 0.60724651 0.5997752 1.06686861
2.70926978 0.49892533 4 2.6519667 0.60725013 0.64402283 1.05855948



9.45633626 -0.5940718 4 11.3331731 0.60728156 0.58443289 -1.0446726
16.795463 0.3354431 4 16.0052439 0.60733584 0.75414619 1.129083

7.93969609 0.49837947 4 7.55211857 0.60745359 0.64437493 1.0417582
1.88688031 0.64856212 4 1.80916234 0.60756373 0.55197448 1.16695632
2.19329207 0.541856 4 1.97058461 0.60763167 0.61669014 1.0551719
10.7903683 -0.947114 4 542.803795 0.60768351 0.39721066 -1.3034722
1.0624862 -0.5569572 4 1.18528763 0.60770359 0.60724774 -1.0359753

4.23092518 0.47266891 4 3.9330056 0.60781762 0.66108555 1.06933799
3.10548459 -0.5015436 4 1.5204143 0.60783686 0.64233551 -1.2048263
1.3416346 0.56059857 4 1.40779769 0.60785623 0.60498454 1.05075913

1.59143912 0.50268179 4 1.20994617 0.60806749 0.64160285 1.12028246
2.01372942 0.56588181 4 2.23252065 0.60812241 0.60171041 1.02516148
2.01372942 0.56588181 4 2.23252065 0.60812241 0.60171041 1.02516148
6.45925996 -0.6248823 4 6.67196005 0.60819865 0.56592591 -1.0501889
10.8647056 -0.4389402 4 11.1991782 0.60819908 0.68337343 -1.0687698
1.94042382 0.59443359 4 2.93445517 0.60823127 0.58421325 1.09033074
1.94245576 -0.542898 4 1.82312783 0.60823217 0.61603566 -1.0469463
2.53125056 -0.5288566 4 2.39165991 0.60830205 0.6248908 -1.0403563
6.07518479 -0.5318351 4 5.65013344 0.60839642 0.62300591 -1.0308954
1.23029555 -0.7464139 4 6.64129464 0.60845468 0.49689794 -1.3842499
22.8409334 -0.6625927 4 27.4883651 0.60845532 0.54382125 -1.0811202
1204.23912 -0.5957396 4 1291.99594 0.60846201 0.58342092 -1.029045
12.4725085 -0.6161823 4 14.4633201 0.60846509 0.57111141 -1.0558163
2.30705753 0.54323191 4 1.98554148 0.60847996 0.61582605 1.03601304
5.89481747 -0.6172102 4 6.77201627 0.60853429 0.57049707 -1.0597384
1.36501726 -0.5735354 4 1.838258 0.60860635 0.59698739 -1.0754847
7.80396983 -0.4819999 4 7.45226655 0.6086086 0.65499246 -1.0526881
1.49951713 -0.6840621 4 2.00170655 0.60861049 0.5315099 -1.1792719
1.44547482 -0.518039 4 1.52377678 0.60867974 0.63176551 -1.0937731
8.75481143 -0.6013339 4 9.00181561 0.60869075 0.58003497 -1.0293526
3.7757718 0.61256859 4 3.94120847 0.60872478 0.57327468 1.04709376

15.5236314 0.30534018 4 16.2268628 0.6088321 0.77533673 1.14975306
1.01666995 -0.569596 4 1.12210686 0.60889034 0.59941544 -1.0539517
4.8161514 0.52927172 4 4.45119487 0.60891552 0.62462789 1.02720494

15.2838994 -0.3918098 4 8.05700675 0.60902942 0.71517712 -1.2157997
1.22306643 0.56041539 4 1.031774 0.6092705 0.60509826 1.06656905
2.5366226 0.52503978 4 2.26608606 0.60928435 0.62731123 1.04268156

4.43328626 0.58791601 4 5.479643 0.60945401 0.58817788 1.05065435
1.89546466 -0.5203512 4 1.77424251 0.60945832 0.63029227 -1.0464318
2.99250498 0.49884976 4 3.03257435 0.60948047 0.64407157 1.05653798
25.6565205 -0.47449 4 19.8804721 0.609561 0.65989384 -1.0865074
2.18686077 -0.4682967 4 1.99859443 0.60960621 0.66395161 -1.1005237
2.42561346 -0.4380714 4 2.1147189 0.60970149 0.68395284 -1.1262871
15.7889587 0.47591906 4 15.1625069 0.60988732 0.65895957 1.04987204
15.7889587 0.47591906 4 15.1625069 0.60988732 0.65895957 1.04987204
3.6081932 -0.588297 4 3.84782356 0.60998358 0.58794565 -1.044711

1.56972725 0.38724819 4 1.23823944 0.60998808 0.71829424 1.45412322
8.08362554 -0.5893493 4 9.16175695 0.61004034 0.5873045 -1.0398045



7.24663652 0.4783936 4 7.07722227 0.61013205 0.65734354 1.05658491
4.47975028 0.7075466 4 5.56392438 0.61016852 0.51827284 1.13691128
1.74861217 -0.6265806 4 2.06749276 0.61037576 0.56491742 -1.0980395
1.73642424 -0.4987708 4 1.54454964 0.61038448 0.6441225 -1.0755756
13.5198047 -0.6845725 4 17.4044372 0.61044524 0.53121964 -1.11144
1.58585061 0.53045576 4 1.46229171 0.61052936 0.62387838 1.05182117
2.62191324 -0.5606276 4 2.61641678 0.61083689 0.60496653 -1.0109028
1.55305283 0.46129069 4 1.17057559 0.61093009 0.66855862 1.19430281
1.89148947 0.53360005 4 1.64808885 0.61099252 0.62189069 1.07298561
6.0134298 -0.706911 4 7.01164497 0.61100301 0.5186279 -1.1107382

34.9984554 0.30418086 4 24.0266056 0.61119165 0.77615773 1.22504372
2.57321497 -0.7740963 4 4.49784568 0.61142375 0.48208208 -1.2347913
32.551946 0.44835226 4 31.8858519 0.61149916 0.67711312 1.05687073

1.71928286 -0.5750339 4 1.88737675 0.61150085 0.5960655 -1.0702732
41.1250342 -0.3171153 4 26.589502 0.61156318 0.76701822 -1.2230447
3.33536254 -0.636077 4 3.5508884 0.61158306 0.55930059 -1.0750746
1.78975553 -0.5305307 4 1.77889405 0.61173972 0.62383096 -1.0428621
16.2827929 0.59561619 4 17.6091115 0.61176457 0.58349577 1.03327889
23.9651833 0.49353901 4 20.3517394 0.61182974 0.64750212 1.05512119
1.94154359 0.58433451 4 2.64912778 0.61187276 0.59036396 1.07741417
8.23722232 -0.6409772 4 9.10697577 0.61190655 0.55641726 -1.0746163
10.058069 0.41872119 4 8.22655777 0.61195955 0.69692569 1.11432583

1.55840577 -0.5663698 4 1.03395426 0.6119678 0.60140855 -1.2261743
1.19442021 0.53662651 4 1.0872188 0.61198509 0.61998115 1.08457345
2.48153376 -0.598362 4 3.72515162 0.61198619 0.58183214 -1.0933731
3.15232536 -0.5149679 4 2.28431536 0.61209857 0.63372554 -1.0790136
6.47968237 0.47435301 4 5.62779816 0.61210872 0.65998347 1.07163617
4.22772737 -0.6029466 4 4.29808573 0.61223098 0.57906133 -1.0489151
8.09307235 -0.6162488 4 8.7255631 0.61223192 0.57107168 -1.0553458
1.40244354 0.56141466 4 1.09378233 0.61228625 0.60447806 1.10260484
4.53796162 0.47528688 4 3.83364119 0.6123652 0.65937278 1.08139024
1.62753583 -0.5754874 4 2.00189199 0.61261109 0.59578664 -1.0820394
2.44895068 0.5014782 4 2.14066763 0.61273246 0.64237764 1.06608709
1.02551821 -0.5533515 4 1.13874919 0.61278319 0.609494 -1.0601384
1.02551821 -0.5533515 4 1.13874919 0.61278319 0.609494 -1.0601384
7.04521649 -0.2906155 4 7.88629835 0.61285356 0.78579036 -1.1666489
25.0835841 0.48917577 4 20.13107 0.61304057 0.65032855 1.06324365
24.0983869 -0.4805444 4 23.7100469 0.61304405 0.65594078 -1.0355708
1.90937241 0.50456681 4 1.45074292 0.61324119 0.64039051 1.09890469
3.44097966 -0.6984299 4 8.84857047 0.61327022 0.52338284 -1.2028241
1.21019247 -0.5583775 4 1.63019302 0.61328087 0.60636435 -1.0742577
5.71199351 -0.6569286 4 6.26347133 0.61328555 0.54710248 -1.0835217
20.7896875 0.09151286 4 12.9997575 0.61331174 0.93148484 1.41864555
1.43511286 0.6073515 4 1.35795787 0.61331935 0.57640743 1.20223845
3.14060581 0.45527994 4 2.35058671 0.61343653 0.67252531 1.12261159
2.80670427 0.46832418 4 2.35704798 0.61344587 0.66393356 1.09589227
1.31714992 0.53357982 4 1.05237916 0.61346147 0.62190346 1.09339313
3.25155659 0.60810499 4 5.0048749 0.61354537 0.57595427 1.09412369



2.25689807 0.66740891 4 4.1268892 0.61362799 0.54104208 1.22293972
138.189315 -0.6256656 4 155.387616 0.61364749 0.56546058 -1.0537397
1.06843617 -0.632474 4 1.22092779 0.613657 0.56142713 -1.3234843
1.58859052 -0.5706026 4 1.78560395 0.61382797 0.59879439 -1.0558411
28.6640132 0.26632673 4 29.8213077 0.61388029 0.80315267 1.14888431
3.44662617 0.42233607 4 3.09118124 0.61392213 0.69449246 1.1564046
45.5587939 0.45752387 4 43.2751786 0.61393135 0.67104295 1.0511739
1.57079753 0.53185633 4 1.39081578 0.61396465 0.62299252 1.06978747
3.55099434 0.51161393 4 3.01869749 0.6139843 0.6358702 1.05319902
24.805388 0.50676056 4 23.5584875 0.61416865 0.63898131 1.02787813

2.44055229 -0.6073593 4 2.74667954 0.61442978 0.57640276 -1.0664332
2.08647068 -0.529664 4 1.94045375 0.61470074 0.62437951 -1.0494618
9.52360314 0.40522586 4 5.51382447 0.61470506 0.70604841 1.2051442
1.66161412 -0.5704017 4 1.0895977 0.6147071 0.59891834 -1.2325035
2.08538083 0.60641558 4 2.70951459 0.61486145 0.57697063 1.12905448
22.6168343 0.45678997 4 17.2455107 0.61486575 0.67152757 1.09712465
3.86347941 0.36222319 4 3.14479543 0.61502977 0.73551143 1.16299892
1.2745077 0.57089099 4 1.01623199 0.61504612 0.59861657 1.1164644

34.6962 -0.4370587 4 30.0514411 0.61515086 0.68462859 -1.082192
8.80358299 0.60441516 4 9.27207086 0.61517327 0.57817564 1.03951863
1.64607586 -0.4485712 4 1.59331536 0.61526105 0.67696784 -1.3124723
1.85024384 0.53457065 4 1.6062971 0.6153108 0.6212779 1.06207291
5.59272859 -0.5933545 4 6.96417358 0.6153457 0.58486842 -1.0571396
1.65745902 -0.5730787 4 2.09170266 0.61537293 0.59726853 -1.0674783
1.47009355 -0.5688022 4 1.78370578 0.61540747 0.59990547 -1.0655323
1.53958712 -0.5499014 4 1.32779401 0.61543076 0.6116482 -1.0691784
2.72222441 0.46946167 4 2.2435127 0.61558673 0.66318726 1.09089026
102.990081 0.18416741 4 84.8590144 0.61559522 0.86284185 1.23090105
13.4824796 0.43593802 4 10.1060579 0.61559966 0.68537677 1.10224812
55.5149083 -0.7220751 4 58.7420848 0.61561049 0.51020497 -1.0985607
1.08434906 -0.5326091 4 1.24694792 0.61571514 0.6225167 -1.0600369
2.11729366 0.51282085 4 1.57961101 0.61573167 0.63509794 1.12406657
8.63141637 -0.616463 4 11.3766704 0.61575349 0.57094359 -1.0828717
17.3801302 0.4193292 4 11.3041433 0.61582764 0.69651612 1.14259927
6.48153228 -0.4613243 4 6.49250615 0.61583266 0.6685365 -1.0530782
2.74587521 -0.5857621 4 2.94277063 0.61590463 0.58949196 -1.0406652
17.7867836 -0.7149166 4 19.6902679 0.61591758 0.51416853 -1.1003239
117.102586 0.4663007 4 93.4071925 0.61597047 0.66526231 1.07433536
4.38212057 0.34336331 4 2.74947637 0.61602782 0.74861306 1.39773532
1.20001872 0.53897652 4 1.08984881 0.61608997 0.61850091 1.03519442
15.895221 0.48145827 4 12.9691527 0.61611125 0.65534524 1.06128857

1.21277826 -0.5242556 4 1.25497922 0.61612118 0.62780919 -1.0783926
49.9896633 0.64318384 4 71.5704387 0.61625303 0.55512222 1.09341618
3.27799546 0.47660487 4 2.82961922 0.61628116 0.65851147 1.07024214
109.023933 0.48525277 4 95.8577068 0.61633816 0.65287589 1.04568731
1.80540048 0.52561223 4 1.63913679 0.61638719 0.62694784 1.05375544
5.02458077 0.28246373 4 5.27320194 0.61646134 0.79160134 1.18626959
71.7624367 -0.7060413 4 120.393415 0.61648024 0.51911408 -1.135073



16.8627804 0.44182122 4 15.4405668 0.61662412 0.68145383 1.06373326
1.36874581 -0.5572822 4 1.44772405 0.61668657 0.60704552 -1.0562288
3.68722644 -0.2098955 4 1.06815612 0.61679016 0.84400674 -1.6940656
1.58295016 0.53928771 4 1.23908921 0.61680394 0.61830506 1.07277656
2.34801338 -0.5137148 4 1.59750099 0.61681077 0.63452629 -1.1026069
3.1583634 0.57916249 4 3.86236486 0.61686546 0.59353017 1.0559847
2.1612601 -0.6444617 4 2.52501162 0.61693313 0.55437322 -1.1265934

1.00079239 0.53955307 4 1.0069826 0.61698837 0.61813808 1.05267016
32.5124811 -0.4734489 4 31.7126412 0.61702113 0.660575 -1.0399873
2.7691318 0.63745354 4 3.23989641 0.61709819 0.55848958 1.10521151
2.7691318 0.63745354 4 3.23989641 0.61709819 0.55848958 1.10521151
2.7691318 0.63745354 4 3.23989641 0.61709819 0.55848958 1.10521151
2.7691318 0.63745354 4 3.23989641 0.61709819 0.55848958 1.10521151

380.789569 0.46371748 4 306.569677 0.61713689 0.6669608 1.0709979
1.93146233 0.46449879 4 1.60216307 0.61716562 0.66644683 1.11304221
3.10742355 -0.4781654 4 2.66002399 0.61733101 0.65749246 -1.1167957
6.47899521 0.42127617 4 6.61029505 0.61738038 0.69520544 1.08314285
1.93478347 0.58325644 4 2.13202324 0.61744095 0.59102302 1.07189065
1.98810717 0.58950368 4 2.17746467 0.61745849 0.58721048 1.05979694
3.46568914 0.49210088 4 2.84071016 0.61752794 0.64843292 1.09162173
10.6507633 0.39291384 4 10.27216 0.61762901 0.71442368 1.09679157
4.78125746 0.56956737 4 5.61631862 0.61765047 0.59943309 1.03834543
7.98849213 0.75209877 4 8.50730027 0.61767852 0.49382757 1.14686159
2.4530477 0.6047721 4 4.03124137 0.61770343 0.57796051 1.12472816

17.0528701 0.48450099 4 13.73832 0.61781044 0.6533647 1.0616201
2.47982632 -0.6181194 4 2.60367916 0.61786369 0.5699541 -1.0930984
1.4156053 -0.5183617 4 1.33384222 0.61799222 0.63155975 -1.0394694

1.36818591 0.54618162 4 1.16952678 0.61801528 0.61397613 1.08675556
8.51167242 0.62007932 4 10.2659493 0.61801684 0.5687847 1.07652419
1.58596987 0.58625599 4 1.52796899 0.6180397 0.58919047 1.11475054
11.5718422 -0.7900677 4 12.8431352 0.61805734 0.47368916 -1.1618423
11.4257987 0.32147011 4 12.1059215 0.61810387 0.76395129 1.12411068
47.2753032 -0.4894898 4 41.4596896 0.61812145 0.6501249 -1.0427988
4.3902205 0.40412668 4 4.19349538 0.61815573 0.70679411 1.10168689

48.2756593 0.43637201 4 41.3345499 0.61822214 0.68508697 1.07489
12.9910094 0.38131107 4 11.362163 0.61829791 0.72236126 1.12231269
4.11545796 -0.4584613 4 4.11006633 0.61829998 0.67042423 -1.0702516
2.54757515 0.49407606 4 2.27175481 0.61834334 0.64715472 1.05333105
1.93243164 -0.5825038 4 1.92563776 0.61842539 0.59148345 -1.0737336
2.47610319 -0.5885136 4 2.74121394 0.6184836 0.58781362 -1.0771268
1.50964088 0.49032039 4 1.38777656 0.61855729 0.64958639 1.08854507
5.7791591 -0.6507885 4 6.24204222 0.61855972 0.55067506 -1.083223

2.98972319 -0.6507208 4 3.42484815 0.61864131 0.55071457 -1.1118509
4.54090987 -0.6264732 4 4.84724774 0.61870322 0.56498111 -1.0741281
1.1161053 -0.5266974 4 1.09706296 0.61871772 0.62625932 -1.0691868
1.1161053 -0.5266974 4 1.09706296 0.61871772 0.62625932 -1.0691868

2.49427135 -0.6653225 4 2.71554452 0.61880341 0.5422448 -1.1723548
43.2023876 -0.7090973 4 59.490892 0.61881092 0.5174073 -1.1253326



5.48319593 0.59007471 4 6.9460621 0.61881931 0.5868628 1.07146165
2.77461952 0.4979163 4 2.29709356 0.61884969 0.64467378 1.07006054
11.7426892 -0.6146831 4 16.0623189 0.61890164 0.5720082 -1.075605
3.2428614 0.50948429 4 2.83624044 0.61892544 0.63723423 1.04466389

1.82480296 -0.9187493 4 77.7514226 0.61892554 0.41021503 -1.3413621
1.47334089 0.54327276 4 1.08536742 0.61918373 0.61580041 1.09705067
1.51982766 -0.5415326 4 1.31544767 0.61924715 0.61689336 -1.060113
4.68361336 0.48435676 4 4.17494684 0.61925819 0.6534585 1.06170957
2.39778084 0.59783113 4 2.33555492 0.61928193 0.58215351 1.07338839
132.194085 0.4776816 4 109.309241 0.61930352 0.65780828 1.05717353
7.41737668 0.58226764 4 7.58247385 0.61931329 0.59162794 1.02805726
2.45264109 0.5207064 4 2.06859201 0.61931518 0.63006612 1.06744846
3.77588372 -0.508846 4 3.4605749 0.61937272 0.6376434 -1.0311288
2.2194864 -0.2663238 4 1.5098936 0.6194215 0.80315476 -1.3317626

1.01538866 0.53859295 4 1.20728428 0.61952207 0.61874237 1.08750844
4.17182157 -0.5011392 4 3.81617419 0.61955014 0.642596 -1.0470042
12.2158941 0.62163103 4 17.8973475 0.61961096 0.56786004 1.08688836
3.95757344 0.73703416 4 5.08980162 0.61963518 0.50199519 1.1875787
4.58245324 0.50264363 4 3.82638216 0.61977601 0.64162741 1.05976065
7.61217995 -0.4798138 4 6.14508602 0.61993605 0.65641705 -1.0790255
3.25515715 0.39852976 4 2.50536643 0.62007956 0.7105973 1.14764373
2.8731795 -0.5235838 4 2.75505904 0.62026909 0.62823604 -1.0239165

1.15491257 0.53353468 4 1.34621783 0.62034025 0.62193197 1.05510079
6.33038602 -0.8468419 4 10.9972177 0.62034756 0.44477567 -1.2615785
6.33038602 -0.8468419 4 10.9972177 0.62034756 0.44477567 -1.2615785
2.96288153 -0.4995561 4 2.06887642 0.6203836 0.64361608 -1.1057074
3.11561234 -0.5042971 4 2.56264914 0.62040797 0.64056386 -1.0882258
1.53755212 0.48370753 4 1.12249832 0.62046486 0.65388084 1.13052575
1.20147674 -0.5749334 4 1.37591503 0.62046779 0.59612728 -1.0730964
2.1726718 -0.5540934 4 2.39886954 0.6204893 0.60903142 -1.0492401

1.08566291 0.54384479 4 1.28403639 0.62053931 0.6154414 1.11572684
1.56539133 0.52931544 4 1.20574474 0.62061581 0.6246002 1.07655816
27.2550917 -0.6030389 4 35.502787 0.62066044 0.57900563 -1.0667701
146.214551 0.01816159 4 52.575822 0.6206799 0.98637975 -1.5784361
5.80490815 -0.8455911 4 7.78675346 0.62069334 0.44539719 -1.2183318
4.33540515 0.4908981 4 3.61447373 0.62070037 0.649212 1.07147322
4.33540515 0.4908981 4 3.61447373 0.62070037 0.649212 1.07147322
1.83013935 -0.6130828 4 2.19240728 0.62079495 0.57296654 -1.0955139
2.34996762 0.47254986 4 1.81021206 0.62080961 0.6611635 1.13583299
1.70124253 0.54229305 4 1.85418348 0.62087193 0.61641558 1.0346161
4.4023148 -0.6085016 4 4.36989277 0.62089485 0.57571585 -1.0589241
5.2926218 -0.8769114 4 10.659602 0.62092576 0.4300442 -1.2995347

1.21699462 -0.5438365 4 1.09457573 0.62096738 0.61544662 -1.0995339
23.5917278 0.34385723 4 15.4817047 0.620993 0.74826861 1.17303023

2.523722 -0.5877259 4 3.61552762 0.62117267 0.58829378 -1.0912815
6.30263177 0.48385682 4 5.47616322 0.62120929 0.65378371 1.05145407
24.3627596 0.51181925 4 22.4420577 0.62121951 0.63573878 1.0220414
5.68171067 0.49475791 4 4.91499789 0.62124984 0.64671382 1.05703626



24.094222 -0.6043029 4 32.497961 0.6212833 0.57824333 -1.0683581
3.51494647 0.51382252 4 3.37470322 0.62132488 0.63445743 1.02671401

1.062189 -0.5219048 4 1.05433675 0.62136816 0.6293035 -1.0888583
6.7131697 0.46498458 4 6.47878317 0.62143381 0.66612737 1.05400689

2.18834571 -0.4611777 4 1.93292537 0.6215424 0.6686331 -1.086816
1.21768862 -0.572722 4 1.71227558 0.62154798 0.5974882 -1.1024919
7.42767452 0.21759485 4 8.60561365 0.62160034 0.83839388 1.20258939
75.4776986 0.48708315 4 72.1898509 0.62162506 0.65168664 1.02828567
8.75314346 0.46202676 4 8.38865643 0.62165038 0.66807376 1.0450485
5.20337877 0.56425902 4 5.97250776 0.62180761 0.60271489 1.0397481
5.19922264 0.41348112 4 5.25022136 0.62184894 0.7004607 1.08236918
24.1324255 0.29093552 4 26.282619 0.62200276 0.78556255 1.12507431
10960.2181 0.44922803 4 8573.5472 0.62206535 0.67653221 1.07655983
34.6568602 0.41748421 4 33.2403074 0.62213458 0.69775934 1.06290572
13.9437602 -0.4914904 4 13.4920193 0.62219574 0.64882827 -1.0267617
1.08971955 0.5171063 4 1.17077337 0.62219685 0.63236039 1.087687
1.80249298 -0.5654612 4 2.30752338 0.62219927 0.60197066 -1.0707833
3.25501075 0.48236485 4 2.93140271 0.62230512 0.65475478 1.07807008
1.12727104 -0.5477717 4 1.14682399 0.62241228 0.61298036 -1.064097
6.15886431 0.37822391 4 4.65003982 0.62246736 0.72448041 1.1426657
4.23390976 -0.4600831 4 2.56161392 0.62248077 0.66935453 -1.1476795
4.23390976 -0.4600831 4 2.56161392 0.62248077 0.66935453 -1.1476795
3.76584553 0.47570084 4 3.27482318 0.62252626 0.65910219 1.05839363
1.35819826 -0.5473821 4 1.53644184 0.62260413 0.61322427 -1.0588651
1.46582826 0.50057821 4 1.28285427 0.62260888 0.64295736 1.06698104
2.65983983 -0.6121993 4 3.72420899 0.62275995 0.57349606 -1.0993399
2.24701568 0.70943933 4 5.31507167 0.62290492 0.51721652 1.26942445
15.5896301 0.44396668 4 12.2130237 0.62300144 0.68002624 1.09430769
4.44910384 -0.4544838 4 2.4612892 0.62311874 0.67305165 -1.1560247
7.66018842 0.57660004 4 9.16291243 0.62313839 0.59510291 1.04816363
16.3426527 -0.6135355 4 22.9689746 0.62316692 0.57269529 -1.0836976
13.7234479 0.48797933 4 12.8111534 0.62319873 0.65110483 1.03361719
3.54862972 -0.6731602 4 3.56553042 0.62320935 0.53773648 -1.1310503
2.00962417 -0.5935719 4 3.21654203 0.62323094 0.58473643 -1.1474109
3.39928078 0.57222963 4 3.53214286 0.62323882 0.5977915 1.04523886
1.40492284 -0.5286062 4 1.20783181 0.62325443 0.6250494 -1.0658389
3.51922064 -0.4737388 4 3.34597972 0.62327625 0.66038529 -1.0460754
1.92495996 0.50607542 4 1.47578222 0.62331106 0.63942122 1.07755052
3.12464195 -0.6076192 4 3.20222892 0.62336917 0.57624639 -1.0737799
1.01662357 -0.5253794 4 1.07105922 0.62352597 0.62709564 -1.0924946
2.05259658 -0.5637684 4 2.17347023 0.62353066 0.60301877 -1.0359841
2.03145056 -0.9011827 4 3.02819716 0.62355617 0.41844645 -1.4189796
1.06508997 -0.5581131 4 1.1745414 0.62360753 0.60652874 -1.0748232
9.67067466 0.47394869 4 7.79091254 0.62376658 0.66024796 1.06986587
1.47949597 -0.5218743 4 1.26509524 0.62391694 0.62932293 -1.0729187
10.1728199 -0.4792931 4 9.23070797 0.62405933 0.65675666 -1.0394249

1.945205 -0.6017466 4 2.93929386 0.6241006 0.57978572 -1.1124487
3.88616905 -0.4163445 4 2.68928783 0.62416453 0.69852789 -1.2107256



1.51485253 0.42959574 4 1.77896369 0.62420182 0.68961929 1.19008886
5.53147173 -0.5961554 4 6.64238032 0.624229 0.58316881 -1.0686664
2.85693423 0.56149438 4 3.63828842 0.62423031 0.6044286 1.05454187
1.49474643 0.54459009 4 1.92435035 0.62431787 0.61497384 1.06470067
2.16088619 -0.5151969 4 1.74197869 0.62432082 0.63357922 -1.0674643
1.08309072 0.52797335 4 1.17683775 0.62437397 0.6254504 1.06102172
3.27120005 0.62628213 4 5.54458838 0.62440525 0.56509454 1.12200958
1.94944606 -0.6141573 4 2.02480613 0.62452217 0.57232296 -1.1335094
1.20414171 -0.5313356 4 1.31214026 0.62458622 0.62332179 -1.0205346
6.15946105 0.39922811 4 2.72566629 0.62461162 0.71012221 1.23707031
1.38090463 0.55912836 4 1.50948023 0.62466224 0.60589766 1.06517058
8.59865471 0.45225893 4 7.04641766 0.62467954 0.67452385 1.08798509
1.00734335 0.55751033 4 1.75223796 0.62479591 0.60690361 1.13994203
15.5940409 -0.5671229 4 16.3776942 0.62491102 0.60094291 -1.0277338
4.35443812 -0.6679687 4 4.31071379 0.62497765 0.54071971 -1.1117279
13.3773782 0.09953863 4 8.81264478 0.62502079 0.92549973 1.33759937
7.51082614 0.46779921 4 6.31303997 0.625048 0.66427814 1.07357984
2.34642788 -0.6011341 4 2.73613409 0.62505571 0.5801557 -1.0781122
2.11013617 0.63497371 4 2.93807115 0.62507869 0.55995117 1.14490456
1.24966909 -0.5651145 4 1.37738474 0.62510074 0.60218523 -1.0713813
1.52347717 0.51927542 4 1.37650008 0.62516263 0.63097745 1.03331175
47.9718215 0.44261134 4 36.4225004 0.62524643 0.6809279 1.08343134
10.0581088 -0.6054643 4 14.0027113 0.62525193 0.57754346 -1.0827226
1.53672835 0.56525804 4 1.75726335 0.62526495 0.60209639 1.07711835
2.85736267 -0.4384481 4 2.5460698 0.62537854 0.68370156 -1.0873418
21.2844861 0.47475084 4 21.2330837 0.62545079 0.65972328 1.02912619
3.07051126 0.51016535 4 2.75780078 0.6255832 0.63679782 1.04390675
2.22898607 0.55340271 4 2.54061983 0.62559215 0.60946206 1.04565489
2.48459028 -0.4363317 4 2.3304607 0.62568776 0.68511386 -1.0922028
8.27276425 -0.3865347 4 5.12239989 0.62569652 0.71878238 -1.2037491
8.38076131 -0.4427202 4 8.03267953 0.62573942 0.68085544 -1.0513911
1.5223449 0.4849213 4 1.41119992 0.62585366 0.65309139 1.21479614

1.42579891 0.498024 4 1.23588825 0.62586354 0.64460428 1.06352774
34.1296757 -0.4364901 4 34.4431105 0.6259079 0.68500814 -1.045897

4.791406 0.55863843 4 5.49180779 0.62591635 0.60620214 1.04458374
6.81429868 -0.4825798 4 6.48849493 0.62602602 0.65461483 -1.0320341
3.32348316 -0.5039756 4 2.92209693 0.62603359 0.64077063 -1.0530987
1.3197106 0.52252938 4 1.26775774 0.62606586 0.6289063 1.05489057

8.60140259 -0.5961624 4 10.8699938 0.62607148 0.58316459 -1.0631173
8.60140259 -0.5961624 4 10.8699938 0.62607148 0.58316459 -1.0631173
7.13329334 0.65436378 4 8.01957141 0.62612796 0.54859285 1.08767627
11.5735372 -0.4410351 4 8.67343318 0.62615109 0.68197731 -1.1017056
2.03595358 0.55744496 4 2.60019054 0.62620376 0.60694427 1.09381902
1.52476225 -0.5761003 4 1.63039553 0.62620871 0.59540995 -1.1138335
2.63332216 -0.4379195 4 2.32683406 0.62632192 0.68405414 -1.1194081
1.80906918 -0.5204993 4 1.51689398 0.62636785 0.63019799 -1.0665068
2.20265697 -0.6231217 4 2.64252559 0.62653383 0.56697273 -1.1096992
3.82572512 -0.6247827 4 6.34512299 0.62654525 0.56598509 -1.1180149



1.57426584 -0.5003816 4 1.57727152 0.62663659 0.64308405 -1.0491126
4.3640365 -0.6387246 4 4.59354134 0.6266847 0.55774143 -1.098113

2.33971915 -0.4073694 4 1.98906513 0.62692276 0.70459534 -1.1272226
1.54169394 0.56461007 4 2.43777612 0.62708008 0.6024975 1.15191778
3.43740348 -0.406749 4 3.52214709 0.6271228 0.70501571 -1.1136913
5.94270736 -0.6002421 4 7.24921072 0.62715924 0.58069481 -1.0789249
26.9498871 0.48875036 4 24.3284898 0.62723381 0.6506045 1.03324441
2.33815389 0.50114773 4 1.6935578 0.62724666 0.64259047 1.11349418
43.6885134 0.62278516 4 57.7514654 0.62727082 0.56717295 1.07686153
1.15868193 -0.5144073 4 1.19114413 0.6272806 0.63408367 -1.0797636
6.14808543 0.40850745 4 4.35067193 0.62729975 0.7038245 1.12357111
2.72800537 0.54631408 4 3.09067311 0.62741229 0.61389314 1.04118987
1.89130654 0.51162256 4 1.66115586 0.62742687 0.63586467 1.03329795
1.85771684 0.55555686 4 2.10331569 0.62742693 0.60811949 1.08462366
1.7279239 -0.6457231 4 2.77838084 0.62749771 0.55363453 -1.1658691

2.98411836 -0.594798 4 3.31852668 0.62755066 0.58399209 -1.0621141
13.0246188 0.48643365 4 12.1295348 0.62760035 0.6521085 1.03229929
1.17139346 -0.5180833 4 1.10172808 0.62765143 0.63173728 -1.1395439
1.18429194 0.53517358 4 1.85994483 0.62792985 0.62089742 1.15244916
2.72414511 -0.6460009 4 5.08564906 0.62795848 0.55347196 -1.1515164
17.7715696 -0.4302096 4 15.1047633 0.62798524 0.68920806 -1.0775318
1.8956609 -0.5042099 4 1.34283161 0.62802392 0.64061993 -1.0845233

2.10300451 -0.6082381 4 3.07658023 0.62803564 0.57587426 -1.1143519
10.8915619 0.43631974 4 9.60944414 0.62806891 0.68512187 1.07086791
1.43054447 -0.5446045 4 1.89159798 0.62811251 0.61496482 -1.0672899
2.87058909 0.48584972 4 2.74567661 0.62817162 0.6524879 1.04850988
8.91224718 0.60186286 4 8.92985263 0.62827874 0.57971553 1.04801053
3.60371199 0.4575849 4 3.48599079 0.6282905 0.67100266 1.06132438
4.64996552 -0.6397462 4 6.9209405 0.628294 0.55714063 -1.1354827
3.46496202 0.45050076 4 3.30512502 0.62831999 0.67568846 1.06424788
4.83997301 0.47766555 4 4.59195614 0.62835387 0.65781876 1.04471813
5.6011081 0.44558141 4 4.99509388 0.62849193 0.67895287 1.07565657

3.18634386 -0.5425399 4 3.57655772 0.62854994 0.61626053 -1.0336419
1.07060418 0.51185659 4 1.21237131 0.62857344 0.63571488 1.21113802
4.37446213 -0.4829214 4 3.79153051 0.62860073 0.65439241 -1.0625926
1.82596677 0.45716908 4 1.60916375 0.62879683 0.67127721 1.08687038
3.55933103 -0.6150008 4 6.34353231 0.62892168 0.5718181 -1.1199842
1.95904264 -0.4594325 4 1.58702163 0.62892433 0.66978352 -1.376354
16.5538523 0.38469836 4 14.7840692 0.62893108 0.72003954 1.08526897
4.04567792 0.56419389 4 4.1687529 0.62905717 0.60275522 1.03280828
2.10403292 -0.6118752 4 2.6911579 0.62906631 0.57369037 -1.1087169
5.35285468 -0.5884519 4 6.02043792 0.62911814 0.58785125 -1.0581883
5.83203499 -0.4271661 4 3.71472821 0.62917156 0.69124819 -1.1371195
2.42240147 0.49992958 4 2.33785981 0.62923019 0.64337535 1.02296271
2.80493275 -0.5594636 4 3.54402145 0.62925592 0.60568935 -1.0769732
1.47898138 -0.5153588 4 1.28313148 0.62929804 0.63347583 -1.0421371
1.59676436 -0.5026009 4 1.60346151 0.62931015 0.64165493 -1.0442428
1.49297948 -0.5260247 4 1.5748296 0.62947117 0.62668611 -1.0172215



48.5085597 -0.6735259 4 60.6433722 0.62955737 0.53752675 -1.1013333
1.23118913 0.52629297 4 1.39523747 0.62967387 0.62651589 1.04842804
13.0951048 0.35631778 4 13.8051352 0.62967495 0.73960242 1.08849674
40.6243385 -0.5845222 4 52.0885443 0.62973761 0.59024928 -1.0572476
11.1444579 0.58102284 4 13.1120031 0.62974343 0.59239003 1.05091531
6.8890033 0.6076544 4 7.73940311 0.62980578 0.57622523 1.0605607

4.48680407 0.42597064 4 3.41713589 0.62982462 0.69205044 1.10675968
1.97201863 0.51072814 4 1.85174552 0.62983442 0.63643733 1.02571556
1.12581941 -0.5108326 4 1.40711023 0.62988339 0.63637046 -1.0929316
4.88201942 -0.1268712 4 3.78319517 0.62999813 0.90516434 -1.3171973
19.0173457 -0.4503645 4 15.182365 0.63013853 0.67577878 -1.0724608
4.41024849 0.56611247 4 4.62916086 0.63018255 0.60156772 1.03636647
8.34177834 -0.5873753 4 10.938504 0.63026924 0.58850759 -1.0743971
1.83981619 0.46978189 4 1.59568445 0.63027672 0.66297724 1.07374498
3.27377344 -0.7356971 4 4.17622982 0.63035368 0.50272499 -1.1758954
7.89086626 -0.5572703 4 8.45779775 0.6303821 0.60705289 -1.0313011
1.50001405 -0.5440634 4 1.69264999 0.63050467 0.61530425 -1.0486353
1.92384004 -0.4952266 4 1.58021566 0.63059645 0.64641086 -1.0934085
1.37958301 -0.5235792 4 1.50182137 0.63069318 0.62823895 -1.0243841
3.98624312 0.42586833 4 3.72455 0.63071592 0.69211913 1.07778128
2.9666553 0.44575952 4 2.87154447 0.63074956 0.67883453 1.06444308

1.20386357 -0.5598709 4 1.30744351 0.63080901 0.60543638 -1.1028679
2.77772617 0.48047616 4 2.49477316 0.63089145 0.65598524 1.04462349
3.36765358 0.49201346 4 2.88721109 0.63090512 0.64848953 1.06256386
2.8891475 0.47057355 4 1.94940958 0.63091781 0.66245821 1.10637681

1.07095325 0.53017106 4 1.44743517 0.6309282 0.62405855 1.09932368
9.92089402 -0.6254641 4 13.3780439 0.63105717 0.56558025 -1.0893435
2.78795156 0.51534249 4 1.57190553 0.63113143 0.63348625 1.48365223
3.47921999 -0.4644138 4 2.17789237 0.63142314 0.66650272 -1.1161952
5.71460901 0.65176816 4 10.0856761 0.63146507 0.55010399 1.14777046
1.50819678 -0.5767462 4 2.74864539 0.63152985 0.59501314 -1.1310032
543.514203 0.39553148 4 420.209529 0.63157272 0.7126389 1.09531835
2.93640088 -0.5421172 4 2.93470011 0.63157656 0.61652602 -1.0236788
5.1837449 0.33323423 4 4.64376005 0.63162685 0.75569254 1.1282842

1.31903464 -0.5819605 4 1.52487173 0.63163033 0.59181592 -1.1252222
1.98143243 -0.5370578 4 2.07333966 0.63169836 0.61970934 -1.0383263
9.28160069 -0.4739645 4 8.05312534 0.6317017 0.66023763 -1.0501105
1.24074821 0.55392782 4 1.8754848 0.63187845 0.60913462 1.20369177
1.06361242 -0.5360222 4 1.62716611 0.6319153 0.62036213 -1.1046789
4.78898219 0.43019245 4 4.30822262 0.63197142 0.68921955 1.08841821
1.26259955 0.51472437 4 1.38278126 0.63203792 0.63388109 1.03818094
1.67090685 -0.5278695 4 1.85353969 0.63208094 0.6255162 -1.0435516
1.71488161 -0.5490731 4 1.80809657 0.63214689 0.61216612 -1.0408852
1.16153761 0.5208239 4 1.32662651 0.63215149 0.62999133 1.10442771
3.58425374 0.43056742 4 2.69769232 0.63215616 0.68896841 1.10832652
1.63641461 0.52923583 4 1.86984105 0.63219586 0.62465061 1.03370107
1.20823699 -0.5184273 4 1.33364119 0.63220355 0.63151795 -1.0309921
2.04970429 0.55788618 4 2.21791201 0.63225371 0.60666984 1.0445807



8.49712446 -0.6537484 4 9.26068802 0.6322749 0.54895085 -1.0817703
123.02049 -0.6083199 4 135.919694 0.63264161 0.57582503 -1.0536912

1.32848441 -0.5549123 4 1.40094354 0.63265417 0.608521 -1.0813067
1.49059578 -0.5128044 4 1.15122706 0.63267551 0.63510843 -1.069453
1.60099166 -0.5481796 4 1.82180777 0.63273204 0.61272508 -1.0549259
1.60788766 0.53888792 4 2.10530679 0.6327857 0.61855667 1.06106222
1.60788766 0.53888792 4 2.10530679 0.6327857 0.61855667 1.06106222
6.74543819 0.37131993 4 6.37803819 0.63278777 0.72923037 1.09759221
1.52327163 -0.52041 4 1.20775953 0.63289827 0.6302548 -1.0881301
4.04981953 -0.5674923 4 4.40645203 0.63290888 0.60071458 -1.0543345
1.88699766 0.51093455 4 1.5812368 0.63292933 0.63630515 1.0796935
1.26494762 -0.5139404 4 1.04844741 0.63295353 0.63438207 -1.0416598
19.5774415 -0.402649 4 19.8784223 0.63299194 0.70779721 -1.0601415
6.89342573 0.58570718 4 7.05328355 0.63317458 0.58952548 1.04926011
4.92508167 0.57966442 4 5.82546223 0.6331948 0.59322241 1.06459362
3.77491009 -0.5555735 4 3.89114459 0.63333103 0.60810915 -1.0357831
1.42751392 -0.580278 4 1.59727285 0.63334976 0.59284633 -1.1097308
1.5111818 0.49811421 4 1.30866059 0.6333642 0.64454607 1.08275985

1.04399439 -0.5408666 4 1.26778596 0.63337164 0.61731193 -1.0953924
1.13849964 -0.5148787 4 1.12944489 0.63343167 0.6337825 -1.043935
1.26280095 -0.5386468 4 1.02138333 0.63348253 0.61870846 -1.1122422
17.2077659 -0.041635 4 27.5201007 0.63356293 0.968785 1.25965816
1.13391218 -0.5302157 4 1.19938283 0.63363785 0.6240303 -1.0835008
28.5200991 -0.4366919 4 22.2853482 0.63368141 0.6848734 -1.0739539
18.6241465 0.33954216 4 17.2704406 0.63369526 0.75128029 1.10054055
1.21981575 -0.5175888 4 1.23734828 0.63383139 0.63205261 -1.0353313
1.71006253 0.69356498 4 6.49746623 0.63391457 0.52612453 1.25135187
4.64718133 -0.5673044 4 5.51344966 0.63393328 0.60083073 -1.0508768
1.34680029 -0.5227456 4 1.42779387 0.63398973 0.62876881 -1.0598284
1.62177492 0.53225659 4 1.80330984 0.63401475 0.62273949 1.04735182
2.20148214 -0.4725462 4 2.18150194 0.63405572 0.66116592 -1.0550871
8.8221333 0.73420951 4 10.742691 0.63406432 0.50353783 1.14234777

13.4436059 0.19133866 4 14.8405778 0.63412678 0.85758012 1.18297779
5.45949053 0.60780596 4 5.58009167 0.63413784 0.57613408 1.06789996
1.01696565 0.51341238 4 1.32478374 0.63425742 0.63471965 1.07860481
2.72889713 -0.3473938 4 2.92816668 0.63430836 0.74580428 -1.1544002
6.85499101 0.44014778 4 6.65488204 0.6344993 0.68256846 1.04408463
1.65731755 0.53031976 4 1.85136977 0.63456115 0.62396444 1.0378007
1.57911437 0.49343505 4 1.44622402 0.63461541 0.64756938 1.07637587
46.6210413 0.59520351 4 48.7707452 0.63465375 0.58374608 1.04344403
23.048978 -0.3653527 4 18.7210201 0.6346684 0.73334773 -1.1044449

23.5222649 0.35166398 4 23.4349809 0.63472022 0.74283372 1.08898566
2.18986654 0.54719683 4 2.176898 0.63477003 0.61334025 1.04103527
3.01146009 -0.5580424 4 3.48778245 0.63479875 0.60657268 -1.066083
2.85453528 0.4852063 4 2.22608069 0.63483445 0.6529061 1.06133055
214.085822 0.45781886 4 183.517118 0.63483459 0.67084821 1.04521632
1.17265441 0.48307493 4 1.13949351 0.63488043 0.65429251 1.13990315
4.11542342 -0.5748773 4 4.21571856 0.63495991 0.59616175 -1.0527607



2.12182303 0.49863336 4 1.68469779 0.6350219 0.64421115 1.08942335
5.48022736 -0.5303947 4 5.45690425 0.63509853 0.62391705 -1.0116158
2.54819467 -0.5608259 4 3.25155384 0.6353129 0.60484342 -1.0646824
31.8180355 -0.6416833 4 43.6636018 0.63532991 0.55600263 -1.0941435
1.3179543 0.53571022 4 1.62853015 0.63533283 0.6205589 1.05855321

19.5588592 0.43027972 4 14.7663942 0.63533432 0.6891611 1.08066721
3.51908813 0.61877523 4 4.08241874 0.6353861 0.56956259 1.08639404
14.7187232 0.46345032 4 12.9476464 0.63546616 0.66713659 1.04631805
1.64931438 0.54327448 4 1.64743865 0.63550788 0.61579933 1.05551456
7.02747742 0.44263651 4 5.32264226 0.63554639 0.68091115 1.0779245
1.69671422 0.45023511 4 1.39149265 0.63556738 0.67586453 1.14593704
1.02359786 -0.6484413 4 1.96443539 0.63560658 0.55204507 -1.2681821
5.2813118 0.36469305 4 5.61554639 0.63561761 0.73380356 1.10165716

4.55782209 0.45697786 4 3.58564941 0.63563076 0.67140348 1.07479855
1.14087194 0.52330265 4 1.41503092 0.63566974 0.62841471 1.07219046
56.9638674 0.43092759 4 44.58888 0.63573359 0.68872723 1.07350947
2.55617257 -0.3192665 4 2.93392854 0.63581295 0.76550254 -1.1799915
4.01175374 -0.6502223 4 4.71764235 0.63584019 0.55100536 -1.1144885
6.36491541 0.43923822 4 6.40503529 0.63589506 0.6831747 1.04628149
8.66785981 -0.4665117 4 7.11332441 0.6358987 0.66512371 -1.0501592
3.34451814 -0.7307667 4 5.95318995 0.63595526 0.50542285 -1.2318642
62.7825149 -0.5400564 4 64.6366281 0.63597167 0.61782141 -1.0163865
9.2046365 -0.6336406 4 10.672804 0.63599238 0.56073799 -1.0909178

1.79440868 0.50276305 4 1.4470599 0.63599566 0.64155056 1.0635278
263.402075 -0.6552074 4 301.040445 0.63603791 0.54810235 -1.080615
1.13684543 0.54935985 4 1.27841256 0.6360578 0.61198678 1.09838169
2.76730015 -0.5755351 4 2.89981943 0.63611279 0.59575732 -1.0742451
1.72262032 -0.4857306 4 1.7070354 0.63616036 0.65256531 -1.0378378
3.40586215 0.58647415 4 3.79393217 0.6362083 0.58905733 1.07765075
8.63808794 0.46802827 4 7.47263981 0.63634277 0.66412778 1.0486614
2.3909003 0.49551235 4 2.0652855 0.63645553 0.64622617 1.05280203

1.36628051 -0.5230528 4 1.61529496 0.63648472 0.62857354 -1.0408211
2.99321453 -0.6082201 4 3.92438828 0.63660263 0.57588508 -1.1194304
2.99306624 -0.4776133 4 2.42578739 0.6366795 0.65785291 -1.0540406
2.70294748 -0.5836644 4 4.27915758 0.63671292 0.59077359 -1.1212045
1.50642324 0.53090423 4 1.64814406 0.63672453 0.62359464 1.04128616
13.5125446 0.65314167 4 118.795157 0.6368025 0.54930399 -1.4129993
1.32085432 0.47468275 4 1.07543423 0.63692539 0.6597678 1.11311262
1.86162861 -0.4468634 4 1.86563686 0.63694239 0.67810133 -1.1160978
4.28366482 -0.6009299 4 5.34387432 0.63694809 0.58027909 -1.079142
1.94294615 0.50234078 4 1.76422542 0.63697014 0.64182232 1.02262754
14.281847 0.26516235 4 14.5687254 0.63706866 0.80398857 1.12912623
11.641329 -0.5058766 4 1.89815984 0.63709548 0.63954892 2.12676391

1.30978245 -0.6288233 4 2.75478421 0.63710186 0.56358748 -1.2146535
19.1816532 -0.6865531 4 19.903068 0.63717731 0.53009443 -1.0953489
1.40221489 -0.5716456 4 2.43371247 0.63718259 0.59815135 -1.199815
4.95023971 0.48582836 4 4.40261261 0.63740256 0.65250178 1.03104534
1.22279917 -0.5127952 4 1.31646104 0.63748409 0.63511432 -1.0751219



21.3272539 -0.4029655 4 19.3883267 0.63757401 0.70758228 -1.07146
1.1069324 0.51446824 4 1.26206329 0.63758312 0.63404474 1.07173796
53.55616 0.68212629 4 66.4701611 0.63764172 0.53261174 1.10546317

2.78396687 -0.5634736 4 2.79631467 0.63764313 0.60320146 -1.0516209
1.95459676 0.43983707 4 1.94309717 0.63767341 0.68277552 1.0937112
11.3818094 -0.6618862 4 12.3886829 0.63769155 0.54422976 -1.0862511
2.60346296 0.4679027 4 1.68261244 0.63772529 0.6642102 1.11674892
7.53535875 -0.5647845 4 9.71358379 0.63784716 0.60238954 -1.0590787
2.71342489 -0.4821885 4 2.31056628 0.63794755 0.65486964 -1.0427802
4.92585637 -0.4257996 4 3.11200296 0.63799101 0.69216526 -1.1218094
4.8065908 -0.6326454 4 4.75810198 0.63813578 0.56132583 -1.0907457

1.76158997 -0.5735667 4 2.62120115 0.63816671 0.59696813 -1.1057194
2.11742508 -0.4160967 4 1.97803902 0.63817813 0.69869503 -1.1784229
6.65927409 0.32639801 4 6.62746906 0.638229 0.76048705 1.13098915
2.19334498 -0.4329167 4 2.14489241 0.63825847 0.68739608 -1.0844676
1.21890876 0.50337024 4 1.14617182 0.63827164 0.64115992 1.02439629
12.3614934 0.38580301 4 10.7006667 0.63830276 0.71928318 1.08100953
4.89076663 -0.7510831 4 6.29272345 0.63862039 0.49437505 -1.1693289
4.78310903 -0.5649443 4 6.67637767 0.6387211 0.60229058 -1.0685438
13.9351853 -0.5977381 4 20.2381792 0.63872913 0.58220983 -1.0856894
34.0920353 0.398383 4 27.0994304 0.63908146 0.71069717 1.08843944
260.833132 -0.2279628 4 281.817695 0.63910389 0.830854 -1.123534
2.04759182 -0.4997044 4 1.96091333 0.63916143 0.64352052 -1.0182739
1.30319925 -0.5057816 4 1.48735188 0.63919436 0.63960994 -1.0672119
17.9920772 0.40688869 4 15.4707243 0.6392433 0.70492107 1.0746594
1.23811315 -0.5105677 4 1.30224746 0.63932996 0.6365401 -1.0185552
2.55613348 -0.5274496 4 2.93300873 0.63938144 0.62578236 -1.0324876
1.23439538 0.50713723 4 1.03036167 0.63947132 0.63873953 1.05516649
1.65053699 -0.5030678 4 1.37566661 0.63957425 0.64135451 -1.063596
2.67111092 0.46769518 4 2.05372729 0.63961476 0.66434644 1.07558664
4.52538199 0.27983854 4 2.21731839 0.63962949 0.79347622 1.29629833
1.98053196 -0.5456512 4 2.36630859 0.63963656 0.61430856 -1.0588793
2.55509266 0.40002903 4 2.51157755 0.63967296 0.70957752 1.10093185
3.16996906 -0.5593984 4 3.45674045 0.63970368 0.60572986 -1.0598565
9.53627579 0.22797722 4 9.10469037 0.63976787 0.83084355 1.16242682
1.04315409 -0.5235419 4 1.05768898 0.63980359 0.62826266 -1.0511849
4.16847378 0.40731836 4 3.68054768 0.63981151 0.70462993 1.08035834
10.9749307 -0.5946463 4 11.6347533 0.63985302 0.58408418 -1.0572457
2.68135949 0.65289447 4 5.98479293 0.63994537 0.54944791 1.19122844
4.14412363 0.4341438 4 3.89866033 0.63995031 0.68657557 1.05548694
5.19803696 0.60305595 4 5.65647512 0.6399669 0.57899536 1.06729817
3.27357164 -0.5278693 4 3.7394582 0.64003447 0.62551631 -1.0375616
5.24162096 -0.6107061 4 5.57480102 0.64005024 0.57439174 -1.0746548
1.37923868 0.51397629 4 1.12363997 0.64013067 0.63435914 1.07847784
4.18308351 0.46646476 4 3.54031428 0.64015265 0.66515453 1.06540907
1.53817235 0.45765744 4 1.48196966 0.64032225 0.67095477 1.09071545
21.4992176 0.45123449 4 18.8905517 0.64042678 0.67520231 1.04521712
6.72806215 0.57333337 4 6.98338956 0.64044896 0.59711177 1.04610449



1.11254917 -0.5090566 4 1.12449228 0.64045753 0.63750835 -1.0869801
14.5029071 -0.6676863 4 14.977678 0.64054614 0.5408823 -1.0912625
4.99494032 0.45571482 4 4.48347098 0.64062966 0.67223788 1.04982699
2.19517339 -0.5294932 4 2.23069235 0.64065235 0.62448762 -1.0342214
1.3706086 -0.533039 4 1.38943934 0.64065886 0.6222451 -1.0924096

4.78995729 -0.5491944 4 6.15870885 0.64071151 0.61209022 -1.054304
4.59589348 -0.3738809 4 4.15510617 0.64079471 0.72746667 -1.0928468
2.31434473 -0.4787221 4 1.93482088 0.64086181 0.65712915 -1.0942417
2.71953018 0.43868572 4 2.5562878 0.64118258 0.68354309 1.08289533
32.532848 -0.6281497 4 35.1937323 0.64118898 0.56398669 -1.0700312

7.76747909 0.27809994 4 7.52788214 0.6412212 0.79471885 1.14473949
1.36668939 0.49901216 4 1.14172974 0.64122672 0.64396684 1.04105437
17.3351153 0.4052163 4 12.5817969 0.64123745 0.70605489 1.09170472
6.57418404 -0.6728544 4 16.5199367 0.64137467 0.53791185 -1.1646421
1.05827698 0.50639776 4 1.17360549 0.6415878 0.63921423 1.06276752
14.1650457 -0.418445 4 14.2362864 0.64180335 0.69711177 -1.0459498
3.72663688 0.44557022 4 3.35169553 0.64180551 0.67896031 1.05147844
7.43604374 0.34409182 4 6.55847891 0.64184306 0.74810503 1.11193819
13.6458177 -0.4138315 4 11.6914174 0.64195605 0.70022406 -1.0726773
7.26179788 -0.529406 4 7.72260448 0.64196891 0.62454286 -1.0251642
5.34531458 -0.7031624 4 6.5239739 0.64211302 0.52072569 -1.1389248
22.8881089 -0.5560099 4 25.820348 0.64215329 0.60783737 -1.0405171
2.41260338 -0.4062417 4 2.24853035 0.64244683 0.70535962 -1.1333261
4.11837512 0.43458686 4 3.54478797 0.6424885 0.68627943 1.06747347
2.81614686 -0.5558895 4 3.05587711 0.64251611 0.60791233 -1.0491049
1.45946074 0.51546357 4 1.5791393 0.64253814 0.63340893 1.02878998
12.2454796 0.4004672 4 10.7069361 0.6425901 0.70927962 1.07944803
4.41662012 -0.436377 4 3.52777258 0.64263567 0.68508362 -1.0819593
3.22032231 0.46793737 4 2.46719874 0.64280882 0.66418744 1.06086791
1.78244933 0.5699153 4 3.21854538 0.64289774 0.59921839 1.12505169
5.67183478 0.42931317 4 4.28885599 0.64299108 0.68980864 1.08043191
25.7685215 0.42358999 4 20.4059302 0.64306041 0.69364946 1.06981553
1.56247373 0.4958543 4 1.33420846 0.64311908 0.64600522 1.04294703
38.3652909 -0.4148192 4 31.388986 0.64319966 0.69955717 -1.0710939
5.70584804 0.45298953 4 5.62496823 0.64322613 0.67404023 1.03241128
1.06676439 0.50202453 4 1.11524048 0.6432562 0.64202589 1.0465849
1.3134419 -0.5350825 4 1.44949232 0.64328341 0.62095488 -1.0628157

2.75040735 -0.57474 4 3.40690951 0.64335977 0.59624619 -1.1035973
8.23564345 0.05258177 4 6.1026191 0.64336262 0.96058637 1.44578052
5.31282244 -0.5608153 4 5.59567415 0.64343082 0.60484998 -1.0410728
2.11000744 -0.524173 4 2.54097377 0.64346457 0.6278617 -1.0658009
2.11000744 -0.524173 4 2.54097377 0.64346457 0.6278617 -1.0658009
4.14679578 0.47041279 4 3.65881186 0.64351837 0.66256359 1.04462849
1.48163801 0.5152585 4 1.79339224 0.6435806 0.63353989 1.04317631
27.184766 0.52500764 4 29.43128 0.64370382 0.62733163 1.02014145

6.01477835 0.53700996 4 6.52368775 0.64371482 0.61973947 1.02925705
3.10546253 0.41457714 4 3.08650151 0.64372784 0.69972055 1.06998696
3.75848517 -0.4090933 4 3.50831542 0.6438863 0.70342785 -1.069553



7.07820341 -0.5576434 4 8.039554 0.64390751 0.60682083 -1.0473978
3.70741356 -0.4628815 4 3.48766445 0.64390778 0.66751098 -1.0440577
3.66326875 0.46175704 4 3.07118393 0.64391441 0.66825141 1.07226472
44.7924214 0.37669334 4 38.9148034 0.64396365 0.72553217 1.08128129
1.46323637 -0.4905759 4 1.24266857 0.64405787 0.64942078 -1.0390811
5.08078924 0.6026752 4 5.2318197 0.64413016 0.57922512 1.07630199
94.3976859 0.37928818 4 88.9111101 0.64416601 0.72374951 1.06200345
6.33991319 0.44073944 4 5.60244462 0.6441896 0.68217426 1.05170787
5.05646763 -0.5485821 4 5.29565547 0.64421184 0.61247322 -1.0416886
18.6550294 -0.4331113 4 15.7833659 0.64421347 0.68726589 -1.0576776
6.66803265 -0.6044045 4 10.6897761 0.64431288 0.57818206 -1.1063084
67.1822345 -0.4141718 4 65.7967671 0.64435393 0.69999421 -1.0422909
3.05664146 -0.5751563 4 3.7126009 0.64450246 0.59599023 -1.0761321
10.4159292 0.32468127 4 10.5361682 0.64450984 0.76169313 1.09445615
5.99329046 -0.6356333 4 10.1766278 0.64451327 0.55956215 -1.1238018
15.8180399 -0.6962767 4 16.9335425 0.64456119 0.52459504 -1.1069032
2.34065268 0.35448143 4 2.70769604 0.64464514 0.74087669 1.14511549
1.55277709 -0.5064584 4 1.69892108 0.64478365 0.6391753 -1.0503291
5.72188885 -0.4323551 4 5.48792504 0.64481967 0.68777175 -1.0532722
4.16733144 -0.5499589 4 4.15709142 0.64482413 0.61161228 -1.0378913
13.8648684 -0.2695949 4 13.8659363 0.64483796 0.8008082 -1.1142057
65.5620759 0.23990563 4 42.4365666 0.64498882 0.82219613 1.19776576
60.2166014 -0.2568563 4 36.4563864 0.64500633 0.80996055 -1.2035639
112.738143 0.3366203 4 98.3863712 0.64502449 0.75332265 1.09210532
1.90367105 0.47955387 4 1.47498034 0.64517237 0.65658658 1.05911404
1.05684045 -0.5253097 4 1.19842199 0.64526484 0.6271399 -1.0673265

8.861081 -0.4216311 4 6.36651979 0.64526589 0.69496667 -1.0843179
1.89189982 -0.5091956 4 2.16312319 0.64535333 0.63741928 -1.029033
1.19473785 -0.5308218 4 1.50470891 0.64544646 0.62364681 -1.184913
1.94290136 0.48041595 4 1.76929708 0.64550306 0.65602448 1.06165024
1.72480045 -0.5284781 4 1.67652059 0.64560599 0.62513057 -1.05939
11.2169407 -0.5596008 4 13.3751271 0.64570304 0.60560413 -1.0530354
1.19800131 -0.4970085 4 1.19704076 0.6457322 0.64525976 -1.0848657
7.56370892 0.45617165 4 7.15497734 0.64573611 0.67193602 1.02747753
1.99710874 -0.4859189 4 1.58287715 0.64575559 0.65244296 -1.1122067
2.85429418 0.45575684 4 1.92245482 0.64592153 0.67221011 1.09352076
1.7818301 0.48915802 4 1.38733621 0.64607945 0.65034007 1.09356067

42.7024282 -0.7012456 4 47.6907533 0.6461748 0.52180068 -1.1117775
112.99168 0.3167601 4 75.7046859 0.64617884 0.7672686 1.15067139

1.28935557 -0.4738363 4 1.18852817 0.64617943 0.66032152 -1.0425762
5.92206612 -0.3478609 4 5.35268035 0.64624821 0.7454791 -1.0968583
5.92206612 -0.3478609 4 5.35268035 0.64624821 0.7454791 -1.0968583
1.75411662 0.48144374 4 1.14251978 0.64626463 0.65535471 1.0956263
1.14723168 0.49647157 4 1.0781009 0.64637977 0.64560648 1.07012056
1.45346056 0.49264018 4 1.32452646 0.64642399 0.64808378 1.02514126
16.1706125 -0.3965233 4 14.8828334 0.64657042 0.71196323 -1.0635346
33.2073136 0.39883728 4 32.0492526 0.64689343 0.71038807 1.04820502
6.54618032 -0.5966334 4 9.79175872 0.64690391 0.58287909 -1.092978



1.12246338 -0.5039003 4 1.04177873 0.64695883 0.64081899 -1.035029
14.9503533 0.46280867 4 14.6801771 0.64700328 0.66755892 1.0170436
52.3099111 0.00287898 4 32.1403096 0.64706809 0.99784077 1.34861787
1.78790002 0.46791451 4 1.63924279 0.64727062 0.66420246 1.05322218
2.05588414 -0.5340398 4 2.5217789 0.6473253 0.62161302 -1.0878556
3.76629015 0.63770534 4 8.18205239 0.64733357 0.55834132 1.16397673
2.44397416 0.51638209 4 2.91556011 0.64736173 0.63282251 1.04078124
3.70496619 0.56838655 4 3.61636652 0.64736363 0.60016212 1.06045345
20.0731832 -0.4474788 4 17.2159592 0.64739935 0.67769277 -1.0412073
1.15217155 -0.4828743 4 1.1391686 0.64740411 0.6544231 -1.0406071
1.81294525 0.34009428 4 2.22142512 0.64741942 0.75089465 1.19343348
3.1138268 0.52856705 4 3.35327954 0.64748597 0.62507421 1.04449256

5.56002922 -0.3588562 4 3.79826712 0.64761154 0.73784262 -1.1918004
2.19408507 0.47264869 4 1.96313101 0.64765318 0.66109879 1.05424972
10.2570373 -0.6429966 4 16.5679065 0.6477325 0.55523205 -1.126311
10.5133368 0.34657245 4 10.7151053 0.6478689 0.7463763 1.07627486
113.122337 -0.5897258 4 152.098461 0.64791685 0.58707525 -1.0730921
25.5319765 -0.2459637 4 13.4799724 0.64792599 0.81781594 -1.2271275
4.99116035 -0.5982577 4 7.79970184 0.64801791 0.58189527 -1.1101865
38.4429155 -0.416052 4 33.0902921 0.64803261 0.69872522 -1.0563467
3.25336386 -0.5155059 4 3.64618062 0.64810419 0.63338192 -1.0386093
1.09066902 0.51720322 4 1.19325235 0.64810839 0.63229856 1.07477229
10.0192044 0.41806429 4 7.94550743 0.64824856 0.69736834 1.07264411
14.1618271 0.77757757 4 20.4079715 0.64825312 0.480243 1.18361162
4.64197751 0.43435021 4 4.09692086 0.64833262 0.68643759 1.06440148
26.1833389 0.3796313 4 24.4590361 0.64838444 0.72351395 1.06427581
8.41064129 -0.5473476 4 8.69979925 0.64844694 0.61324588 -1.0326389
4.89501275 0.43057025 4 3.40933282 0.64844854 0.68896652 1.08763382
1.14820304 -0.493795 4 1.31317773 0.64845836 0.64733653 -1.0561584
26.618258 0.67112767 4 36.4884 0.64850634 0.53890305 1.11901222

2.39239015 -0.5550456 4 2.58843509 0.64850687 0.60843797 -1.0574815
5.44281067 -0.3588238 4 3.7351991 0.64853538 0.73786507 -1.1903107
1.51827783 0.4984488 4 1.74758979 0.64859923 0.64433021 1.04844159
8.95288602 -0.617927 4 11.7280463 0.64861882 0.57006892 -1.0963875
5.61929721 -0.5446809 4 6.73338098 0.64869084 0.6149169 -1.0540302
14.4136739 -1.0775986 4 9.27152931 0.64882539 0.34186412 2.03189362
29.5184392 0.42236472 4 24.7354218 0.64886216 0.69447319 1.05292588
46.9504619 0.32464341 4 46.5947226 0.6489268 0.76171973 1.08205545
1.63172621 -0.4650582 4 1.36644592 0.64896222 0.66607894 -1.066846
13.6172532 -0.6349314 4 16.1393526 0.64900291 0.55997614 -1.092734
4.32602274 0.57640828 4 6.28251338 0.64904325 0.59522071 1.08652393
12.2362764 0.45971545 4 11.2541819 0.64904626 0.66959692 1.02874908
4.07570314 0.43668487 4 3.23975322 0.64906462 0.6848781 1.09626416
1.3245739 -0.4548067 4 1.18780097 0.64917796 0.67283817 -1.0718779

1.56460056 -0.4735642 4 1.50654504 0.64919009 0.66049956 -1.0261735
2.88177129 -0.5482633 4 3.37579166 0.64919991 0.61267272 -1.0623095
1.85932513 0.4680859 4 1.40723228 0.64920042 0.66408995 1.11226829
9.95601667 0.45076038 4 8.93061682 0.64924223 0.67551642 1.03627464



6.82761609 0.43593551 4 5.27069445 0.64930525 0.68537845 1.0639147
3.65456485 -0.3499969 4 2.73001817 0.64939809 0.74399278 -1.1459182
2.35545196 -0.5330669 4 2.42968718 0.64957924 0.62222744 -1.0443169
3.65949315 0.41917231 4 2.51511023 0.64967978 0.6966218 1.10248552
7.95509893 0.41293343 4 6.21415973 0.6497062 0.70083071 1.08815502
1.72916964 0.47589673 4 1.3948597 0.64971291 0.65897416 1.0664252

5.410752 -0.3580419 4 3.72055698 0.64975143 0.73840693 -1.1895079
2.20295601 -0.4500939 4 7.1275738 0.64975154 0.67595813 1.4207703
1.3649342 0.53237911 4 1.58234994 0.64977809 0.62266205 1.07216172
2.1467695 -0.5322833 4 2.15130389 0.64984989 0.6227226 -1.048459

2.66092906 0.5462012 4 2.63115421 0.64989945 0.61396387 1.06011857
13.7234413 -0.5650575 4 18.1019187 0.64992335 0.60222049 -1.0674756
123.097435 -0.6366063 4 128.970965 0.6499606 0.55898862 -1.0720888
1.69149827 0.4818891 4 1.5476129 0.65002822 0.6550646 1.0345561
1.46957457 0.52107623 4 1.60557435 0.65004315 0.62983072 1.06077227
8.83976676 -0.6757877 4 10.8123361 0.65010638 0.53623105 -1.1142244
3.18899364 0.40492049 4 3.01380082 0.65019668 0.70625553 1.07781782
1.91001177 -0.5137595 4 2.28836829 0.65030389 0.63449773 -1.0673583
16.0055462 0.20425162 4 18.1734106 0.65039911 0.84812829 1.13946384
1.74755206 0.44271007 4 1.39653862 0.65050884 0.6808622 1.10284586
1.94667639 0.46435932 4 1.42296651 0.65051273 0.66653856 1.07526752
6.1134778 -0.3765784 4 6.04389577 0.65055183 0.72561115 -1.0660411

1.71044188 -0.4682628 4 1.35193553 0.65063252 0.66397382 -1.0602963
1.35191986 -0.5126011 4 1.56788182 0.65064193 0.63523853 -1.0498778
33.7647327 -0.4039985 4 27.2263668 0.65074256 0.70688111 -1.0697836
9.71573669 -0.5314466 4 10.637438 0.65079572 0.62325158 -1.0330762
1.30240029 -0.5273289 4 1.5564706 0.65081581 0.62585893 -1.0787379
1.43694191 -0.509138 4 1.95881399 0.65090401 0.63745617 -1.0813074
4.15745715 -0.341551 4 2.25902266 0.65100857 0.74987756 -1.263537
1.57806973 -0.479934 4 1.27870532 0.65102777 0.65633867 -1.0842439
1.2906573 0.47976938 4 1.19094939 0.65112409 0.65644604 1.06213442

3.18444306 -0.6102581 4 6.32915705 0.65114394 0.57466068 -1.1399172
3.09400141 -0.7335809 4 4.30824802 0.65121383 0.50388163 -1.1993996
8.52689595 0.66807189 4 16.230919 0.65123243 0.5406603 1.15061786
1.53409993 0.45410443 4 1.60139421 0.65123811 0.67330258 1.07387303
2.77005846 0.43935262 4 2.29134864 0.65125572 0.68309843 1.08032686
4.30826925 -0.5105737 4 4.91299363 0.65138641 0.63653625 -1.0277684
2.10002366 -0.5322068 4 2.53253401 0.65147118 0.62277096 -1.0599948
7.13693619 0.32050106 4 7.16082375 0.6515263 0.7646333 1.09741727
1.3244753 0.43366301 4 1.01777513 0.65153207 0.68689699 1.14507272

8.20894462 0.41808266 4 6.65466517 0.65164815 0.69735595 1.07740312
7.78269322 0.53297985 4 8.2309103 0.65166926 0.62228244 1.02918802
2.20426921 0.46260819 4 1.56768391 0.65170225 0.6676909 1.08470121
12.4330956 0.35447052 4 12.9364625 0.65196041 0.74088427 1.06637762
1.11276876 -0.5086644 4 1.45608829 0.65196188 0.63775981 -1.0707618
4.4719026 -0.8000427 4 17.8136226 0.65212135 0.46850505 -1.256889
1.7080756 0.39634514 4 1.39758217 0.65214972 0.71208456 1.15222585

47.3785597 -0.5655216 4 59.8434409 0.65217922 0.60193328 -1.05823



127.101396 -0.3985958 4 125.549242 0.65228083 0.71055234 -1.0401946
8.36330679 -0.5811543 4 10.4366722 0.65228375 0.59230955 -1.0694552
7.78881944 0.38734002 4 7.07129876 0.65234102 0.71823142 1.06644088
4.36044045 0.60062403 4 4.60114499 0.65249097 0.58046393 1.08335156
1.22873378 -0.4580712 4 1.05290205 0.6525579 0.67068163 -1.1051358
7.18598747 0.55828195 4 8.16407305 0.65259523 0.60642375 1.05475148
2.51006971 0.45976001 4 2.3458662 0.65264706 0.66956754 1.04028051
3.30239098 0.38468882 4 3.07407337 0.65268125 0.72004608 1.11812146
174.593995 0.3312878 4 125.730875 0.65268433 0.7570563 1.11401608
1.0948597 -0.4953634 4 1.02132891 0.65269317 0.64632243 -1.0592927
1.3830232 -0.4985911 4 1.44625708 0.65274808 0.64423841 -1.0289398

4.84122851 -0.385801 4 3.90583099 0.65276274 0.71928457 -1.1191126
10.3274194 -0.6346561 4 10.5581128 0.6528027 0.56013855 -1.0844928
2.04828684 -0.4722966 4 1.78506366 0.65291985 0.66132934 -1.0652731
2.42233593 -0.5446177 4 2.72554451 0.65306689 0.6149565 -1.0579576
2.44737796 -0.4066918 4 2.18037411 0.65311945 0.70505454 -1.0807311
1.33332138 -0.4837252 4 1.49539924 0.65313113 0.65386933 -1.050126
2.5439172 -0.5502055 4 2.81484324 0.65313378 0.61145813 -1.0610269

35.8159244 -0.5457021 4 43.8968224 0.65322779 0.61427663 -1.0486117
2.75132533 0.5510012 4 2.84555296 0.65323905 0.61096099 1.07501588
2.23043738 -0.4340658 4 1.433864 0.65326005 0.6866277 -1.1269607
11.5142881 0.34130769 4 12.0857742 0.65328063 0.7500474 1.07406049
47.8603554 0.37214699 4 48.2023007 0.65334016 0.72866057 1.05104579
13.6277326 0.38914231 4 10.2519607 0.65336438 0.71699911 1.08604087
2.06818645 -0.5396992 4 2.07769525 0.65336514 0.61804612 -1.0784417
1.11806793 -0.4915087 4 1.14995176 0.65339557 0.64881642 -1.1193827

1.809348 -0.52363 4 1.86403771 0.65342811 0.6282067 -1.0513494
4.19653506 0.5416387 4 5.46116417 0.65342815 0.61682667 1.05986452

7.728897 0.30108803 4 7.94243581 0.65363697 0.77834971 1.10349858
1.83780835 -0.527603 4 1.79590816 0.65374285 0.62568514 -1.0642524
2.18399541 -0.5585187 4 3.33575324 0.6537435 0.60627656 -1.1414683
1.65419258 0.50107922 4 1.76784725 0.65381636 0.6426346 1.04316665
1.23705911 -0.4976312 4 1.17570886 0.65381868 0.64485776 -1.0667361
1.5858694 0.54747055 4 1.7648502 0.65399116 0.61316887 1.08678938

1.59038088 -0.5342573 4 2.37989297 0.65422845 0.62147572 -1.0945132
112.667011 0.55882455 4 112.582482 0.65430951 0.60608647 1.0342378
4.15880633 0.42226802 4 2.96358071 0.65432015 0.69453822 1.08425107
1.7896298 -0.5002531 4 1.87956176 0.65434392 0.64316684 -1.0434174
11.233091 -0.381083 4 10.3898056 0.65435161 0.72251769 -1.0694725

1.28997322 -0.4661739 4 1.10820847 0.65440121 0.66534564 -1.1120166
1.84464667 -0.4722083 4 1.63229154 0.65455119 0.66138713 -1.0370894
1.5738714 0.47415104 4 1.27213287 0.6545578 0.66011558 1.05747456

4.14589585 -0.4404331 4 4.19823588 0.65457732 0.68237834 -1.0308048
1.65944991 0.43916976 4 1.53789995 0.65464192 0.68322034 1.05984264
1.06183413 -0.5155758 4 1.47888297 0.65468219 0.63333727 -1.1193796
18.4821245 0.43490483 4 15.9916914 0.65485383 0.68606695 1.03927424
1.29401832 -0.4746443 4 1.30922967 0.65487735 0.65979296 -1.0215907
72.7036849 0.22805523 4 70.0538974 0.65496138 0.8307869 1.12404827



1.30356677 -0.4866382 4 1.32859761 0.65508333 0.65197561 -1.0367137
2.13994406 0.43620961 4 2.14150466 0.65508595 0.68519541 1.06637588
2.34788186 0.42725949 4 1.85520872 0.65511633 0.69118557 1.08390173
4.35996787 0.43976758 4 3.7007177 0.65539155 0.68282184 1.05886142
1.65502452 -0.506879 4 2.03961559 0.65544311 0.63890529 -1.0952156
2.06393211 0.5009063 4 2.23403059 0.65561666 0.64274599 1.02878395
5.25189063 -0.6013848 4 8.60682576 0.6556246 0.58000428 -1.1188313
1.10379485 0.51674912 4 1.70434411 0.65563918 0.63258828 1.10475923
4.16110935 0.39757022 4 3.07551967 0.6556723 0.71125036 1.11070998
1.57277168 -0.5043847 4 1.98381102 0.65571467 0.6405076 -1.0808519
3.4226121 -0.449099 4 3.45979783 0.65573094 0.67661778 -1.0241899

8.15230898 -0.4096806 4 8.08730001 0.65578122 0.70303031 -1.0387231
3.09061768 0.43158373 4 2.91756329 0.65578943 0.68828798 1.06114676
3.29024852 -0.5583576 4 3.3735721 0.65588279 0.60637673 -1.0704673
4.08542664 0.61114473 4 4.39091214 0.65592384 0.57412854 1.10041056
5.23345842 -0.3532027 4 3.65929382 0.65593375 0.74176461 -1.1788953
2.03191783 0.4637285 4 1.62678112 0.65595017 0.66695355 1.05497197
1.90493917 -0.5556498 4 2.13816985 0.65599778 0.60806159 -1.0797366
18.6935933 -0.3636209 4 19.1325734 0.65603405 0.73454473 -1.0574398
49.1021982 0.35533691 4 43.1266074 0.65607861 0.74028294 1.07231364
3.23675058 0.44312778 4 2.66698864 0.65634127 0.68058426 1.06003509
2.10408802 -0.4231146 4 1.76976293 0.6563838 0.69396899 -1.0755046
69.2022076 0.4111505 4 57.819481 0.65640126 0.70203592 1.05437735
3.0035833 0.41690477 4 1.83284363 0.65652186 0.69815002 1.19419666

6.61764434 -0.4214905 4 6.47145728 0.65667226 0.69506125 -1.0341679
6.5361711 0.38326016 4 6.03236461 0.65671016 0.72102487 1.06592001

1.90275069 0.59432491 4 2.19605888 0.65674721 0.58427922 1.13975505
1.24841729 -0.4819839 4 1.43170625 0.65683253 0.65500287 -1.0598572
2.63255973 -0.5739956 4 2.89326703 0.65689525 0.5967042 -1.0913732
1.64257762 0.50972246 4 1.89141828 0.6569409 0.63708159 1.09613515
1.01738284 -0.487647 4 1.15817887 0.65694664 0.65132057 -1.0370791
16.6893227 0.25354857 4 17.7363875 0.65703593 0.81234317 1.10710246
1.24420205 0.48710928 4 1.27427966 0.65705458 0.65166968 1.07292889
85.2066753 0.28273042 4 77.4090291 0.65711027 0.79141096 1.10082294
1.65385153 0.51227861 4 2.29106512 0.65711501 0.63544482 1.11188714
2.26985129 0.50613075 4 2.40681749 0.65720461 0.63938569 1.04484572
2.71428997 0.44550518 4 2.5659358 0.65728883 0.67900352 1.03421058
4.30360107 -0.3136173 4 3.78489326 0.65731785 0.76948546 -1.153161
2.55744712 0.51390387 4 2.91116792 0.65735471 0.63440543 1.04015936
1.38860365 0.44401622 4 1.16924903 0.6573638 0.6799933 1.07383982
2.43513237 -0.5389225 4 2.54339717 0.65740222 0.61853492 -1.0760982
1.58692325 -0.5022933 4 1.58770582 0.65743048 0.64185286 -1.039621
1.28505447 0.4922674 4 1.37927858 0.65746212 0.64832511 1.04841397
92.3171206 0.71460985 4 139.270347 0.65753217 0.51433891 1.14023427
32.1734089 0.28920479 4 31.8704259 0.65756052 0.78679476 1.0940693
3.90300888 -0.6504894 4 3.90579116 0.65757555 0.55084952 -1.1333633
1.68017527 0.44936138 4 1.19423618 0.65768704 0.67644378 1.09402637
1.05984446 -0.458565 4 1.16461255 0.65777925 0.67035582 -1.1897766



5.0455525 -0.5142107 4 5.71993227 0.65780012 0.63420934 -1.0373932
1.52104572 0.4909627 4 1.77196566 0.65794703 0.64917014 1.03928045
5.44157385 0.34861278 4 5.88337474 0.65795486 0.74495576 1.07845646
12.1914248 -0.6240628 4 19.1907293 0.65812868 0.56641297 -1.1133539
4.81238111 -0.5549019 4 5.51516726 0.65838359 0.60852748 -1.0672331
6.7829875 0.39417821 4 6.51551896 0.65839602 0.71356132 1.04771719

1.28866263 0.51489742 4 1.45823153 0.65857845 0.63377054 1.06526242
273.641879 -0.3124127 4 270.06664 0.65858837 0.77033589 -1.0758675
1.36145283 -0.4557453 4 1.26272145 0.65861724 0.67221775 -1.0461393
6.05782905 0.37824314 4 4.89459387 0.65865473 0.7244672 1.10703838
2.83180654 0.45637579 4 2.55953602 0.65868511 0.67180116 1.04146339
1.70077658 -0.5337343 4 2.61009366 0.65870143 0.62180593 -1.098146
5.46943145 0.34435732 4 4.96663559 0.65879492 0.74791992 1.09884339
5.51151161 0.39478832 4 5.12760778 0.65883023 0.71314538 1.0584529
21.7924055 -0.4123657 4 19.91146 0.65886521 0.70121435 -1.0400309
1.00562495 -0.5448924 4 2.46500307 0.65888703 0.61478423 -1.1981444
4.41665614 0.34724478 4 1.81380828 0.65895759 0.74590807 1.2636343
17.5010979 -0.0481617 4 7.04818689 0.65914957 0.96389614 1.52817952
27.8723974 0.40121167 4 24.7596479 0.65917251 0.70877362 1.05074398
21.1357497 -0.6320185 4 21.8152298 0.65925683 0.56169634 -1.0801277
9.65725906 -0.4098908 4 7.77936615 0.6592662 0.7028881 -1.058636
2.34523403 -0.6218407 4 3.31251211 0.65928771 0.56773517 -1.142567
2.12380409 -0.5334919 4 2.17104045 0.65932753 0.621959 -1.0816382
2.72238017 -0.4507546 4 2.47845257 0.65941258 0.67552026 -1.0428082
4.90443029 0.373879 4 4.07478837 0.65961872 0.727468 1.08188546
11.680208 -0.544906 4 14.1707872 0.65964461 0.6147757 -1.0573441

546.701609 0.41157754 4 460.02551 0.65973007 0.70174716 1.047671
2.2104245 0.45052078 4 1.6250883 0.65974785 0.6756752 1.07309892

7.68433777 -0.3703867 4 5.62853941 0.65979305 0.72987357 -1.0986456
42.031547 0.58025574 4 42.3240287 0.65984106 0.59285999 1.04941561

2.41702465 0.4186801 4 1.42802417 0.6598858 0.69695338 1.16985909
8.87899716 0.34563276 4 6.19570206 0.65989148 0.74703095 1.11645481
11.9089359 0.41387287 4 10.1893503 0.65989956 0.70019611 1.05355146
1366.25746 -0.6948811 4 1843.52437 0.65992891 0.52538176 -1.1231084
1.02191533 0.48395135 4 1.11293864 0.65996264 0.65372221 1.03204252
4.57992588 0.42402658 4 4.15313971 0.65999989 0.69335607 1.04070834
5.93488722 -0.55906 4 7.59113282 0.66014359 0.60594012 -1.0686309
6.70387027 0.53309307 4 6.78316997 0.66025095 0.62221091 1.03812118
5.51093763 0.5454236 4 7.68945625 0.66026561 0.6144512 1.07274728
46.9043367 0.373327 4 36.6571721 0.66033716 0.72784797 1.07382472
6.8819071 -0.4157393 4 5.47870337 0.66042253 0.69893618 -1.0629978

1.37046433 -0.4710864 4 1.22969647 0.66043241 0.66212209 -1.0871507
1.40278152 -0.4998238 4 1.73910293 0.66045514 0.64344353 -1.0560647
11.5279044 0.4088158 4 10.876983 0.66052106 0.70361572 1.03938216
5.12073271 -0.4308901 4 4.30353935 0.66054029 0.68875235 -1.0480989
1.61814187 -0.4571259 4 1.1419043 0.66054994 0.67130575 -1.1008945
1.42227542 -0.4629416 4 1.33721843 0.66071483 0.66747141 -1.0556691
28.8499816 -0.7461673 4 30.9366654 0.66080874 0.49703143 -1.1354663



3.58824638 0.39586268 4 3.57532108 0.66081207 0.71241323 1.05614854
1.63849033 0.43582623 4 1.19025813 0.66081491 0.68545143 1.12571159
2.76450949 0.52137425 4 3.27672749 0.66086288 0.62964107 1.05107108
5.08021814 -0.4280961 4 4.80442669 0.66090245 0.69062449 -1.034646
3.96576327 -0.4035013 4 2.99225967 0.66092005 0.70721857 -1.0820424
14.150477 -0.5177003 4 15.6359836 0.66097389 0.63198148 -1.0308902

394.843369 0.31399104 4 310.514705 0.66102138 0.76922172 1.10357897
3.24797863 0.45804767 4 3.09540941 0.66110331 0.67069718 1.02181481
151.935732 -0.5386983 4 170.359279 0.66115627 0.61867604 -1.0393784
9.59970675 -0.6607557 4 10.5051083 0.66142209 0.54488391 -1.1028757
6.53307868 -0.3908522 4 5.81677406 0.66142486 0.71583094 -1.0643857
146.770201 -0.5537816 4 170.714287 0.66148823 0.6092258 -1.0498438
45.9262709 0.39810362 4 38.5015809 0.66152044 0.71088729 1.05302631
1.06582171 0.49901418 4 1.04604506 0.6617124 0.64396553 1.26564925
5.36938801 -0.8190388 4 20.4665988 0.66173306 0.45875528 -1.257069
4.12631278 -0.5225234 4 5.1175434 0.66173367 0.62891013 -1.0624883
10.5017384 0.34118501 4 10.4141319 0.66176933 0.75013304 1.06835764
2.13285205 -0.4933383 4 2.50761989 0.66184075 0.647632 -1.0384974
2.13285205 -0.4933383 4 2.50761989 0.66184075 0.647632 -1.0384974
18.6713218 -0.3663496 4 14.4013993 0.66219339 0.73265912 -1.0797124
4.88441273 -0.403258 4 3.88218964 0.66220364 0.70738372 -1.0939752
1.10336981 -0.4639037 4 1.18977058 0.66227649 0.66683824 -1.0477033
5.90606626 0.37174716 4 5.14642433 0.66228946 0.72893601 1.07176848
3.43185331 -0.519422 4 3.58695471 0.66231109 0.63088407 -1.0347356
6.13700305 -0.405311 4 5.37052444 0.66238748 0.70599067 -1.0502357
1.08779924 -0.4524356 4 1.04056113 0.66254688 0.67440689 -1.0559331
3.13351898 -0.5296734 4 4.03050908 0.66263356 0.62437355 -1.0818867
1.92858646 -0.4408623 4 1.41356787 0.66265361 0.68209242 -1.1095403
74.5906649 0.38802925 4 71.6195557 0.66267603 0.71776004 1.04200135
4.57619348 0.86336546 4 25.0036076 0.66274022 0.43663074 1.2904156
5.63142048 -0.3408593 4 3.9746514 0.66278201 0.75036043 -1.1671619
1.03803502 -0.4734101 4 1.12830285 0.6628157 0.66060041 -1.0464939
5.03810614 -0.5442208 4 5.66859667 0.66289805 0.61520551 -1.0540336
10.2172658 -0.529053 4 10.4670865 0.66299714 0.62476638 -1.0305108
2.67748683 0.66222171 4 7.78318548 0.66300831 0.54403575 1.19622216
4.59722609 -0.5533982 4 4.47765462 0.66303514 0.60946486 -1.0573425
1.23861059 0.47549244 4 1.35140217 0.66305229 0.65923841 1.06600224
1.36592236 -0.7333248 4 2.62782063 0.66313849 0.50402173 -1.3262288
5.14412774 0.40717441 4 4.55101471 0.66321517 0.70472746 1.05329068
2.38652113 0.4530609 4 2.08811552 0.66338391 0.673993 1.03600805
8.63378276 -0.4039969 4 7.01289215 0.66338985 0.70688215 -1.0655323
1.70500471 0.48383389 4 1.77528293 0.66341426 0.65379863 1.03081203
6.92810688 -0.5328907 4 8.57433663 0.66344958 0.62233878 -1.0521513
3.39442935 0.41528583 4 2.92648644 0.66352281 0.69924218 1.08108225
9.86787748 0.51943311 4 10.2610569 0.66362874 0.63087699 1.03130521
2.17237792 -0.4949975 4 2.28190943 0.66370337 0.64655893 -1.0434739
28.1271342 0.27520694 4 18.7387904 0.66375983 0.79678818 1.16229634
1.02829737 0.4863868 4 1.5415499 0.663779 0.65213893 1.08353209



18.3992632 0.52562316 4 22.6308138 0.6638256 0.62694091 1.04561482
8.28243482 -0.1365641 4 8.39797155 0.66391207 0.89797293 -1.1870012
29.8571934 0.30144348 4 22.1848625 0.6639547 0.77809767 1.11425118
11.4992261 0.55537186 4 14.6315683 0.66405828 0.60823472 1.06336833
2.25508615 -0.4389116 4 2.12398361 0.66419277 0.68339246 -1.0319583
1.52389657 0.46262993 4 1.48363891 0.66428692 0.66767659 1.01864679
11.8144991 0.17044461 4 9.04653152 0.66440233 0.87293438 1.23437121
2.3070083 0.43932118 4 2.19392997 0.66441173 0.68311939 1.03004906

1.65478047 0.45450187 4 1.06687519 0.6645028 0.67303973 1.1091532
3.92875902 -0.4137837 4 2.9264914 0.66451251 0.70025634 -1.0829679
10.6911603 0.40347498 4 10.4447164 0.66461595 0.70723642 1.03282872
1.89535287 0.48927676 4 2.24149594 0.66465474 0.65026305 1.06365262
1.32512569 -0.4677667 4 1.45491859 0.66469796 0.66429949 -1.0385535
26.551554 0.39454967 4 22.7607832 0.66473198 0.71330806 1.05350057

7.64652139 -0.5598945 4 11.6750209 0.6647496 0.60542173 -1.0815979
5.54811731 0.40731582 4 4.39684647 0.66488815 0.70463164 1.06111642
2.39335538 0.36112314 4 1.9876848 0.66490815 0.7362727 1.11102268
10.3757222 0.52386923 4 10.495873 0.66521845 0.62805467 1.03203582
4.84804218 -0.3672937 4 2.73560906 0.66522213 0.73200722 -1.14581
1.12157552 -0.4564375 4 1.17155141 0.66523268 0.67176036 -1.070794
1.07323755 -0.4683912 4 1.0448665 0.66528048 0.6638896 -1.0349785
11.3815345 0.40172924 4 10.0801644 0.66534477 0.70842195 1.05141266
26.2276704 -0.6182083 4 45.2801354 0.66540972 0.56990099 -1.114429
7.00763904 -0.0532622 4 4.71682105 0.66555099 0.96007694 -1.4417243
6.29072851 0.23906674 4 4.64113229 0.66560135 0.8228033 1.17160388
1.2728215 0.47006413 4 1.14821701 0.66580569 0.66279217 1.09952187
7.976867 -0.5550918 4 9.8208499 0.66589392 0.60840917 -1.0636203

66.6533285 -0.2577545 4 44.2567461 0.66594752 0.80931398 -1.1515848
1.96954864 0.44761551 4 1.76211361 0.66597924 0.67760204 1.03910009
3.61833968 -0.4127569 4 2.888203 0.66606746 0.70094998 -1.0683706
2.44262331 -0.5176124 4 2.49252816 0.66616124 0.63203756 -1.0486642
2.44262331 -0.5176124 4 2.49252816 0.66616124 0.63203756 -1.0486642
12.7302117 0.41861159 4 12.2771599 0.66616634 0.69699953 1.02509432
5.8933072 0.34423603 4 4.16862869 0.66621859 0.74800448 1.15522042

11.2866858 -0.5873487 4 15.8638547 0.66623393 0.58852383 -1.0883023
1.32363187 0.50854782 4 1.47480213 0.66623414 0.63783458 1.06729092
9.66928919 0.29822643 4 10.0609243 0.66628392 0.78038004 1.0881276
1.73951967 -0.4921521 4 1.84206924 0.66629998 0.64839976 -1.0318148
11.6532322 0.4109672 4 11.1514626 0.66631798 0.70215989 1.03079698
2.48827926 0.44857135 4 2.39728102 0.6663526 0.67696777 1.01695759
3.11066714 -0.4354433 4 2.56306329 0.66639081 0.68570719 -1.0500965
16.5313102 -0.7236536 4 27.3539792 0.66639513 0.50933395 -1.1644645
20.5664499 -0.0538761 4 10.9732424 0.66649584 0.95961731 -1.3086012
2.58576344 -0.5493107 4 2.72943781 0.66657035 0.6120175 -1.0759849
112.231758 -0.369359 4 111.48312 0.66667007 0.7305822 -1.0417235
12.7912924 0.36920112 4 9.75616867 0.66685715 0.73069108 1.07703251
1.6016533 0.5229202 4 1.59310481 0.66697593 0.62865782 1.13749459

2.62072038 -0.3992892 4 2.47182305 0.66703302 0.71008068 -1.0536773



24.250133 0.40362897 4 22.6078983 0.66708917 0.7071319 1.03392024
3.18846075 -0.3854564 4 3.0163805 0.66709396 0.71952047 -1.0573723
5.42859456 0.27936704 4 6.12561432 0.66717391 0.79381315 1.10853189
2.62437968 -0.525346 4 2.85193293 0.66726456 0.62711685 -1.0540249
1.65169779 -0.4900948 4 1.70576706 0.66755275 0.64973263 -1.0352944
23.9707674 0.37987744 4 23.5221071 0.66755455 0.72334499 1.04200993
2.33705088 -0.5244098 4 2.43453437 0.66762254 0.62771126 -1.0596787
4.92937423 -0.6274132 4 11.2503404 0.66769815 0.56442341 -1.1477854
7.03129594 -0.4882369 4 7.72583751 0.66792139 0.65093765 -1.0243741
1.24749865 -0.4863762 4 1.78762456 0.66794032 0.6521458 -1.1993357
1.83644845 -0.5133476 4 1.97964803 0.66795171 0.63476108 -1.0555091
1.95989318 0.50410327 4 2.81783257 0.6680546 0.64068851 1.07071715
8.10995151 0.39368507 4 6.50273952 0.66808781 0.7138976 1.06678465
1.15357739 0.44720846 4 1.23354078 0.66815672 0.67787224 1.06652258
5.88490845 -0.5688641 4 6.47915101 0.66823121 0.59986724 -1.0648829
4.30177176 0.41971734 4 3.84898535 0.66831373 0.69625473 1.04472436
3.22861004 -0.6388616 4 4.53287212 0.66838777 0.55766087 -1.1453821
2.5170161 -0.4276443 4 2.32098174 0.6684021 0.69092748 -1.0431876

1.86702063 0.39087893 4 1.67000448 0.66843852 0.71581267 1.08407037
41.2080033 -0.5847115 4 44.2914529 0.6685276 0.59013361 -1.0627541
1.77587995 0.49912012 4 1.75226934 0.66854558 0.64389721 1.06756686
1.24192698 0.44945432 4 1.21173285 0.66855052 0.67638215 1.02985327
4.04535734 0.41310074 4 3.64563037 0.66855328 0.70071767 1.04037096
4.04535734 0.41310074 4 3.64563037 0.66855328 0.70071767 1.04037096
4.04535734 0.41310074 4 3.64563037 0.66855328 0.70071767 1.04037096
8.98333299 0.55755577 4 10.1082638 0.6685872 0.60687534 1.06178727
4.68464989 -0.2868673 4 3.0154012 0.66865881 0.7884602 -1.2314408
3.98021949 -0.4251941 4 3.27033637 0.66882164 0.69257181 -1.0479381
1.5486625 -0.4901063 4 1.9250356 0.66897348 0.64972517 -1.0653856
10.811673 0.33713962 4 10.41969 0.66905774 0.75295947 1.06398802

2.68556702 -0.5357504 4 2.81302919 0.66916892 0.62053355 -1.0659226
1.3275603 -0.5374395 4 1.79712727 0.66922629 0.6194688 -1.119721
34.482301 -0.542576 4 35.9599764 0.66922676 0.61623787 -1.0393545

2.70210652 -0.421659 4 2.50773964 0.66932278 0.69494789 -1.0424835
1.62265922 0.4549367 4 1.33441366 0.66946187 0.67275221 1.08060415
3.67377999 0.4387845 4 3.41334719 0.6695184 0.68347722 1.02949009
1.82531762 0.45017937 4 1.61133701 0.66960553 0.67590147 1.02799279
3.64252215 0.55307809 4 5.96470888 0.66965495 0.60966454 1.10130015
5.21375527 0.39926881 4 3.9485976 0.66968295 0.71009452 1.06675175
12.5999721 0.35321473 4 11.7665524 0.66973241 0.74175626 1.0568832
10.7140153 0.31310374 4 8.47670727 0.66973355 0.76984799 1.1207787
1.97854988 -0.4173755 4 1.72530768 0.66980489 0.69783265 -1.1216845
2.08437516 0.44137747 4 1.81411073 0.6698148 0.6817493 1.05646277
7.18842245 0.40559515 4 5.90422072 0.66984851 0.70579797 1.05313352
4.13701064 0.42367373 4 4.16235117 0.66997306 0.69359318 1.02301668
6.39778375 -0.3065206 4 6.19573815 0.66998156 0.77450114 -1.0914549
1.23527215 0.45347647 4 1.04832952 0.67015497 0.673718 1.04399479
3.73627262 0.55405392 4 6.03204278 0.67021178 0.609056 1.09787019



2.44065831 -0.4788601 4 2.74006184 0.67024597 0.65703911 -1.0292017
43.9044817 -0.5399127 4 53.7071371 0.67025496 0.61791184 -1.0537677
53.8787781 0.3615768 4 53.3666113 0.67025899 0.7359587 1.04264083
4.17509892 -0.5386571 4 4.85778032 0.67028164 0.61870198 -1.065242
3.57581382 0.40939009 4 3.18163956 0.67031785 0.70322695 1.06344529
7.67332464 0.24432885 4 7.21121432 0.6703524 0.81899721 1.11897998
2.06809126 -0.5006179 4 2.57918361 0.67040138 0.64293178 -1.0748472
10.2512225 -0.5441173 4 10.5042103 0.67044245 0.61527044 -1.0461373
42.3279149 0.39724458 4 36.9996907 0.67060708 0.71147205 1.0401238
4.98424031 0.42156804 4 4.12991213 0.67063252 0.69500906 1.04175571
20.9599642 -0.7987652 4 29.6032046 0.67068252 0.46916652 -1.1808981
2.63705489 -0.514388 4 2.61134029 0.67084035 0.634096 -1.0524143
4.74062579 -0.5157907 4 5.89766371 0.6708519 0.63320002 -1.0515893
1.83474592 0.43984629 4 1.51173519 0.67089673 0.68276938 1.05093895
3.42554489 0.40311623 4 2.59294882 0.67090372 0.70747997 1.07646481
2.32177302 0.2229485 4 2.75822272 0.67094247 0.83449788 1.20442324
7.6391462 0.40213167 4 6.68865576 0.67095039 0.70814857 1.05145957

163.071249 0.39357543 4 156.240956 0.6710155 0.71397238 1.03120526
4.20041598 0.41738218 4 3.34272442 0.67105094 0.69782812 1.0506642
4.01854689 -0.2419951 4 4.10742501 0.67109666 0.82068448 -1.1362717
14.4134174 0.39008446 4 13.2426337 0.67119791 0.71635532 1.04318562
3.38330083 -0.4302895 4 2.95509698 0.67121573 0.68915457 -1.0391366
3.63577627 0.51601965 4 4.66246452 0.67124354 0.63305387 1.05827732
42.9141734 0.34585249 4 39.1763858 0.67134641 0.74687785 1.05925828
1.13161303 -0.6021817 4 1.77495538 0.6713772 0.57952302 -1.2267635
1.15835696 -0.4736134 4 1.15660645 0.67138011 0.66046734 -1.0650319
2.88754493 -0.4934654 4 3.61968291 0.67142767 0.64754975 -1.0479268
2.72489613 0.52481087 4 3.77893998 0.67144266 0.62745657 1.09446532
1.17834282 0.46296262 4 1.06423143 0.67151247 0.66745758 1.1733652
1.01181357 0.45203011 4 1.36871117 0.67151677 0.67467536 1.16667887
4.40343674 -0.5998656 4 4.68754223 0.67152486 0.58092243 -1.0947013
2.31577427 0.42106012 4 1.77311081 0.67162233 0.69535082 1.12685279
1.56471682 -0.5287718 4 1.816441 0.67173852 0.62494453 -1.0887731
853.66615 -0.5610487 4 1087.29108 0.67179042 0.60470517 -1.0642555

1.01647362 -0.4546168 4 1.01068401 0.67179712 0.67296374 -1.0245381
15.3562746 -0.5525852 4 20.8700248 0.67187921 0.60997207 -1.0730124
1.15823122 0.48764183 4 1.45945584 0.67196619 0.65132391 1.1326559
1.15823122 0.48764183 4 1.45945584 0.67196619 0.65132391 1.1326559
1.15823122 0.48764183 4 1.45945584 0.67196619 0.65132391 1.1326559
1.01344091 0.46437791 4 1.36015366 0.6721565 0.66652633 1.05995248
13.1053566 0.54124822 4 13.4504028 0.67218603 0.61707207 1.04135479
23.9460141 -0.3301044 4 18.1375768 0.67226102 0.75788598 -1.0991293
23.9460141 -0.3301044 4 18.1375768 0.67226102 0.75788598 -1.0991293
7.28329392 0.55786227 4 8.05603413 0.67242589 0.60668471 1.06305106
99.436734 0.15563303 4 104.87782 0.67245233 0.88386052 1.12887363

2.20679087 -0.3626551 4 2.2795905 0.67250331 0.73521265 -1.1158883
3.58736836 0.57149203 4 4.16700575 0.67258434 0.59824603 1.09305445
2.52290935 -0.3940607 4 2.37262953 0.672595 0.71364147 -1.0520005



1.16326716 -0.4874442 4 1.28836529 0.67275918 0.65145219 -1.0632769
4.69075908 0.61413709 4 5.6260041 0.6727657 0.57233506 1.10400419
2.71605702 0.53117714 4 3.17003164 0.6727673 0.62342201 1.07624908
25.7351323 -0.6468302 4 54.5407227 0.67286771 0.55298678 -1.1355078
2.72685284 0.4887535 4 2.91642585 0.67289741 0.65060247 1.03583716
1.21633198 -0.5116004 4 1.42923691 0.67303483 0.63587884 -1.0932867
9.62791077 0.40002496 4 8.64779683 0.67305185 0.70958029 1.03745052
12.5179454 0.29176517 4 12.5625067 0.6730738 0.78497213 1.07559203
10.9134744 0.61852817 4 16.1545835 0.67312358 0.56971005 1.11694731
5.36906493 -0.3898422 4 5.38281978 0.67314381 0.71652083 -1.037063
5.23704545 0.39807132 4 4.17764233 0.67321926 0.71090928 1.05827947
1.49189895 0.40923692 4 1.18672787 0.67327289 0.70333063 1.09399279
1.90430125 -0.4837063 4 2.45494947 0.67329505 0.65388165 -1.0617021
8.22596223 -0.5138591 4 8.52442899 0.67338413 0.63443403 -1.031942
3.87494802 0.40065798 4 3.0822824 0.67341564 0.70914994 1.07795768
1.02006741 -0.4510811 4 1.16988334 0.67346336 0.67530391 -1.0402346
3.7486877 0.41695862 4 3.22824629 0.67349166 0.69811371 1.05526838

22.2546635 0.36598603 4 18.6436531 0.67369612 0.73291021 1.06188725
4.634172 -0.5475645 4 7.1445355 0.67374826 0.61311004 -1.086991

4.86531045 0.52685399 4 5.72361553 0.67381697 0.62616004 1.06238576
3.01651001 0.40437754 4 2.51910631 0.67382673 0.70662389 1.05889062
1.5242542 0.41667566 4 1.41690503 0.67398823 0.69830453 1.05250486

63.5153876 -0.2817206 4 44.7201013 0.67422162 0.79213192 -1.1221286
4.65728612 -0.5189687 4 4.87537916 0.67424483 0.63117288 -1.0453562
2.04508822 0.62545941 4 2.6613097 0.67430521 0.56558306 1.16085107
3.30403993 -0.4940415 4 3.35460757 0.67431372 0.64717709 -1.0340481
3.56946617 0.39680333 4 2.77456557 0.67432232 0.71177251 1.07761028
7.1169215 -0.500768 4 8.28792531 0.67436486 0.64283506 -1.0410711

1.43844728 0.48254063 4 1.69900383 0.67443392 0.65464033 1.05433317
3.68889956 0.39106851 4 2.93825553 0.67444443 0.71568321 1.09930725
1.70399085 -0.4600096 4 1.86842215 0.67445262 0.66940293 -1.0260895
13.0374401 -0.5585712 4 13.6619727 0.67454634 0.60624392 -1.0521796
1.82808769 0.46523828 4 2.06797182 0.67457735 0.66596057 1.02546839
9.63824653 -0.5584287 4 10.4246382 0.67458497 0.60633249 -1.0604912
1.97132222 -0.5191429 4 2.22879512 0.67461777 0.63106189 -1.0714507
2.78844496 0.35135087 4 1.42954763 0.67462483 0.74305136 1.19617672
6.88713059 0.2968224 4 4.84050747 0.6747842 0.78137699 1.15476212
7.12897428 -0.412898 4 6.36421961 0.67480301 0.70085463 -1.0383676
1.76420193 -0.4798085 4 1.84298428 0.67480513 0.65642056 -1.0339194
15.3920555 -0.5497928 4 16.2330522 0.67488011 0.61171609 -1.0497228
5.60751618 -0.3141483 4 4.07709054 0.67493311 0.76911073 -1.1561823
120.270138 0.38091302 4 99.2226557 0.6750796 0.72263433 1.04976113
37.7454488 -0.6266452 4 39.558942 0.67525489 0.56487902 -1.0791908
2.3461723 -0.3985357 4 2.43202371 0.67526247 0.71059329 -1.0561994

481.136739 0.52902908 4 592.077292 0.67528156 0.62478155 1.04966925
2.73294016 0.46357882 4 2.78153221 0.67528861 0.66705204 1.01330008
1.34548852 0.49355473 4 1.49481335 0.67537433 0.64749195 1.06468507
1.70422764 -0.4437744 4 1.54098433 0.67539377 0.68015412 -1.0519423



1.14151863 0.4456839 4 1.14271009 0.67541228 0.67888477 1.06714351
151.795411 0.04012564 4 73.0466277 0.67552611 0.96991586 -1.3648626
1.12557985 -0.439818 4 1.1667633 0.67560857 0.68278821 -1.1171805
2.22683176 0.2951792 4 1.78391044 0.67562438 0.78254441 1.16243357
22.8776753 0.15161157 4 20.1429304 0.67570443 0.88683258 1.15813064
1.76056377 -0.4395358 4 1.4046677 0.67571012 0.6829763 -1.1316067
3.41015325 0.39714208 4 2.97044796 0.67571079 0.71154184 1.07388366
3.12782879 0.36197705 4 1.63265125 0.67571607 0.73568173 1.26694084
7.46114786 -0.4969728 4 7.47447003 0.6757548 0.6452828 -1.0252336
1.6332872 0.46927437 4 1.10100019 0.67580964 0.66331011 1.25311187

1.19350385 -0.4705775 4 1.02798331 0.67584779 0.6624556 -1.0774781
29.3951116 -0.6274384 4 31.858196 0.67589156 0.56440847 -1.0834982
4.86830309 -0.5544823 4 5.81565209 0.67595469 0.60878899 -1.0867043
6.6434137 -0.4223667 4 6.07479297 0.67599984 0.69447189 -1.0231855

2.06519052 -0.0550636 4 1.20094094 0.6760777 0.95872835 -1.4514197
2.06519052 -0.0550636 4 1.20094094 0.6760777 0.95872835 -1.4514197
1.16894643 0.47332255 4 1.59321897 0.67611138 0.66065768 1.13125738
1.8225137 -0.4357486 4 1.58250625 0.67615196 0.68550329 -1.0345524

12.6110922 0.27998552 4 11.6024747 0.67617338 0.79337121 1.0926748
44.7765241 0.34901724 4 40.6453267 0.67620073 0.74467431 1.05520098
3.35048232 0.32565554 4 3.57135563 0.67656584 0.76100856 1.08696996
1.09252372 -0.4458172 4 1.13279486 0.67658813 0.67879622 -1.0558664
8.56178321 0.36349235 4 6.78575755 0.67672298 0.73463359 1.07711351
9.71522657 0.56201509 4 9.4882401 0.67686524 0.60410559 1.05842228
1.20079725 0.46730409 4 1.72687239 0.67686802 0.66460323 1.13360013
1.68739364 -0.4612088 4 1.76613325 0.67696052 0.6686126 -1.0332024
2.53058062 -0.5105246 4 2.79836255 0.67700166 0.63656769 -1.053167
2.47974261 0.54368115 4 2.83848815 0.67700708 0.61554409 1.08703764
3.42870169 -0.4821732 4 3.50572279 0.67704145 0.65487959 -1.0236866
2.2440304 -0.4967518 4 2.42854573 0.67722613 0.6454255 -1.0453274

2.84294185 -0.5208292 4 3.91494598 0.67735204 0.62998795 -1.0754107
13.2321013 -0.5576583 4 13.1346595 0.6773952 0.60681157 -1.0535006
2.68209465 0.41764016 4 2.15748938 0.67750529 0.69765421 1.04910048
1.05130594 -0.4404059 4 1.18084473 0.67754896 0.68239648 -1.0486502
4.06188087 -0.6417555 4 3.8516749 0.67761736 0.55596028 -1.1411243
2.80290467 0.1573257 4 2.62619888 0.67780487 0.88261024 1.21495369
2.80290467 0.1573257 4 2.62619888 0.67780487 0.88261024 1.21495369
7.12634687 0.34901081 4 6.75967153 0.67790408 0.74467879 1.05700567
42.9852029 0.58777727 4 60.2441881 0.67792868 0.58826246 1.08824732
1.55479961 0.44272191 4 1.36012393 0.6779383 0.68085432 1.04507029
219.059618 0.31937357 4 208.999338 0.67798478 0.76542716 1.05908076
18.8385031 0.80926319 4 22.9736305 0.67803178 0.46375251 1.17770751
3.28718799 -0.5936254 4 6.88418919 0.6780599 0.58470389 -1.1482185
6.8356361 0.4269999 4 6.45982419 0.67824292 0.69135972 1.0181625

1.26791732 0.42714651 4 1.04919075 0.67825495 0.69126136 1.06838304
1.66048585 0.45332681 4 1.770631 0.67826393 0.67381703 1.01808245
8.57970408 0.38584845 4 7.81484537 0.67844061 0.71925207 1.04411211
1.34889862 0.4691197 4 1.44791712 0.67857214 0.66341157 1.03777501



11.2513979 0.35953332 4 11.0794676 0.67861331 0.73737354 1.04264033
2.22646517 -0.5226978 4 3.64076197 0.67861651 0.62879918 -1.1070574

2.690155 -0.5272784 4 2.74051311 0.67875839 0.62589092 -1.0800871
3.33346661 -0.2459077 4 3.28370448 0.6787756 0.81785641 1.60285765
32.5525059 -0.5157761 4 37.9575083 0.67886972 0.63320933 -1.0446109
7.73497674 -0.6428871 4 15.5495593 0.67889691 0.55529628 -1.1492359
3.40201729 0.42537166 4 3.00995026 0.67893527 0.69245258 1.0266111
26.0789193 0.55061133 4 26.2198722 0.67895613 0.61120455 1.04672967
1.02110405 0.47289197 4 1.31888785 0.67898536 0.66093952 1.08806624
2.66063951 0.40825441 4 2.12736444 0.67904118 0.70399586 1.05640119
1.09149233 -0.444454 4 1.17137579 0.67913477 0.67970221 -1.0917565
1.68956269 -0.38208 4 1.42075717 0.6792185 0.72183387 -1.0912608
1.28153881 0.41196206 4 1.07569829 0.67929558 0.7014872 1.08779702
8.94252209 -0.5208755 4 9.04704888 0.67934712 0.62995846 -1.0422864
41.3689498 -0.6757798 4 403.456131 0.6796062 0.53623558 1.3000634
6.21760047 0.34367196 4 4.42090078 0.67965247 0.7483978 1.09372642
1.30563362 -0.437642 4 1.08291774 0.67972666 0.68423928 -1.0440933
8.70269032 0.34649918 4 8.10504161 0.67973485 0.74642734 1.05408404
1.09142876 -0.4754791 4 1.17271337 0.67982635 0.65924715 -1.0966886
1.42178515 0.44182751 4 1.03166253 0.67993864 0.68144964 1.0832701
9.1119344 0.0612329 4 6.89659407 0.67997462 0.95411116 1.24285543

9.48410781 0.3529756 4 7.37836552 0.67997829 0.74192236 1.07065806
54.9189156 0.2648517 4 40.7011697 0.68003208 0.80421164 1.11960873
1.79530111 0.48840472 4 2.22485341 0.68009585 0.65082877 1.07956499
8.48043388 -0.5715371 4 13.2474621 0.68010662 0.59821822 -1.0991253
2.6226483 0.42090608 4 2.34398843 0.68011356 0.69545448 1.04595725

44.3078454 0.55325779 4 55.7972768 0.68014024 0.60955245 1.06698128
6.52136995 0.39901723 4 5.7466917 0.68027154 0.71026566 1.04159346
69.9825386 0.1397785 4 74.8801413 0.68028901 0.89559067 1.12467427
1.1399708 -0.4922576 4 1.5356764 0.68029712 0.64833146 -1.1071366

4.90550423 0.22966291 4 1.55634318 0.68037797 0.82961973 1.35958352
13.7483809 -0.1332834 4 7.91827604 0.68040699 0.90040566 -1.2819056
222.07146 0.28796852 4 234.311805 0.68050855 0.78767541 1.06118608

2.60334384 0.40462668 4 2.01777008 0.68056389 0.70645485 1.06187988
2.10437384 0.40762208 4 1.90251378 0.68059869 0.70442415 1.07620839
96.8037546 -0.5785059 4 136.32098 0.68061131 0.5939329 -1.0815734
4.59852572 -0.4834835 4 5.01389772 0.68070997 0.65402664 -1.0299875
4.45923014 -0.2269518 4 2.6569806 0.68105514 0.83158826 -1.2223845
11.4483788 -0.3195651 4 12.0599049 0.68110953 0.76529228 -1.056683
17.8869632 0.33524915 4 16.5188576 0.68134257 0.75428192 1.05615656
14.1771582 0.35408507 4 14.2980572 0.68138505 0.74115186 1.04138811
1.26413639 0.46023044 4 1.26761852 0.68142698 0.66925737 1.04493592
7.79546211 -0.3803054 4 6.1442401 0.68144511 0.72305128 -1.0568391
3.24010505 0.40710918 4 2.7965182 0.6815805 0.70477166 1.04142649
4.11194241 0.3685033 4 3.99946625 0.68162577 0.73117247 1.04608762
3.80583105 -0.4798819 4 3.74537207 0.6817209 0.65637266 -1.0270693
198.465497 0.36873389 4 172.693814 0.68174297 0.73101338 1.04350738
7.84873369 0.56080298 4 8.30011983 0.68174449 0.60485765 1.07137161



9.65294909 0.36108378 4 9.46499143 0.68176582 0.73629994 1.03902702
24.0495354 0.49644103 4 28.7670166 0.68178807 0.6456262 1.03803274
19.676048 0.26846161 4 14.7225825 0.68184048 0.80162088 1.11484004

1.59357178 -0.4895446 4 1.80725454 0.68186003 0.65008937 -1.072807
10.8165089 0.38190616 4 9.2058701 0.68197623 0.72195311 1.04816358
7.31360699 -0.3440498 4 6.86667036 0.68198067 0.74813433 -1.0544275
5.59750304 -0.3031519 4 4.04667947 0.68200686 0.77688673 -1.1493455
2.76791043 -0.3685012 4 2.79998405 0.68203187 0.73117391 -1.0574886
3.66566119 0.33946938 4 3.87681029 0.68205643 0.75133114 1.06703476
9.98700736 -0.3682965 4 8.21726143 0.68206742 0.73131519 -1.0626088
13.9007626 0.34167916 4 10.2469565 0.68209023 0.7497881 1.08102714
2.09108791 0.4276565 4 1.99330181 0.68220062 0.69091927 1.02684943
267.425999 0.33503172 4 266.421008 0.68226374 0.75443408 1.04443121
3.47395398 -0.371906 4 3.32819341 0.68228086 0.72882658 -1.0459991
1.21284722 0.45640707 4 1.3807982 0.68228244 0.67178049 1.05286993
4.23513853 -0.3801591 4 3.53899382 0.68230259 0.72315167 -1.0761471
1.17216206 0.46703606 4 1.66066382 0.68231435 0.66477925 1.14821287
6.9106365 -0.3421698 4 7.19322472 0.68231447 0.74944569 -1.0513262
5.0084226 0.38242504 4 4.47149614 0.68238556 0.72159732 1.04650565

2.63014488 0.65917464 4 4.0042466 0.6824894 0.5457997 1.22568994
1.1705393 -0.4578951 4 1.02803816 0.68252329 0.67079789 -1.1076774

9.03772383 -0.6678121 4 9.59035397 0.68256759 0.54080989 -1.1265225
32.7710181 0.31001959 4 28.6518958 0.68257759 0.77202652 1.07564463
2.26328156 -0.5498508 4 2.48348759 0.68266318 0.61167986 -1.0992584
2.42060134 -0.1770689 4 2.5915241 0.68269855 0.8680587 -1.2088918
21.2793087 0.52911427 4 29.2360156 0.6827837 0.6247276 1.06272847
1.01133986 -0.4300428 4 1.08900373 0.68278768 0.68931978 -1.0359775
6.07511536 0.53187331 4 8.01312745 0.68296854 0.62298178 1.07111208
3.20391689 0.38036808 4 2.98109859 0.68302609 0.72300825 1.05335956
5.56407763 0.33433075 4 5.2805769 0.68303617 0.75492473 1.07532781
1.36805884 -0.8629933 4 33.847369 0.68308976 0.43681285 -1.2959615
28.545738 0.36361373 4 24.8425107 0.68317371 0.73454966 1.04955892

23.6257316 0.368445 4 19.2757646 0.68321562 0.73121269 1.0509887
3.20987441 0.38207303 4 2.2482643 0.68322866 0.72183868 1.09304689
3.04209674 0.51767769 4 3.35367634 0.68325998 0.63199592 1.05962904
1.35118156 0.51732638 4 1.89337741 0.68326623 0.63221999 1.11808568
1.86331552 0.46582086 4 2.03123442 0.68331663 0.66557763 1.03557485
2.36816955 -0.389705 4 1.6159848 0.68332274 0.71661459 -1.1023831
6.97657957 0.37040025 4 6.59184369 0.68337022 0.72986423 1.04143781
13.5774542 0.824438 4 15.8425237 0.68337029 0.45601355 1.199456
2.03543545 -0.3812984 4 2.18331195 0.68337777 0.72236996 -1.0634205
7.67354433 0.36457647 4 7.58071209 0.68338019 0.73388413 1.04419657
2.21327643 -0.4141343 4 1.82168261 0.68345965 0.70001953 -1.0881408
1.85963659 -0.425695 4 1.54700908 0.68347197 0.69223548 -1.0472956
1.20711228 0.45898087 4 1.29542527 0.68349782 0.67008141 1.04276338
1.93758188 0.4767842 4 2.35551074 0.68354882 0.65839432 1.07871315
2.21999385 -0.4534589 4 2.33723792 0.68356638 0.67372962 -1.0245629
10.8458519 -0.5269587 4 13.7176411 0.68359638 0.62609362 -1.0634068



4.63051381 0.35629295 4 4.48970412 0.68370953 0.73961964 1.04769649
2.77036947 -0.0746985 4 1.13471129 0.68378004 0.94404114 -1.4631907
14.9019458 -0.3058423 4 15.4149461 0.68386431 0.77498123 -1.0594356
1.0236057 0.4355086 4 1.03273273 0.6839922 0.68566359 1.01590342

5.65984331 0.20104117 4 5.37377829 0.68399909 0.85047542 1.13538558
5.65984331 0.20104117 4 5.37377829 0.68399909 0.85047542 1.13538558
19.2777181 -0.5844452 4 31.391057 0.68402846 0.59029633 -1.1017122
10.5706627 -0.513514 4 11.4321149 0.68413278 0.63465468 -1.041457
1.75674032 -0.46047 4 2.07359592 0.68415683 0.66909948 -1.0597241
1.01883663 0.43331002 4 1.1460885 0.68420724 0.68713303 1.08196882
3.38328948 -0.5030155 4 4.20884664 0.68450616 0.64138811 -1.0740678
2.27079478 -0.3832881 4 1.99510941 0.68460026 0.72100571 -1.1062594
2.22681866 -0.490936 4 2.60998804 0.68460285 0.64918745 -1.0550082
3.15857219 -0.5339472 4 3.06582692 0.68464553 0.62167147 -1.0812467
1.96762887 -0.5036334 4 2.13896497 0.68466479 0.64099068 -1.0647226
6.24287542 0.29446852 4 5.39690439 0.68477861 0.78304953 1.10439736
2.10258952 -0.4152533 4 2.04036837 0.6849706 0.69926417 -1.0238449
8.37756133 0.26143026 4 8.69442684 0.68497692 0.80666994 1.08400988
1.73598662 0.45127622 4 1.7238127 0.68500289 0.67517467 1.02269985
2.33924402 -0.5479695 4 2.23618265 0.6851132 0.61285655 -1.1197442
14.0151047 -0.6040815 4 14.4416649 0.68516429 0.57837682 -1.0846162
45.4253336 0.35174234 4 39.4680091 0.6851908 0.74277926 1.05026607
2.59858662 0.40793131 4 2.25585459 0.68524169 0.70421469 1.05680944
1.95818859 0.47798797 4 2.34718054 0.68527131 0.65760828 1.05286468
3.48693576 -0.3974879 4 2.98031814 0.68528184 0.71130638 -1.0536611
1.09960865 0.44903669 4 1.26409863 0.68529012 0.67665911 1.05489893
1.91038162 -0.4193152 4 1.59291071 0.68537773 0.69652557 -1.0899996
6.25682361 -0.4854691 4 6.94704676 0.68540114 0.65273525 -1.0361607
4.36695274 -0.0897199 4 2.30346737 0.68540317 0.93282271 -1.461183
17.5560701 0.24814722 4 13.1429341 0.6854113 0.81623914 1.12475484
1.86604231 -0.4926798 4 2.14518801 0.68542134 0.6480581 -1.0950779
1.47703202 0.4263215 4 1.35358706 0.68558453 0.69181495 1.04714129
1.15085272 0.4504914 4 1.23172234 0.68561067 0.67569467 1.03087875
22.9591626 0.5009901 4 28.3610058 0.68564718 0.64269201 1.04391803
2.13673895 0.48719816 4 2.36523344 0.68572583 0.65161196 1.05137111
24.6477464 0.31283118 4 25.050446 0.68573949 0.77004042 1.05381485
3.41646085 0.47702458 4 3.69030142 0.68585234 0.65823731 1.04257267
5.27187513 0.39591704 4 4.7593447 0.68587849 0.71237619 1.03593387
1.80088377 0.41518479 4 1.59027641 0.68589592 0.69931038 1.04850481
2.42545285 -0.407788 4 2.07062341 0.68590582 0.70431177 -1.0694853
1.75432532 -0.4079128 4 1.41868835 0.68597857 0.70422724 -1.0564763
3.5140595 -0.4802311 4 4.12245225 0.68600289 0.65614497 -1.0526194

4.56028954 0.49415387 4 4.75021205 0.68601455 0.6471044 1.03521577
1.07134824 0.44508404 4 1.35482957 0.68615232 0.67928339 1.05398228
1.38991247 0.41067164 4 1.24225175 0.68615494 0.7023598 1.05268195
1.19925831 0.43549026 4 1.15000142 0.68630405 0.68567583 1.03555845
1.59163262 -0.4223021 4 1.24297841 0.68631586 0.69451527 -1.0531636
1.57595015 -0.4596189 4 2.01834367 0.68638034 0.66966058 -1.0514806



3.35227588 -0.5127195 4 4.37645457 0.68650186 0.63516275 -1.0686061
21.4795579 0.29716951 4 18.0610297 0.68652628 0.78113047 1.08073968
1.26492329 0.44367642 4 1.0187736 0.68658386 0.68021929 1.09943785
2.0501649 0.45805141 4 2.41476628 0.68663265 0.67069472 1.05036227

7.31389915 0.32104769 4 7.64379732 0.68671048 0.76424855 1.05636925
10.6195189 -0.5835507 4 12.584132 0.68685859 0.59084306 -1.0855279
1.75039032 -0.3754907 4 1.58703223 0.68699956 0.7263591 -1.0683954
5.5506588 0.38658374 4 4.55561671 0.68705135 0.71874884 1.04681347
5.5506588 0.38658374 4 4.55561671 0.68705135 0.71874884 1.04681347

1.28383685 0.46569594 4 1.6582639 0.6870754 0.66565973 1.06754257
6.41945264 0.36545581 4 6.49754463 0.68717085 0.73327649 1.03907001
1.18807856 0.44159729 4 1.31678605 0.687192 0.68160293 1.0322174
3.26762868 -0.3631349 4 3.10622115 0.68721603 0.73488079 -1.0616274
3.97998475 -0.5630317 4 4.46694337 0.68725332 0.60347527 -1.0911186
11.1118003 0.39393041 4 10.2641705 0.68745148 0.71373029 1.02512012
1.36861464 -0.4164457 4 1.26944377 0.68772622 0.69845964 -1.0846424
4.71258661 -0.559455 4 7.61753247 0.68774078 0.60569475 -1.101112
4.49688107 -0.5217111 4 6.77319859 0.68785745 0.62942675 -1.0779577
5.96424218 -0.5085019 4 6.26497482 0.68791805 0.63786403 -1.042786
6.76122936 0.52079349 4 7.8360413 0.68808646 0.63001068 1.05821409
3.66255655 0.35166063 4 3.05676385 0.688088 0.74283605 1.06933132
5.26575495 -0.396776 4 5.13773313 0.6882576 0.71179109 -1.0253987
2.12822819 0.35415191 4 2.02384443 0.68834406 0.74110546 1.07451034
5.37826995 -0.5518976 4 7.41286219 0.68835015 0.61040121 -1.0942136
2.06584948 -0.4934624 4 2.65463987 0.68846528 0.64755166 -1.0832826
2.06584948 -0.4934624 4 2.65463987 0.68846528 0.64755166 -1.0832826
2.06584948 -0.4934624 4 2.65463987 0.68846528 0.64755166 -1.0832826
1.3558945 -0.4768474 4 1.49649444 0.68846915 0.65835307 -1.2101248
1.3558945 -0.4768474 4 1.49649444 0.68846915 0.65835307 -1.2101248

2.65531614 0.46804586 4 2.70915367 0.68855403 0.66411623 1.03150338
1.81901008 0.41582628 4 1.60899618 0.68867032 0.69887749 1.05014518
1.21634593 0.4337408 4 1.09451257 0.68870701 0.68684497 1.0321076
1.33699196 -0.4363701 4 1.00111524 0.68874525 0.68508824 -1.0999665
7.39862383 -0.5562634 4 10.267811 0.68881809 0.60767953 -1.0929599
12.4801886 -0.4762195 4 14.3365732 0.68885261 0.65876324 -1.0309552
125.63314 0.27704804 4 106.906138 0.68887415 0.79547102 1.08329351
6.7368034 -0.4741002 4 6.85686222 0.68898482 0.66014883 -1.022437

15.3201293 -0.1462954 4 7.58321218 0.68902658 0.89076498 -1.2340008
23.1235292 0.35253484 4 21.9455386 0.68917662 0.74222856 1.04036937
18.5943177 -0.3718909 4 17.3483713 0.68917702 0.72883701 -1.0336383
4.28369984 0.5119548 4 6.06626883 0.68921092 0.63565203 1.07191603
1.49509043 0.47951726 4 1.6412955 0.68930891 0.65661046 1.06247055
2.54214905 -0.4606477 4 2.88164723 0.6893183 0.6689823 -1.0472245
2.79220731 -0.1371721 4 1.24787751 0.68940305 0.89752225 -1.3816244
10.5562958 -0.1306889 4 5.98268784 0.68973867 0.90233051 1.38369209
7.87258535 0.39082981 4 7.83853387 0.68977823 0.71584621 1.02125992
26.0331622 -0.1634747 4 24.5120504 0.68980255 0.8780718 1.31149732
13.794805 0.09156418 4 17.033342 0.68980946 0.93144655 1.1424433



1.03824608 -0.4237064 4 1.07154964 0.68993618 0.69357124 -1.0318235
1.32883698 -0.4352954 4 1.33483906 0.68993631 0.68580603 -1.0139815
4.73657648 0.35822355 4 4.81361832 0.69003712 0.73828104 1.04030947
1.17993349 0.42538159 4 1.15234475 0.69019879 0.69244592 1.02432421
1.04592506 0.43328117 4 1.2611879 0.6904877 0.68715232 1.0359236
35.165411 0.10741025 4 20.1810666 0.69050454 0.91963535 1.23478426

2.57637387 0.44926703 4 2.77232471 0.69055497 0.67650635 1.02969998
11.7686183 0.46565965 4 13.1093313 0.69062643 0.66568358 1.02641766
15.8510407 -0.5757364 4 27.0288219 0.69063973 0.59563361 -1.0980984
2.51032653 -0.3597826 4 2.61325564 0.69066056 0.7372009 -1.057231
1.55506496 -0.433651 4 1.69308373 0.69067237 0.68690504 -1.030828
1.72229515 -0.4326704 4 1.0578508 0.69074611 0.68756082 -1.17495
1.7550921 0.45208837 4 2.13726075 0.69075339 0.67463678 1.07129174

9.24166281 0.32486528 4 6.89943168 0.69080233 0.76156381 1.08675181
22.7171662 0.33730659 4 18.1932602 0.69080416 0.75284272 1.05981826
125.332945 0.18369766 4 75.8784353 0.69084545 0.86318682 1.16395374
107.144184 -0.5093681 4 133.901028 0.69085047 0.63730868 -1.0494988
1.47723533 -0.4438418 4 1.02979758 0.6908827 0.68010932 -1.1437489
2.58461945 -0.4993033 4 2.77634671 0.69088666 0.64377907 -1.0573577
2.99548129 0.38564479 4 2.49996059 0.69094573 0.71939149 1.07551123
1.17010035 -0.430993 4 1.00495187 0.69101601 0.68868347 -1.0434821
3.76908107 -0.3990776 4 3.47331968 0.69125527 0.71022462 -1.0289951
20.8214627 -0.2692477 4 43.6126749 0.69132828 0.80105713 1.23675744
5.53118958 0.35632055 4 5.26743974 0.69133432 0.7396005 1.0484025
3.02327185 0.49679316 4 4.5192413 0.69145218 0.64539879 1.07389677
13.0425675 1.01066128 4 296.666493 0.69149045 0.36934817 1.31629958
14.2186447 0.27612278 4 11.5448716 0.69165493 0.79613288 1.10037412
12.5435251 -0.5425059 4 13.0277698 0.69165783 0.61628189 -1.0533707
17.0241882 0.27629527 4 17.8096921 0.69173599 0.79600947 1.0665927
7.64179991 0.36374384 4 7.3343435 0.69174268 0.7344597 1.0332148
40.7802537 -0.2909573 4 33.7174794 0.69176088 0.78554703 -1.081219
40.0440113 0.31436295 4 40.3352099 0.69179584 0.76895927 1.04823963
7.47602158 0.3324608 4 6.28645771 0.69215701 0.75623431 1.0721517
9.30433589 0.15183534 4 9.04618042 0.69219568 0.88666714 1.13424913
7.0835725 -0.552178 4 9.39260906 0.69220328 0.61022619 -1.0805624
6.9363709 -0.5616415 4 10.8231701 0.69228619 0.60433731 -1.0947744

1.00746092 0.41659502 4 1.23539132 0.69229326 0.69835892 1.09485819
2.2933129 0.4014476 4 2.04614602 0.69245605 0.7086133 1.04579156
3.4105607 -0.3609455 4 2.69950636 0.69248173 0.73639564 -1.1024509

3.82985617 -0.5005169 4 4.02122925 0.69279002 0.64299689 -1.0494348
1.04741784 0.43124468 4 1.22139258 0.69281875 0.68851494 1.05009372
2.31091109 -0.5155911 4 3.00421458 0.69301272 0.63332751 -1.0858025

2.765202 -0.3634872 4 2.22346135 0.69304117 0.73463715 -1.1031716
4.07247859 -0.3686595 4 3.75567517 0.6930591 0.7310647 -1.0506086
1.33928043 -0.4547329 4 1.44380916 0.69306186 0.67288695 -1.0437044
3.11772936 -0.4778627 4 3.01480562 0.69308587 0.65769009 -1.0404666
1.75977283 -0.3674491 4 1.85196551 0.69314123 0.73189996 -1.0696891
4.10055287 -0.4704006 4 4.24968756 0.69325586 0.66257157 -1.031379



4.99979434 0.3965231 4 4.55269197 0.69327959 0.71196336 1.02781677
1.01130517 -0.4301743 4 1.16688011 0.69333748 0.68923174 -1.0400539
1.68890201 0.41735757 4 1.52862219 0.69341998 0.69784472 1.02354403
1.23239091 -0.4457597 4 1.0353725 0.69352135 0.67883443 -1.0985197
122.273747 -0.0087329 4 71.9039181 0.69365516 0.99345045 -1.2543647
5.14660878 0.4620102 4 5.17606226 0.69372257 0.66808467 1.02294051
5.58100381 0.34747439 4 5.15152773 0.69377378 0.74574819 1.04599911
2.80656869 -0.5306119 4 4.09059999 0.69396802 0.62377959 -1.1154067
1.24230263 0.41071249 4 1.19572621 0.69397545 0.70233217 1.02285473
1.35970775 0.47409281 4 1.33009392 0.69398209 0.66015367 1.11705186
1.15364528 0.43051317 4 1.02610059 0.69399245 0.68900474 1.07812904
5.5603715 -0.2691169 4 2.97037957 0.69401407 0.8011509 -1.185906

6.79179782 0.31108296 4 7.15897751 0.69433534 0.77127511 1.05532448
2.4855341 0.36754651 4 1.57723593 0.6943507 0.73183274 1.10557126

3.25097224 0.36496302 4 2.29236373 0.69436773 0.73361698 1.07904407
6.0764096 -0.3298178 4 5.96746303 0.69438007 0.75808697 -1.0503

1.73696503 0.41841285 4 1.12197975 0.6944332 0.69713345 1.16415817
14.1466055 0.33715738 4 12.2548583 0.69452498 0.75294705 1.05030472
270.061504 0.48178533 4 285.788232 0.69457875 0.65513219 1.02776911
6.58040872 -0.3040866 4 5.46285123 0.69461186 0.77622448 -1.0851538
6.84881051 -0.5211375 4 8.0346674 0.69461359 0.6297917 -1.0605072
8.16389639 0.36842908 4 7.00838794 0.69461742 0.73122368 1.04540527
1.05740304 -0.4248835 4 1.26000348 0.69473738 0.69278042 -1.0508431
1.84099222 -0.4057769 4 1.04092437 0.69486109 0.70567469 -1.1283537
4.36837379 0.29676917 4 3.62740146 0.6948684 0.7814148 1.12791011
1.64195537 0.45772955 4 1.80391109 0.69497058 0.67090716 1.04292614
2.20147488 0.46467131 4 2.58816627 0.69506451 0.66633337 1.06817493
11.6314838 -0.2831339 4 12.3901136 0.69519712 0.79112296 -1.0627678
1.56120992 -0.4159519 4 1.37706279 0.69532017 0.69879273 -1.0371535
1.03713555 -0.4156697 4 1.02239098 0.69532652 0.69898311 -1.0218739
2.86089244 -0.1162569 4 2.6892306 0.6953548 0.91305194 -1.2083486
12.2277647 0.34274471 4 10.0170379 0.69539139 0.74904457 1.05910585
9.8496355 0.09680232 4 5.93404166 0.69544036 0.92753965 1.29468581
1.823564 0.44866575 4 2.23283047 0.69567941 0.67690515 1.06184779

2.5401597 -0.3999666 4 2.32193677 0.6956936 0.70961994 -1.0384516
1.5724548 0.41155748 4 1.2806591 0.6957645 0.70176072 1.07916465

6.93965528 0.37498708 4 6.89489176 0.69583396 0.72670552 1.02490745
16.0128383 0.51189576 4 19.644739 0.69584139 0.63568981 1.05588924
3.69617572 -0.4571701 4 4.02557471 0.6958427 0.67127654 -1.0278819
1.46232048 -0.4553303 4 1.56524948 0.6958621 0.67249205 -1.045425
40.2654819 0.28906623 4 33.6386908 0.69587787 0.78689345 1.07577642
1.05138561 -0.4275853 4 1.16013934 0.69589582 0.69096706 -1.0384202
1.48086859 0.32878907 4 1.2860445 0.69593953 0.75880861 1.14570365
2.39602348 0.4396858 4 2.47923142 0.69596226 0.68287634 1.01718856
1.65246605 0.4060288 4 1.38686867 0.69601297 0.70550393 1.04339434
1.29168326 -0.428725 4 1.59157894 0.69602231 0.69020286 -1.0781677
1.13915038 0.44582483 4 1.13919903 0.6960352 0.67879114 1.08936425
1.06042133 -0.4828131 4 1.5554235 0.69603622 0.65446297 -1.2730187



3.30107238 -0.3460962 4 2.06301762 0.69609131 0.74670805 -1.12401
16.1954152 0.2866989 4 17.2606897 0.69612354 0.78858021 1.05575404
1.85958482 0.34125371 4 1.77721087 0.69634059 0.75008508 1.08545497
1.75207267 0.39445626 4 1.56107044 0.69640213 0.71337174 1.03842918
49.0456069 0.27702859 4 49.1974188 0.69641461 0.79548494 1.05705859
4.12179603 -0.3112479 4 3.52753508 0.6964329 0.77115861 -1.0868993
2.53190875 0.49276504 4 2.705137 0.69644584 0.64800296 1.05811683
2.01932055 -0.440354 4 2.3211768 0.69648217 0.68243102 -1.0327545
44.4967659 -0.3427777 4 42.0358623 0.69649166 0.74902158 -1.0365944
46.2839377 -0.3482647 4 38.3402892 0.69649224 0.74519803 -1.0459302
1.85930587 0.38708697 4 1.65039774 0.69650197 0.71840453 1.0461393
1.1413656 0.4511891 4 1.86601546 0.69657756 0.67523238 1.11264961

127.822217 -0.0010292 4 68.3152905 0.69659467 0.99922806 -1.2761051
27.5314254 -0.5358217 4 37.6410542 0.69660254 0.62048862 -1.0717625
1.69895417 0.48344942 4 2.56345698 0.69666747 0.65404879 1.08911705
1.55536986 -0.4828575 4 2.10125876 0.69676477 0.65443405 -1.1347381
4.46995238 -0.4795154 4 4.37924542 0.69681555 0.65661165 -1.0373404
7.08964083 -0.533924 4 7.07633378 0.69682276 0.6216861 -1.0617958
5.82138685 0.34971123 4 4.31614656 0.6968302 0.7441915 1.06638596
277.959567 0.32532582 4 286.112397 0.69687021 0.76124021 1.03497288
3.34529072 -0.3164379 4 3.22545185 0.69692856 0.76749575 -1.0801855
6.6212111 -0.6148853 4 41.4891817 0.69701372 0.5718872 1.36304375

4.95631286 -0.5303789 4 6.22829827 0.69701958 0.62392701 -1.0744548
14.0800863 -0.480475 4 14.4354225 0.69712344 0.655986 -1.0300418
3.48013469 0.35411621 4 2.80191513 0.69717572 0.74113025 1.06372491
19.7321749 0.32763048 4 16.8925401 0.69728621 0.7596217 1.05202433
2.49212229 -0.3848022 4 2.25031006 0.69733301 0.71996845 -1.0553999
3.47849591 -0.4521765 4 3.98891097 0.69764702 0.67457843 -1.033537
5.24193999 -0.482395 4 5.46567859 0.6976853 0.65473518 -1.0403544
1.72616325 -0.3397 4 1.41426126 0.69769516 0.75117001 -1.1233384
2.00646199 -0.4470499 4 1.96244794 0.69772858 0.67797748 -1.0362106
2.77994609 -0.4902302 4 3.05832706 0.69788425 0.64964488 -1.054546
6.5078234 -0.5307279 4 7.20984134 0.69819139 0.62370617 -1.063033

3.01543028 0.37427161 4 2.96356796 0.69821889 0.72719779 1.02941325
7.17690869 -0.5295568 4 9.32079776 0.69826262 0.6244474 -1.0710853
2.37128879 -0.4594029 4 2.72315657 0.6983433 0.66980302 -1.0616152
2.57826014 0.36185501 4 2.49216309 0.69836177 0.73576618 1.06403009
5.91985007 0.32975193 4 5.94015391 0.69837246 0.75813317 1.05168522
2.13907415 -0.3891984 4 2.15406052 0.69839994 0.71696079 -1.0259432
36.2443153 0.33486158 4 30.2982499 0.69840061 0.75455316 1.05320556
1.98656468 -0.4631755 4 2.10490545 0.69848648 0.66731748 -1.0437517
21.6674858 0.30630423 4 22.228833 0.69852085 0.77465429 1.04430176
6.31039284 0.34326457 4 5.40024245 0.6986013 0.74868193 1.06374892
1.04279861 0.40287269 4 1.01748584 0.69863595 0.70764532 1.06144198
4.24567965 0.38566527 4 3.91197269 0.69867117 0.71937747 1.03203315
9.46788121 -0.5310777 4 9.84738925 0.69867241 0.62348494 -1.0589856
2.27125018 0.48117444 4 2.71539354 0.69869608 0.65553016 1.07700094
3.52684119 -0.4761402 4 3.86652404 0.69883383 0.65881507 -1.0430772



125.74318 0.30187162 4 117.605735 0.69885189 0.77779412 1.0513355
1.22481469 0.36993655 4 1.07443553 0.69887806 0.73018392 1.1130313
5.35890019 0.3158862 4 3.8838915 0.69889571 0.76788477 1.1035757
2.79828342 -0.3604566 4 2.52627628 0.69892938 0.73673413 -1.0740575
2.08521606 0.3149825 4 1.91717862 0.69899757 0.76852216 1.17644925
3.65395651 0.36907414 4 2.86872406 0.69900006 0.73077867 1.05333847
4.74251385 0.46132593 4 5.54879134 0.69911898 0.6685354 1.03865591
11.2083465 0.97659546 4 18.283028 0.69914064 0.38406707 1.26907074
5.53744759 -0.2767414 4 5.12063528 0.69915072 0.79569035 -1.077689
4.41169974 -0.4733887 4 4.76720086 0.69928909 0.66061439 -1.0366877
1.59341146 -0.4093426 4 1.41632107 0.69930174 0.70325912 -1.0346244
5.50603107 0.28074739 4 5.36654338 0.69945358 0.79282694 1.07631836
3.72697733 -0.3095442 4 2.18390971 0.69948285 0.77236252 -1.1693201
1.80218386 -0.3558911 4 1.37475334 0.6996343 0.73989838 -1.0996872
1.44903915 -0.3939771 4 1.43454427 0.69968771 0.71369846 -1.0435438
1.59568927 0.36283072 4 1.08636197 0.69969641 0.73509116 1.12874149
150.911943 0.34499392 4 134.598057 0.69977031 0.74747616 1.03829011
1.70651591 -0.4567701 4 1.90278516 0.69986162 0.6715407 -1.0482576
1.34749136 -0.4406571 4 1.36316088 0.69987047 0.68222909 -1.151447
3.18463066 0.50412463 4 3.5271532 0.70000446 0.64067477 1.06312465
2.23440299 0.44002333 4 2.63092807 0.70004175 0.68265139 1.04079727
1.4734062 0.38448678 4 1.57298086 0.70006564 0.72018446 1.0531488
2.5227798 0.39265001 4 2.36645315 0.70016091 0.71460368 1.02155765

2.43573558 -0.4315642 4 2.63734435 0.70017526 0.68830105 -1.0288877
68.6351366 0.34102066 4 60.4390178 0.70018692 0.75024777 1.04059684
4.58389014 0.30463621 4 4.54670163 0.70027582 0.77583522 1.06265218
18.551128 0.33027473 4 14.5403054 0.70028026 0.75776653 1.05770597

12.6535763 -0.3210423 4 10.962505 0.70029427 0.76425238 -1.0529367
7.51526244 -0.3669854 4 7.07121483 0.70030828 0.7322201 -1.0298849
36.3182895 -0.6137013 4 64.22226 0.70032634 0.572596 -1.1145289
3.10410316 -0.3835493 4 2.87561034 0.7003298 0.72082672 -1.0353858
6.03652945 -0.4717593 4 5.97978015 0.70034782 0.66168124 -1.0319368
22.3952672 0.27014844 4 19.3202114 0.70044683 0.80041133 1.07946032
5.97084216 -0.3626652 4 5.69365113 0.70045316 0.73520566 -1.0292635
9.80793778 0.30584354 4 9.75095144 0.70047113 0.77498038 1.04800431
9.38108775 0.11615172 4 10.065049 0.7006496 0.91313019 1.14495799
4.68620062 0.4432365 4 4.66913546 0.70071529 0.68051192 1.01845064
63.6435366 -0.4732647 4 74.7516126 0.70071786 0.66069554 -1.0361755
1.74366911 0.5381592 4 3.34208993 0.70078643 0.61901548 1.14085606
1.00773948 0.40861558 4 1.12177338 0.70084645 0.70375128 1.05371548
2.32176629 0.37411384 4 1.60945424 0.7008823 0.72730637 1.07803519
4.62241498 0.29117993 4 4.87075919 0.7010149 0.78538859 1.07468781
38.4404844 -0.5138371 4 52.5547993 0.70102549 0.6344481 -1.0619613
1.93275403 0.38117366 4 1.4518099 0.70105182 0.72245552 1.0704365
2.1996884 0.38236145 4 1.81300248 0.7010638 0.72164092 1.04657875

27.4632757 0.33403188 4 24.3897942 0.70109754 0.75513397 1.04549638
3.41279112 0.43808489 4 3.85216328 0.70126146 0.68394383 1.02764339
2.50354522 0.45880995 4 2.45505745 0.70131664 0.67019417 1.04551546



2.6375525 0.3162073 4 1.69568962 0.70135559 0.76765835 1.20830292
2.4411958 0.37158966 4 2.31761792 0.70136225 0.72904452 1.03350478

60.0687838 0.50850544 4 65.8538513 0.70137236 0.63786177 1.04411522
1.02138426 0.41007965 4 1.05456596 0.7014075 0.7027603 1.05294904
2.49642897 0.36185181 4 2.31568305 0.70142626 0.73576839 1.07021128
1.33290914 -0.3448322 4 1.03774492 0.70144547 0.74758891 -1.1378888
7.40447338 -0.3362497 4 6.5078097 0.70150898 0.75358188 -1.048033
2.75346646 0.37817834 4 2.71806541 0.70155251 0.72451172 1.03163897
2.75959516 -0.2455894 4 2.98893147 0.70156823 0.81808634 -1.1326887
5.24059151 -0.3720149 4 4.6392887 0.7016031 0.72875156 -1.0370958
1.03969742 -0.3832526 4 1.12862678 0.70163248 0.72103002 -1.1982039
45.7940711 0.32798316 4 44.5958878 0.70163573 0.75937415 1.03655578
1.04712916 -0.4075583 4 1.09905085 0.70182324 0.70446733 -1.0229329
3.76279705 -0.3695154 4 3.07543772 0.70185004 0.73047432 -1.0489156
4.59253289 -0.4921764 4 5.4274917 0.701922 0.64838405 -1.0592987
36.7354411 -0.6126832 4 38.6144027 0.70205887 0.57320596 -1.0842973
1.40381453 0.36820748 4 1.35522119 0.70206729 0.73137658 1.0729003
14.2049939 0.32788775 4 11.8815712 0.70210554 0.75944112 1.05888245
3.56673424 -0.4540211 4 3.91588391 0.70216946 0.67335768 -1.0411241
1.01052213 0.40592484 4 1.04147385 0.7022285 0.70557441 1.01976892
1.65079943 -0.3798176 4 1.73818572 0.70224924 0.72338608 -1.0451363
4.34335986 -0.4628029 4 4.41297903 0.70225232 0.66756275 -1.0301441
15.5816578 0.36010704 4 15.5440508 0.70225683 0.73697619 1.02314936
2.77222008 -0.8993943 4 71.091191 0.70232955 0.4192921 -1.2632088
1.06705229 -0.413639 4 1.24490036 0.70254961 0.70035408 -1.0352902
13.4917689 -0.0800864 4 8.24012941 0.70256075 0.94001533 -1.261546
10.4212117 -0.5745793 4 11.3569498 0.70269366 0.59634504 -1.077437
4.09928832 0.31241013 4 2.78528164 0.70269646 0.77033771 1.1025422
2.41265537 0.48464001 4 2.71545271 0.70285078 0.65327429 1.06947991
2.18231224 -0.3424263 4 1.64987075 0.70285146 0.74926671 -1.0912313
8.9665026 0.48572544 4 9.07242318 0.70285233 0.65256866 1.03516519

3.95735606 -0.3476083 4 3.30708815 0.70285375 0.74565494 -1.071803
2.51535994 -0.4581549 4 3.13997279 0.70292754 0.67062641 -1.0684849
12.4414192 0.58798882 4 15.5459306 0.70295316 0.58813349 1.09316808
14.9967724 0.58595033 4 17.8343891 0.70297078 0.58937704 1.08519278
150.815327 -0.5423051 4 203.284012 0.70299527 0.61640802 -1.0706235
13.0025256 -0.5365478 4 13.5092589 0.703027 0.62003077 -1.0560445
2.78616058 0.47982036 4 2.77511045 0.70303338 0.6564128 1.06342949
4.51723156 -0.4675549 4 4.54093339 0.70322991 0.66443857 -1.0332842
8.17649497 0.23569675 4 5.68846645 0.70333181 0.82524392 1.14525041
4.15407849 -0.4323308 4 4.45769255 0.70335369 0.68778806 -1.0204967
4.78868437 -0.331505 4 4.82898138 0.70338093 0.75690407 -1.0424686
1.54119619 -0.4163021 4 1.69055338 0.70338968 0.69855652 -1.0366968
1.66700942 0.36880361 4 1.51355563 0.70359025 0.73096529 1.05170026
10.4884267 0.46859062 4 10.5276281 0.70360445 0.66375871 1.02922767
1.88063317 -0.4522289 4 1.83743534 0.70366146 0.67454371 -1.050949
4.14740966 -0.512018 4 5.14638845 0.7036686 0.63561161 -1.0700293
2.03518018 0.36644555 4 2.07823579 0.70369699 0.73259285 1.04549286



2.13191548 -0.4672279 4 2.64250263 0.70379216 0.66465329 -1.0900373
14.8219772 0.37844355 4 14.1614302 0.70379782 0.72432954 1.01703915
1.05284702 0.39886473 4 1.10242825 0.70384551 0.7103694 1.06266588
1.00656659 -0.398489 4 1.03495042 0.70384836 0.71062507 -1.0493624
1.01845224 0.41407423 4 1.00192652 0.7039193 0.70006012 1.04592363
1.24667576 0.39442746 4 1.04113324 0.70394274 0.71339137 1.06501211
14.3104513 -0.3844279 4 13.7897575 0.70396853 0.72022479 -1.0139048
5.07451196 0.45735545 4 5.54383055 0.70399652 0.67115415 1.03519544
4.52535763 -0.5068562 4 4.78379291 0.7042418 0.63891989 -1.056022
1.37105214 -0.3913138 4 1.36240204 0.70432713 0.71551575 -1.0342864
2.02802733 0.38709291 4 1.64103666 0.70432936 0.71840047 1.05686868
14.5458317 -0.5801925 4 16.8013857 0.70443143 0.59289875 -1.0830955
3.81044179 0.33516458 4 3.81199759 0.70459147 0.7543411 1.05232605
3.94329201 0.54063708 4 5.34501506 0.70462781 0.61745626 1.09245614
2.0948798 -0.4499927 4 2.20127345 0.70465162 0.67602522 -1.0370409

2.54214058 -0.271685 4 2.42478265 0.7049305 0.79931011 -1.1561039
29.9543276 0.33047691 4 29.6977343 0.704983 0.75762477 1.0315055
3.14294966 0.36077445 4 2.35109891 0.70501945 0.73651407 1.0605176
2.35771664 -0.3871693 4 2.32130851 0.70509049 0.71834824 -1.0225776
20.3358546 0.27520996 4 17.383056 0.70518272 0.79678602 1.07557459
5.92459881 -0.8049544 4 56.9142779 0.70530501 0.46596869 -1.2121618
1.5243064 0.46157905 4 1.72840861 0.70531526 0.66836865 1.09237242

2.94668778 0.35778609 4 2.37256591 0.70546033 0.73858426 1.08086287
1.737445 0.48859258 4 2.01288736 0.70549524 0.65070687 1.09127506

2.18976103 -0.4494757 4 2.2100387 0.70551101 0.67636796 -1.0468096
1.31981807 0.38515075 4 1.21661205 0.70554591 0.71972974 1.03984711
7.72167225 0.00661599 4 8.78426626 0.70557905 0.99503805 1.17869569
2.93484314 -0.7791409 4 17.7733921 0.70559855 0.47941887 -1.2409384
583.736028 0.46018334 4 665.162411 0.70565724 0.66928842 1.02971362
1.16042444 -0.4052197 4 1.29911098 0.70568682 0.70605257 -1.0472913
1.43237602 0.39858144 4 1.11280252 0.70577798 0.71056214 1.06390496
3.06404756 -0.484306 4 3.11120121 0.70578728 0.65349149 -1.0620684
6.72139728 0.34733848 4 5.63884055 0.70589642 0.74584283 1.04352458
285.841053 0.55423069 4 174.337155 0.70603514 0.6089458 -1.5370963
5.01027314 -0.6076729 4 5.25192304 0.70604541 0.57621409 -1.1156909
9.95654333 0.43102168 4 10.4555042 0.70605291 0.68866423 1.01577395
1.73184417 0.39001517 4 1.63496817 0.7061858 0.71640266 1.02690538
1.54387569 -0.4180526 4 1.74247054 0.70621653 0.69737619 -1.0252188
8.59505245 0.52934818 4 13.4321252 0.70626964 0.62457947 1.08416976
1.33245067 -0.4009152 4 1.06314571 0.70633579 0.7089751 -1.0751425
1.72949458 0.42614965 4 2.0047489 0.7063419 0.69193029 1.03678074
34.3867648 -0.4748777 4 41.1527574 0.70640622 0.65964031 -1.0413986
1.70187515 0.33147959 4 1.90976662 0.70648757 0.75692188 1.09144602
1.54506953 0.39422946 4 1.00962413 0.70653066 0.71352637 1.09415787
4.00425078 0.32992405 4 3.03301252 0.70653259 0.75801245 1.08728837
4.97706963 -0.4746086 4 5.61769595 0.70653726 0.65981627 -1.0484978
6.77555937 0.32432526 4 5.60646878 0.70666045 0.76194334 1.06911968
1.05817026 0.41089921 4 1.21866064 0.70669028 0.70220587 1.2444749



1.71163112 -0.370455 4 1.66497041 0.7067634 0.72982652 -1.0414625
1.69317091 0.44906064 4 1.87889122 0.70679399 0.67664322 1.07247206
26.6780195 0.11129653 4 25.2277038 0.70683591 0.91674231 1.12638006
2.22760792 0.38197827 4 1.96147529 0.70690108 0.72190366 1.05332888
1.3181021 0.43457293 4 1.82097468 0.70696685 0.68628874 1.0762213

4.41790913 0.34859152 4 3.81225748 0.70700993 0.74497056 1.0577568
1.43468898 0.37496362 4 1.17710386 0.70711202 0.72672165 1.07999346
1.01838213 0.44627234 4 1.79101444 0.70722451 0.67849386 1.11694199
2.0006146 0.45254798 4 2.54333498 0.70724773 0.67433249 1.07687074
34.538479 -0.3325938 4 30.7219446 0.70730554 0.75614115 -1.0398783

1.87647145 0.31743275 4 1.86585147 0.70734869 0.76679448 1.08848974
2.43803726 -0.4206257 4 2.49227988 0.70736251 0.69564316 -1.0205351
1.17352573 0.40218904 4 1.38526888 0.70738532 0.7081096 1.06264894
6.98012218 -0.5547331 4 12.97182 0.70739165 0.60863268 -1.1040433
9.16614516 0.36824622 4 9.08333927 0.70741463 0.73134985 1.01799956
2.58896409 0.3627678 4 2.46225492 0.70746822 0.73513468 1.0387725
1.05018245 0.41006881 4 1.3173143 0.70749734 0.70276763 1.0528162
1.12852863 -0.4067225 4 1.1740913 0.7075289 0.70503374 -1.0592031
3.32183343 -0.5482926 4 5.0415814 0.70755744 0.61265438 -1.1126097
1.11102068 0.43880231 4 1.25146757 0.70755882 0.68346534 1.07128366
3.00754987 0.43483311 4 3.19914825 0.7075623 0.68611487 1.02410401
2.07056139 -0.4569537 4 2.15044099 0.70759789 0.67141947 -1.067073
2.82895738 0.4611809 4 3.49498116 0.70762996 0.66863096 1.05318653
3.65394968 0.34213293 4 2.82909842 0.70764657 0.74947143 1.07122928
1.82542825 0.38412009 4 1.40349036 0.70769556 0.72043564 1.05389692
2.08557575 0.42261175 4 2.31276543 0.70771792 0.69430707 1.03861618
2.01991451 -0.457946 4 1.88849261 0.70773916 0.67076428 -1.0647645
2.46452252 -0.448579 4 2.47613503 0.70775577 0.67696273 -1.0467428
1.29732016 0.44359842 4 1.17447558 0.70776322 0.68027117 1.17137501
3.89278709 0.35471341 4 3.76916418 0.70777337 0.74071566 1.03562986
6.4209341 0.26054815 4 6.06155409 0.70790465 0.80730418 1.07597995

18.3130259 0.52214726 4 20.4701942 0.70793074 0.62914931 1.05662342
18.3130259 0.52214726 4 20.4701942 0.70793074 0.62914931 1.05662342
7.10100447 0.36291812 4 6.24373065 0.70799986 0.7350307 1.02934169
30.681468 0.28599224 4 30.3495544 0.70801554 0.78908399 1.04860689

15.1652357 0.36419655 4 13.5610208 0.70814011 0.73414672 1.02512585
42.0739417 -0.5082631 4 57.2031117 0.70820826 0.63801719 -1.0618314
1.24690553 -0.4200998 4 1.53060121 0.7082953 0.69599723 -1.1064748
2.06031973 -0.3657206 4 2.0713478 0.70838341 0.73309357 -1.0467286
1.57091711 -0.3581622 4 1.68681479 0.70843146 0.73832354 -1.0699158
1.28747199 -0.4442537 4 1.4359142 0.70845086 0.67983541 -1.061849
2.27215985 0.38402107 4 2.09906621 0.70847036 0.72050348 1.0351383
1.27512821 -0.40703 4 1.17032273 0.70865984 0.70482531 -1.0411306
4.00199849 -0.3600206 4 3.41640178 0.708824 0.73703602 -1.0419766
7.75633689 1.13327849 4 77.4284369 0.70885382 0.32041781 1.37339641
5.95833053 -0.4880321 4 7.40240295 0.70901528 0.65107058 -1.0555857
32.3185386 0.28633971 4 25.3188192 0.70902305 0.78883626 1.06758796
34.8761137 0.33977277 4 34.687189 0.70909725 0.75111921 1.02383647



1.52626011 0.3941592 4 1.36106348 0.70920724 0.71357428 1.02617655
1.84208596 0.35495707 4 1.62858723 0.70924002 0.74054654 1.05449513
8.23943384 0.50567297 4 8.13446246 0.70940906 0.63967971 1.04975277
136.197826 0.27908509 4 124.05277 0.70945502 0.79401465 1.0561499
3.33618641 -0.3621626 4 3.10750669 0.70951042 0.73555334 -1.0392052
3.42224355 0.3568719 4 3.23812498 0.70951855 0.7392181 1.03513221
8.70819907 0.31742674 4 8.59093502 0.70957121 0.76679871 1.04248382
19.1866864 -0.4973986 4 18.9983394 0.70959453 0.6450079 -1.0411196
1.50354341 0.35456321 4 1.21311804 0.70959884 0.74081992 1.08394802
59.7036184 -0.5442836 4 73.7744922 0.70961025 0.61516608 -1.0707135
29.2185147 -0.265244 4 21.3804102 0.70969689 0.80392994 -1.0850964
8.8950491 0.31729396 4 7.41867575 0.70972517 0.7668923 1.05296585

11.7084489 0.30473104 4 9.44868654 0.70972834 0.77576806 1.06862841
1.02246919 -0.4166286 4 1.17323784 0.70983223 0.69833625 -1.0487453
7.16145215 0.34238721 4 5.97562856 0.70987801 0.74929399 1.0432524
4.20325121 -0.2727654 4 3.46148365 0.70987985 0.7985362 -1.1208314
4.68544122 -0.4403785 4 5.60543234 0.71002491 0.68241471 -1.0340381
1.53020538 0.44928072 4 1.6648408 0.71008718 0.67649726 1.0585986
2.12822993 -0.3274711 4 1.86229489 0.71009006 0.75973361 -1.0807107
2.81936278 0.44659465 4 3.54901728 0.71028623 0.6782798 1.04639036
5.4801872 -0.2471172 4 3.94394573 0.71035512 0.81698285 -1.1427999

2.82593291 0.33562173 4 2.81749107 0.71043168 0.7540212 1.04586487
6.46780045 -0.6024486 4 14.1740032 0.71045496 0.57936189 -1.1353541
1.3134993 0.40330141 4 1.00571659 0.7104986 0.70735425 1.08350793

5.52280976 0.34741645 4 5.5194802 0.71051027 0.74578854 1.02757324
3.17483471 -0.4666717 4 3.64754345 0.71052706 0.66501859 -1.0540465
2.21927088 0.31651893 4 2.32639659 0.7105472 0.76743863 1.08238275
1.64756848 0.44346149 4 1.76890245 0.71062869 0.68036225 1.04834711
1.81159092 -0.4225666 4 2.06602946 0.71072868 0.69433747 -1.0378969
2.71231076 0.10965125 4 3.4919725 0.71095801 0.91796691 1.18143759
1.06645895 0.37738566 4 1.06435851 0.71096599 0.72505634 1.06478305
1.48285219 0.44674886 4 1.6172796 0.71096685 0.67817739 1.05925786
4.14823772 -0.2945039 4 3.41485906 0.71099131 0.78302437 -1.0976593
2.11564019 0.5038691 4 2.46017852 0.71105251 0.64083908 1.09427302
1.30503386 -0.4361854 4 1.63654958 0.71107323 0.68521154 -1.0667017
4.26150224 -0.4395804 4 4.7029157 0.71108859 0.68294659 -1.0310931
1.27269396 -0.4049886 4 1.52479305 0.71109277 0.70620936 -1.0570212
9.96895022 -0.308019 4 9.9198009 0.71114645 0.77344099 -1.0424979
3.31315124 0.19102207 4 3.1404306 0.7111491 0.85781222 1.12783308
1.30797637 0.42955284 4 1.51628495 0.71115701 0.68964804 1.05972908
3.19548319 0.34292167 4 2.85194992 0.71121398 0.74892111 1.0521186
25.8784936 -0.3153978 4 26.3085476 0.71127837 0.76822922 -1.032682
15.2429735 0.35390429 4 13.4893334 0.71130204 0.74127739 1.02837579
2.19138511 -0.4186041 4 2.44396502 0.71130465 0.69700455 -1.037764
1.69617739 0.45375942 4 1.84461373 0.71132724 0.6735308 1.05814153
1.2599371 -0.412696 4 1.24960686 0.71138406 0.70099117 -1.0447796

1.27838919 -0.4120777 4 1.25022362 0.71138906 0.70140906 -1.0371721
1.01535246 -0.3901759 4 1.00665716 0.71144472 0.71629283 -1.0667955



1.87292906 0.59518981 4 3.13443962 0.71147797 0.58375438 1.1847749
10.1251808 -0.2829729 4 7.94816566 0.71152251 0.79123789 -1.0834041
1.30657365 -0.5558207 4 2.43557018 0.71170014 0.6079552 -1.19334
68.016175 -0.3213446 4 63.9003113 0.71173074 0.76403962 -1.0335771

1.59611217 -0.422657 4 1.83687481 0.71179951 0.69427663 -1.0393773
11.9802516 -0.5145174 4 16.8551268 0.71181058 0.63401333 -1.0707425
47.7449231 -0.5593273 4 50.8745231 0.71193174 0.60577408 -1.069121
10.6566834 0.56975647 4 15.7687579 0.71196497 0.59931639 1.10210784
9.81891688 0.5335326 4 10.1587893 0.71197751 0.62193328 1.06190927
1.71096915 0.43178049 4 1.97290138 0.71202237 0.68815628 1.04883023
2.64896145 0.3336915 4 2.05077055 0.71204955 0.7553723 1.07169889
2.39909747 0.44262182 4 2.60735676 0.71219336 0.68092092 1.05157848
1.16661976 -0.4048347 4 1.23723435 0.71233443 0.70631373 -1.0453702
4.3705388 0.30604922 4 4.53031382 0.71243688 0.77483478 1.05501762

10.7746616 0.27930899 4 10.0172996 0.71248578 0.79385463 1.05565082
98.9700897 0.19068623 4 65.0788709 0.71254654 0.85805846 1.12234375
6.42493336 -0.7036375 4 6.41428753 0.71260066 0.52045945 -1.1635701
5.36879409 -0.3545227 4 5.48317435 0.71266941 0.74084802 -1.0217968
7.83245055 0.31875104 4 7.61597953 0.7126975 0.76586562 1.03800813
1.25985979 0.41984893 4 1.61210352 0.71269851 0.69616612 1.07013894
35.698141 -0.601608 4 59.4919975 0.71270398 0.57986941 -1.1074194

3.35085948 -0.4598183 4 3.59803743 0.71279251 0.66952912 -1.0488611
58.1949724 0.16595012 4 66.2048264 0.71282482 0.87624638 1.08173395
25.326299 -0.4862328 4 27.9230201 0.71290211 0.65223899 -1.0428652

2.74261131 -0.3370893 4 2.81243625 0.71300423 0.75299469 -1.0419816
5.28872684 0.38184224 4 5.20390553 0.71308662 0.72199694 1.00898763
9.98610114 0.17969553 4 9.45757422 0.71314482 0.86612737 1.1076995
1.27711848 0.40052443 4 1.11195785 0.71330901 0.70924072 1.05639456
7.30067144 0.35040608 4 6.2600955 0.71341185 0.74370823 1.03323917
3.06306965 -0.472195 4 3.25437264 0.71342628 0.66139587 -1.0502942
2.6617672 0.37981321 4 2.45651863 0.71345889 0.72338907 1.0177624

3.17876556 -0.4654849 4 3.20416875 0.71354279 0.66579842 -1.0473598
6.0226192 0.25314259 4 5.6794248 0.7136166 0.81263578 1.08753732

1.55130238 0.41739518 4 1.47567229 0.71376801 0.69781936 1.04180044
1.04732606 -0.4064459 4 1.34307392 0.71379077 0.70522115 -1.0539274
3.3376775 0.25849523 4 3.61844431 0.71382341 0.80878092 1.09436016
3.3376775 0.25849523 4 3.61844431 0.71382341 0.80878092 1.09436016

1.85001668 0.37474534 4 1.04541822 0.71390618 0.72687182 1.12287052
10.0832151 -0.3190117 4 9.19870217 0.71396014 0.76568203 -1.045516
3.19680791 0.32239451 4 3.23500796 0.71397016 0.76330093 1.04691737
75.5745146 0.30214337 4 65.1897075 0.71403486 0.77760148 1.04659397
1.54249406 -0.6178571 4 3.96202472 0.71413954 0.57011069 -1.2440256
13.8181447 -0.2832817 4 10.1405875 0.71420421 0.7910175 -1.0750128
1.35666654 0.38491485 4 1.12905715 0.71422637 0.71989128 1.04027379
30.5912756 -0.1108195 4 12.9671599 0.71458611 0.91709731 1.32997287
1.23744614 0.41063396 4 1.11287253 0.71475704 0.70238528 1.12629316
24.3284217 0.09455965 4 15.8788432 0.71478262 0.92921206 1.1851129
279.744672 0.33878941 4 263.729243 0.71502668 0.75180623 1.02451864



1.42729455 0.40787535 4 1.71899911 0.71502872 0.70425259 1.0453177
96.6707003 -0.5581516 4 105.114066 0.7151403 0.60650477 -1.0689571
1.57728099 -0.4352069 4 2.09045473 0.71521403 0.68586515 -1.0755378
3.25967459 0.31008758 4 2.20407337 0.71525313 0.77197846 1.10612221
58.2125953 -0.232266 4 59.2561187 0.71527559 0.827731 -1.059568
5.77067451 0.3557065 4 5.25401627 0.71532469 0.74002649 1.03026803
1.00015319 -0.3925481 4 1.08842094 0.71544501 0.71467323 -1.0165981
5.32914666 0.01941617 4 4.93556477 0.71553962 0.98543902 1.19580235
1.01364283 -0.4210079 4 1.26333117 0.71576144 0.69538597 -1.0938047
2.93529155 0.33249917 4 2.82132595 0.71585984 0.75620743 1.04185032
5.36950786 0.32416368 4 4.87745443 0.71588407 0.76205691 1.0424387
1.82594446 -0.4558615 4 2.49442027 0.71595569 0.67214093 -1.0750172
7.44252341 0.46599525 4 7.66071594 0.71595656 0.66546302 1.03894849
3.24653999 0.17689051 4 1.01995952 0.71602111 0.86818991 1.80328864
408.120503 0.2859819 4 359.31348 0.7160224 0.78909136 1.04990261
1.7267721 0.42546349 4 2.2645976 0.71603906 0.69239092 1.05847697

1.66242306 -0.3522342 4 1.54837503 0.71605481 0.74243748 -1.0469662
5.36599258 -0.4799134 4 5.69883517 0.71612303 0.65635215 -1.0478218
3.98840548 -0.4518542 4 4.66185889 0.71623295 0.67479187 -1.0528997
1.12912519 0.39628385 4 1.18467626 0.71631513 0.71212631 1.03166952
1.52352267 -0.3860505 4 1.38978769 0.71636538 0.71911379 -1.0372837
3.52937228 0.34736178 4 2.97135245 0.71638341 0.7458266 1.0471372
193.97588 0.98692087 4 2521.98618 0.71639039 0.37955295 1.26784659

3.19995491 -0.3477848 4 2.9577625 0.71641869 0.7455321 -1.0317851
6.7074872 0.2209961 4 7.67402884 0.71641987 0.83591803 1.07671841

34.5873474 -0.5350705 4 54.2806171 0.71649437 0.62096248 -1.0803991
3.82991736 0.34509517 4 3.30500546 0.7165545 0.74740559 1.04737497
5.62213833 0.27144355 4 5.01138786 0.71657569 0.79948313 1.07249633
4.24766762 0.44900359 4 4.36766954 0.71666781 0.67668106 1.04026069
2.21674957 -0.4509106 4 2.27224972 0.716705 0.67541691 -1.05206
1.62189609 0.44321476 4 1.76318873 0.71691051 0.68052638 1.05767704
1.66357924 -0.3743114 4 1.1910093 0.71692745 0.72717038 -1.0712738
2.56604195 0.32941568 4 2.44153876 0.71693067 0.75836901 1.04774857
17.2161709 0.28193252 4 14.2307439 0.71696792 0.79198058 1.06448451
12.4340005 0.28352298 4 12.060918 0.71703708 0.79084531 1.04925116
3.40491582 -0.3279877 4 3.13072363 0.71709434 0.759371 -1.054795
1.14226334 -0.3917796 4 1.27959245 0.7170966 0.71519773 -1.0263741
1.02913312 -0.4260941 4 1.20014895 0.71732103 0.6919676 -1.1489941
3.09125853 -0.4568901 4 2.91170193 0.71733156 0.67146146 -1.0490887
1.35662406 -0.425659 4 1.45108496 0.71737196 0.69225964 -1.0524448
83.5631257 0.32421378 4 74.2368181 0.71750355 0.7620217 1.03433334
1.1951888 -0.3952475 4 1.37193108 0.7175428 0.7128324 -1.041891

51.6695836 -0.4873635 4 62.0270367 0.71757765 0.65150459 -1.0490923
6.54238089 -0.5397091 4 8.74051025 0.71767914 0.6180399 -1.0865312
15.5039248 0.59236149 4 55.243631 0.71788906 0.5854718 -1.3110452
4.28033261 0.37419888 4 4.04109441 0.71793383 0.72724785 1.01228699
2.56889929 -0.3206315 4 1.66844034 0.71794347 0.76454146 -1.1173442
1.40514846 -0.3814932 4 1.24096189 0.71798833 0.72223635 -1.041968



9.73052099 0.10772445 4 8.98182224 0.71803124 0.91940139 1.13172958
7.85116235 0.33705579 4 6.77849112 0.71804084 0.75301809 1.03646261
1.52014449 0.40675996 4 1.79229506 0.7181244 0.70500832 1.03485347
42.5632202 0.25737106 4 37.0092379 0.7181502 0.80958998 1.06085112
2.13720121 -0.3698146 4 1.87387042 0.71815813 0.73026803 -1.037714
1.95030355 0.36272794 4 1.97453168 0.71819668 0.73516225 1.02968625
2.63157345 -0.4136115 4 2.80371594 0.71822109 0.70037261 -1.0217696
129.01459 0.48382886 4 145.848107 0.7182486 0.6538019 1.04375824

5.27539699 0.17191466 4 2.67343392 0.71829584 0.87185178 1.20084349
1.27441511 0.38104078 4 1.14534018 0.71830138 0.72254667 1.03907216
1.05430629 0.40802617 4 1.20002205 0.71832489 0.70415043 1.07245769
1.32942186 -0.3716606 4 1.34710999 0.71834047 0.72899562 -1.0296309
9.61621232 0.29812059 4 9.91318982 0.71847026 0.78045518 1.03950671
1.58441686 0.35998907 4 1.37708029 0.71849983 0.73705788 1.06092732
3.89042606 0.48024064 4 4.7712266 0.71850934 0.65613877 1.06954645
1.24888661 0.37357796 4 1.29752725 0.71851339 0.72767521 1.034
2.02717569 -0.4287371 4 2.32289546 0.71854343 0.6901947 -1.0525111
57.482925 -0.6740312 4 61.7085603 0.71854942 0.53723712 -1.1125893
6.8377375 0.34317758 4 5.84216032 0.71856052 0.74874261 1.03286143

10.9535275 -0.1888879 4 8.21776218 0.71857113 0.85937734 -1.1327582
3.38578537 -0.4706216 4 4.33041629 0.71857213 0.6624267 -1.0663128
4.31637766 -0.5069407 4 4.17267504 0.71858506 0.63886569 -1.0718914

32.97286 -0.4582756 4 35.4791093 0.71875915 0.67054675 -1.0322648
2.36416141 0.46058452 4 2.63710539 0.7189104 0.66902398 1.05768041
5.29800307 -0.42684 4 6.26967318 0.71902858 0.69146702 -1.0304482
2.41473674 0.41816522 4 2.67395511 0.71931126 0.69730032 1.03952737
1.01552708 -0.4173273 4 1.60213193 0.71932792 0.69786513 -1.0982061
1.32860948 0.38834436 4 1.32527442 0.71937226 0.71754458 1.12433364
12.1396016 0.41573452 4 13.0869344 0.71941906 0.6989394 1.01704801
2.40621864 0.55258133 4 2.12579943 0.71945681 0.60997448 1.16468691
5.21430911 0.34141128 4 4.41842724 0.71948147 0.74997508 1.03545027
1.00991956 0.39630604 4 1.02491376 0.7195036 0.7121112 1.05439555
3.77227176 0.3022208 4 3.39211824 0.71950916 0.77754659 1.05478869
5.96273527 0.44466833 4 7.19722451 0.71957047 0.67955971 1.0432991
40.7445632 0.29767211 4 32.7597028 0.71962933 0.78077358 1.0504539
20.7318646 0.18584314 4 23.0192025 0.71969818 0.86161154 1.07458655
2.84245335 0.27909928 4 2.00708165 0.71975687 0.7940045 1.11212874
2.76122766 0.31094811 4 2.96830135 0.71976005 0.77137038 1.05243995
3.33711017 -0.3049869 4 2.72206502 0.71976121 0.77558685 -1.0870453
3.47589219 0.42875914 4 3.72610714 0.71981218 0.69017996 1.03339766
4.12387711 -0.1068368 4 4.64260531 0.71984279 0.92006234 -1.1450432
1.65537416 0.35161496 4 1.50366716 0.7199734 0.74286779 1.0578624
5.59761048 -0.3495857 4 4.88580093 0.72000704 0.7442788 -1.0276656
1.90046986 0.29482186 4 1.65110068 0.72002266 0.78279837 1.09935901
2.30955079 -0.3505812 4 2.23963557 0.72015484 0.74358643 -1.0260779
30.7645117 -0.5681317 4 41.3528046 0.72023076 0.60031955 -1.0897562
1.06079551 -0.3700805 4 1.0945374 0.72023119 0.73008466 -1.1003774
23.6651958 0.32866737 4 21.0055724 0.72024561 0.758894 1.03285607



2.31972827 -0.5070265 4 2.46208486 0.72038348 0.63881058 -1.0996895
1.96675546 -0.4253852 4 2.28244082 0.72044151 0.69244346 -1.0581909
3.39183071 0.24723486 4 1.65083642 0.72055411 0.81689787 1.26155385
2.02947138 -0.0435353 4 4.17892352 0.72057651 0.96736138 1.25740297

2.129888 -0.3611772 4 1.85450897 0.72062469 0.73623527 -1.0559079
13.6888544 0.23861082 4 12.3079167 0.72083372 0.82313335 1.07234627
1.33806454 -0.42503 4 1.49356699 0.72088344 0.69268203 -1.0676626
35.7028914 0.11386815 4 22.2280713 0.72090958 0.9148288 1.15769548
4.37853703 -0.4112965 4 4.78316065 0.72092658 0.70193716 -1.0242026
1.15966554 -0.4206155 4 1.82098257 0.72096452 0.69565003 -1.0911788
1.84924002 0.54495333 4 4.18422509 0.72099773 0.61474604 1.16571273
5.17947955 0.42415367 4 5.45384655 0.7210101 0.69327068 1.0241177
9.34713833 -0.4415823 4 9.28716947 0.72106239 0.68161294 -1.0266703
1.29011106 -0.3882782 4 1.42640658 0.72110543 0.71758983 -1.0188632
1.88746204 0.37490742 4 1.79406588 0.72117195 0.72676031 1.01786114
4.61879687 -0.4697385 4 5.19104261 0.72128845 0.6630057 -1.0554929
1.61277682 -0.40714 4 1.87465279 0.72131857 0.70475078 -1.0597171
2.33174546 -0.4464257 4 2.78615294 0.72132681 0.67839198 -1.0663547
3.5764877 0.32796345 4 2.62677371 0.72138322 0.75938798 1.06149149

2.68619539 -0.4489694 4 2.74192096 0.72140739 0.67670375 -1.0586657
49.7502517 -0.5427257 4 81.0821569 0.72143824 0.61614386 -1.085384
1.05554898 -0.3975748 4 1.11775936 0.72146354 0.71124723 -1.0383188
4.82102091 0.30968319 4 4.75557408 0.7215007 0.7722643 1.04361293
3.01916432 -0.2905703 4 2.09355229 0.72153555 0.78582254 -1.1179634
17.3559947 0.49185189 4 22.5720264 0.72162546 0.64859416 1.05923797

5.74601 0.26288556 4 5.88670672 0.72164433 0.80562397 1.06418359
2.69262241 -0.4210034 4 2.68686212 0.72169863 0.69538901 -1.0299923
6.00088206 0.2887456 4 5.05703846 0.72176764 0.78712182 1.06293488
1.50021783 0.40194246 4 1.57219217 0.72190387 0.7082771 1.02428982
1.68474666 -0.3716822 4 1.45573548 0.72190675 0.72898077 -1.0334183
12.4940822 1.15457819 4 23.8904596 0.72196364 0.3125447 1.32047938
3.68493082 -0.4256718 4 4.52997174 0.72205475 0.69225108 -1.0376318
4.01777157 -0.4411863 4 4.12726762 0.72205789 0.68187662 -1.0388841
10.4497511 0.31857283 4 9.32418649 0.72210311 0.76599116 1.03712999
3.84065417 -0.510986 4 4.20234542 0.7224002 0.63627218 -1.0741171
1.06892259 0.40491382 4 1.4925913 0.72248883 0.70626006 1.06932765
8.65606205 -0.5302961 4 10.030277 0.72275705 0.6239794 -1.071687
87.3633275 -0.4603216 4 100.912372 0.72277343 0.66919731 -1.0376587
1.60417442 0.41928521 4 1.71816709 0.72278555 0.69654575 1.04279561
2.48309475 0.3439299 4 2.31457451 0.72298631 0.74821793 1.03103187
5.84318037 -0.5977615 4 9.16116074 0.72302416 0.5821957 -1.1239695
16.2916077 0.29054203 4 17.0032338 0.72304442 0.78584262 1.0341291
5.65840806 0.28671463 4 5.31668731 0.72305578 0.788569 1.04843476
1.65516041 0.35745536 4 1.34102009 0.72310452 0.73881354 1.05418541
5.29506709 0.31710367 4 4.48958998 0.7231238 0.76702642 1.05411613
2.8928019 0.45679003 4 3.07279834 0.72321654 0.67152753 1.04959453

2.62017747 -0.3441408 4 2.41816479 0.72342819 0.74807085 -1.0443851
1.34412022 -0.4082938 4 1.46591757 0.72361483 0.70396919 -1.040647



4.25061785 0.44579338 4 4.23276495 0.7236425 0.67881204 1.03987692
1.52070307 -0.376028 4 1.4191314 0.72364857 0.72598957 -1.0233985
6.6561305 0.44128719 4 6.81618703 0.72373794 0.68180942 1.02929671
1.3089005 0.53347832 4 2.85208229 0.7237624 0.62196757 1.25836855

4.47463043 0.49514352 4 4.7060122 0.72377579 0.64646454 1.06936842
10.5779761 0.28828188 4 10.6879709 0.72379657 0.78745215 1.03704912
1.02360619 0.3742642 4 1.06285652 0.72380934 0.72720289 1.05355774
1.17261116 0.39237004 4 1.21054506 0.72382835 0.71479473 1.03010545
1.80752786 -0.416984 4 2.13660259 0.72394074 0.69809656 -1.0620256
14.5085795 0.30220539 4 14.9594145 0.72394461 0.77755751 1.03071536
1.55810934 0.35973813 4 1.28070231 0.72398052 0.73723168 1.04883414
1.87831576 -0.4068587 4 2.20766345 0.72399212 0.70494137 -1.0559528
3.58522022 -0.3047462 4 3.6472126 0.72409657 0.77575733 -1.0426594
1.45199199 0.42885157 4 1.60567683 0.72412586 0.690118 1.06450915
3.65292407 -0.5124633 4 4.98137603 0.72414945 0.63532668 -1.0887005
14.8775261 -0.6779886 4 14.9374525 0.72416259 0.53497236 -1.1267717
4.49514202 0.13290496 4 4.92244513 0.72431308 0.9006864 1.14585768
1.10119983 0.38367263 4 1.11508229 0.72449447 0.72074222 1.03525227
5.62240487 0.21927923 4 5.7093131 0.72450326 0.8371675 1.07365512
5.25748768 0.31425071 4 4.68030171 0.724508 0.76903847 1.0449951
1.03241244 0.3600416 4 1.13948424 0.72455076 0.73702151 1.07740805
1.19108684 0.3961111 4 1.52502892 0.72457428 0.71224399 1.04771514
1.36753506 0.3624851 4 1.21201472 0.72458812 0.73533023 1.04471046
2.58899857 -0.3572979 4 2.34120893 0.72463019 0.73892271 -1.0253563
1.2664347 0.36826093 4 1.08302348 0.72465791 0.7313397 1.04704588

5.69019158 0.2720901 4 4.8093787 0.72470325 0.79901989 1.08198757
4.66042104 0.33287913 4 3.98600382 0.7247605 0.75594126 1.03512146
1.12569411 -0.3902247 4 1.425883 0.72491091 0.71625951 -1.043558
7.50351641 -0.4728694 4 9.82087834 0.72496146 0.66095429 -1.0625903
10.7113997 -0.4474391 4 11.2714922 0.72502173 0.67771912 -1.0343268
1.29314917 0.3837519 4 1.02242004 0.72504508 0.7206879 1.07336388
4.6080972 -0.4905851 4 4.83302563 0.72510244 0.64941486 -1.0616809

4.56332563 -0.4865919 4 4.73869357 0.7251513 0.6520057 -1.0587205
5.41195489 0.55592791 4 5.95794688 0.72518989 0.60788842 1.09052073
9.68586004 0.42599048 4 9.98116503 0.72523436 0.69203713 1.02298457
3.86972688 -0.4216105 4 4.40666659 0.72529759 0.69498048 -1.0360261
5.15127804 0.40271596 4 5.62905754 0.72530643 0.70775175 1.01965355
216.687242 0.19903099 4 162.323295 0.72532737 0.851946 1.09319288
1.33009419 0.37104063 4 1.2904683 0.72532742 0.72942284 1.03997494
2.28230055 0.48019505 4 3.86929919 0.72533015 0.65616849 1.0955525
11.6671288 0.28209757 4 9.00999875 0.72538807 0.79186275 1.06153099
2.71080502 -0.4017081 4 2.94666035 0.72544325 0.70843629 -1.0296127
4.69642039 0.298464 4 4.858774 0.72551081 0.78021141 1.04380313
2.55994597 -0.4275347 4 3.18095893 0.7255942 0.69100099 -1.0595416
5.95635622 -0.4337725 4 7.08414563 0.72561735 0.68682378 -1.0406447
13.1313047 -0.4125498 4 14.3519601 0.72570392 0.70108995 -1.0213252
68.8761617 -0.5690356 4 81.1009222 0.72591766 0.59976135 -1.0813729
5.99418036 0.27466529 4 4.79018128 0.72594292 0.79717585 1.06809836



6.20526143 -0.5811378 4 6.68757214 0.7259843 0.59231963 -1.0994201
1.06603154 -0.3910267 4 1.04723224 0.72599345 0.71571177 -1.0500581
6.37686473 -0.4704205 4 7.27828659 0.72603951 0.66255852 -1.0543149
9.02187191 -0.2523021 4 7.77665879 0.72613366 0.81324167 -1.06452
46.4793975 0.31377692 4 39.8951696 0.72630238 0.76937282 1.0336508
1.64740108 0.36073157 4 1.40605166 0.7264056 0.73654376 1.07321196
25.0903955 0.28941928 4 21.4730266 0.72646305 0.78664201 1.0468453
1.0109644 0.39049769 4 1.40400281 0.72663045 0.71607304 1.08473428

2.34117953 -0.4349265 4 2.29033942 0.72663543 0.68605249 -1.053342
3.44044356 0.26130946 4 2.98312355 0.72674979 0.80675679 1.07710098
38.7464972 0.20844307 4 42.4668503 0.7268232 0.84506683 1.05805538
181.113588 0.32513742 4 167.497123 0.72697983 0.76137258 1.0235133
181.113588 0.32513742 4 167.497123 0.72697983 0.76137258 1.0235133
124.102354 0.25960987 4 128.944715 0.72699663 0.80797899 1.03932072
2.39064571 0.30034685 4 2.31027268 0.72702209 0.77887538 1.07250406
1.76765152 -0.3944199 4 1.91767299 0.72704374 0.71339656 -1.0390108
1.26968449 -0.3662667 4 1.15461913 0.72721042 0.73271636 -1.0281168
1.68512851 0.35545905 4 1.24897789 0.72725863 0.74019818 1.0574182
2.57701496 -0.3341399 4 2.33829104 0.72729737 0.75505832 -1.0513334
2.15907672 0.36350518 4 2.03271622 0.72738037 0.73462472 1.02020194
1.35813875 -0.3890227 4 1.48787664 0.72739244 0.71708086 -1.0697364
5.27911718 -0.2512938 4 4.59400826 0.72744165 0.81396875 -1.0893442
1.5380977 -0.3600356 4 1.35245225 0.72748678 0.73702564 -1.0385369

2.50866909 0.22360009 4 1.88553572 0.72751597 0.83402408 1.19395037
5.71930555 0.30482226 4 4.72196783 0.72752458 0.77570346 1.05002634
8.22911671 -0.2417189 4 15.3900065 0.72753481 0.82088425 1.20539586
2.34357694 -0.4348008 4 2.986112 0.72755088 0.68613646 -1.0593074
1.03154342 -0.3736811 4 1.01276133 0.72768877 0.72760421 -1.0115234
2.13986426 0.32636245 4 2.05159754 0.72769447 0.76051202 1.03838272
6.89886292 0.22442343 4 6.98279367 0.72770957 0.83342553 1.06869374
1.34260757 0.37841773 4 1.39087088 0.72789345 0.72434727 1.01794154
2.73555016 -0.3339491 4 2.52731577 0.72810205 0.75519195 -1.0308597
1.18099427 -0.3823425 4 1.19052248 0.72812893 0.72165391 -1.0224477
1.91942491 -0.4865567 4 2.65432454 0.72814304 0.65202855 -1.1039984
6.89595505 -0.3185274 4 6.84065972 0.72827613 0.76602318 -1.0273813
19.482269 -0.0970197 4 27.8909673 0.72829968 0.92737756 1.15475441

1.76057109 -0.3993953 4 2.13233754 0.72830088 0.71000847 -1.0517474
1.01761596 0.37276414 4 1.03229365 0.72835838 0.72823553 1.02421424
2.22508821 -0.3517885 4 1.97703652 0.72839919 0.74274715 -1.0408543
7.91933762 -0.5807439 4 14.7440001 0.728556 0.59256089 -1.1174674
1.35522246 0.36402719 4 1.23078687 0.72876853 0.7342638 1.02981335
1.26707161 0.34233218 4 1.29027995 0.72881149 0.74933239 1.06945562
1.52134689 -0.4044108 4 1.70877915 0.72916496 0.70660131 -1.0488834
211.830539 -0.4681046 4 217.097297 0.72929963 0.66407765 -1.0359382
2.23758815 0.43890455 4 3.32164994 0.7293554 0.68339717 1.07252509
10.4128747 -0.4784135 4 14.5629241 0.72948717 0.65733055 -1.0613225
2.2502601 0.30406709 4 2.44518966 0.7294948 0.77623832 1.05436134
7.4787554 -0.2835478 4 7.97001522 0.72956029 0.79082761 -1.0374337



1.36567027 -0.3937099 4 1.35936891 0.72956961 0.71388065 -1.0600774
1.50443329 0.33666588 4 1.22670471 0.7296219 0.75329077 1.06496001
1.75087509 0.40073864 4 1.87513443 0.72971402 0.70909511 1.04467661
3.09898091 -0.4368197 4 4.01447769 0.72972334 0.68478806 -1.0601479
1.31093679 -0.3758548 4 1.37294065 0.72973379 0.7261087 -1.0284868
1.06472886 -0.1839678 4 1.69699226 0.72974656 0.86298843 -1.3201119
4.25682388 -0.1381766 4 4.66213375 0.7297631 0.8967777 -1.114623
1.82637762 0.41512529 4 2.32520748 0.72985276 0.69935053 1.07428218
4.08426587 0.26731113 4 4.27819361 0.73000374 0.80244622 1.06024176
15.7120758 0.1402567 4 18.2739353 0.73015884 0.89523637 1.08462249
13.7749656 0.45463807 4 15.5583479 0.73021317 0.67294966 1.04255362
1.83564972 -0.4307003 4 1.95826234 0.73027306 0.68887944 -1.0563318
27.3858133 0.15978911 4 18.8646476 0.73032783 0.88079139 1.1126577
2.57239067 -0.4400884 4 2.82493014 0.73034407 0.68260803 -1.0506035
1.3239391 0.39285274 4 1.24644024 0.73040252 0.71446537 1.06399579

1.84647478 0.34318854 4 1.19750863 0.73044014 0.74873496 1.08625164
6.36638132 0.48889308 4 8.14304162 0.73048342 0.65051192 1.06732124
8.93285397 0.10523275 4 9.43842862 0.73051505 0.921257 1.10763826
1.87203022 0.40416953 4 1.95411815 0.73058476 0.70676504 1.05184979
1.46344931 -0.3838077 4 1.45993085 0.73061213 0.72064966 -1.0283088
1.08312913 -0.3725078 4 1.06206222 0.73070052 0.72841206 -1.0339315
35.2042277 0.33579284 4 32.8450599 0.73074225 0.75390148 1.01672136
2.77889579 -0.4260716 4 3.31160005 0.73075614 0.69198271 -1.0461235
1.81607316 -0.3883411 4 2.03558003 0.7308786 0.71754681 -1.0250088
5.71455067 -0.3149789 4 5.35335939 0.7309425 0.76852468 -1.0309165
8.59884275 0.10089786 4 10.9397081 0.73106003 0.92448668 1.10510182
2.33701046 -0.325346 4 1.88037415 0.73110897 0.761226 -1.0642774
1.68675277 0.29582312 4 1.41177184 0.73115386 0.78208684 1.0946352
20.7824093 0.16097556 4 13.07996 0.73120177 0.87991571 1.12260926
1.59156699 -0.3814663 4 1.68637548 0.73123743 0.72225475 -1.0345678
1.55836089 -0.3236469 4 1.18591339 0.73126533 0.76242022 -1.0972543
375.655277 0.30471926 4 342.309603 0.73127286 0.7757764 1.02914354
2.73658229 -0.4373283 4 2.91034511 0.73128927 0.68444866 -1.0462192
1.33077181 -0.4103139 4 1.39622726 0.73129582 0.70260183 -1.0649961
1.53938963 0.3897573 4 1.7696168 0.73136277 0.71657884 1.05972987
15.0226313 0.20944855 4 15.2519031 0.73138262 0.84433291 1.06613553
6.10900302 -0.2211196 4 3.60952085 0.73146606 0.83582818 -1.1239003
149.810338 -0.4988163 4 177.210192 0.73148408 0.64409315 -1.0555396
6.51934543 -0.258605 4 6.54998052 0.73176359 0.80870195 -1.0501338
5.69405561 0.3175285 4 4.87840882 0.73177497 0.766727 1.03879429
1.00969296 0.35713525 4 1.14106034 0.73178376 0.73903549 1.08666196
4.50842971 -0.3170577 4 4.44309645 0.73179874 0.76705882 -1.0306755
4.38363946 -0.4187205 4 4.66970412 0.73198146 0.69692615 -1.034433
8.61065347 0.22917911 4 7.54970491 0.73201219 0.82997091 1.08101459
2.16064299 0.38853478 4 2.35237103 0.73201438 0.71741439 1.03210613
1.13636364 -0.4113043 4 1.60343613 0.73212018 0.7019319 -1.1260777
2.03208777 0.34012089 4 1.74277877 0.73216525 0.75087606 1.05362313
1.42615459 0.42161302 4 1.70693043 0.73217378 0.6949788 1.06848534



5.88921965 -0.5399412 4 10.5347977 0.73221924 0.61789387 -1.1070922
66.3105244 -0.5578251 4 70.8064658 0.73224878 0.60670784 -1.071472
3.55953208 0.42998126 4 4.45166898 0.7323373 0.68936101 1.04957516
1.15984937 -0.3774237 4 1.02807476 0.73239057 0.72503018 -1.0838698
2.75535615 0.32758412 4 2.71772861 0.73251899 0.75965424 1.03161871
3.63068384 0.31647039 4 3.63271314 0.73254541 0.76747285 1.03148641
1.04555412 0.37467981 4 1.10177204 0.73256363 0.72691691 1.05353161
4.29078404 -0.417071 4 4.39014119 0.73263668 0.69803794 -1.0259614
3.92457626 0.45057916 4 3.83123256 0.73271508 0.67563651 1.05132603
1.18194382 -0.3751081 4 1.51079898 0.732802 0.72662223 -1.0814104
1.52952249 0.34311664 4 1.44131311 0.73281268 0.74878512 1.04673964
19.6825501 -0.5103851 4 20.8100719 0.73284511 0.63665704 -1.056519
4.91299586 0.32418953 4 4.11997895 0.73286709 0.76203875 1.03358726
1.62973655 -0.348976 4 1.30795227 0.73300358 0.74470303 -1.0499445
1.11947724 0.37697748 4 1.08053529 0.73308283 0.72533686 1.05439637
22.2327434 -0.5134884 4 23.102028 0.73315069 0.63467106 -1.0574059
9.78851773 0.27727708 4 7.90497874 0.73318081 0.79530722 1.05376285
1.52907243 0.35526797 4 1.43105426 0.73328559 0.74033078 1.04241808
4.30228995 -0.1750049 4 4.4286698 0.73329048 0.86957711 -1.1203508
53.9889068 -0.3185602 4 54.6846803 0.73336444 0.76600005 -1.015967
1.20667891 -0.3877993 4 1.24853248 0.73346762 0.71791733 -1.0506035
31.6613173 -0.301512 4 27.0482284 0.73355374 0.77804906 -1.0340214
31.6613173 -0.301512 4 27.0482284 0.73355374 0.77804906 -1.0340214
6.37189304 0.29599759 4 6.42318003 0.73359145 0.78196289 1.03020142
1.13307769 0.35133878 4 1.07733636 0.73361318 0.74305976 1.03040249
2.35757945 -0.4856619 4 3.35633747 0.73361684 0.65260998 -1.095611
7.6674912 0.23807353 4 6.88651698 0.733721 0.82352235 1.07305326

1.85313656 0.32298622 4 1.95467584 0.73375101 0.76288477 1.04373933
1.51916411 -0.3910012 4 1.52805809 0.73384113 0.71572918 -1.0345197
8.67094388 -0.1260746 4 10.7948928 0.73405883 0.9057559 -1.092433
3.21727836 -0.4072123 4 3.40022989 0.73412118 0.70470177 -1.0309116
13.8149697 -0.0033182 4 19.1005067 0.73422434 0.99751132 -1.1287118
27.1339785 0.63589541 4 36.1942055 0.73433946 0.55940763 -1.4467471
4.82263394 0.23824266 4 3.8753693 0.73434991 0.82339989 1.09471755
9.66224029 -0.3221331 4 8.80865758 0.73436912 0.76348485 -1.0259074
4.48731993 0.38819932 4 4.69971283 0.73448331 0.71764375 1.01670777
12.933718 -0.5323136 4 13.4072391 0.73451294 0.62270346 -1.0688212

13.0146596 0.17003641 4 12.7355974 0.73472389 0.87323506 1.07704953
3.00122903 0.30344935 4 2.79366909 0.73479185 0.77667595 1.0466543
1.7606689 -0.3944823 4 1.82001147 0.73479203 0.713354 -1.0300084

5.80262784 0.32346015 4 5.62734377 0.73487312 0.76255151 1.02353325
8.20172767 -0.3258052 4 7.88524198 0.73511032 0.76090341 -1.0201031
3.1092075 -0.5134879 4 4.58728515 0.73513429 0.63467136 -1.1152698

13.3668995 -0.2373165 4 10.482653 0.73516214 0.82407054 -1.0749374
5.58230868 -0.2130139 4 5.02720478 0.73559908 0.84173204 -1.0766045
1.43550435 0.35805725 4 1.27814982 0.73576089 0.7383963 1.03957493
6.0645949 -0.5068368 4 6.39129797 0.73586555 0.63893235 -1.0766243

1.26767898 -0.4079487 4 1.41531334 0.73587411 0.70420293 -1.0660114



2.84577183 0.30033481 4 2.7497292 0.73606758 0.77888393 1.05003632
17.1898417 -0.2188069 4 12.0395917 0.73607641 0.83751135 -1.0831298
4.95254843 0.50126084 4 6.58930905 0.7361576 0.64251762 1.07935698
168.106176 0.54289258 4 192.825959 0.73616913 0.61603909 1.07147286
3.34897947 -0.2189743 4 3.68342778 0.73617649 0.83738948 -1.0883773
1.96246969 -0.2423246 4 2.30850275 0.7364027 0.82044617 -1.1041117
1.59711881 -0.3555571 4 1.52391357 0.73640319 0.74013017 -1.0188382
5.17037337 0.29270266 4 4.41461055 0.7364324 0.78430518 1.05584373
1.70523884 -0.5835641 4 4.71574356 0.7364347 0.59083487 -1.1920854
30.7345441 0.21936392 4 31.85844 0.7364412 0.83710585 1.04836268
76.0852988 -0.4364106 4 83.2183722 0.73651288 0.68506123 -1.0311144
2.38546083 0.32396203 4 1.79960088 0.73665883 0.76219866 1.05362568
17.5280761 -0.2896317 4 16.2541733 0.73675979 0.78649077 -1.0343577
161.679796 0.51937253 4 167.030107 0.73676456 0.63091559 1.05708252
9.96268131 -0.5145329 4 9.95045103 0.73681157 0.63400344 -1.0641302
2.53201077 -0.3090071 4 2.03890956 0.73682188 0.77274229 -1.0580923
2.41527654 0.61122968 4 2.15996111 0.73691882 0.57407757 1.23790612
36.3983658 -0.4645344 4 38.349752 0.73693046 0.6664234 -1.0395694
20.8270646 0.28244836 4 20.5225185 0.73693878 0.79161231 1.03032301
1.13512611 -0.3407399 4 1.4090973 0.73706475 0.75044376 -1.2039684
3.02573952 0.32420488 4 2.5731863 0.73713386 0.76202795 1.03930149
1.44741506 0.36426557 4 1.53773462 0.73717014 0.73409902 1.02544082
6.58542598 -0.4582872 4 8.50210101 0.73739779 0.67053907 -1.055158
1.31254689 -0.355988 4 1.18857621 0.73741159 0.73983116 -1.0814417
5.65321647 -0.3319775 4 5.47538847 0.73745378 0.75657297 -1.0170109
10.7546848 0.28944443 4 10.0014994 0.73748005 0.7866241 1.03209734
37.8035663 -0.4028884 4 41.2538628 0.73752112 0.70763464 -1.0205125
4.09373244 0.32141298 4 3.56834803 0.73760544 0.76399149 1.03013363
4.98833008 0.32312961 4 4.8157357 0.73766912 0.76278393 1.0228271
2.8908725 0.39708902 4 3.35056682 0.73786591 0.71157797 1.03194837

6.64868518 0.28487838 4 5.37764547 0.73794041 0.78987832 1.05072314
28.561131 0.23355193 4 21.7056677 0.7379537 0.8267985 1.06605261

1.24168543 -0.3356892 4 1.15113047 0.73796522 0.75397398 -1.0439678
3.35936168 -0.4319549 4 3.76762979 0.73800533 0.68803954 -1.04575
3.89593954 0.31869295 4 3.65010995 0.73806772 0.76590654 1.02651308
2.5305328 -0.4615044 4 3.47179996 0.7380744 0.6684178 -1.079685
2.896946 0.40134127 4 3.37066272 0.73810821 0.70868555 1.03935307

1.33161562 0.35879607 4 1.13041684 0.73811954 0.7378843 1.04802658
1.32900614 0.38633076 4 1.61417121 0.7381271 0.71892197 1.08309013
1.06448408 -0.3769654 4 1.27604413 0.73819271 0.72534515 -1.0570604
1.21867832 -0.371446 4 1.50668105 0.73820712 0.72914349 -1.0649541
27.6813753 -0.4192037 4 29.9408644 0.73823291 0.69660064 -1.0266324
2.00574593 -0.3960765 4 2.16409523 0.73826127 0.71226757 -1.0405296
2.3398106 -0.4493971 4 2.44154119 0.73833394 0.67642008 -1.0795344

3.55147405 -0.4322958 4 4.23026678 0.73838184 0.68781143 -1.0493361
55.4499938 -0.4712638 4 54.9069318 0.7384493 0.66200587 -1.0392258
1.04683555 -0.3670071 4 1.03137056 0.73855642 0.73220508 -1.0500848
1.39611593 0.37982393 4 1.43244645 0.73863527 0.72338172 1.03735499



1.58321227 0.3166403 4 1.48569257 0.73866742 0.76735306 1.04788742
3.31577526 -0.4010236 4 3.6643264 0.73868659 0.70890142 -1.02925
73.1979794 0.23049648 4 57.0492357 0.73872374 0.82901476 1.06282964
72.0249233 0.29793561 4 64.8124227 0.73880505 0.7805865 1.02865749
1.57108021 -0.3926528 4 2.08940967 0.73890662 0.71460182 -1.0637737
1.30946968 0.39461645 4 1.47840862 0.7390189 0.71326254 1.05231871
1.26595847 -0.3414365 4 1.21004962 0.73907297 0.74995745 -1.026811
3.91722789 -0.4745863 4 4.21574013 0.73910264 0.65983089 -1.0697979
5.5138022 0.28272159 4 5.17675947 0.73918322 0.79141727 1.04274169

1.67145889 -0.3787347 4 1.95945768 0.73921319 0.72412956 -1.031916
41.9046935 0.07406765 4 25.1399119 0.73930444 0.94451266 1.15155043
3.7682622 -0.4452432 4 3.54049843 0.73930468 0.67917764 -1.0520438

16.3311156 0.25169093 4 13.4530187 0.73942668 0.81368235 1.05412598
4.5265703 -0.509732 4 7.1259807 0.73953155 0.63707545 -1.1013987

1.15709443 0.5702504 4 16.7121982 0.73957098 0.59901165 -1.3313489
1.43671223 -0.5133366 4 4.16609591 0.73957318 0.63476812 -1.1534706
9.44962946 0.24192402 4 9.33139302 0.73960565 0.82073589 1.05248861
6.60043893 -0.2599419 4 5.51857488 0.73961952 0.80774014 -1.0568957
27.5878987 0.21455899 4 21.832126 0.73970938 0.84060567 1.07468824
29.413579 0.2755538 4 28.4362873 0.73973064 0.79653997 1.03190589
9.3495368 0.69409555 4 11.2426238 0.739914 0.52582502 1.14251954

9.12990177 0.58358954 4 8.86587304 0.74007486 0.59081934 1.09979434
4.11960146 0.27428654 4 3.64599443 0.74008151 0.79744696 1.06218718
1.36610535 -0.3904702 4 1.81278932 0.7401795 0.71609179 -1.0697861
3.6250007 -0.4079922 4 4.34299049 0.74018054 0.70417345 -1.0370459

6.56767233 -0.4319145 4 8.07806965 0.74022679 0.68806659 -1.0483374
3.71418009 0.46945499 4 5.52127767 0.74025557 0.66319164 1.08029196
2.82067726 -0.3888723 4 2.94697416 0.74025983 0.71718363 -1.0292356
2.61890491 -0.4019699 4 2.71149102 0.74029346 0.70825843 -1.0311463
8.47889056 0.16067957 4 9.42058168 0.74040907 0.88013415 1.07789238
8.87090615 0.28162167 4 7.30497442 0.74045889 0.79220254 1.04355714
1.78567739 0.32322125 4 1.793008 0.74050358 0.76271949 1.03469775
83.1453274 0.21969824 4 67.9185117 0.74050912 0.83686251 1.06259909
1.42761421 -0.3782567 4 1.51953604 0.74072571 0.72445791 -1.0299215
2.32835913 -0.3355464 4 2.12017296 0.74078373 0.7540739 -1.0295495
1.21997051 -0.3388024 4 1.31390951 0.74095657 0.75179713 -1.0394263
26.4257602 0.22093125 4 27.275819 0.74110501 0.83596522 1.04601716
14.3734182 -0.4296886 4 14.2594219 0.74113852 0.68955711 -1.0298227
13.0960933 -0.5521466 4 15.0045524 0.74115364 0.61024576 -1.0811445
23.1988606 -0.5812106 4 24.2880854 0.74119674 0.59227507 -1.0843843
5.11096299 0.30302727 4 5.08434108 0.74120799 0.77697502 1.02328001
1.96732184 0.32288484 4 1.52780668 0.74121989 0.76295607 1.06101549
13.634847 -0.4547885 4 16.5330825 0.74126086 0.67285022 -1.0495116
1.0274217 0.35048876 4 1.35715463 0.74136524 0.74365074 1.15217419

1.05164534 0.35209834 4 1.0866778 0.74138431 0.74253186 1.03475322
5.67530106 -0.3978063 4 5.74593952 0.74143814 0.71108969 -1.0197505
3.94636521 -0.2377152 4 3.18402379 0.74145231 0.82378183 -1.1090173
1.86564314 0.49404211 4 2.25562051 0.74149989 0.64717668 1.1153796



2.98016775 -0.3178156 4 2.94433154 0.74171303 0.76652465 -1.0216993
3.68915379 -0.2677519 4 3.64513583 0.7417362 0.80212996 -1.0453721
13.7464128 -0.1515301 4 9.65576377 0.74175419 0.88689281 -1.1207612
5.54398247 -0.5353588 4 5.21609432 0.74184809 0.62078058 -1.0893735
5.33734653 0.09266663 4 5.37118278 0.74201895 0.93062408 1.11695328
1.31360274 -0.3582202 4 1.35295114 0.74202831 0.73828333 -1.0298125
1.01487286 0.3666056 4 1.3504645 0.74202905 0.73248232 1.05675219
3.60165908 0.39798837 4 3.9303932 0.74206563 0.71096573 1.03535764
31.6452971 0.49616877 4 39.0711254 0.7420934 0.64580206 1.06102288
5.30844896 0.40556753 4 5.18712889 0.74216818 0.7058167 1.02619284
5.95123771 -0.4980477 4 6.63876783 0.74221395 0.64458898 -1.0687171
10.1592545 0.24101117 4 9.47103459 0.74224952 0.8213962 1.05538598
35.7171068 -0.4378463 4 35.7460011 0.7422899 0.68410299 -1.0294042
25.8780443 0.40475996 4 27.5005186 0.74233506 0.70636444 1.02275413
13.1446072 0.21156464 4 14.1305757 0.74242979 0.84278896 1.0527957
38.8027363 0.15839796 4 27.6839195 0.7425362 0.88181844 1.09608727
6.25209503 0.42759186 4 7.72454527 0.7426385 0.69096263 1.04531262
3.7785663 0.31999344 4 3.24029055 0.74264561 0.76499067 1.02781873

3.02685908 0.29478862 4 2.11441463 0.74267449 0.782822 1.06771614
1.19524888 0.3363162 4 1.28223689 0.74273722 0.75353535 1.0411003
7.67048002 0.22846011 4 7.19538686 0.7427443 0.8304929 1.05953663
1.38582718 0.36071795 4 1.56657983 0.74283053 0.73655319 1.04657597
2.43929202 -0.3400647 4 2.39703205 0.74285301 0.75091527 -1.0087278
2.17284883 -0.3871335 4 2.59043313 0.74289528 0.7183727 -1.037672
3.49262171 0.17228248 4 3.53710343 0.74289541 0.87158096 1.09648876
59.7203875 0.19922633 4 63.6685432 0.74296376 0.85180307 1.05004503
7.17819312 -0.4130729 4 7.75148043 0.7430178 0.70073648 -1.032612
3.25367939 0.30999166 4 2.69081761 0.74306168 0.77204626 1.03984395
5.59933873 0.29133535 4 4.95708753 0.74308109 0.78527799 1.04341467
2.53801184 -0.3126296 4 2.42179661 0.74314828 0.77018277 -1.0330944
1.63920355 0.36674674 4 1.81295793 0.74315442 0.73238487 1.02550603
3.47642971 0.30565918 4 3.05159774 0.74323213 0.77511089 1.04586311
1.73783194 0.3726693 4 1.69749779 0.74323533 0.72830083 1.03034945
1.76193681 0.30048777 4 1.54270043 0.74331626 0.77877542 1.07951991
2.64115132 0.50443104 4 4.71939233 0.74341253 0.64047778 1.12456248
4.73525329 0.27392618 4 5.06794518 0.74342944 0.79770495 1.03628611
42.1574865 0.17910527 4 38.234429 0.74343824 0.86656128 1.06693512
5.5899567 -0.310341 4 5.0740454 0.74344256 0.77179936 -1.026097

25.4490922 -0.4491304 4 25.6830394 0.74344389 0.67659697 -1.0349041
3.18621028 0.32021988 4 2.92679714 0.74357759 0.76483125 1.02571891
10.3120482 0.19432016 4 9.58395874 0.7435898 0.85539513 1.07346238
1.02157735 -0.3630248 4 1.04954284 0.74360307 0.73495693 -1.0340025
7.17639765 0.4005704 4 7.28868445 0.74392686 0.70920947 1.0240775
1.20286945 -0.3267546 4 1.31619917 0.7440429 0.76023664 -1.0640619
8.70899358 0.25737924 4 6.8288436 0.74404693 0.80958409 1.05529655
1.80827969 0.3780679 4 1.8829741 0.7441418 0.72458758 1.04041598
2.08684211 0.31197891 4 2.07941375 0.74417734 0.77064224 1.0429609
1.48092565 -0.3836615 4 1.59277211 0.74420402 0.72074982 -1.1779854



10.6846891 0.29123574 4 10.5244609 0.74421736 0.78534887 1.02301642
2.90771197 -0.4296061 4 3.12028716 0.74424647 0.68961238 -1.0491619
14.4080512 -0.4720387 4 15.9293689 0.74431362 0.66149822 -1.0525416
5.04120149 0.29330983 4 4.09761923 0.7443286 0.78387335 1.04227351
1.81941057 -0.298257 4 1.6884444 0.74442934 0.78035831 -1.0524201
1.13981745 0.33202549 4 1.24613521 0.74453102 0.75653931 1.07786956
12.0057982 0.18333925 4 8.72515985 0.74454765 0.86345005 1.10016247
3.49114071 0.00725462 4 4.39019509 0.74464829 0.99455909 -1.2037173
1.07136309 -0.3459727 4 1.16888269 0.74470559 0.74679408 -1.0988643
6.21175083 0.22688011 4 5.47189829 0.74474111 0.83164037 1.06482012
2.33912099 -0.3880573 4 2.68783787 0.7447466 0.71774086 -1.0423061
1.37573502 -0.3451491 4 1.36185915 0.7448193 0.74736802 -1.0161999
2.62512423 -0.6222009 4 2.53330664 0.74486149 0.56752073 -1.206752
5.2019169 0.27323021 4 4.84484613 0.74491578 0.79820328 1.04322084

1.03806086 0.34519038 4 1.01087117 0.7449217 0.74733923 1.04390986
1.50864996 -0.3692779 4 1.73273163 0.74492677 0.73063812 -1.0309683
6.48382144 -0.1387102 4 4.05723883 0.74497957 0.89638227 -1.1641085
2.11930499 0.22614856 4 2.19513675 0.74499004 0.83217183 1.09356544
1.81480615 -0.4791326 4 2.77700197 0.74501281 0.65686133 -1.1147367
2.06249805 -0.3733284 4 2.36088407 0.74510581 0.72784701 -1.026896
5.93358408 0.19661234 4 6.11618899 0.74521203 0.85371637 1.06409162
3.27757904 -0.4493453 4 3.13517585 0.74539032 0.67645443 -1.0619326
3.27757904 -0.4493453 4 3.13517585 0.74539032 0.67645443 -1.0619326
6.90766247 0.50739519 4 7.40076526 0.74539308 0.63857398 1.0690445
3.04801007 -0.2782053 4 2.4456262 0.7454829 0.79464355 -1.0617319
2.5020958 -0.5127644 4 4.88160872 0.74561254 0.63513404 -1.1189002

3.36696662 0.37842497 4 3.29764931 0.74566684 0.72434231 1.0178183
24.8564258 0.20571838 4 25.9627085 0.74567525 0.84705659 1.0502249
64.5072341 -0.4479102 4 63.4965574 0.74580887 0.67740645 -1.0339387
3.08374224 0.30504892 4 2.86986782 0.74586357 0.77554296 1.0336124
44.9961561 0.27501684 4 39.1235907 0.74592833 0.79692423 1.03532746
13.8797555 0.44276751 4 15.6567455 0.74596989 0.68082397 1.04331335
2.33315718 -0.2856279 4 2.24726889 0.74603734 0.78934375 -1.0516275
1.94956371 0.39057036 4 2.40283011 0.74606347 0.71602341 1.05539861
1.91069253 0.43172617 4 2.73829103 0.74613422 0.68819264 1.08853981
2.23988032 -0.3929207 4 2.22439368 0.74615017 0.714419 -1.0389974
1.60456584 0.39733719 4 1.7525699 0.74617215 0.711409 1.05050185
2.17487831 0.37902882 4 2.4993613 0.74624783 0.7239276 1.03059707
3.29190417 -0.4001812 4 3.4994029 0.74631096 0.70947405 -1.033989
1.68869834 -0.3849886 4 1.94797438 0.74636761 0.71984078 -1.0516975
21.8912752 -0.6497962 4 68.5393151 0.74650486 0.55125398 -1.1341899
5.70172853 0.27456106 4 4.53982414 0.74654946 0.79725045 1.04832314
1.37382904 -0.3292169 4 1.11092183 0.74673381 0.75850843 -1.0498545
1.37382904 -0.3292169 4 1.11092183 0.74673381 0.75850843 -1.0498545
1.37382904 -0.3292169 4 1.11092183 0.74673381 0.75850843 -1.0498545
1.37382904 -0.3292169 4 1.11092183 0.74673381 0.75850843 -1.0498545
1.37382904 -0.3292169 4 1.11092183 0.74673381 0.75850843 -1.0498545
4.0915531 -0.1714693 4 4.81834494 0.74674156 0.87217976 -1.0882714



1.39140411 0.36064171 4 1.53031138 0.74675287 0.73660597 1.02346528
7.76566749 -0.1864633 4 4.86377512 0.74682754 0.86115636 -1.1075501

1.123109 0.36689868 4 1.56140627 0.74683086 0.73227996 1.0573327
8.8122969 0.0228969 4 10.1748045 0.74702504 0.9828292 1.11585062

1.48893484 -0.3821458 4 1.80974695 0.74705127 0.72178879 -1.05014
13.6146954 0.22135185 4 12.300865 0.74709204 0.83565921 1.05280224
1.17770983 -0.3379584 4 1.17765434 0.74711604 0.75238706 -1.054845
2.46811557 -0.3285009 4 2.22449812 0.7472078 0.75901083 -1.019304

3.325861 0.39231556 4 3.1971993 0.74726158 0.71483191 1.02866234
3.26119397 -0.3189633 4 3.2350454 0.74730112 0.76571613 -1.0152888
3.36052723 -0.3150406 4 2.941997 0.74739553 0.76848114 -1.026788
165.939335 -0.4833117 4 201.676775 0.74742916 0.65413841 -1.0550644
85.4285702 -0.4284185 4 101.636878 0.74746765 0.69040828 -1.0365479
2.8074509 -0.2796875 4 2.84947211 0.7474706 0.79358417 -1.0405443

1.24029686 -0.3731117 4 1.30502048 0.74751433 0.72799618 -1.1256483
1.60212252 -0.2739881 4 1.32572873 0.74753481 0.79766065 -1.1316675
6.38143723 -0.4680286 4 6.45834073 0.74761375 0.66412757 -1.0563266
2.11454065 -0.2431381 4 2.44402385 0.74765519 0.81985796 -1.0806411
2.28000588 0.31085338 4 2.18454954 0.74768666 0.77143731 1.02569065
2.75219468 0.22062867 4 1.64782803 0.74769102 0.83618538 1.21165941
6.10248999 0.24166176 4 4.7545967 0.74777028 0.82092557 1.07332864
12.5562744 -0.4435094 4 12.3510945 0.74789191 0.68033036 -1.0373617
2.89319361 -0.404589 4 3.02831089 0.74799097 0.70648043 -1.0397539
45.1844109 0.93351083 4 57.0002134 0.74799581 0.40340321 1.21207996
3.47231083 0.38225247 4 4.09561117 0.74806066 0.72171564 1.0298173
1.89708321 0.41159993 4 2.75171136 0.74808434 0.70173202 1.06804144
82.1723599 0.52031245 4 87.6604409 0.74824378 0.63031693 1.06224445
57.9990356 0.27070236 4 49.4469984 0.74849951 0.80001429 1.03452206
6.59272131 -0.2429175 4 6.2425264 0.74864869 0.82001747 -1.0483854
19.867111 0.12019285 4 20.7709568 0.74865525 0.91012564 1.0767134

6.08408717 0.2126057 4 6.53390147 0.74870971 0.84202969 1.05517739
2.59219689 0.37883724 4 2.54221809 0.7488064 0.72405916 1.02471849
4.3399027 -0.3000317 4 3.83484172 0.74888621 0.77909891 -1.0289398

2.85111349 -0.457268 4 2.89453382 0.74890964 0.67121191 -1.073224
1.20186267 -0.3194192 4 1.26746852 0.74892032 0.76539502 -1.0553457
1.44855673 0.36501297 4 1.72101323 0.74893851 0.73358247 1.03589573
2.24089017 0.3203846 4 1.92650286 0.7489639 0.76471529 1.02834602
10.5173602 0.2320247 4 10.2922322 0.74904882 0.82790603 1.04290216
1.09430304 0.37818746 4 1.42530798 0.74909432 0.72450545 1.13488698
7.64977661 -0.4082786 4 7.77536907 0.7491014 0.70397946 -1.0268141
47.1143347 -0.3827161 4 47.6029297 0.74920956 0.72139779 -1.0142756
21.1361483 -0.3972822 4 24.0615353 0.7492396 0.71144647 -1.0268311
1883.30145 0.20932817 4 1710.0989 0.7493135 0.84442077 1.05089197
1.04891155 -0.4869838 4 2.44222577 0.74932901 0.65175115 -1.2056453
232.829959 -0.2455124 4 222.645602 0.74939185 0.81814198 -1.0354654
4.5489881 0.24387679 4 3.51473219 0.74939236 0.81932395 1.08102359

2.30091646 0.27492168 4 2.28681138 0.74940284 0.79699234 1.06775766
4.1101607 0.44485056 4 4.10521041 0.74952617 0.67943858 1.0528261



13.9237958 0.23176983 4 11.0643525 0.74952805 0.82809091 1.05901795
7.36973964 0.14368043 4 7.82184022 0.74965997 0.89270064 1.07612831
10.8210907 0.02028489 4 15.0299316 0.74977419 0.98478763 1.10971652
1.84018684 0.32125352 4 1.55901929 0.74981087 0.76410369 1.03405266
110.529854 0.25957011 4 101.831544 0.74983978 0.80800759 1.03314476
2.7091373 0.29983838 4 2.49881719 0.75002643 0.77923608 1.03227329

5.34816834 0.25921258 4 5.55397536 0.75005156 0.80826479 1.03896233
1.24065335 -0.3625372 4 1.40667386 0.7501381 0.73529417 -1.0999147
3.32439503 -0.454861 4 3.51768715 0.75027796 0.67280226 -1.0628756
7.96465965 -0.3990741 4 9.52476847 0.75028022 0.71022695 -1.0323071
1.86642246 -0.2622686 4 1.70583188 0.75032887 0.80606737 -1.0706172
2.66374841 -0.2938441 4 2.206623 0.75033295 0.78349343 -1.0518161
2.66374841 -0.2938441 4 2.206623 0.75033295 0.78349343 -1.0518161
1.04324304 0.3595266 4 1.07174639 0.7503731 0.7373782 1.0953796
25.8252309 0.10331779 4 25.7868578 0.75053763 0.9226835 1.08959636
1.60825408 -0.3157019 4 1.46280191 0.75061041 0.76801475 -1.0387352
1.15666695 0.36155935 4 1.5674748 0.75061528 0.73597078 1.12528306
4.63576239 0.2777963 4 4.47454623 0.75063501 0.79493595 1.03288152
2.63551372 -0.4185411 4 2.68087716 0.75065397 0.69704705 -1.0518825
13.7485938 -0.1812921 4 9.87953184 0.75068573 0.86495397 -1.0865751
26.8152892 0.19141835 4 21.3899257 0.75068588 0.8575217 1.06937038
1.31501477 0.34280258 4 1.1974191 0.7508118 0.7490042 1.04560392
5.89760301 -0.2641901 4 4.77427916 0.75081537 0.8046868 -1.0502605
6.63352097 0.46238553 4 9.62144736 0.75091257 0.6678375 1.06622441
2.19517784 0.30881971 4 1.76789497 0.75097127 0.77287476 1.04931512
20.1713033 0.21125296 4 17.3026041 0.75108998 0.84301631 1.05775036
1.43567519 -0.2575014 4 1.01385831 0.75110333 0.80949618 -1.1628796
3.14334414 0.37317168 4 3.54929263 0.75113117 0.72795491 1.02464824
406.517984 -0.5441614 4 416.809615 0.7511614 0.61524277 -1.0688694
8.80157489 0.47082046 4 8.99553416 0.75116873 0.66229638 1.05250023
1.80082923 0.37970743 4 2.1890993 0.75133845 0.72346169 1.04299096
2.45644584 0.44922037 4 2.28169581 0.75139886 0.67653729 1.09424554
2.02171738 -0.3988554 4 2.25704007 0.75141174 0.71037573 -1.0487316
4.32950723 0.29986832 4 4.44402407 0.75143578 0.77921484 1.01895738
108.505245 0.08281407 4 128.31572 0.75144045 0.93797803 1.07699558
1.17283583 -0.3639212 4 1.16796961 0.75145521 0.73433704 -1.1928497
2.87212267 -0.3976379 4 3.37270193 0.75145561 0.71120426 -1.052496
3.54672187 0.27088963 4 3.29212478 0.75154793 0.79988007 1.04728223
3.59836433 -0.4019984 4 3.76182775 0.75161546 0.70823913 -1.0334363
10.214052 0.20371049 4 8.46787427 0.75165924 0.84852377 1.07271597

6.24711561 0.50947725 4 7.05902054 0.75170194 0.63723874 1.07581668
5.57536105 -0.1224299 4 5.99069349 0.75174428 0.90846316 -1.0892283
2.10285733 0.3742579 4 2.25556243 0.75181311 0.72720723 1.02991389
4.38063686 -0.4298928 4 4.24147213 0.75181395 0.68942027 -1.0475684
14.0320908 0.07495188 4 13.646562 0.75182968 0.94385179 1.09939422
2.61860154 0.32434415 4 2.49167712 0.75195637 0.76193006 1.01697651
12.7459354 0.19889368 4 11.3484994 0.7519822 0.85204648 1.06099564
6.14350373 0.30685256 4 5.69218923 0.75199021 0.77426624 1.02066244



7.72960974 0.29011705 4 7.25275602 0.75204096 0.78614517 1.02346237
16.1210536 0.03511059 4 8.48846672 0.75209092 0.97367382 1.17276431
1.61500295 0.26463092 4 1.58021374 0.75210487 0.80437018 1.09693471
1.31974917 -0.3302424 4 1.25333136 0.75218885 0.75778921 -1.0199688
1.21227674 0.33024176 4 1.19805318 0.75232996 0.75778966 1.03480974

1.014857 -0.344334 4 1.02384193 0.75233376 0.74793617 -1.0203237
1.0088095 0.33638764 4 1.05387495 0.7524326 0.75348538 1.03069222

2.69608253 0.27372374 4 2.61382822 0.75255379 0.79784989 1.03897095
43.3489461 0.21553838 4 42.2167537 0.75260822 0.83989194 1.04233642
8.34612268 0.29782681 4 8.1797199 0.7526567 0.78066374 1.01847903
1.50855631 0.36071413 4 1.67406218 0.75277026 0.73655583 1.03675672
2.29232534 0.29841342 4 1.9634934 0.75281197 0.7802473 1.03939493
3.73866505 0.51085431 4 5.00335247 0.75282497 0.63635653 1.10938288
113.348718 0.19501526 4 93.3508732 0.75284862 0.85488595 1.0615034
1.74572909 0.31863954 4 1.6021071 0.75293614 0.76594416 1.04094069
10.1534468 0.37161673 4 10.8957786 0.75295647 0.72902587 1.01630922
2.48508946 0.40917685 4 2.63749197 0.75300242 0.70337129 1.04645935
2.06566781 0.27457435 4 1.95913692 0.75322901 0.79724094 1.05023416
7.21475682 -0.4327193 4 9.93768214 0.75323068 0.68752816 -1.0517992
5.80627394 0.23885438 4 5.6400993 0.75325227 0.82295703 1.04868808
2.35764666 0.29066359 4 2.28692155 0.75330584 0.7857561 1.04647163
2.17849244 0.27351313 4 1.83276311 0.75332371 0.79800069 1.09059465
15.4827851 0.23902289 4 13.3260824 0.75334533 0.82283504 1.04533729
71.4450964 -0.4626964 4 78.7377358 0.75338392 0.66763281 -1.0468434
4.71118695 0.23568001 4 4.36305071 0.75338952 0.82525605 1.06406276
1.99588403 0.4536806 4 1.63856697 0.75341308 0.67358294 1.13519003
5.70288158 0.08278566 4 7.16234048 0.75350576 0.93799924 1.10247281
5.33383312 0.48013178 4 5.768769 0.75361519 0.65620974 1.06675905
13.999745 0.07309981 4 13.6604388 0.75366087 0.94523609 1.09843752

3.16486777 -0.4023792 4 3.79419196 0.75368204 0.70798044 -1.0527402
19.2313098 0.17934012 4 16.5090262 0.75376489 0.86638863 1.07078376
78.4209191 -0.4476854 4 83.8465119 0.75377299 0.67755564 -1.0403589
3.24286209 0.29945835 4 2.70260567 0.75377504 0.77950573 1.03347424
1.66235419 0.35746543 4 1.86542428 0.7538002 0.73880656 1.0277454
7.30686336 0.26899925 4 7.54117386 0.75390532 0.80123529 1.02608858
4.97610773 0.48455987 4 8.91905663 0.7539107 0.65332641 1.08498853
15.742568 0.20993887 4 15.4431622 0.75391747 0.84397508 1.0455343

4.63652317 0.21603076 4 3.22933868 0.75425514 0.83953318 1.09192238
2.79631681 0.36947261 4 3.1938311 0.75435499 0.73050384 1.02677068
5.03323761 0.20283693 4 3.36572502 0.75445573 0.84916232 1.10441661
1.19605256 0.33084412 4 1.22051119 0.75447019 0.75736732 1.01859611
26.7971128 0.19181707 4 22.2362056 0.75447047 0.85722941 1.06443129
22.0078743 -0.1497608 4 15.1731932 0.75450786 0.88820114 -1.0930997
1.68482549 -0.3652937 4 2.06678424 0.75456672 0.73338848 -1.0492118
12.257003 -0.3978143 4 12.5570761 0.7545695 0.71108419 -1.0238239

8.23756791 -0.1041807 4 5.87913111 0.75460064 0.92204062 -1.1466518
1.66831757 -0.3636512 4 1.9182159 0.75462829 0.73452372 -1.0342293
2.90038271 0.21434969 4 2.69995916 0.7546638 0.84075822 1.07555742



1.08799328 -0.547382 4 3.08334964 0.75469479 0.61322431 -1.261151
11.9993062 0.09796881 4 13.5736129 0.75472908 0.92666994 1.08677531
7.02344643 0.17084572 4 7.59487882 0.7548042 0.87263895 1.06794196
1.84818852 -0.4574111 4 3.67701244 0.75483345 0.67111742 -1.108816
1.04654121 0.33075889 4 1.1613627 0.75497254 0.75742707 1.05691404
32.3479459 0.10781694 4 23.8639616 0.75503762 0.91933253 1.1070039
9.77301127 0.05185864 4 10.8549505 0.75504765 0.96112779 1.09885843
1.22909504 -0.3534411 4 1.21371521 0.75504791 0.74159907 -1.0518327
1.57602338 0.31250873 4 1.52358546 0.75506282 0.77026809 1.02268158
3.10875606 0.23299368 4 3.02084935 0.75506509 0.82720328 1.07226372
1.16311824 -0.3279938 4 1.00415142 0.75508243 0.75936671 -1.0381209
1.74458849 0.3845462 4 2.1426505 0.75520671 0.72014376 1.05718112
1.09482651 0.34106303 4 1.02316733 0.75522026 0.75021819 1.04500411
1.70692952 0.31799531 4 1.46084446 0.7552348 0.76639804 1.03290592
1.87011968 -0.3779344 4 2.37127558 0.75524369 0.72467928 -1.0610978
2.3540805 0.37753613 4 2.91410983 0.75533948 0.72495294 1.04323041

1.13073015 0.36669181 4 1.22345466 0.75536173 0.7324228 1.06162092
1.61258474 0.31447316 4 1.40295962 0.75568035 0.76888151 1.04605069
4.53122572 -0.236307 4 3.61764245 0.75568571 0.82480181 -1.0787717
3.83781788 0.27577479 4 3.03261039 0.75576012 0.79638185 1.04837389
16.4133739 0.1759471 4 18.3052803 0.75577137 0.86888389 1.05188961
6.14951285 0.19293596 4 5.51530393 0.75581831 0.85640935 1.07734468
1.3974024 -0.3629483 4 1.34041967 0.75587444 0.73500987 -1.0511967

1.41259194 -0.3153335 4 1.14446966 0.75589097 0.76827455 -1.0468179
1.55270092 0.27633702 4 1.34393351 0.75592238 0.79597961 1.07228844
1.64361047 0.34170124 4 1.74001137 0.7559612 0.7497727 1.02209305
2.24188859 0.30423183 4 1.86773194 0.7559645 0.77612163 1.03903123
1.74633806 0.31205243 4 1.69616382 0.75612481 0.77059031 1.02192372
1.26775031 -0.3130954 4 1.36755936 0.75628959 0.76985391 -1.0447365
1.85717574 0.3150957 4 1.5882878 0.7563218 0.76844231 1.02888135
1.16527616 0.33729665 4 1.02794682 0.75634791 0.75284966 1.04623786
9.13288149 0.19602178 4 7.90224303 0.75638491 0.8541488 1.06143923
2.77318538 -0.4190551 4 4.28037003 0.75641174 0.69670076 -1.0654562
11.0356279 0.25023226 4 10.2204734 0.75644589 0.81473445 1.03606876
1.14666827 0.33118062 4 1.14230527 0.7565515 0.75713143 1.02648668
1.61589624 0.30923717 4 1.57034031 0.75661798 0.7725796 1.03525269
2.44420026 -0.3712629 4 2.65714554 0.75662604 0.7292697 -1.035641
2.12364353 -0.3842357 4 2.48141607 0.7566738 0.72035643 -1.0600873
1.09090466 0.32710664 4 1.05492764 0.75668246 0.75998945 1.02142047
3.75931245 -0.399175 4 4.74713582 0.75672396 0.71015835 -1.0442414
2.92269126 0.98949774 4 48.6645464 0.75676197 0.37843356 1.29630003
3.22938474 0.11952613 4 3.28712856 0.75681566 0.91062122 1.10821151
8.97594317 -0.4437781 4 10.171493 0.75682861 0.68015164 -1.0524177
1.48902395 0.35908794 4 1.58400142 0.7568899 0.73768208 1.03428161

5.333465 -0.5854816 4 13.092553 0.75691233 0.58966323 -1.129063
1.19093804 -0.3451732 4 1.5127828 0.7569178 0.74735118 -1.0538819
1.40358528 -0.3823707 4 1.62257843 0.75708467 0.72163458 -1.0663876
1.87004414 0.24474168 4 1.8668833 0.7570924 0.81869887 1.07377343



8.68980011 0.24840285 4 9.1007238 0.75711192 0.81605462 1.031851
93.8263264 -0.1396456 4 99.3031111 0.75723403 0.89568915 -1.0601574
3.67394849 -0.2374489 4 3.05014234 0.75736281 0.82397467 -1.0797755
2.98739391 -0.2531869 4 2.27375663 0.75747037 0.81260383 -1.0808253
1.51551523 0.40352631 4 2.3833476 0.75761014 0.70720158 1.08558167
14.7841527 0.41803244 4 19.1906393 0.75779785 0.69738981 1.04185037
14.7841527 0.41803244 4 19.1906393 0.75779785 0.69738981 1.04185037
1.46171289 -0.3108343 4 1.36302876 0.75780273 0.77145079 -1.03782
1.13810089 -0.3233173 4 1.03081058 0.75781343 0.76265192 -1.0349054
7.76509121 0.20836406 4 8.03274042 0.75790772 0.8451245 1.04943309
9.41196371 -0.4141896 4 11.4089597 0.7579921 0.69998221 -1.0395914
3.3078546 0.30040631 4 2.93796337 0.75803808 0.77883321 1.0251673

24.3401063 -0.4932875 4 28.628688 0.75804463 0.64766484 -1.0643304
47.4180235 0.23467403 4 47.4217824 0.75807161 0.82598507 1.03102574
1.79154218 -0.3128064 4 1.50664332 0.75814639 0.77005791 -1.0396946
1.24002806 0.31935747 4 1.20309765 0.75815975 0.76543849 1.02728361
1.24075204 -0.4113814 4 1.53348424 0.75825647 0.70187978 -1.1356136
12.3631451 0.24554896 4 11.5765237 0.75835539 0.81811556 1.03669664
3.48106027 -0.5404342 4 6.82640661 0.75848579 0.61758382 -1.1247346
1.56850419 0.28495642 4 1.22134174 0.75854159 0.78982266 1.08128572
3.54045543 -0.2874867 4 3.66154264 0.75857102 0.7880187 -1.0218317
1.80090743 -0.3729161 4 2.03335976 0.75862521 0.72813089 -1.0509848
8.50185875 -0.3722855 4 8.71846369 0.75866161 0.72856517 -1.0174851
4.45045892 -0.3588728 4 4.90114695 0.75882937 0.73783116 -1.0200308
1.62401794 -0.3358912 4 1.70232231 0.75886098 0.75383264 -1.0187498
3.33391677 -0.2404021 4 2.1792371 0.75889102 0.82183689 -1.0868946
1.75516528 -0.3500779 4 2.06279798 0.75893318 0.74393649 -1.0273001
1.06853789 -0.3168001 4 1.02753574 0.75899928 0.7672404 -1.0442252
10.0884094 0.23779769 4 7.9137729 0.75907043 0.8237221 1.04925918
17.7795385 -0.4298085 4 17.7860236 0.75915672 0.68947674 -1.0357012
1.57190303 -0.2984389 4 1.56459701 0.75919553 0.78022924 -1.0342002
6.80146849 -0.2141561 4 6.31011972 0.75934219 0.84089931 -1.0533467
1.30738418 0.3095954 4 1.30076325 0.75937146 0.77232635 1.03464166
2.0007476 -0.3726757 4 2.39251455 0.75940073 0.72829643 -1.05921

7.38892336 -0.4192409 4 7.32507872 0.75943836 0.69657563 -1.0363501
2.76214127 0.30760791 4 2.58844427 0.75956383 0.77373181 1.01936742
1.35697499 -0.4556226 4 2.57789127 0.75956661 0.67229882 -1.1778983
2.21407932 -0.3923544 4 2.04550081 0.75958096 0.71480543 -1.0541451
1.03102486 -0.339417 4 1.18703466 0.75958386 0.75136776 -1.038753
5.43346157 0.2114344 4 4.79358399 0.75981841 0.84288396 1.0700168
1.96249179 -0.316774 4 1.88198893 0.7598281 0.76725878 -1.013714
5.44531535 0.43497322 4 5.1391786 0.7598794 0.68602125 1.04914302
4.81431825 -0.3735027 4 4.92406087 0.75988519 0.72772703 -1.0208444
1.52945674 0.36135997 4 1.61292817 0.76002556 0.73610877 1.05846064
7.56758311 0.25076101 4 6.52904031 0.76012081 0.81435302 1.04261514
3.25437565 -0.4238194 4 3.90429442 0.76015588 0.6934953 -1.0679732
1.21684202 -0.3374164 4 1.28246085 0.76019558 0.75276592 -1.0530579
2.28178373 0.29092347 4 1.78697971 0.76029251 0.78557112 1.0540674



1.45129161 0.32115573 4 1.41210179 0.76043273 0.76417252 1.02058538
20.0596574 0.40206816 4 22.3673404 0.76061276 0.70819171 1.03018899
3.96976849 0.17922175 4 3.76846584 0.76071829 0.86647565 1.08530951
1.07389361 -0.3171917 4 1.02978089 0.76072272 0.76696436 -1.0240616
13.4550744 -0.4710093 4 13.6459819 0.76083202 0.66217264 -1.0513699
3.86994403 0.27875269 4 3.41597838 0.76084279 0.79425223 1.03103777
4.40850257 -0.4190572 4 4.71196484 0.76086266 0.69669936 -1.04917
5.01882317 0.15837657 4 5.89594843 0.76091198 0.88183423 1.07103241
1.78416701 -0.3039177 4 1.50556725 0.76100627 0.77634417 -1.0391064
4.68016705 -0.5320632 4 4.89903509 0.76117794 0.62286173 -1.098192
8.97446169 0.22719729 4 9.09072513 0.76118553 0.83140998 1.03542887
8.45622509 -0.6704184 4 22.9510872 0.76133611 0.53931058 -1.1487421
1.63179707 0.29228254 4 1.63237351 0.76138026 0.78460403 1.03372799
4.89339434 -0.2909411 4 4.30082767 0.76140637 0.78555857 -1.0228746
1.52421078 -0.3120798 4 1.43682674 0.76154675 0.77057102 -1.0394687
1.33106106 0.28220747 4 1.05151848 0.76156828 0.79178428 1.28323825
1.15704699 0.32361532 4 1.13396029 0.761576 0.76244241 1.01473175
39.1841236 0.07428274 4 27.1036216 0.76162042 0.9443519 1.11078954
5.5581585 -0.4117453 4 6.67184777 0.76162089 0.70163372 -1.0456151

1.38882581 0.34108328 4 1.55104043 0.76170676 0.75020406 1.05707412
2.37047659 -0.349327 4 2.57248651 0.76172846 0.74445882 -1.0202806
2.29893291 0.37695242 4 2.79723984 0.76185456 0.72535409 1.04777307
4.10716772 -0.2758855 4 3.67809469 0.76189017 0.79630264 -1.0350325
15.5969508 -0.5202506 4 16.9580617 0.76190286 0.63035631 -1.0752677

3.221165 -0.2972589 4 2.96907703 0.76193065 0.78106697 -1.024679
2.98091493 -0.2732527 4 2.24036412 0.76193576 0.79818719 -1.0522421
1.41032113 0.34550052 4 1.66792137 0.76201941 0.7471231 1.05046931
1.41032113 0.34550052 4 1.66792137 0.76201941 0.7471231 1.05046931
1.29190486 -0.2931088 4 1.42384339 0.7621024 0.78401633 -1.0705219
1.45889765 -0.290527 4 1.530864 0.76211144 0.78585335 -1.0653217
1.13684458 0.33741302 4 1.06801737 0.76213765 0.7527683 1.05753564
1.57321627 -0.3460896 4 1.61237715 0.76217241 0.74671264 -1.0224071
3.67095689 -0.3542264 4 3.69624228 0.76217512 0.74105373 -1.0150075
2.6678225 -0.3878585 4 2.87450858 0.76219956 0.7178768 -1.0393295

2.74040528 -0.3746473 4 2.65391544 0.76226031 0.72693927 -1.0347293
10.2811763 0.25735256 4 9.68593787 0.76230987 0.8096033 1.02754235
1.91286883 0.35831601 4 2.32797894 0.76231588 0.73821696 1.03666001
2.16960342 -0.4099575 4 2.22648613 0.76239122 0.70284293 -1.0638004
24.0985221 0.4195559 4 30.048346 0.76254043 0.69636345 1.04175596
1.83706372 0.26755293 4 1.6130802 0.76263332 0.80227273 1.06137785
1.33350526 0.31070767 4 1.20563741 0.76271259 0.77154026 1.0487032
8.39713415 0.27725445 4 7.32759844 0.76279074 0.79532341 1.02515001
1.9010462 0.38479007 4 2.02091062 0.76291308 0.71997673 1.04856134

7.46968659 -0.2545799 4 7.83741373 0.76292542 0.8116 -1.0256422
2.0462756 -0.4026753 4 2.97582968 0.7631728 0.70777935 -1.0691909
3.4537549 0.57437559 4 5.12622257 0.76334754 0.59647038 1.14172679

7.14206943 -0.3976903 4 8.2460086 0.76346672 0.71116861 -1.0380686
12.5828895 0.26426255 4 11.7407624 0.76350837 0.80463474 1.02632654



1.33927187 0.33444051 4 1.45670124 0.76350847 0.75484789 1.02403839
1.08342636 -0.3229307 4 1.02316761 0.76354877 0.7629238 -1.0314713
3.70270057 0.20068432 4 3.56576335 0.7635568 0.85073643 1.06019691
1.66723851 0.21329748 4 1.5069144 0.76356947 0.84152527 1.11439157
2.71129839 0.31237774 4 2.60525616 0.76362368 0.77036058 1.00786603
1.27566516 0.3163058 4 1.08159122 0.76368249 0.76758889 1.05458378
1.75576155 -0.3563885 4 1.87087532 0.763699 0.73955334 -1.0308074
5.39960154 -0.1422327 4 5.72423547 0.76378104 0.89377268 -1.0719535
2.54649984 -0.4288702 4 3.30387932 0.76381516 0.69010552 -1.0854596
1.6596279 0.30323181 4 1.46999366 0.76383314 0.77683008 1.03327553

8.87509205 -0.3909883 4 9.80331277 0.76392188 0.71573796 -1.0328634
26.9730718 0.1711845 4 29.6067452 0.7641322 0.87238945 1.04584951
1.00353081 0.31899457 4 1.03138086 0.76417323 0.76569408 1.03420622
3.79926293 0.35691522 4 4.33315994 0.76421157 0.73918807 1.02463077
9.43234443 -0.2809152 4 8.75955252 0.76422592 0.79270709 -1.0210275
1.92097161 0.29986696 4 1.57925829 0.7642321 0.77921581 1.03722641
5.27239569 0.25920366 4 5.05722599 0.76444354 0.8082712 1.02776857
2.20400371 -0.3739673 4 2.32214423 0.76447025 0.72740725 -1.0532746

1.081029 -0.3214775 4 1.04146983 0.76450805 0.76394605 -1.0217256
5.21039157 0.24993742 4 4.91196498 0.76455316 0.81494716 1.03720774
2.00007351 0.34655055 4 2.2680454 0.76455558 0.74639155 1.03447391
3.19998255 0.08094558 4 4.05375666 0.76463834 0.93937354 1.12581338
4.81301038 0.20692441 4 4.16433498 0.76467528 0.84617569 1.0707945
3.11371101 0.41469179 4 2.99101496 0.76469361 0.69964315 1.05936281
2.48523506 -0.4582618 4 3.24329381 0.76480611 0.67055588 -1.090874
8.64067184 -0.4447562 4 10.2229188 0.76480806 0.67950134 -1.0523453
3.44810547 0.26895037 4 3.15459419 0.76481068 0.80127034 1.03093393
1.30897722 0.31105478 4 1.20207118 0.76485223 0.77129502 1.02439851
32.6613144 -0.058327 4 34.4113419 0.76488802 0.95628574 -1.0877825
2.62259754 -0.2724577 4 2.19028363 0.76492011 0.79875655 -1.0484114
5.33125205 -0.4099255 4 7.10465646 0.76500495 0.70286463 -1.0505184
14.4250891 -0.9317686 4 393.643441 0.76502061 0.4042022 -1.1997971
1.24727752 0.33850843 4 1.45940486 0.7650646 0.75200258 1.10168837
1.41849153 0.259131 4 1.19988011 0.76516182 0.80832348 1.09097856
9.3752377 -0.4481327 4 9.48233718 0.765191 0.67725878 -1.0472441

1.25347664 -0.3333408 4 1.2908164 0.76523046 0.75561792 -1.0892308
156.472647 -0.0184053 4 95.7223755 0.76532064 0.98619697 1.14796964
2.38768244 -0.217649 4 1.63424377 0.7653509 0.83835441 -1.1243261
1.68747508 0.22334842 4 1.51753475 0.76537992 0.83420707 1.09354708
5.4116451 -0.4241918 4 6.91410385 0.76549763 0.69324505 -1.0575068

6.30188061 0.38183204 4 7.73820378 0.76557036 0.72200394 1.03384496
1.17650906 -0.3336404 4 1.22502338 0.76558812 0.75540811 -1.0273286
1.35996239 -0.307324 4 1.09818696 0.76560301 0.77393265 -1.041641
1.04455678 -0.31503 4 1.03971527 0.76569247 0.76848865 -1.0176906
2.05440666 -0.4296441 4 2.84253657 0.76569901 0.68958688 -1.1051621
30.2252598 0.2618111 4 27.3794836 0.76577322 0.80639617 1.02451526
1.49902107 -0.334468 4 1.51919496 0.76589772 0.75482867 -1.0212464
1.50349608 -0.3500542 4 1.63049472 0.76603443 0.74395292 -1.0614438



2.29853884 0.23735147 4 2.29669956 0.76608777 0.82404524 1.06628736
1.17027685 -0.3248246 4 1.00381535 0.76617077 0.7615924 -1.0539012
2.92529857 0.22629881 4 2.74650786 0.76623023 0.83206266 1.05617235
11.2083995 -0.1219532 4 8.28486439 0.76623228 0.90881742 1.19379442
1.85823212 -0.3282772 4 1.97531797 0.76624026 0.75916778 -1.0154831
1.67332219 0.37076559 4 1.71705331 0.76628524 0.7296124 1.05465558
12.5155794 0.19098769 4 9.24786059 0.76631623 0.85783743 1.0639943
3.33904989 -0.3844279 4 3.88333588 0.76631694 0.72022482 -1.0435028
34.8361043 -0.4098013 4 34.2494146 0.76632099 0.70294864 -1.0288627
1.69700731 0.27539692 4 1.85219566 0.76638399 0.79665223 1.04498109
2.78162239 0.2731955 4 2.51259176 0.76638564 0.79822814 1.04543725
31.2621967 0.05623856 4 31.766732 0.76639232 0.95784885 1.09011417
13.8670443 0.39625636 4 14.6921438 0.76640819 0.71214504 1.03042342
1.39170965 0.32787176 4 1.37340806 0.76646543 0.75945234 1.02199329
2.5168891 0.25515075 4 2.46487939 0.76650333 0.81118878 1.05226004

1.60729876 -0.3438754 4 1.7646349 0.76655984 0.74825594 -1.0377295
5.11570729 0.25935557 4 4.8318074 0.76656343 0.80816192 1.02802781
1.42066909 0.27462271 4 1.26450468 0.76657537 0.79720633 1.08324872
4.5153004 -0.3727012 4 4.60187969 0.7665979 0.72827889 -1.0253178

10.3371095 0.25414956 4 9.19841862 0.76668648 0.81191008 1.03266957
1.21166779 -0.2956398 4 1.19307581 0.76671602 0.78221709 -1.0420924
32.7441969 -0.4291149 4 33.2980141 0.76675414 0.68994151 -1.0360106
5.58509321 0.38225462 4 6.93592079 0.76675483 0.72171417 1.03609588
2.27501077 -0.3495963 4 2.37282841 0.76678251 0.74427144 -1.030339
107.881396 -0.4237563 4 135.027004 0.76683072 0.69353771 -1.0423666
3.71189118 -0.4434405 4 6.01848769 0.76684576 0.68037619 -1.0764649
1.89555173 -0.3580501 4 1.81626686 0.76697253 0.73840126 -1.0434691
3.20847687 0.2637312 4 2.84594356 0.7669862 0.80501641 1.04475392
1.35553226 0.32731761 4 1.31982768 0.76700381 0.75984133 1.02739457
13.3635782 -0.3966419 4 13.0013727 0.76705789 0.71188244 -1.0275166
195.504447 0.45808075 4 134.490634 0.76707578 0.67067535 -1.3134737
3.82823249 0.38549001 4 4.02835044 0.76710867 0.71949746 1.0338841
3.92882417 0.24760271 4 3.43796338 0.76711066 0.81663226 1.05036554
41.7096532 0.38578674 4 47.8632176 0.76713841 0.71929432 1.02785474
1.3037194 0.3223306 4 1.13276926 0.7671524 0.76334589 1.06711422

1.46220148 0.27142578 4 1.44385013 0.76720653 0.79949586 1.0645224
426.395231 0.44843436 4 458.834094 0.76722883 0.67705866 1.04376441
7.01995786 -0.4310602 4 6.58883072 0.76726926 0.68863843 -1.0456117
3.11356781 -0.2041039 4 3.27568587 0.76736724 0.84823622 -1.0579998
4.34677536 0.23390329 4 4.1756012 0.76756331 0.82654376 1.0416638
1.01450773 -0.3172339 4 1.03291579 0.7677054 0.76693461 -1.0372731
2.95620625 -0.3806219 4 2.92586381 0.7677606 0.72283406 -1.0431066
39.9252241 0.06672169 4 33.0186359 0.76779756 0.95000509 1.09474156
39.9252241 0.06672169 4 33.0186359 0.76779756 0.95000509 1.09474156
9.29918134 -0.2338892 4 9.78231442 0.76779855 0.82655396 -1.0286163
1.52198973 -0.3082011 4 1.36224126 0.76793878 0.77331224 -1.0269196
22.0169543 0.11228701 4 15.9211256 0.76812019 0.91600523 1.09606832
3.21765622 0.10877522 4 3.95129884 0.76812311 0.91861906 1.10926534



10.2991335 0.22903128 4 8.67900141 0.7681685 0.83007823 1.04493239
2.22059146 -0.3770794 4 2.33527278 0.76819684 0.72526678 -1.04114
13.9107906 0.1996149 4 12.716871 0.76821152 0.85151876 1.04918529
10.2433037 0.21696693 4 8.94673517 0.76839074 0.83885121 1.04590037
10.2433037 0.21696693 4 8.94673517 0.76839074 0.83885121 1.04590037
5.56754359 0.18397104 4 3.86226523 0.76846758 0.86298605 1.08995729
20.6615053 -0.4391108 4 21.0272861 0.76847934 0.68325967 -1.0414437
10.0772524 -0.4053047 4 10.17109 0.76851948 0.70599495 -1.0319976
26.9831722 -0.3809552 4 29.8347141 0.76854434 0.72260541 -1.025644
10.5593366 0.17072688 4 8.49619226 0.7686474 0.87272648 1.07465796
23.6005554 0.43289313 4 23.3085405 0.76869605 0.68741185 1.03793191
1.94160421 0.29065728 4 1.88110274 0.76875816 0.78576059 1.02014877
1.00859679 0.31383302 4 1.03481134 0.76878 0.76933323 1.01829557
8.49399353 0.38057527 4 9.14210888 0.76887583 0.72286607 1.02772805
4.41697729 -0.3859212 4 4.39545343 0.76898023 0.71920228 -1.0357537
2.09293524 0.33954375 4 2.33857839 0.76901495 0.75127918 1.02778613
1.44020667 -0.2928171 4 1.37454051 0.76905945 0.78422377 -1.0260726
12.7782933 0.02524256 4 13.5113803 0.76916406 0.9810706 1.09614853
3.66662359 0.39671895 4 3.41453925 0.76928842 0.71182997 1.04381144
3.66662359 0.39671895 4 3.41453925 0.76928842 0.71182997 1.04381144
3.66662359 0.39671895 4 3.41453925 0.76928842 0.71182997 1.04381144
1.21928001 -0.3237409 4 1.20315316 0.76932463 0.76235412 -1.0270976
3.27132092 -0.3682226 4 3.74685161 0.76948146 0.73136612 -1.0400089
1.56794563 -0.3034421 4 1.41928841 0.76954057 0.77668105 -1.0313544
5.80285639 0.43724496 4 7.5670691 0.76956454 0.68450426 1.0633311
1.79934357 -0.3049678 4 1.75825464 0.76962716 0.77560037 -1.0111199
4.19987646 -0.3929141 4 4.45992998 0.76964321 0.7144235 -1.0392934
2.5021297 0.29348275 4 2.23415414 0.76964956 0.78375038 1.02108356

10.6432046 0.27394182 4 10.4364001 0.76976207 0.79769375 1.01471052
1.97098965 -0.279428 4 1.17035586 0.76983656 0.79376955 -1.0867478
3.9452258 0.23691661 4 3.8574455 0.76987882 0.82436019 1.03631516

9.45028486 -0.328741 4 9.41113251 0.76988251 0.75884234 -1.0057343
3.33008806 -0.4029731 4 3.97950922 0.76990713 0.70757714 -1.0506888
1.0156984 -0.3117446 4 1.05172835 0.77000682 0.77080773 -1.0215941

242.120108 -0.1787165 4 190.692727 0.77004311 0.86684711 -1.0551432
2.03194721 -0.2814556 4 2.09150706 0.77028826 0.79232115 -1.0257542
1.04704365 -0.3014694 4 1.05400452 0.77039342 0.77807928 -1.079969
1.20655878 -0.5399041 4 3.9435562 0.77043537 0.61791726 -1.2197627
15.6567484 0.18499822 4 12.9991847 0.77059234 0.86223181 1.05597092
3.08868923 0.27446424 4 2.781958 0.77060734 0.79731976 1.02590913
4.39104954 -0.3594132 4 4.54907701 0.77076384 0.73745677 -1.0244654
6.33362911 0.19212345 4 4.57184653 0.77076561 0.85700484 1.07452386
2.81503149 -0.2808744 4 2.398 0.77080592 0.79273619 -1.0295173
17.599925 0.24387964 4 16.325271 0.77084669 0.8193219 1.02796311

5.20007887 -0.3783026 4 5.54321728 0.77086273 0.72442634 -1.0311235
1.15620592 0.30076789 4 1.25088405 0.77086874 0.77857675 1.03112253
102.371654 0.00207626 4 66.0932598 0.7710447 0.99844281 1.131
5.30749284 -0.205768 4 4.28640558 0.77109839 0.84702037 -1.0687032



7.18748063 0.24954985 4 6.17771918 0.77109887 0.81522681 1.03258483
1.28680555 -0.3199557 4 1.38373412 0.77117731 0.76501724 -1.0213958
187.941034 -0.0165966 4 147.125732 0.77120183 0.98755326 -1.1109618
43.2200019 0.18659155 4 45.1790103 0.77121072 0.86106221 1.03700058
4.75396639 -0.2439632 4 4.3136511 0.77133357 0.81926151 -1.0410668
1.47635378 -0.3774156 4 2.28336099 0.77135598 0.72503574 -1.0920741
1.06547361 -0.3410516 4 1.10943127 0.77139492 0.75022618 -1.0926259
80.7929797 0.38379087 4 94.3003588 0.7714911 0.7206612 1.02894832
4.31211883 0.23421354 4 4.08113789 0.77153071 0.82631886 1.03643533
2.46182321 0.23677091 4 2.37096616 0.77154671 0.82446573 1.04564193
2.46182321 0.23677091 4 2.37096616 0.77154671 0.82446573 1.04564193
2.46182321 0.23677091 4 2.37096616 0.77154671 0.82446573 1.04564193
5.38856336 0.21131278 4 4.83797945 0.77156825 0.84297268 1.05603008
1.27392147 -0.3179194 4 1.35256384 0.77156987 0.76645156 -1.023145
6.41150316 -0.4611851 4 5.86257636 0.77158454 0.66862818 -1.0617469
1.28194305 0.33103427 4 1.57245353 0.77163293 0.75723402 1.06588904
8.38110366 0.43580833 4 10.0998763 0.77166084 0.68546339 1.05288105
3.16510812 -0.388519 4 4.5074004 0.77185303 0.71742517 -1.0513695
1.68935331 -0.2851792 4 1.43601984 0.77189325 0.78966378 -1.03701
1.10283656 0.31477239 4 1.32944647 0.77195135 0.76867039 1.05943366
7.55587547 -0.3888355 4 9.16901285 0.77199609 0.71720883 -1.0363251
3.89409549 -0.4540837 4 6.38974239 0.77204658 0.67331632 -1.0823216
1.54965472 -0.3425659 4 1.58434736 0.77206542 0.74916933 -1.0548892
1.00977849 -0.2808639 4 1.00364216 0.77207525 0.79274374 -1.1568803
1.90559087 -0.2704674 4 1.6565822 0.77212675 0.8001827 -1.0537665
4.64110677 -0.3937836 4 5.43808269 0.77228784 0.7138304 -1.0431102
3.4698165 -0.3611222 4 3.87494236 0.77241736 0.73627336 -1.0290365

3.74522874 -0.3876337 4 4.57307876 0.77242798 0.71803057 -1.0478749
6.39666151 0.23103947 4 5.62978446 0.77253715 0.82862076 1.04459614
3.00952188 -0.3461164 4 2.88460531 0.77254269 0.74669398 -1.0211439
2.43421843 -0.3293013 4 2.6163782 0.77257048 0.75844923 -1.0201699
2.86485276 0.3746078 4 3.03395649 0.77261033 0.72696646 1.04151609
17.1722145 0.05252622 4 19.2747411 0.7727581 0.96062796 1.07816378
2.36815077 0.29396446 4 2.19344657 0.77276502 0.78340787 1.01492101
1.00575624 0.33806142 4 1.14131309 0.77288306 0.75231501 1.06678363

1.131057 -0.3026448 4 1.15946462 0.7729598 0.77724609 -1.0850495
5.77772464 -0.3642754 4 6.53720701 0.77306777 0.73409223 -1.0290614
14.6148817 0.13638187 4 15.3203698 0.77307963 0.89810803 1.05814177
12.3557877 -0.4656426 4 15.0795555 0.77308036 0.66569476 -1.0600792
1.09709899 -0.3128935 4 1.06307388 0.77309874 0.76999642 -1.0429456
1.46526798 0.29621964 4 1.34870269 0.77323112 0.78180514 1.0274737
25.3033955 -1.1111574 4 44.4589133 0.77338718 0.32878711 -1.2543305
3.55987256 -0.7904983 4 16.9156423 0.77342056 0.47346449 -1.2065081
11.3570689 -0.2149909 4 11.4675284 0.77346939 0.84029089 -1.0308432
14.2260961 0.25317313 4 13.6858643 0.77346995 0.81261376 1.02166599
17.4375973 0.14563341 4 16.6674988 0.77361378 0.89125489 1.06077621
4.04339366 -0.2688751 4 3.74134312 0.77365905 0.80132429 -1.0270748
5.11032824 0.37633554 4 5.75107814 0.7738212 0.72577814 1.03543477



1.82816975 -0.2679264 4 1.81103582 0.77396608 0.80200483 -1.039214
6.70200597 -0.4629406 4 7.01123482 0.77401065 0.66747208 -1.0671361
4.86819757 -0.3706314 4 5.64595722 0.7740785 0.72970489 -1.0349967
1.22342185 0.30143621 4 1.1128221 0.77412631 0.77810282 1.03216581
307.195374 0.21224698 4 314.085247 0.77414938 0.84229129 1.02761041
8.45431919 -0.366646 4 8.33138229 0.77422389 0.73245446 -1.02246
1.13702133 -0.307927 4 1.23542519 0.7742557 0.77350612 -1.021411
19.0193817 -0.3510662 4 18.5841218 0.77428691 0.74324927 -1.0138372
15.0613633 -0.2613349 4 14.9877413 0.77431531 0.80673849 -1.0148751
7.23040108 0.37119384 4 8.08010516 0.77432374 0.72931726 1.03113118
5.63259162 0.1937184 4 6.00864247 0.77437189 0.855836 1.04319445
2.08729366 0.27382269 4 1.52905603 0.77443327 0.79777904 1.05071756
4.89310102 0.35895962 4 5.89633512 0.77445713 0.73777097 1.02926938
4.05550185 -0.8062439 4 39.7610056 0.77449008 0.46530457 -1.1802864
9.51245099 -0.3470926 4 10.0393341 0.77454234 0.74601403 -1.017238
1.28848224 -0.3297494 4 1.63723804 0.77459405 0.75813497 -1.0410913
1.04857069 -0.3146214 4 1.17636106 0.77460088 0.7687769 -1.0325555
56.913609 0.18558243 4 45.0939741 0.77461536 0.86180292 1.04988455
3.7510007 -0.5185277 4 4.60327264 0.77464316 0.63145396 -1.1014909

1.45327043 -0.3598974 4 1.7303584 0.77465566 0.73712137 -1.1073399
9.18268407 0.2073128 4 8.92517373 0.77476106 0.84589206 1.03888475
1.79700936 0.33787206 4 2.21567991 0.77493186 0.75244738 1.03394439
9.04568382 0.20945201 4 7.75188057 0.77501504 0.84433038 1.04873073
1.00474552 0.34033119 4 1.26104813 0.77506738 0.75072919 1.08190993
19.3567084 0.11718487 4 19.4305124 0.77510437 0.91236188 1.06362234
8.19468642 -0.2599844 4 8.32708629 0.77511178 0.8077096 -1.0164596
1.4731963 -0.2895383 4 1.55595719 0.77514066 0.78655723 -1.0213585

3.55176725 0.34463828 4 3.99930396 0.77516158 0.74772405 1.02479795
6.0701261 -0.3881871 4 6.1740472 0.77523439 0.71765211 -1.0364797

9.70592964 0.17190812 4 9.34690455 0.77525984 0.8718566 1.05042139
314.508921 -0.0553214 4 222.944097 0.77556365 0.9585354 -1.1009869
1.20572649 -0.276101 4 1.25001218 0.77564179 0.79614843 -1.0560513
5.28716446 0.07578996 4 4.61696968 0.77565515 0.94322545 1.10299405
17.9345669 0.22181059 4 14.96621 0.77567822 0.83532549 1.03699914
2.60381956 0.14456736 4 2.4901156 0.77588534 0.892044 1.09152101
5.02819616 0.25534263 4 4.20959809 0.77596238 0.81105057 1.03025435
2.24105804 0.27221275 4 2.01729502 0.77605084 0.79893203 1.03172318
8.56283495 -0.4280617 4 9.15681873 0.7760628 0.69064755 -1.0466453
1.36402787 -0.2977115 4 1.28949797 0.77607357 0.7807456 -1.0134102
2.91054271 0.19093046 4 2.86100342 0.77612691 0.85787939 1.05910752
1.66059487 -0.1845622 4 1.90848319 0.77615393 0.86255195 -1.1054946
282.338481 -0.3823584 4 292.898208 0.77615854 0.72164303 -1.0247226
7.69456525 -0.2035209 4 8.43209682 0.77628289 0.84866233 -1.0349799
1.5428731 -0.3326309 4 1.81857811 0.77642498 0.75611512 -1.0479844

3.91880411 -0.368469 4 4.07785661 0.77650236 0.7311961 -1.0363046
4.29591457 -0.3856775 4 5.01837322 0.77654324 0.71936907 -1.0456788
2.02707849 0.39260397 4 1.95037385 0.77662625 0.7146351 1.0794251
16.0475707 0.06037967 4 17.2127714 0.7766642 0.95474961 1.08175437



5.50168137 0.34830535 4 5.89020259 0.77666849 0.74516973 1.02140947
1.63310172 0.30645706 4 1.65550281 0.77671397 0.77454612 1.00666065
3.46206334 0.14657743 4 2.41363371 0.7767651 0.89055623 1.10933086
12.6643393 0.13395128 4 6.62200704 0.77682263 0.89991032 -1.2135587
1.38614842 0.29420494 4 1.07514131 0.77683291 0.7832369 1.04549408
1.93982499 -0.336564 4 2.17745888 0.77689972 0.75336203 -1.0299739
1.76959638 0.24369099 4 1.45781171 0.77690674 0.81945826 1.07186764
1.44626713 -0.2938559 4 1.2099024 0.77694854 0.78348502 -1.0415758
13.4121722 -0.1716198 4 11.0046679 0.77696999 0.87206888 -1.0615344
7.97862152 -0.1595036 4 7.95756835 0.77698108 0.88100218 -1.0545643
1.92865171 -0.3326443 4 2.15584241 0.77701103 0.75610575 -1.0382453

1.040478 -0.3101951 4 1.0041177 0.77706464 0.77190249 -1.0294655
13.1517378 -0.4177061 4 18.3396421 0.77707683 0.69760976 -1.048927
2.93877313 -0.3410544 4 3.20029922 0.77712452 0.7502242 -1.0295427
35.7494609 0.23253291 4 37.1128306 0.77714956 0.82753743 1.02042738
6.14605176 -0.4436147 4 8.56463598 0.77718937 0.68026037 -1.0657574
1.7066433 0.28821511 4 1.51721218 0.77719875 0.78749972 1.03548475

2.62522405 0.14435272 4 2.70327613 0.77720111 0.8922029 1.0864251
13.0728567 -0.3914095 4 12.513412 0.77723404 0.71545039 -1.0292628
63.2420494 0.24408621 4 57.7886784 0.77723959 0.81917258 1.02259171
10.4531699 -0.3955682 4 12.9394817 0.77729697 0.71261388 -1.0416604
13.8752797 -0.4786404 4 21.5243339 0.77743167 0.65718247 -1.0731438
3.8918735 0.38560129 4 5.35714884 0.77745726 0.71942128 1.04759295

1.40273122 0.34632128 4 1.40554104 0.77751785 0.74655126 1.05951655
1.09112943 -0.3030299 4 1.09008831 0.77755726 0.77697314 -1.0398164
19.5055244 0.13645106 4 17.8115307 0.7775807 0.89805674 1.06117862
1.09011474 0.29948146 4 1.03084649 0.77764796 0.77948932 1.02014973
1.32933882 -0.3221915 4 1.30781908 0.77765072 0.76344377 -1.0324313
4.18559597 -0.2489425 4 4.18794261 0.77770964 0.81566514 -1.0227966
2.22309279 -0.3363492 4 2.47260037 0.77776982 0.75351225 -1.0304782
12.5640094 -0.381745 4 15.4284667 0.77782719 0.72206363 -1.0340617
1.12668911 -0.2876354 4 1.03899818 0.7778479 0.78791278 -1.0504339
44.5442164 0.23764468 4 44.2311481 0.77795182 0.82383289 1.01943662

6.342365 -0.1906615 4 6.81202616 0.77801393 0.85807656 -1.0412034
2.55803303 -0.3411109 4 2.8206121 0.77808444 0.75018474 -1.028724
3.87913186 -0.4062623 4 3.70872385 0.77819316 0.7053456 -1.0542752
3.32111064 -0.3790194 4 3.43537043 0.77835365 0.7239341 -1.0381746
23.9505623 -0.4782169 4 25.4868155 0.77836277 0.65745888 -1.0576145
4.59607821 0.4589757 4 4.93568679 0.77837228 0.67008482 1.06781924
1.86945482 -0.3535154 4 2.5677155 0.77841941 0.74154747 -1.0497832
3.01439333 0.36733059 4 3.08007359 0.7784349 0.73198178 1.04286272
50.6336527 0.14612404 4 53.5187191 0.77845935 0.89089177 1.04512753
2.60987511 -0.2807377 4 2.42042886 0.77850366 0.79283389 -1.019862
1.39287125 0.32297791 4 1.29325681 0.77860309 0.76289061 1.04057315
1.1904102 -0.3049867 4 1.05670612 0.77864001 0.77558702 -1.0388642

8.66496986 0.46028085 4 11.9921185 0.77864723 0.66922414 1.06544765
4.99471443 -0.1886562 4 4.10709571 0.77866353 0.85954725 -1.0581832
1.45373284 0.32578597 4 1.69748598 0.77868625 0.76091694 1.05092514



1.53585231 -0.2694886 4 1.26111979 0.77869141 0.80088436 -1.0658571
1.05841801 -0.3215422 4 1.39043556 0.77877396 0.76390055 -1.0763351
1.33145614 0.33813627 4 1.7792223 0.77879409 0.75226269 1.08923913
1.19425905 0.3132894 4 1.47501003 0.77886228 0.76971693 1.04050228
29.1867319 0.19382281 4 29.3059129 0.77889005 0.85575951 1.03387539
1.63180167 -0.2673351 4 1.76745852 0.77893563 0.802429 -1.034515
2.94799118 0.23070367 4 2.54394994 0.77901247 0.82886442 1.05850159
2.91437233 0.24513906 4 2.55524635 0.77902388 0.81841172 1.03887399
2.92559078 -0.3147491 4 2.913048 0.77906529 0.7686868 -1.009187
52.8961661 0.14808027 4 56.6376388 0.77917734 0.88944425 1.04202435
1.82913529 0.27284651 4 1.67402897 0.77920118 0.79847808 1.02998703
1.06875445 -0.3039013 4 1.09887545 0.77921123 0.77635576 -1.0294026
21.3606054 0.02302568 4 23.5857667 0.77926685 0.98273265 1.08205792
6.44681693 0.2273327 4 5.59027745 0.77929864 0.83131163 1.03949685
3.83777946 -0.3889933 4 3.67179358 0.7793599 0.71710095 -1.0432099
2.33870197 0.34713634 4 2.74124159 0.77937812 0.74598358 1.03528629
1.16654463 0.28869484 4 1.01036456 0.77939851 0.78715797 1.04341955

1.338995 0.32506225 4 1.33130175 0.77957152 0.7614254 1.04582607
130.181538 -0.4075236 4 270.676356 0.77959099 0.70449084 1.18184153
152.900191 0.16710125 4 121.082522 0.7796771 0.87539781 1.05148106
8.03452934 -0.4009643 4 8.85165427 0.77984068 0.70894173 -1.0409277
3.43793764 0.23115184 4 2.89197473 0.77991513 0.82853923 1.04308561
5.35755201 0.36389478 4 5.09786418 0.77991878 0.73435534 1.02655253
23.9632204 0.10757118 4 26.7064659 0.78004613 0.91951552 1.05686921
1.30831617 0.31753233 4 1.63340144 0.78009788 0.7667243 1.03786954
4.88252871 -0.3860944 4 4.74131345 0.78009931 0.71908374 -1.0385611
1.37375571 0.31075335 4 1.55821865 0.78019832 0.77150799 1.0273309
8.37662171 0.19442617 4 9.06786942 0.78037118 0.85531746 1.03516261
2.19474595 0.53724576 4 3.5374724 0.78037902 0.61959088 1.15963871
1.22682044 0.30840921 4 1.19174722 0.78039632 0.77316505 1.03395781
1.24212294 0.30187941 4 1.36903304 0.78052377 0.7777886 1.03857794
1.01650271 0.29426694 4 1.07691504 0.78057749 0.78319282 1.02624384
3.12987896 -0.402414 4 3.74412503 0.78059869 0.70795681 -1.0665246
1.24525538 -0.289368 4 1.08898788 0.78068247 0.78667855 -1.0620896
1.26369106 -0.3079724 4 1.20337932 0.78074345 0.77347396 -1.0367401
1.26369106 -0.3079724 4 1.20337932 0.78074345 0.77347396 -1.0367401
1.26369106 -0.3079724 4 1.20337932 0.78074345 0.77347396 -1.0367401
1.26369106 -0.3079724 4 1.20337932 0.78074345 0.77347396 -1.0367401
1.26369106 -0.3079724 4 1.20337932 0.78074345 0.77347396 -1.0367401
1.22550283 -0.3981733 4 2.32189584 0.78075276 0.71083986 -1.1523097
2.01033608 0.38576479 4 2.45659124 0.78092169 0.71930934 1.07355481
40.3453776 0.19927681 4 41.6101622 0.78097556 0.85176613 1.02842966
3.86847965 0.24223856 4 3.62895878 0.78098744 0.82050841 1.03504418
17.6448644 -0.2007303 4 18.1125239 0.78101085 0.8507028 -1.0298045
3.51697397 -0.2233938 4 3.78318354 0.78102204 0.8341741 -1.034542
1.27736248 -0.3276506 4 1.47206048 0.78118801 0.75960761 -1.044462

2.279353 0.26806776 4 2.20536831 0.7811931 0.80190339 1.02222087
7.92636237 0.19927626 4 8.62702197 0.78120775 0.85176653 1.03304738



3.31064379 -0.3519029 4 3.33968329 0.78124108 0.74266769 -1.0293055
2.20710584 -0.3253414 4 2.22387983 0.78125459 0.76122923 -1.0215822
27.5859225 -0.3622603 4 31.7320431 0.78126795 0.73548577 -1.0257506
2.46750893 -0.3704138 4 2.52973346 0.78127846 0.72985489 -1.0558546
26.7572861 0.37824454 4 26.2561596 0.78144923 0.72446624 1.02499744
6.48682952 0.19037641 4 5.807605 0.78147225 0.85828564 1.04794474
1.41776552 -0.2854384 4 1.43323217 0.78147332 0.78947892 -1.0174592
1.35550166 -0.2850233 4 1.2364567 0.78148403 0.78977493 -1.022477
2.81899021 -0.2461943 4 2.95481088 0.78165489 0.8176494 -1.0278732
6.28819082 -0.1751159 4 5.83541161 0.78175892 0.86949542 -1.0580273
17.058709 0.1296311 4 13.3957041 0.78179177 0.90311554 1.07409498

1.06598666 0.288826 4 1.10811841 0.78181267 0.78706455 1.05050768
4.2817518 -0.3766586 4 4.47330736 0.78181461 0.72555603 -1.03516

1.41876612 -0.2713486 4 1.39243681 0.78201154 0.79955115 -1.0297483
3.91502186 0.35633349 4 4.90515429 0.78206419 0.73959152 1.03452434
2.09878292 0.41239714 4 2.56268427 0.78211792 0.70119312 1.07969963
1.37596026 -0.4253116 4 2.03233685 0.78213168 0.69249291 -1.1638161
2.8182136 0.35074325 4 2.83716993 0.7822068 0.74347378 1.03448739

15.2274179 0.67692442 4 28.0674618 0.78221807 0.53558071 1.13410038
278.929245 0.16841741 4 294.127676 0.7823826 0.87442784 1.03438688
3.0703724 -0.2538566 4 2.67172935 0.78243783 0.81212118 -1.0321541
3.0703724 -0.2538566 4 2.67172935 0.78243783 0.81212118 -1.0321541

13.9211581 -0.4333189 4 14.2309397 0.78257018 0.68712712 -1.0465782
107.649749 -0.0115516 4 72.354844 0.78262243 0.99133653 -1.1117721
4.6936423 -0.3595815 4 4.74197907 0.78265443 0.73734017 -1.0268095

1.39075448 -0.3367907 4 1.493664 0.7826709 0.75320346 -1.0484343
1.1376759 -0.2874244 4 1.0514726 0.78275608 0.78806313 -1.0405929

1.03663777 0.31077796 4 1.05663467 0.78281704 0.7714906 1.05397512
480.762748 0.3620267 4 535.75845 0.78290676 0.73564738 1.02328308
1.2619453 0.38239723 4 1.60056188 0.78292348 0.72161639 1.10427381

1.36691475 -0.3205822 4 1.36839775 0.78309128 0.76457621 -1.036463
7.27845088 0.38983431 4 9.77947282 0.78316288 0.71652622 1.04378691
4.60362862 -0.3473247 4 4.63768416 0.78316737 0.74585243 -1.0217272
1.75210674 0.26838544 4 1.54182399 0.78328094 0.80167551 1.04157316
1.09994016 -0.2841143 4 1.02167193 0.7833114 0.79042336 -1.0272425
30.5217086 0.17681215 4 27.1410775 0.78333476 0.86824754 1.04266289
1.66556543 -0.3247869 4 1.73001093 0.78352712 0.76161889 -1.0265507
2.0245651 0.28054826 4 1.95411798 0.78352851 0.79296918 1.01639032

1.22445433 -0.2972612 4 1.32015016 0.78359958 0.78106538 -1.0325954
10.3984119 0.06590056 4 13.2797778 0.78363446 0.95061925 -1.1044887
20.4996581 -0.397765 4 21.165498 0.78363471 0.71111778 -1.0347095
13.8993087 0.62829156 4 13.0499654 0.78380948 0.56390259 1.11194877
3.56578538 -0.3793039 4 3.25918925 0.78393883 0.72373873 -1.0436238
2.33348728 0.23902311 4 2.3914001 0.78402178 0.82283488 1.03323994
2.33348728 0.23902311 4 2.3914001 0.78402178 0.82283488 1.03323994
4.77576613 0.42084466 4 5.63949447 0.78428545 0.69549582 1.0622545
2.06935489 0.31957985 4 2.45340249 0.78429994 0.76528189 1.02473564
8.27067136 0.33340158 4 8.79155948 0.78430178 0.75557533 1.01666499



6.14500154 0.15177878 4 4.78645156 0.78433586 0.88670896 1.07993995
5.32754167 0.1481631 4 5.45789959 0.78437848 0.88938297 1.05391655
1.52767579 -0.32607 4 1.6025257 0.78441106 0.76071746 -1.0372687
5.30145629 0.19687691 4 4.55980852 0.7844813 0.85352266 1.05601115
1.56351706 -0.338407 4 1.43740297 0.78449409 0.75207344 -1.0659884
1.03330759 0.57850219 4 3.6911582 0.7845069 0.59393517 1.25061325
2.74051351 0.20583477 4 2.3919314 0.78456947 0.84697156 1.05529774
6.84777482 -0.3929543 4 6.52755582 0.78457792 0.71439607 -1.0379923
3.40499004 -0.2630613 4 3.09810223 0.78463737 0.80549772 -1.0199015
11.0183739 0.37288146 4 13.8102053 0.78465801 0.72815474 1.03391363
2.02411725 -0.267026 4 2.09440327 0.78470634 0.80265084 -1.0185503
15.3417512 -0.4018407 4 17.2835063 0.7847462 0.70834623 -1.0384606
1.44579833 -0.2860783 4 1.03651525 0.78494171 0.78902261 -1.0850849
8.48532632 0.12925989 4 7.72252662 0.78504423 0.90339106 1.06363839
3.21758966 0.18095525 4 3.19348783 0.78522578 0.86520151 1.05253706
3.10960712 -0.2578126 4 2.71346017 0.78523261 0.80927219 -1.026811
3.88349066 0.3544722 4 3.93530213 0.78528022 0.7408831 1.02834847
52.7957316 0.13323893 4 53.1735801 0.78531613 0.90043867 1.04735504
8.09213691 0.21195362 4 6.98257501 0.78533466 0.84250524 1.03938292
1.13557009 0.282596 4 1.22273877 0.78533774 0.79150692 1.02634227
2.88669687 -0.3716592 4 2.8329383 0.78534201 0.72899663 -1.0450178
40.7417633 -0.3479689 4 40.3991252 0.78544598 0.74540389 -1.0165902
1.40252994 -0.3245417 4 1.73767867 0.78545113 0.7617912 -1.0491763
2.7109461 -0.3334275 4 2.99466488 0.78551611 0.75555719 -1.0284543

2.52050093 -0.2467268 4 2.36879103 0.78562813 0.81726478 -1.0310922
1.50966865 -0.3329038 4 2.07353334 0.78566974 0.755924 -1.0485366
5.79802511 0.2627646 4 5.42036995 0.78568929 0.80571089 1.01390404
2.01887206 0.24323392 4 1.57288903 0.78577766 0.81978868 1.05458708
2.58922221 -0.188437 4 2.84001948 0.78581713 0.85970812 -1.0583222
4.94549981 0.5770559 4 10.1836045 0.78598837 0.59482292 1.12343047
1.57720397 0.27617896 4 1.32885996 0.78599807 0.79609268 1.05560662
9.12781929 -0.3660092 4 9.54455462 0.78609025 0.73289424 -1.0293138
4.75364132 -0.4130443 4 5.1497279 0.78610987 0.70075578 -1.0539187
1.26839516 -0.3417555 4 1.58219127 0.78616841 0.7497348 -1.0660065
15.8609431 0.19600028 4 15.0629794 0.78619261 0.85416454 1.03267974
2.57074427 -0.3408776 4 3.09154975 0.78632054 0.75034763 -1.0395442
2.09159609 0.25657416 4 1.86411347 0.7864108 0.81016368 1.04917305
12.4452614 -0.0052078 4 8.81248077 0.78642235 0.99609417 1.13855403
9.71938068 -0.0765823 4 7.682013 0.78644558 0.94263337 -1.0980058
1.52336139 0.33874504 4 1.9406973 0.78657706 0.75183723 1.06595341
21.8582462 -0.2164282 4 19.9129766 0.78661066 0.83924362 -1.027338
1.56716388 0.26588155 4 1.39106485 0.78674309 0.80347222 1.03175808
2.73855692 0.21129486 4 1.93033526 0.78679403 0.84298575 1.07276251
1.8105879 -0.461179 4 2.01345113 0.78680076 0.66863224 -1.1564055
2.0660736 -0.7143395 4 11.0850759 0.78680789 0.51448909 -1.2682482

1.29024715 0.28554824 4 1.16008321 0.78684225 0.78940058 1.0175875
5.68294799 0.19470562 4 6.15816505 0.78698091 0.85511275 1.03493797
2.04630981 0.25201767 4 2.06278608 0.78698461 0.81344674 1.03423111



3.28509858 0.24730943 4 3.07433659 0.78729068 0.81684402 1.02761356
11.6747122 -0.3767945 4 12.6412581 0.7873795 0.72546265 -1.0332475
1.80729171 -0.3791839 4 2.81600472 0.78740835 0.72382109 -1.0814417
1.1873408 -0.2806971 4 1.21343078 0.7874328 0.79286288 -1.0177592
4.2310724 -0.1496037 4 3.31484591 0.78758823 0.88831736 -1.0858948

18.1214097 0.14422901 4 14.5048821 0.78768956 0.89229449 1.05656761
4.31347648 -0.3618737 4 4.89963324 0.78773205 0.73575322 -1.0398152
2.28407283 0.36230986 4 3.36458549 0.78788336 0.73545147 1.05367784
4.09019253 0.36896854 4 4.58921029 0.7880476 0.73085151 1.04401644
2.15141984 0.35256867 4 2.55842305 0.78817406 0.74220506 1.04993007
16.9999842 -0.44584 4 25.7904434 0.78825107 0.67878107 -1.0602932
2.04352471 -0.2639649 4 1.77106883 0.78828473 0.80484855 -1.0261732
3.3600639 -0.5030209 4 7.864689 0.78830558 0.64138467 -1.1050191

3.64402917 0.25713014 4 3.56893849 0.78831647 0.80976341 1.01392011
31.4110323 0.00493592 4 28.9318376 0.78835747 0.99629808 1.09509232
1.18736149 0.27538929 4 1.17727317 0.78841325 0.79665769 1.02422231
2.49712438 -0.4479839 4 11.133754 0.78845523 0.67735752 1.19878602
1.52960722 -0.2424477 4 1.40242763 0.78851158 0.82035718 -1.052602
1.35221095 0.28392599 4 1.24836343 0.78855304 0.79055774 1.02996043
1.42526771 0.25394351 4 1.55548996 0.78857648 0.81205856 1.04200719
3.71803853 0.12064563 4 4.50726677 0.78861194 0.90978911 1.07190019
2.5406494 0.05088742 4 3.82557967 0.7886508 0.96185501 1.11317542

6.29503746 -0.4319272 4 8.83675213 0.78867175 0.68805809 -1.0654327
1.06452743 -0.2868563 4 1.01271064 0.78890319 0.78846801 -1.0129696
7.80995278 0.20714936 4 6.26847029 0.78891391 0.84601142 1.0386035
10.4376044 0.41950483 4 14.0360436 0.78897053 0.69639784 1.05462115
2.79108245 -0.2409318 4 2.57606377 0.78907212 0.82145364 -1.0342204
11.8809051 0.10042499 4 9.6320148 0.78907867 0.92483909 1.07963331
1.0206385 -0.2831031 4 1.06745956 0.78911469 0.79114496 -1.0245292

2.74508433 -0.2400727 4 2.57503791 0.78915307 0.82207523 -1.0357875
65.8004098 0.11425161 4 58.8213702 0.78922482 0.91454352 1.05537684
9.93454905 0.18147355 4 10.3915187 0.78928269 0.86482065 1.03235435
4.01370287 0.22961875 4 3.60385633 0.78936159 0.82965178 1.03696437
59.2930839 -0.202384 4 51.7244458 0.7894114 0.84949349 -1.0309444
7.01421689 0.23276299 4 6.22235654 0.78946224 0.82737057 1.02526041
4.08365588 -0.2338174 4 4.17084303 0.789484 0.82660603 -1.0220492
2.81327103 -0.3717146 4 3.42592031 0.78954522 0.72895845 -1.0575459
4.65842275 -0.3692739 4 4.3599131 0.78956539 0.73064086 -1.0353667
26.2644166 -0.39674 4 28.3029381 0.78958511 0.71181562 -1.0365777
5.49517819 0.18262848 4 6.11840351 0.78959773 0.86397214 1.03693062
85.3945548 0.1325534 4 83.5185908 0.78960179 0.90094719 1.04580208
5.09686616 0.15750674 4 5.90724902 0.78972007 0.88247654 1.04687293
1.33257806 -0.2326114 4 1.44185316 0.78979127 0.82748053 -1.0874679
3.50956061 0.18889831 4 2.98502587 0.78998172 0.85936968 1.05316616
3.50956061 0.18889831 4 2.98502587 0.78998172 0.85936968 1.05316616
3.50956061 0.18889831 4 2.98502587 0.78998172 0.85936968 1.05316616
17.8677034 -0.3827152 4 19.8369341 0.7900804 0.72139841 -1.0329457
1.08840816 -0.3061749 4 1.39501067 0.79012852 0.77474583 -1.0464195



1.03254726 -0.297752 4 1.04415772 0.79036412 0.78071685 -1.0393321
3.41216147 0.23863135 4 2.98227267 0.79042142 0.82311849 1.03359354
5.66930524 0.24394092 4 5.17596367 0.79043611 0.8192776 1.01909548
11.2560009 -0.4437201 4 12.4547742 0.79047785 0.68019025 -1.0574745
13.6751301 -0.2174273 4 12.2853593 0.79054705 0.83851592 -1.0269696
1.03442512 -0.2765432 4 1.00881048 0.79081212 0.7958321 -1.0235433
2.52131777 -0.3766302 4 2.59980706 0.79097495 0.72557559 -1.0572243
5.99808865 -0.329942 4 6.41094381 0.79098304 0.75799984 -1.0215661
4.90406823 -0.2410402 4 4.50436645 0.79110958 0.82137523 -1.0237363
4.31445458 -0.4066232 4 4.55937222 0.79116291 0.70510099 -1.0545083
66.9217162 -0.391095 4 65.335641 0.79120408 0.71566515 -1.0301239
16.5049703 -0.4286338 4 16.1896224 0.79129683 0.69026401 -1.0459028
2.71813538 0.22124897 4 2.52491346 0.79153104 0.83573406 1.03660426
2.74099187 0.22441391 4 2.24959761 0.79154867 0.83343244 1.05289804
1.67945866 0.25777058 4 1.54003268 0.79157722 0.80930241 1.03628664
1.13985314 -0.2830065 4 1.06569674 0.79167614 0.79121393 -1.083437
1.51863419 -0.3196149 4 1.5796142 0.79190447 0.76525722 -1.0674944
18.4638575 -0.3684353 4 17.6981115 0.79195718 0.73121941 -1.0255056
2.88521273 0.21545315 4 2.24254159 0.79199635 0.83995404 1.05573868
2.18562221 0.07511204 4 2.46535151 0.79221827 0.94373209 1.14785216
2.00830502 0.17049656 4 2.41000808 0.79225495 0.87289612 1.07489834
11.3107487 -0.3496209 4 11.7446769 0.79230685 0.74425431 -1.0240862
3.41790199 0.17751125 4 2.85597288 0.79239536 0.86773336 1.0632466
3.41790199 0.17751125 4 2.85597288 0.79239536 0.86773336 1.0632466
3.33015722 -0.3911046 4 2.96625914 0.79254289 0.71565854 -1.0574843
7.60072145 0.18755387 4 6.75189217 0.79257776 0.86035603 1.04179339
2.3990988 -0.309235 4 2.634262 0.79270131 0.77258112 -1.0249786

4.81917143 0.48866069 4 5.28028097 0.79270598 0.65066268 1.08224291
1.02206551 -0.2770336 4 1.00552631 0.79274541 0.79548138 -1.0129552
5.04530968 -0.2031048 4 3.86957901 0.7928344 0.84896653 -1.0445142
43.9656017 -0.4125654 4 50.445412 0.79290076 0.7010794 -1.0426456
3.86486715 0.38541348 4 5.04296587 0.79303884 0.71954985 1.05240053
2.66006133 -0.1552261 4 2.88590934 0.79310115 0.88416114 -1.0691451
9.21523591 0.31917266 4 10.2753889 0.79320572 0.76556865 1.01633906
2.04525409 -0.3266752 4 2.05571636 0.79325641 0.76029239 -1.042374
7.09602873 -0.1246002 4 5.51102412 0.79336813 0.90685085 -1.0761879
2.50507004 0.23451812 4 2.13149561 0.79346037 0.82609808 1.04418796
4388.26821 0.07481275 4 3382.91531 0.7934666 0.94395576 1.07113657
2.29552589 0.11795831 4 1.32847745 0.79347547 0.91178679 -1.5026399
1.83681013 0.26699999 4 1.8943332 0.79353754 0.80266949 1.01056322
1.01258724 0.27719992 4 1.00667375 0.79361278 0.79536241 1.0295021
11.223657 -0.3310225 4 12.6595683 0.79369845 0.75724229 -1.0206347

96.3917529 0.1580045 4 93.0805948 0.79370408 0.88210897 1.03625575
1.5046379 -0.31273 4 1.50952249 0.7937517 0.77011189 -1.0456647
1.0612071 -0.2847588 4 1.03416922 0.7938067 0.78996363 -1.0358078

5.11326913 -0.3752626 4 6.57562243 0.79389138 0.72651598 -1.046559
5.11326913 -0.3752626 4 6.57562243 0.79389138 0.72651598 -1.046559
2.89666451 0.43850622 4 3.72051705 0.79391184 0.6836628 1.08105516



1.24043923 -0.2895444 4 1.13309823 0.79397634 0.78655292 -1.0335313
3.4402597 0.21131688 4 3.64105164 0.79401936 0.84296969 1.03264774

4.19443523 -0.4018354 4 4.09047312 0.79417149 0.70834983 -1.0528228
1.00855508 -0.2804068 4 1.09588211 0.79427742 0.79307026 -1.0160586
6.57995126 -0.3988232 4 7.01109689 0.79432434 0.71039768 -1.0454514
1.69473851 0.33413519 4 2.00193924 0.79442497 0.75506164 1.05482857
1.73404359 0.30936192 4 1.76353965 0.7944355 0.7724914 1.02778426
1.65999522 -0.2299584 4 1.82751549 0.79447807 0.82940522 -1.0429603
319.447127 0.15961241 4 265.98014 0.79452941 0.88092183 1.04095906
4.35197101 -0.3769973 4 4.61907232 0.7945352 0.72532325 -1.0437523
1.07365209 0.27344832 4 1.16016957 0.79454024 0.7980471 1.03981242
2.78046993 0.2305585 4 2.63320144 0.79460473 0.82896976 1.03433788
3.86085757 -0.3508148 4 3.7762218 0.79460979 0.74342406 -1.0314795
2.10128958 0.25888015 4 2.07694238 0.79469136 0.80850396 1.01246273
10.5708466 0.10440368 4 10.3264155 0.79472113 0.92187455 1.06086185
1.92901044 0.38922235 4 1.9620927 0.79475464 0.7169444 1.08285597
1.25711153 0.21785787 4 1.03525169 0.79485371 0.83820234 1.12892229
2.21467852 -0.2092663 4 1.95995808 0.79500649 0.8444659 -1.0501875
3.77664101 0.25255662 4 3.58341756 0.79509641 0.81305817 1.01589027
1.42429162 -0.2267562 4 1.11435857 0.79514322 0.83173035 -1.1640715
8.20578503 0.18573782 4 8.95066279 0.79519963 0.86168885 1.02884499
1.06183045 0.3117747 4 1.06433858 0.79523145 0.77078647 1.10781895
6.79683847 -0.3852749 4 7.22739108 0.79530133 0.71964472 -1.0398012
2.52384627 -0.0995008 4 3.49961891 0.79539376 0.92552794 -1.0851137
1.52950937 -0.294175 4 1.44663964 0.79543086 0.78325816 -1.0221439
17.4174303 -0.3429984 4 20.0660941 0.79555659 0.74886756 -1.0240382
9.42211424 0.44095361 4 12.0215619 0.79558396 0.6820316 1.05875562
409.795746 -0.5390403 4 514.836694 0.79568563 0.61846079 -1.0778269
1.84182911 0.24491986 4 1.7732471 0.79569745 0.8185701 1.0247865
1.80866862 0.26181876 4 1.61155718 0.7957119 0.80639066 1.02260557
51.1176137 0.13966219 4 55.0113287 0.79573964 0.89567684 1.03545903
3.1106125 -0.1681163 4 3.23731135 0.79577117 0.87464974 -1.0509953

3.07617475 -0.4300532 4 4.96656974 0.79581264 0.68931281 -1.0780724
9.94077891 -0.1262432 4 7.19685635 0.7958718 0.90563067 -1.0681515
2.26520079 -0.3177241 4 2.30621182 0.79593589 0.76658918 -1.0271887
4.9315718 -0.3929329 4 4.58570333 0.79616421 0.71441065 -1.0480581

2.02359792 -0.3234685 4 2.06793009 0.79623732 0.76254565 -1.0445731
15.5637004 -0.3855213 4 14.9859444 0.79625741 0.71947603 -1.0323279
2.52698917 -0.3460535 4 3.19715006 0.79628812 0.74673777 -1.0489576
4.90514357 0.21386161 4 4.95494341 0.79643579 0.841114 1.02373126
100.600163 -0.2998837 4 105.145959 0.79644584 0.77920393 -1.008202
1.18353174 -0.2922042 4 1.3152038 0.79649618 0.78465978 -1.0284301
2.3559037 -0.33404 4 2.21565141 0.79651746 0.75512828 -1.039905

3.50496093 0.34214882 4 3.38980476 0.79652542 0.74946034 1.03319515
1.11734064 0.25309632 4 1.02482129 0.79664798 0.81266913 1.05654801
110.360104 -0.3978965 4 108.826112 0.79669591 0.71102826 -1.0332262
1.66087852 -0.199387 4 1.5343905 0.79673164 0.85168554 -1.0668559
2.42506762 0.43625509 4 3.67239729 0.79674737 0.68516504 1.09570484



1.43912308 0.26481535 4 1.31953987 0.79698596 0.80423774 1.02279653
1.24016383 0.29209427 4 1.28953169 0.79703368 0.78473798 1.02278318
9.33750415 0.35429419 4 27.5356757 0.79704018 0.74100668 -1.1462707
3.87566193 0.23824234 4 3.86599937 0.79709248 0.82340013 1.01482056
7.02491557 0.13117929 4 6.73563977 0.79713635 0.90196666 1.05376709
2.13829191 -0.222232 4 1.96648428 0.79715912 0.83501899 -1.0420445
1.3392337 0.27072164 4 1.22299769 0.79724108 0.80000047 1.10450975
1.319638 0.2675434 4 1.10690775 0.79725675 0.80227957 1.03083637

1.14546871 0.22171963 4 1.12023758 0.79732946 0.83539166 1.18984056
21.415661 0.1984109 4 20.1846157 0.79741081 0.85239979 1.02493891

22.7118952 -0.8788934 4 123.965548 0.7974226 0.42908735 -1.1789156
6.48863585 -0.0143032 4 6.65877332 0.79748029 0.98927309 -1.0876947
19.7782903 -0.1039289 4 30.3307847 0.79754111 0.92222825 1.09455807
4.88880292 0.10401276 4 4.51601806 0.79754827 0.92216576 1.08511619
3.70735175 -0.3519641 4 3.67810343 0.79755426 0.74262515 -1.0338595
19.8520583 -0.9247997 4 27.1587601 0.79756595 0.40741142 -1.1913201
78.400941 0.14320798 4 71.5049913 0.79758346 0.89305046 1.03977959

1.09210339 -0.2733968 4 1.0852532 0.79765663 0.79808398 -1.0188635
1.26827175 -0.3614979 4 1.65388307 0.79767533 0.73601332 -1.104898
35.6393052 -0.3079642 4 35.6021871 0.7976878 0.77347979 -1.0095244
4.82119144 -0.170862 4 4.38220736 0.797836 0.87262694 -1.0448166
4.57030341 -0.1252603 4 3.67018909 0.79789491 0.90636064 -1.0714038
12.3715954 0.20998218 4 11.4351566 0.79799802 0.84394348 1.02443968
3.62386413 -0.3654674 4 3.74168445 0.79812695 0.73326848 -1.0397911
1.01872651 -0.3019868 4 1.12870201 0.79836315 0.77771247 -1.0612486
44.4556847 -0.1662523 4 43.071944 0.79841754 0.87602362 -1.0319854
2.02990085 -0.1690455 4 2.16314105 0.79850518 0.87396507 -1.0652867
6.99574524 0.18874265 4 5.92633739 0.79853363 0.85948387 1.03877553
2.29729385 -0.4086411 4 2.70771712 0.79855244 0.70373398 -1.0997079
3.09748236 -0.3508693 4 3.25334704 0.79857936 0.74338612 -1.0372351
1.57965471 0.28951124 4 1.49330469 0.7987257 0.78657653 1.02076468
1.57965471 0.28951124 4 1.49330469 0.7987257 0.78657653 1.02076468
1.57965471 0.28951124 4 1.49330469 0.7987257 0.78657653 1.02076468
5.09220578 0.30590665 4 5.62894899 0.79876441 0.7749357 1.01573889
1.21180953 -0.2755271 4 1.03960181 0.79878195 0.79655911 -1.041426
1.50954284 0.31692328 4 1.67434812 0.79878698 0.76715357 1.04258762
2.05729152 0.31269707 4 2.24677561 0.79892533 0.7701351 1.03926014
4.52733868 0.22614519 4 3.97642006 0.79894513 0.83217427 1.02558422
4.10861827 0.16270116 4 3.71408013 0.79908279 0.87864245 1.06190727
1.74550313 -0.3129019 4 2.25911783 0.79910698 0.76999046 -1.0402018
1.87357864 0.2476987 4 1.82463007 0.79917791 0.81656295 1.01845683
4.95926149 -0.3651694 4 4.6569888 0.79932506 0.73347439 -1.0371719
1.36123467 -0.2917358 4 1.31508895 0.79933492 0.784993 -1.0347247
5.00245297 -0.376297 4 6.69508142 0.7993543 0.72580463 -1.0460916
3.27766955 0.32015469 4 3.26190375 0.799376 0.76487714 1.02245444
48.188693 0.42113255 4 50.2184514 0.79944508 0.69530208 1.04192433

44.3662365 -0.1558027 4 44.0447192 0.79950901 0.88373515 -1.0327946
3.18559431 -0.4207379 4 3.31932591 0.79964988 0.69556764 -1.0701222



904.422131 0.10144971 4 717.391077 0.79967872 0.92407542 1.05695477
7.91457024 0.42223127 4 12.3728876 0.79974427 0.69456294 1.05896934
1.40007917 -0.2853198 4 1.5228626 0.79978252 0.7895635 -1.0343826
2.20966312 -0.1233576 4 2.54567542 0.79981761 0.90777392 -1.0815024
121.92505 0.10010919 4 114.545377 0.79989395 0.92507446 1.05033331

8.19283032 0.36815838 4 7.89692916 0.7999239 0.73141046 1.03194839
8.19283032 0.36815838 4 7.89692916 0.7999239 0.73141046 1.03194839
2.0366832 -0.312955 4 1.86660098 0.80011092 0.76995302 -1.0337172

1.30987946 0.25615342 4 1.13797456 0.80013728 0.81046664 1.0414179
3.22566725 0.29443936 4 3.54828488 0.8001513 0.78307025 1.01426851
1.72869869 -0.3220211 4 2.42387549 0.80019919 0.76356358 -1.0459416
12.8831457 0.208853 4 12.0223288 0.80032352 0.84476759 1.02194746
3.43951184 -0.173771 4 3.31681796 0.80033739 0.8704852 -1.0458113
3.43951184 -0.173771 4 3.31681796 0.80033739 0.8704852 -1.0458113
3.27976008 0.22017848 4 3.34499514 0.80046688 0.83651299 1.02421493
1.81154881 -0.2020322 4 2.13442325 0.80048876 0.84975065 -1.0497385
16.4134632 0.16267353 4 17.0505592 0.80051632 0.87866284 1.02925064
1.06405803 0.26290671 4 1.10681091 0.80065631 0.80560877 1.04021381
6.59689807 0.3936006 4 9.2360945 0.80070076 0.71395521 1.04973771
18.8869321 0.19775137 4 16.9275529 0.80077477 0.85288251 1.02487783
2.3083503 0.39511032 4 2.49295217 0.80077605 0.7129259 1.3161081

1.85920782 0.31339453 4 2.04802409 0.80078041 0.76964273 1.03942199
4.10037532 0.3249769 4 3.95637434 0.80081013 0.76148537 1.02307804
24.4008176 0.18815186 4 25.530686 0.80084503 0.85991727 1.02142082
2.36595386 -0.3943121 4 2.60570235 0.80086295 0.71347003 -1.0687551
15.8768315 0.18274929 4 13.1599763 0.80119729 0.86388339 1.03323264
2.10125166 0.32142731 4 2.54210518 0.80130408 0.7639814 1.04197459
1.01775317 0.26561495 4 1.03862812 0.8013046 0.80366361 1.01250037
12.4750083 -0.3505549 4 11.8632782 0.80147127 0.74360475 -1.0242006
245.162164 -0.4073761 4 235.230952 0.80148538 0.7045908 -1.0355635
2.3236265 -0.5040208 4 4.54463309 0.80155643 0.64074156 -1.1216721

2.09093848 0.23968501 4 1.78320727 0.80167883 0.8223558 1.03385544
1.13419156 0.27387878 4 1.03157187 0.80171414 0.79773889 1.03358203
10.7947502 -0.3669757 4 11.2932414 0.80173133 0.73222676 -1.031068
6.37659573 0.37215679 4 8.29695971 0.80190136 0.72865382 1.04223232
6.78389255 0.143352 4 5.4589842 0.80190959 0.89294382 1.06049263
4.40918074 -0.3778446 4 5.90890733 0.80200604 0.72474097 -1.0522783
1.62895161 -0.3159899 4 1.68968647 0.80218229 0.76781167 -1.0413324
6.19802911 0.16707431 4 4.93372 0.80220057 0.87541767 1.04610908
1.54321875 0.22377291 4 1.6928605 0.80221202 0.83389843 1.04308733
3.25716612 -0.3804668 4 5.03039568 0.8022916 0.72294048 -1.0576917
2.74640079 0.21365639 4 2.5749433 0.80231188 0.8412636 1.04048182
30.5055999 -0.2217893 4 27.814029 0.80236001 0.83534098 -1.0159604
14.7436484 0.17946198 4 12.9863192 0.80240886 0.86629905 1.0331489
6.49395502 0.21253671 4 5.82954082 0.80248263 0.84208 1.02294094
1.47351426 -0.2528391 4 1.36506957 0.80249758 0.81285455 -1.0220973
27.8816816 0.14740423 4 22.9987489 0.80251099 0.88994442 1.04331782
2.18758955 -0.3224669 4 2.31948075 0.80258182 0.76324998 -1.033432



3.15248551 -0.3215675 4 3.82428484 0.80259826 0.76388278 -1.0319368
1.21727001 0.28072568 4 1.31358005 0.8026173 0.79284245 1.04469297
3.86387317 0.18528813 4 4.11030936 0.80262297 0.86201897 1.03317608
2.92646404 0.21184926 4 2.70401539 0.8026955 0.84258136 1.02984576
9.8425485 -0.0096001 4 6.03353307 0.80275504 0.99280006 1.12067887
1.7946245 -0.1580035 4 1.71410987 0.80276357 0.88210972 -1.0825649

6.19518914 0.22076003 4 6.06355098 0.80288487 0.8360898 1.01661295
4.24732202 0.22169938 4 3.77638936 0.80295288 0.83540638 1.02318154
2.95101527 -0.2268969 4 2.69121126 0.80297041 0.83162816 -1.0239874
1.59755636 0.25194187 4 1.32353771 0.80297894 0.8135014 1.03017628
12.3141848 -0.1712344 4 12.7129571 0.80307029 0.87235269 -1.0290704
36.6866608 -0.4107847 4 46.3970261 0.80308313 0.70228331 -1.0458553
2.72003951 -0.3012614 4 2.86535157 0.80309585 0.77822675 -1.0238285
8.18411722 -0.3539464 4 9.72664638 0.80327008 0.74124811 -1.0346756
380.943753 0.35044297 4 452.916905 0.8033075 0.74368258 1.02685291
380.943753 0.35044297 4 452.916905 0.8033075 0.74368258 1.02685291
7.65836763 0.20891186 4 6.78805197 0.80332246 0.84472463 1.02389922
9.16589883 -0.3621565 4 12.0754456 0.80338703 0.73555757 -1.0368941
9.16589883 -0.3621565 4 12.0754456 0.80338703 0.73555757 -1.0368941
9.16589883 -0.3621565 4 12.0754456 0.80338703 0.73555757 -1.0368941
1.42832149 0.27686029 4 1.52955034 0.80339229 0.79560531 1.02316221
10.7176004 0.21374767 4 10.1826971 0.80342455 0.84119706 1.01935863
1.97066021 0.29059571 4 2.02523986 0.80344537 0.78580442 1.01630525
1.76798147 -0.2533283 4 1.75842097 0.80345842 0.8125019 -1.0130351
1.07112572 -0.2710502 4 1.17992249 0.80349383 0.79976497 -1.0265256
1.07112572 -0.2710502 4 1.17992249 0.80349383 0.79976497 -1.0265256
4.06311689 -0.3105661 4 4.49455966 0.8035964 0.77164031 -1.0239968
5.21147613 -0.3971803 4 5.37561193 0.80375851 0.71151581 -1.0474206
9.14865776 0.11930548 4 6.62311307 0.80402822 0.91078524 1.06315005
1.46324109 -0.3069928 4 1.63886383 0.80404334 0.77416701 -1.0458285
3.36786117 -0.3407794 4 3.93807612 0.80408425 0.75041624 -1.041622
2.40499288 -0.2975334 4 2.50219542 0.80415282 0.7808721 -1.0185358
1.60900222 0.27643228 4 1.68060915 0.80432597 0.79591147 1.01250127
4.00282697 -0.1907998 4 4.30167894 0.80433034 0.8579752 -1.0288097
47.6010429 -0.4049259 4 67.0459656 0.8043749 0.7062519 -1.0456302
2.20611853 -0.3340823 4 2.48404372 0.80444078 0.75509868 -1.0428241
1.48597644 0.3101493 4 1.56970337 0.80444146 0.77193484 1.04394048
2.20433358 -0.2172442 4 1.96179337 0.80444848 0.83864923 -1.0344521
136.024806 -0.3532306 4 155.229745 0.80445877 0.74174525 -1.0270538
155.232031 0.07396077 4 178.015296 0.80450652 0.94459255 1.0454141
15.2375839 -0.165942 4 10.0543503 0.80450854 0.87625236 1.17049856
88.1189208 0.00408539 4 86.3184026 0.80450904 0.99693597 1.07079977
2.39008921 -0.297741 4 2.6855567 0.80459178 0.7807247 -1.0220095
2.14132225 0.16921293 4 1.79054728 0.80460763 0.8738417 1.07278688
2.85349153 -0.3820427 4 2.80262376 0.80488611 0.7218595 -1.0617782
3.31281118 0.18744629 4 2.75168445 0.80493003 0.86043496 1.04374905
1.15635901 -0.2795112 4 1.43287866 0.80494452 0.79371012 -1.0784247
27.5265942 -0.4172942 4 26.6981159 0.80494903 0.69788746 -1.0418136



1.17342691 0.26071706 4 1.00119789 0.80507045 0.80718272 1.02534105
83.9096718 -0.3239271 4 84.1899827 0.80508194 0.76222319 -1.015725
3.14996167 0.19278872 4 2.25128701 0.80508577 0.85651725 1.05418749
2.50402278 -0.1802533 4 2.64893482 0.80509419 0.86571742 -1.042627
3.1173369 0.03519272 4 3.03405971 0.80519201 0.97361226 1.14083939

1.03270916 0.25947588 4 1.08987272 0.8052226 0.80807538 1.03315652
1.75947854 0.30145945 4 1.8231005 0.80529574 0.77808634 1.0284984
1.98449132 -0.3095385 4 2.06245175 0.80530262 0.77236656 -1.0294921
13.5246458 -0.398047 4 19.3430034 0.80541243 0.7109258 -1.047526
11.107752 0.17598387 4 9.47339909 0.80549414 0.86885683 1.03258534

1.35293767 0.28590801 4 1.40462544 0.80551381 0.78914405 1.02674466
2.64281652 -0.3052547 4 2.61074793 0.80561287 0.77539725 -1.0249775
3.19158477 -0.3297314 4 3.61212914 0.80575915 0.7581476 -1.0386425
4.96162611 -0.322432 4 4.73215491 0.80582301 0.76327457 -1.0227245
2.46942122 0.29409139 4 2.70553718 0.8059741 0.78331763 1.02071118
6.61529741 0.129759 4 6.49202244 0.80599334 0.90302062 1.04946214
2.04962537 -0.29474 4 2.2316256 0.80600764 0.78285658 -1.0287629
8.7812398 0.02654994 4 5.5366672 0.80609684 0.98009047 -1.1302047

1.30033661 -0.2677758 4 1.39882688 0.80614272 0.80211286 -1.0206563
2.48568977 -0.3159785 4 2.3871093 0.80629137 0.76781968 -1.0328229
2.1201077 0.2205114 4 1.82030842 0.8063003 0.83627072 1.04668479

17.5293947 -0.3703128 4 17.3696899 0.80632684 0.72992452 -1.0314769
35.9873873 0.44863099 4 39.7025274 0.80651238 0.67692821 1.05250457
3.04080285 0.35975796 4 3.39180018 0.80663672 0.73721794 1.04657409
7.24064088 0.2231916 4 6.70338198 0.80663859 0.8343211 1.01632601
6.60530043 -0.144369 4 6.45757944 0.80671729 0.89219083 -1.0418904
1.24521647 0.27126867 4 1.1266997 0.80673037 0.79960844 1.03194181
58.3720324 -0.0221359 4 61.0663566 0.80679348 0.98339979 -1.0641608
3.44458082 -0.1470107 4 2.99636496 0.80681351 0.89023559 -1.0714753
2.5529408 -0.3153315 4 2.65252388 0.80693294 0.76827598 -1.0279577

6.08786871 0.17395443 4 5.32330156 0.8069412 0.87035018 1.03566478
2.79485539 0.31701579 4 3.36623999 0.8069664 0.76708836 1.03461242
1.62991499 0.22377381 4 1.71590585 0.80710645 0.83389778 1.03831227

10.43503 -0.2248358 4 9.85236994 0.8071769 0.83312577 -1.013494
1.74040549 -0.2858256 4 2.04656751 0.80727004 0.78920281 -1.0238121
8.49940108 0.15590654 4 7.0296483 0.80737913 0.88365847 1.04239967
1.40120999 -0.2301305 4 1.45513768 0.80753063 0.82928035 -1.0574903
26.6200897 0.18132989 4 27.1416898 0.80757696 0.86492621 1.02134054
11.6233929 -0.0803207 4 12.1035757 0.80758234 0.93984028 -1.0523285
3.57564564 0.21943777 4 3.73228476 0.80758498 0.8370521 1.0167799
20.1612605 0.09828694 4 16.1930814 0.80759246 0.92643278 1.05725229
6.2471398 -0.3696278 4 6.15441626 0.80760514 0.73039684 -1.0371977

20.7725285 -0.4181319 4 20.2845007 0.80764615 0.69732279 -1.0430502
1.99076018 0.22387323 4 1.70465371 0.80765639 0.83382549 1.03603557
49.4263142 0.43733733 4 46.6766213 0.80774548 0.68444261 1.0459514
1.97350499 0.29684871 4 2.24635146 0.80778 0.7813583 1.03650715
3.65389726 0.16624342 4 3.12456827 0.80781919 0.87603015 1.04674125
3.65389726 0.16624342 4 3.12456827 0.80781919 0.87603015 1.04674125



3.3596987 -0.3400249 4 3.36107018 0.80790646 0.75094307 -1.0386256
44.7771566 0.34696808 4 43.9163256 0.8079613 0.74610076 1.02230963
6.24148508 0.19993241 4 5.54713374 0.80800432 0.85128646 1.02461435
12.6177995 0.19274835 4 13.0820007 0.80801811 0.85654683 1.01894356
1.09777011 0.27378664 4 1.18556701 0.80806155 0.79780485 1.02693921
1.10207839 0.26185748 4 1.06638579 0.80811186 0.80636283 1.02300928
1.10207839 0.26185748 4 1.06638579 0.80811186 0.80636283 1.02300928
2.74148613 -0.3477743 4 2.81397161 0.80813369 0.7455394 -1.0526642
6.95026045 0.17106877 4 5.63701274 0.80818556 0.87247469 1.03819372
8.1610642 0.32351174 4 8.51941555 0.80823089 0.76251523 1.02094776

3.86239409 0.1550402 4 2.95009785 0.808318 0.88429851 1.05722184
1.02969517 -0.2609249 4 1.06817936 0.80833892 0.80703324 -1.0975221
1.08996857 0.2643036 4 1.04352687 0.80838101 0.80460526 1.02465226
4.79837953 0.18936632 4 4.1373983 0.80852702 0.8590264 1.03657267
3.09212423 0.18093963 4 2.78435967 0.80858096 0.86521299 1.04905871
1.9021748 -0.2347007 4 1.54871041 0.80874954 0.82596573 -1.0310296

2.13615956 0.21762426 4 2.04659402 0.80876349 0.83837246 1.03396156
59.0907948 -0.3417953 4 57.6429564 0.808823 0.74970704 -1.021145
1.09629755 -0.2586089 4 1.09447741 0.80882312 0.80869912 -1.0292161
1.46616278 -0.3064512 4 1.87081539 0.80900543 0.7745503 -1.0658662
1.31036201 0.26648891 4 1.32847102 0.80907298 0.80303626 1.01907086
4.72771331 -0.1658721 4 3.96014881 0.80912948 0.8763039 -1.0477464
16.6618783 0.35664159 4 20.3776338 0.80915317 0.73937783 1.03345561
1.19167334 0.25285716 4 1.12693411 0.80923012 0.81284152 1.03224124
14.8267748 0.29237831 4 14.9453388 0.80923477 0.7845359 1.01045466
2.64108763 0.20431676 4 2.38250407 0.80931005 0.84808069 1.03252883
1.47932745 0.29974702 4 1.96331643 0.80933198 0.77930091 1.05096748
9.84837432 -0.3292409 4 11.93311 0.80937524 0.75849161 -1.02625
12.8427526 0.12235995 4 13.1185488 0.80941231 0.90851516 1.04073849
1.39364334 0.27035165 4 1.45904739 0.80942005 0.80026567 1.01433347
1.57843685 0.20602936 4 1.50550792 0.8095325 0.84682942 1.04494018
2.78566699 -0.3193384 4 2.69556079 0.80959836 0.76545191 -1.0326608
5.7452681 -0.3297432 4 5.60432464 0.80965615 0.75813927 -1.0250709

12.9388751 -0.2025031 4 11.9536544 0.80967874 0.84940636 -1.0185197
1.21574162 0.25223377 4 1.05528869 0.80968165 0.81329094 1.02314218
3.62756652 -0.3380787 4 4.20068063 0.8097364 0.75230293 -1.0415103
2.79337233 0.22888127 4 2.58666727 0.80994299 0.83018713 1.0204533
15.1775279 -0.556829 4 14.0546529 0.80997703 0.60732749 -1.0865643
4.28755902 0.32601411 4 4.03759384 0.80997839 0.76075668 1.02731388
3.46773454 -0.2868114 4 3.70329772 0.81006532 0.78849999 -1.0151069
6.80937504 0.2140156 4 6.42488558 0.81008347 0.84100175 1.01791039
4.09580484 -0.1811931 4 4.05187448 0.81009112 0.86502669 -1.0286172
1.73352089 -0.3428439 4 2.64557143 0.81009385 0.74897534 -1.0655142
1.27934393 0.23530213 4 1.32305544 0.81015568 0.82552988 1.03024475
1.11401025 -0.2827864 4 1.51552635 0.81016289 0.791371 -1.0905998
1.09725247 0.27504775 4 1.15635938 0.81017967 0.79690211 1.04037651
2.63723625 0.16615193 4 2.61270452 0.81022539 0.87609759 1.04434152
4.81768817 0.19758374 4 4.02225012 0.81030232 0.85300521 1.02979021



3.11785467 -0.3231917 4 4.11577162 0.81033724 0.76274025 -1.0355542
4.94430537 0.38612357 4 6.76739235 0.81033743 0.71906376 1.05583431
1.77286311 0.18797606 4 1.66560733 0.81054571 0.86004625 1.05109536
2.50135197 0.20658703 4 2.66432646 0.81060272 0.84642209 1.02766703
1.28173816 0.23877134 4 1.32828461 0.81065584 0.82301714 1.03445987
2.44836228 0.20454626 4 2.19266404 0.81066399 0.84791297 1.04522428

3.926658 -0.2203727 4 3.50267709 0.81074841 0.83637169 -1.0191852
1.29942898 -0.3574992 4 2.6104657 0.81076826 0.73878318 -1.090677
30.0286533 0.4855671 4 36.0530009 0.81076998 0.65267157 1.06516625
5.25437079 -0.1898229 4 4.72441869 0.8110087 0.85869154 -1.026967
8.82070602 -0.3766773 4 9.45363577 0.81103995 0.72554318 -1.0387091
190.145936 -0.0130467 4 150.533541 0.81119524 0.99021536 1.08039331
1.32554516 -0.2486601 4 1.09115394 0.81135689 0.81586889 -1.0268712
9.86862007 0.17755452 4 8.47467375 0.81140705 0.86770155 1.02977392
3.15844839 0.31141326 4 3.02587719 0.81148586 0.77104177 1.02605898
2.15045803 0.30195195 4 1.9567348 0.81149236 0.77773717 1.03291056
11.9071235 -0.2991064 4 12.4346292 0.81163131 0.77975543 -1.0147905
3.09104167 0.21249477 4 3.02421876 0.81169052 0.84211058 1.02242718
10.3500724 -0.3410617 4 11.7934188 0.8117103 0.75021911 -1.0284628
1.98965946 -0.227555 4 2.03778652 0.81176147 0.83115015 -1.0206437
1.06917074 -0.2439797 4 1.01546496 0.81176579 0.81924954 -1.0253639
1.57045983 0.2397619 4 1.44878578 0.81176665 0.82230015 1.03697538
1.84951801 0.23501997 4 1.6215315 0.81177363 0.82573435 1.02580374
9.71044495 0.36348898 4 9.72371996 0.81177621 0.73463592 1.03252263
52.2780188 -0.3797746 4 54.8686718 0.81188041 0.72341558 -1.0332285
1.08219118 0.26641789 4 1.02127815 0.81196849 0.80308724 1.04229402
2.65217549 0.21638082 4 2.19784815 0.81205713 0.83927815 1.0294792
4.89248825 0.19556518 4 4.49477821 0.81210433 0.85448318 1.02494391
1.55916169 -0.8279692 4 24.6186091 0.81219186 0.45422743 -1.1885347
41.3218165 -0.3468278 4 47.9798884 0.81224141 0.74619847 -1.0276892
3.68078743 -0.329509 4 4.324228 0.81230108 0.75830359 -1.0388175
65.586314 0.14691806 4 69.8449926 0.81237596 0.89030416 1.02557981
3.7106756 0.16738298 4 3.10052351 0.81240656 0.87519016 1.04342949

3.91086457 0.30833865 4 3.96553557 0.81244877 0.77321494 1.02361351
48.0700079 0.07137548 4 52.7016556 0.81253556 0.94652513 1.04315207
2.97580289 0.30052385 4 2.99701996 0.81256767 0.77874984 1.02131299
2.19476317 0.34378018 4 2.29244818 0.81258394 0.74832233 1.05157546
1.06333412 -0.255378 4 1.03981835 0.812693 0.81102508 -1.0332905
175.860014 -0.0287654 4 226.047037 0.81276851 0.9784297 1.06276399
3.21475803 -0.3563719 4 2.85755379 0.81283604 0.7395649 -1.0504072
27.3857755 -0.1347468 4 36.9152027 0.81291684 0.89932035 1.08931106
9.76351187 0.417233 4 8.93211864 0.81292789 0.6979287 1.04944955
3.18388814 0.18786867 4 3.41833414 0.81293978 0.86012504 1.02731026
1.38757539 -0.2972096 4 1.64432716 0.8131062 0.78110201 -1.0486093
5.39343248 0.15632254 4 5.51479514 0.81321613 0.88335117 1.03132119
8.32950196 0.38088254 4 7.86733823 0.81328926 0.72265524 1.03959869
1.35534055 0.29075447 4 1.77698945 0.81330306 0.78569141 1.0450517
1.35534055 0.29075447 4 1.77698945 0.81330306 0.78569141 1.0450517



12.777192 -0.1849916 4 12.2558887 0.81330461 0.86223665 -1.0203136
12.0244712 -0.4083982 4 12.4808539 0.81337313 0.70389849 -1.0477987
1.23393847 0.26105113 4 1.23453857 0.81338186 0.80694251 1.01406717
2.19882852 0.21573901 4 1.91033657 0.81356338 0.83974575 1.03073337
3.26316633 0.17501508 4 3.26049357 0.81360018 0.86956963 1.03133365
78.4222664 0.18360027 4 70.6399339 0.81370909 0.86325835 1.02123852
5.46381117 -0.0634316 4 6.97322652 0.81374919 0.95246611 1.09485394
1.28714353 0.27074739 4 1.3212103 0.81378149 0.79998201 1.04119482
1.12839072 0.24166135 4 1.04108277 0.81381438 0.82092587 1.03351572
1.04320012 -0.2460475 4 1.05122174 0.81390099 0.81775541 -1.049321
5.4160278 0.1723029 4 4.66268657 0.81390338 0.87156592 1.03575088

1.61124526 -0.2780155 4 1.75039819 0.8139178 0.79477921 -1.0231412
6.09320823 0.1949844 4 5.49295282 0.81393141 0.85490855 1.02265566
6.29993361 0.04393159 4 6.93646276 0.81396525 0.96706455 1.06247668
1.70529515 -0.2257429 4 1.33429688 0.81401742 0.83246661 -1.0386434
112.325398 -0.3730557 4 109.834009 0.81404564 0.72803476 -1.0295682
31.6873473 -0.4232809 4 33.0432967 0.81405387 0.69385724 -1.0453845
1.50791986 0.30771916 4 1.61794679 0.81405489 0.77365311 1.04804417
1.06066545 -0.2553249 4 1.16639036 0.81427381 0.81106334 -1.0389377
2.84728294 -0.2742663 4 2.87632808 0.81434502 0.79746146 -1.0115047
6.37644559 -0.395279 4 6.55160756 0.81444595 0.71281094 -1.0467463
9.44179371 0.19193445 4 9.54890979 0.81451241 0.85714337 1.01696397
1.12195797 -0.2580794 4 1.11786227 0.8145826 0.80908014 -1.0519774
1.5441739 -0.2838418 4 1.62095359 0.81470153 0.79061783 -1.0282357
1.1780694 0.26099308 4 1.06988034 0.81471741 0.80698425 1.03994808
11.897658 0.18764239 4 10.5129675 0.8147254 0.86029107 1.02209174

1.40520389 -0.3023599 4 1.70143107 0.81474038 0.77744798 -1.0614237
1.55964916 0.19168978 4 1.52108967 0.81475324 0.85732272 1.05507527
3.15680921 0.29934589 4 3.16290777 0.8147556 0.77958552 1.02245943
1.2780486 -0.2571823 4 1.34611251 0.8147864 0.80972588 -1.0116685

3.92100137 -0.3498838 4 4.90910555 0.81479625 0.74407147 -1.0475975
5.17690798 0.20272368 4 4.48853525 0.81483973 0.84924511 1.02212577
3.24270193 0.04681191 4 3.41803288 0.81484171 0.96490709 1.07871721
3.84494677 0.34645384 4 3.91964715 0.81488541 0.74645892 1.03753658
5.84647481 0.13759701 4 6.01805016 0.81488814 0.89720728 1.03540343
68.4956955 -0.1709539 4 59.7632222 0.81489092 0.87255932 -1.0246583
10.0515914 -0.3429014 4 9.44334082 0.81502669 0.74893523 -1.0268461
4.07343197 0.80484269 4 48.0307541 0.81502854 0.46602624 1.14015887
35.2938737 -0.3878066 4 35.6880146 0.81511145 0.71791232 -1.0357832
33.4391196 -0.4068469 4 41.0085886 0.81533527 0.70494942 -1.0459926
1.8466758 0.2315389 4 1.6985623 0.81535778 0.82825843 1.02493027

4.05609706 0.2090757 4 3.75566893 0.81536972 0.84460504 1.0203097
15.6213747 -0.3584343 4 15.2951085 0.8154399 0.73813498 -1.0295334
2.09360061 -0.2644243 4 2.24231136 0.815492 0.80451859 -1.0131104
1.00375719 -0.2475527 4 1.05690031 0.8154927 0.81666836 -1.0367902
1.67594197 -0.4000864 4 1.83344667 0.81553055 0.70953853 -1.116251
9.1494016 -0.3348589 4 10.6034181 0.81560156 0.75455502 -1.0293115
1.5064514 0.23126024 4 1.30169872 0.81568751 0.82846059 1.03048649



1.24107908 0.2314334 4 1.12827193 0.8157576 0.82833496 1.03814744
11.497566 0.04595148 4 12.3754648 0.81585397 0.96555154 1.05396283

15.9780587 -0.0865443 4 12.5321567 0.81595071 0.93519286 -1.0551587
4.27312097 -0.1766579 4 4.62181511 0.81605412 0.86836103 -1.0256735
4.2894314 -0.3114467 4 4.09317591 0.81623061 0.77101816 -1.024286

5.63161305 0.18623161 4 5.11458515 0.81638713 0.86132639 1.02714472
5.53014208 -0.3666381 4 15.626039 0.81644941 0.73245986 1.14077583
5.85441605 -0.3123941 4 6.09701312 0.81647457 0.77034901 -1.023527
1.35095452 0.26415275 4 1.46141231 0.81652292 0.80471361 1.03813615
8.35523218 -0.3915921 4 9.77222185 0.8165701 0.71532574 -1.0461736
2.42172864 -0.2268198 4 2.28635998 0.81662571 0.83168417 -1.012964
22.5331824 0.10596959 4 13.884583 0.81671233 0.92070819 -1.1232289
3.02461052 -0.2188597 4 2.96055765 0.81673247 0.83747292 -1.0153304
1.82365762 -0.2877963 4 1.88710909 0.81674827 0.78779809 -1.026699
5.22123909 0.0615025 4 4.5070085 0.81689449 0.95390944 1.08540786
6.86226971 0.31899106 4 7.10030981 0.81694202 0.76569656 1.02333707
2.76556687 0.21195423 4 2.64035602 0.81697382 0.84250479 1.02078917
4.06121377 -0.1203407 4 3.3172825 0.81702397 0.91001575 -1.0661226
1.03286638 -0.2531743 4 1.19601493 0.81703387 0.81261295 -1.0383095
7.07790629 -0.1516138 4 6.09632382 0.8172001 0.88683091 -1.0401155
8.16537922 0.1779166 4 8.10997114 0.81721953 0.86743527 1.02133161
8.16537922 0.1779166 4 8.10997114 0.81721953 0.86743527 1.02133161
1.52967719 -0.3324923 4 2.19105879 0.81728665 0.75621225 -1.0705732
3.85171208 0.16733639 4 3.97804328 0.81732825 0.8752245 1.03074573
2.29420436 -0.2980217 4 2.51171602 0.81735044 0.78052541 -1.0375999
3.14676969 0.26441609 4 3.19632577 0.81735354 0.80452447 1.00953511
2.53657086 0.16105787 4 1.76771289 0.81739536 0.87985496 1.08699569
8.34118381 -0.1470672 4 8.66011983 0.8174723 0.89019378 -1.0306889
6.91262909 -0.4467544 4 6.17466338 0.81747681 0.67817373 -1.0651966
39.8930675 -0.3361601 4 42.1344701 0.81748221 0.75364456 -1.024505
50.1226639 0.17192889 4 44.0189422 0.81749301 0.8718413 1.02288538
2.55934104 0.22202133 4 2.46841697 0.81750843 0.8351722 1.01738712
4.15221889 -0.2991913 4 4.88707263 0.81751774 0.77969524 -1.0236287
2.94874964 -0.1928058 4 2.33042059 0.81753005 0.85650475 -1.0379199
23.2372502 0.16445036 4 23.0951575 0.81756988 0.87735224 1.02189635
3.4591481 0.22973841 4 3.423739 0.81763472 0.82956493 1.0069813

2.41391671 0.44825178 4 5.66347314 0.81764061 0.67717979 1.09282779
121.367436 0.39635836 4 121.014594 0.81769671 0.71207556 1.03713128
14.1402789 0.13198587 4 15.199339 0.81784599 0.90136822 1.02911727
1.05119215 -0.2434448 4 1.02959515 0.81788555 0.81963624 -1.026898
1.07152594 0.25313634 4 1.03139053 0.81790119 0.81264028 1.04583103
1.58016723 -0.210146 4 1.6574865 0.81790248 0.84382397 -1.0411507
3.82816257 0.16635571 4 3.86688146 0.81793211 0.87594737 1.03002978
1.8375275 -0.2741927 4 1.69460331 0.81794748 0.79751413 -1.0238209
3.0674201 -0.2155981 4 2.84999833 0.81796188 0.83984843 -1.0183809

6.84289433 0.83130158 4 110.794429 0.81796483 0.45254695 1.13264328
4.52669928 0.09988731 4 3.29793582 0.81798848 0.92523983 -1.186134
1.95966837 0.14646258 4 1.80924847 0.8180231 0.89064122 1.07984513



40.7401232 -0.1226948 4 34.9865845 0.81804834 0.90826639 -1.0378911
57.4164866 -0.4380604 4 92.0200755 0.81813233 0.6839602 -1.0557933
2.25419791 -0.223179 4 2.2790909 0.81816237 0.83433029 -1.0121654
3.52965024 0.196316 4 3.43055752 0.81821272 0.85393335 1.02164136
2.6300405 -0.5263647 4 4.02349868 0.81822492 0.62647036 -1.1259628

28.7563471 0.27121951 4 59.0466404 0.81823198 0.79964367 -1.1069236
2.46328538 0.2222092 4 2.36809004 0.81828782 0.83503554 1.01774541
3.60455198 -0.3036634 4 3.45750574 0.81830224 0.7765243 -1.025228
4.63932761 -0.0148313 4 5.31627013 0.81833688 0.98887703 1.08040356
2.07275202 0.20840282 4 1.56151442 0.81843589 0.84509621 1.04081516
1.60387455 0.17058446 4 1.45002174 0.81858411 0.87283138 1.06544907
5.31084283 -0.4375749 4 5.6784225 0.81866436 0.6842841 -1.0688414
7.27851746 -0.1590442 4 5.87278468 0.81867756 0.88134134 -1.0350945
2.39145768 -0.1972637 4 2.12193179 0.81873581 0.85323949 -1.0302569
1.12851699 -0.2418105 4 1.12804843 0.81881358 0.820818 -1.0183357
10.1959918 -0.3411325 4 9.70062475 0.81883727 0.75016969 -1.0273744
4.10568598 -0.4248988 4 6.64675558 0.81887208 0.69277016 -1.071882
9.45805164 0.90372012 4 14.3075509 0.81887321 0.41724902 1.18362324
77.1706958 -0.1910726 4 71.1938749 0.8189685 0.85777517 -1.0159933
13.4287494 -0.3963787 4 13.8461243 0.81897926 0.71206174 -1.0437731
6.58697909 0.14531274 4 7.16395456 0.8190092 0.89149224 1.02905375
7.09896249 -0.1402697 4 6.2653667 0.81902256 0.89522676 -1.0368938
1.2588968 -0.2333976 4 1.26222238 0.81904631 0.82691041 -1.0275774

1.83159634 0.26112147 4 1.76979166 0.81907637 0.80689194 1.01295974
12.950027 0.15268326 4 12.6106609 0.81912135 0.88604033 1.02554743

3.89911439 0.26277074 4 4.16345543 0.81931189 0.80570648 1.00898533
5.94087371 0.13279702 4 6.32781915 0.81937515 0.90076647 1.033827
1.80672051 -0.2062831 4 1.74038792 0.81937618 0.84664411 -1.026524
6.57041669 -0.1256205 4 5.00409785 0.81949085 0.90609312 -1.0512178
2.91999385 -0.2184796 4 2.69680784 0.8195501 0.83774965 -1.014777
2.00424691 -0.2664635 4 2.19016096 0.81961987 0.80305448 -1.0162363
20.5776341 -1.6548866 4 222.022858 0.81970259 0.17328988 -1.2489397
1.43156367 0.22733771 4 1.17122371 0.81972062 0.83130799 1.0970407
4.61376385 -0.2976518 4 4.63649181 0.81974251 0.780788 -1.0186456
14.9086989 0.04921556 4 11.879194 0.81978065 0.96310694 1.06263216
4.98859618 -0.339122 4 5.23709573 0.81978882 0.7515738 -1.0329648
2.61489394 0.16321256 4 2.42198428 0.81984816 0.8782652 1.04316991
2.45897658 0.2050632 4 2.09453713 0.81988678 0.84753525 1.02790461
50.6677404 -0.1326895 4 41.8424969 0.81995241 0.90084619 -1.0339363
2.02113577 -0.1867437 4 1.30746716 0.81997154 0.86095056 -1.1007899
2.48312078 0.30121328 4 2.23709425 0.81999748 0.7782609 1.03321519
2.1986059 -0.2010184 4 1.89113733 0.82011757 0.85049211 -1.0431226
5.0452227 0.16296481 4 5.55928595 0.8201329 0.87844795 1.02556415

14.6891905 -0.401901 4 20.4553365 0.82013716 0.70830528 -1.0498849
15.60387 0.10990421 4 13.1308776 0.82014073 0.91777861 1.04525315

9.12993122 -0.6391122 4 8.78945841 0.82023529 0.55751343 -1.1190652
3.89014315 -0.2937385 4 3.95887115 0.82028906 0.78356849 -1.020016
3.31298862 -0.1650854 4 3.59065161 0.82043858 0.87688398 -1.0327006



4.06038816 0.19687438 4 3.93386018 0.82044934 0.85352451 1.01828543
2.20149316 -0.3584197 4 3.03440322 0.82050994 0.73814512 -1.0639021
1.24050163 0.25221558 4 1.38682379 0.82052457 0.81330405 1.04367165
1.67568343 0.26104527 4 1.79382277 0.82052711 0.80694672 1.02496045
2.10032335 -0.2945234 4 2.4013701 0.82052959 0.7830105 -1.0416752
68.9534098 -0.3220595 4 73.8047738 0.82054189 0.76353662 -1.0213661
1.24504282 -0.2410729 4 1.00399532 0.8206977 0.82135152 -1.038168
1.36431475 0.22275138 4 1.42421016 0.82073187 0.83464122 1.03361567
4.67936714 -0.4003698 4 6.93372411 0.82092027 0.70934586 -1.0614587
1.11349088 -0.2344457 4 1.06005331 0.82098893 0.82615061 -1.0167898
2.68628172 -0.2831839 4 2.85930188 0.82101868 0.79108728 -1.0243023
3.57841801 0.30982886 4 4.56266408 0.82117904 0.77216133 1.03154467
4.57367485 -0.2068326 4 4.1750906 0.82118021 0.84624277 -1.0160021
1.76362089 -0.2618555 4 1.70994077 0.82131363 0.80636429 -1.016283
1.70268682 0.22955025 4 1.68365869 0.82136421 0.82970149 1.01416571
8.14754398 -0.2967255 4 7.90039279 0.82158255 0.78144583 -1.0166392
1.6195446 -0.2787617 4 1.66654761 0.82159658 0.79424576 -1.0293602

1.17277875 -0.2525295 4 1.20785154 0.82162943 0.81307775 -1.016897
8.5610792 -0.1316068 4 7.53314484 0.82179072 0.90164949 -1.0407755

1.51920064 0.25576051 4 1.44349289 0.82182102 0.81074959 1.01924109
2.03309238 0.2954739 4 2.00261977 0.82187895 0.78233499 1.03997284
6.19839783 0.17885409 4 6.20314985 0.82190163 0.86674595 1.02085817
1.70858794 -0.2684262 4 1.96776886 0.82195511 0.80164625 -1.025189
19.7260096 0.08226832 4 17.7173514 0.82200987 0.9383856 1.04611182
3.28724431 0.29722888 4 3.81549413 0.82201981 0.78108831 1.02874083
1.49206364 -0.2243128 4 1.22718107 0.82204961 0.83350596 -1.0301253
2.74507244 -0.2184861 4 2.47877211 0.82206237 0.83774488 -1.0142331
11.6076482 0.09185893 4 10.3861613 0.82206437 0.93122665 1.04768222
2.59713102 0.18026661 4 2.62932214 0.82216809 0.86570761 1.02742851
119.575592 -0.3729818 4 122.588043 0.82217857 0.72808566 -1.0323385
1.3409714 0.23083712 4 1.33373209 0.82218987 0.82876759 1.01036482

11.8310724 -0.1548933 4 12.2948464 0.82223063 0.88440707 -1.0230733
31.585704 0.70789836 4 41.4887048 0.82223236 0.5180764 1.12095829

1.20997289 -0.2508505 4 1.22948953 0.82224233 0.81428849 -1.0217043
6.66337504 -0.2756983 4 6.61421741 0.82224793 0.79643654 -1.0108964
1.01336344 0.24843104 4 1.27357214 0.8222994 0.81603426 1.04329746
3.8023315 -0.3071066 4 4.3306141 0.82235003 0.77408646 -1.0280739

4.67829986 -0.362295 4 4.9280518 0.82237841 0.73546173 -1.0469195
1.29106641 -0.2673679 4 1.68125474 0.82245222 0.80240547 -1.0371
4.27040518 -0.2744476 4 4.57613405 0.82246134 0.79733166 -1.0160558
3.87897088 0.16720608 4 3.22133256 0.82253394 0.87532055 1.03953921
2.70857524 -0.3182497 4 3.0982414 0.82255531 0.76621879 -1.0455783
1.06745518 0.23822466 4 1.01006928 0.82259223 0.82341293 1.03495048
3.30629666 -0.0761363 4 2.64076638 0.82262925 0.94296663 -1.1077119
51.8436669 -0.1881446 4 72.3005523 0.82276437 0.8599226 1.09187463
4.86903081 0.01693895 4 5.63310663 0.82293618 0.98729655 1.06728539
27.1817297 -0.4203498 4 39.7751985 0.82294489 0.69582891 -1.0516863
1.93183538 -0.2816127 4 2.2849856 0.82296469 0.79220893 -1.0329517



6.92038735 -0.3488801 4 7.49020395 0.82307284 0.74476974 -1.0352391
20.2281267 -0.5649305 4 28.8167669 0.82321575 0.60229914 -1.0897308
1.11295414 -0.247192 4 1.30873952 0.82331511 0.81692882 -1.0629989
4.03413154 -0.3438974 4 3.88149155 0.82333855 0.74824062 -1.0394563
161.536747 0.55075927 4 155.511795 0.82341392 0.61111212 1.07406855
1.75745268 0.25135498 4 1.71189411 0.82366916 0.81392462 1.01200794
2.55156005 -0.2493652 4 6.647426 0.82371707 0.81536006 1.14418593
2.03247429 -0.2987374 4 1.92358684 0.82383944 0.78001735 -1.0401334
1.3586276 -0.2500941 4 1.39954766 0.82384791 0.8148341 -1.0131019

2.08361555 -0.3492407 4 2.06040179 0.8238633 0.7445188 -1.0843266
3.21761789 -0.3167319 4 3.93231872 0.82389116 0.76728848 -1.0383088
2430.57804 0.14515279 4 2301.28991 0.82390862 0.89161063 1.02338441
1.59150795 -0.2585056 4 1.59462584 0.82393764 0.80877343 -1.0253457
4.69534912 0.47962992 4 5.16601017 0.82394883 0.65653698 1.08239645
24.9807189 0.31627712 4 24.2560373 0.82400901 0.76760912 1.01912655
2.37861826 0.19498808 4 1.95283099 0.82401245 0.85490585 1.032201
2.47795182 0.17925069 4 2.51609207 0.8240515 0.86645438 1.03194996
99.2616055 -0.3194868 4 108.041057 0.824132 0.76534741 -1.0216028
99.2616055 -0.3194868 4 108.041057 0.824132 0.76534741 -1.0216028
1.21235886 0.12755031 4 1.69767072 0.82416548 0.90466013 1.10687435
9.47207737 0.31200836 4 9.41948171 0.82421992 0.77062144 1.02044595
3.61796625 0.33638988 4 3.54470275 0.82431381 0.75348381 1.03989177
3.86205353 0.21051729 4 3.85625779 0.82437876 0.84355303 1.01108008
1.04721529 -0.2369661 4 1.04952967 0.82439157 0.82432432 -1.0254128
24.7633294 -0.3913036 4 31.1109894 0.82444739 0.71552265 -1.043167
3.16376896 -0.2946195 4 3.64875961 0.82449208 0.78294218 -1.0296976
2.14073485 0.20885212 4 2.04495796 0.8245502 0.84476823 1.0213893
1.45048352 0.22355388 4 1.24867392 0.82464296 0.83405768 1.02512849
2.0169082 0.29783723 4 2.08169727 0.82464628 0.78065635 1.03556251

21.4188434 -0.3788148 4 20.2583892 0.8248399 0.72407456 -1.0355341
53.3658722 0.18812197 4 54.0128467 0.82484694 0.8599392 1.01138496
1.16276409 0.22946777 4 1.0997185 0.82493608 0.82976137 1.01463684
17.7649464 -0.1125719 4 14.9934538 0.82499848 0.91579324 -1.0386092
3.67926361 -0.180091 4 3.88544831 0.82505005 0.86583669 -1.0205197
2.15036709 0.18474809 4 1.73382867 0.82507059 0.86241546 1.04372318
53.8449121 0.03312315 4 53.8191193 0.82524043 0.97516332 1.04882342
28.5522155 0.47743902 4 28.5248979 0.82524665 0.65796667 1.05917505
1.9129679 0.17456185 4 1.12949904 0.8254781 0.86990315 1.10972535

104.041758 0.0272756 4 75.0753395 0.82556341 0.97954647 -1.0770414
8.21465972 0.12915153 4 8.6726796 0.82560647 0.90347149 1.02859635
2.05655251 0.27192724 4 2.08452153 0.82561241 0.79913657 1.02853924
3.49464344 0.1602422 4 3.07137763 0.82563382 0.88045696 1.04334252
1.73255551 -0.2008476 4 1.61853364 0.82567074 0.85061703 -1.0273467
1.7016025 -0.2110931 4 2.25923569 0.82571763 0.84313292 1.18892425

2.38937098 -0.2078784 4 2.26947057 0.82573665 0.84547906 -1.0205037
31.785118 0.20452613 4 29.9774196 0.82579222 0.84792769 1.00898284

10.9237389 0.28277012 4 11.5316697 0.82584018 0.79138263 1.01413228
3.64325519 0.18128535 4 3.49174054 0.82584401 0.86495894 1.02131146



11.7937674 0.33577 4 12.64766 0.82585305 0.75391746 1.02912188
2.63207421 -0.2620584 4 2.55864784 0.82595696 0.80621839 -1.013515
1.02638299 -0.2237155 4 1.09892103 0.82598951 0.83394017 -1.0371914
4.39786578 -0.3385174 4 4.9912049 0.82617442 0.75199628 -1.0390729
3.50142904 -0.1680142 4 3.84128085 0.82626438 0.87472497 -1.0249199
1.24395608 0.23148732 4 1.22856771 0.82628597 0.82829585 1.01553621
8.22231298 0.14203003 4 7.59971194 0.82629527 0.89392279 1.03178172
4.05985085 -0.6155045 4 13.855943 0.82633822 0.57151673 -1.1168852
2.48517208 -0.258612 4 2.75979563 0.82635532 0.80869691 -1.014507
12.9631168 0.00909805 4 15.6701333 0.82647808 0.99317658 1.05589842
5.02522736 0.35268434 4 13.1572847 0.82658704 0.74212469 -1.1453073
6.11645063 -0.2884229 4 5.94676171 0.82659035 0.78735172 -1.0174105
7.22234227 0.25984021 4 7.29337408 0.82665263 0.80781331 1.00773577
4.91019115 0.35258514 4 6.33527411 0.82688405 0.74219362 1.04653254
1.1219597 -0.2342685 4 1.01137767 0.82695698 0.82627903 -1.038755

5.10441217 0.05735452 4 6.05358814 0.82700979 0.95701356 1.05209909
8.70764659 0.01442546 4 5.80932596 0.82704952 0.98918137 1.08257952
22.3280841 0.14120577 4 18.8437558 0.82708677 0.8945333 1.02840506
1.57514984 -0.2137825 4 1.55395643 0.82718119 0.84117164 -1.0157452
1.62142121 -0.2581818 4 1.75235252 0.82725041 0.80900644 -1.0296307
1.66174968 -0.2548727 4 1.78252453 0.82738446 0.81138905 -1.0204348
52.2352143 0.11495968 4 55.1687856 0.82740813 0.91401681 1.02647973
4.63403257 0.07585924 4 5.64415596 0.827428 0.94317368 1.04848383
1.01047682 -0.2395002 4 1.02343153 0.82758878 0.82248954 -1.0348328

2.304242 0.19699469 4 2.14663893 0.82759059 0.85343643 1.02951047
2.41769736 -0.2526939 4 2.38643278 0.82759936 0.81295919 -1.0117825
5.6787038 0.13222128 4 5.61916399 0.82764241 0.90119357 1.03465974

1.28660735 0.26399735 4 1.36972722 0.82766509 0.80482523 1.03418717
10.0702112 0.44966501 4 10.8956321 0.8277448 0.67624245 1.060769
1.91331449 -0.2730788 4 2.10085259 0.82795081 0.79831174 -1.0265288
11.1741314 0.18407908 4 10.6832691 0.82800671 0.86290672 1.01476206
1.16050877 0.23336424 4 1.11137432 0.82803582 0.82693458 1.02095647
3.40156008 -0.3453776 4 4.68773672 0.82806123 0.74720872 -1.0478589
3.07394356 0.33779883 4 3.66217455 0.82827174 0.75249857 1.04962962
6.23656736 0.17980521 4 5.69520846 0.82831707 0.86604675 1.01949399
5.63503134 -0.3135991 4 7.1068504 0.82834212 0.76949831 -1.0297088
1.72813262 -0.2174942 4 1.65016236 0.82837105 0.83846718 -1.0195097
3.49313775 -0.2786925 4 3.6405167 0.82846531 0.79429525 -1.0185736
32.9275415 0.34528978 4 32.8287554 0.82846663 0.74726995 1.02694848
2.28184722 -0.1951408 4 2.21524239 0.82848705 0.85479397 -1.0189093
15.2952066 0.07090524 4 17.4745559 0.82866386 0.9468767 1.03826478
1.98706661 -0.3227145 4 2.23517751 0.82874458 0.76307587 -1.0523332
1.98706661 -0.3227145 4 2.23517751 0.82874458 0.76307587 -1.0523332
1.79184168 -0.2684435 4 1.89060365 0.82901376 0.80163387 -1.0359811
1.30087099 -0.2515833 4 1.35003273 0.82902222 0.81375997 -1.0377117
1.00178604 0.24070532 4 1.28159152 0.8290435 0.82161747 1.03223284
11.4262066 -0.3591779 4 12.2238398 0.82912322 0.73761972 -1.0368588
64.7761825 0.05463949 4 55.2969935 0.82921114 0.95904585 1.04761908



13.6675536 -0.1839003 4 13.7231339 0.82922092 0.86303801 -1.0116367
9.2938485 0.18067919 4 8.55854335 0.82922262 0.86540438 1.01716629
8.9976174 -0.1362845 4 7.54220674 0.82923218 0.89818018 -1.0318384

2.29481332 0.19968367 4 2.04599552 0.82924464 0.85146844 1.02493247
8.03046896 -0.33453 4 8.61785335 0.82932012 0.75478522 -1.0305537
10.5374438 -0.4499215 4 12.1700943 0.82937781 0.6760724 -1.0606707
1.37540219 0.2666277 4 1.67682644 0.82948247 0.80293666 1.05567362
5.84120313 -0.5939637 4 9.4160681 0.82952799 0.58449849 -1.1114515
3.7932314 -0.2603083 4 3.77142404 0.82960027 0.80747667 -1.0112012

11.0526512 0.15097992 4 11.2735285 0.82962816 0.88729961 1.02071912
6.67541149 0.2943022 4 8.00534871 0.82969446 0.78316776 1.02264857
2.80921916 0.25643948 4 2.7013786 0.82969572 0.81026065 1.01220649
19.7573285 -0.2771545 4 20.585082 0.82969898 0.79539489 -1.0130895
204.90173 0.06245741 4 186.036769 0.82970432 0.95319497 1.04236185

83.4775962 0.17592242 4 80.6981973 0.82974839 0.86890204 1.01337919
4.04453223 0.04601913 4 4.74502252 0.82975806 0.96550087 1.05835683
1.72383957 -0.212535 4 1.66163127 0.82995768 0.84208125 -1.0136021
12.2038479 -0.8607987 4 247.418284 0.83017007 0.43788799 -1.1212504
7.96381221 0.14082335 4 7.50104022 0.83018101 0.89481659 1.02645227
4.13652506 0.16080878 4 4.38010072 0.83024008 0.88003879 1.02411202
4.13652506 0.16080878 4 4.38010072 0.83024008 0.88003879 1.02411202
4.40327801 0.11005747 4 4.71941014 0.83024933 0.91766453 1.0381658
4.22234914 -0.4265087 4 6.93442126 0.83036493 0.69168934 -1.0721899
1.52927509 0.21415822 4 1.54479709 0.83047313 0.84089778 1.01903695
6.64210946 -1.5864473 4 73.0746875 0.83048753 0.18782471 -1.2445609
1.24116206 -0.2749976 4 1.61335736 0.83051375 0.79693802 -1.0554941
3.3821185 0.31088921 4 3.93785623 0.83052374 0.771412 1.036034

4.12012782 -0.310438 4 4.17915797 0.83068541 0.77173081 -1.0308594
2.83763011 -0.2747733 4 2.80354551 0.83069733 0.79709853 -1.0200192
3.29563965 -0.2889375 4 3.75340143 0.8308271 0.78698514 -1.0264176
144.183165 -0.0482599 4 179.833077 0.83085081 0.96382263 1.05595598
1.29668365 -0.2022072 4 1.29186819 0.83095393 0.84962271 -1.036731
21.7690471 0.46994807 4 21.5118165 0.83098093 0.66286827 1.05861029
1.32388383 0.20840218 4 1.34347053 0.83101647 0.84509668 1.03656979
11.5405323 0.19781009 4 10.8563614 0.83103549 0.85283952 1.00953578
9.29173326 0.02438336 4 10.4149533 0.83125192 0.98171475 1.049786

21.59179 -0.1625516 4 19.2013037 0.8312996 0.87875278 -1.0190732
2.38028089 0.26801765 4 2.87845314 0.831399 0.80193933 1.02338244
1.6904612 -0.2468796 4 1.66190114 0.83145996 0.8171544 -1.0149894

1.19948784 0.22901264 4 1.02737217 0.83152728 0.83009175 1.04087018
1.20450362 0.22993836 4 1.12462422 0.83159302 0.8294198 1.04130323
1.83326628 -0.1922857 4 1.73416908 0.83160949 0.85688594 -1.0373428
89.6623369 -0.3914542 4 91.2157869 0.83166816 0.71541985 -1.0376097
1.0422415 -0.2254547 4 1.08148973 0.83180057 0.83267599 -1.0226966
1.5371198 0.19687159 4 1.57098183 0.83184479 0.85352656 1.02674719

11.1417074 0.13525196 4 11.6198757 0.83189818 0.89894577 1.02226681
7.681075 0.12175139 4 7.59885594 0.83190892 0.90896736 1.03086538

2.80252118 -0.1739509 4 2.31187364 0.83195103 0.8703528 -1.0339763



1.46713293 0.21267858 4 1.32942536 0.83200326 0.84197655 1.03724532
8.59292213 0.10801617 4 7.45326884 0.83230586 0.91918419 1.04144566
2.20766267 0.25483474 4 2.21079751 0.83245363 0.81141642 1.01934038
49.5829857 -0.3159453 4 55.1898387 0.83249432 0.76784309 -1.0231474
1.80592932 0.15772756 4 1.96830784 0.83258264 0.88231347 1.0416148
2.42452069 0.25392631 4 2.53264959 0.83270095 0.81207096 1.01470081
1.26805695 -0.2231475 4 1.19196607 0.83273124 0.83435317 -1.0219
2.07104819 0.26008939 4 2.10623403 0.83281045 0.80763409 1.02471094
1.86413875 -0.2437015 4 1.92185352 0.8328713 0.81945063 -1.0169513
3.06194525 0.2880625 4 2.94955417 0.83292845 0.78760845 1.02669865
2.38417258 0.2938514 4 3.27531581 0.83305906 0.78348825 1.03670468
1.76789937 0.27424568 4 1.90165731 0.8330928 0.79747621 1.0319562
1.42925119 -0.2444193 4 1.51183187 0.83312584 0.81893181 -1.032555
53.2731127 -0.2474317 4 55.4105183 0.83316084 0.81675573 -1.0060539
1.01582293 0.21987828 4 1.04669702 0.83327423 0.83673147 1.01975181
11.5218102 -0.3002625 4 12.9905559 0.83336481 0.77893524 -1.0222114
1.1007878 -0.2269109 4 1.1163843 0.83337439 0.83161798 -1.030578

22.3093669 -0.3237301 4 22.1045572 0.8333781 0.76236174 -1.0232549
1.91025597 0.18496608 4 1.33615197 0.83339274 0.86225541 1.05099612
5.75835349 -0.3159088 4 5.30976863 0.8336754 0.76786886 -1.0281157
491.700877 0.05115401 4 507.876988 0.83368274 0.96165539 1.0378428
189.849932 0.02660232 4 215.117575 0.83370133 0.9800512 1.041174
27.0055946 -0.2940184 4 30.6367489 0.8337028 0.78336949 -1.0188993
2.42345077 0.11952546 4 2.39814384 0.83371479 0.91062172 1.04824127
3.94531747 -0.2753736 4 3.80947811 0.83378943 0.7966689 -1.0181808
6.07758739 0.15690638 4 5.67809638 0.83397072 0.88291993 1.02416328
27.957784 -0.1029548 4 24.1782649 0.83400208 0.9229539 -1.0340486

6.06842524 -0.1644821 4 5.40393294 0.83402994 0.87732886 -1.0209794
3.08053631 0.19280812 4 3.12587845 0.83412005 0.85650303 1.01374824
17.8279507 0.12145568 4 18.3537695 0.83427058 0.9091871 1.02383487
1.56666384 0.25420376 4 1.51849663 0.83428174 0.81187103 1.02773808
20.0158329 -0.397866 4 44.1815069 0.8343326 0.71104901 1.12102742
1.23790991 -0.8055883 4 25.3243235 0.83434347 0.46564212 -1.1513208
26.664313 -0.0852172 4 34.8101951 0.83436989 0.93618358 1.06407743

5.62557961 0.1785794 4 5.26456703 0.83441701 0.86694791 1.01737624
11.1629357 -0.3630207 4 11.6272482 0.83443152 0.73495976 -1.0380252
5.29658159 -0.1474402 4 5.1733077 0.8344443 0.8899178 -1.0258819
1.92809447 0.16744719 4 2.06136507 0.83449593 0.87514284 1.03389788
2.36973823 0.17327109 4 1.76070228 0.83450635 0.87085315 1.04210962
2.33816632 -0.1888235 4 1.99476026 0.83457431 0.85942458 -1.0238918
994.063948 0.05732851 4 1110.94532 0.83458456 0.95703303 1.03344215
1.18697124 -0.2441583 4 1.37570897 0.83463226 0.81912047 -1.0321817
4.49326384 0.11735867 4 3.88856706 0.83466704 0.91223265 1.04295324
2.83533481 -0.2672257 4 2.83232965 0.83467527 0.80250751 -1.022133
14.806781 -0.0283094 4 12.8343162 0.83468837 0.97877149 1.07163458

1.45842033 -0.201658 4 1.40870426 0.83477637 0.85002432 -1.0263697
37.5254593 0.16320043 4 38.6455495 0.8348341 0.87827414 1.01269402
1.16498534 -0.2206856 4 1.09772349 0.83494842 0.83614393 -1.0074215



1.948268 -0.281688 4 2.07201798 0.8349706 0.79215516 -1.0345586
1.85776528 0.28118977 4 2.30044948 0.83505374 0.79251098 1.04323724
1.72875171 -0.1891365 4 1.75772976 0.83512091 0.85919496 -1.023077
11.6274807 0.12398022 4 10.6700556 0.83519491 0.90731141 1.0297886
5.06410729 0.1386232 4 4.97883416 0.83528992 0.89644673 1.02665908
1.96154806 -0.2591404 4 2.13384036 0.83537161 0.8083167 -1.0244154
2.16570077 0.23853232 4 2.26590933 0.83542608 0.82319018 1.01276482
2.35237898 -0.2710685 4 2.54000741 0.83543302 0.79975191 -1.0276466
13.3168989 -0.0667565 4 10.3852831 0.83545149 0.94997903 -1.0480375
1.66358609 0.25872146 4 1.63322409 0.83552169 0.80861813 1.03289271
45.7346524 -0.0313329 4 35.6114988 0.83565834 0.97650513 1.06804137
2.38655072 -0.2640122 4 2.82290366 0.83577348 0.80481454 -1.0249365
2.5519132 0.6432335 4 7.37328394 0.83581403 0.5550931 1.14704188

6.19829227 -0.2815992 4 7.1161072 0.83582331 0.7922186 -1.0209233
9.88620549 -0.3136604 4 10.7591561 0.83591964 0.76945507 -1.0270311
2.44217152 0.11813564 4 2.92285885 0.8359287 0.91165494 1.04377185
1.94631155 -0.281708 4 2.11808561 0.83594977 0.79214091 -1.0347331
1.17206828 0.2162074 4 1.15192763 0.83596771 0.8394045 1.0165199
1.2621081 -0.2495368 4 1.38787955 0.83607706 0.81523624 -1.0333803

4.61152192 -0.3595414 4 4.68864313 0.83608425 0.73736791 -1.0458417
2.37454192 0.10296101 4 2.70980651 0.83626916 0.92294931 1.0571595
4.69417774 -0.1364659 4 5.23235765 0.83626973 0.89804576 -1.0252191
6.5742951 -0.306586 4 6.47234855 0.83629311 0.77445484 -1.0258928

12.1261737 0.23359546 4 12.3726634 0.83632014 0.82676694 1.00375672
1.86910906 0.31671082 4 1.93320589 0.83634526 0.76730334 1.05872545
75.6819653 -0.3033131 4 80.7078121 0.83648318 0.77677247 -1.0199506
17.0954456 -0.3118114 4 16.1687297 0.83650974 0.77076053 -1.0215273
1.7928318 -0.2520208 4 1.77809319 0.8366635 0.81344446 -1.0248344

4.86659331 -0.2945475 4 4.75841682 0.83670226 0.78299338 -1.0241919
4.29825192 0.18229867 4 4.06652694 0.83671611 0.86421442 1.01517157
2.21192772 -0.3304807 4 2.71577418 0.83672069 0.7576221 -1.0664942
1.62770291 -0.2502157 4 1.48291007 0.83675207 0.8147464 -1.0296911
12.0189661 -0.3310163 4 11.4241103 0.83688084 0.75724664 -1.0282044
2.1859082 -0.1927264 4 2.20448289 0.83710217 0.85656295 -1.0164259

2.90621692 -0.1888364 4 2.73144243 0.83716118 0.85941508 -1.0177717
3.95336125 0.31921365 4 4.7613507 0.83724935 0.76553978 1.03830348
72.5341513 0.09746824 4 68.5056843 0.83735955 0.92704314 1.02848073
7.90495831 -0.1539727 4 8.08189775 0.83738021 0.88508734 -1.0176111
3.51170655 -0.3494159 4 5.10238754 0.83739589 0.74439697 -1.051734
3.10815541 0.12096085 4 3.29455225 0.83749753 0.90955485 1.03751381
9.4990469 -0.0205237 4 8.18815101 0.83761233 0.98460857 1.06828317

8.91442546 -0.0833004 4 8.36476805 0.83768106 0.93761485 -1.0376588
20.4383004 -0.1241164 4 18.1125208 0.8377158 0.90721021 -1.0254555
15.2112944 -0.2445126 4 15.1795467 0.83773001 0.81886439 -1.006138
2.02924918 0.16476581 4 2.08320885 0.83776832 0.87711961 1.03747696
2.00430551 -0.3038698 4 1.71493648 0.83780005 0.77637806 -1.0640882
2.25043534 -0.2729936 4 2.5987328 0.83784217 0.79837276 -1.0348362
2.72365616 0.26482451 4 3.00524643 0.83787603 0.80423116 1.02536511



7.11466733 -0.1710922 4 7.11912862 0.83794015 0.87245742 -1.0127034
7.11466733 -0.1710922 4 7.11912862 0.83794015 0.87245742 -1.0127034
7.11466733 -0.1710922 4 7.11912862 0.83794015 0.87245742 -1.0127034
1.09990193 -0.2258864 4 1.14150476 0.83802079 0.8323623 -1.0323973
1.3440148 0.19184504 4 1.28555066 0.838108 0.85720891 1.02907172

8.58503487 0.12292421 4 7.68287836 0.83819668 0.90809592 1.03016647
1.60630992 -0.2486619 4 1.60337991 0.8382371 0.81586765 -1.0352253
2.5082503 0.18110713 4 2.66020886 0.83824643 0.8650899 1.01646789
1.259825 -0.2414317 4 1.359113 0.83825767 0.82109197 -1.0270752

9.03033412 0.121685 4 7.73029102 0.83827766 0.90901669 1.0311982
116.036948 -0.2571303 4 122.606513 0.83829565 0.80976327 -1.0097985
1.37780934 0.20913694 4 1.28861474 0.83840719 0.84456034 1.01988566
1.67645361 -0.2404008 4 1.55316491 0.83842503 0.82183779 -1.0204939
1.93955856 0.14240871 4 1.5365466 0.83847421 0.89364234 1.06438974
248.415424 -0.032182 4 249.745329 0.8384798 0.97586873 -1.0403171
11.7048907 -0.2918473 4 13.2253695 0.83883908 0.78491367 -1.0218223
1.48877819 -0.2234632 4 1.52266763 0.83902109 0.83412364 -1.0084612
126.649474 0.03425867 4 96.8527978 0.83903046 0.97431228 -1.0653804
2.81592995 -0.1931948 4 2.87667166 0.83903722 0.85621964 -1.0104026
7.49937631 0.12337876 4 6.10280286 0.83906305 0.90775822 1.03213142
1.15115942 -0.3594252 4 1.4008442 0.83911869 0.73744845 -1.168642
23.4233513 0.11651291 4 21.6151763 0.83914113 0.91286158 1.02539947
17.6974959 0.15551041 4 15.851308 0.8391691 0.88395111 1.01752879
3.14958894 0.03721018 4 3.72258698 0.83920905 0.97210041 1.06036658
5.37101191 -0.2696042 4 6.0099748 0.83926451 0.80080153 -1.0190995
1.15594169 -0.3336248 4 1.45266353 0.83936686 0.75541901 -1.1377902
92.609979 -0.2640189 4 171.690574 0.83940503 0.80480972 1.08683973

7.44289547 0.04547082 4 8.12692371 0.83941532 0.96591157 1.04224959
11.9818481 0.07275376 4 9.57697934 0.83941896 0.94549477 1.04287491
2.15427755 -0.1834655 4 2.07333421 0.83956711 0.8633573 -1.0223239
1.1054246 -0.2288824 4 1.00748217 0.83972105 0.83018628 -1.0611275

2.03689911 -0.1598639 4 1.19309413 0.83973413 0.88073621 -1.0849678
1.68644633 -0.1165843 4 1.89951497 0.83987008 0.91280852 -1.0840003
3.63138594 -0.1174539 4 3.72081472 0.83988021 0.91216185 -1.0372946
39.9667282 -0.0121411 4 33.1910529 0.84002573 0.99089444 1.05738557
302.260431 0.1403205 4 274.842548 0.84008053 0.89518911 1.01854969
1.72893948 0.20249553 4 1.60511398 0.8400838 0.84941192 1.01550568
1.02532457 -0.2141547 4 1.14382388 0.84008572 0.84090038 -1.029263
5.97821312 -0.0479054 4 4.7830882 0.84025934 0.96408813 1.10294106
1.26713709 0.22272385 4 1.30738117 0.84031077 0.83466124 1.01077796
2.37666407 0.18107949 4 2.23656912 0.84065285 0.86511021 1.02335249
1.4595369 0.26754095 4 2.08118141 0.84074945 0.80228133 1.04515912

2.22853252 0.17860372 4 2.19041618 0.84083648 0.86693002 1.01942865
4.97974422 -0.1882528 4 4.75412163 0.8408779 0.85984321 -1.0094836

3.53212 -0.2809675 4 3.35609894 0.84094788 0.79266969 -1.0246979
3.84814987 -0.116961 4 2.75573471 0.84099458 0.91252839 -1.0489278
1.48057866 0.2420082 4 1.69053325 0.84103221 0.82067501 1.03119642
2.32489786 -0.3216293 4 2.71909581 0.84109536 0.76383926 -1.0526644



2.17650778 0.25394296 4 2.31682736 0.8411 0.81205896 1.02491701
1.64586416 0.19121836 4 1.50842474 0.8411778 0.85766832 1.03568177
3.62355905 0.29637122 4 3.67923493 0.84121973 0.78169746 1.02839338
4.05537334 0.16834488 4 3.90138788 0.84122393 0.87448129 1.01641178
18.009157 0.15346778 4 18.1027962 0.84123603 0.88546047 1.01442288

1.48671924 0.19478236 4 1.42798774 0.84124647 0.85505654 1.03153906
1.10889464 -0.2094305 4 1.11144974 0.84125202 0.84434611 -1.0660308
1.50811756 0.22486422 4 1.62558278 0.84128264 0.83310513 1.01225783
4.54824492 0.1498916 4 4.71396511 0.84129885 0.88810441 1.01899223
4.62880888 0.28861299 4 4.64691366 0.84135634 0.78721628 1.0229276
19.6668338 0.37096537 4 18.218713 0.84147434 0.72947471 1.03603658
3.10500098 0.10945291 4 2.99801387 0.84150931 0.91811456 1.03996667
1.71386817 0.27580572 4 1.9334431 0.84152047 0.79635972 1.04197167
16.8639874 0.00446704 4 15.8832667 0.8415297 0.99664973 -1.0569722
2.33165362 0.16877661 4 2.41113222 0.84155734 0.87416317 1.02334026
22.7504049 0.05263085 4 17.8193455 0.84157044 0.96054962 1.04453789
2.18369684 0.18569219 4 2.1578422 0.84166458 0.86172234 1.01625413
7.61364832 0.28070846 4 7.9475452 0.84166498 0.79285474 1.01845964
1.20278279 -0.2295782 4 1.22427906 0.84173206 0.82968121 -1.0245179
5.95197043 0.01118314 4 6.68943339 0.84197865 0.99161286 1.05220631
1.36281586 -0.2329739 4 1.63200279 0.84208977 0.82721759 -1.0258971
7.95629476 -0.3705493 4 10.4772968 0.84210111 0.72976152 -1.0456856
4.97332903 0.25517386 4 4.91589278 0.84212093 0.81117213 1.0126057
2.99211149 0.29750437 4 2.76924863 0.84239861 0.78089268 1.03557916
1.7813241 0.17658542 4 1.76962945 0.84240551 0.86841432 1.0297948

5.14244679 -0.333392 4 4.6240296 0.84248851 0.75558201 -1.0374279
1.53242109 -0.2479499 4 1.84561457 0.84253441 0.81638162 -1.0344755
6.59181832 -0.0087661 4 4.33601712 0.8425846 0.99342555 -1.0754467
4.25995493 -0.4103714 4 6.3807781 0.84258855 0.70256291 -1.0665502
51.7502569 0.08729917 4 48.9349111 0.84262142 0.93462937 1.0283348
1.25811096 0.22893828 4 1.48245922 0.8427793 0.83014574 1.02571879
3.55847795 -0.2671585 4 3.2948524 0.84278994 0.80255575 -1.0202632
35.344702 0.04345088 4 27.2628172 0.84290012 0.96742465 1.04497

15.0049112 -0.3523414 4 19.8087363 0.84296469 0.74236298 -1.0368986
1.99334367 -0.2527325 4 2.48931159 0.84305533 0.81293141 -1.0254072
33.4875583 -0.5364724 4 62.7652434 0.84309656 0.62007829 -1.0758952
4.75140943 0.11726584 4 4.14178124 0.84338449 0.91230168 1.03824662
1.08727806 0.21685166 4 1.0355149 0.84348622 0.83893517 1.03500664
13.1625441 -0.3630727 4 15.3307808 0.84356798 0.73492381 -1.0384552
1.55945823 0.19235642 4 1.54022294 0.84357965 0.85683408 1.01606084
2.21138336 -0.1750889 4 1.9349124 0.84359231 0.8695153 -1.0232476
1.62153589 0.18992429 4 1.60257256 0.8436333 0.85861718 1.01429453
2.31770163 -0.0328959 4 2.42082973 0.84363543 0.97533362 -1.0784422
2.31770163 -0.0328959 4 2.42082973 0.84363543 0.97533362 -1.0784422
18.5734111 -0.0611515 4 24.5914049 0.84363671 0.9541721 1.054954
18.5734111 -0.0611515 4 24.5914049 0.84363671 0.9541721 1.054954
1.49273708 -0.1960839 4 1.45403791 0.84365965 0.85410334 -1.0186587
3.57101385 0.08494893 4 4.12669887 0.84367926 0.9363839 1.0424487



1.36386205 0.22316301 4 1.50973541 0.8437045 0.83434189 1.01942201
15.4453676 -0.1492347 4 14.2174263 0.84371424 0.88859029 -1.0172668
2.75127824 0.24156645 4 3.11905393 0.84379924 0.82099451 1.01502271
1.30437086 0.20045005 4 1.05800748 0.84389127 0.85090779 1.03090388
2.64231997 -0.2802803 4 2.32965165 0.84392794 0.79316063 -1.0335504
1.91911042 0.15413131 4 1.70078085 0.84394923 0.8849701 1.03775501
8.96815964 0.25541089 4 9.09651297 0.84401337 0.81100141 1.01211241
26.726519 -0.3568797 4 25.69466 0.84401606 0.73921268 -1.0322707

1.02178901 -0.2044397 4 1.11160492 0.84403616 0.84799081 -1.0350206
2.60040429 0.2351635 4 2.72754552 0.84411237 0.82563033 1.01406309
1.98794804 -0.2495053 4 1.95712488 0.84412495 0.81525898 -1.0244659
1.84531536 -0.3175689 4 2.76674314 0.84422287 0.76669852 -1.058358
100.002567 -0.3489741 4 96.6335269 0.84431856 0.74470433 -1.0286475
20.1418299 -0.2863781 4 19.7256119 0.84434867 0.78880889 -1.017203
93.7832794 -0.3658246 4 222.807393 0.8443749 0.73302171 1.0950855
1.03561919 0.20267671 4 1.07543128 0.84446629 0.84927946 1.06023124
4.63842114 0.29693592 4 5.50100145 0.84447633 0.78129637 1.03133585
2.70262412 -0.2824001 4 2.82410218 0.84458279 0.79164676 -1.0304309
4.7286134 -0.247339 4 4.90502601 0.84459686 0.81682265 -1.0135245
1.0013987 0.20886915 4 1.09558584 0.84460958 0.8447558 1.0215204
2.4684815 -0.2692411 4 2.69053519 0.84464837 0.80106187 -1.0328142

41.6863813 -0.3572594 4 56.8597108 0.84473896 0.7389494 -1.0360742
28.3133863 0.05118362 4 31.2977506 0.84474652 0.96163322 1.03240474
1.64729162 -0.1849676 4 1.24425017 0.8448391 0.86225429 -1.0376504
16.2435131 -0.3096932 4 20.3039805 0.84486204 0.77225721 -1.026556
29.9767385 0.0490506 4 32.5307809 0.84487982 0.96323048 1.03278
1.71921644 0.15959149 4 1.16271148 0.84494742 0.88093728 1.07218331
9.2266574 -0.1119704 4 9.53641313 0.84497051 0.9162408 -1.0229

1.23455254 0.20620465 4 1.09890734 0.84501426 0.84670138 1.02583979
2.44135391 0.279507 4 2.81030644 0.84511535 0.79371313 1.03895972
407.229702 -0.1052297 4 299.658055 0.84513189 0.92125923 1.07833726
3.51469843 0.13042421 4 3.58463497 0.84518657 0.90252695 1.02602609
17.1359641 -0.329273 4 22.682261 0.84520279 0.75846913 -1.0314445
2.5401984 0.1383763 4 2.46399534 0.84523812 0.89662971 1.02998457

13.4372803 -0.0501293 4 11.7339993 0.84524086 0.96242272 -1.0441575
4.37821873 0.27276666 4 4.38737216 0.84524778 0.79853527 1.0221163
214.00091 0.10678601 4 271.235991 0.84529004 0.92010019 -1.059399

5.23955113 -0.1372068 4 4.69570106 0.84533421 0.89749649 -1.0260056
32.3608743 0.35474418 4 31.893597 0.84536362 0.74069431 1.03203129
3.9788053 0.15908318 4 3.72311556 0.84542568 0.88131252 1.02076006

6.58593315 -0.2879 4 6.61016072 0.84547443 0.78772426 -1.0212338
1.90060941 0.23804593 4 1.92723729 0.84552463 0.82354234 1.02031314
4.50768541 -0.3219928 4 4.32714919 0.84563774 0.76358349 -1.0358654
54.9093442 -0.1576156 4 51.4998925 0.84574562 0.88239617 -1.012197
2.35681633 -0.2910002 4 3.18872463 0.8458551 0.7855165 -1.0399076
4.07998605 0.10726006 4 3.93441109 0.84593842 0.91974719 1.03310085
6.79305718 -0.3338692 4 8.38049877 0.84599033 0.75524785 -1.0361575
1.14144311 0.20821749 4 1.19796011 0.84601801 0.84523151 1.02235408



1.73045205 0.23142192 4 1.84640931 0.84607456 0.82834329 1.01941405
1.42612562 -0.1876101 4 1.34789747 0.84612605 0.86031473 -1.0206431
6.79886587 -0.7343374 4 87.1672683 0.84634835 0.50346792 1.12454342
7.16760897 0.15093892 4 6.51786126 0.84637597 0.88732993 1.01746782
5.16460314 -0.0673773 4 4.23276354 0.8464451 0.94951478 -1.0546975
1.69333894 0.06686964 4 2.37687283 0.84651201 0.94989443 1.07131949
1.51800178 0.24332223 4 1.35730042 0.8465356 0.81972484 1.04094551
1.80195885 0.18931654 4 1.85726674 0.84659411 0.85906291 1.0104861
1.66162151 -0.2372061 4 1.6273491 0.84673033 0.82415049 -1.0234442
2.02204838 -0.244004 4 1.9555873 0.84687682 0.81923203 -1.0220001
4.29268193 0.11252442 4 4.41849412 0.84689578 0.91582857 1.02766922
1.26276548 -0.2202372 4 1.45815804 0.84695655 0.83647027 -1.0194273
56.4450097 -0.0066767 4 57.25109 0.84697851 0.99499249 1.04558878
90.2435092 0.07558059 4 84.6520615 0.84700264 0.94338192 1.02889115
1.19205431 -0.2121436 4 1.18466323 0.84703817 0.84236667 -1.0316506
1.72984019 0.18451216 4 1.58980885 0.84705317 0.8625887 1.01737995
1.30926339 -0.2137207 4 1.41550489 0.84707306 0.84121672 -1.0142701
19.8055688 -0.378413 4 18.0414144 0.84710372 0.72435054 -1.0380539
1.96380309 0.17240324 4 1.81091587 0.84712118 0.87149204 1.02695749
5.36951455 -0.2890196 4 6.10446579 0.84718012 0.78692667 -1.0274445
1.2117475 0.20515925 4 1.11393553 0.84718074 0.84746507 1.0465996

4.86989893 0.11364338 4 4.17994789 0.84718188 0.91499601 1.03605186
1.28785514 0.19401705 4 1.33769079 0.84726119 0.85561719 1.01655891
2.25789619 0.16704492 4 1.98904771 0.84736937 0.87543933 1.02591906
2.37605244 0.15949542 4 2.15418047 0.84762079 0.8810082 1.032161
2.39111983 -0.2623295 4 2.43257405 0.84763075 0.80602357 -1.0250978
4.94812622 -0.4140689 4 7.09225551 0.84776864 0.70006374 -1.0647572
6.11828245 0.12772997 4 5.56789676 0.84781881 0.90452674 1.02642782
4.75339669 0.17212644 4 4.5943182 0.84781978 0.87169585 1.01053638
4.20273546 -0.3170004 4 5.27157427 0.84787206 0.76709921 -1.0374491
19.8192693 0.17606508 4 19.2844051 0.84788763 0.86879709 1.0071411
19.8192693 0.17606508 4 19.2844051 0.84788763 0.86879709 1.0071411
1.60613178 -0.2315649 4 1.52549356 0.84808775 0.82823959 -1.0279376
4.21190427 -0.2840855 4 4.25446053 0.8481243 0.79044392 -1.0249307
1.07616813 0.20110683 4 1.07360372 0.84817306 0.8504274 1.01685108
4.83280596 -0.6452031 4 4.85417369 0.8481779 0.55393894 -1.135427
6.1460382 0.10530611 4 5.59282459 0.84827273 0.92120235 1.03320754

1.51291427 0.18584622 4 1.12681811 0.84827522 0.86160928 1.06275548
13.8504575 0.0832049 4 14.6594469 0.84834064 0.93768617 1.02653773
2.81353426 0.17852039 4 2.58750033 0.84841894 0.86699129 1.01365777
1.95564276 0.16489636 4 1.84911511 0.84848786 0.87702334 1.0241005
2.80234382 -0.2675587 4 3.31430507 0.84857429 0.80226858 -1.028089
1.07492493 0.20915793 4 1.22098336 0.84863016 0.84454502 1.02876269
4.25620407 0.11612219 4 3.356003 0.84864709 0.91315216 1.03545902
1.30217081 -0.1978175 4 1.12738274 0.84865637 0.85283409 -1.018038
3.48354583 0.12091023 4 3.66537543 0.84866914 0.90959246 1.02922751
9.28059194 0.25810756 4 10.411044 0.84872346 0.80905989 1.01524844
4.16642248 0.09782446 4 3.8712108 0.84877664 0.92677756 1.03833548



1.62753934 0.09503961 4 1.54740882 0.84888265 0.92885411 1.07242225
4.70220452 0.14301278 4 4.18312505 0.84902445 0.89319501 1.02202497
10.1213161 -0.3415271 4 10.5197681 0.84905122 0.74989425 -1.0338916
1.50587226 0.22722286 4 1.42266111 0.84906145 0.83139141 1.02585931
4.88938179 0.4714719 4 5.43589757 0.84906913 0.66186951 1.08235122
127.127321 0.03732199 4 145.357691 0.84916396 0.97201663 1.03074716
19.0365239 -0.2936108 4 20.1982782 0.84917144 0.78365933 -1.021422
1.10458563 0.19458992 4 1.02467424 0.84918185 0.85519751 1.0505633
3.18612753 -0.2681588 4 3.07642533 0.84922319 0.8018381 -1.0242532
4.18540053 -0.1588799 4 4.12171445 0.84926913 0.88146259 -1.0146006
4.18540053 -0.1588799 4 4.12171445 0.84926913 0.88146259 -1.0146006
4.18540053 -0.1588799 4 4.12171445 0.84926913 0.88146259 -1.0146006
1.14642221 -0.2170641 4 1.32423406 0.84966356 0.8387804 -1.0268743
4.00118075 0.24249687 4 4.16534833 0.84976344 0.8203216 1.01365201
4.00118075 0.24249687 4 4.16534833 0.84976344 0.8203216 1.01365201
4.00118075 0.24249687 4 4.16534833 0.84976344 0.8203216 1.01365201
12.3690582 0.15060039 4 12.1320136 0.84986919 0.88758025 1.01216782
9.19721307 -0.1142088 4 8.97110696 0.84994212 0.9145754 -1.0215442
4.33933493 -0.1322864 4 3.94529506 0.85002108 0.90114523 -1.0275978
1.66029928 0.1783775 4 1.73215042 0.8500228 0.86709636 1.01905666
7.04807817 0.08668712 4 7.10363071 0.85003015 0.93508624 1.02960028
2.51900376 -0.0896775 4 3.05269018 0.8500669 0.93285435 -1.0424501
6.2318787 -0.104373 4 5.41086642 0.85015134 0.9218974 -1.0333379

3.16810988 -0.1518037 4 2.71114908 0.85015319 0.88669057 -1.0246366
1.95866621 -0.2476841 4 1.81261954 0.85027533 0.81657352 -1.0297512
4.16515228 0.05925869 4 5.09288007 0.85030421 0.95558847 1.04009189
1.16235037 -0.2119003 4 1.26390247 0.85039366 0.84254417 -1.0164757
3.17493994 0.16907572 4 2.92663297 0.85043953 0.87394279 1.01518263
3.7952415 0.27549824 4 3.96432539 0.85060427 0.79657973 1.02552986

1.06524682 -0.1988419 4 1.0350058 0.85085421 0.85208437 -1.0391453
10.8970033 0.1323883 4 9.8869027 0.85094734 0.90106967 1.01916077
2.39341399 0.1431209 4 2.47422728 0.850977 0.89311495 1.02587364
2.91667696 -0.1690754 4 2.68987381 0.85098147 0.87394304 -1.0162147
2.91667696 -0.1690754 4 2.68987381 0.85098147 0.87394304 -1.0162147
1.86943749 0.17923703 4 1.77760508 0.85105496 0.86646442 1.01931922
2.28488887 0.3309734 4 1.78632634 0.8510708 0.75727669 1.0768195
5.81195056 0.16082586 4 5.49177396 0.8511113 0.88002618 1.01332745
2.99466489 0.17029885 4 2.91785582 0.85112193 0.87304174 1.01368638
5.87262496 0.1146628 4 6.1477009 0.85119244 0.91423764 1.02365237
1.04303212 -0.2031729 4 1.1452532 0.85140956 0.84891672 -1.0207651
15.1523333 0.02411453 4 12.2222336 0.85149643 0.98191629 1.04824247
2.78040091 -0.2245347 4 2.915682 0.85153169 0.83334461 -1.0103055
1.22552863 0.20864768 4 1.33521627 0.85154491 0.84491746 1.03176166
3.42799431 0.77519439 4 42.9589889 0.85156846 0.4815014 1.1174944
3.82517102 -0.2533534 4 3.83960284 0.85164147 0.81248383 -1.019193
6.75340047 0.12152047 4 6.74432264 0.85171367 0.90913896 1.02177268
5.40215195 0.13479006 4 5.2232859 0.8518657 0.89928828 1.01898584
5.03488256 -0.2894161 4 5.70390675 0.85208668 0.78664428 -1.0282732



2.03741869 -0.276502 4 2.04918314 0.85212303 0.79586162 -1.040983
5.68310526 -0.1471488 4 5.64335739 0.8521237 0.89013339 -1.0146539
7.68717524 0.08166335 4 7.15545513 0.85217849 0.93883743 1.03352812
4.07428754 -0.0530537 4 3.26004788 0.85222898 0.96023307 -1.0547825
1.63290468 0.2268954 4 1.80729983 0.8523037 0.83162926 1.02666661
1.76854288 -0.2340906 4 1.85323377 0.85235855 0.82640796 -1.0211508
3.81205321 0.12151717 4 3.51891938 0.85255952 0.90914141 1.02650885
7.7559118 0.31360351 4 8.58790755 0.85262657 0.76949521 1.03131585

8.23457186 0.07501538 4 10.2676408 0.85265804 0.94380433 -1.0603321
5.96403764 0.06607114 4 5.47049144 0.85279194 0.95049166 1.03812044
1.53316723 0.09727498 4 2.043769 0.85296066 0.92718723 1.06471099
1.11056854 -0.208288 4 1.08668386 0.8530793 0.84518004 -1.0267084
19.4594354 0.01965217 4 21.201778 0.85322242 0.98526206 1.03704595
2.62876146 0.16393641 4 2.62826168 0.85324478 0.87773128 1.01276443
2.96509099 -0.3106361 4 3.25555763 0.8532462 0.77159084 -1.0469115
16.4126334 0.01359414 4 13.6694262 0.85325915 0.98980479 1.04788009
9.81155546 -0.1514333 4 9.52978564 0.85335527 0.88696441 -1.011839
1.06458246 -0.2061534 4 1.15239085 0.85337576 0.84673878 -1.041994
5.13528826 0.29483223 4 6.53683207 0.85338163 0.782791 1.03007746
1.68643739 -0.1593794 4 1.43269527 0.85338395 0.88109385 -1.0474492
4.37588273 -0.2690298 4 4.79681556 0.85350472 0.80121341 -1.0231634
1.0093999 -0.2021518 4 1.1912984 0.85351817 0.84966323 -1.0236031

5.83300826 -0.3643129 4 9.3529583 0.85364659 0.73406629 -1.0471711
1.24652208 0.33815875 4 2.45231947 0.85365723 0.75224698 1.12033585
1.3118379 0.22393828 4 1.52361689 0.85368984 0.83377821 1.04145867

6.01200845 0.05976038 4 7.25168133 0.85376025 0.95521303 1.03281792
6.12925625 -0.230436 4 6.10016369 0.85376093 0.82905863 -1.0091667
7.40961437 0.14921635 4 7.37020777 0.85376914 0.88860384 1.0117258
1.63481466 0.16883769 4 1.30385553 0.85383936 0.87411817 1.03434498
3.1717763 -0.1576108 4 2.9222834 0.85385692 0.88239966 -1.0157015

6.10084792 0.1416888 4 5.86864129 0.85397014 0.89417552 1.01655454
14.3427247 -0.3637322 4 20.8664946 0.85400316 0.73446776 -1.0403606
25.3014671 0.0410974 4 27.6168109 0.85402445 0.96918779 1.03127362
1.27600686 -0.2050632 4 1.30877899 0.85405424 0.84753522 -1.0197312
1.18103603 0.19046624 4 1.2362742 0.85427374 0.85821976 1.01121001
1.20580784 -0.1761013 4 1.32050149 0.85432472 0.86877047 -1.0344453
1.66451828 -0.2435064 4 1.71242844 0.85440496 0.81959171 -1.0336779
14.3336778 1.13973741 4 31.4302056 0.85440753 0.31801127 1.17894098
1.41381848 -0.5032549 4 3.2917574 0.85445317 0.64123409 -1.1716529
45.0442903 -0.0436677 4 37.2061118 0.8545224 0.96726224 -1.0354586
2.09357432 0.1320452 4 1.65527182 0.85465469 0.9013242 1.0444261
8.77345135 0.03968521 4 8.37348947 0.85468337 0.97024585 1.03802425
3.87323908 0.11819118 4 3.59532953 0.85468709 0.91161365 1.02608845
2.30585037 0.24620002 4 2.08561616 0.8547322 0.81764524 1.02527551
1.68777207 0.16812424 4 1.650818 0.85475088 0.87464388 1.01708892
6.30974556 -0.2183847 4 6.34641111 0.85478491 0.83781876 -1.0064498
15.8165614 0.11554914 4 16.089323 0.85485385 0.91357836 1.01726474
3.85108276 -0.2491367 4 3.88929819 0.85489988 0.81552498 -1.0176215



1.13321361 0.19942321 4 1.19640441 0.85490863 0.85165901 1.00896347
7.29814162 0.04878275 4 7.84614215 0.85492905 0.96343107 1.03332626
9.95486941 -0.3622317 4 10.0239704 0.85504662 0.73550551 -1.0386701
4.41631839 0.14011617 4 4.07091021 0.85506234 0.89534049 1.01838495
1.78366353 0.08161152 4 2.18321672 0.85507651 0.93887614 1.05683849
12.5651563 0.08238823 4 12.0649519 0.8551335 0.93829606 1.02765539
3.7131654 0.23242267 4 3.83058465 0.8551581 0.82761738 1.01366505

8.29699061 0.106888 4 8.36653339 0.85518604 0.92002424 1.02159606
21.6064878 0.09206637 4 18.5630268 0.85543228 0.93107189 1.02554015
1.56497056 -0.1569112 4 1.47536023 0.85555571 0.8829164 -1.0351591
1.15601192 -0.1983468 4 1.01902427 0.85559797 0.85244671 -1.0334511
6.36384444 -0.2567006 4 6.97783967 0.85565432 0.81007265 -1.0172592
4.80850517 0.25743834 4 4.87479944 0.85567811 0.80954155 1.018344
3.59502374 -0.0550187 4 4.19355473 0.85568693 0.95876201 -1.0421512
281.246125 0.05776885 4 236.778941 0.85571649 0.95670346 1.03061243
2.07046167 -0.1495587 4 1.85807424 0.85575993 0.88835062 -1.0310318
5.46681669 0.12898773 4 8.74559236 0.85582088 0.90359307 -1.0735887
8.42589429 -0.2712502 4 8.26030299 0.85589871 0.79962167 -1.0190007
4.30884314 -0.2873899 4 4.46884862 0.85590056 0.78808773 -1.0305526
3.10365976 -0.3302957 4 3.19457213 0.85590696 0.75775182 -1.047293
11.5476553 -0.3513035 4 14.0716546 0.85609276 0.74308429 -1.0384844
5.69834069 -0.2652555 4 5.69723674 0.85610413 0.80392168 -1.0202926
32.5242335 -0.0648779 4 35.145963 0.85615471 0.95138423 -1.02467
36.9912813 -0.2752137 4 36.3711949 0.85619939 0.79678338 -1.0159829
1.87076571 -0.1275856 4 2.25206819 0.85632406 0.9046339 -1.0325232
4.72594207 -0.358322 4 7.61043334 0.85644989 0.73821285 -1.0478965
19.3962589 -0.3168571 4 23.7345981 0.8564626 0.76720019 -1.0290785
99.5370683 0.04889663 4 89.9587676 0.85660625 0.96334578 1.0304847
8.62026585 0.07090205 4 7.99183874 0.85670838 0.94687908 1.03275917
8.62026585 0.07090205 4 7.99183874 0.85670838 0.94687908 1.03275917

2.000503 0.21761772 4 1.86692202 0.85672385 0.83837723 1.01436953
2.677254 0.13480465 4 2.3376706 0.85683921 0.89927746 1.02891661
2.677254 0.13480465 4 2.3376706 0.85683921 0.89927746 1.02891661

1.65096185 0.2102429 4 1.72342998 0.85700238 0.84375323 1.01365885
2.24722785 0.10180822 4 1.15490747 0.85701609 0.92380827 1.16293413
6.26611526 -0.1510234 4 6.12251668 0.85702071 0.8872675 -1.0107314
8.87959518 -0.3060834 4 8.80812679 0.8570843 0.77481061 -1.0278093
2.87125565 -0.2628915 4 2.88316261 0.85723486 0.80561971 -1.0299993
4.07618615 -0.139009 4 4.22838645 0.85731567 0.89616086 -1.0160708
1.4101314 0.30768962 4 2.02227628 0.85746068 0.77367401 1.07562905

5.50248196 -0.2826693 4 6.02605367 0.85754283 0.79145456 -1.026379
5.50248196 -0.2826693 4 6.02605367 0.85754283 0.79145456 -1.026379
1.02895622 0.19896584 4 1.080588 0.8575749 0.85199368 1.02404001
1.50471801 0.17914977 4 1.48637435 0.8576178 0.86652856 1.01322951
11.7403725 -0.153255 4 11.9462536 0.85766229 0.8856177 -1.0083637
1.15973242 0.17837386 4 1.17007156 0.85766335 0.86709904 1.02153365
1.33641876 -0.1694888 4 1.34513612 0.85779399 0.87363845 -1.0274504
13.6184755 -0.3092068 4 16.7070956 0.85781228 0.77260106 -1.0278656



4.61112336 -0.158727 4 4.63069159 0.85783894 0.88157545 -1.0087268
1.77075094 0.17153707 4 1.50113421 0.85785888 0.87212982 1.0190899
1.68710679 0.17068875 4 1.57273098 0.85786508 0.87275457 1.01514685
4.09923776 0.11763351 4 3.53283148 0.85787308 0.91202829 1.02854988
3.10723808 -0.250373 4 3.12976727 0.85802437 0.81463288 -1.0224852
4.10781159 0.23250245 4 4.51391911 0.85804057 0.82755952 1.01442833
10.2747435 0.3365264 4 12.6568431 0.85804353 0.75338833 1.03495726

2.93848 0.02952328 4 1.41351839 0.85820325 0.97786156 1.11609906
1.95181114 -0.2217717 4 2.17164309 0.85820755 0.8353538 -1.0188238
9.59631808 0.3534051 4 9.2966136 0.8582689 0.74162404 1.03699238
1.40468798 -0.1750595 4 1.21996654 0.85828021 0.86953691 -1.0217106
1.16201414 0.17656701 4 1.13281483 0.85834437 0.86842786 1.0277723
2.18064818 -0.2246965 4 2.20205292 0.85836353 0.83322701 -1.0153049
3.23014907 0.25602094 4 3.23875296 0.85851136 0.81056204 1.02323187
18.2334221 0.11877306 4 18.452514 0.85855911 0.91118104 1.01453146
1.15149012 0.17361143 4 1.26601749 0.85858839 0.87060263 1.04080871
1.02198469 0.22975998 4 1.45486931 0.85861254 0.82954927 1.054737
5.35492424 -0.2252937 4 5.74660779 0.85865602 0.83279303 -1.0110086
5.3316185 0.14262294 4 4.70984949 0.85869213 0.89348369 1.01557761

2.58929711 -0.2604096 4 3.03144 0.85874363 0.80740381 -1.0321333
2.71225623 0.11557727 4 2.96213337 0.85876084 0.91355744 1.02798313
30.7557205 -0.4738912 4 57.9062634 0.85884994 0.66028557 -1.059582
10.0617818 -0.3078397 4 12.378443 0.8590263 0.77356787 -1.0298663
5.19284462 0.06786593 4 4.76244224 0.85905249 0.94914933 1.03518251

1.523344 0.17934612 4 1.3596505 0.85911732 0.86638422 1.01273605
52.1622507 -0.045191 4 41.3294567 0.85912638 0.96612115 1.05436063
1.32994727 0.1706609 4 1.44073517 0.85918136 0.87277508 1.01912755
1.32994727 0.1706609 4 1.44073517 0.85918136 0.87277508 1.01912755
2.3709194 0.31121259 4 2.93881512 0.85923581 0.77118353 1.05585204

7.91982538 0.22449515 4 8.01778931 0.85925703 0.83337339 1.00849267
4.77099358 0.14840911 4 4.2513791 0.85926314 0.88920097 1.01388734
1.09624909 -0.1920297 4 1.20402095 0.85926685 0.85707353 -1.0308182
10.2743337 0.25036623 4 11.1096704 0.85931555 0.81463779 1.01547916
8.25101265 -0.3519895 4 8.67996293 0.85940838 0.74260749 -1.0382075
244.953282 -0.3282852 4 301.14872 0.85940842 0.75916215 -1.0288194
2.35148433 -0.2630973 4 3.08243171 0.8594357 0.8054718 -1.0323573
10.6971199 -0.3049391 4 12.8679979 0.85966734 0.77562075 -1.0284414
1.36785572 -0.1945524 4 1.41521864 0.85966823 0.85522501 -1.0113319
4.76592222 0.05664007 4 5.28050797 0.85967024 0.95754831 1.03525184
6.6601003 0.39468803 4 6.26923917 0.85971738 0.71321374 1.05199085

7.28871008 -0.4839129 4 7.17395075 0.85987071 0.65374724 -1.0729461
4.4588318 -0.1287099 4 3.78733731 0.85987959 0.9037993 -1.0216245

1.14809885 0.20389412 4 1.28981951 0.86008878 0.84838956 1.02243283
1.64277869 -0.2151282 4 1.76489047 0.86009169 0.84019083 -1.0176085
8.46456018 0.37466363 4 9.38798765 0.86014027 0.72692805 1.04369504
3.46583825 0.11186946 4 3.11949559 0.86019063 0.91631594 1.02749306
13.7055761 -0.0921934 4 12.530888 0.86019469 0.93097711 -1.022214
1.40945372 0.10497288 4 1.83454727 0.86019733 0.92145056 1.06203097



2.18838232 -0.253931 4 2.35041575 0.86021744 0.81206755 -1.0299226
1.6581883 -0.2657394 4 1.44814523 0.86025825 0.80357426 -1.0632706

36.5042721 -0.2821604 4 35.0805598 0.86026208 0.79181786 -1.0178979
39.6881626 0.0456038 4 36.7983523 0.86027757 0.96581196 1.03030304
4.89603538 -0.3529925 4 5.31617972 0.86034475 0.7419106 -1.0468193
5.18324828 -0.2557856 4 5.25694026 0.86036842 0.81073149 -1.0187028
1.36970292 -0.1577499 4 1.40920645 0.86039918 0.88229696 -1.0277265
1.37706361 -0.17909 4 1.02509166 0.86052301 0.8665725 -1.0407945
45.6346551 0.08652582 4 42.5910439 0.86053433 0.93520665 1.02148984
13.3915704 0.09125688 4 11.4840075 0.86054933 0.93167583 1.02446782
4.2362443 -0.1257935 4 3.81391994 0.86074051 0.90596462 -1.022349
5.5174129 0.12992838 4 4.86136682 0.86076075 0.90289492 1.0181275
6.6151138 0.11996188 4 6.17138785 0.8607998 0.91029732 1.0176976

1.30125048 0.19148683 4 1.33266558 0.86080508 0.8574715 1.00992711
1.52730433 -0.1189315 4 1.54839607 0.86083783 0.91106323 -1.049499
2.25745325 0.1620242 4 2.17963174 0.86089902 0.8791419 1.01149646
3.72298399 -0.0996627 4 3.43194365 0.86090292 0.92540725 -1.0341335
7.13043111 0.15129504 4 6.93930312 0.86093325 0.88706661 1.00886871
2.95359506 0.05551876 4 3.36092141 0.86094758 0.95838765 1.04128199
11.2965922 -0.3180876 4 14.3905238 0.86099799 0.76633304 -1.0316479
2.82762757 -0.2320809 4 3.21547402 0.8610103 0.8278653 -1.0192916
1.51739307 0.19754273 4 1.56180157 0.86102515 0.85303523 1.01314048
10.7414091 0.01066428 4 9.66098545 0.86103794 0.99200198 1.04179312
1.88700082 -0.2177912 4 1.86702306 0.86118891 0.83825092 -1.0177591
6.07747444 -0.2589134 4 6.16293119 0.86122108 0.80848 -1.0180366
3.25787674 -0.1521765 4 3.07359372 0.86132604 0.88641493 -1.0145962
3.25787674 -0.1521765 4 3.07359372 0.86132604 0.88641493 -1.0145962
7.45207536 -0.2416663 4 8.02745194 0.86141151 0.8209223 -1.0139452
11.6848886 -0.2667016 4 11.9022549 0.86141791 0.80288358 -1.0174308
1.53671676 -0.1635703 4 1.55168949 0.86144071 0.87800132 -1.0158644
2.82605423 0.1502469 4 2.58182337 0.86146167 0.88784165 1.01763317
1.97582946 0.14854399 4 1.75425473 0.86146336 0.88910119 1.02640148
1.2746564 -0.1757401 4 1.14479201 0.86152719 0.86903619 -1.0419993
7.1394688 0.10608836 4 7.68648022 0.8615488 0.92061974 1.01798539

21.3254219 0.07502666 4 19.2031483 0.86156295 0.9437959 1.02550829
4.41169349 -0.2523999 4 4.50730278 0.86165015 0.81317118 -1.0200083
2.84413535 0.10183198 4 2.77044472 0.86167313 0.92379057 1.03747382
3.20365969 0.15903713 4 2.98464791 0.86171389 0.88134652 1.01130152
117.352907 -0.1140706 4 106.816511 0.861958 0.91467818 -1.0153705
1.32916568 -0.197314 4 1.40618087 0.86197062 0.85320267 -1.0232156
7.56467845 -0.3127357 4 7.48798801 0.86207161 0.77010786 -1.0294498
1.65104798 -0.2405219 4 1.85462174 0.86207346 0.82175022 -1.0431456
25.9333485 -0.2941262 4 28.1137614 0.86211065 0.78329289 -1.0225327
2.13361598 0.24766818 4 2.17435788 0.86224588 0.81658499 1.02785141
1.5271947 0.17356698 4 1.38297319 0.86229531 0.87063536 1.01528502

1.16763429 -0.1984903 4 1.14521358 0.86230226 0.85234168 -1.0251623
3.89747787 0.15125576 4 3.61559159 0.86232195 0.88709565 1.01165594
5.5113386 0.31442934 4 7.03655449 0.86232337 0.76891243 1.03627987



1.38875288 -0.1760089 4 1.41218357 0.8624872 0.86883844 -1.010109
6.56452621 -0.2319142 4 7.27012185 0.86252208 0.82798619 -1.0128932
15.2700113 -0.0063074 4 17.7391068 0.86258214 0.99526945 1.03604804
1079.48206 -0.0756002 4 1107.24224 0.86278367 0.94336725 -1.0194113
2.71699791 -0.3436604 4 2.85908298 0.86281128 0.74840589 -1.0660239
3.7568673 -0.1252326 4 3.62513746 0.86283832 0.90638121 -1.0184164

3.76061981 0.08608489 4 4.2731483 0.8628993 0.93553581 1.02831047
30.8413655 0.02835288 4 29.8712534 0.86320987 0.9787389 1.03130448
21.7559404 -0.0470872 4 17.6699935 0.86327542 0.96470094 1.05418126
13.9367071 0.08676752 4 14.9443058 0.86330779 0.93502623 1.0186785
16.5584296 -0.0827575 4 17.7848751 0.86333466 0.93802028 -1.0192116
15.218774 0.37309244 4 15.3793914 0.86339284 0.72800946 1.03992088

1.90435613 0.24258847 4 2.14637172 0.863416 0.82025537 1.03025817
113.791437 0.07076068 4 118.620641 0.86344648 0.94698478 -1.0466801
13.0530086 0.01922742 4 14.753226 0.8634522 0.98558055 1.03165392
14.2816948 0.38418967 4 13.1049306 0.86350469 0.72038798 1.04150324
20.7918644 -0.2673902 4 20.1375287 0.86350636 0.80238948 -1.0161616
3.24891683 0.10225085 4 3.35635482 0.86356131 0.92347844 1.02826263
1.12302751 0.18606552 4 1.04895176 0.86361104 0.86144831 1.01303781
27.2980261 0.03941422 4 32.5273139 0.86378463 0.9704489 -1.0387672
1.10804109 -0.1294268 4 1.4132681 0.86391615 0.9032672 -1.0602059
3.25733399 0.27553528 4 3.60824069 0.86396753 0.79655322 1.03038413
4.43640181 0.13691998 4 3.9008743 0.8641043 0.89770912 1.01548884
4.38213719 0.14587894 4 4.41937374 0.86425613 0.89107317 1.00956901
6.30634138 -0.2844623 4 5.76566392 0.86435339 0.79017515 -1.0252418
30.6264442 0.09308033 4 33.1563111 0.86441176 0.93031547 1.01586843
1.59079679 0.21188261 4 1.58597774 0.86442928 0.84255703 1.02010227
3.01317045 -0.3544689 4 3.01317908 0.8645052 0.7408854 -1.0599006
5.27929615 0.11048458 4 5.60707186 0.86465321 0.91734662 1.01744898
1.01289986 -0.1614576 4 1.27700122 0.86466919 0.87956001 -1.0436149
80.0484563 -0.2333611 4 84.5645821 0.86467122 0.82693686 -1.0103829
2.30076918 -0.4285284 4 2.55578004 0.86469198 0.69033465 -1.0983312
2.27715991 -0.1493734 4 2.25771513 0.86486583 0.88848765 -1.0159298
4.10697407 0.0747593 4 2.90958571 0.8649494 0.94399572 1.04211309
23.3604986 -0.0328858 4 21.1067337 0.8649541 0.97534122 1.04492816
1.05521662 0.18075024 4 1.15798277 0.86498187 0.86535217 1.03213075
3.19776603 0.22177712 4 3.37397007 0.86508041 0.83534984 1.01382998
23.9461126 0.10775308 4 21.8743152 0.86511188 0.91938008 1.0165154
23.9461126 0.10775308 4 21.8743152 0.86511188 0.91938008 1.0165154
3.0150374 -0.248629 4 3.38805605 0.86519604 0.81589135 -1.0236989

1.04651359 -0.1830826 4 1.19999807 0.86524902 0.86363859 -1.0545753
88.8891864 -0.2255348 4 87.4573449 0.86530835 0.83261781 -1.0079813
98.9303012 0.3218967 4 74.5905143 0.86537367 0.76365113 -1.1038739
19.8647131 -0.1187948 4 20.5842649 0.86537389 0.91116489 -1.0116298
4.02596324 -0.3447819 4 4.50348479 0.8654464 0.74762393 -1.0480416
6.07414767 -0.0596427 4 5.52124512 0.86546827 0.95530113 -1.0355183
2.64775496 -0.5723298 4 1.07108688 0.86548268 0.5977298 -1.2108659
2.38701049 -0.0446015 4 3.80022272 0.86548348 0.96656273 1.06948112



1.2127942 -0.1684672 4 1.29450283 0.86550511 0.87439115 -1.0219456
2.42228694 0.25323507 4 2.21524961 0.86556682 0.81256912 1.03182114
15.4559213 -0.4215116 4 23.2948406 0.86557617 0.695047 -1.0508914
25.5265193 -0.1218788 4 33.4278258 0.8657128 0.90887271 1.0510307
1.61997394 0.12091835 4 1.59602402 0.86579562 0.90958643 1.03708517
29.7306963 -0.2552277 4 33.9592764 0.86580048 0.81113337 -1.0159859
12.2059171 0.41069822 4 11.6421931 0.86580659 0.70234182 1.04797082
1.6934781 0.12641175 4 1.65156195 0.86585479 0.9055055 1.03341745
13.116479 -0.3722152 4 19.2309554 0.86587014 0.72861361 -1.0419815

1.73153991 -0.1459749 4 1.76874919 0.86594115 0.89100211 -1.0206092
1.80334702 -0.318198 4 2.70939158 0.86595484 0.76625525 -1.0701484
1.07147589 -0.1826782 4 1.16647912 0.86598304 0.86393558 -1.0215156
1.08184308 0.21299236 4 1.24548831 0.86598742 0.84174774 1.04564211
9.16366569 -0.3313611 4 11.7512047 0.86607639 0.75700489 -1.0359484
2.49016875 -0.2237454 4 2.57897846 0.86627506 0.83391844 -1.0204197
3.4591985 -0.2267037 4 3.26762693 0.86628411 0.8317685 -1.0152625

4.47625703 -0.2212057 4 5.00641237 0.86636355 0.83576551 -1.0126349
151.110641 0.22131205 4 147.939298 0.86638882 0.83568816 1.00720252
7.21148596 0.02842937 4 5.62131017 0.86651889 0.97868156 1.04154333
17.281273 -0.3301104 4 16.4906593 0.86657387 0.75788175 -1.029405

12.0346964 0.20448723 4 12.2095462 0.8665858 0.84795611 1.0054641
1.71759594 -0.1932506 4 1.79047554 0.86661066 0.85617877 -1.0087109
2.33131102 -0.1449527 4 1.97905317 0.86665564 0.89175877 -1.0200767
16.9560923 0.08544976 4 15.9839461 0.86671577 0.93600998 1.02057773
1.74608745 -0.1520266 4 1.74918808 0.86673122 0.88652575 -1.0187782
4.6015259 0.0460148 4 4.71010225 0.86675051 0.96550412 1.0378314

2.43977902 -0.3640336 4 2.83766924 0.86676561 0.73425939 -1.069363
1.11504049 0.17660405 4 1.10301302 0.86678568 0.86840062 1.02583012
2.71394059 0.22397159 4 2.93928676 0.8669172 0.83375399 1.01961918
1.02694878 0.18513077 4 1.19770246 0.8669571 0.8621345 1.01935325
1.40545247 -0.1665996 4 1.25525102 0.86698212 0.8757676 -1.015446
4.7211799 -0.0981473 4 3.84797883 0.86701174 0.92653685 -1.0264962

1.57508751 -0.1467308 4 1.04399603 0.86708099 0.89044274 -1.0703005
2.74174916 0.11256303 4 2.96104076 0.86714785 0.91579983 1.02221455
2.65947633 0.39651917 4 2.7963691 0.86720825 0.71196604 1.08044907
1.55091058 0.16511157 4 1.53038155 0.86723333 0.87686465 1.01159584
1.70453549 0.15172458 4 1.37383674 0.86723971 0.88674903 1.02639995
2.27318492 0.30321768 4 2.8272567 0.86747204 0.77684009 1.05365367
2.81195879 -0.2222759 4 2.64607239 0.86750346 0.83498702 -1.0167362
5.41475092 0.30888804 4 5.05738183 0.86760714 0.77282644 1.03425911
2.16371102 -0.1526353 4 2.26503401 0.86761875 0.88607576 -1.0114658

1.609685 0.14853452 4 1.70568187 0.86786243 0.8891082 1.01835289
1.75409406 -0.1946006 4 1.89866663 0.86790344 0.8551897 -1.0121454
1.06342733 0.20468476 4 1.33733251 0.86798999 0.84781177 1.06617298
1.33030437 0.1336054 4 1.56557079 0.86814489 0.90016686 1.03546655

4.312852 -0.3354507 4 4.56430083 0.86816693 0.7541409 -1.0441566
7.88216875 -0.2763032 4 7.7619923 0.86827078 0.7960038 -1.0215622
1.40606917 -0.2106327 4 1.39446777 0.86829692 0.84346881 -1.0286466



13.6219267 0.10286631 4 14.3625985 0.86845115 0.92301987 1.01379862
232.623152 -0.315145 4 234.536235 0.86861874 0.76840751 -1.0246124
2.1274528 0.11615475 4 1.76558245 0.86869835 0.91312794 1.0392291

2.96105786 -0.1146009 4 4.7575812 0.86869873 0.91428371 1.07527275
4.05743966 -0.1106806 4 3.5912094 0.86869946 0.91720074 -1.0229157
1.7014599 -0.1079155 4 1.93288964 0.86870198 0.91925916 -1.0423749

8.39571764 -0.2468318 4 9.57005582 0.86870933 0.81718891 -1.0168545
1.76043905 0.1959051 4 1.83361389 0.86872082 0.85423424 1.01484054
3.92568338 0.22050995 4 4.23213488 0.86876495 0.83627177 1.01458504
25.6999357 -0.2917397 4 24.1495494 0.86879335 0.78499028 -1.0211341
115.868191 0.10266053 4 105.753525 0.86888992 0.92317319 1.01471979
2.67540252 -0.2203395 4 2.89724563 0.86895432 0.83639579 -1.0182207
20.4800142 -0.0466504 4 16.7573052 0.86903187 0.96502805 1.05050505
10.056592 0.06959709 4 9.15569075 0.86907932 0.94785479 1.02408708

17.0259052 0.48946219 4 15.4272859 0.86911519 0.6501428 1.06132399
2.04870696 -0.2010261 4 2.05453493 0.8693527 0.85048642 -1.0132178
1.09751303 0.21635889 4 1.18624702 0.86938828 0.83929413 1.05857782
4.59955917 -0.3364141 4 6.11011968 0.86962697 0.75346686 -1.0437391
1.39571493 -0.1593959 4 1.16987959 0.86970074 0.88108169 -1.0494851
1.74188416 0.31331378 4 1.83047608 0.86972117 0.76969972 1.07531916
3.71316432 0.09045445 4 2.86748365 0.869965 0.93227455 1.03267268
7.24544545 -0.4241758 4 10.2438155 0.87010378 0.69325582 -1.0572187
10.4591094 0.289617 4 10.3491985 0.87011614 0.78650122 1.02348586
2.21821831 -0.1391538 4 2.07879068 0.87016433 0.89605351 -1.0204758
1.31358454 -0.1842567 4 1.2588225 0.87026734 0.86277625 -1.0153515
2.42047071 0.27068456 4 3.39963492 0.87037103 0.80002705 1.03732773
4.31243861 0.04593022 4 5.27551941 0.87037391 0.96556747 1.03084462
1.84042319 0.12446799 4 1.80427922 0.8704546 0.90694909 1.03420867
3.02567374 0.14428689 4 3.05272242 0.87048268 0.89225164 1.00997591
2.87575497 0.04734495 4 2.43821963 0.87063998 0.96450786 1.04815215
24.0930857 0.0737908 4 23.7812499 0.87072968 0.94471959 1.01855974
1.28037664 -0.1937994 4 1.19721514 0.87080649 0.85577666 -1.0405313
3.64476376 0.21042526 4 3.50092339 0.87080981 0.84362017 1.01070399
3.52360738 -0.2443197 4 4.08723102 0.87087805 0.8190038 -1.021783
10.6668735 -0.2958891 4 11.3335903 0.87089981 0.78203999 -1.0264932
3.21310205 0.07016367 4 3.21285556 0.87094584 0.94743115 1.0308627
1.21206522 -0.1802821 4 1.06054218 0.87095855 0.86569622 -1.0231438
20.7467017 -0.0133561 4 21.3568519 0.87098081 0.98998333 1.03535394
24.931231 -0.5333589 4 35.777065 0.87103602 0.622043 -1.0679765

1.05415786 -0.1736169 4 1.03418958 0.87108687 0.87059863 -1.0097994
18.6991785 0.100831 4 16.4804069 0.87113494 0.9245365 1.01586178
4.87374667 0.28458571 4 5.66890244 0.87114671 0.79008708 1.03041945
14.6487354 -0.240936 4 15.4948228 0.87125715 0.82145061 -1.0137871
1.00149281 -0.349476 4 1.66369966 0.87129383 0.74435512 -1.1530301
1.82457789 0.19447039 4 1.70906092 0.87134331 0.85528507 1.01321094
1.08180409 0.17417272 4 1.05525451 0.87144599 0.87018952 1.03426785
4.15066796 0.03652495 4 4.31835185 0.87149409 0.97261389 1.0343094
3.85010849 -0.8591087 4 63.1998642 0.87150166 0.43871741 -1.1152398



3.40275954 -0.2127637 4 3.19680252 0.87155484 0.84191446 -1.0124643
4.65672621 -0.2281582 4 5.0992327 0.87160597 0.83071215 -1.0164226
9.07537592 0.23013294 4 9.10019991 0.87169102 0.82927858 1.01268524
5.81869077 0.35186932 4 6.31995008 0.87192317 0.74269101 1.04476072
3.50644197 -0.349363 4 5.90940296 0.87197812 0.74443375 -1.0498774
2.05549381 0.27094833 4 2.83839467 0.8720275 0.79983801 1.04235518
1.39944024 -0.1536358 4 1.1375284 0.8721108 0.88533631 -1.0369406
10.2347941 -0.1277549 4 10.4333623 0.87217271 0.90450821 -1.0084088
1.49005918 0.15776721 4 1.38327023 0.87228029 0.88228419 1.01228843
4.31275845 0.12302497 4 3.96298992 0.8723806 0.90802106 1.01574482
7.5883123 -0.2298374 4 8.74143821 0.87241886 0.82949306 -1.0141764
7.5883123 -0.2298374 4 8.74143821 0.87241886 0.82949306 -1.0141764

29.9288548 -0.6348645 4 55.2988535 0.87258399 0.56001561 -1.0841333
1.39175057 -0.1466009 4 1.29441418 0.87261589 0.89053887 -1.0228632
6.99657353 -0.2960394 4 8.53400731 0.87267547 0.78193318 -1.0300185
4.96321776 0.10320715 4 4.21133036 0.87271035 0.92276593 1.0204864
6.40579149 0.25327672 4 6.20821289 0.87281582 0.8125391 1.01857663
1.88709585 0.12555413 4 2.14253542 0.87290193 0.90614238 1.02087856
1.02620338 -0.1679622 4 1.03824206 0.87295045 0.87476331 -1.0126173
5.6878474 -0.0523264 4 6.13314108 0.87305467 0.96077755 -1.0279652

3.35028481 -0.3263587 4 4.37084825 0.87315436 0.76051468 -1.0485109
1.49855327 -0.1975943 4 1.36965362 0.87320265 0.85299745 -1.025739
49.2204617 -0.2835501 4 50.3346252 0.87322829 0.79082598 -1.0203668
2.47541601 0.13256022 4 2.20588759 0.87325427 0.90094213 1.01713569
7.9424618 -0.0803801 4 7.0782116 0.87349558 0.9397959 -1.0226894

11.3382248 -0.2066605 4 11.386722 0.8736203 0.84636846 -1.0072805
1.35306196 -0.1635795 4 1.34543727 0.8737054 0.87799452 -1.0097462
1.21122944 -0.1761319 4 1.03713913 0.87392981 0.86874795 -1.0408639
2.61423537 -0.2321997 4 2.9183437 0.87392987 0.8277791 -1.0225279
2.87673002 -0.0615556 4 2.96933459 0.87399316 0.95386974 -1.0337014
1.43369674 -0.1252146 4 1.57249515 0.87401277 0.90639458 -1.0302064
1.43369674 -0.1252146 4 1.57249515 0.87401277 0.90639458 -1.0302064
7.33198135 -0.2467715 4 7.63438309 0.87427341 0.81723252 -1.0172326
6.36080819 -0.2284735 4 6.15841049 0.87443623 0.83048319 -1.0132005
3.97706959 -0.2331552 4 4.1374733 0.874449 0.82708618 -1.0183119
15.827591 -0.0606032 4 17.1777524 0.87458208 0.95458234 -1.0191207

68.9760296 -0.344858 4 86.3370268 0.87459647 0.74757087 -1.0323434
1.01822111 0.16307848 4 1.00860949 0.87472535 0.8783641 1.02926021
1.86020958 0.1242797 4 1.92395974 0.87481724 0.90708894 1.02556688
7.39608561 0.35698164 4 6.884244 0.87493728 0.739142 1.04095961
1.84491377 0.14749799 4 1.65465485 0.87495387 0.88987506 1.01346366
20.7025828 0.25243873 4 22.9306341 0.87512775 0.81314316 1.01661926
1.85527295 -0.2008173 4 1.93103217 0.87515172 0.85063918 -1.0160906
7.09078811 0.06226581 4 5.59836642 0.87518449 0.95333833 1.02796978
1.02390793 0.15387314 4 1.21072793 0.87520107 0.88516088 1.0293985
38.6991969 -0.0476516 4 48.9822596 0.87521852 0.96427821 1.0338108
23.2084953 0.02336404 4 19.5016999 0.87526547 0.98247896 -1.040026
1.34975932 -0.1225619 4 1.41798578 0.87532294 0.90836509 -1.0354598



5.96642157 0.27705847 4 6.47991748 0.87538102 0.79546357 1.02534663
3.39299661 0.0595862 4 2.88553594 0.87548377 0.95534338 1.03916062
1.62990851 -0.1945768 4 1.61895058 0.87559152 0.8552071 -1.0225132
4.13535255 0.0755571 4 3.87392589 0.87579217 0.94339947 1.02643849
4.09029201 0.08979494 4 3.94189224 0.87589031 0.93276669 1.02119023
3.08815414 0.10851833 4 2.78371747 0.87593544 0.91881031 1.02020953
1.79958755 0.20595471 4 1.7843251 0.87603573 0.84688394 1.0220786
75.1561434 0.0679718 4 68.3030191 0.87613891 0.94907016 1.01828206
1.28465653 -0.172303 4 1.37559421 0.87622403 0.87156588 -1.007965
21.0386229 -0.379399 4 21.1624527 0.87644357 0.72367345 -1.0392664
1.90931611 -0.2216225 4 2.33208672 0.8765923 0.83546231 -1.0259678
4.21568089 -0.0124982 4 4.97071909 0.87659534 0.99062662 1.04407939
5.01831234 -0.0729871 4 5.99034239 0.87661855 0.94532037 1.05015499
261.671938 -0.0291982 4 262.820806 0.87672812 0.97810527 1.03250778
105.749838 0.00880565 4 87.9345266 0.87686065 0.99339587 1.0298661
1.21829804 -0.184205 4 1.39474152 0.87686479 0.86281427 -1.0201949
3.65388261 -0.271007 4 4.40927051 0.87687473 0.79979593 -1.0319037
2.63476063 -0.2456469 4 2.27163867 0.87690683 0.81804482 -1.0309035
3.47857242 -0.2518694 4 4.09786888 0.87694348 0.81355367 -1.0264858
3.74516833 0.11814694 4 3.49157809 0.87698735 0.91164654 1.01595423
3.64380603 -0.1243901 4 3.35688375 0.87700045 0.90700691 -1.0132916
1.53537984 0.14164474 4 1.55455241 0.87703706 0.89420816 1.01501184
2.14190444 -0.2156156 4 2.13827696 0.87707782 0.8398357 -1.0213516
3.07957002 0.14932029 4 3.11544109 0.87722605 0.88852696 1.00468253
3.54661564 -0.2215787 4 3.97733873 0.87724 0.83549418 -1.017364
19.797146 0.06086472 4 18.9352061 0.8772412 0.95438666 1.01972543

29.0544835 -0.2503859 4 28.2108667 0.8773805 0.81462363 -1.0147107
2.44202926 0.21492322 4 2.41903929 0.87738937 0.84034021 1.01877179
2.44202926 0.21492322 4 2.41903929 0.87738937 0.84034021 1.01877179
2.44202926 0.21492322 4 2.41903929 0.87738937 0.84034021 1.01877179
2.44202926 0.21492322 4 2.41903929 0.87738937 0.84034021 1.01877179
2.44202926 0.21492322 4 2.41903929 0.87738937 0.84034021 1.01877179
3.2085881 0.20532711 4 3.39451295 0.87749377 0.84734243 1.01245107

4.51843115 -0.2763899 4 5.85991882 0.87749393 0.79594181 -1.0290655
60.9203219 0.32679519 4 83.6740053 0.87750412 0.76020813 1.02955157
2.52746778 -0.1950188 4 2.57107318 0.87750565 0.85488336 -1.0107122
1.42538049 -0.1969118 4 1.32531358 0.87750856 0.85349715 -1.0429921
2.28350913 0.09981771 4 2.55306312 0.87752317 0.92529171 1.02470625
2.59801766 -0.2404174 4 2.9543547 0.87754684 0.8218258 -1.0297732
7.32084193 0.09661087 4 6.83406083 0.8775886 0.9276824 1.01647312
13.3831255 -0.0239451 4 15.5786975 0.87761441 0.98204335 1.03229452
1.27060706 -0.1578506 4 1.18524225 0.87764826 0.88222257 -1.0097653
1.6122519 0.18375672 4 1.80225866 0.87768613 0.86314345 1.01273415

6.56936566 -0.4287865 4 11.5046015 0.87774788 0.69016162 -1.0560021
2.18088407 0.23503233 4 2.11899623 0.87777312 0.82572539 1.02937299
6.65468026 0.11347944 4 6.45512429 0.87786323 0.91511799 1.01213079
4.0514354 -0.2317897 4 3.81961286 0.87800504 0.82807646 -1.0180613

5.80327399 -0.2419866 4 5.68298391 0.87822753 0.82069059 -1.0175453



77.5313132 -0.285155 4 94.1622165 0.87828647 0.789681 -1.0219128
1.07141969 -0.1454172 4 1.21046915 0.87828986 0.89141492 -1.0487053
3.27002159 0.12265813 4 2.88018547 0.87834551 0.90829361 1.01472092
1.96710503 -0.2109806 4 2.26498612 0.87835889 0.843215 -1.0233632
1.1762552 0.15631462 4 1.19964821 0.8784458 0.88335702 1.01564454
3.6101175 0.33164477 4 4.57730686 0.87857242 0.75680611 1.04515537

2.97331016 0.21045224 4 3.37324325 0.87860842 0.84360049 1.01584448
1.0219248 -0.1692968 4 1.06347541 0.87863177 0.87377994 -1.0191323

1.49587564 0.1758694 4 1.45600928 0.87882824 0.86894105 1.00990213
2.49597367 0.22443091 4 3.05906195 0.8789234 0.83342009 1.02340015
1.67981252 -0.140391 4 1.58774803 0.87900722 0.8951369 -1.0180447
3.67560939 -0.2202759 4 4.04085801 0.87909095 0.8364421 -1.0174044
1.57739469 -0.1881026 4 1.60864404 0.87924494 0.85995341 -1.0223314
1.74434104 -0.186039 4 1.73402434 0.87927341 0.86146779 -1.0146616
80.0712927 -0.2608469 4 95.5600505 0.87927756 0.80708937 -1.017882
1.69390428 -0.1474566 4 1.55630759 0.87928383 0.88990568 -1.0116917
14.6331146 0.05979696 4 12.7167152 0.87933376 0.95518566 1.02168266
3.36400573 0.21500514 4 3.89397238 0.87936997 0.84028051 1.01613858
1.14587783 0.16080669 4 1.03703815 0.87938152 0.88004033 1.01622915
11.5684585 0.3094472 4 11.0203471 0.87939571 0.77243111 1.02839543
1.47467226 0.14013947 4 1.43786049 0.87950891 0.89532322 1.01497008
2.62221597 0.12016174 4 2.36978918 0.87953399 0.91014877 1.01723471
6.77859064 -0.3583956 4 6.31522411 0.87954998 0.73816178 -1.043478
1.65144762 0.13854182 4 1.65362015 0.87955426 0.89650705 1.01345963
2.09932617 -0.1904002 4 2.25354261 0.87959383 0.8582682 -1.0147434
4.71972988 -0.2335417 4 4.64028324 0.87971469 0.8268059 -1.0171865
2.89446908 0.23534344 4 3.65755063 0.87981983 0.82549994 1.02395312
74.6937542 0.07048482 4 76.064924 0.87985916 0.94719103 1.01457016
3.21396165 0.11003859 4 3.03009654 0.87990574 0.91767858 1.01710445
3.29950237 -0.2423888 4 3.69931215 0.87992786 0.82039974 -1.0258287
1.9179657 -0.2489836 4 1.56360258 0.87995859 0.81563547 -1.0575665

1.03808305 -0.1565864 4 1.07799465 0.87998171 0.88315624 -1.0291451
1.03808305 -0.1565864 4 1.07799465 0.87998171 0.88315624 -1.0291451
499.791751 -0.0938259 4 504.149897 0.88008805 0.92975931 -1.0105671
1.25609845 0.15414581 4 1.12628796 0.88010676 0.88495938 1.01323867
11.2297048 0.24877087 4 10.4376811 0.88012461 0.81578898 1.01637978
6.05991363 -0.2882333 4 5.57128815 0.88030795 0.78748674 -1.0280466
2.46975575 -0.2493601 4 2.99845234 0.88033189 0.81536374 -1.0337741
1.5567077 0.14599522 4 1.52032005 0.88036081 0.8909871 1.01200927

13.5136446 -0.0313957 4 13.2927785 0.88043722 0.97645806 1.03529666
1.61193768 0.12608107 4 1.76972603 0.88047098 0.90575106 1.01994796
3.52740438 -0.1899321 4 3.75413236 0.88057954 0.85861142 -1.0088739
2.63607479 0.12177984 4 2.68291507 0.88061441 0.90894622 1.01228771
1.92426997 -0.2304917 4 2.07949697 0.88065862 0.82901819 -1.034764
1.71385158 -0.1324549 4 1.58515078 0.88066101 0.90102024 -1.0248237
4.13305993 0.13673639 4 4.18224641 0.88070962 0.89784522 1.00609973
6.95165581 -0.2513879 4 7.8653763 0.88072333 0.8139009 -1.0207851
1.63031141 0.10720245 4 1.32600807 0.88074628 0.91979008 1.04254424



2.69389252 -0.3208265 4 2.94025096 0.88081524 0.76440423 -1.0552267
1.59497015 0.08635845 4 1.57355809 0.88088394 0.9353316 1.04069585
1.61608978 -0.2080067 4 1.9807239 0.88094913 0.8453854 -1.0288319
6.74836046 0.03888939 4 7.08805828 0.88097641 0.97084214 1.02367126
4.44991334 -0.1988873 4 4.49997272 0.88101789 0.85205114 -1.0100695
25.4223463 -0.1877105 4 26.6065321 0.88106288 0.86024109 -1.0052823

13.76803 -0.0913063 4 14.494171 0.88108086 0.93163898 -1.0116961
1.93889555 0.02368754 4 2.54279758 0.88108249 0.98223642 1.04821025
7.60836386 -0.1187657 4 7.85167033 0.88108576 0.91118653 -1.0080047
3.74498092 0.21238603 4 3.6116064 0.8812742 0.84218988 1.01405489
2.23708556 0.08646637 4 2.57304344 0.8814129 0.93525103 1.02597687
5.30329274 -0.2086216 4 5.2755466 0.88143065 0.84493647 -1.0114827
3.4072599 -0.1899671 4 3.59199329 0.88146504 0.85858578 -1.009012

1.29117251 -0.1720943 4 1.05930192 0.88148135 0.87171951 -1.0354606
3.61750606 0.21240658 4 4.02136315 0.88152233 0.8421749 1.01582998
2.56157441 0.20070795 4 2.81519027 0.88153717 0.85071914 1.01497217
3.81211798 -0.2308947 4 4.13223582 0.88158042 0.82872578 -1.0207463
10.1653263 -0.0048835 4 12.2895088 0.88174314 0.99633737 -1.0266178
1.31360452 0.10959427 4 1.57074358 0.88174656 0.91800932 1.03521015
12.9773302 0.07804976 4 13.7496146 0.88187537 0.94153686 1.01387254
3.2016017 0.0757013 4 2.63518447 0.88188809 0.94329171 1.03201512

3.56614197 0.20461797 4 3.73331459 0.88195432 0.84786058 1.01396133
1.52588173 -0.1167261 4 1.7770386 0.8819654 0.91270302 -1.0247476
32.1526303 0.04557963 4 30.3974345 0.88206002 0.96583007 1.02023587
3.66133373 -0.0971881 4 3.18146476 0.88206229 0.92725204 -1.0198827
2.49399011 0.24499312 4 2.57022941 0.8821828 0.81851717 1.02941064
1.80323444 -0.1201654 4 1.78918901 0.88236436 0.91014604 -1.0184201
1.3184354 0.14852214 4 1.17743432 0.88239339 0.88911736 1.02109383

1.06205822 -0.1469198 4 1.09365386 0.88241145 0.89030286 -1.0236478
2.19251646 0.12118379 4 2.12750039 0.88244104 0.90938916 1.01433467
3.82491337 -0.1044618 4 3.86746424 0.88246582 0.92183122 -1.0129788
5.37838429 -0.2233231 4 5.63230437 0.88259175 0.83422548 -1.0159125
2.31131558 -0.0927927 4 2.39724793 0.88275287 0.93053001 -1.0244451
1.58502801 0.19527962 4 1.78381095 0.88279116 0.85469232 1.02223009
3.34153058 -0.2051371 4 3.69081737 0.88308128 0.84748128 -1.0150587
1.31998024 -0.1484055 4 1.18518876 0.88322412 0.88920366 -1.0130185
2.72760571 -0.2372152 4 2.82246584 0.88322925 0.82414396 -1.0256622
2.69206688 -0.1954423 4 2.86055518 0.88325187 0.8545732 -1.0146169
1.18917154 -0.1711007 4 1.35989341 0.88334418 0.87245114 -1.0254213
1.18917154 -0.1711007 4 1.35989341 0.88334418 0.87245114 -1.0254213
1.18917154 -0.1711007 4 1.35989341 0.88334418 0.87245114 -1.0254213
61.0312306 0.0684276 4 53.6930847 0.88338629 0.9487293 1.0159307
2.01343692 0.21615837 4 2.43614097 0.88346347 0.83944021 1.02490384
1.40876551 0.17903871 4 1.61173949 0.88347252 0.86661021 1.0209327
1.44960645 -0.1471973 4 1.39900906 0.88350942 0.89009753 -1.0113073
1.10190009 0.15714175 4 1.05843768 0.88352852 0.88274609 1.0162282
2.01179375 -0.0984438 4 1.80938748 0.88366931 0.92631586 -1.0336363
1.9205641 -0.244591 4 2.39293796 0.8836845 0.81880776 -1.0404017



46.7024046 -0.2853173 4 45.966846 0.88374406 0.78956525 -1.0206325
10.3283956 -0.0016072 4 8.8518596 0.88376843 0.99879464 1.03410862
46.5384574 -0.3671846 4 45.9217512 0.88383391 0.73208254 -1.033951
3.07037404 -0.1438779 4 2.67568318 0.88396546 0.89255444 1.09991395
11.5759237 -0.236499 4 11.3697902 0.88399585 0.82466266 -1.0144068
1.79013174 -0.1796522 4 1.99196997 0.8840504 0.86615919 -1.0131912
2.81459164 -0.1788567 4 2.95510605 0.88405987 0.86674405 -1.0077015
2.42062235 -0.0536825 4 1.68651722 0.88411869 0.95976228 -1.0600899
2.37618044 0.11509565 4 2.22984589 0.88416769 0.91391567 1.01879723
25.9443474 -0.1085506 4 34.6414034 0.88418957 0.91878627 1.03941334
5.57278201 -0.0402768 4 6.53964102 0.88422134 0.96980264 -1.0228409
2.63643715 -0.2076997 4 2.84915335 0.88435054 0.84560953 -1.0172253
15.3994611 -0.0260571 4 13.0015894 0.88444917 0.98045995 1.03689958
1.42016128 -0.2046392 4 1.63676644 0.88450818 0.84784506 -1.0331859
11.5680911 -0.07143 4 10.3163995 0.88459181 0.94648437 -1.0172146
3.3450893 -0.2132745 4 3.99788024 0.88462933 0.84154206 -1.0169804

1.53774489 0.18038171 4 1.6513193 0.88480692 0.86562301 1.02214871
1.54192956 0.1332207 4 1.45551877 0.88501295 0.90045219 1.02321435
3.49064001 0.0803718 4 3.56044226 0.88503476 0.93980214 1.018657
11.9545701 -0.012414 4 10.0058559 0.8851073 0.99068982 1.03434645
1.48678163 -0.1205364 4 1.15794135 0.88511057 0.90987027 -1.0469892
50.0568812 -0.3098332 4 51.2772681 0.8851111 0.77215825 -1.0248902
95.5585108 -0.2589819 4 110.117527 0.88512267 0.80843072 -1.0176811
49.7230377 -0.3257842 4 49.0026702 0.88513172 0.76091816 -1.0271053
57.3354152 0.03231051 4 50.4804616 0.88514384 0.97577238 1.02115981
2.78067732 0.09155034 4 2.52577511 0.88518472 0.93145688 1.02206601
1.50470455 0.1638777 4 1.51112698 0.88519441 0.87777458 1.00916123
1.30254864 -0.1152742 4 1.59493507 0.88523138 0.91378284 -1.0283851
1.13725334 -0.1589338 4 1.10230957 0.88535938 0.88142277 -1.0640718
22.468365 0.06613287 4 20.3765883 0.88547342 0.95044549 1.01610333

2.31522375 0.07345018 4 2.40571972 0.88551549 0.94497419 1.02634605
2.20405357 0.07236071 4 2.03993772 0.88552855 0.94578859 1.04116472
2.61694637 -0.1959419 4 2.46347577 0.88560102 0.85420731 -1.0143963
1.13291714 -0.1654804 4 1.3129634 0.88563243 0.87659271 -1.0167294
40.3684105 -0.0078061 4 33.9825957 0.88570194 0.99414552 -1.0259911
14.3213769 0.18352438 4 10.5829527 0.88570825 0.86331409 -1.066763
1.67913356 0.14156867 4 1.62364894 0.88577321 0.8942645 1.00944323
3.49878984 -0.2279004 4 3.45555393 0.88583667 0.83089932 -1.0199571
16.0793597 -0.240881 4 17.5138818 0.88584659 0.8214904 -1.0158549
20.6723085 -0.3221953 4 21.1924181 0.88588737 0.76344107 -1.0284293
4.99288426 -0.2897519 4 7.16938124 0.88602009 0.78640513 -1.0308605
1.57703102 0.13767768 4 1.50978172 0.88606311 0.89714748 1.01443913

1.535689 -0.184969 4 1.64477963 0.88615955 0.8622533 -1.0188938
5.06718506 0.22737262 4 5.82827859 0.88623666 0.83128263 1.01807783
2.85671208 -0.1102951 4 2.75682247 0.88624408 0.91748766 -1.0137103
5.73465177 0.00329658 4 4.23837512 0.88626502 0.99752757 1.0397962
21.8594449 0.20434287 4 16.4286665 0.88627267 0.8480616 -1.0689726
4.77571029 -0.249069 4 5.60924738 0.88630327 0.81557382 -1.0230107



3.36475483 -0.2160722 4 4.07349345 0.88637004 0.83950301 -1.0179683
1.25276446 0.1455614 4 1.24492921 0.88640308 0.89130819 1.01117492
18.3091014 0.01757324 4 20.6241393 0.88658761 0.98682092 1.0208453
5.49302805 -0.0371339 4 6.16405869 0.88662746 0.97215756 1.03709541
15.6916196 0.05166723 4 14.4196815 0.88685346 0.96127111 1.01893003
41.1406046 0.04537233 4 35.922528 0.88698433 0.96598534 1.01896007
2.49065921 -0.2512304 4 2.99227231 0.8869889 0.81401444 -1.0338408
2.94023222 -0.2115403 4 3.42864718 0.88706663 0.84280672 -1.0191175
6.79361407 -0.1822514 4 5.2435619 0.8871895 0.86424912 1.07454532
3.44137215 -0.3031292 4 4.66641555 0.88728784 0.77690281 -1.0401002
4.45231073 -0.1987943 4 4.92181959 0.88736794 0.85211919 -1.0122176
20.9292983 0.04709794 4 26.024334 0.88737817 0.96469286 -1.0294282
65.237487 -0.0743254 4 83.5461092 0.8873793 0.94432004 1.03141096

6.38250781 -0.2341422 4 5.84122495 0.887446 0.82637056 -1.0168074
2.39126144 -0.2119325 4 2.38693983 0.88749999 0.84252065 -1.0205495
6.64120553 -0.2695382 4 8.17146643 0.88752279 0.8008488 -1.0244821
32.6532956 -0.41849 4 43.7378666 0.88764949 0.69708146 -1.0435489
15.0500127 -0.0840387 4 15.6162517 0.88770923 0.93706353 -1.0108992
1.65714061 0.11585655 4 1.88091097 0.88773288 0.91334972 1.01694441
3.37475094 0.07402908 4 3.05315591 0.88773326 0.94454149 1.0254286
6.04289452 0.04886865 4 5.34333477 0.88777554 0.96336673 1.02367521
24.5237793 -0.077215 4 20.1213871 0.88779476 0.9421606 1.04084601
1.0278768 0.15915372 4 1.05672389 0.88783139 0.88126045 1.0189232
9.9281507 -0.2190144 4 10.8885388 0.88789726 0.83736028 -1.0131613

3.63543649 0.0574592 4 3.31990812 0.88795831 0.95693522 1.02880979
1.51893992 0.17012104 4 1.69145608 0.88822666 0.87317272 1.0153104
4.34432124 0.22574132 4 5.40703126 0.88849344 0.83246772 1.01859079
76.6662511 -0.3193235 4 79.880919 0.88849351 0.76546243 -1.0263782
3.40954956 0.06558154 4 3.84331052 0.88850429 0.95085787 1.02100929
3.46174914 0.21258641 4 3.70771673 0.88857018 0.84204376 1.01794479
1.37111658 -0.1712124 4 1.46189079 0.88860799 0.87236889 -1.0158673
3.55208851 0.06422263 4 4.78575388 0.88866931 0.95187438 -1.0473012
2.3317355 -0.2092074 4 2.74448152 0.88872173 0.84450888 -1.0214717

27.2745855 -0.263811 4 25.1267483 0.88873097 0.8049591 -1.0178128
1.16636029 0.14954431 4 1.08086023 0.88878361 0.88836127 1.02605104
1.52277759 0.16730097 4 1.43618458 0.88887005 0.87525061 1.01393178
9.35516434 -0.2383051 4 10.2633985 0.88914719 0.8233547 -1.0173043
1.60524126 0.17039996 4 1.54567825 0.88927081 0.87296727 1.01553997
1.32672664 0.16822095 4 1.0710907 0.88928628 0.87457261 1.03658624
376.084228 -0.3372371 4 477.434031 0.88935785 0.7528913 -1.0293821
1.46861069 -0.2667149 4 1.83398987 0.88942636 0.80287404 -1.0626116
1.46861069 -0.2667149 4 1.83398987 0.88942636 0.80287404 -1.0626116
1.14938102 0.13703632 4 1.192558 0.88946284 0.89762288 1.0170676
5.03665333 0.39349504 4 4.32136431 0.88965951 0.71402721 1.05536895
1.37662889 0.11565029 4 1.37628726 0.8896609 0.91350312 1.02393102
2.21656705 0.10952674 4 1.81098694 0.88977096 0.9180596 1.01980072
1.26137861 -0.1728711 4 1.49699676 0.88979438 0.87114762 -1.0212139
2.67081414 -0.2005567 4 3.03129349 0.89000449 0.8508298 -1.0168641



3.98150645 0.0594755 4 4.14903779 0.8900333 0.95542622 1.02156279
2.64640713 0.1016931 4 2.28538247 0.89008597 0.92389405 1.01854025
12.3238061 -0.2648651 4 11.4726035 0.89016205 0.80420201 -1.0201153
7.11293575 -0.266037 4 7.18331992 0.89020535 0.80336062 -1.0225104
1.01589018 0.14832859 4 1.04764671 0.89024912 0.88926054 1.01941232
1.08123661 0.14178812 4 1.12390498 0.89035225 0.89410196 1.08805013
2.98195515 -0.1132219 4 2.78903828 0.89036392 0.91530959 -1.0104929
1.97001381 0.19841888 4 2.00688021 0.89038191 0.85239395 1.02463042
1.97001381 0.19841888 4 2.00688021 0.89038191 0.85239395 1.02463042
4.04182546 0.06160327 4 3.47860072 0.89040196 0.95383404 1.02498875
1.1680483 -0.1570349 4 1.00802802 0.89059967 0.88282503 -1.0331488

6.35336833 0.02932709 4 5.35419076 0.89066716 0.97800862 1.02614451
50.0194799 -0.2032315 4 52.6437723 0.89069763 0.84887388 -1.0090331
1.48281431 0.1280902 4 1.55147421 0.89077081 0.90425931 1.01345121
9.25348668 0.03763884 4 10.0920913 0.89082198 0.9717792 1.01797493
1.38039445 0.16269324 4 1.27312777 0.89101819 0.8786483 1.02020645
5.47509616 0.43770296 4 5.0280032 0.89103408 0.68419864 1.06307658
1.01914455 0.14292741 4 1.09965266 0.89105751 0.89325822 1.0292503
1.32273475 0.17050464 4 1.51067764 0.89119216 0.87289017 1.02615096
11.3495069 -0.2566962 4 10.9511934 0.89119344 0.81007581 -1.0189986
1.87713519 -0.1841309 4 1.64448146 0.89130241 0.86286867 -1.0201169
4.45373895 0.21317151 4 4.56219677 0.8913267 0.84161712 1.01609314
4.56902981 0.0575607 4 4.55647203 0.89142348 0.95685925 1.01881137
4.36907756 0.0355446 4 4.97867072 0.89152774 0.97334857 1.02255193
7.50092515 -0.0812192 4 8.37969256 0.89171864 0.93916916 1.03893874
3.46062427 -0.0941728 4 3.46137701 0.89173459 0.92950061 -1.0141676
2.96279337 0.22785333 4 3.08181823 0.89180665 0.83093352 1.02278788
1.31994209 0.13374377 4 1.34584126 0.8918389 0.90006422 1.01072243
10.4093561 0.21338263 4 9.78515894 0.89184352 0.84146319 1.01159306
1.10679711 -0.1465079 4 1.03294796 0.89198122 0.8906077 -1.0187782
2.70346256 0.18031686 4 2.77439634 0.89213212 0.86567068 1.01100052
10.9955546 -0.0496982 4 10.8449746 0.89217665 0.96274548 1.03352209
4.24853149 -0.2985385 4 3.9699156 0.89218543 0.78015852 -1.0353385
3.04762733 -0.1946025 4 3.15527832 0.89231841 0.85518831 -1.0137436
9.48627756 0.09982962 4 8.67726993 0.89239096 0.92528283 1.00881322
7.3583433 -0.0219687 4 7.24288213 0.89239809 0.98352512 -1.023153

3.34579347 -0.2505261 4 3.52307309 0.89245266 0.81452244 -1.0267891
2.54710977 0.19706651 4 2.5628696 0.89257371 0.85338385 1.01825347
2.38018256 0.09108455 4 2.20020718 0.89262838 0.93180441 1.02348239
12.7744752 -0.2923854 4 15.9580125 0.89274322 0.78453083 -1.0260181
2.45942744 -0.1923196 4 2.4765 0.892758 0.85686108 -1.0150962
1.77377591 -0.1966572 4 2.11477397 0.89285207 0.85368352 -1.0234035
1.08536084 0.13799482 4 1.06830382 0.89294387 0.89691243 1.00901007
15.3610266 0.04914277 4 15.6608259 0.89311821 0.96316145 1.01510523
3.36900547 0.01189785 4 2.47711635 0.89313051 0.99107687 1.04602688
13.7757131 -0.0519034 4 12.7031211 0.89325573 0.96109431 -1.0158352
2.22245419 0.20405201 4 2.07278352 0.89330248 0.84827417 1.02263618
5.01986173 0.00624651 4 5.55031708 0.8934358 0.99531516 1.02577059



42.6969758 0.03583332 4 42.3671542 0.89343598 0.9731322 1.01627286
3.3353835 -0.1979713 4 3.91562958 0.89355979 0.8527215 -1.0148506

2.58835649 -0.2056439 4 2.90355304 0.89356737 0.84711097 -1.0214405
1.07307048 0.19020575 4 1.40914804 0.89361881 0.85841078 1.07413416
1.07845863 -0.1630985 4 1.40659828 0.89372765 0.8783493 -1.028867
15.8259497 0.07588014 4 14.6166701 0.89373271 0.94315806 1.01195219
1.11719361 0.14135574 4 1.05408087 0.89373749 0.89442222 1.0149647
5.67057325 -0.2147815 4 5.51713534 0.89382221 0.84044347 -1.0144663
5.7913853 0.03289696 4 5.14181942 0.89393188 0.97533284 1.02383174

4.72899057 -0.2306355 4 5.28859736 0.89403218 0.82891391 -1.0202357
5.44906315 0.06198342 4 5.6537934 0.89408638 0.95354961 1.01572583
11.2797656 -0.203622 4 11.5519567 0.89411087 0.84858844 -1.0107625
2.88929993 0.194094 4 2.77553877 0.8942926 0.85556081 1.01464174
24.2618224 0.17201168 4 24.0635561 0.89449167 0.87178034 1.00453337
1.31148037 0.15794898 4 1.39042962 0.89451847 0.88214996 1.02164052
2.19839721 0.23096519 4 2.77778142 0.89464471 0.82867466 1.03157801
9.76503531 -0.262745 4 9.31994209 0.89466455 0.80572497 -1.020534
1.9856901 -0.1590451 4 1.98012845 0.89488359 0.88134063 -1.0081194

18.0412177 0.00456773 4 15.0716868 0.89491127 0.99657421 1.0239671
5.71030243 -0.2170496 4 5.60054955 0.89494392 0.83879099 -1.0146496
1.56576768 -0.2350301 4 1.92492513 0.89505848 0.82572698 -1.0503229
4.55080607 0.06020274 4 5.12061151 0.89508721 0.95488201 1.01605968
12.9450782 -0.0654263 4 13.3970492 0.89509308 0.95097395 -1.0115095
3.50681267 0.06062735 4 4.04679516 0.89511588 0.95456427 1.01785562
24.409355 -0.2413195 4 28.3342112 0.89523281 0.82117316 -1.0161136

4.18894413 -0.2765086 4 3.91679658 0.89524377 0.79585685 -1.0309452
12.6159956 -0.0014876 4 10.8358865 0.8952497 0.99888433 1.02523115
3.59113056 0.09779486 4 3.23373739 0.89531468 0.92679963 1.01171128
1.21356394 -0.1341705 4 1.00146954 0.89532607 0.89974773 -1.0255132
1.02877054 0.13477695 4 1.01076901 0.89549106 0.899298 1.02577624
17.0526559 0.2766224 4 15.7226429 0.89565015 0.79577547 1.02109253
4.48909501 0.06191787 4 4.29980581 0.89574498 0.95359865 1.0183307
2.04719234 0.16629973 4 1.94198565 0.89574992 0.87598863 1.01133505
1.50540478 -0.0974777 4 1.50078514 0.89575366 0.9270361 -1.0233948
3.4734661 0.06776391 4 3.50125292 0.89575529 0.94922563 1.01688854

2.02283357 0.11119541 4 1.93972215 0.89584795 0.91681757 1.01363534
1.31930845 0.14500133 4 1.36650886 0.89593938 0.89172275 1.00720785
5.31245265 0.01962963 4 4.22262341 0.89597384 0.98527896 1.02911046
16.4262339 -0.3028798 4 15.3045038 0.89600157 0.7770795 -1.0252395
1.45208999 -0.1512489 4 1.41819255 0.89601561 0.88710071 -1.0083893
5.26563368 -0.2252567 4 4.90630958 0.89606038 0.83281987 -1.0176543
3.20462494 -0.5016019 4 4.76527353 0.89606671 0.64229798 -1.0829149
8.65453475 0.05564046 4 6.24617679 0.89607054 0.95829655 -1.0403179
52.0910161 -0.1284475 4 42.77968 0.89610237 0.90399405 1.04330731
1.2365943 -0.1305188 4 1.27284414 0.89611138 0.90245676 -1.0091726

1.03778882 0.14350689 4 1.03208121 0.8961327 0.89282914 1.01638253
1.75856773 0.16704362 4 1.87848629 0.89620902 0.87544029 1.01256048
2.86742026 0.21198221 4 3.45522481 0.89633537 0.84248439 1.02082758



11.5854137 0.3949247 4 16.9663561 0.8963528 0.71305241 1.04171236
1.04762631 -0.138555 4 1.11997621 0.89642474 0.89649724 -1.021729
3.65030427 0.10667773 4 3.32847106 0.89645186 0.92018083 1.00884616
1.4576626 0.17348704 4 1.73602082 0.89652264 0.8706942 1.02030871

7.07433392 0.27668086 4 9.02618242 0.8965253 0.79573365 1.02554561
3.30763256 0.08407941 4 3.31863509 0.89662008 0.93703314 1.01318704
31.8384439 0.06014309 4 28.9961286 0.89663103 0.95492664 1.01263234
1.01642267 -0.1425224 4 1.12533563 0.89665446 0.89355816 -1.0186216
42.8559834 -0.3948113 4 39.2827333 0.89680515 0.7131297 -1.0367695
15.5705278 -0.26126 4 16.0202735 0.89687801 0.80679234 -1.0194988
1.41858482 -0.1089962 4 1.43908425 0.89691968 0.91845456 -1.018083
2.43806701 0.24948804 4 3.42421218 0.8969375 0.81527141 1.03236853
10.1402925 -0.1930385 4 10.3763558 0.89701741 0.85633418 -1.0095325
6.22195223 0.04081864 4 5.53600559 0.89714438 0.96939664 1.01993568
1.84375538 0.08649736 4 1.88046268 0.897181 0.9352279 1.02300417
6.97581769 -0.2011738 4 6.81993607 0.89718311 0.85037845 -1.0113122
7.39597193 0.02722633 4 7.99627629 0.89731122 0.97958341 1.01926851
3.71419781 0.19778467 4 4.03557682 0.89732267 0.85285814 1.01506158
3.42695706 -0.2222981 4 3.31578422 0.89739578 0.83497087 -1.0211869
3.1380912 0.00251737 4 2.27550855 0.89742809 0.99811198 -1.0479595

4.63024642 -0.2148983 4 4.38397314 0.89751899 0.84035835 -1.0166122
1.34101221 -0.1273236 4 1.31990542 0.89752854 0.90482847 -1.0096601
1.70275552 0.16442854 4 1.52441732 0.89759861 0.87736832 1.01570295
21.2459107 -0.2499812 4 22.913965 0.89783818 0.81491561 -1.0175599
6.00706957 -0.0485888 4 5.20477867 0.89792763 0.96357633 1.04135881
10.1839205 0.0274209 4 9.1048545 0.89812282 0.97943754 1.01976441
2.48374681 -0.2911635 4 2.17088095 0.89838175 0.78540026 -1.0514599
3.49161943 -0.1729389 4 3.31140455 0.8984586 0.87109771 -1.0088713
1.80421338 0.11634188 4 1.60747752 0.89854852 0.91298878 1.0114429
2.0008024 0.15590974 4 2.18174974 0.89859173 0.8836561 1.00835124

4.95250977 -1.3393252 4 26.7394225 0.89864308 0.25150225 1.17426896
1.14128739 0.13588713 4 1.06483185 0.89872059 0.89847482 1.02377721
5.95109976 0.27645788 4 6.59583655 0.89879579 0.79589315 1.02632703
75.2691037 0.05639025 4 78.7683702 0.89882075 0.95773531 1.01048064
4.10477003 -0.0568685 4 3.99190154 0.8988485 0.95737735 -1.0172525
1.51338682 -0.073299 4 1.32619808 0.8988728 0.94508718 -1.0424415
1.06248451 -0.1399864 4 1.19198849 0.89888764 0.8954366 -1.0101903
1.53198937 -0.1618284 4 1.72739892 0.89889824 0.87928634 -1.0146992
225.991314 -0.0427123 4 258.775075 0.89903868 0.96797797 1.02247719
55.3245112 0.0907765 4 53.2751923 0.89914834 0.93203425 1.00653985
138.670546 -0.0783015 4 129.296322 0.89917428 0.94134878 -1.0085029
1.18132217 -0.1292615 4 1.13544811 0.89917842 0.90338984 -1.0134463
27.021953 -0.0027009 4 29.3156538 0.89928355 0.99797436 -1.0180901

1.23040908 0.11678144 4 1.13846046 0.89930759 0.91266189 1.02247349
6.81751032 0.07765659 4 6.54620844 0.89939252 0.94183061 1.01115925
31.8202993 -0.2301758 4 33.1022379 0.89942037 0.8292475 -1.0139575
2.52214534 -0.221357 4 2.64435592 0.89946545 0.83565549 -1.0263839
7.19314249 -0.1982043 4 7.38552094 0.89951765 0.85255099 -1.011263



3.45667497 0.05830158 4 3.69138421 0.89954672 0.95630475 1.01671097
16.3423938 -0.1427952 4 16.5585282 0.89954934 0.89335613 -1.0013729
6.99987383 0.2207079 4 7.76216025 0.89959322 0.83612773 1.0156401
1.81544854 -0.0999943 4 1.48532097 0.89974452 0.92516009 -1.0235015
1.21686622 0.12438924 4 1.27160565 0.89978119 0.90700758 1.01277513
3.28585131 0.19057345 4 3.28378924 0.89978258 0.85814116 1.01339369
1.59903433 -0.2018038 4 2.06457506 0.89990664 0.8499177 -1.0306205
4.28976618 -0.0900075 4 4.04648838 0.90000537 0.93260808 -1.0106745
31.9996485 -0.3576356 4 49.2559062 0.90001505 0.73868859 -1.0324567
2.63303585 -0.1057809 4 2.42282488 0.90003496 0.92084872 -1.0095506
1.94730555 0.10028689 4 2.13970795 0.90013093 0.92494201 1.01224332
4.5669894 -0.244383 4 4.44863962 0.90016016 0.81895805 -1.0236308

470.429252 0.14945119 4 371.928125 0.90021662 0.88843014 -1.0421353
5.2475397 -0.2119982 4 4.9990274 0.90024518 0.84247274 -1.0149336

4.42252069 -0.1887717 4 4.69688732 0.90025157 0.85946252 -1.0122668
25.8537478 -0.068071 4 27.169764 0.90031231 0.94899601 1.02818842
7.12483497 0.25633241 4 7.02310727 0.90032173 0.81033775 1.0219736
1.88460485 -0.0889745 4 1.97422991 0.90048242 0.93337898 -1.0173233
4.74146163 -0.21061 4 4.41900306 0.90049633 0.84348536 -1.0155274
4.67172002 0.0862898 4 4.61862655 0.90061546 0.93538284 1.01013291
58.2874483 0.0095875 4 61.5699313 0.90065522 0.99280951 1.01628856
5.48345514 0.0206427 4 6.32582002 0.90067198 0.98451935 1.01931897
6.44786074 -0.2208573 4 6.79875054 0.90076141 0.83601906 -1.0163377
5.3779579 -0.2340024 4 5.17113369 0.90089412 0.82647191 -1.0194459

8.95491468 -0.1683613 4 9.27014457 0.90089765 0.87446922 -1.0061295
58.971624 -0.0724515 4 61.1056108 0.90107838 0.94572069 1.02781116

1.60570589 -0.1801773 4 1.9207019 0.90110724 0.86577323 -1.0251962
2.64103542 0.09739523 4 2.44717869 0.90119359 0.92709757 1.01209929
1.19748415 -0.124096 4 1.05083629 0.90121113 0.90722538 -1.0307133
44.0979744 -0.356115 4 46.9460025 0.90121319 0.73974309 -1.0310877
1.20456614 0.14888789 4 1.38393991 0.90129693 0.8888468 1.01578051
1.0109628 0.13700838 4 1.15708719 0.90157327 0.8976436 1.03221129

1.41765441 0.12159395 4 1.44604322 0.90159782 0.90908435 1.00708492
1.53923267 0.10874155 4 1.62870526 0.9016091 0.91864413 1.0116962
13.0173966 -0.1695942 4 12.8938405 0.90209751 0.87356082 -1.0056704
11.6165475 -0.0184437 4 11.3982013 0.90214874 0.98616821 -1.0173073
7.46214978 0.0111238 4 7.95051009 0.9022153 0.99165736 1.01881683
4.84719945 -0.3216954 4 7.70903937 0.90234127 0.76379275 -1.0353213
1.32019593 -0.104712 4 1.39722722 0.9023561 0.92164488 -1.0207874
1.68425039 0.08826894 4 1.84776273 0.90244621 0.93390553 1.01811387
22.5045584 -0.1643877 4 26.7338695 0.90270032 0.87739847 1.03887078
8.46418978 -0.1910647 4 7.98555948 0.90276413 0.85778095 -1.0097614
6.8702393 0.01034364 4 7.03320464 0.90276499 0.99224245 1.01974488

1.53590227 0.43331753 4 2.14431365 0.90283335 0.687128 -1.1991377
5.87494521 -0.1572562 4 6.21441418 0.90302102 0.88266157 -1.0053754
5.12438024 0.09473327 4 5.04440321 0.90304292 0.92908258 1.00716596
1.70783742 0.08802623 4 1.77117046 0.90304882 0.93408669 1.01731091
1.81973536 -0.1078123 4 1.63090508 0.90316899 0.91933597 -1.0120656



2.75278675 -0.0814027 4 2.38621074 0.90327853 0.9390321 1.05950758
1.17369974 -0.1252338 4 1.13763714 0.90336603 0.90638026 -1.0132572
7.32399696 -0.2680722 4 6.90284033 0.90336741 0.8019002 -1.0231835
7.2240407 0.31465013 4 6.55082152 0.90340999 0.76875665 -1.0819664

1.77285065 0.10927368 4 1.58507413 0.90342899 0.91824798 1.011921
5.77471222 0.10418565 4 5.77592333 0.90344504 0.92203696 1.00466432
4.68937505 0.06890997 4 4.85272727 0.90347051 0.94836859 1.01143755
1.63768683 -0.2101036 4 2.22392179 0.9035517 0.84385491 -1.0321506
1.36617189 -0.1110492 4 1.45836412 0.90357462 0.91692636 -1.0117911
11.7030015 -0.0510136 4 12.3409997 0.90362462 0.9617605 -1.011075
3.27985154 0.06543456 4 3.64059169 0.90363423 0.9509678 1.01384345
20.6485023 0.01126939 4 18.9325629 0.9036801 0.99154818 1.01752246
5.94178279 0.30354593 4 5.79451583 0.90373005 0.77660752 1.03101351
1.46107848 -0.1118094 4 1.37824626 0.90373816 0.91636063 -1.0180389
2.70982974 0.07833536 4 2.78089747 0.90384269 0.94132347 1.01406447
1.27941095 0.11506443 4 1.1926295 0.90389494 0.91393889 1.01489336
657.480352 -0.2102868 4 628.389432 0.90394174 0.84372121 -1.0101718
1.42682763 -0.1505434 4 1.22797529 0.90402138 0.88762237 -1.0207008
120.968942 -0.1714417 4 122.760066 0.90404856 0.87220003 -1.0057106
3.00139857 -0.0977357 4 3.12339692 0.90404864 0.92684372 -1.0072103
3.83768342 0.15872061 4 1.34574423 0.90408658 0.88158021 -1.117742
2.1188952 -0.1605469 4 2.21320332 0.90410141 0.88023207 -1.0124527

4.76392506 0.02794699 4 4.25225185 0.90411953 0.97904316 1.02090437
16.7287476 -0.3688485 4 23.6624358 0.90431369 0.73093432 -1.0347409
1.81991733 0.18483053 4 1.84644669 0.90434616 0.86235494 1.02207126
14.2008615 -0.3290583 4 20.3340051 0.90437775 0.75861971 -1.0297174
1.03259085 -0.121123 4 1.12452815 0.904428 0.90943431 -1.0144829
1.89139339 -0.0872888 4 1.69120829 0.90453831 0.93463711 -1.0202366
1.09115279 -0.1378429 4 1.22481683 0.90458934 0.89702506 -1.0251231
3.3761536 -0.1107105 4 3.30043409 0.90478861 0.91717843 -1.0044088

3.67447589 0.254664 4 3.20747742 0.90481608 0.81153943 1.02972562
1.79579983 -0.096284 4 1.90043205 0.90498932 0.92792613 -1.0121323
9.51365307 -0.3540737 4 8.68910569 0.90501181 0.74115973 -1.0354078
1.41257089 -0.1178884 4 1.39669834 0.90510188 0.91183873 -1.0089585
1.06261003 0.12368061 4 1.06315288 0.90510559 0.90753398 1.02098151
5.22864394 -0.0766831 4 5.2630343 0.90511557 0.94255804 -1.0088874
5.22864394 -0.0766831 4 5.2630343 0.90511557 0.94255804 -1.0088874
2.49583362 -0.1965805 4 2.13660566 0.90518407 0.85373971 -1.0223986
2.31358501 -0.194181 4 2.41273824 0.90527154 0.85549708 -1.0200446
2.02721983 0.02559295 4 2.56564217 0.90531325 0.9808079 1.02987457
5.56064755 -0.0233883 4 4.83279399 0.90537218 0.98246078 -1.021733
2.54557872 0.08521169 4 2.45980956 0.90545471 0.93618773 1.01380825
6.77308753 0.05609088 4 5.96483771 0.90561164 0.95795939 1.0132973
18.1959307 -0.4222534 4 13.3675048 0.90563737 0.69454808 1.0842919
2.63655339 -0.1969075 4 2.90192026 0.90583278 0.8535003 -1.0204272
6.83903131 -0.1887747 4 6.67100046 0.90586348 0.85946039 -1.0101939
3.34662907 0.06965101 4 2.77818097 0.90595038 0.94781447 1.01565561
1.49474438 0.09720834 4 1.40301046 0.90598615 0.92723692 1.01719132



1.09358805 0.04303457 4 1.58601389 0.90598702 0.96773652 1.07005051
3.90844526 -0.0263442 4 3.34374195 0.90602117 0.98024473 -1.0236805
13.2885728 -0.2311766 4 14.9245653 0.90611642 0.82852125 -1.0159624
1.07544825 0.12548093 4 1.03508386 0.90614276 0.90619674 1.0068584
1.01350303 -0.1256861 4 1.02921446 0.90629851 0.90604437 -1.0105038
9.4781208 -0.1877978 4 9.6201616 0.90631342 0.86017706 -1.0098188

3.30832066 0.07257586 4 3.52269596 0.90642432 0.94562776 1.01171026
1.9641429 0.07329101 4 1.48236553 0.90647373 0.94509317 1.02809611

5.30663666 -0.1803712 4 4.93868796 0.90652895 0.86563073 -1.0099463
1.39758487 0.11317995 4 1.19345914 0.90653744 0.91534081 1.01512396
5.66837082 -0.0268906 4 6.5252376 0.90654831 0.97983505 -1.0158476
2.30966517 -0.2088548 4 2.33926176 0.90664104 0.84476624 -1.0249734
2.27952567 0.07547531 4 2.29034244 0.90665971 0.9434606 1.01693403
3.83150438 0.2170221 4 3.80903705 0.90666648 0.83881103 1.01883696
1.3519332 -0.1480741 4 1.48370395 0.90675611 0.88944883 -1.0184334
1.0118931 0.12974985 4 1.09869492 0.90685879 0.90302741 1.02376674

41.1522837 0.02917707 4 37.1817077 0.90688768 0.97812108 -1.0213044
12.9084475 -0.2430914 4 14.3711383 0.90698266 0.81989171 -1.0175996
5.38338601 0.07198737 4 5.0766107 0.90701634 0.94606768 1.0106261
2.29574917 0.06891988 4 2.27100142 0.90708171 0.94836118 1.01623078
2.34083951 -0.2202884 4 3.18399743 0.9071119 0.83643301 -1.0258207
1.62670739 -0.1034464 4 1.39555844 0.90715774 0.92258766 -1.0148369
1.34509589 0.02374495 4 1.59110946 0.90716917 0.98219338 1.05342028
3.77518412 0.05652094 4 3.49097888 0.90718557 0.95763749 1.0167646
64.8175525 -0.2181593 4 67.6337791 0.90724668 0.83798286 -1.0122936
64.8175525 -0.2181593 4 67.6337791 0.90724668 0.83798286 -1.0122936
25.410687 -0.465346 4 24.8538644 0.90728166 0.66588977 -1.0453895

1.22961941 0.13256094 4 1.18295554 0.90731199 0.9009416 1.01602414
2.57775035 0.01635576 4 2.82008678 0.90733971 0.98773386 -1.0397641
1.76965789 -0.2021468 4 1.99623011 0.90736355 0.84966693 -1.0309088

2.668154 0.03043474 4 2.86218348 0.9074183 0.97717835 -1.0380182
1.99686419 0.09500396 4 2.13464308 0.90757208 0.92888069 1.00987367
1.72661542 0.05572321 4 2.00774516 0.90761939 0.95823461 1.02460617
1.03646059 -0.1237802 4 1.04070723 0.90768222 0.90746001 -1.0160351
1.6844354 -0.1527179 4 1.62597489 0.90770839 0.88601475 -1.0139399

1.14181633 0.11705815 4 1.13522959 0.90770947 0.91245611 1.00890431
2.14304317 0.08485883 4 1.9899557 0.90782869 0.93645118 1.01618415
4.71656597 0.27254573 4 4.19325018 0.90788332 0.79869351 1.02844496
1.49157384 -0.1005442 4 1.52852259 0.90791166 0.92475025 -1.0136365
5.53399177 -0.082386 4 4.76015016 0.90792989 0.93829771 1.03834796
7.84462844 0.27201089 4 6.72126589 0.90797624 0.79907664 1.02374341
3.91578387 0.06999351 4 3.93576237 0.90798197 0.94755838 1.01147933
2.82425036 0.09769017 4 2.7727291 0.9079992 0.92687768 1.00711874
3.68554962 0.17185006 4 3.46100356 0.90801072 0.87189935 1.0105212
1.1239284 0.15128922 4 1.21043115 0.90803089 0.88707091 1.03069412

4.27050258 -0.2002339 4 4.40023085 0.90806947 0.85106589 -1.0154883
1.67352279 0.06628958 4 1.6332239 0.90808886 0.95032828 1.02497572
8.63229786 -0.0654687 4 8.8439525 0.90816794 0.95094228 -1.0088292



5.63830047 -0.2427985 4 5.32161397 0.90825888 0.82010347 -1.0206585
1.31040587 0.11532395 4 1.19344723 0.9083597 0.91374585 1.01123998
97.4731985 -0.3857116 4 164.13013 0.90844976 0.71934579 -1.0330875
21.1032652 -0.1961794 4 22.5783097 0.90847943 0.8540334 -1.0103456
49.0736151 -0.1921289 4 53.8738429 0.90849488 0.85700086 -1.0093837
2.01885948 -0.0819175 4 2.0197658 0.90854849 0.93864765 -1.0129622
4.9925217 0.25615217 4 4.65997729 0.908549 0.81046754 1.02489561
5.8863251 -0.0572895 4 6.18583952 0.90856577 0.95706226 -1.0107939

26.7269796 -0.284348 4 32.4738985 0.90857797 0.79025664 -1.021968
2.71150485 0.0739086 4 2.66563403 0.90859303 0.94463154 1.01410327
1.42883277 0.14338308 4 1.42569403 0.90862405 0.89292081 1.01522399
1.65841978 -0.1504611 4 1.6840451 0.90866595 0.88768322 -1.0123993
14.1588422 -0.3752849 4 19.4590466 0.90867082 0.72650067 -1.0352963
4.70901797 -0.066185 4 4.85908175 0.90878668 0.95040647 -1.0096492
1.09116508 -0.1253113 4 1.04671431 0.90878733 0.90632272 -1.0147507
7.70436828 -0.1930656 4 10.950807 0.90879787 0.85631435 1.04214227
2.59268255 -0.1667503 4 2.6546812 0.90880367 0.87565653 -1.0127124
86.8691608 0.02896029 4 76.9084513 0.9088086 0.97828357 1.0127046
1.08179739 -0.1091498 4 1.0009149 0.90881594 0.91834018 -1.0290451
3.39660214 0.15757997 4 3.57246745 0.90881947 0.88242246 1.00834073
3.66058894 -0.0430545 4 2.9011517 0.90886248 0.96772158 -1.0204009
2.61004183 0.14873664 4 2.45256815 0.90890438 0.88895869 1.00730674
1.67193873 -0.1541222 4 1.57989981 0.9089457 0.88497684 -1.0176107
5.14679125 -0.2187294 4 6.26340301 0.90898331 0.8375678 -1.0174963
1.69870763 -0.1744504 4 1.65798137 0.90922559 0.86998517 -1.0244099
5.53235218 -0.1764959 4 3.70209861 0.90924129 0.86848014 1.06426697
1.69736242 0.10753646 4 1.63524827 0.90926464 0.91954137 1.00826672
2.30061925 -0.0865 4 2.22303779 0.90934942 0.93522595 -1.0104496
4.78413847 -0.0403983 4 4.91191467 0.90952074 0.96971156 -1.0146342
1.24159858 -0.1312608 4 1.15927206 0.90964542 0.9019062 -1.0143416
2.16855923 0.09639562 4 2.1996108 0.90980807 0.9278429 1.00724179
7.45953287 0.00343057 4 6.8667568 0.9098872 0.99742708 1.01937254
6.6860785 0.02879858 4 6.62501427 0.90996976 0.9784048 1.01484756

3.93573092 -0.2872802 4 3.49024429 0.91007529 0.78816591 -1.0349365
3.93573092 -0.2872802 4 3.49024429 0.91007529 0.78816591 -1.0349365
1.59222842 0.09462305 4 1.56542479 0.91012354 0.92916478 1.01180472
2.50949738 -0.1064041 4 2.44481792 0.91013789 0.92038462 -1.0040166
86.3935714 -0.2812344 4 93.4396323 0.9101814 0.79247908 -1.0200976
1.24895691 -0.1415821 4 1.27935753 0.91038339 0.89425456 -1.0167313
7.80245084 -0.19419 4 8.8408219 0.91039131 0.85549051 -1.0119885
1.82741122 0.08664529 4 1.73234635 0.91042951 0.93511747 1.01739938
1.10476353 -0.140437 4 1.27299683 0.91043414 0.89510282 -1.0385958
1.63838919 0.10297555 4 1.43413785 0.91063571 0.92293848 1.01082103
11.2894428 0.03465552 4 10.6713283 0.91064511 0.97401486 1.0127414
60.0471255 -0.3063172 4 69.9899725 0.91070203 0.7746451 -1.0235391
24.4340249 0.00792137 4 24.3622317 0.91078042 0.99405905 1.01430734
1.80325968 -0.1394152 4 1.85322583 0.91083558 0.89585986 -1.0093714
25.2142169 -0.0019255 4 28.2075149 0.91088073 0.99855585 1.01470704



1.95972484 0.07680284 4 2.05899095 0.91094437 0.94246855 1.01440701
2.57129303 -0.0976682 4 2.55012175 0.9111173 0.92689404 -1.0061663
5.0566825 0.04806239 4 4.38029572 0.91113956 0.96397054 1.01409902

28.4187809 0.04200389 4 26.2934174 0.91122561 0.96850866 1.01066051
1.01736871 -0.1213501 4 1.02499912 0.91139753 0.90926556 -1.0091609
12.4329898 -0.2567449 4 11.7053144 0.91159018 0.81004078 -1.0192215
10.9462411 0.00940738 4 9.74680062 0.91168032 0.9929446 1.01677143
8.29379871 0.07645889 4 7.89447193 0.91184976 0.94272557 1.00649918
24.5542846 -0.0091785 4 24.767913 0.91193263 0.99311627 -1.0139159
1.17757288 0.17610782 4 1.54424693 0.91198962 0.86876565 1.04762188
4.9631184 -0.0314489 4 5.7273695 0.91205603 0.97641819 -1.013747
3.5955918 -0.0653146 4 3.69309284 0.9121319 0.95105751 -1.0099403

379.411427 -0.0455158 4 324.119217 0.91224273 0.96587789 1.0209853
1.39185525 -0.1283725 4 1.3218439 0.91231422 0.90404971 -1.0088406
1.67976265 -0.1771255 4 1.57786274 0.91245027 0.86801704 -1.0272403
62.2903669 -0.0373861 4 62.9214446 0.91247001 0.97196855 -1.0095539
2.18556648 -0.166581 4 1.92308235 0.91248178 0.87578129 -1.0169302
1.24481908 -0.1239558 4 1.32647988 0.91254066 0.90732951 -1.0062408
3.33605401 0.07476649 4 2.95534025 0.9125707 0.94399034 1.01054113
4.13708444 -0.0020199 4 3.03039457 0.91262648 0.99848511 -1.0271522
7.12797991 0.03721882 4 7.62914244 0.91277027 0.97209394 1.0118468
4.3998649 0.38887943 4 4.59086875 0.91277912 0.71717878 1.04850508

49.8234755 -0.0278733 4 53.5811443 0.91281796 0.97909842 1.01699848
15.7743414 0.03109918 4 14.4290417 0.91282312 0.97668031 1.0122187
15.7743414 0.03109918 4 14.4290417 0.91282312 0.97668031 1.0122187
2.89474715 0.06969091 4 2.68638811 0.91293897 0.94778464 1.01297199
2.44259779 0.106327 4 4.02336528 0.91294534 0.92044202 -1.0439319
3.35773098 0.0308281 4 2.61529964 0.91297144 0.97688351 -1.0373309
2.46956375 0.05827578 4 2.06660248 0.91310367 0.95632406 1.02005641
24.194771 -0.0123855 4 22.9723981 0.91312061 0.9907112 1.01694996

5.57752099 -0.205299 4 5.51808449 0.91326524 0.84736297 1.05162155
2.82408442 0.1835885 4 2.96138357 0.91338449 0.86326699 1.01703303
12.1934423 -0.1871895 4 12.7409307 0.91355052 0.86062336 -1.0100334
1.66543699 -0.1539637 4 1.40202481 0.91357786 0.885094 -1.0215169
9.91512984 -0.4056429 4 17.0179051 0.91359387 0.7057656 -1.0382703

2.525044 -0.1949177 4 2.80363714 0.91364352 0.8549574 -1.0212647
2.56362049 -0.3464059 4 3.46832265 0.91378108 0.7464923 -1.0522197
11.6560847 -0.3575943 4 19.8108811 0.91386811 0.73871725 -1.0319103
37.8609189 -0.0541766 4 43.8311324 0.91388318 0.95939238 1.01938359
1.42514555 0.07662591 4 1.68935098 0.91396752 0.94260076 1.0179727
1.20853852 0.13060217 4 1.15252453 0.91406668 0.9023949 1.0179338
3.52390776 -0.0052108 4 2.75947035 0.91432529 0.99609195 -1.0275223
1.15716449 -0.1123498 4 1.05971532 0.9144662 0.9159585 -1.0146196
4.9400766 -0.1080343 4 6.03993097 0.9145323 0.91917067 1.03232096

1.06500015 -0.1210105 4 1.09824558 0.91454948 0.90951792 -1.0110217
3.30523528 -0.0712719 4 3.41749373 0.91455252 0.94660259 -1.0084368
3.30523528 -0.0712719 4 3.41749373 0.91455252 0.94660259 -1.0084368
1.40976447 -0.0976524 4 1.34333367 0.91465343 0.92690584 -1.0168784



1.59038903 -0.0861039 4 1.56008101 0.91468385 0.93552162 -1.0135831
26.9784619 -0.2107674 4 27.2655181 0.91470961 0.84337056 -1.0119378
8.48225176 -0.2073818 4 10.1171638 0.91482301 0.84584164 -1.0138783
2.21255572 0.01826724 4 2.3265897 0.91483011 0.98630053 1.02457234
1.30582233 -0.1354774 4 1.28370628 0.91483426 0.89877858 -1.0157155
1.77860746 0.07024509 4 1.22307453 0.91486043 0.94737027 1.03461766
85.4407454 0.03464007 4 78.5713281 0.91490367 0.97402644 1.00996337
1.53821085 0.10271291 4 1.53773765 0.91505382 0.92313417 1.00493083
9.43596177 -0.0413492 4 8.51311598 0.91511723 0.96899913 -1.0111815
1.05248629 -0.1055808 4 1.12892332 0.91514203 0.92099775 -1.0137818
2.01503652 0.07768105 4 2.0400496 0.91525905 0.94181234 1.01211369
1.35784471 -0.100916 4 1.25629178 0.91530373 0.92447316 -1.0124152
155.697354 -0.1978876 4 149.072954 0.91540793 0.85278279 -1.0094712
4.18685542 0.07580041 4 4.17472654 0.91540926 0.94321764 1.00660063
6.36113325 -0.0669412 4 5.92958253 0.91545957 0.94984095 1.0302147
63.9389361 0.16012592 4 63.5650283 0.91551431 0.88054278 1.00541506
31.3569279 -0.2326471 4 30.7939104 0.91553284 0.82745459 -1.0143253
12.4746538 0.02003768 4 12.4462715 0.91566146 0.984973 1.01203221
1.52062577 -0.0724774 4 1.16399146 0.91579969 0.94570136 -1.0377191
1.04443838 0.11085366 4 1.0912404 0.91585162 0.91707192 1.01050415
1.10979731 0.11625301 4 1.11057692 0.91595288 0.91305486 1.01402132
3.68973739 0.04486922 4 4.08514511 0.91601639 0.96636219 1.01226393
1.19240951 0.12401515 4 1.18621401 0.91602463 0.90728546 1.01208535
2.30545292 0.07533095 4 1.94637504 0.91603208 0.94356848 1.01285409
12.0063367 -0.4521357 4 16.6410397 0.91603758 0.67460546 -1.043651
2.49482033 0.13113421 4 2.53439003 0.91604421 0.9020001 1.00533409
7.66999374 -0.0716561 4 8.68691801 0.91611408 0.94631531 1.02600904
1.90856356 3.00E-05 4 1.67352078 0.91623868 0.99997752 -1.0454701
8.13419886 -0.1581443 4 8.84446923 0.91631153 0.88200573 -1.006866
1.73343047 0.07064643 4 1.73130113 0.91631683 0.94707019 1.01706544
2.63704282 -0.0673654 4 2.51107278 0.9163223 0.94952362 -1.0128317
8.5922852 -0.2488835 4 7.51762407 0.9163473 0.81570767 -1.0193174

1.09359218 0.12071559 4 1.20866378 0.91643331 0.90973712 1.02316314
1.16094169 0.13713383 4 1.34190282 0.91646481 0.8975506 1.02080613
16.5797997 0.28866265 4 16.448296 0.91647776 0.7871809 1.02241231
4.29396994 0.36704814 4 3.93421757 0.91647809 0.73217677 1.04609778
1.02123433 -0.1178638 4 1.19523967 0.9165531 0.91185709 -1.0153153
1.02123433 -0.1178638 4 1.19523967 0.9165531 0.91185709 -1.0153153
1.39769669 0.09761566 4 1.32713125 0.91656663 0.92693323 1.01232787
5.35885978 -0.0255208 4 6.21825645 0.91658694 0.98086203 1.02069565
1.18255471 -0.1456097 4 1.30149661 0.91659973 0.89127242 -1.0267543
27.0529637 0.1247638 4 33.712938 0.9168398 0.90672936 -1.0254625
22.1735406 -0.0126382 4 22.7276549 0.91686044 0.9905217 1.01465029
6.46810058 -0.1608432 4 7.23615133 0.91688901 0.8800134 -1.0078339
8.9306792 0.01958896 4 9.5984976 0.91697109 0.98530946 1.01222891
1.1626918 0.10225161 4 1.20351408 0.91712226 0.92347788 1.0150486

2.33165392 0.07563266 4 2.13487582 0.91714336 0.943343 1.01096183
62.3827389 -0.2336192 4 60.390914 0.91716629 0.8267497 -1.013908



2.45931289 0.08573039 4 2.61797945 0.91720306 0.93580047 1.00597079
17.8373668 -0.321912 4 11.9104786 0.9172122 0.76364035 1.05995837
1.8922356 0.01592761 4 1.93084712 0.91723355 0.98805492 1.03034129

1.82230075 0.13422541 4 1.83722855 0.91755344 0.89970702 1.00812373
1.27667231 0.13813741 4 1.57370314 0.9175673 0.89680675 1.018144
3.8977531 -0.2869609 4 1.24765085 0.91761774 0.78839348 1.13938138

21.2526733 -0.0942407 4 18.5074149 0.91782184 0.92944995 1.02680613
21.2526733 -0.0942407 4 18.5074149 0.91782184 0.92944995 1.02680613
21.2526733 -0.0942407 4 18.5074149 0.91782184 0.92944995 1.02680613
1.38867833 -0.1406622 4 1.40932354 0.91783912 0.89493593 -1.017396
1.3829436 0.12499693 4 1.50491677 0.91787553 0.90655621 1.01030499

2.84734051 0.06999897 4 3.54926214 0.91794068 0.94755429 -1.0352119
2.61535699 -0.0364197 4 2.15823435 0.91797446 0.97269274 -1.0227182
3.06226188 0.03097463 4 2.64132638 0.91816258 0.97677367 1.01863168
15.4724021 -0.1755416 4 15.6473322 0.91824496 0.86918223 -1.0081579
27.2394788 -0.0077262 4 29.288761 0.91826512 0.9942054 1.01333122
7.53099275 -0.2219324 4 7.10606038 0.91843551 0.83523685 -1.0158314
2.1290112 -0.212219 4 2.1148096 0.9185026 0.84231171 -1.0294923

5.98499883 0.02744268 4 5.36526124 0.91862041 0.97942122 -1.021771
10.6785283 -0.0099307 4 11.0838325 0.9186363 0.99255211 1.0150761
7.48926694 -0.240423 4 7.96127135 0.91864 0.82182173 -1.0184766
3.30571027 -0.2264591 4 3.57376806 0.9186959 0.8319462 -1.023739
2.95963377 -0.1680697 4 3.30554255 0.91870619 0.8746841 -1.0125251
2.12252411 0.06895053 4 1.84796713 0.91873482 0.94833825 1.01402824
6.23714337 -0.0345572 4 6.3020571 0.91873968 0.97408857 -1.0106708
3.61268757 0.07968639 4 3.40236157 0.91880365 0.94031414 1.00588028
1.16993115 -0.1180617 4 1.18231402 0.91882714 0.91170991 -1.0110067
3.79680619 0.02743225 4 3.81342423 0.9189269 0.97942903 1.01556554
8.70763661 -0.1469598 4 9.0761431 0.91896264 0.89027325 -1.0055465
3.17087768 0.16172293 4 2.87114731 0.91929676 0.8793642 1.01130943
2.35747701 -0.092204 4 2.3113717 0.91930474 0.93096923 -1.0044981
8.8910528 -0.0140586 4 8.67869173 0.91941939 0.98945651 -1.0128669

12.1731335 -0.11046 4 15.5575185 0.91946108 0.91736493 1.02484368
1.56151187 0.08488096 4 1.51140321 0.91953745 0.93643465 1.01026308
42.0776067 -0.1935682 4 55.6278969 0.91959107 0.85594607 1.03051933

4.415029 0.02495825 4 3.99972368 0.9196314 0.98128374 1.0148291
7.03298411 0.04985874 4 6.44024676 0.91965408 0.9626253 1.00889416
2.67132409 -0.179504 4 3.10307807 0.91969058 0.86626819 -1.0165932

6.47188 0.03294937 4 7.49607282 0.9197476 0.97529356 -1.0184602
1.75462991 0.07700353 4 1.66263423 0.91983683 0.94231859 1.01509463
1.53290589 -0.0480022 4 1.95555495 0.91984434 0.96401561 -1.0208744
9.4339734 -0.0099437 4 7.86160537 0.91985934 0.99254235 1.01718622

5.48401401 0.04097413 4 4.86065007 0.91991582 0.96928014 1.01122818
4.28301797 -0.2226631 4 4.90265297 0.92001279 0.83470546 -1.0196204
4.28301797 -0.2226631 4 4.90265297 0.92001279 0.83470546 -1.0196204
6.09487296 0.0013387 4 5.8924212 0.92003146 0.99899598 -1.0171834
1.09619992 0.11600784 4 1.12089524 0.92007492 0.9132372 1.01164005
57.9313805 0.01095113 4 61.6746145 0.92014833 0.99178686 1.0101955



7.73238125 0.47865365 4 11.3860081 0.92016146 0.65717383 -1.0746431
1.52917851 0.07538271 4 1.58169685 0.92024841 0.9435298 1.01383647
8.11015497 -0.1704967 4 8.71540769 0.92027336 0.87289598 -1.0088292
2.42164003 0.08036872 4 2.40492621 0.92028772 0.93980443 1.00643263
8.65904938 0.04154876 4 7.79897616 0.92033278 0.96884963 1.00942535
3.18806461 -0.2279744 4 5.64349742 0.92033745 0.8308456 1.04893983
1.49861603 0.11227845 4 1.5219308 0.92034727 0.91601159 1.00349116
7.54516693 -0.2281671 4 7.17906275 0.92036419 0.83070567 -1.0166027
1.29073224 -0.2394593 4 1.69810496 0.92041814 0.82251913 -1.063222
9.20070473 -0.0718475 4 8.40887436 0.92044997 0.94617222 1.02455287
2.42803929 0.1747988 4 2.15553179 0.9204853 0.86972878 1.01814079
12.1825414 -0.1721917 4 14.4552568 0.92057428 0.87164783 1.03278422
6.6952779 -0.2077547 4 6.48705948 0.92057583 0.84556941 -1.014204

3.66036747 0.0053939 4 3.21968861 0.92070948 0.9959546 1.02095844
2.75608119 -0.19429 4 2.79639031 0.92077586 0.85541725 -1.0193369
1.47761359 -0.1229584 4 1.50142294 0.92101354 0.90807051 -1.0084037
3.4247989 0.04537774 4 3.17745491 0.92109647 0.96598129 1.01220015
10.540691 -0.1382786 4 14.5315767 0.92119098 0.89670213 1.02697902

2.54847064 0.01302756 4 1.68414722 0.9213075 0.99022968 -1.0417234
2.14536929 -0.0349442 4 2.21531897 0.92132478 0.9737985 -1.0181876
3.07792746 -0.4003746 4 1.1847058 0.92137455 0.70934259 -1.120045
1.05060217 -0.1084151 4 1.14327308 0.9213775 0.91888719 -1.0085468
9.4333416 0.18002324 4 9.04523011 0.92138729 0.86588648 1.00959331

2.08467664 0.14644665 4 2.10699681 0.92141325 0.89065301 1.01155524
1.13037961 0.11120321 4 1.17965924 0.92141918 0.91681176 1.02563937
2.00287001 0.14840426 4 2.31904075 0.92142992 0.88920456 1.01275281
4.27041372 0.18330327 4 3.16609611 0.92147017 0.86347648 -1.0591856
2.94649428 -0.0438816 4 3.01274237 0.92147851 0.96710201 1.0290251
819.227231 -0.0795664 4 716.48416 0.92171394 0.94040381 1.0205919
4.64572027 -0.1749766 4 5.16091901 0.92173101 0.86959796 -1.0113277
2.9477991 -0.1756163 4 2.93050389 0.9217401 0.86912727 -1.0143372

25.1332654 -0.3195645 4 21.8045803 0.92181634 0.76529267 -1.0242171
17.8633642 -0.0322174 4 19.0148795 0.92192199 0.97584216 1.01567743
1.4709451 0.12499293 4 2.03739999 0.92193307 0.90655918 -1.0720619

2.50671209 -0.0060604 4 3.00362882 0.92195099 0.99545476 1.02366782
1.91902656 -0.1430646 4 1.98019865 0.92225646 0.89315661 -1.0135806
3.89567382 -0.2829896 4 5.83037681 0.92226527 0.79122598 -1.0283514
114.438841 -0.041858 4 108.466708 0.92226684 0.96861798 -1.0068872
1.63256722 0.08077187 4 1.78366016 0.9222758 0.9395033 1.00843594
3.40599445 -0.0330819 4 3.51108449 0.922297 0.97519427 1.02564346
111.316995 -0.1655045 4 117.261131 0.92238946 0.87657492 -1.0067265
1.03929034 0.10469025 4 1.07399065 0.92240008 0.92166108 1.00873547
4.92153674 0.04481304 4 4.59305573 0.9224058 0.96640427 1.01024395
4.91540592 -0.1429819 4 7.81820343 0.92245628 0.89321791 1.03128244
8.53237685 0.00718684 4 8.14325348 0.92248834 0.99460993 1.013365
1.31330797 0.07504819 4 1.14448683 0.92261187 0.9437798 1.02830603
4.88609233 -0.0056125 4 4.88945313 0.92262693 0.99579068 1.01695527
1.30567697 0.08049478 4 1.11764421 0.92269614 0.93971027 1.04219795



1.12942406 0.07181693 4 1.0924609 0.9227221 0.9461951 1.04423465
70.5511202 -0.2138193 4 72.5135888 0.92272335 0.84114486 -1.0117687
33.3690593 -0.2238135 4 32.7584321 0.92276475 0.83386896 -1.0131463
8.98211815 -0.2470077 4 11.5509658 0.92291465 0.81706192 -1.0185084
5.47621776 -0.2392833 4 5.32947946 0.92293586 0.82264651 -1.0199949
2.2571351 0.00561569 4 2.40340795 0.92300176 0.99578826 1.02213261

2.10790816 0.00443164 4 2.69802209 0.92303929 0.99667629 1.02256387
1.13150652 -0.1082048 4 1.17002182 0.92304528 0.91904376 -1.0075731
2.6957276 -0.1624222 4 2.980184 0.92305314 0.87884826 -1.0129178

3.75365544 -0.0761077 4 4.06354107 0.92310043 0.94298803 1.02832333
1.52599717 0.08879638 4 1.33453595 0.92316938 0.93351189 1.00928819
1.61916487 -0.1216902 4 1.58336226 0.92318162 0.90901281 -1.0077556
9.44685334 0.0059608 4 7.99794353 0.92321974 0.99552943 1.01356945
3.04460508 0.04722358 4 2.62602566 0.92324259 0.96459876 1.01272515
9.31444733 -0.1538483 4 9.60590305 0.92336516 0.88517927 -1.0065369
2.28073387 0.0746102 4 2.16957501 0.92338636 0.94410715 1.00844171
5.36827076 0.20618236 4 6.29497185 0.92343238 0.84671766 1.01562914
140.206241 0.00881549 4 126.799248 0.92352591 0.99338849 1.01034264
2.49178883 -0.0610164 4 2.33338681 0.92353586 0.95427316 -1.0101351
9.43532059 -0.1862016 4 10.580599 0.92370403 0.86134843 -1.0109103
2.92653269 -0.065036 4 3.00336137 0.92374533 0.95126594 -1.0073843
2.13392576 -0.0746424 4 2.25022856 0.92380417 0.94408307 -1.0072753
1.89123297 -0.04564 4 1.95285144 0.92380955 0.96578483 -1.0192515
4.1938718 -0.0922098 4 4.63394503 0.92383005 0.93096485 1.02938678

2.58180298 -0.240107 4 3.66907728 0.92385144 0.82205037 -1.027319
1.06264342 -0.1044166 4 1.10389383 0.92394698 0.92186496 -1.00769
213.764334 -0.0620323 4 201.041578 0.9239742 0.95351302 1.01732862
2.03207529 0.06492709 4 1.86241265 0.92401627 0.9513474 1.01257568
6.35283292 -0.1454149 4 6.33044629 0.92404653 0.89141661 -1.0060808
9.2334518 -0.0969098 4 7.61787514 0.92405816 0.92745953 1.02702601
1.8939574 -0.0932126 4 1.85012492 0.92408583 0.93021684 -1.003068

3.50705751 0.03324886 4 4.44683072 0.92411134 0.97506909 -1.0208114
17.3304563 -0.1647035 4 18.7514202 0.92414827 0.87716553 -1.0074505
24.0536748 0.34817611 4 21.5616488 0.92415505 0.74525968 1.02719649
1.85950027 0.1383866 4 1.72291912 0.92419729 0.89662207 1.01269077
5.10288141 -0.1976819 4 5.91127776 0.92428801 0.85293339 -1.0142811
1.06973783 0.09740375 4 1.04775812 0.92429715 0.92709122 1.01377929
7.58450876 0.16214445 4 7.80633207 0.92437814 0.87905318 1.00824339
2.07253358 -0.1879473 4 2.07777442 0.92439366 0.86006737 -1.0234968
3.40597957 -0.1579108 4 3.39828672 0.92462517 0.88217819 -1.0101195
3.3210955 -0.0461988 4 3.3037514 0.92469489 0.96536628 -1.0097071

4.33641076 -0.1797433 4 4.98987067 0.9248331 0.86609226 -1.0127757
1.44844181 -0.0911576 4 1.49290312 0.92501254 0.9317499 -1.0044206
4.93826786 0.01172267 4 5.26888752 0.92502093 0.99120825 -1.016058
8.56759145 -0.0429235 4 7.17167079 0.92502101 0.96781972 1.02016629
14.6103353 -0.2641198 4 17.9714632 0.92506521 0.80473729 -1.0189235
211.661407 0.0178669 4 218.118347 0.92513333 0.98660071 1.00812374
2.07189143 -0.2578636 4 1.80297759 0.92513898 0.80923549 -1.0490054



3.49261173 -0.1538989 4 3.45815669 0.92518445 0.88514185 -1.0095607
1.3028282 0.0819765 4 1.42138342 0.92519144 0.93860355 1.01180456

1.78150428 -0.1465648 4 2.06186296 0.92523992 0.89056557 -1.0155618
1.45420989 -0.1228801 4 1.33901067 0.92528252 0.9081287 -1.0132113
15.3478183 -0.3721541 4 18.1208941 0.92539526 0.72865566 -1.0306991
73.685406 -0.0718859 4 73.9586952 0.92541871 0.94614351 1.01750942

1.02842122 -0.1005799 4 1.02882249 0.92542216 0.92472367 -1.0074134
1.00692011 -0.0976294 4 1.00746571 0.92543966 0.92692302 -1.0092412
2.94949641 0.04484753 4 3.7932409 0.92550213 0.96637844 -1.0250942
2.77732512 -0.1818404 4 2.43637472 0.92550982 0.86455108 -1.0184534
3.13824502 -0.1292559 4 3.10221761 0.92556926 0.90339405 -1.0058728
10.3032466 -0.1422464 4 10.9433458 0.92558665 0.89376253 -1.0054164
2.54678775 -0.1913549 4 2.36491528 0.92559983 0.85756824 -1.0218855
69.7547079 -0.244237 4 84.8026243 0.92563757 0.81906361 -1.015192
1.23931577 0.10537278 4 1.21071653 0.92572958 0.9211527 1.00668659
2.19561601 -0.1381764 4 2.45240789 0.92591404 0.89677782 -1.0097444
7.59767167 -0.2330225 4 7.83044336 0.92595117 0.82718239 -1.0170481
53.448626 0.25700154 4 50.8798304 0.92595989 0.80985599 -1.037415

51.6724892 0.15889129 4 56.1368201 0.92601123 0.88145419 1.0064507
1.09515577 0.15348577 4 1.28492042 0.92601658 0.88544717 1.06883352
30.4976358 -0.2612329 4 27.0304557 0.92605712 0.80681181 -1.0169576
3.31667178 -0.0491172 4 2.95111453 0.92605829 0.96318059 -1.0103692
1.42110064 0.07771322 4 1.28786075 0.92607716 0.9417883 1.01350939
3.71768033 0.16667198 4 3.91732979 0.92608364 0.87571423 1.0113798
43.9621967 0.01624758 4 40.3562495 0.92609987 0.98781498 1.00916833
1.1532074 -0.103226 4 1.14948802 0.92610948 0.92275185 -1.0088834

3.35241713 0.30693929 4 2.45942966 0.92613184 0.77420487 1.04352308
3.84592868 -0.1751055 4 4.02620029 0.92613582 0.8695031 -1.012482
2.69404309 -0.0177754 4 2.98490282 0.92618747 0.98666932 -1.016519
5.79452273 -0.0739715 4 5.70899587 0.92619737 0.94458456 1.02556062
23.772159 0.01959051 4 21.4869267 0.92631339 0.98530829 1.00910539

9.08426957 -0.043746 4 8.94350951 0.92635611 0.96720354 1.01722808
16.8955849 0.51735262 4 14.3215786 0.92641589 0.63220325 1.0464682
1.39502896 -0.1086983 4 1.29464108 0.92644215 0.91867633 -1.0070894
20.9464181 -0.2548298 4 18.6897003 0.92646781 0.81141998 -1.0167654
2.34886826 0.16002793 4 2.38247042 0.92648981 0.88061511 1.0141908
6.06588089 0.00773371 4 5.48475711 0.92649817 0.99419979 -1.0152046
1.52884784 0.05902784 4 1.42683338 0.92650934 0.95576123 1.02610403
3.50831427 -0.0529456 4 3.20558197 0.92663208 0.96031399 -1.0085532
2.77819564 -0.0565738 4 2.46236562 0.92665911 0.95759791 -1.0099782
1.35371567 0.12394655 4 1.25791539 0.92667287 0.90733641 1.01746214
1.72705239 0.04594516 4 1.58633564 0.92667848 0.96555628 1.01949086
10.9625063 -0.1937026 4 11.1976177 0.92668736 0.85584756 -1.0111782
1.43603866 -0.112032 4 1.59887219 0.92679113 0.91619498 -1.006869
6.19830345 -0.1546077 4 5.7856495 0.92692267 0.88461805 -1.0076117
6.7807725 -0.1554638 4 6.45051248 0.92697162 0.88398557 -1.0074246

1.17614524 0.08283975 4 1.19464128 0.92710307 0.93795885 1.01217399
6.29191802 -0.3010492 4 12.2072008 0.92720156 0.77837722 1.04202999



3.26974926 0.01041184 4 2.92409556 0.92728747 0.9921913 -1.0216583
2.79661017 0.0547319 4 2.71551087 0.92732835 0.95897667 1.00915371
186.819667 0.00334058 4 193.068109 0.92749452 0.99749457 1.00900325
2.10821282 -0.1321909 4 1.91009625 0.92752599 0.90121612 -1.0102552
3.05686227 -0.0356583 4 3.04333388 0.92762514 0.97326337 1.02466885
14.5406167 -0.8364835 4 342.039996 0.92773085 0.44994366 -1.0498553
3.77100424 -0.186589 4 4.63447657 0.92774382 0.86106409 -1.0145489
7.89994647 -0.2805921 4 7.70602498 0.92775247 0.7929379 -1.0226594
1.20136548 0.08008609 4 1.27734289 0.92793247 0.94001556 1.01194329
1.51831374 0.07114604 4 1.43080419 0.9280014 0.94669666 1.0160223
1.23919711 0.09127636 4 1.203379 0.9280137 0.93166129 1.00693036
6.61615096 0.01298965 4 6.73019549 0.92810712 0.9902581 1.01068635
2.36180198 -0.1382873 4 2.54342972 0.92814056 0.89669563 -1.0095065
2.8852905 -0.152579 4 2.67693541 0.92826302 0.88611741 -1.0115104

1.50935843 0.06351391 4 1.7474579 0.92833955 0.95240456 1.01193752
34.2186559 -0.0092226 4 35.7768025 0.9283765 0.99308318 1.01048011
2.19594834 -0.1436356 4 1.93429301 0.92841925 0.89273386 -1.0132578
5.07520661 -0.1413885 4 5.77920099 0.92848229 0.89439799 1.03019351
3.33326919 -0.0362217 4 2.9017336 0.92849678 0.97284116 -1.0117356
3.47178618 -0.0302344 4 3.28415602 0.92858844 0.97732849 1.02416121
1.21942305 0.10317178 4 1.11265688 0.92877355 0.92279228 1.0101098
8.97910633 0.22445641 4 9.01901324 0.92881231 0.83340155 1.01520571
1.27901592 -0.0070427 4 1.045612 0.92884033 0.99471804 -1.1064648
7.08866621 0.21568178 4 8.72991267 0.92885823 0.83978745 1.01519861
5.07203999 0.05941648 4 4.50233536 0.92895887 0.95547039 -1.0228582
6.76149348 0.24178094 4 5.77292736 0.92902963 0.82083937 1.01905583
1.73003548 -0.1123593 4 1.75244822 0.9290492 0.91595146 -1.0058724
5.7223981 0.04577998 4 6.03906019 0.92905853 0.96568 1.00635551

1.23126619 0.11414363 4 1.34077236 0.92915671 0.91462385 1.01257482
1.47307074 0.07742847 4 1.60097698 0.92922398 0.94200107 1.00722132
19.3806514 0.0221343 4 17.4873324 0.9292541 0.98340097 -1.0128314
4.98177588 0.01116783 4 5.53403816 0.92940172 0.99162435 1.01101288
7.68245496 -0.0510034 4 7.22696536 0.92941583 0.96176816 1.01915857
3.34405793 -0.2782277 4 4.0127695 0.92959668 0.79462749 -1.0298641
6.04879269 -0.1488254 4 6.80119105 0.92960726 0.88889302 -1.0073425
1.2558678 -0.1013949 4 1.19613589 0.92983938 0.92411628 -1.0080784
5.0110216 0.03257741 4 5.30790583 0.92985661 0.97557235 1.00801442

2.03020071 0.05676219 4 1.80816561 0.92986506 0.95745691 1.01241048
13.6771929 -0.0044564 4 14.287683 0.92986767 0.99665768 1.01024731

10.09464 -0.2175664 4 9.78908133 0.92987566 0.83841461 -1.0140066
3.19436802 -0.0085771 4 3.56881792 0.92991355 0.99356729 1.01722634
4.50967387 0.03013799 4 3.89951363 0.92996177 0.97740079 1.01041625
2.28737579 -0.2291024 4 3.03318593 0.92998737 0.83002662 -1.02786
2.42909057 0.04745323 4 2.32649277 0.9300105 0.96442676 1.01142601
2.81549604 -0.0074992 4 3.37761597 0.93011179 0.99437564 -1.0145351
1.78823608 0.12793312 4 1.8037483 0.93014295 0.90437593 1.012139
1.71394157 -0.0646049 4 1.60524266 0.93020881 0.95158841 -1.0106138
1.8739621 0.06301808 4 1.70112366 0.9302896 0.9527755 1.01106001



2.03595967 0.06556273 4 1.92650955 0.93037642 0.95087193 1.00849192
6.77983523 0.03099941 4 7.73229969 0.93038883 0.9767551 -1.0141107
1.18780444 -0.0987368 4 1.0831655 0.93040766 0.92609743 -1.0098946
1.56430703 0.04189093 4 1.38029118 0.93044584 0.96859328 1.02352485
1.52374977 0.12703722 4 1.37940627 0.93046024 0.90504107 1.0175332
31.6908015 -0.2200561 4 38.1289008 0.93054098 0.83660205 -1.012847
2.51729879 0.11670151 4 2.40804874 0.93054903 0.91272132 1.0051443
699.218988 -0.3500277 4 635.966479 0.93057329 0.74397135 -1.0238242
2.38960196 0.16020625 4 2.53430009 0.93059547 0.88048349 1.01464264
53.3147018 0.02692948 4 51.5902016 0.93076802 0.97980594 -1.0116282
22.0244047 -0.1604101 4 21.3251087 0.93086062 0.88033305 -1.0067307
9.99479577 0.16451662 4 9.79912689 0.93088519 0.87730337 1.00808785
5.21969563 0.03226625 4 4.6155579 0.93096801 0.97580556 1.00901654
1.06533454 -0.0988731 4 1.06995 0.93100307 0.92599578 -1.0160305
2.3645425 -0.1231326 4 2.30612182 0.93102455 0.90794112 -1.007313

1.07813172 0.35002494 4 1.54117236 0.93104153 0.7439733 1.12387823
5.33293568 -0.0323967 4 5.23390017 0.93107054 0.97570778 -1.008407
1.82346039 -0.1489709 4 1.81050581 0.93108679 0.88878543 -1.0169277
7.37082425 0.02447249 4 6.68459282 0.93124463 0.98164792 1.00868367
9.96525936 -0.1973718 4 10.0846717 0.93137392 0.85316038 -1.0117427
1.76019608 0.05154408 4 1.52869016 0.93146331 0.96136333 1.01718626
1.2702484 0.12490224 4 1.37532082 0.93163521 0.90662654 1.01854164

62.6435112 -0.2097894 4 69.3282701 0.93177791 0.84408417 -1.0113575
9.1356164 -0.1774935 4 8.48208423 0.93183847 0.8677464 -1.0096939

1.71413003 0.06489051 4 1.68180448 0.93193727 0.95137476 1.00942453
1.91096404 -0.0413693 4 1.36073756 0.93201364 0.96898411 -1.0229763
72.226024 0.02969948 4 63.0869869 0.93204522 0.97772948 -1.0120919
1.395501 -0.099274 4 1.44383922 0.93218296 0.92569695 -1.0051847

1.65867492 -0.0606682 4 1.41048667 0.93224529 0.95453369 -1.0150322
1.8195639 -0.0686712 4 1.85683084 0.93234302 0.9485471 -1.0070062

119.744645 -0.2441718 4 124.505079 0.93234841 0.81911072 -1.0141793
5.03007582 -0.0083874 4 4.76661523 0.93238144 0.99370955 -1.0120491
29.2246086 0.2202522 4 26.5687998 0.93240749 0.83645934 1.01243021
17.5227276 -0.199078 4 16.342904 0.93242767 0.85191158 -1.0109173
1.22339476 -0.1131874 4 1.25076169 0.93250618 0.91533524 -1.0158125
90.9737935 -0.2088935 4 85.3419988 0.93262786 0.84473802 -1.0107908
1.26805171 0.0854881 4 1.22380229 0.93268878 0.93598136 1.00355833
8.95421135 -0.0347473 4 10.0381801 0.93273481 0.97394609 1.01291704
4.24788914 0.03134493 4 4.42924084 0.93281131 0.97649611 1.00785546
2.8968808 -0.0388937 4 2.86870566 0.93285621 0.97083894 -1.0097734

1.01236718 0.08752533 4 1.03517108 0.93298622 0.93446056 1.01156015
5.87880734 -0.157014 4 5.73385307 0.93304341 0.88284045 -1.0086067
1.7969383 0.0551584 4 1.87630967 0.93313405 0.9586574 1.01045597

3.88205256 -0.0409531 4 3.97658962 0.93320933 0.96929587 -1.0071342
2.88436527 -0.1087912 4 2.78687071 0.93335334 0.91860715 -1.0036135
2.45156509 0.12676821 4 2.5071636 0.93339659 0.90524081 1.00833995
44.2077409 -0.2030393 4 51.055855 0.93344995 0.84901439 -1.0108634
1.05766333 -0.0886356 4 1.03279669 0.93351637 0.93363187 -1.0128414



2.45691324 0.02875989 4 2.46338116 0.93357324 0.9784338 1.01347167
3.00844567 0.19979066 4 4.12699453 0.93358069 0.85139017 1.0176675
20.9826838 0.27427161 4 19.4067318 0.93358925 0.79745765 1.01798908
1.42236481 -0.0706173 4 1.50604802 0.93363811 0.94709195 -1.0077675
1.12354936 0.10156497 4 1.16925836 0.93367963 0.92398953 1.0118963
1.06016005 0.07987618 4 1.11502401 0.93380067 0.94017236 1.01651534
1.44839747 -0.1187746 4 1.45224796 0.93396877 0.91117987 -1.0138003
1.26384816 -0.0797435 4 1.10474392 0.93397882 0.94027145 -1.0097341
1.26384816 -0.0797435 4 1.10474392 0.93397882 0.94027145 -1.0097341
1.26384816 -0.0797435 4 1.10474392 0.93397882 0.94027145 -1.0097341
1.26384816 -0.0797435 4 1.10474392 0.93397882 0.94027145 -1.0097341
55.5884858 -0.3280855 4 76.1646639 0.93402227 0.75930232 -1.0218178
1.66830755 -0.1314257 4 2.04078977 0.9340324 0.90178383 -1.0127362
14.0392118 -0.2051823 4 16.7416085 0.93405296 0.84744826 -1.0120308
235.871052 -0.0247866 4 210.894508 0.93413947 0.98141246 1.0106766
10.4998922 0.01717853 4 9.37932812 0.93416165 0.98711689 -1.0118693
120.564759 -0.2007443 4 119.575244 0.93428372 0.85069257 -1.0100329
2.37915733 -0.1440078 4 2.39752938 0.9343869 0.89245827 -1.0124928
2.98280938 0.0098972 4 2.57901451 0.93442584 0.99257725 -1.0185378
4.57856448 -0.1327535 4 4.28902878 0.93443711 0.90079875 -1.0060972
8.65515348 0.19421741 4 9.29203041 0.93447066 0.8554704 1.01191567
2.62384286 -0.1582925 4 2.52050588 0.93448704 0.88189633 -1.0135746
4.54122113 0.00842279 4 4.17079981 0.93448887 0.993683 1.01144992
2.78635862 -0.1546603 4 2.52583431 0.9345035 0.8845792 -1.0127419
10.1291549 0.24035195 4 9.49154217 0.93458649 0.82187316 1.01620425
1294.02166 -0.0251723 4 1245.76221 0.93465042 0.98112327 1.0100476
2.08672204 0.02678916 4 2.20398609 0.93488105 0.97991113 1.01434582
3.28133736 -0.1736997 4 3.44853969 0.93493543 0.8705377 -1.0137281
1.64962597 -0.0188766 4 1.42428708 0.93497691 0.98584363 1.04295713
1.57133274 0.14666115 4 1.61842604 0.93499854 0.89049428 1.02044991
19.272624 0.24111866 4 23.9661756 0.93504063 0.82131844 1.0149383

6.06559352 0.00469161 4 5.46233986 0.93504585 0.99648131 1.01075405
164.590443 0.27445056 4 195.976241 0.93512323 0.79732955 1.01662088
6.19449779 -0.1608127 4 6.03050584 0.93520019 0.88003592 -1.008696
1.05104642 -0.0927975 4 1.08937133 0.93528428 0.93052643 -1.0089155
1.73208352 0.06048884 4 1.72377205 0.93544361 0.95466792 1.00889126
2.38584618 -0.1199291 4 2.55207757 0.93545733 0.91032169 -1.0070982
1.10153863 -0.0847984 4 1.0081271 0.93547081 0.93649633 -1.0060467
11.5159373 -0.0510077 4 10.2891189 0.93553238 0.96176493 1.01528847
2.18971792 -0.1154052 4 2.10178838 0.93556195 0.91368542 -1.0069168
3.06503903 -0.1693921 4 3.79445031 0.93564245 0.87370967 -1.0133044
2.16614569 0.04935568 4 2.31329019 0.93564636 0.96300202 1.00774242
1.16304864 0.10045301 4 1.19147987 0.93567815 0.92481821 1.01249273
1.60249496 -0.044704 4 1.60786316 0.93579886 0.96648596 -1.0140392
1.33655441 -0.1169286 4 1.09526892 0.93585529 0.91255246 -1.0290447
1.44064538 0.04450787 4 1.17177024 0.93588679 0.96663286 1.03930946
1.19341029 0.07391581 4 1.24807115 0.93588761 0.94462615 1.00996467
1.45588872 0.05951404 4 1.22398178 0.93593144 0.95539738 1.01632969



5.90949203 -0.2967465 4 6.60784565 0.93594698 0.78143087 -1.0247853
2.78459002 -0.0056092 4 3.26135619 0.93619368 0.9957931 1.01478149
1.69333474 -0.0675576 4 1.66129674 0.93628392 0.94937988 -1.0067815
1.06197797 -0.0953285 4 1.14792982 0.93632808 0.92863869 -1.0249793
3.31582546 0.06237831 4 3.65637179 0.93635116 0.95325415 -1.0204694
3.27709309 0.03749391 4 3.5135012 0.9363623 0.9718878 1.00695947
13.8570911 -0.1770705 4 12.8910091 0.93644935 0.86805756 -1.0089288
1.60140289 0.10919439 4 1.57110028 0.93644963 0.91830701 1.00913609
1.07477468 0.08343715 4 1.03519021 0.9364665 0.93751273 1.00915249
22.539493 -0.2386158 4 24.5607298 0.93661283 0.82312973 -1.0142866

25.2362769 -0.0395382 4 27.6315035 0.93661283 0.97035603 1.01072814
11.1778038 -0.1525942 4 11.3914123 0.93667851 0.88610614 -1.0068441
69.7871546 -0.3933978 4 59.7178478 0.93668107 0.71409354 -1.02688
1.21638572 -0.075439 4 1.28289174 0.93670202 0.94348774 -1.0073659
3.79698801 0.06329293 4 3.67730004 0.93671851 0.95256988 1.00322125
1.93639898 -0.0438719 4 2.12933261 0.93676952 0.96710926 -1.0093839
2.01854692 -0.0230258 4 1.55678933 0.93680669 0.98273258 -1.0212108
1.3565855 -0.1024426 4 1.26958469 0.93685331 0.92333554 -1.0130504

3.44267128 0.22222592 4 3.46067727 0.93687182 0.83502338 1.02062378
4.05842612 0.21701981 4 3.52595664 0.93688595 0.8388127 1.01937868
1.40591483 -0.1737115 4 1.52597756 0.93690329 0.87052901 -1.0349604
6.40918874 0.17398633 4 6.3355834 0.93693574 0.8703267 1.01030971
17.6069841 -0.2376374 4 20.9048768 0.93700495 0.82383818 -1.0145339
1.44968021 -0.0955512 4 1.45752753 0.93702729 0.92847259 -1.0050007
2.47663957 -0.0514443 4 2.59329829 0.93720614 0.96143802 -1.0058556
3.76226138 0.12464088 4 4.15523156 0.93741325 0.90682067 1.00596587
4.03513874 0.14898299 4 3.92059544 0.93750299 0.88877645 1.00922602
1.67733527 -0.0947935 4 1.63118812 0.9376532 0.92903766 -1.0036946
7.36005797 0.16900967 4 9.60068064 0.93770465 0.87399146 -1.024029
2.11897231 0.05474894 4 2.04525976 0.93778005 0.95896391 1.00726089
1.04313081 0.08183074 4 1.01899187 0.93794609 0.93871242 1.01143148
1.68628105 -0.0930439 4 1.67467325 0.93801067 0.93034263 -1.0030613
5.79141429 -0.0055303 4 5.42949222 0.93814265 0.99585231 1.01056088
42.2381673 -0.0259618 4 38.8269153 0.93814515 0.98053141 1.00980706
2.99245499 -0.1646038 4 3.00386253 0.93816507 0.87723905 -1.013123
2.98804277 0.17844579 4 3.98949308 0.93821121 0.86704615 1.01437929
2.37354629 -0.121947 4 2.48155183 0.93825218 0.90882199 -1.0082416
1.88806082 -0.1053438 4 1.95544032 0.93826702 0.92117428 -1.0065066
58.6530079 -0.0545456 4 56.9520587 0.93840601 0.95911613 1.01175681
1.33308603 -0.1102156 4 1.56876704 0.93841644 0.91754681 -1.01287
3.59161224 0.00514255 4 3.86492345 0.93857748 0.99614311 1.01031553
2.11075789 -0.1553665 4 1.86148267 0.93861689 0.88405743 -1.0179695
5.74499784 -0.0104802 4 5.38907924 0.93872447 0.99214002 1.01162491
18.5173244 0.09731259 4 14.805464 0.93876073 0.92715919 -1.0178036
3.63349056 -0.0029025 4 3.47560912 0.93877654 0.99782313 1.01212682
2.86501573 -0.0381144 4 2.94075752 0.93879774 0.97142286 -1.0068073
1.0899737 -0.0771396 4 1.06598966 0.9388425 0.94221688 -1.0090667

112.800882 -0.3826914 4 132.391588 0.93885868 0.7214147 -1.0249559



25.8333676 -0.2066594 4 26.795572 0.93903324 0.8463692 -1.0110313
1.55030141 -0.062353 4 1.56227288 0.93903719 0.95327311 -1.0075915
18.1196342 -0.25108 4 21.2527606 0.93906316 0.81412291 -1.0154219
2.11946769 -0.137891 4 2.28376197 0.93913427 0.89698941 -1.0119657
2.35085804 0.12631023 4 2.56561766 0.93937352 0.90558089 1.00908829
1.6210617 -0.0612378 4 1.44504004 0.93942934 0.95410752 -1.0086472

5.92490107 0.00887233 4 5.7208413 0.93949232 0.99334586 1.00866669
1.53524608 0.11338496 4 1.79397001 0.9395219 0.91518828 1.01081349
1.41968849 -0.0609001 4 1.17062966 0.93952247 0.95436019 -1.0157413
4.81269161 0.02600767 4 4.83449896 0.93972066 0.98049699 1.00660268
14.0418407 -0.1402598 4 14.3834023 0.93977609 0.89523406 -1.0056103
11.9256853 -0.0215475 4 11.1315527 0.93983624 0.98384097 1.01032699
1.8609403 -0.1245191 4 1.64294971 0.93986168 0.90691113 -1.0131612

6.12150484 0.00512558 4 5.62436881 0.93992731 0.99615584 1.00873157
14.7690579 0.65924004 4 16.6290575 0.9399747 0.5457618 1.05103816
2.95428797 -0.2816246 4 2.76805301 0.94001435 0.79220048 -1.0329703
4.73722444 0.17521133 4 4.53709482 0.94008563 0.86942522 1.01154869
6.65357074 -0.1633361 4 7.17952679 0.94011476 0.87817405 -1.0091466
2.37899572 0.01804341 4 1.89987699 0.94023714 0.98646836 1.01504592
3.06912152 -0.0134725 4 2.86261916 0.94024842 0.98989602 -1.0115433
33.707955 -0.1830278 4 37.1562525 0.94025339 0.86367885 -1.008842

3.87950074 0.00211315 4 4.05324427 0.94028337 0.99841514 1.00978225
1.57232989 0.00673824 4 1.69475602 0.94057053 0.99494637 1.02288961
25.096431 0.76836646 4 29.0130575 0.94070855 0.48512078 1.05595034

117.045505 -0.1996181 4 110.123047 0.94071864 0.85151641 -1.0095957
2.55747004 -0.1797775 4 2.55920598 0.94079086 0.86606708 -1.0175405
1.75852866 0.11482837 4 1.82752755 0.94082343 0.91411448 1.00957975
1.81524555 -0.0332702 4 2.03755461 0.94085408 0.97505307 -1.0111273
8.84983344 -0.4233497 4 16.6960693 0.94085659 0.69381097 -1.0296558
1.07835435 0.07312604 4 1.06517123 0.9408998 0.94521648 1.0124598
15.0639485 0.39011404 4 15.3131241 0.94092496 0.71633511 1.02797031
1.72723371 0.11004234 4 1.66447013 0.94107186 0.91767579 1.00899778
4.37496872 -0.0520885 4 4.38282287 0.94118125 0.96095572 -1.0032127
2.20420061 -0.5048837 4 7.03232692 0.94127443 0.6401868 -1.0497576
5.78020369 -0.1875659 4 6.95362927 0.94129807 0.86034717 -1.0118992
1.8050327 0.11387926 4 1.01119044 0.94142759 0.91482053 1.07493674

4.58289803 -0.2300326 4 5.95867727 0.94146333 0.82935139 -1.0174202
2.85858084 -0.1427364 4 3.23207181 0.94153297 0.89339964 -1.0100769
1.88184844 -0.2699967 4 2.05320579 0.94154857 0.80052007 -1.042903
1.27249936 0.06210091 4 1.22937972 0.94158625 0.9534617 1.01548755
10.169725 -0.0392634 4 9.01200243 0.94158774 0.97056193 1.01181068

1.97236614 0.04366986 4 1.99716596 0.94172985 0.96726061 1.00732634
5.2994904 0.00036631 4 5.01333693 0.94179844 0.99972527 1.00896938

7.30498498 0.23519284 4 7.37454375 0.9418211 0.82560907 1.01607953
145.520208 -0.2298923 4 134.640358 0.94187185 0.82945326 -1.0118858
1.76074594 0.01678153 4 2.15370388 0.94195705 0.98741459 1.01325416
7.79594109 0.04309444 4 8.07211163 0.94206962 0.96769167 1.00331674
63.1496032 -0.1845104 4 69.4147017 0.9421611 0.86259 -1.008693



2.07676303 0.15134234 4 2.68155223 0.9421736 0.88703163 1.01404526
1.73786243 -0.0513647 4 1.57817792 0.94218453 0.96149767 -1.0087093
1.3895621 -0.0949331 4 1.43396692 0.94223459 0.92893357 -1.0087517

2.52138733 0.05038796 4 2.4251133 0.94224865 0.962229 1.00483033
11.3549795 0.03951032 4 12.0836282 0.94226503 0.97037689 -1.0105623
4.69075443 -0.1652605 4 5.56842119 0.94232352 0.87675483 -1.0102594
1.45827954 -0.0952609 4 1.51832313 0.94237917 0.92868908 -1.0081112
1.37572202 -0.0667603 4 1.38398279 0.94244649 0.94997624 -1.0055678
5.53830973 -0.1437324 4 5.97456591 0.94262935 0.89266219 -1.0075204
32.6887017 -0.3599617 4 45.258263 0.94265957 0.73707685 -1.0226013
1.42198333 0.13918118 4 1.72942762 0.9427279 0.89603325 1.02134006
6.85157598 -0.1554137 4 6.76295233 0.94277018 0.88402259 -1.0080765
2.89690116 -0.253475 4 3.00413211 0.942787 0.81239617 -1.0274265
2.99204238 0.13321308 4 3.50875635 0.94282615 0.90045785 1.00837546
5.0477346 -0.2193176 4 6.10468865 0.94285711 0.83713954 -1.0157502

2.61301568 -0.0191254 4 2.74149316 0.94286522 0.98565706 1.01477044
8.19173258 -0.2802175 4 8.53426552 0.94292269 0.79320549 -1.019799
4.40889197 0.13239714 4 4.03264419 0.94296527 0.90106311 1.00685367
35.1628765 -0.0875858 4 42.0185939 0.94301714 0.9344154 1.0122366
1.04662604 -0.0905934 4 1.25166153 0.94304624 0.93217084 -1.0135166
20.4861429 0.06260035 4 19.2404441 0.94316788 0.95308803 -1.0119249
1.75208625 0.23194483 4 2.84701731 0.94318948 0.82796396 1.02835825
2.15950853 0.11752506 4 2.17662927 0.94321045 0.91210893 1.0081829
1.07175171 0.07583872 4 1.02486997 0.94325524 0.94318901 1.01298856
1.27551515 0.0661466 4 1.21952032 0.94360024 0.95043522 1.0067461
9.20225325 0.01881067 4 9.27236426 0.94361144 0.98589304 -1.0087979
5.2177213 0.43627716 4 5.08105797 0.94366843 0.68515031 1.03947283
6.8800277 -0.1320272 4 7.60379174 0.94382479 0.90133759 1.01929607

20.1373877 0.24815144 4 19.3592012 0.94383998 0.8162361 1.01429211
2.09436549 -0.1975143 4 2.69661986 0.94387486 0.85305602 -1.0219958
6.05927131 0.03335009 4 5.90235058 0.94395229 0.97499323 1.00438304
3.73796225 -0.0098259 4 3.58969566 0.94398711 0.99263073 1.01089493
1.36159141 -0.1048126 4 1.44917628 0.9440755 0.92156996 -1.014265
7.88266293 -0.1383356 4 7.61516856 0.94415246 0.89665984 -1.0060492
1.85088981 0.03955702 4 1.95673264 0.94415601 0.9703419 1.00778092
1.35844676 0.09789026 4 1.27281132 0.94419489 0.9267285 1.01184961
1.81912568 -0.0022531 4 1.91701828 0.94422096 0.99831016 1.01673449
2.29658335 -0.1085059 4 2.11493636 0.94422153 0.91881958 -1.0066299
6.88976025 -0.4250656 4 5.60863353 0.94423196 0.6926581 -1.0359016
18.8157624 -0.1762372 4 17.885878 0.94424114 0.8686705 -1.0083689
1.6610168 0.12389648 4 2.01398789 0.94430315 0.90737361 1.01254198

3.58951206 -0.2554292 4 5.09428022 0.944383 0.81098824 -1.0210365
1.09199965 0.06591668 4 1.06193778 0.94440074 0.95060719 1.01095538
4.12656904 -0.1439243 4 3.91408944 0.94453626 0.89252008 -1.0085974
1.51927381 0.09729021 4 1.43255511 0.94454707 0.92717587 1.00849517
1.02865092 -0.0721245 4 1.0774032 0.94456135 0.94596518 -1.0092347
95.631571 0.19084678 4 103.146675 0.94456217 0.85794074 1.00892252
3.9580572 -0.2302926 4 3.06657822 0.94457906 0.82916274 -1.021102



1.39024816 -0.1139922 4 1.42757226 0.94459378 0.91473648 -1.0154081
12.1242843 -0.2116292 4 15.061181 0.94463368 0.84274184 -1.0119039
3.19390616 -0.0555235 4 3.75839768 0.94466643 0.95838408 1.01575847
8.83352345 -0.7819576 4 104.416908 0.94478503 0.47793682 1.04853843
2.06081197 -0.044516 4 2.17501494 0.94485816 0.96662676 -1.0056389
1.67964073 -0.0461635 4 1.7895214 0.94486738 0.96539275 -1.0075687
17.4706471 -0.1587781 4 19.8926841 0.9449662 0.88153778 -1.0071517
10.2083457 -0.1188883 4 10.8028401 0.94499938 0.91109535 -1.0041806
3.66024646 0.15599362 4 3.50137351 0.94501993 0.88359414 1.01068356
1.9655133 0.04512828 4 2.09840888 0.94505338 0.96616814 1.00589954

6.99334774 -0.2247238 4 9.07469351 0.94509908 0.83320719 -1.0142791
8.53084216 0.56612542 4 26.6940172 0.94521412 0.60155971 1.03445949
1.23602413 0.08314411 4 1.27929178 0.94524726 0.93773157 1.00665049
3.62159151 0.04074831 4 3.76481988 0.94534856 0.96944934 1.00392764
14.8165415 -0.1162652 4 15.8083625 0.94535523 0.9130458 -1.0037207
2.10078329 0.15783834 4 2.2571417 0.94545737 0.88223167 1.01616944
48.0202764 -0.3300601 4 71.2051431 0.945607 0.75791701 -1.0189036
6.1334805 -0.1824944 4 5.97558506 0.94568142 0.86407066 -1.0111416

490.848166 0.15378904 4 505.256122 0.94574314 0.88522304 1.00596115
1.27919723 0.04952084 4 1.30914292 0.94574743 0.96287833 1.01485797
1.90935119 -0.0945759 4 1.98176292 0.94582482 0.92919996 -1.0053747
2.45955265 -0.1354492 4 2.49576295 0.94586905 0.89879952 -1.0110535
2.20872201 0.00910258 4 2.65319311 0.94588542 0.99317318 -1.013162
3.87890228 -0.2510976 4 3.83229899 0.94601905 0.81411024 -1.02181
1.01183717 -0.0732855 4 1.08274167 0.94607875 0.94509727 -1.0073982
50.9762154 -0.0231765 4 51.8093808 0.9461404 0.98261954 1.00700581
1.77537641 0.10205029 4 1.98128528 0.94617721 0.92362789 1.00703435
1.36893935 -0.1135779 4 1.06863126 0.94625932 0.91504473 -1.0324887
1.43487211 -0.1060265 4 1.35751564 0.94628205 0.92066581 -1.016598
4.39483249 0.0294216 4 5.01707897 0.94631062 0.97793778 -1.0107653
5.84047885 -0.1457034 4 5.50730421 0.94645199 0.89120311 -1.0074651
1.32915463 0.05473839 4 1.3863884 0.94647029 0.95897181 1.00825461
2.00587119 0.01095022 4 1.82329951 0.94653799 0.99178754 -1.0213143
1.36447667 0.06466727 4 1.271943 0.94659157 0.95154176 1.00384834
4.65361146 -0.2104703 4 4.22614 0.94659227 0.84358728 -1.0156131
26.8449888 -0.2442593 4 37.1132924 0.9466127 0.81904749 1.02208554
3.74779017 -0.1754431 4 3.32059838 0.94663554 0.86925469 -1.0134147
7.32968186 0.19223966 4 6.72410317 0.94674511 0.85691966 1.01135969
1.13652056 -0.0635349 4 1.1031332 0.94680575 0.95238888 -1.0116107
1.53287915 -0.1302418 4 2.01528303 0.9469186 0.90266233 -1.0144887
1.15769837 0.08317292 4 1.29185834 0.94703803 0.93771005 1.00835185
3.50389861 0.04497169 4 3.51041116 0.94711797 0.96628544 1.00329702
1.14868227 0.13978815 4 1.24258476 0.94715085 0.89558352 1.0415276
1.57834288 -0.0962646 4 1.47696488 0.94718861 0.92794057 -1.0092532
3.14074219 -0.1030989 4 3.09724039 0.94729446 0.92284655 -1.0044585
1.14144288 0.05849182 4 1.19726034 0.94732661 0.95616238 1.00958885
1.87205197 0.04382595 4 1.72716054 0.94744268 0.96714368 1.00704026
4.30790615 0.01788905 4 3.62053985 0.94744877 0.98658411 -1.0110085



5.39668263 0.12642037 4 5.54702824 0.94750966 0.9054991 1.00583154
2.00843993 0.02943327 4 2.11955741 0.94752904 0.97792903 1.00826906
1.37369275 0.08014142 4 1.424232 0.94758696 0.93997423 1.00405609
713.591261 -0.2761583 4 959.410514 0.94765383 0.79610744 -1.0143695
2.12709622 -0.1468736 4 2.28933802 0.94770818 0.89033709 -1.0145121
90.3794932 -0.0849106 4 81.5961613 0.94778611 0.93641251 1.01154127
19.8314541 -0.0186041 4 20.9445931 0.94781058 0.98604794 1.00664056
3.17484478 -0.1288011 4 3.22356757 0.94794357 0.90373161 -1.0080544
2.09544365 -0.0857536 4 2.00424167 0.94794677 0.93578317 -1.0032784
1.95473542 -0.1062827 4 1.88101987 0.94795341 0.92047498 -1.0078878
1.86756808 -0.1180193 4 1.80961927 0.94814338 0.91174143 -1.0111639
106.342532 0.00603877 4 101.906589 0.94815902 0.99547096 -1.0054766
1.31205114 0.04494457 4 1.25511731 0.94831601 0.96630575 1.0140192
1.02537583 0.06682479 4 1.10101721 0.94833788 0.94992798 1.00395526
2.44101225 -0.1174872 4 2.17249777 0.94836224 0.9121371 -1.0084591
1.37342459 -0.0555641 4 1.37181114 0.94852073 0.95835368 -1.0066954
4.50556448 0.00237843 4 4.30306773 0.94854687 0.99821618 -1.0078013
3.69370741 -0.0052545 4 3.86685918 0.94882723 0.99605913 1.00811349
5.42125721 0.01783908 4 5.59595075 0.94892064 0.98662158 1.00472585
1.03942186 -0.0693916 4 1.0075376 0.94911152 0.94800844 -1.007071
3.50505537 0.01068872 4 3.28786634 0.9491921 0.99198365 1.00763466
5.87683663 -0.1993946 4 5.53712136 0.94919511 0.85167996 -1.0126635
2.94223301 -0.0293785 4 3.16451198 0.94929735 0.97797009 -1.0048711
1.89206182 0.10159795 4 2.02247355 0.94931801 0.92396496 1.00702535
1.63250491 0.11988639 4 1.67126932 0.94932666 0.91035343 1.01344663
5.10010359 -0.0563175 4 4.82125824 0.94932924 0.95778976 1.01331018
1.63233559 0.03076723 4 1.79063641 0.94947584 0.97692913 1.00913797
3.1168951 0.03460147 4 2.99486472 0.94951221 0.97405537 1.00457435

1.60761561 0.0987335 4 1.87083453 0.94952448 0.92609988 1.00786047
16.6387751 -0.2235587 4 14.8278207 0.94953249 0.83405417 -1.0118906
39.9172164 0.02624128 4 39.5050347 0.94966329 0.98032186 1.00293857
1.48715192 -0.0298046 4 1.35099825 0.94968978 0.97765071 -1.0172276
68.0681006 -0.1649195 4 79.9094999 0.9497436 0.87700625 1.01528331
3.6941127 -0.0302213 4 4.07284532 0.94978057 0.97733833 1.01028936

2.34821287 -0.5172656 4 7.69121409 0.94994908 0.63225874 -1.0377845
5.40246659 0.03548964 4 5.15078143 0.9499885 0.97338975 1.00322181
5.71482082 -0.2455056 4 7.33892891 0.95001909 0.81814687 -1.0160029
2.36419427 -0.134543 4 2.02103857 0.95002821 0.89947149 -1.0124488
13.2211627 0.20080323 4 12.0059893 0.9500408 0.85064945 1.01040425
2.24253229 -0.1458359 4 2.38465148 0.95004973 0.89110499 -1.0129459
1.26353206 0.04362166 4 1.26539078 0.95018607 0.96729672 1.01084716
1.73280737 -0.002737 4 1.71400695 0.95019664 0.99794726 1.01923408
11.6519274 0.07626144 4 10.2878709 0.95022015 0.94287311 -1.0120738
2.08744327 -0.0869472 4 2.14304205 0.9503261 0.93489212 -1.0040676
8.34018521 0.03494434 4 8.09935111 0.95041886 0.97379841 1.00268226
3.5274363 -0.1198043 4 3.54027938 0.9505297 0.91041446 -1.0062553

3.29540891 -0.6641861 4 10.9172576 0.95055525 0.5429007 1.05373088
1.70169794 -0.0479936 4 1.58187025 0.95057514 0.96402207 -1.0051927



1.39077283 0.03107059 4 1.65092537 0.9506264 0.97670175 1.01037104
6.42088388 -0.1588584 4 7.51599041 0.95063945 0.88147849 -1.0082653
1.5528943 -0.1200241 4 1.29999444 0.95067378 0.91025107 -1.020627

1.31695212 -0.0395454 4 1.44577384 0.95070461 0.9703506 -1.010534
1.57076958 0.03493256 4 1.41311715 0.950768 0.97380724 1.01021933
2.38545297 -0.0193877 4 2.3134322 0.95082814 0.98546038 -1.0072994
3.07542923 -0.0388178 4 3.32470048 0.95083508 0.97089578 1.01268863
1.38906354 -0.0983777 4 1.5382437 0.95085209 0.92636513 -1.0108464
138.211979 -0.0874169 4 118.207636 0.95085334 0.93454152 1.0107918
14.8122082 -0.0495431 4 15.5889335 0.95087435 0.96286164 1.00832416
32.4146029 -0.1580518 4 30.608507 0.95089201 0.88207407 -1.0064067
1.63300131 -0.0884491 4 1.66823334 0.9509572 0.9337711 -1.0057428
2.40936064 -0.2214221 4 2.9950006 0.95098128 0.83560812 -1.0215911
17.2646008 -0.0330185 4 16.30259 0.95100011 0.97524179 1.00751458
4.67024621 0.14510632 4 4.88812335 0.95110214 0.89164503 1.00800896
1.64800692 -0.0951498 4 1.86289038 0.95110828 0.92877192 -1.0071665
2.98980522 0.01949026 4 3.09519042 0.95113489 0.98538346 1.00556821
5.90377537 -0.1030494 4 6.40056773 0.95116455 0.92288343 -1.0035195
1.16679933 -0.0563221 4 1.12944444 0.95117439 0.95778634 -1.0136517
6.87972768 -0.029115 4 6.09791242 0.95122648 0.97816759 1.00874401
3.90776532 -0.1686303 4 3.74472798 0.95124737 0.87427098 -1.0114098
3.19119173 -0.1670112 4 3.36095014 0.95146533 0.87546419 -1.0122828
10.3711463 -0.2124296 4 12.7735567 0.95153268 0.84215808 -1.0113755
2.7530992 0.21669255 4 3.59497057 0.95154653 0.83905107 1.01848647
2.7530992 0.21669255 4 3.59497057 0.95154653 0.83905107 1.01848647
2.7530992 0.21669255 4 3.59497057 0.95154653 0.83905107 1.01848647

2.10137646 0.03945949 4 1.98456881 0.95171503 0.97041498 1.00479846
256.339934 -0.325257 4 272.378145 0.95174358 0.76128855 -1.0169394
2.04036742 -0.0102419 4 2.32569729 0.95190673 0.99231871 1.0127347
16.3356431 0.02782773 4 16.6911723 0.95207985 0.97913257 -1.0064907
18.3920284 -0.1381678 4 20.3049378 0.95208883 0.89678422 -1.0053682
1.31514522 -0.0493397 4 1.27190303 0.95214208 0.963014 -1.006886
11.0514018 -0.12722 4 12.049604 0.95233374 0.90490535 -1.0048869
32.0306975 -0.0357265 4 31.9288114 0.95234333 0.97321223 1.0068098
1.2007604 0.10393913 4 1.51196234 0.95239435 0.92222061 1.02450596

2.68423211 -0.0216528 4 2.73894451 0.95241883 0.98376196 -1.00581
3.10403394 0.01516459 4 2.92732211 0.95247376 0.9886271 1.006125
250.360045 -0.0586076 4 238.155561 0.95259014 0.95607574 1.00796999
1.59911907 0.05301915 4 1.57506683 0.95265951 0.9602589 1.00266655
1.34703432 -0.0128807 4 1.6032648 0.95266179 0.99033979 1.02394116
3.29802169 -0.0368875 4 3.21615754 0.95266651 0.97234223 -1.0033244
3.98283247 -0.1623567 4 5.09223431 0.95284188 0.8788966 -1.0098042
3.63009837 -0.025871 4 3.2587288 0.95286465 0.98059942 1.01043747
1.30040139 0.07491965 4 1.35496671 0.95289341 0.94387587 1.00580517
1.88630697 -0.0145165 4 2.26322158 0.95295409 0.98911314 1.01328218
6.48603626 0.05325252 4 6.76558251 0.95311693 0.96008419 -1.0097056
17.6331527 0.1987861 4 16.0759136 0.95312944 0.8521252 1.00956494
30.786051 -0.139828 4 33.5461147 0.95315032 0.89555399 -1.005237



8.30462729 -0.3934971 4 17.4581255 0.95321612 0.71402577 -1.0223974
1.96694122 0.10000854 4 2.17886105 0.95324221 0.92514948 1.00682236
1.36876214 -0.078971 4 1.06910505 0.95324673 0.94084857 -1.0139963
4.03844848 -0.1257475 4 4.90825943 0.95327744 0.90599876 1.01664735
1.41412288 -0.0503573 4 1.29893527 0.95333176 0.96225199 -1.0054346
5.8530617 -0.0038883 4 5.80589854 0.95340134 0.99708377 1.00590895

2.34556618 -0.1123309 4 2.73329044 0.95340621 0.91597256 -1.0071782
1.21052941 -0.0712587 4 1.25714449 0.95345218 0.94661246 -1.0062617
1.35288936 -0.078381 4 1.34774433 0.95353764 0.94128937 -1.0069866
7.03651892 -0.1956288 4 9.16805062 0.9535977 0.85443658 -1.0106008
3.47027776 -0.0384806 4 3.20480021 0.9537069 0.97114843 1.01146703
1.84240159 -0.1489692 4 1.99928717 0.95371244 0.88878663 -1.016426
1.76173319 0.08637401 4 1.80437318 0.95376269 0.93531998 1.00574583
1.02497891 0.06723995 4 1.17084231 0.95376449 0.94961748 1.00657439
3.61488469 0.0220125 4 3.8017518 0.95377564 0.98349229 1.00412383
2.80227583 -0.0585625 4 2.93106719 0.95380061 0.95610949 1.01437303
2.38655522 0.15307695 4 3.09922932 0.95380331 0.88574932 1.01194961
14.5111187 0.18115556 4 17.4536131 0.9538455 0.86505431 -1.0163444
3.95878938 0.37229395 4 4.14257946 0.95387038 0.72855935 1.0309811
2.6553852 0.00554777 4 2.69010637 0.95392565 0.9958392 1.00715062

2.55520934 0.07506352 4 3.31196088 0.95395565 0.94376835 -1.0155026
8.47236194 -0.1556783 4 8.11286932 0.95408801 0.88382706 -1.0072786
16.7159109 -0.1884321 4 18.9933931 0.95421947 0.85971166 -1.0087463
2.38998584 -0.1070805 4 2.6476619 0.95424298 0.9198809 -1.0065269
1.72621711 0.10003944 4 2.0468889 0.95424339 0.92512645 1.00762899
1.02073598 -0.0598115 4 1.01412795 0.95428117 0.95517478 -1.0057878
1.19508577 -0.0891131 4 1.35740539 0.95428848 0.9332755 -1.0124678
3.79058315 -0.1064514 4 3.65048113 0.95436895 0.92034939 -1.0048378
2.23056199 -0.0977588 4 2.07107814 0.95439812 0.92682648 -1.0061195
1.67982913 -0.1326029 4 1.74247025 0.95450077 0.9009105 -1.017076
11.9483867 -0.1439727 4 10.9563074 0.95480505 0.89248422 -1.0059547
1.83850531 0.02859653 4 1.52676347 0.95496096 0.97855626 1.00833079
2.30926009 -0.0002766 4 2.45046641 0.95496773 0.99979252 -1.0086063
2.56638895 -0.0919575 4 2.60818687 0.95499914 0.93115311 1.0215619
4.07511629 -0.0087109 4 3.84572587 0.9550406 0.99346695 -1.005338
49.1061033 0.00968648 4 46.4083732 0.95504464 0.99273528 1.00328105
3.38494478 0.18348227 4 4.61947661 0.95515337 0.86334501 1.01216899
11.9841784 0.00273024 4 11.4339639 0.95522828 0.99795232 -1.0046176
1.66360229 0.04167829 4 1.66670713 0.95532739 0.96875259 1.0045883
5.53510646 -0.0624009 4 5.52628266 0.95535467 0.95323725 1.01063866
7.46716805 0.00826999 4 7.9457039 0.9554408 0.9937976 1.00383588
6.31013332 -0.1513376 4 6.23937548 0.95547289 0.88703511 -1.0074613
6.31013332 -0.1513376 4 6.23937548 0.95547289 0.88703511 -1.0074613
1.06593727 -0.0554728 4 1.12766967 0.95549038 0.95842204 -1.0049579
44.2102327 -0.0721026 4 41.6886566 0.95550025 0.94598156 1.00843517
23.946314 -0.207015 4 27.4478564 0.95550902 0.84610954 -1.0094973

2.89080784 0.15626245 4 3.43409082 0.9556639 0.88339556 1.0109439
3.35429802 0.00622974 4 3.07221336 0.95574424 0.99532774 1.00607619



1.5503108 0.03987674 4 1.36702562 0.95576275 0.97010235 1.00652823
3.73536361 0.01269016 4 4.06590938 0.95576565 0.9904827 -1.0067712
3.73536361 0.01269016 4 4.06590938 0.95576565 0.9904827 -1.0067712
1.60868326 0.08606313 4 1.64097809 0.95578294 0.93555206 1.00634251
1.10073147 -0.0626053 4 1.12673061 0.95590162 0.9530843 -1.0061069
1.72055203 -0.0496409 4 1.52893043 0.95595286 0.96278844 1.02557305
40.0486475 -0.252349 4 37.0991945 0.9559736 0.81320786 1.02000623
4.43184672 0.00250007 4 4.41700238 0.95612561 0.99812495 -1.0055486
1.66724512 -0.0325558 4 1.76560956 0.95614745 0.97558856 -1.0054774
35.7506961 -0.0383819 4 38.2146936 0.95622936 0.97122241 1.00584044
1.97635775 -0.0373436 4 1.82478871 0.95636257 0.9720004 -1.004198
2.02139562 0.15652932 4 2.44440892 0.95646196 0.88319843 1.01472884
1.18123612 0.05080262 4 1.2366573 0.95661079 0.96191851 1.00459481
3.42821879 0.06121888 4 2.69360447 0.95662191 0.95412165 -1.0148497
29.8341777 -0.1390848 4 35.6128905 0.95665016 0.89610467 1.01151109
19.7963329 0.13439666 4 19.6480099 0.95672693 0.89958001 1.00489007
62.1431655 -0.3215858 4 90.8944858 0.95680161 0.76386985 -1.0151878
2.97259717 -0.190604 4 4.32826402 0.9569199 0.85811873 -1.0131243
2.35385147 0.09338859 4 2.28625685 0.95695041 0.93008553 1.00504825
2.15746028 -0.1255315 4 2.19853333 0.95698253 0.90615915 -1.010231
6.29540957 -0.2256218 4 5.81307139 0.95709004 0.8325546 -1.0134373
1.19488104 0.04906951 4 1.04033519 0.95719333 0.96321632 1.00933256
1.23451139 -0.0740912 4 1.23165108 0.95737309 0.94449506 -1.0080755
5.00479254 0.13866061 4 4.38265811 0.95745488 0.89641901 1.00714862
1.12617206 0.04815316 4 1.00643532 0.95747147 0.96390256 1.01518938
3.15398374 -0.1279458 4 3.81832672 0.95750381 0.90436654 1.01826766
1.63959045 0.06557229 4 1.68818319 0.95751602 0.95086479 1.00199955
1.10922997 0.06531986 4 1.20535203 0.95753618 0.9510536 1.00651574
4.92896037 0.12858958 4 4.67928814 0.95761501 0.9038886 1.0062366
6.92871055 -0.1193366 4 5.91495104 0.9576388 0.91076208 1.01400454
3.58098622 -0.1924347 4 3.57915415 0.95775568 0.85677672 -1.0136565
39.8206029 -0.2121043 4 53.7920002 0.95776795 0.84239532 1.01445817
2.21443034 0.00762306 4 2.54430624 0.95777478 0.99428278 -1.0084705
2.08498124 0.00024502 4 2.09837894 0.9578894 0.99981624 -1.0094456
1.02841618 -0.04949 4 1.16231568 0.95791272 0.9629014 -1.0063512
10.0776674 -0.0250567 4 9.51546613 0.95810504 0.98120996 1.00580634
2.59446448 -0.0143512 4 2.64921156 0.9581371 0.9892371 -1.0049445
2.80635222 -0.3815179 4 4.0938678 0.95838635 0.72221942 -1.0311802
2.98660475 0.14683243 4 3.91917803 0.95839781 0.89036753 1.00912138
2.12991147 0.4676199 4 3.05810495 0.95843501 0.66439586 1.04714202
69.5539758 -0.100871 4 71.6263323 0.95850459 0.92450669 -1.0026284
2.49794703 -0.0751656 4 2.54548957 0.95861733 0.94369208 -1.0025059
18.2412732 0.16545861 4 20.9565087 0.9586285 0.87660875 1.00677872
1.56498651 -0.07045 4 1.58069383 0.95877223 0.94721707 -1.0035827
10.7740208 0.00464928 4 11.3244145 0.9588738 0.99651305 1.00318338
36.149114 -0.1159633 4 39.6694153 0.95904972 0.91327029 1.00957839

6.18826933 -0.1293742 4 6.25675512 0.95909525 0.90330618 -1.0056193
1512.32087 -0.0037594 4 1573.66953 0.95912172 0.99718042 1.00310803



1.33036649 0.07133691 4 1.2593593 0.95918874 0.94655396 1.00682453
1.13401248 -0.0600021 4 1.15494054 0.9591946 0.95503212 -1.0114424
2.59694979 -0.1595874 4 3.32118978 0.95920362 0.88094027 -1.0113742
3.77127191 0.13373003 4 4.03573869 0.95927756 0.90007441 1.00736129
10.8465971 -0.1712021 4 10.6606506 0.9593018 0.87237646 1.01472811
42.6427356 -0.2007466 4 40.3829071 0.95931968 0.85069088 -1.0083318
173.532732 -0.1582069 4 179.314306 0.95934283 0.8819595 -1.0057244
3.39287812 0.16043539 4 3.48118687 0.95936618 0.88031437 1.01053495
9.20343725 -0.0226467 4 8.12230121 0.95943466 0.9830168 1.00549455
24.8814491 -0.1580732 4 27.7559289 0.95943765 0.88205824 -1.0061164
24.8814491 -0.1580732 4 27.7559289 0.95943765 0.88205824 -1.0061164
2.39309199 0.0251696 4 2.19079244 0.9594531 0.98112529 1.0041632
1.64425343 -0.0893824 4 1.67120327 0.95954425 0.93307453 -1.0074219
3.25795246 -0.0171738 4 3.01310249 0.9595453 0.98712044 1.0074832
5.89694879 -0.0532214 4 5.3399447 0.95959225 0.96010751 1.0084334
27.7970651 -0.0738781 4 25.8636966 0.95962875 0.94465431 1.00760197
5.61683348 0.17080298 4 7.26552663 0.95963478 0.87267044 -1.0149121
1.23751046 0.04773623 4 1.1303945 0.95965152 0.96421481 1.00484331
11.573143 -0.0864547 4 13.8537417 0.95977959 0.93525971 1.00834743

37.0020049 0.10885803 4 45.7190365 0.95985412 0.91855741 -1.0086072
1.53655879 -0.1161017 4 1.71767656 0.96002462 0.9131674 -1.014079
100.097872 -0.0642329 4 96.1954923 0.96004011 0.9518667 1.00649361

1.479191 -0.0708381 4 1.41306794 0.96018622 0.94692686 -1.0049876
2.70044218 -0.096439 4 2.59754586 0.96029736 0.92781054 -1.0051494
24.6876459 -0.0009454 4 25.2104846 0.96030278 0.99929095 1.00306043
17.0815924 -0.0966579 4 15.2477997 0.96033996 0.92764737 1.00937966
1.42347513 -0.108961 4 1.85684875 0.96050578 0.91848076 -1.0115917
2.36312872 -0.1171627 4 2.2009209 0.96055954 0.9123784 1.0240893

3.207442 0.1087571 4 3.69978687 0.96058286 0.91863255 1.00537941
2.56937347 -0.1956056 4 3.10795774 0.96058949 0.85445361 -1.0152265
61.9880423 -0.3383721 4 97.3188408 0.96073885 0.75209785 -1.0146646
1.79268771 -0.0318795 4 1.64878739 0.96073968 0.97609544 -1.0042765
1.98538059 -0.0711441 4 1.86535362 0.96086596 0.94669811 -1.0030927
33.0099434 -0.0424216 4 34.9992521 0.96089006 0.96819575 1.00514398
2.1786884 0.0946446 4 2.01946327 0.96094068 0.92914871 1.00620118

11.0741765 -0.1650958 4 11.737276 0.96106478 0.87687626 -1.0070099
1.56922613 0.11727019 4 1.71437407 0.96116469 0.91229844 1.01321223
3.19337972 -0.0930668 4 3.00417273 0.96121543 0.93032554 -1.0041872
1.78092127 -0.0824022 4 1.80166167 0.96127609 0.93828559 -1.0056156
4.41995862 -0.0945182 4 4.45498725 0.96128236 0.92924297 -1.0034639
2.97457758 0.01101498 4 2.63129548 0.96136115 0.99173898 1.00465551
2.20104442 -0.0914063 4 2.01467709 0.96136699 0.93156435 -1.0058303
14.1040124 0.00023707 4 14.2656111 0.96141033 0.9998222 1.00302496
4.53626751 -0.2866036 4 6.092589 0.96150139 0.78864816 -1.0168447
5.19424933 -0.0743904 4 6.19848025 0.96159827 0.94427145 1.00877944
1.09484627 0.08964821 4 1.21730552 0.96161813 0.93287618 1.02134277
2.99537702 -0.008302 4 2.57426129 0.96163817 0.99377357 1.00687082
8.41939918 -0.1583335 4 8.72435852 0.96168677 0.88186602 -1.0069195



12.2772367 -0.3307811 4 20.8631276 0.96172185 0.75741152 1.01945006
9.88116499 -0.1103255 4 10.4962722 0.96178853 0.917465 -1.0037413
18.1783849 -0.2359134 4 16.9197723 0.96179135 0.82508694 -1.0105836
10.7596813 0.13778628 4 9.87332716 0.9617956 0.89706699 1.00534738
1.59200247 0.02499297 4 1.6657481 0.96190001 0.98125771 -1.0146227
7.26670728 -0.0227306 4 7.25531606 0.96192389 0.98295388 -1.0019022
543.517043 -0.1830483 4 507.542772 0.96201937 0.86366373 -1.0067171
160.488434 0.14544607 4 187.265857 0.96207155 0.89139355 -1.0095849
205.93638 -0.0395872 4 219.98413 0.96216391 0.97031925 1.00447094

10.8157055 -0.0300305 4 11.1933784 0.96233906 0.97748135 1.00471344
1.56696419 0.02516728 4 1.61059023 0.96238117 0.98112703 -1.0180374
13.3734492 -0.208714 4 17.4501682 0.96239884 0.84486907 1.01368404
2.42703919 0.26091159 4 3.04977874 0.96265248 0.80704284 -1.0330146
1.95648515 -0.0667548 4 2.11290564 0.96280206 0.94998032 -1.0025176
1.95648515 -0.0667548 4 2.11290564 0.96280206 0.94998032 -1.0025176
3.85863598 -0.0137801 4 4.00987328 0.96281355 0.98966533 1.00510084
2.7883053 -0.0916623 4 3.14763667 0.96287511 0.93137333 -1.0042413

25.6274932 -0.0962819 4 25.6175115 0.96299291 0.92792768 -1.0024984
5.13642921 -0.1410548 4 5.03107593 0.96306946 0.89464516 -1.0067106
2.15940168 0.04198633 4 2.12880677 0.96311825 0.96852182 1.00097181
1.68299008 0.08872563 4 1.29737132 0.96313076 0.93356469 1.01105609
7.1422804 -0.2732401 4 11.2382482 0.96316356 0.7981962 -1.0131647

1.11635009 -0.0401141 4 1.10752594 0.96317086 0.96992453 -1.0062691
1.53438046 -0.015612 4 1.48019654 0.96326494 0.98829163 -1.0090479
16.1628744 -0.1164633 4 15.9124913 0.96328419 0.91289847 -1.0037198
3.38649859 -0.2731801 4 2.98562651 0.96335925 0.79823918 -1.0211095
1.88253245 -0.0006639 4 1.62507486 0.96336441 0.99950205 1.00940596
7.35901395 -0.1447487 4 8.53260466 0.96352809 0.89190976 -1.0060403
2.27045675 0.10154463 4 2.6330213 0.96356922 0.92400469 1.00604699
2.98554431 0.10309662 4 3.4057928 0.96360957 0.92284827 1.00507038
1.3371263 -0.017926 4 1.39130678 0.96385399 0.98655639 -1.0089257

1.03342743 0.04460526 4 1.07845625 0.96393702 0.96655992 1.0068499
4.02298465 -0.1160931 4 3.99894835 0.96394082 0.91317382 -1.0054769
16.8305815 -0.0628536 4 18.7531794 0.96400295 0.95289857 1.00578328
4.98624121 0.1829568 4 5.53620251 0.96405386 0.86373096 1.00945699
1.22045677 0.03601887 4 1.1941985 0.9640875 0.97299314 1.00560122
10.4043854 0.16494152 4 12.1064776 0.96413148 0.87699004 1.00668877
1.61939489 -0.0833497 4 1.86866771 0.96415467 0.93757803 -1.0060814
2.50205011 0.00872365 4 2.45596613 0.96428302 0.99345737 1.00425747
3.91707906 -0.1117587 4 4.57468311 0.96440702 0.91639837 -1.0049508
1.31721622 0.00589329 4 1.50831787 0.96442656 0.99558007 1.01002093
3.92926436 -0.084267 4 3.40139916 0.9645332 0.93689309 1.01132807
2.59613301 -0.0868065 4 2.71364326 0.96466849 0.93499712 1.01307216
5.23951824 0.24891698 4 4.71405383 0.96473534 0.81568352 1.01434044
7.82849737 -0.0145431 4 8.06844509 0.96480271 0.98909317 1.00361559
52.7598299 -0.1474392 4 59.5326429 0.96485429 0.88991858 -1.0049144
42.0601932 -0.1230596 4 48.0128807 0.96485827 0.9079953 1.008057
4.89692877 0.41693058 4 3.70770656 0.96499163 0.69813262 1.02762171



1.31887888 0.08241381 4 1.39757553 0.96506451 0.93827695 1.01008999
6.09140782 -0.0338241 4 5.42835716 0.96509239 0.97463797 1.00554869
1.2122668 -0.0367451 4 1.22714605 0.9652653 0.97244895 -1.0051337

10.3320629 -0.0320175 4 10.3750014 0.96526825 0.97599199 1.00436592
1.0054642 0.05128083 4 1.09541797 0.96537078 0.96156043 1.01062661

4.43481118 -0.0454761 4 4.26900254 0.96538901 0.96590764 1.00698997
4.12645742 -0.1465352 4 3.70875237 0.96545406 0.89058749 -1.0078683
5.21151632 0.00892986 4 5.39118492 0.96545747 0.99330271 1.00244559
1.10081366 -0.0469988 4 1.04598332 0.96545983 0.96476712 -1.0070457
3.91922134 -0.1014352 4 3.63060273 0.96548063 0.92408627 -1.0043715
2.47530793 -0.0205551 4 2.57248327 0.96551587 0.98458506 1.00667726
1.32349223 -0.0387205 4 1.31090031 0.96562969 0.97096868 -1.0022827
84.9562143 -0.1502104 4 84.0830531 0.96568156 0.88786863 -1.0048979
1.60105216 0.08930537 4 1.9884161 0.96568907 0.93313203 1.006807
4.0704051 -0.1023743 4 4.37661826 0.96574416 0.92338646 -1.0042228

2.71738807 0.00086784 4 2.52288166 0.96585826 0.99934912 1.00479725
1.88203503 0.08976277 4 2.10977611 0.96590158 0.93279069 1.00591872
1.9756221 -0.0241961 4 2.11778607 0.96590398 0.98185516 -1.0027327

1.00269392 -0.7011483 4 14.846499 0.96603677 0.52185534 -1.0417978
1.46440797 0.06696926 4 1.61552077 0.96608867 0.94981993 1.00452299
3.01903632 -0.2066687 4 3.89910812 0.96611086 0.84636241 -1.0127755
9.40877725 0.15592508 4 13.0677704 0.96613221 0.88364477 -1.010112
1.46847357 -0.0316709 4 1.4267601 0.96613903 0.97625178 -1.0033985
16.7306455 -0.1110917 4 16.4121087 0.96618967 0.91689472 -1.0033573
20.9612796 -0.0226831 4 21.7766941 0.96627392 0.98298948 1.00330788
4.6087592 -0.1903235 4 5.59840076 0.96634965 0.85832442 -1.0095096

2.80621176 0.10050413 4 2.6345116 0.9663673 0.92478011 1.00536702
8.10750863 -0.1891973 4 7.31258811 0.96646135 0.8591504 -1.0084296
2.97193737 -0.0078264 4 2.81472948 0.96660445 0.99413027 -1.0034226
20.9470265 -0.0245629 4 21.3569534 0.96666153 0.98158017 1.00332461
1.26264354 0.06253456 4 1.26726316 0.96677069 0.95313725 1.00753251
4.97848925 -0.0381671 4 5.7626213 0.96691109 0.9713834 1.00507848
6.13692016 0.10410466 4 6.79403445 0.96697387 0.92209729 1.00363557
2.78225554 0.06775923 4 3.16905621 0.96700607 0.94922913 -1.0098285
1.9182089 0.02592059 4 1.91456225 0.96701029 0.98056228 1.00257941

1.39810049 -0.0553115 4 1.3180935 0.96701672 0.9585428 -1.0032378
6.52986828 0.11530529 4 7.05104456 0.96706528 0.91375973 -1.0091726
2.30609357 -0.0264231 4 2.58919995 0.96706992 0.98018555 1.00726617
5.04069814 -0.0986823 4 4.17231141 0.96715636 0.92613808 1.01027853
1.49822881 -0.0275863 4 1.96635931 0.96730543 0.97931358 1.01059161
1.13739668 -0.0427138 4 1.05883916 0.96737509 0.96797685 -1.0085675
4.48199401 -0.0625849 4 4.75044548 0.96738578 0.9530996 1.00684132
6.36611769 0.07139328 4 6.02552284 0.96743117 0.94651182 -1.0070614
3.35957678 0.12310545 4 4.74569053 0.96743235 0.90796127 -1.010965
5.20427222 -0.0050074 4 5.48490164 0.96744135 0.99624446 1.00298204
10.079105 -0.2032682 4 12.7789399 0.96744152 0.84884704 -1.0081681

1.76512811 0.05044477 4 1.75846656 0.96747923 0.96218647 1.00114356
4.79382804 0.02637262 4 4.79964218 0.96778568 0.9802234 -1.0044598



6.6570286 -0.1047824 4 7.47940694 0.96786755 0.92159248 -1.0035544
22.2632206 -0.2324483 4 26.4116577 0.96798908 0.82759876 -1.0087126
13.6949776 -0.0908938 4 14.8935518 0.96811806 0.93194673 1.00633035
2.98429559 -0.1210273 4 3.19535401 0.96819763 0.90950548 -1.0064572
2.24935408 -0.0673115 4 2.29533193 0.96821721 0.94956394 -1.0026677
1.08383272 0.03270707 4 1.11842849 0.96827286 0.97547517 1.00756005
10.0270805 -0.1569439 4 10.3409965 0.96833002 0.88289224 -1.0059021

11.61774 -0.088574 4 10.375024 0.96846645 0.93367783 1.00676113
1.591393 0.00766479 4 1.68269939 0.96847345 0.99425148 1.00557959

2.13883466 -0.1243213 4 1.79739423 0.96848452 0.90705806 -1.0110463
5.27676793 -0.2070182 4 6.4102432 0.9685459 0.8461072 -1.00953
2.17939848 -0.0760012 4 2.13167247 0.96855583 0.94306761 -1.0039171

7.797392 -0.1471929 4 9.50222458 0.96857498 0.89010081 1.00933778
2.92473471 0.21530132 4 2.36383815 0.96860341 0.84006468 1.01643423
18.6937577 -0.0670732 4 18.4119467 0.96865502 0.9497422 1.00511456
1.96056312 0.04040404 4 1.87145728 0.96870986 0.96970727 -1.0118527
1.04162158 -0.0512348 4 1.13339241 0.96871903 0.96159488 -1.0099787
1.32373846 0.00125204 4 1.363626 0.96884351 0.99906097 -1.0126661
1.43502988 0.05175022 4 1.38277324 0.96908255 0.96120898 1.0025042
1.78096044 0.08059229 4 1.53999755 0.96919897 0.93963743 1.00671679
2.23433465 -0.0872439 4 2.5469977 0.96931032 0.93467066 -1.0045897
3.22434239 -0.1041065 4 3.312184 0.96936425 0.92209594 -1.0048394
2.51383358 0.00842158 4 2.56834663 0.9694353 0.99368391 1.00303465
13.0293691 -0.0727355 4 13.30631 0.96948587 0.94550843 1.00538938
2.08198717 -0.0169665 4 2.05349418 0.96960031 0.9872759 -1.0028916
44.0714134 -0.0694512 4 48.5357291 0.96972551 0.9479639 1.00445717
2.75814708 0.00324224 4 2.79528011 0.96979184 0.99756832 -1.0037536
4.04432836 0.07885556 4 4.53357794 0.96986017 0.94093482 -1.0072459
8.09367806 -0.0653529 4 8.87782221 0.96987321 0.95102892 1.00513224
15.7125852 -0.089758 4 14.1067943 0.9698812 0.93279423 1.00621213
7.22088791 -0.112603 4 8.9900497 0.97002372 0.91577007 1.0074436
9.3932148 -0.1580904 4 9.77782356 0.97008479 0.8820455 -1.0058086

55.8266466 -0.1446437 4 58.0274512 0.97010669 0.89198746 1.00752081
1.38150541 -0.0086067 4 1.36348975 0.97011018 0.99354504 -1.0085887
1.30710746 0.05217247 4 1.28123571 0.97015576 0.96089282 1.00375273
43.585687 -0.2285824 4 45.8571797 0.97018981 0.83040414 -1.0078243

14.8528967 0.13778374 4 17.1038331 0.97020486 0.89706888 -1.0077657
4.51134656 -0.3343518 4 5.50499551 0.97020689 0.75490998 -1.0167266
1.99000317 0.08089074 4 1.96281832 0.9703686 0.93941451 1.00486739
3.00853168 -0.0893272 4 2.8172381 0.97048162 0.93311572 -1.0040359
2.79896998 -0.0114777 4 2.57360195 0.97051214 0.99139194 1.00447232
2.07711407 -0.1109536 4 2.29187326 0.97071862 0.91699756 -1.0074852
11.1635043 -0.089177 4 10.6264392 0.97073737 0.93322781 1.00610231
10.5870256 -0.1220678 4 9.82284159 0.97073741 0.90873227 -1.0039386
1.3242349 -0.0605737 4 1.21128842 0.97074087 0.95460441 -1.0074448

26.3728184 -0.0296601 4 24.9802976 0.97081276 0.97775899 1.00297618
1.02057272 -0.0420067 4 1.09750021 0.97094029 0.96850655 -1.0045309
4.53997452 -0.1601676 4 5.45958633 0.97094557 0.88051204 -1.0069422



3.21407977 -0.0555956 4 3.02519416 0.97104811 0.95833011 1.0072298
111.344732 -0.072982 4 126.656879 0.97105712 0.94532415 1.00420943
1.21211953 0.03436865 4 1.05184264 0.97108668 0.97422985 1.00893431
14.6807672 -0.2740868 4 11.6015307 0.97114021 0.79758993 1.01455157
1.2213779 -0.0276025 4 1.09473064 0.9711714 0.97930137 -1.0073313
7.4032451 -0.086276 4 8.48517066 0.97123856 0.93539316 1.00597748

1.80869779 0.01226142 4 1.62123587 0.97131797 0.99080423 -1.0074446
1.34759192 -0.081417 4 1.68051451 0.97134634 0.93902142 -1.0076486
2.14709817 0.00414911 4 2.21572395 0.9715522 0.99688817 1.00349655
15.7539094 -0.0438392 4 15.7085584 0.97160955 0.96713375 1.0035193
1.54280771 0.0524486 4 1.41156834 0.97166036 0.96068607 1.002974
6.14853656 -0.0629749 4 6.18272003 0.97168889 0.95280783 1.00521672
2.22719369 0.07173037 4 2.16178992 0.97168998 0.94625981 1.00338204
1.76587593 0.1265898 4 1.88281066 0.97181445 0.90537329 1.01126089
3.39723314 0.00856609 4 3.7770189 0.97184709 0.99357553 -1.0029617
7.43388088 -0.1333553 4 6.77964786 0.97200336 0.90035236 -1.0047685
10.5929126 -0.0929672 4 10.3940176 0.97200845 0.93039987 1.0058657
1.2469001 0.0292159 4 1.02050889 0.97207995 0.97809197 1.00914811

10.5172773 0.10964463 4 10.0798391 0.97212279 0.91797184 1.00325647
3.47734966 -0.0323024 4 3.26866258 0.97235214 0.97577843 1.00492874
3.07375438 0.10308597 4 3.18048006 0.97253464 0.92285621 1.00473913
1.6540402 -0.0062177 4 1.47688137 0.97261191 0.99533674 1.00719268
3.0680247 -0.1820464 4 4.31576859 0.97266063 0.86439972 -1.0088691

1.39159677 -0.0476799 4 1.46106833 0.97270515 0.96425704 -1.0023707
9.31226726 -0.1909263 4 9.06527423 0.97276854 0.85788244 -1.0070023
6.62787266 -0.0831239 4 7.25229785 0.9728058 0.93774665 1.00565776
59.6941333 -0.161405 4 51.6402209 0.97293038 0.87959878 1.00768158
9.25154308 0.19856811 4 8.32324769 0.97295197 0.85228473 -1.0111252
8.41448255 -0.1474906 4 9.54798619 0.97300781 0.8898805 -1.0049959
3.75054176 -0.1049989 4 3.81092787 0.97307352 0.92143116 -1.0042394

5.165811 -0.0179242 4 4.68044803 0.97310359 0.98655771 1.00302079
18.7142008 -0.1469588 4 20.0686321 0.97313308 0.890274 -1.0044064
1.13831922 0.05516955 4 1.2010537 0.97317761 0.95864905 1.00797643
1.17915707 0.04475647 4 1.11453415 0.97319198 0.96644665 1.00491921
2.46468304 -0.0265684 4 2.7966131 0.97321688 0.98007662 1.00482328
3.98943004 -0.263736 4 3.98320408 0.97333799 0.80501293 1.01701824
1.2752842 -0.0780593 4 1.47795838 0.97346157 0.9415297 -1.0090133

16.4428684 -0.3531258 4 31.4947339 0.97347254 0.74181802 1.01295223
10.199347 -0.0937774 4 9.1154224 0.97348387 0.9297955 1.00586035

1.14463397 -0.0036269 4 1.55127083 0.97348482 0.99727986 1.00806381
1.23440628 0.05852027 4 1.35193275 0.97351184 0.95614109 1.00600753
5.83983276 0.02679329 4 5.64414531 0.97360178 0.97990803 -1.0031285
1.65238483 -0.0146924 4 1.87442881 0.9736722 0.98898118 1.00621844
12.1250392 -0.1843423 4 12.2532181 0.97368644 0.86271344 -1.006162
1.49283837 -0.0157518 4 1.37274231 0.97369243 0.98818678 -1.0038945
2.74018692 -0.0760688 4 2.84614195 0.97379384 0.94301705 -1.0030331
1.62759018 0.0088393 4 1.35468672 0.97379718 0.99337063 1.00519205
13.7393914 -0.100837 4 16.4780219 0.97385422 0.92453206 1.00515344



19.838749 -0.2201113 4 18.762834 0.97397344 0.83656191 1.00985016
2.28946501 -0.040489 4 2.19346609 0.97404033 0.96964363 1.00665155
2.78253474 -0.0963499 4 3.30296881 0.97407527 0.92787701 -1.0041772
54.7645201 -0.0894207 4 55.9615881 0.97407699 0.93304593 -1.0019709
1.64710304 -0.0090382 4 1.37656161 0.97419529 0.99322148 -1.0047303
2.67736917 0.12306934 4 2.63130173 0.97420421 0.9079881 1.006697
41.921832 0.05707291 4 39.9462004 0.97429063 0.95722434 -1.0033669

9.12130242 -0.1440099 4 9.99360155 0.97444007 0.89245672 -1.0046052
37.5057187 -0.1789912 4 35.1395446 0.9744948 0.86664514 -1.0052266
3.11781946 0.11467724 4 4.20928666 0.97474151 0.9142269 -1.0082099
3.15924164 -0.0260609 4 3.50179458 0.97476118 0.98045708 1.00362661
1.6316643 -0.0835904 4 1.71461512 0.97491612 0.93739826 -1.0066235

1.38531936 -0.0634677 4 1.35294807 0.97493461 0.95243915 -1.006732
2.14426445 0.01972926 4 2.304237 0.97504756 0.98520426 -1.0044161
1.46896314 0.05886933 4 1.72882086 0.97520216 0.95587985 1.00357783
17.3135969 -0.0392692 4 18.1769194 0.97522522 0.97055753 1.0026372
6.14016464 0.12951502 4 5.29110754 0.97523267 0.9032017 1.00457398
3.38690141 0.29323476 4 4.77110181 0.97530682 0.78392674 1.01314874
2.21307879 -0.0125473 4 2.39025332 0.97532772 0.99058986 1.00374936
2.3681914 0.33418019 4 2.45981025 0.97533349 0.75503013 -1.0260926

12.3985777 0.11068276 4 11.2962601 0.975345 0.91719912 -1.0057699
54.5132141 -0.087749 4 55.7134241 0.97535413 0.93429359 -1.0018746
1.32886566 0.0182797 4 1.37407163 0.97540573 0.98629118 1.00318112
5.02903377 -0.0230101 4 5.15588051 0.97551635 0.98274434 1.00264544
2.05010156 0.0633511 4 2.00132881 0.97556816 0.95252636 1.00291249
2.34846806 -0.177522 4 2.93425581 0.97561531 0.86772547 -1.0098769
2.08941154 -0.0985326 4 2.45705831 0.97564464 0.92624964 -1.0053872
6.50488958 -0.2017719 4 8.2929216 0.97569819 0.84994104 -1.006994
1.02739405 0.03379505 4 1.03071188 0.97570857 0.97465974 1.00182015
1.47912947 0.05158332 4 1.38301481 0.97578072 0.96133394 1.00351804
9.79977253 -0.0795939 4 9.52882344 0.97609584 0.94038325 -1.0018597
1.81957483 -0.0520849 4 1.67160095 0.97617869 0.96095837 -1.0024141
1.20778067 -0.0499821 4 1.30268187 0.97620308 0.96253294 -1.0050173
4.72611718 0.07568964 4 5.20893772 0.97623873 0.94330042 1.00210391
1.49449271 -0.0863382 4 1.37888256 0.97643107 0.93534672 -1.009704
1.00880667 -0.0336334 4 1.06074556 0.97660039 0.97478088 -1.0041159
1.50794103 0.01086983 4 1.46261798 0.97673717 0.99184783 1.0031707
23.6618625 -0.1456282 4 23.4888506 0.97677203 0.89125878 -1.0038703
33.7885924 -0.1312053 4 41.5601811 0.97681117 0.90194737 1.00504263
1.25243066 0.02264312 4 1.22564828 0.97682704 0.98301948 1.0026431
1.25243066 0.02264312 4 1.22564828 0.97682704 0.98301948 1.0026431
3.38625352 0.09915764 4 3.20237196 0.97686691 0.92578371 1.00395237
3.18013582 0.06559481 4 3.2886754 0.97689084 0.95084794 1.00205298
1.03527185 -0.265839 4 2.25302385 0.97690356 0.80350274 1.02203273
5.71768949 0.10226456 4 6.89413257 0.97710703 0.92346823 -1.005345
11.5860581 0.06825599 4 10.755584 0.97721144 0.94885763 -1.0037105
4.58656746 -0.0404707 4 4.50470003 0.97725372 0.96965736 1.00344619
1.38450409 -0.0264765 4 1.40172045 0.9772569 0.9801455 -1.0006913



2.64506759 -0.1031927 4 2.78473471 0.97727768 0.92277668 1.00827158
3.17575311 -0.1840667 4 3.94493926 0.97729357 0.86291582 -1.0078917
60.3918679 -0.0397633 4 56.1843901 0.97731049 0.97018737 1.00224941
166.239113 -0.1602619 4 155.605999 0.97743042 0.88044243 -1.0039791
1.48772532 -0.0669287 4 1.69778658 0.9775131 0.94985025 -1.0046756
1.51036546 0.06473325 4 1.48076926 0.97754408 0.9514924 1.00510408
1.47168399 0.00558506 4 1.26897656 0.97756017 0.99581123 1.00526331
3.03290942 0.08508163 4 3.05340774 0.97776397 0.93628483 1.0032309
1.76436673 -0.097621 4 1.81032773 0.97777303 0.92692927 -1.0070946
13.2680094 -0.0400207 4 12.3520308 0.97790491 0.96999447 1.00244687
4.72123171 -0.125386 4 4.52671927 0.97791583 0.90626726 -1.0043918
2.06880573 -0.0695514 4 1.82454968 0.97796017 0.94788896 -1.0037822
3.05912791 -0.0891201 4 2.92594018 0.97809929 0.93327031 -1.0035193
1.99981051 -0.0265539 4 1.72096417 0.9781797 0.98008747 1.00559426
1.02194847 0.03928223 4 1.22313998 0.97824837 0.9705478 1.00420773
12.2026676 -0.0978254 4 10.6294551 0.97835892 0.92677684 1.00452113
4.17161584 -0.082163 4 4.24306145 0.97838637 0.93846429 1.00506622
9.3912234 -0.0763779 4 8.68261511 0.97839742 0.94278608 1.00391569
10.29531 -0.0805599 4 10.7014142 0.97841339 0.93966165 1.00373109

1.10634359 -0.0255681 4 1.09190877 0.9785156 0.98082652 -1.0024398
4.72210109 -0.1660433 4 5.48324692 0.9785684 0.8761777 -1.0056866
12.5485796 -0.0935216 4 12.4606558 0.97858041 0.92998629 1.00414542
1.11766755 0.0213361 4 1.09152565 0.97859751 0.98399945 1.00360338
13.5625964 0.1395097 4 11.0847793 0.97866586 0.89578983 -1.005847
7.60221299 -0.0723458 4 7.01812825 0.97871045 0.94579973 1.00390301
7.82811038 -0.1201659 4 8.92581163 0.97874817 0.91014566 1.00509121
1.96870983 -0.0182947 4 2.27320914 0.97880675 0.98627992 1.00351767
1.03333782 -0.0311447 4 1.08862903 0.97885023 0.9766462 -1.0021768
31.5507087 -0.1938105 4 37.7853198 0.97898063 0.85576855 1.00634546
9.12741812 0.17511837 4 8.1859111 0.97900114 0.86949363 1.00524129
1.44623899 0.00626182 4 1.4484016 0.97901076 0.99530367 -1.0048985
1.93248979 -0.0684378 4 2.08645912 0.97907963 0.94872171 -1.0033353
6.82979458 0.13213985 4 6.96771236 0.97921409 0.90125398 1.00386621
2.7376699 0.12226071 4 3.39382945 0.97923794 0.9085889 1.00500449

1.83136758 -0.1755011 4 1.78901317 0.97929897 0.86921202 -1.0138623
1.42447882 -0.055793 4 1.19347601 0.979346 0.95818235 -1.0067181
25.4827602 -0.0703764 4 27.327213 0.97937058 0.94727207 1.00285665
5.97245807 -0.1402273 4 6.99724307 0.9799798 0.89525818 -1.0040864
95.0109377 -0.1470218 4 115.754417 0.97999875 0.89022741 1.00450872
1.32929943 0.05035662 4 1.35617201 0.98000378 0.96225247 1.00443421
4.80698706 -0.0483888 4 4.54531229 0.98015803 0.96372608 1.00316162
3.09850143 0.09176392 4 3.61654723 0.98017999 0.93129753 1.00314932
5.90063439 0.32528256 4 5.99751792 0.98019027 0.7612706 1.01108047
1.69755749 -0.0031977 4 1.47432851 0.98026883 0.99760175 1.00372199
3.38783643 0.11829202 4 4.00654318 0.98040628 0.91153867 1.00410964
11.0994543 -0.0556169 4 10.0651864 0.98044637 0.95831419 1.00263784
2.86075755 -0.020457 4 2.5297393 0.98055047 0.9846586 1.0027202
8.09612662 -0.3275835 4 12.7792285 0.98060141 0.75965467 -1.0088806



1.97129461 0.10042272 4 1.75295986 0.98061989 0.92484078 1.00653071
4.27219485 -0.0727304 4 4.16124909 0.98063108 0.9455122 -1.0019596
3.63824787 0.04304076 4 4.15918622 0.98064604 0.96773188 -1.0028993
1.24296836 0.01799581 4 1.04653603 0.98075447 0.98650406 1.00402937
8.5996699 0.05466623 4 7.91943946 0.98088455 0.95902584 -1.0026799

5.92927098 -0.1022122 4 5.87164694 0.98092685 0.92350722 1.00458802
3.2214716 -0.0046476 4 3.15939009 0.98096581 0.99651429 1.00149226

15.9024412 -0.1333584 4 17.2121085 0.98097695 0.90035005 1.00441522
1.76455085 0.05122065 4 1.68543539 0.98099121 0.96160549 1.00245372
1.1863028 -0.0218345 4 1.00696481 0.9809913 0.98362576 -1.002968

124.207949 -0.0889963 4 130.055968 0.98101093 0.93336267 -1.0016401
7.16319406 -0.1111232 4 7.49607675 0.98107143 0.91687128 -1.0028446
8.01787714 -0.0950943 4 7.37014659 0.98121253 0.92881329 -1.0022857
8.8117871 -0.0987546 4 8.18574893 0.9812787 0.92608414 -1.0023398

2.29122413 0.04707477 4 2.72884801 0.98131437 0.96471021 -1.0039589
1.18251025 -0.0264812 4 1.18626502 0.98152422 0.98014204 -1.000596
3.12125247 0.08679711 4 2.41942632 0.98157683 0.93500414 -1.0061757
15.3149659 -0.0672835 4 15.6505254 0.98171597 0.94958488 -1.0011912

8.541322 0.09106201 4 8.68290542 0.98173663 0.93182122 -1.0035717
8.16798475 0.11371775 4 9.0622812 0.98187853 0.91494068 1.00271693
16.8036262 -0.1399543 4 19.7759417 0.98195633 0.89546042 -1.0030739
12.6684305 -0.1011486 4 11.3566051 0.98209288 0.92429981 1.00364522
1.42422274 -0.0149823 4 1.49854145 0.98213519 0.98876381 1.0048839
1.08157049 -0.0250687 4 1.00749269 0.98218079 0.98120091 -1.0027478
1.44741692 -0.0201901 4 1.51668442 0.98219114 0.98485873 1.0055157
3.81809709 -0.1025855 4 3.61133788 0.98225377 0.92322912 -1.00326
1.01554992 0.0250229 4 1.05600471 0.98246093 0.98123528 1.00218066
498.975226 -0.1247757 4 442.178555 0.98277087 0.90672054 1.00350827
1.81493478 -0.0035154 4 1.80679948 0.98278646 0.99736342 -1.0015792
2.49379245 -0.0643173 4 2.70589994 0.98281813 0.95180353 -1.0021216
1.7821271 0.00966583 4 1.87338749 0.98301475 0.99275077 1.00098283

2.40783959 -0.0863765 4 2.51332056 0.98305008 0.93531812 1.0055252
1.26073692 -0.0462299 4 1.31182508 0.98316849 0.965343 -1.0040258
5.5714326 0.09924049 4 4.59205845 0.98341065 0.92572196 -1.0041492

1.07059797 -0.0529312 4 1.32970259 0.98350212 0.96032477 -1.0079417
20.0497751 0.09765591 4 21.5383375 0.98389649 0.92690322 -1.0027476
15.2497347 0.02471039 4 16.04825 0.98408077 0.98146956 -1.0010916
8.00755468 -0.2114531 4 12.4519823 0.98417932 0.84287033 1.00550076
5.48650984 -0.0736149 4 5.4602796 0.98428977 0.94485108 -1.0015959
2.11947577 0.05395105 4 2.18162053 0.98435064 0.95956123 1.00189639
19.0138975 -0.071109 4 18.1537601 0.98435101 0.94672434 1.00217449
1.99186908 -0.0788202 4 1.7885127 0.98437715 0.94096124 -1.0040064
11.4720244 -0.23222 4 15.3476218 0.98442372 0.82776438 -1.0048484
12.0551386 0.4105009 4 27.5467632 0.98442476 0.70247529 1.00789704
1.29110178 -0.0344551 4 1.42470546 0.98447686 0.97416509 -1.001812
1.29110178 -0.0344551 4 1.42470546 0.98447686 0.97416509 -1.001812
1.29110178 -0.0344551 4 1.42470546 0.98447686 0.97416509 -1.001812
1.97229372 0.05380253 4 2.03768107 0.98457258 0.95967242 1.00204281



1.55625578 -0.0067315 4 1.62577935 0.98463094 0.99495139 1.00231946
1.3120539 0.00578765 4 1.52204629 0.98469715 0.99565929 -1.0028912

11.6708481 -0.1288453 4 11.368226 0.98492593 0.90369879 -1.0026022
5.50881877 0.09376774 4 5.31848582 0.98496998 0.92980272 1.00215395
2.67830524 -0.0434854 4 2.5057737 0.98497988 0.96739876 1.00292526
15.7826629 0.10017663 4 14.8693793 0.98503428 0.92502419 1.00183081
1.23352281 0.01462424 4 1.18592184 0.98509297 0.98903231 1.00110856
10.0301106 -0.2097565 4 12.863022 0.98512571 0.84410817 -1.0043133
1.03614622 0.01165808 4 1.36174398 0.9852361 0.99125668 -1.0057529
10.6535132 -0.0595192 4 11.4216061 0.98530023 0.95539349 1.00182753

2.466293 -0.0325406 4 2.6308658 0.98531804 0.97559995 1.00231588
1.41053612 0.07659398 4 1.77928713 0.9853369 0.94262462 1.00451765
5.07162753 -0.1995916 4 3.87915079 0.98534795 0.85153579 -1.0057072
66.6571576 -0.0715783 4 61.2977265 0.98535349 0.94637347 1.00187616
2397.98353 0.23050711 4 2836.89989 0.98535444 0.82900705 -1.0047336
2.67360757 -0.1538247 4 2.66219587 0.9855175 0.88519668 -1.0057316
1.40955619 0.07275593 4 1.53287433 0.98552138 0.94549315 1.00516346
20.8447204 -0.2711633 4 34.1017649 0.98555408 0.79968398 1.00549506
3.19111998 0.07685923 4 3.33779189 0.98556631 0.94242641 1.00207771
1.24260349 -0.0005342 4 1.29968901 0.98564703 0.99959937 -1.0030474
4.74568818 0.10550731 4 4.74796825 0.985672 0.9210525 1.00252365
7.89649923 0.22054778 4 6.66098668 0.9857211 0.83624425 1.00512373
1.63733354 0.04970923 4 1.46955183 0.98574009 0.96273726 1.00277473
1.53499866 0.04523225 4 1.50110515 0.98575967 0.96609026 1.00243609
1.44557377 0.03645511 4 1.54919502 0.98576513 0.97266623 1.00164071
11.4527926 -0.0968812 4 11.1134037 0.9858971 0.92748083 -1.0017588
1.49611411 0.0525899 4 1.37791618 0.98596961 0.96058028 1.00360324
2.33870852 0.06330535 4 2.87602344 0.98599515 0.95256058 -1.0032364
14.7047175 -0.1573567 4 14.6571973 0.98600988 0.88258734 -1.0029564
14.849638 -0.198302 4 15.2133241 0.98610932 0.85247952 1.00462741

1.23319335 0.02388884 4 1.3963458 0.98625937 0.9820855 -1.0052863
4.60267703 0.03944194 4 4.84610997 0.98636204 0.97042813 -1.001574
12.9178288 -0.1584295 4 14.7973348 0.98646025 0.88179517 -1.0028779
1.68270799 -0.1559039 4 2.10064012 0.98646049 0.88366041 -1.0072725
2.54491155 -0.1517567 4 2.36948523 0.98647523 0.88672529 -1.0057869
2.85306648 -0.0572678 4 2.62270717 0.98654798 0.95707847 -1.0015312
1.42840734 -0.0440323 4 1.55997816 0.98654841 0.96698909 -1.0022979
2.57965654 -0.0720047 4 2.28579634 0.98655991 0.94605474 -1.0023675
3.97136545 0.22643152 4 3.24874357 0.9865609 0.83196625 -1.0079339
116.436343 -0.2108061 4 100.450799 0.98672692 0.84334228 -1.0035262
9.68104142 -0.0884635 4 9.77880368 0.98674568 0.93376031 -1.0015382
5.86134594 -0.0766623 4 5.54815807 0.9868645 0.94257359 1.00241259
808.071241 -0.3229292 4 825.210328 0.98688265 0.76292484 -1.0053406
63.0422213 -0.2093857 4 83.0945294 0.98693054 0.84437881 1.00380734
1.25758775 0.06454524 4 1.61856532 0.98702123 0.95163304 -1.0064947
1.74799331 -0.0319971 4 1.99451694 0.98713842 0.97600729 1.00264669
3.84624758 -0.0970337 4 3.66631924 0.98715637 0.9273671 -1.0023785
16.0898822 -0.1880666 4 17.8936446 0.98716525 0.85997981 -1.0032364



2.07506857 0.03178839 4 1.88171056 0.98721058 0.97616373 -1.0026073
1.18217999 -0.0085136 4 1.19864949 0.98724538 0.99361489 -1.0015946
1.03220345 0.01335954 4 1.11877855 0.98729703 0.98998072 1.00190064
5.28576912 -0.1174715 4 6.00309299 0.98738779 0.91214873 1.00307088
8.87794769 -0.0760838 4 8.17956752 0.98740243 0.94300586 -1.0012657
6.22780562 0.34703114 4 5.25530485 0.9874366 0.74605684 -1.0088006
26.4732629 0.26214231 4 29.2236499 0.98743984 0.80615811 -1.0049513
5.83563127 -0.1208484 4 6.27899882 0.98745993 0.90963839 -1.0024065
11.1740707 -0.0563339 4 10.6593986 0.98759276 0.95777752 -1.0007911
3.89873843 -0.1080059 4 4.27143714 0.98762867 0.91919186 -1.002445
22.8627786 -0.0549021 4 24.219771 0.98765534 0.95884928 1.00126087
7.76217471 0.11059456 4 7.4291157 0.98770437 0.91726476 1.00202624
36.6086116 -0.0504388 4 38.082822 0.98772144 0.96219097 1.00114078
1.82187543 -0.0425862 4 1.86813851 0.98776383 0.9680724 -1.0014271
5.13758989 -0.2559352 4 5.96629826 0.98782794 0.8106238 1.00598768
1.02948898 -0.01711 4 1.04396827 0.98790028 0.98716829 -1.001425
1.57933281 0.00233248 4 1.4305989 0.98797549 0.99825064 1.0011498
1.37826321 -0.0287233 4 1.21349791 0.98798633 0.97846123 -1.0017213
1.36711395 -0.0038853 4 1.25016307 0.98807208 0.997086 1.00246536
1.02289263 0.0208159 4 1.10182828 0.98809348 0.98438949 1.00226115
1.39280687 0.05570529 4 1.57972007 0.98809367 0.95824802 1.00307046
3.08817641 -0.0834968 4 2.93156544 0.98818296 0.93746818 1.00316172
1.60186856 0.03604603 4 1.47522316 0.98828847 0.9729728 1.00155923
1.26432142 -0.0045725 4 1.25789596 0.98832992 0.99657064 -1.0015451
11.2452924 -0.1803986 4 10.7868237 0.98837367 0.86561063 -1.0030701
4.52773275 -0.1535356 4 4.76206386 0.98839198 0.88541031 1.00403368
3.76533875 0.10534469 4 4.32782671 0.98844337 0.92117362 -1.0030193
4.09804805 -0.0955279 4 3.62871316 0.9884492 0.92848997 -1.0021264
7.61772991 0.10029363 4 8.21228679 0.9885474 0.92493699 1.00166501
1.49438252 -0.0003348 4 1.56974858 0.98860533 0.99974892 -1.0010335
900.144967 -0.2065635 4 1127.41882 0.98863657 0.84643928 1.00321199
1.19472509 0.01535799 4 1.20998049 0.98883393 0.98848207 -1.0043999
3.87664715 -0.0922746 4 3.56113518 0.98890887 0.93091652 -1.0020069
2.32792985 -0.0643259 4 2.50949854 0.98895694 0.95179712 1.00266844
3551.21391 0.10280656 4 3218.06827 0.98901761 0.92306439 -1.0017596
4.1509639 0.04122988 4 3.95167732 0.98904906 0.96908853 -1.0013818

21.8623704 0.05671371 4 22.4257354 0.989068 0.9574932 -1.0011293
1.86791217 -0.0177927 4 1.57358735 0.98910496 0.98665633 1.00190087
15.0691714 0.19973534 4 14.8937737 0.98913899 0.85143064 1.00305194
1.21608343 -0.0194042 4 1.09233273 0.98918412 0.98544797 -1.0011492
1.45188868 0.03401433 4 1.60546678 0.98921802 0.9744954 1.00131093
4.10713865 -0.0758393 4 4.53479365 0.98928513 0.94318857 1.00201632
2.98236394 0.05027767 4 2.89294791 0.98930044 0.96231159 -1.0019222
9.33698583 -0.0678901 4 10.3639904 0.98930983 0.94913122 1.00140538
47.0930141 -0.3692087 4 40.1036556 0.98932191 0.73068587 -1.0053342
2.71446864 -0.0600455 4 2.67001207 0.9893666 0.95499969 1.00226267
4.60165026 -0.0934861 4 5.37237113 0.98951675 0.93001282 -1.0016391
191.568621 -0.0691834 4 208.851193 0.98953697 0.9481641 1.00114552



2.59125463 -0.0445716 4 2.90934455 0.98954712 0.96658516 1.00168098
1.92765745 0.0405575 4 2.3042808 0.98954972 0.9695923 -1.0020137
18.7462107 -0.0804177 4 17.4240889 0.98976527 0.93976788 1.0014644
31.1379492 -0.0673803 4 34.0236649 0.98981908 0.94951251 1.0011414
10.3501359 -0.2010084 4 12.8998362 0.99001774 0.85049936 -1.0028389
12.0257545 0.04683004 4 12.6037105 0.99007656 0.96489351 -1.0009263
2.43117428 -0.0520017 4 2.09598721 0.99010922 0.9610207 1.00229206
5.27943366 -0.1893012 4 4.50268759 0.99040168 0.85907413 -1.00349
1.77560228 -0.0378108 4 1.82459657 0.99045983 0.97165035 -1.0011089
13.6500222 -0.0534717 4 12.857522 0.99046081 0.95992008 1.00099487
1.16531159 -0.0280239 4 1.17901731 0.99046263 0.97898553 -1.0023443
1.16531159 -0.0280239 4 1.17901731 0.99046263 0.97898553 -1.0023443
3.50029237 -0.0519267 4 3.37894314 0.99052464 0.9610768 1.00147931
6.23362307 0.08683236 4 6.25027968 0.99067713 0.93497782 1.00127517
7.63334381 -0.1886226 4 10.2792973 0.9907756 0.85957195 -1.0026096
1.55227784 -0.0136064 4 1.71781243 0.99088307 0.98979561 1.00123964
13.4628328 0.12194405 4 12.5023069 0.99092307 0.9088242 1.00156627
1.18786607 0.01861076 4 1.14133757 0.99096098 0.98604294 1.00112263
3.13342501 -0.0406345 4 3.14961486 0.99098368 0.96953463 -1.0006644
1.0828716 0.0098346 4 1.02340051 0.99115576 0.9926242 1.00103742

2.80602412 0.06769087 4 2.98698531 0.99117973 0.94928025 1.001331
46.4973907 -0.0815438 4 43.1766154 0.99121707 0.93892669 1.00116191
82.216657 0.10738553 4 77.675204 0.99124276 0.91965376 1.00115312

1.18058887 -0.0034809 4 1.11614822 0.99128979 0.99738931 -1.0015506
8.32428566 -0.1216308 4 7.96561333 0.99133629 0.90905697 -1.0016369
1.49109139 -0.0058819 4 1.34947899 0.99143107 0.99558861 1.00119986
3.66182847 -0.0587486 4 3.43752368 0.99148584 0.95597017 -1.0009679
2.8901009 0.08153834 4 2.40489455 0.99162944 0.9389308 1.00179806

3.15326931 -0.0594017 4 3.52237154 0.99175397 0.95548148 -1.0009729
2.41431994 -0.0528422 4 2.56014688 0.99185507 0.96039139 -1.0010588
12.5835645 0.22913725 4 11.9983997 0.99186906 0.8300013 -1.0031191
1.31831752 -0.0189758 4 1.27042023 0.99188799 0.9857692 -1.0007041
1.16384266 -0.0246079 4 1.20719621 0.99193074 0.98154639 -1.0016938
9.08927283 -0.0611046 4 8.1667562 0.99194822 0.95420714 1.0009937
2.43349126 -0.021379 4 2.40622065 0.99195623 0.98396724 1.00082431
6.34461322 0.28843867 4 7.3655397 0.99198026 0.78734046 1.00391165
1.48529077 0.03972745 4 1.51630255 0.99200081 0.9702142 1.00153317
2.96178649 0.11541944 4 3.1733328 0.99201112 0.91367483 -1.0026397
1.5099971 -0.0015499 4 1.49024175 0.9921222 0.9988376 -1.0004821

11.3528743 0.10829071 4 12.1807005 0.99225676 0.91897978 -1.0014193
1.76617131 -0.021162 4 1.98327499 0.99234993 0.98412998 1.00100865
1.40286583 -0.0341565 4 1.47844706 0.99236371 0.97438885 -1.0013189
2.06754665 0.03286391 4 2.0855734 0.99270652 0.97535761 1.00064206
2.37391843 -0.1126274 4 2.09830976 0.99279261 0.91575192 -1.0026309
1.16803121 0.01273821 4 1.00422931 0.99283322 0.99044667 1.0011122
2.29863875 -0.0745194 4 2.89671542 0.99290958 0.944175 1.00170163
1.46398151 -0.0507348 4 1.58648381 0.99300108 0.96196928 1.00245263
3.08239532 0.09365707 4 2.92870739 0.9930687 0.92988526 -1.0019544



3.09797465 -0.0935828 4 2.95833092 0.99309573 0.92994065 -1.0015613
10.8246015 -0.0327744 4 10.9654055 0.99312493 0.97542471 1.00045875
4.62912605 0.14105619 4 5.13556496 0.99316561 0.8946441 1.00177112
2.41966263 -0.0800316 4 2.56653227 0.99334635 0.94005628 -1.0014399
13.8518035 -0.1093123 4 15.8446521 0.99340055 0.91821921 1.00115179
1.80822342 -0.035867 4 1.72851946 0.9934082 0.97310692 -1.0008669
5.80159479 -0.0757493 4 5.47054251 0.99344704 0.94325587 -1.0008445
2.21261899 -0.0440396 4 1.98737819 0.99345186 0.96698365 -1.0008901
4.30793039 0.12486685 4 4.12831908 0.99346283 0.90665282 1.00166353
7.7844808 -0.0794474 4 8.32264706 0.99353224 0.9404927 -1.0007779

15.8122415 0.11973651 4 14.2144318 0.9936134 0.91046484 -1.0012686
9.32912988 -0.1012398 4 9.81631296 0.99361484 0.92423182 -1.0009641
5.11457267 -0.0574281 4 4.95865226 0.99367091 0.95695851 -1.0006218
1.41269824 -0.0309783 4 1.40020702 0.99369701 0.97677092 -1.0011236
2.51123932 -0.0945018 4 2.71344751 0.99372154 0.92925523 -1.001569
5.65720728 0.07708004 4 5.51024275 0.99372179 0.94226141 1.00082728
7.60481541 0.17575195 4 10.5124243 0.99374123 0.86902746 1.00166581
3.13711506 -0.071422 4 3.26716954 0.99376366 0.94649038 1.00123115
2.08354217 0.0914296 4 2.68089271 0.9938431 0.93154696 1.00158437
29.5708511 -0.1143254 4 27.5556134 0.99404747 0.91448863 -1.000912
33.2313883 0.17933964 4 27.7788637 0.99407462 0.86638898 -1.0016193
1.67921998 -0.0129644 4 1.63824035 0.99415832 0.99027702 1.00066154
6.67105203 0.14091202 4 6.79341031 0.99426011 0.8947509 1.00137078
5.2711126 -0.1547312 4 6.96451162 0.99426278 0.88452685 -1.001506

1.06659014 -0.0105677 4 1.06670601 0.99451211 0.99207441 -1.0006925
2.75755977 -0.1077908 4 3.1331434 0.99452391 0.91935201 1.00160005
1.34124475 0.00585644 4 1.11323958 0.99453156 0.9956077 -1.0011409
2.37120461 -0.0601865 4 2.083622 0.99456109 0.95489417 1.00134025
1.90628822 0.05374087 4 2.1642984 0.99458829 0.95971858 1.00095421
2.05099451 0.03384649 4 2.20447711 0.99460229 0.97462119 1.00052352
1.81507258 -0.0593512 4 1.94011727 0.99465266 0.95551923 -1.0012038
2.89097645 0.04914092 4 2.76950949 0.99466514 0.96316284 1.00063111
4.19535294 -0.1983659 4 3.10235745 0.99473276 0.85243269 -1.0024557
2.44948742 0.0879054 4 2.41972561 0.99473698 0.93417687 1.00137249
5.24616489 -0.1268973 4 5.00558669 0.99477505 0.90514497 1.00141211
5.23442487 -0.0766525 4 4.68137869 0.99480137 0.94258091 -1.0007381
2.49752294 -0.0161317 4 2.66490854 0.99485361 0.98790187 1.00035181
1.36052604 -0.0277809 4 1.22842058 0.99497181 0.9791677 -1.001176
2.65131028 -0.0745138 4 3.23608171 0.99497683 0.94417919 1.00106153
5.95633579 -0.111021 4 5.35186904 0.99506252 0.91694739 1.00112508
1.13697241 -0.0043555 4 1.01345824 0.99509431 0.99673336 -1.0005571
2.14703073 0.09499477 4 1.80695994 0.99510831 0.92888755 1.00183841
4.52929524 -0.0748236 4 4.43889792 0.99519864 0.94394762 1.00081925
1.04970564 0.01293243 4 1.20350083 0.99541359 0.99030102 1.00059845
1.48933075 0.01280561 4 1.45909991 0.99546766 0.99039612 -1.000609
1.54421807 -0.010274 4 1.62327605 0.99548058 0.99229471 1.00042251
16.5040135 -0.1385796 4 19.0186177 0.99567607 0.89647906 -1.0008351
8.4272459 -0.2173186 4 7.75005142 0.99569751 0.83859504 -1.0015838



2.00919034 0.0460115 4 1.6942437 0.99569837 0.96550659 -1.0010483
22.5577879 -0.081179 4 22.7652674 0.99574296 0.93919921 -1.0004668
1.01012119 -0.0025704 4 1.04620694 0.99574666 0.99807222 -1.0010729
2.92137678 -0.0332001 4 2.9094154 0.99579069 0.97510563 1.00045012
3.16190717 -0.0962872 4 2.64607832 0.99579696 0.92792373 1.00120576
8.69795821 0.0608686 4 9.35563548 0.99585645 0.95438376 -1.0004513
6.15582688 0.09850371 4 5.69690006 0.99590717 0.92627118 1.0007209
29.8062865 -0.0928495 4 29.8526149 0.99592921 0.93048767 -1.0005072
6.30783455 -0.2000074 4 4.89358777 0.99598531 0.85123163 -1.0015369
2.58976541 0.04436313 4 2.53196525 0.9960048 0.96674129 1.00047814
1.37739962 -0.0298397 4 1.36380798 0.99606511 0.97762441 1.00121442
1.73058791 0.01711268 4 1.74637577 0.99617258 0.98716628 1.00022688
1.2014989 0.01688383 4 1.22361689 0.99619001 0.98733788 1.00061415
3.3365526 -0.1445799 4 3.69246163 0.9962251 0.89203468 -1.0012229

1.10486911 -0.0021723 4 1.06283427 0.99644089 0.99837077 1.00088422
17.549589 -1.0521812 4 98.3480015 0.9965216 0.3520785 1.00434196

5.56529971 -0.0571748 4 5.76685547 0.99655357 0.95714811 -1.0003432
42.3749901 -0.0841145 4 41.2300025 0.9965811 0.93700694 1.00042721
15.9122164 -0.1723517 4 20.735082 0.99658939 0.87152997 1.000856
6.87059193 -0.0647601 4 7.26372361 0.99666444 0.95147234 1.00040142
1.11855942 0.00697184 4 1.12759249 0.99669363 0.99477117 1.00019583
4.65596437 -0.025263 4 4.53543821 0.99673001 0.98105528 1.00020227
1.92359432 0.01080012 4 1.7995035 0.99677358 0.9919001 -1.0002204
2.41634771 -0.0394854 4 2.40125668 0.99678546 0.97039555 1.00045945
13.6242317 -0.0809813 4 12.4648392 0.99680002 0.93934683 1.00043032
7.80259668 -0.1059582 4 9.09895511 0.99685469 0.92071666 1.00057064
5.03721979 -0.164438 4 6.56315475 0.99705689 0.87736132 1.00088336
10.0742394 -0.057636 4 9.52658011 0.99710046 0.95680288 1.00029394
23.266589 -0.1707061 4 25.4149914 0.99744088 0.87274176 -1.0006085

3.02320575 -0.0337043 4 3.10923746 0.99744168 0.97472779 -1.0002026
6.35494591 -0.0944324 4 7.07144087 0.99745472 0.92930698 -1.0004071
2.26907234 0.05245737 4 2.56742392 0.9974802 0.96067951 1.00038581
2.80150184 -0.0944518 4 2.27565433 0.9975206 0.92929247 -1.0007229
4.12592184 -0.0928534 4 3.85353967 0.99753701 0.93048472 -1.0004995
6.60140959 -0.1462942 4 7.85537237 0.99757157 0.89076587 1.00060916
7.57302473 0.05329695 4 7.00481005 0.99759646 0.96005092 -1.0002421
1.59305424 -0.0131072 4 1.58542608 0.99759844 0.99016992 -1.0001394
6.55359282 -0.1460012 4 7.81725957 0.99766293 0.89098267 -1.000564
4.34585071 -0.0395112 4 4.25452016 0.99769414 0.97037625 -1.0001814
2.36708875 0.07122588 4 2.32730241 0.99769548 0.94663697 -1.0005688
1.67244629 -0.0271599 4 1.51923836 0.9977063 0.97963317 -1.0003322
12.1834628 -0.047696 4 12.1217352 0.99772912 0.96424491 1.00018105
8.80515837 -0.0770344 4 9.6076539 0.99791559 0.94229548 1.00027051
5.90250146 -0.0927063 4 5.14517006 0.99809895 0.93059446 -1.0003357
2.45081165 -0.1679859 4 2.97814467 0.99823971 0.87474582 1.00078744
2.23758508 0.04888272 4 2.06982526 0.99825138 0.9633562 -1.0003352
2.03696052 -0.0477663 4 2.34897475 0.99831345 0.96419227 -1.0002661
1.53016321 0.01388962 4 1.54653654 0.99832029 0.9895832 1.00012209



8.28506288 0.18558071 4 7.29263763 0.99832332 0.86180419 -1.0005546
10.5882622 -0.1640059 4 12.9122221 0.99839375 0.87768003 -1.0003978
2.55457833 0.06957881 4 2.98187146 0.99860069 0.94786846 -1.000274
248.065585 -0.0787398 4 233.227152 0.99865591 0.94102128 1.00014674
21.7815269 -0.2285827 4 28.2312635 0.998717 0.83040387 -1.0004047
2.80754147 0.06325319 4 3.26807081 0.99887279 0.95259961 -1.0001878
2.89647362 -0.113511 4 2.55825276 0.99896017 0.91509448 1.00035043
1.81842686 -0.077039 4 2.36028819 0.99898953 0.94229209 1.00028302
3.22723321 -0.0927967 4 3.04450567 0.99903501 0.93052705 -1.000232
1.24687405 -0.0190528 4 1.44559968 0.99910184 0.98571147 -1.0001346
2.14119925 0.03465598 4 2.00162648 0.99911008 0.97401452 1.00011645
1.7598452 -0.0746787 4 2.1156533 0.99914062 0.94405598 1.00025492

33.0168452 -0.0629082 4 31.5002253 0.99920447 0.95285774 -1.0000704
1.39394482 0.02070345 4 1.27170181 0.99938576 0.9844738 1.00012106
6.8391404 0.03343138 4 6.76841121 0.99947916 0.97493231 1.00003068

2.14375499 -0.0432152 4 2.119481 0.9996232 0.96760119 1.00006098
46.4120054 -0.1709692 4 56.4129739 0.99964473 0.87254803 1.00008157
1.22369229 -0.0088203 4 1.28311405 0.99975967 0.99338488 1.00002525
9.67900574 0.32445431 4 17.1970103 0.99977407 0.76185263 1.00010189
1.72931995 -0.0135921 4 1.76438476 0.99983648 0.98980635 -1.0000106
1.24756437 -0.009722 4 1.3442804 0.99994998 0.99270864 -1.0000046
1.04719134 -0.0030771 4 1.0452179 0.99996103 0.99769217 1.00000734



PPDE(<p) PPDE(p)
0.99922556 0.99856984
0.98587774 0.97418352
0.99771216 0.9957804
0.99655133 0.99364545
0.9991676 0.9984629
0.9994915 0.99906076

0.99332868 0.98773876
0.91823984 0.85147416
0.99682388 0.99414637
0.99403241 0.98902615
0.99740446 0.9952141
0.99756805 0.99551514
0.99954415 0.99915796
0.99561401 0.99192447
0.99508359 0.99095169
0.99940858 0.99890767
0.99525329 0.99126282
0.99803907 0.99638236
0.99066251 0.98287306
0.98851058 0.9789586
0.99646339 0.9934839
0.99670681 0.99393119
0.98460663 0.97188331

0.980953 0.96528825
0.99453566 0.98994761
0.98544104 0.97339291
0.98899374 0.97983655
0.99283147 0.98682997
0.99195847 0.9852359
0.99196445 0.9852468
0.99196445 0.9852468
0.97307898 0.95114094
0.9946727 0.99019866

0.97711471 0.95838253
0.99319684 0.98749771
0.99319684 0.98749771
0.98954003 0.98082987
0.98266827 0.96838152
0.99936831 0.99883332
0.99860387 0.99742312
0.99627532 0.99313842
0.99133438 0.9840975
0.99452409 0.98992642
0.98430769 0.9713428
0.99384692 0.98868668
0.99626301 0.9931158
0.99227128 0.98580684



0.99115704 0.98377421
0.99511476 0.99100881
0.98895719 0.97977013
0.98836446 0.9786932
0.98305486 0.96907938
0.99496077 0.99072654
0.98845149 0.97885127
0.9970404 0.99454444
0.9970404 0.99454444

0.99638023 0.99333112
0.99552004 0.99175206
0.99463985 0.99013847
0.98008191 0.96371914
0.96258985 0.93236777
0.98671705 0.97570414
0.9877888 0.97764805

0.93923327 0.89033234
0.99443163 0.98975707
0.99058652 0.98273464
0.98986857 0.98142759
0.99072144 0.98298041
0.94998945 0.90978066
0.99848547 0.99720487
0.99407598 0.9891059
0.98736494 0.97687897
0.98736494 0.97687897
0.93964363 0.89107867
0.99268816 0.98656815
0.99079854 0.98312088
0.97712022 0.95839243
0.98450066 0.97169169
0.98510642 0.97278735
0.99448325 0.98985161
0.96753223 0.94120905
0.98136626 0.96603306
0.99447245 0.98983183
0.99359391 0.98822381
0.9854091 0.97333509

0.99299375 0.98712652
0.99423711 0.98940088
0.99063019 0.98281419
0.98886357 0.97959997
0.98995499 0.98158484
0.98586057 0.97415243
0.99840831 0.99706266
0.99337574 0.98782481
0.98423466 0.97121077
0.90762023 0.83116166



0.9956622 0.99201288
0.99870499 0.99760957
0.99345492 0.9879696
0.97637267 0.95704972
0.98916556 0.9801489
0.98243464 0.96795991
0.98647018 0.97525672
0.98994767 0.98157152
0.98994767 0.98157152
0.99435332 0.98961365
0.9882334 0.97845518

0.99370345 0.98842419
0.98523499 0.97302001
0.98998499 0.98163945
0.99892145 0.99800877
0.99255201 0.98631946
0.97680334 0.95782318
0.98504339 0.97267331
0.98984998 0.98139374
0.99090902 0.98332219
0.99526757 0.99128901
0.99637936 0.99332952
0.98384421 0.97050511
0.98600181 0.97440822
0.98470347 0.97205843
0.98950139 0.98075958
0.99524136 0.99124094
0.99148126 0.98436534
0.99559267 0.99188531
0.98055187 0.96456554
0.98987705 0.981443
0.98865674 0.97922415
0.97952945 0.9627246
0.98651497 0.97533789
0.98118157 0.96570015
0.98355426 0.96998127
0.98477633 0.97219021
0.98125591 0.96583415
0.99570063 0.9920834
0.98888758 0.97964361
0.9882199 0.97843068

0.99219769 0.9856725
0.98472934 0.97210523
0.9882201 0.97843104

0.98543154 0.97337571
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0.97158462 0.9484633
0.99658913 0.99371492
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0.95505181 0.91887105
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0.9821525 0.96745087
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0.95945049 0.92675039
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0.98514772 0.97286209
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0.98383883 0.9704954
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0.99540379 0.99153882
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0.99021837 0.98206426
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0.93625988 0.88491204
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0.94363724 0.89832219
0.97629584 0.95691177
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0.99027947 0.98217548
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0.97229981 0.94974459
0.9775467 0.95915874

0.97757228 0.95920472
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0.97297858 0.95096098
0.95795956 0.92408113
0.9942909 0.98949937

0.97507132 0.95471383
0.99431081 0.98953581
0.98283718 0.96868639
0.98341244 0.96972511
0.96055274 0.92872308
0.94205962 0.89546486
0.99697368 0.99442176
0.99136126 0.98414653
0.98382389 0.9704684
0.98083757 0.96508025
0.98045314 0.96438771
0.97847489 0.96082738
0.9918625 0.98506077

0.95631238 0.92113052
0.97684312 0.95789464
0.96658079 0.93950682
0.9720493 0.94929576

0.97613884 0.95662987
0.97675235 0.9577316
0.99875458 0.997701



0.99875458 0.997701
0.95161778 0.91270791
0.98668088 0.97563859
0.97924853 0.96221905
0.99876604 0.99772214
0.99876604 0.99772214
0.9633447 0.93371808
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0.97691283 0.95801985
0.99880252 0.99778942
0.99881137 0.99780573
0.96762773 0.94137993
0.9698505 0.94535799

0.97488836 0.95438557
0.97112266 0.94763588
0.97495278 0.95450114
0.98073762 0.96490016
0.94948423 0.9088717
0.96035732 0.92837337
0.98224776 0.96762272
0.97744346 0.95897323
0.98078404 0.96498381
0.97753881 0.95914457
0.96908892 0.94399477
0.98367407 0.97019771
0.97861829 0.96108527
0.92695673 0.86778972
0.99503175 0.99085665
0.98308305 0.96913028
0.98595655 0.97432626
0.9805848 0.96462487

0.97539876 0.9553014
0.98354063 0.96995665
0.97844151 0.96076734
0.9712538 0.94787076

0.92110856 0.85687622
0.94645467 0.90341292
0.97865047 0.96114316
0.98026156 0.96404266
0.97802339 0.96001557
0.97082696 0.94710633
0.98875496 0.9794026
0.9780896 0.9601346

0.97199146 0.94919213
0.97343305 0.95177562
0.97501061 0.9546049
0.97376413 0.95236921
0.98538397 0.97328961



0.9660773 0.93860612
0.98900013 0.97984817
0.9773357 0.95877959

0.97949344 0.96265979
0.97957395 0.9628047
0.98496205 0.97252615
0.99420325 0.98933888
0.97956188 0.96278298
0.94812418 0.90642289
0.96202634 0.93135967
0.97244707 0.95000845
0.98983092 0.98135906
0.98480842 0.97224826
0.95049428 0.91068857
0.98172961 0.96668816
0.99064599 0.98284297
0.91798874 0.85099971
0.97926127 0.96224198
0.98013908 0.96382209
0.98153678 0.96634047
0.89914151 0.81454515
0.96934645 0.94445572
0.95437379 0.91765515
0.97675384 0.95773428
0.97675384 0.95773428
0.98831742 0.97860778
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0.97956976 0.96279714
0.97434113 0.95340394
0.95308932 0.91535047
0.9753329 0.95518322

0.93497524 0.88256305
0.95751958 0.92329317
0.99231613 0.98588873
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0.9681027 0.9422298

0.98767974 0.97745013
0.97750346 0.95908105
0.9794449 0.96257244
0.9675454 0.94123261

0.96977101 0.9452157
0.98530908 0.97315407
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0.97292137 0.95085845
0.96838986 0.94274367
0.99158788 0.9845598
0.97957107 0.96279951
0.97621843 0.95677276



0.94125133 0.89399889
0.97968019 0.96299591
0.97375381 0.9523507
0.96807171 0.94217436
0.97738594 0.95886986
0.98660012 0.97549221
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0.9595636 0.92695285
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0.97353538 0.95195909
0.95633582 0.92117253
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0.95482927 0.91847201
0.99205356 0.98540942
0.96683695 0.9399651
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0.99642776 0.99341844
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0.96362762 0.93422416
0.97148028 0.94827641
0.97258442 0.95025458
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0.97275867 0.95056684
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0.97395664 0.95271441
0.9648004 0.93632198
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0.97483912 0.95429723
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0.99481254 0.99045489
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0.97326448 0.95147345
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0.9642501 0.93533764
0.97629924 0.95691787
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0.98473397 0.9721136
0.98409468 0.97095775
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0.97133034 0.94800785
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0.96140542 0.93024878
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0.96511499 0.93688471
0.97328559 0.95151129
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0.96067051 0.92893381
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0.95608471 0.92072255
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0.95461167 0.91808179
0.95392929 0.9168578
0.90441115 0.82491689
0.96324781 0.93354476
0.95449233 0.91786776
0.97249484 0.95009406
0.95083085 0.91129368
0.95825038 0.9246019
0.95463722 0.91812761
0.95663064 0.92170079



0.95346359 0.91602218
0.96976595 0.94520665
0.96820313 0.94240952
0.94217713 0.89567787
0.97573096 0.95589764
0.95149126 0.9124806
0.97538308 0.95527326
0.95761499 0.92346407
0.97293933 0.95089063
0.94012411 0.89195203
0.97245011 0.9500139
0.95032927 0.91039185
0.96594648 0.9383721
0.94610048 0.90277374
0.94335438 0.89781027
0.95705752 0.92246554
0.9673719 0.94092219
0.945296 0.90132114

0.97464202 0.95394364
0.95874788 0.92549265
0.96162464 0.93064101
0.95381475 0.91665229
0.95504559 0.91885989
0.97568383 0.95581304

0.937697 0.88753461
0.9601884 0.92807108

0.94942354 0.90876248
0.96193426 0.93119493
0.9122539 0.8400887
0.9508767 0.91137611

0.96818567 0.94237829
0.96200406 0.93131982
0.96239519 0.93201954
0.95447171 0.91783077
0.92263396 0.85973526
0.94349274 0.8980607
0.96451319 0.93580824
0.93438121 0.88147531
0.93797596 0.88804306
0.9550306 0.91883301

0.95703125 0.92241848
0.97558037 0.95562735
0.9813724 0.96604413

0.90191074 0.82001416
0.94852116 0.90713795
0.96171226 0.93079777
0.93910011 0.89009006
0.94027563 0.89222733



0.95392242 0.91684548
0.96537235 0.93734507
0.96551985 0.93760892
0.91669972 0.84855984
0.95088988 0.91139979
0.9552881 0.91929467

0.95870761 0.92542054
0.962868 0.93286534

0.97167415 0.94862369
0.95609628 0.92074327
0.96430165 0.93542984
0.96015396 0.92800943
0.95317656 0.91550707
0.94758227 0.90544638
0.96021455 0.92811786
0.96781668 0.94171801
0.9633134 0.93366209

0.94008223 0.89187593
0.99127924 0.98399698
0.95478303 0.91838909
0.93653264 0.88541021
0.89982376 0.81589644
0.94786464 0.90595526
0.96128859 0.93003975
0.96891713 0.94368731
0.96147551 0.93037418
0.95855657 0.92515013
0.94440725 0.89971499
0.95125769 0.91206088
0.94309269 0.89733651
0.9555434 0.91975234

0.92631996 0.8666075
0.96260322 0.93239168
0.95187313 0.91316664
0.97580093 0.95602324
0.95717502 0.92267602
0.9485553 0.90719945

0.94173419 0.89487481
0.97111986 0.94763088
0.97087627 0.94719463
0.95171776 0.91288753
0.95624046 0.92100165
0.94056806 0.89275851
0.94265286 0.89653993
0.94238922 0.89606225
0.94843517 0.90698309
0.95790781 0.92398847
0.96646773 0.93930457



0.97884987 0.96150181
0.95809736 0.9243279
0.95853062 0.92510366
0.94736663 0.90505768
0.99464883 0.99015493
0.97290878 0.95083588
0.98543207 0.97337668
0.96333781 0.93370575
0.88582752 0.78763678
0.9494582 0.90882484
0.9655181 0.93760579

0.99586257 0.99238059
0.91607292 0.84737085
0.94943692 0.90878655
0.91763583 0.85033243
0.98599036 0.97438748
0.91847427 0.85191688
0.9683264 0.94263012

0.95543414 0.91955649
0.96916412 0.94412936
0.97231112 0.94976486
0.95744097 0.92315239
0.94055103 0.89272759
0.95546704 0.91961547
0.92301825 0.86045411
0.98341751 0.96973427
0.91169045 0.83900867
0.92831474 0.87030628
0.94017107 0.89203735
0.98987554 0.98144027
0.95772507 0.92366121
0.94761155 0.90549916
0.94271898 0.8966597
0.96586266 0.93822216
0.93338427 0.87964753
0.97214807 0.94947271
0.95114309 0.91185492
0.85751185 0.72662144
0.94567952 0.90201378
0.93959003 0.89098121
0.95793367 0.92403477
0.95497926 0.91874095
0.95567057 0.91998029
0.98157679 0.9664126
0.95629187 0.92109378
0.96821366 0.94242837
0.94777865 0.90580031
0.96182686 0.93100279



0.94861413 0.90730539
0.96959083 0.94489316
0.94547541 0.90164519
0.95254971 0.91438174
0.96626986 0.93895058
0.94916557 0.90829819
0.96804685 0.94212987
0.88496945 0.78586583
0.94100577 0.89355323
0.93852339 0.88904028
0.96032874 0.92832222
0.95661758 0.92167738
0.94217094 0.89566666
0.96042433 0.92849329
0.93739544 0.88698474
0.94981078 0.90945925
0.97556585 0.95560129
0.99606079 0.99274447
0.9607356 0.92905028

0.94612278 0.90281399
0.99274143 0.98666547
0.95320203 0.91555277
0.94113123 0.89378094
0.95664275 0.92172248
0.96097797 0.92948397
0.95476553 0.9183577
0.96958482 0.9448824
0.96328356 0.93360871
0.95738223 0.92304717
0.94952522 0.90894545
0.96092319 0.92938596
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685

0.98317677 0.9692995
0.96435542 0.93552603
0.97180927 0.94886574
0.96616753 0.93876753
0.98701511 0.97624451
0.95813572 0.92439659
0.93891155 0.88974693
0.96875916 0.94340457

0.908561 0.83298255



0.95328118 0.91569483
0.94680504 0.90404499
0.94680504 0.90404499
0.94680504 0.90404499
0.95365842 0.9163718
0.9221958 0.85891495

0.98088809 0.96517128
0.9486849 0.90743283

0.95657228 0.92159622
0.94640293 0.90331955
0.96182551 0.93100039
0.95846813 0.92499178
0.9551504 0.91904781

0.99208403 0.98546503
0.94658049 0.90363993
0.93855935 0.88910576
0.94441647 0.89973165
0.8921969 0.80064062

0.96328462 0.93361062
0.96143629 0.93030402
0.94016469 0.89202576
0.89894751 0.81416044
0.93350714 0.87987296
0.95206527 0.91351178
0.96567867 0.93789302
0.94428204 0.89948859
0.94001932 0.8917616
0.94540139 0.90151151
0.95585054 0.92030286
0.94734838 0.90502477
0.96546279 0.93750686
0.96431946 0.9354617
0.96183016 0.93100869
0.96349847 0.93399314
0.95147771 0.91245624
0.95624915 0.92101722
0.96664655 0.93962448
0.96106377 0.92963749
0.97991074 0.96341095
0.96490798 0.93651442
0.89090392 0.79802075
0.94873943 0.90753101
0.96738845 0.94095181
0.96208493 0.93146448
0.95989415 0.92754446
0.95967711 0.92715602
0.90632011 0.82863798
0.88302297 0.78183128



0.95625605 0.92102959
0.95577366 0.92016508
0.96370002 0.93435367
0.95229428 0.91392307
0.94621423 0.90297905
0.95831069 0.92470988
0.95764436 0.92351667
0.94114605 0.89380784
0.95468479 0.91821291
0.96442332 0.93564749
0.90996754 0.83569684
0.94080385 0.89318667
0.96178715 0.93093175
0.98416226 0.97107991
0.95618445 0.92090128
0.95722776 0.92277049
0.96102541 0.92956886
0.97178502 0.94882229
0.93763148 0.88741516
0.95342196 0.91594749
0.95697967 0.92232608
0.99200753 0.98532541
0.96745876 0.94107759
0.98115663 0.9656552
0.9501974 0.91015468

0.96481766 0.93635287
0.95294008 0.91508258
0.96008007 0.9278772
0.94779179 0.90582398
0.9873706 0.97688924

0.95815599 0.92443288
0.92272098 0.85989808
0.95344783 0.91599392
0.95448951 0.91786271
0.94679475 0.90402643
0.94524633 0.90123142
0.94544286 0.9015864
0.95167251 0.91280624
0.95341844 0.91594116
0.94130871 0.89410301
0.98239154 0.96788214
0.95111457 0.91180367
0.95851432 0.92507449
0.94430836 0.89953617
0.95810896 0.92434866
0.97144517 0.94821352
0.88821818 0.79254665
0.95003099 0.90985538



0.95703107 0.92241816
0.96539083 0.93737813
0.98095522 0.96529224
0.94202355 0.89539949
0.9276634 0.86910005

0.94378031 0.89858106
0.95885063 0.9256766
0.9467668 0.90397602

0.96783087 0.9417434
0.94406917 0.89910362
0.96066093 0.92891667
0.94482699 0.90047372
0.96731109 0.9408134
0.91563517 0.84653945
0.95207615 0.91353132
0.94704592 0.90447942
0.97433942 0.95340086
0.92882551 0.87125116
0.9360532 0.88453441

0.93708466 0.88641781
0.97464488 0.95394877
0.93029209 0.87395948
0.94980877 0.90945563
0.94608771 0.90275069
0.96864202 0.94319493
0.97684728 0.95790212
0.96763111 0.94138597
0.95616086 0.92085901
0.94655425 0.90359259
0.95404736 0.9170696
0.95658641 0.92162154
0.95572762 0.92008255
0.95026342 0.91027342
0.96936896 0.944496
0.88492071 0.78576509
0.95638423 0.92125928
0.95276642 0.91477082
0.95501165 0.91879903
0.96727319 0.94074558
0.96437003 0.93555216
0.94115049 0.89381589
0.95287198 0.91496033
0.94340046 0.89789368
0.96626692 0.93894533
0.94807184 0.90632861
0.94911097 0.9081999
0.9474544 0.90521589

0.95261197 0.91449354



0.94171893 0.89484714
0.95672656 0.92187264
0.99545313 0.99162932
0.90988811 0.83554381
0.94121709 0.89393676
0.95518571 0.91911111
0.95054104 0.91077264
0.94956849 0.90902331
0.99338422 0.98784031
0.95372878 0.91649805
0.95384371 0.91670426
0.97086037 0.94716615
0.97548522 0.95545657
0.95250845 0.91430767

0.889393 0.79494657
0.96496778 0.93662139
0.9653135 0.9372398

0.95208385 0.91354515
0.88220792 0.78013474
0.94251119 0.89628327
0.94397609 0.89893525
0.94991715 0.90965061
0.95318944 0.91553018
0.95637755 0.92124731
0.98191704 0.96702616
0.93089241 0.87506608
0.94067942 0.89296074
0.93132981 0.87587166
0.99531045 0.99136764
0.96320487 0.93346795
0.97634971 0.95700849
0.9470266 0.90444459

0.93296895 0.87888524
0.95597056 0.92051797
0.92716797 0.86818159
0.93685537 0.88599939
0.95776766 0.92373747
0.94127633 0.89404424
0.93149307 0.87617217
0.90036064 0.81695799
0.9253582 0.86481918

0.96840515 0.94277105
0.97329648 0.9515308
0.98930102 0.98039518
0.96602774 0.93851747
0.95080549 0.91124809
0.96946833 0.94467387
0.99002809 0.98171788



0.96340093 0.93381866
0.92607824 0.86615836
0.9517156 0.91288366

0.89229372 0.80083639
0.95233341 0.91399334
0.96657236 0.93949175
0.97141621 0.94816166
0.94049335 0.89262284
0.95779255 0.92378205
0.95310796 0.91538394
0.93858932 0.88916034
0.93576411 0.88400604
0.9527939 0.91482017

0.96362126 0.93421279
0.98493721 0.97248123
0.9222335 0.85898556

0.95402518 0.91702983
0.96352715 0.93404445
0.94888746 0.90779755
0.96487914 0.93646283
0.94821397 0.90658465
0.98991425 0.9815107
0.91839182 0.85176121
0.93964626 0.89108345
0.96604735 0.93855254
0.95012665 0.91002745
0.95128068 0.9121022
0.94900004 0.90800023
0.95181717 0.91306612
0.95136252 0.91224927
0.9269848 0.86784179

0.90292136 0.82199973
0.94358323 0.89822446
0.96156106 0.93052725
0.93517104 0.88292136
0.94620806 0.90296791
0.94225765 0.89582383
0.94926133 0.90847055
0.96311862 0.93331366
0.94227872 0.89586201
0.9639899 0.9348722

0.95349448 0.91607763
0.93430549 0.88133659
0.94036576 0.89239106
0.94675439 0.90395362
0.95500372 0.91878481
0.87857877 0.77252854
0.9534478 0.91599386



0.95165208 0.91276954
0.94675604 0.90395661

0.943767 0.89855699
0.95168647 0.91283132
0.95658769 0.92162383
0.94577252 0.90218171
0.95136746 0.91225813
0.9536648 0.91638325

0.94170227 0.89481692
0.9661951 0.93881686

0.96556175 0.93768388
0.97978222 0.96317959
0.95241567 0.91414105
0.9603541 0.9283676

0.97532357 0.95516648
0.92796013 0.86964974
0.92796013 0.86964974
0.95328133 0.91569509
0.92346374 0.86128673
0.96014669 0.92799642
0.93463832 0.88194623
0.94331503 0.89773904
0.97065135 0.94679187
0.96604634 0.93855074
0.96036649 0.92838978
0.95832029 0.92472708
0.95832029 0.92472708
0.94700188 0.9044
0.95545988 0.91960263
0.94562961 0.90192367
0.93227457 0.87760961
0.93279754 0.87857048
0.94902199 0.90803974
0.95228898 0.91391355
0.94464187 0.90013914
0.96025051 0.92818223
0.95083572 0.91130244
0.9387652 0.88948055

0.95354855 0.91617464
0.9286731 0.8709693

0.97066646 0.94681892
0.95080917 0.9112547
0.94548522 0.9016629
0.95695521 0.92228227
0.95364772 0.9163526
0.95575111 0.92012466
0.86690362 0.74746491
0.96580587 0.93812056



0.94200479 0.89536547
0.96371141 0.93437405
0.93986598 0.8914829
0.94589452 0.90240197
0.97536329 0.95523774
0.97186762 0.94897026
0.92534343 0.86479169
0.94417326 0.89929187
0.95242154 0.9141516
0.94985726 0.90954287
0.94701727 0.90442776
0.96695552 0.94017724
0.94576005 0.90215919
0.94069514 0.8929893
0.95532302 0.91935728
0.88438317 0.78465315
0.96948634 0.94470612
0.97917504 0.96208682
0.99773203 0.99581697
0.91669812 0.84855681
0.95907505 0.92607834
0.9218217 0.85821399

0.95974612 0.92727953
0.95375347 0.91654235
0.96483017 0.93637524
0.87081938 0.75597401
0.99334773 0.98777359
0.9326184 0.87824143

0.95089053 0.91140096
0.95528854 0.91929547
0.98358896 0.97004395
0.96790934 0.94188381
0.97774835 0.95952116

0.968423 0.94280297
0.93118481 0.87560467
0.96707743 0.94039534
0.95813871 0.92440194
0.95592154 0.92043011
0.95619746 0.92092459
0.95681569 0.92203232
0.94805686 0.90630161
0.95191302 0.9132383
0.93629809 0.88498184
0.9146987 0.84475804

0.95652333 0.92150851
0.97051484 0.94654744
0.87999418 0.77550523
0.95051352 0.91072317



0.92537502 0.86485048
0.95341183 0.9159293
0.94597664 0.90255021
0.94924978 0.90844976
0.95678442 0.92197629
0.95714546 0.92262306
0.94628757 0.9031114
0.95362147 0.91630549
0.94145407 0.89436673
0.93814416 0.88834954
0.95111412 0.91180285
0.96569589 0.93792383
0.95954553 0.9269205
0.90695415 0.8298698
0.95613504 0.92081273
0.94006626 0.89184691
0.96493836 0.93656876
0.9507027 0.91106331

0.96080295 0.9291708
0.91214926 0.83988824
0.95218619 0.91372896
0.94968249 0.90922843
0.92425318 0.86276036
0.96025405 0.92818855
0.94925323 0.90845596
0.9337583 0.88033361

0.98311643 0.96919054
0.9514506 0.91240753

0.95649322 0.92145456
0.95327046 0.9156756
0.94239346 0.89606994
0.93491527 0.88245328
0.94908586 0.9081547
0.97746001 0.95900296
0.95525963 0.91924364
0.94504908 0.90087506
0.94346682 0.89801379
0.96109049 0.92968531
0.92667678 0.86727014
0.95566325 0.91996718
0.96210939 0.93150825

0.930587 0.87450324
0.94208482 0.89551055
0.94767812 0.90561913
0.93752558 0.88722208
0.94037075 0.89240014
0.94577036 0.9021778
0.95513831 0.91902613



0.94932691 0.90858858
0.94060952 0.8928338
0.97403726 0.95285897
0.94158847 0.89461053
0.97230733 0.94975806
0.95761459 0.92346334
0.94343908 0.89796357
0.95044156 0.91059378
0.94866137 0.90739046
0.9528025 0.91483561

0.95009179 0.90996473
0.92784612 0.86943857
0.92541635 0.8649274
0.9464134 0.90333845

0.94347117 0.89802166
0.92227893 0.85907065
0.95809197 0.92431825
0.94511447 0.90099319
0.98570054 0.97386268
0.95652204 0.92150619
0.89216934 0.80058488
0.9202578 0.85527766

0.94190135 0.89517792
0.95905316 0.92603916
0.98774294 0.97756483
0.92459293 0.86339384
0.93753604 0.88724114
0.90738854 0.83071255
0.94142473 0.8943135
0.95294888 0.91509839
0.95118229 0.91192537
0.9439863 0.89895372

0.85671845 0.72483215
0.93662038 0.88557041
0.93960376 0.89100618
0.9375405 0.88724927

0.92971472 0.87289409
0.93241325 0.87786449
0.93195624 0.87702432
0.9518249 0.91308002

0.89958529 0.8154244
0.94135162 0.89418086
0.95634549 0.92118986
0.95212791 0.91362429
0.96477057 0.93626862
0.99519804 0.99116151
0.99061218 0.98278139
0.93243251 0.87789989



0.94001157 0.89174752
0.94822979 0.90661316
0.95119981 0.91195686
0.93371546 0.88025505
0.94802212 0.90623903
0.95786285 0.92390795
0.93827452 0.88858702
0.93950109 0.89081946
0.94514274 0.90104428
0.90642928 0.82885023
0.94316163 0.89746132
0.94726331 0.9048714
0.95525485 0.91923507
0.9405064 0.89264654
0.9500689 0.90992357

0.99488015 0.99057878
0.94583467 0.9022939
0.95000559 0.90980968
0.95234461 0.91401345
0.94703093 0.90445238
0.92690972 0.86770249
0.9237607 0.86184133

0.92056378 0.85585292
0.95769421 0.92360593
0.93559072 0.88368903
0.95365806 0.91637116
0.94686933 0.90416095
0.99055714 0.98268114
0.95419133 0.91732787
0.96618515 0.93879905
0.93280571 0.87858548
0.9575604 0.92336629

0.95761931 0.9234718
0.91728596 0.84967037
0.95448516 0.91785489
0.95652196 0.92150605
0.93524312 0.88305323
0.93143944 0.87607346
0.92949053 0.87248013
0.93424971 0.88123439
0.95264696 0.91455636
0.94375409 0.89853363
0.97595133 0.95629323
0.93077149 0.87484327
0.94705038 0.90448747
0.9709264 0.94728441
0.9566862 0.92180033

0.94482738 0.90047443



0.88404443 0.78395149
0.93216602 0.87741005
0.98238042 0.96786207
0.95422977 0.91739683
0.94445629 0.89980365
0.94888488 0.90779289
0.93825354 0.8885488
0.95794027 0.92404659
0.94490542 0.90061545
0.94617645 0.90291086
0.95978306 0.92734564
0.95266629 0.91459106
0.94537842 0.90147001
0.96256152 0.93231709
0.95160706 0.91268866
0.93547062 0.88346939
0.93431897 0.88136129
0.95540187 0.91949864
0.96559993 0.93775218
0.94003066 0.89178221
0.93819836 0.88844828
0.99459741 0.99006072
0.97665512 0.95755697
0.94232966 0.89595433
0.94232966 0.89595433
0.94232966 0.89595433
0.95299421 0.91517976
0.94673914 0.90392612
0.90829513 0.8324684
0.94938527 0.9086936
0.93645442 0.88526737
0.93645442 0.88526737
0.96134426 0.93013935
0.9724914 0.9500879

0.94143491 0.89433196
0.93783721 0.88779019
0.95254726 0.91437735
0.94307439 0.89730337
0.97078597 0.94703292
0.92835028 0.87037205
0.92070589 0.85611997
0.89895054 0.81416646
0.93987254 0.89149483
0.94133386 0.89414864
0.95238109 0.91407896
0.94476645 0.90036431
0.92889085 0.87137199
0.95085694 0.91134059



0.93409641 0.88095345
0.95903332 0.92600364
0.95470602 0.918251
0.88111015 0.77784297
0.96410144 0.93507172
0.94736042 0.90504647
0.93465412 0.88197517
0.95010023 0.90997992
0.92839021 0.87044594
0.93538865 0.88331947
0.95930309 0.92648654
0.94552713 0.90173859
0.97532872 0.95517571
0.97754161 0.95914961
0.96979081 0.94525115
0.97801245 0.95999589
0.9263735 0.86670695

0.94961995 0.9091159
0.94961995 0.9091159

0.958972 0.92589387
0.99112328 0.98371268
0.97136042 0.94806172
0.97862528 0.96109785
0.93593324 0.88431518
0.91444556 0.84427582
0.91613818 0.84749472
0.92418147 0.86262659
0.93555476 0.88362326
0.95259716 0.91446694
0.98380735 0.97043852
0.94236629 0.89602071
0.93420015 0.88114358
0.9279838 0.86969358

0.96085361 0.92926145
0.95002942 0.90985255
0.93793664 0.88797141
0.98298341 0.96895038
0.95273648 0.91471709
0.95306053 0.91529879
0.93263001 0.87826276
0.92128602 0.85720931
0.93233411 0.87771904
0.88255627 0.78086035
0.90794373 0.83178831
0.9456773 0.90200977

0.95300851 0.91520542
0.95076654 0.91117807
0.93844398 0.88889568



0.95194878 0.91330254
0.95017744 0.9101188
0.94858649 0.90725562
0.91336157 0.84220763
0.95680116 0.92200629
0.95259674 0.91446618
0.95003642 0.90986515
0.93881552 0.88957213
0.95231579 0.9139617
0.94461102 0.90008337
0.94794678 0.90610328
0.93665948 0.88564179
0.96009845 0.9279101
0.94279781 0.89680249
0.93805353 0.88818441
0.93463153 0.88193381
0.98541974 0.97335436
0.96045288 0.92854437
0.98350822 0.96989812
0.85214569 0.71443239
0.88795804 0.7920141
0.97505291 0.9546808
0.93301148 0.87896333
0.87938884 0.77423377
0.95938173 0.92662732
0.94610544 0.9027827
0.94750102 0.90529993

0.934646 0.88196029
0.95127583 0.91209347
0.93817145 0.88839926
0.95893596 0.92582934
0.94108983 0.8937058
0.97334617 0.95161987
0.93875115 0.88945496
0.95272093 0.91468917
0.94247223 0.89621267
0.93086937 0.87502363
0.87319828 0.76109233
0.94851855 0.90713325
0.93331645 0.87952309
0.93143728 0.87606948
0.96149031 0.93040066
0.92883245 0.87126401
0.93774976 0.88763078
0.91840183 0.85178011

0.954868 0.91854146
0.94837547 0.90687556
0.92897523 0.87152798



0.95728012 0.92286428
0.99188426 0.98510047
0.99488305 0.9905841
0.95229844 0.91393054
0.92019096 0.85515194
0.94634363 0.90321257
0.9623971 0.93202296

0.92673735 0.86738258
0.93796241 0.88801837
0.94540708 0.90152177
0.95460494 0.91806972
0.93870418 0.88936945
0.94316783 0.89747255
0.9620243 0.93135602

0.94639141 0.90329878
0.96396189 0.9348221
0.94979518 0.90943118
0.95222148 0.91379234
0.95021159 0.9101802
0.94136866 0.89421177
0.99396129 0.98889598
0.98545551 0.9734191
0.94482446 0.90046915
0.94667348 0.90380767
0.95460877 0.91807659
0.94736129 0.90504804
0.94567716 0.90200953
0.93051138 0.87436384
0.93256845 0.87814967
0.95672594 0.92187152
0.92002735 0.85484415
0.95161347 0.91270016
0.93691646 0.88611089
0.94412273 0.89920049
0.88612887 0.78825764
0.96857547 0.94307583
0.90385206 0.82382351
0.99416463 0.98926818
0.97509559 0.95475738
0.93837779 0.88877513
0.93474419 0.88214008
0.93532819 0.88320887
0.94839019 0.90690207
0.9288001 0.87120418

0.92431638 0.86287822
0.94987996 0.9095837
0.95304816 0.9152766
0.95135941 0.91224367



0.95538543 0.91946916
0.95530875 0.91933169
0.95268101 0.91461749
0.94403921 0.89904942
0.94838738 0.90689702
0.95163582 0.91274032
0.94406296 0.89909237
0.94447742 0.89984185
0.94192033 0.89521234
0.94694198 0.90429198
0.96203447 0.93137421
0.94047049 0.89258132
0.94969868 0.90925757
0.9440862 0.8991344

0.90907544 0.83397641
0.93846835 0.88894005
0.94929331 0.9085281
0.93721437 0.88665446
0.98658083 0.97545725
0.96831354 0.9426071
0.93692814 0.88613221
0.94005606 0.89182836
0.94589376 0.90240059
0.92318309 0.86076227
0.90691188 0.82978773
0.93889865 0.88972344
0.93771928 0.88757523
0.9581812 0.92447802

0.93450432 0.88170083
0.9238451 0.86199889

0.93130422 0.87582454
0.95514878 0.91904489
0.98771786 0.97751931
0.93987817 0.89150505
0.95948297 0.92680853
0.81774473 0.63145989
0.94262336 0.89648648
0.91212302 0.83983796
0.96576433 0.93804626
0.94793338 0.90607913
0.93041708 0.87418998

0.908004 0.83190499
0.93594484 0.8843364
0.94911497 0.90820711
0.9089041 0.83364555

0.93741817 0.8870262
0.9515513 0.91258848

0.97560734 0.95567575



0.95144464 0.91239682
0.95177826 0.91299623
0.93672146 0.88575495
0.91756436 0.85019722
0.9444259 0.89974871

0.95405515 0.91708358
0.95845542 0.92496903
0.96244317 0.93210537
0.94805336 0.90629531
0.98940916 0.98059184
0.94344123 0.89796747
0.90191905 0.82003051
0.9441786 0.89930152

0.95431778 0.91755468
0.93615752 0.88472503
0.95241849 0.91414613
0.93415154 0.8810545
0.95747056 0.92320539
0.86971519 0.75358522
0.94644139 0.90338895
0.95355957 0.91619442
0.92380682 0.86192743
0.94126177 0.89401782
0.91252271 0.84060345
0.96763994 0.94140177
0.94355774 0.89817834
0.95105487 0.91169636
0.94703027 0.9044512
0.94796167 0.90613011
0.92142625 0.85747241
0.94695536 0.90431611
0.94192604 0.8952227
0.97330497 0.95154603
0.90901388 0.83385755
0.94781995 0.90587474
0.93558969 0.88368714
0.95239913 0.91411136
0.93274156 0.87846767
0.93412985 0.88101473
0.92309134 0.86059076
0.94355426 0.89817204
0.94938437 0.90869198
0.92485861 0.86388892
0.92132624 0.85728477
0.94602207 0.90263221
0.94713059 0.90463211
0.93891485 0.88975292
0.97567244 0.9557926



0.95850233 0.92505301
0.93886891 0.88966931
0.88394958 0.7837549
0.94640309 0.90331985
0.91709561 0.84930995
0.93306963 0.87907009
0.96410038 0.93506983
0.99343982 0.98794198
0.94920997 0.9083781
0.90841928 0.83270853
0.93889084 0.88970923
0.93934623 0.89053781
0.94298107 0.8971344
0.94371391 0.89846093
0.9230754 0.86056096

0.93364363 0.88012332
0.94275428 0.89672365
0.94996584 0.90973819
0.95153017 0.9125505
0.95054399 0.91077795
0.93394882 0.88068292
0.93175036 0.87664563
0.90770485 0.83132562
0.94094029 0.89343436
0.94892755 0.90786971
0.91712728 0.84936993
0.90172726 0.81965309
0.93354918 0.87995008
0.9442656 0.89945885
0.9407763 0.89313666

0.95128154 0.91210373
0.96711612 0.94046456
0.88826767 0.79264792
0.93545889 0.88344794
0.94391253 0.89882028
0.9244734 0.86317102

0.93656371 0.88546693
0.93671854 0.88574962
0.93443773 0.88157885
0.95096745 0.91153922
0.93210864 0.87730457
0.93863943 0.88925158
0.9406617 0.89292857

0.92429505 0.86283845
0.93247784 0.87798317
0.98018694 0.96390828
0.95775874 0.9237215
0.95775874 0.9237215



0.95775874 0.9237215
0.93672974 0.88577006
0.94009667 0.89190216
0.94404827 0.89906581
0.94429691 0.89951547
0.94450925 0.89989939

0.93921 0.89028999
0.94439698 0.89969641
0.93629303 0.88497259
0.97452112 0.95372677
0.94474036 0.90031715
0.91596609 0.84716804
0.95115275 0.91187227
0.92313554 0.8606734
0.92012603 0.8550298
0.93959312 0.89098683
0.93703074 0.88631943
0.93912868 0.89014204
0.94801241 0.90622153
0.97927796 0.96227201
0.95389154 0.91679007
0.9283264 0.87032784
0.9020141 0.82021749

0.92595477 0.86592885
0.94056356 0.89275034
0.94902986 0.9080539
0.9271638 0.86817385

0.94182388 0.89503746
0.94710387 0.90458391
0.93785542 0.88782338
0.94152771 0.89450032
0.94152771 0.89450032
0.94152771 0.89450032
0.95480235 0.91842374
0.93888565 0.88969979
0.93256054 0.87813514
0.99604526 0.99271595
0.93265722 0.87831275
0.99112639 0.98371834
0.96238989 0.93201006
0.95712511 0.92258661
0.92708327 0.86802448
0.92761773 0.86901542
0.93716581 0.88656588
0.9359541 0.88435332

0.89705656 0.81039961
0.92990394 0.87324337
0.94845385 0.90701673



0.9559313 0.9204476
0.96006489 0.92785004
0.94309721 0.89734469
0.95513035 0.91901186
0.9374665 0.88711434

0.97042271 0.94638246
0.96024824 0.92817816
0.95550741 0.91968782
0.95950199 0.92684257
0.94792767 0.90606885
0.91915792 0.85320667
0.92887378 0.87134042
0.94045554 0.89255416
0.94737302 0.9050692
0.96451518 0.9358118
0.92390805 0.86211639
0.92389018 0.86208303
0.9400585 0.8918328

0.94114888 0.89381296
0.93236145 0.87776929
0.88642024 0.7888574
0.95330305 0.91573408
0.94278423 0.89677789
0.94161919 0.89466624
0.98065962 0.96475964
0.93677482 0.88585236
0.92964105 0.87275808
0.93690147 0.88608352
0.95445302 0.91779726
0.92189232 0.85834635
0.87665657 0.76846501
0.92445569 0.863138
0.96073597 0.92905095
0.93133094 0.87587373
0.93253673 0.87809138
0.95143933 0.91238729
0.93381239 0.88043281
0.94313065 0.89740523
0.95821761 0.92454322
0.93195723 0.87702614
0.94570193 0.90205424
0.94351044 0.89809273
0.95255734 0.91439544
0.94403244 0.89903718
0.96100365 0.92952992
0.94607276 0.90272372
0.91657548 0.8483243
0.94375355 0.89853264



0.92034501 0.85544166
0.92945052 0.87240623
0.91884346 0.85261365
0.93598684 0.88441314
0.94853609 0.90716484
0.95190531 0.91322445
0.94179666 0.8949881
0.93709635 0.88643915
0.92628096 0.86653504
0.97121629 0.94780358
0.94291608 0.8970167
0.96724562 0.94069626
0.92871733 0.87105111
0.92860698 0.87084701
0.90691859 0.82980076
0.92900622 0.87158527
0.95578947 0.92019341
0.94016652 0.8920291
0.93910794 0.89010431
0.94483559 0.90048927
0.92857232 0.87078289
0.93671654 0.88574597
0.93342026 0.87971357
0.92341661 0.86119867
0.93134235 0.87589474
0.94983066 0.909495
0.92392246 0.86214328
0.94430929 0.89953787
0.95032199 0.91037875
0.94435198 0.89961504
0.94315165 0.89744326
0.93825421 0.88855002
0.93438913 0.88148982
0.94156538 0.89456864
0.95199159 0.91337944
0.91838235 0.85174332
0.95433372 0.91758328
0.94585357 0.90232804
0.98382012 0.97046159
0.93115529 0.87555031
0.98986932 0.98142895
0.95463349 0.91812092
0.92281551 0.86007493
0.9150208 0.8453712

0.95268107 0.91461759
0.95877304 0.92553769
0.94636708 0.90325487

0.950776 0.91119507



0.95425579 0.91744349
0.92816291 0.87002523
0.96684272 0.93997542
0.94993156 0.90967653
0.95676713 0.92194531
0.9199836 0.85476183

0.91478975 0.84493141
0.96438668 0.93558195
0.95849258 0.92503556
0.92032626 0.85540639
0.95839223 0.92485589
0.93924051 0.8903455
0.94882175 0.90767923
0.94639688 0.90330864
0.94998642 0.90977521
0.94062906 0.89286929
0.89483255 0.80595041
0.93902611 0.8899554
0.98098459 0.96534517
0.9340849 0.88093236

0.95058822 0.91085748
0.94589658 0.90240568
0.92569068 0.86543778
0.93090025 0.87508052
0.94313103 0.89740593
0.93912852 0.89014176
0.93233185 0.87771489
0.89667148 0.80963126
0.96234031 0.93192136
0.9878725 0.97779997

0.96756628 0.94126997
0.93047344 0.87429389
0.96099559 0.9295155
0.9502585 0.91026458

0.93558263 0.88367423
0.92723944 0.86831414
0.94294765 0.89707386
0.99356237 0.98816612
0.92884082 0.87127947
0.98438251 0.97147806
0.94943682 0.90878637
0.93875934 0.88946986
0.96470993 0.93616016
0.91921524 0.85331471
0.91655738 0.84828998
0.93706496 0.88638187
0.9007502 0.81772726

0.93735713 0.88691487



0.94659104 0.90365896
0.9852478 0.97304318

0.93604336 0.88451643
0.94558769 0.90184795
0.95278024 0.91479564
0.98498989 0.97257652
0.96240972 0.93204553
0.90736812 0.83067296
0.94421338 0.89936442
0.92971225 0.87288954
0.94567268 0.90200144
0.92579653 0.86563464
0.91747269 0.85002377
0.9183534 0.85168866

0.92714208 0.86813356
0.94306806 0.89729191
0.9339066 0.88060553

0.91661175 0.84839308
0.94104353 0.89362177
0.94152583 0.89449691
0.95673011 0.921879
0.88388122 0.78361317
0.91599105 0.84721542
0.94225863 0.89582559
0.93912786 0.89014056
0.93912786 0.89014056
0.94933974 0.90861166
0.94361819 0.89828772
0.96239745 0.93202358
0.93912742 0.89013975
0.94175254 0.8949081
0.94265735 0.89654806
0.96793898 0.94193685
0.95096228 0.91152994
0.94541724 0.90154013
0.92752972 0.8688523
0.93796259 0.8880187
0.8928578 0.80197591

0.92183828 0.85824505
0.93380332 0.88041618
0.91735877 0.84980817
0.9075596 0.83104416

0.93454047 0.88176703
0.94596802 0.90253465
0.92755972 0.8689079
0.94513416 0.90102877
0.89221127 0.80066968
0.9291654 0.87187946



0.9906376 0.98282769
0.95736946 0.92302431
0.92156246 0.85772791
0.95219712 0.91374858
0.93574761 0.88397588
0.91461264 0.84459412
0.95069217 0.91104437
0.94807238 0.90632958
0.9479983 0.9061961

0.91110805 0.83789073
0.94822723 0.90660854
0.94092619 0.89340878
0.94131847 0.89412071
0.95018657 0.91013522
0.93879478 0.88953438
0.93246768 0.87796451
0.92017368 0.85511945
0.92554305 0.86516316
0.95892659 0.92581257
0.9200758 0.8549353

0.92734851 0.86851637
0.94033864 0.89234181
0.90582469 0.82767408
0.93850179 0.88900095
0.93213757 0.87735776
0.96759446 0.94132039
0.91493439 0.84520675
0.91493439 0.84520675
0.93376313 0.88034248
0.92489973 0.86396552
0.91542229 0.84613484
0.9883058 0.97858667

0.95943956 0.92673082
0.96285911 0.93284945

0.960851 0.92925678
0.92984494 0.87313449
0.9219073 0.85837442

0.93867363 0.88931384
0.93024582 0.87387414
0.96639317 0.93917119
0.93720811 0.88664305
0.95765651 0.92353843
0.94137398 0.89422142
0.91994726 0.85469343
0.93893323 0.88978638
0.95620991 0.9209469
0.9469282 0.90426712
0.9448823 0.90057367



0.92963042 0.87273846
0.92093687 0.85655385
0.94732199 0.90497719
0.92632865 0.86662363
0.93737092 0.88694003
0.92692515 0.86773111
0.9310936 0.87543669

0.95349306 0.91607508
0.99172163 0.98480377
0.94962647 0.90912764
0.9610048 0.92953197
0.9437286 0.89848751
0.9557256 0.92007893
0.9809781 0.96533346
0.9809781 0.96533346

0.91818366 0.85136803
0.93836748 0.88875635
0.94188983 0.89515705
0.92669527 0.86730447
0.95793777 0.92404211
0.92880255 0.87120872
0.93538958 0.88332117
0.9381078 0.8882833

0.92547554 0.86503755
0.98270264 0.96844355
0.94579857 0.90222873
0.94230241 0.89590495
0.92811679 0.86993983
0.92980891 0.87306797
0.92161493 0.85782631
0.98726677 0.9767009
0.93539273 0.88332693
0.94652392 0.90353786
0.93767777 0.88749955
0.94564357 0.90194888
0.93259126 0.87819158
0.93516615 0.88291242
0.95764371 0.92351549
0.91488051 0.8451042
0.95300914 0.91520656
0.92624081 0.86646046
0.99175117 0.98485765
0.93726437 0.88674567
0.93672881 0.88576837
0.93833876 0.88870403
0.92352527 0.86140166
0.98021045 0.96395062
0.93596076 0.88436548



0.92569611 0.86544787
0.95276675 0.91477142
0.94950915 0.90891653
0.91409686 0.84361111
0.95158587 0.91265057
0.92794388 0.86961964
0.94531943 0.90136346
0.94132988 0.89414141
0.92941896 0.87234793
0.9635037 0.93400249

0.95155472 0.91259461
0.93165298 0.87646646
0.99570613 0.99209349
0.94525909 0.90125447
0.98932561 0.98043991
0.94313698 0.89741669
0.93672462 0.88576071
0.92900089 0.87157542
0.92382538 0.86196208
0.97971056 0.96305058
0.94177331 0.89494575
0.94567234 0.90200082
0.95400082 0.91698611
0.93794715 0.88799056
0.94161855 0.89466508
0.92745617 0.86871597
0.94866182 0.90739126
0.91289526 0.84131629
0.91308783 0.84168451
0.97847145 0.9608212
0.94286546 0.89692502
0.94195896 0.89528237
0.93606962 0.88456442
0.93168213 0.87652008
0.92979941 0.87305044
0.96047848 0.92859018
0.93634868 0.88507424
0.87878736 0.77296805
0.93133256 0.87587671
0.9384937 0.88898622

0.92592801 0.8658791
0.96205879 0.93141772
0.95475485 0.91833856
0.94207047 0.89548453
0.93083238 0.87495548
0.93597386 0.88438942
0.99344488 0.98795123
0.94145959 0.89437675



0.91113625 0.8379449
0.93441356 0.88153457
0.94164537 0.89471373
0.93287461 0.87871201
0.92778184 0.86931949
0.9441225 0.89920007

0.92968219 0.87283404
0.91020975 0.83616326
0.9330956 0.87911776
0.9317929 0.87672387

0.93170833 0.87656828
0.96335293 0.9337328
0.94455845 0.89998834
0.93485537 0.88234363
0.94969541 0.90925167
0.94580476 0.90223992
0.92538697 0.86487273
0.93720627 0.88663968
0.93902089 0.88994591
0.9365481 0.88543843

0.93168438 0.87652422
0.94984523 0.90952123
0.94989481 0.90961042
0.93835622 0.88873583
0.93401568 0.88080549
0.95800571 0.92416378
0.95800571 0.92416378
0.94524954 0.90123721
0.93491914 0.88246036
0.93085893 0.87500439
0.9450443 0.90086642

0.93150501 0.87619415
0.91228379 0.84014596
0.93345512 0.87977753
0.93742528 0.88703916
0.94005488 0.89182623
0.95343959 0.91597913
0.9013477 0.81890558

0.91435372 0.84410079
0.91757986 0.85022654
0.96152256 0.93045836
0.93244014 0.87791391
0.93664912 0.88562289
0.93281636 0.87860505
0.94983758 0.90950747
0.97782441 0.95965788
0.97089029 0.94721974
0.92273193 0.85991857



0.93083421 0.87495885
0.92998805 0.87339859
0.98481745 0.97226459
0.90488173 0.82583593
0.92537005 0.86484124
0.9316965 0.87654652

0.91824296 0.85148006
0.91167095 0.83897127
0.92002277 0.85483553
0.93057902 0.87448854
0.93722234 0.886669

0.939578 0.89095933
0.9326672 0.87833107

0.99449887 0.98988022
0.93816535 0.88838815
0.96782857 0.94173928
0.97646859 0.95722197
0.93242136 0.87787939
0.94687103 0.90416401
0.91790006 0.85083208
0.93689358 0.88606912
0.93360965 0.880061
0.99535567 0.99145057
0.94546142 0.90161992
0.92167815 0.85794485
0.93968573 0.89115522
0.94092783 0.89341176
0.94670981 0.90387321
0.98505072 0.97268658
0.91324615 0.8419871
0.93561673 0.88373658
0.96733495 0.94085607
0.93171269 0.87657632
0.93529115 0.88314111
0.92817884 0.87005472
0.93930321 0.89045956
0.93150045 0.87618576
0.93360902 0.88005984
0.93849719 0.88899257
0.96597578 0.93842451
0.9604631 0.92856265

0.98051053 0.96449108
0.96785326 0.94178346
0.92844298 0.87054358
0.95334156 0.9158032
0.9243281 0.86290009

0.93922954 0.89032554
0.92481157 0.86380128



0.92693729 0.86775364
0.94654558 0.90357694
0.94860209 0.90728371
0.94894342 0.90789829
0.90229801 0.82077568
0.94304174 0.89724425
0.94615921 0.90287975
0.93645914 0.88527598
0.93313408 0.87918838
0.94283463 0.89686919
0.98787098 0.97779721
0.95459699 0.91805547
0.92617345 0.8663353
0.94953481 0.90896271
0.9676326 0.94138864

0.96428796 0.93540536
0.93648573 0.88532454
0.9034237 0.82298466

0.94417653 0.89929778
0.92381663 0.86194575
0.93342686 0.87972568
0.93755438 0.88727458
0.92376806 0.86185507
0.96488114 0.93646641
0.92406116 0.86240214
0.93620129 0.884805
0.99365429 0.98833426
0.93637345 0.88511948
0.93637345 0.88511948
0.93637345 0.88511948
0.92949301 0.8724847
0.94574722 0.90213603
0.90199104 0.82017212
0.92124796 0.85713788
0.94033976 0.89234384
0.94005554 0.89182742
0.95077685 0.91119661
0.96648235 0.93933072
0.95442034 0.91773864
0.91290496 0.84133484
0.91123344 0.83813157
0.91713799 0.8493902
0.93612397 0.88466372
0.92717886 0.86820179
0.94456834 0.90000622
0.94843043 0.90697456
0.93056267 0.87445839
0.94316503 0.89746749



0.94843236 0.90697804
0.91138026 0.83841345
0.93502858 0.88266066
0.92796269 0.86965448
0.93885252 0.88963948
0.91753372 0.85013925
0.91753372 0.85013925
0.95697095 0.92231045
0.93424673 0.88122893
0.91012804 0.83600596
0.93344645 0.87976163
0.98564693 0.97376561
0.94122936 0.89395902
0.92344933 0.86125981
0.93363469 0.88010692
0.91859784 0.85215016
0.90663588 0.82925172
0.92183944 0.85824723
0.96706709 0.94037684
0.93754773 0.88726245
0.89074793 0.79770401
0.98978346 0.98127272
0.94898964 0.9079815
0.95829003 0.92467289
0.87449831 0.76387323
0.95246326 0.91422651

0.918917 0.85275236
0.92324528 0.86087852
0.95820141 0.92451422
0.93624237 0.88488004
0.90601196 0.82803859
0.92312264 0.86064927
0.94177868 0.89495549
0.97944086 0.96256517
0.92836852 0.8704058
0.82731961 0.65537752
0.93549291 0.88351015
0.93648426 0.88532185
0.94429217 0.8995069
0.94471298 0.90026767
0.9191107 0.85311764

0.92588021 0.86579022
0.92128725 0.85721162
0.94145868 0.89437508
0.95102682 0.91164594
0.91398638 0.84340039
0.94092178 0.89340077
0.93364615 0.88012794



0.92729872 0.86842406
0.91252111 0.84060038
0.94103192 0.89360069
0.92516319 0.86445617
0.92783605 0.86941992
0.92519896 0.86452277
0.9296051 0.8726917

0.94271239 0.89664777
0.88930978 0.79477685
0.93231259 0.8776795
0.95420841 0.91735851
0.93666557 0.88565291
0.93228888 0.87763591
0.92090981 0.85650304
0.94559797 0.90186652
0.94643447 0.90337648
0.95065436 0.91097639
0.93508114 0.88275685
0.91098779 0.83765969
0.94799069 0.90618239
0.94525319 0.9012438
0.93357385 0.87999532
0.99539826 0.99152868
0.92574147 0.86553224
0.92391207 0.8621239
0.94279837 0.8968035
0.87262138 0.75985463
0.92787446 0.86949107
0.95053652 0.91076452
0.95053652 0.91076452
0.91951721 0.85388373
0.94602866 0.90264412
0.93172813 0.87660473
0.91064862 0.83700772
0.93859342 0.88916779
0.93853505 0.88906152
0.97842097 0.96073041
0.87689476 0.76896987
0.98317943 0.9693043
0.9324032 0.87784602

0.98088021 0.96515708
0.86772146 0.74925083
0.94190283 0.8951806
0.93033152 0.87403221
0.93120791 0.87564719
0.90740196 0.83073858
0.94629814 0.90313048
0.93593091 0.88431093



0.97804928 0.96006211
0.90984468 0.83546012
0.92339067 0.86115021
0.89429086 0.80486245
0.90291296 0.82198326
0.94324746 0.89761672
0.93850551 0.88900773
0.93990028 0.89154525
0.93042266 0.87420026
0.94365129 0.89834762
0.9567063 0.92183633

0.93449773 0.88168876
0.93822495 0.88849673
0.88844862 0.79301807
0.93543799 0.88340971
0.94331036 0.89773058
0.9370306 0.88631918

0.90463119 0.82534677
0.95109125 0.91176174
0.99101918 0.98352294
0.92419498 0.86265179
0.95517152 0.91908566
0.93368832 0.88020529
0.8922975 0.80084404

0.94044794 0.89254035
0.91673754 0.84863153
0.92951941 0.87253345
0.92784075 0.86942864
0.93935347 0.89055098
0.93845179 0.88890989
0.93217224 0.8774215
0.9415593 0.89455762

0.89625771 0.80880474
0.94000757 0.89174025
0.92671735 0.86734546
0.93043456 0.8742222
0.93183811 0.87680705
0.92497601 0.8641076
0.94829741 0.90673497
0.94904697 0.9080847
0.94382821 0.89866773
0.92222398 0.85896772
0.91363833 0.84273617
0.91894665 0.85280828
0.92364327 0.86162205
0.94315771 0.89745423
0.94052709 0.8926841
0.96149531 0.93040961



0.93297348 0.87889355
0.97089791 0.94723339
0.95922157 0.92634062
0.91880821 0.85254714
0.91906475 0.85303101
0.92500869 0.86416848
0.93496916 0.88255193
0.92364509 0.86162545
0.90832462 0.83252545
0.89697145 0.81022986
0.93920286 0.89027701
0.9766662 0.95757686

0.95290728 0.91502371
0.9555438 0.91975306

0.93028019 0.87393752
0.93135656 0.8759209
0.94081163 0.8932008
0.94911308 0.9082037
0.92518298 0.86449303
0.92518298 0.86449303
0.95445616 0.91780289
0.93038457 0.87413002
0.91624201 0.84769177
0.91787302 0.85078095
0.99117161 0.98380077
0.93809594 0.88826168
0.91502414 0.84537755
0.9374545 0.88709244

0.93594861 0.88434327
0.93342998 0.87973141
0.93717586 0.88658421
0.92984192 0.87312891
0.92949023 0.87247957
0.97875229 0.96132628
0.9440998 0.89915901

0.91315958 0.84182165
0.94120556 0.89391582
0.9337032 0.88023257
0.9450083 0.90080136

0.94027867 0.89223286
0.93547024 0.88346871
0.92891048 0.87140827
0.92708617 0.86802985
0.95927165 0.92643026
0.9338811 0.88055878

0.98532176 0.97317702
0.91932201 0.85351596
0.9302831 0.8739429



0.95542833 0.91954607
0.97761445 0.95928052
0.92107684 0.85681668
0.92299879 0.86041772
0.97368608 0.95222927
0.90530696 0.82666541
0.92557224 0.86521747
0.97922359 0.96217418
0.9290316 0.87163219
0.9057043 0.82743964

0.92955163 0.87259297
0.93891265 0.88974893
0.92345847 0.86127688
0.93725576 0.88672998
0.89321729 0.80270113
0.85464668 0.72013879
0.92073334 0.85617155
0.91550601 0.84629398
0.9428574 0.89691042

0.91267254 0.8408902
0.92350332 0.86136067
0.93690999 0.88609907
0.94480604 0.90043587
0.96470853 0.93615765
0.93853841 0.88906763
0.94043517 0.89251716
0.94795853 0.90612446
0.91898699 0.85288437
0.94474523 0.90032596
0.91832744 0.85163962
0.98718924 0.97656028
0.93940495 0.89064463
0.93872087 0.88939984
0.93467548 0.88201428
0.93827146 0.88858146
0.94268158 0.89659196
0.93734709 0.88689657
0.90437325 0.82484283
0.92746356 0.86872968
0.93555852 0.88363014
0.95203643 0.91345997
0.9521673 0.91369502

0.98325264 0.9694365
0.94948325 0.90886994
0.93007236 0.87355416
0.97762704 0.95930313
0.99340737 0.98788264
0.9359221 0.88429484



0.94201153 0.89537769
0.85849429 0.72883085
0.92382471 0.86196083
0.93912071 0.89012753
0.92685514 0.8676012
0.87062593 0.75555613
0.9633489 0.9337256

0.92587695 0.86578417
0.96340591 0.93382757

0.923614 0.8615674
0.94849267 0.90708664
0.91569815 0.84665913
0.93274678 0.87847726
0.92965852 0.87279033
0.95503508 0.91884104
0.92423501 0.86272646
0.91593641 0.84711168
0.94674242 0.90393203
0.94886589 0.9077587
0.94633383 0.90319488
0.96191193 0.93115498
0.93261626 0.87823751
0.92947647 0.87245415
0.92981828 0.87308526
0.92875152 0.87111434
0.93793809 0.88797405
0.95462007 0.91809685
0.97813251 0.96021175
0.87441596 0.76369741
0.93219253 0.8774588
0.93758021 0.88732169
0.94327043 0.8976583
0.92969755 0.8728624
0.94117996 0.89386937

0.918557 0.85207306
0.94558445 0.90184211
0.93593039 0.88430999
0.9325484 0.87811283

0.95945168 0.92675251
0.93073965 0.87478459
0.90167715 0.81955444
0.90153077 0.81926621
0.85500541 0.72095363
0.84974247 0.70890704
0.93042062 0.8741965
0.92472801 0.86364559
0.94114382 0.89380379
0.98162941 0.96650748



0.91611343 0.84744774
0.87420976 0.76325698
0.93041567 0.87418737
0.91318354 0.84186745
0.9321759 0.87742823

0.94555481 0.90178858
0.93730194 0.88681421
0.91267629 0.84089739
0.92086164 0.85641257
0.9335805 0.88000753

0.93160416 0.87637663
0.9174551 0.8499905

0.93911586 0.89011873
0.95195417 0.91331222
0.91989488 0.85459485
0.92654737 0.86702987
0.91681342 0.84877534
0.93483659 0.88230925
0.94596941 0.90253715
0.95108891 0.91175753
0.92754946 0.86888889
0.9908179 0.98315616

0.97382948 0.95248638
0.93456202 0.8818065
0.91310694 0.84172103
0.93355139 0.87995414
0.9223377 0.8591807

0.93982591 0.89141005
0.90743873 0.83080986
0.96374391 0.93443218
0.94039006 0.89243521
0.91302434 0.84156312
0.93896012 0.88983532
0.9210588 0.8567828

0.91683891 0.84882364
0.91001895 0.83579586
0.87780329 0.77089212
0.91775018 0.8505487
0.92468022 0.86355653
0.95486872 0.91854276
0.92678565 0.86747223
0.91976428 0.85434901
0.91643394 0.84805589
0.91785518 0.85074724
0.94685212 0.9041299
0.92594945 0.86591895
0.97455591 0.95378917
0.91582007 0.84689072



0.91112063 0.8379149
0.89523984 0.80676733
0.92319587 0.86078618
0.92693682 0.86775278
0.91833512 0.85165413
0.93518823 0.88295281
0.94227382 0.89585312
0.92691446 0.86771128
0.92690351 0.86769097
0.93781327 0.88774656
0.92188557 0.8583337
0.93491502 0.88245283
0.91012343 0.83599707
0.90239462 0.82096553
0.95404529 0.91706589
0.90139709 0.81900289
0.85468465 0.72022508
0.94551338 0.90171376
0.92226083 0.85903675
0.93358235 0.88001092
0.91763766 0.85033589
0.95736555 0.9230173
0.92397968 0.86225009
0.91240974 0.84038716
0.93261384 0.87823305
0.93814254 0.88834659
0.93889899 0.88972406
0.92785767 0.86945996
0.92747203 0.86874536
0.83663538 0.6780473
0.9820687 0.96729971

0.98987655 0.98144211
0.92376227 0.86184425
0.93376746 0.88035041
0.92996669 0.87335918
0.92223644 0.85899108
0.91839734 0.85177164
0.92673611 0.86738028
0.90824748 0.83237621
0.93671874 0.88574998
0.91680542 0.84876019
0.92742805 0.86866384
0.93030704 0.87398705
0.91164024 0.83891235
0.98704525 0.97629916
0.94144194 0.89434472
0.93810424 0.88827681
0.9215375 0.8576811



0.91572344 0.84670718
0.90893568 0.83370653
0.93012646 0.87365397
0.90656911 0.82912198
0.91375781 0.84296424
0.93047158 0.87429046
0.91317486 0.84185085
0.93266602 0.8783289
0.91452781 0.84443253
0.92904792 0.87166234
0.92093974 0.85655924
0.94222065 0.89575677
0.91521195 0.84573485
0.92226109 0.85903723
0.92226109 0.85903723
0.93475568 0.88216113
0.95748935 0.92323903
0.92642163 0.86679635
0.93807115 0.88821651
0.90359895 0.82332798
0.94024636 0.89217416
0.92145137 0.85751955
0.93317462 0.87926281
0.93952253 0.89085846
0.9374636 0.88710904

0.93831055 0.88865266
0.92617342 0.86633523
0.91709862 0.84931564
0.92969079 0.87284991
0.91726564 0.84963189
0.93178757 0.87671407
0.95094221 0.91149386
0.94992714 0.90966858
0.90499007 0.82604736
0.98812552 0.97825931
0.92122918 0.85710264
0.9407732 0.89313103

0.93283118 0.87863227
0.94660069 0.90367637
0.97705852 0.95828157
0.88505029 0.78603287
0.93140013 0.8760011
0.9154593 0.8462052

0.92715498 0.86815749
0.93462958 0.88193022
0.9401677 0.89203124

0.95638956 0.92126882
0.95584365 0.92029051



0.92804158 0.86980058
0.91017967 0.83610536
0.93435714 0.88143121
0.92151802 0.85764457
0.93488361 0.88239533
0.95093252 0.91147644
0.91492299 0.84518504
0.93241735 0.87787202
0.91992745 0.85465615
0.9276565 0.86908727

0.92623678 0.86645296
0.93195015 0.87701311
0.91916065 0.85321182
0.93641578 0.88519678
0.92776835 0.8692945
0.91638431 0.84796175
0.89524901 0.80678571
0.93584583 0.88415542
0.95133722 0.9122038
0.93250857 0.87803964
0.97402259 0.95283267
0.89875146 0.81377145
0.92820302 0.87009947
0.91204808 0.83969435
0.91204684 0.83969197
0.98874753 0.97938911
0.93213483 0.87735272
0.92465673 0.86351275
0.90932374 0.83445565
0.93224426 0.8775539
0.96678497 0.9398721
0.93438112 0.88147514
0.89577524 0.80783975
0.91472075 0.84480002
0.94880163 0.90764301
0.93005886 0.87352924
0.9156895 0.84664269

0.92427934 0.86280915
0.93840974 0.88883331
0.94036053 0.89238156
0.8981427 0.81256223
0.9301872 0.87376601

0.94571246 0.90207326
0.93777316 0.88767345
0.96343733 0.93388378
0.91386093 0.84316105
0.94091521 0.89338885
0.92929216 0.87211369



0.91984252 0.8544963
0.94369637 0.8984292
0.9318719 0.8768692

0.92092941 0.85653985
0.97721529 0.95856324
0.93485794 0.88234833
0.91729567 0.84968874
0.84544048 0.69891318
0.92630724 0.86658387
0.93080384 0.87490289
0.93590625 0.88426587
0.9406392 0.89288771

0.92310541 0.86061707
0.8952507 0.80678911
0.8985902 0.81345133
0.939449 0.89072473

0.93779229 0.88770832
0.92846965 0.87059294
0.93625394 0.88490118
0.94027499 0.89222618
0.94218046 0.89568391
0.9609284 0.92939527

0.91812404 0.8512554
0.9108471 0.83738932

0.90966424 0.83511234
0.92428926 0.86282765
0.92298271 0.86038765
0.87111745 0.75661744
0.94308395 0.89732069
0.92973183 0.87292568
0.96569896 0.93792932
0.90322361 0.82259251
0.93337263 0.87962619
0.91771643 0.85048486
0.92660218 0.86713164
0.93449939 0.88169179
0.91438482 0.84416007
0.97531229 0.95514623
0.92049027 0.85571476
0.92930794 0.87214285
0.91368256 0.84282061
0.88643715 0.7888922
0.92499786 0.86414831
0.93202698 0.87715441
0.98996894 0.98161024
0.92972475 0.87291261
0.91436785 0.84412773
0.92511224 0.8643613



0.96089816 0.92934116
0.90532896 0.82670831
0.94257535 0.89639951
0.93451646 0.88172305
0.92166105 0.8579128
0.90999632 0.83575228
0.92571295 0.86547921
0.93550121 0.88352534
0.91987728 0.85456173
0.91541776 0.84612623
0.88826308 0.79263854
0.88826308 0.79263854
0.94226369 0.89583476
0.96537478 0.93734942
0.93857515 0.88913453
0.92114673 0.85694788
0.91329978 0.84208958
0.89643715 0.80916329
0.92207312 0.85868514
0.93603802 0.88450667
0.94705632 0.90449817
0.92452843 0.86327361
0.94996151 0.90973039
0.93521541 0.88300254
0.93428295 0.88129529
0.91648857 0.84815949
0.91927485 0.85342708
0.90975382 0.83528501
0.93101901 0.87529931
0.91678334 0.84871834
0.92477256 0.8637286
0.92587518 0.86578089
0.94074857 0.8930863
0.97421175 0.95317189
0.93051464 0.87436985

0.934423 0.88155187
0.90692961 0.82982216
0.86577706 0.74499725
0.93333412 0.87955551
0.92602742 0.8660639
0.92502211 0.86419347
0.93045639 0.87426245
0.91031773 0.83637112
0.91396256 0.84335494
0.92590697 0.86583998
0.92388041 0.86206481
0.94603928 0.90266328
0.93196623 0.8770427



0.91463617 0.84463895
0.92556953 0.86521242
0.92900209 0.87157764
0.91461119 0.84459137
0.91181636 0.83925013
0.93439004 0.88149148
0.9384314 0.88887277

0.85891031 0.72976441
0.93873638 0.88942807
0.9820518 0.96726923

0.93792604 0.88795209
0.97352278 0.9519365
0.9307791 0.8748573

0.93472063 0.88209696
0.93024419 0.87387113
0.91531832 0.84593716
0.92297381 0.860371
0.91955906 0.85396255
0.92752456 0.86884274
0.94790168 0.90602202
0.93806408 0.88820363
0.93373945 0.88029905
0.87091916 0.75618947
0.92375048 0.86182225
0.92006238 0.85491006
0.90175095 0.81969972
0.90821527 0.83231389
0.93394081 0.88066824
0.9240791 0.86243561

0.93022387 0.87383365
0.9198779 0.85456289

0.93879533 0.88953538
0.9038426 0.82380498
0.9515765 0.91263374

0.96507477 0.93681277
0.90630925 0.82861687
0.92335527 0.86108407
0.8888434 0.79382491

0.92907161 0.87170613
0.91090481 0.83750024
0.92567447 0.86540763
0.92971699 0.87289829
0.93171342 0.87657765
0.90696445 0.82988979
0.9189314 0.85277952

0.93120189 0.87563611
0.93923814 0.8903412
0.88789875 0.79189267



0.92953767 0.87256718
0.92953767 0.87256718
0.92417369 0.86261207
0.92383094 0.86197246
0.91268307 0.84091036
0.91194896 0.83950436
0.92740091 0.86861354
0.93732713 0.88686015
0.92972257 0.87290859
0.92196832 0.85848878
0.99120586 0.98386321
0.91856419 0.85208665
0.90087316 0.81796991
0.93307225 0.87907489
0.91350848 0.84248824
0.88688098 0.78980473
0.93019878 0.87378737
0.93170121 0.8765552
0.91987297 0.8545536
0.91014887 0.83604606
0.90989764 0.83556216
0.92103805 0.85674385
0.90542763 0.82690062
0.92427965 0.86280973
0.92923165 0.87200189
0.90035277 0.81694243
0.95161423 0.91270153
0.91409077 0.84359949
0.92448862 0.8631994
0.9342936 0.8813148

0.91095581 0.83759824
0.89912583 0.81451406
0.90151922 0.81924346
0.91530873 0.84591893
0.93724866 0.88671702
0.92118088 0.85701198
0.8783484 0.77204282

0.92440026 0.86303465
0.92473948 0.86366696
0.86116025 0.73479203
0.92368043 0.86169144
0.92925728 0.87204925
0.92611389 0.86622461
0.90743916 0.8308107
0.91361756 0.84269652
0.92668117 0.86727829
0.98423446 0.97121042
0.91463227 0.84463151



0.96439057 0.9355889
0.90653482 0.82905535
0.92239077 0.85928007
0.91337153 0.84222666
0.91698665 0.84910356
0.86599688 0.74547945
0.93578501 0.88404426
0.93657632 0.88548996
0.90632459 0.8286467
0.93252071 0.87806195
0.92802014 0.86976087
0.92269304 0.8598458
0.92342907 0.86122196
0.92868502 0.87099136
0.9372619 0.88674116

0.92790667 0.86955073
0.95455303 0.91797662
0.91970831 0.85424363
0.91598842 0.84721044
0.91260449 0.84075997
0.9321299 0.87734366

0.91285204 0.84123363
0.95270119 0.91465372
0.94710156 0.90457975
0.93429063 0.88130937
0.93608231 0.88458762
0.92001915 0.85482872
0.93124621 0.87571773
0.91989864 0.85460193
0.94039018 0.89243544
0.93348876 0.87983925
0.92390985 0.86211975
0.93332826 0.87954476
0.96501637 0.9367083
0.90654977 0.8290844
0.90877142 0.83338922
0.91009257 0.83593765
0.92613777 0.86626899
0.93937396 0.89058826
0.9372503 0.88672001
0.9139257 0.84328461

0.93982799 0.89141384
0.93131374 0.87584207
0.90898936 0.83381019
0.90676525 0.82950301
0.91464716 0.84465988
0.92421183 0.86268322
0.93960916 0.89101599



0.92586655 0.86576483
0.92650265 0.86694683
0.92834638 0.87036483
0.91713451 0.8493836
0.93419634 0.88113659
0.89461664 0.80551697
0.89942025 0.81509754
0.94248314 0.89623244
0.91455105 0.84447681
0.93257052 0.87815346
0.92450352 0.86322718
0.90566846 0.82736985
0.92075492 0.85621209
0.92348531 0.86132703
0.89865851 0.81358696
0.87875363 0.772897
0.96929298 0.94436002
0.92554767 0.86517175
0.9216446 0.85788195

0.90442739 0.82494864
0.91793869 0.8509051
0.91339532 0.8422721
0.89339708 0.80306356
0.93782137 0.88776132
0.91374128 0.8429327
0.92291755 0.8602658
0.92650285 0.8669472
0.93036278 0.87408984
0.91616172 0.8475394
0.94206765 0.89547942
0.91346348 0.8424023
0.94404254 0.89905544
0.92589316 0.8658143
0.92469966 0.86359275
0.92535541 0.86481399
0.92406791 0.86241473
0.92006034 0.85490621
0.92006034 0.85490621
0.92746137 0.86872561
0.91680841 0.84876586
0.94183564 0.89505879
0.91998399 0.85476255
0.92836545 0.87040011
0.94809091 0.90636295
0.92718352 0.86821042
0.95931502 0.9265079
0.92850881 0.87066538
0.9023208 0.82082046



0.95110342 0.91178363
0.92105583 0.85677723
0.92181752 0.85820615
0.93297872 0.87890319
0.95924457 0.9263818
0.93622941 0.88485638
0.94446422 0.89981799
0.93228368 0.87762636
0.93938549 0.89060923
0.90852649 0.83291583
0.94078163 0.89314633
0.94800692 0.90621163
0.95554382 0.9197531
0.94250351 0.89626935
0.93867351 0.88931362
0.92054884 0.85582485
0.9855999 0.97368048

0.92702317 0.86791299
0.91503793 0.84540379
0.93358717 0.88001977
0.95486453 0.91853523
0.91229115 0.84016006
0.92419156 0.86264542
0.91156198 0.83876221
0.90694135 0.82984495
0.92492637 0.86401514
0.93001674 0.87345152
0.90113787 0.81849199
0.96124763 0.92996647
0.91298026 0.84147884

0.926957 0.86779022
0.90229094 0.82076177
0.91758915 0.85024411
0.91378314 0.84301258
0.91378314 0.84301258
0.95517006 0.91908305
0.9186623 0.85227181
0.9105341 0.83678745

0.92448501 0.86319265
0.92282767 0.86009768
0.88624889 0.78850476
0.92593431 0.86589082
0.90245274 0.82107971
0.91321441 0.84192645
0.93988986 0.8915263
0.92213628 0.85880347
0.93513017 0.88284657
0.92316028 0.86071964



0.9222961 0.85910279
0.90064041 0.81751055
0.93134265 0.87589528
0.84729819 0.703245
0.91618345 0.84758065
0.91222849 0.84004003
0.93439598 0.88150237
0.93214926 0.87737924
0.89985582 0.81595986
0.93043202 0.87421753
0.91051112 0.83674325
0.86497689 0.74323919
0.92873433 0.87108256
0.92705838 0.8679783
0.8885027 0.79312865

0.91503452 0.84539731
0.90747689 0.83088385
0.94043437 0.8925157
0.90707422 0.83010283
0.93112502 0.87549456
0.93886975 0.88967084
0.91437195 0.84413555
0.92834306 0.87035868
0.9215294 0.85766591

0.93089949 0.87507912
0.90668763 0.82935224
0.9267015 0.86731603

0.92256621 0.85960848
0.91345748 0.84239083
0.93157346 0.87632011
0.90569638 0.82742423
0.92818984 0.87007508
0.91750202 0.85007927
0.92070262 0.85611383
0.99320769 0.98751756
0.91484596 0.84503842
0.91201698 0.83963476
0.92218393 0.85889272
0.92539082 0.8648799
0.9119048 0.83941971

0.95849541 0.92504063
0.92208217 0.85870209
0.9288567 0.87130884

0.91802126 0.85106117
0.93169722 0.87654785
0.94069115 0.89298205
0.92969591 0.87285937
0.9398555 0.89146384



0.92873303 0.87108015
0.91776685 0.85058021
0.91287159 0.84127102
0.84248747 0.69197669
0.9259978 0.86600884

0.92978162 0.87301759
0.91245687 0.84047741
0.93448848 0.88167181
0.91205189 0.83970165
0.90509967 0.82626118
0.94162061 0.89466882
0.91417792 0.84376566
0.95761505 0.92346417
0.92578238 0.86560832
0.89198664 0.80021526
0.93283952 0.87864757
0.92612373 0.86624289
0.9382858 0.88860757

0.94981774 0.90947177
0.92421706 0.86269297
0.91687336 0.84888893
0.93722519 0.8866742
0.90983349 0.83543856
0.91811389 0.85123621
0.92045299 0.85564468
0.90312473 0.82239864
0.92920216 0.87194739
0.92370839 0.86174365
0.9520632 0.91350806

0.87254165 0.75968339
0.94940942 0.90873707

0.900975 0.81817082
0.92754033 0.86887196
0.91699992 0.8491287
0.92530509 0.86472033
0.91993425 0.85466895
0.89604443 0.80837833
0.98647637 0.97526795
0.92782783 0.86940469
0.93723201 0.88668665
0.92664798 0.86721668
0.91574734 0.84675258
0.86663052 0.74686752
0.86939022 0.75288059
0.93541998 0.88337676
0.92662595 0.86717578
0.94963042 0.90913476
0.92516015 0.86445051



0.93420659 0.88115538
0.92907396 0.87171046
0.92972645 0.87291576
0.91315146 0.84180613
0.91705388 0.84923091
0.86287025 0.73858929

0.92226 0.8590352
0.92021266 0.85519276
0.91617594 0.84756639
0.91866815 0.85228286
0.90160984 0.81942192
0.98413267 0.97102642
0.86651844 0.74662219
0.91175963 0.83914135
0.92779161 0.86933759
0.91859746 0.85214945
0.90312575 0.82240065
0.90850742 0.83287896
0.89110849 0.79843593
0.90275271 0.82166877
0.88011516 0.77575905
0.91467199 0.84470716
0.94083082 0.89323565
0.9078714 0.83164824

0.93121245 0.87565557
0.91987394 0.85455544
0.94006221 0.89183954
0.89863334 0.81353698
0.91321084 0.84191961
0.92267423 0.85981061
0.9440222 0.89901866

0.95217228 0.91370398
0.9254194 0.86493308
0.9381253 0.88831519

0.95042618 0.91056611
0.91350897 0.84248918
0.92145451 0.85752544
0.91753811 0.85014756
0.91794955 0.85092563
0.87286159 0.76037026
0.87286159 0.76037026
0.87286159 0.76037026
0.93012012 0.87364227
0.92484369 0.86386113
0.93628112 0.88495083
0.85879362 0.72950268
0.91826783 0.85152704
0.92926897 0.87207085



0.93034625 0.87405936
0.9134092 0.84229862

0.90729474 0.83053065
0.90936957 0.83454407
0.94849159 0.9070847
0.92458585 0.86338064
0.93496559 0.88254538
0.91041615 0.83656053
0.92790029 0.86953892
0.94232415 0.89594434
0.93784137 0.88779778
0.92218329 0.85889153
0.93059204 0.87451254
0.92584673 0.86572798
0.89703482 0.81035624
0.91707682 0.84927435
0.94314818 0.89743698
0.89086384 0.79793938
0.91424541 0.84389434
0.91924345 0.8533679
0.93035591 0.87407717
0.90761016 0.83114215
0.93227347 0.87760759
0.93778192 0.8876894
0.96025591 0.92819189
0.92925767 0.87204997
0.94778853 0.90581812
0.93733291 0.8868707
0.93785784 0.8878278
0.92689044 0.86766671
0.92491653 0.86399683
0.92637358 0.8667071
0.98892419 0.97971015
0.94808582 0.90635378
0.9345501 0.88178466

0.91911328 0.8531225
0.91781131 0.85066428
0.83170738 0.66613025
0.93051642 0.87437314
0.91517869 0.84567159
0.91687414 0.84889041
0.92744351 0.86869251
0.92726223 0.8683564
0.91054914 0.83681639
0.91403129 0.84348603
0.91284754 0.84122501
0.94050171 0.89263801
0.92807733 0.86986678



0.9266909 0.86729636
0.91215407 0.83989745
0.90615653 0.82831986
0.91229961 0.84017626
0.92291935 0.86026915
0.94051872 0.89266892
0.9130317 0.8415772

0.91906559 0.85303259
0.91849457 0.85195521
0.90846763 0.83280202
0.91765544 0.85036952
0.9344256 0.88155663

0.90743164 0.83079611
0.86337413 0.73970431
0.93801563 0.88811536
0.8994894 0.81523451
0.8994894 0.81523451

0.94568103 0.90201651
0.91596669 0.84716918
0.98624664 0.9748517
0.92626072 0.86649745
0.92046261 0.85566276
0.91263917 0.84082634
0.92161506 0.85782655
0.9042751 0.82465098

0.93009278 0.87359183
0.91956276 0.85396952
0.92249093 0.85946756

0.918294 0.85157646
0.98595796 0.97432881
0.93350054 0.87986085
0.91350189 0.84247565
0.9266435 0.86720836
0.9072898 0.83052107

0.89800104 0.81228055
0.93007745 0.87356355
0.88697285 0.78999346
0.91084397 0.83738329
0.88269087 0.78114052
0.92215466 0.85883789
0.89365408 0.80358128
0.93290274 0.87876368
0.96054518 0.92870955
0.89248424 0.80122147
0.91353441 0.84253776
0.90381202 0.82374513
0.92008042 0.85494399
0.92946971 0.87244167



0.96484127 0.93639509
0.90727873 0.83049959
0.93412863 0.88101251
0.90906321 0.8339528
0.91376369 0.84297547
0.94680579 0.90404634
0.93703437 0.88632606
0.91984854 0.85450763
0.91936059 0.85358865
0.8983229 0.8129204

0.93831181 0.88865494
0.93961794 0.89103195
0.94265428 0.8965425
0.9276148 0.86900999

0.90019228 0.81662526
0.88175794 0.77919628
0.91635986 0.84791537
0.89604721 0.80838387
0.91262795 0.84080487
0.90962373 0.83503425
0.9349014 0.8824279

0.94501782 0.90081857
0.93281749 0.87860713
0.9197557 0.85433285

0.91241905 0.84040499
0.93228423 0.87762736
0.90546838 0.82698004
0.91895252 0.85281936
0.90386817 0.82385504
0.97624463 0.95681982
0.96018091 0.92805767
0.90960607 0.8350002
0.90064652 0.81752261
0.9009123 0.81804713

0.89444987 0.80518199
0.93727932 0.88677294
0.91268339 0.84091097
0.92827462 0.87023202
0.96531977 0.93725103
0.92046935 0.85567543
0.90198079 0.82015197
0.91348544 0.84244424
0.89770043 0.81168242
0.91838191 0.85174249
0.90987579 0.83552007
0.93337411 0.8796289
0.94424277 0.89941757
0.91559056 0.84645468



0.92673177 0.86737221
0.92296451 0.86035361
0.85565761 0.72243276
0.90672423 0.82942334
0.90958164 0.8349531
0.92116622 0.85698446
0.91961087 0.85406014
0.91081093 0.83731978
0.88588914 0.78776379
0.93630705 0.8849982
0.92153715 0.85768044
0.89316344 0.80259255
0.94801895 0.90623331
0.94425106 0.89943257
0.91969875 0.85422562
0.90877592 0.83339792
0.90805665 0.83200692
0.88097795 0.77756645
0.92071351 0.8561343
0.90820907 0.83230189
0.9002726 0.81678402

0.89804324 0.81236448
0.92436302 0.86296521
0.94203742 0.89542463
0.91207668 0.83974917
0.92779815 0.86934971
0.9183145 0.85161519

0.94361404 0.89828022
0.90469699 0.82547527
0.96364533 0.93425584
0.91013227 0.8360141
0.91711583 0.84934824
0.92985537 0.87315373
0.92684681 0.86758574
0.90468198 0.82544595
0.91623689 0.84768206
0.89198195 0.80020576
0.93091638 0.87511024
0.94243078 0.89613756
0.9292356 0.87200918
0.8912086 0.79863901

0.89923245 0.81472541
0.91697965 0.84909029
0.92107979 0.85682221
0.92160408 0.85780596
0.86007655 0.73237488
0.92753147 0.86885555
0.90775257 0.83141807



0.9265654 0.86706335
0.91808649 0.85118444
0.90422226 0.82454767
0.95218062 0.91371894
0.91606871 0.84736286
0.8930049 0.80227276

0.92055357 0.85583373
0.91985102 0.8545123
0.91855712 0.8520733
0.93923715 0.89033939
0.91069317 0.83709339
0.81802752 0.63217498
0.91717586 0.84946191
0.91828761 0.85156439
0.91981713 0.85444851
0.90367412 0.82347517
0.91847758 0.85192314
0.90904911 0.83392558
0.90171878 0.8196364
0.89872826 0.81372541
0.91515296 0.84562266
0.92128249 0.85720268
0.92509362 0.86432664
0.93252578 0.87807128
0.91799615 0.85101371
0.94747247 0.90524846
0.92816657 0.87003201
0.96143241 0.93029707
0.9226383 0.85974339
0.9163788 0.8479513

0.95833064 0.92474562
0.9349775 0.88256718

0.90357724 0.82328546
0.91805499 0.85112491
0.87394783 0.76269708
0.92521941 0.86456084
0.91673119 0.84861949
0.86347564 0.73992872
0.93584068 0.88414601
0.92308219 0.86057366
0.92482059 0.8638181
0.92760102 0.86898445
0.90659842 0.82917893
0.92024946 0.85526198
0.91389233 0.84322095
0.94028562 0.89224549
0.9257959 0.86563346

0.91268902 0.84092174



0.911259 0.83818065
0.87712195 0.76945107
0.92743742 0.86868121
0.92414043 0.86255002
0.91533196 0.8459631
0.92007052 0.85492537
0.89048694 0.79717374
0.90742203 0.83077749
0.91640689 0.84800457
0.96459813 0.93596017
0.93524788 0.88306196
0.91975597 0.85433337
0.94445051 0.89979319
0.91684159 0.84882873
0.89500803 0.80630249
0.88574158 0.78745963
0.90831325 0.83250344
0.86981111 0.75379306
0.93291137 0.87877951
0.92021888 0.85520445
0.91514121 0.8456003
0.92169036 0.85796775
0.92371094 0.86174842
0.89861765 0.81350584
0.8722264 0.75900593

0.88813574 0.79237794
0.91439764 0.8441845
0.94184588 0.89507734
0.96237056 0.93197548
0.91918572 0.85325907
0.92556696 0.86520765
0.87668691 0.76852933
0.87799521 0.77129748
0.92755996 0.86890834
0.91278128 0.84109827
0.91051455 0.83674985
0.86865958 0.75129372
0.90841731 0.83270471
0.93047648 0.8742995
0.9304307 0.87421508

0.91077873 0.83725788
0.91726602 0.84963262
0.90733224 0.83060338
0.92418216 0.86262788
0.90746834 0.83086727
0.90615475 0.8283164
0.9257643 0.86557471

0.97563925 0.95573302



0.87488828 0.76470521
0.90404462 0.82420027
0.96775562 0.94160876
0.93073924 0.87478384
0.91741056 0.84990621
0.90795099 0.83180236
0.93101547 0.87529278
0.9168007 0.84875123

0.93120925 0.87564967
0.92501386 0.86417811
0.88579493 0.78756961
0.91322277 0.84194242
0.91822476 0.85144568
0.91710621 0.84933001
0.91908898 0.85307668
0.91292234 0.84136807
0.93519764 0.88297004
0.89872435 0.81371764
0.89947946 0.81521482
0.87860781 0.77258976
0.94112978 0.89377831
0.91648029 0.84814379
0.92933973 0.87220157
0.92476564 0.86371571
0.88881443 0.79376573
0.92582789 0.86569295
0.89926531 0.81479054
0.94639502 0.9033053
0.89208491 0.80041409
0.93773287 0.88759999
0.90721606 0.83037804
0.89579815 0.80788559
0.91441742 0.8442222
0.92126862 0.85717664
0.91337547 0.84223419
0.92620937 0.86640204
0.89230411 0.80085739
0.92567953 0.86541704
0.93606892 0.88456314
0.89855139 0.81337427
0.90528076 0.82661432
0.92900301 0.87157933
0.93025652 0.87389387
0.91396845 0.84336618
0.9222773 0.8590676

0.95812546 0.92437822
0.92261986 0.85970888
0.84781798 0.70445264



0.92269895 0.85985688
0.89164255 0.7995186
0.91651919 0.84821757
0.90108083 0.81837954
0.90718948 0.83032647
0.89475836 0.8058015
0.92824308 0.87017362
0.9071354 0.83022155

0.97489814 0.95440311
0.91953465 0.85391659
0.90675731 0.82948759
0.89402322 0.80432427
0.93753198 0.88723374
0.91086378 0.83742137
0.92029001 0.85533823
0.88837879 0.79287525
0.94612804 0.90282349
0.91225648 0.84009365
0.92298058 0.86038367
0.9109285 0.83754576

0.91696019 0.84905344
0.92116215 0.85697683
0.93039806 0.87415489
0.91258102 0.84071505
0.91193604 0.83947961
0.87443302 0.76373384
0.95395918 0.91691142
0.91849337 0.85195296
0.90489277 0.82585747
0.96580228 0.93811415
0.92460628 0.86341872
0.87284627 0.76033737
0.91944766 0.85375271
0.90405239 0.82421547
0.9102386 0.83621881
0.9105109 0.83674282

0.91678871 0.84872852
0.91213727 0.83986526
0.91851028 0.85198488
0.91490147 0.84514408
0.92379108 0.86189804
0.90611639 0.82824178
0.95368873 0.91642618
0.91377095 0.84298932
0.91373856 0.8429275
0.91799531 0.85101212
0.8784008 0.77215335

0.89721938 0.81072421



0.86666561 0.7469443
0.89862131 0.81351309
0.94043533 0.89251745
0.91059943 0.83691311
0.91825788 0.85150824
0.93579406 0.8840608
0.91776683 0.85058017
0.91203717 0.83967345
0.8985159 0.81330379

0.92138677 0.85739835
0.91888626 0.85269437
0.88940039 0.79496165
0.9189801 0.85287137

0.91325602 0.84200595
0.92148085 0.85757485
0.91049981 0.83672148
0.92337123 0.8611139
0.91440092 0.84419075
0.90205594 0.82029977
0.91941374 0.85368879
0.90751201 0.83095193
0.9023738 0.82092461

0.92694447 0.86776696
0.89255831 0.80137112
0.86480858 0.74286883
0.90329841 0.82273913
0.90477206 0.82562186
0.90472283 0.82552573
0.9034132 0.8229641

0.91852068 0.8520045
0.90092225 0.81806675
0.90321778 0.82258109
0.91507203 0.84546867
0.91947222 0.85379898
0.90129181 0.81879544
0.89989148 0.81603043
0.9277668 0.86929163

0.91307665 0.84166314
0.89500544 0.80629731
0.91302088 0.84155651
0.90581308 0.82765147
0.90701674 0.82999128
0.89903864 0.81434119
0.92146369 0.85754265
0.92435123 0.86294323
0.90986873 0.83550647
0.90942399 0.83464905
0.92383222 0.86197484



0.93812407 0.88831294
0.93402482 0.88082223
0.89968939 0.81563049
0.90903257 0.83389365
0.91682249 0.84879252
0.90144019 0.81908779
0.89659223 0.80947303
0.91016176 0.83607088
0.92328714 0.86095675
0.91787739 0.85078923
0.90102397 0.81826739
0.91151311 0.83866843
0.92220232 0.85892717
0.91973277 0.85428967
0.90774804 0.83140931
0.89870628 0.81368179
0.91499531 0.84532268
0.93745056 0.88708526
0.91235205 0.84027669
0.91591763 0.84707602
0.92010808 0.85499604
0.89583807 0.80796549
0.91247325 0.84050875
0.90788236 0.83166947
0.89051232 0.79722531
0.90041983 0.81707493
0.91778747 0.85061921
0.91129121 0.83824249
0.93512727 0.88284128
0.8908047 0.79781929

0.90599109 0.82799797
0.91821757 0.8514321
0.91939295 0.85364962
0.90998867 0.83573753
0.96124858 0.92996816
0.9123013 0.84017949
0.9080696 0.83203198

0.91492695 0.84519259
0.91923026 0.85334303
0.89698183 0.81025056
0.91257029 0.84069452
0.90248041 0.82113407
0.90608697 0.82818453
0.88829196 0.79269764
0.90503512 0.82613525
0.9875608 0.9772343

0.89824486 0.81276531
0.91007854 0.83591063



0.89428455 0.80484976
0.90649769 0.8289832
0.92236247 0.85922707
0.91945895 0.85377398
0.90487003 0.8258131
0.9132897 0.84207032

0.97384603 0.95251606
0.99008622 0.98182368
0.87450109 0.76387917
0.91250908 0.84057735
0.91532615 0.84595204
0.90994392 0.83565134
0.9298742 0.87318849

0.90892131 0.83367878
0.91391964 0.84327306
0.87284471 0.76033403
0.90901633 0.83386229

0.909049 0.83392537
0.95692711 0.92223193
0.91638352 0.84796026
0.92906431 0.87169265
0.92682087 0.8675376
0.92201387 0.85857413
0.8981931 0.81266242

0.92665851 0.86723621
0.91712003 0.8493562
0.91606597 0.84735765
0.89446508 0.80521255
0.90833218 0.83254006
0.92170866 0.85800207
0.91156978 0.83877717
0.9789101 0.96161016

0.91118732 0.83804299
0.96495376 0.93659632
0.92699619 0.86786293
0.93116567 0.87556942
0.93721137 0.88664899
0.91766029 0.85037868
0.91852342 0.85200968
0.91758367 0.85023374
0.97379726 0.95242862
0.92057593 0.85587577
0.95778703 0.92377218
0.91298472 0.84148736
0.90805118 0.83199633
0.89932707 0.81491294
0.92016227 0.85509797
0.91551348 0.84630818



0.9068102 0.8295903
0.92911676 0.87178957
0.91546933 0.84622427
0.9219607 0.8584745

0.91592792 0.84709555
0.92654577 0.86702689
0.8996182 0.81548956

0.90855382 0.83296868
0.92141154 0.85744483
0.90890098 0.83363952
0.86811814 0.7501154
0.91223312 0.84004889
0.92190868 0.858377
0.91923101 0.85334444
0.92813517 0.86997386
0.92753893 0.86886938
0.90182653 0.81984847
0.90013151 0.81650513
0.91721274 0.84953175
0.89098261 0.79818049
0.85914839 0.73029809
0.89664113 0.80957066
0.8618327 0.73628773

0.87739477 0.77002845
0.90019103 0.8166228
0.89100934 0.79823472
0.93338372 0.87964653
0.92617351 0.8663354
0.91556156 0.84639956
0.90195732 0.82010579
0.90180776 0.81981153
0.89531694 0.80692187
0.92100998 0.85669114
0.91092675 0.8375424
0.90299394 0.82214212
0.9106845 0.83707671

0.91191583 0.83944085
0.90550586 0.82705307
0.91910735 0.85311132
0.90794532 0.83179137
0.91430995 0.84401738
0.87483307 0.76458748
0.90585043 0.82772418
0.91058887 0.83689281
0.9508091 0.91125458

0.91142241 0.83849435
0.9285949 0.87082466
0.9715872 0.94846792



0.89839061 0.81305492
0.93046838 0.87428456
0.91373272 0.84291636
0.90080466 0.81783476
0.91111819 0.83791022
0.90924179 0.83429751
0.93351553 0.87988835
0.91121805 0.838102
0.93443097 0.88156646
0.8897592 0.79569294

0.89300621 0.8022754
0.91059779 0.83690995
0.8815129 0.77868468

0.88817798 0.79246439
0.91762019 0.85030284
0.93672563 0.88576256
0.85650362 0.72434689
0.91260393 0.84075891
0.90766009 0.83123891
0.90247143 0.82111643
0.91691609 0.84896989
0.93150455 0.8761933
0.90203621 0.82026098
0.90459724 0.82528046
0.8980651 0.81240795

0.92433447 0.86291195
0.93689731 0.88607593
0.90728119 0.83050438
0.90571813 0.82746658
0.90410878 0.82432576
0.90410878 0.82432576
0.89943376 0.81512431
0.90228687 0.82075377
0.88660017 0.78922751
0.91302367 0.84156183
0.87925451 0.77395129
0.90595156 0.82792104
0.91233858 0.8402509
0.92052509 0.85578021
0.92548381 0.86505293
0.91232385 0.84022268
0.91095578 0.83759819
0.92567525 0.86540908
0.87507183 0.76509645
0.92240056 0.8592984
0.89392704 0.80413074
0.90365009 0.82342812
0.91837235 0.85172444



0.94749789 0.90529428
0.92202903 0.85860254
0.89213509 0.8005156
0.91813976 0.85128509
0.92786965 0.86948215
0.92520045 0.86452555
0.93219485 0.87746305
0.91391978 0.84327333
0.91313354 0.84177187
0.91356919 0.84260416
0.93644046 0.88524187
0.98309355 0.96914924
0.86213538 0.73695994
0.91831009 0.85160687
0.91315308 0.84180923
0.90173319 0.81966476
0.90653837 0.82906224
0.92175352 0.85808617
0.92175352 0.85808617
0.92175352 0.85808617
0.92672223 0.86735451
0.91472138 0.84480122
0.90031341 0.81686467
0.91792151 0.85087262
0.90159161 0.81938603
0.90159161 0.81938603
0.90159161 0.81938603
0.91297367 0.84146624
0.89275682 0.80177204
0.9131282 0.84176167
0.9031066 0.8223631

0.87567502 0.76638058
0.86672365 0.74707129
0.92873336 0.87108077
0.91963133 0.85409867
0.89935511 0.8149685
0.88787609 0.79184625
0.90910266 0.83402896
0.91321339 0.8419245
0.90108738 0.81839245
0.90420997 0.82452365
0.90188182 0.81995725
0.91637864 0.847951
0.92192598 0.85840943
0.92010363 0.85498766
0.87323626 0.76117374
0.86432049 0.74179366
0.91994336 0.8546861



0.90810954 0.83210928
0.91361689 0.84269525
0.91189193 0.83939503
0.91117245 0.83801443
0.92968453 0.87283836
0.91210641 0.83980614
0.90718421 0.83031625
0.86815371 0.75019286
0.91487551 0.84509467
0.98841653 0.97878778
0.95215024 0.9136644
0.8919986 0.80023947
0.912475 0.84051211
0.870149 0.75452471

0.92706391 0.86798857
0.92274689 0.85994656
0.90480801 0.82569203
0.90833171 0.83253916
0.90081702 0.81785914
0.97429142 0.95331478
0.90856434 0.83298901
0.83869474 0.68297673
0.91986321 0.85453524
0.90184943 0.81989352
0.88444708 0.78478545
0.94914561 0.90826227
0.91071181 0.83712923
0.97686719 0.95793787
0.89733085 0.81094636
0.91268713 0.84091812
0.89648856 0.80926598
0.88551872 0.787
0.92465908 0.86351713
0.91921322 0.85331091
0.9209396 0.85655898

0.87030639 0.75486526
0.89579258 0.80787445
0.90918971 0.834197
0.90260123 0.82137135
0.91787982 0.85079382
0.9165415 0.84825987

0.91282587 0.84118356
0.9084054 0.83268168

0.91025195 0.83624451
0.92496591 0.86408879
0.88976636 0.79570752
0.92632401 0.86661503
0.91369745 0.84284904



0.88397372 0.78380493
0.90631823 0.82863434
0.91525598 0.8458186
0.93955135 0.89091087
0.90129507 0.81880186
0.90222397 0.82063015
0.90513444 0.82632899
0.92687275 0.86763388
0.90840506 0.83268102
0.91099161 0.83766704
0.90069568 0.81761966
0.88306926 0.78192752
0.90079786 0.81782134
0.89985557 0.81595938
0.96012652 0.92796033
0.91720314 0.84951355
0.85541514 0.72188321
0.90708341 0.83012068
0.90180287 0.81980191
0.9161042 0.84743022

0.91182496 0.83926664
0.92255724 0.85959168
0.91149451 0.83863273
0.9257159 0.86548468

0.90292612 0.82200907
0.92276413 0.85997882
0.90185015 0.81989494
0.87367267 0.76210841
0.89774492 0.81177098
0.85115026 0.71214876
0.90212567 0.8204369
0.90623631 0.82847502
0.90321802 0.82258156
0.9125317 0.84062066

0.90846319 0.83279344
0.90052491 0.81728248
0.9088723 0.83358411

0.92540741 0.86491076
0.89617688 0.80864317
0.90325374 0.82265158
0.9744404 0.95358198

0.92445166 0.86313049
0.88641923 0.78885534
0.88245998 0.78065986
0.91110455 0.83788401
0.95117821 0.91191804
0.90987932 0.83552688
0.88935815 0.79487551



0.88901175 0.79416868
0.91388334 0.8432038
0.89716334 0.81061251
0.93612678 0.88466886
0.93299784 0.87893829
0.92679708 0.86749344
0.93863513 0.88924374
0.97537105 0.95525168
0.98449617 0.97168356
0.94222371 0.89576231
0.90148576 0.81917757
0.84859401 0.70625201
0.88441045 0.78470961
0.91794684 0.8509205
0.88644787 0.78891425
0.94949893 0.90889815
0.9208742 0.85643615

0.91097307 0.8376314
0.9234176 0.86120053

0.91499096 0.8453144
0.88701243 0.79007474
0.89521079 0.80670909
0.91034699 0.83642743
0.96649154 0.93934717
0.90631217 0.82862254
0.91828949 0.85156795
0.87290699 0.76046766
0.9269882 0.8678481

0.89204355 0.8003304
0.916793 0.84873665

0.93108417 0.87541932
0.90782641 0.83156111

0.917237 0.84957768
0.91398498 0.84339772
0.90757163 0.83106748
0.90378226 0.82368689
0.89011804 0.7964235
0.96434263 0.93550314
0.91286712 0.84126247
0.90032424 0.81688607
0.88163858 0.77894711
0.91318994 0.84187968
0.91518143 0.84567681
0.93900798 0.88992241
0.92099933 0.85667114
0.90828656 0.83245181
0.91952356 0.8538957
0.95874458 0.92548673



0.83031826 0.66274042
0.90567948 0.8273913
0.91332927 0.84214591
0.8949147 0.80611526

0.89818313 0.8126426
0.900847 0.81791829

0.91385415 0.8431481
0.92506972 0.86428212

0.947521 0.90533594
0.90970245 0.83518601
0.93459024 0.88185819
0.90612484 0.82825821
0.8888599 0.79385861

0.95375216 0.91654
0.90949054 0.83477741
0.91035945 0.83645141
0.93266209 0.87832169
0.91902583 0.85295761
0.89630897 0.80890719
0.91368842 0.8428318
0.88360729 0.78304495
0.87575423 0.76654903
0.93756119 0.887287
0.95178858 0.91301476
0.89410825 0.80449528
0.91078636 0.83727255
0.91073161 0.83716729
0.90800359 0.83190421
0.91801653 0.85105223
0.89446929 0.80522099
0.91234682 0.84026668
0.92490384 0.86397318
0.91720161 0.84951066
0.86872716 0.75144064
0.90508471 0.82623199
0.9157968 0.84684653

0.88689301 0.78982945
0.91347621 0.8424266
0.85821117 0.72819484
0.91014919 0.83604667
0.91566369 0.84659364
0.89474951 0.80578375
0.8907194 0.79764607

0.92709118 0.86803915
0.90626424 0.82852934
0.91730436 0.8497052
0.91847151 0.85191168
0.91021986 0.83618274



0.90583884 0.82770162
0.887965 0.79202835

0.89765533 0.81159265
0.88313518 0.78206452
0.92213168 0.85879484
0.91959513 0.8540305
0.90274267 0.82164905
0.87407932 0.7629782
0.91524191 0.84579184
0.92236549 0.85923273
0.89285136 0.80196289
0.93021584 0.87381883
0.88996082 0.79610351
0.90167514 0.81955048
0.90167514 0.81955048
0.90167514 0.81955048
0.88252682 0.78079905
0.91422389 0.84385331
0.89878495 0.81383792
0.92119282 0.85703439
0.95678592 0.92197899
0.89209022 0.80042483
0.89507571 0.80643824
0.89671417 0.80971649
0.88253192 0.78080965
0.88285191 0.78147558
0.90821097 0.83230557
0.90782969 0.83156747
0.93883964 0.88961603
0.92686207 0.86761406
0.90234668 0.82087132
0.92831387 0.87030466
0.83520455 0.67460474
0.85671336 0.72482065
0.87993782 0.77538694
0.90960177 0.83499191
0.89480897 0.80590309
0.98444602 0.97159289
0.90779495 0.83150018
0.98219838 0.96753365
0.90732293 0.83058531
0.9385515 0.88909146
0.885348 0.78664767

0.92987809 0.87319565
0.89116776 0.79855616
0.89059899 0.79740144
0.95213548 0.91363787
0.90829972 0.83247728



0.93573334 0.88394979
0.95793323 0.92403399
0.89542626 0.80714092
0.89542626 0.80714092
0.89542626 0.80714092
0.90312057 0.82239049
0.9336397 0.88011611

0.91731686 0.84972885
0.89091678 0.79804685
0.90120254 0.81861948
0.90254351 0.82125802
0.93679994 0.88589822
0.94409324 0.89914715
0.87317308 0.76103831
0.90064362 0.81751689
0.90475348 0.82558557
0.91650811 0.84819656
0.91660177 0.84837416
0.88865166 0.79343316
0.8839301 0.78371451

0.91232407 0.8402231
0.91232053 0.84021633
0.86381549 0.74067952
0.90769312 0.8313029
0.9098572 0.83548425

0.88367138 0.78317793
0.8906278 0.79745999

0.89948049 0.81521687
0.90591466 0.82784922
0.9376768 0.88749779

0.95192137 0.91325331
0.93787134 0.88785241
0.89595236 0.80819415
0.8858185 0.7876182

0.89733292 0.81095049
0.88842129 0.79296218
0.91980813 0.85443155
0.89511503 0.8065171
0.90368003 0.82348674
0.90793482 0.83177106
0.91845171 0.8518743
0.90495146 0.82597201
0.92928997 0.87210964
0.89307785 0.80241992
0.87580381 0.76665445
0.93879811 0.88954045
0.89530387 0.80689568
0.88737162 0.79081208



0.89718718 0.81066002
0.947573 0.90542968

0.88907923 0.79430644
0.90241076 0.82099724
0.92091354 0.85651004
0.90945439 0.83470769
0.87569892 0.76643142
0.92891036 0.87140804
0.92159123 0.85778187
0.89826817 0.81281163
0.89671031 0.80970878
0.9000404 0.81632497

0.90807453 0.83204152
0.90497581 0.82601952
0.89920545 0.8146719
0.91651279 0.84820543
0.88575368 0.78748457
0.91329786 0.8420859
0.92846073 0.87057643
0.92892922 0.87144292
0.91333468 0.84215625
0.90663069 0.82924162
0.91258376 0.84072031
0.91481508 0.84497963
0.91497625 0.84528642
0.90045812 0.81715057
0.86589664 0.7452596
0.88842537 0.79297051
0.97978148 0.96317826
0.89577101 0.80783129
0.95287373 0.91496349
0.92922598 0.8719914

0.904443 0.82497913
0.90284308 0.82184614
0.90518976 0.82643689
0.90537514 0.82679832
0.91831149 0.8516095
0.89819036 0.81265697

0.871109 0.75659922
0.88778657 0.79166285
0.89607686 0.80844318
0.9128542 0.84123775

0.90059772 0.81742626
0.90059772 0.81742626
0.90059772 0.81742626
0.88183304 0.77935299
0.9267756 0.86745358

0.90098878 0.81819799



0.89468041 0.80564501
0.91753492 0.85014151
0.91291415 0.84135242
0.90178539 0.8197675
0.91314456 0.84179295
0.86710674 0.74790889
0.90847795 0.83282199
0.87421366 0.76326532
0.91255103 0.84065766
0.88029926 0.77614511
0.90595161 0.82792114
0.93950567 0.8908278
0.89612176 0.80853296
0.90704505 0.83004623
0.89836894 0.81301186
0.92253488 0.85954983
0.90402533 0.82416254
0.90258354 0.82133663
0.89574696 0.80778314
0.8971462 0.81057833

0.90254768 0.8212662
0.90957892 0.83494785
0.88588511 0.78775548
0.90771442 0.83134418
0.90052426 0.81728119
0.91079293 0.83728518
0.89098253 0.79818032
0.89887656 0.81401969
0.91166169 0.8389535
0.91027948 0.8362975
0.91850903 0.85198252
0.92355732 0.86146153
0.8830174 0.78181971

0.94130712 0.89410011
0.92176155 0.85810123
0.89809145 0.81246033
0.88817148 0.79245109
0.89248092 0.80121477
0.90191368 0.82001993
0.90797762 0.83185391
0.91879132 0.85251527
0.88794629 0.79199004
0.89943578 0.8151283
0.91522504 0.84575976
0.90282611 0.82181284
0.91766245 0.85038278
0.90604296 0.8280989
0.89171907 0.79967358



0.96331378 0.93366278
0.96387553 0.93466762
0.90756175 0.83104833
0.89247406 0.80120091
0.88347818 0.78277697
0.92809722 0.8699036
0.89322431 0.80271529
0.90447122 0.82503427
0.86639417 0.74635008
0.75708021 0.46834934
0.91288784 0.8413021
0.89205227 0.80034805
0.87557466 0.7661671
0.90632598 0.82864941
0.89606781 0.80842508
0.92145706 0.85753021
0.90676459 0.82950173
0.92925893 0.87205229
0.90097774 0.81817623
0.90076974 0.81776583
0.89974689 0.81574431
0.91656635 0.848307
0.91648636 0.84815531
0.88778776 0.79166528
0.91109164 0.83785921
0.92406211 0.86240391
0.89265906 0.80157463
0.91283828 0.8412073
0.90122913 0.8186719
0.90252635 0.82122429
0.92325061 0.86088849
0.90997886 0.83571864
0.88679277 0.78962347
0.8936757 0.80362482

0.89176069 0.79975787
0.8776142 0.7704925
0.8753222 0.76562975

0.91947142 0.85379746
0.89145953 0.79914777
0.89417245 0.80462438
0.91800282 0.85102631
0.89728798 0.81086094
0.9207297 0.8561647

0.91017931 0.83610466
0.89075275 0.7977138
0.90146689 0.81914039
0.90337321 0.82288574
0.91181998 0.83925708



0.89999278 0.8162308
0.91303776 0.84158878
0.90005603 0.81635589
0.88519481 0.78633138
0.9022146 0.82061173

0.91768562 0.85042659
0.91196033 0.83952617
0.91351478 0.84250027
0.90615056 0.82830824
0.90981966 0.83541191
0.93061044 0.87454646
0.93716923 0.88657212
0.91088834 0.83746858
0.89988275 0.81601314
0.88025601 0.77605443
0.90677874 0.8295292
0.91875841 0.85245318
0.90286386 0.8218869
0.88757491 0.791229
0.89737109 0.81102655
0.89947475 0.8152055
0.92750379 0.86880423
0.89854876 0.81336904
0.94430553 0.89953106
0.8862882 0.78858569

0.96458126 0.93593
0.93479728 0.88223728
0.94251094 0.8962828
0.89309694 0.80245843
0.89277595 0.80181067
0.88635859 0.78873054
0.91663064 0.84842889
0.91399201 0.84341112
0.92100269 0.85667745
0.91339935 0.84227981
0.91169822 0.83902358
0.90765446 0.831228
0.89858198 0.81343502
0.87572324 0.76648313
0.90573547 0.82750035
0.89530931 0.80690657
0.95761027 0.92345561
0.90127768 0.81876758
0.90656908 0.82912192
0.90265539 0.82147771
0.9258617 0.86575581

0.89688588 0.81005915
0.88863506 0.79339923



0.9143943 0.84417813
0.91553442 0.84634799
0.89855685 0.81338511
0.90036521 0.81696701
0.89022004 0.79663101
0.90426038 0.82462221
0.90494601 0.82596137
0.92742304 0.86865455
0.90706017 0.83007558
0.90138491 0.8189789
0.8869768 0.79000157

0.87833264 0.77200959
0.89553667 0.80736209
0.8969913 0.81026944

0.89747167 0.81122692
0.91200181 0.83960567
0.91520284 0.84571753
0.88347917 0.78277902
0.89075103 0.7977103
0.90968251 0.83514757
0.91420064 0.84380899
0.93307562 0.87908108
0.89172554 0.79968669
0.88610345 0.78820531
0.90678873 0.8295486
0.90160908 0.81942043
0.91260157 0.8407544
0.90871047 0.83327145
0.89358256 0.80343725
0.92416313 0.86259238
0.91689095 0.84892225
0.89627088 0.80883107
0.91693027 0.84899675
0.92381999 0.86195202
0.90437371 0.82484372

0.886667 0.78936493
0.9098638 0.83549698

0.90832766 0.83253132
0.89525808 0.8068039
0.90076895 0.81776427
0.89333768 0.80294384
0.96918143 0.94416035
0.89483387 0.80595307
0.90765312 0.83122541
0.89278242 0.80182373
0.89792647 0.81213222
0.88844079 0.79300205
0.89474208 0.80576882



0.90132833 0.81886741
0.90894223 0.83371919
0.91541528 0.84612151
0.90984541 0.83546152
0.92729315 0.86841373
0.90901722 0.833864
0.90407582 0.8242613
0.93828779 0.8886112
0.98917635 0.98016851
0.90698367 0.82992709
0.89700463 0.81029604
0.87887482 0.77315225
0.88738493 0.79083936
0.94010784 0.89192247
0.90890926 0.83365551
0.89360326 0.80347894
0.90397791 0.82406976
0.90155203 0.81930808
0.89090937 0.79803182
0.89390367 0.80408373
0.90722609 0.8303975
0.87118463 0.75676237
0.90818196 0.83224943
0.88540638 0.78676818
0.90663388 0.82924783
0.91123681 0.83813802
0.89552954 0.8073478
0.91827725 0.85154483
0.90068966 0.81760778
0.9225274 0.85953583

0.91243183 0.84042947
0.90331541 0.82277246
0.87418332 0.76320049
0.92436026 0.86296006
0.87998962 0.77549566
0.90773555 0.83138511
0.88306586 0.78192044
0.88308543 0.78196112
0.88968347 0.79553865
0.89789557 0.81207075
0.89789557 0.81207075
0.89938585 0.8150294
0.9078317 0.83157135

0.92689067 0.86766713
0.86129774 0.73509809
0.98936845 0.9805178
0.9165256 0.84822973

0.90208454 0.82035601



0.91325302 0.84200022
0.90114006 0.81849633
0.80480138 0.59818961
0.90107387 0.81836581
0.89271627 0.80169017
0.89127251 0.79876861
0.90897647 0.83378532
0.91274807 0.84103473
0.88431001 0.78450166
0.91214727 0.83988443
0.89398763 0.80425267
0.94655404 0.9035922
0.90566771 0.82736838
0.88708548 0.79022477
0.85508121 0.7211257
0.91214611 0.83988221
0.90926942 0.83435084
0.9072683 0.83047937
0.9414806 0.89441485

0.90312378 0.82239678
0.87116024 0.75670977
0.86551875 0.74443021
0.92168346 0.85795482
0.88862661 0.79338196
0.88343345 0.78268411
0.90307832 0.82230763
0.89518355 0.80665449
0.90511834 0.82629759
0.97056434 0.94663607
0.89023588 0.79666324
0.88621736 0.78843985
0.88621736 0.78843985
0.88621736 0.78843985
0.91113236 0.83793743
0.8932457 0.80275842

0.91270433 0.84095105
0.90508525 0.82623304
0.8947473 0.8057793

0.91880421 0.8525396
0.8994958 0.8152472

0.90525845 0.82657083
0.92765495 0.86908439
0.90989295 0.83555313
0.92327576 0.86093548
0.9104721 0.83666818

0.90839333 0.83265834
0.91227854 0.8401359
0.88505322 0.78603893



0.88894732 0.79403713
0.91032913 0.83639306
0.90929189 0.83439419
0.90321264 0.82257102
0.89537999 0.80704822
0.91198036 0.83956456
0.90013635 0.8165147
0.89092176 0.79805697
0.93680312 0.88590401
0.8683534 0.75062762
0.9207329 0.85617072

0.91570536 0.84667282
0.90447973 0.82505089
0.90385396 0.82382722
0.90991413 0.83559395
0.9037185 0.82356208

0.91244834 0.84046106
0.91367881 0.84281345
0.89606175 0.80841296
0.90198863 0.82016739
0.90881932 0.83348177
0.90539824 0.82684335
0.90241123 0.82099816

0.903115 0.82237956
0.89636786 0.80902486
0.88855189 0.79322923
0.92091532 0.85651338
0.90537155 0.82679132
0.90010636 0.8164554
0.84878562 0.70669564
0.89176494 0.79976649
0.88370723 0.78325231
0.87708891 0.7693811
0.8961131 0.80851563

0.90800933 0.8319153
0.91188914 0.8393897
0.89068162 0.79756933
0.89097579 0.79816663
0.91080109 0.83730087
0.89844657 0.81316609
0.92876718 0.8711433

0.882073 0.7798535
0.87404966 0.7629148
0.91510807 0.84553725
0.88161998 0.77890828
0.9115648 0.83876762

0.91564126 0.84655103
0.90940671 0.83461573



0.90206414 0.8203159
0.90661781 0.82921661
0.92694412 0.86776632
0.98250215 0.96808173
0.8954452 0.80717887

0.87201356 0.75854816
0.89119846 0.79861843
0.89511605 0.80651914
0.90088426 0.81799181
0.92555711 0.86518931
0.9043917 0.82487888

0.89768539 0.81165249
0.92917128 0.87189033
0.90916515 0.8341496
0.88702608 0.79010278
0.89107475 0.79836746
0.89036514 0.79692611
0.90566544 0.82736396
0.88684435 0.78972946
0.88324019 0.78228272
0.86967206 0.75349176
0.89716044 0.81060672
0.89716044 0.81060672
0.89716044 0.81060672
0.90436034 0.82481759
0.8982529 0.81278128

0.90074206 0.81771121
0.91287645 0.84128031
0.90872503 0.83329958
0.8896658 0.79550264

0.88915022 0.79445131
0.90199948 0.82018872
0.90199948 0.82018872
0.90585181 0.82772686
0.8815546 0.77877177

0.90345661 0.82304916
0.87831402 0.7719703
0.91031114 0.83635845
0.89404752 0.80437313
0.91681714 0.84878239
0.89121503 0.79865204
0.89654028 0.8093693
0.92155232 0.8577089
0.90818441 0.83225418
0.90046606 0.81716626
0.90093248 0.81808693
0.87077024 0.75586788
0.89600714 0.80830374



0.8719308 0.75837007
0.85338747 0.71727128
0.90118419 0.81858332
0.89819405 0.81266431
0.88167032 0.77901337
0.88825762 0.79262737
0.90377372 0.82367017
0.91947538 0.85380492
0.88198737 0.77967492
0.91337001 0.84222375
0.86476076 0.74276356
0.92420377 0.86266819
0.86598421 0.74545167
0.90746661 0.83086392
0.88476931 0.78545209
0.93188194 0.87688767
0.87455128 0.7639863
0.88988574 0.79595064
0.87307206 0.76082171
0.87150007 0.75744248
0.88583572 0.78765368
0.90046911 0.81717227
0.90928316 0.83437734
0.88622641 0.78845848
0.90854602 0.83295359
0.89887328 0.81401318
0.89852625 0.81332434
0.90001909 0.81628284
0.92993651 0.87330348
0.84961062 0.70860272
0.89404946 0.80437703
0.88781341 0.79171783
0.88774411 0.79157584
0.9044047 0.82490428

0.97220686 0.94957805
0.89865507 0.81358013
0.89408748 0.80445351
0.89519739 0.80668222
0.91730822 0.84971249
0.89586921 0.80802781
0.86553591 0.74446788
0.89341685 0.80310339
0.89502944 0.80634544
0.90348721 0.82310911
0.90401915 0.82415045
0.90723486 0.8304145
0.9011934 0.81860147

0.81263925 0.61846094



0.93464255 0.88195398
0.93464255 0.88195398
0.93464255 0.88195398
0.93464255 0.88195398
0.93464255 0.88195398
0.93464255 0.88195398
0.93464255 0.88195398
0.93464255 0.88195398
0.93464255 0.88195398
0.89440256 0.80508693
0.88070756 0.77700055
0.89274449 0.80174715
0.87985615 0.77521552
0.90687681 0.82971964
0.89441363 0.80510916
0.90299718 0.82214847
0.92520591 0.86453571
0.85721585 0.7259544
0.90706199 0.83007911
0.91343901 0.84235556
0.91185295 0.83932031
0.89556881 0.80742646
0.87789515 0.77108616
0.97992605 0.96343852
0.90842482 0.83271923
0.90651579 0.82901837
0.89655542 0.80939952
0.89569118 0.80767148
0.89884947 0.81396595
0.8891673 0.79448618

0.90304682 0.82224585
0.92947734 0.87245577
0.91458879 0.84454869
0.91088681 0.83746563
0.91985341 0.85451679
0.86539837 0.74416578
0.90619016 0.82838527
0.86989504 0.75397487
0.8940523 0.80438274

0.90382054 0.82376182
0.89324601 0.80275904
0.89162714 0.79948738
0.89155102 0.79933317
0.89921628 0.81469336
0.92226616 0.85904673
0.89536363 0.80701543
0.89565947 0.80760801
0.89883644 0.81394008



0.90451416 0.82511818
0.89584698 0.80798332
0.89710122 0.81048866
0.87302007 0.76071023
0.88341297 0.78264157
0.90679674 0.82956417
0.8987552 0.81377888
0.9117603 0.83914264

0.89448184 0.80524622
0.89025997 0.79671224
0.94112363 0.89376715
0.88883365 0.793805
0.9116293 0.83889137

0.89962858 0.81551013
0.90549317 0.82702835
0.88146626 0.77858726
0.89509513 0.80647719
0.90072162 0.81767087
0.94110311 0.89372989
0.96039415 0.92843927
0.8833635 0.78253885

0.87093893 0.75623215
0.89667399 0.80963627
0.9015253 0.81925543

0.89247348 0.80119973
0.89916711 0.81459591
0.87516858 0.7653026
0.91121805 0.838102
0.88997544 0.79613326
0.87669213 0.7685404
0.88498568 0.78589938
0.90034069 0.81691858
0.87519569 0.76536033
0.92118818 0.85702569
0.87836229 0.77207212
0.91023659 0.83621495
0.89756331 0.81140943
0.88282275 0.78141492
0.8900193 0.79622255

0.91868098 0.85230708
0.87714124 0.7694919
0.93782154 0.88776163
0.88141676 0.77848384
0.88961449 0.7953981
0.89506687 0.80642052
0.87090254 0.75615359
0.89968251 0.81561687
0.89205614 0.80035589



0.91860806 0.85216945
0.89322181 0.80271026
0.8903523 0.79690001

0.88652578 0.78907452
0.96047833 0.92858991
0.95472394 0.91828313
0.89982035 0.81588968
0.89122602 0.79867433
0.88940878 0.79497876
0.88422641 0.78432852
0.91313829 0.84178095
0.89604644 0.80838233
0.89209003 0.80042444

0.899888 0.81602354
0.89990385 0.81605489
0.89467643 0.80563702
0.97436608 0.95344869
0.91612804 0.84747548
0.9041977 0.82449965

0.88323096 0.78226353
0.89764266 0.81156742
0.87879034 0.77297433
0.91505798 0.84544194
0.86982368 0.7538203
0.89035479 0.79690507
0.88658534 0.78919703
0.89950569 0.81526678
0.89517105 0.80662943
0.89500699 0.80630042
0.89500699 0.80630042
0.90153118 0.81926703
0.9222485 0.85901365

0.89609833 0.80848611
0.89579754 0.80788438
0.89894193 0.81414938
0.89933387 0.8149264
0.87950927 0.77448691
0.97005548 0.94572496
0.89316735 0.80260043
0.88485145 0.78562192
0.93928194 0.89042087
0.94423966 0.89941195
0.90010207 0.81644693
0.92087551 0.85643862
0.90254189 0.82125482
0.87712634 0.76946036
0.9055236 0.82708764

0.94880491 0.90764892



0.90928641 0.83438362
0.92410111 0.86247668
0.90872076 0.83329134
0.88483686 0.78559177
0.89440587 0.80509359
0.8987063 0.81368181

0.87770358 0.77068141
0.82953858 0.66083195
0.90495162 0.82597233
0.89889029 0.81404693
0.89512771 0.80654252
0.88733679 0.79074061
0.89784882 0.81197774
0.88368287 0.78320177
0.88748686 0.79104845
0.8983323 0.81293907

0.92228439 0.85908087
0.92745882 0.86872089
0.91408008 0.84357911
0.89042546 0.79704874
0.89813468 0.8125463
0.90392335 0.82396302
0.90416354 0.82443285
0.90416354 0.82443285
0.90609315 0.82819656
0.8928898 0.80204049

0.87676558 0.76869612
0.90656151 0.82910722
0.88604494 0.78808479
0.97241605 0.94995286
0.90539807 0.82684301
0.89148575 0.7992009
0.88281171 0.78139194
0.89507333 0.80643347
0.89169445 0.79962373
0.87867632 0.77273412
0.9230194 0.86045626
0.9230194 0.86045626

0.89221547 0.80067817
0.89491078 0.80610739
0.8819779 0.77965517

0.87479924 0.76451535
0.86411093 0.74133155
0.87562817 0.76628092
0.9363747 0.88512176

0.88298632 0.78175508
0.88682642 0.78969261
0.88830354 0.79272131



0.92383374 0.86197768
0.8916973 0.7996295
0.880723 0.77703287

0.88352656 0.7828774
0.90672686 0.82942846
0.85964973 0.73142061
0.88701106 0.79007195
0.87757308 0.77040556
0.88640759 0.78883139
0.88271309 0.78118677
0.88271309 0.78118677
0.88271309 0.78118677
0.88271309 0.78118677
0.88597259 0.78793573
0.9071059 0.83016431

0.91513575 0.8455899
0.9010371 0.8182933

0.85599137 0.72318851
0.87790543 0.77110788
0.90187353 0.81994095
0.9066216 0.82922396

0.88211948 0.7799504
0.88486628 0.78565258
0.90172233 0.81964338
0.90302721 0.82220738
0.87214725 0.75883572
0.90547087 0.8269849
0.92148386 0.8575805
0.92443283 0.86309538
0.92239293 0.8592841
0.90624823 0.82849822

0.89332 0.80290821
0.88994373 0.79606872
0.8901962 0.79658253

0.89179811 0.79983364
0.89833959 0.81295355
0.88082181 0.77723972
0.88898125 0.79410643
0.8990459 0.81435559

0.89952952 0.81531397
0.90692043 0.82980433
0.89536279 0.80701374
0.92000235 0.85479711
0.88401699 0.78389462
0.84666838 0.70177917
0.88237273 0.78047814
0.87880268 0.77300032
0.9016275 0.81945669



0.86671529 0.747053
0.87699344 0.76917893
0.91991651 0.85463556
0.90259509 0.82135931
0.88904548 0.79423755
0.89575967 0.80780858
0.8926964 0.80165004

0.90110166 0.81842061
0.89741051 0.81110509
0.87224257 0.75904068
0.91194348 0.83949386
0.88992593 0.79603247
0.87432429 0.76350164
0.87432429 0.76350164
0.88542213 0.78680068
0.87029293 0.75483615
0.88057732 0.77672779
0.9132038 0.84190617
0.8630347 0.73895338

0.88905668 0.79426041
0.91841188 0.8517991
0.89013813 0.79646437
0.89526686 0.80682149
0.88004463 0.77561108
0.88956575 0.79529876
0.88042211 0.77640261
0.98516901 0.9729006
0.91501574 0.84536156
0.89407343 0.80442526
0.90720231 0.83035137
0.88044277 0.77644591
0.88625193 0.78851101
0.86325101 0.73943202
0.89821647 0.81270887
0.89265026 0.80155686
0.88611951 0.78823837
0.90514475 0.8263491
0.94323206 0.89758883
0.88355103 0.78292819
0.8913532 0.79893223

0.91629704 0.84779619
0.89589407 0.80807755
0.88752546 0.79112761
0.91693806 0.84901151
0.89061131 0.79742648
0.91478908 0.84493012
0.88635619 0.78872562
0.89121753 0.79865712



0.88446336 0.78481914
0.89241374 0.80107901
0.92473182 0.86365268
0.88181908 0.77932385
0.88971394 0.79560073
0.89287167 0.80200389
0.93693903 0.88615207
0.8758437 0.76673926

0.87970114 0.77489001
0.89888097 0.81402844
0.87383291 0.76245129
0.92644832 0.86684593
0.89367334 0.80362007
0.91444544 0.84427559
0.85343837 0.71738742
0.8662304 0.74599131

0.88260258 0.78095676
0.91410364 0.84362404
0.89209864 0.80044186
0.91599821 0.84722902
0.9126344 0.84081722

0.88813507 0.79237657
0.88926964 0.79469497
0.89184119 0.79992087
0.88223812 0.78019769
0.85163294 0.71325697
0.92751903 0.86883249
0.87983874 0.77517896
0.89782062 0.81192162
0.90333691 0.82281459
0.88718306 0.79042511
0.87666694 0.76848699
0.90037449 0.81698536
0.8839579 0.78377214

0.88899272 0.79412983
0.89030026 0.79679417
0.90500136 0.82606937
0.88332289 0.78245452
0.88664995 0.78932987
0.87842989 0.77221468
0.87771101 0.77069713
0.88369667 0.7832304
0.91647637 0.84813637
0.88123399 0.77810189
0.88756611 0.79121096
0.88107153 0.7777622
0.88107153 0.7777622
0.88963734 0.79544466



0.86451152 0.74221465
0.90487213 0.82581718
0.85133005 0.71256174
0.90141415 0.81903651
0.89838197 0.81303776
0.89899739 0.81425938
0.91742063 0.84992526
0.89422678 0.80473361
0.90064676 0.81752309
0.93383383 0.88047211
0.88868479 0.79350087
0.90842777 0.83272494
0.87804953 0.77141217
0.9080615 0.8320163
0.9322563 0.87757602

0.90001205 0.81626892
0.90280631 0.82177397
0.87342721 0.76158285
0.8867974 0.78963297

0.89971793 0.81568699
0.89184488 0.79992833
0.89394231 0.80416148
0.90432336 0.82474531
0.89301565 0.80229445
0.86339914 0.7397596
0.89774086 0.8117629
0.8936148 0.80350219
0.8942972 0.80487519

0.88767461 0.7914334
0.8953337 0.80695546
0.8953337 0.80695546
0.8953337 0.80695546

0.91280302 0.84113985
0.91060536 0.83692453
0.86026067 0.73278613
0.87812858 0.77157903
0.87143303 0.757298
0.8748974 0.76472466

0.92777363 0.86930429
0.9077097 0.83133503
0.9007287 0.81768484

0.84747725 0.70366123
0.89728486 0.81085472
0.86461547 0.74244365
0.90120422 0.8186228
0.85876145 0.72943051
0.89234832 0.80094677
0.87199394 0.75850594



0.89365032 0.80357373
0.90362347 0.82337599
0.86431328 0.74177776
0.91049059 0.83670375
0.8990438 0.81435142

0.88415107 0.78417246
0.96895509 0.94375523
0.88256914 0.78088714
0.91449033 0.84436112
0.87138849 0.75720198
0.8758182 0.76668504

0.93232341 0.87769938
0.87819541 0.77172007
0.91587644 0.84699779
0.8874061 0.79088279

0.89841255 0.8130985
0.90819393 0.8322726
0.89000827 0.79620009
0.86971498 0.75358477
0.89981667 0.81588241
0.89194952 0.80014013
0.88864065 0.79341065
0.89589945 0.80808831
0.88235266 0.78043632
0.86587711 0.74521677
0.89120092 0.79862343
0.93675319 0.88581288
0.89171525 0.79966585
0.87204434 0.75861438
0.86873361 0.75145468
0.88971597 0.79560486
0.8971712 0.81062817
0.8905098 0.7972202

0.87897817 0.77336982
0.91780934 0.85066057
0.88160269 0.77887219
0.89279717 0.80185351
0.90281779 0.8217965
0.89209921 0.80044302
0.8938627 0.80400128

0.88902729 0.79420042
0.89325704 0.80278129
0.88878917 0.79371413
0.88246303 0.78066622
0.87142666 0.75728426
0.89921878 0.81469833
0.87267565 0.75997116
0.89693118 0.81014953



0.88831031 0.79273517
0.88904028 0.79422692
0.91938155 0.85362814
0.90948882 0.8347741
0.93549397 0.8835121
0.89642788 0.80914477
0.92745971 0.86872254
0.88302702 0.78183971
0.88348859 0.78279858
0.89204689 0.80033718
0.91475407 0.84486347
0.90643095 0.82885346
0.93656049 0.88546106
0.88529633 0.78654102
0.88395785 0.78377204
0.88426377 0.7844059
0.8885412 0.79320736
0.8685439 0.75104214

0.89625674 0.8088028
0.92015952 0.85509281
0.87148937 0.75741942
0.89415399 0.80458726
0.90213401 0.82045329
0.89997131 0.81618833
0.86585028 0.7451579
0.8767718 0.7687093
0.9039876 0.82408873

0.91292902 0.84138085
0.89495094 0.80618798
0.89555016 0.80738911
0.86851959 0.75098926
0.92001707 0.85482481
0.90507471 0.82621248
0.87081595 0.75596661
0.90374218 0.82360842
0.88784018 0.79177269
0.88429312 0.78446668
0.89779197 0.81186461
0.89794134 0.81216181
0.8808715 0.77734373

0.84329673 0.69388379
0.89825326 0.812782
0.87466855 0.76423656
0.87850222 0.7723672
0.90609215 0.82819462
0.87413134 0.76308941
0.89196842 0.80017838
0.89990429 0.81605576



0.88450829 0.78491214
0.89167154 0.79957732
0.90046754 0.81716917
0.89214722 0.80054013
0.85892366 0.72979434
0.84055092 0.6873941
0.89840353 0.81308058
0.86357779 0.74015448
0.89372356 0.8037212
0.90208184 0.8203507
0.87371399 0.76219685
0.88655371 0.78913197
0.88443582 0.78476214
0.88443582 0.78476214
0.92347641 0.86131039
0.89075252 0.79771334
0.87979135 0.77507947
0.89516874 0.80662479
0.89516874 0.80662479
0.8938371 0.80394975
0.8950421 0.80637083

0.86229487 0.73731387
0.88869384 0.79351935
0.87263287 0.75987929
0.86223279 0.73717612
0.87321706 0.76113258
0.91550998 0.84630153
0.88060368 0.776783
0.87288935 0.76042982
0.90429885 0.8246974
0.88938384 0.79492789
0.88492466 0.78577325
0.89180861 0.7998549
0.89604061 0.80837068
0.8623133 0.73735476

0.89118898 0.7985992
0.83491458 0.67390534
0.90800585 0.83190858
0.89083602 0.79788291
0.84348622 0.69432967
0.8817189 0.77911479

0.89257349 0.80140179
0.89690123 0.81008978
0.89171899 0.79967341
0.89171899 0.79967341
0.84989321 0.70925482
0.89005947 0.7963043
0.88812292 0.7923517



0.89450203 0.80528677
0.89130049 0.79882534
0.85102679 0.711865

0.87224 0.75903516
0.90560463 0.82724551
0.87915189 0.77373544
0.93912478 0.89013494
0.88792835 0.7919533
0.90268581 0.82153743
0.89538143 0.8070511
0.8925775 0.8014099

0.87816429 0.7716544
0.87224604 0.75904816
0.98082622 0.9650598
0.88910718 0.79436347
0.86579868 0.74504469
0.88651391 0.7890501
0.88442044 0.78473031
0.85851943 0.72888731
0.82123109 0.64023943
0.88730666 0.79067879
0.92634452 0.86665312
0.85771888 0.72708761
0.89173528 0.79970642
0.9801582 0.96385652

0.89914982 0.81456164
0.89315893 0.80258345
0.89039826 0.79699344
0.93804567 0.88817009
0.88933104 0.79482022
0.88664221 0.78931396
0.87180026 0.75808909
0.92748168 0.86876326
0.89870203 0.81367334
0.87975624 0.77500574
0.89542675 0.8071419
0.88567412 0.78732053
0.86553438 0.74446453
0.87161163 0.75768285
0.90324774 0.82263982
0.88211012 0.77993088
0.88966414 0.79549926
0.90860347 0.83306465
0.87249025 0.75957298
0.87930618 0.77405996
0.90686744 0.82970145
0.88673738 0.78950961
0.88260531 0.78096245



0.88733876 0.79074466
0.89354807 0.80336778
0.89559125 0.80747139
0.85700218 0.72547253
0.87146845 0.75737433
0.86501441 0.74332171
0.8831735 0.78214416

0.86827769 0.75046284
0.86257882 0.73794358
0.92043563 0.85561204
0.88410634 0.78407978
0.89019129 0.79657253
0.8959118 0.80811302

0.89128248 0.79878883
0.82302264 0.64471972
0.89542334 0.80713506
0.87725035 0.76972287
0.83945431 0.68478732

0.874828 0.76457669
0.86532043 0.74399453
0.90507052 0.82620431
0.90233839 0.82085503
0.91314234 0.84178869
0.89655757 0.80940381
0.87009399 0.75440567
0.90232614 0.82083097
0.88790735 0.79191029
0.89173931 0.79971457
0.88986359 0.79590554
0.85457017 0.71996487
0.84028519 0.68676322
0.89334402 0.80295661
0.69183418 0.28845465
0.88344064 0.78269903
0.89291922 0.80209986
0.88883992 0.7938178
0.8831539 0.78210341

0.86968863 0.75352766
0.89612192 0.80853328
0.86906376 0.752172
0.86401439 0.74111855
0.9053001 0.82665204

0.83534096 0.67493358
0.88709468 0.79024365
0.88709468 0.79024365
0.87827433 0.77188658
0.85871202 0.7293196
0.90835304 0.83258042



0.88799654 0.79209294
0.85200591 0.71411215
0.87483279 0.76458688
0.87657331 0.76828845
0.89746843 0.81122047
0.89361685 0.80350631
0.87874501 0.77287883
0.86939555 0.75289216
0.82431341 0.64793434
0.88384381 0.7835356
0.87812657 0.7715748
0.84302164 0.69323604
0.88268338 0.78112493
0.88416283 0.78419682

0.898891 0.81404835
0.91051569 0.83675204
0.87878103 0.77295471
0.89609926 0.80848797
0.89478408 0.80585312
0.91863406 0.85221853
0.90250223 0.82117692
0.88507452 0.78608293
0.87922093 0.77388066
0.89145713 0.79914291
0.89616701 0.80862343
0.86527791 0.74390109
0.92663315 0.86718914
0.91206804 0.83973261
0.88603895 0.78807245
0.89641588 0.8091208
0.89997046 0.81618666
0.87898722 0.77338888
0.89196204 0.80016547
0.84863595 0.70634913

0.895809 0.80790731
0.92490684 0.86397877
0.8729351 0.76052797

0.89727796 0.81084096
0.89226797 0.80078433
0.86649397 0.74656862
0.90743432 0.83080132
0.9149986 0.84532894

0.89184345 0.79992543
0.87138672 0.75719818
0.88216512 0.78004554
0.8961227 0.80853484

0.88074183 0.7770723
0.87218162 0.75890963



0.86431987 0.7417923
0.88752695 0.79113066
0.88121242 0.7780568
0.8980153 0.81230892

0.84834396 0.70567269
0.88967232 0.79551593
0.89097841 0.79817195
0.9332974 0.87948814

0.87803349 0.77137831
0.88764375 0.79137015
0.87614291 0.76737499
0.89757126 0.81142527
0.8882356 0.79258231

0.87004396 0.75429735
0.87448592 0.76384679
0.8687745 0.75154356

0.87176771 0.758019
0.88102365 0.77766205
0.88030324 0.77615346
0.86020297 0.73265729
0.8859131 0.78781316

0.89017384 0.79653702
0.91252812 0.84061379
0.87923513 0.77391054
0.89998775 0.81622085
0.92440621 0.86304575
0.91012309 0.83599641
0.88245309 0.78064552
0.85259225 0.71545455
0.87969844 0.77488434
0.8755953 0.76621101

0.87896426 0.77334056
0.88996496 0.79611193
0.87426707 0.76337942
0.85753717 0.72667846
0.88575475 0.78748677

0.888458 0.79303725
0.89972593 0.81570283
0.88714727 0.79035163
0.93249928 0.87802257
0.8800753 0.77567543

0.87616867 0.7674297
0.86392531 0.74092194
0.90263573 0.82143911
0.90113415 0.81848467
0.89528335 0.80685455
0.87841206 0.77217708
0.90019963 0.8166398



0.8672819 0.74829154
0.90714703 0.83024412
0.89594069 0.80817082
0.91247892 0.84051961
0.92215579 0.85884001
0.8805624 0.77669655

0.88028967 0.776125
0.86287989 0.73861063

0.893345 0.8029586
0.92678636 0.86747354
0.88235538 0.78044199
0.86175765 0.73612095
0.89073297 0.79767362
0.88432857 0.7845401
0.86828549 0.75047981
0.8876894 0.79146372

0.88091523 0.77743523
0.87754965 0.77035601
0.8732956 0.7613009

0.88087986 0.77736122
0.87387997 0.76255196
0.90316796 0.82248341
0.8950581 0.80640293

0.88610178 0.78820187
0.88159592 0.77885804
0.88983673 0.79585084
0.91297011 0.84145943
0.87578741 0.76661959
0.88551297 0.78698814
0.90037706 0.81699044
0.8891381 0.79442659

0.87776692 0.77081527
0.9361368 0.88468717

0.88692109 0.78988713
0.87912588 0.77368071
0.86017532 0.73259553
0.90117975 0.81857456
0.88801795 0.79213679
0.89746616 0.81121593
0.88150237 0.77866268
0.88420345 0.78428098
0.85924058 0.73050465
0.87162556 0.75771286
0.90671978 0.8294147
0.8274884 0.65579359

0.86622483 0.74597913
0.90076507 0.81775662
0.86978699 0.75374081



0.88457845 0.78505731
0.87375411 0.7622827
0.8999104 0.81606785

0.87819499 0.77171918
0.89456127 0.80540576
0.89251824 0.80129017
0.87313073 0.76094751
0.88539011 0.78673461
0.89401194 0.80430157
0.87549907 0.76600625
0.88703108 0.79011305
0.87399424 0.76279633
0.87337616 0.76147351
0.89151881 0.7992679
0.89687164 0.81003074
0.87524659 0.76546875
0.90307324 0.82229768
0.87300859 0.76068561
0.90188822 0.81996985
0.87804175 0.77139574
0.92720713 0.8682542
0.88323331 0.78226842
0.87964567 0.77477351
0.86369811 0.74042029
0.89026806 0.7967287
0.88040995 0.77637713
0.86380234 0.74065047
0.90167621 0.81955259
0.88606229 0.78812052
0.87800562 0.77131947
0.90443195 0.82495754
0.8883846 0.79288713

0.87902891 0.77347663
0.86199694 0.73665256
0.88449403 0.78488262
0.81300102 0.61938749
0.88502149 0.78597336
0.87948254 0.77443072
0.87639861 0.76791782
0.89085869 0.79792893
0.87600995 0.76709256
0.89249175 0.80123664
0.87801522 0.77133972
0.88566868 0.78730931
0.86753216 0.74883787
0.89457986 0.8054431
0.89663325 0.80955494
0.86413826 0.74139183



0.87427898 0.76340487
0.89184951 0.79993771
0.88316297 0.78212226
0.89190051 0.80004094
0.90808899 0.8320695
0.87247071 0.75953101
0.87080534 0.75594371
0.89728226 0.81084954
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0.86432819 0.74181063
0.88148042 0.77861684

0.893124 0.80251301
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0.8939511 0.80417916

0.87705881 0.76931737
0.88740337 0.79087721
0.86445484 0.74208978
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0.87718069 0.76957541
0.88479904 0.78551356
0.8784249 0.77220417

0.87409564 0.76301309
0.89299839 0.80225961
0.8754746 0.76595418

0.87920557 0.77384836
0.97848776 0.96085053
0.87377434 0.76232598
0.86547047 0.74432416
0.88814884 0.79240475
0.90155228 0.81930857
0.87869328 0.77276985
0.8806453 0.77687017
0.8716952 0.75786285

0.86120644 0.73489485
0.88469625 0.78530101
0.88026232 0.77606767
0.85569286 0.72251261
0.88056431 0.77670054
0.87124873 0.75690064
0.87303849 0.76074974
0.80321124 0.59403227
0.86671217 0.74704617
0.87339785 0.76151996
0.88884767 0.79383364
0.84314171 0.69351882
0.91746344 0.85000626
0.78158843 0.53617294
0.89702813 0.81034291
0.86796713 0.7497864
0.89918706 0.81463546
0.87790306 0.77110287
0.89442188 0.80512575
0.96996745 0.94556736
0.88042444 0.7764075
0.87674504 0.76865257
0.87046983 0.75521871
0.89799677 0.81227205
0.86132202 0.73515213
0.82758683 0.65603616
0.86508892 0.74348559
0.87171745 0.75791078



0.88381728 0.78348058
0.88423278 0.78434171
0.89347451 0.80321958
0.89068539 0.79757697
0.87454611 0.76397527
0.97889456 0.9615822
0.86666022 0.7469325
0.85382071 0.71825914
0.88012979 0.77578973
0.8641722 0.74146669
0.8865292 0.78908156

0.87488437 0.76469689
0.86882185 0.75164646
0.89604688 0.80838323
0.88667528 0.78938194
0.85737261 0.72630774
0.88424875 0.7843748
0.8833091 0.78242585

0.89176818 0.79977304
0.90455713 0.8252021
0.83989864 0.68584458
0.87653046 0.76819756
0.88059062 0.77675565
0.87474968 0.76440963
0.86525742 0.74385606
0.86199961 0.73665849
0.8729307 0.76051852

0.85391265 0.71846862
0.91343297 0.84234402
0.87815797 0.77164106
0.87975403 0.77500111
0.85217549 0.71450065
0.86935818 0.75281109
0.86741877 0.74859038
0.87162506 0.75771178
0.89506719 0.80642115
0.87115389 0.75669606
0.8647159 0.74266478

0.84945017 0.7082322
0.87109593 0.756571
0.89351524 0.80330164
0.87689916 0.76897918
0.88141763 0.77848567
0.87303649 0.76074544
0.85998145 0.73216239
0.84580328 0.6997611
0.89258336 0.80142174
0.88205807 0.77982237



0.82807472 0.65723745
0.87944688 0.77435577
0.87914326 0.77371728
0.86418659 0.74149843
0.87135638 0.75713276
0.87606814 0.76721619
0.87937322 0.77420092
0.88965166 0.79547383
0.8897606 0.79569577

0.83798837 0.68128928
0.91244431 0.84045336
0.87422431 0.76328807
0.85285935 0.71606526
0.86787849 0.74959321
0.85667814 0.72474113
0.8817975 0.77927884

0.86414326 0.74140284
0.875362 0.76571449

0.86671576 0.74705403
0.88008286 0.77569128
0.88147574 0.77860706
0.90798467 0.83186758
0.86556197 0.74452512
0.89061663 0.79743728
0.91226098 0.84010227
0.87389166 0.76257696
0.86835518 0.75063151
0.8608525 0.73410645

0.88103535 0.77768653
0.86872339 0.75143245
0.90573594 0.82750125
0.87732197 0.76987443
0.86630416 0.74615292
0.86826959 0.7504452
0.86532359 0.74400148
0.87409528 0.76301233
0.88174409 0.77916736

0.87783 0.77094854
0.88415684 0.78418442
0.88107027 0.77775958
0.87035965 0.75498046
0.90334363 0.82282776
0.88099733 0.77760701
0.84493156 0.69772218
0.8684767 0.75089595

0.87268834 0.7599984
0.87323172 0.76116399
0.88587542 0.7877355



0.84565466 0.69941386
0.87438733 0.76363629
0.88129356 0.77822641
0.88254803 0.78084321
0.80398083 0.59604615
0.89266854 0.80159379
0.88447116 0.78483528
0.86754524 0.7488664

0.865873 0.74520774
0.85893356 0.72981653
0.85569154 0.7225096
0.86448386 0.74215372
0.87309491 0.76087073
0.87124861 0.75690038
0.88420982 0.78429417
0.8741956 0.76322672

0.86496784 0.74321927
0.86390002 0.74086612
0.87608516 0.76725234
0.86989763 0.75398049
0.86578263 0.74500948
0.82805031 0.65717737
0.88410753 0.78408225
0.86151935 0.73559116
0.89607867 0.8084468
0.89268705 0.80163116
0.87377094 0.76231872
0.86289725 0.73864908
0.85953299 0.73115938
0.86755521 0.74888816
0.86544433 0.74426674
0.88147918 0.77861424
0.87170888 0.75789231
0.87257684 0.75975896
0.87624276 0.76758701
0.89800838 0.81229515
0.87698096 0.76915249
0.88415923 0.78418937
0.90096323 0.81814759
0.87089745 0.75614261
0.91515573 0.84562791
0.86631121 0.74616837
0.8793815 0.77421833
0.8661751 0.74587013

0.84663196 0.70169433
0.86762376 0.74903771
0.87323873 0.76117902
0.89075631 0.79772102



0.89075631 0.79772102
0.85618567 0.7236281
0.86814182 0.75016697
0.86373991 0.74051261
0.92879579 0.87119622
0.85394581 0.71854414
0.88040362 0.77636386
0.87867959 0.77274102
0.87917412 0.77378218
0.86952101 0.75316427
0.89889835 0.81406292
0.80648487 0.6025749
0.87450748 0.76389282
0.88531757 0.78658486
0.87668108 0.76851699
0.85086895 0.71150211
0.87095382 0.7562643
0.86228164 0.73728451
0.8928508 0.80196177

0.86883797 0.7516815
0.8866143 0.78925658

0.87610643 0.76729751
0.87610643 0.76729751
0.87627841 0.7676627
0.86565524 0.74472989
0.86254774 0.73787467
0.88089205 0.77738672
0.87034869 0.75495675
0.90450716 0.8251045
0.88681793 0.78967517
0.86550432 0.74439851
0.87541612 0.76582971
0.85334744 0.71717993
0.87990297 0.77531379
0.9171799 0.84946956
0.8651661 0.74365529

0.88120667 0.77804478
0.86004276 0.73229938
0.87981483 0.77512876
0.87761642 0.77049719
0.8799042 0.77531637

0.84998644 0.70946986
0.87432353 0.76350002
0.8810992 0.77782007
0.8655991 0.74460664
0.8655991 0.74460664
0.8716348 0.75773277

0.89989725 0.81604184



0.88021034 0.77595867
0.8526032 0.71547961

0.86951394 0.75314894
0.86114374 0.73475527
0.85861581 0.72910367
0.86627509 0.74608924
0.83980281 0.68561668
0.87524513 0.76546563
0.8397561 0.68550556

0.90828435 0.83244754
0.8708702 0.75608378

0.87897062 0.77335395
0.86594665 0.74536928
0.95408515 0.9171374
0.87323247 0.76116561
0.86751621 0.74880306
0.88521426 0.78637156
0.8778102 0.77090672

0.85239965 0.71501388
0.8741576 0.76314552

0.86798819 0.74983228
0.86575592 0.74495086
0.90670753 0.8293909
0.87241655 0.75941463
0.87798703 0.77128021
0.86176086 0.73612809
0.88276006 0.78128449
0.89954602 0.81534665
0.86847988 0.75090286

0.844634 0.69702497
0.87335093 0.76141946
0.86295594 0.73877902
0.87377297 0.76232305
0.86140824 0.73534398
0.86140824 0.73534398
0.88053432 0.77663772
0.87170737 0.75788907
0.87180299 0.75809495
0.88009517 0.77571712
0.86801213 0.74988445
0.84072379 0.68780426
0.86435613 0.74187224
0.87123024 0.75686074
0.89632071 0.80893065
0.87219816 0.75894521
0.86483123 0.74291867
0.8760945 0.76727217

0.85687574 0.72518723



0.87479846 0.76451368
0.87613202 0.76735187
0.86980056 0.75377022
0.86717745 0.74806339
0.85738865 0.72634389
0.85832582 0.72845246
0.85139266 0.71270551
0.8459046 0.69999773

0.86365527 0.74032565
0.82355891 0.64605664
0.86983635 0.75384776
0.86821586 0.75032821
0.87165051 0.75776659
0.86700554 0.74768772
0.90148363 0.81917336
0.90576987 0.82756734
0.87628415 0.76767489
0.8649809 0.743248

0.85656469 0.72448487
0.86611583 0.74574023
0.85818108 0.72812723
0.84726208 0.70316103
0.86714945 0.74800221
0.86801365 0.74988775
0.84276176 0.6926236
0.87445777 0.76378669
0.88271359 0.7811878

0.875398 0.76579114
0.8535515 0.71764546

0.87646987 0.76806903
0.86102239 0.73448499
0.97670477 0.95764613
0.87367069 0.76210418
0.87013344 0.75449104
0.85998281 0.73216543
0.86443335 0.74204241
0.84702339 0.70260578
0.86853637 0.75102576
0.8751468 0.76525619

0.88061911 0.77681532
0.86075809 0.73389598
0.87677808 0.7687226
0.86443184 0.74203909
0.89165514 0.7995441
0.89007616 0.79633827
0.87328459 0.7612773
0.87258779 0.7597825
0.84214789 0.69117504



0.87851501 0.77239415
0.87582935 0.76670874
0.87667605 0.76850631
0.88163902 0.77894804
0.86632801 0.74620518
0.86503246 0.74336142
0.87422187 0.76328285
0.8870767 0.79020674

0.87277317 0.7601805
0.87277317 0.7601805
0.87277317 0.7601805
0.86461147 0.74243483
0.87308282 0.76084479

0.871399 0.75722463
0.86782969 0.74948681
0.86266404 0.73813246
0.85812743 0.72800663
0.8693632 0.75282197

0.83617661 0.67694506
0.88151458 0.77868818
0.84712001 0.70283058
0.86940048 0.75290285
0.85902935 0.73003129
0.84995366 0.70939425
0.86375836 0.74055335
0.85993854 0.73206648
0.86288315 0.73861786
0.8626539 0.73810999

0.95766306 0.92355015
0.87558288 0.76618459
0.87168719 0.7578456
0.89203667 0.8003165

0.869362 0.75281938
0.87289413 0.76044006
0.86631427 0.74617508
0.85120986 0.71228568
0.89350213 0.80327524
0.87982737 0.77515509
0.88693935 0.78992464
0.87417411 0.76318079
0.86705455 0.74779484
0.86758666 0.74895678
0.82441023 0.64817502
0.87552352 0.76605828
0.85713512 0.72577239
0.86978427 0.75373493
0.88426013 0.78439838
0.86878718 0.75157112



0.88732007 0.79070629
0.88108914 0.77779903
0.81952652 0.63595686
0.8766089 0.76836392
0.8766089 0.76836392

0.86720027 0.74811323
0.86711019 0.74791643
0.86408751 0.74127988
0.83074653 0.66378695
0.91118181 0.83803242
0.87234609 0.75926321
0.87715585 0.76952285
0.87440868 0.76368188
0.88318986 0.78217815
0.87541962 0.76583716
0.88672456 0.78948326
0.80639693 0.60234622
0.86292718 0.73871535
0.86880905 0.75161865
0.87834092 0.77202706
0.87834113 0.7720275
0.86352628 0.74004063
0.85083252 0.71141834
0.85083252 0.71141834
0.86789689 0.74963331
0.86675629 0.7471427
0.8347697 0.67355566
0.868546 0.75104671

0.87001261 0.75422948
0.86809762 0.75007071
0.89099006 0.7981956
0.8887051 0.79354236

0.88353488 0.78289467
0.86459045 0.74238853
0.86819972 0.75029306
0.87472016 0.76434666
0.8749486 0.76483381

0.86214264 0.73697605
0.85755498 0.72671857
0.85776569 0.72719296
0.87779706 0.77087894
0.85385981 0.71834824
0.86764249 0.74907858
0.90392457 0.8239654
0.8870336 0.79011823

0.86615499 0.74582607
0.87444932 0.76376864
0.86043469 0.73317462



0.87262725 0.75986724
0.84300995 0.6932085
0.85762062 0.72686639
0.87714411 0.76949798
0.91037989 0.83649075
0.85858847 0.72904231
0.84368312 0.69479269
0.89929558 0.81485053
0.92271857 0.85989358
0.86143425 0.73540186
0.86435304 0.7418654
0.87044941 0.75517456
0.85661487 0.72459823
0.85627346 0.72382664
0.89006758 0.79632081
0.86709192 0.74787651
0.86591869 0.74530796
0.86440885 0.74198843
0.86223519 0.73718144
0.85909445 0.73017722
0.88186267 0.77941481
0.88638847 0.78879204
0.90942249 0.83464615
0.85561177 0.72232888
0.94952458 0.9089443
0.91558331 0.84644091
0.87042053 0.75511211
0.86796993 0.7497925
0.87573248 0.76650278
0.84901437 0.70722489
0.85745512 0.72649364
0.90420587 0.82451563
0.87580368 0.76665416
0.87023888 0.75471922
0.88223092 0.78018268
0.83956455 0.68504977

0.823853 0.646789
0.86430021 0.74174895
0.8732575 0.76121925

0.87486737 0.76466064
0.86228156 0.73728433
0.88186752 0.77942493
0.83754811 0.68023576
0.86375065 0.74053632
0.86625428 0.74604364
0.86934213 0.75277627
0.86578365 0.74501171
0.86930225 0.75268974



0.85981545 0.73179127
0.86807878 0.75002966
0.95215811 0.91367852
0.87059371 0.75548648
0.90720536 0.83035728
0.87548893 0.76598468
0.87308235 0.76084379
0.87593826 0.76694023
0.91977824 0.85437528
0.90706543 0.83008577
0.84138106 0.68936177
0.87258906 0.75978522
0.87099995 0.75636387
0.86244176 0.7376397
0.8832117 0.78222353

0.86221361 0.73713356
0.85529221 0.72160444
0.85529221 0.72160444
0.8493055 0.70789797

0.95462701 0.9181093
0.88504484 0.7860216
0.86060759 0.73356037
0.85994021 0.7320702
0.86442017 0.74201337
0.88651398 0.78905025
0.86348187 0.73994247
0.85079291 0.71132722
0.8432703 0.69382156

0.86774872 0.74931027
0.88462659 0.78515692
0.85460578 0.72004583
0.84634047 0.70101487
0.94105899 0.89364983
0.94105899 0.89364983
0.85772468 0.72710066
0.86188051 0.73639395
0.87932306 0.77409546
0.85871011 0.72931532
0.79707609 0.57785828
0.87227004 0.75909974
0.87662096 0.76838951
0.87662096 0.76838951

0.898647 0.8135641
0.83197795 0.66678896
0.85602175 0.72325727
0.88020962 0.77595717
0.78392745 0.54253938
0.85822335 0.72822223



0.86347037 0.73991707
0.87094713 0.75624986
0.91333625 0.84215925
0.82322802 0.64523196
0.84429797 0.69623685
0.88845196 0.79302491
0.87760667 0.77047658
0.85284401 0.7160302
0.84391889 0.69534679
0.85455943 0.71994048
0.86085962 0.73412231
0.85544305 0.72194648
0.84774556 0.7042845
0.86870786 0.75139869
0.85065499 0.71100992
0.87161538 0.75769092
0.87608155 0.76724466
0.81717095 0.63000733
0.87949127 0.77444907
0.88138524 0.778418
0.86707197 0.74783292
0.87941432 0.77428733
0.86719173 0.74809457
0.85641503 0.72414669
0.84754435 0.70381714
0.8657608 0.74496158

0.87517501 0.76531628
0.87259525 0.75979851
0.83623176 0.67707765
0.8633357 0.73961933

0.86253305 0.73784212
0.84811707 0.70514664
0.85994416 0.73207903
0.87213459 0.7588085
0.86176834 0.73614471
0.88044882 0.77645857
0.87471708 0.7643401
0.86783378 0.74949574
0.89791483 0.81210906
0.85350506 0.71753953
0.86142253 0.73537579
0.87687009 0.76891761
0.86621964 0.74596775
0.89330679 0.80288157
0.86501512 0.74332328

0.952089 0.9135544
0.92218943 0.85890302
0.85886037 0.72965239



0.85964356 0.73140682
0.87456353 0.76401245
0.84285576 0.69284517
0.85535127 0.72173838
0.91708649 0.84929267
0.85550526 0.72208751
0.8347193 0.67343397
0.8347193 0.67343397

0.84042982 0.68710666
0.88781454 0.79172017
0.86274846 0.73831952
0.86368769 0.74039727
0.83221935 0.66737621
0.87429312 0.76343506
0.86509735 0.74350414
0.88173845 0.77915559
0.86615103 0.74581739
0.86523494 0.74380664
0.89019916 0.79658854
0.8803138 0.77617559

0.86511654 0.74354633
0.8541936 0.71910832

0.82449235 0.6483791
0.8707012 0.75571876

0.85855442 0.72896587
0.8541324 0.71896903

0.87795219 0.77120664
0.87155604 0.75756309
0.87486887 0.76466383
0.77456676 0.51693067
0.85726226 0.72605904
0.85558454 0.72226719
0.87001758 0.75424025
0.68724102 0.2764985
0.86936445 0.75282469
0.8762488 0.76759985
0.891958 0.8001573

0.84514611 0.6982245
0.86127347 0.73504407
0.85901545 0.73000015
0.85915878 0.73032138
0.88185905 0.77940725
0.8533817 0.7172581

0.87729427 0.76981581
0.87238755 0.75935232
0.88013904 0.77580914
0.87015702 0.75454207
0.86025443 0.73277222



0.89853404 0.81333981
0.86183723 0.73629778
0.90092977 0.8180816
0.85455402 0.71992816
0.87280456 0.76024787
0.86654499 0.74668031
0.86270669 0.73822696
0.85351311 0.71755789
0.87543058 0.76586048
0.86064221 0.73363759
0.88435658 0.7845981
0.85992554 0.73203741
0.87159493 0.75764687
0.87131792 0.75704985
0.86654112 0.74667184
0.88762025 0.79132196
0.86380242 0.74065065
0.86927509 0.75263079
0.87443972 0.76374815
0.86952652 0.75317621
0.80758642 0.60543518
0.80758642 0.60543518
0.87478945 0.76449446
0.88797078 0.79204021
0.83530371 0.67484378
0.88736133 0.79079096
0.84552457 0.6991098
0.80599633 0.60130403
0.8625434 0.73786505

0.88113142 0.77788744
0.8541457 0.7189993

0.89573776 0.80776474
0.85794207 0.7275898
0.8845683 0.7850363

0.88208916 0.77988718
0.82512543 0.64995091
0.84758954 0.70392213
0.86813306 0.75014789
0.89029679 0.79678712
0.87935185 0.77415599
0.85487739 0.72066294
0.90265131 0.8214697
0.8651986 0.74372675

0.87365947 0.76208016
0.95112033 0.91181402
0.8622938 0.7373115

0.85013895 0.70982144
0.87251338 0.75962268



0.8598332 0.73183097
0.84097821 0.68840752
0.87683769 0.76884894
0.8742807 0.76340854

0.89352836 0.80332808
0.88717531 0.7904092
0.85686715 0.72516783
0.87259166 0.75979079
0.87387773 0.76254717
0.85094272 0.71167174
0.88382979 0.78350652
0.8464074 0.70117092

0.86458197 0.74236985
0.89661837 0.80952522
0.82752193 0.65587624
0.87344825 0.76162792
0.84942087 0.70816451
0.86836626 0.75065562
0.87638753 0.76789431
0.85197468 0.71404059
0.89330229 0.8028725
0.86970753 0.75356862
0.86870178 0.75138548
0.92364682 0.86162869
0.86402853 0.74114975
0.86027643 0.73282133
0.87143461 0.7573014
0.86821996 0.75033713
0.87223842 0.75903176
0.87894313 0.77329607
0.86710885 0.7479135
0.87313444 0.76095548
0.89166377 0.79956158
0.83630201 0.6772465
0.86636604 0.74628848
0.88745415 0.79098137
0.87224588 0.75904781
0.86551911 0.744431
0.88512779 0.78619298
0.87999901 0.77551536
0.81250845 0.61812575
0.86363464 0.74028007
0.87304759 0.76076924
0.85175411 0.7135349
0.86649093 0.74656195
0.86581243 0.74507487
0.88469929 0.78530728
0.89984298 0.81593446



0.85858122 0.72902602
0.84717108 0.70294939
0.89698356 0.81025402
0.8694649 0.75304259

0.83165817 0.6660104
0.89726343 0.81081201
0.88770302 0.79149163
0.94753075 0.90535353
0.85871643 0.7293295
0.86514246 0.74360332
0.8601049 0.73243822

0.87142606 0.75728297
0.8748837 0.76469545

0.88183894 0.7793653
0.85991948 0.73202386
0.84688152 0.70227555
0.84688152 0.70227555
0.86380698 0.74066072
0.89165169 0.79953711
0.87333667 0.76138891
0.87263159 0.75987655
0.86623821 0.74600843
0.86461566 0.74244404
0.85019087 0.7099411
0.88508171 0.78609779
0.86828381 0.75047614
0.8536232 0.71780895

0.81747106 0.63076734
0.8656458 0.74470916

0.85577254 0.72269309
0.85351228 0.71755599
0.86704757 0.74777959
0.86348298 0.73994493
0.86284154 0.73852571
0.86284154 0.73852571
0.86284154 0.73852571
0.85018548 0.70992869
0.86255631 0.73789368
0.86855394 0.75106397
0.86346605 0.73990751
0.86918159 0.75242786
0.88897655 0.79409683
0.86408318 0.74127032
0.87590295 0.76686519
0.8420259 0.69088686

0.87557197 0.76616137
0.84518599 0.69831785
0.86560179 0.74461254



0.84886154 0.70687134
0.86486473 0.74299241
0.83968102 0.68532693
0.86326468 0.73946226
0.85033674 0.71027719
0.86389999 0.74086606
0.87533404 0.76565498
0.85356089 0.71766686
0.87323681 0.76117491
0.88224241 0.78020662
0.86260692 0.73800586
0.88642426 0.78886568
0.85915144 0.73030492
0.87558386 0.76618667
0.84659398 0.70160582
0.88459389 0.78508925
0.85038172 0.71038081
0.86313791 0.73918181
0.86586955 0.74520017
0.87052531 0.75533865
0.84841028 0.70582639
0.87091208 0.75617419
0.83835133 0.68215681
0.86023382 0.73272618
0.87630786 0.76772522
0.97441838 0.9535425
0.86582933 0.74511194
0.88919986 0.79455261
0.86318007 0.73927508
0.85378846 0.71818565
0.86950489 0.75312933
0.86465193 0.74252394
0.87350958 0.76175926
0.87711103 0.76942795
0.85746483 0.72651552
0.86692179 0.74750463
0.86892493 0.75187046
0.86997009 0.75413742
0.87785697 0.77100551
0.86488052 0.74302715
0.85704886 0.72557784
0.87263541 0.75988475
0.86583566 0.74512583
0.86074495 0.7338667
0.91820284 0.85140427
0.86996754 0.75413188
0.87213531 0.75881004
0.8731255 0.76093632



0.85927066 0.73057203
0.89293508 0.80213188
0.86487593 0.74301704
0.8300533 0.66209233

0.85363569 0.71783743
0.93576414 0.8840061
0.84917886 0.70760526
0.92304919 0.86051196
0.85563507 0.72238168
0.86279348 0.73841926
0.86169909 0.73599079
0.85636477 0.72403308
0.85592835 0.72304586
0.86692151 0.74750402
0.82427198 0.64783134
0.88601551 0.78802416
0.84286876 0.69287581
0.87842585 0.77220618
0.86516856 0.74366071
0.85610844 0.72345341
0.93382933 0.88046386
0.8865141 0.7890505

0.86115175 0.73477309
0.84848345 0.70599593
0.83991146 0.68587506
0.89259596 0.80144719
0.85046845 0.71058053
0.83640424 0.67749215
0.86228116 0.73728345
0.83415144 0.6720618
0.86907363 0.75219345
0.86915343 0.7523667
0.87532523 0.76563621
0.8596986 0.73152994
0.8592139 0.73044488
0.8648575 0.7429765

0.83905058 0.68382545
0.84794925 0.70475731
0.85211237 0.71435607
0.8680954 0.75006586

0.86772989 0.74926921
0.85966344 0.73145129
0.83935317 0.68454647
0.9000375 0.81631925

0.85520429 0.721405
0.84633804 0.7010092
0.86044489 0.73319739
0.85214908 0.71444015



0.86619179 0.74590672
0.87597731 0.76702321
0.87715458 0.76952015
0.84200862 0.69084602
0.87241003 0.75940063
0.86779358 0.7494081
0.8660105 0.74550932

0.86397713 0.74103633
0.88362601 0.78308379
0.84649167 0.70136739
0.83576791 0.67596189
0.87384687 0.76248115
0.8558702 0.72291422

0.86069796 0.73376192
0.85557979 0.72225643
0.84164299 0.68998162
0.83772478 0.6806587
0.86626945 0.74607687
0.88514808 0.78623488
0.87221709 0.75898591
0.90818612 0.83225748
0.92571495 0.86548292
0.85587213 0.7229186
0.85761246 0.726848
0.87231737 0.75920148
0.89089079 0.7979941
0.87505047 0.76505094
0.8569293 0.7253081
0.8452714 0.69851769

0.82743833 0.65567019
0.87340882 0.76154346
0.8669699 0.74760982

0.87525664 0.76549015
0.86870502 0.75139253
0.84515907 0.69825485
0.85871314 0.7293221
0.84888124 0.70691692
0.81691384 0.62935578
0.85754533 0.72669684
0.85227118 0.71471978
0.87040073 0.7550693
0.86927352 0.75262739
0.86796696 0.74978602
0.87501701 0.76497962
0.91114772 0.83796693
0.89333331 0.80293504
0.82865179 0.6586562
0.85731476 0.72617736



0.85459825 0.72002872
0.87061448 0.75553137
0.85351527 0.71756282
0.87545798 0.76591881
0.84876886 0.70665685
0.85547655 0.72202243
0.86979741 0.75376338
0.86095814 0.73434184
0.85913447 0.7302669
0.86030771 0.73289118
0.85494289 0.72081168
0.88045057 0.77646225
0.87307818 0.76083485
0.84707547 0.70272696
0.93356449 0.87997817
0.85972798 0.73159566
0.87979012 0.77507687
0.83126996 0.66506427
0.88867905 0.79348913
0.8697601 0.75368255

0.89159327 0.79941876
0.84571854 0.69956314
0.81132557 0.61508953
0.88974437 0.79566272
0.84970343 0.70881694
0.85341569 0.71733566
0.88585258 0.78768843
0.86804642 0.74995917
0.84249077 0.69198447
0.83857787 0.68269779
0.89031268 0.79681944
0.85885839 0.72964796
0.86670017 0.7470199
0.86510332 0.74351727
0.86443399 0.74204383
0.86907024 0.75218608
0.84072018 0.68779569
0.87009294 0.75440338
0.90565915 0.8273517
0.82741768 0.6556193
0.8696759 0.75350006

0.84985882 0.70917551
0.85044617 0.71052922
0.85067525 0.71105654
0.85529181 0.72160354
0.85536094 0.72176031
0.84353358 0.69444106
0.85530264 0.7216281



0.86094746 0.73431806
0.86490311 0.74307686
0.87399052 0.76278837
0.84745753 0.7036154
0.85819446 0.72815729
0.84560489 0.69929755
0.86006917 0.7323584
0.85064431 0.71098533
0.85791958 0.72753922
0.89459081 0.80546509
0.85219673 0.71454929
0.88115335 0.77793331
0.89088806 0.79798856
0.86879641 0.75159118
0.84709595 0.70277461
0.84500676 0.69789828
0.89145205 0.7991326
0.86427593 0.74169542
0.85649358 0.7243242
0.87283491 0.760313
0.85622544 0.72371805
0.86724405 0.74820887
0.87558029 0.76617907
0.85924441 0.73051322
0.81514312 0.62485681
0.85607079 0.72336822
0.83697574 0.67886406
0.87058665 0.75547123
0.86061947 0.73358688
0.88714722 0.79035154
0.85760896 0.72684013
0.9366343 0.88559583

0.84921702 0.70769347
0.86851579 0.75098098
0.85301448 0.71641972
0.86033922 0.73296152
0.84112066 0.68874508
0.85265312 0.71559378
0.86253572 0.73784803
0.89135453 0.79893491
0.87092958 0.75621197
0.86136801 0.73525448
0.8558689 0.72291129

0.88711735 0.7902902
0.84359627 0.69458849
0.8443773 0.69642298

0.86577616 0.74499528
0.86610306 0.74571224



0.87775287 0.77078558
0.85958283 0.73127093
0.87145784 0.75735147
0.85923433 0.73049063
0.85225397 0.71468038
0.82076418 0.63906827
0.86212307 0.73693261
0.87048672 0.75525523
0.86198747 0.73663153
0.85182426 0.71369578
0.85779275 0.72725385
0.8629967 0.73886927

0.88886087 0.79386059
0.85977926 0.73171036
0.9332913 0.87947694

0.86228287 0.73728726
0.86581851 0.7450882
0.8638065 0.74065965

0.84177776 0.69030035
0.88842362 0.79296694
0.88402183 0.78390465
0.85797245 0.72765814
0.87554985 0.76611431
0.85620862 0.72368001
0.83099617 0.66439638
0.85835623 0.72852079
0.87223693 0.75902857
0.85527013 0.72155436
0.82628716 0.65282816
0.88195182 0.77960077
0.8657324 0.74489924

0.89353889 0.80334928
0.84145571 0.68953848
0.84374495 0.69493805
0.86914167 0.75234118
0.85842632 0.72867821
0.8504287 0.710489

0.85407729 0.71884356
0.85616938 0.72359126
0.84964969 0.70869289
0.85197169 0.71403372
0.86955911 0.7532469
0.84542056 0.69886659
0.85600773 0.72322553
0.87494458 0.76482523
0.8451204 0.69816434

0.86186126 0.73635119
0.8734697 0.76167386



0.88602907 0.7880521
0.8502286 0.71002806
0.8632581 0.7394477

0.87144106 0.7573153
0.86618572 0.74589341
0.87858364 0.77253881
0.86772913 0.74926756
0.84173029 0.69018809
0.85707537 0.72563764
0.84836624 0.70572433
0.83735079 0.67976314
0.85097832 0.7117536
0.83800267 0.68132348
0.83832404 0.6820916
0.86237121 0.73748322
0.84232938 0.69160358
0.85769163 0.72702625
0.87243691 0.75945838
0.85115468 0.71215891
0.83990486 0.68585936
0.89822481 0.81272545
0.86592239 0.74531607
0.85623982 0.72375058
0.86276507 0.73835632
0.85775495 0.72716878
0.86321416 0.73935049
0.84497962 0.69783473
0.84798625 0.70484317
0.83333683 0.67008943
0.84240805 0.69178926
0.85706598 0.72561646
0.83448935 0.67287861
0.85016529 0.70988216
0.85698575 0.72543547
0.84927968 0.7078383
0.8572709 0.72607851

0.84039329 0.68701993
0.86205328 0.73677766
0.86119204 0.73486281
0.86798687 0.74982941
0.85151388 0.71298375
0.82588869 0.6518423
0.86385469 0.74076606
0.86112582 0.73471536
0.92772706 0.869218
0.84894087 0.70705488
0.85161018 0.71320474
0.87012563 0.75447414



0.85273524 0.71578156
0.8675136 0.74879737

0.84444647 0.69658522
0.85038662 0.71039208
0.87598108 0.76703122
0.86367856 0.74037711
0.85035153 0.71031127
0.8568225 0.72506707

0.88249429 0.7807313
0.87503608 0.76502027
0.87131771 0.75704939
0.85806274 0.72786118
0.93041983 0.87419505
0.83450478 0.67291587
0.85647495 0.7242821
0.86571534 0.7448618
0.87201076 0.75854212
0.84932608 0.70794551
0.83944539 0.68476608
0.86273626 0.73829248
0.86576114 0.74496232
0.80597393 0.60124573
0.86862762 0.75122423
0.86383044 0.74071253
0.87020894 0.75465443
0.86592055 0.74531204
0.85901619 0.73000179
0.86638732 0.74633508
0.85972345 0.73158554
0.86180664 0.73622983
0.86866964 0.7513156
0.83611761 0.6768032
0.83962485 0.68519329
0.87249406 0.75958117
0.85255874 0.71537789
0.84356224 0.69450846
0.86589467 0.74525528
0.86518055 0.74368707
0.85311327 0.71664536
0.83853716 0.68260058
0.86117424 0.73482318
0.8653701 0.74410368
0.8653701 0.74410368

0.86918221 0.75242919
0.87546384 0.76593128
0.86292665 0.73871418
0.85777411 0.7272119
0.89739017 0.81106457



0.83348583 0.67045056
0.866288 0.74611752

0.85141725 0.71276197
0.81601505 0.62707468
0.85294931 0.71627083
0.83780008 0.68083888
0.8495831 0.70853917

0.85991708 0.7320185
0.85387554 0.71838408
0.83359657 0.67071884
0.84971242 0.70883771
0.84249672 0.6919985
0.86406967 0.74124052
0.86544386 0.74426572
0.85375177 0.71810204
0.85900038 0.72996636
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0.85900038 0.72996636
0.86198749 0.73663157
0.84664748 0.70173048
0.92468522 0.86356585
0.85255453 0.71536828
0.84273629 0.69256356
0.86047993 0.73327556
0.86218955 0.73708017
0.8807756 0.77714299

0.85149505 0.71294055
0.91853128 0.85202452
0.84964564 0.70868357
0.86007193 0.73236458
0.85861361 0.72909874
0.86041181 0.73312354
0.81503954 0.624593
0.83947298 0.68483178
0.87994162 0.77539492
0.86438436 0.74193446
0.84667651 0.7017981
0.86543911 0.74425529
0.85053975 0.71074467
0.85640508 0.72412421
0.85690449 0.72525211
0.90721904 0.83038382
0.86632875 0.7462068
0.81851719 0.63341201
0.84918971 0.70763034
0.89521695 0.80672144
0.8701321 0.75448814

0.86041139 0.73312261



0.84794029 0.70473651
0.87794814 0.77119809
0.84484967 0.69753037
0.85387888 0.71839167
0.85599249 0.72319103
0.84338248 0.6940856
0.8399955 0.68607486

0.85853515 0.72892262
0.86361913 0.7402458
0.85551186 0.72210248
0.8410855 0.68866177
0.7177136 0.35827874

0.86522203 0.74377825
0.83822628 0.68185802
0.84559517 0.69927483
0.8475615 0.70385699

0.84090945 0.68824452
0.86729492 0.74831997
0.83942034 0.68470642
0.85850934 0.72886466
0.83753942 0.68021496
0.84319748 0.69365015
0.84709584 0.70277436
0.86040759 0.73311413
0.8420033 0.69083347

0.83862803 0.68281752
0.86757544 0.7489323
0.87085298 0.75604657
0.87085298 0.75604657
0.85486386 0.72063222
0.8187815 0.63407907

0.84939822 0.7081122
0.85606484 0.72335477
0.87058788 0.7554739
0.89001323 0.79621019
0.83467317 0.67332258
0.86546562 0.74431352
0.85404696 0.71877451
0.84886935 0.7068894
0.89073768 0.7976832
0.8541415 0.71898974

0.85360749 0.71777313
0.852978 0.71633638

0.85621773 0.72370061
0.85068681 0.71108312
0.86682224 0.74728695
0.80930399 0.60988049
0.84783027 0.70448116



0.87034804 0.75495534
0.85871537 0.72932712
0.85147055 0.71288432
0.85976328 0.73167462
0.87056487 0.75542415
0.85004895 0.70961399
0.87011838 0.75445845
0.85697511 0.72541145
0.82089526 0.63939721
0.84229442 0.69152104
0.84033588 0.68688361
0.85427323 0.71928954
0.8488254 0.70678769

0.96949297 0.94471798
0.85807876 0.72789721
0.85436626 0.71950119
0.85250256 0.71524938
0.86450676 0.74220416
0.85394875 0.71855084
0.85109657 0.71202538
0.84791098 0.70466849
0.87838439 0.77211874
0.84086443 0.68813779
0.86492268 0.74311991
0.85722364 0.72597198
0.85972543 0.73158996
0.83128386 0.66509817
0.85555974 0.72221099
0.85857632 0.72901503
0.82244383 0.64327457
0.85893854 0.72982771
0.86044944 0.73320754
0.86570142 0.74483124
0.86861747 0.75120215
0.83760321 0.68036768
0.83760321 0.68036768
0.85652092 0.72438598
0.93353376 0.87992179
0.84279852 0.69271026
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0.86327918 0.73949432
0.84879929 0.70672728
0.88281024 0.78138888
0.83899049 0.6836822
0.81753782 0.63093633
0.85507923 0.7211212
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0.84788628 0.70461118



0.8507415 0.71120897
0.87313632 0.7609595
0.85798946 0.72769639
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0.850535 0.71073374
0.85296401 0.71630442
0.86497727 0.74324001
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0.86885184 0.75171164
0.86312716 0.73915802
0.8314081 0.66540105

0.84274528 0.69258475
0.84528359 0.69854623
0.88065868 0.7768982
0.85347593 0.7174731
0.86510051 0.74351108
0.86164128 0.73586228
0.8563841 0.72407679

0.85515527 0.72129377
0.863085 0.73906471

0.86522536 0.74378558
0.84412567 0.69583242
0.84231033 0.69155862
0.83094934 0.66428209
0.85291557 0.71619375
0.84677643 0.70203086
0.84733538 0.70333147
0.85215736 0.71445912
0.88386121 0.78357169
0.84783096 0.70448277
0.84783096 0.70448277
0.83262267 0.66835647
0.85119265 0.71224614
0.84920201 0.70765878
0.84550085 0.69905435
0.85049365 0.71063854
0.88239092 0.78051603
0.85663271 0.72463852
0.86619577 0.74591543
0.87963393 0.77474884
0.8489302 0.70703019

0.85527421 0.72156361
0.85160295 0.71318815
0.87362322 0.76200257
0.84791196 0.70467078
0.84305974 0.69332577
0.84281451 0.69274794



0.87826526 0.77186745
0.87490453 0.76473987
0.87248389 0.75955933
0.81980209 0.63665052
0.82284458 0.64427538
0.83343734 0.67033304
0.8348091 0.67365077

0.8443 0.69624161
0.85087349 0.71151257
0.90584748 0.82771844
0.87825641 0.77184878
0.85989286 0.73196437
0.87130965 0.757032
0.89631768 0.8089246
0.86345148 0.73987531
0.86490984 0.74309167
0.85926296 0.73055478
0.85895438 0.72986323
0.81431885 0.62275567
0.88021392 0.77596618
0.9505533 0.91079469

0.85436635 0.7195014
0.83873872 0.68308168
0.88181154 0.77930813
0.81699659 0.62956552
0.86046495 0.73324215
0.87320101 0.76109818
0.85811612 0.7279812
0.86633863 0.74622843
0.87724095 0.76970297
0.82800939 0.65707667
0.85830058 0.72839578
0.86469951 0.74262871
0.84551271 0.69908208
0.86029461 0.73286192
0.87256294 0.75972912
0.84555283 0.69917585
0.85108542 0.71199977
0.85728919 0.72611974
0.85542715 0.72191045
0.85004592 0.70960699
0.90186356 0.81992133
0.87826978 0.77187698
0.85185115 0.71375742
0.85453261 0.71987949
0.90287315 0.82190515
0.84569309 0.69950366
0.85096493 0.7117228



0.8545912 0.72001269
0.8490932 0.7074072
0.8547159 0.72029608
0.8461742 0.70062702

0.85405339 0.71878914
0.85235571 0.7149133
0.82265883 0.64381163
0.85147086 0.71288501
0.83303732 0.66936309
0.84982777 0.70910386
0.84294816 0.69306292
0.83277201 0.66871915
0.85671343 0.72482082
0.86906337 0.75217117
0.85733799 0.72622973
0.81380914 0.62145423
0.84750329 0.70372175
0.84779804 0.70440634
0.86045923 0.73322937
0.85286034 0.71606752
0.76679663 0.49544081
0.86386392 0.74078643
0.85485131 0.72060371
0.84877954 0.70668155
0.8538178 0.71825251

0.85797729 0.72766901
0.84571245 0.69954889
0.80547712 0.59995183
0.8475689 0.70387419

0.85455857 0.71993852
0.84616483 0.70060515
0.8414282 0.68947336

0.84228459 0.69149785
0.87452275 0.76392541
0.85987131 0.73191618
0.85571485 0.72256242
0.85939043 0.73084026
0.85148869 0.71292596
0.85486978 0.72064566
0.87853551 0.77243737
0.8888403 0.79381857

0.86458246 0.74237094
0.85648732 0.72431006
0.87448623 0.76384745
0.85678912 0.7249917
0.84844818 0.7059142
0.85479448 0.72047462
0.85975635 0.73165912



0.86673354 0.74709291
0.83961216 0.68516306
0.84487502 0.69758974
0.85115312 0.71215532
0.85213851 0.71441594
0.85665506 0.72468899
0.85665506 0.72468899
0.87270382 0.76003163
0.83695474 0.6788137
0.84893313 0.70703698
0.85244647 0.71512103
0.84715113 0.70290299
0.85744668 0.72647463
0.85502986 0.72100913
0.84335324 0.69401679
0.85303473 0.71646599
0.85708429 0.72565776
0.86714221 0.74798639
0.83804013 0.68141306

0.857828 0.72733318
0.84253458 0.69208784
0.84167585 0.69005934
0.81812896 0.63243137
0.87133072 0.75707743
0.85275615 0.71582936
0.85257694 0.71541954
0.8696161 0.75337044

0.83282086 0.66883774
0.85530137 0.72162521
0.91134128 0.83833861
0.85974029 0.73162319
0.83926788 0.6843433
0.82400834 0.6471756
0.85189522 0.71385844
0.85738188 0.72632864
0.85924511 0.73051478
0.84205973 0.6909668
0.8491125 0.70745183

0.90172451 0.81964768
0.84551563 0.6990889
0.86235076 0.73743788
0.85339946 0.71729865
0.85565157 0.72241906
0.8483779 0.70575136

0.86411241 0.7413348
0.86022607 0.73270888
0.8563864 0.72408198

0.84364844 0.69471117



0.84593286 0.70006372
0.89436067 0.80500275
0.85758016 0.72677528
0.84626844 0.70084686
0.86079387 0.73397577
0.81663232 0.62864184
0.84948373 0.70830972
0.84058223 0.68746841
0.84824334 0.70543946
0.83599881 0.6765175
0.87307667 0.7608316
0.84298169 0.69314191
0.81281872 0.6189207
0.84953539 0.708429
0.85601033 0.72323141
0.82970418 0.66123764
0.85678585 0.72498433
0.83154266 0.66572899
0.84240713 0.6917871
0.85502258 0.72099261
0.85753314 0.72666939
0.83522605 0.67465659
0.8497171 0.7088485

0.84330132 0.69389459
0.88489727 0.78571664
0.89411775 0.80451438
0.85521071 0.72141957
0.84564458 0.69939031
0.8559164 0.72301881

0.84704931 0.70266608
0.82697023 0.65451562
0.84660237 0.70162538
0.82532507 0.650446
0.96871659 0.94332839
0.86327046 0.73947503
0.83861305 0.68278176
0.77983624 0.53138895
0.85026315 0.71010765
0.84914226 0.70752065
0.8331537 0.66964539
0.8514503 0.71283783

0.87161845 0.75769754
0.84320563 0.69366934
0.8437158 0.69486952

0.84724594 0.70312351
0.84339647 0.69411852
0.84192508 0.69064862
0.8282226 0.65760122



0.8325608 0.66820616
0.88284547 0.78146217
0.85142903 0.712789
0.92128572 0.85720874
0.85038916 0.71039794
0.85901427 0.7299975
0.8644206 0.74201431

0.84125444 0.68906196
0.84183798 0.69044274
0.82798686 0.65702124
0.85209063 0.71430626
0.85190241 0.71387494
0.8653573 0.74407555
0.8551319 0.72124073

0.84175966 0.69025754
0.86339205 0.73974392
0.86793167 0.74970911
0.79648479 0.57628856
0.82800219 0.65705895
0.89076896 0.79774672
0.83407125 0.67186785
0.84530584 0.69859827
0.85032335 0.71024634
0.86840403 0.75073782
0.8086236 0.6081217

0.84276996 0.69264293
0.81287305 0.61905983
0.84455591 0.69684189
0.83148194 0.66558103
0.84412663 0.69583468
0.85018127 0.709919
0.84438141 0.69643261
0.84502049 0.69793043
0.85086591 0.71149513

0.847948 0.70475442
0.85599292 0.72319201
0.85088561 0.71154044
0.84903812 0.70727983
0.84564145 0.69938299
0.84681198 0.70211364
0.8643169 0.74178575

0.84647286 0.70132353
0.85925273 0.73053185
0.90803462 0.83196426
0.86671021 0.74704189
0.85883706 0.72960012

0.813397 0.6204007
0.86812924 0.75013957



0.95018876 0.91013916
0.88008316 0.77569192
0.82900702 0.65952842
0.84934404 0.70798701
0.90240908 0.82099394
0.83978622 0.6855772
0.84767505 0.70412076
0.85617826 0.72361134
0.84578712 0.69972335
0.86119572 0.73487099
0.83974207 0.6854722
0.84326798 0.69381612
0.85419934 0.71912139
0.84959672 0.70857062
0.86127436 0.73504606
0.87967078 0.77482626
0.8078844 0.60620769

0.87259292 0.75979352
0.83626244 0.67715138
0.84484191 0.69751218
0.84614468 0.70055815

0.830104 0.66221639
0.82964927 0.66110316
0.85190301 0.71387632
0.84073737 0.68783647
0.84692204 0.70236989
0.84904116 0.70728685
0.85383154 0.71828382
0.84177341 0.69029006
0.83532725 0.67490052
0.82333242 0.64549223
0.82722872 0.65515337
0.84441879 0.69652032
0.8509593 0.71170986

0.83993371 0.68592797
0.84411706 0.69581222
0.84101393 0.68849219
0.85929581 0.73062835
0.82273504 0.64400194
0.93279935 0.87857381
0.83138181 0.66533696
0.85619768 0.72365527
0.96068185 0.92895411
0.84810213 0.705112
0.85634339 0.72398475
0.8535406 0.71762061

0.82832955 0.65786424
0.84260746 0.69225976



0.96834596 0.94266512
0.83583386 0.67612064
0.83344229 0.67034504
0.85031633 0.71023018
0.84877445 0.70666979
0.84850343 0.70604222
0.83370935 0.67099198
0.81300861 0.61940692
0.85445009 0.71969185
0.84396619 0.6954579
0.8648085 0.74286863

0.84348493 0.69432663
0.83837884 0.6822225
0.84846958 0.70596378
0.85020535 0.70997448
0.92187866 0.85832076
0.85698933 0.72544353
0.83178071 0.66630882
0.84398702 0.69550684
0.83940867 0.68467864
0.84825695 0.705471
0.84563822 0.69937545
0.81503171 0.62457306
0.83500894 0.674133
0.84588146 0.69994369
0.82613662 0.65245584
0.82063473 0.63874332
0.85909663 0.7301821
0.83691068 0.678708
0.84232788 0.69160004
0.85511955 0.72121271
0.87034058 0.75493922
0.85203641 0.71418203

0.842053 0.69095089
0.83873988 0.68308445
0.82240521 0.64317808
0.84362135 0.69464748
0.84372495 0.69489103
0.83650224 0.67772756
0.83762419 0.68041792
0.84847435 0.70597483
0.82631769 0.65290365
0.84916574 0.70757492
0.82763176 0.65614684
0.82407872 0.64735068
0.84501432 0.697916
0.83239892 0.66781279
0.86286956 0.73858777



0.8470217 0.70260183
0.87168657 0.75784428
0.84532228 0.69863674
0.82855669 0.65842254
0.86409725 0.74130135
0.85984413 0.7318554
0.86169223 0.73597555
0.85606978 0.72336593
0.83468243 0.67334496
0.8567514 0.72490654

0.85373923 0.71807344
0.83505458 0.67424309
0.82897153 0.65944132
0.84772076 0.7042269
0.85546442 0.72199494
0.84988584 0.70923783
0.84680258 0.70209175
0.85027072 0.71012509
0.83988936 0.6858225
0.84109592 0.68868647
0.89805723 0.81239229
0.83678392 0.67840385
0.88713029 0.79031677
0.84392832 0.69536895

0.831081 0.66460337
0.82153592 0.64100326
0.84508243 0.69807546
0.97991125 0.96341188
0.84165625 0.69001298
0.84274568 0.69258568
0.85516333 0.72131206
0.88192952 0.77955427
0.84344921 0.69424259
0.84756366 0.70386201
0.83150278 0.66563182
0.84810181 0.70511124
0.81231041 0.61761801
0.8294189 0.66053863

0.84434019 0.69633592
0.86031586 0.73290937
0.83385848 0.671353
0.83989276 0.6858306
0.8744128 0.76369067

0.83937 0.68458656
0.85784812 0.72737844
0.84810547 0.70511975
0.84269915 0.69247598
0.86721299 0.74814101



0.83960051 0.68513535
0.86114094 0.73474903
0.84772489 0.70423649
0.82577817 0.65156866
0.84767031 0.70410976
0.8454585 0.69895532

0.74882569 0.44521431
0.86757392 0.74892898
0.83499581 0.67410131
0.8491017 0.70742687

0.83672604 0.67826492
0.87040162 0.75507123
0.83990728 0.68586512
0.85659945 0.72456338
0.82826956 0.65771671
0.8423354 0.69161779

0.85755699 0.7267231
0.84866923 0.7064262
0.84500242 0.69788813
0.83858212 0.68270793
0.85254547 0.71534755
0.85985505 0.73187982
0.8414218 0.68945821

0.84583048 0.69982463
0.86524305 0.74382446
0.83884808 0.68334258
0.83721986 0.67944939
0.83170919 0.66613466
0.83278673 0.6687549
0.85553231 0.72214882
0.87876957 0.77293058
0.87959492 0.77466688
0.82967456 0.66116511
0.84818585 0.70530614
0.85522448 0.72145079
0.83676394 0.67835589
0.82891073 0.65929207
0.85742156 0.72641804
0.82811968 0.65734807
0.84827993 0.70552428
0.84333429 0.69397218
0.82782294 0.65661771
0.87467001 0.76423968
0.81983594 0.63673568
0.84687862 0.70226879
0.81519792 0.62499634
0.83161293 0.66590018
0.84582751 0.6998177



0.86880255 0.75160453
0.83832815 0.68210141
0.84411336 0.69580352
0.8499083 0.70928964

0.83195195 0.66672567
0.81934099 0.63548958
0.83784912 0.68095621
0.85021067 0.70998673
0.83418112 0.67213358
0.84397932 0.69548875
0.85022872 0.71002833
0.82998972 0.66193676
0.83406813 0.67186031
0.85263747 0.71555798
0.86721212 0.74813912
0.91666994 0.84850339
0.82379727 0.64665025
0.86661831 0.74684078
0.83612395 0.67681846
0.8615247 0.73560306

0.85170141 0.71341404
0.84789047 0.7046209
0.83937389 0.68459581

0.854947 0.72082102
0.87680511 0.76877991
0.83670488 0.67821413
0.83343086 0.67031734
0.83776825 0.68076272
0.83918538 0.68414674
0.8424652 0.69192414
0.8721573 0.75885735

0.83275477 0.66867728
0.85342647 0.71736025
0.84611421 0.70048704
0.83648354 0.67768265
0.83538767 0.67504613
0.84421663 0.69604595
0.8305874 0.66339825

0.85026369 0.71010891
0.84176482 0.69026976
0.86830356 0.75051915
0.85390111 0.71844231
0.90053071 0.81729394
0.84736202 0.70339341
0.84316735 0.6935792
0.84943022 0.70818611
0.82200537 0.64217835
0.84273384 0.69255777



0.84273384 0.69255777
0.84240819 0.69178959
0.84069473 0.68773532
0.81909563 0.63487126
0.92972107 0.87290582
0.83003728 0.66205314
0.81228822 0.61756111
0.83990664 0.68586361
0.87650669 0.76814714
0.84866262 0.7064109
0.83573553 0.67588395
0.82963975 0.66107984
0.86439461 0.74195703
0.82516988 0.65006115
0.83483634 0.67371651
0.83421275 0.67221007
0.83283425 0.66887027
0.84397446 0.69547733
0.83385606 0.67134715
0.85715891 0.72582602
0.88294698 0.78167329
0.82711204 0.65486555
0.84320551 0.69366905

0.841641 0.6899769
0.82456332 0.64855544
0.83925268 0.68430709
0.84099238 0.68844109
0.84843174 0.7058761
0.85435132 0.71946721
0.82986053 0.66162052
0.85118683 0.71223277
0.89225377 0.80075562
0.85665874 0.72469731
0.83314616 0.66962712
0.8390475 0.68381811

0.82639144 0.65308598
0.78670678 0.55007352
0.84515804 0.69825243
0.84845552 0.7059312
0.84784363 0.70451218
0.83617127 0.67693223
0.85142534 0.71278054
0.84267648 0.69242253
0.83989314 0.6858315
0.83225262 0.66745712
0.84565339 0.69941091
0.84776389 0.70432707
0.86534826 0.74405569



0.81342644 0.62047601
0.8382759 0.68197659

0.83295377 0.66916035
0.8445161 0.69674854

0.83540093 0.67507808
0.84645161 0.70127399
0.80617575 0.60177093
0.87418319 0.76320021
0.82015903 0.63754822
0.84946767 0.70827261
0.83257816 0.66824834
0.84119678 0.68892539
0.85687045 0.72517528
0.84149213 0.68962468
0.83294639 0.66914244
0.8826724 0.78110209

0.81461465 0.62351018
0.83915607 0.6840769
0.85219351 0.71454191
0.86125214 0.73499659
0.83432349 0.67247779
0.8326213 0.66835315
0.8323466 0.66768561
0.8030477 0.59360387

0.83782883 0.68090766
0.81733765 0.63042958
0.83610763 0.67677921
0.8443148 0.69627635

0.82883865 0.6591151
0.8425696 0.69217044

0.83562346 0.67561411
0.83916701 0.68410297
0.84296425 0.69310082
0.85454584 0.71990956
0.88573619 0.7874485
0.84393072 0.69537459
0.83943851 0.6847497
0.83752852 0.68018885
0.84541216 0.69884697
0.8435045 0.69437266

0.84626617 0.70084158
0.84291809 0.69299207
0.91205558 0.83970872
0.85054868 0.71076523
0.82186378 0.64182409
0.82431784 0.64794536
0.84576031 0.69966072
0.84814687 0.70521575



0.82991053 0.66174293
0.83669017 0.67817884
0.84490079 0.69765011
0.84149559 0.68963286
0.8487118 0.70652475

0.85022459 0.71001881
0.83165931 0.66601318
0.82882353 0.65907798
0.84135012 0.68928853
0.84945334 0.70823952
0.8358444 0.67614598

0.82266565 0.64382867
0.83735084 0.67976326
0.80646919 0.60253413
0.87014015 0.75450557
0.85213472 0.71440728
0.87112242 0.75662817
0.82460215 0.64865192
0.82763807 0.65616241
0.83406234 0.67184629
0.84812105 0.70515588
0.83460957 0.67316899
0.85251146 0.71526974
0.84318794 0.69362767
0.84415153 0.69589314
0.80781366 0.60602434
0.86054411 0.73341878
0.85341808 0.71734112
0.8566497 0.72467689

0.84534221 0.69868335
0.83162037 0.6659183
0.83068367 0.66363342
0.82697931 0.65453804
0.84302816 0.69325139
0.82136994 0.64058741
0.84917681 0.70760053
0.82122836 0.64023257
0.83825462 0.68192574
0.83111359 0.66468288
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0.83779003 0.68081483
0.87089658 0.75614072
0.83999164 0.68606569
0.84783767 0.70449836
0.87929949 0.7740459
0.83926468 0.68433567
0.85056014 0.71079161
0.84271602 0.69251576



0.81635005 0.6279255
0.85703332 0.72554278
0.84941528 0.70815159
0.81654445 0.62841891
0.83291406 0.66906397
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0.84161907 0.68992503
0.83772834 0.68066721
0.76463975 0.48944504
0.84341681 0.69416636
0.80503964 0.59881125
0.83981155 0.68563745

0.828119 0.65734638
0.84713724 0.70287066
0.90226574 0.82071225
0.86635662 0.74626784
0.84307619 0.69336452
0.84699002 0.7025281
0.71785958 0.35868175
0.85904069 0.73005672
0.8293926 0.66047416

0.84179013 0.69032959
0.84480985 0.69743709
0.81308703 0.61960765
0.84835619 0.70570104
0.83570705 0.67581538
0.86495305 0.74318674
0.85770019 0.72704552
0.83640204 0.67748685
0.8888452 0.79382859

0.83978128 0.68556545
0.86166636 0.73591804
0.83958233 0.68509208
0.8599117 0.73200648

0.83408121 0.67189193
0.83941221 0.68468708
0.84592417 0.70004342
0.85447591 0.71975058
0.83916662 0.68410203
0.82765876 0.65621337
0.83818976 0.68177074
0.84529665 0.69857677
0.84701694 0.70259077
0.81619955 0.62754336
0.81711973 0.62987757
0.85412176 0.71894479
0.89871163 0.8136924
0.8208992 0.63940709



0.86328258 0.73950185
0.86560695 0.74462387
0.84442717 0.69653997
0.84767392 0.70411814
0.77811036 0.52666492
0.8390521 0.68382908
0.8331767 0.66970118

0.83295836 0.6691715
0.79714565 0.57804283
0.81434074 0.62281153
0.84130696 0.68918634
0.82428856 0.64787256
0.83647095 0.67765241
0.84195885 0.69072843
0.83707794 0.67910916
0.83118088 0.66484702
0.85042385 0.71047781
0.83128946 0.66511183
0.85667121 0.72472547
0.82318161 0.64511622
0.8471073 0.70280101

0.83608698 0.67672955
0.81523721 0.62509637
0.80565772 0.60042236
0.84185097 0.69047345
0.83991048 0.68587274
0.82916827 0.65992404
0.86563094 0.74467654
0.83058664 0.66339639
0.80468093 0.59787521
0.81294145 0.61923497
0.86862823 0.75122555
0.8478232 0.70446475

0.93175827 0.87666017
0.84315664 0.69355399
0.88025595 0.77605431
0.84383394 0.69514719
0.84353659 0.69444813
0.83091668 0.66420237
0.82848097 0.65823646
0.86887762 0.75176767
0.83097517 0.66434512
0.83325246 0.66988489
0.83437178 0.67259451
0.84858866 0.70623961
0.88330979 0.78242729
0.81544286 0.62561978
0.85181337 0.71367079



0.83402927 0.6717663
0.83751631 0.6801596
0.8363836 0.67744256

0.83373847 0.67106249
0.84161013 0.68990389
0.83475736 0.67352588
0.83403636 0.67178346
0.86121338 0.73491032
0.83608405 0.67672252
0.87623065 0.76756132
0.84947194 0.70828247
0.84189077 0.69056751
0.83209701 0.66707865
0.8389875 0.68367507

0.88682877 0.78969743
0.76230402 0.48293945
0.81362913 0.62099422
0.84370928 0.6948542
0.82249095 0.64339231
0.79551782 0.57371758
0.83272279 0.66859963
0.84625853 0.70082375
0.91368429 0.84282392
0.84309794 0.69341575
0.83825369 0.68192352
0.83262174 0.66835421
0.8259066 0.65188662

0.83798467 0.68128043
0.83007522 0.66214597
0.85515447 0.72129196
0.83240723 0.66783298
0.83421628 0.6722186
0.8247637 0.64905313

0.81880666 0.63414255
0.85467813 0.72021026
0.85809518 0.72793412
0.83514388 0.67445846
0.84151917 0.68968868
0.83400989 0.6717194
0.84045948 0.68717707
0.86491211 0.74309666
0.86236141 0.73746148
0.82229992 0.64291492
0.80823088 0.60710524
0.79809674 0.58056339
0.85178094 0.71359644
0.85095469 0.71169927
0.82560557 0.65114118



0.8568072 0.72503253
0.83623608 0.67708804
0.81555598 0.62590758
0.84432352 0.6962968
0.82797057 0.65698113
0.78726853 0.55159208
0.83432887 0.67249078
0.82973219 0.66130625
0.83009842 0.66220274
0.83983283 0.68568807
0.84636728 0.70107737
0.83625069 0.67712315
0.83508474 0.67431583
0.82507247 0.64981951
0.8321169 0.66712703

0.82459919 0.64864456
0.82598358 0.65207717

0.84303 0.69325573
0.8465429 0.70148678

0.83343563 0.67032891
0.85559309 0.72228656
0.86313955 0.73918544
0.82684789 0.65421362
0.84480635 0.69742887
0.84480635 0.69742887
0.84174707 0.69022778
0.82875308 0.65890497
0.84878778 0.70670063
0.83117955 0.66484377
0.83214851 0.66720393
0.83030365 0.66270471
0.83096497 0.66432025
0.84052747 0.68733845
0.90080159 0.81782869
0.82433715 0.64799336
0.85168711 0.71338124
0.82461064 0.64867301
0.83623629 0.67708852
0.84072936 0.68781747
0.83362109 0.67077823
0.84880138 0.70673211
0.8367636 0.67835509

0.83647331 0.67765807
0.85252486 0.7153004
0.84913727 0.70750911
0.8427092 0.69249968

0.82543436 0.65071692
0.82332261 0.64546777



0.83729076 0.67961929
0.89746711 0.81121783
0.83536234 0.67498508
0.8310334 0.66448724

0.87224194 0.75903933
0.82714268 0.65494115
0.8371836 0.67936248

0.85595955 0.72311648
0.85063979 0.71097493
0.84000921 0.68610745
0.83636432 0.67739623
0.83608563 0.67672631
0.83561987 0.67560547
0.83606881 0.67668585
0.8286081 0.65854886
0.8285628 0.65843756

0.83941994 0.68470547
0.83740802 0.67990026
0.86292719 0.73871539
0.83841375 0.68230589
0.83841375 0.68230589
0.83039439 0.66292656
0.82273343 0.6439979
0.83482159 0.67368091
0.82309102 0.64489031
0.78839034 0.55462028
0.83354123 0.67058477
0.82879334 0.65900386
0.81734656 0.63045214
0.83486843 0.67379397
0.87137501 0.75717293
0.83049813 0.66318011
0.8323844 0.6677775

0.81667688 0.62875488
0.7863824 0.54919597

0.84459844 0.69694159
0.8314004 0.66538229
0.843152 0.69354305

0.83941895 0.68470311
0.83756081 0.68026618
0.84666938 0.70178149
0.84992492 0.70932797
0.84005172 0.68620849
0.84503593 0.69796659
0.85557263 0.7222402
0.82079053 0.63913439
0.82682953 0.65416829
0.80605026 0.60144439



0.85233265 0.71486052
0.85676609 0.7249397
0.8073052 0.60470567

0.83779254 0.68082084
0.84224193 0.69139712
0.79727475 0.57838525
0.84838537 0.70576867
0.86534475 0.74404797
0.83634976 0.67736125
0.83135067 0.66526106
0.83923122 0.68425595
0.83389785 0.67144829
0.84195913 0.69072909
0.89703976 0.81036609
0.82884936 0.6591414
0.8349513 0.67399394

0.82765899 0.65621394
0.84625435 0.700814
0.83938799 0.68462938
0.76684092 0.4955638
0.80250254 0.59217472
0.83678632 0.6784096
0.83521066 0.67461947
0.83524858 0.6747109
0.8189985 0.6346264

0.84687764 0.70226652
0.83094678 0.66427585
0.82689474 0.6543293
0.80945141 0.61026119
0.83765607 0.68049423
0.83088793 0.6641322
0.82838376 0.65799752
0.8059131 0.60108737
0.8350582 0.67425182

0.83693163 0.67875826
0.82717 0.65500853

0.85419848 0.71911944
0.87295608 0.76057299
0.83422931 0.67225009
0.8302864 0.66266253

0.82806395 0.65721095
0.83489472 0.67385741
0.82241403 0.64320011
0.83463762 0.67323674
0.84109247 0.6886783
0.83907828 0.68389147
0.8422389 0.69138997

0.82521261 0.65016713



0.80937866 0.61007333
0.8311375 0.66474121

0.83663903 0.67805604
0.83244736 0.66793053
0.90784853 0.83160395
0.84130036 0.68917072
0.88261531 0.78098326
0.82282311 0.6442218
0.84578473 0.69971776
0.88253837 0.7808231
0.83205147 0.66696784
0.83312479 0.66957529
0.83492321 0.67392615
0.81581515 0.62656664
0.83743576 0.67996669
0.8409777 0.68840631

0.86209619 0.73687294
0.81968014 0.63634359
0.83529513 0.6748231
0.83562009 0.675606
0.82450009 0.64839834
0.83558823 0.67552928
0.8332382 0.66985032

0.84246143 0.69191523
0.73556959 0.40801157
0.84202151 0.69087648
0.84114224 0.68879622
0.84798367 0.70483718
0.84169382 0.69010185
0.80436043 0.59703824
0.84081698 0.68802529
0.81637808 0.62799667
0.83457975 0.67309699
0.84030209 0.68680334
0.81098644 0.61421745
0.84252925 0.69207527
0.83675623 0.6783374
0.78664015 0.5498933
0.81539214 0.62549072
0.83788763 0.68104834
0.82297435 0.64459924
0.83582438 0.67609782
0.82127485 0.64034912
0.81471298 0.62376087
0.83589047 0.67625686
0.85642217 0.72416284
0.8236609 0.6463107

0.82479253 0.64912473



0.85531857 0.72166422
0.81160524 0.61580817
0.83800455 0.68132797
0.82939206 0.66047284
0.83228771 0.66754243
0.83704114 0.6790209
0.83163821 0.66596176
0.87926083 0.77396458
0.82282739 0.64423247
0.85035749 0.71032499
0.82988853 0.66168908
0.81683663 0.62916001
0.81890072 0.6343798
0.85094151 0.71166896
0.7571544 0.46855688

0.83113588 0.66473726
0.8371318 0.67923829

0.83370359 0.67097802
0.83260979 0.66832517
0.82838694 0.65800533
0.84316725 0.69357896
0.82149335 0.6408966
0.82902544 0.6595736
0.85406036 0.71880501
0.85304127 0.71648092
0.83349036 0.67046152
0.83863391 0.68283155
0.80846594 0.60771373
0.82634948 0.65298225
0.83088933 0.66413562
0.82929299 0.66022993
0.87447041 0.76381367
0.83382003 0.67125993
0.82150771 0.6409326
0.78845946 0.55480666
0.92307688 0.86056374
0.82686415 0.65425379
0.84164959 0.68999722
0.8637626 0.74056272

0.86284871 0.73854158
0.83356805 0.67064974
0.84690682 0.70233445
0.84227912 0.69148494
0.82957232 0.66091463
0.83662619 0.67802523
0.83484476 0.67373684
0.84891335 0.70699122
0.83452244 0.67295854



0.82551442 0.65091534
0.83710746 0.67917994
0.83239642 0.66780671
0.83830286 0.68204101
0.82113968 0.64001025
0.82594917 0.65199199
0.83009103 0.66218466
0.8306886 0.66364547

0.84625906 0.70082499
0.83317427 0.66969529
0.8430729 0.69335678

0.83687452 0.67862125
0.83510508 0.67436488
0.82356948 0.64608296
0.8354966 0.67530858

0.82505305 0.64977134
0.84708951 0.70275963
0.83557882 0.67550662
0.82025784 0.63779659
0.82769838 0.65631096
0.83910658 0.68395894
0.81803958 0.63220548
0.82479675 0.6491352
0.81951104 0.63591787
0.86335661 0.73966556
0.81511203 0.62477762
0.83397341 0.67163115
0.89129598 0.79881621
0.87793835 0.77117741
0.83598107 0.67647483
0.83999106 0.68606432
0.82446538 0.64831208
0.8485561 0.7061642

0.83915618 0.68407715
0.83318118 0.66971203
0.81420631 0.62246848
0.80732597 0.60475955
0.80926385 0.60977681
0.83961048 0.68515908
0.83271551 0.66858196
0.8006771 0.58737696

0.84225332 0.69142403
0.85049158 0.71063377
0.83460593 0.67316021
0.82992304 0.66177355
0.83750883 0.6801417
0.83826424 0.68194873
0.83347793 0.67043141



0.83257387 0.66823792
0.84433414 0.69632171
0.85137515 0.7126653
0.83462525 0.67320686
0.82546544 0.65079395
0.81300697 0.61940271
0.82810455 0.65731083
0.83733745 0.67973118
0.82586163 0.6517753
0.83497877 0.67406022
0.83173172 0.66618951
0.81960423 0.63615252
0.83954672 0.68500732
0.82447473 0.64833531
0.83791125 0.68110483
0.85259016 0.71544978
0.83781584 0.68087659
0.87291334 0.76048129
0.83446764 0.67282615
0.82740849 0.65559664
0.82628846 0.65283137
0.8235843 0.6461199

0.82566779 0.6512953
0.82852317 0.65834017
0.84434698 0.69635183
0.95889332 0.92575302
0.82483559 0.64923162
0.8325384 0.66815174

0.84038714 0.68700531
0.83739615 0.67987181
0.81616172 0.62744727
0.82832536 0.65785394
0.83558124 0.67551246
0.82872926 0.6588465
0.84179079 0.69033115
0.81919263 0.63511576
0.81347436 0.62059855
0.81070555 0.6134946
0.83362522 0.67078824
0.82906432 0.65966902
0.82574276 0.65148099
0.84882434 0.70678525
0.82541261 0.65066301
0.80167623 0.59000527
0.83640557 0.67749535
0.83726052 0.67954683
0.83166358 0.66602358
0.83009348 0.66219064



0.83075905 0.66381752
0.80017171 0.58604535
0.84633047 0.70099155
0.88068148 0.77694594
0.8314246 0.66544128

0.82701544 0.65462721
0.82737849 0.65552267
0.80806118 0.60666571
0.81422198 0.62250848
0.82399228 0.64713562
0.80748538 0.60517313
0.81588523 0.62674476
0.82210811 0.64243535
0.81141537 0.61532033
0.8599464 0.73208404

0.85697206 0.72540458
0.84967515 0.70875167
0.83336079 0.67014752
0.82908648 0.65972339
0.82945762 0.66063354
0.86173468 0.73606992
0.81298139 0.61933724
0.83275308 0.66867319
0.8419194 0.69063519

0.83324195 0.6698594
0.8288026 0.6590266

0.82817928 0.65749469
0.8339046 0.67146464

0.81714798 0.62994915
0.82893321 0.65934724
0.83113942 0.66474589
0.84572952 0.69958879
0.84373496 0.69491456
0.84934941 0.70799941
0.81164566 0.61591201
0.83835741 0.68217131
0.83395466 0.67158578
0.80685391 0.60353396
0.80568056 0.60048186
0.84481467 0.69744837
0.82958191 0.66093813
0.83059237 0.66341039
0.83663338 0.67804248
0.81894523 0.63449205
0.8435836 0.6945587

0.83212344 0.66714294
0.84175308 0.69024199
0.83439827 0.67265852



0.83843255 0.68235079
0.82249595 0.64340479
0.85193011 0.71393842
0.83402092 0.67174611
0.82370636 0.64642389
0.83185529 0.66649039
0.87692311 0.76902995
0.81669021 0.6287887
0.82308409 0.64487302
0.79451521 0.57104666
0.80437354 0.5970725
0.83968943 0.68534694
0.8290546 0.65964517

0.82413207 0.6474834
0.82332561 0.64547526
0.82411481 0.64744047
0.8578095 0.72729154

0.83804744 0.68143053
0.82892207 0.65931991
0.84609882 0.70045111
0.81473013 0.62380459
0.81132639 0.61509165
0.8320574 0.66698227

0.82848658 0.65825025
0.82750382 0.65583161
0.84296492 0.6931024
0.82399137 0.64713336
0.82480906 0.64916577
0.82473147 0.64897309
0.83405505 0.67182866
0.83328984 0.66997552
0.82774465 0.65642491
0.85428978 0.7193272
0.83625168 0.67712552
0.82904367 0.65961836
0.82537243 0.6505634
0.85159368 0.71316688
0.8034097 0.59455195
0.8146786 0.62367324

0.82582054 0.65167358
0.84800764 0.70489279
0.84107552 0.68863813
0.8376032 0.68036765

0.82605104 0.6522441
0.81464206 0.62358007
0.8286761 0.65871592

0.82751766 0.65586571
0.83197386 0.66677899



0.82750233 0.65582793
0.86697581 0.74762272
0.84111036 0.68872067
0.83259306 0.66828454
0.82608646 0.65233174
0.81819677 0.63260273
0.83650965 0.67774537
0.83248233 0.66801551
0.80093934 0.58806735
0.83685329 0.67857032
0.82387741 0.64684976
0.82757512 0.6560073
0.8268046 0.65410675

0.84205288 0.6909506
0.82250682 0.64343195
0.8128205 0.61892526

0.94859786 0.90727608
0.83952302 0.68495091
0.76026975 0.47726385
0.83575131 0.67592194
0.95963182 0.92707495
0.83570852 0.67581892
0.8211187 0.63995764

0.82960725 0.6610002
0.86403707 0.74116859
0.83727445 0.67958021
0.82126057 0.64031331
0.71443054 0.3492364
0.83290577 0.66904387
0.82872637 0.65883939
0.8305448 0.66329416

0.85210891 0.71434814
0.83591904 0.67632559
0.83789299 0.68106115
0.83135001 0.66525946
0.82061123 0.6386843
0.83365166 0.67085226
0.83109489 0.66463727
0.84322296 0.69371013
0.82897372 0.65944668
0.80703046 0.6039925
0.82803184 0.65713193
0.80628486 0.60205478
0.8614155 0.73536015

0.79859324 0.58187725
0.82781523 0.65659872
0.8335914 0.67070631
0.8226948 0.64390147



0.86735828 0.74845833
0.82154098 0.64101593
0.82127962 0.64036107
0.82824247 0.65765011

0.799644 0.58465341
0.82568238 0.65133144
0.82602856 0.65218847
0.86079001 0.73396715
0.83556998 0.67548533
0.82391765 0.64694991
0.83093589 0.66424925
0.77842429 0.52752507
0.79631575 0.57583948
0.8141025 0.62220346

0.83832634 0.68209711
0.82763042 0.65614354
0.8274656 0.65573741

0.82642809 0.65317658
0.83282537 0.6688487
0.82601251 0.65214875
0.83195115 0.66672373
0.82286252 0.64432017
0.82436498 0.64806254
0.79872563 0.58222737
0.81064027 0.61332652
0.8214532 0.64079604

0.83018271 0.66240893
0.83343818 0.67033509
0.81147044 0.61546185
0.83032851 0.66276549
0.83481248 0.67365892
0.85470525 0.7202719
0.82485947 0.64929091
0.8243716 0.64807899

0.83279002 0.66876289
0.80829687 0.60727609
0.82870768 0.65879348
0.82015888 0.63754785
0.81356443 0.62082884
0.8381202 0.68160448

0.81795397 0.63198906
0.81384666 0.62155009
0.82626318 0.65276886
0.82668658 0.65381528
0.82389268 0.64688776
0.82318619 0.64512765
0.83068891 0.66364623
0.84214824 0.69117588



0.83678564 0.67840798
0.87968796 0.77486233
0.81454296 0.62332738
0.86260194 0.73799482
0.82710756 0.6548545
0.83619863 0.676998
0.80661843 0.60292208
0.82686036 0.65424442
0.84408578 0.69573877
0.81892014 0.63442877
0.83517869 0.6745424
0.82762531 0.65613096
0.82538052 0.65058347
0.85927272 0.73057665
0.82920448 0.66001287
0.83488137 0.6738252
0.8412468 0.68904387

0.83112691 0.66471538
0.83485238 0.67375523
0.82547621 0.65082066
0.81459131 0.62345068
0.82954334 0.66084361
0.84130242 0.6891756
0.82633761 0.6529529
0.82155793 0.64105837
0.80633057 0.60217366
0.84022738 0.68662589
0.83938866 0.68463098
0.8353803 0.67502838

0.79448651 0.57097012
0.88151847 0.77869631
0.82696313 0.65449812
0.85307998 0.71656933
0.83099447 0.66439222
0.82084202 0.63926361
0.97725777 0.95863956
0.82608727 0.65233373
0.82396846 0.64707635
0.91236984 0.84031076
0.82769493 0.65630247
0.82769493 0.65630247
0.82769493 0.65630247
0.83874994 0.68310844
0.84197484 0.69076622
0.81813375 0.63244348
0.85409277 0.7188788
0.80091713 0.58800889
0.88448069 0.78485501



0.81137557 0.61521806
0.8193233 0.63544502

0.82416189 0.64755757
0.68908266 0.28127324
0.83379357 0.67119588
0.82469827 0.64889065
0.82554369 0.65098787
0.90892269 0.83368144
0.85495048 0.72082892
0.82928867 0.66021935
0.80521018 0.59925603
0.82936628 0.66040962
0.82251673 0.64345671
0.84527923 0.69853601
0.82368753 0.64637701
0.81805686 0.63224915
0.82500687 0.64965675
0.82005646 0.63729035
0.83260804 0.66832094
0.82248799 0.6433849
0.81924141 0.63523869
0.82905126 0.65963697
0.82777771 0.65650634
0.82691317 0.65437479
0.81427048 0.62263225
0.83477561 0.67356992
0.82920145 0.66000545
0.83889747 0.68346037
0.84298222 0.69314317
0.83786394 0.68099166
0.82130777 0.64043161
0.84101754 0.68850074
0.78173111 0.53656193
0.83122683 0.6649591

0.815339 0.62535547
0.82710273 0.65484258
0.8137623 0.62133454

0.95868338 0.92537716
0.82249676 0.64340683
0.81874497 0.63398691
0.82745009 0.65569917
0.82885334 0.65915119
0.82428643 0.64786728
0.78638683 0.54920797
0.82972827 0.66129664
0.82972827 0.66129664
0.82972827 0.66129664
0.82972827 0.66129664



0.82531076 0.65041052
0.8234724 0.64584111
0.8190191 0.63467832

0.82611067 0.65239164
0.81729409 0.63031925
0.82800625 0.65706895
0.95504731 0.91886297
0.82701329 0.6546219
0.82345601 0.64580027
0.82600515 0.65213055
0.77612857 0.52122656
0.83134842 0.66525558
0.82768029 0.65626641
0.82691134 0.65437027
0.8318795 0.66654934

0.82592531 0.65193294
0.81467184 0.62365601
0.85144785 0.71283221
0.84028447 0.68676151
0.82972046 0.66127752
0.8182396 0.63271093

0.83399661 0.67168728
0.8191939 0.63511894

0.81406344 0.62210373
0.82489356 0.64937554
0.81081886 0.61378623
0.82011545 0.63743865
0.82446648 0.64831483
0.81411131 0.62222597
0.82110521 0.63992381
0.83553436 0.67539953
0.85772328 0.72709751
0.83182044 0.66640556
0.84690915 0.70233987
0.8235954 0.64614754

0.82045878 0.63830145
0.79544252 0.57351715
0.83472413 0.67344563
0.81580628 0.62654409
0.81818672 0.63257733
0.91164572 0.83892286
0.82141174 0.64069217
0.81467031 0.62365211
0.82280205 0.64416923
0.81919165 0.63511329
0.78692266 0.55065728
0.8151398 0.62484834

0.83635056 0.67736317



0.83293106 0.66910525
0.82272595 0.64397925
0.86445906 0.74209906
0.81630216 0.62780393
0.81382273 0.62148895
0.80775232 0.60586534
0.81627894 0.62774496
0.79892543 0.58275556
0.82318327 0.64512037
0.81847102 0.63329544
0.88740159 0.79087355
0.86578572 0.74501625
0.81300956 0.61940935
0.80402536 0.59616258
0.8377242 0.68065729

0.81474182 0.62383439
0.81474182 0.62383439
0.81474182 0.62383439
0.81296626 0.61929851
0.82110708 0.6399285
0.8974413 0.81116642

0.79905331 0.58309352
0.83249713 0.66805147
0.83249713 0.66805147
0.83249713 0.66805147
0.84685735 0.70221928
0.82107235 0.63984141
0.83541089 0.67510209
0.84650172 0.7013908
0.82153761 0.64100748
0.82047408 0.63833989
0.82862924 0.65860079
0.80256305 0.59233344
0.81290084 0.619131
0.83956058 0.6850403
0.80794304 0.60635964
0.80794304 0.60635964
0.81876996 0.63404995
0.84230871 0.6915548
0.83155163 0.66575084
0.82237743 0.64310864
0.83037204 0.66287193
0.76639327 0.49432046
0.84639642 0.70114531
0.85779446 0.72725771
0.80103315 0.58831423
0.82067193 0.63883671
0.80384461 0.59568993



0.67471242 0.2447636
0.82334639 0.64552705
0.83557146 0.6754889
0.82101929 0.63970834
0.79902303 0.58301352
0.82106037 0.63981137
0.8268701 0.65426847

0.82911505 0.65979349
0.82137944 0.64061123
0.83757264 0.6802945
0.82325537 0.64530016
0.83955743 0.6850328
0.80797677 0.60644703
0.80797677 0.60644703
0.80797677 0.60644703
0.80797677 0.60644703
0.80797677 0.60644703
0.8483734 0.70574093

0.79992721 0.58540062
0.82046827 0.63832528
0.82177822 0.64160995
0.81137425 0.61521466
0.84366195 0.69474294
0.88578423 0.78754755
0.81805652 0.6322483
0.80582385 0.600855
0.80582385 0.600855
0.81892518 0.63444148
0.79602469 0.57506585
0.81897856 0.6345761
0.82594871 0.65199085
0.85559486 0.72229058
0.81166551 0.61596299
0.8215513 0.64104177

0.82577289 0.65155561
0.8308765 0.66410429
0.8308765 0.66410429
0.8308765 0.66410429

0.87483707 0.76459602
0.82174737 0.64153273
0.80767395 0.60566216
0.83227287 0.66750635
0.82939154 0.66047155
0.83400119 0.67169835
0.86422181 0.74157609
0.8216204 0.64121482
0.8117014 0.61605515
0.8195691 0.63606406



0.81251979 0.61815481
0.85359712 0.71774947
0.81600307 0.62704425
0.81157554 0.61573187
0.81675064 0.62894196
0.8130306 0.61946322

0.80303417 0.59356844
0.80887875 0.60878157
0.82764819 0.65618733
0.81712701 0.62989602
0.82106526 0.63982365
0.71116572 0.3402878
0.81743316 0.63067141
0.83151064 0.66565098
0.8146164 0.62351466
0.7542916 0.46054224
0.8208015 0.63916193
0.8208015 0.63916193

0.86564386 0.7447049
0.80986656 0.61133259
0.8477981 0.70440649

0.81453562 0.62330865
0.83677938 0.67839296
0.79942893 0.58408567
0.69672229 0.30134552
0.82761039 0.6560942
0.68374381 0.26750531
0.94203356 0.89541762
0.8179821 0.63206017

0.82345391 0.64579503
0.815469 0.6256863

0.83416218 0.67208777
0.85242803 0.71507883
0.81237073 0.61777269
0.81237073 0.61777269
0.8147951 0.6239702

0.81955269 0.63602275
0.82115292 0.64004344
0.79162863 0.56332818
0.83764266 0.68046213
0.8327751 0.66872665

0.81845982 0.63326716
0.81854451 0.63348097
0.81166043 0.61594993
0.83724214 0.67950279
0.83081022 0.66394246
0.81498033 0.62444218
0.83781565 0.68087614



0.8211537 0.64004541
0.80694046 0.60375876
0.81866209 0.63377775
0.8187128 0.63390573

0.84152394 0.68969994
0.81573144 0.62635381
0.81614537 0.62740574
0.8107471 0.61360154

0.80329326 0.59424707
0.82805022 0.65717715
0.81041463 0.6127454
0.83389418 0.67143942
0.81620281 0.62755162
0.82821399 0.65758004
0.80904884 0.60922126
0.83789088 0.68105611
0.81215152 0.61721049
0.82166038 0.64131495
0.82084025 0.63925919
0.81953118 0.63596861
0.83260487 0.66831322
0.93898235 0.88987578
0.83137795 0.66532756
0.93286031 0.87868577
0.80357773 0.59499174
0.82079793 0.63915297
0.81570688 0.62629135
0.80863964 0.60816319
0.88598678 0.78796497
0.80756579 0.60538169
0.82517729 0.65007954
0.80408241 0.59631171
0.81823323 0.63269485
0.8584342 0.72869593

0.84044749 0.6871486
0.82047335 0.63833804
0.84500186 0.69788681
0.8177647 0.63151041

0.98007115 0.96369977
0.80071069 0.58746542
0.82354563 0.64602357
0.81075442 0.61362038
0.81554555 0.62588105
0.82108699 0.63987814
0.80438625 0.59710568
0.92327719 0.86093815
0.8094637 0.61029294

0.82378249 0.64661346



0.81695511 0.62946038
0.79498977 0.57231151
0.81301709 0.61942863
0.81956193 0.63604601
0.81956193 0.63604601
0.81956193 0.63604601
0.81584877 0.6266521
0.80729775 0.60468633
0.8154726 0.62569544

0.83149961 0.66562409
0.82045268 0.63828612
0.8193026 0.63539288

0.83699822 0.67891799
0.82159517 0.64115164
0.81746618 0.63075499
0.85638175 0.72407148
0.81853298 0.63345187
0.83127398 0.66507408
0.82193168 0.641994
0.82561626 0.65116765
0.82528283 0.65034126
0.80655416 0.60275502
0.81620236 0.6275505
0.82066624 0.63882243
0.82260372 0.64367401
0.84438593 0.69644323
0.81711558 0.62986705
0.80709933 0.60417131
0.83346019 0.67038841
0.82263282 0.64374668
0.82361948 0.64620752
0.81699427 0.62955965
0.81526542 0.62516819
0.82980122 0.66147529
0.81922202 0.63518982
0.82118778 0.64013085
0.81966604 0.6363081
0.82558604 0.65109279
0.82162044 0.64121492
0.81433933 0.62280793
0.83641644 0.67752147
0.83388468 0.67141642
0.81729538 0.63032252
0.83456087 0.67305137
0.80988769 0.6113871
0.84653381 0.70146561
0.81428677 0.62267381
0.84997858 0.70945171



0.81925836 0.63528139
0.81474367 0.62383912
0.81255482 0.6182446
0.81940921 0.63566142
0.81932249 0.63544297
0.82060472 0.63866795
0.82445497 0.64828622
0.81217496 0.61727063
0.8153553 0.62539697

0.82423804 0.64774695
0.82285421 0.64429941
0.82201064 0.64219154
0.85959226 0.73129203
0.8483856 0.70576918

0.81815097 0.63248701
0.92463366 0.86346975
0.81588726 0.62674992
0.80753044 0.60529002
0.82090478 0.6394211
0.86580925 0.74506789
0.81585994 0.62668048
0.78724578 0.55153061
0.81578109 0.62648005
0.81833267 0.63294606
0.81536325 0.62541718
0.8264925 0.65333578
0.8345544 0.67303575

0.80783389 0.60607677
0.79256012 0.56582349
0.82100347 0.63966865
0.79437262 0.57066639
0.84618197 0.70064514
0.81089946 0.61399366
0.80088613 0.58792731
0.81575622 0.62641682
0.83549985 0.6753164
0.80525906 0.59938346
0.82408112 0.64735666
0.80890124 0.60883972
0.78691019 0.55062356
0.85476532 0.72040838
0.81711691 0.62987044
0.80769618 0.6057198
0.81824188 0.63271671
0.81694265 0.62942881
0.8150683 0.62466626

0.81669338 0.62879673
0.81035658 0.61259585



0.83307002 0.66944242
0.83716691 0.67932247
0.7741257 0.51571596

0.80732704 0.60476234
0.82694703 0.65445837
0.83475649 0.67352378
0.81548388 0.62572415
0.81752766 0.63091062
0.80852839 0.60787535
0.8128434 0.61898389

0.80187691 0.5905325
0.78158503 0.53616365
0.82674415 0.65395746
0.80131135 0.58904606
0.80841053 0.60757033
0.8252443 0.65024573
0.8060485 0.60143981

0.81674009 0.62891521
0.8400069 0.68610197

0.81741226 0.63061848
0.83137876 0.66532955
0.8210738 0.63984506

0.82035259 0.63803468
0.81122429 0.61482916
0.8226159 0.64370443
0.8226159 0.64370443

0.82641753 0.65315048
0.81930066 0.63538797
0.85497651 0.72088803
0.81730526 0.63034754
0.81333792 0.6202496
0.83010255 0.66221283
0.81657459 0.62849538
0.81724183 0.6301869
0.83363009 0.67080002
0.83456999 0.6730734
0.8209021 0.63941435

0.85484559 0.72059072
0.79265609 0.56608033
0.83285614 0.66892339
0.86657808 0.74675273
0.86657808 0.74675273
0.81724155 0.63018618
0.81830956 0.63288768
0.78851643 0.55496028
0.85922148 0.73046185
0.82429674 0.64789291
0.82758256 0.65602564



0.82521741 0.65017905
0.81864338 0.63373053
0.81607845 0.62723575
0.81197929 0.61676857
0.79483215 0.57189153
0.86283449 0.73851008
0.82227789 0.64285986
0.84242682 0.69183357
0.82186952 0.64183847
0.81289661 0.61912017
0.83709379 0.67914715
0.82600878 0.65213952
0.81037631 0.6126467
0.85536854 0.72177755
0.8061722 0.6017617

0.81521792 0.62504726
0.79742311 0.57877864
0.81854859 0.63349129
0.85550147 0.72207891
0.80929722 0.60986301
0.84261187 0.69227015
0.93572087 0.88392698
0.83264691 0.66841534
0.81281332 0.61890687
0.8094341 0.61021651
0.8286139 0.65856312

0.81691496 0.6293586
0.80679842 0.60338979
0.83098242 0.66436281
0.8016808 0.5900173

0.81205394 0.61696015
0.82590825 0.65189073
0.8299491 0.66183734

0.81399651 0.62193285
0.8045052 0.59741639

0.81086476 0.61390437
0.81448601 0.62318214
0.80091488 0.58800296
0.82347964 0.64585915
0.81314024 0.61974385
0.81740518 0.63060055
0.81286707 0.61904453
0.80043086 0.58672833
0.81806324 0.63226528
0.89859951 0.81346981
0.81518309 0.62495857
0.80845245 0.60767882
0.80818971 0.60699861



0.80997832 0.61162083
0.82324051 0.6452631
0.82367496 0.6463457
0.81312363 0.61970133
0.81167593 0.61598975
0.80883613 0.60867138
0.81658087 0.62851131
0.83873453 0.68307166
0.82145658 0.64080451
0.81409182 0.62217621
0.85003312 0.70957749
0.81496573 0.62440498
0.81689488 0.62930771
0.81072099 0.61353433
0.80314252 0.59385227
0.80314252 0.59385227
0.8492608 0.70779466

0.81106604 0.61442221
0.84041882 0.68708055
0.81646855 0.62822629
0.81312671 0.6197092
0.81376999 0.62135421
0.81828478 0.63282508
0.80334961 0.59439462
0.80823733 0.60712192
0.80638011 0.6023025
0.8137306 0.62125355

0.80083993 0.58780569
0.83207624 0.66702811
0.81139281 0.61526236
0.82804975 0.65717601
0.83253066 0.66813295
0.81414215 0.6223047
0.81592116 0.62683608
0.80978054 0.61111069
0.81905078 0.63475821
0.80983906 0.61126166
0.81611347 0.62732471
0.80204172 0.59096534
0.81910382 0.63489192
0.82204954 0.64228885
0.82365982 0.64630799
0.82932844 0.66031686
0.82005231 0.6372799
0.80690331 0.60366228
0.78610051 0.54843301
0.82118869 0.64013314
0.78709341 0.55111886



0.82014082 0.63750244
0.81136352 0.61518707
0.80369143 0.59528925
0.82994757 0.6618336
0.82470156 0.64889883
0.79951663 0.58431722
0.81639324 0.62803513
0.81639324 0.62803513
0.82254164 0.64351894
0.82422888 0.64772417
0.82307788 0.64485752
0.82181613 0.64170484
0.90672645 0.82942766
0.81466401 0.62363603
0.80880629 0.60859422
0.82054246 0.63851162
0.81646445 0.62821587
0.81592138 0.62683665
0.82244842 0.64328605
0.81300974 0.61940982
0.82717388 0.65501811
0.81368407 0.62113463
0.81734945 0.63045945
0.87965572 0.77479462
0.81215285 0.6172139
0.80490928 0.59847117
0.81531931 0.62530536
0.80711186 0.60420383
0.81383317 0.62151562
0.81205675 0.61696735
0.86733596 0.74840958
0.81554464 0.62587874
0.79164281 0.5633662
0.79549188 0.57364854
0.81730665 0.63035107
0.82587695 0.65181323
0.8205011 0.63840775

0.81183622 0.61640134
0.81376466 0.6213406
0.81352049 0.6207165
0.79561046 0.57396411
0.79561046 0.57396411
0.81270725 0.61863515
0.83187664 0.66654237
0.83903977 0.68379968
0.78549746 0.54679954
0.81156386 0.61570187
0.80136417 0.58918498



0.83139645 0.66537266
0.81232291 0.61765008
0.81329271 0.62013395
0.79710335 0.57793061
0.80676379 0.60329981
0.74418628 0.43219012
0.80533419 0.59957933
0.82611315 0.65239776
0.81646793 0.62822473
0.8075984 0.60546626

0.80518078 0.59917937
0.82802292 0.65710998
0.8341867 0.67214706

0.80635361 0.60223357
0.81134269 0.61513354
0.81010199 0.61193971
0.80598885 0.60128455
0.8141897 0.62242608

0.81729807 0.63032933
0.79591546 0.57477543
0.81352992 0.62074059
0.80829391 0.60726843
0.81221486 0.61737296
0.81008839 0.61190464
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0.81483277 0.62406619
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0.81538254 0.62546629
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0.80253246 0.5922532
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0.81139374 0.61526473
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0.81606006 0.62718904
0.8122633 0.61749721

0.85022945 0.71003002
0.80727892 0.60463745
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0.80967904 0.61084878
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0.8060017 0.601318
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0.86603116 0.74555461
0.80714681 0.60429458
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0.79978518 0.58502594
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0.82305766 0.64480707
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0.79948306 0.58422858
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0.83232072 0.66762269
0.81196468 0.61673107
0.85324243 0.71694027
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0.80662174 0.60293067
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0.80838562 0.60750585
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0.81051963 0.61301585
0.81229942 0.61758984
0.80513294 0.59905461
0.81320014 0.61989711
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0.81209817 0.61707363
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0.80642406 0.60241679
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0.81958549 0.63610535
0.80006982 0.58577671
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0.79258606 0.56589292
0.82298409 0.64462354
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0.81111423 0.61454615
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0.80208374 0.59107567
0.80700237 0.60391955
0.80849788 0.60779641
0.8079212 0.60630304



0.81152602 0.61560466
0.78743955 0.55205411
0.8518423 0.71373712

0.80409503 0.5963447
0.78928557 0.55703264
0.80780139 0.60599255
0.82140801 0.64068282
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0.79640536 0.57607757
0.80805933 0.60666094
0.79339052 0.56804434
0.81199906 0.61681932

0.849975 0.70944346
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0.81356686 0.62083505
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0.80681011 0.60342017
0.82506568 0.64980267
0.79667466 0.57679282
0.80014916 0.5859859
0.78027431 0.53258615
0.81256095 0.61826031
0.80716216 0.60433442
0.83770462 0.68061043
0.81798877 0.63207703
0.79226887 0.56504374
0.93393699 0.88066123
0.79657678 0.5765329
0.80701037 0.6039403
0.90521571 0.82648749
0.94285796 0.89691143
0.81158486 0.61575581
0.83322367 0.66981508
0.80518927 0.59920149
0.81242236 0.61790507
0.80894252 0.60894645
0.80766844 0.60564789
0.79389844 0.56940101
0.81086062 0.61389372
0.81250715 0.61812242
0.81466916 0.62364917
0.81854196 0.63347454
0.81546813 0.62568407
0.83598226 0.67647767
0.76734412 0.49696083
0.78876732 0.55563659
0.79185754 0.56394179
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0.83207764 0.66703152
0.80755002 0.60534079
0.81420745 0.62247139
0.82429148 0.64787982
0.82429148 0.64787982
0.82429148 0.64787982
0.82209203 0.64239512
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0.80685994 0.60354961
0.81246518 0.61801482
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0.80446974 0.59732376
0.80474074 0.59803134
0.81826624 0.63277824
0.80672541 0.6032001
0.83880098 0.68323023
0.79366058 0.56876585
0.81205093 0.61695242
0.80624578 0.6019531
0.80455663 0.59755067
0.83478712 0.67359771
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0.81593535 0.62687216
0.82406564 0.64731814
0.81409759 0.62219094
0.83066994 0.66359988
0.81066324 0.61338566
0.81696676 0.62948991
0.7987962 0.58241396

0.81039453 0.61269364
0.80694731 0.60377655
0.80366355 0.5952163
0.79814327 0.58068657
0.82211016 0.64244048
0.80634893 0.60222142
0.8049498 0.5985769

0.81897406 0.63456476
0.81934083 0.63548918
0.81051925 0.61301488
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0.81173676 0.61614597
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0.80134002 0.58912146
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0.80360993 0.595076
0.80291639 0.5932598
0.81142955 0.61535678
0.81687196 0.6292496



0.8138251 0.62149501
0.82301782 0.6447077
0.80230841 0.5916654
0.75293828 0.45674982
0.80686179 0.60355442
0.80456611 0.59757544
0.80620049 0.60183529
0.80758385 0.60542853
0.90366669 0.82346063
0.80730185 0.60469697
0.86463319 0.74248267
0.80395472 0.59597788
0.81005573 0.61182044
0.81378819 0.62140072
0.8056723 0.60046032

0.80721169 0.60446298
0.81192937 0.61664045
0.79915217 0.58335473
0.90598097 0.82797826
0.81297862 0.61933015
0.80535965 0.59964569
0.80493176 0.59852984
0.79794987 0.58017447
0.77025847 0.50503793
0.79511026 0.57263247
0.80865722 0.60820865
0.80286893 0.59313541
0.80518407 0.59918793
0.80933234 0.60995371
0.86201645 0.73669588
0.80570202 0.60053775
0.79921108 0.58351035
0.80563874 0.60037291
0.79962974 0.58461578
0.79734254 0.57856502
0.79770555 0.57952724
0.80490947 0.59847168
0.81139109 0.61525793
0.80957862 0.61058961
0.83818112 0.68175009
0.79457408 0.57120362
0.83312547 0.66957692
0.79257505 0.56586346
0.80817491 0.6069603
0.81112557 0.61457531
0.80619306 0.60181597
0.80875752 0.60846808
0.80002962 0.5856707



0.83818241 0.68175318
0.81963906 0.6362402
0.78979033 0.55839112
0.80786601 0.60616003
0.8042993 0.59687854

0.82072754 0.63897631
0.812031 0.61690129

0.80722252 0.6044911
0.79471383 0.57157618
0.78898692 0.5562283
0.79131563 0.56248874
0.80314533 0.59385965
0.80941979 0.61017954
0.80152294 0.5896024
0.86044694 0.73320194
0.81126453 0.61493263
0.81378007 0.62137996
0.82669474 0.65383544
0.81746917 0.63076257
0.80897131 0.60902085
0.79419685 0.57019747
0.82004493 0.63726135
0.78776716 0.5529388
0.81410635 0.6222133
0.97858932 0.96103317
0.81006089 0.61183374
0.80497687 0.59864752
0.80930549 0.60988436
0.81037334 0.61263904
0.80306024 0.59363673
0.77887968 0.5287721
0.81306208 0.61954378
0.8056879 0.60050097
0.821073 0.63984305

0.80945534 0.61027134
0.82139039 0.64063867
0.81518989 0.62497588
0.81901625 0.63467114
0.81117132 0.61469295
0.77413261 0.51573501
0.80557856 0.60021614
0.80923582 0.60970439
0.76747212 0.4973161
0.80342427 0.59459008
0.83347617 0.67042715
0.80361283 0.59508359
0.80154198 0.58965245
0.87142715 0.75728532



0.78819704 0.55409893
0.78520084 0.54599551
0.78922727 0.55687565
0.77732918 0.52452298
0.81223855 0.61743375
0.79810666 0.58058965
0.8196009 0.63614413

0.83712801 0.6792292
0.80238546 0.59186757
0.79991828 0.58537706
0.80768841 0.60569966
0.87855324 0.77247473
0.8036117 0.59508063

0.80272267 0.59275199
0.81802513 0.63216895
0.80936037 0.61002611
0.80898926 0.60906726
0.81608893 0.62726237
0.81208736 0.61704589
0.75439829 0.46084112
0.80015021 0.58598868
0.80531655 0.59953333
0.85402471 0.71872383
0.80516938 0.59914963
0.86739065 0.748529
0.81790669 0.6318695
0.80914102 0.60945946
0.81058404 0.61318174
0.80132982 0.58909464
0.81023179 0.6122743
0.81473749 0.62382336
0.78594303 0.54800659
0.79318174 0.56748629
0.78581753 0.54766672
0.81222328 0.61739458
0.81952961 0.63596465
0.82502445 0.64970038
0.81435936 0.62285905
0.77776007 0.52570475
0.80098362 0.5881839
0.80599111 0.60129045
0.81040487 0.61272026
0.80455677 0.59755105
0.81367096 0.62110114
0.80864084 0.60816629
0.80183245 0.59041572
0.76845707 0.50004822
0.89558793 0.80746475



0.86925901 0.7525959
0.82411034 0.64742934
0.94116462 0.89384153
0.81855198 0.63349983
0.80523618 0.5993238
0.84701221 0.70257975
0.80269925 0.5926906
0.76325974 0.48560287
0.78157524 0.53613695
0.80342864 0.59460151
0.82077257 0.63908932
0.87575218 0.76654467
0.79976071 0.58496138
0.78787209 0.55322206
0.82549228 0.65086046
0.80361488 0.59508896
0.81722702 0.63014939
0.79644245 0.57617609
0.81566309 0.62618
0.79280939 0.5664905
0.80226924 0.59156259
0.80211064 0.59114628
0.82304132 0.64476633
0.80293217 0.59330115
0.78759749 0.55248067
0.80083401 0.58779009
0.80302932 0.59355572
0.81403625 0.62203431
0.81231308 0.61762488
0.79327071 0.56772414
0.78807631 0.55377319
0.7981579 0.5807253

0.79772705 0.57958421
0.80844591 0.6076619
0.83943498 0.6847413
0.82427434 0.6478372
0.80243212 0.59198998
0.82964926 0.66110313
0.80545932 0.59990546
0.80134968 0.58914687
0.81990999 0.63692197
0.80236908 0.5918246
0.7781388 0.52674286
0.7967254 0.57692753
0.8130738 0.61957381
0.8063661 0.60226605

0.80728713 0.60465877
0.80347188 0.59471469



0.81205324 0.61695834
0.79230085 0.56512937

0.79987 0.58524972
0.77627138 0.52161892
0.81220328 0.61734327
0.78451021 0.54412195
0.82283032 0.64423979
0.81117338 0.61469825
0.80712319 0.60423324
0.84901661 0.70723009
0.80078112 0.58765085
0.80238363 0.59186275
0.79966365 0.58470528
0.8039476 0.59595926

0.83344648 0.6703552
0.80117148 0.58867819
0.82583165 0.65170108
0.78854831 0.55504624
0.8125887 0.61833142

0.79968906 0.58477231
0.76800984 0.498808
0.8144871 0.62318491

0.79234235 0.5652405
0.81819413 0.63259605
0.8196406 0.63624408

0.79621612 0.57557472
0.80606273 0.60147684
0.88067748 0.77693756
0.79167203 0.56344452
0.79683025 0.57720589
0.78753274 0.55230582
0.81257832 0.61830482
0.80438694 0.5971075
0.80436619 0.59705328
0.79970983 0.58482713
0.80559111 0.60024883
0.78342864 0.54118364
0.83132039 0.66518724
0.79104801 0.56177061
0.83927277 0.68435494
0.77185621 0.50945536
0.81635227 0.62793114
0.81262355 0.61842071
0.80492209 0.59850459
0.78348129 0.5413268
0.80007133 0.58578069
0.80737144 0.60487755
0.80040275 0.58665427



0.8043686 0.59705958
0.78280958 0.53949959
0.80093468 0.58805508
0.80383576 0.59566679
0.79658385 0.57655166
0.79817681 0.58077535
0.81236612 0.61776088
0.79984814 0.58519204
0.80761748 0.60551574
0.8019481 0.59071949

0.81286806 0.61904706
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0.80433751 0.59697837
0.79618145 0.57548258
0.80298743 0.59344596
0.80780134 0.60599241
0.81591716 0.62682593
0.84618702 0.70065693
0.80445033 0.59727308
0.78965319 0.55802215
0.78874068 0.5555648
0.80177158 0.59025581
0.81706457 0.62973781
0.77002296 0.50438613
0.79892818 0.58276283
0.79779995 0.57977737
0.79893007 0.58276782
0.81167274 0.61598154
0.79671769 0.57690707
0.79941543 0.58405004
0.80469971 0.59792424
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0.79530443 0.57314955
0.78843671 0.55474534
0.79787134 0.57996647
0.83102256 0.66446077
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0.82247105 0.64334259
0.78678008 0.55027174
0.77535358 0.51909596
0.8052134 0.5992644
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0.80245089 0.59203922
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0.83053036 0.66325888
0.77996792 0.5317489
0.79952682 0.58434412
0.79301774 0.5670478
0.77887794 0.52876734
0.77683205 0.5231587
0.80329486 0.59425127
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0.81318584 0.61986052
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0.86809678 0.75006888
0.79862737 0.58196752
0.7940324 0.56975861

0.82585555 0.65176025
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0.79671468 0.57689908
0.82568806 0.65134551
0.81413426 0.62228456
0.79574598 0.57432466
0.80299707 0.59347123
0.80119744 0.58874648
0.78414065 0.54311852
0.80612719 0.60164458
0.79819478 0.58082294
0.77394395 0.51521523
0.80407052 0.59628065
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0.81171727 0.61609591
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0.81503665 0.62458563
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0.81658482 0.62852134
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0.79535298 0.57327882
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0.79923518 0.58357401
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0.80429152 0.5968582
0.80146402 0.58944752
0.79764736 0.57937306
0.7974832 0.57893796

0.79323049 0.56761663
0.79991402 0.58536583
0.81202443 0.61688442
0.80453614 0.59749717
0.79832969 0.58118
0.81748957 0.63081421
0.80051169 0.5869413
0.84187841 0.69053831
0.79964986 0.58466888
0.79944824 0.58413665
0.79576059 0.57436352
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0.79620707 0.57555066
0.7973118 0.5784835
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0.7742775 0.51613412

0.81732149 0.63038865
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0.79067889 0.56077955
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0.79796441 0.58021297
0.80561315 0.60030626
0.79656088 0.57649065
0.78169571 0.53646542
0.79051184 0.56033082
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0.81344969 0.62053547
0.79284565 0.56658751
0.80810518 0.60677968
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0.79261025 0.56595767



0.80519825 0.5992249
0.79694173 0.57750177
0.77844501 0.52758181
0.80115089 0.58862401
0.79164347 0.56336795
0.79177535 0.56372149
0.82263669 0.64375635
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0.79840552 0.58138067
0.80115181 0.58862645
0.81655635 0.62844909
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0.83753212 0.68019747
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0.80733322 0.60477837
0.75051933 0.44996649
0.79709931 0.57791988
0.76551834 0.49188882
0.82916986 0.65992794
0.78707228 0.55106173
0.81838084 0.63306772
0.81253355 0.61819007
0.80367037 0.59523414
0.79028659 0.55972551
0.80345524 0.59467114
0.79380033 0.56913907
0.79900786 0.58297343
0.80281346 0.59299002
0.79911242 0.58324971
0.79137126 0.56263796
0.72294166 0.37275632
0.79298617 0.56696338
0.79164721 0.563378
0.80116855 0.58867047
0.81233268 0.61767512
0.78672069 0.55011116
0.80320823 0.5940244
0.80667911 0.60307978
0.84932724 0.7079482
0.78966845 0.5580632
0.88396171 0.78378005
0.7798408 0.5314014
0.8028939 0.59320085

0.78349028 0.54135125
0.80593798 0.60115215
0.79548876 0.57364023
0.78594405 0.54800936



0.80808321 0.60672278
0.80354709 0.59491156
0.78924697 0.55692869
0.80272328 0.5927536
0.79294487 0.56685292
0.79687602 0.57732738
0.80239195 0.5918846
0.80309047 0.59371594
0.80091784 0.58801075
0.79541057 0.57343211
0.78731285 0.55171183
0.82030387 0.63791226
0.82179086 0.64164158
0.79156232 0.56315038
0.78978454 0.55837552
0.77928319 0.52987641
0.79097777 0.56158207
0.79582895 0.57454536
0.7924249 0.56546153
0.7905415 0.5604105
0.7971302 0.57800184

0.77835638 0.52733904
0.79612578 0.57533461
0.80337627 0.59446442
0.81296546 0.61929645
0.7939661 0.56958165

0.78437631 0.54375845
0.79611249 0.57529927
0.79276164 0.56636276
0.79609222 0.57524539
0.79697251 0.57758345
0.7960357 0.57509514

0.79590678 0.57475233
0.79474237 0.57165226
0.8008393 0.58780402
0.8008393 0.58780402
0.8056067 0.60028946

0.78927489 0.55700387
0.792817 0.56651088

0.80515185 0.5991039
0.80515185 0.5991039
0.79421888 0.57025623
0.79512124 0.57266174
0.80462405 0.59772672
0.7883719 0.55457056

0.79931096 0.58377415
0.90173363 0.81966563
0.78998228 0.5589074



0.80398918 0.59606799
0.80527903 0.59943552
0.80838184 0.60749606
0.7830628 0.54018864

0.80614969 0.60170314
0.79737692 0.57865618
0.78576651 0.54752852
0.78166924 0.53639327
0.80010421 0.58586737
0.79020801 0.5595143
0.79506038 0.57249961
0.79683624 0.57722179
0.79279704 0.56645749
0.80124745 0.58887802
0.79437547 0.57067397
0.80447409 0.59733512
0.80047475 0.58684397
0.81118592 0.6147305
0.84764272 0.70404567
0.78752759 0.55229191
0.80679558 0.60338242
0.81440939 0.62298667
0.80133948 0.58912004
0.79900663 0.58297018
0.78961546 0.55792061
0.79225515 0.565007
0.81539342 0.62549396
0.79812659 0.58064242
0.79519776 0.57286552
0.81686395 0.62922927
0.79342388 0.56813348
0.80140143 0.58928294
0.80817318 0.60695581
0.84544849 0.69893191
0.79671722 0.57690582
0.80527042 0.59941307
0.86654755 0.74668592
0.83715311 0.67928939
0.92909456 0.87174854
0.80197924 0.59080126
0.80239244 0.59188588
0.81007533 0.61187097
0.79440844 0.57076192
0.78766324 0.55265822
0.79468533 0.57150021
0.79671876 0.57690992
0.77580035 0.52032448
0.77970578 0.53103225



0.78657368 0.54971352
0.77456306 0.5169205
0.7983335 0.58119009

0.80662233 0.60293223
0.78772235 0.55281783
0.79171659 0.56356399
0.79167934 0.56346414
0.83278178 0.66874286
0.79479208 0.57178475
0.79467026 0.57146004
0.79187031 0.56397601
0.77618178 0.52137276
0.78694056 0.55070567
0.79123042 0.56226012
0.78988951 0.55865791
0.81077424 0.6136714
0.80110804 0.58851127
0.79665914 0.5767516
0.79410767 0.56995948
0.85493286 0.72078893
0.79351619 0.56838014
0.79983131 0.58514764
0.79342407 0.56813401
0.79649504 0.57631579
0.78845419 0.55479247
0.7569318 0.46793413

0.78519456 0.54597847
0.79985077 0.58519899
0.80451875 0.59745175
0.79288353 0.56668884
0.78774637 0.55288268
0.79411209 0.56997129
0.81517335 0.62493377
0.79297412 0.56693115
0.82243041 0.64324104
0.75771357 0.47012092
0.79658389 0.57655179
0.77702899 0.52369926
0.78902083 0.55631963
0.79742656 0.5787878
0.79421954 0.570258
0.79231034 0.56515479
0.79129534 0.5624343
0.80857292 0.60799058
0.80857292 0.60799058
0.80857292 0.60799058
0.80857292 0.60799058
0.79037855 0.55997267



0.79037855 0.55997267
0.79037855 0.55997267
0.88039293 0.77634146
0.80493483 0.59853785
0.77937967 0.53014035
0.79754289 0.57909617
0.79830441 0.58111309
0.78910689 0.55655145
0.78946298 0.55751024
0.79236722 0.56530711
0.80887802 0.6087797
0.93953219 0.89087602
0.78472571 0.54470679
0.75321453 0.45752413
0.78924838 0.55693248
0.80545326 0.59988965
0.79263266 0.56601763
0.79622754 0.57560508
0.7893016 0.55707579
0.7823846 0.53834256

0.82398753 0.6471238
0.78541508 0.54657627
0.79639523 0.57605066
0.80640158 0.60235832
0.79931051 0.58377297
0.80196538 0.59076487
0.77104657 0.50721785
0.79206441 0.56449609
0.78033936 0.53276387
0.78972783 0.55822297
0.82179012 0.64163975
0.80522808 0.59930269
0.78916816 0.55671646
0.79635553 0.57594518
0.79396686 0.56958367
0.78070949 0.53377472
0.79306279 0.56716827
0.85478027 0.72044234
0.78808255 0.55379001
0.7987294 0.58223733

0.79379726 0.56913088
0.79386864 0.56932146
0.80156218 0.58970554
0.79334413 0.56792038
0.7971928 0.5781679

0.80701939 0.60396375
0.79717914 0.57813165
0.79852951 0.5817087



0.79707999 0.57786864
0.7929828 0.56695436

0.76634554 0.49418785
0.78021358 0.53242024
0.79432668 0.57054384
0.91118303 0.83803476
0.79986061 0.58522494
0.84086329 0.68813509
0.8117752 0.61624465

0.79316328 0.56743696
0.78257115 0.53885056
0.83174994 0.6662339
0.77705721 0.52377672
0.78887887 0.55593717
0.77664595 0.52264774
0.78574943 0.54748226
0.78819447 0.55409199
0.79922783 0.58355458
0.82530102 0.65038638
0.81541731 0.62555475
0.79187625 0.56399193
0.7705734 0.50590926

0.82599623 0.65210846
0.78937666 0.55727789
0.75893904 0.4735468

0.797848 0.57990464
0.77555262 0.51964337
0.8119884 0.61679195

0.79726483 0.57835894
0.80331425 0.59430203
0.77473664 0.51739835
0.79584555 0.5745895
0.79485662 0.57195675
0.79180062 0.56378923
0.76365711 0.48670968
0.81105296 0.61438855
0.77398031 0.51531541
0.79360121 0.56860727
0.80605444 0.60145526
0.85378057 0.71816768
0.7973997 0.57871658

0.80104152 0.58833626
0.81450593 0.62323292
0.79545498 0.57355032
0.83720949 0.67942454
0.8107165 0.61352277

0.68048461 0.25921539
0.8031507 0.5938737



0.78874792 0.5555843
0.7969214 0.5774478

0.79673759 0.57695989
0.78356855 0.54156402
0.80258134 0.5923814
0.79546817 0.57358544
0.79546817 0.57358544
0.79546817 0.57358544
0.79621143 0.57556225
0.79290435 0.56674453
0.78677016 0.55024492
0.79582664 0.5745392
0.79561793 0.57398398
0.78977471 0.55834909
0.8061767 0.60177339

0.80006503 0.58576409
0.81305057 0.61951433
0.80347774 0.59473003
0.80954603 0.61050547
0.78940949 0.55736626
0.79126387 0.56234985
0.78490732 0.54519949
0.85194282 0.71396755
0.79114087 0.56201983
0.77613137 0.52123424
0.79397159 0.56959629
0.79260684 0.56594854
0.78918031 0.55674919
0.79156522 0.56315816

0.808703 0.60832708
0.8005012 0.58691366
0.7787174 0.5283278

0.78727033 0.55159694
0.79750232 0.57898863
0.78332464 0.54090086
0.7883856 0.55460751

0.78536414 0.54643821
0.79893589 0.58278322
0.77539214 0.51920201
0.79647101 0.57625197
0.79121749 0.56222542
0.79466928 0.57145744
0.79278369 0.56642175
0.79104454 0.56176128
0.79698044 0.57760449
0.79784637 0.57990034
0.79741708 0.57876265
0.79438859 0.57070897



0.78965845 0.5580363
0.79088555 0.5613345
0.78147768 0.53587091
0.79140331 0.56272394
0.77742474 0.52478511
0.81856868 0.63354199
0.80566751 0.60044785
0.8011947 0.58873926

0.78786212 0.55319516
0.79838848 0.58133558
0.79768476 0.57947215
0.79192285 0.56411681
0.8167704 0.62899207

0.79587355 0.57466397
0.8146685 0.62364748

0.78953913 0.5577152
0.80037413 0.58657885
0.7984893 0.58160231

0.79046261 0.56019853
0.79034473 0.55988178
0.82463032 0.64872189
0.78807304 0.55376435
0.79050562 0.5603141
0.7870284 0.55094313

0.78718626 0.55136979
0.75899375 0.47369968
0.78783353 0.55311798
0.80256333 0.59233418
0.78810993 0.5538639
0.79578443 0.57442692
0.80930241 0.6098764
0.80930241 0.6098764
0.80930241 0.6098764
0.82715256 0.65496552
0.79263755 0.56603071
0.79397076 0.56959408
0.79428684 0.57043755
0.79128823 0.56241521
0.78662976 0.5498652
0.8110991 0.61450723
0.7915983 0.56324685

0.79334013 0.56790969
0.78612543 0.54850047
0.78623908 0.54880812
0.79426261 0.5703729
0.77658202 0.52247218
0.78603892 0.54826624
0.81110148 0.61451334



0.78746732 0.55212912
0.78910313 0.55654133
0.79165778 0.56340633
0.78741149 0.55197833
0.80336161 0.59442603
0.79237409 0.5653255
0.80307392 0.59367258
0.8092898 0.60984384

0.83897305 0.68364061
0.80311416 0.593778
0.78710488 0.55114986
0.78730851 0.55170011
0.75830835 0.47178399
0.80723703 0.60452875
0.79477904 0.57174999
0.79477904 0.57174999
0.79477904 0.57174999
0.7798747 0.53149409

0.80455781 0.59755376
0.79184224 0.56390078
0.80149032 0.58951665
0.78882047 0.5557798
0.81112934 0.614585
0.79689093 0.57736693
0.80758488 0.60543119
0.79054678 0.56042467
0.78630583 0.54898878
0.77711863 0.52394525
0.80021893 0.58616983
0.7952123 0.57290425

0.79033413 0.55985329
0.7909372 0.56147315

0.79928108 0.58369524
0.80792698 0.60631803
0.78757904 0.55243087
0.78909789 0.5565272
0.78857356 0.55511432
0.80524411 0.59934448
0.78616954 0.54861987
0.78712831 0.55121317
0.78917295 0.55672938
0.7893158 0.55711403

0.78770734 0.55277731
0.82489748 0.64938527
0.79962011 0.58459036
0.79751213 0.57901464
0.8740701 0.7629585

0.79682613 0.57719495



0.79019874 0.55948937
0.85022933 0.71002974
0.78247872 0.53859887
0.78247872 0.53859887
0.79246016 0.56555591
0.7799099 0.53159029
0.7898323 0.55850402

0.84761049 0.70397081
0.77709725 0.52388659
0.7652369 0.4911062

0.78794981 0.55343183
0.78886918 0.55591108
0.78928701 0.55703652
0.76958368 0.50316993
0.77435498 0.5163475
0.8322736 0.66750814

0.79326524 0.56770952
0.7790979 0.5293694

0.78681096 0.55035527
0.79065398 0.56071265
0.78700377 0.55087655
0.77892414 0.52889381
0.79090584 0.56138896
0.78642984 0.54932434
0.80361904 0.59509984
0.79841823 0.58141427
0.80049708 0.58690279
0.79212505 0.56465856
0.79109921 0.56190802
0.80953215 0.61046965
0.78459256 0.54434545
0.78875048 0.55559119
0.79982061 0.58511943
0.77831264 0.52721919
0.80290762 0.59323681
0.66606359 0.22370567
0.78743431 0.55203996
0.78333727 0.54093518
0.75356948 0.45851889
0.78621688 0.54874801
0.79788047 0.57999065
0.78730079 0.55167925
0.78851982 0.55496942
0.80947571 0.61032394
0.78567619 0.54728384
0.77002895 0.50440272
0.80139323 0.58926138
0.79128988 0.56241963



0.78741744 0.55199439
0.76964366 0.50333603
0.75179052 0.45353191
0.78776109 0.55292242
0.77032058 0.5052098
0.76362872 0.48663061
0.77186701 0.50948519
0.77950991 0.5304966
0.79733727 0.57855104
0.81843599 0.63320698
0.86446632 0.74211506
0.78895203 0.55613429
0.77420899 0.5159454
0.78126056 0.53527869
0.78377848 0.54213461
0.7687832 0.50095228
0.7678244 0.49829357

0.94694309 0.90429398
0.77194299 0.50969504
0.81149905 0.61553536
0.79087519 0.56130669
0.77137373 0.50812224
0.75219271 0.45465965
0.76631123 0.49409253
0.76655231 0.49476224
0.79418196 0.57015774
0.79674685 0.57698448
0.76925531 0.50226044
0.80608919 0.6015457
0.79385607 0.56928791
0.79226351 0.56502939
0.78206133 0.53746196
0.77751614 0.52503582
0.78982705 0.55848989
0.7882578 0.55426281

0.79034003 0.55986915
0.78288261 0.53969835
0.82498868 0.6496116
0.79347292 0.56826452
0.78709015 0.55111003
0.77827224 0.52710852
0.79330895 0.56782634
0.78647601 0.54944928
0.78917453 0.55673362
0.78790035 0.55329833
0.80195847 0.59074673
0.79143709 0.56281453
0.78440483 0.54383588



0.76383897 0.48721609
0.80800681 0.60652486
0.78103045 0.53465082
0.87489043 0.76470979
0.80069967 0.58743639
0.77945305 0.53034109
0.82046792 0.63832442
0.78342136 0.54116384
0.78609274 0.54841195
0.78456101 0.54425982
0.75347882 0.45826484
0.80991873 0.61146716
0.78827971 0.55432191
0.80902353 0.60915583
0.7770181 0.52366938

0.79462442 0.57133784
0.80761393 0.60550654
0.78701735 0.55091327
0.77893185 0.52891491
0.80500105 0.59871059
0.78954432 0.55772916
0.78954432 0.55772916
0.78555253 0.54694878
0.7818449 0.53687212

0.79945227 0.58414729
0.78005844 0.53199629
0.78005844 0.53199629
0.80213248 0.59120362
0.8560955 0.72342414

0.80283541 0.59304755
0.79527995 0.57308436
0.78645806 0.5494007
0.8202127 0.63768313

0.78447302 0.54402101
0.78716201 0.55130424
0.78716201 0.55130424
0.78793656 0.55339605
0.78341834 0.54115563
0.77917923 0.52959197
0.79939216 0.58398859
0.77301444 0.51265256
0.78969256 0.55812808
0.79772409 0.57957636
0.77919207 0.5296271
0.83697865 0.67887105
0.79267912 0.56614198
0.85250435 0.71525348
0.78580505 0.5476329



0.78309365 0.54027258
0.78818565 0.55406819
0.83267507 0.66848375
0.8086909 0.60829579

0.78544597 0.54666
0.80426444 0.59678744
0.78651289 0.54954907
0.81630248 0.62780473
0.77965667 0.53089798
0.78464354 0.54448382
0.78700208 0.55087199
0.79942549 0.58407659
0.78498559 0.54541181
0.79189332 0.56403767
0.75353729 0.45842868
0.75353729 0.45842868
0.78185209 0.53689171
0.76933447 0.50247973
0.78459482 0.54435158
0.81502806 0.62456376
0.81432215 0.62276409
0.7774066 0.52473537

0.78259377 0.53891213
0.79234369 0.56524411
0.78496988 0.54536919
0.78354652 0.54150413
0.78312728 0.54036406
0.78611833 0.54848126
0.79925314 0.58362146
0.78000127 0.53184005
0.83241889 0.66786132
0.81647005 0.62823011
0.79587486 0.57466745
0.79525346 0.57301384
0.77093698 0.50691483
0.76455806 0.48921774
0.76528623 0.49124338
0.78745142 0.55208618
0.78712743 0.5512108
0.94683064 0.90409116
0.78871444 0.55549407
0.79152467 0.5630494
0.75887989 0.4733815
0.78423477 0.54337413
0.79223301 0.5649477
0.79369054 0.56884587
0.76724692 0.49669105
0.78278818 0.53944135



0.78812217 0.55389693
0.79245588 0.56554446
0.77814921 0.52677139
0.76433128 0.4885866
0.79226078 0.56502209
0.78231665 0.53815749
0.77387676 0.51503007
0.67234011 0.23891394
0.71928769 0.36262826
0.78180477 0.53676273
0.77509092 0.51837337
0.7615993 0.48097426

0.77455724 0.51690448
0.77130767 0.50793965
0.78428366 0.5435069
0.7663226 0.4941241

0.78623268 0.54879079
0.78255151 0.53879709
0.78960203 0.55788446
0.78341978 0.54115956
0.78544235 0.54665018
0.80124977 0.5888841
0.78688653 0.55055961
0.77816317 0.52680964
0.79056148 0.56046416
0.79824542 0.58095697
0.77742033 0.52477302
0.79696308 0.57755843
0.76791949 0.49855736
0.85844392 0.72871775
0.78184857 0.53688212
0.80415123 0.5964916
0.79950241 0.58427969
0.78433823 0.54365506
0.78944349 0.55745778
0.7727082 0.51180764

0.75940659 0.47485317
0.76699255 0.49598486
0.77921775 0.52969735
0.80151259 0.58957518
0.77374002 0.51465324
0.80333049 0.59434456
0.78478512 0.544868
0.7777107 0.52556936

0.78551606 0.54684995
0.79443437 0.57083107
0.77904588 0.52922703
0.8406738 0.68768569



0.77968837 0.53098466
0.77888052 0.5287744
0.79546365 0.57357341
0.75695748 0.46800597
0.78622396 0.54876718
0.78057674 0.53341223
0.78386351 0.54236566
0.78164204 0.53631912
0.79824195 0.58094778
0.77885256 0.52869786
0.78121436 0.53515267
0.7874006 0.55194889

0.77915395 0.52952279
0.78078756 0.53398787
0.78799311 0.55354869
0.78525591 0.54614482
0.78284583 0.53959826
0.7879221 0.55335705

0.77383209 0.51490698
0.79495105 0.57220837
0.78752716 0.55229076
0.84878645 0.70669756
0.78778848 0.55299637
0.78040814 0.53295174
0.78298647 0.53998097
0.79727291 0.57838036
0.78545425 0.54668245
0.79711095 0.57795078
0.76335939 0.48588047
0.76726877 0.49675167
0.77088711 0.50677692
0.77951821 0.53051931
0.78046311 0.53310189
0.93647969 0.88531351
0.76677689 0.49538601
0.78226602 0.53801961
0.7789859 0.52906287
0.7809539 0.53444191

0.75768848 0.47005074
0.74756322 0.44167087
0.80138568 0.58924154
0.78542133 0.54659323
0.77799132 0.52633868
0.77554124 0.51961207
0.78920687 0.55682071
0.78038405 0.53288596
0.77564145 0.51988761
0.77920297 0.52965694



0.77333731 0.51354305
0.76220179 0.48265443
0.77452831 0.5168248
0.7948869 0.57203743

0.78532336 0.54632766
0.78232013 0.53816698
0.76613918 0.49361449
0.78975311 0.55829099
0.76732837 0.49691711
0.85123058 0.71233329
0.7858302 0.54770103

0.79734145 0.57856213
0.66158174 0.21309667
0.78572538 0.54741709
0.78622159 0.54876077
0.79210984 0.5646178
0.78198705 0.53725954
0.81097495 0.61418788
0.77774839 0.5256727
0.77714564 0.52401939
0.77566416 0.51995006
0.77429525 0.516183
0.7905896 0.56053971

0.79348255 0.56829027
0.78941514 0.55738147
0.77512744 0.51847387
0.75897171 0.4736381
0.80059763 0.58716766
0.77233646 0.51078158
0.78920913 0.5568268
0.76575551 0.49254815
0.78956159 0.55777564
0.77048109 0.5056539
0.79080094 0.56110731
0.79868545 0.58212113
0.82237903 0.64311266

0.772717 0.5118319
0.78280313 0.53948205
0.78857404 0.5551156
0.81324963 0.62002374
0.79369615 0.56886086
0.7822905 0.53808628

0.77879969 0.52855312
0.77879969 0.52855312
0.74242544 0.42724635
0.77535156 0.51909039
0.7826087 0.53895278

0.78402434 0.54280262



0.78996237 0.55885384
0.78475635 0.54478993
0.78222896 0.53791863
0.77190034 0.50957725
0.7789598 0.52899143

0.78023708 0.53248444
0.7897426 0.5582627

0.77874532 0.52840426
0.75663399 0.46710084
0.78360834 0.54167218
0.78442406 0.54388809
0.77759741 0.52525872
0.79864129 0.58200435
0.77641081 0.52200196
0.78018519 0.53234266
0.74956484 0.44728854
0.77978341 0.53124451
0.77887464 0.5287583
0.80883744 0.60867476
0.81371767 0.62122052
0.78848607 0.55487842
0.77349873 0.51398811
0.77928698 0.52988679
0.77928698 0.52988679
0.77928698 0.52988679
0.77928698 0.52988679
0.77928698 0.52988679
0.77928698 0.52988679
0.77928698 0.52988679
0.78669065 0.55002991
0.76381812 0.48715805
0.77671027 0.52282435
0.78639477 0.54922947
0.79089299 0.56135447
0.76924847 0.5022415
0.76830161 0.49961718
0.77542595 0.51929502
0.78432026 0.54360627
0.76910897 0.50185502
0.86194274 0.73653218
0.79937893 0.58395366
0.78887277 0.55592074
0.77457067 0.51694145
0.85833457 0.72847214
0.78829163 0.55435406
0.77376702 0.51472766
0.76611979 0.49356059
0.76712641 0.49635648



0.79619789 0.57552626
0.78418494 0.54323883
0.7950391 0.57244293

0.76258072 0.48371079
0.87206975 0.75866904
0.77822117 0.52696858
0.80850021 0.60780242
0.79519419 0.57285601
0.78402492 0.54280417
0.78184369 0.53686884
0.78184369 0.53686884
0.74519208 0.43501412
0.67926974 0.25614877
0.94226903 0.89584445
0.78441199 0.54385533
0.77054182 0.5058219
0.80445457 0.59728414
0.7644256 0.48884912

0.78832508 0.55444428
0.80995946 0.6115722
0.77797435 0.52629217
0.81164215 0.61590299
0.77263555 0.51160715
0.77251788 0.51128239
0.76711301 0.4963193
0.78104385 0.5346874
0.78062115 0.5335335
0.77700475 0.52363274
0.83190678 0.66661574
0.78588979 0.54786243
0.77764186 0.5253806
0.78536725 0.54644665
0.77174122 0.5091377
0.78526977 0.5461824
0.78509089 0.54569736
0.79660239 0.5766009
0.77385631 0.51497372
0.79763498 0.57934024
0.77983783 0.53139328
0.7829845 0.53997561

0.77530276 0.51895616
0.77530276 0.51895616
0.84220912 0.69131965
0.7764394 0.52208048

0.76691417 0.49576721
0.80697216 0.60384108
0.81800193 0.63211031
0.79174167 0.56363121



0.79308181 0.56721914
0.74551228 0.43591312
0.77483119 0.5176586
0.78477161 0.54483132
0.79201541 0.56436481
0.77481345 0.5176098
0.78073554 0.53384584
0.78073554 0.53384584
0.78305212 0.54015958
0.79814123 0.58068117
0.78167374 0.53640552
0.77823107 0.52699571
0.7144353 0.3492495
0.7835299 0.54145895

0.78479084 0.54488351
0.77312285 0.51295159
0.77201846 0.50990349
0.93764511 0.88744001
0.78010614 0.53212665
0.78122831 0.53519071
0.78406875 0.54292325
0.78194497 0.53714487
0.77927417 0.52985172

0.782755 0.53935104
0.8057371 0.6006291

0.76607663 0.49344065
0.75530149 0.46337081
0.77313202 0.51297688
0.77609287 0.52112846
0.83671761 0.6782447
0.79727194 0.5783778
0.77697771 0.52355852
0.78940612 0.55735717
0.77704398 0.52374039
0.78486928 0.54509631
0.77270119 0.51178829
0.78974758 0.5582761
0.77306584 0.51279435
0.76383233 0.48719761
0.78458718 0.54433087
0.78158405 0.53616099
0.7944587 0.57089595

0.78188384 0.53697827
0.77760112 0.52526888
0.74484793 0.43404784
0.78039262 0.53290937
0.78151203 0.53596458
0.77770565 0.52555551



0.75925537 0.47443068
0.77874119 0.52839296
0.7850003 0.5454517

0.77265318 0.51165579
0.78818248 0.55405962
0.79022151 0.55955059
0.77785876 0.52597532
0.79367757 0.56881122
0.7825305 0.53873988

0.77773977 0.52564909
0.79373475 0.56896393
0.7762935 0.52167969
0.7626708 0.48396183

0.78069997 0.53374873
0.77044508 0.50555426
0.77795814 0.52624772
0.76189943 0.48181132
0.78482063 0.54496434
0.75195293 0.45398733
0.80955812 0.61053669
0.85280779 0.7159474
0.81253847 0.61820267

0.789784 0.55837407
0.78609015 0.54840495
0.78147623 0.53586698
0.73809622 0.41509629
0.83779954 0.6808376
0.77428099 0.51614374
0.78147583 0.53586588
0.77060585 0.50599905
0.80283205 0.59303876
0.78244695 0.53851237
0.79207801 0.56453253
0.78348848 0.54134635
0.78688483 0.550555
0.77345728 0.51387384
0.7736875 0.51450848
0.7852729 0.54619087

0.77853988 0.52784168
0.79437774 0.57068003
0.77756131 0.52515969
0.77296833 0.51252537
0.77884245 0.5286702
0.76873832 0.50082789
0.79032185 0.55982028
0.77977507 0.53122171
0.79072681 0.56090825
0.77362864 0.51434624



0.76476342 0.48978914
0.75468789 0.46165235
0.7767379 0.52290019

0.76263216 0.48385416
0.76968528 0.50345128
0.77218908 0.51037465
0.77520099 0.51867622
0.7704604 0.50559665

0.77764948 0.52540149
0.79149669 0.56297438
0.77734908 0.52457757
0.79529284 0.57311869
0.7782139 0.52694865
0.7795833 0.53069732

0.76009118 0.47676524
0.78875463 0.55560238
0.77481385 0.5176109
0.78008984 0.53208211
0.77734206 0.52455831
0.77307225 0.51281204
0.75868279 0.47283064
0.75868279 0.47283064
0.78522888 0.54607154
0.79522134 0.57292831
0.77280864 0.51208479
0.77808469 0.52659459
0.77875516 0.52843121
0.77875516 0.52843121
0.75896737 0.47362596
0.75010011 0.44879038
0.77623281 0.52151298
0.77936273 0.53009403
0.73706484 0.41220352
0.78485912 0.54506875
0.75965603 0.47554995
0.79242442 0.56546025
0.77998482 0.53179508
0.79194229 0.56416891
0.79836501 0.58127347
0.76870818 0.50074434
0.75769141 0.47005893
0.78307851 0.54023137
0.78920526 0.55681639
0.76779533 0.49821294
0.78391572 0.54250752
0.76882019 0.50105479
0.7814558 0.53581124

0.79549674 0.57366148



0.76683915 0.4955589
0.77723834 0.52427375
0.7795683 0.5306563

0.77052663 0.50577988
0.78584918 0.54775243
0.77752466 0.52505917
0.78476412 0.54481102
0.77126571 0.50782367
0.77005584 0.50447714
0.76848187 0.50011699
0.78713474 0.55123056
0.80772256 0.60578818
0.77481449 0.51761266
0.78078193 0.53397249
0.75480942 0.46199275
0.77362259 0.51432957
0.78020623 0.53240016
0.77534241 0.51906523
0.7618106 0.4815636

0.77919481 0.52963459
0.77724234 0.52428473
0.76947899 0.50288002
0.79712747 0.57799458
0.77424289 0.51603877
0.78265566 0.53908064
0.81898581 0.63459438
0.80067766 0.58737842
0.75967062 0.4755907
0.77185129 0.50944175
0.7891459 0.55665653

0.77888427 0.52878467
0.78403476 0.5428309
0.76672951 0.49525443
0.76396739 0.48757364
0.74082131 0.42274323
0.77902356 0.52916594
0.82933653 0.66033669
0.77553868 0.51960503
0.77779298 0.52579497
0.77892595 0.52889877
0.77384904 0.5149537
0.76184783 0.48166744
0.7880053 0.55358157

0.76505689 0.49060554
0.77794604 0.52621456
0.77402982 0.51545183
0.79343067 0.56815163
0.7698485 0.50390319



0.77162597 0.50881928
0.78829134 0.55435329
0.76119158 0.47983678
0.8343386 0.67251431

0.78572526 0.54741677
0.76813226 0.49914753
0.77543253 0.5193131
0.73902036 0.41768898
0.77398069 0.51531647
0.81044297 0.61281842
0.7608181 0.47879458

0.77504083 0.51823556
0.76118694 0.47982386
0.79294121 0.56684313
0.79324415 0.56765314
0.77172841 0.5091023
0.75202886 0.45420024
0.77654629 0.52237406
0.78383802 0.5422964
0.77199982 0.509852
0.77576128 0.52021706
0.7806367 0.53357596
0.7749733 0.51804973

0.78961452 0.55791809
0.7911432 0.56202607

0.77224855 0.51053887
0.77343449 0.513811
0.77343449 0.513811
0.76745982 0.49728196
0.78542217 0.5465955
0.78471602 0.54468049
0.77461073 0.51705173
0.77768859 0.52550874
0.77714264 0.52401115
0.76909104 0.50180533
0.7695836 0.50316971

0.78567731 0.54728688
0.77280114 0.5120641
0.77251827 0.51128344
0.77531728 0.51899613
0.76952711 0.50301328
0.80838837 0.60751296
0.79906572 0.58312632
0.7686873 0.50068645

0.77690089 0.52334766
0.78478693 0.5448729
0.77301815 0.51266279
0.77019742 0.50486899



0.77216139 0.51029819
0.78151033 0.53595995
0.77631285 0.52173285
0.76362135 0.4866101
0.77803457 0.52645722
0.79335564 0.56795114
0.79574049 0.57431004
0.77859836 0.52800183
0.78410336 0.54301725
0.77780854 0.52583764
0.78165654 0.53635863
0.76816618 0.49924161
0.77557254 0.51969815
0.78724041 0.55151611
0.78467404 0.54456657
0.76886258 0.50117228
0.77683375 0.52316336
0.75837414 0.47196791
0.79603552 0.57509465
0.77998026 0.53178261
0.80246398 0.59207356
0.80839494 0.60752998
0.76606119 0.49339776
0.79276645 0.56637564
0.76185563 0.48168917
0.77549819 0.51949369
0.76628635 0.4940234
0.77489853 0.51784394
0.76807538 0.49898979
0.70686415 0.328572
0.77684913 0.52320558
0.77268993 0.51175721
0.7583326 0.47185177

0.78542474 0.54660245
0.77795583 0.52624139
0.77993499 0.53165888
0.7993833 0.58396519

0.79722401 0.57825068
0.78540896 0.54655969
0.77420203 0.51592624
0.78670899 0.5500795
0.76273435 0.48413897

0.775278 0.51888806
0.78409797 0.54300262
0.7726136 0.51154656
0.7726432 0.51162826

0.77812541 0.52670616
0.77492528 0.51791757



0.77144959 0.50833187
0.79259459 0.56591574
0.77259615 0.51149839
0.79873921 0.58226327
0.77252251 0.51129516
0.76671592 0.49521667
0.76853271 0.50025792
0.77111333 0.50740243
0.76759467 0.49765617

0.781924 0.5370877
0.77272057 0.51184178
0.77057359 0.50590978
0.79446854 0.57092221
0.77365559 0.51442052
0.77322056 0.5132211
0.78000312 0.53184509
0.8114626 0.61544172

0.77661119 0.52255227
0.78630607 0.54898943
0.76997008 0.50423977
0.75196908 0.4540326
0.79420614 0.57022225
0.7727614 0.51195444

0.76477927 0.48983326
0.77473765 0.51740113
0.77473765 0.51740113
0.77479167 0.51754983
0.78590343 0.54789936

0.774896 0.51783698
0.77861247 0.52804048
0.77550976 0.5195255
0.77651237 0.52228089
0.77762539 0.52533543
0.77832462 0.52725203
0.77254448 0.5113558
0.78637718 0.54918186
0.78058862 0.53344468
0.77152572 0.50854226
0.77024071 0.50498878
0.77290666 0.51235522
0.76888413 0.50123199
0.77561905 0.51982604
0.78442134 0.54388069
0.77436225 0.51636752
0.77004797 0.50445535
0.79315817 0.56742329
0.80328356 0.59422168
0.77461301 0.517058



0.77901533 0.52914342
0.77133787 0.50802313
0.77095749 0.50697155
0.77777442 0.52574408
0.78491809 0.5452287
0.86652101 0.74662782
0.78217155 0.53776225
0.77433304 0.51628709
0.70173743 0.31473382
0.78389308 0.54244602
0.80204538 0.59097496
0.77051659 0.50575212
0.79779811 0.57977248
0.79172903 0.56359733
0.77248982 0.51120493
0.78494509 0.54530195
0.78788001 0.55324344
0.76950849 0.50296172
0.77228362 0.51063569
0.77896831 0.52901473
0.76921019 0.50213545
0.77054991 0.50584429
0.7602655 0.47725198

0.77436549 0.51637644
0.78619895 0.5486995
0.75896713 0.47362529
0.76815066 0.49919857
0.74749177 0.44147031
0.75771557 0.47012649
0.87159202 0.75764059
0.76216105 0.48254085
0.77043446 0.5055249
0.77527376 0.5188764
0.7649006 0.49017079

0.76772338 0.49801332
0.76924468 0.50223099
0.78827696 0.55431451
0.77120163 0.50764654
0.7655749 0.49204607

0.77147766 0.50840945
0.76024489 0.47719443
0.80668419 0.60309297
0.81214416 0.61719162
0.77678208 0.52302151
0.76405505 0.4878177
0.77264773 0.51164076
0.76873367 0.50081499
0.77421452 0.51596064



0.91216404 0.83991655
0.77245974 0.51112191
0.77612238 0.52120955
0.77888979 0.5287998
0.77620092 0.52142534
0.77305842 0.51277389
0.78957602 0.55781448
0.81917568 0.63507303
0.77400281 0.51537741
0.77776236 0.52571102
0.77921512 0.52969018
0.79039912 0.56002793
0.76900357 0.50156297
0.77180936 0.50932594
0.76980934 0.50379478
0.78058485 0.53343437
0.77468793 0.51726429
0.75658643 0.46696775
0.77985218 0.53143251
0.77985218 0.53143251
0.77808612 0.52659849
0.76842803 0.49996772
0.76577352 0.49259822
0.78116786 0.53502579
0.81448586 0.62318174
0.7773046 0.52445554
0.7672084 0.4965841

0.76788825 0.49847071
0.76208334 0.48232418
0.76945623 0.50281696
0.78226238 0.53800967
0.77881599 0.52859774
0.76311877 0.48521015
0.75129789 0.45215036
0.75960721 0.4754136
0.77919658 0.52963943
0.76563953 0.49222573
0.76959826 0.50321031
0.76917657 0.50204231
0.77541555 0.51926642
0.76246921 0.48339994
0.77328228 0.51339129
0.76056709 0.47809394
0.77029612 0.50514212
0.76833161 0.49970037
0.73771768 0.41403446
0.80507747 0.59890995
0.77087643 0.5067474



0.76767067 0.49786707
0.7769901 0.52359253

0.78615358 0.54857668
0.76449153 0.4890326
0.7333215 0.401714

0.78956261 0.55777839
0.78175587 0.53662945
0.7767503 0.52293426

0.77000843 0.50434591
0.77464297 0.5171405
0.79797579 0.58024313
0.78883456 0.55581779
0.77957504 0.53067473
0.78445728 0.54397826
0.81426486 0.62261791
0.77250193 0.51123834
0.71029722 0.33791522
0.76366452 0.48673033
0.76627255 0.49398507
0.76627255 0.49398507
0.75826503 0.47166288
0.76534609 0.49140986
0.75491866 0.46229871
0.78643701 0.54934375
0.75416336 0.46018298
0.74043449 0.42165747
0.77139758 0.50818815
0.68063236 0.25958923
0.78267688 0.53913839
0.76991007 0.50407363
0.76930263 0.50239153
0.77801853 0.52641326
0.84630396 0.7009297
0.77255042 0.51137219
0.77360655 0.51428534
0.80467254 0.59785331
0.76082036 0.47880089
0.76823844 0.49944201
0.77140015 0.50819526
0.76537327 0.49148543
0.76577041 0.49258958
0.75545178 0.46379162
0.76927476 0.50231431
0.7575903 0.46977616
0.772482 0.51118335

0.77013047 0.5046837
0.768723 0.50078542

0.76042817 0.47770614



0.75302597 0.45699563
0.76488259 0.49012068
0.77809119 0.52661239
0.86150524 0.73555976
0.74737326 0.44113764
0.76616696 0.49369167
0.7453286 0.43539741

0.77130932 0.5079442
0.76888652 0.50123861

0.76802 0.49883617
0.7932592 0.56769337

0.79937521 0.58394384
0.87868429 0.77275092
0.82236971 0.64308936
0.76688015 0.49567275
0.77399165 0.51534666
0.82956077 0.66088633
0.76293067 0.48468605
0.76823571 0.49943443
0.77047932 0.50564901
0.76781735 0.49827403
0.76512032 0.49078196
0.76650383 0.49462759
0.76470759 0.48963381
0.77293736 0.51243992
0.7651339 0.49081973

0.76733941 0.49694776
0.77056763 0.50589331
0.79804507 0.58042657
0.81412392 0.62225815
0.7933358 0.56789811
0.7755218 0.51955861

0.78154859 0.5360643
0.78790112 0.55330042
0.78620971 0.54872862
0.76833756 0.49971686
0.76282155 0.48438198
0.7768927 0.52332517

0.75536531 0.46354952
0.75400227 0.45973162
0.78461639 0.54441014
0.76534118 0.49139619
0.7418137 0.42552896

0.78045591 0.53308224
0.75990868 0.4762556
0.7837904 0.54216701

0.76382637 0.487181
0.7672388 0.49666848



0.87813803 0.77159897
0.77489073 0.51782248
0.75766989 0.46999875
0.9213938 0.85741154

0.75803246 0.47101264
0.7642221 0.48828272

0.77420231 0.51592702
0.77356461 0.51416974
0.78271753 0.53924906
0.79872766 0.58223274
0.79057052 0.56048846
0.74286797 0.42848876
0.82802767 0.65712166
0.77805821 0.52652202
0.76735117 0.49698039
0.74780134 0.44233929
0.76507917 0.49066752
0.76284992 0.48446103
0.7742387 0.51602725

0.76115756 0.47974189
0.7550093 0.46255257

0.78775004 0.55289258
0.73534656 0.40738653
0.78947733 0.55754885
0.7805441 0.53332309

0.74415699 0.4321079
0.75650433 0.46673798
0.77232197 0.51074158
0.8029063 0.59323336

0.77063074 0.50606789
0.78480853 0.54493151
0.82348273 0.64586684
0.78626488 0.54887793
0.76308843 0.48512563
0.76571558 0.49243715
0.76158605 0.48093728
0.76694973 0.49586596
0.77282506 0.5121301
0.77938602 0.53015775
0.7491484 0.44611995

0.77191046 0.5096052
0.76859501 0.50043064
0.77011622 0.50464427
0.75673286 0.46737748
0.76074161 0.47858108
0.76074161 0.47858108
0.75670449 0.46729811
0.79840865 0.58138894



0.76340297 0.48600187
0.77052472 0.50577461
0.73489722 0.40612741
0.7637918 0.48708474

0.77151561 0.50851433
0.7349663 0.40632095

0.76115126 0.47972431
0.76734829 0.4969724
0.77863572 0.52810414
0.76045642 0.47778499
0.76304628 0.48500818
0.76726459 0.49674009
0.79366442 0.5687761
0.74367238 0.43074726
0.7361966 0.40976911

0.75751995 0.46957939
0.7613564 0.48029666

0.76816823 0.4992473
0.77545845 0.51938439
0.76723078 0.49664623
0.7864175 0.54929097

0.71330092 0.34613507
0.7677185 0.49799978

0.77367622 0.51447738
0.75967831 0.47561219
0.8205964 0.63864706

0.76913441 0.50192549
0.77680296 0.52307882
0.79290497 0.56674619
0.83177953 0.66630594
0.75759751 0.46979631
0.76623886 0.49389146
0.77861406 0.52804483
0.75376981 0.45908027
0.77943054 0.53027952
0.77209989 0.51012836
0.76658263 0.49484647
0.7716743 0.50895282
0.7566957 0.4672735

0.78292674 0.53981844
0.76552458 0.49190616
0.76861785 0.50049395
0.76031462 0.47738914
0.77004685 0.50445226
0.80611102 0.6016025
0.77134919 0.5080544
0.75227477 0.45488974
0.76547683 0.49177338



0.76011612 0.47683489
0.76466441 0.48951368
0.78071812 0.53379827
0.86755645 0.74889086
0.77050093 0.50570878
0.76735232 0.49698358
0.76189873 0.48180937
0.87556322 0.76614275
0.78484363 0.54502673
0.7158129 0.35303871

0.76243668 0.48330928
0.77058452 0.50594002
0.7796714 0.53093825

0.77463773 0.51712606
0.75725202 0.46882998
0.77616573 0.52132867
0.76826022 0.4995024
0.75780787 0.47038462
0.76615619 0.49366175
0.7886781 0.55539612

0.76634414 0.49418397
0.77227518 0.51061237
0.80706912 0.60409286
0.77977371 0.531218
0.7513057 0.45217224

0.78799837 0.55356288
0.77259577 0.51149735
0.78819449 0.55409203
0.76581537 0.49271454
0.77313039 0.5129724
0.77227615 0.51061508
0.76057614 0.47811922
0.7619029 0.48182102

0.76463352 0.4894277
0.77005672 0.50447957
0.76236724 0.48311571
0.76261016 0.48379284
0.77882984 0.52863566
0.72881686 0.38911879
0.7579755 0.47085338

0.75906441 0.47389713
0.78231552 0.53815443
0.77006793 0.5045106
0.76765463 0.49782254
0.76517657 0.49093842
0.76503882 0.49055528
0.76033046 0.47743335
0.76652209 0.49467829



0.76376218 0.48700228
0.76677137 0.49537067
0.76304094 0.48499329

0.764753 0.48976016
0.78190751 0.53704278
0.77595869 0.5207597
0.76964508 0.50333995
0.76062237 0.47824827
0.73988326 0.42011042
0.77490198 0.51785344
0.76675157 0.49531569
0.75343523 0.45814266
0.75987336 0.47615696
0.76496424 0.49034782
0.76564679 0.49224592
0.77350742 0.51401208
0.75071397 0.45051251
0.77167085 0.50894329
0.78894283 0.55610952
0.75985791 0.47611381
0.76035415 0.47749948
0.75733588 0.46906456
0.7743664 0.51637896

0.76872469 0.50079011
0.79272035 0.56625229
0.75035244 0.4494983
0.77506386 0.51829892
0.84239865 0.69176708
0.75311923 0.45725701
0.81700746 0.62959308
0.77877869 0.52849562
0.75879512 0.47314458
0.75878272 0.47310993
0.76763705 0.49777377
0.76472961 0.48969508
0.75913131 0.47408407
0.81447419 0.62315199
0.76692099 0.49578615
0.75518607 0.46304759
0.75789012 0.47061462
0.74907728 0.44592038
0.77298169 0.51256222
0.78106169 0.53473608
0.77070237 0.50626602
0.76513826 0.49083186
0.76784363 0.49834693
0.77119805 0.50763663
0.7569825 0.46807597



0.76128438 0.48009573
0.74772133 0.44211471
0.76338872 0.48596218
0.76059701 0.47817746
0.75003046 0.44859498
0.74873808 0.44496846
0.7716724 0.50894756

0.76948721 0.50290278
0.78007582 0.53204379
0.76265926 0.48392967
0.77651707 0.5222938
0.76850131 0.50017089
0.76679441 0.49543466
0.7706629 0.50615685

0.77385541 0.51497125
0.7732248 0.51323278

0.75102123 0.45137438
0.76406627 0.48784892
0.76444908 0.48891447
0.76222181 0.48271025
0.75621963 0.46594119
0.81544718 0.62563078
0.76475574 0.48976777
0.77874966 0.52841613
0.76728818 0.49680557
0.75751502 0.4695656
0.76798361 0.49873525
0.7556437 0.46432899

0.76152086 0.48075544
0.72040137 0.36571069
0.76617409 0.49371147
0.77893671 0.52892822
0.77330673 0.51345873
0.78473567 0.54473382
0.71647772 0.35487
0.76350034 0.48627307
0.75894054 0.47355099
0.78248259 0.53860942
0.77029811 0.50514763
0.79519094 0.57284736
0.76123989 0.47997158
0.76012818 0.47686857

0.783993 0.54271748
0.76355662 0.4864298
0.75383296 0.45925723
0.73806466 0.41500774
0.77628404 0.52165371
0.7570285 0.46820467



0.75648018 0.4666704
0.81599706 0.62702896
0.83227089 0.66750155
0.76075421 0.47861625
0.76396438 0.48756527
0.76938931 0.50263163
0.76139509 0.4804046
0.76488177 0.49011841
0.77902557 0.52917145
0.79543183 0.5734887
0.76736444 0.49701722
0.74379477 0.43109088
0.76208187 0.48232007
0.92503102 0.86421006
0.77552332 0.5195628
0.97357826 0.95203595
0.76453531 0.48915444
0.75960102 0.47539631
0.76230642 0.48294615
0.76484629 0.49001971
0.74768149 0.44200285
0.75881739 0.47320682
0.76495019 0.49030873
0.68293541 0.26544069
0.7606226 0.4782489

0.76149748 0.48069023
0.76998744 0.50428782
0.74266252 0.42791197
0.73410126 0.4038976
0.74564329 0.43628094
0.76849615 0.50015656
0.77191947 0.50963009
0.7752136 0.5187109

0.77128342 0.5078726
0.77556897 0.51968834
0.76429934 0.4884977
0.7602236 0.477135

0.76527592 0.49121472
0.77162905 0.50882779
0.76898904 0.50152272
0.77459451 0.51700707
0.75951804 0.47516452
0.74679749 0.43952133
0.76773083 0.49803399
0.75486158 0.46213883
0.76697985 0.4959496
0.75692291 0.46790926
0.75245667 0.45539972



0.750823 0.45081834
0.76325707 0.48559544
0.76337353 0.48591984
0.76728548 0.49679807
0.76376148 0.48700032
0.76748915 0.49736334
0.96318923 0.93343998
0.76815512 0.49921093
0.72622451 0.38188865
0.76483441 0.48998666
0.72973581 0.39168523
0.76007679 0.47672507
0.75227753 0.45489746
0.76854229 0.50028448
0.77764784 0.525397
0.81491608 0.6242785
0.75957314 0.47531843
0.76588653 0.49291235
0.75931088 0.47458579
0.75947517 0.47504476
0.76526355 0.49118032
0.74868811 0.44482822
0.7507294 0.45055579

0.81580042 0.62652918
0.76123061 0.47994569
0.76824183 0.4994514
0.66541428 0.22215542
0.75793621 0.4707435
0.75890602 0.47345451
0.77417958 0.51586439
0.75954285 0.47523383
0.74811779 0.4432275
0.78087854 0.53423623
0.73360929 0.40251983
0.73899171 0.41760858
0.72598887 0.38123222
0.77303281 0.51270324
0.77415171 0.51578762
0.76661834 0.49494566
0.74377767 0.43104287
0.89059511 0.79739356
0.75562168 0.46426734
0.75641208 0.46647983
0.73863404 0.41660508
0.76063098 0.47827228
0.7704946 0.50569128

0.76909886 0.50182701
0.78606662 0.54834124



0.76448363 0.48901062
0.76044197 0.47774466
0.76991893 0.50409817
0.75749346 0.4695053
0.7730829 0.5128414

0.76134844 0.48027444
0.76827824 0.49955236
0.74374947 0.43096368
0.75383833 0.45927228
0.76048427 0.47786276
0.76883604 0.50109872
0.77388039 0.51504008
0.77159705 0.50873936
0.75424912 0.46042324
0.76199325 0.48207296
0.7730342 0.51270707

0.77239605 0.51094608
0.76863705 0.50054718
0.75946909 0.47502777
0.75745038 0.46938483
0.76351762 0.48632119
0.75451542 0.46116924
0.75777886 0.47030349
0.75470235 0.46169286
0.75476414 0.46186593
0.78510341 0.54573133
0.76226455 0.48282942
0.75485986 0.46213403
0.76332709 0.48579051
0.74852319 0.44436536

0.764781 0.48983805
0.75500473 0.46253977
0.76716531 0.49646449
0.7621748 0.48257919

0.79148194 0.56293481
0.76392655 0.48745993
0.75285482 0.45651588
0.75031342 0.44938883
0.79501574 0.5723807
0.7572923 0.46894265

0.75772519 0.47015342
0.75790178 0.47064722
0.76239736 0.48319967
0.76539568 0.49154776
0.77615049 0.52128678
0.74531384 0.43535596
0.7571457 0.46853256

0.75463861 0.46151432



0.74111227 0.42355994
0.76835006 0.49975153
0.77949113 0.53044524
0.75557946 0.46414913
0.78517904 0.5459364
0.75266887 0.45599461
0.75742493 0.46931364
0.73367749 0.4027108

0.734011 0.40364481
0.7541176 0.46005475

0.75607238 0.46552905
0.76046438 0.47780723
0.76021491 0.47711073
0.72981811 0.39191517
0.75954917 0.47525147
0.76537873 0.49150062
0.7583008 0.47176286

0.75209753 0.45439276
0.75984385 0.47607455
0.75959278 0.47537328
0.75741426 0.46928379
0.75723072 0.4687704
0.79014719 0.55935081
0.76285161 0.48446573
0.75582263 0.46482992
0.75859858 0.47259528
0.76187096 0.48173193
0.76702232 0.4960675
0.7635343 0.48636765

0.61621252 0.11952523
0.74590755 0.43702287
0.73828874 0.41563635
0.72468863 0.37761255
0.74445296 0.43293888
0.76223541 0.48274816
0.76081683 0.47879103
0.73502275 0.40647912
0.75508425 0.46276247
0.76130075 0.48014139
0.76253929 0.48359529
0.73928494 0.41843138
0.76078618 0.47870549
0.74318167 0.42936951
0.76581809 0.49272211
0.73771272 0.41402055
0.76748504 0.49735195
0.76197294 0.48201633
0.75640605 0.46646295



0.75367187 0.45880584
0.75367187 0.45880584
0.75963604 0.47549412
0.77094161 0.50692764
0.73363373 0.40258825
0.7557231 0.46455128

0.75382336 0.45923033
0.73167306 0.39710082
0.74029732 0.42127248
0.73960042 0.41931668
0.75237839 0.45518024
0.7630125 0.48491405
0.7699084 0.50406902

0.76232275 0.48299166
0.76835034 0.4997523
0.75504533 0.46265347
0.74709878 0.44036713
0.76856976 0.50036064
0.76856976 0.50036064
0.75858124 0.47254679
0.76319602 0.48542536
0.76763912 0.4977795
0.76530101 0.49128448
0.78804221 0.55368118
0.75572141 0.46454655
0.78132077 0.53544293
0.75530499 0.46338061
0.75003939 0.44862003
0.73473431 0.40567094
0.75862191 0.47266049
0.76698919 0.49597553
0.7721627 0.51030183

0.76490546 0.4901843
0.76851055 0.50019649
0.74521264 0.43507182
0.76475065 0.48975363
0.79444922 0.57087069
0.74933368 0.44663989
0.75218094 0.45462665
0.76451617 0.48910118
0.7475221 0.44155545

0.75495312 0.46239521
0.75283456 0.45645909
0.78319736 0.54055469
0.75610831 0.46562961
0.76254756 0.48361836
0.75527673 0.46330147
0.77571679 0.52009476



0.7619176 0.48186201
0.7477147 0.44209609

0.74385524 0.43126067
0.76680858 0.49547399
0.7701983 0.50487143

0.75264142 0.45591766
0.73433071 0.40454029
0.76425018 0.48836087
0.76377586 0.48704036
0.75562068 0.46426453
0.75559882 0.46420334
0.77501228 0.51815698
0.75172367 0.45334443
0.78489478 0.54516547
0.8646049 0.74242035

0.77302751 0.51268862
0.75396448 0.45962575
0.76128373 0.48009389
0.75807021 0.4711182
0.75949613 0.4751033
0.75900736 0.4737377
0.76770044 0.49794967
0.74612822 0.4376424
0.73756333 0.41360155
0.77023623 0.5049764
0.76358413 0.48650644

0.744213 0.43226514
0.80096283 0.58812918
0.86155487 0.73567014
0.7597101 0.47570098

0.70566887 0.32533292
0.75159241 0.45297633
0.76167393 0.48118241
0.81697354 0.6295071
0.75614439 0.46573061
0.75559732 0.46419913
0.7542512 0.46042905

0.74436286 0.43268591
0.73656421 0.41079975
0.76675464 0.49532422
0.76414282 0.48806202
0.75758748 0.46976827
0.76784178 0.49834179
0.76277238 0.48424494
0.76061399 0.47822488
0.75569982 0.46448611
0.75404681 0.45985643
0.75142395 0.45250391



0.73899438 0.41761609
0.72780291 0.38628908
0.75426416 0.46046537
0.76196642 0.48199813
0.76210553 0.48238605
0.76980063 0.50377067
0.74274988 0.42815723
0.7454285 0.43567788

0.76098773 0.47926797
0.74636572 0.43830918
0.75249684 0.45551234
0.78919499 0.55678871
0.74822364 0.4435246
0.75857539 0.47253046
0.7431453 0.4292674
0.7700182 0.50437297

0.76572397 0.49246047
0.74745531 0.44136798
0.75943038 0.47491963
0.77161563 0.5087907
0.76623849 0.49389042
0.94339182 0.89787803
0.74663343 0.43906074
0.75583623 0.464868
0.76083402 0.47883899
0.7494545 0.44697892

0.75054821 0.45004753
0.74320014 0.42942136
0.75345389 0.45819497
0.75572864 0.46456679
0.75953319 0.47520683
0.75953319 0.47520683
0.75837442 0.47196867
0.76068239 0.4784158
0.77393862 0.51520053
0.76939967 0.50266032
0.76229607 0.48291729
0.76422558 0.48829242
0.73889342 0.41733281
0.76153049 0.48078231
0.75055551 0.45006799
0.75473297 0.46177862
0.76604111 0.49334196
0.74848692 0.44426357
0.7556877 0.46445216

0.75657817 0.46694462
0.75848103 0.47226671
0.78761888 0.55253845



0.76391552 0.48742923
0.71782089 0.35857493
0.77749382 0.5249746
0.72354169 0.37442333
0.50160676 0.00842665
0.75221852 0.45473203
0.7814367 0.53575915

0.73274272 0.40009379
0.74016603 0.420904
0.73056765 0.39400982
0.74939193 0.44680333
0.76649918 0.49461467
0.72972676 0.39165995
0.74737826 0.44115168
0.74703984 0.44020168
0.74699589 0.44007829
0.75818292 0.47143331
0.75284295 0.45648261
0.76291243 0.48463523
0.73759665 0.41369499
0.73269019 0.39994679
0.75794523 0.47076873
0.75586066 0.46493638
0.7381912 0.41536273

0.75864293 0.47271925
0.75344305 0.45816458
0.7531577 0.45736486

0.73795053 0.4146876
0.75020069 0.44907258
0.75390221 0.45945127
0.76937689 0.50259721
0.75294467 0.45676774
0.76437379 0.48870493
0.76011807 0.47684034
0.76376856 0.48702004
0.8859589 0.78790753

0.75731299 0.46900052
0.76294708 0.48473177
0.76497584 0.49038009
0.76064603 0.47831429
0.7872951 0.55166389

0.75847122 0.47223928
0.78766094 0.55265201
0.74584611 0.43685036
0.75861967 0.47265422
0.73413052 0.40397955
0.75736896 0.46915709
0.75030358 0.44936125



0.75371216 0.45891874
0.76623261 0.49387408
0.68730697 0.27666904
0.71980131 0.36404935
0.75402097 0.45978403
0.74236167 0.42706732
0.77980696 0.5313089
0.74253017 0.42754039
0.72657665 0.38286987
0.77097716 0.50702593
0.74959688 0.44737844
0.74020308 0.42100801

0.749437 0.44692982
0.60482105 0.10045184
0.76127446 0.48006806
0.76381182 0.4871405
0.7405842 0.42207769
0.731231 0.39586446

0.76236451 0.48310809
0.760653 0.47833375

0.74125476 0.4239599
0.74011889 0.4207717
0.74293239 0.42866964
0.75499144 0.46250254
0.74539992 0.43559765
0.7483259 0.44381163

0.71804844 0.35920325
0.75607639 0.46554027
0.76244796 0.48334072
0.78633508 0.54906793
0.76287026 0.48451772
0.73945703 0.41891428
0.7462743 0.43805253

0.78483433 0.54500149
0.74266964 0.42793195
0.75464871 0.46154262
0.75822155 0.47154131
0.7332981 0.40164849
0.7332981 0.40164849
0.7332981 0.40164849

0.94289349 0.89697578
0.76640475 0.49435235
0.76355462 0.48642425
0.74835026 0.44388
0.74723846 0.44075923
0.76312416 0.48522517
0.75525197 0.46323215
0.84068468 0.6877115



0.75803166 0.4710104
0.76034514 0.47747432
0.74696321 0.43998654
0.80061885 0.58722356
0.73396129 0.40350559
0.74597907 0.43722367
0.79046144 0.56019539
0.77672718 0.52287076
0.7430324 0.42895042

0.75375613 0.45904195
0.75888026 0.47338254
0.75888026 0.47338254
0.75910527 0.47401129
0.75296387 0.45682156
0.75969762 0.47566613
0.74033117 0.42136751
0.74562569 0.43623153
0.75884282 0.47327791
0.75020629 0.44908829
0.73968047 0.41954132
0.7458298 0.43680458

0.74147691 0.42458351
0.74990747 0.4482499
0.74431317 0.4325464
0.75790091 0.47064478
0.75023604 0.44917176
0.74815913 0.44334354
0.73839435 0.41593261
0.74393701 0.43149025
0.74760646 0.44179225
0.75385329 0.45931418
0.75639675 0.46643692
0.75302285 0.45698688
0.73544741 0.40766916
0.73960645 0.41933359
0.70802088 0.3317136
0.75078882 0.45072248
0.74490521 0.43420865
0.75236027 0.45512945
0.7499668 0.44841638
0.8862806 0.78857005

0.77863712 0.52810797
0.75153165 0.45280594
0.74863914 0.44469077
0.75690273 0.4678528
0.73815524 0.41526183
0.78915528 0.55668177
0.75626305 0.46606272



0.7549425 0.46236549
0.73093867 0.39504703
0.78134276 0.53550294
0.73857196 0.41643091
0.76894646 0.50140471
0.76549544 0.49182512
0.76101176 0.47933504
0.7531779 0.45742146

0.75936579 0.47473919
0.7607714 0.47866424

0.75199456 0.45410404
0.72899119 0.38960554
0.74761217 0.44180828
0.75514463 0.46293156
0.78101038 0.53459607
0.77473857 0.51740367
0.80126339 0.58891994
0.79344082 0.56817874
0.74876561 0.44504572
0.75385045 0.45930624
0.74392352 0.43145239
0.76805035 0.49892037
0.73896021 0.4175202
0.75013873 0.44889876
0.75263738 0.45590632
0.76610086 0.49350799
0.74739693 0.44120409
0.72917438 0.39011708
0.75554369 0.46404898
0.75615328 0.46575548
0.74403261 0.43175867
0.76564041 0.49222818
0.75047531 0.449843
0.74717484 0.44058064
0.76815929 0.49922251
0.76645414 0.49448954
0.75294373 0.45676511
0.77053517 0.5058035
0.75132311 0.45222108
0.74116171 0.4236987
0.76204382 0.48221398
0.7499618 0.44840235

0.75090092 0.45103691
0.75611933 0.46566047
0.74325455 0.42957414
0.74885067 0.44528441
0.73910385 0.41792325
0.7602883 0.47731563



0.75684445 0.46768973
0.74579742 0.43671368
0.7611983 0.47985554

0.75519847 0.46308233
0.74759249 0.44175305
0.74511695 0.43480317
0.75851495 0.47236151
0.74838928 0.44398953
0.74434534 0.43263673
0.74643896 0.4385148
0.72901829 0.3896812
0.73645555 0.4104951
0.75112764 0.45167284
0.74184627 0.42562039
0.76333541 0.48581367
0.75089201 0.45101193
0.75279992 0.45636199
0.76192581 0.48188491
0.76597336 0.49315367
0.72931743 0.39051658
0.75650605 0.46674281
0.74400517 0.43168162
0.74400517 0.43168162
0.74400517 0.43168162
0.73832555 0.4157396
0.75641144 0.46647803
0.73607428 0.40942623
0.7541438 0.46012816

0.74010719 0.42073887
0.75365736 0.45876516
0.74116411 0.42370544
0.74133992 0.42419898
0.74843442 0.4441162
0.7479927 0.44287641

0.74364163 0.43066093
0.74156134 0.42482052
0.75893806 0.47354406
0.74435229 0.43265622
0.75096763 0.45122404
0.75805276 0.4710694
0.73831044 0.41569723
0.73304879 0.40095054
0.75615968 0.46577339
0.72966247 0.39148035
0.75989601 0.47622022
0.74507699 0.43469096
0.75101424 0.45135477
0.74542428 0.43566603



0.68853367 0.27984717
0.74862898 0.44466225
0.74801681 0.44294408
0.76146527 0.48060038
0.75420669 0.46030437
0.74277091 0.42821626
0.75761997 0.46985914
0.74544158 0.43571461
0.74827007 0.44365493
0.72934808 0.3906022
0.74625367 0.43799459
0.72410146 0.37597941
0.73811614 0.41515216
0.76064619 0.47831474
0.74523112 0.43512373
0.75451919 0.46117981
0.75361711 0.45865237
0.75154949 0.45285596
0.74336132 0.42987391
0.74446663 0.43297727
0.74757254 0.44169702
0.73968747 0.41956097
0.75820903 0.4715063
0.65874934 0.2065051
0.8323008 0.66757427

0.77356868 0.51418095
0.69042715 0.28477533
0.73920035 0.41819402
0.75329043 0.45773687
0.74775901 0.44222045
0.75187461 0.45376769
0.76195072 0.48195436
0.73928743 0.41843836
0.73707591 0.41223456
0.76360925 0.48657639
0.75327315 0.45768844
0.75038164 0.44958023
0.74390921 0.43141219
0.79452505 0.57107291
0.87921243 0.77386279
0.73835297 0.41581654
0.74043149 0.42164905
0.74290681 0.42859782
0.7433479 0.42983622

0.73482867 0.40593531
0.75128369 0.45211051
0.75328562 0.45772339
0.76825921 0.49949959



0.759375 0.47476493
0.75933953 0.47466581
0.77389545 0.51508159
0.73699137 0.41199749
0.74559214 0.43613732
0.7544192 0.4608997

0.74153275 0.42474028
0.74983097 0.44803526
0.75986801 0.47614201
0.75986801 0.47614201
0.75336785 0.45795383
0.79951342 0.58430873
0.7519909 0.45409378

0.73918524 0.41815162
0.7404006 0.42156237
0.7525773 0.4557379

0.73511362 0.40673376
0.74826383 0.4436374
0.77274687 0.51191433
0.73668624 0.4111419
0.77568001 0.51999363
0.75180099 0.45356127
0.83814365 0.68166053
0.7453387 0.43542576

0.74225318 0.42676275
0.75416896 0.46019866
0.72668319 0.38316681
0.7661842 0.49373959

0.73588301 0.40889005
0.75114221 0.45171371
0.7428464 0.42842821

0.74910695 0.44600363
0.74522142 0.43509648
0.75481721 0.46201458
0.72435823 0.37669346
0.67956008 0.25688046
0.75091756 0.4510836
0.74836636 0.4439252
0.75707249 0.46832774
0.74770957 0.44208167
0.75380132 0.45916858
0.74818134 0.44340589
0.80627551 0.60203044
0.77056512 0.50588636
0.75724632 0.46881401
0.75715254 0.46855168
0.74278616 0.42825908
0.75604936 0.46546461



0.74730257 0.4409392
0.77691001 0.52337269
0.74608566 0.43752291
0.78667593 0.54999009
0.74637271 0.4383288
0.7421518 0.42647813

0.73687271 0.41166476
0.76509335 0.49070696
0.74228483 0.42685159
0.74787328 0.44254121
0.75382048 0.45922227
0.74899144 0.44567948
0.74899144 0.44567948
0.75157642 0.4529315
0.74303222 0.42894991
0.73733447 0.41295968
0.74712382 0.44043742
0.74538859 0.43556582
0.79093408 0.56146478
0.74731807 0.44098273
0.77308092 0.51283594
0.75519994 0.46308643
0.73526909 0.40716942
0.7327241 0.40004168

0.77222781 0.5104816
0.73471749 0.40562382
0.77956319 0.53064234
0.76326723 0.48562375
0.75678483 0.46752289
0.74219134 0.42658913
0.7322199 0.3986307

0.75554677 0.4640576
0.74273155 0.42810577
0.73709855 0.41229805
0.73321557 0.40141743
0.75821136 0.47151281
0.75104798 0.4514494
0.74152895 0.42472959
0.74563546 0.43625895
0.72190937 0.36989084
0.65261518 0.19254268
0.74613032 0.43764831
0.71004149 0.33721729
0.71004149 0.33721729
0.71004149 0.33721729
0.74200847 0.42607576
0.74060833 0.42214541
0.74058138 0.42206978



0.74891249 0.44545791
0.73411906 0.40394745
0.74823454 0.44355521
0.76091976 0.4790783
0.76091976 0.4790783
0.74805731 0.44305777
0.74639371 0.43838776
0.76102189 0.47936331
0.74783055 0.44242126
0.74356328 0.43044092
0.7599865 0.47647294

0.75320201 0.45748903
0.7708551 0.5066884

0.84167819 0.69006487
0.73754005 0.41353624
0.75017667 0.4490052
0.74129416 0.4240705
0.73980453 0.41988948
0.75026606 0.44925598
0.73756545 0.41360749
0.74996447 0.44840984
0.7478161 0.4423807

0.80285842 0.59310786
0.75231619 0.45500585
0.74711267 0.44040612
0.75453245 0.46121694
0.73873774 0.41689602
0.74446665 0.43297733
0.76686866 0.49564083
0.75633629 0.46626772
0.75392841 0.45952469
0.75091594 0.45107906
0.74224425 0.42673767
0.74287533 0.42850944
0.76325042 0.48557691
0.73788001 0.41448979
0.74025749 0.42116071
0.75655576 0.46688192
0.73474682 0.405706
0.74922002 0.44632093
0.74216339 0.42651067
0.74220513 0.42662784
0.75992372 0.47629761
0.73710582 0.41231844
0.73546248 0.40771139
0.74706816 0.44028118
0.7514935 0.45269894

0.76257001 0.48368094



0.72772778 0.3860795
0.75845747 0.47220085
0.74388084 0.43133255
0.84125449 0.68906209
0.7470716 0.44029083

0.74754733 0.44162627
0.74578083 0.43666709
0.7304979 0.39381484

0.75082436 0.45082217
0.75098765 0.45128019
0.7465117 0.43871902

0.78521377 0.54603057
0.77757605 0.52520013
0.7284324 0.38804561
0.7367132 0.4112175

0.71933601 0.36276192
0.74041217 0.42159483
0.74951416 0.44714634
0.75757066 0.46972123
0.73861258 0.41654486
0.73966104 0.41948678
0.73422423 0.40424202
0.75745964 0.46941073
0.74999748 0.44850245
0.73543587 0.4076368
0.72155222 0.36890017
0.77376691 0.51472735
0.73119931 0.39577583
0.73581617 0.4087027
0.75577295 0.46469084
0.73558461 0.40805367
0.72746615 0.38534974
0.77338815 0.51368322
0.75284895 0.45649942
0.74786492 0.44251775
0.7410499 0.42338486

0.80166581 0.5899779
0.75023907 0.44918026
0.74858965 0.44455187
0.73582866 0.40873771
0.73541104 0.40756724
0.76083227 0.47883411
0.73568341 0.40833059
0.82531542 0.65042207
0.74453736 0.43317586
0.7285049 0.38824796

0.74832665 0.44381374
0.75264023 0.45591431



0.80714558 0.60429137
0.75532637 0.46344046
0.7376476 0.41383791

0.72879577 0.38905992
0.72879003 0.3890439
0.76217188 0.48257103
0.76217188 0.48257103
0.76217188 0.48257103
0.73389305 0.40331446
0.74034167 0.42139698
0.75219642 0.45467006
0.73145882 0.39650157
0.73394721 0.40346614
0.73438272 0.40468597
0.73877403 0.41699784
0.7469153 0.43985206

0.72907399 0.38983674
0.75673058 0.46737111
0.75187454 0.45376752
0.76140479 0.48043166
0.74661431 0.43900708
0.73835591 0.41582477
0.72621489 0.38186184
0.78110441 0.53485265
0.74993581 0.44832942
0.74676212 0.43942202
0.75458741 0.46137091
0.74087918 0.42290566
0.72319195 0.37345155
0.75345225 0.45819036
0.69136676 0.28723077
0.7500098 0.44853703

0.72866813 0.38870359
0.75751864 0.46957574
0.73667036 0.41109736
0.72715263 0.38447545
0.7453021 0.435323

0.78544926 0.54666891
0.76481024 0.48991942
0.73961784 0.41936557
0.74025122 0.42114311
0.71293622 0.34513491
0.73261165 0.39972697
0.75102371 0.45138134
0.7395695 0.4192299

0.73837647 0.41588245
0.74872016 0.44491816
0.73821891 0.41544045



0.7484331 0.44411249
0.74317669 0.42935553
0.75125137 0.45201988
0.7557381 0.46459327

0.74917804 0.44620314
0.90688471 0.82973498
0.7428788 0.42851916

0.76642173 0.49439952
0.75112024 0.45165208
0.74566348 0.43633762

0.752788 0.45632855
0.74722564 0.44072325
0.76142931 0.48050006
0.74547463 0.43580741
0.73493652 0.4062375
0.74597213 0.43720418
0.75248588 0.45548162
0.74023771 0.42110518
0.75417728 0.46022197
0.76679054 0.49542391
0.76679054 0.49542391
0.76992935 0.50412701
0.73776049 0.41415453
0.7334852 0.40217236

0.75193728 0.45394345
0.72807661 0.38705271
0.75262946 0.45588414
0.75286733 0.45655094
0.74870501 0.44487564
0.73770804 0.41400742
0.74441612 0.43283544
0.74897407 0.44563073
0.73253243 0.39950524
0.7358754 0.40886873

0.74362858 0.43062428
0.73743464 0.4132406
0.73843587 0.41604911
0.76310806 0.48518032
0.72646464 0.38255772
0.72646464 0.38255772
0.73153522 0.39671525
0.7434266 0.4300572

0.74925152 0.44640932
0.74565375 0.4363103
0.73103399 0.39531355
0.73369091 0.40274837
0.74784762 0.44246917
0.77330349 0.51344979



0.73877244 0.41699338
0.73524417 0.40709959
0.73884251 0.41718996
0.82713237 0.65491572
0.73653993 0.41073166
0.72871508 0.38883467
0.72928456 0.39042478
0.73200772 0.39803702
0.74302126 0.42891914
0.71591743 0.35332652
0.74376513 0.43100768
0.74160965 0.42495613
0.74906618 0.44588924
0.73520158 0.40698024
0.7369144 0.41178167

0.73748368 0.41337814
0.75122769 0.45195345
0.74663234 0.43905768
0.75879126 0.47313379
0.74006941 0.42063283
0.73602801 0.40929652
0.73583647 0.40875961
0.74755419 0.44164552
0.73836959 0.41586316
0.74645321 0.43855479
0.73721971 0.41263782
0.7346518 0.40543978

0.75438998 0.46081786
0.75101004 0.45134298
0.75101004 0.45134298
0.76650447 0.49462937
0.76650447 0.49462937
0.7358149 0.40869915

0.71054487 0.33859141
0.74476986 0.43382865
0.7512561 0.45203315

0.73973706 0.41970012
0.76209186 0.48234792
0.73485369 0.40600543
0.72220738 0.37071775
0.74693719 0.4399135
0.75086356 0.45093211
0.73466309 0.40547141
0.74555448 0.43603158
0.73842514 0.416019
0.72387082 0.37533817

0.737119 0.41235542
0.7390039 0.41764279



0.7801332 0.5322006
0.81890898 0.63440062
0.71388442 0.34773639
0.73942609 0.41882747
0.79806391 0.58047647
0.73375669 0.40293258
0.72835484 0.38782913
0.74435338 0.43265928
0.75279525 0.45634889
0.7305017 0.39382547

0.73621964 0.4098337
0.73475476 0.40572824
0.73659069 0.410874
0.74216856 0.42652518
0.56554251 0.04914818
0.75065164 0.45033766
0.77556072 0.51966564
0.68802005 0.27851506
0.73589448 0.40892222
0.74268387 0.4279719
0.86473186 0.74269994
0.73473168 0.40566357
0.74272162 0.42807788
0.73912787 0.41799063
0.71989367 0.36430497
0.73146863 0.39652903
0.72394457 0.37554318
0.73605163 0.40936274
0.74288064 0.42852435
0.73589343 0.40891926
0.73673193 0.41127002
0.74647608 0.43861901
0.73911468 0.41795363
0.73707118 0.41222131
0.7173342 0.35723171

0.72062307 0.36632477
0.73504966 0.40655453
0.7419776 0.42598908

0.74369827 0.43081994
0.73280878 0.40027869
0.91605055 0.84732839
0.70716687 0.32939353
0.73161767 0.39694588
0.74460464 0.43336475
0.76005433 0.47666236
0.72401827 0.37574808
0.73172541 0.39724725
0.73761829 0.4137557



0.78040486 0.5329428
0.73872423 0.41685811
0.73047183 0.39374197
0.75609947 0.46560489
0.75609947 0.46560489
0.72762107 0.38578183
0.71276665 0.34467009
0.74310515 0.42915467
0.75718902 0.46865373
0.72691443 0.38381137
0.7361068 0.40951737

0.74510789 0.43477774
0.74181154 0.42552291
0.74820514 0.44347269
0.7348562 0.40601246

0.74253417 0.42755163
0.73042608 0.39361411
0.73592778 0.40901556
0.68540119 0.27175501
0.7382364 0.41548951
0.7382364 0.41548951

0.70713278 0.32930098
0.74274412 0.42814106
0.74325764 0.42958281
0.74439396 0.43277324
0.74439396 0.43277324
0.74439396 0.43277324
0.73829094 0.41564252
0.74715294 0.44051918
0.7457333 0.43653365

0.74310195 0.4291457
0.75824251 0.47159992
0.74531081 0.43534745
0.74523156 0.43512495
0.7375819 0.41365363

0.71534438 0.35174914
0.74030794 0.4213023
0.73863989 0.41662149
0.74176166 0.42538287
0.7408477 0.4228173

0.74031254 0.4213152
0.97131089 0.94797301
0.73503954 0.40652618
0.72714761 0.38446147
0.74473711 0.43373671
0.73756817 0.41361511
0.74560854 0.43618337
0.74108319 0.42347831



0.75047806 0.44985072
0.74599325 0.43726346
0.74033532 0.42137914
0.72826076 0.38756658
0.7341719 0.40409546

0.75217001 0.45459599
0.73576301 0.40855368
0.70068623 0.31191479
0.74401682 0.43171433
0.75367205 0.45880635
0.73788314 0.41449856
0.73491244 0.40617002
0.72836141 0.38784746
0.73779896 0.41426244
0.74630785 0.43814671
0.75931806 0.47460583
0.7618071 0.48155383

0.71788302 0.35874648
0.77221545 0.51044748
0.78722406 0.55147193
0.73568848 0.4083448
0.73102129 0.39527804
0.74043057 0.42164647
0.74695065 0.4399513
0.74695065 0.4399513
0.73297155 0.40073431
0.73172794 0.39725432
0.7167121 0.35551602

0.73380167 0.40305854
0.74982652 0.44802277
0.74181512 0.42553295
0.72203985 0.37025286
0.73891215 0.41738536
0.72801854 0.38689067
0.71471741 0.35002484
0.73832321 0.41573304
0.75851395 0.47235873
0.72664885 0.38307109
0.74360147 0.43054816
0.74436702 0.43269758
0.76145195 0.48056322
0.72115523 0.36779948
0.72082826 0.3668933
0.72897084 0.38954871
0.73281658 0.40030054
0.74095357 0.42311446
0.73569294 0.40835731
0.76106884 0.4794943



0.7361799 0.40972231
0.7457618 0.43661367
0.7477587 0.44221959

0.75054464 0.45003751
0.75322086 0.45754188
0.74198978 0.42602328
0.73709907 0.41229951
0.74764252 0.44189348
0.74608446 0.43751954
0.74341463 0.43002357
0.73044915 0.39367859
0.7385817 0.41645823

0.75270794 0.45610415
0.74614516 0.43768997
0.76483408 0.48998573
0.75082234 0.45081649
0.7429773 0.42879573

0.74074787 0.42253709
0.70718316 0.32943772
0.72517131 0.37895574
0.7342395 0.40428481

0.74821735 0.44350696
0.75543602 0.4637475
0.73972145 0.41965633
0.75149597 0.45270587
0.72521663 0.37908191
0.74600093 0.43728504
0.7569975 0.46811793

0.73709392 0.41228508
0.72904349 0.38975158
0.74090617 0.42298142
0.73579242 0.40863614
0.73427063 0.40437201

0.741005 0.42325882
0.73605227 0.40936452
0.71701533 0.35635213
0.73557297 0.40802106
0.73063202 0.39418976
0.69204641 0.28901087
0.74930316 0.44655424
0.73343889 0.40204268
0.73380305 0.40306242
0.73238323 0.39908771
0.72464326 0.37748632
0.73500501 0.40642942
0.73852682 0.41630425
0.7512521 0.45202191

0.73824915 0.41552529



0.73597966 0.40916097
0.74476109 0.43380404
0.72824131 0.38751228
0.74452063 0.43312889
0.73890319 0.41736023
0.73097775 0.39515631
0.7377522 0.41413129

0.73747052 0.41334123
0.74435217 0.43265589
0.73590607 0.4089547
0.74800496 0.44291082
0.74926586 0.44644956
0.74692986 0.43989292
0.72991638 0.39218974
0.73383965 0.40316491
0.75111907 0.45164881
0.75111907 0.45164881

0.727331 0.38497284
0.73938247 0.41870506
0.73508321 0.40664853
0.75818274 0.4714328
0.73454099 0.40512936
0.73736672 0.41305013
0.7432568 0.42958045

0.74597181 0.43720327
0.71973369 0.36386219
0.73412831 0.40397336
0.74801754 0.44294612
0.72765942 0.38588881
0.72948113 0.3909738
0.73427291 0.40437838
0.76531679 0.49132838
0.70257008 0.31697137
0.73734344 0.41298484
0.73518789 0.40694187
0.73258942 0.39966476
0.74590894 0.43702676
0.72513688 0.37885991
0.90799815 0.83189366
0.71787537 0.35872536
0.73690858 0.41176534
0.7989019 0.58269337

0.73943122 0.41884187
0.7973028 0.57845963

0.74302163 0.42892017
0.74040472 0.42157393
0.73575453 0.40852991
0.73575453 0.40852991



0.7421224 0.42639558
0.76229662 0.48291882
0.73030557 0.39327729
0.73770552 0.41400036
0.72887242 0.38927392
0.71569808 0.35272259
0.73147193 0.39653826
0.73491603 0.40618008
0.73062799 0.39417847
0.73039845 0.39353689
0.74452737 0.4331478
0.73791216 0.41457996
0.72881074 0.38910172
0.73414358 0.40401612
0.75403576 0.45982546
0.73292122 0.40059344
0.74497704 0.43441033
0.73226526 0.3987576
0.73990044 0.42015862
0.72363057 0.37467035
0.73132638 0.39613117
0.73039597 0.39352996
0.73209694 0.39828665
0.72624942 0.38195806
0.72812121 0.38717715
0.76906213 0.50172524
0.73205916 0.39818094
0.74061775 0.42217185
0.72966388 0.39148431
0.72872039 0.38884948
0.74949928 0.44710459
0.73036515 0.3934438
0.72578892 0.3806753
0.73788049 0.41449113
0.72773255 0.38609281
0.73568108 0.40832407
0.72811399 0.38715701
0.73332126 0.40171333
0.71399702 0.34804556
0.72317857 0.37341438
0.73650955 0.41064649
0.72940945 0.3907736
0.74216287 0.4265092
0.72497041 0.37839662
0.72039109 0.36568223
0.73330194 0.40165925
0.73184114 0.39757099
0.72984638 0.39199414



0.72781657 0.38632718
0.72613243 0.38163212
0.74501248 0.43450985
0.71921077 0.36241553
0.69909706 0.30766568
0.73000946 0.39244981
0.72952669 0.39110105
0.73722713 0.41265864
0.74644828 0.43854095
0.7264279 0.38245535

0.70816282 0.33209957
0.74062037 0.42217922
0.73024176 0.39309897
0.73200291 0.39802357
0.74491674 0.43424103
0.75260154 0.45580586
0.75095879 0.45119924
0.73701953 0.41207646
0.73345327 0.40208296
0.73578914 0.40862694
0.73114919 0.39563567
0.72977042 0.39178193
0.74881884 0.4451951
0.73021739 0.39303086
0.72612039 0.38159859
0.73917326 0.418118
0.73858379 0.41646408
0.73114938 0.39563621
0.73111967 0.39555313
0.7419844 0.42600817

0.73875868 0.41695475
0.77237871 0.51089822
0.72616207 0.38171468
0.68765578 0.27757156
0.66812524 0.22865704
0.73260009 0.39969461
0.74066107 0.42229344
0.75025526 0.44922568
0.73861454 0.41655035
0.72621827 0.38187126
0.74555398 0.4360302
0.74505422 0.43462703
0.71351318 0.34671742
0.72531901 0.3793669
0.70525016 0.32420004
0.70525016 0.32420004
0.69985542 0.30969146
0.73181797 0.39750619



0.72800508 0.38685313
0.73779584 0.41425369
0.73411146 0.40392616
0.80907426 0.60928696
0.74065849 0.42228621
0.72765112 0.38586565
0.73832732 0.41574456
0.74202824 0.42613124
0.74108564 0.42348517
0.68443097 0.26926451
0.74775811 0.44221793
0.73782684 0.41434065
0.72720432 0.38461958
0.74122424 0.42387424
0.73450862 0.40503866
0.72998352 0.39237733
0.72795032 0.38670034
0.74339745 0.42997535
0.71914217 0.36222582
0.70325723 0.31882092
0.74967534 0.44759859
0.71493865 0.35063313
0.73988904 0.42012663
0.73058986 0.39407189
0.73940429 0.41876628
0.72643516 0.38247558
0.73930365 0.41848388
0.72621594 0.38186476
0.73759811 0.41369908
0.73774252 0.41410412
0.77892463 0.52889516
0.72744562 0.3852925
0.72665946 0.38310066
0.72306811 0.37310754
0.81001661 0.61171958
0.71725783 0.35702101
0.73640845 0.41036304
0.73112968 0.39558111
0.73381462 0.40309482
0.72360338 0.37459478
0.72786146 0.38645241
0.71598904 0.35352373
0.72639561 0.38236537
0.72850787 0.38825624
0.71401636 0.34809868
0.72884804 0.38920585
0.72854621 0.38836326
0.75625909 0.46605164



0.72048009 0.36592873
0.73799566 0.4148142
0.72683516 0.38359039
0.74849332 0.44428153
0.73979214 0.4198547
0.72870182 0.38879765
0.72292026 0.3726969
0.7257177 0.38047697

0.73943234 0.41884502
0.73467058 0.40549239
0.73940056 0.41875581
0.72920445 0.39020105
0.74216899 0.42652638
0.71537568 0.35183528
0.74190988 0.42579897
0.7341875 0.40413916

0.73174241 0.3972948
0.73779391 0.41424829
0.72093981 0.36720241
0.73414956 0.40403288
0.7250377 0.37858389
0.7224306 0.37133731

0.72793107 0.38664661
0.71077752 0.33922687
0.73116586 0.3956823
0.72652697 0.38273142
0.73269728 0.39996662
0.73085506 0.39481329
0.73277142 0.40017413
0.74393213 0.43147655
0.78019854 0.53237915
0.72979659 0.39185505
0.73471376 0.40561339
0.72309639 0.3731861
0.73483959 0.40596593
0.71430545 0.34889272
0.73989895 0.42015444
0.72915416 0.39006062
0.73884163 0.41718751
0.72807349 0.38704399
0.73823813 0.41549437
0.74254983 0.42759558
0.74166708 0.42511736
0.76375492 0.48698205
0.74166912 0.42512309
0.73906801 0.41782267
0.73755758 0.41358542
0.73233125 0.39894225



0.73116579 0.39568211
0.73116579 0.39568211
0.72040834 0.36572999
0.72303527 0.37301634
0.74906618 0.44588922
0.73618916 0.40974827
0.75904017 0.47382938
0.74435739 0.43267055
0.72666724 0.38312234
0.72892102 0.38940962
0.73978293 0.41982885
0.73677229 0.41138317
0.7258184 0.38075742

0.72022969 0.36523525
0.73013321 0.39279562
0.78345752 0.54126218
0.78345752 0.54126218
0.72920613 0.39020574

0.718332 0.35998647
0.73235604 0.39901164
0.72614277 0.38166091
0.71842611 0.36024649
0.7391467 0.41804349

0.74585323 0.43687035
0.71721491 0.35690263
0.7233524 0.37389732
0.7233524 0.37389732
0.7233524 0.37389732

0.70391989 0.32060706
0.73135862 0.39622136
0.7299158 0.39218811

0.73216811 0.39848578
0.73172929 0.39725812
0.74630134 0.43812844
0.80970935 0.610927
0.73795551 0.41470156
0.73878478 0.41702799
0.74143716 0.42447192
0.73943194 0.41884388
0.7791019 0.52938036
0.7791019 0.52938036

0.72368321 0.37481665
0.73947326 0.41895983
0.73471362 0.40561298
0.72741068 0.38519504
0.73250444 0.39942692
0.71641082 0.35468564
0.75100571 0.45133084



0.73290111 0.40053714
0.72540305 0.37960084
0.73151316 0.39665358
0.71659916 0.35520472
0.71763097 0.35805066
0.72241432 0.37129212
0.72704493 0.3841752
0.70135796 0.31371544
0.70419285 0.32134353
0.72985552 0.39201969
0.72597659 0.38119802
0.72791028 0.38658863
0.73707188 0.41222328
0.72359313 0.37456629
0.73036604 0.3934463
0.72634774 0.38223198
0.72706065 0.38421902
0.70773077 0.33092505
0.7538301 0.4592492

0.72887407 0.38927853
0.72297941 0.37286116
0.75382674 0.45923979
0.73914614 0.4180419
0.73520012 0.40697616
0.74115786 0.42368791
0.73710172 0.41230694
0.73623692 0.40988215
0.73162233 0.39695892
0.73162233 0.39695892
0.73562956 0.40817966
0.7376178 0.41375431

0.70822817 0.3322773
0.7172589 0.35702397

0.74802781 0.44297496
0.73203461 0.39811226
0.72362788 0.37466288
0.73430672 0.4044731
0.74797746 0.44283362
0.7317227 0.39723968

0.73157246 0.39681942
0.73395178 0.40347895
0.72529867 0.37931026
0.74676516 0.43943056
0.73022015 0.39303858
0.72819892 0.387394
0.73280442 0.4002665
0.71898124 0.3617808
0.73251938 0.39946874



0.72145561 0.36863227
0.71733888 0.35724462
0.72988215 0.39209408
0.72828926 0.38764611
0.70716363 0.32938471

0.743213 0.42945748
0.71427779 0.34881674
0.73154586 0.39674503
0.75485051 0.46210782
0.70792483 0.33145248
0.75931607 0.47460028
0.72834605 0.3878046
0.72631977 0.38215406
0.70126288 0.3134604
0.72942359 0.3908131
0.73769741 0.4139776
0.72029981 0.36542943
0.82454461 0.64850895
0.72455585 0.37724316
0.72941715 0.3907951
0.73457816 0.40523347
0.73052804 0.39389911
0.74023974 0.42111088
0.7094547 0.33561699

0.71782021 0.35857307
0.71945531 0.36309193
0.74105932 0.42341131
0.72581104 0.38073692
0.70148856 0.31406583
0.71229639 0.34338167
0.71599704 0.35354577
0.73046692 0.39372826
0.72937706 0.39068312
0.73277397 0.40018126
0.7324311 0.39922168

0.72468262 0.37759582
0.72521288 0.37907147
0.73062225 0.39416243
0.73789116 0.41452107
0.72305193 0.37306259
0.72501256 0.37851391
0.76496381 0.49034664
0.73572132 0.40843686
0.73572132 0.40843686
0.72622076 0.38187821
0.73445739 0.40489515
0.73892461 0.41742033
0.74630789 0.43814682



0.74030294 0.42128828
0.73063354 0.39419399
0.72435551 0.3766859
0.73270444 0.39998665
0.7376077 0.41372599

0.73387809 0.40327256
0.72902676 0.38970486
0.72037556 0.36563919
0.72928292 0.39042019
0.72938528 0.39070609
0.72632176 0.3821596
0.73065468 0.39425309
0.73690234 0.41174785
0.73504399 0.40653864
0.73510909 0.40672107
0.72399343 0.37567902
0.71960637 0.36350988
0.72514292 0.37887674
0.66423809 0.21935856
0.72828518 0.38763473
0.73237805 0.39907321
0.70971672 0.33633136
0.72197959 0.37008567
0.72215198 0.370564
0.71776284 0.35841467
0.7206407 0.36637363

0.71285866 0.3449223
0.73328031 0.4015987
0.7106485 0.33887444

0.72445803 0.37697104
0.73073774 0.3944853
0.67872579 0.25477994
0.74547732 0.43581495
0.71907757 0.36204717
0.73522443 0.40704427
0.71602757 0.35362986
0.82207087 0.6423422
0.71928235 0.36261349
0.71966521 0.36367271
0.72348606 0.37426874
0.72575415 0.38057848
0.72066823 0.36644991
0.71789414 0.35877719
0.73322748 0.40145077
0.68739145 0.27688754
0.73365925 0.40265972
0.76979984 0.50376847
0.74455375 0.43322189



0.77016549 0.50478061
0.72483473 0.37801906
0.72492385 0.37826705
0.72635906 0.38226352
0.73840804 0.41597103
0.72317347 0.37340022
0.69963338 0.30909797
0.72882137 0.38913139
0.72017441 0.36508218
0.71341254 0.34644126
0.72417478 0.37618327
0.72193515 0.36996235
0.72427066 0.37644993
0.72293116 0.37272717
0.71586731 0.35318852
0.71049709 0.33846091
0.71436785 0.34906415
0.72487407 0.37812851
0.72709129 0.38430445
0.74286168 0.42847111
0.72305918 0.37308274
0.71996855 0.36451224
0.7288093 0.38909769

0.72544477 0.379717
0.72352429 0.37437499
0.71990113 0.36432563
0.82127512 0.64034979
0.81578352 0.62648622

0.725685 0.3803859
0.7136658 0.34713624

0.72872843 0.38887192
0.70570553 0.32543214
0.71766875 0.35815494
0.72423214 0.37634279
0.7238592 0.37530585

0.72684034 0.38360484
0.77327423 0.5133691
0.73038294 0.39349352
0.72428535 0.37649076
0.71563583 0.35255124
0.72545349 0.37974128
0.72565654 0.38030665
0.69724009 0.3027205
0.73059642 0.39409025
0.73406719 0.40380218
0.73024598 0.39311076
0.7236748 0.37479328

0.73988927 0.42012727



0.73432372 0.40452072
0.72146853 0.36866811
0.71725191 0.35700467
0.72191923 0.36991819
0.72121919 0.36797679
0.72282063 0.37242019
0.76332102 0.48577358
0.72299938 0.37291665
0.69874939 0.30673817
0.70159563 0.31435317
0.7238572 0.37530029

0.73052487 0.39389022
0.72051127 0.36601509
0.72183768 0.36969197
0.73002544 0.39249448
0.72704834 0.38418469
0.71967883 0.36371039
0.72938106 0.3906943
0.7143152 0.34891952

0.49046787 0.00544952
0.72590323 0.38099367
0.73707187 0.41222323
0.75753546 0.46962277
0.71949716 0.36320772
0.71199181 0.34254767
0.73258629 0.399656
0.72479942 0.37792081
0.74438071 0.43273604
0.71416339 0.34850248
0.72100475 0.3673824
0.74135945 0.42425379
0.77231025 0.51070922
0.71905948 0.36199715

0.7096 0.33601308
0.72966157 0.39147784
0.74111443 0.42356598
0.74111443 0.42356598
0.72277186 0.37228477
0.72722417 0.38467495
0.72082077 0.36687254
0.80386067 0.59573194
0.71977403 0.36397384
0.82377946 0.64660592
0.72453336 0.3771806
0.73165535 0.39705128
0.72281524 0.37240524
0.72936537 0.39065049
0.72877592 0.38900451



0.71151334 0.34123838
0.73624594 0.40990745
0.7279189 0.38661266

0.72149087 0.36873004
0.72132184 0.36826137
0.72582487 0.38077543
0.72688817 0.38373816
0.7287867 0.38903461

0.71375715 0.34738698
0.71911467 0.36214977
0.71678482 0.35571652
0.72765534 0.38587742
0.73185849 0.39761954
0.71733862 0.35724391
0.71767739 0.35817879
0.74888234 0.44537332
0.72048979 0.36595559
0.72748636 0.38540612
0.72882645 0.38914559
0.76185193 0.48167886
0.7325935 0.39967617
0.6988757 0.30707506

0.70833734 0.33257426
0.73192531 0.39780646
0.77870722 0.52829993
0.71865394 0.36087606
0.64314392 0.17187027
0.72634149 0.38221457
0.74409659 0.43193829
0.74215742 0.4264939
0.72590701 0.38100421
0.73300902 0.40083922
0.72828882 0.38764489
0.7171138 0.3566237

0.72582548 0.38077711
0.70947246 0.3356654
0.72648309 0.38260916
0.73022213 0.3930441
0.71484507 0.3503758
0.73355787 0.40237584
0.73370557 0.40278942
0.71860335 0.36073623
0.71402257 0.34811574
0.7076606 0.33073438

0.71229252 0.34337105
0.71624348 0.35422459

0.726301 0.38210177
0.7260281 0.38134148



0.55754618 0.04137767
0.72619107 0.38179549
0.73011846 0.3927544
0.72815534 0.38727239
0.73427236 0.40437686
0.71094279 0.33967845
0.69076949 0.28566919
0.75988338 0.47618495
0.71774762 0.35837266
0.71777043 0.35843564
0.72369912 0.37486089
0.7185989 0.36072395

0.70833536 0.33256888
0.71192452 0.34236348
0.67631516 0.24874582
0.71235042 0.34352964
0.72504537 0.37860524
0.70930213 0.33520114
0.71989953 0.3643212
0.72642381 0.38244396
0.71782849 0.35859593

0.700054 0.31022249
0.72237366 0.37117925
0.73026273 0.39315758
0.71160017 0.34147592
0.72326376 0.37365104
0.7217174 0.36935831

0.73258968 0.39966546
0.71815632 0.3595012
0.72949992 0.3910263
0.71579391 0.35298642
0.72012673 0.36495016
0.6876035 0.27743621
0.719287 0.36262637

0.7138635 0.34767895
0.71288427 0.3449925
0.72139518 0.36846472
0.79352878 0.56841376
0.7311459 0.39562647

0.70980876 0.33658238
0.72211693 0.37046673
0.71557633 0.35238746
0.72598706 0.38122716
0.73259886 0.39969118
0.72267252 0.37200892
0.68546105 0.2719089
0.72911362 0.38994742
0.72585792 0.38086746



0.70776546 0.33101932
0.86706604 0.74781995
0.72666654 0.38312041
0.75665645 0.46716369
0.72337552 0.37396158
0.73357481 0.40242328
0.70077821 0.31216119
0.71841657 0.36022012
0.72723146 0.38469528
0.72060845 0.36628427
0.70827045 0.33239232
0.7190802 0.36205443

0.71291773 0.34508423
0.71502976 0.3508837
0.72642183 0.38243845
0.7415568 0.42480777

0.71939928 0.36293694
0.73169043 0.3971494
0.71206826 0.34275696
0.72019228 0.36513166
0.72315431 0.37334699
0.7068803 0.32861581

0.73069189 0.39435713
0.7287093 0.38881852

0.73862195 0.41657114
0.7166663 0.35538978

0.71028722 0.33788794
0.71695164 0.35617648
0.71247999 0.34388457
0.69650614 0.30077206
0.71304082 0.34542172
0.71910681 0.36212802
0.6963015 0.30022942

0.82919493 0.65998943
0.7171062 0.35660274

0.72658726 0.38289944
0.71239707 0.34365742
0.73681971 0.41151613
0.74314067 0.42925439
0.72948671 0.39098939
0.72266909 0.3719994
0.73188714 0.39769968
0.72196053 0.37003277
0.71434838 0.34901066
0.71702145 0.356369
0.72909405 0.38989276
0.68529566 0.27148375
0.72603032 0.38134766



0.73682853 0.41154087
0.72825109 0.38753959
0.7220024 0.37014895

0.71954868 0.36335026
0.73454313 0.40513535
0.72984749 0.39199725
0.68856522 0.27992906
0.7842555 0.54343043

0.71931946 0.36271615
0.71188733 0.34226168
0.71536808 0.35181436
0.72787485 0.38648979
0.71306843 0.34549742
0.70372214 0.32007379
0.72529016 0.37928657
0.71872731 0.36107883
0.7080856 0.33188959

0.70946503 0.33564513
0.72468014 0.37758891
0.72468014 0.37758891
0.7321139 0.3983341

0.72772428 0.38606972
0.69929656 0.30819824
0.7128369 0.34486266

0.71836955 0.36009022
0.72185758 0.36974717
0.72815036 0.38725851
0.71996793 0.36451054
0.74892659 0.4454975
0.72890047 0.38935225
0.72271394 0.37212393
0.72386604 0.37532487
0.71119236 0.34036062
0.72600981 0.38129053
0.71306556 0.34548956
0.68159662 0.26203365
0.72946484 0.39092831
0.81756967 0.63101693
0.71086017 0.3394527
0.72921496 0.39023041
0.71425497 0.34875405
0.71919637 0.3623757
0.7190248 0.36190124

0.73167366 0.39710251
0.73251555 0.39945801
0.72308073 0.3731426
0.72291002 0.37266846
0.7206651 0.36644123



0.71781156 0.35854917
0.7258448 0.38083094

0.71152219 0.34126259
0.7254775 0.37980812

0.72366184 0.37475726
0.70000307 0.31008627
0.69699104 0.30205893
0.68763854 0.27752691
0.70911308 0.33468607
0.71426205 0.3487735
0.72617952 0.3817633
0.7220175 0.37019086

0.73693097 0.41182813
0.71855449 0.3606012
0.72268836 0.3720529
0.73078057 0.39460503
0.72638558 0.38233744
0.74236577 0.42707884
0.71713194 0.35667373
0.72390904 0.37544441
0.72950353 0.39103636
0.7206704 0.36645591
0.7300275 0.39250021

0.76496539 0.49035103
0.73594073 0.40905185
0.71756744 0.35787532
0.71962242 0.36355428
0.72133884 0.36830849
0.71287522 0.34496769
0.75205407 0.45427091
0.71649614 0.35492076
0.72660353 0.3829448
0.76250808 0.48350831
0.73598156 0.40916629
0.70640384 0.32732373
0.71545424 0.35205145
0.72323804 0.3735796
0.77545014 0.51936154
0.7106723 0.33893944

0.73436999 0.40465032
0.71944512 0.36306375
0.7234244 0.3740974

0.71274456 0.34460954
0.71599634 0.35354384
0.72433421 0.37662666
0.72772937 0.38608393
0.72788763 0.38652544
0.73609107 0.40947327



0.72200819 0.37016501
0.718381 0.36012184

0.71022315 0.33771304
0.71963261 0.3635825
0.72185248 0.36973301
0.74661883 0.43901976
0.71392273 0.34784158
0.70561874 0.32519723
0.71642686 0.35472984
0.72239544 0.37123972
0.72848317 0.38818731
0.73771975 0.41404028
0.71504588 0.35092802
0.71504588 0.35092802
0.71655334 0.35507843
0.7115066 0.34121995

0.71670541 0.35549758
0.70774073 0.33095211
0.71429677 0.34886887
0.71284075 0.3448732
0.72369047 0.37483684
0.71620455 0.35411734
0.70179951 0.3149005
0.71780102 0.35852008
0.70356215 0.31964251
0.70223154 0.31606114
0.73074457 0.39450439
0.72104408 0.3674914
0.71775177 0.35838412
0.70829898 0.3324699
0.72716488 0.38450963
0.71712406 0.35665201
0.71096807 0.33974754
0.70177078 0.31482336
0.72108469 0.36760396
0.7174213 0.35747204

0.71445852 0.3493133
0.7181537 0.35949395

0.71322651 0.34593096
0.70892079 0.33416232
0.71249108 0.34391496
0.71497956 0.35074562
0.72510756 0.37877832
0.7012184 0.3133411

0.71578155 0.3529524
0.72951785 0.39107637
0.70970854 0.33630905
0.72200129 0.37014586



0.71192343 0.3423605
0.71055046 0.33860668
0.71738025 0.35735877
0.71369194 0.34720801
0.72652253 0.38271907
0.71374524 0.3473543
0.73109983 0.39549766
0.73865432 0.41666197
0.72292566 0.37271188
0.72349718 0.37429965
0.72697139 0.38397015
0.71104911 0.33996905
0.71164036 0.34158586
0.70691624 0.32871332
0.71523573 0.35145022
0.72810859 0.38714194
0.72127101 0.36812046
0.71240756 0.34368617
0.72277794 0.37230164
0.70275078 0.31745749
0.68131254 0.26131267
0.72200594 0.37015877
0.74183272 0.42558235
0.72468851 0.37761221
0.72468851 0.37761221
0.72468851 0.37761221
0.70486696 0.32316404
0.72405192 0.37584166
0.72273323 0.3721775
0.71780971 0.35854408
0.72674916 0.38335069
0.69992403 0.30987491
0.70185771 0.3150568
0.72013175 0.36496405
0.70202483 0.3155057
0.68717707 0.27633317
0.71888524 0.36151541
0.72164597 0.36916019
0.71979606 0.36403483
0.70726825 0.32966873
0.7188795 0.36149954
0.7485158 0.4443446

0.70564897 0.32527905
0.74227447 0.42682251
0.72429557 0.3765192
0.71395145 0.34792044
0.69985301 0.30968502
0.71164334 0.34159402



0.72664471 0.38305957
0.7152109 0.35138193

0.71062433 0.33880842
0.73728254 0.41281403
0.71476631 0.35015927
0.71582885 0.35308261
0.72936631 0.39065311
0.71230237 0.34339803
0.70888121 0.33405452
0.73765704 0.41386439
0.71401632 0.34809857
0.69244863 0.29006593
0.71943525 0.36303644
0.79358082 0.56855281
0.74619588 0.43783237
0.7010254 0.31282364

0.72393533 0.37551751
0.69907671 0.30761137
0.71867807 0.36094274
0.70641312 0.32734889
0.70814324 0.33204633
0.70724067 0.32959387
0.70974799 0.33641665
0.71998928 0.36456962
0.70367406 0.31994416
0.70367406 0.31994416
0.69319548 0.29202802
0.71568965 0.35269941
0.73364811 0.40262852
0.72623796 0.38192611
0.71847121 0.36037111
0.71482884 0.35033118
0.73903697 0.41773558
0.7014516 0.31396666

0.75640369 0.46645634
0.68623687 0.27390625
0.72269179 0.37206242
0.70987004 0.33674954
0.69674838 0.30141474
0.70379927 0.32028177
0.71933036 0.3627463
0.71299933 0.34530793
0.71889488 0.36154205
0.70961979 0.33606705
0.70233177 0.31633056
0.71619399 0.35408825
0.71979217 0.36402405
0.71161749 0.3415233



0.71542743 0.35197769
0.70499193 0.32350182
0.70972868 0.33636397
0.72673543 0.38331242
0.69640947 0.30051569
0.70007468 0.3102778
0.7095065 0.33575819

0.72174409 0.36943235
0.70784693 0.33124075
0.69830611 0.30555668
0.71454966 0.34956376
0.67841037 0.25398741
0.72136651 0.36838521
0.71767211 0.35816422
0.70713301 0.3293016
0.70778806 0.33108073
0.70592742 0.32603292
0.71995467 0.36447383
0.6885895 0.27999209
0.7219586 0.37002741

0.70259909 0.3170494
0.72162635 0.36910578
0.71762713 0.35804007
0.70280711 0.31760907
0.71884377 0.36140075
0.70850321 0.33302556
0.71977963 0.36398935
0.69168257 0.2880575
0.71457491 0.34963316
0.71592702 0.35335295
0.71214557 0.34296864
0.71039171 0.33817319
0.72086014 0.36698164
0.71367024 0.34714845
0.70737642 0.32996247
0.71582158 0.35306262
0.71145622 0.34108215
0.71842793 0.3602515
0.71227823 0.34333191
0.70846802 0.33292981
0.70840165 0.33274922
0.73285379 0.4004047
0.69066805 0.28540425
0.71530984 0.35165414
0.72133112 0.36828711
0.73491699 0.40618278
0.83557088 0.67548751
0.70492444 0.32331939



0.81264316 0.61847095
0.72467737 0.37758122
0.72467737 0.37758122
0.70697542 0.32887389
0.70098507 0.31271552
0.70864687 0.33341654
0.70864687 0.33341654
0.70036278 0.3110487
0.70136913 0.31374541
0.70837055 0.3326646
0.72456181 0.37725974
0.72100881 0.36739364

0.674755 0.24486908
0.7085377 0.33311942

0.76806388 0.49895788
0.71393212 0.34786735
0.71518369 0.35130708
0.7280545 0.38699102

0.70481072 0.32301208
0.71847339 0.36037711
0.71357821 0.34689586

0.699225 0.30800721
0.7782882 0.52715225

0.80618017 0.60178242
0.71164604 0.3416014
0.71668122 0.35543091
0.70663716 0.3279563
0.70423047 0.32144506
0.69941605 0.30851736
0.70245826 0.31667065
0.70470051 0.32271429
0.72307912 0.37313813
0.7146969 0.34996847

0.71889578 0.36154453
0.71042256 0.3382574
0.73123969 0.39588875
0.71893422 0.36165082
0.90364717 0.82342241
0.7106172 0.33878893

0.71189651 0.34228681
0.69395132 0.2940177
0.7180499 0.35920729

0.70354377 0.31959297
0.73505926 0.40658142
0.72216971 0.3706132
0.69837008 0.30572709
0.69680874 0.30157494

0.716037 0.35365582



0.70922324 0.33498619
0.68852184 0.27981645
0.70589734 0.32595147
0.73697617 0.41195488
0.70001922 0.31012947
0.71199813 0.34256499
0.70205318 0.31558185
0.71718265 0.35681363
0.70683502 0.32849297
0.70839315 0.33272608
0.70839315 0.33272608
0.70253713 0.31688274
0.71105105 0.33997434
0.70350975 0.31950127
0.71096681 0.3397441
0.66099123 0.21171508
0.70237761 0.31645379
0.70359003 0.31971766
0.70504756 0.3236522
0.70987501 0.33676309
0.72255817 0.37169146
0.71751402 0.3577279
0.72290152 0.37264483
0.70966363 0.3361866
0.71180446 0.34203488
0.70163339 0.31445451
0.70163339 0.31445451
0.71304446 0.3454317
0.71845575 0.36032837
0.7136382 0.34706049

0.70332967 0.31901605
0.69540169 0.29784674
0.71728722 0.35710209
0.68640667 0.27434401
0.67412688 0.24331475
0.70510949 0.32381963
0.7263915 0.38235392

0.70632826 0.32711886
0.71556404 0.35235365
0.71153791 0.34130558
0.72442221 0.37687142
0.71426068 0.34876971
0.71641484 0.35469672
0.70451221 0.32220568
0.7094764 0.33567613

0.71426559 0.34878322
0.684396 0.26917489

0.7042647 0.32153743



0.66737373 0.22684707
0.70151542 0.3141379
0.71109089 0.34008323
0.70375122 0.32015219
0.71362847 0.3470338
0.7175114 0.35772068

0.70805661 0.33181075
0.70110448 0.31303564
0.69839652 0.30579754
0.72230821 0.37099759
0.71913883 0.36221657
0.69216229 0.28931471
0.71072467 0.3390825
0.77454822 0.51687962
0.70866753 0.33347279
0.7066426 0.32797105

0.68594137 0.27314491
0.70434034 0.32174162
0.71746731 0.357599
0.71068997 0.33898772
0.7313063 0.39607504

0.70740404 0.33003747
0.70189443 0.3151554
0.70392856 0.32063046
0.70392856 0.32063046
0.70392856 0.32063046
0.71672707 0.35555729
0.69266045 0.290622
0.71554674 0.35230602
0.7017633 0.31480327

0.74288176 0.42852749
0.69738042 0.30309342
0.70671834 0.32817648
0.70790065 0.33138676
0.70435298 0.32177574
0.69968002 0.30922261
0.7146106 0.34973125

0.71649655 0.35492191
0.71325382 0.34600585
0.70517331 0.32399221
0.74176187 0.42538346
0.69355293 0.29296847
0.70100146 0.31275947
0.70192743 0.31524404
0.70746984 0.33021618
0.78059517 0.53346257
0.69552631 0.29817641
0.71410712 0.34834794



0.70046318 0.31131747
0.71157439 0.34140538
0.70717758 0.32942258
0.72203909 0.37025074
0.72294621 0.37276895
0.70627713 0.3269803
0.70925216 0.335065
0.70261867 0.31710207
0.70012966 0.31042489
0.7040608 0.32098721

0.70089993 0.31248733
0.70895921 0.33426694
0.71487764 0.35046536
0.69459127 0.29570543
0.70439652 0.3218933
0.72013895 0.36498399
0.71392168 0.34783868
0.70756545 0.33047589
0.71564158 0.35256706
0.70710832 0.32923457
0.68190381 0.26281405
0.70371376 0.3200512
0.76463664 0.48943641
0.76463664 0.48943641
0.70941502 0.33550882
0.71150688 0.34122072
0.69724148 0.30272418
0.69627478 0.3001586
0.71834483 0.36002193
0.7070373 0.32904184

0.71343288 0.34649708
0.7038356 0.32037974

0.69479624 0.29624659
0.68818882 0.27895256
0.72245785 0.37141293
0.71231643 0.34343655
0.71296041 0.34520124
0.70843534 0.33284087
0.65794676 0.20465366
0.69884541 0.30699425
0.6891366 0.28141346

0.71374456 0.34735242
0.69244101 0.29004593
0.71355673 0.34683691
0.71355673 0.34683691
0.70968262 0.33623838
0.72037265 0.36563114
0.71633096 0.35446561



0.70314967 0.31853123
0.79465417 0.57141714
0.71824881 0.35975667
0.70465361 0.32258761
0.70725137 0.3296229
0.73402241 0.40367674
0.70255359 0.31692702
0.71902211 0.36189383
0.6937884 0.2935885

0.72688179 0.38372039
0.69898396 0.30736388
0.69094216 0.28612037
0.69869926 0.3066045
0.70377075 0.32020485
0.70838914 0.33271519
0.70767887 0.33078404
0.72178041 0.36953308
0.71081868 0.33933934
0.70743062 0.33010965
0.69854576 0.30619527
0.70653866 0.32768922
0.64966428 0.18598386
0.68908179 0.28127098
0.66514321 0.22150955
0.70489606 0.3232427
0.69715695 0.3024996
0.71526771 0.35153821
0.72390821 0.37544211
0.71199731 0.34256274
0.71494901 0.35066161
0.71621975 0.3541592
0.71063354 0.33883356
0.79152158 0.56304112
0.72988263 0.39209542
0.69852151 0.30613063
0.71175547 0.34190083
0.70950724 0.33576021

0.70674 0.32823523
0.70793688 0.33148524
0.68565245 0.27240122
0.71355662 0.3468366
0.67990706 0.2577559
0.70792223 0.33144542
0.69331527 0.29234309
0.68632702 0.27413863
0.7092459 0.33504793

0.71327513 0.34606432
0.69676687 0.30146382



0.69829889 0.30553743
0.71109369 0.3400909
0.69153034 0.28765889
0.68845763 0.27964983
0.69820596 0.30528991
0.68433024 0.2690064
0.69758026 0.30362473
0.69410926 0.29443398
0.7683604 0.4997802

0.68976594 0.28305132
0.70286141 0.31775519
0.68993087 0.28348106
0.70840112 0.33274777
0.69883354 0.30696259
0.70320097 0.31866938
0.70320097 0.31866938
0.70582617 0.32575874
0.70914287 0.33476722
0.69673547 0.30138049
0.6992516 0.30807821

0.77107365 0.50729271
0.7181143 0.35938515

0.70680566 0.32841332
0.70579263 0.32566795
0.71420571 0.34861872
0.69668905 0.30125731
0.67837237 0.253892
0.68751148 0.27719806
0.69896943 0.30732511
0.70456843 0.32235753
0.70747319 0.33022526
0.69783847 0.3043116
0.70664477 0.32797695
0.71104229 0.33995039
0.71436802 0.34906462
0.69757742 0.30361718
0.72105668 0.36752632
0.70509167 0.32377146
0.7146387 0.34980849

0.70565558 0.32529693
0.70310241 0.31840397
0.70032244 0.31094072
0.72237547 0.37118428
0.70134071 0.31366916
0.74699662 0.44008033
0.71142235 0.34098952
0.6938257 0.29368676

0.71108934 0.340079



0.72274275 0.37220392
0.70277064 0.31751093
0.71379289 0.34748511
0.70942436 0.33553427
0.7004941 0.31140026

0.69726372 0.30278328
0.6994564 0.30862514

0.70623905 0.32687712
0.73711387 0.41234103
0.70049717 0.31140848
0.71908021 0.36205446
0.70214222 0.31582109
0.70038211 0.31110044
0.70797574 0.3315909
0.71161521 0.34151706
0.71263388 0.34430623
0.70883005 0.33391524
0.71429151 0.34885443
0.72586521 0.38088777
0.71206635 0.34275173
0.70577906 0.3256312
0.71001827 0.33715394
0.69943199 0.30855993
0.70173878 0.31473744
0.71806463 0.35924795
0.70929373 0.33517827
0.70527046 0.32425494
0.70862264 0.33335061
0.72583973 0.38081681
0.7036487 0.31987581
0.6967441 0.3014034

0.68229708 0.26381434
0.69610241 0.29970176
0.71330589 0.3461487
0.6846666 0.26986867
0.6902307 0.28426278

0.71998244 0.3645507
0.7240255 0.37576819

0.70363547 0.31984014
0.6914042 0.28732874

0.70697159 0.32886351
0.69005311 0.28379969
0.69277777 0.29093014
0.70594738 0.32608697
0.70594738 0.32608697
0.7043007 0.32163461

0.69877231 0.30679928
0.70481621 0.32302689



0.69266879 0.29064392
0.71543251 0.35199167
0.72154262 0.36887356
0.70551449 0.3249151
0.73444949 0.40487303
0.73173063 0.39726186
0.70298933 0.31809951
0.70784654 0.33123967
0.70230883 0.3162689
0.69825162 0.30541153
0.69825162 0.30541153
0.69825162 0.30541153
0.69825162 0.30541153
0.69825162 0.30541153
0.69365257 0.29323079
0.69866598 0.30651576
0.70154103 0.31420662
0.70600661 0.32624741
0.68961856 0.28266752
0.70247946 0.31672765
0.68700556 0.27588994
0.69490374 0.29653053
0.72866963 0.38870778
0.72704661 0.38417986
0.71644442 0.35477824
0.69948355 0.30869764
0.68672491 0.27516515
0.69631496 0.30026511
0.71541056 0.35193125
0.69394483 0.29400061
0.71298276 0.34526251
0.70459007 0.32241596
0.71552952 0.35225863
0.69934312 0.30832259
0.70355648 0.31962722
0.69874104 0.30671589
0.70659892 0.32785261
0.70509584 0.32378273
0.70355139 0.3196135
0.67677957 0.24990417
0.70261079 0.31708086
0.72455552 0.37724222
0.70967914 0.33622888
0.71652313 0.35499516
0.70243494 0.31660795
0.70590586 0.32597453
0.69921309 0.3079754
0.67984638 0.25760271



0.69948312 0.3086965
0.69652239 0.30081516
0.7050094 0.32354905

0.68575868 0.27267458
0.70967043 0.33620514
0.70306065 0.31829151
0.7096858 0.33624706

0.79317826 0.567477
0.68062349 0.25956676
0.68803213 0.27854636
0.77317633 0.51309911
0.71237371 0.34359344
0.70468676 0.32267716
0.69652372 0.30081868
0.70245506 0.31666205
0.70765681 0.33072409
0.70754539 0.33042138
0.66257482 0.21542873
0.68088548 0.26023012
0.69318056 0.29198878
0.71749204 0.35766723
0.71498978 0.35077374
0.70077249 0.31214587
0.70742351 0.33009034
0.70744848 0.33015816
0.69496019 0.29667964
0.69377594 0.29355568
0.70070869 0.31197495
0.81491516 0.62427616
0.69602347 0.29949264
0.7002457 0.31073536

0.69954236 0.30885476
0.69191547 0.28866768
0.69191547 0.28866768
0.69191547 0.28866768
0.70462943 0.32252229
0.69817565 0.30520919
0.71245661 0.34382054
0.6991959 0.3079295

0.69077128 0.28567387
0.7046379 0.32254517

0.70250866 0.31680617
0.691168 0.28671081

0.69765348 0.30381947
0.6910672 0.28644725

0.69165938 0.28799679
0.701075 0.3129566

0.69398311 0.29410148



0.72020905 0.3651781
0.68952844 0.28243289
0.68856193 0.27992051
0.69125081 0.28692741
0.71269652 0.34447788
0.70505873 0.32368239
0.70366105 0.31990908
0.69706511 0.30225565
0.71643492 0.35475207
0.70721403 0.32952154
0.69721122 0.30264379
0.70522054 0.32411993
0.70938271 0.33542077
0.69871543 0.30664761
0.7097678 0.33647067
0.6911895 0.28676706
0.706464 0.3274868

0.70048261 0.31136949
0.70223123 0.31606031
0.69644006 0.3005968
0.69722874 0.30269033
0.68872026 0.28033161
0.70695953 0.32883078
0.70640339 0.32732252
0.71752531 0.35775906
0.70363519 0.31983937
0.70425593 0.32151378
0.71261067 0.34424262
0.71261067 0.34424262
0.70753525 0.33039383
0.70323228 0.31875371
0.70742124 0.33008418
0.71174044 0.34185969
0.69426944 0.29485632
0.70408515 0.32105289
0.68730918 0.27667476
0.69500387 0.29679505
0.71774052 0.35835307
0.77030007 0.50515303
0.6993425 0.30832093

0.71549174 0.35215466
0.70945428 0.33561584
0.70215149 0.31584601
0.69478167 0.29620812
0.69449571 0.29545324
0.70759111 0.33054559
0.70084779 0.31234761
0.69760141 0.30368097



0.70822759 0.33227573
0.68390522 0.26791817
0.69197531 0.28882451
0.68891638 0.28084105
0.69822512 0.30534095
0.70016425 0.31051741
0.68242674 0.2641444
0.92459081 0.86338989
0.74871217 0.44489573
0.70343201 0.31929179
0.69959826 0.30900411
0.74945002 0.44696634

0.710634 0.33883482
0.69861792 0.30638763
0.70294119 0.31796991
0.70570478 0.32543011
0.70339794 0.31919998
0.69753209 0.30349665
0.69534296 0.29769143
0.70035512 0.3110282
0.69087971 0.28595718
0.72083344 0.36690765
0.69204643 0.28901094
0.70738758 0.32999276
0.70703797 0.32904364
0.70853255 0.3331054
0.73234384 0.39897749
0.69797515 0.30467538
0.71318643 0.34582103
0.70361545 0.31978617
0.68949163 0.28233706
0.72974799 0.39171926
0.70181644 0.31494597
0.69871261 0.30664008
0.68912017 0.28137076
0.67799673 0.25294944
0.70103082 0.31283816
0.70312855 0.31847436
0.69916078 0.30783575
0.68634489 0.27418471
0.69768011 0.3038903
0.68126285 0.26118661
0.69315748 0.29192808
0.69557183 0.29829687
0.70484846 0.32311404
0.69224646 0.28953547

0.705881 0.3259072
0.64894522 0.18440159



0.6954287 0.29791819
0.71452535 0.34949695
0.70707343 0.32913988
0.70340627 0.31922244
0.69810228 0.30501381
0.68385034 0.26777777
0.70184476 0.31502203
0.68951769 0.2824049
0.68770616 0.27770198
0.69846925 0.30599134
0.69846925 0.30599134
0.72662858 0.38301461
0.70929394 0.33517884
0.70234797 0.31637412
0.67591401 0.24774687
0.74043132 0.42164858
0.69958253 0.30896209
0.69520499 0.29732661
0.69677819 0.30149385
0.67866135 0.25461794
0.70816461 0.33210443
0.69370184 0.29336053
0.70371958 0.32006689
0.69222841 0.28948812
0.69841937 0.30585843
0.72740655 0.38518353
0.70255278 0.31692483
0.67137935 0.23656039
0.69235526 0.28982091
0.70052814 0.31149138
0.73470992 0.40560261
0.68174584 0.26241262
0.67472768 0.2448014
0.70849317 0.33299825
0.7023298 0.31632527

0.69896844 0.30732247
0.70825074 0.3323387
0.72577963 0.38064942
0.69527513 0.29751206
0.71284025 0.34487183
0.71293265 0.34512514
0.69311708 0.29182185
0.68963076 0.28269927
0.6902908 0.28441956
0.7047194 0.32276534
0.6904512 0.28483811

0.71275235 0.34463089
0.7268951 0.38375749



0.69846931 0.30599151
0.68243611 0.26416826
0.70278295 0.31754405
0.70576823 0.32560189
0.68020051 0.25849707
0.69101908 0.28632143
0.68274904 0.26496551
0.68356026 0.26703604
0.75974887 0.47580929
0.6933472 0.29242708

0.68868885 0.28025003
0.7022449 0.31609705

0.69556004 0.29826566
0.7046612 0.32260809

0.73829497 0.41565381
0.70239215 0.31649288
0.67238512 0.23902441
0.68924522 0.28169594
0.69325068 0.2921732
0.70056486 0.31158972
0.74138488 0.42432519
0.71461453 0.34974204
0.70004033 0.31018592
0.69251635 0.29024367
0.68961219 0.28265091
0.69589302 0.29914711
0.68455369 0.26957912
0.68998886 0.28363219
0.72775193 0.38614685
0.71864337 0.36084684
0.69817072 0.30519607
0.66748352 0.22711114
0.70273234 0.31740786
0.69410959 0.29443485
0.70071932 0.31200343
0.71060952 0.33876796
0.69676129 0.30144902
0.68578381 0.27273925
0.69885655 0.30702396
0.71399308 0.34803474
0.69511322 0.29708403
0.68773543 0.27777777
0.72043019 0.36579049
0.7232383 0.37358033

0.69773352 0.30403238
0.81406907 0.62211811
0.67373806 0.24235449
0.69900777 0.3074274



0.66939201 0.23172101
0.69713966 0.30245366
0.69662475 0.30108671
0.69206967 0.28907186
0.67105238 0.23576148
0.69213205 0.28923543
0.68816604 0.27889348
0.69012186 0.28397892
0.68974744 0.28300314
0.68659209 0.27482234
0.70841259 0.33277899
0.70098926 0.31272675
0.69123277 0.28688023
0.70150485 0.31410953
0.68771716 0.27773045
0.70177728 0.31484082
0.71274371 0.3446072
0.71307254 0.34550869
0.69672156 0.30134357
0.72450509 0.37710195
0.69590356 0.29917503
0.69324002 0.29214516
0.69849385 0.30605691
0.69840544 0.30582132
0.69021785 0.28422925
0.69638216 0.30044327
0.70011352 0.31038171
0.69676055 0.30144704
0.69688458 0.30177626
0.70637883 0.32725594
0.69189041 0.288602
0.6983101 0.30556731

0.68674279 0.27521131
0.6873486 0.27677671

0.70189917 0.31516814
0.69379548 0.29360715
0.69840935 0.30583173
0.70000181 0.3100829
0.71179646 0.34201299
0.68759497 0.27741412
0.70268607 0.31728337
0.67739789 0.25144949
0.70210951 0.31573319
0.70150774 0.31411729
0.69546492 0.29801401
0.67166409 0.23725696
0.7880075 0.5535875

0.69600713 0.29944935



0.68426742 0.26884545
0.6989979 0.30740106

0.72068941 0.36650858
0.68598216 0.27324997
0.67673274 0.24978728
0.69833591 0.30563606
0.68991921 0.28345065
0.69673461 0.3013782
0.8310683 0.66457238

0.69901308 0.30744157
0.68190227 0.26281015
0.6976948 0.30392938

0.68485367 0.27034862
0.68815619 0.27886795
0.6824487 0.26420033

0.67091163 0.2354179
0.66260721 0.21550499
0.70436787 0.32181594
0.69647308 0.30068438
0.72224483 0.37082167
0.69029835 0.28443926
0.69029835 0.28443926
0.70893868 0.33421103
0.68520135 0.2712414
0.68520135 0.2712414
0.68520135 0.2712414
0.69846852 0.3059894
0.69372729 0.29342756
0.69271767 0.29077228
0.68517972 0.27118583
0.68921411 0.28161503
0.67024563 0.23379484
0.69454595 0.29558583
0.6960872 0.29966147

0.69159451 0.28782691
0.69815517 0.30515465
0.68671389 0.27513671
0.70448416 0.32212993
0.6889112 0.2808276

0.70887753 0.33404452
0.68942976 0.28217606
0.69557866 0.29831493
0.69418701 0.29463895
0.69272392 0.29078869
0.69760503 0.30369061
0.68650815 0.27460578
0.68822564 0.27904803
0.68750909 0.27719187



0.68593081 0.27311771
0.68354119 0.26698732
0.70349378 0.31945825
0.70815657 0.33208258
0.69247344 0.29013105
0.68128903 0.26125302
0.70120461 0.31330413
0.68780208 0.27795036
0.71736487 0.35731633
0.69735054 0.30301402
0.69663231 0.30110676
0.67758507 0.25191798
0.71561371 0.35249034
0.68784057 0.27805005
0.68161263 0.26207431
0.6809364 0.26035911
0.6689225 0.23058349

0.69664886 0.30115067
0.68977434 0.28307322
0.69679071 0.30152708
0.68091602 0.26030748
0.6950897 0.29702187

0.62790028 0.14102239
0.67828089 0.25366233
0.69049557 0.28495389
0.69097995 0.28621916
0.68473519 0.2700446
0.69176216 0.28826597
0.68390635 0.26792108
0.69622979 0.30003935
0.68473998 0.27005689
0.68949762 0.28235265
0.69688485 0.30177698
0.71129023 0.34062822
0.69096994 0.28619299
0.70007588 0.31028102
0.68446578 0.26935375
0.6903007 0.28444537

0.69894127 0.30724996
0.68461292 0.26973099
0.67114629 0.23599083
0.68513779 0.27107813
0.73374326 0.40289496
0.69021354 0.284218
0.69930946 0.30823269
0.69605513 0.29957649
0.67532097 0.24627278
0.68428532 0.26889133



0.69494773 0.29664673
0.69074154 0.28559617
0.69751512 0.30345153
0.67942166 0.25653153
0.69806033 0.30490212
0.70961062 0.33604205
0.68530522 0.27150832
0.69425671 0.29482275
0.69833595 0.30563616
0.71574804 0.35286013
0.69508995 0.29702254
0.69675088 0.30142137
0.69891828 0.30718863
0.68213482 0.26340146
0.70572767 0.32549209
0.68880867 0.28056122
0.68714342 0.2762462
0.69197016 0.288811
0.66597599 0.22349625
0.7228374 0.37246677

0.68955455 0.28250085
0.68980239 0.28314627
0.69927191 0.30813245
0.68523035 0.27131591
0.69511703 0.29709412
0.6977096 0.30396874

0.69369819 0.29335091
0.70543822 0.32470874
0.66607645 0.2237364
0.70199805 0.31543375
0.6920358 0.28898306

0.68273783 0.26493693
0.69226788 0.28959166
0.81604026 0.62713873
0.69982615 0.30961319
0.66787149 0.22804525
0.70747633 0.3302338
0.68225938 0.26371838
0.67230854 0.23883645
0.69223346 0.28950139
0.6741675 0.24341517

0.69667454 0.30121881
0.70341828 0.3192548
0.67609487 0.24819706
0.68100052 0.26052156
0.70341403 0.31924332
0.65286961 0.19311306
0.68752228 0.27722601



0.63750895 0.16010823
0.68802385 0.2785249
0.69661185 0.30105247
0.77148643 0.50843369
0.69069474 0.28547394
0.68795187 0.2783384
0.69131416 0.28709315
0.71764741 0.35809604
0.70135451 0.31370616
0.69116187 0.28669477
0.68967614 0.28281743
0.68811405 0.2787587
0.89343322 0.80313638
0.68534963 0.27162245
0.69148446 0.28753881
0.67728163 0.25115866
0.6987722 0.30679899
0.6901631 0.28408646

0.65547712 0.19900268
0.69313862 0.29187849
0.67804361 0.25306699
0.69868078 0.30655521
0.67797254 0.2528888
0.67115884 0.23602148
0.69082545 0.2858154
0.68158674 0.26200856
0.68967177 0.28280607
0.69074884 0.28561524
0.68400685 0.26817826
0.7385364 0.41633115

0.70167407 0.31456371
0.69244024 0.2900439
0.68955771 0.28250908
0.73157976 0.39683983
0.68010026 0.25824379
0.69756122 0.30357411
0.69366316 0.29325867
0.69456143 0.29562669
0.70256174 0.31694894
0.69805991 0.30490101
0.6967078 0.30130705

0.68418847 0.26864325
0.67309824 0.24077747
0.69257855 0.29040698
0.8528029 0.71593625

0.69277454 0.29092167
0.68059986 0.25950697
0.6948015 0.29626049



0.69075998 0.28564434
0.6837637 0.26755616

0.71722729 0.35693677
0.6881136 0.27875755

0.69521739 0.29735939
0.69637581 0.30042644
0.68631961 0.27411953
0.67839301 0.25394381
0.69152175 0.28763642
0.69452949 0.29554238
0.68207068 0.26323833
0.69339548 0.29255412
0.64419901 0.17411797
0.6900753 0.28385752

0.69772105 0.30399921
0.69366327 0.29325896
0.68940514 0.28211199
0.67541846 0.24651488
0.77771811 0.52558969
0.66656188 0.22489835
0.68976874 0.28305862
0.68515532 0.27112317
0.68695152 0.27575034
0.68343606 0.26671868
0.69239218 0.2899178
0.70679242 0.32837742
0.6996013 0.30901223

0.69658636 0.30098486
0.68008805 0.25821294
0.68008805 0.25821294
0.69048714 0.28493189
0.69211856 0.28920004
0.68760617 0.27744312
0.8242879 0.64787092

0.73562902 0.40817816
0.69858314 0.30629492
0.68641352 0.27436169
0.68849981 0.27975928
0.60779646 0.10525218
0.69776087 0.30410512
0.69429712 0.29492933
0.68671745 0.27514588
0.69381588 0.29366089
0.69297984 0.29146108
0.69297984 0.29146108
0.69297984 0.29146108
0.70629834 0.32703779
0.68471245 0.26998626



0.68355197 0.26701485
0.68300751 0.26562461
0.68948202 0.28231206
0.69680299 0.30155969
0.90123757 0.81868853
0.69930104 0.30821022
0.66826632 0.22899746
0.68039187 0.25898083
0.67809287 0.25319057
0.67071879 0.2349475
0.82154792 0.6410333
0.69647773 0.30069671
0.69803101 0.30482406
0.68953828 0.28245849
0.73024586 0.39311042
0.67751272 0.25173686
0.67571787 0.24725897
0.68748743 0.27713584
0.71897775 0.36177118
0.69483031 0.29633657
0.66828471 0.22904184
0.68809449 0.278708
0.68132268 0.26133838
0.62763988 0.14052263
0.67811698 0.25325104
0.69026745 0.28435864
0.69199314 0.28887123
0.6912839 0.28701398

0.68725751 0.27654115
0.6887426 0.2803896

0.70765496 0.33071907
0.69531277 0.29761158
0.69153374 0.28766781
0.69900771 0.30742724
0.67301288 0.24056736
0.69051269 0.28499859
0.68142177 0.2615898
0.69533268 0.29766422
0.68918454 0.28153814
0.47018231 0.00207484
0.69558782 0.29833917
0.69034139 0.28455153
0.70148834 0.31406523
0.70305378 0.31827303
0.70339777 0.31919953
0.68883431 0.28062781
0.6947483 0.29612001

0.68634974 0.27419723



0.4968443 0.00704097
0.6299621 0.14501238

0.67818542 0.25342274
0.69439073 0.29517625
0.67333828 0.24136865
0.68077971 0.25996224
0.68718893 0.27636382
0.6601244 0.20969399

0.69636299 0.30039245
0.69624613 0.30008265
0.6926735 0.29065627

0.69212925 0.28922807
0.69423402 0.29476292
0.69380743 0.29363863
0.70763209 0.33065692
0.69019095 0.28415911
0.69132296 0.28711616
0.6905801 0.28517459

0.69047252 0.28489375
0.70405452 0.32097024
0.70027134 0.31080397
0.71438625 0.34911471
0.67572396 0.24727412
0.69079591 0.28573821
0.70371825 0.32006331
0.68959991 0.28261894
0.69461763 0.29577501
0.68415175 0.26854922
0.67008022 0.2333924
0.68256114 0.26448671
0.67412518 0.24331056
0.67880034 0.25496738
0.70743966 0.3301342
0.68431596 0.26896981
0.70543583 0.32470226
0.69229707 0.28966824
0.69292658 0.29132112
0.68285463 0.26523471
0.68303035 0.2656829
0.68303035 0.2656829
0.67224257 0.23867459
0.68618422 0.27377054
0.67544464 0.24657992
0.67204554 0.23819138
0.68306603 0.26577392
0.68769961 0.27768502

0.697882 0.30442743
0.69784908 0.30433985



0.68170093 0.26229855
0.6937182 0.2934036

0.68603852 0.27339515
0.68859582 0.28000848
0.67029011 0.23390309
0.66965804 0.23236654
0.69363155 0.29317545
0.68965336 0.28275813
0.66314388 0.21676989
0.6774334 0.25153835

0.68550217 0.27201466
0.66942475 0.23180043
0.68345566 0.26676877
0.6939528 0.29402161
0.6915035 0.28758864

0.69267593 0.29066266
0.69415354 0.2945507
0.67149325 0.23683893
0.68862199 0.28007644
0.68608313 0.27351007
0.67010029 0.23344121
0.68824536 0.27909916
0.68752385 0.27723007
0.68752385 0.27723007
0.68752385 0.27723007
0.68752385 0.27723007
0.68752385 0.27723007
0.68752385 0.27723007
0.68752385 0.27723007
0.68752385 0.27723007
0.68752385 0.27723007
0.64382336 0.17331609
0.67367837 0.24220719
0.68503091 0.27080363
0.69329578 0.29229183
0.68753968 0.27727105
0.69198656 0.28885398
0.71742878 0.35749267
0.68517582 0.27117581
0.68765403 0.27756701
0.68670925 0.27512473
0.68747212 0.27709623
0.70032136 0.31093784
0.68832188 0.27929764
0.68765967 0.2775816
0.70062323 0.31174603
0.68687967 0.27556475
0.70891857 0.33415626



0.6734477 0.24163832
0.67251595 0.23934565
0.69155197 0.28771554
0.71255674 0.34409486
0.67809159 0.25318735
0.68169568 0.26228523
0.68309728 0.26585368
0.68327877 0.26631696
0.71559199 0.35243056
0.68017078 0.25842196
0.68367889 0.2673393
0.6908428 0.28586073

0.68963951 0.28272205
0.68003279 0.25807337
0.69895102 0.30727598
0.69552828 0.29818162
0.69552828 0.29818162
0.69070836 0.28550952
0.69080991 0.28577478
0.67266252 0.23970576
0.69000931 0.2836855
0.69218283 0.28936858
0.67989257 0.25771932
0.68002529 0.25805442
0.69793295 0.30456304
0.70948629 0.33570309
0.68113228 0.26085553
0.6914045 0.28732953

0.67730158 0.25120855
0.69230553 0.28969044
0.67902541 0.2555336
0.67928139 0.2561781
0.69268174 0.29067792
0.69268174 0.29067792
0.69584895 0.2990304
0.71034452 0.33804435
0.67970154 0.25723725
0.69107856 0.28647694
0.68883053 0.280618
0.6867618 0.27526038

0.69363892 0.29319485
0.68433778 0.2690257
0.8214545 0.6407993

0.68247117 0.26425755
0.72096371 0.36726865
0.72096371 0.36726865
0.67918441 0.25593386
0.69851185 0.30610489



0.6851121 0.27101214
0.64833063 0.18305423
0.67767644 0.2521468
0.69496157 0.29668331
0.67121282 0.23615335
0.67369658 0.24225213
0.67726358 0.25111351
0.67634631 0.24882345
0.68354608 0.2669998
0.67261104 0.23957926
0.69785401 0.30435295
0.67945147 0.25660665
0.67384074 0.24260794
0.66827239 0.2290121
0.68131869 0.26132827
0.6997395 0.30938156
0.6807061 0.25977587

0.67526636 0.24613721
0.66854972 0.22968191
0.6982078 0.30529482

0.67442519 0.24405247
0.70007599 0.31028132
0.67705965 0.25060371
0.68001736 0.25803439
0.67510203 0.24572943
0.66950376 0.23199209
0.67532118 0.24627332
0.66080658 0.21128387
0.66995658 0.23309178
0.68416397 0.26858052
0.69104624 0.28639243
0.67654906 0.24932898
0.68120206 0.26103246
0.68508774 0.27094957
0.69142345 0.28737913
0.64299802 0.17156057
0.68992327 0.28346124
0.69332601 0.29237134
0.66309959 0.2166654
0.67560423 0.24697647
0.75868663 0.47284137
0.68979509 0.28312727
0.68494523 0.27058365
0.67395772 0.24289681
0.67950729 0.25674736
0.7277653 0.38618416

0.68638574 0.27429005
0.70312795 0.31847273



0.68413593 0.26850872
0.68920723 0.28159713
0.67004203 0.23329954
0.66660668 0.22500569
0.67999085 0.25796746
0.66986049 0.23285825
0.64700347 0.18016055
0.67541408 0.24650401
0.67908207 0.25567621
0.68874717 0.28040148
0.65346843 0.19445856
0.6658711 0.22324563

0.67740167 0.25145894
0.68695919 0.27577014
0.69822973 0.30535323
0.68378637 0.26761414
0.67567962 0.24716388
0.68217898 0.2635138
0.68051241 0.25928571
0.67780861 0.25247789
0.68028323 0.25870615
0.68716559 0.27630351
0.69330561 0.29231768
0.67843638 0.25405273
0.67913186 0.25580154
0.68381202 0.26767976
0.67539482 0.24645618
0.7058845 0.32591668

0.68010995 0.25826826
0.67465064 0.24461057
0.67160215 0.23710537
0.67388952 0.24272837
0.68978468 0.28310013
0.69850652 0.30609067
0.68784272 0.27805561
0.69647939 0.30070111
0.67415746 0.24339034
0.44955292 0.0005455
0.68625468 0.27395214
0.67338125 0.24147454
0.68378435 0.26760898
0.66319257 0.21688482
0.69080365 0.28575843
0.68100438 0.26053134
0.67286759 0.24020993
0.68728522 0.27661278
0.68280186 0.26510016
0.68251572 0.26437102



0.68006026 0.25814274
0.63899318 0.16316629
0.68550031 0.27200986
0.68616099 0.27371067
0.67526208 0.24612659
0.68567126 0.27244962
0.68586545 0.27294943
0.66327449 0.21707823
0.68356187 0.26704016
0.68504817 0.27084796
0.68135957 0.26143198
0.68465308 0.269834
0.68616485 0.27372063
0.67922323 0.25603163
0.7011317 0.31310861

0.66165031 0.21325735
0.68367426 0.26732745
0.69048725 0.28493218
0.69236763 0.28985337
0.68431189 0.26895939
0.67607865 0.24815669
0.67636454 0.24886891
0.67243627 0.23915
0.66951911 0.23202932
0.67459331 0.2444686
0.67482704 0.24504759
0.6732988 0.24127138
0.6763558 0.24884711

0.66404417 0.21889886
0.67407386 0.24318372
0.68127566 0.26121912
0.67014984 0.23356177
0.67368795 0.24223084
0.68255859 0.2644802
0.66434459 0.2196112
0.68877679 0.28047842
0.67690911 0.25022764
0.67123322 0.23620321
0.70293303 0.31794795
0.69950714 0.30876068
0.68507087 0.27090624
0.66982998 0.23278414
0.66902402 0.23082927
0.69686263 0.30171799
0.69686263 0.30171799
0.65173339 0.19057181
0.69218128 0.28936453
0.68652849 0.27465825



0.671854 0.23772199
0.6674317 0.22698648

0.67960681 0.25699829
0.67540771 0.24648819
0.78871352 0.5554916
0.67379082 0.2424847
0.66953996 0.23207992
0.68395199 0.26803786
0.60560766 0.10170836
0.67503342 0.24555923
0.67122725 0.23618863
0.67261169 0.23958086
0.68053325 0.25933843
0.68944775 0.28222287
0.68016204 0.25839988
0.62019434 0.12663255
0.67168825 0.23731609
0.67260473 0.23956376
0.64257234 0.17065854
0.68532878 0.27156886
0.68116254 0.26093224
0.67610863 0.24823133
0.68883321 0.28062497
0.69151673 0.28762327
0.68527585 0.27143284
0.67176706 0.23750906
0.68124563 0.26114294
0.67203686 0.23817009
0.67498037 0.24542768
0.68512557 0.27104673
0.62925447 0.14363642
0.67235998 0.2389627
0.68386708 0.2678206
0.6912563 0.28694176

0.68184749 0.2626709
0.70936886 0.33538302
0.69102587 0.28633918
0.66395538 0.2186885
0.67512065 0.24577561
0.66202781 0.21414286
0.67870484 0.25472727
0.6775468 0.25182217

0.67981965 0.25753526
0.67981965 0.25753526
0.65610538 0.20043359
0.67879846 0.25496267
0.6771227 0.25076129

0.68257059 0.26451078



0.66814134 0.22869586
0.67835391 0.25384564
0.67747238 0.2516359
0.6691174 0.23105543

0.74304873 0.42899625
0.67955941 0.25687877
0.68505034 0.27085352
0.67582506 0.24752556
0.69628568 0.30018749
0.67404794 0.24311969
0.68028019 0.25869847
0.6698241 0.23276984

0.67926531 0.2561376
0.67685653 0.25009633
0.68306115 0.26576148
0.68636665 0.27424081
0.69016788 0.28409894
0.68224602 0.26368439
0.65980931 0.2089614
0.67861939 0.25451251
0.67095038 0.23551247
0.68470105 0.26995704
0.71555376 0.35232536
0.69138424 0.28727652
0.6954626 0.29800787
0.6954626 0.29800787
0.6954626 0.29800787

0.68429617 0.26891912
0.68794398 0.27831794
0.64662507 0.17933951
0.66127811 0.21238581
0.68449729 0.26943451
0.67501218 0.24550656
0.68813335 0.27880872
0.69079322 0.28573118
0.66444303 0.21984484
0.64875361 0.18398104
0.67530958 0.24624451
0.61462525 0.11675519
0.68473794 0.27005167
0.67808631 0.25317409
0.6802443 0.25860774

0.68374557 0.2675098
0.68398793 0.26812984
0.66285424 0.21608685
0.66593922 0.22340837

0.672278 0.23876151
0.66852424 0.22962034



0.66982002 0.23275993
0.6618922 0.21382457

0.69029817 0.28443877
0.6586262 0.20622056

0.68645988 0.27448127
0.67447164 0.24416743
0.67526436 0.24613226
0.68714603 0.27625295
0.67471603 0.24477253
0.69042235 0.28476281
0.67481341 0.24501382
0.6874869 0.27713447

0.68785037 0.27807542
0.67161635 0.23714011
0.71148509 0.34116111
0.68939047 0.28207381
0.66366624 0.21800408
0.66791824 0.2281579
0.67663447 0.24954206
0.68714661 0.27625443
0.64979997 0.18628314
0.67768865 0.25217738
0.67770578 0.25222029
0.70287683 0.3177967
0.69280519 0.29100218
0.67222793 0.23863866
0.68249475 0.26431759
0.68807044 0.27864565
0.68189222 0.2627846
0.68970144 0.28288334
0.6333555 0.15170547

0.81912682 0.63494988
0.6595622 0.20838765

0.67523553 0.2460607
0.704648 0.32257245

0.74826842 0.4436503
0.67923663 0.25606536
0.68768217 0.27763986
0.66499637 0.22115999
0.67826245 0.25361606
0.67648236 0.24916263
0.66879929 0.23028534
0.6795038 0.25673857

0.80187738 0.59053374
0.67987943 0.25768614
0.67873247 0.25479674
0.6552609 0.19851126

0.67857245 0.25439455



0.67975007 0.25735968
0.69125823 0.28694682
0.65824968 0.20535159
0.66769871 0.22762905
0.67841058 0.25398794
0.65672338 0.20184559
0.66569049 0.22281433
0.67950195 0.25673392
0.66724868 0.22654646
0.67223862 0.23866489
0.68707545 0.27607052
0.67301323 0.24056821

0.668369 0.22924535
0.68040023 0.25900196
0.66397393 0.21873244
0.66608649 0.2237604
0.66761938 0.22743806
0.7165925 0.35518635

0.66419706 0.21926127
0.67190343 0.2378431
0.67190343 0.2378431
0.68208336 0.26327057
0.68742913 0.276985
0.65929259 0.20776241
0.70125044 0.31342704
0.6738655 0.24266907

0.67230131 0.23881871
0.68149039 0.26176395
0.67300002 0.24053571
0.68494531 0.27058383
0.68454801 0.26956456
0.68163216 0.2621239
0.65805279 0.20489782
0.67441764 0.24403379
0.66767743 0.22757781
0.67315925 0.24092768
0.66963046 0.23229958
0.68077321 0.25994578
0.67329023 0.24125025

0.645362 0.17661184
0.67817161 0.25338808
0.74473696 0.43373626
0.6288373 0.14282846
0.6565132 0.20136487

0.65091639 0.18875406
0.68649123 0.27456213
0.67512058 0.24577545
0.68304756 0.2657268



0.72119977 0.36792295
0.68392546 0.26796996
0.59343976 0.08328391
0.67009159 0.23342006
0.65821303 0.20526709
0.67942527 0.25654064
0.68074323 0.25986986
0.66575991 0.22298007
0.67224398 0.23867804
0.68372597 0.26745967
0.68076276 0.25991932
0.66715224 0.22631474
0.68519232 0.27121821
0.68005661 0.25813353
0.67949038 0.25670475
0.66773263 0.22771074
0.66773263 0.22771074
0.67506747 0.24564368
0.67671019 0.24973099
0.67048514 0.23437802
0.68077645 0.25995397
0.6759673 0.24787949

0.66455263 0.22010506
0.66574939 0.22295494
0.67875051 0.25484209
0.68970783 0.28289998
0.65802833 0.2048415
0.66863749 0.22989407
0.68687429 0.27555085
0.71220726 0.34313757
0.68160532 0.26205573
0.67476286 0.24488856
0.67669652 0.24969689
0.67203491 0.23816532
0.68382991 0.26772551
0.67347506 0.24170577
0.67285849 0.24018754
0.67687452 0.25014126
0.67517074 0.24589989
0.66709832 0.22618523
0.67217176 0.23850088
0.67013374 0.2335226
0.66526504 0.22179973
0.67981304 0.25751857
0.67731729 0.25124785
0.69463313 0.29581592
0.69211725 0.28919661
0.68223641 0.26365993



0.68959861 0.28261556
0.66830307 0.22908617
0.67512942 0.24579737
0.67228378 0.23877569
0.68241481 0.26411404
0.67661595 0.24949584
0.66402367 0.21885028
0.67524863 0.2460932
0.66886259 0.23043851
0.67666218 0.2496112
0.66912045 0.23106281
0.68708102 0.27608492
0.67311875 0.24082795
0.69418871 0.29464344
0.67773618 0.25229642
0.67773618 0.25229642
0.67385358 0.24263962
0.65803917 0.20486646
0.67923337 0.25605716
0.66636638 0.22443009
0.65907468 0.20725768
0.58846647 0.07637695
0.66906781 0.23093531
0.67752338 0.25176355
0.66575473 0.22296771
0.66665341 0.22511769
0.75201851 0.4541712
0.68096756 0.26043806
0.67547942 0.24666631
0.77714149 0.52400799
0.66840386 0.22932954
0.67153216 0.2369341
0.67397906 0.24294952
0.66458783 0.22018867
0.68546446 0.27191769
0.6905087 0.28498817

0.67212836 0.23839444
0.66813939 0.22869118
0.67096168 0.23554007
0.66230977 0.21480526
0.67646019 0.24910735
0.67387685 0.2426971
0.66045616 0.21046655
0.66421712 0.21930884
0.69490019 0.29652115
0.63035506 0.14577945
0.67701926 0.25050279
0.66852533 0.22962298



0.68707289 0.27606392
0.67473205 0.24481222
0.72731727 0.38493454
0.68059387 0.25949182
0.67818343 0.25341775
0.67889014 0.25519323
0.64753891 0.18132539
0.66785274 0.22800006
0.67106969 0.23580376
0.66384441 0.21842573
0.66550799 0.22237888
0.66464999 0.22033634
0.67799312 0.2529404
0.64780968 0.1819158
0.70719351 0.32946583
0.66755876 0.22729217
0.66377068 0.21825121
0.66995834 0.23309606
0.6796343 0.25706765

0.66424005 0.21936322
0.67050537 0.2344273
0.68320427 0.26612675
0.67611448 0.24824589
0.66464797 0.22033153
0.67549904 0.24671506
0.66814216 0.22869784
0.65743616 0.20347958
0.66938489 0.23170374
0.66356227 0.2177582
0.67352321 0.2418245
0.67430042 0.24374382
0.66496166 0.22107738
0.67467967 0.24468246
0.68049426 0.25923978
0.64839986 0.18320576
0.67378858 0.24247917
0.67468093 0.2446856
0.66221373 0.21457954
0.66630528 0.22428382
0.66268356 0.21568475
0.70029786 0.31087493
0.67272467 0.23985851
0.67413721 0.2433403
0.67017031 0.23361156
0.66680345 0.22547749
0.66890218 0.23053432
0.66385885 0.21845991
0.66302488 0.21648917



0.67642739 0.24902558
0.65454286 0.19688329
0.66057446 0.21074233
0.64600497 0.17799786
0.65281011 0.19297962
0.68284525 0.26521078
0.65112417 0.18921558
0.66239244 0.21499965
0.67084021 0.23524365
0.66693147 0.22578464
0.66569595 0.22282737
0.6719858 0.23804493

0.66361621 0.21788576
0.6685678 0.2297256

0.67514269 0.2458303
0.66810005 0.22859626
0.66468788 0.22042638
0.67987194 0.25766724
0.67987194 0.25766724
0.66038872 0.2103094
0.66491591 0.22096855
0.69704852 0.30221158
0.6860372 0.27339174

0.66623629 0.22411874
0.702055 0.31558675

0.67192275 0.23789042
0.67192358 0.23789246
0.67257954 0.23950187
0.68733561 0.27674309
0.67351741 0.24181019
0.66652567 0.22481158
0.67479515 0.24496855
0.64024557 0.16576907
0.67269019 0.23977377
0.6625974 0.21548189

0.67301547 0.24057374
0.67013341 0.2335218
0.63317093 0.15133741
0.67210636 0.23834049
0.6762919 0.24868786

0.75446175 0.46101889
0.65716398 0.20285494
0.68088454 0.26022772
0.66815057 0.22871813
0.62741885 0.14009917
0.69045119 0.28483805
0.66516923 0.2215715
0.67043479 0.23425538



0.66635316 0.22439844
0.66635316 0.22439844
0.69445954 0.2953578
0.67758492 0.2519176
0.62643819 0.13822847
0.65554195 0.19915011
0.67563956 0.24706429
0.67150937 0.23687836
0.67144826 0.2367289
0.66826503 0.22899434
0.67003328 0.23327826
0.6603244 0.21015958
0.6603244 0.21015958
0.6603244 0.21015958

0.65812418 0.20506231
0.66350342 0.21761907
0.66608469 0.2237561
0.67142892 0.23668159
0.67355741 0.24190881
0.66305523 0.21656075
0.67008159 0.23339575
0.6877819 0.2778981

0.67641675 0.24899905
0.66569534 0.22282591
0.67453018 0.24431231
0.65200798 0.19118455
0.66989343 0.23293829
0.66262676 0.215551
0.74717988 0.44059478
0.68075116 0.25988994
0.67019091 0.23366168
0.67267681 0.23974088
0.65482167 0.19751471
0.68334153 0.26647722
0.67351315 0.24179967
0.67820666 0.25347605
0.6545789 0.19696487

0.66206979 0.21424142
0.66794986 0.22823413
0.6754282 0.24653907

0.68057785 0.25945127
0.68862304 0.28007916
0.67244306 0.23916668
0.64798359 0.18229547
0.66207588 0.21425573
0.66726161 0.22657754
0.66726161 0.22657754
0.6706959 0.23489167



0.66735305 0.22679736
0.68182069 0.26260281
0.66204152 0.21417504
0.65171958 0.19054101
0.67551252 0.24674856
0.67419981 0.24349503
0.60651951 0.10317623
0.68896109 0.28095724
0.6580744 0.20494761

0.69120207 0.28679993
0.67776833 0.25237698
0.65513523 0.19822592
0.66381966 0.21836712
0.66144649 0.21277989
0.67661907 0.24950364
0.67560903 0.24698839
0.6735665 0.24193123

0.68003717 0.25808442
0.68849263 0.27974064
0.65696709 0.20240362
0.66034596 0.21020979
0.66812619 0.22865933
0.67013837 0.23353386
0.69499719 0.2967774
0.64621276 0.17844691
0.65397794 0.19560671
0.63909307 0.16337314
0.65279856 0.19295371
0.63316545 0.15132649
0.67158552 0.23706466
0.65310659 0.19364503
0.67282751 0.24011134
0.67077968 0.23509598
0.66592059 0.22336385
0.67864261 0.25457085
0.67383315 0.24258919
0.65776111 0.20422644
0.67728227 0.25116026
0.65255341 0.19240432
0.67166313 0.23725461
0.66680308 0.22547659
0.66463431 0.22029909
0.66398203 0.21875162
0.65280104 0.19295926
0.67173135 0.23742163
0.66854138 0.22966176
0.67099515 0.23562175
0.66512336 0.22146226



0.6698341 0.23279413
0.66116174 0.21211363
0.67058347 0.23461762

0.674913 0.24526065
0.67039488 0.23415818
0.67143265 0.23669071
0.64891149 0.18432754
0.68355327 0.26701819
0.66155538 0.21303491
0.66074422 0.21113832
0.64063047 0.16657307
0.67110955 0.23590108
0.67018181 0.23363954
0.67049839 0.23441031
0.66595355 0.22344262
0.67052302 0.23447031
0.67265464 0.23968638
0.66605541 0.22368611
0.6692716 0.23142906

0.66279784 0.21595394
0.66883731 0.23037733
0.66883731 0.23037733
0.65712439 0.20276416
0.64999543 0.18671465
0.64524969 0.17637024
0.66105352 0.21186064
0.65818856 0.20521069
0.65832026 0.20551436
0.65357188 0.19469143
0.66595097 0.22343646
0.67415999 0.2433966
0.67515283 0.24585546
0.65844485 0.20580182
0.65723596 0.20302005
0.67057328 0.23459278
0.67400787 0.24302068
0.66921712 0.23129702
0.66986053 0.23285834
0.66055797 0.21070387
0.63955839 0.16433841
0.70551195 0.32490822
0.66406901 0.21895772
0.71082567 0.33935842
0.66045865 0.21047235
0.6614048 0.21268228

0.65351555 0.19456461
0.67168025 0.23729652
0.67168025 0.23729652



0.64237721 0.17024582
0.66662553 0.22505087
0.66275599 0.21585534
0.63268585 0.1503723
0.68965283 0.28275673
0.67867946 0.25466348
0.67050501 0.23442643
0.67050501 0.23442643
0.65951551 0.20827931
0.66116351 0.21211777
0.69013143 0.28400388
0.66921248 0.23128579
0.64713849 0.18045395
0.65140715 0.189845
0.6749386 0.2453241

0.66312823 0.21673297
0.67038536 0.23413499
0.66127484 0.21237817
0.6529606 0.19331724

0.67083859 0.23523968
0.66893877 0.23062287
0.68321842 0.26616287
0.67121755 0.23616491
0.59935502 0.0919701
0.66012635 0.20969852
0.66399702 0.21878714
0.66763041 0.22746463
0.70149865 0.31409291
0.67524028 0.24607247
0.66737792 0.22685714
0.67696847 0.2503759
0.66975499 0.23260196
0.66391453 0.21859175
0.61069804 0.11005741
0.67914912 0.25584499
0.67474582 0.24484634
0.65222967 0.1916799
0.66016411 0.2097864
0.66399979 0.2187937
0.68255082 0.26446041
0.66427278 0.21944083
0.67270147 0.2398015
0.66690646 0.22572462
0.66447935 0.21993105
0.6653284 0.2219507

0.64657228 0.1792251
0.67326796 0.24119539
0.66975413 0.23259988



0.66755333 0.2272791
0.6699629 0.23310715

0.65327331 0.19401968
0.66938056 0.23169324
0.66938056 0.23169324
0.68647165 0.27451163
0.68685394 0.2754983
0.67822774 0.25352893
0.66756004 0.22729524
0.66869955 0.23004411
0.64371284 0.17308051
0.67336371 0.24143132
0.66427002 0.21943428
0.67281157 0.24007216
0.66150378 0.21291406
0.63360713 0.15220798
0.6604105 0.21036015
0.6756705 0.2471412

0.64987043 0.18643864
0.60457454 0.10005991
0.68621994 0.2738626
0.66739488 0.22689794
0.67082151 0.23519802
0.68690951 0.27564183
0.64793687 0.18219342
0.7164069 0.35467484

0.66039615 0.2103267
0.66894261 0.23063217
0.69514208 0.2971603
0.66163786 0.21322818
0.67376193 0.24241339
0.6820639 0.26322108

0.65899844 0.20708121
0.66852314 0.22961769
0.65377759 0.19515486
0.66249735 0.21524643
0.67100687 0.23565036
0.67694385 0.2503144
0.6634299 0.21744533

0.65787904 0.20449776
0.68467588 0.26989247
0.66794632 0.2282256
0.65664307 0.20166185
0.65986921 0.20910059
0.65596129 0.20010501
0.6620638 0.21422735

0.67192935 0.2379066
0.66333588 0.21722319



0.68568924 0.27249589
0.67892389 0.25527815
0.61797663 0.12264619
0.65611913 0.20046496
0.66946391 0.23189541
0.66304159 0.21652856
0.67122307 0.2361784
0.77412324 0.51570919
0.75805715 0.47108166
0.66725629 0.22656476
0.65741883 0.20343979
0.65923863 0.20763738
0.68704782 0.27599913
0.66671564 0.22526689
0.66766353 0.22754434
0.66734195 0.22677066
0.68711525 0.27617339
0.61926472 0.12495305
0.65766349 0.20400193
0.69094093 0.28611716
0.66642217 0.22456368
0.66763537 0.22747654
0.75445705 0.46100575
0.67468693 0.24470045
0.66708033 0.22614202
0.66829041 0.2290556
0.6574641 0.20354375
0.6574641 0.20354375

0.66182437 0.21366546
0.66276815 0.21588398
0.6602105 0.20989436

0.66492122 0.22098119
0.65674907 0.20190438
0.61463381 0.11677003
0.6587108 0.20641602

0.64215327 0.16977276
0.65199849 0.19116336
0.65677945 0.2019739
0.66214462 0.21441718
0.65385051 0.19531926
0.66052334 0.21062314
0.65707542 0.20265188
0.64979559 0.18627347
0.64931133 0.18520643
0.66584226 0.22317674
0.65386465 0.19535116
0.65450375 0.19679479
0.67912184 0.25577631



0.66052918 0.21063674
0.67213007 0.23839863
0.67636582 0.2488721
0.68135871 0.26142979
0.67317199 0.24095904
0.6690038 0.2307803

0.66116094 0.21211176
0.66413982 0.21912555
0.66256189 0.2153983
0.66383929 0.2184136
0.69125636 0.28694192
0.67903252 0.25555148
0.65774205 0.2041826
0.65515119 0.19826214
0.66287138 0.21612724
0.67392893 0.2428257
0.65534734 0.19870767
0.62841103 0.14200535
0.66049055 0.21054669
0.66845369 0.2294499
0.66708454 0.22615213
0.73845775 0.41611048
0.66596818 0.2234776
0.66329825 0.21713434
0.67171833 0.23738975
0.65881333 0.20665302
0.6561647 0.20056893

0.67612932 0.24828285
0.65604392 0.20029342
0.58345221 0.06977786
0.66106151 0.21187931
0.64356712 0.17277014
0.67553952 0.24681563
0.65144777 0.18993542
0.65690047 0.20225101
0.65911839 0.20735888
0.64571579 0.17737384
0.65828289 0.20542818
0.66051151 0.21059555
0.66795479 0.228246
0.68209358 0.26329657
0.66360371 0.21785618
0.66595723 0.22345142
0.66845286 0.2294479
0.66545717 0.22225768
0.66416887 0.21919443
0.6601422 0.20973542

0.67631077 0.24873488



0.66631687 0.22431158
0.66593952 0.22340909
0.65816596 0.20515858
0.64416556 0.17404649
0.64534531 0.17657591
0.66115407 0.21209569

0.667563 0.22730236
0.65851473 0.20596312
0.66574988 0.22295612
0.68407423 0.26835072
0.66094268 0.21160169
0.65978857 0.20891322
0.66821916 0.22888365
0.65861637 0.20619785
0.65861637 0.20619785
0.66437528 0.21968402
0.65621721 0.20068877
0.65448584 0.19675427
0.66735981 0.22681361
0.67833459 0.25379714
0.6613875 0.2126418

0.66560549 0.22261147
0.66642392 0.22456786
0.65734113 0.2032614
0.67336016 0.24142256
0.64954342 0.18571746
0.66333104 0.21721177
0.65809655 0.20499865
0.6355758 0.15616874

0.65227217 0.19177492
0.66858839 0.22977538
0.68543469 0.27184113
0.6620618 0.21422266

0.62665703 0.13864477
0.65488795 0.19766496
0.67875185 0.25484546
0.66720527 0.22644215
0.65749206 0.20360797
0.6584428 0.20579708
0.656261 0.20078874

0.66665877 0.22513055
0.66884817 0.2304036
0.65424874 0.19621819
0.65067936 0.1882282
0.64557504 0.1770705
0.66352296 0.21766528
0.66013455 0.20971761
0.67539732 0.24646238



0.66379761 0.21831493
0.65650286 0.20134125
0.66110639 0.21198422
0.64978062 0.18624045
0.64129651 0.16796888
0.63799263 0.16110162
0.66958809 0.23219673
0.6614392 0.21276283

0.65386349 0.19534854
0.64945632 0.1855256
0.6663769 0.22445527

0.64744297 0.1811164
0.64592753 0.17783066
0.64086942 0.16707317
0.65732999 0.20323582
0.65775093 0.20420301
0.66482656 0.22075605
0.6595869 0.20844495

0.66644496 0.22461825
0.6626823 0.21568178

0.62957788 0.14426443
0.66463265 0.22029515
0.65613782 0.20050759
0.66111223 0.21199789
0.65148461 0.19001746
0.65031332 0.18741743
0.64816993 0.18270269
0.64358252 0.17280292
0.65672465 0.2018485
0.62389924 0.13344729
0.64602455 0.17804016
0.61369502 0.11514859
0.67936607 0.25639144
0.66455361 0.22010738
0.65782613 0.20437602
0.65953029 0.20831359
0.64415804 0.17403043
0.66134294 0.21253751
0.67431511 0.24378015
0.64961284 0.18587046
0.65328893 0.1940548
0.65915186 0.20743638
0.65943425 0.20809082
0.67058291 0.23461625
0.66002671 0.20946673
0.66127864 0.21238705
0.64674073 0.17959029
0.71467825 0.34991719



0.65554022 0.19914618
0.66333251 0.21721523
0.64967963 0.18601769
0.81924794 0.63525515
0.66373216 0.21816004
0.65827432 0.2054084
0.71908046 0.36205517
0.64794942 0.18222084
0.67391221 0.2427844
0.65383144 0.19527628
0.66199302 0.21406119
0.63325596 0.15150692
0.64567331 0.17728226
0.6483717 0.18314414

0.65638843 0.20107976
0.66623081 0.22410563
0.64986169 0.18641935
0.60140893 0.09510594
0.66999667 0.23318925
0.65940602 0.20802535
0.63655017 0.15814819
0.64989287 0.18648818
0.66545939 0.22226298
0.65839423 0.20568501
0.64535229 0.17659093
0.65577756 0.19968638
0.65458483 0.19697829
0.66816982 0.22876459
0.66367078 0.21801482
0.66615241 0.22391807
0.62979192 0.14468086
0.74514827 0.4348911
0.66626664 0.22419136
0.65816065 0.20514636
0.65583788 0.19982378
0.63540394 0.15582091
0.65659903 0.20156112
0.66903277 0.23085045
0.67092698 0.23545537
0.65549326 0.19903938
0.59213057 0.08143065
0.65867282 0.20632827
0.66693214 0.22578626
0.64755687 0.18136452
0.63553356 0.15608321
0.66283654 0.21604513
0.59613575 0.08717927
0.66973753 0.23255955



0.64784419 0.18199109
0.65515075 0.19826114
0.66261188 0.21551597
0.65493752 0.19777734
0.65381936 0.19524903
0.6275681 0.14038503

0.66491632 0.22096952
0.64811528 0.18258322
0.65834109 0.20556241
0.6619436 0.21394519

0.59886134 0.09122556
0.66040805 0.21035443
0.65934736 0.20788936
0.70471663 0.32275784
0.65647228 0.20127134
0.64800625 0.18234495
0.66477901 0.22064299
0.66477901 0.22064299
0.64417298 0.17406234
0.6659057 0.22332828

0.66430796 0.21952428
0.63482722 0.15465656
0.65430008 0.19633421
0.6878693 0.27812446

0.65633287 0.20095284
0.63108723 0.14721424
0.64149569 0.1683874
0.65808889 0.20498099
0.67842539 0.25402513
0.65829738 0.20546158
0.66617089 0.22396227
0.66284108 0.21605583
0.68203723 0.26315326
0.6506099 0.18807422

0.66486066 0.22083714
0.65529961 0.1985992
0.63109467 0.14722887
0.6352512 0.15551212

0.64376284 0.17318707
0.67053089 0.23448949
0.67053089 0.23448949
0.65852416 0.20598491
0.66677686 0.22541369
0.66741821 0.22695404

0.656656 0.20169142
0.67952235 0.25678534
0.65713981 0.20279952
0.65793032 0.20461582



0.65630096 0.20087998
0.66740784 0.22692909
0.65971628 0.20874531
0.65763515 0.2039368
0.66481389 0.22072593
0.6632415 0.21700034

0.64854787 0.18352995
0.66344097 0.21747148
0.65638977 0.20108282
0.64455004 0.17486891
0.67137197 0.23654235
0.64991682 0.18654105
0.61048597 0.10970207
0.66155585 0.21303603
0.66284588 0.21606714
0.65250947 0.19230592
0.63710756 0.15928619
0.68059328 0.25949031
0.61378446 0.11530252
0.65132285 0.1896574
0.66400542 0.21880704
0.62670038 0.13872731
0.65640569 0.2011192
0.64938155 0.18536097
0.67645545 0.24909554
0.67426451 0.24365502
0.65779461 0.20430348
0.66104364 0.21183755
0.65825508 0.20536404
0.66249164 0.215233
0.65534396 0.19869998
0.65216145 0.19152741
0.66001353 0.20943608
0.65047516 0.18777572
0.64845803 0.18333316
0.77285452 0.51221137
0.66134326 0.21253825
0.65210495 0.19140115
0.6621421 0.21441126

0.63562149 0.15626127
0.65552068 0.19910174
0.65552068 0.19910174
0.62508074 0.13566104
0.66411869 0.21907545
0.65653694 0.20141916
0.64059526 0.16649945
0.62237654 0.13062307
0.65694751 0.20235875



0.66302261 0.2164838
0.67524499 0.24608417
0.64689112 0.1799166
0.65985826 0.20907514
0.62213036 0.13016952
0.65307218 0.19356776
0.75293844 0.45675027
0.65426956 0.19626524
0.66294274 0.21629546
0.65953862 0.20833292
0.6220567 0.13003399

0.65889303 0.20683733
0.65836561 0.20561898
0.65190222 0.19094844
0.60182407 0.09574726
0.65799358 0.20476147
0.67247053 0.23923413
0.65174929 0.19060726
0.61882835 0.12416891
0.58250416 0.06857113
0.66396353 0.2187078
0.65440622 0.19657417
0.6594644 0.20816074

0.69492379 0.2965835
0.65096694 0.1888663
0.64562931 0.17718744
0.79992781 0.5854022
0.66867017 0.22997307
0.65844259 0.2057966
0.6282617 0.14171759

0.64101888 0.16738635
0.65784202 0.20441258
0.65933914 0.2078703
0.65347193 0.19446643
0.65348926 0.19450543
0.73578759 0.40862261
0.6624583 0.21515456

0.65492819 0.19775619
0.67745133 0.25158321
0.65551565 0.1990903
0.65896032 0.206993
0.66056414 0.21071826
0.66275549 0.21585416

0.654026 0.19571517
0.65749308 0.20361032
0.65860478 0.20617109
0.65815028 0.20512245
0.65005756 0.18685192



0.67666247 0.24961191
0.67666247 0.24961191
0.64932522 0.18523698
0.65668263 0.20175234
0.65289255 0.19316454
0.65760085 0.20385794
0.66942835 0.23180915
0.61948639 0.12535241
0.64721464 0.18061953
0.64611906 0.17824436
0.67920737 0.25599168
0.65346003 0.19443965
0.65218283 0.19157518
0.6614109 0.21269657

0.66005267 0.20952711
0.65608396 0.20038473
0.59302393 0.08269256
0.65080519 0.18850726
0.67686964 0.25012907
0.6517255 0.19055422

0.65413877 0.19596976
0.64159102 0.16858791
0.65062275 0.1881027
0.64847953 0.18338025
0.67778231 0.252412
0.64446592 0.17468882
0.65262199 0.19255794
0.66408172 0.21898784
0.65468222 0.19719879
0.65701497 0.20251334
0.54118504 0.02808448
0.65934613 0.2078865
0.6547428 0.197336

0.66376993 0.21824943
0.64497439 0.17577877
0.6581997 0.20523635

0.65367982 0.19493453
0.66002874 0.20947146
0.66273159 0.21579787
0.66658468 0.22495298
0.66207712 0.21425863
0.64483671 0.17548332
0.6526711 0.19266798

0.63531994 0.15565105
0.65679745 0.20201511
0.65544679 0.1989337
0.6527086 0.19275203

0.65417171 0.19604416



0.67939338 0.25646027
0.61450201 0.11654162
0.65394901 0.19554144
0.64657002 0.17922021
0.66444406 0.21984727
0.64943312 0.18547452
0.6528666 0.19310632

0.66096443 0.21165248
0.66190437 0.21385313
0.64639621 0.17884379
0.65054852 0.1879382
0.62891578 0.14298028
0.66093287 0.21157877
0.6477163 0.18171207

0.67141494 0.2366474
0.64461333 0.17500445
0.6492715 0.18511877

0.67608409 0.24817023
0.65319172 0.19383629
0.65834459 0.20557048
0.64954431 0.18571943
0.64733833 0.18088862
0.64868949 0.1838404
0.6499582 0.18663243

0.66313338 0.21674512
0.65099674 0.18893247
0.64083822 0.16700784
0.64943815 0.18548558
0.65846762 0.20585437
0.64578568 0.17752456
0.65903619 0.20716856
0.65317731 0.19380391
0.66827412 0.22901628
0.64664896 0.1793913
0.65768395 0.20404899
0.64496673 0.17576231
0.65814853 0.20511843
0.65324804 0.19396288
0.65421584 0.19614384
0.65370416 0.19498938
0.64470334 0.17519733
0.64470334 0.17519733
0.65451412 0.19681826
0.64129083 0.16795695
0.65040645 0.18762357
0.72951236 0.39106104
0.6544689 0.19671594
0.6544689 0.19671594



0.61760578 0.12198642
0.64685546 0.17983919
0.69489879 0.29651745
0.65244785 0.19216798
0.72222594 0.37076927
0.65086501 0.18864002
0.64370899 0.1730723
0.61401073 0.11569246
0.62621706 0.13780849
0.6369569 0.15897818

0.66429065 0.21948322
0.65339757 0.19429913
0.63466443 0.15432872
0.65892892 0.20692036
0.64419536 0.17411016
0.64922139 0.18500856
0.65228032 0.19179315
0.6501698 0.18710001

0.65456536 0.19693422
0.62241235 0.13068912
0.70438557 0.32186372
0.65329339 0.19406481
0.69882336 0.30693544
0.63568102 0.15638188
0.69651598 0.30079817
0.77837792 0.52739803
0.65095723 0.18884474
0.66233384 0.21486185
0.65679363 0.20200636
0.64788434 0.18207874
0.59000645 0.07847711
0.66082298 0.21132216
0.62721474 0.1397087
0.62721474 0.1397087
0.62026059 0.1267527
0.66215555 0.21444286
0.65974761 0.20881807
0.68106321 0.26068043
0.65049552 0.18782079
0.65457218 0.19694965
0.65606888 0.20035034
0.65546617 0.19897778
0.64843514 0.18328302
0.65944707 0.20812056
0.65579617 0.19972877
0.6526711 0.19266797

0.64499046 0.17581326
0.66335174 0.21726066



0.63888628 0.16294506
0.67614715 0.24832726
0.6449645 0.17575752

0.71253391 0.34403231
0.63381052 0.15261476
0.63561225 0.15624257
0.64861439 0.18367574
0.66710973 0.22621262
0.63931527 0.16383372
0.64506414 0.17597149
0.65281443 0.19298929
0.63668821 0.15842962
0.63668821 0.15842962
0.6604439 0.21043798

0.64987684 0.18645279
0.65082711 0.18855591
0.64043622 0.16616707
0.65087656 0.18866564
0.63612209 0.15727698
0.66026268 0.21001585
0.65035886 0.18751822
0.68701774 0.2759214
0.69437816 0.29514309
0.64466908 0.17512391
0.6648833 0.22089097
0.6491571 0.18486718

0.66355831 0.21774883
0.64219829 0.16986781
0.65202978 0.19123322
0.64892377 0.18435451
0.6628459 0.21606718

0.64504773 0.17593625
0.64633691 0.17871545
0.65344939 0.19441571
0.60784613 0.1053334
0.6536676 0.19490701
0.6677255 0.22769357

0.65400303 0.19566333
0.65405011 0.19576959
0.65390456 0.19544116
0.65390456 0.19544116
0.66727925 0.22661995
0.65101069 0.18896345
0.65101069 0.18896345
0.65101069 0.18896345
0.64223133 0.1699376
0.65209453 0.19137786
0.64785346 0.18201134



0.63991698 0.16508421
0.65540057 0.19882863
0.59773293 0.08953718
0.57829888 0.06337463
0.65233278 0.19191049
0.64429357 0.17432011
0.65526615 0.1985232
0.64987513 0.18644902
0.64359389 0.17282713
0.62598806 0.13737427
0.64493785 0.17570033
0.65204559 0.19126853
0.67555572 0.24685589
0.64290919 0.17137216
0.64516758 0.17619373
0.64167202 0.16875834
0.7031181 0.31844622

0.64057399 0.16645499
0.63655117 0.15815022
0.65036465 0.18753103
0.65264847 0.19261726
0.65760842 0.20387534
0.65730277 0.20317335
0.64894425 0.18439947
0.64318793 0.17196374
0.64353473 0.17270118
0.70500851 0.32354663
0.65192079 0.19098989
0.65565352 0.19940398
0.64800057 0.18233256
0.71465742 0.34985994
0.64828008 0.18294361
0.62629191 0.13795057
0.66944116 0.23184023
0.63926392 0.16372722
0.64842621 0.18326347
0.65308063 0.19358672
0.64644944 0.17895903
0.64969929 0.18606107
0.64969929 0.18606107
0.64701131 0.18017759
0.63065352 0.14636344
0.61945197 0.12529036
0.64351819 0.17266599
0.63560466 0.15622718
0.65434935 0.19644559
0.64313304 0.17184718
0.64411482 0.17393809



0.65215719 0.19151788
0.64992541 0.18656002
0.65078581 0.18846428
0.65089798 0.18871319
0.68978261 0.28309475
0.64797504 0.1822768
0.64770032 0.18167722
0.63899952 0.16317942
0.65018028 0.18712316
0.61654362 0.1201076
0.65992372 0.20922727
0.65647058 0.20126747
0.67082703 0.23521149
0.52084257 0.01599918
0.66225699 0.21468119
0.63196658 0.14894711
0.61057803 0.10985624
0.65317757 0.19380448
0.62848324 0.1421446
0.66601331 0.22358545
0.63895618 0.16308971
0.66862905 0.22987366
0.64760554 0.1814706
0.62365707 0.13299596
0.63453351 0.15406531
0.65079489 0.18848442
0.64186889 0.16917297
0.66013933 0.20972874
0.6556172 0.19932131

0.64146767 0.1683285
0.65999686 0.20939732
0.5946066 0.08495679

0.64091075 0.16715975
0.6585119 0.2059566

0.63730788 0.15969616
0.65672944 0.20185945
0.64033707 0.16596004
0.64570911 0.17735945
0.66326507 0.21705597
0.63770861 0.16051792
0.6433894 0.17239197

0.63713534 0.15934301
0.64610477 0.17821347
0.67426282 0.24365084
0.6438114 0.17329058

0.64662102 0.17933074
0.64698236 0.18011471
0.6515688 0.19020498



0.64279472 0.17112949
0.62821227 0.14162241
0.59948923 0.09217312
0.6344142 0.15382544

0.65310644 0.1936447
0.63903376 0.16325031
0.65182577 0.19077784
0.63304631 0.15108917
0.65059653 0.18804459
0.63462031 0.15423991
0.65237629 0.19200781
0.6006833 0.09399103

0.63449774 0.15399336
0.65431857 0.19637599
0.64742815 0.18108414
0.6471387 0.1804544

0.65339551 0.19429448
0.63649646 0.15803875
0.64039471 0.16608038
0.64660769 0.17930184
0.66118756 0.21217401

0.644568 0.17490736
0.64921544 0.18499547
0.6475577 0.18136634
0.6475577 0.18136634
0.6475577 0.18136634
0.6475577 0.18136634

0.65662773 0.20162676
0.67291513 0.24032685
0.64616963 0.17835365
0.62780724 0.14084373
0.66162776 0.21320451
0.67446155 0.24414245
0.64380162 0.17326973
0.65397356 0.19559683
0.6510168 0.18897704

0.64490779 0.1756358
0.6723339 0.23889869

0.64303207 0.17163282
0.6471237 0.18042182

0.64162967 0.16866922
0.61289757 0.11378125
0.62712551 0.13953819
0.64124932 0.1678698
0.65092471 0.18877254
0.64347616 0.17257653
0.62548415 0.13642136
0.66023182 0.209944



0.64676933 0.1796523
0.66624673 0.22414371
0.65150482 0.19006245
0.66855251 0.22968866
0.64694221 0.18002751
0.68195181 0.26293608
0.6266182 0.13857085

0.64882526 0.18413825
0.6423556 0.17020015

0.64681022 0.17974103
0.63680715 0.15867233
0.63102775 0.14709742
0.63186081 0.14873813
0.61653817 0.120098
0.60981389 0.10858025
0.64831317 0.18301603
0.63582401 0.15667179
0.64875344 0.18398066
0.64801441 0.18236279
0.64486167 0.17553685
0.64198019 0.1694076
0.64657403 0.17922891
0.63547407 0.15596281
0.65077934 0.18844992
0.63759406 0.1602828
0.66129072 0.21241531
0.64250865 0.17052379
0.64440029 0.17454837
0.65818555 0.20520374
0.6473041 0.18081412

0.64986131 0.18641851
0.61923258 0.1248952
0.64582716 0.17761405
0.64866773 0.18379269
0.64275898 0.17105376
0.6476064 0.18147247

0.63848633 0.16211875
0.62888717 0.14292492
0.64273109 0.17099468
0.66554427 0.22246541
0.69485791 0.29640945
0.64467818 0.1751434
0.66012294 0.2096906
0.64075989 0.16684385
0.63813787 0.16140051
0.64271436 0.17095923
0.69133612 0.2871506
0.63784059 0.16078902



0.63998145 0.16521846
0.6474766 0.18118964
0.6474766 0.18118964

0.65570944 0.19953126
0.67759955 0.25195423
0.64655104 0.17917909
0.62600909 0.13741412

0.64633 0.17870049
0.64633 0.17870049

0.65868024 0.2063454
0.64844721 0.18330945

0.653486 0.19449809
0.62812748 0.14145921
0.65350491 0.19454066
0.66648267 0.22470857
0.64684539 0.17981735
0.6479986 0.18232826

0.64048814 0.16627555
0.63217811 0.14936553
0.60812464 0.10578954
0.63703114 0.15912992
0.64823747 0.1828504
0.64766589 0.18160214
0.64806378 0.18247066
0.60951896 0.10809003
0.64487066 0.17555613
0.63140853 0.14784619
0.61790721 0.12252253
0.63727683 0.15963259
0.63782851 0.1607642
0.66363705 0.21793504
0.64548572 0.17687813
0.63607922 0.15718987
0.64434993 0.17444062
0.63975714 0.16475156
0.67294993 0.24041247
0.64904961 0.18463091
0.63277791 0.15055522
0.63742005 0.15992596
0.64662474 0.17933879
0.64582955 0.1776192
0.65133542 0.18968536
0.64498844 0.17580893
0.63945709 0.16412804
0.65542089 0.19887482
0.64819247 0.18275198
0.6105369 0.10978735

0.64461522 0.17500851



0.65150501 0.19006287
0.43943868 0.00022801
0.59129405 0.08025962
0.64449306 0.17474691
0.64036394 0.16601612
0.64448003 0.17471901
0.6409066 0.16715106

0.64381493 0.17329811
0.60642153 0.10301792
0.64951819 0.18566188
0.6582422 0.20533435

0.64538426 0.17665973
0.65311298 0.19365939
0.6503691 0.18754089

0.64128747 0.1679499
0.64586291 0.17769119
0.64496127 0.17575059
0.65815223 0.20512694
0.63842844 0.16199931
0.64590354 0.17777888
0.64590354 0.17777888
0.64590354 0.17777888
0.66687167 0.22564114
0.60573468 0.1019121
0.62462284 0.13480078
0.61570859 0.11864187
0.64679873 0.17971609
0.6499528 0.1866205

0.63313526 0.15126633
0.64777779 0.18184621
0.6429262 0.17140823

0.70397006 0.32074239
0.63443089 0.153859
0.65236429 0.19198097
0.63939724 0.1640038
0.64789153 0.18209443
0.65214264 0.19148537
0.63002319 0.14513149
0.61593609 0.11904021
0.66717214 0.22636255
0.64461231 0.17500227
0.63525884 0.15552755
0.61665292 0.12030019
0.64115155 0.1676646
0.63769198 0.16048378
0.57892607 0.06413353
0.64211644 0.16969503
0.6511802 0.18934014



0.61602258 0.11919184
0.64115871 0.16767963
0.63999909 0.16525521
0.67588379 0.24767166
0.63133705 0.14770547
0.63822706 0.16158418
0.64359071 0.17282035
0.69415975 0.29456708
0.60706344 0.10405761
0.64210723 0.16967559
0.64512159 0.17609491
0.63915327 0.16349786
0.64716942 0.18052119
0.64909021 0.18472013
0.64730502 0.18081613
0.6621629 0.21446012

0.64449493 0.17475091
0.6876931 0.27766816

0.65932749 0.20784331
0.6469018 0.17993979

0.61068465 0.11003495
0.6608329 0.2113453

0.64109031 0.16753615
0.58951591 0.07780437
0.63835216 0.161842
0.65034702 0.18749201

0.650036 0.18680429
0.66390594 0.21857141
0.66390594 0.21857141
0.66390594 0.21857141
0.66390594 0.21857141
0.66390594 0.21857141
0.64727658 0.18075425
0.64727658 0.18075425
0.64727658 0.18075425
0.68932873 0.28191317
0.61601166 0.11917269
0.64399583 0.17368402
0.63592698 0.15688072
0.62265282 0.13113307
0.6540289 0.19572172

0.62834027 0.14186895
0.62190588 0.12975671
0.63211536 0.14924133
0.61262567 0.11331713
0.65385038 0.19531896
0.64329736 0.17219628
0.63544535 0.15590468



0.55267426 0.03706162
0.4429942 0.00031677

0.63280518 0.15060944
0.65956499 0.20839412
0.63748609 0.16006135
0.68275657 0.2649847
0.66124326 0.21230427
0.64078643 0.16689941
0.64354852 0.17273054
0.64596736 0.17791665
0.6252433 0.13596715
0.6338648 0.15272343

0.64932269 0.18523142
0.64538706 0.17666576
0.64541553 0.17672701
0.65309509 0.19361919
0.64489733 0.17561338
0.6372036 0.15948267

0.64976224 0.18619989
0.63446694 0.15393145
0.63912283 0.16343479
0.64142322 0.16823507
0.67281117 0.24007116
0.63265272 0.15030652
0.64456613 0.17490336
0.63784774 0.16080371
0.63784774 0.16080371
0.63784774 0.16080371
0.63784774 0.16080371
0.63784774 0.16080371
0.64359619 0.17283203
0.69631075 0.30025396
0.64463198 0.17504441
0.62504794 0.13559933
0.63875297 0.16266941
0.62793323 0.1410857
0.65322911 0.19392032
0.63458403 0.15416692
0.64225924 0.16999654
0.63386446 0.15272274
0.64207282 0.16960298
0.63981462 0.16487114
0.63981462 0.16487114
0.63254161 0.15008595
0.64175999 0.16894356
0.64103651 0.16742332
0.65404711 0.1957628
0.64636424 0.1787746



0.65268372 0.19269625
0.63802709 0.16117251
0.64376396 0.17318947
0.64581561 0.17758914
0.65204164 0.19125971
0.63548564 0.15598622
0.63950136 0.16421995
0.62592928 0.13726293
0.64899475 0.18451038
0.65963343 0.20855297
0.63338926 0.15177283
0.65580415 0.19974695
0.65086306 0.18863568
0.63549716 0.15600952
0.62175881 0.12948663
0.64217001 0.16980812
0.63813178 0.16138796
0.65996314 0.20931892
0.61031216 0.10941132
0.64243128 0.17036014
0.62948786 0.14408949
0.63270149 0.15040337
0.64110906 0.16757547
0.64930441 0.18519119
0.65809374 0.20499218
0.64076756 0.1668599
0.66619584 0.22402196
0.64242318 0.17034301
0.64242318 0.17034301
0.64491083 0.17564234
0.65475687 0.19736789
0.63817647 0.16147999
0.59441313 0.08467803
0.63994813 0.16514906
0.63034999 0.14576952
0.63198625 0.148986
0.63457502 0.15414879
0.65503282 0.19799349
0.71994287 0.36444117
0.64390425 0.17348861
0.65247052 0.19221871
0.64134882 0.16807874
0.63944628 0.1641056
0.62753113 0.1403142
0.62753113 0.1403142
0.62542461 0.136309
0.63717732 0.1594289
0.62973646 0.14457288



0.65237855 0.19201288
0.65062131 0.18809951
0.6780693 0.25313144

0.64181453 0.16905844
0.63743848 0.15996374
0.64035805 0.16600383
0.65810798 0.20502499
0.4529176 0.00070197

0.64699923 0.18015135
0.64199286 0.16943431
0.64414666 0.17400611
0.73150645 0.39663481
0.65588812 0.19993824
0.63146135 0.1479502
0.62473175 0.13500512
0.63666258 0.15837736
0.64983479 0.18635999
0.63958831 0.16440057
0.64956988 0.18577578
0.64008071 0.16542529
0.67451188 0.24426701
0.64718849 0.18056266
0.61918069 0.12480183
0.59438275 0.08463432
0.54548285 0.03124982
0.64362439 0.17289208
0.64071819 0.16675659
0.66920905 0.23127747
0.64061941 0.16654995
0.64287703 0.17130396
0.63613273 0.15729861
0.66537535 0.22206261
0.64770388 0.18168498
0.60201101 0.09603688
0.5846876 0.07136983

0.63981034 0.16486224
0.64154328 0.16848749
0.64247776 0.17045844
0.64046812 0.16623372
0.63974833 0.16473324
0.65594605 0.20007028
0.62341123 0.13253862
0.63388058 0.15275503
0.6323575 0.14972083

0.61797318 0.12264005
0.63380405 0.15260182
0.62374752 0.13316444
0.6425555 0.1706229



0.63175058 0.14852048
0.63990302 0.16505515
0.63809379 0.16130975
0.64436874 0.17448088

0.643731 0.17311922
0.64145966 0.16831166
0.63794329 0.16100014
0.63576357 0.15654922
0.64282089 0.17118494
0.62582195 0.13705977
0.64063286 0.16657807
0.63794443 0.16100248
0.63794443 0.16100248
0.63856289 0.16227676
0.63146487 0.14795714
0.63690395 0.15887
0.65645228 0.20122565
0.63161078 0.1482447
0.64509896 0.17604628
0.63589253 0.15681081
0.64048542 0.16626987
0.63179104 0.14860035
0.63558108 0.15617944
0.61921215 0.12485843
0.61756542 0.12191474
0.61422606 0.11606422
0.62250564 0.13086125
0.63824307 0.16161717
0.63658513 0.15821945
0.63658513 0.15821945
0.62718082 0.13964387
0.64299673 0.17155785
0.64005597 0.16537373
0.61911498 0.12468367
0.63379814 0.15258999
0.62545906 0.13637401
0.61544401 0.11817954
0.61137745 0.11120019
0.64062551 0.16656271
0.64098036 0.16730561
0.63427237 0.15354058
0.64148902 0.16837339
0.65303898 0.1934932

0.638537 0.16222331
0.63362493 0.15224355
0.6347836 0.15456869

0.63334871 0.15169191
0.66318868 0.21687563



0.62600798 0.13741202
0.63346836 0.15193075
0.6396534 0.16453585

0.64058101 0.16646966
0.65036834 0.18753921
0.6390594 0.16330341

0.69101222 0.2863035
0.63782911 0.16076543
0.63637429 0.15778996
0.6361827 0.15740018

0.62182412 0.12960653
0.63535745 0.1557269
0.63705172 0.159172
0.64202964 0.16951188
0.65053934 0.18791786
0.57273838 0.05689171
0.63614899 0.15733166
0.63954777 0.16431636
0.6346402 0.15427994

0.63426103 0.1535178
0.64268446 0.17089589
0.6366704 0.1583933

0.63818704 0.16150176
0.6449037 0.17562704

0.61448118 0.11650554
0.650382 0.18756944

0.63078653 0.14662408
0.63900736 0.16319564
0.61003024 0.10894066
0.63693042 0.15892407
0.6555322 0.19912794

0.63384581 0.1526854
0.64127715 0.16792824
0.61065739 0.10998924
0.64321614 0.17202369
0.64231387 0.17011195
0.65066755 0.18820201
0.62769422 0.14062684
0.65315899 0.19376275
0.63678516 0.15862746
0.63583249 0.15668898
0.6381617 0.16144957

0.63560932 0.15623663
0.61488101 0.11719908
0.62861755 0.14240381
0.62820494 0.14160829
0.63543038 0.15587439
0.67639937 0.24895571



0.65930691 0.20779559
0.6459141 0.17780167

0.63177923 0.14857705
0.600602 0.09386659

0.62564604 0.13672712
0.59526242 0.08590577
0.63822251 0.16157482
0.63822251 0.16157482
0.63821624 0.16156191
0.63754381 0.16017971
0.59380708 0.08380838
0.63902034 0.16322253
0.61635095 0.11976851
0.62118138 0.12842919
0.62775747 0.1407482
0.64409313 0.17389178
0.64018924 0.16565157
0.64568213 0.17730129
0.65140587 0.18984215
0.63235707 0.14971998
0.63737013 0.15982369
0.62697001 0.13924131
0.61898175 0.12444425
0.59558629 0.08637674
0.6482304 0.18283493
0.6345025 0.15400294

0.63127359 0.14758061
0.60943999 0.10795899
0.62810343 0.14141294
0.62899534 0.14313426
0.6380021 0.1611211

0.63326432 0.15152359
0.59003174 0.07851188
0.6334398 0.15187371

0.63857517 0.16230211
0.63712137 0.15931443
0.64422779 0.17417947
0.63940962 0.1640295
0.64041001 0.16611234
0.63800492 0.16112689
0.64698143 0.18011268
0.63439688 0.15379064
0.65265309 0.19262761
0.63470865 0.15441774
0.63356644 0.15212665
0.65497076 0.19785271
0.62157374 0.1291472
0.63482742 0.15465696



0.63374493 0.15248352
0.62900887 0.14316046
0.62561624 0.13667081
0.65936022 0.20791916
0.58234182 0.06836581
0.63966747 0.1645651
0.63945666 0.16412715
0.6361021 0.15723636

0.63748027 0.16004942
0.62469432 0.13493486
0.62509697 0.13569159
0.63663263 0.15831629
0.63635978 0.1577604
0.63088474 0.14681671
0.60316232 0.09783179
0.63276313 0.15052585
0.62296123 0.13170367
0.63784833 0.16080492
0.63329312 0.15158102
0.63409909 0.15319288
0.63497943 0.15496343
0.61919551 0.1248285
0.61922279 0.12487758
0.63534894 0.15570967
0.63783478 0.16077709
0.61235382 0.11285418
0.65035829 0.18751695
0.63435848 0.1537135
0.61043413 0.1096153
0.63138105 0.14779208
0.66064305 0.21090228
0.61466838 0.11682997
0.63658686 0.15822297
0.63261995 0.15024144
0.63392609 0.15284617
0.63995655 0.16516661
0.60593388 0.10223211
0.64204781 0.16955022
0.63435193 0.15370034
0.63916204 0.16351602
0.59272885 0.08227446
0.64843226 0.18327671
0.63992701 0.1651051
0.64137709 0.16813813
0.65149831 0.19004797
0.65059435 0.18803975
0.64493727 0.17569908
0.6256701 0.1367726



0.6052176 0.10108415
0.62426834 0.13413677
0.63384968 0.15269316
0.63209872 0.14920841
0.63857964 0.16231134
0.64363307 0.17291057
0.63376163 0.15251693
0.61952484 0.12542175
0.6458271 0.17761392

0.63958305 0.16438964
0.63439231 0.15378146
0.62142041 0.12886635
0.63250522 0.15001375
0.65486066 0.19760307
0.64518829 0.17623825
0.63339565 0.15178558
0.63339565 0.15178558
0.63458827 0.15417545
0.64770829 0.18169461
0.63318074 0.15135696
0.64348903 0.17260393
0.63343484 0.15186382
0.59738931 0.08902675
0.6307164 0.14648664

0.63717852 0.15943136
0.63866938 0.16249668
0.6321573 0.14932434

0.63382651 0.15264677
0.52143972 0.01629023
0.6332932 0.15158117

0.62935406 0.14382966
0.63717406 0.15942222
0.66146098 0.21281384
0.63558353 0.15618439
0.6279625 0.14114195

0.63193792 0.14889046
0.64522388 0.17631475
0.63011763 0.14531572
0.63356205 0.15211788
0.62179669 0.12955615
0.63258188 0.15016587
0.60249698 0.09679216
0.62606756 0.13752494
0.64455096 0.17487088
0.64183616 0.16910401
0.6079497 0.10550289

0.62893876 0.14302474
0.64345855 0.17253908



0.63744511 0.15997734
0.64560263 0.17712995
0.63267968 0.15036006
0.63197071 0.14895527
0.65119245 0.18936737
0.63635468 0.15775004
0.62797175 0.14115973
0.65369742 0.1949742
0.66096222 0.21164732
0.63254941 0.15010142
0.63212891 0.14926814
0.63280729 0.15061363
0.62111953 0.1283162
0.64701383 0.18018305
0.63817245 0.16147172
0.6328835 0.15076517

0.63855905 0.16226883
0.631286 0.14760503

0.63255927 0.15012099
0.62540803 0.13627772
0.63930495 0.16381232
0.64589036 0.17775043
0.62550453 0.13645983
0.63145291 0.14793359
0.6186932 0.12392659

0.63395009 0.15289423
0.63837763 0.16189451
0.63356545 0.15212468
0.63899687 0.16317394
0.63590467 0.15683543
0.65751033 0.20364994
0.64352926 0.17268954
0.60449389 0.09993188
0.63153539 0.14809608
0.63632873 0.15769721
0.63632873 0.15769721
0.73486297 0.40603142
0.62151209 0.12903424
0.66970043 0.23246945
0.63873387 0.16262993
0.6068764 0.10375404

0.61787847 0.12247136
0.67173853 0.2374392
0.66705489 0.22608092
0.62889766 0.14294521
0.63110474 0.14724866
0.59101368 0.07986943
0.63573337 0.15648798



0.60701591 0.10398042
0.63189274 0.1488012
0.59898881 0.09141746
0.68690357 0.27562647
0.60308802 0.09771537

0.630747 0.1465466
0.64453235 0.17483102
0.61908652 0.12463249
0.64206526 0.16958702
0.63322079 0.1514368
0.61815424 0.12296287
0.64289726 0.17134686
0.63028385 0.14564028
0.59620521 0.08728104
0.63533328 0.15567802

0.64245 0.17039972
0.63297483 0.15094688
0.62295112 0.13168494
0.62775554 0.14074449
0.57149268 0.0554994
0.62997251 0.14503268
0.64452411 0.17481339
0.62427161 0.13414289
0.62480208 0.13513716
0.63702019 0.15910753
0.64561348 0.17715332
0.62804199 0.14129477
0.63155177 0.14812838
0.63003014 0.14514506
0.63669253 0.15843845
0.62684322 0.13899949
0.62466195 0.13487412
0.63284006 0.15067878
0.63224062 0.14948928
0.6226796 0.13118257

0.63037781 0.1458239
0.63016098 0.14540033
0.65587524 0.1999089
0.63512951 0.15526632
0.62822554 0.14164795
0.63821656 0.16156256
0.62476807 0.1350733
0.58923716 0.07742366
0.63136777 0.14776595
0.62858548 0.1423419
0.6303238 0.14571834
0.6089395 0.10713056

0.62873359 0.14262797



0.62591012 0.13722666
0.63414781 0.15329061
0.62919506 0.14352122
0.6295674 0.14424406

0.62762525 0.14049459
0.63146051 0.14794856
0.63146051 0.14794856
0.63146051 0.14794856
0.63146051 0.14794856
0.63274744 0.15049467
0.63035869 0.14578654
0.6297477 0.14459477
0.6590868 0.20728573

0.65515255 0.19826523
0.62978381 0.14466507
0.63119463 0.14742533
0.62920548 0.14354142
0.62904915 0.14323847
0.6222603 0.13040881

0.62330017 0.1323323
0.61264016 0.11334183
0.64474029 0.17527654
0.62982991 0.14475483
0.63393777 0.15286956
0.6305258 0.14611338

0.63011243 0.14530558
0.64946414 0.18554283
0.62001285 0.12630369
0.63017649 0.14543061
0.61739737 0.12161649
0.62499001 0.13549036
0.63034404 0.1457579
0.63067024 0.14639619
0.63350688 0.15200767
0.63681588 0.15869017
0.63267889 0.15035849
0.62893589 0.1430192
0.61310233 0.11413147
0.62898253 0.14310946
0.61805366 0.12278348
0.62857416 0.14232004
0.67619587 0.24844861
0.62977995 0.14465755
0.64087568 0.16708629
0.62977437 0.14464668
0.6290155 0.14317329

0.60448037 0.09991043
0.63418708 0.15336939



0.62360074 0.13289109
0.64098388 0.167313
0.62954835 0.14420703
0.63129545 0.14762362
0.63112269 0.14728393
0.66040479 0.21034683
0.63378296 0.15255962
0.63870197 0.16256401
0.62941783 0.14395346
0.62926693 0.1436606
0.61561253 0.1184739
0.62536684 0.13620003
0.62536684 0.13620003
0.60598082 0.1023076
0.63092196 0.14688974
0.62886661 0.14288515
0.60218037 0.09629969
0.62363553 0.13295585
0.63165264 0.14832725
0.62904321 0.14322696
0.63010375 0.14528864
0.68043775 0.25909686
0.63033056 0.14573156
0.63034846 0.14576654
0.62779606 0.14082226
0.6274354 0.14013084

0.61640105 0.11985664
0.62788846 0.14099969
0.6327481 0.15049598

0.63290172 0.1508014
0.63081392 0.14667781
0.6347513 0.15450361

0.61289177 0.11377134
0.63037986 0.14582791
0.64240583 0.17030633
0.67373439 0.24234543
0.62238338 0.13063569
0.64194392 0.16933112
0.63592311 0.15687286
0.62905782 0.14325526
0.62821765 0.14163277
0.6302167 0.14550912

0.61730166 0.12144682
0.61863916 0.12382977
0.62051725 0.12721881
0.61596572 0.11909214
0.64957671 0.18579082
0.61453099 0.11659182



0.62688296 0.13907526
0.63199552 0.14900432
0.62709692 0.13948358
0.56539628 0.04899827
0.62081802 0.12776619
0.62687936 0.1390684
0.58510239 0.07190931
0.62325602 0.13225031
0.63737436 0.15983234
0.62679197 0.13890181
0.62969774 0.14449754
0.62356922 0.13283243
0.63019131 0.14545955
0.64378587 0.17323616
0.64368438 0.17301986
0.67305381 0.24066811
0.62482098 0.13517266
0.61159418 0.11156615
0.64945401 0.18552052

0.633755 0.15250366
0.62023565 0.12670747
0.6241374 0.13389195

0.63957905 0.16438135
0.58514679 0.07196721
0.62818293 0.14156591
0.60922081 0.10759575
0.62909369 0.14332474
0.63502297 0.15505128
0.48804547 0.00491864
0.65991968 0.20921789
0.62853682 0.14224799
0.61778681 0.12230824
0.62942645 0.14397019
0.62369956 0.13307509
0.6282542 0.14170315

0.62182217 0.12960294
0.62869681 0.14255689
0.61886727 0.12423873
0.65506704 0.19807114
0.60726053 0.10437802
0.62689349 0.13909535
0.63065278 0.14636198
0.56830431 0.0520349
0.64280174 0.17114436
0.62303261 0.13183593
0.62791817 0.14105676
0.61662471 0.12025047
0.6285773 0.14232611



0.63164274 0.14830773
0.62521243 0.13590899
0.51180621 0.01202209
0.65785015 0.20443129
0.6264747 0.13829789

0.58462346 0.07128664
0.62341976 0.13255447
0.62283486 0.13146972
0.60996609 0.10883374
0.62594552 0.1372937
0.64735344 0.18092151
0.63154402 0.14811309
0.64544182 0.17678361
0.62739955 0.14006222
0.57286581 0.05703537
0.62776359 0.14075994
0.63132822 0.14768809
0.63862103 0.16239682
0.61509692 0.11757454
0.63386631 0.15272644
0.58120798 0.0669423
0.62697521 0.13925123
0.6141171 0.11587603

0.62465542 0.13486188
0.63393954 0.1528731
0.63662825 0.15830735
0.62097402 0.12805061
0.62407183 0.13376945
0.63729559 0.15967099
0.60540553 0.10138462
0.54598196 0.03163213
0.6268576 0.1390269

0.62842488 0.14203204
0.62506603 0.13563335
0.62601662 0.13742838
0.62694139 0.1391867
0.62639335 0.13814325
0.62208435 0.13008486
0.62449442 0.13456003
0.62449442 0.13456003
0.62449442 0.13456003
0.6247025 0.13495021

0.65120458 0.18939434
0.65120458 0.18939434
0.63293911 0.15087578
0.61330085 0.11447159
0.62378584 0.13323585
0.61927901 0.12497876



0.62931473 0.14375333
0.62931473 0.14375333
0.6555567 0.19918367

0.64196479 0.16937513
0.625275 0.13602688

0.62036499 0.12694218
0.6388379 0.162845

0.62626436 0.13789828
0.62594193 0.13728689
0.63757821 0.16025028
0.62691963 0.1391452
0.61567377 0.11858097
0.62263839 0.13110641
0.62247471 0.13080417
0.62885623 0.14286507
0.58244787 0.0684999
0.6141474 0.11592834

0.63174826 0.1485159
0.62636854 0.13809611
0.59460739 0.08495793
0.6273271 0.13992358

0.60866705 0.10668111
0.60772738 0.10513927
0.62667159 0.1386725
0.61880044 0.12411883
0.60359238 0.09850724
0.61314145 0.11419845
0.62588121 0.13717192
0.73197864 0.39795567
0.6267036 0.13873345

0.61176001 0.11184661
0.63382123 0.15263621
0.6223966 0.13066007

0.63955343 0.16432811
0.620094 0.12645068

0.63743037 0.15994713
0.65628354 0.2008402
0.62108542 0.12825392
0.62155807 0.12911849
0.62772653 0.14068883
0.61600688 0.11916431
0.65239796 0.19205632
0.61547144 0.11822742
0.63633167 0.1577032
0.62545718 0.13637046
0.62536773 0.13620171
0.61150248 0.11141123
0.62448061 0.13453415



0.63015704 0.14539264
0.6264552 0.13826081
0.6275579 0.14036549

0.62600311 0.13740278
0.626409 0.13817299

0.64447792 0.17471449
0.61703626 0.12097701
0.65525338 0.1984942
0.58254523 0.06862314
0.54883289 0.03387563
0.61241322 0.11295524
0.62374161 0.13315341

0.625408 0.13627767
0.6265229 0.13838954

0.62607702 0.13754287
0.62986848 0.14482995
0.62239497 0.13065707
0.63312618 0.15124824
0.62693843 0.13918105
0.61975206 0.12583197
0.62618211 0.13774217
0.57023835 0.05411948
0.59446748 0.08475629
0.63329439 0.15158356
0.63628636 0.157611
0.62814352 0.14149007
0.62887278 0.14289709
0.59279158 0.08236323
0.6324229 0.14985047

0.60418103 0.09943614
0.63732192 0.15972493
0.65477423 0.1974072
0.62662442 0.13858269
0.61854108 0.12365417
0.62445115 0.13447897
0.55671433 0.04061862
0.62744328 0.14014593
0.61787533 0.12246577
0.62521408 0.1359121
0.62521408 0.1359121
0.61977186 0.12586775
0.62760766 0.14046086
0.61829975 0.12322266
0.61337676 0.1146018
0.62540826 0.13627816
0.70197259 0.31536535
0.62518264 0.13585288
0.62284566 0.1314897



0.62486711 0.13525933
0.59387618 0.08390726
0.62800763 0.14122869
0.6166426 0.120282

0.62839281 0.14197022
0.62778388 0.14079888
0.61568681 0.11860377
0.61604674 0.11923422
0.64020634 0.16568722
0.62425299 0.13410805
0.6251546 0.13580008

0.61742129 0.12165892
0.57986447 0.06527953
0.61803229 0.12274538
0.64622101 0.17846474
0.61807633 0.1228239
0.62032912 0.12687707
0.59999913 0.09294685
0.61443926 0.11643296
0.64353483 0.1727014
0.62302173 0.13181576
0.62059575 0.12736154
0.63203687 0.14908608
0.63661942 0.15828934
0.63070373 0.14646181
0.59260745 0.08210282
0.59868991 0.09096787
0.62252813 0.13090278
0.62218085 0.13026247
0.59335911 0.08316901
0.61228312 0.11273394
0.62362866 0.13294306
0.60376999 0.09878698
0.62480225 0.13513749
0.64552591 0.17696467
0.63067156 0.14639877
0.63089942 0.14684551
0.64144942 0.16829013
0.65011605 0.18698117
0.62293639 0.13165766
0.62179214 0.12954782
0.62257081 0.13098158
0.61847228 0.12353106
0.61936663 0.12513655
0.61249175 0.11308893
0.61294925 0.11386959
0.62525259 0.13598465
0.62459921 0.13475645



0.62711709 0.13952212
0.6225486 0.13094056

0.60068642 0.0939958
0.61614323 0.11940355
0.62029286 0.12681127
0.62063117 0.12742599
0.62382886 0.13331605
0.63888025 0.16293259
0.61577234 0.11875341
0.6329915 0.15098005

0.61243866 0.11299853
0.63204773 0.14910756

0.652178 0.1915644
0.60301474 0.09760063
0.6179668 0.12262868

0.62398473 0.13360681
0.64038526 0.16606065
0.61186784 0.11202919
0.60694175 0.10386004
0.63240129 0.14980762
0.63239093 0.14978709
0.62411496 0.13385003
0.62644403 0.13823957
0.62148402 0.12898283
0.61441005 0.1163824
0.61159854 0.11157352
0.57160089 0.05561947
0.62314292 0.13204044
0.62897255 0.14309015
0.62390738 0.13346249
0.65288293 0.19314295
0.62315125 0.1320559
0.6128741 0.11374115

0.62095652 0.12801868
0.58889451 0.07695723
0.6235235 0.13274736

0.61648428 0.12000311
0.62233603 0.13054838
0.58530911 0.07217909
0.62281502 0.13143301
0.62159644 0.12918881
0.62422214 0.13405037
0.6101145 0.10908122

0.61614646 0.11940922
0.6776874 0.25217424

0.62084648 0.12781805
0.6176721 0.12210425

0.63978702 0.16481371



0.60604974 0.10241849
0.55762512 0.04145017
0.6178822 0.12247801

0.65468282 0.19720015
0.675582 0.2469212

0.61005827 0.1089874
0.62757372 0.1403958
0.60014448 0.09316812
0.61872034 0.12397523
0.61788075 0.12247543
0.60985328 0.10864583
0.61708216 0.12105819
0.62752457 0.14030163
0.61912707 0.1247054
0.62046059 0.12711583
0.62199708 0.12992435
0.62158131 0.12916108
0.6168993 0.12073496

0.62694519 0.13919395
0.65058674 0.1880229
0.68425075 0.26880277
0.59453247 0.08484992
0.61342024 0.1146764
0.62126038 0.12857358
0.63029329 0.14565873
0.61857034 0.12370653
0.62956951 0.14424816
0.62149576 0.12900433
0.62270817 0.13123538
0.6229773 0.13173344

0.61289437 0.11377578
0.62427645 0.13415193
0.61701611 0.12094138
0.62397395 0.13358669
0.60925378 0.10765034
0.60503978 0.10080032
0.57893472 0.06414405
0.57893472 0.06414405
0.6236444 0.13297237

0.61019329 0.10921273
0.62806058 0.14133051
0.61177822 0.11187744
0.59907093 0.09154122
0.61967728 0.12569689
0.61662174 0.12024523
0.62331606 0.1323618
0.61568872 0.11860711
0.61800632 0.12269911



0.62320276 0.13215145
0.61451316 0.11656094
0.61674575 0.12046389
0.6130005 0.11395723

0.61566642 0.1185681
0.63839803 0.16193658
0.62719493 0.13967083
0.61898772 0.12445497
0.6274896 0.14023464

0.61177435 0.11187088
0.61114593 0.11081002
0.61809677 0.12286036
0.61984863 0.12600653
0.58559405 0.072552
0.61556452 0.11838999
0.62836445 0.14191555
0.62303217 0.1318351
0.62024011 0.12671555
0.61460877 0.11672661
0.61516712 0.11769677
0.62027127 0.12677208
0.61855955 0.12368722
0.6224317 0.13072481

0.64036166 0.16601136
0.62048923 0.12716787
0.62497685 0.13546559
0.59376329 0.08374575
0.62633467 0.13803179
0.61628696 0.11965602
0.6213549 0.12874645

0.61665785 0.12030888
0.60033525 0.09345898
0.61758804 0.12195491
0.61758804 0.12195491
0.53483896 0.0238153
0.60942355 0.10793171
0.6162512 0.11959317

0.56176791 0.04537234
0.62207178 0.13006173
0.59598664 0.08696105
0.63925394 0.16370654
0.60925723 0.10765604
0.62762712 0.14049816
0.62264951 0.13112696
0.62957625 0.14426127
0.62785464 0.14093473
0.58734338 0.07486714
0.62408232 0.13378904



0.62756915 0.14038704
0.61965967 0.12566508
0.61746326 0.12173338
0.61826329 0.12315754
0.61624445 0.11958132
0.62110065 0.12828172
0.6140381 0.11573968

0.59958649 0.09232041
0.58812233 0.07591237
0.61941839 0.12522982
0.59360689 0.0835223
0.64842378 0.18325815
0.6203888 0.12698541

0.60470397 0.10026558
0.66733147 0.22674546
0.60060049 0.09386427
0.61623957 0.11957274
0.60543043 0.10142447
0.61775937 0.12225943
0.61659487 0.12019787
0.63413359 0.15326208
0.58962237 0.07795007
0.61825293 0.12313904
0.61869022 0.12392125
0.65369237 0.19496281
0.62354346 0.13278449
0.64479486 0.17539356
0.59145987 0.08049094
0.63291755 0.15083289
0.59006704 0.07856044
0.61581911 0.11883529
0.62618319 0.13774423
0.61527961 0.11789276
0.62438753 0.13435982
0.61945606 0.12529772
0.5935222 0.08340145

0.59329972 0.08308448
0.6016503 0.09547851

0.61511213 0.11760103
0.61459359 0.11670029
0.62684878 0.13901009
0.65860487 0.20617128
0.63736121 0.1598054
0.60624658 0.1027356
0.61773093 0.12220885
0.60860793 0.10658372
0.61639618 0.11984807
0.6199139 0.12612459



0.6031572 0.09782377
0.62065798 0.12747477
0.61846157 0.12351191
0.6377398 0.16058196

0.64417097 0.17405805
0.61542896 0.11815328
0.42989481 8.05E-05
0.63327995 0.15155476
0.6234033 0.13252388
0.620951 0.12800861

0.60263286 0.09700395
0.61685679 0.12065987
0.61412254 0.11588542
0.62623665 0.13784567
0.64174645 0.16891504
0.61566962 0.11857371
0.62731934 0.13990874
0.61613368 0.11938678
0.6222508 0.13039131

0.63466395 0.15432774
0.60965032 0.10830821
0.60965032 0.10830821
0.61658918 0.12018785
0.58723385 0.07472087
0.61726018 0.12137332
0.63700934 0.15908534
0.61718362 0.12123775
0.61759451 0.1219664
0.60218964 0.0963141
0.59973624 0.09254747
0.65497602 0.19786465
0.62152828 0.1290639
0.61924232 0.12491273
0.63416141 0.15331789
0.62029666 0.12681815
0.62224891 0.13038783
0.58233387 0.06835575
0.61685597 0.12065843
0.61599048 0.11913556
0.6084318 0.10629389

0.61666229 0.12031671
0.61487753 0.11719304
0.60748261 0.10473975
0.63162909 0.14828081
0.63184065 0.1486983
0.60576884 0.10196693
0.6510328 0.18901256

0.61485207 0.1171488



0.62940336 0.14392537
0.60825963 0.10601102
0.62648714 0.13832153
0.59941097 0.09205471
0.60120221 0.09478754
0.5765912 0.06133686

0.61088868 0.11037739
0.60600529 0.10234695
0.61490067 0.11723323
0.61294532 0.11386287
0.6126063 0.11328411
0.6222256 0.13034488
0.5939806 0.08405682

0.61632025 0.11971453
0.62250302 0.13085642
0.6333461 0.15168671

0.60761213 0.10495106
0.59718723 0.08872736
0.62043376 0.12706708
0.63296693 0.15093114
0.62674631 0.1388148
0.61685868 0.12066321
0.6183428 0.12329957

0.61768197 0.1221218
0.59467023 0.08504859
0.60622042 0.10269343
0.61293943 0.11385279
0.63181441 0.14864648
0.60988845 0.10870438
0.60111164 0.09464824
0.65435835 0.19646592
0.61309591 0.11412048
0.61459154 0.11669674
0.60478644 0.10039676
0.6426873 0.17090191

0.59126268 0.08021591
0.62274973 0.13131224
0.62445885 0.1344934
0.61117515 0.11085922
0.62742649 0.1401138
0.6164814 0.11999804
0.6164814 0.11999804

0.61768924 0.12213473
0.63517837 0.15536499
0.60839563 0.10623443
0.61513028 0.11763262
0.62251349 0.13087575
0.61600013 0.11915247



0.60287139 0.09737641
0.62607871 0.13754607
0.60442743 0.09982646
0.61951049 0.12539587
0.58725609 0.07475056
0.62060631 0.12738075
0.70480573 0.32299858
0.63514352 0.1552946
0.58366036 0.07004454
0.59794086 0.0898469
0.60133576 0.09499318
0.61666481 0.12032116
0.60311826 0.09776275
0.61340193 0.11464498
0.61340193 0.11464498
0.61340193 0.11464498
0.59071136 0.07944997
0.61535783 0.11802916
0.61151226 0.11142774
0.62106023 0.12820793
0.6138676 0.11544571

0.62768094 0.14060137
0.61595876 0.11907994
0.63113071 0.14729969
0.60450215 0.099945
0.61344833 0.11472463
0.64610907 0.17822276
0.62719179 0.13966484
0.62068438 0.12752281
0.61600365 0.11915865
0.60071683 0.09404237
0.61104646 0.11064262
0.62567254 0.13677719
0.63711623 0.15930391

0.637908 0.16092758
0.6160854 0.11930204

0.61220301 0.1125978
0.62096318 0.12803084
0.61752083 0.12183556
0.62564116 0.1367179
0.61842661 0.12344937
0.61168114 0.11171318
0.61174702 0.11182462
0.61576431 0.11873936
0.57399997 0.05832408
0.6215045 0.12902033

0.61678179 0.12052748
0.61978639 0.12589402



0.60406918 0.09925924
0.58460592 0.0712639
0.62198921 0.12990987
0.60510308 0.10090131
0.61149619 0.11140061
0.60838487 0.10621675
0.5984002 0.09053333

0.60951818 0.10808873
0.62439075 0.13436586
0.62462992 0.13481405
0.61066873 0.11000826
0.61463837 0.11677793
0.61449749 0.11653379
0.65101757 0.18897874
0.5984773 0.09064886

0.60215482 0.09626002
0.61065013 0.10997707
0.55741642 0.04125866
0.62230699 0.13049485
0.61031846 0.10942185
0.60726219 0.10438072
0.61982315 0.12596047
0.60470775 0.10027159
0.60470775 0.10027159
0.61234292 0.11283563
0.60621288 0.10268128
0.61093655 0.11045783
0.62052123 0.12722603
0.61009301 0.10904536
0.58127223 0.06702247
0.62107607 0.12823685
0.61600561 0.11916208
0.61457346 0.1166654
0.61377919 0.11529345
0.60846141 0.1063426
0.61208593 0.112399
0.61208593 0.112399
0.60811799 0.10577864
0.62687266 0.13905563
0.62020846 0.12665816
0.6132139 0.11432256

0.60506045 0.10083329
0.61558509 0.11842594
0.61384556 0.11540774
0.61850023 0.12358106
0.61539976 0.1181023
0.61806903 0.12281089
0.59681737 0.08818097



0.65969402 0.20869363
0.61608681 0.11930453
0.55892521 0.04265626
0.60584738 0.10209308
0.60215091 0.09625396
0.58423904 0.07078925
0.59775414 0.08956875
0.61211516 0.1124486
0.61749614 0.12179173
0.61311418 0.11415176
0.65213009 0.19145731
0.61368834 0.1151371
0.61771126 0.12217387
0.61265401 0.11336546
0.58671032 0.07402418
0.60486539 0.10052242
0.61231135 0.11278193
0.60772855 0.10514117
0.61697456 0.12086792
0.60558822 0.10167719
0.61308225 0.1140971
0.61308225 0.1140971
0.61268525 0.11341874
0.61259125 0.11325845
0.58829404 0.07614397
0.59206503 0.08133854
0.59206503 0.08133854
0.63002601 0.14513698
0.61800544 0.12269753
0.61515833 0.11768146
0.61862859 0.12381085
0.60846084 0.10634166
0.59247086 0.08190995
0.60595835 0.10227145
0.60937613 0.10785307
0.61344541 0.11471962
0.56047676 0.04412522
0.64814809 0.18265494
0.60622741 0.1027047
0.58392333 0.07038236
0.61131114 0.11108837
0.60791315 0.10544307
0.59640195 0.08756966
0.65059068 0.18803163
0.6117134 0.11176774

0.63080939 0.14666891
0.61250137 0.11310532
0.60905404 0.10731983



0.5985853 0.09081081
0.61035926 0.10949007
0.60930375 0.10773311
0.6111367 0.11079449

0.57048186 0.05438564
0.62381976 0.13329907
0.57824048 0.06330426
0.61634302 0.11975458
0.59142164 0.08043758
0.6100243 0.10893075
0.6079751 0.10554449

0.60952766 0.10810448
0.59284537 0.0824394
0.65978985 0.2089162
0.6046823 0.10023114
0.6063266 0.10286468
0.6063266 0.10286468

0.61606712 0.11926997
0.6228817 0.13155641

0.61540471 0.11811096
0.62177912 0.12952391
0.59521818 0.08584156
0.55704229 0.04091678
0.61264691 0.11335335
0.60200351 0.09602525
0.6330641 0.15112459

0.61130582 0.11107939
0.60400877 0.09916379
0.61328312 0.11444119
0.61939044 0.12517946
0.61340168 0.11464455
0.60395865 0.09908462
0.60806107 0.10568534
0.6243102 0.13421508

0.65288695 0.19315196
0.59529705 0.08595605
0.61754104 0.12187144
0.60156115 0.09534081
0.58830242 0.07615527
0.58376789 0.07018255
0.61084807 0.11030919
0.61258117 0.11324128
0.61719678 0.12126104
0.61950242 0.12538133
0.59420235 0.08437497
0.61588536 0.11895131
0.62396227 0.13356489
0.62703175 0.13935915



0.61381724 0.11535898
0.64201151 0.16947366
0.60456136 0.10003899
0.61299667 0.11395067
0.61637469 0.11981027
0.59982368 0.09268019
0.61562492 0.11849555
0.60751391 0.10479079
0.6230002 0.13177587

0.60455053 0.1000218
0.61235968 0.11286413
0.60524493 0.10112781
0.60837004 0.10619237
0.63108904 0.1472178
0.61253718 0.11316632
0.63526789 0.15554583
0.62072243 0.12759208
0.61310192 0.11413077
0.61489402 0.11722169
0.60835906 0.10617434
0.60510585 0.10090572
0.61631257 0.11970104
0.61793798 0.12257734
0.61164417 0.11165066
0.61297506 0.11391371
0.59733659 0.08894858
0.62047354 0.12713935
0.60028874 0.09338802
0.62071305 0.127575
0.5496607 0.03454627

0.60432637 0.09966627
0.60827057 0.10602899
0.6006766 0.09398077

0.61493543 0.11729366
0.5986994 0.09098212

0.62894568 0.14303814
0.59536013 0.08604769
0.5774418 0.06234667

0.61503848 0.11747286
0.61471635 0.11691319
0.60863939 0.10663553
0.61339589 0.11463463
0.55727834 0.04113227
0.61141632 0.11126578
0.61075439 0.11015193
0.60496334 0.10067846
0.62211004 0.13013213
0.60639095 0.10296855



0.61785117 0.12242277
0.59868547 0.0909612
0.62619201 0.13776096
0.61125338 0.11099101
0.6140922 0.11583304

0.59439854 0.08465704
0.6028352 0.09731984
0.6516766 0.19044519

0.60301981 0.09760857
0.58610479 0.07322334
0.59250048 0.08195176
0.60389747 0.09898804
0.61059016 0.10987657
0.61638795 0.11983359
0.60131192 0.09495645
0.60464873 0.10017778
0.62674448 0.13881131
0.6111935 0.11089014
0.6125273 0.11314948

0.63658371 0.15821654
0.610198 0.10922059

0.6071416 0.1041846
0.60637353 0.10294042
0.58553381 0.07247306
0.55439347 0.03854917
0.60144481 0.09516127
0.60579317 0.102006
0.63190793 0.1488312
0.5637387 0.0473195
0.5637387 0.0473195
0.5637387 0.0473195
0.6127488 0.11352718

0.58043165 0.06597833
0.60447007 0.0998941
0.61426546 0.11613231
0.60967497 0.10834919
0.63569971 0.15641976
0.59499224 0.08551405
0.59499224 0.08551405
0.59499224 0.08551405
0.59154558 0.08061066
0.57084663 0.05478591
0.58526265 0.07211841
0.60817613 0.105874
0.60671843 0.10349805
0.58799617 0.07574248
0.62233157 0.13054016
0.58629231 0.07347077



0.61147174 0.11135932
0.61153053 0.1114586
0.60826189 0.10601474
0.60639417 0.10297375
0.58757173 0.07517263
0.61240427 0.11294
0.59525834 0.08589985
0.58377172 0.07018747
0.66068174 0.21099252
0.58290349 0.06907784
0.62142824 0.12888069
0.5914473 0.08047339

0.60549992 0.10153571
0.61744924 0.1217085
0.60541141 0.10139403
0.60271982 0.09713963
0.63413065 0.15325618
0.61140832 0.11125228
0.60813484 0.10580627
0.44799669 0.00048267
0.61093587 0.11045669
0.60498995 0.10072087
0.60119505 0.09477653
0.60212581 0.09621499
0.62464638 0.13484493
0.64277041 0.17107798
0.60379646 0.0988287
0.59164413 0.08074846
0.60649316 0.10313363
0.60417301 0.09942344
0.60988659 0.10870129
0.61102528 0.11060701
0.59638651 0.08754699
0.60436688 0.09973046
0.59955666 0.09227522
0.59308243 0.08277559
0.57995091 0.06538574
0.61192306 0.11212276
0.60422292 0.09950243
0.59532019 0.08598967
0.5919405 0.08116368

0.60399866 0.09914781
0.60037953 0.09352658
0.60364904 0.09859642
0.59289253 0.08250622
0.59289253 0.08250622
0.57913863 0.06439201
0.61478525 0.11703276



0.60807181 0.10570293
0.62383379 0.13332522
0.60956462 0.10816584
0.58242367 0.06846928
0.65400046 0.19565753
0.42397459 3.59E-05
0.61030284 0.10939575
0.58859748 0.07655428
0.60063015 0.09390965
0.5966798 0.08797825

0.60402067 0.09918257
0.59857625 0.09079724
0.56538468 0.0489864
0.58312667 0.06936203
0.5835462 0.06989819

0.61675993 0.12048892
0.60013292 0.09315051
0.61711977 0.12112472
0.61095546 0.11048961
0.58479411 0.07150812
0.61819852 0.12304189
0.61275059 0.11353023
0.61469031 0.116868
0.5835279 0.06987476

0.61908365 0.12462734
0.41074139 2.52E-06
0.59695383 0.08838233
0.6024919 0.09678424

0.61420242 0.11602337
0.60928662 0.10770473
0.60928662 0.10770473
0.59028122 0.07885546
0.60956043 0.10815888
0.61735222 0.12153644
0.60381427 0.09885679
0.58756087 0.07515809
0.61081605 0.11025542
0.60529094 0.10120134
0.6093238 0.10776633

0.56565879 0.0492676
0.60488794 0.10055834
0.61319577 0.11429148
0.61319577 0.11429148
0.60236006 0.09657901
0.59712062 0.08862881
0.59130133 0.08026977
0.52566073 0.0184523
0.59189222 0.08109595



0.59386499 0.08389125
0.57590347 0.06052794
0.61352571 0.11485752
0.6122208 0.11262802
0.5983085 0.09039605

0.57748007 0.06239235
0.60369636 0.09867095
0.60629011 0.10280581
0.6145537 0.11663116

0.60401152 0.09916812
0.60751477 0.10479219
0.61175532 0.11183868
0.59884612 0.09120267
0.64538376 0.17665865
0.60187114 0.09582013
0.62287634 0.13154648
0.57042522 0.05432366
0.58813246 0.07592602
0.61965802 0.1256621
0.56980293 0.05364561
0.59373361 0.08370332
0.57032569 0.05421484
0.58513121 0.07194688
0.59406902 0.0841836
0.5920652 0.08133877

0.60439432 0.09977396
0.58213077 0.06809944
0.6300749 0.14523235

0.61082024 0.11026247
0.60033788 0.093463
0.39576211 7.09E-11
0.59042889 0.07905925
0.58817434 0.07598247
0.59301562 0.08268076
0.60743413 0.10466072
0.62220696 0.13031056
0.6021163 0.09620023

0.59865961 0.09092236
0.61028079 0.10935889
0.60021547 0.0932763
0.59913532 0.09163832
0.61055974 0.1098256
0.64341306 0.1724423
0.60096593 0.09442436
0.62677096 0.13886177
0.61090578 0.11040612
0.61233688 0.11282536
0.59654599 0.08778135



0.60980996 0.10857371
0.65016268 0.18708426
0.59366933 0.08361147
0.59612669 0.08716601
0.61851807 0.12361299
0.61494098 0.1173033
0.59831344 0.09040344
0.60434809 0.09970067
0.60685286 0.10371588
0.57597261 0.06060896
0.64421216 0.17414607
0.56166514 0.04527225
0.58041137 0.06595325
0.60913165 0.10744818
0.5908095 0.07958598

0.59996397 0.09289338
0.5963213 0.08745128

0.62145559 0.12893076
0.56919345 0.05298676
0.59939507 0.09203065
0.60686928 0.1037425
0.58298862 0.06918615
0.60685758 0.10372353
0.6062156 0.10268565
0.6040027 0.09915418

0.63487636 0.15475561
0.6004071 0.09356867
0.6076302 0.10498055

0.59829807 0.09038045
0.61350363 0.1148196
0.5981994 0.09023288

0.60578871 0.10199884
0.60578871 0.10199884
0.59968228 0.09246562
0.65714999 0.20282285
0.58933524 0.07755749
0.60225837 0.09642088
0.60840504 0.1062499
0.60187482 0.09582583
0.59393912 0.08399739
0.60474119 0.10032478
0.62444034 0.13445871
0.61026095 0.10932574
0.59968372 0.0924678
0.61676507 0.12049798
0.60820192 0.10591631
0.59587343 0.08679557
0.60779156 0.10524416



0.61241956 0.11296603
0.61041585 0.10958473
0.62330128 0.13233435
0.58726688 0.07476496
0.5854113 0.07231269

0.63680851 0.15867512
0.63165067 0.14832336
0.60923078 0.10761225
0.60991471 0.10874811
0.58230311 0.0683169
0.60104118 0.09453994
0.61679874 0.1205574
0.61374497 0.11523454
0.60957516 0.10818334
0.58691491 0.07429597
0.60367835 0.09864258
0.65749051 0.20360441
0.56517988 0.04877697
0.59303728 0.0827115
0.64559984 0.17712394
0.55116101 0.03578397
0.59651563 0.0877367
0.59547648 0.08621688
0.60368872 0.09865891
0.63311475 0.15122547
0.59580286 0.08669252
0.59997014 0.09290277
0.59101752 0.07987476
0.59869574 0.09097662
0.58889722 0.07696091
0.58929846 0.07750729
0.59875002 0.09105818
0.60668869 0.1034499
0.63285142 0.15070137
0.60678655 0.1036084
0.59370232 0.0836586
0.59350219 0.08337291
0.59731163 0.0889116
0.60446408 0.09988458
0.59585898 0.08677447
0.54079514 0.02780842
0.62809425 0.14139527
0.59724246 0.08880913
0.61191675 0.11211207
0.60938292 0.10786434
0.60431612 0.09965002
0.5814955 0.06730152

0.60555853 0.10162961



0.60420481 0.09947377
0.61369711 0.11515219
0.59242198 0.08184101
0.59146211 0.08049407
0.58685058 0.07421044
0.59241291 0.08182821
0.61852186 0.12361977
0.59307549 0.08276575
0.62355517 0.13280629
0.62124901 0.12855279
0.62124901 0.12855279
0.58960836 0.0779309
0.59108444 0.0799678
0.62422692 0.13405931
0.56069127 0.04433085
0.59989869 0.09279414
0.57711011 0.06195166
0.60134135 0.09500179
0.61245381 0.11302433
0.59299154 0.0826466
0.6007763 0.09413349

0.60417259 0.09942278
0.59465293 0.08502362
0.59626847 0.08737378
0.60169078 0.09554108
0.59057033 0.07925475

0.613605 0.11499379
0.58552643 0.0724634
0.62631491 0.13799424
0.60156965 0.09535394
0.61289284 0.11377318
0.59810287 0.09008865
0.61207971 0.11238843
0.5958548 0.08676837
0.5958548 0.08676837

0.62827741 0.14174783
0.59892297 0.09131831
0.60631723 0.10284956
0.6006037 0.09386919

0.60473556 0.10031581
0.61560369 0.11845845
0.58816179 0.07596555
0.59962935 0.09238537
0.55164205 0.03618692
0.6341249 0.15324465

0.59799176 0.08992281
0.52873142 0.0201434
0.59465169 0.08502183



0.58838181 0.07626251
0.59593565 0.08688649
0.5904535 0.07909324

0.61347679 0.11477349
0.58875629 0.07676956
0.56824795 0.05197493
0.61081737 0.11025765
0.59749927 0.08918989
0.5768438 0.06163565

0.59816065 0.09017496
0.5854967 0.07242446

0.60966565 0.1083337
0.56930654 0.05310862
0.59037932 0.0789908
0.59995401 0.09287824
0.59686064 0.08824479
0.60321942 0.09792132
0.5856019 0.07256228

0.60159026 0.09538575
0.604682 0.10023065

0.60597456 0.10229753
0.59936403 0.09198372
0.6051265 0.10093868

0.56961728 0.05344437
0.61907738 0.12461607
0.62141942 0.12886454
0.59770418 0.08949441
0.57958844 0.06494113
0.44468972 0.00036723
0.59893634 0.09133845
0.60081682 0.09419559
0.57754489 0.06246975
0.60035156 0.09348388
0.59602083 0.08701106
0.60542716 0.10141924
0.63206235 0.14913648
0.58432613 0.07090174
0.62018274 0.12661152
0.59943663 0.09209351
0.60519659 0.10105059
0.62428528 0.13416847
0.58949028 0.07776932
0.58949028 0.07776932
0.59528419 0.08593737
0.59580417 0.08669445
0.58607128 0.07317917
0.60080306 0.09417451
0.60105125 0.09455541



0.58130652 0.06706528
0.61997688 0.12623858
0.59122376 0.08016169
0.60507355 0.10085419
0.59969978 0.09249216
0.60462188 0.10013511
0.58575384 0.07276162
0.5831512 0.06939331

0.61076382 0.11016776
0.63803124 0.16118104
0.58998837 0.07845224
0.58468412 0.07136531
0.60220728 0.0963415
0.59865227 0.09091134
0.5871973 0.07467211

0.61575752 0.11872748
0.60215172 0.0962552
0.59311061 0.08281562
0.61749103 0.12178266
0.59869533 0.090976
0.59567225 0.086502
0.56080281 0.04443802
0.59986046 0.09273606
0.58370384 0.07010033
0.5952501 0.08588788

0.58286559 0.06902964
0.56503374 0.04862788
0.56457778 0.0481646
0.59673358 0.08805747
0.59890484 0.09129103
0.46430223 0.00148369
0.60206267 0.09611701
0.58967399 0.07802078
0.62576108 0.1369446
0.59889827 0.09128114
0.60547722 0.10149936
0.6091968 0.10755599

0.59635822 0.08750546
0.58820885 0.076029
0.58921681 0.07739591
0.58231942 0.0683375
0.59209361 0.0813787
0.50163818 0.00843638
0.54716211 0.03254846
0.60050684 0.09372106
0.57270498 0.05685409
0.57260646 0.05674322
0.57260646 0.05674322



0.59563734 0.08645111
0.61917251 0.12478711
0.60898293 0.10720229
0.60083067 0.09421684
0.5735874 0.05785319

0.59918199 0.09170874
0.58747739 0.07504633
0.56951934 0.05333841
0.59925868 0.09182452
0.60476843 0.1003681
0.60917434 0.10751882
0.62453751 0.13464077
0.59517251 0.0857753
0.6018719 0.09582132

0.61568074 0.11859315
0.57903097 0.06426102
0.60601971 0.10237016
0.58226409 0.06826763
0.59913876 0.09164351
0.61623763 0.11956934
0.57728647 0.06216149
0.59708734 0.0885796
0.59479882 0.08523428
0.58013391 0.06561092
0.61704256 0.12098815
0.63106734 0.14717518
0.59991741 0.09282261
0.5824768 0.0685365

0.60448138 0.09991204
0.59995226 0.09287558
0.60045278 0.09363844
0.58496222 0.07172672
0.65017942 0.18712127
0.53693663 0.02517416
0.57078385 0.05471689
0.60234361 0.09655342
0.59945837 0.09212641
0.62085635 0.12783605
0.6015292 0.09529149

0.57036122 0.05425367
0.60242543 0.09668073
0.58834718 0.07621572
0.50679602 0.01014417
0.61475524 0.11698068
0.56172749 0.04533295
0.59536358 0.08605272
0.59194609 0.08117153
0.58536493 0.07225206



0.57231692 0.0564182
0.596274 0.08738189

0.61263116 0.11332649
0.59306531 0.08275129
0.56136534 0.04498108
0.58474196 0.07144039
0.57358424 0.05784958
0.6094676 0.10800478

0.57057831 0.0544913
0.63665086 0.15835346
0.60084697 0.09424183
0.57608791 0.06074421
0.61409255 0.11583365
0.60189475 0.09585671
0.6048578 0.10051034

0.57473583 0.05916996
0.59050104 0.07915894
0.60276353 0.09720788
0.59241973 0.08183782
0.58672943 0.07404954
0.61101047 0.11058209
0.57873861 0.06390612
0.60448591 0.09991923
0.59225302 0.08160294
0.59860837 0.09084544
0.62100243 0.12810243
0.61123936 0.11096739
0.59030609 0.07888976
0.57276038 0.05691649
0.59139002 0.08039346
0.57195251 0.0560108
0.59424477 0.08443591
0.61328195 0.11443918
0.60715871 0.10421242
0.63810099 0.16132458
0.58638058 0.07358742
0.59802763 0.08997633
0.59790506 0.08979353
0.58155539 0.0673765
0.60265237 0.09703439
0.59944599 0.09210769
0.60289288 0.09741
0.57414246 0.05848728
0.60869377 0.10672514
0.58463902 0.07130682
0.57355986 0.05782183
0.5740059 0.05833087

0.61619624 0.11949663



0.58923942 0.07742674
0.60068797 0.09399818
0.53755903 0.0255872
0.59610521 0.08713454
0.56940085 0.05321039
0.54572906 0.03143802
0.60559116 0.10168192
0.59360949 0.08352601
0.56542335 0.049026
0.59032384 0.07891425
0.5851726 0.07200087

0.59948224 0.09216254
0.58463827 0.07130584
0.60576894 0.1019671
0.59416534 0.08432181
0.59406118 0.08417236
0.60423443 0.09952065
0.60960776 0.10823749
0.61660461 0.12021505
0.56353091 0.04711171
0.59127255 0.08022966
0.59330025 0.08308523
0.60714656 0.10419266
0.59145164 0.08047945
0.5959669 0.08693218

0.58892809 0.07700286
0.56445881 0.04804419
0.5967144 0.08802921

0.61286327 0.11372264
0.59559793 0.08639369
0.59780065 0.08963798
0.64539914 0.17669175
0.59394934 0.08401204
0.57169249 0.05572125
0.59699982 0.08845026
0.61449939 0.11653708
0.58483265 0.07155821
0.59791654 0.08981063
0.59958461 0.09231756
0.60458487 0.10007633
0.60414883 0.09938518
0.59348501 0.08334842
0.59974235 0.09255674
0.6094522 0.10797925

0.55923788 0.04294969
0.59486292 0.08532693
0.59486164 0.08532509
0.5874752 0.0750434



0.60870827 0.10674903
0.60343074 0.09825305
0.62195147 0.12984048
0.58368024 0.07007004
0.60805275 0.1056717
0.57930394 0.06459348
0.60012511 0.09313861
0.59452443 0.08483833
0.60652589 0.10318654
0.59209847 0.08138553
0.60284759 0.09733919

0.585335 0.07221294
0.59278611 0.08235549
0.59902294 0.09146889
0.59763696 0.08939444
0.60712813 0.1041627
0.5668137 0.05046376

0.59289312 0.08250705
0.59721165 0.08876351
0.59057042 0.07925487
0.62257134 0.13098255
0.59636662 0.0875178
0.57913445 0.06438693
0.57190906 0.05596235
0.58755869 0.07515516
0.59941538 0.09206137
0.53714096 0.02530926
0.56851974 0.05226452
0.59419169 0.08435965
0.60119083 0.09477003
0.59536412 0.0860535
0.59538184 0.08607925
0.60807981 0.10571603
0.60807981 0.10571603
0.58937854 0.07761662
0.6200934 0.12644959

0.59666737 0.08795995
0.51514801 0.01340158
0.58939364 0.07763725
0.61071011 0.11007766
0.60537127 0.1013298
0.59101647 0.0798733
0.60392762 0.09903562
0.61966443 0.12567368
0.58516188 0.07198689
0.59833501 0.09043572
0.60888459 0.10703988
0.61223273 0.11264829



0.58068041 0.06628627
0.62136174 0.12875898
0.60728886 0.10442413
0.59544424 0.08616998
0.6154137 0.11812664

0.57391955 0.05823211
0.59431452 0.08453616
0.58869778 0.0766902
0.58025095 0.06575519
0.57770281 0.06265861
0.58154324 0.06736128
0.58566568 0.07264591
0.61459304 0.11669935
0.5898997 0.07833041
0.5788819 0.06407991

0.59304788 0.08272655
0.60526305 0.10115677

0.572774 0.05693184
0.60787232 0.10537626
0.59815588 0.09016784
0.57253399 0.05666176
0.59238038 0.08178235
0.60055066 0.09378806
0.5876234 0.07524187

0.61984735 0.12600422
0.59433828 0.08457034
0.60607987 0.102467
0.59417907 0.08434153
0.59257987 0.08206385
0.58058635 0.06616973
0.60134348 0.09500507
0.58441978 0.07102282
0.55278302 0.03715459
0.5681383 0.05185839

0.58879 0.0768153
0.58628229 0.07345754
0.55763265 0.0414571
0.59301407 0.08267856
0.58585062 0.07288877
0.62308629 0.13193543
0.6006874 0.0939973

0.58536888 0.07225722
0.59285164 0.08244828
0.56021014 0.04387049
0.61719995 0.12126665
0.56242514 0.04601582
0.57939594 0.06470577
0.59528008 0.08593141



0.58258545 0.06867409
0.60029539 0.09339816
0.58611577 0.0732378
0.58721858 0.07470051
0.59671971 0.08803704
0.59298856 0.08264237
0.58784625 0.0755409
0.59205938 0.08133061
0.59687485 0.08826575
0.59567137 0.08650071
0.57334143 0.05757358
0.59563536 0.08644822
0.58496568 0.07173123
0.61096877 0.11051199
0.59043053 0.07906151
0.59715111 0.08867392
0.57942356 0.06473951
0.59835814 0.09047035
0.61940627 0.12520799
0.60100652 0.09448669
0.57553158 0.06009333
0.59449576 0.08479702
0.58728675 0.07479149
0.53840648 0.02615689
0.59642831 0.08760838
0.53899167 0.02655522
0.59133866 0.08032181
0.60263993 0.09701498
0.59340059 0.0832281
0.60228167 0.09645711
0.58202777 0.06796967
0.59690632 0.0883122
0.57829265 0.06336712
0.61180099 0.11191599
0.63433395 0.15366422
0.60090543 0.0943315
0.60565728 0.10178792
0.60550792 0.10154853
0.60813277 0.10580287
0.57615291 0.06082056
0.57856742 0.06369887
0.54699672 0.032419
0.58868095 0.07666738
0.61438319 0.11633593
0.58472288 0.07141562
0.56478133 0.04837107
0.6583622 0.20561111

0.59594123 0.08689465



0.59454016 0.084861
0.57166247 0.05568788
0.58488684 0.07162865
0.59294315 0.08257798
0.60304218 0.09764359
0.57642257 0.06113789
0.54479529 0.03072821
0.56808323 0.05179993
0.5194251 0.01532269

0.59895159 0.09136141
0.59036068 0.07896507
0.64928131 0.18514037
0.58524227 0.0720918
0.58750212 0.07507943
0.5948814 0.08535367

0.59447389 0.08476552
0.58827738 0.07612148
0.58498779 0.07176001
0.59419478 0.08436409
0.57417632 0.0585261
0.58880627 0.07683739
0.6035456 0.09843363

0.58483684 0.07156365
0.58008535 0.06555112
0.60523934 0.10111888
0.58753575 0.07512445
0.53777306 0.02573028
0.59555138 0.08632589
0.59242935 0.0818514
0.60156415 0.09534545
0.58195889 0.06788297
0.59398331 0.0840607
0.58754597 0.07513814
0.5471605 0.0325472

0.57814895 0.06319405
0.57448084 0.05887598
0.58809797 0.07587955
0.57709288 0.06193119
0.57408667 0.05842334
0.58659546 0.07387187
0.61162274 0.11161443
0.59284658 0.08244112
0.57922992 0.06450322
0.58700362 0.07441401
0.59300909 0.0826715
0.6056264 0.10173841

0.55316284 0.03748046
0.58597544 0.07305296



0.59465527 0.085027
0.56997822 0.05383606
0.59366844 0.08361019
0.58743711 0.07499245
0.55494819 0.03903737
0.59121829 0.08015408
0.59740177 0.08904522
0.59740177 0.08904522
0.59740177 0.08904522
0.62276198 0.13133488
0.58780284 0.0754826
0.58496767 0.07173381
0.59706692 0.08854941
0.57936781 0.06467143
0.59203936 0.08130248
0.58278822 0.06893133
0.59229887 0.08166749
0.59091423 0.07973129
0.58935152 0.07757971
0.60406507 0.09925275
0.59367235 0.08361578
0.59367235 0.08361578
0.57684805 0.06164069
0.55718129 0.04104358
0.58686251 0.0742263
0.60080316 0.09417465
0.58577069 0.07278375
0.57543634 0.05998234
0.58159189 0.06742221
0.59643573 0.08761928
0.58826499 0.07610475
0.58459832 0.07125404
0.60706079 0.10405329
0.59994593 0.09286596
0.5101651 0.01138233
0.5803604 0.06589029

0.58771166 0.07536022
0.56957454 0.05339811
0.57859651 0.06373407
0.58578686 0.07280499
0.60418632 0.0994445
0.57202505 0.05609174
0.58456853 0.07121543
0.57411011 0.0584502
0.59195758 0.08118766
0.6004252 0.09359631

0.59182577 0.08100279
0.58465736 0.07133059



0.51704675 0.01423245
0.590714 0.07945362

0.58687499 0.07424289
0.58716823 0.07463333
0.58716823 0.07463333
0.50683168 0.01015675
0.58707087 0.07450356
0.57983502 0.06524337
0.55835241 0.0421221
0.58999889 0.07846671
0.58500995 0.07178886
0.60314933 0.09781144
0.57809012 0.06312328
0.58235757 0.06838571
0.61422526 0.11606283
0.60620001 0.10266053
0.55420422 0.03838354
0.5180015 0.01466342

0.57397989 0.0583011
0.58168141 0.06753443
0.57971445 0.06509548
0.57529062 0.05981277
0.59137697 0.08037525
0.60856993 0.10652116
0.5981102 0.09009959

0.61248348 0.11307485
0.58788643 0.07559489
0.60437644 0.09974562
0.60751921 0.10479944
0.56173217 0.04533751
0.58820066 0.07601796
0.5469569 0.03238787

0.58683948 0.0741957
0.59019996 0.07874345
0.58460641 0.07126453
0.59715312 0.0886769
0.58825239 0.07608775
0.58548571 0.07241007
0.59625794 0.08735834
0.5345774 0.02364942

0.61422516 0.11606266
0.58977049 0.07815307
0.58382383 0.07025441
0.59685592 0.08823784
0.56638828 0.05002101
0.58648815 0.07372974
0.43077174 8.96E-05
0.57749983 0.06241594



0.58635082 0.07354807
0.58333345 0.06962598
0.5644042 0.04798899

0.60813005 0.1057984
0.58141939 0.06720631
0.56267793 0.04626489
0.57857594 0.06370919
0.61968521 0.12571121
0.58775928 0.07542412
0.58731654 0.07483129

0.588299 0.07615066
0.59199474 0.08123982
0.58081465 0.06645281
0.47722129 0.00298913
0.58696723 0.07436557
0.56675132 0.05039869
0.59884667 0.09120349
0.57876046 0.0639326
0.56543445 0.04903738
0.56782287 0.05152408
0.59170244 0.08083005
0.54951343 0.03442632
0.58035168 0.06587952
0.61094538 0.11047266
0.61523174 0.11780934
0.54863389 0.03371571
0.5547911 0.0388987

0.56920707 0.05300143
0.60633505 0.10287832
0.57563003 0.06020818
0.57821482 0.06327335
0.59073587 0.07948392
0.56963761 0.05346639
0.57015281 0.05402617
0.58514113 0.07195981
0.4594058 0.00109466
0.5645633 0.04814994

0.57706671 0.0619001
0.57892063 0.06412693
0.54758909 0.03288428
0.57106469 0.05502607
0.58209481 0.06805411
0.54999642 0.03482072
0.59589794 0.08683139
0.58497426 0.07174239
0.51431758 0.01304901
0.56001985 0.04368927
0.55774927 0.04156438



0.57593478 0.06056462
0.58653733 0.07379486
0.58653733 0.07379486
0.58435703 0.07094168
0.5888427 0.07688685
0.5938195 0.08382615

0.56806386 0.05177938
0.51891572 0.01508449
0.58441477 0.07101634
0.57400082 0.05832505
0.58007084 0.06553326
0.58635028 0.07354737
0.58744735 0.07500614
0.58283009 0.06898453
0.57324028 0.05745885
0.57823473 0.06329733
0.63180681 0.14863148
0.5452121 0.03104371

0.56797199 0.05168196
0.58552092 0.07245618
0.56578333 0.0493957
0.58265099 0.06875717
0.58361869 0.06999111
0.58835232 0.07622267
0.54553602 0.0312904
0.5747041 0.05913332

0.59417403 0.08433429
0.57335788 0.05759225
0.59059356 0.07928689
0.59501646 0.08554912
0.5807861 0.06641738

0.57311619 0.0573183
0.63058906 0.14623721
0.5763109 0.06100634

0.60929116 0.10771226
0.56032057 0.04397588
0.57644202 0.06116081
0.57639378 0.06110396
0.58234887 0.06837472
0.57855598 0.06368505
0.5811322 0.06684782

0.60696651 0.10390022
0.56213557 0.04573159
0.57864525 0.06379304
0.57795804 0.06296458
0.59030553 0.07888898
0.61172431 0.1117862
0.55450725 0.03864897



0.58798977 0.07573387
0.59496179 0.08546997
0.59207608 0.08135407
0.56315209 0.0467344
0.49252073 0.00593044
0.59632056 0.0874502
0.59417708 0.08433867
0.57534317 0.05987388
0.66184946 0.2137243
0.60517498 0.10101608
0.58196633 0.06789234

0.587118 0.07456636
0.58698713 0.07439206
0.55445657 0.0386045
0.58696656 0.07436467
0.56599168 0.04961049
0.57301534 0.05720423
0.56955132 0.05337299
0.60984046 0.10862448
0.59670106 0.08800956

0.598274 0.09034443
0.63266338 0.15032768
0.58487809 0.07161728
0.59242495 0.08184519
0.58020029 0.06569272
0.5623805 0.04597193

0.56309379 0.04667651
0.5556579 0.03966785

0.57215529 0.05623727
0.57215529 0.05623727
0.58634018 0.07353402
0.57530848 0.05983353
0.58427418 0.07083461
0.59261013 0.08210661
0.6036349 0.09857417

0.58819659 0.07601247
0.54313459 0.02949235
0.58289539 0.06906754
0.58375969 0.07017202
0.58284691 0.06900591
0.58540444 0.07230372
0.58613543 0.07326373
0.59417211 0.08433154
0.58882875 0.07686791
0.58238479 0.06842011
0.57958803 0.06494062
0.58977891 0.07816461
0.55922485 0.04293743



0.580317 0.0658367
0.52631569 0.01880452
0.56700049 0.05065896
0.59242612 0.08184683
0.53658569 0.02494327
0.5660103 0.04962972

0.56633176 0.04996237
0.58413967 0.07066102
0.58331474 0.06960208
0.57995751 0.06539385
0.64286848 0.17128584
0.57923907 0.06451437
0.58921025 0.07738696
0.59084206 0.07963115
0.57355408 0.05781526
0.56979678 0.05363894
0.58433409 0.07091202
0.60381086 0.09885141
0.57542419 0.05996818
0.5771993 0.06205773

0.57727747 0.06215077
0.59036307 0.07896837
0.5829171 0.06909515

0.58933376 0.07755547
0.5771733 0.0620268

0.55665005 0.04056035
0.57985241 0.06526472
0.57985241 0.06526472
0.59663534 0.0879128
0.58907398 0.07720132
0.58610686 0.07322606
0.58733265 0.07485281
0.58437513 0.07096508
0.57322456 0.05744104
0.58767436 0.07531018
0.57952654 0.06486539
0.55058063 0.03530176
0.5843533 0.07093685

0.57595615 0.06058967
0.59338834 0.08321065
0.60920029 0.10756178
0.58003217 0.06548567
0.52099412 0.0160727
0.57246543 0.05658476
0.58120006 0.06693242
0.58910925 0.07724934
0.5472036 0.03258099

0.53521499 0.02405515



0.5660116 0.04963106
0.56318181 0.04676393
0.5901653 0.0786957
0.5901653 0.0786957

0.57543903 0.05998547
0.57366452 0.05794102
0.58868973 0.07667929
0.58503378 0.07181989
0.59876324 0.09107805
0.57949413 0.06482576
0.56754267 0.05122827
0.58157709 0.06740367
0.60803279 0.10563899
0.56967077 0.05350231
0.56551007 0.0491149
0.58176788 0.06764292
0.57689153 0.06169221
0.56317784 0.04675999
0.56246295 0.04605302
0.59497852 0.08549419
0.5850981 0.07190371

0.57081562 0.0547518
0.59331285 0.08310317
0.57024016 0.05412145
0.56123821 0.04485798
0.59035548 0.0789579
0.59074823 0.07950105
0.59009249 0.07859545
0.57775958 0.06272659
0.60021899 0.09328166
0.59592628 0.08687281
0.57606782 0.06072064
0.55191298 0.03641518
0.61638398 0.11982662
0.57393688 0.05825191
0.59205757 0.08132806
0.59945287 0.09211809
0.58774267 0.07540183
0.56793016 0.05163764
0.58018489 0.06567374
0.61399786 0.11567026
0.61277502 0.11357193
0.54494598 0.03084203
0.58017179 0.06565759
0.56597047 0.0495886
0.57377336 0.05806513
0.58513485 0.07195163
0.6036541 0.0986044



0.56703984 0.05070014
0.58108521 0.06678927
0.5841063 0.07061799

0.57478937 0.0592318
0.56233782 0.04592999
0.60774372 0.10516597
0.58209323 0.06805212
0.57935214 0.0646523
0.57401929 0.05834619
0.59378838 0.08378163
0.57729533 0.06217204
0.58600772 0.07309545
0.5603313 0.04398612

0.58484652 0.07157623
0.5820639 0.06801516

0.55418884 0.0383701
0.59274934 0.08230344
0.56733583 0.0510106
0.57039857 0.0542945
0.56741909 0.05109815
0.56065759 0.04429853
0.60475103 0.10034041
0.55680143 0.04069767
0.59193497 0.08115593
0.61559655 0.11844597
0.63246116 0.14992634
0.54964706 0.03453514
0.54108944 0.02801662
0.58403004 0.07051972
0.58486584 0.07160134
0.54437797 0.03041445
0.61015884 0.10915522
0.50482129 0.00946411
0.57366949 0.05794668
0.56438044 0.04796498
0.57328726 0.05751213
0.59414399 0.08429116
0.57498873 0.05946243
0.61270089 0.11344542
0.5783481 0.06343398

0.56451308 0.04809909
0.57629011 0.06098188
0.58929012 0.0774959
0.58270008 0.06881944
0.58694553 0.07433669
0.59459629 0.08494192
0.5694221 0.05323332

0.58133486 0.06710067



0.55481622 0.03892085
0.5940879 0.08421068

0.57773215 0.06269373
0.58698606 0.07439063
0.63417531 0.15334576
0.57339409 0.05763337
0.57383337 0.05813364

0.573353 0.05758672
0.59214227 0.0814471
0.56523972 0.0488381
0.57788739 0.06287978
0.60141947 0.0951222
0.56000331 0.04367354
0.58020157 0.0656943
0.57716814 0.06202065
0.55478227 0.03889092
0.57965123 0.06501801
0.57433322 0.05870621
0.56588582 0.04950129
0.55558445 0.03960228
0.59343876 0.08328249
0.60524732 0.10113163
0.55921057 0.042924
0.56197595 0.04557539
0.58815008 0.07594977
0.56458432 0.04817123
0.60763006 0.10498032
0.5553511 0.03939449

0.56710397 0.0507673
0.57742034 0.06232106
0.6242561 0.13411387

0.57929006 0.06457655
0.56474946 0.0483387
0.5668743 0.05052704

0.55639816 0.04033253
0.5813113 0.06707125

0.56918714 0.05297997
0.574141 0.0584856

0.57232524 0.05642751
0.58701744 0.07443241
0.57162859 0.05565024
0.59382644 0.08383608
0.57033797 0.05422826
0.54825014 0.03340873
0.57239995 0.05651128
0.56557666 0.04918324
0.56142535 0.04503926
0.57664447 0.06139979



0.59130591 0.08027616
0.60055031 0.09378752
0.60266901 0.09706034
0.56765265 0.05134425
0.5763796 0.06108725

0.58491908 0.07167058
0.60357932 0.09848669
0.58413996 0.07066139
0.5740449 0.05837551

0.56253062 0.04611964
0.57365006 0.05792455
0.57386997 0.05817544
0.56899399 0.05277228
0.6042883 0.09960594
0.5741786 0.05852871
0.5841346 0.07065448
0.5879178 0.07563707

0.57742295 0.06232418
0.53919907 0.02669737
0.56203594 0.04563406
0.57812138 0.06316088
0.59018234 0.07871917
0.58350646 0.0698473
0.57408398 0.05842026
0.58624732 0.07341136
0.58097134 0.06664754
0.53769841 0.02568031
0.55696073 0.04084251
0.56599409 0.04961298
0.57684027 0.06163147
0.62652971 0.13840249
0.58234134 0.0683652
0.58567664 0.0726603
0.57813183 0.06317345
0.56732763 0.05100198
0.59402669 0.08412289
0.6010801 0.09459974

0.58439596 0.07099201
0.58891375 0.07698337
0.51849913 0.0148916
0.57337668 0.0576136
0.51908463 0.01516319
0.60773732 0.10515551
0.60682078 0.10366387
0.6241074 0.13383591

0.55827205 0.04204751
0.55146549 0.03603868
0.55705674 0.04092995



0.5928243 0.08240957
0.58667228 0.07397372
0.56652901 0.05016719
0.59503333 0.08557355
0.6538133 0.19523536

0.60020522 0.09326067
0.5717973 0.05583785

0.58176552 0.06763996
0.63358176 0.15215727
0.58724716 0.07473864
0.56611904 0.04974208
0.58262185 0.06872023
0.55365322 0.03790395
0.5678195 0.05152052

0.58983879 0.07824677
0.58062584 0.06621863
0.56838518 0.05212101
0.60567526 0.10181676
0.5728265 0.05699102

0.59140458 0.08041377
0.608059 0.10568193

0.5820012 0.06793622
0.58355372 0.06990784
0.56140121 0.04501585
0.56584383 0.04945801
0.53660525 0.0249561
0.59588343 0.08681018
0.62520123 0.13588789
0.58432269 0.07089729
0.58432269 0.07089729
0.56700762 0.05066642
0.54354077 0.02979149
0.58153657 0.06735293
0.56880726 0.05257198
0.55436656 0.03852559
0.57827995 0.06335182
0.58591516 0.07297364
0.62723228 0.13974224
0.57101192 0.05496789
0.5757401 0.06033677

0.55924275 0.04295427
0.63404054 0.15307549
0.52927533 0.02045359
0.61468713 0.11686249
0.56991137 0.05376338
0.56683419 0.05048515
0.57447344 0.05886746
0.58351897 0.06986332



0.55805653 0.04184789
0.59704473 0.08851661
0.58155019 0.06736998
0.60800558 0.1055944
0.58194951 0.06787117
0.57038868 0.0542837
0.60216556 0.0962767
0.58358578 0.06994891
0.56565195 0.04926057
0.56990923 0.05376105
0.56480902 0.0483992
0.45664441 0.00091172
0.57370716 0.05798962
0.57220045 0.05628778
0.5521122 0.03658362

0.56862527 0.05237723
0.57971872 0.06510072
0.52790846 0.01968022
0.58364217 0.07002121
0.62273683 0.13128838
0.57300642 0.05719414
0.62766782 0.14057622
0.58718333 0.07465347
0.58839215 0.07627648
0.57232387 0.05642599
0.58181814 0.06770603
0.58174751 0.06761735
0.54912655 0.03411253
0.49529694 0.00662791
0.49529694 0.00662791
0.58306363 0.06928168
0.58088507 0.06654028
0.55856199 0.04231703
0.57485697 0.05930995
0.56679592 0.05044521
0.58426104 0.07081765
0.57227172 0.05636756
0.58308911 0.06931415
0.6053175 0.10124381

0.59044709 0.07908439
0.57941212 0.06472554
0.55735646 0.04120375
0.55287183 0.03723062
0.59132889 0.08030819
0.58563679 0.07260803
0.62068038 0.12751553
0.57773742 0.06270004
0.56238519 0.04597654



0.58956526 0.07787189
0.583562 0.06991844

0.58045341 0.06600523
0.59438118 0.08463205
0.55899757 0.04272405
0.54163137 0.02840273
0.6033157 0.09807237

0.58573529 0.07273727
0.57898219 0.06420171
0.54350653 0.0297662
0.56821676 0.05194177
0.56042109 0.04407195
0.57447182 0.05886559
0.58071648 0.06633099
0.5820344 0.06797801

0.57182301 0.05586648
0.61918754 0.12481415
0.59369327 0.08364566
0.60703897 0.10401786
0.57841695 0.06351707
0.57630345 0.06099758
0.58046729 0.06602239
0.57333444 0.05756566
0.57163307 0.05565522
0.59020618 0.07875201
0.60619888 0.1026587
0.54364659 0.02986976
0.58324126 0.06950823
0.59912049 0.09161596
0.57528437 0.0598055
0.57382104 0.05811955
0.56487829 0.04846962
0.57482612 0.05927427
0.56114206 0.04476502
0.57435554 0.05873185
0.59212337 0.08142053
0.56789501 0.05160042
0.57985551 0.06526853
0.59103831 0.07990366
0.57463307 0.05905137
0.56042261 0.0440734
0.56928386 0.05308418
0.58731422 0.07482819
0.5143584 0.01306619

0.56659063 0.05023129
0.57802673 0.06304708
0.57897601 0.0641942
0.56204379 0.04564174



0.58487846 0.07161775
0.59078608 0.07955352
0.59826696 0.0903339
0.58415662 0.07068288
0.56829042 0.05202012
0.47021465 0.0020785
0.51894646 0.01509879
0.60478416 0.10039313
0.5430491 0.02942964

0.56966361 0.05349454
0.59779821 0.08963435
0.58882426 0.07686181
0.6502351 0.18724441

0.55432742 0.03849131
0.56157913 0.04518859
0.56560758 0.04921499
0.63766497 0.16042832
0.55688024 0.04076928
0.55588895 0.03987453
0.54277561 0.02922964
0.58228433 0.06829318
0.60131395 0.09495957
0.5408033 0.02781418

0.57913529 0.06438795
0.55992978 0.04360367
0.58654864 0.07380983
0.58196641 0.06789243
0.58423858 0.07078864
0.62686012 0.1390317
0.55508977 0.03916261
0.5814982 0.06730489

0.56606501 0.04968623
0.56029345 0.04394998
0.55026303 0.03503971
0.56482946 0.04841997
0.55118382 0.03580301
0.58558474 0.07253979
0.55647886 0.04040543
0.57120157 0.05517717
0.57893314 0.06414212
0.57629295 0.06098522
0.58599997 0.07308524
0.54674044 0.03221906
0.57934014 0.06463766
0.52724447 0.01931185
0.62658959 0.13851641
0.52206421 0.0165985
0.5559757 0.03995232



0.59174463 0.08088911
0.57312965 0.05733354
0.54383801 0.03001169
0.55493752 0.03902793
0.59826524 0.09033133
0.56714386 0.0508091
0.58161713 0.06745384
0.57815801 0.06320496
0.58297872 0.06917356
0.56444241 0.04802761
0.56257936 0.04616766
0.57397797 0.0582989
0.59297764 0.08262688
0.57134411 0.0553348
0.57678847 0.06157012
0.56576448 0.04937629
0.57586036 0.06047745
0.54027959 0.02744621
0.60388878 0.09897432
0.62719548 0.1396719
0.55947794 0.04317586
0.52763756 0.01952935
0.57971737 0.06509906
0.55853317 0.04229019
0.59411671 0.08425202
0.58245537 0.06850939
0.56576657 0.04937845
0.5465609 0.03207948

0.59124012 0.08018448
0.58024314 0.06574556
0.56038759 0.04403992
0.55983161 0.04351048
0.55672834 0.04063133
0.56183732 0.04544002
0.58150236 0.06731011
0.56339834 0.04697944
0.63152299 0.14807164
0.56789725 0.05160279
0.56414253 0.04772503
0.64318505 0.17195764
0.58306979 0.06928954
0.56085182 0.04448516
0.55191636 0.03641803
0.56627832 0.04990697
0.65526015 0.19850956
0.57371233 0.05799552
0.57426656 0.05862964
0.55338716 0.03767379



0.57134802 0.05533913
0.54799527 0.03320588
0.56497751 0.04857059
0.68061455 0.25954414
0.59714526 0.08866527
0.57020174 0.05407953
0.53005838 0.02090584
0.56041617 0.04406725
0.55105281 0.03569375
0.59387255 0.08390206
0.56165326 0.04526069
0.56165326 0.04526069
0.57974119 0.06512826
0.56068834 0.04432804
0.57118044 0.05515383
0.58527839 0.07213897
0.56616766 0.04979238
0.54216877 0.02878912
0.58178154 0.06766007
0.59750476 0.08919804
0.6039448 0.09906275
0.5647729 0.0483625

0.60370183 0.09867956
0.55861106 0.04236276
0.56632528 0.04995565
0.56167488 0.04528172
0.56747173 0.05115354
0.55508219 0.0391559
0.57942862 0.06474569
0.5728659 0.05703547

0.58454652 0.07118691
0.56262061 0.04620834
0.55908558 0.0428066
0.53853295 0.02624263
0.57437159 0.0587503
0.55627134 0.04021814
0.56715373 0.05081945
0.57516079 0.05966195
0.55589453 0.03987953
0.56717666 0.0508435
0.56717666 0.0508435
0.56185489 0.04545716
0.57487508 0.05933088
0.56368976 0.04727051
0.58008319 0.06554846
0.55470082 0.03881917
0.53555277 0.02427199
0.59182291 0.08099878



0.57259175 0.05672668
0.56483577 0.04842638
0.50976732 0.01123092
0.56303888 0.04662202
0.56894644 0.05272123
0.57536773 0.05990246
0.56425244 0.04783578
0.59008863 0.07859015
0.58279948 0.06894564
0.57306242 0.05725746
0.5546932 0.03881245

0.58025745 0.06576321
0.57209302 0.05616767
0.56908827 0.05287359
0.5504991 0.03523437

0.56259068 0.04617883
0.56835393 0.05208773
0.59427624 0.08448114
0.53678918 0.02507698
0.58617402 0.07331462
0.57429607 0.05866353
0.51001975 0.01132684
0.54985623 0.03470594
0.55388542 0.03810558
0.5346009 0.02366429

0.56812082 0.05183983
0.61631139 0.11969897
0.59571872 0.08656976
0.59571872 0.08656976
0.57442765 0.05881476
0.56626989 0.04989823
0.54206231 0.02871229
0.56653295 0.05017129
0.56223908 0.04583306
0.59306466 0.08275036
0.58493231 0.0716878
0.55628337 0.04022898
0.56887293 0.05264237
0.58971167 0.07807242
0.58109399 0.06680021
0.57273195 0.05688446
0.58026361 0.06577082
0.57705289 0.06188368
0.55327011 0.03757283
0.62988755 0.14486711
0.55954798 0.043242
0.56616704 0.04979173
0.57107381 0.05503614



0.55243807 0.03686026
0.5423381 0.02891159
0.5775016 0.06241805

0.57292685 0.05710426
0.55703355 0.04090882
0.55459036 0.03872199
0.57067445 0.05459674
0.55512764 0.03919616
0.52385508 0.01750474
0.53582624 0.02444851
0.5705287 0.05443693

0.56378853 0.04736943
0.5622434 0.04583729
0.5402475 0.02742376

0.55278814 0.03715897
0.58897304 0.07706398
0.58188392 0.06778869
0.55655216 0.04047171
0.56316906 0.04675127
0.58196571 0.06789155
0.57706314 0.06189585
0.57706314 0.06189585
0.57706314 0.06189585
0.50089824 0.00820927
0.56370918 0.04728995

0.546361 0.03192454
0.56978996 0.05363154
0.57590181 0.06052599
0.53752459 0.02556422
0.56398612 0.04756769
0.54373313 0.02993387
0.58281191 0.06896143
0.58070989 0.06632282
0.56677424 0.05042259
0.58927757 0.07747878
0.56758343 0.05127123
0.58815777 0.07596014
0.56585659 0.04947116
0.57310665 0.0573075
0.56012727 0.04379151
0.57592978 0.06055876
0.54840956 0.03353603
0.58083439 0.06647733
0.56283517 0.04642025
0.56514504 0.04874139
0.56521677 0.04881464
0.54062974 0.02769187
0.57524976 0.05976528



0.56911016 0.05289713
0.57354196 0.05780146
0.53259618 0.02241829
0.56851361 0.05225798
0.5563588 0.04029701

0.56707153 0.05073332
0.56588303 0.04949841
0.56172715 0.04533262
0.50870808 0.01083461
0.56204742 0.04564528
0.55124216 0.03585174
0.54511939 0.03097335
0.57414015 0.05848462
0.56585646 0.04947102
0.58804976 0.07581462
0.58256303 0.06864569
0.5848786 0.07161793

0.59998668 0.09292792
0.5587487 0.04249119

0.57139882 0.05539537
0.58760351 0.07521521
0.57537456 0.05991041
0.50906884 0.01096847
0.56926504 0.05306388
0.56986601 0.05371409
0.57030047 0.0541873
0.56887921 0.0526491
0.57885893 0.06405202
0.59734191 0.08895647
0.55767934 0.04150002
0.57361354 0.05788294
0.57289354 0.05706666
0.49830676 0.00744785
0.57785062 0.06283569
0.57854718 0.06367441
0.54517702 0.03101708
0.55713246 0.04099901
0.57324124 0.05745995
0.57202505 0.05609174
0.54404482 0.03016553
0.56790757 0.05161371
0.55219349 0.0366525
0.56869268 0.05244931
0.55662218 0.0405351
0.50989714 0.01128018
0.59120908 0.08014124
0.5355183 0.0242498

0.51239656 0.01225824



0.54975813 0.03462577
0.58043114 0.06597769
0.54775276 0.03301362
0.57904313 0.0642758
0.55796337 0.0417618
0.56983206 0.05367723
0.53442708 0.02355445
0.53494597 0.02388339
0.56501574 0.04860954
0.56421491 0.04779795
0.56477077 0.04836034
0.54081596 0.02782312
0.54093967 0.02791054
0.57732598 0.06220856
0.51106241 0.01172911
0.55533129 0.03937688
0.57511927 0.05961377
0.56694383 0.0505997
0.54951892 0.03443079
0.56959242 0.05341746
0.56107323 0.04469855
0.56675417 0.05040166
0.56200521 0.045604
0.56787251 0.0515766
0.5583344 0.04210537

0.59298047 0.0826309
0.56849588 0.05223905
0.54914899 0.03413068
0.57790999 0.06290691
0.56698004 0.05063757
0.60830441 0.10608455
0.5814648 0.0672631

0.54582585 0.03151222
0.54373349 0.02993414
0.54373349 0.02993414
0.56468166 0.0482699
0.55137015 0.0359588
0.56365264 0.04723337
0.48308924 0.0039494
0.55598983 0.039965
0.55843925 0.0422028
0.58608898 0.07320249
0.54712296 0.03251778
0.56281873 0.04640399
0.55701594 0.04089277
0.56879643 0.05256038
0.56145168 0.04506481
0.59318002 0.08291424



0.5648435 0.04843424
0.58606338 0.07316876
0.56325717 0.04683887
0.56788725 0.05159221
0.57712314 0.06196716
0.50669036 0.01010694
0.60843065 0.10629201
0.58582763 0.07285855

0.568378 0.05211337
0.54897256 0.03398817
0.56244838 0.04603868
0.57872474 0.06388931
0.55884969 0.04258559
0.58639941 0.07361232
0.58752326 0.07510772
0.5683155 0.05204681

0.57205319 0.05612317
0.56768875 0.05138235
0.56380033 0.04738125
0.42175149 2.54E-05
0.5636583 0.04723903

0.59301912 0.08268573
0.56326588 0.04684753
0.56694202 0.05059781
0.55953367 0.04322848
0.58171335 0.06757449
0.55367585 0.03792358
0.54794131 0.03316303
0.57046324 0.05436525
0.63017583 0.14542933
0.56857164 0.05231993
0.57282162 0.05698552
0.55747184 0.04130946
0.55821491 0.04199453
0.55821491 0.04199453
0.55610389 0.04006744
0.57316676 0.05737555
0.56533544 0.04893598
0.55434207 0.03850414
0.5805885 0.06617238

0.53744386 0.02551042
0.57501799 0.05949634
0.57684224 0.06163381
0.56473833 0.0483274
0.56012437 0.04378875
0.59117184 0.0800894
0.5672971 0.0509699

0.56506883 0.04866365



0.59445161 0.08473343
0.56787747 0.05158185
0.55802898 0.04182242
0.55595994 0.03993818
0.55135659 0.03594744
0.55835012 0.04211998
0.52167163 0.01640425
0.52638781 0.01884359
0.60595136 0.10226021
0.56578508 0.04939751
0.54234364 0.02891561
0.55847167 0.04223296
0.5660978 0.04972013

0.62013267 0.12652076
0.57263122 0.05677107
0.57390447 0.05821486
0.57347277 0.05772277
0.44622518 0.0004179
0.5559944 0.0399691
0.5683502 0.05208375

0.58420001 0.07073887
0.57740592 0.06230386
0.53208839 0.0221099
0.57257688 0.05670997
0.54909108 0.03408387
0.53979873 0.02711123
0.54429376 0.03035141
0.54097479 0.02793539
0.54097479 0.02793539
0.57726459 0.06213543
0.55112089 0.0357505
0.6198945 0.1260895

0.55895882 0.04268774
0.57094011 0.05488878
0.56441815 0.04800308
0.55091613 0.03557999
0.55550131 0.03952817
0.55458155 0.03871424
0.53438764 0.02352957
0.51838553 0.0148393
0.40153897 6.16E-08
0.57434747 0.05872258
0.56865621 0.05241031
0.5095922 0.01116471

0.55566595 0.03967503
0.50691466 0.01018608
0.56927684 0.05307661
0.56927684 0.05307661



0.56652573 0.05016379
0.55804389 0.04183621
0.56304592 0.046629
0.52317134 0.01715484
0.57183693 0.05588198
0.5601613 0.04382394

0.55463022 0.03875703
0.57006529 0.05393082
0.59850601 0.0906919
0.59738337 0.08901794
0.47981816 0.00339036
0.56477288 0.04836249
0.58098118 0.06665978
0.5861327 0.07326013

0.58376498 0.07017881
0.54900742 0.0340163
0.5629349 0.04651896

0.57190856 0.05596179
0.57246685 0.05658636
0.57274578 0.05690004
0.54885139 0.03389052
0.59863595 0.09088684
0.4701747 0.00207398
0.5736941 0.05797473
0.5559559 0.03993455
0.5429508 0.02935766

0.56253059 0.04611961
0.56084847 0.04448195
0.50967743 0.0111969
0.5595892 0.04328095

0.58100922 0.06669467
0.60277529 0.09722625
0.56679507 0.05044432
0.56554029 0.0491459
0.55484711 0.03894811
0.55286229 0.03722245
0.53652776 0.0249053
0.58710783 0.07455281
0.52395862 0.01755816

0.550871 0.03554248
0.54826032 0.03341685
0.6014566 0.09517946

0.59296818 0.08261347
0.58741971 0.07496917
0.58321184 0.06947067
0.59300318 0.08266311
0.60828813 0.10605782
0.54601169 0.031655



0.57016293 0.05403721
0.56473034 0.0483193
0.54951677 0.03442904
0.57324297 0.0574619
0.5564498 0.04037917

0.60990229 0.10872743
0.5663302 0.04996076

0.56350356 0.0470844
0.56414416 0.04772667
0.55751461 0.04134869
0.47658107 0.00289575
0.55500952 0.03909158
0.57645997 0.06118198
0.57645997 0.06118198
0.5676163 0.05130589

0.57537082 0.05990606
0.55209779 0.03657142
0.59742472 0.08907927
0.57179695 0.05583746
0.58658657 0.07386008
0.56060581 0.04424885
0.54902828 0.03403314
0.54902828 0.03403314
0.54737162 0.03271296
0.56576018 0.04937188
0.56431433 0.04789823
0.5687083 0.05246603

0.56025145 0.04390989
0.55803805 0.04183081
0.56884515 0.05261258
0.55455648 0.03869222
0.52887745 0.02022637
0.57980697 0.06520895
0.56395719 0.04753863
0.53183631 0.02195789
0.54404936 0.03016891
0.60082618 0.09420995
0.5399085 0.02718746

0.58237399 0.06840647
0.58440684 0.07100609
0.55899221 0.04271903
0.52872499 0.02013976
0.59839588 0.09052686
0.50427884 0.00928306
0.5586288 0.0423793

0.54030625 0.02746486
0.67050801 0.23443374
0.55238638 0.03681629



0.58994758 0.07839619
0.55672584 0.04062907
0.5657186 0.04932909
0.5657186 0.04932909
0.5657186 0.04932909

0.58862334 0.07658931
0.58754626 0.07513853
0.5586455 0.04239487

0.56940069 0.0532102
0.55018738 0.03497748
0.56208991 0.04568687
0.55314545 0.0374655
0.54514598 0.03099352
0.54643354 0.03198071
0.54261434 0.02911214
0.56227664 0.04586992
0.56987006 0.05371849
0.56789752 0.05160308
0.55775597 0.04157054
0.58319162 0.06944487
0.5671552 0.050821

0.55769742 0.04151666
0.60150461 0.09525353
0.53517263 0.02402805
0.56777815 0.0514768
0.55169081 0.03622793
0.55516636 0.03923048
0.5636659 0.04724664

0.56946625 0.05328102
0.55298203 0.0373251
0.55541475 0.03945109
0.54583466 0.03151898
0.54840137 0.03352949
0.56233771 0.04592988
0.5743673 0.05874536

0.44002892 0.00024125
0.55135337 0.03594475
0.59888101 0.09125517
0.50359258 0.00905752
0.5499041 0.03474511

0.54824969 0.03340837
0.5774687 0.06237877

0.57607334 0.06072712
0.56971536 0.05355063
0.57405052 0.05838194
0.55928266 0.04299182
0.58170967 0.06756987
0.58500691 0.0717849



0.57717334 0.06202684
0.57115673 0.05512765
0.59564547 0.08646296
0.55879754 0.04253682
0.53925948 0.02673887
0.54942246 0.03435236
0.54090517 0.02788614
0.53461718 0.0236746
0.55564637 0.03965755
0.61803719 0.12275412
0.5555766 0.03959528

0.56825427 0.05198166
0.55689717 0.04078468
0.57158546 0.05560234
0.56178168 0.04538576
0.54272244 0.02919087
0.53847304 0.02620199
0.56838465 0.05212045

0.576247 0.06093116
0.59429257 0.0845046
0.56856631 0.05231424
0.52008661 0.01563588
0.52668373 0.01900445
0.51661167 0.01403899
0.54533176 0.03113469
0.5980485 0.09000748

0.55399279 0.03819904
0.59503121 0.08557049
0.53769315 0.02567679
0.5586351 0.04238517

0.53805964 0.0259227
0.54235084 0.02892082
0.47728875 0.0029991
0.52659772 0.0189576
0.56518831 0.04878558
0.54798938 0.0332012
0.56047991 0.04412823
0.55394902 0.03816092

0.563529 0.0471098
0.55546482 0.03949567
0.54299298 0.02938853
0.5758765 0.06049635

0.55626087 0.04020871
0.55561021 0.03962527
0.55053417 0.03526335
0.56003746 0.04370602
0.5506413 0.03535197

0.56510393 0.04869944



0.56578214 0.04939448
0.54950577 0.03442009
0.5361297 0.0246454

0.58220726 0.0681959
0.57241373 0.05652674
0.55183396 0.03634851
0.57911692 0.06436559
0.56769772 0.05139182
0.56158817 0.04519737
0.54529064 0.0311034
0.55996747 0.04363948
0.53768195 0.0256693
0.56542052 0.04902311
0.52253097 0.01683151
0.5649022 0.04849394
0.5671824 0.05084952

0.55472783 0.03884295
0.57109046 0.0550545
0.5440912 0.0302001

0.52108287 0.01611587
0.58018173 0.06566985
0.53913981 0.02665669
0.54404668 0.03016691
0.51601275 0.01377568
0.58036485 0.06589579
0.54493075 0.03083051
0.57478359 0.05922512
0.56763211 0.05132257
0.58441249 0.07101341
0.56299043 0.04657398
0.58931692 0.07753248
0.56217116 0.04576646
0.56436135 0.0479457
0.56690335 0.05055739
0.56107392 0.04469922
0.57189737 0.05594932
0.60169182 0.09554269
0.5821706 0.06814965

0.57159723 0.05561541
0.5659668 0.04958481
0.5659668 0.04958481

0.56459306 0.04818008
0.52566943 0.01845695

0.553272 0.03757447
0.53898383 0.02654985
0.53398638 0.02327748
0.54953972 0.03444771

0.598965 0.0913816



0.53834605 0.02611598
0.55617971 0.04013563
0.53946243 0.0268786
0.55111051 0.03574184
0.56211998 0.04571632
0.55177669 0.03630023
0.53186843 0.02197722
0.56153899 0.04514958
0.5717231 0.05575529

0.52758853 0.01950213
0.5421124 0.02874842

0.55844905 0.04221191
0.52934964 0.02049622
0.56289547 0.04647991
0.59221229 0.0815456
0.51803468 0.01467856
0.53499832 0.02391675
0.57012785 0.05399897
0.53301347 0.02267389
0.56149575 0.04510759
0.58194077 0.06786018
0.53712867 0.02530112
0.58529228 0.07215711
0.55687181 0.04076162
0.5593036 0.04301153
0.5539264 0.03814123

0.55084907 0.03552426
0.52760689 0.01951232
0.55739546 0.04123946
0.56634548 0.04997661
0.55647872 0.0404053
0.56484485 0.04843561
0.5495993 0.03449623

0.54979168 0.03465317
0.58377251 0.07018849
0.55695605 0.04083824
0.49206903 0.00582212
0.5553397 0.03938435
0.5553397 0.03938435

0.57167016 0.05569643
0.55977678 0.04345849
0.55265852 0.03704819
0.56892318 0.05269627
0.5548744 0.03897219

0.56176321 0.04536775
0.58426467 0.07082234
0.54212309 0.02875614
0.56994072 0.05379528



0.55050308 0.03523766
0.51446613 0.0131116
0.57045913 0.05436076
0.56951267 0.05333119
0.55939116 0.04309402
0.54238822 0.02894791
0.53246626 0.02233911
0.54103856 0.02798055
0.58940725 0.07765583
0.54610703 0.03172842
0.54496442 0.03085597
0.5469569 0.03238788
0.5668672 0.05051963

0.54789094 0.03312308
0.48422101 0.0041574
0.54125667 0.02813539
0.53529074 0.02410367
0.55201976 0.0365054
0.53338722 0.02290449
0.55096319 0.03561913
0.56732181 0.05099586
0.56149252 0.04510444
0.58668916 0.0739961
0.56684352 0.0504949
0.48154031 0.00367701
0.48154031 0.00367701

0.56044 0.04409004
0.55532933 0.03937513
0.57160567 0.05562479
0.55383619 0.03806277
0.57441672 0.0588022
0.56884807 0.05261571
0.55493767 0.03902807
0.55493767 0.03902807
0.54583401 0.03151847
0.55054305 0.03527069
0.55121727 0.03583094
0.56696633 0.05062323
0.5643882 0.04797282

0.54690297 0.03234576
0.52892976 0.02025614
0.54125956 0.02813745
0.57339221 0.05763123
0.56593941 0.04955655
0.54497634 0.03086499
0.55938149 0.04308489
0.54632482 0.03189655
0.55948251 0.04318018



0.54104665 0.02798628
0.53821301 0.02602608
0.48944889 0.00522146
0.57927921 0.06456331
0.55432177 0.03848636
0.57580637 0.06041427
0.53093835 0.02142215
0.57009189 0.05395978
0.56171309 0.04531893
0.47033515 0.00209219
0.55834748 0.04211752
0.51129535 0.01182032
0.55392058 0.03813617
0.54482009 0.03074692
0.54873281 0.03379514
0.55113724 0.03576414
0.54770395 0.03297501
0.52455008 0.01786541
0.54563766 0.03136806
0.57235597 0.05646196
0.57256328 0.05669467
0.59322992 0.08298518
0.57337893 0.05761616
0.54480511 0.03073561
0.56887803 0.05264784
0.51915993 0.01519837
0.54161939 0.02839416
0.55852991 0.04228715
0.54538357 0.03117413
0.57587563 0.06049533
0.52550828 0.01837097
0.57935033 0.06465009
0.55811277 0.04189993
0.56783758 0.05153965
0.54481802 0.03074535
0.5706634 0.05458461

0.60632269 0.10285837
0.55059308 0.03531206
0.5743851 0.05876583

0.55613776 0.04009789
0.54849423 0.03360378

0.537539 0.02557383
0.55966361 0.04335132
0.54973958 0.03461062
0.5603379 0.04399243

0.58090052 0.06655949
0.50407675 0.00921624
0.54832267 0.03346661



0.56087846 0.0445108
0.54497216 0.03086182
0.5617213 0.04532693

0.54415852 0.03025033
0.52522254 0.0182192
0.55506911 0.03914432
0.5587224 0.04246663
0.5879936 0.07573902

0.58414625 0.07066951
0.56986494 0.05371293
0.53014965 0.02095899
0.5394064 0.02683997

0.53321866 0.0228003
0.55099291 0.03564386
0.56363049 0.04721122
0.56087204 0.04450463
0.49567621 0.00672752
0.5493033 0.03425565

0.53196545 0.02203568
0.53398259 0.02327511
0.58864668 0.07662093
0.54127871 0.02815107
0.55989249 0.04356825
0.55945497 0.04315419
0.55887004 0.04260462
0.55738404 0.041229
0.5636405 0.04722123

0.48894651 0.00511157
0.54856556 0.03366091
0.56619241 0.04981799
0.54495614 0.03084971
0.56667214 0.05031616
0.52689453 0.01911961
0.60171689 0.09558144
0.52636965 0.01883374
0.52086757 0.01601129
0.55581262 0.03980618
0.63066977 0.14639527
0.5349737 0.02390105

0.55023193 0.03501412
0.5570243 0.04090039

0.59288929 0.08250163
0.52581387 0.01853425
0.50979623 0.01124188
0.54623965 0.03183073
0.50829086 0.01068122
0.56026622 0.04392399
0.52265561 0.01689411



0.5526407 0.03703297
0.55532006 0.03936689
0.5690609 0.05284416

0.56194188 0.0455421
0.549822 0.03467795

0.51355256 0.01272997
0.54451312 0.03051583
0.50274966 0.00878581
0.52049738 0.01583258
0.49873997 0.0075715
0.54131728 0.02817852
0.57986475 0.06527987
0.5425898 0.02909429

0.51840819 0.01484972
0.53743674 0.02550569
0.51758117 0.01447259
0.52912086 0.02036517
0.56257747 0.0461658
0.55157515 0.0361307
0.54040165 0.02753167
0.56384591 0.04742695
0.55673795 0.04064005
0.56175311 0.04535792
0.56683548 0.0504865
0.55742021 0.04126214
0.59102911 0.07989086
0.55992543 0.04359954
0.55062671 0.03533989
0.55335335 0.03764461
0.58639928 0.07361215
0.5685258 0.05227099
0.5479714 0.03318692
0.5515562 0.03611479

0.55679739 0.04069401
0.5841674 0.07069678

0.54290706 0.02932566
0.54290706 0.02932566
0.54290706 0.02932566
0.50414062 0.00923732
0.47403873 0.0025457
0.54890336 0.03393238
0.5614492 0.0450624

0.55374922 0.03798722
0.58073284 0.06635128
0.5512826 0.03588554
0.5563857 0.04032128

0.54961693 0.03451059
0.5426611 0.02914617



0.5563373 0.04027761
0.54246882 0.02900638
0.55007249 0.03488311
0.55600489 0.03997851
0.47617193 0.0028372
0.5106967 0.0115869

0.56326781 0.04684945
0.5632033 0.04678529

0.55439181 0.03854772
0.53563594 0.02432558
0.55158269 0.03613704
0.5669436 0.05059946

0.55389894 0.03811733
0.54807314 0.03326777
0.54682783 0.03228714
0.54682783 0.03228714
0.50065554 0.00813572
0.56175873 0.0453634
0.52099877 0.01607496

0.552005 0.03649292
0.60088884 0.09430605
0.55590633 0.03989011
0.5007736 0.00817144
0.548606 0.03369333

0.53442832 0.02355522
0.60022228 0.09328667
0.65002044 0.1867699
0.55296379 0.03730945
0.49341412 0.00614888
0.57219162 0.05627791
0.51190803 0.01206259
0.56425724 0.04784062
0.54642076 0.0319708
0.56083059 0.04446474
0.55527441 0.03932635
0.57610674 0.06076632
0.57840738 0.06350551
0.56455541 0.04814195
0.53959065 0.02696713
0.53387003 0.02320474
0.54714859 0.03253786
0.55997972 0.04365111
0.52097549 0.01606365
0.55747705 0.04131424
0.56290923 0.04649353
0.4378391 0.00019485

0.53360425 0.02303913
0.58743223 0.07498591



0.55465441 0.03877832
0.57358769 0.05785351
0.55692232 0.04080755
0.56061137 0.04425418
0.5612471 0.04486658
0.5261273 0.01870274

0.56826059 0.05198838
0.54438461 0.03041943
0.56230767 0.04590038
0.58187811 0.06778139
0.56525068 0.0488493
0.53757517 0.02559797
0.51993026 0.01556147
0.57323052 0.05744779
0.56533317 0.04893366
0.53946271 0.02687879
0.53901559 0.02657158
0.52325751 0.01719867
0.54368141 0.02989555
0.54529967 0.03111027
0.56336699 0.04694821
0.56716372 0.05082993
0.56179751 0.0454012
0.54351941 0.02977571
0.53403726 0.02330935
0.52052332 0.01584505
0.5652262 0.04882428

0.52573579 0.01849244
0.57679225 0.0615746
0.55365299 0.03790376
0.54331739 0.02962673
0.53951713 0.02691635
0.55668962 0.04059621
0.53604642 0.02459127
0.55607357 0.04004019
0.52225369 0.01669282
0.54910293 0.03409344
0.54626568 0.03185084
0.54492823 0.0308286
0.52423565 0.01770161
0.55513836 0.03920565
0.57132776 0.0553167
0.55077584 0.03546347
0.54669031 0.03218004

0.540804 0.02781467
0.52527018 0.01824444
0.52081344 0.01598507
0.57105734 0.05501796



0.55593172 0.03991287
0.58969992 0.07805631
0.52306062 0.01709863
0.53503939 0.02394294

0.55427 0.03844105
0.54411896 0.03022081
0.52298135 0.01705847
0.5641752 0.04775793
0.5211448 0.01614603

0.54507361 0.03093865
0.53788698 0.02580666
0.53394298 0.02325033
0.45750943 0.00096638
0.54346148 0.02973294
0.60055393 0.09379306
0.52303113 0.01708368
0.53933847 0.02679319
0.54110739 0.02802935
0.55271753 0.0370986
0.55130037 0.0359004
0.58217936 0.0681607
0.58268058 0.06879471
0.54802235 0.03322739
0.53083295 0.02135985
0.53022334 0.02100198
0.57759414 0.06252861
0.56790917 0.05161542
0.54934566 0.03429001
0.49823793 0.00742833
0.58862545 0.07659217
0.54794433 0.03316543
0.53450746 0.0236052
0.52697446 0.0191634
0.56367971 0.04726045
0.53328983 0.02284425
0.61312455 0.11416951
0.54097845 0.02793798
0.54960236 0.03449871
0.54702556 0.03244155
0.55707142 0.04094333
0.5838693 0.07031287
0.5427346 0.02919973

0.55732238 0.04117255
0.54110274 0.02802605
0.56947489 0.05329036
0.55233886 0.0367759
0.54500604 0.03088746
0.55993759 0.04361108



0.55265169 0.03704235
0.52563656 0.01843939
0.53545067 0.0242063
0.5422641 0.02885803

0.54226706 0.02886017
0.54860257 0.03369058
0.56885841 0.0526268
0.51242996 0.0122717
0.55467229 0.03879404
0.54221287 0.02882098
0.54638787 0.03194534
0.5319659 0.02203594

0.55886295 0.04259799
0.53921021 0.02670501
0.5330727 0.02271033

0.57584989 0.0604652
0.57851004 0.06362951
0.49109545 0.00559347
0.54819176 0.03336219
0.62757654 0.14040122
0.51855634 0.01491799
0.55120665 0.03582207
0.54062802 0.02769066
0.5480022 0.03321138

0.50452843 0.00936606
0.55608412 0.04004967
0.52809338 0.01978365
0.52809338 0.01978365
0.55739232 0.04123658
0.52810372 0.01978945
0.53840998 0.02615925
0.55584308 0.03983344
0.52048349 0.0158259
0.56584475 0.04945896
0.59505338 0.0856026
0.51544899 0.01353098
0.53273369 0.0225023
0.5586896 0.04243601

0.55831384 0.04208629
0.54011713 0.02733272
0.55602448 0.0399961
0.54386501 0.03003174
0.50999323 0.01131674
0.51648612 0.01398351
0.52993261 0.02083275
0.55196315 0.03645755
0.53469743 0.02372544
0.57573736 0.06033356



0.55866509 0.04241314
0.55866509 0.04241314
0.55550038 0.03952734
0.51646646 0.01397483
0.56848203 0.05222428
0.58928361 0.07748702
0.56073766 0.0443754
0.54612664 0.03174353
0.54060367 0.02767352
0.55020436 0.03499145
0.55567501 0.03968313
0.50170072 0.00845578
0.54697433 0.0324015
0.49630343 0.00689457
0.54106585 0.02799989
0.57288584 0.05705796
0.55838447 0.04215189
0.58266345 0.06877298
0.53285742 0.02257807
0.55271535 0.03709673
0.54191128 0.02860355
0.5719482 0.05600599

0.55659221 0.04050796
0.53386624 0.02320237
0.54326822 0.02959054
0.64779397 0.18188152
0.5615405 0.04515105

0.56879502 0.05255886
0.52010299 0.01564369
0.53792681 0.0258334
0.57097268 0.05492465
0.50336292 0.00898291
0.5559205 0.03990281

0.50753245 0.01040632
0.54279897 0.02924669
0.57857976 0.0637138
0.54202032 0.02868203
0.53713273 0.02530381
0.51852558 0.01490379
0.57535302 0.05988535
0.62859372 0.14235781
0.5542372 0.03841237

0.55600412 0.03997782
0.54211178 0.02874798
0.55718728 0.04104906
0.52706467 0.01921291
0.54326827 0.02959058
0.44201028 0.00028999



0.54665281 0.03215088
0.52626771 0.01877856
0.51863416 0.01495393
0.51674839 0.01409958
0.5428937 0.02931589

0.54188917 0.02858765
0.54274069 0.02920417
0.52388267 0.01751896
0.52388267 0.01751896
0.54642273 0.03197233
0.55428085 0.03845054
0.50928296 0.01104846
0.47614176 0.00283291
0.50922871 0.01102816
0.56076681 0.04440342
0.55223085 0.03668419
0.53825182 0.02605229
0.53073246 0.02130058
0.57929281 0.06457991
0.57357705 0.0578414
0.51351672 0.01271516
0.53042884 0.02112216
0.5274472 0.01942381

0.53733192 0.02543596
0.6133267 0.11451593

0.56701679 0.05067602
0.55639094 0.04032601
0.53120349 0.0215794
0.55696439 0.04084583
0.5475784 0.03287585

0.55255927 0.0369635
0.52705807 0.01920928
0.43508619 0.00014647
0.56119968 0.04482071
0.51950757 0.01536149
0.5172863 0.01433975

0.54608251 0.03170952
0.55321306 0.03752369
0.54819612 0.03336566
0.53808896 0.02594245
0.50841595 0.01072705
0.55225907 0.03670813
0.56678208 0.05043077
0.54272484 0.02919262
0.44799723 0.00048269
0.54297756 0.02937724
0.56120085 0.04482184
0.54039771 0.02752892



0.53928893 0.02675911
0.57952276 0.06486077
0.50595092 0.00984907
0.51638691 0.01393977
0.53397198 0.02326847
0.58419664 0.07073451
0.54841389 0.03353949
0.52075583 0.0159572
0.59643223 0.08761414
0.51652954 0.01400268
0.53950619 0.02690879
0.52760622 0.01951194
0.55825719 0.04203373
0.54358397 0.02982343
0.58817486 0.07598317
0.54821207 0.03337838
0.55922956 0.04294186
0.53955946 0.02694558
0.6872067 0.27640978

0.54633503 0.03190445
0.54605666 0.03168962
0.56829245 0.05202227
0.55200605 0.03649381
0.54554597 0.03129799
0.49421316 0.00634906
0.54304983 0.02943018
0.52670033 0.0190135
0.56202882 0.04562709
0.53471791 0.02373843
0.55178282 0.0363054
0.53900552 0.02656469
0.54048106 0.02758738
0.5543275 0.03849137

0.54425358 0.03032135
0.55390855 0.0381257
0.55040578 0.03515733
0.67364363 0.24212148
0.57359736 0.05786453
0.52804766 0.01975804
0.54844731 0.03356622
0.55778856 0.04160055
0.5398587 0.02715286
0.5579079 0.04171059
0.5579079 0.04171059

0.50326083 0.00894989
0.59568816 0.0865252
0.56182413 0.04542715
0.54002139 0.027266



0.54409568 0.03020344
0.52779317 0.01961591
0.54627894 0.03186108
0.5241659 0.01766541

0.55938475 0.04308797
0.52813024 0.01980432
0.55505845 0.03913488
0.5210871 0.01611793

0.53214169 0.02214213
0.56379544 0.04737635
0.54303253 0.0294175
0.56478105 0.04837079
0.55646844 0.04039601
0.58469395 0.07137807
0.45548184 0.0008419
0.53512717 0.02399899
0.54603611 0.03167379
0.55189327 0.03639855
0.56857842 0.05232717
0.53900215 0.02656239
0.54479333 0.03072672
0.52529256 0.01825631
0.63467994 0.15435993
0.54112934 0.02804493
0.54964244 0.03453138
0.57685949 0.06165424
0.56227184 0.0458652
0.52555191 0.01839422
0.53739204 0.02547594
0.52216623 0.01664924
0.52913974 0.02037596
0.52618281 0.01873269
0.52704533 0.01920229
0.52216507 0.01664866
0.53981938 0.02712556
0.5055188 0.00970054

0.51122629 0.01179323
0.51122629 0.01179323
0.53608211 0.02461446
0.54700263 0.03242362
0.54083169 0.02783422
0.5496226 0.03451521
0.5124898 0.01229583

0.53762489 0.02563117
0.56473472 0.04832374

0.557696 0.04151534
0.52749697 0.01945137
0.5499555 0.03478719



0.50161139 0.00842808
0.52495 0.01807523

0.55102331 0.03566918
0.55056307 0.03528724
0.52441566 0.01779525
0.52625553 0.01877198
0.56586712 0.04948201
0.56980653 0.05364952
0.55355875 0.03782213
0.52948076 0.02057158
0.53356294 0.02301346
0.56939376 0.05320273
0.5580129 0.04180756

0.51014421 0.01137435
0.54278636 0.02923749
0.54496358 0.03085534
0.47668518 0.00291079
0.59622121 0.08730449
0.50001271 0.00794318
0.48639473 0.00457879
0.56157315 0.04518277
0.57566001 0.0602432
0.53489913 0.02385357
0.52368194 0.01741568
0.52355185 0.01734896
0.58217948 0.06816085
0.54320662 0.02954525
0.56755802 0.05124444
0.58812056 0.07590998
0.55402937 0.03823092
0.55010101 0.03490653
0.50895254 0.01092519
0.54146209 0.02828174
0.56112814 0.04475157
0.52505557 0.01813091
0.55526559 0.03931851
0.54473327 0.03068144
0.53877458 0.02640697
0.53034052 0.02107045
0.51726943 0.01433217
0.5703189 0.05420742

0.54097169 0.0279332
0.53945962 0.02687666
0.57591665 0.06054337
0.55869707 0.04244299
0.52261387 0.01687313
0.55785645 0.04166313
0.54540389 0.03118961



0.48832751 0.00497846
0.57976322 0.06515527
0.53400421 0.02328865
0.48746036 0.00479618
0.57800295 0.06301851
0.54914903 0.03413072
0.53671753 0.02502984
0.51059376 0.01154709
0.58030875 0.06582651
0.55605349 0.04002215
0.55455343 0.03868953
0.53601816 0.02457291
0.55979307 0.04347394
0.52878065 0.02017135
0.49624596 0.00687915
0.53429905 0.02347376
0.54501062 0.03089093
0.5112046 0.01178473

0.51240846 0.01226303
0.4254814 4.48E-05

0.53825566 0.02605488
0.53736047 0.02545494
0.58371704 0.07011727
0.52122825 0.01618675
0.54155226 0.02834615
0.54690713 0.03234901
0.55376752 0.03800311
0.55668779 0.04059455
0.53859033 0.02628159
0.56013332 0.04379727
0.53718883 0.02534098
0.55354302 0.03780851
0.51790443 0.0146192
0.54922659 0.03419349
0.55801198 0.04180671
0.55526429 0.03931736
0.50403173 0.0092014
0.55245187 0.03687201
0.5510215 0.03566766

0.54524643 0.0310698
0.48509831 0.00432396
0.54143717 0.02826396
0.5192253 0.01522895

0.51585889 0.01370859
0.53525553 0.0240811
0.53355606 0.02300919
0.54689746 0.03234146
0.52840544 0.01995905



0.54873321 0.03379546
0.52466408 0.01792505
0.52471719 0.01795288
0.54868673 0.03375812
0.43435002 0.00013523
0.54464195 0.03061267
0.57569457 0.06028356
0.53910612 0.02663359
0.54456831 0.03055729
0.56695029 0.05060645
0.54240108 0.02895723
0.53092123 0.02141203
0.55703675 0.04091173
0.54822853 0.0333915
0.54227805 0.02886812
0.56495781 0.04855054
0.55163016 0.03617692
0.50398708 0.0091867
0.53240408 0.02230129
0.57458697 0.05899822
0.55433803 0.0385006
0.54415053 0.03024436
0.51710348 0.01425781
0.50263189 0.00874831
0.52089182 0.01602305
0.56132182 0.04493892
0.52690582 0.01912579
0.47513421 0.00269253
0.52639709 0.01884862
0.53239746 0.02229726
0.53790946 0.02582174
0.52994724 0.02084124
0.50717503 0.0102785
0.55842406 0.04218867
0.56811459 0.05183322
0.56419471 0.04777759
0.54225592 0.02885211
0.53390778 0.02322832
0.53063462 0.02124297
0.53644181 0.02484902
0.63756102 0.16021501
0.54180408 0.02852653
0.5777026 0.06265835

0.53382161 0.02317451
0.51355512 0.01273103
0.55050416 0.03523855
0.54838816 0.03351893
0.50851563 0.01076367



0.5614941 0.04510598
0.53913087 0.02665056
0.52248142 0.01680667
0.52377094 0.01746142
0.50896734 0.01093069
0.53388641 0.02321497
0.5149303 0.01330851

0.54582179 0.0315091
0.56310176 0.04668442
0.53495885 0.0238916
0.55214783 0.0366138
0.53242531 0.02231419
0.56223466 0.04582872
0.53093326 0.02141914
0.54247812 0.02901313
0.52129219 0.01621799
0.53035018 0.0210761
0.52711606 0.01924115
0.55053223 0.03526174
0.60178601 0.09568836
0.48701148 0.00470373
0.53802771 0.02590122
0.55604065 0.04001061
0.55604065 0.04001061
0.53089784 0.02139819
0.54445094 0.03046916
0.56226712 0.04586057
0.54105448 0.02799184
0.57334749 0.05758047
0.55900629 0.04273222
0.52702247 0.01918974
0.54052898 0.02762103
0.51499953 0.01333806
0.54003748 0.0272772
0.56260471 0.04619265
0.50840942 0.01072466
0.56096974 0.04459872
0.5356779 0.02435265

0.53587515 0.02448018
0.49943223 0.0077721
0.61569615 0.11862012
0.51467803 0.01320124
0.54343463 0.02971313
0.53849975 0.0262201
0.51260058 0.0123406
0.54660149 0.032111
0.57017192 0.05404701
0.55257959 0.03698083



0.539868 0.02715931
0.55656201 0.04048063
0.53074826 0.02130989
0.53738514 0.02547134
0.52047748 0.01582301
0.49579632 0.00675929
0.5313726 0.02168011

0.51187664 0.0120501
0.56827459 0.05200327
0.54481785 0.03074523
0.51796403 0.01464634
0.53810097 0.02595054
0.51389235 0.012871
0.53990079 0.0271821
0.47787341 0.00308647
0.53747712 0.02553258
0.54850548 0.03361278
0.54070509 0.02774492
0.56476122 0.04835064
0.52549012 0.0183613
0.5601313 0.04379535

0.56288086 0.04646545
0.53797578 0.0258663
0.54028612 0.02745078
0.52567908 0.01846211
0.55465479 0.03877865
0.53186291 0.02197389
0.49708395 0.00710654
0.56565839 0.04926719
0.52883055 0.02019969
0.51096198 0.01168994
0.54355179 0.02979964
0.53525038 0.0240778
0.54015265 0.02735751
0.54068633 0.02773171
0.5475917 0.03288635

0.52481471 0.01800406
0.53158985 0.02180995
0.5667768 0.05042526
0.5499893 0.03481489

0.53009325 0.02092614
0.54267898 0.0291592
0.53136831 0.02167755
0.53296068 0.02264144
0.52474053 0.01796512
0.54966535 0.03455006
0.55560041 0.03961653
0.53212666 0.02213304



0.54976302 0.03462976
0.5305084 0.02116882

0.54486741 0.03078264
0.51067931 0.01158017
0.55247262 0.03688967
0.46835407 0.00187539
0.54399302 0.03012695
0.54103556 0.02797843
0.54109885 0.0280233
0.55519803 0.03925856
0.49935154 0.00774852
0.53478479 0.02378088
0.51675501 0.01410252
0.53577155 0.02441314
0.53576024 0.02440583
0.51401226 0.01292103
0.55296434 0.03730992
0.55584707 0.03983701
0.54755618 0.03285832
0.54153442 0.0283334
0.59222417 0.08156232
0.59222417 0.08156232
0.51722782 0.0143135
0.53485765 0.02382718
0.50886885 0.01089412
0.51250444 0.01230174
0.56618931 0.04981479
0.55003529 0.0348526
0.48929544 0.00518772
0.51705699 0.01423702
0.60582311 0.10205409
0.54303013 0.02941574
0.57265515 0.056798
0.56923714 0.05303382
0.56152598 0.04513695
0.54021587 0.02740166
0.54646263 0.03200325
0.53855296 0.02625621
0.55450327 0.03864548
0.51331922 0.01263375
0.5074161 0.01036459

0.54164526 0.02841267
0.5620419 0.04563989

0.51807723 0.01469799
0.55111562 0.03574611
0.4920589 0.00581971

0.53174811 0.02190487
0.52210662 0.01661958



0.52210662 0.01661958
0.53526372 0.02408635
0.52178523 0.01646029
0.59209078 0.08137472
0.53341329 0.02292064
0.5460231 0.03166378
0.5421164 0.02875131

0.52722464 0.01930091
0.57567807 0.06026428
0.54360343 0.02983782
0.60539879 0.10137383
0.5660652 0.04968643

0.52782961 0.01963622
0.51277337 0.01241065
0.48331572 0.00399041
0.55155567 0.03611434
0.44468202 0.00036698
0.5420404 0.0286965

0.53363523 0.02305839
0.5431195 0.02948128

0.55819888 0.04197967
0.57665071 0.06140717
0.5355878 0.02429456

0.52145372 0.0162971
0.52504203 0.01812376

0.615274 0.11788299
0.51932165 0.0152741
0.56292468 0.04650883
0.51504728 0.01335846
0.54543777 0.03121543
0.52188177 0.01650803
0.51773869 0.0145439
0.50865901 0.01081649
0.50865901 0.01081649
0.55696802 0.04084914
0.53520191 0.02404678
0.55534018 0.03938478
0.53522739 0.02406308
0.53533422 0.02413154
0.51322915 0.01259675
0.57224679 0.05633965
0.52620551 0.01874495
0.51747402 0.01442422
0.55087968 0.03554969
0.55089976 0.03556638
0.54324648 0.02957456
0.53288809 0.02259688
0.54656306 0.03208115



0.53156605 0.0217957
0.52520284 0.01820876
0.5376964 0.02567897

0.60266586 0.09705543
0.49692587 0.00706324
0.56217694 0.04577212
0.52870043 0.02012583
0.55093791 0.0355981
0.55093791 0.0355981
0.55880712 0.04254578
0.51877133 0.01501744
0.53465002 0.02369539
0.53542544 0.02419009
0.52919831 0.02040947
0.55890713 0.04263933
0.55890713 0.04263933
0.55890713 0.04263933
0.5315079 0.02176091

0.57603472 0.0606818
0.53304543 0.02269355
0.54910693 0.03409667
0.50105202 0.0082561

0.530019 0.02088294
0.54239716 0.02895439
0.56836773 0.05210243
0.53011365 0.02093802
0.51924225 0.01523689
0.52899682 0.02029435
0.54988437 0.03472896
0.52086285 0.016009
0.54347635 0.02974391
0.50508361 0.00955254
0.50087767 0.00820301
0.50087767 0.00820301
0.54276707 0.02922341
0.48896535 0.00511566
0.53420997 0.02341772
0.54676227 0.03223605
0.52270213 0.01691751
0.53217442 0.02216194
0.54477855 0.03071558
0.60797112 0.10553798
0.53370852 0.023104
0.55948056 0.04317834
0.55659867 0.04051381
0.53428769 0.0234666
0.53388014 0.02321105
0.54112964 0.02804514



0.49165712 0.00572458
0.52562961 0.01843568
0.53662048 0.0249661
0.55284389 0.03720669
0.55181357 0.03633131
0.53125987 0.02161294
0.53013854 0.02095252
0.54223337 0.0288358
0.51681615 0.01412968
0.51912286 0.01518104
0.52423503 0.01770129
0.49179345 0.00575674
0.53973732 0.02706865
0.53486234 0.02383017
0.54506475 0.03093193
0.51584691 0.01370338
0.52622493 0.01875544
0.52177944 0.01645743
0.54813496 0.03331695
0.49959295 0.0078192
0.49842082 0.00748026
0.53377603 0.02314607
0.53393894 0.0232478
0.51601469 0.01377653
0.53199041 0.02205073
0.51796983 0.01464898
0.45925069 0.00108372
0.54319271 0.02953503
0.52991861 0.02082462
0.53729325 0.02541027
0.5416586 0.02842223
0.5508744 0.0355453

0.52062012 0.01589168
0.40364317 1.94E-07
0.53720149 0.02534937
0.53924614 0.02672969
0.53128367 0.02162711
0.48659941 0.00461999
0.52254886 0.01684048
0.52992974 0.02083108
0.5102052 0.01139767

0.53518076 0.02403325
0.54418813 0.03027244
0.50067301 0.008141
0.55657277 0.04049037
0.56918355 0.0529761
0.49798856 0.00735794
0.53872724 0.02637472



0.5300013 0.02087265
0.57169754 0.05572687
0.5141965 0.01299815

0.53602958 0.02458032
0.52503077 0.01811782
0.50181506 0.00849132
0.54063461 0.0276953
0.49736364 0.00718361
0.54434819 0.03039215
0.52810256 0.0197888
0.50716127 0.0102736
0.52919322 0.02040655
0.52335245 0.01724705
0.41993253 1.87E-05
0.51332449 0.01263592
0.51989941 0.01554681
0.53584673 0.02446177
0.47834059 0.0031576
0.50109414 0.00826897
0.54921067 0.0341806
0.5259953 0.01863165

0.52136739 0.01625479
0.51483149 0.01326643
0.52559057 0.01841484
0.52052408 0.01584542
0.5472043 0.03258154

0.50914333 0.01099625
0.57834535 0.06343067
0.51551852 0.01356099
0.56044561 0.0440954
0.50367203 0.00908343
0.52825499 0.01987436
0.54449695 0.03050369
0.54933802 0.03428382
0.51954473 0.015379
0.55696597 0.04084727
0.55356967 0.03783158
0.55020549 0.03499237
0.54563162 0.03136344
0.50395662 0.00917668
0.51469566 0.01320872
0.53144676 0.02172437
0.54241717 0.0289689
0.51889352 0.01507417
0.53546853 0.02421779
0.55495829 0.03904629
0.4327924 0.00011361
0.5185221 0.01490219



0.51249153 0.01229653
0.4802634 0.00346287

0.51147963 0.01189283
0.53783268 0.02577023
0.51236549 0.01224573
0.52880296 0.02018402
0.52555942 0.01839823
0.51984515 0.01552105
0.5032113 0.0089339
0.510533 0.01152363

0.55631797 0.04026018
0.52874101 0.02014885
0.49462614 0.00645431
0.5371138 0.02529127

0.51339684 0.0126657
0.48341009 0.00400759
0.53098896 0.02145211
0.51805999 0.01469012
0.53199328 0.02205246
0.54564583 0.03137432
0.53050024 0.02116403
0.52833992 0.01992214
0.51924471 0.01523804
0.5552556 0.03930964

0.51850356 0.01489364
0.49824756 0.00743106
0.53458739 0.02365574
0.4919188 0.00578641

0.54512598 0.03097835
0.55282068 0.03718682
0.52778623 0.01961205
0.52370092 0.01742543
0.55870412 0.04244957
0.52998597 0.02086374
0.52303744 0.01708688
0.55101339 0.03566091
0.5029218 0.00884083

0.53932151 0.02678152
0.52579428 0.01852375
0.56111647 0.0447403
0.50577511 0.00978845
0.51204552 0.01211743
0.51475018 0.01323186
0.56081319 0.044448
0.55312638 0.0374491
0.52157618 0.01635726
0.56005457 0.0437223
0.5182728 0.01478752



0.51895366 0.01510214
0.53804229 0.02591102
0.49210861 0.00583156
0.53755103 0.02558186
0.55031652 0.03508375
0.50749511 0.01039291
0.53829719 0.02608294
0.53102802 0.02147525
0.49700372 0.00708454
0.54555345 0.03130371
0.55284185 0.03720494
0.51273568 0.01239534
0.63639022 0.15782238
0.57202545 0.05609219
0.55750152 0.04133668
0.52826238 0.01987851
0.56623691 0.04986407
0.56623691 0.04986407
0.54281878 0.02926116
0.5209607 0.01605647

0.52292743 0.01703118
0.53675176 0.02505236
0.54986084 0.03470971
0.5113579 0.0118449

0.50711334 0.01025655
0.55502295 0.03910347
0.53968151 0.02702999
0.52300613 0.01707101
0.52300613 0.01707101
0.52571634 0.01848203
0.54038284 0.02751849
0.53767508 0.02566471
0.51581697 0.01369035
0.56273722 0.04632343
0.51919644 0.01521544
0.56239404 0.04598524
0.57958804 0.06494064
0.52979953 0.0207556
0.53332468 0.02286579
0.54906863 0.03406572
0.51487154 0.01328347
0.52428515 0.01772733
0.51424757 0.01301959
0.5063029 0.00997123

0.51943601 0.01532782
0.5068201 0.01015266

0.51689531 0.0141649
0.57556111 0.06012776



0.53531337 0.02411817
0.49963487 0.00783152
0.52053768 0.01585196
0.52792395 0.01968886
0.49996138 0.00792794
0.4891475 0.00515533

0.52953608 0.02060344
0.52259897 0.01686564
0.51918628 0.01521069
0.54400266 0.03013412
0.51018482 0.01138987
0.51322937 0.01259684
0.52991227 0.02082094
0.52708026 0.01922148
0.49775268 0.00729179
0.50888338 0.01089951
0.52949934 0.02058228
0.51512177 0.01339034
0.53041372 0.0211133
0.52380725 0.01748011
0.53684177 0.02511162
0.53684177 0.02511162
0.52197758 0.01655549
0.55527573 0.03932752
0.53827926 0.02607083
0.5266855 0.01900541

0.52739648 0.01939576
0.51582613 0.01369434
0.57741889 0.06231933
0.5301547 0.02096194

0.52206061 0.01659671
0.53841874 0.02616519
0.53038242 0.02109497
0.52312849 0.01713306
0.52342373 0.01728343
0.55502416 0.03910454
0.50144915 0.00837794
0.56863182 0.05238424
0.52260194 0.01686713
0.52260194 0.01686713
0.55060955 0.03532569
0.56407004 0.04765207
0.54710015 0.03249992
0.50635934 0.00999092
0.53695227 0.02518449
0.53181887 0.02194739
0.49594488 0.00679872
0.53424789 0.02344156



0.47228661 0.00232308
0.51005516 0.01134034
0.5651749 0.04877188

0.53535777 0.02414665
0.51094383 0.01168287
0.52842625 0.01997078
0.52842625 0.01997078
0.53523544 0.02406824
0.53523544 0.02406824
0.52384786 0.01750102
0.55734262 0.04119108
0.50559874 0.0097279
0.54647631 0.03201385
0.53765842 0.02565357
0.54315355 0.02950627
0.51973976 0.01547112
0.51713368 0.01427132
0.51144315 0.01187845
0.52918576 0.02040228
0.51891572 0.01508449
0.51968215 0.01544387
0.50751208 0.01039901
0.51261965 0.01234831
0.51098352 0.01169833
0.50706325 0.01023875
0.53145614 0.02172998
0.50971165 0.01120984
0.51826875 0.01478566
0.51312841 0.01255545
0.52094954 0.01605105
0.53291986 0.02261638
0.52467639 0.0179315
0.5046065 0.00939212

0.51803858 0.01468034
0.55375495 0.0379922
0.55639266 0.04032756
0.51615504 0.01383793
0.49168304 0.00573069
0.53615112 0.02465934
0.53218624 0.0221691
0.54231694 0.02889627
0.5086482 0.0108125

0.54522976 0.03105713
0.53322461 0.02280397
0.51193997 0.01207532
0.54106702 0.02800072
0.52284068 0.01698735
0.51748721 0.01443017



0.52888801 0.02023237
0.50301739 0.00887148
0.52823078 0.01986075
0.52886188 0.02021751
0.55191845 0.0364198
0.54182921 0.02854457
0.51397611 0.01290593
0.53942795 0.02685482
0.54089759 0.02788078
0.52043308 0.01580168
0.54493764 0.03083571
0.53879759 0.02642266
0.49962189 0.0078277
0.5174784 0.01442619

0.52841962 0.01996705
0.51106507 0.01173015
0.53001169 0.02087869
0.50582816 0.00980671
0.53068652 0.02127351
0.54148857 0.02830065
0.49068683 0.00549944
0.5300571 0.0209051

0.51654055 0.01400754
0.53481003 0.02379691
0.54501355 0.03089315
0.54616471 0.03177289
0.5280248 0.01974525

0.54190814 0.02860129
0.51727651 0.01433535
0.53141776 0.02170705
0.50532658 0.00963497
0.5069397 0.01019495

0.50230189 0.00864384
0.52234622 0.01673901
0.48779136 0.00486518
0.55602546 0.03999698
0.54659626 0.03210694
0.5032361 0.0089419

0.50982491 0.01125275
0.53246019 0.02233542
0.50922946 0.01102844
0.5480372 0.03323919

0.48551416 0.00440456
0.5161923 0.01385426

0.50180163 0.00848714
0.55345544 0.03773277
0.49168865 0.00573201
0.49829564 0.00744469



0.52483291 0.01801363
0.53385626 0.02319614
0.56034429 0.04399854
0.49313824 0.00608082
0.52658339 0.0189498
0.51002161 0.01132755
0.53730786 0.02541997
0.51683235 0.01413689
0.51284364 0.01243921
0.51423647 0.01301493
0.5165529 0.014013

0.49689763 0.00705553
0.5232627 0.01720131

0.55484513 0.03894636
0.54680594 0.03227008
0.53308125 0.02271559

0.533472 0.02295702
0.5012435 0.00831469

0.55626735 0.04021455
0.54895761 0.03397611
0.47556517 0.00275194
0.54608489 0.03171136
0.53421079 0.02341824
0.47746875 0.0030258
0.51777281 0.01455938
0.50124813 0.00831612
0.50167205 0.00844688
0.52813295 0.01980584
0.45141828 0.00062861
0.48072852 0.0035398
0.52229714 0.0167145
0.4989372 0.00762827

0.54244352 0.02898802
0.51383279 0.0128462
0.53626306 0.02473227
0.5323653 0.02227771

0.51475127 0.01323232
0.53438179 0.02352588
0.51812268 0.01471876
0.54483257 0.03075634
0.54097949 0.02793872
0.52296221 0.01704878
0.52718137 0.01927708
0.54295703 0.02936221
0.45058507 0.0005904
0.53544603 0.02420333
0.54800627 0.03321462
0.57654435 0.06128153



0.50546164 0.00968101
0.52305531 0.01709594
0.53287027 0.02258595
0.50142413 0.00837023
0.47403789 0.00254559
0.50630812 0.00997305
0.51776309 0.01455497
0.52883873 0.02020435
0.50021555 0.00800358
0.54337594 0.02966986
0.5260097 0.0186394

0.53110796 0.02152265
0.52888609 0.02023128
0.54342254 0.02970421
0.52914999 0.02038182
0.47175041 0.00225788
0.5649554 0.04854808

0.50725151 0.01030576
0.4878444 0.00487631

0.51657706 0.01402368
0.48039424 0.00348439
0.52019842 0.01568925
0.52570971 0.01847849
0.52156364 0.01635109
0.52156364 0.01635109
0.5422046 0.028815

0.51813904 0.01472624
0.52276243 0.01694789
0.53911135 0.02663718
0.52143738 0.01628909
0.54472436 0.03067472
0.51457265 0.01315661
0.51478513 0.01324671
0.62482605 0.13518218
0.50523019 0.00960221
0.51815234 0.01473233
0.5448087 0.03073832

0.50345063 0.00901136
0.54725541 0.03262165
0.56393087 0.04751221
0.52410132 0.01763195
0.53003834 0.02089418
0.49488253 0.00652028
0.52848025 0.02000126
0.53394182 0.0232496
0.53739782 0.02547978
0.49568903 0.00673091
0.51641197 0.01395081



0.54352937 0.02978307
0.50690962 0.0101843
0.50546923 0.0096836
0.56734633 0.05102163
0.50201321 0.00855317
0.52273386 0.01693349
0.51069689 0.01158697
0.52400818 0.01758376
0.5363032 0.02475845

0.53015826 0.02096402
0.52970146 0.02069886
0.52346998 0.01730707
0.51539822 0.01350909
0.50876513 0.0108557
0.56333466 0.046916
0.53915484 0.026667
0.49818925 0.00741456
0.54729995 0.03265662
0.52418059 0.01767304
0.52077859 0.01596821
0.50244095 0.00868776
0.53400364 0.02328829
0.52362688 0.01738742
0.51631168 0.01390667
0.54130619 0.02817063
0.52731589 0.01935124
0.51022505 0.01140527
0.53624008 0.02471728
0.56885517 0.05262332
0.52241231 0.01677206
0.51020038 0.01139583
0.52132567 0.01623437
0.53539346 0.02416955
0.5025596 0.00872535

0.51208248 0.01213221
0.5762974 0.06099046

0.49777263 0.00729737
0.48677185 0.0046549
0.51046088 0.01149584
0.53249781 0.02235832
0.50356899 0.00904984
0.53771107 0.02568878
0.50596025 0.0098523
0.48201201 0.00375848
0.55990902 0.04358395
0.54310483 0.02947051
0.50159442 0.00842283
0.52056792 0.01586652



0.46375302 0.00143565
0.53667588 0.02500247
0.52865548 0.02010035
0.53159009 0.02181009
0.4944925 0.00642012

0.52411779 0.01764048
0.54191853 0.02860876
0.50393686 0.00917018
0.53779072 0.02574211
0.51259588 0.0123387
0.51578106 0.01367474
0.53019522 0.02098557
0.51318592 0.01257901
0.57583031 0.06044228
0.49489533 0.00652358
0.41503974 7.19E-06
0.50576798 0.009786
0.5398211 0.02712676
0.566663 0.05030664

0.52499512 0.01809902
0.50518353 0.00958638
0.53687462 0.02513326
0.50938944 0.01108839
0.51073859 0.01160313
0.53134667 0.02166464
0.53851057 0.02622744
0.51241429 0.01226538
0.5440988 0.03020577

0.54262682 0.02912122
0.50586502 0.00981942
0.53373166 0.02311841
0.50076868 0.00816995
0.47146907 0.0022242
0.55676939 0.04066858
0.53942992 0.02685618
0.51837597 0.0148349
0.52412304 0.0176432
0.51868717 0.01497845
0.55040337 0.03515535
0.53572202 0.02438114
0.56445291 0.04803822
0.4953159 0.00663287

0.52291049 0.01702262
0.52093056 0.01604184
0.52194135 0.01653754
0.52194135 0.01653754
0.50400725 0.00919334
0.51048519 0.0115052



0.51428005 0.01303323
0.49003161 0.00535103
0.51869089 0.01498017
0.49590311 0.00678762
0.5567636 0.04066333

0.51014874 0.01137608
0.42121957 2.32E-05
0.54166214 0.02842476
0.50678678 0.0101409
0.48344772 0.00401445
0.5281888 0.01983718

0.52717527 0.01927372
0.536464 0.02486354

0.49775484 0.00729239
0.53354056 0.02299956
0.54410218 0.03020829
0.50003453 0.00794966
0.49551457 0.00668494
0.51044313 0.011489
0.51746921 0.01442205
0.45940296 0.00109446
0.51615241 0.01383677
0.51442806 0.01309554
0.57232723 0.05642975
0.51387041 0.01286186
0.51870592 0.01498713
0.51867808 0.01497425
0.50897021 0.01093176
0.52800281 0.01973294
0.52931227 0.02047477
0.56610716 0.0497298
0.51899625 0.01512197
0.50937563 0.01108321
0.55925111 0.04296213
0.56618333 0.0498086
0.49448038 0.00641702
0.52579009 0.01852151
0.52005158 0.01561919
0.53385656 0.02319632
0.53544644 0.02420359
0.4907642 0.00551716
0.5282228 0.01985627
0.5385917 0.02628252

0.46931707 0.00197861
0.5239794 0.01756889

0.51394453 0.01289275
0.50409422 0.009222
0.54190115 0.02859627



0.51281303 0.01242676
0.51815447 0.0147333
0.50904199 0.01095847
0.51066727 0.01157551
0.50348863 0.0090237
0.43693173 0.00017774
0.40943118 1.73E-06
0.54152598 0.02832737
0.51350044 0.01270844
0.53959145 0.02696769
0.50026949 0.0080197
0.50460292 0.00939093
0.54587222 0.0315478
0.52703262 0.01919531
0.52084858 0.01600209
0.5552877 0.03933815

0.50038644 0.00805472
0.53756202 0.02558919
0.49997423 0.00793176
0.51328997 0.01262173
0.54600017 0.03164614
0.52837662 0.01994281
0.50901178 0.01094722
0.53510163 0.02398267
0.49983542 0.00789065
0.4885071 0.00501682

0.51182698 0.01203035
0.55619456 0.040149
0.52425546 0.0177119
0.51329028 0.01262185
0.57995041 0.06538512
0.50845891 0.01074282
0.54845468 0.03357212
0.52036484 0.01576893
0.53841281 0.02616117
0.5294471 0.02055222
0.5088068 0.01087112

0.51040885 0.01147582
0.53582188 0.02444569
0.52923528 0.02043064
0.54872775 0.03379108
0.4795164 0.00334185

0.54686117 0.03231314
0.50519242 0.00958939
0.5385987 0.02628728

0.60354324 0.09842992
0.52645352 0.01887922
0.53552489 0.02425404



0.52900104 0.02029676
0.53177363 0.0219202
0.52659341 0.01895525
0.50848132 0.01075106
0.52906371 0.02033252
0.52620086 0.01874244
0.50668159 0.01010385
0.54575478 0.03145773
0.42706199 5.57E-05
0.48898727 0.00512042
0.53739288 0.0254765
0.52784501 0.0196448
0.54369963 0.02990904
0.50492174 0.0094979
0.5092792 0.01104705

0.51377532 0.01282231
0.5134708 0.0126962

0.52602568 0.018648
0.55169513 0.03623156
0.54415667 0.03024895
0.5009788 0.00823378

0.50531576 0.00963129
0.54070106 0.02774209
0.5001982 0.0079984

0.52979266 0.02075162
0.48481615 0.00426987
0.53316691 0.02276837
0.51603727 0.01378639
0.52338374 0.01726301
0.50298285 0.0088604
0.50782697 0.01051248
0.53474771 0.02375734
0.51669813 0.01407729
0.50492074 0.00949757
0.51457624 0.01315813
0.52823869 0.0198652
0.54401651 0.03014443
0.50696148 0.01020266
0.53283558 0.02256469
0.52030954 0.01574242
0.47334495 0.00245577
0.47284827 0.00239283
0.48203627 0.00376271
0.52571709 0.01848243
0.51236565 0.0122458
0.51825774 0.01478061
0.51570571 0.01364203
0.49827797 0.00743968



0.50775926 0.01048801
0.50232704 0.00865177
0.52859543 0.02006636
0.48942355 0.00521588
0.56365102 0.04723176
0.53407343 0.02333201
0.52646053 0.01888303
0.54829656 0.03344577
0.52828587 0.01989172
0.51161918 0.01194795
0.48244837 0.003835
0.56831452 0.05204577
0.51827411 0.01478812
0.53112528 0.02153293
0.57455617 0.05896273
0.51844452 0.01486644
0.5165913 0.01402998
0.5227758 0.01695462

0.54991499 0.03475403
0.49916678 0.00769474
0.53451559 0.02361033
0.5224519 0.01679188

0.51004759 0.01133746
0.51581329 0.01368876
0.51581329 0.01368876
0.53231759 0.02224874
0.51466268 0.01319473
0.53867979 0.02634242
0.53861622 0.02629919
0.53595152 0.02452966
0.57308914 0.05728768
0.52859422 0.02006567
0.52816669 0.01982476
0.50997444 0.01130958
0.50291521 0.00883872
0.48595487 0.00449115
0.52956861 0.02062218
0.50473994 0.0094368

0.475214 0.00270346
0.50110803 0.00827321
0.52440564 0.01779003
0.51183752 0.01203454

0.507169 0.01027635
0.48385034 0.00408843
0.52372395 0.01743726
0.50887456 0.01089624
0.52856104 0.02004691
0.52617476 0.01872835



0.54028463 0.02744973
0.45256364 0.0006841
0.52676582 0.01904924
0.43793912 0.00019681
0.53000355 0.02087396
0.56321263 0.04679457
0.52702591 0.01919163
0.52702591 0.01919163
0.50014034 0.00798115
0.51849227 0.01488844
0.47868961 0.0032115
0.5181352 0.01472449

0.48452315 0.00421423
0.51847454 0.01488027
0.50061083 0.00812222

0.447574 0.00046658
0.51570557 0.01364197
0.50371375 0.00909706
0.49894527 0.0076306
0.52821385 0.01985124
0.5166316 0.01404781

0.47891583 0.0032468
0.54561195 0.03134841
0.51749843 0.01443523
0.47700841 0.00295784
0.51224253 0.01219632
0.50616908 0.00992466
0.5111499 0.01176331

0.49214045 0.00583915
0.49055381 0.00546908
0.5207536 0.01595612

0.51328936 0.01262148
0.54617802 0.03178316
0.50778002 0.01049551
0.53749181 0.02554237
0.50400174 0.00919152
0.54179584 0.02852061
0.54767009 0.03294825
0.49577266 0.00675302
0.54985458 0.03470459
0.49673405 0.00701095
0.49987721 0.00790301
0.52854748 0.02003924
0.49583415 0.00676931
0.49513251 0.00658505
0.5087816 0.01086179

0.51968126 0.01544345
0.50209914 0.00858009



0.52604378 0.01865774
0.46288032 0.00136168
0.50196367 0.00853768
0.53997569 0.02723419
0.51282749 0.01243264
0.61595054 0.11906553
0.51663287 0.01404838
0.49561239 0.00671068
0.50274929 0.00878569
0.51755268 0.01445971
0.50303208 0.0088762
0.51888865 0.01507191
0.51888865 0.01507191
0.53390781 0.02322834
0.48737459 0.00477841
0.52613589 0.01870737
0.51308958 0.01253956
0.50956424 0.01115417
0.51031088 0.01143818
0.56514546 0.04874183
0.5435783 0.02981924

0.52646841 0.0188873
0.53168325 0.02186593
0.51317357 0.01257395
0.53194594 0.02202391
0.52082696 0.01599162
0.49791059 0.00733603
0.54909839 0.03408977
0.50685813 0.01016609
0.52789366 0.01967195
0.53076011 0.02131688
0.45600716 0.00087294
0.51982886 0.01551333
0.50966826 0.01119343
0.47606385 0.00282187
0.51750639 0.01443882
0.50860842 0.01079783
0.52447774 0.01782763
0.50743579 0.01037165
0.50208038 0.00857421
0.4960603 0.00682947

0.49453829 0.00643182
0.48716391 0.00473498
0.49641199 0.00692378
0.49641199 0.00692378
0.52457461 0.01787823
0.47498249 0.00267184
0.52484221 0.01801851



0.49702143 0.00708939
0.55514258 0.03920939
0.53434237 0.02350104
0.50206079 0.00856806
0.54922971 0.03419602
0.50996502 0.011306
0.51756001 0.01446303
0.49282095 0.00600322
0.51075359 0.01160894
0.55497896 0.03906457
0.45574491 0.00085734
0.57225814 0.05635236

0.489662 0.00526858
0.52120684 0.0161763
0.4586812 0.00104425

0.53677422 0.02506714
0.50998381 0.01131315
0.52643698 0.01887025
0.50076349 0.00816837
0.52356748 0.01735697
0.53803022 0.0259029
0.48249223 0.00384275
0.51901214 0.01512938
0.51151328 0.01190611
0.52713631 0.01925229
0.50609149 0.00989773
0.49602659 0.00682048
0.52830478 0.01990236
0.53170023 0.02187612
0.51775893 0.01455308
0.49625639 0.00688194
0.52132185 0.0162325
0.50273304 0.00878051
0.51572291 0.01364949
0.51572291 0.01364949
0.45269003 0.00069044
0.49968336 0.00784579
0.49755158 0.00723573
0.50350068 0.00902762
0.5527958 0.03716552

0.51699154 0.0142078
0.5421234 0.02875636
0.4109937 2.70E-06

0.52942832 0.02054142
0.49135135 0.00565294
0.49454504 0.00643354
0.51074852 0.01160697
0.52962059 0.02065217



0.54481594 0.03074379
0.53410824 0.02335385
0.53585122 0.02446468
0.52008382 0.01563456
0.44728481 0.0004558
0.48336191 0.00399881
0.49189956 0.00578185
0.51031619 0.01144021
0.50525511 0.00961067
0.5040464 0.00920623
0.5294303 0.02054256

0.50976657 0.01123064
0.47925829 0.00330076
0.52003291 0.0156103
0.52918953 0.02040444
0.49172021 0.00573945
0.46909459 0.00195441
0.52015687 0.01566941
0.48691842 0.00468472
0.52867926 0.02011383
0.48971532 0.00528042
0.51099716 0.01170365
0.52586122 0.01855964
0.52071121 0.01593564
0.51962784 0.01541821
0.51485301 0.01327558
0.49482431 0.00650526
0.42964167 7.80E-05
0.48664691 0.00462958
0.5588826 0.04261637

0.51050499 0.01151283
0.50555598 0.00971325
0.53175499 0.021909
0.48263841 0.00386867
0.49282917 0.00600522
0.52393023 0.0175435
0.55703986 0.04091457
0.49404855 0.00630744
0.46470861 0.00151999
0.51210362 0.01214066
0.49777698 0.00729858
0.50841219 0.01072567
0.53859603 0.02628547
0.49658084 0.00696939
0.49871364 0.00756394
0.50875171 0.01085073
0.45086663 0.00060311
0.55475506 0.03886694



0.4880738 0.00492462
0.51671494 0.01408474
0.43505756 0.00014602
0.51218182 0.01217197
0.50577891 0.00978975
0.52225417 0.01669306
0.53892376 0.02650878
0.51224851 0.01219872
0.49580419 0.00676137
0.53712698 0.0253
0.53712698 0.0253
0.53712698 0.0253
0.53712698 0.0253
0.49341528 0.00614917
0.49360675 0.00619672
0.49696521 0.007074
0.48310676 0.00395256
0.52329361 0.01721705
0.52488147 0.01803916
0.5004073 0.00806098

0.47632594 0.00285914
0.51982161 0.01550989
0.5666073 0.05024864
0.5287703 0.02016547

0.49852796 0.00751081
0.5321783 0.02216429

0.50693874 0.0101946
0.51391597 0.01288084
0.53267935 0.02246908
0.52405575 0.01760836
0.5763535 0.06105651

0.45967489 0.00111383
0.49976104 0.00786868
0.47899579 0.00325934
0.48675204 0.00465088
0.47357874 0.00248582
0.49212873 0.00583636
0.50089655 0.00820875
0.52310244 0.01711984
0.52462969 0.01790704
0.49996655 0.00792948
0.54054705 0.02763372
0.54052966 0.0276215
0.53431491 0.02348374
0.50902341 0.01095155
0.50902341 0.01095155
0.54427974 0.03034091
0.55554177 0.03956422



0.5250267 0.01811567
0.50184874 0.00850181
0.53130021 0.02163696
0.5047245 0.00943162

0.60892083 0.10709973
0.51318385 0.01257817
0.51274615 0.01239959
0.49849235 0.00750064
0.52700108 0.01917801
0.49684602 0.00704144
0.52304247 0.01708943
0.50752458 0.01040349
0.50456553 0.00937844
0.44728416 0.00045578
0.51200724 0.01210215
0.50264882 0.0087537
0.53307614 0.02271245
0.56273255 0.04631881
0.5030226 0.00887316

0.49737146 0.00718577
0.47766132 0.00305456
0.5082441 0.01066413

0.51073719 0.01160258
0.5908348 0.07962107
0.5908348 0.07962107

0.50225572 0.00862929
0.50343363 0.00900584
0.49833205 0.00745503
0.52118137 0.01616387
0.51591006 0.01373088
0.51332778 0.01263727
0.50967921 0.01119758
0.52832831 0.0199156

0.397206 1.13E-09
0.59051736 0.0791815
0.50010953 0.00797197
0.50010953 0.00797197
0.53089142 0.0213944
0.49558312 0.00670297
0.5129374 0.0124774
0.5297218 0.02071062

0.59843913 0.09059166
0.51332568 0.01263641
0.4648229 0.00153032

0.52442941 0.01780242
0.49836891 0.0074655
0.50530629 0.00962807
0.50106552 0.00826023



0.52865063 0.02009761
0.50580577 0.009799
0.50782418 0.01051147
0.49372583 0.00622643
0.49279328 0.00599648
0.52062081 0.01589201
0.4366979 0.00017353

0.49916592 0.00769449
0.49300115 0.00604721
0.51847812 0.01488191
0.48123412 0.00362482
0.45276182 0.00069406
0.48987529 0.00531605
0.48219497 0.00379043
0.50025615 0.00801571
0.50662522 0.01008403
0.51878223 0.01502249
0.49800065 0.00736134
0.5143164 0.01304852

0.47285049 0.00239311
0.4925254 0.00593156
0.4925254 0.00593156

0.49635827 0.00690932
0.51421826 0.01300728
0.5025095 0.00870946

0.53066579 0.02126132
0.55562982 0.03964278
0.48859505 0.00503568
0.49115697 0.00560773
0.52160403 0.01637096
0.53100707 0.02146283
0.49938747 0.00775901
0.54629443 0.03187306
0.52591654 0.01858932
0.52049603 0.01583192
0.5095015 0.01113053
0.4958755 0.00678028

0.50387592 0.00915017
0.52949663 0.02058072
0.50869342 0.01082919
0.51835404 0.01482482
0.60453516 0.09999738
0.51692476 0.01417802
0.49592712 0.006794
0.50781654 0.01050871
0.4972431 0.00715032

0.52799885 0.01973073
0.48192122 0.0037427



0.48511273 0.00432673
0.52657429 0.01894485
0.51777908 0.01456223
0.51351533 0.01271459
0.50614865 0.00991757
0.50934296 0.01107095

0.534266 0.02345296
0.53116589 0.02155705
0.51018561 0.01139018
0.47782763 0.00307956
0.51718121 0.0142926
0.49061407 0.00548282
0.51677254 0.01411031
0.51920274 0.01521839
0.54495982 0.03085249
0.41255503 4.04E-06
0.49441619 0.00640065
0.52784272 0.01964353
0.53649155 0.02488158
0.51869452 0.01498185
0.50716698 0.01027563
0.48826571 0.00496531
0.52894685 0.02026587
0.51873083 0.01499867
0.48725526 0.00475378
0.49612447 0.00684661
0.50489415 0.00948861
0.51573583 0.0136551
0.48674229 0.0046489
0.47481358 0.00264893
0.48829216 0.00497093
0.49863177 0.00754048
0.50187547 0.00851014
0.48678065 0.00465668
0.51705745 0.01423723
0.49805369 0.00737628
0.50335367 0.00897992
0.50798036 0.01056807
0.52657606 0.01894581
0.52657606 0.01894581
0.54146481 0.02828369
0.48788293 0.0048844
0.51675604 0.01410298
0.52147728 0.01630866
0.4871271 0.00472742
0.5074728 0.01038491

0.53345739 0.02294797
0.53388233 0.02321242



0.50246067 0.008694
0.53745276 0.02551635
0.47977059 0.00338268
0.51856691 0.01492287
0.47962228 0.00335882
0.52761537 0.01951702
0.49957814 0.00781485
0.50265095 0.00875437
0.53337132 0.02289465
0.50595165 0.00984932
0.48004279 0.00342681
0.51394932 0.01289475
0.50525726 0.0096114
0.51627938 0.01389247
0.53924732 0.0267305
0.52622866 0.01875746
0.4990054 0.00764797

0.50686919 0.01017
0.51114849 0.01176276
0.53931857 0.0267795
0.48526103 0.00435537
0.50341194 0.0089988
0.52965456 0.02067177
0.48673938 0.00464831
0.51351895 0.01271608
0.49886111 0.00760634
0.52802848 0.01974731
0.49191448 0.00578539
0.53771463 0.02569116
0.49018541 0.0053856
0.49684207 0.00704036
0.48898766 0.00512051
0.5129995 0.01250274

0.50531559 0.00963123
0.49813801 0.00740007
0.49181285 0.00576132
0.53138137 0.02168534
0.49236625 0.00589323
0.4743791 0.00259068

0.51846164 0.01487432
0.53058304 0.02121265
0.52461399 0.01789883
0.48452615 0.0042148
0.50234844 0.00865852
0.51726591 0.01433059
0.50618904 0.0099316
0.50301197 0.00886974
0.50885496 0.01088897



0.54638847 0.0319458
0.50892213 0.01091389
0.4677164 0.00180924

0.52361516 0.01738141
0.5227264 0.01692973

0.52950561 0.02058589
0.48423775 0.00416053
0.50503437 0.0095359
0.50506038 0.00954469
0.41794968 1.30E-05
0.49015219 0.00537812
0.51894702 0.01509905
0.52434027 0.017756
0.49490295 0.00652555
0.5623885 0.04597979

0.51671195 0.01408342
0.51338278 0.01265991
0.50118169 0.00829575
0.50824295 0.01066371
0.48421307 0.00415591
0.48903098 0.00512993
0.5173688 0.01437683

0.49753476 0.00723105
0.50038565 0.00805448
0.49509741 0.00657593
0.50989366 0.01127886
0.53405668 0.02332152
0.50618497 0.00993019
0.49358592 0.00619154
0.54079849 0.02781078
0.5216411 0.0163892

0.47694792 0.002949
0.51289318 0.01245938
0.46237189 0.0013199
0.52296448 0.01704992
0.51162159 0.0119489
0.49593101 0.00679503
0.5158683 0.01371269

0.51136154 0.01184633
0.48525689 0.00435457
0.50603074 0.00987668
0.50931695 0.0110612
0.51464426 0.01318693
0.50755394 0.01041404
0.4853475 0.00437213

0.50965927 0.01119004
0.50695511 0.0102004
0.51686746 0.0141525



0.54130682 0.02817108
0.52967545 0.02068384
0.51611671 0.01382114
0.50555189 0.00971185
0.51441915 0.01309179
0.51208135 0.01213176
0.51208135 0.01213176
0.47122604 0.00219541
0.5074505 0.01037692

0.51929624 0.01526219
0.5050858 0.00955328

0.50583518 0.00980913
0.47864312 0.00320428
0.52391627 0.0175363
0.52238156 0.01675668
0.51628357 0.01389432
0.52253731 0.01683469
0.50189785 0.00851712
0.51257871 0.01233175
0.50606924 0.00989002
0.51202077 0.01210755
0.40152337 6.10E-08
0.50990484 0.01128311
0.48682955 0.00466662
0.46382553 0.00144193
0.5067457 0.01012642

0.55154368 0.03610428
0.51924868 0.0152399
0.50803444 0.01058772
0.51041657 0.01147878
0.49558221 0.00670273
0.56200572 0.04560449
0.43114107 9.37E-05
0.52954428 0.02060816
0.50570348 0.00976382
0.46564213 0.00160584
0.48766757 0.00483929
0.50993093 0.01129303
0.50073773 0.00816058
0.5263319 0.0188133

0.46982671 0.00203489
0.46663342 0.00170083
0.51417161 0.01298772
0.51690691 0.01417007
0.49870216 0.00756065
0.49197167 0.00579896
0.49817589 0.00741078
0.52116716 0.01615694



0.50202668 0.00855738
0.5099497 0.01130017

0.51761013 0.01448568
0.53821126 0.0260249
0.51128321 0.01181556
0.48527797 0.00435865
0.53234595 0.02226596
0.49334982 0.00613297
0.51318429 0.01257834
0.48827182 0.00496661
0.49012066 0.00537103
0.53994469 0.02721262
0.46967229 0.00201772
0.49176612 0.00575028
0.50817377 0.01063846
0.48543454 0.00438905
0.45917175 0.00107818
0.54040172 0.02753172
0.48744689 0.00479339
0.49410029 0.0063205
0.56111972 0.04474344
0.51237503 0.01224957
0.53615003 0.02465863
0.50305228 0.00888269
0.54168141 0.02843856
0.51471652 0.01321757
0.52133395 0.01623841
0.49883168 0.00759786
0.5241112 0.01763707

0.49447241 0.00641499
0.50125253 0.00831746
0.50811126 0.01061567
0.52964996 0.02066912
0.49682918 0.00703685
0.52339723 0.0172699
0.51007745 0.01134885
0.54115106 0.02806035
0.49610772 0.00684214
0.48929956 0.00518862
0.52779067 0.01961452
0.50294734 0.00884901
0.4470278 0.00044638

0.50382646 0.00913395
0.53491641 0.02386457
0.54973928 0.03461038
0.52034805 0.01576088
0.49885583 0.00760482
0.50554959 0.00971107



0.47871865 0.00321602
0.50596684 0.00985457
0.54860039 0.03368884
0.51827947 0.01479058
0.48759217 0.00482357
0.5433968 0.02968523

0.49444159 0.00640712
0.51861103 0.01494324
0.49795713 0.0073491
0.4841965 0.00415281

0.53589512 0.02449311
0.5208349 0.01599546

0.48186173 0.00373239
0.46080241 0.00119685
0.48591553 0.00448337
0.50320319 0.00893128
0.47464041 0.0026256
0.56634617 0.04997732
0.51865146 0.01496193
0.5269774 0.01916501

0.47762637 0.00304933
0.43892089 0.00021684
0.50229252 0.00864089
0.50380282 0.0091262
0.47965566 0.00336418
0.50499439 0.0095224
0.50921178 0.01102182
0.50414014 0.00923716
0.50312801 0.00890705
0.49439066 0.00639414
0.45028142 0.00057692
0.51378241 0.01282525
0.47801844 0.00310842
0.51724943 0.01432319
0.43892398 0.00021691
0.50823362 0.0106603
0.47975839 0.00338071
0.52619003 0.01873659
0.5410876 0.02801532

0.48621246 0.00454233
0.52833265 0.01991805
0.50931691 0.01106118
0.53028454 0.02103772
0.50584413 0.00981221
0.49408879 0.0063176
0.49193221 0.00578959
0.49036426 0.00542601
0.52077575 0.01596683



0.50461799 0.00939597
0.54488725 0.03079763
0.49145755 0.00567775
0.50972377 0.01121443
0.51061282 0.01155445
0.51467484 0.01319989
0.47182794 0.00226722
0.49710238 0.0071116
0.48731288 0.00476566
0.53474399 0.02375498
0.44989438 0.00056006
0.50212069 0.00858685
0.47925601 0.00330039
0.54621582 0.03181233
0.50395612 0.00917651
0.48242585 0.00383102
0.48898494 0.00511992
0.46487719 0.00153524
0.48131814 0.00363909
0.50970191 0.01120616
0.55401397 0.0382175
0.51639373 0.01394278

0.479501 0.00333939
0.48631971 0.00456376
0.51636334 0.0139294
0.50621518 0.00994069
0.47812285 0.0031243
0.48675326 0.00465112
0.4944501 0.00640929

0.51990973 0.01555171
0.48504447 0.0043136
0.48366391 0.00405405
0.50133731 0.0083435
0.48155509 0.00367955
0.49079229 0.0055236
0.50286876 0.00882385
0.51112563 0.01175382
0.52113235 0.01613997
0.40356735 1.87E-07
0.51760746 0.01448447
0.50839151 0.01071809
0.50839151 0.01071809
0.49505792 0.00656568
0.50616401 0.0099229
0.50860038 0.01079487
0.51160958 0.01194415
0.48149702 0.0036696
0.48018298 0.00344969



0.51680615 0.01412524
0.49321048 0.00609859
0.49293511 0.00603106
0.47248986 0.00234815
0.50002979 0.00794825
0.52823558 0.01986345
0.47310141 0.00242476
0.48781116 0.00486933
0.51452056 0.01313459
0.48596262 0.00449269
0.52867655 0.02011229
0.48139978 0.00365299
0.52123788 0.01619145
0.46040924 0.0011674
0.53666055 0.0249924
0.55224159 0.0366933
0.46728874 0.00176584
0.50397121 0.00918147
0.48577969 0.00445659
0.51486749 0.01328175
0.44800721 0.00048307
0.44150141 0.00027683
0.44520011 0.00038353
0.46315155 0.00138436
0.49730738 0.00716806
0.50867597 0.01082275
0.48319218 0.003968
0.50465259 0.00940754
0.51005678 0.01134096
0.49751992 0.00722693
0.5094694 0.01111845

0.51730057 0.01434615
0.50162353 0.00843184
0.49156914 0.0057039
0.4988782 0.00761126

0.49146782 0.00568015
0.49967897 0.0078445
0.55352059 0.0377891
0.45860026 0.00103873
0.49589947 0.00678665
0.46575044 0.00161602
0.46575044 0.00161602
0.4977734 0.00729758

0.50149037 0.00839066
0.50054085 0.00810113
0.47718379 0.0029836
0.47773454 0.00306555
0.52669601 0.01901115



0.50333497 0.00897386
0.49319264 0.0060942
0.39444331 1.64E-13
0.49444449 0.00640786
0.51086393 0.01165178
0.53719151 0.02534276
0.50644443 0.01002065
0.51952261 0.01536858
0.48944934 0.00522156
0.49812638 0.00739678
0.46395301 0.00145301
0.50949169 0.01112683
0.46830828 0.00187058
0.49560742 0.00670937
0.53854801 0.02625285
0.46545172 0.00158805
0.52493795 0.01806889
0.44281846 0.00031186
0.52710974 0.01923768
0.48185099 0.00373053
0.50622574 0.00994436
0.50664942 0.01009254
0.48233435 0.0038149
0.57315141 0.05735817
0.48626242 0.0045523
0.47318234 0.00243504
0.51420957 0.01300364
0.48534818 0.00437226
0.5008269 0.0081876

0.54577186 0.03147082
0.51615035 0.01383587
0.46830072 0.00186979
0.50198087 0.00854305
0.53212915 0.02213455
0.51353818 0.01272403
0.64728902 0.18078132
0.4833688 0.00400006

0.46040058 0.00116676
0.49374388 0.00623094
0.5364807 0.02487448

0.52155539 0.01634703
0.49243547 0.00590988
0.48682784 0.00466627
0.49123579 0.00562603
0.49583254 0.00676889
0.51444023 0.01310067
0.49448655 0.0064186
0.49024869 0.00539988



0.4866463 0.00462946
0.46624614 0.00166324
0.51061984 0.01155716
0.48260068 0.00386197
0.4811028 0.0036026

0.49640649 0.0069223
0.46811833 0.00185073
0.49008625 0.00536329
0.5104473 0.01149061

0.51042328 0.01148136
0.5139209 0.0128829

0.51868011 0.01497518
0.53690987 0.02515651
0.49788327 0.00732836
0.50761702 0.01043673
0.54697008 0.03239817
0.47918535 0.00328921
0.50579005 0.00979359
0.43386085 0.00012813
0.48828969 0.00497041
0.49357256 0.00618821
0.4724628 0.0023448

0.49452998 0.00642969
0.50550118 0.00969451
0.47896519 0.00325453
0.51021345 0.01140083
0.50918153 0.01101052
0.50463826 0.00940274
0.46428954 0.00148257
0.4974011 0.00719397

0.49736051 0.00718274
0.53017015 0.02097095
0.56184395 0.04544649
0.54498635 0.03087256
0.49106436 0.00558628
0.48747464 0.00479914
0.50499588 0.0095229
0.51040409 0.01147398
0.45945355 0.00109804
0.4860961 0.00451916

0.48233876 0.00381567
0.51059799 0.01154872
0.49314354 0.00608213
0.4672862 0.00176559

0.50452033 0.00936335
0.57890724 0.06411067
0.47714142 0.00297736
0.51879751 0.01502958



0.47767705 0.00305692
0.52275976 0.01694654
0.47500423 0.0026748
0.52771271 0.01957112
0.49203337 0.00581363
0.51696741 0.01419703
0.49244637 0.00591251
0.47437684 0.00259038
0.46192439 0.00128391
0.50121561 0.00830614
0.50201619 0.0085541
0.47463993 0.00262554
0.53641018 0.02482834
0.49552085 0.00668659
0.51352229 0.01271746
0.47960858 0.00335662
0.49833642 0.00745627
0.51492965 0.01330824
0.51379524 0.01283059
0.51513022 0.01339396
0.48619358 0.00453856
0.46423331 0.0014776
0.47142034 0.00221841
0.4754312 0.00273337

0.51228524 0.01221347
0.50026068 0.00801706
0.50825565 0.01066835
0.51277284 0.01241043
0.45504617 0.00081678
0.50925019 0.01103619
0.51702721 0.01422372
0.50263393 0.00874896
0.50177801 0.00847979
0.51424055 0.01301664
0.5109185 0.01167301

0.51710446 0.01425824
0.48334552 0.00399583
0.50242877 0.0086839
0.4735249 0.00247887

0.49401744 0.0062996
0.49549916 0.00668089
0.4959769 0.00680724

0.48773681 0.00485376
0.48743028 0.00478994
0.50624319 0.00995043
0.48639669 0.00457918
0.49609826 0.00683961
0.43894077 0.00021726



0.49905595 0.0076626
0.4867127 0.0046429

0.48454867 0.00421905
0.48757531 0.00482006
0.50407587 0.00921595
0.50259098 0.00873531
0.52790661 0.01967918
0.50653605 0.01005274
0.47743289 0.00302047
0.50345539 0.0090129
0.48984386 0.00530903
0.48032355 0.00347275
0.48559316 0.00441999
0.51698651 0.01420555
0.53039652 0.02110323
0.46699119 0.0017361
0.49341798 0.00614984
0.51630284 0.01390279
0.46942141 0.00199004
0.46748792 0.00178596
0.48839118 0.00499203
0.48354939 0.00403304
0.48067553 0.00353097
0.48205578 0.00376611
0.48315834 0.00396188
0.47403911 0.00254575
0.52610822 0.01869246
0.49790665 0.00733492
0.5209436 0.01604817

0.50478382 0.00945152
0.4993053 0.00773504

0.44447505 0.00036053
0.49917238 0.00769636
0.45092614 0.00060583
0.50542079 0.00966707
0.50388969 0.00915469
0.48896912 0.00511648
0.45788487 0.00099085
0.50582606 0.00980599
0.48860709 0.00503827
0.51209004 0.01213523
0.50293555 0.00884523
0.50044853 0.00807336
0.55696088 0.04084264
0.45237383 0.00067466
0.54047027 0.02757981
0.48990778 0.0053233
0.49215408 0.00584241



0.50590259 0.00983238
0.50012552 0.00797673
0.46592486 0.00163252
0.53369815 0.02309755
0.51611409 0.01381999
0.47662627 0.00290227
0.50607392 0.00989164
0.45761102 0.00097296

0.491465 0.00567949
0.47285502 0.00239368
0.49161901 0.00571562
0.51078727 0.011622
0.46493864 0.00154083
0.47677126 0.00292327
0.48096671 0.00357967
0.51359142 0.01274605
0.46560757 0.0016026
0.4027397 1.23E-07

0.47830032 0.00315142
0.53573457 0.02438924
0.48037386 0.00348103
0.53312976 0.02274547
0.51072645 0.01159842
0.49024727 0.00539956
0.47182749 0.00226717
0.51359485 0.01274747
0.48077783 0.00354803
0.49019028 0.0053867
0.47100691 0.00216969
0.52253165 0.01683185
0.48248235 0.003841
0.46523399 0.00156788
0.48132807 0.00364078
0.55188242 0.03638938
0.49839225 0.00747213
0.4837691 0.00407342

0.51716395 0.01428487
0.5106264 0.0115597

0.51372513 0.01280146
0.47169769 0.00225154
0.48177592 0.00371755
0.49522342 0.00660872
0.50232218 0.00865023
0.48011657 0.00343884
0.48542548 0.00438728
0.49180229 0.00575883
0.4932252 0.00610222

0.56508205 0.04867713



0.47702667 0.00296052
0.48661983 0.00462411
0.50769152 0.01046357
0.48475059 0.00425738
0.4788465 0.00323595

0.50677355 0.01013624
0.45796987 0.00099645
0.4920276 0.00581226

0.51203371 0.01211272
0.54310637 0.02947164
0.47583664 0.00278985
0.5158314 0.01369663

0.47755986 0.00303938
0.50212119 0.008587
0.5837604 0.07017293

0.50797885 0.01056752
0.46420496 0.0014751
0.50071376 0.00815332
0.50071376 0.00815332
0.47006017 0.00206106
0.47878844 0.00322689
0.49346092 0.00616048
0.4713264 0.00220727
0.5072036 0.01028868

0.47927863 0.00330398
0.49065716 0.00549266
0.50976893 0.01123153
0.48784098 0.00487559
0.47516747 0.00269708
0.5950201 0.08555439

0.46412971 0.00146848
0.49579464 0.00675884
0.51342239 0.01267623
0.50961346 0.01117274
0.54348299 0.02974882
0.5157347 0.01365461

0.49630698 0.00689553
0.56177805 0.04538222
0.47972397 0.00337517
0.4908097 0.0055276

0.47896482 0.00325447
0.49836324 0.00746389
0.51057563 0.01154008
0.48166708 0.00369878
0.50720638 0.01028967
0.50112491 0.00827837
0.4492513 0.00053287

0.49899382 0.00764463



0.50875444 0.01085175
0.41989134 1.85E-05
0.45512641 0.00082136
0.51623269 0.01387197
0.48736766 0.00477698
0.49314886 0.00608344
0.42679461 5.38E-05
0.48746701 0.00479756
0.49116137 0.00560875
0.48130668 0.00363714
0.47884022 0.00323497
0.49970834 0.00785315
0.49440821 0.00639862
0.47671454 0.00291504
0.51737476 0.01437951
0.47975778 0.00338062
0.46883753 0.00192671
0.50831551 0.01069025
0.47028141 0.00208608
0.4916341 0.00571917

0.49456148 0.00643775
0.47842373 0.00317038
0.53220104 0.02217806
0.40369504 1.99E-07
0.44131946 0.00027223
0.49497227 0.00654348
0.51616201 0.01384098
0.44539727 0.00038997
0.48948262 0.0052289
0.48106048 0.00359546
0.50675159 0.0101285
0.50675159 0.0101285
0.48246589 0.00383809
0.46491057 0.00153827
0.5243335 0.01775247

0.50449129 0.00935367
0.45440086 0.0007806
0.50041998 0.00806479
0.48063162 0.00352367
0.48971535 0.00528043
0.48652709 0.0046054
0.55928894 0.04299773
0.40381032 2.11E-07
0.51470415 0.01321232
0.47076571 0.00214162
0.47072867 0.00213734
0.5080781 0.0106036

0.47784217 0.00308175



0.47887698 0.00324071
0.4745584 0.00261461

0.45017641 0.00057231
0.50868506 0.0108261
0.49991073 0.00791293
0.47324041 0.00244243
0.50845077 0.01073983
0.53455547 0.02363555
0.49945117 0.00777764
0.49899121 0.00764387
0.50568732 0.00975827
0.50338542 0.00899021
0.47650911 0.00288539
0.48938354 0.00520707
0.51964352 0.01542561
0.48273174 0.00388528
0.53748786 0.02553974
0.48464153 0.00423665
0.47584299 0.00279074
0.52366326 0.01740609
0.50214749 0.00859526
0.48993042 0.00532837
0.48114291 0.00360937
0.48114291 0.00360937
0.48114291 0.00360937
0.51678402 0.01411541
0.45185047 0.00064914
0.4840505 0.00412557

0.49991358 0.00791377
0.46327126 0.00139446
0.5112933 0.01181952

0.51171747 0.01198687
0.51300858 0.01250644
0.4831989 0.00396922

0.49126754 0.00563341
0.48733684 0.00477061
0.49010708 0.00536798
0.51565395 0.01361959
0.47783732 0.00308102
0.46699399 0.00173638
0.45776809 0.00098319
0.48216884 0.00378586
0.48796605 0.00490189
0.47934651 0.00331476
0.48368408 0.00405776
0.45627438 0.00088905
0.4909111 0.00555091

0.51590012 0.01372655



0.49713639 0.00712094
0.5123389 0.01223503

0.46894352 0.00193809
0.51202335 0.01210858
0.48025401 0.00346133
0.44246251 0.00030208
0.50251936 0.00871259
0.51339634 0.0126655
0.4773554 0.00300896

0.48317701 0.00396526
0.57858037 0.06371453
0.50594683 0.00984766
0.50629683 0.00996912
0.48759441 0.00482404
0.47875461 0.00322161
0.43784376 0.00019495
0.47851971 0.00318518
0.47648307 0.00288165
0.48217045 0.00378614
0.44195506 0.00028854
0.47565456 0.00276438
0.48528033 0.00435911
0.50635396 0.00998904
0.46528489 0.00157258
0.52810976 0.01979283
0.49584465 0.0067721
0.50074525 0.00816285
0.50855113 0.01077673
0.49323035 0.00610349
0.49055826 0.00547009
0.52751943 0.01946381
0.48305477 0.00394318
0.50954298 0.01114615
0.51766643 0.01451116
0.49118943 0.00561526
0.51552962 0.01356579
0.49930403 0.00773467
0.49930403 0.00773467
0.49930403 0.00773467
0.49357712 0.00618935
0.51267465 0.01237059
0.46165257 0.0012624
0.46165257 0.0012624
0.51686142 0.01414982
0.42375453 3.47E-05
0.46919555 0.00196537
0.52030913 0.01574223
0.47659834 0.00289824



0.49925518 0.00772044
0.53116073 0.02155398
0.51014588 0.01137498
0.53953132 0.02692614
0.49957892 0.00781508
0.50525174 0.00960953
0.47801747 0.00310828
0.45294795 0.00070351
0.5322828 0.02222763

0.47559712 0.00275638
0.47755217 0.00303824
0.48021735 0.00345532
0.49833174 0.00745494
0.50581491 0.00980215
0.47816832 0.00313123
0.49032687 0.00541755
0.48206871 0.00376836
0.46997502 0.00205148
0.51426422 0.01302658
0.50906261 0.01096614
0.47905569 0.00326875
0.48200075 0.00375652
0.45070087 0.00059561
0.50709035 0.01024838
0.53405547 0.02332076
0.50088798 0.00820615
0.47725041 0.00299343
0.50255664 0.00872441
0.49804403 0.00737356
0.47588796 0.00279706
0.49250744 0.00592723
0.51704047 0.01422964
0.49378802 0.00624198
0.51700448 0.01421357
0.50713387 0.01026385
0.46656065 0.00169372
0.45408465 0.00076332
0.48109431 0.00360116
0.49737014 0.0071854
0.51482563 0.01326393
0.45800564 0.00099881
0.47348477 0.00247371
0.53435893 0.02351147
0.47766272 0.00305477
0.50960746 0.01117047
0.49338131 0.00614076
0.50076738 0.00816955
0.48854831 0.00502565



0.48901259 0.00512593
0.40124306 5.10E-08
0.48758755 0.00482261
0.45371492 0.00074347
0.42293506 3.06E-05
0.48751909 0.00480837
0.47733101 0.00300535
0.46903706 0.00194818
0.50161468 0.0084291
0.49477832 0.00649341
0.49509839 0.00657619
0.53456192 0.02363963
0.5160082 0.01377369

0.48336927 0.00400015
0.40403347 2.34E-07
0.40403347 2.34E-07
0.49577312 0.00675314
0.48660102 0.00462031
0.45031416 0.00057836
0.46601872 0.00164145
0.46063232 0.00118405
0.48904501 0.00513298
0.46939135 0.00198675
0.51791071 0.01462206
0.49429469 0.00636974
0.49280089 0.00599834
0.50498365 0.00951878
0.5132866 0.01262034

0.49795336 0.00734804
0.50155987 0.00841214
0.50755527 0.01041452
0.51680991 0.01412691
0.48223243 0.003797
0.4877302 0.00485238

0.53822976 0.02603739
0.42410022 3.66E-05
0.42410022 3.66E-05
0.46601723 0.00164131
0.52444247 0.01780923
0.48829257 0.00497102
0.45919618 0.0010799
0.58126468 0.06701305
0.52593017 0.01859665
0.48448603 0.00420722
0.48452141 0.0042139
0.49087458 0.0055425
0.47465116 0.00262705
0.49474034 0.00648363



0.46846629 0.00188721
0.50802249 0.01058337
0.50916889 0.0110058
0.44280626 0.00031152
0.50629319 0.00996785
0.53851992 0.02623379
0.48409331 0.00413354
0.51503194 0.01335191
0.49566724 0.00672515
0.47998226 0.00341696
0.48871351 0.00506117
0.47376031 0.00250933
0.48086997 0.00356344
0.50756685 0.01041868
0.54696804 0.03239658
0.46478003 0.00152644
0.48705983 0.00471362
0.46543474 0.00158647
0.49630369 0.00689464
0.48807533 0.00492495
0.40519644 3.90E-07
0.46693837 0.00173086
0.44695926 0.00044389
0.49949266 0.00778978
0.52032056 0.0157477
0.4830177 0.00393651

0.51569927 0.01363924
0.4777774 0.003072

0.42053853 2.07E-05
0.5004461 0.00807263

0.43928693 0.00022469
0.4192325 1.65E-05

0.45209694 0.00066107
0.47911518 0.00327813
0.47983102 0.00339244
0.52208755 0.01661009
0.49827673 0.00743933
0.43870342 0.00021228
0.45923988 0.00108296
0.46283565 0.00135797
0.46719649 0.00175658
0.49256147 0.00594027
0.47334137 0.00245532
0.47970837 0.00337266
0.47056499 0.00211847
0.49738825 0.00719042
0.47061907 0.00212469
0.51760433 0.01448306



0.46882834 0.00192572
0.5014828 0.00838832

0.44775654 0.00047347
0.4997746 0.00787268

0.47371925 0.002504
0.46486746 0.00153436
0.45551229 0.00084367
0.4705645 0.00211842

0.46380872 0.00144047
0.47051648 0.00211291
0.46431916 0.00148519
0.48464448 0.00423721
0.46278558 0.00135382
0.47136371 0.00221169
0.49162666 0.00571742
0.47330685 0.00245091
0.49422893 0.00635305
0.46443259 0.00149527
0.4738418 0.00251994

0.54270024 0.02917469
0.4919903 0.00580339

0.54491957 0.03082205
0.45706756 0.00093817
0.51484024 0.01327015
0.4281653 6.46E-05
0.5096288 0.01117853

0.48522073 0.00434757
0.51032045 0.01144185
0.47335617 0.00245721
0.4626242 0.00134051
0.594926 0.08541818

0.46941974 0.00198986
0.47055131 0.0021169
0.47375866 0.00250912
0.5067679 0.01013425

0.50668017 0.01010335
0.49393087 0.00627782
0.47556458 0.00275186
0.47101009 0.00217006
0.58513706 0.07195451
0.47357574 0.00248543

0.469645 0.00201469
0.48139079 0.00365146
0.48417128 0.00414809
0.49225579 0.00586673

0.496625 0.00698135
0.49090682 0.00554992
0.50908884 0.01097592



0.46771062 0.00180865
0.40775623 1.01E-06
0.45612081 0.00087976
0.4865429 0.00460858

0.43318227 0.00011876
0.43318227 0.00011876
0.5235956 0.01737138

0.50572883 0.00977253
0.49262008 0.00595445
0.48601068 0.00450221
0.50311503 0.00890287
0.47404571 0.00254662
0.50011891 0.00797476
0.5108407 0.01164275
0.5032686 0.0089524

0.45355513 0.00073501
0.48165926 0.00369744
0.44620534 0.00041721
0.49037444 0.00542832
0.51436623 0.01306949
0.52859416 0.02006564
0.46665163 0.00170261
0.47990497 0.00340441
0.49692149 0.00706205
0.47741331 0.00301756
0.48982868 0.00530565
0.48263503 0.00386807
0.49876708 0.00757929
0.4106463 2.45E-06
0.4432945 0.0003253

0.50055067 0.00810409
0.48432237 0.0041764
0.49018312 0.00538509
0.50261179 0.00874193
0.49919435 0.00770275
0.45770613 0.00097915
0.49668419 0.00699741
0.4770396 0.00296241

0.48164283 0.00369461
0.47987069 0.00339886
0.47990054 0.0034037
0.49747435 0.00721427
0.50091583 0.00821461
0.4888667 0.00509427

0.48056083 0.00351192
0.48653845 0.00460769
0.48335374 0.00399732
0.49241185 0.0059042



0.50553072 0.00970461
0.4541628 0.00076756
0.4885245 0.00502055

0.49202852 0.00581248
0.45957839 0.00110693
0.52336837 0.01725517
0.47220669 0.00231327
0.47482518 0.0026505
0.47482518 0.0026505
0.49390024 0.00627012
0.46985085 0.00203759
0.48801942 0.00491314
0.46930774 0.0019776
0.51816774 0.01473938
0.4765674 0.00289378

0.48194552 0.00374692
0.51726371 0.0143296
0.50777574 0.01049396
0.50447986 0.00934986
0.50754634 0.01041131
0.46663264 0.00170075
0.47724392 0.00299247
0.46721204 0.00175814
0.51535623 0.01349101
0.50074452 0.00816263
0.50074452 0.00816263
0.50074452 0.00816263
0.49664055 0.00698557
0.49664055 0.00698557
0.49447673 0.00641609
0.4817968 0.00372115

0.48611492 0.0045229
0.48675158 0.00465078
0.51645773 0.01397098
0.49648596 0.00694373
0.44966042 0.00055005
0.4959644 0.00680391

0.42185565 2.58E-05
0.46683587 0.00172072
0.47136016 0.00221127
0.50534007 0.00963956
0.49729835 0.00716557
0.49266358 0.00596499
0.42001362 1.89E-05
0.41871266 1.50E-05
0.47583133 0.00278911
0.42535978 4.40E-05
0.41100365 2.70E-06



0.48369195 0.00405921
0.48649126 0.00459818
0.46816069 0.00185515
0.4840957 0.00413399
0.4860037 0.00450082

0.41409642 5.83E-06
0.48988479 0.00531817
0.49389134 0.00626788
0.52138498 0.0162634
0.46852448 0.00189336
0.48609318 0.00451858
0.48585595 0.00447161
0.49057247 0.00547333
0.46045137 0.00117053
0.46330975 0.00139772
0.42954373 7.70E-05
0.50469557 0.00942193
0.48856468 0.00502916
0.50219297 0.00860955
0.47460297 0.00262058
0.48545034 0.00439212
0.47779177 0.00307416
0.4479304 0.00048012

0.46771705 0.00180931
0.50157013 0.00841531
0.6314353 0.14789891

0.44945475 0.00054136
0.51299095 0.01249924
0.44949308 0.00054297
0.46945018 0.0019932
0.45276671 0.00069431
0.45805448 0.00100205
0.46219401 0.0013055
0.42298059 3.08E-05
0.51542694 0.01352147
0.51781627 0.01457911
0.48198138 0.00375315
0.47835657 0.00316005
0.46879604 0.00192226
0.50249426 0.00870463
0.48551119 0.00440398

0.506247 0.00995176
0.46939014 0.00198661
0.47060162 0.00212268
0.49121778 0.00562184
0.49689062 0.00705361
0.47031783 0.00209022
0.49505493 0.0065649



0.47718374 0.0029836
0.48525249 0.00435372
0.48216454 0.0037851
0.48903102 0.00512994
0.39549705 3.36E-11
0.4929971 0.00604621

0.46566081 0.00160759
0.51000416 0.0113209
0.48057062 0.00351355
0.49596258 0.00680343
0.48533439 0.00436958
0.44790147 0.00047901
0.45730895 0.00095351
0.47034065 0.00209282
0.46973548 0.00202473
0.46158676 0.00125724
0.48241812 0.00382966
0.46327535 0.00139481
0.49785767 0.00732118
0.4557236 0.00085608

0.50763235 0.01044225
0.47054758 0.00211647
0.48397562 0.00411164
0.47938995 0.00332167
0.45407267 0.00076267
0.49194984 0.00579378
0.49364903 0.00620726
0.45101619 0.00060995
0.48182696 0.00372637
0.48175922 0.00371466
0.41584057 8.53E-06
0.46456552 0.00150714
0.41202155 3.53E-06
0.48973834 0.00528554
0.47800357 0.00310617
0.48077303 0.00354723
0.47208817 0.00229879
0.50532536 0.00963455
0.4918131 0.00576138

0.49136364 0.0056558
0.45234278 0.00067313
0.48462729 0.00423395
0.46135065 0.00123883
0.48755547 0.00481593
0.47945013 0.00333127
0.48490242 0.00428636
0.48904687 0.00513339
0.49811126 0.00739252



0.46534135 0.0015778
0.4518128 0.00064733

0.46422084 0.0014765
0.47669234 0.00291183
0.44965609 0.00054987
0.45734639 0.0009559
0.50057177 0.00811044
0.48771762 0.00484975
0.46457314 0.00150782
0.4658441 0.00162487

0.47494431 0.00266665
0.49035319 0.00542351
0.39411151 1.18E-15
0.51131119 0.01182654
0.49826833 0.00743695
0.49812222 0.00739561
0.4972979 0.00716544

0.51083488 0.01164049
0.46617981 0.00165687
0.46055681 0.00117839
0.45852686 0.00103374
0.53135186 0.02166774
0.50994576 0.01129867
0.49753448 0.00723097
0.46720373 0.00175731
0.4610849 0.00121835

0.47440365 0.00259395
0.49059397 0.00547823
0.49800808 0.00736343
0.46386197 0.00144509
0.48934496 0.00519859
0.49994423 0.00792286
0.51003325 0.01133199
0.47191984 0.00227833
0.50973969 0.01122046
0.49235902 0.0058915
0.46900854 0.0019451
0.46157164 0.00125605
0.47544449 0.00273521
0.46274641 0.00135058
0.49328249 0.00611634
0.45622537 0.00088608
0.46468577 0.00151793
0.47869649 0.00321257
0.47460782 0.00262123
0.51012093 0.01136545
0.49770697 0.00727902
0.49646643 0.00693846



0.45522308 0.00082691
0.47090124 0.00215736
0.4584012 0.00102524

0.46868185 0.00191007
0.45819546 0.00101143
0.47069888 0.0021339
0.49282957 0.00600532
0.62318263 0.1321141
0.44959224 0.00054716
0.49578939 0.00675745
0.48024263 0.00345946
0.45048391 0.00058588
0.4569597 0.00093137

0.46761701 0.00179909
0.47657848 0.00289538
0.46923662 0.00196984
0.46508603 0.00155428
0.49171535 0.0057383
0.48779118 0.00486515
0.50339074 0.00899193
0.48763737 0.00483299
0.47432907 0.00258403
0.4762633 0.0028502

0.48558844 0.00441907
0.46416699 0.00147176
0.45584789 0.00086344
0.46169168 0.00126548
0.45957715 0.00110684
0.47020914 0.00207788
0.53104941 0.02148792
0.47410744 0.00255474
0.49538878 0.00665194
0.44812973 0.00048782
0.46919791 0.00196562
0.45612108 0.00087978
0.41581975 8.50E-06
0.48841759 0.00499767
0.49575889 0.00674938
0.51189826 0.0120587
0.48006866 0.00343102
0.47188273 0.00227384
0.45281664 0.00069684
0.50580942 0.00980026
0.4735463 0.00248163

0.47382678 0.00251798
0.46255542 0.00133487
0.48716719 0.00473565
0.49221399 0.00585673



0.45847433 0.00103018
0.4712894 0.00220289

0.50448073 0.00935016
0.48041908 0.00348848
0.46900779 0.00194502
0.46504857 0.00155085
0.46306614 0.00137719
0.47283974 0.00239176
0.44273693 0.0003096
0.4713893 0.00221472

0.47403733 0.00254552
0.46116578 0.00122456
0.47981577 0.00338998
0.47080241 0.00214588
0.50042599 0.00806659
0.53078938 0.02133414
0.47049561 0.00211051
0.4611439 0.00122287

0.49104402 0.00558157
0.47942529 0.0033273
0.47322628 0.00244063
0.49319122 0.00609385
0.46860023 0.00190139
0.60408738 0.09928802
0.48127197 0.00363124
0.40878866 1.42E-06
0.5210916 0.01612012

0.45761043 0.00097292
0.49856229 0.00752061
0.46449189 0.00150055
0.49883041 0.00759749
0.46569187 0.00161051
0.49205382 0.0058185
0.52449625 0.01783729
0.52397807 0.0175682
0.51294043 0.01247864
0.51149351 0.01189831
0.49737307 0.00718622
0.49435623 0.00638538
0.44058957 0.00025437
0.4857738 0.00445543
0.4619743 0.00128789

0.48191103 0.00374093
0.47063542 0.00212658
0.49461044 0.00645029
0.49060676 0.00548115
0.50535582 0.00964492
0.47008265 0.00206359



0.49427599 0.00636499
0.47290226 0.00239962
0.47774108 0.00306653
0.4776516 0.00305311

0.48137637 0.003649
0.4766855 0.00291084

0.47431514 0.00258219
0.4918584 0.0057721

0.50407021 0.00921408
0.47594615 0.00280525
0.47494572 0.00266684
0.5225156 0.0168238

0.46281618 0.00135636
0.51252099 0.01230842
0.49006159 0.00535776
0.44847003 0.00050117
0.46173811 0.00126914
0.46875608 0.00191799
0.4749638 0.0026693

0.44925197 0.0005329
0.58016343 0.06564729
0.49289154 0.00602042
0.46805867 0.00184453
0.49953912 0.0078034
0.48993563 0.00532953
0.4744861 0.00260494

0.39511535 8.88E-12
0.57355245 0.0578134
0.49254994 0.00593749
0.47925682 0.00330052
0.47767362 0.00305641
0.49847982 0.00749707
0.46562929 0.00160463
0.51594472 0.01374599
0.52951034 0.02058861
0.48545729 0.00439347
0.47563813 0.00276209
0.48233155 0.0038144
0.50968742 0.01120068
0.47822964 0.0031406
0.48428092 0.00416862
0.49615569 0.00685496
0.46196846 0.00128742
0.47663845 0.00290403
0.46161116 0.00125915
0.49608949 0.00683726
0.46032776 0.00116137
0.48061534 0.00352097



0.47102293 0.00217156
0.48983452 0.00530695
0.41486107 6.92E-06
0.47373627 0.00250621
0.48631633 0.00456308
0.46591993 0.00163206
0.47208265 0.00229812
0.48915574 0.00515713
0.49068457 0.00549892
0.46222459 0.00130797
0.45875355 0.0010492
0.48295025 0.00392438
0.47853339 0.00318729
0.51607149 0.01380135
0.4705047 0.00211156

0.46922191 0.00196823
0.48041648 0.00348806
0.47961592 0.00335779
0.51444761 0.01310379
0.48734116 0.0047715
0.48637933 0.0045757
0.49176021 0.00574888
0.49279407 0.00599668
0.46442406 0.00149451
0.47424237 0.00257254
0.48342829 0.0040109
0.49200275 0.00580635
0.4897172 0.00528084

0.48850554 0.00501649
0.46734274 0.00177128
0.44601124 0.00041054
0.5078848 0.01053341
0.5078848 0.01053341

0.46925706 0.00197206
0.45165476 0.00063978
0.46955609 0.00200487
0.50442039 0.00933007
0.48282372 0.00390171
0.46991285 0.00204452
0.46814639 0.00185366
0.4886648 0.00505068

0.47421896 0.00256945
0.47968944 0.00336961
0.46858005 0.00189925
0.66007191 0.20957189
0.49940052 0.00776283
0.45173246 0.00064349
0.46387877 0.00144655



0.47662175 0.00290162
0.46739947 0.00177701
0.5037758 0.00911736

0.45011363 0.00056956
0.46908043 0.00195287
0.46784554 0.0018225
0.45875218 0.00104911
0.50172031 0.00846186
0.46730777 0.00176776
0.5134382 0.01268275

0.44704581 0.00044704
0.45872191 0.00104704
0.45586934 0.00086471
0.48198946 0.00375456
0.46448285 0.00149975
0.4487095 0.00051073

0.48772356 0.00485099
0.48988813 0.00531891
0.46104835 0.00121555
0.48923416 0.00517429
0.44306985 0.00031891
0.46292147 0.0013651
0.52817781 0.019831
0.4787988 0.0032285

0.46564737 0.00160633
0.49413954 0.00633042
0.45854531 0.00103499
0.48847227 0.00500936
0.4834174 0.00400892

0.41453706 6.44E-06
0.47265294 0.0023684
0.48927169 0.00518251
0.45356309 0.00073543
0.5033272 0.00897135

0.48670684 0.00464171
0.4875299 0.00481062

0.47920161 0.00329178
0.45661385 0.00090983
0.4310747 9.29E-05

0.48510236 0.00432474
0.46460645 0.00151081

0.45829 0.00101776
0.46715442 0.00175237
0.4824641 0.00383778

0.49098015 0.00556682
0.48104587 0.00359299
0.48089767 0.00356808
0.47567625 0.00276741



0.52632842 0.01881141
0.45098025 0.0006083
0.51634596 0.01392175
0.45964621 0.00111177
0.48343919 0.00401289
0.50597911 0.00985881
0.51723146 0.01431513
0.5198695 0.01553261

0.51073667 0.01160238
0.48564073 0.00442931
0.46247709 0.00132846
0.48826826 0.00496585
0.47916486 0.00328597
0.45616764 0.00088259
0.45016348 0.00057174
0.43100433 9.21E-05
0.55413629 0.03832419
0.46729836 0.00176681
0.45905415 0.00106998
0.48276339 0.00389093
0.52796352 0.01971098
0.49246062 0.00591594
0.42586849 4.73E-05
0.49895576 0.00763363
0.46325965 0.00139348
0.47370415 0.00250204
0.42871069 6.93E-05
0.47813649 0.00312638
0.46634116 0.00167241
0.49549588 0.00668003
0.47322525 0.0024405
0.4938485 0.00625714

0.44438617 0.00035778
0.48217358 0.00378668
0.47954982 0.0033472
0.44555995 0.00039534
0.44555995 0.00039534
0.47203129 0.00229186
0.4591136 0.00107412

0.45988615 0.00112905
0.45528445 0.00083045
0.53211127 0.02212373
0.45104918 0.00061147
0.4744303 0.0025975

0.41476709 6.78E-06
0.48055181 0.00351043
0.4115852 3.16E-06

0.46365178 0.00142692



0.47989159 0.00340225
0.5169345 0.01418236

0.48646983 0.00459387
0.45708299 0.00093914
0.43984825 0.00023714

0.467574 0.00179471
0.47623911 0.00284675
0.39743449 1.56E-09
0.4830422 0.00394092

0.46220283 0.00130622
0.46029079 0.00115863
0.49149339 0.00568614
0.49397363 0.00628857
0.4281283 6.42E-05

0.45165244 0.00063967
0.48411545 0.00413767
0.46676595 0.00171383

0.497396 0.00719256
0.49051536 0.00546032
0.47712684 0.00297522
0.47469897 0.00263348
0.4656347 0.00160514

0.62569625 0.13682201
0.46573278 0.00161436
0.43742538 0.00018691
0.51112261 0.01175263
0.46510948 0.00155643
0.44841653 0.00049905
0.48982062 0.00530385
0.49028529 0.00540815
0.48841231 0.00499655
0.47192921 0.00227947
0.46149445 0.00125002
0.45074814 0.00059774
0.45110304 0.00061395
0.46116681 0.00122464
0.47605669 0.00282086
0.48426752 0.00416611
0.49174467 0.00574522
0.4841626 0.00414647

0.46030225 0.00115948
0.47688041 0.00293914
0.49923523 0.00771463
0.51228773 0.01221447
0.52560849 0.01842441
0.47190273 0.00227626
0.45948334 0.00110016
0.47362173 0.00249137



0.41415815 5.91E-06
0.46325193 0.00139283
0.47962488 0.00335923
0.44531309 0.00038721
0.47087262 0.00215403
0.46921259 0.00196722
0.48126539 0.00363012

0.498362 0.00746353
0.4270982 5.60E-05

0.47351493 0.00247759
0.47992766 0.00340809
0.47130607 0.00220486
0.45437701 0.00077929
0.46857268 0.00189847
0.49747669 0.00721493
0.4717567 0.00225863

0.48490536 0.00428692
0.54651838 0.03204648
0.46466564 0.00151612
0.43062776 8.80E-05
0.49510922 0.006579
0.50409122 0.00922101
0.49208333 0.00582553
0.49264811 0.00596124
0.48444745 0.00419994
0.4823586 0.00381917

0.48215727 0.00378383
0.47524212 0.00270732
0.48177478 0.00371735
0.51552865 0.01356537
0.46425725 0.00147972
0.47713211 0.002976
0.45530194 0.00083146
0.48876562 0.00507241
0.45427598 0.00077374
0.42999133 8.14E-05
0.45011679 0.0005697
0.45727833 0.00095155
0.45592723 0.00086816
0.48491067 0.00428794
0.4139838 5.68E-06

0.46662202 0.00169971
0.46615067 0.00165407
0.45363457 0.0007392
0.46638184 0.00167634
0.51945809 0.0153382
0.47093504 0.0021613
0.46132273 0.00123667



0.50411259 0.00922806
0.48409659 0.00413415
0.44309551 0.00031963
0.4018768 7.56E-08

0.46885016 0.00192806
0.44122061 0.00026976
0.48401093 0.00411821
0.41536838 7.72E-06
0.48071051 0.0035368
0.4829478 0.00392394

0.51360675 0.01275239
0.48379972 0.00407907
0.48801578 0.00491237
0.47522644 0.00270517
0.47206942 0.0022965
0.49489229 0.0065228
0.47971574 0.00337384
0.48919306 0.00516529
0.46116126 0.00122421
0.48981229 0.005302
0.51304623 0.01252183
0.47743399 0.00302063
0.45699123 0.00093335
0.4526799 0.00068993

0.50034564 0.00804249
0.44652581 0.0004284
0.48304111 0.00394072
0.45227096 0.00066959
0.47847458 0.00317821
0.47131113 0.00220546
0.66485762 0.22082991
0.48416567 0.00414705
0.48791964 0.00489212
0.4590135 0.00106715

0.50509863 0.00955762
0.47918376 0.00328896
0.50992501 0.01129077
0.49258376 0.00594566
0.48262783 0.00386679
0.46483972 0.00153184
0.52698334 0.01916827
0.45267357 0.00068961
0.45181632 0.0006475
0.46798155 0.00183654
0.45867855 0.00104407
0.49172022 0.00573945
0.46488854 0.00153627
0.47999168 0.00341849



0.48903922 0.00513172
0.47233319 0.0023288
0.48794413 0.00489727
0.51072305 0.0115971
0.5011611 0.00828945
0.4521671 0.0006645

0.47191809 0.00227812
0.47619683 0.00284073
0.48207482 0.00376943
0.45529846 0.00083126
0.4685141 0.00189227
0.4796485 0.00336303

0.45587277 0.00086492
0.48493299 0.00429221
0.50546683 0.00968278
0.5475361 0.03284248
0.4191566 1.62E-05

0.47413659 0.00255857
0.43705795 0.00018005
0.45802894 0.00100036
0.46858495 0.00189977
0.47708575 0.00296918
0.46915581 0.00196105
0.46794484 0.00183274
0.47050815 0.00211195
0.4485598 0.00050474

0.46229021 0.00131327
0.47568782 0.00276902
0.49566169 0.00672369
0.48943968 0.00521943
0.47415533 0.00256104
0.50003205 0.00794892
0.4990445 0.00765929

0.51637303 0.01393366
0.48424253 0.00416143
0.48318724 0.00396711
0.4786591 0.00320676

0.43275819 0.00011317
0.47116045 0.00218769
0.49746545 0.00721181
0.45078495 0.00059941
0.4784187 0.0031696

0.45445439 0.00078356
0.48461508 0.00423163
0.4861226 0.00452443

0.48101083 0.00358709
0.51968694 0.01544614
0.44913103 0.00052789



0.52275558 0.01694443
0.47587804 0.00279567
0.49505982 0.00656617
0.44420223 0.00035214
0.45792117 0.00099324
0.46874607 0.00191692
0.45242189 0.00067705
0.47575256 0.00277807
0.48640193 0.00458023
0.44617875 0.0004163
0.43474913 0.00014124
0.46051367 0.00117517
0.46051367 0.00117517
0.44580491 0.00040354
0.45487892 0.00080729
0.47668369 0.00291058
0.47004076 0.00205887
0.46751636 0.00178885
0.46258028 0.00133691
0.46939435 0.00198707
0.47540286 0.00272946
0.44398171 0.00034548
0.46858355 0.00189962
0.43798351 0.00019769
0.45588997 0.00086594
0.44189505 0.00028697
0.48637151 0.00457413
0.47178095 0.00226155
0.46079426 0.00119624
0.4381602 0.0002012

0.47289618 0.00239885
0.46253636 0.00133331
0.4738223 0.0025174

0.49903581 0.00765677
0.45900313 0.00106643
0.41206389 3.57E-06
0.47786746 0.00308557
0.47156537 0.00223569
0.46666237 0.00170366
0.52265558 0.01689409
0.46951647 0.0020005
0.46447013 0.00149861
0.47906363 0.00327001
0.49449115 0.00641977
0.48736595 0.00477663
0.49702633 0.00709074
0.45571918 0.00085582
0.45110858 0.0006142



0.47651502 0.00288624
0.46316205 0.00138525
0.47818755 0.00313417
0.48686053 0.00467292
0.4722924 0.00232379

0.42960005 7.76E-05
0.4202158 1.96E-05

0.48162855 0.00369216
0.44750224 0.00046388
0.42063495 2.11E-05
0.49119462 0.00561646
0.48537961 0.00437836
0.42460411 3.94E-05
0.48765315 0.00483629
0.47631144 0.00285706
0.46466818 0.00151635
0.49961344 0.00782522
0.41366904 5.28E-06
0.47900602 0.00326094
0.47416852 0.00256279
0.47150512 0.0022285
0.46296088 0.00136839
0.48426209 0.00416509
0.47524134 0.00270721
0.45819465 0.00101138
0.41282048 4.31E-06
0.46056144 0.00117874
0.45385976 0.0007512
0.42484713 4.08E-05
0.47361539 0.00249055
0.46017254 0.00114993
0.45586667 0.00086456
0.48698377 0.00469806
0.48047516 0.00349774
0.47557699 0.00275359
0.43496262 0.00014453
0.43745183 0.00018741
0.50207208 0.0085716
0.44558406 0.00039614
0.45877537 0.0010507
0.46790692 0.00182882
0.45866807 0.00104335
0.48249207 0.00384272
0.43918272 0.00022244
0.47528723 0.00271352
0.48071238 0.00353711
0.46395915 0.00145355
0.48318784 0.00396721



0.51234607 0.01223792
0.51685203 0.01414564
0.48520586 0.0043447
0.47266191 0.00236952
0.46107427 0.00121754
0.45853426 0.00103424
0.47201587 0.00228999
0.4820957 0.00377307

0.49020451 0.00538991
0.47211666 0.00230226
0.46465155 0.00151486
0.5049489 0.00950706
0.4602967 0.00115907

0.46600914 0.00164054
0.47255679 0.00235644
0.50572244 0.00977033
0.44971135 0.00055222
0.46747186 0.00178433
0.42773749 6.10E-05
0.45901062 0.00106695
0.47511299 0.00268963
0.45514189 0.00082225
0.45514189 0.00082225
0.45389902 0.0007533
0.46655784 0.00169345
0.4988147 0.00759298

0.44110417 0.00026687
0.46002143 0.00113888
0.47587199 0.00279482
0.41779075 1.26E-05
0.47973303 0.00337663
0.39452219 3.24E-13
0.5367277 0.02503653

0.44114082 0.00026777
0.45982639 0.00112473
0.47520776 0.0027026
0.51043087 0.01148429
0.42671036 5.31E-05
0.45557952 0.00084761
0.47669852 0.00291272
0.46012983 0.0011468
0.46066661 0.00118662
0.50572232 0.00977029
0.44094017 0.00026283
0.43572086 0.00015671
0.4681219 0.00185111

0.50406538 0.00921249
0.47990913 0.00340509



0.45487621 0.00080713
0.43695694 0.0001782
0.50267904 0.00876331
0.51308821 0.01253899
0.43699274 0.00017886
0.44202666 0.00029042
0.46753919 0.00179117
0.4531584 0.00071431

0.52337177 0.0172569
0.43707607 0.00018039
0.48676138 0.00465277
0.46024464 0.00115523
0.45246948 0.00067941
0.50719124 0.01028427
0.50598297 0.00986015
0.45683785 0.00092374
0.53041821 0.02111593
0.49361548 0.0061989
0.45086321 0.00060296
0.46410214 0.00146606
0.46030021 0.00115933
0.46957224 0.00200665
0.49208618 0.00582621
0.46763958 0.00180139
0.46208289 0.00129657
0.45242752 0.00067732
0.47870025 0.00321316
0.45966184 0.00111289
0.46005423 0.00114127
0.47731838 0.00300348
0.45140578 0.00062803
0.44012591 0.00024348
0.46293701 0.0013664
0.48568291 0.00443757
0.4590409 0.00106905

0.49287327 0.00601597
0.47833122 0.00315616
0.46829425 0.00186911
0.4747653 0.00264242

0.47255394 0.00235609
0.47125566 0.00219891
0.48260824 0.00386331
0.47707752 0.00296797
0.48991648 0.00532525
0.48576535 0.00445377

0.495267 0.00662009
0.47021424 0.00207846
0.47322778 0.00244082



0.45857297 0.00103687
0.47825549 0.00314455
0.43946657 0.00022862
0.45433534 0.000777
0.47626395 0.00285029
0.47673041 0.00291734
0.46426309 0.00148023
0.49608398 0.0068358
0.45092417 0.00060574
0.4729709 0.00240826

0.40763565 9.74E-07
0.4889054 0.00510265

0.44406855 0.00034809
0.50478621 0.00945232
0.5199946 0.01559206

0.50568458 0.00975733
0.44193962 0.00028814
0.44587792 0.00040601
0.43605005 0.00016223
0.44932834 0.00053607
0.55168023 0.03621903
0.52337822 0.0172602
0.44904696 0.00052444
0.47574605 0.00277716
0.47991954 0.00340678
0.48567314 0.00443566
0.49482267 0.00650483
0.47536722 0.00272454
0.47848113 0.00317922
0.42478648 4.05E-05
0.45067881 0.00059461
0.46007518 0.0011428
0.43714758 0.00018171
0.47285821 0.00239408
0.46290412 0.00136366
0.46365479 0.00142718
0.4374115 0.00018664

0.48513515 0.00433105
0.51541903 0.01351806
0.52277405 0.01695374
0.45548413 0.00084203
0.45999825 0.00113719
0.49123134 0.00562499
0.46636036 0.00167426
0.46673438 0.00171073
0.47748907 0.00302883
0.44102653 0.00026495
0.50088814 0.00820619



0.45884083 0.0010552
0.44759965 0.00046754
0.42291849 3.05E-05
0.51119498 0.01178096
0.41121752 2.86E-06
0.46815992 0.00185507
0.47012015 0.00206782
0.47753242 0.00303529
0.50141528 0.0083675
0.47933991 0.00331371
0.50188135 0.00851198
0.44174135 0.00028298
0.48710934 0.00472377
0.47914701 0.00328315
0.43541241 0.00015167
0.42431943 3.78E-05
0.48462888 0.00423425
0.45933765 0.00108984
0.4536271 0.00073881

0.46308147 0.00137848
0.43902791 0.00021912
0.46874289 0.00191658
0.46394618 0.00145242
0.47495533 0.00266814
0.42717422 5.66E-05
0.43279937 0.0001137
0.48113624 0.00360825
0.45706122 0.00093777
0.45285151 0.0006986
0.4576603 0.00097616

0.47015322 0.00207155
0.45607935 0.00087727
0.47154308 0.00223303
0.45491072 0.00080909
0.50346692 0.00901665
0.44896699 0.00052117
0.42858804 6.82E-05
0.45714051 0.00094278
0.4898515 0.00531074

0.45938935 0.0010935
0.43176678 0.00010088

0.469282 0.00197478
0.47814745 0.00312805
0.46088412 0.00120304
0.44531488 0.00038727
0.47281371 0.0023885
0.45751245 0.00096658
0.47413397 0.00255823



0.45282916 0.00069747
0.48511522 0.00432721
0.49545746 0.00666994
0.45329477 0.00072138
0.45440776 0.00078098
0.46209393 0.00129746
0.42946903 7.63E-05
0.39523043 1.38E-11
0.46531274 0.00157515
0.43868799 0.00021196
0.47517411 0.00269799
0.46512196 0.00155758
0.53322187 0.02280228
0.44881259 0.00051489
0.46513153 0.00155845
0.47074669 0.00213942
0.42032325 2.00E-05
0.43853073 0.00020871
0.49720355 0.00713942
0.47169802 0.00225158
0.43224875 0.00010672
0.48990386 0.00532243
0.48990386 0.00532243
0.50420434 0.00925839
0.44991781 0.00056107
0.50554191 0.00970844
0.47289788 0.00239907
0.43417139 0.0001326
0.48955436 0.00524474
0.45594125 0.000869
0.44920909 0.00053112
0.48830365 0.00497338
0.45157331 0.00063592
0.47576979 0.00278048
0.4856276 0.00442673

0.47632757 0.00285937
0.47737744 0.00301223
0.47304025 0.00241702
0.4780547 0.00311393

0.47444774 0.00259982
0.54029237 0.02745514
0.44910789 0.00052694
0.46144884 0.00124646
0.46144884 0.00124646
0.46144884 0.00124646
0.46144884 0.00124646
0.46144884 0.00124646
0.42700618 5.53E-05



0.46872508 0.00191468
0.43012084 8.28E-05
0.47018882 0.00207558
0.39806974 3.44E-09
0.47377584 0.00251135
0.43750157 0.00018835
0.46346005 0.0014105
0.46128453 0.00123371
0.4761839 0.0028389

0.45910256 0.00107335
0.4582087 0.00101231

0.49823433 0.00742731
0.48482844 0.00427222
0.45024777 0.00057543
0.47164708 0.00224547
0.44898072 0.00052173
0.49447249 0.00641501
0.44220349 0.00029511
0.45725682 0.00095018
0.43734671 0.00018542
0.44188264 0.00028665
0.48848392 0.00501186
0.47910618 0.00327671
0.61258756 0.11325216
0.47380104 0.00251463
0.4807832 0.00354893

0.50742611 0.01036818
0.44825237 0.0004926
0.44215552 0.00029383
0.41662056 1.00E-05
0.43563395 0.00015528
0.47299508 0.00241131
0.45480784 0.00080328
0.49183702 0.00576704
0.45920659 0.00108063
0.46974717 0.00202603
0.45942696 0.00109616
0.43979617 0.00023596
0.47284189 0.00239203
0.47998805 0.0034179
0.47391055 0.00252891
0.47736434 0.00301029
0.43493705 0.00014413
0.49914137 0.00768736
0.44272016 0.00030913
0.44236415 0.00029942
0.44918796 0.00053024
0.48880992 0.00508198



0.43974118 0.00023473
0.42132634 2.36E-05
0.39759285 1.92E-09
0.45962541 0.00111029
0.44579616 0.00040325
0.45476423 0.00080083
0.44571758 0.0004006

0.469168 0.00196237
0.49124905 0.00562911
0.47779095 0.00307404
0.44638991 0.00042363
0.4534148 0.00072764
0.4534148 0.00072764

0.46846472 0.00188705
0.41329381 4.83E-06
0.45835923 0.00102241
0.46893945 0.00193766
0.44982683 0.00055716
0.48244894 0.0038351
0.42904272 7.23E-05
0.43115777 9.39E-05
0.46457891 0.00150834
0.44681334 0.00043863
0.49308901 0.00606874
0.45679537 0.00092109
0.43534612 0.0001506
0.44534169 0.00038814
0.47166117 0.00224716
0.51340744 0.01267007
0.49515807 0.0065917
0.4732003 0.00243732

0.48987343 0.00531563
0.47773887 0.0030662
0.45477098 0.00080121
0.40931313 1.67E-06
0.46949168 0.00199777
0.47744901 0.00302286
0.44829384 0.00049422
0.47848791 0.00318027
0.43374636 0.00012651
0.50472275 0.00943103
0.41706499 1.09E-05
0.47191661 0.00227794
0.48518449 0.00434057
0.40780467 1.03E-06
0.46033208 0.00116169
0.43272924 0.00011279
0.45634955 0.00089362



0.45257828 0.00068484
0.40031437 2.69E-08
0.44691056 0.00044213
0.46168425 0.0012649
0.46168411 0.00126489
0.46493325 0.00154033
0.46309793 0.00137986
0.44892207 0.00051933
0.4362589 0.00016581

0.45431083 0.00077565
0.46874199 0.00191649
0.45444299 0.00078293
0.5050658 0.00954652

0.43191285 0.00010263
0.45902871 0.00106821
0.47129576 0.00220364
0.48020297 0.00345296
0.44911084 0.00052706
0.48586776 0.00447394
0.44127341 0.00027108
0.45270083 0.00069099
0.44887534 0.00051743
0.44130995 0.00027199
0.49316515 0.00608744
0.44058594 0.00025428
0.49096092 0.00556239
0.40930766 1.66E-06
0.49744985 0.00720748
0.40745079 9.14E-07
0.47857876 0.00319431
0.42863683 6.86E-05
0.48949964 0.00523265
0.45467853 0.00079602
0.4679839 0.00183678

0.44787544 0.00047801
0.4985425 0.00751496

0.43506678 0.00014616
0.43636395 0.00016763
0.47079237 0.00214471
0.43356164 0.00012393
0.46182246 0.00127581
0.43124138 9.48E-05
0.42255877 2.89E-05
0.4698129 0.00203335
0.477491 0.00302911

0.41346283 5.03E-06
0.46942852 0.00199082
0.43600543 0.00016147



0.51421825 0.01300728
0.41224883 3.74E-06
0.42687741 5.44E-05

0.491872 0.00577532
0.46180288 0.00127426
0.41417633 5.94E-06
0.40343173 1.75E-07
0.46704664 0.00174162
0.45763284 0.00097438
0.44000534 0.00024071
0.46116821 0.00122474
0.47434312 0.0025859
0.46417678 0.00147262
0.4588818 0.00105803

0.47278226 0.00238456
0.4726884 0.00237282

0.47014035 0.0020701
0.45807955 0.00100371
0.44072161 0.00025753
0.44937743 0.00053812
0.4279327 6.26E-05

0.43147611 9.75E-05
0.4692641 0.00197283

0.45827537 0.00101678
0.44950236 0.00054336
0.46432427 0.00148565
0.45575643 0.00085802
0.45752915 0.00096766
0.45776618 0.00098307
0.45822123 0.00101315
0.46330746 0.00139753
0.4321245 0.00010519
0.4825725 0.00385697

0.44374971 0.00033856
0.46189977 0.00128195
0.45689005 0.000927
0.47121264 0.00219383
0.4742697 0.00257616

0.46096481 0.00120918
0.47781497 0.00307765
0.62632193 0.13800759
0.41648826 9.75E-06
0.48854922 0.00502585
0.46836235 0.00187626
0.52385894 0.01750673
0.46512755 0.00155809
0.47382896 0.00251826
0.44255235 0.00030453



0.44335027 0.00032691
0.42051173 2.06E-05
0.44096885 0.00026353
0.44439587 0.00035808
0.47885247 0.00323688
0.48232669 0.00381355
0.48232669 0.00381355
0.45725249 0.0009499
0.46009716 0.00114441
0.43473236 0.00014098
0.48140404 0.00365372
0.45489234 0.00080805
0.50070118 0.00814952
0.44036839 0.00024913
0.4577005 0.00097878
0.4591925 0.00107964

0.48073084 0.00354019
0.44272813 0.00030935

0.51247 0.01228784
0.45142321 0.00062884
0.45198909 0.00065583
0.47160109 0.00223996
0.47145288 0.00222228
0.46831214 0.00187099
0.46298355 0.00137028
0.44160913 0.00027957
0.46626494 0.00166505
0.45860938 0.00103935
0.4410444 0.00026539

0.48516413 0.00433664
0.45444872 0.00078325
0.43596418 0.00016078
0.45697131 0.0009321
0.47154458 0.00223321
0.48261716 0.00386489
0.45652067 0.00090409
0.49143504 0.00567248
0.47619311 0.00284021
0.46379662 0.00143942
0.43538471 0.00015122
0.45860344 0.00103894
0.48641325 0.00458251
0.47173899 0.0022565
0.46889286 0.00193265
0.44386525 0.00034199
0.48371917 0.00406422
0.46333508 0.00139987
0.45275911 0.00069392



0.45960307 0.00110869
0.47850456 0.00318284
0.42861224 6.84E-05
0.45869861 0.00104544
0.49520446 0.00660378
0.45003964 0.00056634

0.482573 0.00385706
0.42431506 3.78E-05
0.45568539 0.00085383
0.51036807 0.01146014
0.4387562 0.00021338

0.54558952 0.03133126
0.45306408 0.00070946
0.45276307 0.00069412
0.45753536 0.00096806
0.45080947 0.00060052
0.46016532 0.0011494
0.40767675 9.88E-07
0.48081803 0.00355475
0.46418146 0.00147303
0.4660906 0.00164832

0.47255088 0.00235571
0.44940203 0.00053915
0.50741066 0.01036264
0.45418293 0.00076866
0.44881757 0.00051509
0.46520335 0.00156506
0.46520335 0.00156506
0.45324961 0.00071903
0.45267019 0.00068944
0.46333429 0.0013998
0.46533983 0.00157766
0.46722938 0.00175988
0.47512703 0.00269155
0.47200822 0.00228906
0.44530902 0.00038708
0.46818225 0.0018574
0.48038984 0.00348366
0.48269292 0.00387837
0.44755567 0.00046589
0.45722374 0.00094807
0.44970631 0.000552
0.47440079 0.00259357
0.44470095 0.00036758
0.4786494 0.00320526

0.52103994 0.01609498
0.47746148 0.00302472
0.44682932 0.00043921



0.46264947 0.00134259
0.46000874 0.00113795
0.43310694 0.00011775
0.43578125 0.00015771
0.45760307 0.00097244
0.45849677 0.0010317
0.46773289 0.00181093
0.42103376 2.25E-05
0.48493749 0.00429307
0.45553036 0.00084473
0.47586894 0.00279439
0.42694737 5.49E-05
0.4591097 0.00107385

0.46785563 0.00182354
0.45052131 0.00058755
0.45477067 0.00080119
0.44571562 0.00040054
0.47184825 0.00226967
0.45967659 0.00111395
0.4436853 0.00033666

0.46544664 0.00158757
0.40895373 1.49E-06
0.43442698 0.00013637
0.48152452 0.00367431
0.49207995 0.00582472
0.48878697 0.00507702
0.44786463 0.0004776
0.45730255 0.0009531
0.40464787 3.09E-07
0.44864129 0.000508
0.48038216 0.0034824
0.61215571 0.11251746
0.46358695 0.00142135
0.44569965 0.0004
0.48960854 0.00525673
0.4623964 0.00132189

0.39725038 1.21E-09
0.43670948 0.00017373
0.43792953 0.00019662
0.48380892 0.00408077
0.47370174 0.00250173
0.46246532 0.0013275
0.45645635 0.00090015
0.45820627 0.00101215
0.48512441 0.00432899
0.44628918 0.00042012
0.46265579 0.00134311
0.46625945 0.00166452



0.44094774 0.00026302
0.46044205 0.00116984
0.43856302 0.00020937
0.41697021 1.07E-05
0.46123323 0.00122975
0.47109586 0.0021801
0.4310675 9.28E-05

0.47431513 0.00258218
0.48035244 0.0034775
0.4492935 0.00053462

0.44880489 0.00051458
0.40425448 2.59E-07
0.4771203 0.00297426

0.46114023 0.00122259
0.44482605 0.00037153
0.4648271 0.0015307
0.445749 0.00040166

0.44912158 0.0005275
0.47155057 0.00223392
0.44460667 0.00036462
0.45381852 0.00074899
0.48499659 0.0043044
0.47380154 0.00251469
0.46615313 0.00165431
0.48370397 0.00406142
0.48846718 0.00500827
0.46812024 0.00185093
0.44671217 0.00043501
0.46101317 0.00121286
0.47721201 0.00298776
0.49203569 0.00581418
0.47456635 0.00261567
0.44317572 0.00032191
0.47463656 0.00262509
0.45987154 0.00112799
0.4484126 0.0004989

0.48968199 0.00527302
0.4854666 0.00439529
0.4338296 0.00012769

0.44020182 0.00024524
0.45870823 0.0010461
0.47341607 0.00246489
0.40623631 5.89E-07
0.40623631 5.89E-07
0.44019878 0.00024517
0.45665511 0.00091238
0.41505634 7.22E-06
0.41436471 6.19E-06



0.43915089 0.00022175
0.4725808 0.00235943

0.43288131 0.00011477
0.43656379 0.00017114
0.43656379 0.00017114
0.42960073 7.76E-05
0.48741597 0.00478698
0.47927712 0.00330374
0.47349472 0.00247499
0.42685287 5.42E-05
0.48590982 0.00448225
0.45269941 0.00069091
0.45793393 0.00099408
0.47340506 0.00246347
0.47466837 0.00262936
0.46382589 0.00144196
0.4531841 0.00071564

0.39849894 5.50E-09
0.47723034 0.00299047
0.47723034 0.00299047
0.47723034 0.00299047
0.46019405 0.00115151
0.47049917 0.00211092
0.4555779 0.00084751

0.48696358 0.00469394
0.45592291 0.0008679
0.47632601 0.00285915
0.45333361 0.0007234
0.44897046 0.00052131

0.45019 0.0005729
0.44085358 0.00026072
0.46133962 0.00123797
0.47872045 0.0032163
0.45745921 0.00096315
0.42850728 6.75E-05
0.45064178 0.00059295
0.45513227 0.0008217
0.51233673 0.01223416
0.42981498 7.97E-05
0.4490864 0.00052606

0.46843825 0.00188425
0.43130563 9.55E-05
0.45051223 0.00058714
0.44236477 0.00029944
0.47286904 0.00239544
0.45497392 0.00081267
0.39429925 3.41E-14
0.43418189 0.00013276



0.44360065 0.00033418
0.45932904 0.00108924
0.39692135 7.34E-10
0.43014764 8.30E-05
0.44238294 0.00029993
0.47266001 0.00236928
0.46417414 0.00147239
0.47416454 0.00256226
0.44026886 0.0002468
0.44082203 0.00025996
0.44082203 0.00025996
0.44082203 0.00025996
0.43535884 0.0001508
0.45886448 0.00105683
0.49279511 0.00599693
0.46186614 0.00127928
0.48661549 0.00462323
0.4752835 0.002713
0.451473 0.00063118

0.45814764 0.00100824
0.47535849 0.00272333
0.49105929 0.0055851
0.46452417 0.00150344
0.45050987 0.00058704
0.44820034 0.00049056
0.47653252 0.00288876
0.46883731 0.00192668
0.47507377 0.00268427
0.43958364 0.00023121
0.46534603 0.00157823
0.46146821 0.00124797
0.47199892 0.00228793
0.40355693 1.86E-07
0.45344184 0.00072905
0.46348383 0.00141253
0.45539771 0.000837
0.46957454 0.0020069
0.4198547 1.84E-05

0.49388717 0.00626684
0.45772029 0.00098007
0.45394898 0.00075599
0.65503972 0.19800916
0.57646379 0.06118648
0.43614213 0.0001638
0.44439285 0.00035798
0.42172156 2.52E-05
0.44784799 0.00047696
0.47240559 0.00233773



0.44763821 0.00046899
0.49322495 0.00610216
0.47106436 0.00217641
0.45512477 0.00082127
0.4355576 0.00015402

0.47012961 0.00206889
0.45659298 0.00090854
0.4664945 0.00168728

0.44618436 0.00041649
0.47119643 0.00219192
0.43164038 9.94E-05
0.44894402 0.00052023
0.46833241 0.00187311
0.58049308 0.06605429
0.46557229 0.0015993
0.46157105 0.00125601
0.45811329 0.00100595
0.4299369 8.09E-05

0.50698019 0.01020929
0.46855128 0.0018962
0.43450933 0.0001376
0.46344015 0.0014088
0.43496335 0.00014454
0.46400772 0.00145779
0.41602424 8.87E-06
0.44588726 0.00040632
0.45244857 0.00067837
0.46500368 0.00154675
0.47520486 0.00270221
0.42709685 5.60E-05
0.40408193 2.39E-07
0.44944992 0.00054116

0.407965 1.09E-06
0.43759985 0.00019023
0.42150575 2.44E-05
0.44486811 0.00037286
0.44858699 0.00050583
0.48474228 0.0042558
0.45428486 0.00077423
0.4310555 9.27E-05

0.42972401 7.88E-05
0.47382605 0.00251788
0.43370626 0.00012595
0.46223313 0.00130866
0.47055695 0.00211755
0.47461072 0.00262162
0.47625237 0.00284864
0.40503523 3.64E-07



0.46585354 0.00162576
0.45625998 0.00088818
0.42191281 2.60E-05
0.41936648 1.69E-05
0.45349589 0.00073189
0.46313857 0.00138327
0.44232373 0.00029833
0.45341746 0.00072778
0.42703729 5.56E-05
0.42454565 3.91E-05
0.46223621 0.00130891
0.45710739 0.00094068
0.48224828 0.00379977
0.46417479 0.00147244
0.43990586 0.00023845
0.48850949 0.00501733
0.45215215 0.00066376
0.42146232 2.42E-05
0.47596886 0.00280845
0.44240971 0.00030065
0.47695665 0.00295027
0.49708225 0.00710607
0.47459268 0.0026192
0.46539351 0.00158264
0.45548473 0.00084207
0.41986861 1.84E-05
0.45468374 0.00079631
0.45983973 0.00112569
0.44346804 0.00033031
0.46308908 0.00137911
0.47368119 0.00249906
0.45202236 0.00065744
0.44101125 0.00026458
0.43099915 9.21E-05
0.46418785 0.00147359
0.47950594 0.00334018
0.47303802 0.00241674
0.49697788 0.00707747
0.49225453 0.00586643
0.46706392 0.00174334
0.47029004 0.00208706
0.42182094 2.56E-05
0.45048174 0.00058579
0.46001954 0.00113874
0.45592718 0.00086816
0.4925738 0.00594326

0.43057929 8.75E-05
0.46066219 0.00118629



0.44798371 0.00048217
0.45969136 0.00111501
0.46350109 0.001414
0.4578103 0.00098595
0.4316623 9.96E-05

0.44750755 0.00046408
0.43951124 0.00022961
0.44263886 0.0003069
0.45814235 0.00100789
0.42221756 2.73E-05
0.44872749 0.00051146
0.45568169 0.00085361
0.39809328 3.54E-09
0.43878532 0.00021399
0.47539589 0.00272849
0.46558243 0.00160024
0.45225959 0.00066903
0.46049646 0.00117389
0.47980747 0.00338864
0.42610539 4.89E-05
0.47824134 0.00314239
0.43960787 0.00023175
0.46948549 0.00199708
0.41412803 5.87E-06
0.45877625 0.00105076
0.47470936 0.00263488
0.45723411 0.00094873
0.43178905 0.00010115
0.5116688 0.01196759

0.45670229 0.0009153
0.45522484 0.00082701
0.45350982 0.00073262
0.47858706 0.00319559
0.45241039 0.00067648
0.45660328 0.00090918
0.45660328 0.00090918
0.45660328 0.00090918
0.45660328 0.00090918
0.45660328 0.00090918
0.47757645 0.00304186
0.47463136 0.00262439
0.43281001 0.00011384
0.44200796 0.00028993
0.43311664 0.00011788
0.43793925 0.00019682
0.46108951 0.0012187
0.44766946 0.00047017
0.4328099 0.00011384



0.46668894 0.00170627
0.46056039 0.00117866
0.46910326 0.00195535
0.47101327 0.00217043
0.47285535 0.00239372
0.43093942 9.14E-05
0.45153093 0.00063392
0.45143817 0.00062955
0.4428687 0.00031326

0.42776049 6.12E-05
0.41850102 1.44E-05
0.45228897 0.00067048
0.47248168 0.00234713
0.4483955 0.00049822

0.46772007 0.00180962
0.48097424 0.00358094
0.48407883 0.00413084
0.46641948 0.00167999
0.5472624 0.03262713
0.4263765 5.08E-05
0.4445425 0.00036262
0.4445425 0.00036262

0.48601282 0.00450263
0.39600643 1.29E-10
0.46847754 0.0018884
0.46319083 0.00138767
0.45197514 0.00065516
0.45723969 0.00094909
0.46904866 0.00194944
0.47383523 0.00251908
0.45947207 0.00109936
0.47559525 0.00275612
0.46562609 0.00160433
0.4477397 0.00047283

0.45123509 0.00062006
0.42811205 6.41E-05
0.46043342 0.0011692
0.45043953 0.00058391
0.45418344 0.00076869
0.40608043 5.55E-07
0.47747925 0.00302736
0.5347803 0.02377803

0.47310512 0.00242523
0.44131 0.00027199
0.44131 0.00027199

0.48300293 0.00393385
0.45924325 0.0010832
0.46241039 0.00132303



0.42296908 3.08E-05
0.42223437 2.74E-05
0.46072725 0.00119118
0.43230443 0.00010741
0.46356356 0.00141935
0.52208661 0.01660963
0.43419605 0.00013296
0.47633555 0.00286051
0.44656453 0.00042977
0.47159295 0.00223898
0.44743924 0.00046153
0.47845031 0.00317447
0.45167401 0.0006407
0.41842679 1.42E-05
0.42897263 7.17E-05
0.44541002 0.00039039
0.46728659 0.00176563
0.41922357 1.64E-05
0.43549517 0.00015301
0.45089615 0.00060446
0.47130573 0.00220482
0.4657755 0.00161839
0.4603773 0.00116503

0.46241634 0.00132351
0.44298474 0.00031651
0.46229588 0.00131373
0.44649917 0.00042747
0.44222433 0.00029567
0.43053341 8.70E-05
0.52171966 0.01642793
0.44946724 0.00054189
0.46998043 0.00205209
0.48112939 0.00360709
0.46433682 0.00148676
0.43211997 0.00010514
0.46413395 0.00146885
0.4451382 0.00038152

0.39486185 2.81E-12
0.40811667 1.14E-06
0.46364155 0.00142604
0.43644878 0.00016911
0.44718652 0.00045218
0.43535503 0.00015074
0.4927936 0.00599656

0.55689128 0.04077932
0.45155549 0.00063508
0.43184777 0.00010185
0.44414001 0.00035025



0.44311177 0.00032009
0.47251368 0.0023511
0.47307683 0.00242165
0.4504727 0.00058538

0.42252685 2.87E-05
0.42143729 2.41E-05
0.46901291 0.00194557
0.46911485 0.0019566
0.47067411 0.00213104
0.46684373 0.0017215
0.48905056 0.00513419
0.44676369 0.00043685
0.50311635 0.0089033
0.4452602 0.00038548

0.39481294 2.18E-12
0.4492918 0.00053455

0.48957232 0.00524872
0.4420534 0.00029113

0.45119303 0.00061811
0.44456154 0.00036321
0.41671045 1.02E-05
0.40324971 1.60E-07
0.48567621 0.00443626
0.45184802 0.00064902
0.43447467 0.00013708
0.48268064 0.00387618
0.44172412 0.00028253
0.4127281 4.22E-06

0.45100931 0.00060963
0.44153766 0.00027775
0.41544412 7.85E-06
0.42908048 7.26E-05
0.43927742 0.00022449
0.4334659 0.00012261

0.43995553 0.00023958
0.44018326 0.00024481
0.47131874 0.00220636
0.47074576 0.00213931
0.47723535 0.00299121
0.42932094 7.49E-05
0.41908612 1.60E-05
0.42413722 3.68E-05
0.43992279 0.00023883
0.43062994 8.81E-05
0.43062994 8.81E-05
0.43062994 8.81E-05
0.47391034 0.00252888
0.45619609 0.00088431



0.45429398 0.00077473
0.44122506 0.00026987
0.4423781 0.0002998

0.48853511 0.00502282
0.43666211 0.00017289
0.44954819 0.0005453
0.47247498 0.0023463
0.46161529 0.00125947
0.44174765 0.00028314
0.4795922 0.00335399

0.47589423 0.00279794
0.4848804 0.00428215

0.43747954 0.00018793
0.43815816 0.00020116
0.4454008 0.00039008

0.45098774 0.00060865
0.45925125 0.00108376
0.47054903 0.00211664
0.43624072 0.0001655
0.4078353 1.04E-06

0.42680533 5.38E-05
0.46615884 0.00165485
0.42825708 6.53E-05
0.42825708 6.53E-05
0.47589653 0.00279827
0.43034874 8.51E-05
0.45688956 0.00092697
0.49955596 0.00780834
0.4496572 0.00054991

0.43361826 0.00012472
0.48101457 0.00358772
0.47454824 0.00261325
0.4236715 3.43E-05

0.45915033 0.00107669
0.46086592 0.00120166
0.41749692 1.19E-05
0.44033469 0.00024834
0.40777807 1.02E-06
0.41617743 9.15E-06
0.4474335 0.00046132

0.44969419 0.00055149
0.46186343 0.00127906
0.42423897 3.73E-05
0.45768312 0.00097765
0.45137905 0.00062677
0.47215301 0.0023067
0.47215301 0.0023067
0.48726935 0.00475668



0.45244992 0.00067844
0.43535971 0.00015082
0.47844905 0.00317428

0.450408 0.00058251
0.47773118 0.00306505
0.46257919 0.00133682
0.45691834 0.00092878
0.43935061 0.00022608
0.42456793 3.92E-05
0.47256145 0.00235702
0.44886097 0.00051685
0.43947994 0.00022891
0.46643609 0.0016816
0.44564452 0.00039816
0.41350652 5.08E-06
0.47545018 0.002736
0.4367541 0.00017453

0.43492392 0.00014393
0.44425792 0.00035384
0.43866136 0.00021141
0.42996934 8.12E-05
0.45746605 0.00096359
0.47451547 0.00260886
0.41254765 4.03E-06
0.45348917 0.00073154
0.46462421 0.0015124
0.48786315 0.00488024
0.51211964 0.01214707
0.44259114 0.00030559
0.44629086 0.00042018
0.42051508 2.06E-05
0.42631445 5.03E-05
0.48522325 0.00434806
0.41782439 1.27E-05
0.45881995 0.00105377
0.47633048 0.00285978
0.46013173 0.00114694
0.47457375 0.00261666
0.46533147 0.00157689
0.43590142 0.00015972
0.45477445 0.0008014
0.45304649 0.00070855
0.46255729 0.00133502
0.46442773 0.00149483
0.44437604 0.00035747
0.47751055 0.00303203
0.43283324 0.00011414
0.48672371 0.00464513



0.44695124 0.0004436
0.45302182 0.00070729
0.46724516 0.00176146
0.44114075 0.00026777
0.41881082 1.53E-05
0.43769015 0.00019196
0.44825664 0.00049276
0.44755357 0.00046581
0.43758036 0.00018985
0.43262749 0.00011149
0.59893841 0.09134157
0.39650492 3.59E-10
0.41341349 4.97E-06
0.41342992 4.99E-06
0.46670317 0.00170767
0.61042587 0.10960148
0.42123082 2.33E-05
0.44884954 0.00051639
0.46892508 0.00193611
0.45660142 0.00090906
0.42688078 5.44E-05
0.41762842 1.22E-05
0.43507598 0.00014631
0.46985356 0.00203789
0.45524909 0.00082841
0.42593066 4.77E-05
0.42650597 5.17E-05
0.43059737 8.77E-05
0.48007478 0.00343202
0.46644876 0.00168283
0.45244249 0.00067807
0.45244249 0.00067807
0.45244249 0.00067807
0.45613536 0.00088064
0.4493224 0.00053583

0.45863744 0.00104126
0.45767565 0.00097716
0.43853001 0.00020869
0.42520099 4.30E-05
0.45772221 0.00098019
0.44319666 0.00032251
0.46978379 0.00203011
0.45294137 0.00070318
0.47239652 0.00233661
0.45937447 0.00109244
0.4830722 0.00394633

0.42378917 3.49E-05
0.48297725 0.00392923



0.41292834 4.43E-06
0.48333667 0.00399422
0.45150442 0.00063267
0.41724952 1.14E-05
0.41266643 4.15E-06
0.4704841 0.0021092
0.4704841 0.0021092

0.45773427 0.00098098
0.4450459 0.00037855

0.45354858 0.00073466
0.45980081 0.00112288
0.43483615 0.00014257
0.42748205 5.90E-05
0.42748205 5.90E-05
0.43725035 0.00018362
0.43339158 0.00012159
0.42519532 4.30E-05
0.44653047 0.00042857
0.47648905 0.00288251
0.43248855 0.00010972
0.47684779 0.00293439
0.4578342 0.00098752

0.46047692 0.00117243
0.43047378 8.64E-05
0.47665808 0.00290687
0.42934611 7.51E-05
0.45966511 0.00111313
0.44712768 0.00045002
0.46637573 0.00167575
0.47977219 0.00338294
0.50336491 0.00898356
0.44145355 0.00027561
0.44895647 0.00052074
0.47020688 0.00207762
0.47142264 0.00221868
0.42125994 2.34E-05
0.47276109 0.00238191
0.45842481 0.00102683
0.42609984 4.88E-05
0.43802059 0.00019842
0.47337947 0.00246019
0.4358577 0.00015899

0.43759529 0.00019014
0.42866215 6.89E-05
0.43561926 0.00015503
0.44431974 0.00035574
0.42208043 2.67E-05
0.45990271 0.00113025



0.45969713 0.00111542
0.45047907 0.00058567
0.42987548 8.03E-05
0.43547296 0.00015265
0.39565363 5.30E-11
0.42423876 3.73E-05
0.43737484 0.00018595
0.43757602 0.00018977
0.4386916 0.00021203

0.44412343 0.00034975
0.42695768 5.50E-05
0.48058792 0.00351642
0.45508531 0.00081901
0.46716423 0.00175335
0.46634973 0.00167324
0.46634973 0.00167324
0.43484865 0.00014277

0.469079 0.00195272
0.469079 0.00195272
0.469079 0.00195272

0.44961867 0.00054828
0.43587715 0.00015931
0.4526856 0.00069022

0.44442683 0.00035903
0.44832941 0.00049562
0.44832941 0.00049562
0.4571916 0.00094603
0.4773401 0.0030067

0.41644449 9.66E-06
0.45638131 0.00089556
0.46411124 0.00146686
0.45424473 0.00077203
0.44952353 0.00054426
0.43102812 9.24E-05
0.47918663 0.00328941
0.46256702 0.00133582

0.457097 0.00094003
0.43662301 0.00017219
0.46699767 0.00173675
0.40761523 9.67E-07
0.42586682 4.73E-05
0.39466002 8.78E-13
0.45429149 0.00077459
0.4265405 5.19E-05

0.47375148 0.00250818
0.43032625 8.49E-05
0.45020851 0.00057371
0.48214931 0.00378244



0.4460484 0.00041181
0.46023666 0.00115464
0.43144521 9.71E-05
0.42882663 7.03E-05
0.40032955 2.72E-08
0.44577545 0.00040255
0.45513002 0.00082157
0.45695841 0.00093129
0.47754639 0.00303737
0.42794032 6.27E-05
0.45163592 0.00063889
0.45598782 0.00087178
0.46156692 0.00125568
0.45989472 0.00112967
0.45347037 0.00073055
0.4185266 1.45E-05

0.45361616 0.00073823
0.39873855 7.01E-09
0.44760492 0.00046774
0.45842222 0.00102666
0.43732161 0.00018495
0.47098956 0.00216766
0.48972987 0.00528365
0.46851873 0.00189275
0.43789589 0.00019596
0.42146562 2.42E-05
0.44837779 0.00049753
0.39793068 2.93E-09
0.42200064 2.64E-05
0.4582749 0.00101675

0.42752001 5.93E-05
0.45865852 0.0010427
0.43802079 0.00019842
0.43824874 0.00020297
0.45161749 0.00063801
0.42381036 3.50E-05
0.43938769 0.00022689
0.42905058 7.24E-05
0.40883367 1.44E-06
0.43709186 0.00018068
0.41231085 3.80E-06
0.47082878 0.00214894
0.48235059 0.00381776
0.43804212 0.00019885
0.48698596 0.00469851
0.45409057 0.00076364
0.42592883 4.77E-05
0.42592883 4.77E-05



0.463937 0.00145162
0.46554342 0.0015966
0.43294828 0.00011565
0.43143674 9.70E-05
0.44893602 0.0005199
0.44629939 0.00042047
0.44629939 0.00042047
0.46573035 0.00161413
0.42692347 5.47E-05
0.46014163 0.00114766
0.42363357 3.41E-05
0.44609414 0.00041338
0.44683837 0.00043953
0.43072789 8.91E-05
0.42896938 7.16E-05
0.44037416 0.00024927
0.43670419 0.00017364
0.46434601 0.00148757
0.44558493 0.00039617
0.45625865 0.00088809
0.44732062 0.00045712
0.42585244 4.72E-05
0.46779186 0.00181698
0.44432369 0.00035586
0.45308558 0.00071056
0.43387463 0.00012833
0.45474362 0.00079967
0.46145434 0.00124689
0.41705108 1.09E-05
0.44817471 0.00048957
0.43423727 0.00013357
0.45918816 0.00107933
0.46156964 0.0012559
0.43349108 0.00012296
0.44418728 0.00035169
0.46348782 0.00141287
0.43911858 0.00022106
0.51660052 0.01403406
0.46071445 0.00119022
0.45183798 0.00064854
0.43593424 0.00016027
0.42902213 7.21E-05
0.46458847 0.00150919
0.44050421 0.00025234
0.45093864 0.0006064
0.44921595 0.0005314
0.42591001 4.76E-05
0.43245325 0.00010927



0.46006843 0.00114231
0.47471626 0.00263581
0.43043701 8.60E-05
0.43435546 0.00013531
0.44125541 0.00027063
0.4339232 0.00012902

0.43729191 0.00018439
0.46799176 0.00183759
0.49879129 0.00758624
0.43082348 9.02E-05
0.47248608 0.00234768
0.39627713 2.31E-10
0.44340642 0.00032853
0.42826605 6.54E-05
0.45738396 0.00095831
0.45524122 0.00082796
0.45459919 0.00079159
0.43561034 0.00015489
0.46417648 0.00147259
0.43883315 0.00021499
0.44238654 0.00030002
0.44147023 0.00027603
0.44044319 0.00025089
0.46939056 0.00198666
0.47321615 0.00243934
0.44730494 0.00045654
0.43643866 0.00016894
0.43202846 0.00010402
0.58603672 0.07313364
0.4655109 0.00159356

0.46151586 0.00125169
0.42198185 2.63E-05
0.4261634 4.93E-05
0.4566863 0.00091431
0.4071218 8.15E-07

0.45491886 0.00080955
0.46480507 0.0015287
0.44487587 0.00037311
0.39914522 1.03E-08
0.46772901 0.00181053
0.41952617 1.74E-05
0.48213462 0.00377987
0.43041456 8.58E-05
0.45417182 0.00076805
0.42389529 3.55E-05
0.47347758 0.00247278
0.45272121 0.00069201
0.45272121 0.00069201



0.4298136 7.97E-05
0.48001665 0.00342255
0.4461219 0.00041434
0.4363017 0.00016655
0.4277396 6.10E-05

0.42952343 7.68E-05
0.40561241 4.62E-07
0.44826234 0.00049299
0.44188255 0.00028664
0.44283672 0.00031237
0.42717844 5.66E-05
0.44987559 0.00055925
0.43190636 0.00010255
0.40195057 7.89E-08
0.43844355 0.00020692
0.47163391 0.00224389
0.48358944 0.00404038
0.45654588 0.00090564
0.44486422 0.00037274
0.44904247 0.00052425
0.47688789 0.00294024
0.43126599 9.51E-05
0.44546862 0.00039232
0.45117422 0.00061723
0.44610913 0.0004139
0.43036725 8.53E-05
0.45533336 0.00083327
0.43121468 9.45E-05
0.45465317 0.0007946
0.44527165 0.00038586
0.46621987 0.00166071
0.4335377 0.0001236

0.40248757 1.07E-07
0.46542423 0.00158549
0.42009913 1.92E-05
0.42689974 5.45E-05
0.46460177 0.00151039
0.58013488 0.06561211
0.47511472 0.00268987
0.47964566 0.00336257
0.43969136 0.00023361
0.43488344 0.0001433
0.46820985 0.00186028
0.44686499 0.00044049
0.44316482 0.0003216
0.4780321 0.0031105

0.46274579 0.00135053
0.43963125 0.00023227



0.4396686 0.0002331
0.40232702 9.80E-08
0.4100323 2.06E-06

0.42808005 6.38E-05
0.45739155 0.0009588
0.43007245 8.23E-05
0.47012778 0.00206868
0.4576068 0.00097269

0.44680511 0.00043834
0.47601218 0.00281457
0.43867503 0.00021169
0.41381357 5.46E-06
0.43696823 0.00017841
0.45205839 0.00065919
0.4052474 3.98E-07
0.4591089 0.00107379
0.4354953 0.00015301

0.41664991 1.01E-05
0.4443931 0.00035799

0.42293552 3.06E-05
0.4283412 6.61E-05
0.4283412 6.61E-05

0.46220125 0.00130609
0.42615381 4.92E-05
0.45435472 0.00077806
0.44686318 0.00044043

0.424864 4.09E-05
0.42201209 2.64E-05
0.48927303 0.0051828
0.46304549 0.00137546
0.42710114 5.60E-05
0.43764501 0.00019109
0.45461831 0.00079266
0.43144879 9.72E-05
0.42556016 4.53E-05
0.4393032 0.00022505

0.48963753 0.00526316
0.47714456 0.00297783
0.41897238 1.57E-05
0.44227018 0.00029689
0.4443848 0.00035774

0.43511078 0.00014685
0.42595194 4.78E-05
0.44902613 0.00052358
0.43627164 0.00016603
0.58688521 0.07425647
0.4126231 4.11E-06

0.42188953 2.59E-05



0.41711766 1.11E-05
0.48716124 0.00473443
0.43789318 0.00019591
0.43218639 0.00010595
0.5089401 0.01092057
0.4483669 0.0004971

0.43768527 0.00019187
0.45562791 0.00085045
0.39660074 4.28E-10
0.43474059 0.00014111
0.42682347 5.40E-05
0.48704354 0.00471029
0.42445163 3.85E-05
0.43238586 0.00010843
0.44191495 0.00028749
0.46419283 0.00147403
0.4839793 0.00411233

0.60517008 0.10100826
0.4310853 9.30E-05

0.47714939 0.00297854
0.42165662 2.50E-05
0.42063757 2.11E-05
0.44009257 0.00024272
0.44613738 0.00041487
0.4231532 3.17E-05

0.44650052 0.00042751
0.41913495 1.62E-05
0.43429103 0.00013436
0.41770021 1.24E-05
0.43688697 0.00017693
0.44731502 0.00045692
0.75898848 0.47368496
0.4387864 0.00021401

0.45427141 0.00077349
0.40293674 1.36E-07
0.46372855 0.00143354
0.42530595 4.36E-05
0.43403263 0.00013059
0.41911341 1.61E-05
0.43017942 8.34E-05
0.45507444 0.00081839
0.43317745 0.00011869
0.4252551 4.33E-05

0.47846469 0.00317669
0.41458684 6.51E-06
0.53755211 0.02558258
0.45339108 0.0007264
0.42569067 4.61E-05



0.4323039 0.00010741
0.46820644 0.00185992
0.44418331 0.00035157
0.44612062 0.00041429
0.45356747 0.00073566
0.45980957 0.00112352
0.44175476 0.00028332
0.43780149 0.00019412
0.47809963 0.00312076
0.44031902 0.00024797
0.45102735 0.00061046
0.45702428 0.00093544
0.4344075 0.00013608

0.44629894 0.00042046
0.43926267 0.00022416
0.45406283 0.00076214
0.45004165 0.00056643
0.44425198 0.00035366
0.41889643 1.55E-05
0.44495973 0.00037578
0.4537812 0.000747

0.42853586 6.77E-05
0.44774872 0.00047318
0.4092081 1.61E-06

0.45417617 0.00076829
0.43813645 0.00020072
0.43688837 0.00017696
0.41106081 2.75E-06
0.42882941 7.04E-05
0.47161653 0.00224181
0.43954001 0.00023024
0.4236036 3.39E-05

0.55523313 0.0392897
0.4438848 0.00034258

0.44936045 0.00053741
0.44335642 0.00032709
0.4564071 0.00089713

0.46911138 0.00195623
0.44751479 0.00046435
0.44908271 0.00052591
0.42612697 4.90E-05
0.45893981 0.00106204
0.44113692 0.00026768
0.40803128 1.11E-06
0.43047226 8.64E-05
0.39698358 8.10E-10
0.48288386 0.00391247
0.45067682 0.00059452



0.46598689 0.00163842
0.51864797 0.01496032
0.44308616 0.00031937
0.46483219 0.00153116
0.51506923 0.01336785
0.44399509 0.00034588
0.44356033 0.000333

0.454516 0.00078697
0.44371953 0.00033767
0.46607059 0.00164641
0.45859384 0.00103829
0.42162424 2.48E-05
0.44556224 0.00039542
0.49732613 0.00717324
0.45849023 0.00103125
0.43190714 0.00010256
0.42861825 6.85E-05
0.45922202 0.00108171
0.45922202 0.00108171
0.41808523 1.33E-05
0.45751914 0.00096701
0.46309845 0.0013799
0.4351897 0.0001481
0.4408643 0.00026098

0.47594375 0.00280491
0.45358908 0.0007368
0.43483597 0.00014257
0.4379736 0.00019749

0.45431318 0.00077578
0.47298979 0.00241065
0.43046753 8.63E-05
0.4392449 0.00022378

0.41511253 7.31E-06
0.42879289 7.00E-05
0.42976279 7.92E-05
0.39994747 2.03E-08
0.49678627 0.00702516
0.42764574 6.03E-05
0.39887167 7.98E-09
0.41840513 1.42E-05
0.44852371 0.0005033
0.42469689 4.00E-05
0.43314139 0.00011821
0.43531213 0.00015005
0.43462931 0.00013941
0.43391894 0.00012896

0.450935 0.00060623
0.42904131 7.23E-05



0.46295562 0.00136795
0.44634364 0.00042202
0.43800828 0.00019818
0.46358903 0.00142153
0.42629342 5.02E-05
0.43968023 0.00023336
0.42099283 2.24E-05
0.53151007 0.02176221
0.4455856 0.0003962

0.39556297 4.10E-11
0.46687063 0.00172416
0.45219867 0.00066604
0.44585555 0.00040525
0.46684756 0.00172188
0.44028073 0.00024708
0.4044646 2.85E-07
0.3965271 3.74E-10

0.42082642 2.17E-05
0.43588458 0.00015944
0.44549111 0.00039306
0.44476512 0.0003696
0.41558403 8.08E-06
0.40797825 1.09E-06
0.44141346 0.0002746
0.43232922 0.00010772
0.44428797 0.00035476
0.41901955 1.58E-05
0.44677085 0.00043711
0.48998175 0.00533985

0.448779 0.00051353
0.42962325 7.78E-05
0.44008536 0.00024255
0.4651749 0.00156244

0.46342326 0.00140736
0.42873349 6.95E-05
0.45788073 0.00099058
0.4366764 0.00017314

0.45002624 0.00056576
0.46515455 0.00156057
0.43193925 0.00010294
0.40703217 7.90E-07
0.4599593 0.00113436
0.4599593 0.00113436

0.44775253 0.00047332
0.44404501 0.00034738
0.44167496 0.00028126
0.46838335 0.00187847
0.40395374 2.25E-07



0.42958598 7.74E-05
0.42891521 7.11E-05
0.41983513 1.83E-05
0.43289581 0.00011496
0.46267008 0.00134429
0.49004425 0.00535386
0.44735127 0.00045826
0.52601628 0.01864294
0.44595848 0.00040874
0.42280658 3.00E-05
0.45351775 0.00073304
0.44510865 0.00038057
0.44968409 0.00055106

0.405428 4.29E-07
0.42792759 6.26E-05
0.40233964 9.87E-08
0.4356189 0.00015503

0.59437098 0.08461738
0.42074925 2.15E-05
0.42481296 4.06E-05
0.42481296 4.06E-05
0.41461701 6.55E-06
0.48436752 0.00418489
0.43596463 0.00016078
0.74817657 0.44339249
0.44920481 0.00053094
0.45726495 0.0009507
0.45716252 0.00094418
0.44915502 0.00052888
0.45231394 0.00067171
0.40275804 1.24E-07
0.43342855 0.0001221
0.49494377 0.0065361
0.43474045 0.0001411
0.43250092 0.00010988
0.39834162 4.66E-09
0.42517031 4.28E-05
0.44765839 0.00046976
0.44301806 0.00031744
0.43914687 0.00022166
0.43934628 0.00022598
0.43133966 9.59E-05
0.47597947 0.00280995
0.43838165 0.00020566
0.43230331 0.0001074
0.41962762 1.77E-05
0.4169301 1.07E-05

0.42751927 5.93E-05



0.43564946 0.00015553
0.41421548 5.99E-06
0.44475679 0.00036934
0.45841466 0.00102614
0.42418235 3.70E-05
0.44455777 0.0003631
0.43788643 0.00019578
0.44591034 0.00040711
0.44232603 0.00029839
0.45211798 0.0006621
0.45341644 0.00072772
0.44903789 0.00052407
0.4424822 0.00030261

0.44313843 0.00032085
0.43718611 0.00018242
0.45485989 0.00080621
0.43869462 0.0002121
0.46019157 0.00115133
0.42980827 7.96E-05
0.45840634 0.00102558
0.40329966 1.64E-07
0.39874816 7.08E-09
0.45345397 0.00072969
0.41648813 9.75E-06
0.44928832 0.00053441
0.42401454 3.61E-05
0.41322276 4.75E-06
0.42556667 4.53E-05
0.43144928 9.72E-05
0.41687134 1.05E-05
0.44461854 0.00036499
0.4775033 0.00303095

0.58032549 0.06584719
0.40977619 1.91E-06
0.42847881 6.72E-05
0.46928104 0.00197468
0.42208772 2.68E-05
0.42617662 4.94E-05
0.42737863 5.82E-05
0.43061428 8.79E-05
0.4044597 2.84E-07
0.4424254 0.00030107

0.41605865 8.93E-06
0.44748337 0.00046318
0.39906146 9.54E-09
0.43331252 0.00012051
0.42530346 4.36E-05
0.43735891 0.00018565



0.45069361 0.00059528
0.45058252 0.00059029
0.43067979 8.86E-05
0.41737345 1.16E-05
0.42030573 1.99E-05
0.44570172 0.00040007
0.4412036 0.00026933

0.44833345 0.00049578
0.40624292 5.91E-07
0.44560965 0.000397
0.39961752 1.55E-08
0.44677413 0.00043723
0.53860877 0.02629412
0.4506738 0.00059439

0.45789466 0.00099149
0.41621257 9.22E-06
0.45069806 0.00059548
0.43640165 0.00016829
0.4435978 0.0003341

0.46846819 0.00188741
0.41322397 4.76E-06
0.41987159 1.85E-05
0.45628919 0.00088995
0.44013531 0.0002437
0.45858903 0.00103796
0.45554873 0.0008458
0.45747439 0.00096412
0.4441407 0.00035027

0.45357289 0.00073594
0.42925225 7.42E-05
0.46173899 0.00126921
0.44374609 0.00033846

0.461862 0.00127895
0.43143213 9.70E-05
0.43061699 8.79E-05
0.45915969 0.00107734
0.41215127 3.65E-06
0.42341588 3.30E-05
0.46611124 0.00165029
0.41677304 1.03E-05
0.39763641 2.04E-09
0.40940676 1.71E-06
0.41740057 1.17E-05
0.4425025 0.00030317

0.42562498 4.57E-05
0.45567458 0.00085319
0.4487601 0.00051277

0.44695326 0.00044368



0.42692831 5.47E-05
0.42692831 5.47E-05
0.42692831 5.47E-05
0.4384744 0.00020755

0.43124724 9.49E-05
0.41716329 1.12E-05
0.4434068 0.00032854

0.42900423 7.19E-05
0.44183268 0.00028534
0.41691691 1.06E-05
0.44526025 0.00038548
0.43489644 0.0001435
0.44160886 0.00027957
0.42106931 2.27E-05
0.39977394 1.77E-08
0.45296639 0.00070445
0.43795414 0.00019711
0.40015702 2.39E-08
0.43153045 9.81E-05
0.41725373 1.14E-05
0.46844105 0.00188455
0.41589122 8.62E-06
0.42372951 3.46E-05
0.40070268 3.55E-08
0.44800927 0.00048315
0.46246174 0.00132721
0.44677561 0.00043728
0.40223738 9.31E-08
0.40738472 8.94E-07
0.42949535 7.66E-05
0.43911884 0.00022106
0.42461942 3.95E-05
0.41590534 8.65E-06
0.41607751 8.96E-06
0.39611312 1.64E-10
0.42064782 2.11E-05
0.43348948 0.00012293
0.43596387 0.00016077
0.40269179 1.20E-07
0.43779559 0.00019401
0.42899848 7.19E-05
0.44755303 0.00046579
0.42848386 6.73E-05
0.43049489 8.66E-05
0.45053298 0.00058807
0.4159799 8.78E-06
0.4419579 0.00028861

0.45971127 0.00111644



0.44456142 0.00036321
0.43111585 9.34E-05
0.4539831 0.00075783

0.42636156 5.06E-05
0.42331299 3.25E-05
0.4318639 0.00010204

0.43495878 0.00014447
0.43825483 0.0002031
0.42258535 2.90E-05
0.45224125 0.00066813
0.47114277 0.00218561
0.41449802 6.38E-06
0.4493843 0.00053841

0.39472862 1.35E-12
0.42645054 5.13E-05
0.40357656 1.88E-07
0.42995982 8.11E-05
0.45047524 0.0005855
0.43926869 0.0002243
0.39593977 1.10E-10
0.44000107 0.00024062
0.47104507 0.00217415
0.44483112 0.00037169
0.45423821 0.00077168
0.42806503 6.37E-05
0.46240819 0.00132285
0.44325144 0.00032407
0.39550304 3.43E-11
0.48048893 0.00350002
0.41017811 2.15E-06
0.43913086 0.00022132
0.44746852 0.00046262
0.40186108 7.49E-08
0.46679088 0.00171629
0.4442964 0.00035502

0.51147459 0.01189084
0.41604027 8.89E-06
0.43653918 0.00017071
0.4692932 0.00197601
0.4313545 9.61E-05

0.42775489 6.12E-05
0.43084472 9.04E-05
0.39990556 1.96E-08
0.39990556 1.96E-08
0.40518104 3.87E-07
0.40518104 3.87E-07
0.43213755 0.00010535
0.40972445 1.88E-06



0.43788976 0.00019584
0.4224519 2.84E-05

0.44186194 0.00028611
0.4330575 0.00011709

0.45037982 0.00058126
0.42344822 3.31E-05
0.44488307 0.00037334
0.46784736 0.00182269
0.43390066 0.0001287
0.44047423 0.00025163
0.44359092 0.00033389
0.45878458 0.00105133
0.46600871 0.0016405
0.45174105 0.0006439
0.46993721 0.00204725
0.43352777 0.00012346
0.4541102 0.0007647

0.45085244 0.00060247
0.44311822 0.00032028
0.43483958 0.00014263
0.44792894 0.00048006
0.46793586 0.00183181
0.4033052 1.65E-07

0.42980859 7.96E-05
0.4569935 0.0009335

0.40290588 1.34E-07
0.42456365 3.92E-05
0.41499391 7.12E-06
0.43427442 0.00013411
0.45020758 0.00057367
0.41366845 5.28E-06
0.41865968 1.48E-05
0.4614617 0.00124746

0.42025601 1.97E-05
0.40310773 1.49E-07
0.44870979 0.00051075
0.41397382 5.67E-06
0.42002062 1.89E-05
0.4673499 0.001772

0.42445961 3.86E-05
0.45208159 0.00066032
0.44109818 0.00026672
0.45979434 0.00112242
0.42415946 3.69E-05
0.45277633 0.00069479
0.41406692 5.79E-06
0.46251799 0.00133181
0.43470126 0.00014051



0.43966612 0.00023304
0.43036051 8.52E-05
0.56203862 0.04563668
0.42279824 3.00E-05
0.40636084 6.18E-07
0.40626441 5.96E-07
0.44224353 0.00029618
0.43071747 8.90E-05
0.44091627 0.00026225
0.44239181 0.00030017
0.41510317 7.29E-06
0.43726291 0.00018385
0.3951263 9.27E-12

0.40792493 1.07E-06
0.4355356 0.00015367

0.42971357 7.87E-05
0.4358714 0.00015922

0.47289505 0.00239871
0.42719918 5.68E-05
0.45233233 0.00067261
0.43405297 0.00013088

0.415324 7.65E-06
0.4317031 0.00010013

0.42609379 4.88E-05
0.42454398 3.91E-05
0.44640333 0.0004241
0.48137508 0.00364878
0.4181211 1.34E-05

0.42714196 5.64E-05
0.45865501 0.00104246
0.42795716 6.28E-05
0.42795716 6.28E-05
0.43969696 0.00023373
0.45122866 0.00061976
0.43319613 0.00011894
0.53911394 0.02663895
0.41368342 5.30E-06
0.42999197 8.14E-05
0.40938837 1.71E-06
0.42846656 6.71E-05
0.42565182 4.58E-05
0.44755695 0.00046594
0.4349009 0.00014357

0.41581391 8.48E-06
0.43250248 0.0001099
0.41676299 1.03E-05
0.4454748 0.00039252

0.41222069 3.72E-06



0.41167852 3.23E-06
0.42119137 2.31E-05
0.46428402 0.00148208
0.4387617 0.0002135

0.49531815 0.00663345
0.40072338 3.60E-08
0.45336238 0.0007249
0.43182346 0.00010156
0.44768958 0.00047094
0.42441802 3.83E-05
0.42441802 3.83E-05
0.42441802 3.83E-05
0.43658455 0.00017151
0.4420641 0.00029141
0.4420641 0.00029141
0.4420641 0.00029141

0.42272941 2.96E-05
0.41543565 7.83E-06
0.41903261 1.59E-05
0.42843688 6.69E-05
0.41005988 2.08E-06
0.4106381 2.45E-06
0.4135005 5.08E-06

0.42297414 3.08E-05
0.44319346 0.00032242
0.40482361 3.33E-07
0.43548381 0.00015282
0.42651221 5.17E-05

0.449316 0.00053556
0.43271833 0.00011265
0.41905302 1.59E-05
0.42121322 2.32E-05
0.42651214 5.17E-05
0.42651214 5.17E-05
0.42861541 6.84E-05
0.46185216 0.00127817
0.42481646 4.07E-05
0.42676452 5.35E-05
0.41552536 7.98E-06
0.43363267 0.00012492
0.39829243 4.42E-09
0.43818409 0.00020168
0.43479256 0.0001419
0.57253994 0.05666844
0.44443232 0.0003592
0.41688422 1.06E-05
0.41953485 1.74E-05
0.45242117 0.00067701



0.44953902 0.00054491
0.42202864 2.65E-05
0.40909173 1.56E-06
0.4036559 1.96E-07

0.43869128 0.00021203
0.44024229 0.00024618
0.41688356 1.06E-05
0.45788173 0.00099064
0.40781682 1.04E-06
0.4061128 5.62E-07

0.41211362 3.62E-06
0.43471622 0.00014073
0.3974775 1.65E-09

0.42545458 4.46E-05
0.45720749 0.00094704
0.39637635 2.82E-10
0.42289878 3.04E-05
0.43426357 0.00013395
0.4536369 0.00073933

0.42452023 3.89E-05
0.44788219 0.00047827
0.43341684 0.00012194
0.46958332 0.00200787
0.46350628 0.00141445
0.43805608 0.00019912
0.40491829 3.47E-07
0.43945354 0.00022833
0.42244818 2.84E-05
0.42646313 5.14E-05
0.4241585 3.69E-05

0.42092392 2.21E-05
0.46944745 0.0019929
0.40142348 5.73E-08
0.43403264 0.00013059
0.43095823 9.16E-05
0.42796466 6.29E-05
0.44228358 0.00029725
0.66152938 0.21297401
0.50317453 0.00892204
0.40190144 7.67E-08
0.41898427 1.57E-05
0.40116134 4.84E-08
0.41622357 9.24E-06
0.44286995 0.00031329
0.42631609 5.03E-05
0.43686668 0.00017656
0.41570056 8.29E-06
0.44351043 0.00033155



0.43284088 0.00011424
0.40285579 1.31E-07
0.46909659 0.00195462
0.42060661 2.10E-05
0.40908176 1.55E-06
0.40923117 1.63E-06
0.43988206 0.00023791
0.41399385 5.69E-06
0.41110105 2.78E-06
0.42401552 3.61E-05
0.43261398 0.00011131
0.44516594 0.00038242
0.44532786 0.00038769
0.40402501 2.33E-07
0.40454267 2.95E-07
0.42251772 2.87E-05
0.41837238 1.41E-05
0.4483737 0.00049736

0.45196741 0.00065478
0.4616965 0.00126586

0.46654964 0.00169265
0.44704835 0.00044713
0.40588644 5.15E-07
0.44925279 0.00053293
0.41809228 1.33E-05
0.46818364 0.00185754
0.45862237 0.00104023
0.40287709 1.32E-07
0.40703156 7.89E-07
0.40703156 7.89E-07
0.43670279 0.00017361
0.41953778 1.74E-05
0.41953778 1.74E-05
0.43513139 0.00014718
0.41299844 4.50E-06
0.42281541 3.00E-05
0.45617537 0.00088305
0.44652712 0.00042845
0.42038344 2.02E-05
0.45653919 0.00090523
0.45091251 0.00060521
0.45091251 0.00060521
0.43274445 0.00011299
0.42859728 6.83E-05
0.42326965 3.22E-05
0.42843613 6.69E-05
0.4265974 5.23E-05

0.45688316 0.00092657



0.42438675 3.82E-05
0.42702019 5.54E-05

0.426845 5.41E-05
0.41611309 9.03E-06
0.44378047 0.00033948
0.43989928 0.0002383
0.46312991 0.00138254
0.39928453 1.17E-08
0.43759151 0.00019007
0.46703827 0.00174078
0.42774881 6.11E-05
0.42806121 6.37E-05
0.43821883 0.00020237
0.44501684 0.00037761
0.41633891 9.46E-06
0.42744903 5.87E-05
0.43930785 0.00022515
0.43834706 0.00020496
0.42111259 2.28E-05
0.44598077 0.0004095
0.41570613 8.29E-06
0.49591298 0.00679024
0.45657319 0.00090732
0.4064537 6.39E-07

0.42863808 6.86E-05
0.40218521 9.04E-08
0.42683925 5.41E-05
0.42683925 5.41E-05
0.45733838 0.00095539
0.43817559 0.0002015
0.42228429 2.76E-05
0.43128598 9.53E-05
0.44377898 0.00033943
0.46670908 0.00170825
0.46123507 0.00122989
0.44657248 0.00043005
0.4559164 0.00086752

0.43181557 0.00010146
0.40433005 2.68E-07
0.47674742 0.00291981
0.49838274 0.00746943
0.41831685 1.39E-05
0.43378521 0.00012706
0.43617141 0.0001643
0.47201206 0.00228952

0.414974 7.09E-06
0.41112569 2.79E-06
0.41361808 5.22E-06



0.4445588 0.00036313
0.44715515 0.00045103
0.45079897 0.00060004
0.40226217 9.44E-08
0.4669423 0.00173125

0.44496524 0.00037596
0.42418692 3.71E-05
0.42858487 6.82E-05
0.41002873 2.06E-06
0.41094407 2.66E-06
0.41773471 1.25E-05
0.41856047 1.46E-05
0.41657472 9.92E-06
0.43117213 9.40E-05
0.41637033 9.52E-06
0.42506212 4.21E-05
0.41257925 4.07E-06
0.42287067 3.03E-05
0.40411905 2.43E-07
0.45890283 0.00105948
0.43980829 0.00023624
0.43244461 0.00010917
0.39584594 8.78E-11
0.43673985 0.00017428
0.44565184 0.0003984
0.42305002 3.12E-05
0.42305002 3.12E-05
0.44188363 0.00028667
0.4473676 0.00045887

0.42537939 4.41E-05
0.42265755 2.93E-05
0.42231167 2.77E-05
0.4278898 6.23E-05

0.41383688 5.49E-06
0.40781898 1.04E-06
0.44422363 0.0003528
0.41300308 4.51E-06
0.42445019 3.85E-05
0.41540836 7.79E-06
0.43239645 0.00010856
0.45768442 0.00097773
0.44163513 0.00028024
0.45347819 0.00073096

0.44319 0.00032232
0.42743984 5.87E-05
0.43264422 0.0001117
0.42286268 3.03E-05
0.45806958 0.00100305



0.42794551 6.27E-05
0.43977232 0.00023543
0.39505978 7.06E-12
0.40792869 1.07E-06
0.46477734 0.00152619
0.4176229 1.22E-05

0.40994361 2.01E-06
0.39906944 9.62E-09
0.40253896 1.10E-07
0.41007541 2.09E-06
0.40930224 1.66E-06
0.47164254 0.00224492

0.442084 0.00029194
0.40700462 7.82E-07
0.3974001 1.49E-09

0.47425882 0.00257472
0.44751972 0.00046454
0.41308501 4.60E-06
0.43003777 8.19E-05
0.40111107 4.68E-08
0.41846016 1.43E-05
0.44932423 0.0005359
0.41996291 1.88E-05
0.42177128 2.54E-05
0.45131281 0.00062368
0.41129782 2.93E-06
0.43548006 0.00015276
0.46728582 0.00176555
0.41470111 6.68E-06
0.42494593 4.14E-05
0.44008468 0.00024253
0.48485495 0.00427728
0.42248008 2.85E-05
0.40776785 1.02E-06
0.39990369 1.96E-08
0.42892999 7.13E-05
0.43759268 0.00019009
0.41416378 5.92E-06
0.41416378 5.92E-06
0.44339963 0.00032833
0.42941554 7.58E-05
0.43839885 0.00020601
0.45977237 0.00112083
0.41634322 9.47E-06
0.46503694 0.00154979
0.40489607 3.43E-07
0.52052141 0.01584413
0.40207535 8.49E-08



0.42638676 5.08E-05
0.44440641 0.0003584
0.48316344 0.0039628
0.41695542 1.07E-05
0.41676461 1.03E-05
0.44484291 0.00037206
0.4805672 0.00351298

0.41785801 1.28E-05
0.47143636 0.00222031
0.42179073 2.55E-05
0.45892801 0.00106122
0.42933131 7.50E-05
0.43571627 0.00015663
0.46194125 0.00128525
0.43801469 0.0001983
0.43865007 0.00021117
0.43747028 0.00018776
0.43749305 0.00018819
0.39908349 9.74E-09
0.46165395 0.00126251
0.43391071 0.00012884
0.43154216 9.82E-05
0.42158373 2.47E-05
0.40982105 1.94E-06
0.42301951 3.10E-05
0.40233883 9.86E-08
0.46951796 0.00200066
0.42806889 6.38E-05
0.43806322 0.00019927
0.42984263 8.00E-05
0.42600212 4.82E-05
0.41228363 3.78E-06
0.42194389 2.62E-05
0.41511078 7.30E-06
0.47718281 0.00298346
0.42569605 4.61E-05
0.42295805 3.07E-05
0.45552716 0.00084454
0.43769957 0.00019215
0.45681086 0.00092206
0.42314343 3.16E-05
0.42230975 2.77E-05
0.4318257 0.00010158

0.43395252 0.00012944
0.41929708 1.67E-05
0.46288206 0.00136182
0.44949485 0.00054305
0.43521424 0.00014849



0.41320543 4.73E-06
0.45823246 0.0010139
0.41582035 8.50E-06
0.41551312 7.96E-06
0.41473972 6.73E-06
0.41419569 5.96E-06
0.44300764 0.00031715
0.43209995 0.00010489
0.4373213 0.00018495

0.45294223 0.00070322
0.41316516 4.69E-06
0.43728482 0.00018426
0.40245743 1.05E-07
0.40678301 7.22E-07
0.49975421 0.00786667
0.43317909 0.00011871
0.43643398 0.00016886
0.46310403 0.00138037
0.42452361 3.90E-05
0.45781585 0.00098632
0.41078857 2.55E-06
0.48380505 0.00408006
0.4524662 0.00067925

0.42041263 2.03E-05
0.4296603 7.82E-05

0.44824843 0.00049244
0.40232305 9.77E-08
0.41747057 1.19E-05

0.421449 2.41E-05
0.4025871 1.13E-07

0.40758275 9.57E-07
0.43165739 9.96E-05
0.43517014 0.00014779
0.44246052 0.00030203
0.4538746 0.00075199

0.40689089 7.51E-07
0.42883263 7.04E-05
0.39633319 2.59E-10
0.51069308 0.0115855
0.42745016 5.87E-05
0.41280742 4.30E-06
0.45134039 0.00062496
0.44172503 0.00028255
0.4661252 0.00165163

0.43179834 0.00010126
0.42756519 5.96E-05
0.40057587 3.25E-08
0.59394337 0.08400348



0.43566759 0.00015583
0.43896293 0.00021773
0.43938821 0.0002269
0.46668114 0.0017055
0.46609897 0.00164912
0.44830684 0.00049473
0.42334723 3.26E-05
0.41812608 1.34E-05
0.42419046 3.71E-05
0.41718334 1.12E-05
0.43932453 0.00022551
0.43932453 0.00022551
0.53646356 0.02486326
0.42191756 2.60E-05
0.45390843 0.00075381
0.41327215 4.81E-06
0.44441553 0.00035868
0.41768699 1.24E-05
0.4262827 5.01E-05

0.40351945 1.83E-07
0.46079339 0.00119617
0.43245548 0.0001093
0.45110909 0.00061422
0.41908748 1.60E-05
0.40884509 1.44E-06
0.43437102 0.00013554
0.42538129 4.41E-05

0.427971 6.29E-05
0.43983393 0.00023682
0.40525743 4.00E-07
0.41761931 1.22E-05
0.41761931 1.22E-05
0.44299448 0.00031678
0.43903079 0.00021918
0.44004021 0.00024151
0.40507745 3.71E-07
0.46505456 0.0015514
0.42527843 4.35E-05
0.41743308 1.18E-05
0.46787112 0.00182513
0.42209944 2.68E-05
0.44423213 0.00035306

0.433135 0.00011812
0.40539175 4.22E-07
0.4233956 3.29E-05

0.40264438 1.17E-07
0.39815514 3.79E-09
0.41709124 1.10E-05



0.44966274 0.00055015
0.40488541 3.42E-07
0.43182071 0.00010152
0.40792044 1.07E-06
0.41066084 2.46E-06
0.4143142 6.12E-06

0.43422146 0.00013333
0.40647383 6.44E-07
0.42717845 5.66E-05
0.47312754 0.00242808
0.43755955 0.00018946
0.39617779 1.88E-10
0.40742926 9.08E-07
0.39922475 1.11E-08
0.39551019 3.50E-11
0.42964951 7.81E-05
0.44831984 0.00049524
0.44274945 0.00030994
0.44410758 0.00034927
0.41621481 9.22E-06
0.41745507 1.18E-05
0.42091503 2.21E-05
0.43627536 0.00016609
0.42246929 2.85E-05
0.43755017 0.00018928
0.40512686 3.79E-07
0.44378327 0.00033956
0.4361277 0.00016355
0.4361277 0.00016355
0.4361277 0.00016355
0.4361277 0.00016355
0.4361277 0.00016355

0.43408852 0.0001314
0.44951411 0.00054386
0.46089342 0.00120375
0.43191359 0.00010263
0.43231177 0.0001075
0.41260951 4.10E-06
0.44161246 0.00027966
0.41198427 3.50E-06
0.39826142 4.27E-09
0.42420752 3.72E-05
0.42955604 7.71E-05
0.48491728 0.0042892
0.44044586 0.00025095
0.41529163 7.59E-06
0.43974547 0.00023482
0.44195322 0.00028849



0.4514676 0.00063093
0.42167777 2.51E-05
0.41711037 1.10E-05
0.4352882 0.00014967

0.42389368 3.55E-05
0.46200642 0.00129045
0.43517588 0.00014788
0.42655779 5.20E-05
0.4279166 6.25E-05
0.4381618 0.00020123

0.42066203 2.12E-05
0.4372712 0.00018401

0.43046348 8.63E-05
0.43003222 8.19E-05
0.44607696 0.00041279
0.42209105 2.68E-05
0.4049252 3.48E-07

0.43614517 0.00016385
0.42481253 4.06E-05
0.45693769 0.00092999
0.42061131 2.10E-05
0.41661439 1.00E-05
0.46820083 0.00185934
0.42028934 1.98E-05
0.4309444 9.15E-05
0.4401237 0.00024343

0.44051314 0.00025255
0.40695206 7.67E-07
0.4146133 6.55E-06

0.44204061 0.00029079
0.44347701 0.00033057
0.42394919 3.58E-05
0.42394919 3.58E-05
0.41144262 3.04E-06
0.42345118 3.32E-05
0.44343059 0.00032923
0.45215623 0.00066396
0.44355922 0.00033297
0.42179484 2.55E-05
0.39962908 1.57E-08
0.41779205 1.26E-05
0.43084636 9.04E-05
0.41693576 1.07E-05
0.43946555 0.0002286
0.41906638 1.60E-05
0.41992599 1.86E-05
0.44400228 0.00034609
0.4140556 5.77E-06



0.45952787 0.00110332
0.40999642 2.04E-06
0.43465653 0.00013982
0.40101375 4.39E-08
0.4327279 0.00011278

0.43038149 8.54E-05
0.41095364 2.67E-06
0.39821431 4.05E-09
0.41633745 9.46E-06
0.43558719 0.00015451
0.41001725 2.05E-06
0.43478704 0.00014182
0.43085368 9.05E-05
0.42713532 5.63E-05
0.43559156 0.00015458
0.43311193 0.00011782
0.43955243 0.00023052
0.39480351 2.07E-12
0.41452584 6.42E-06
0.40839785 1.25E-06
0.40794803 1.08E-06
0.43393838 0.00012924
0.41593342 8.70E-06
0.40225766 9.42E-08
0.41209668 3.60E-06
0.44260709 0.00030602
0.41661511 1.00E-05
0.42230723 2.77E-05
0.42198221 2.63E-05
0.41681733 1.04E-05
0.41351791 5.10E-06
0.4379241 0.00019652

0.41124199 2.88E-06
0.43196842 0.00010329
0.43404828 0.00013082
0.42228356 2.76E-05
0.44091822 0.0002623
0.43200262 0.00010371
0.42693007 5.48E-05
0.42693007 5.48E-05
0.42693007 5.48E-05
0.40656049 6.65E-07
0.43639118 0.00016811
0.42857421 6.81E-05
0.42203847 2.66E-05
0.42406263 3.64E-05
0.41234143 3.83E-06
0.44251956 0.00030363



0.45150387 0.00063264
0.39421511 9.99E-15
0.47025583 0.00208317
0.42136627 2.38E-05
0.44076318 0.00025853
0.42870169 6.92E-05
0.42853639 6.78E-05
0.40377395 2.07E-07
0.4156109 8.13E-06

0.41432055 6.13E-06
0.40127111 5.20E-08
0.4345914 0.00013884

0.39864819 6.41E-09
0.43394287 0.0001293
0.4071322 8.18E-07

0.43577635 0.00015763
0.42885334 7.06E-05
0.41921991 1.64E-05
0.40884348 1.44E-06
0.39616253 1.82E-10
0.41668877 1.02E-05
0.45702527 0.0009355
0.44566689 0.00039891
0.4606618 0.00118626

0.39979763 1.80E-08
0.41100097 2.70E-06
0.42544252 4.45E-05
0.41564621 8.19E-06
0.42442906 3.84E-05
0.40612452 5.65E-07
0.40751769 9.36E-07
0.40730971 8.71E-07
0.43210769 0.00010499
0.42577188 4.66E-05
0.39532985 1.96E-11
0.42950761 7.67E-05
0.42089967 2.20E-05
0.43890746 0.00021656
0.44171308 0.00028225
0.45984061 0.00112576
0.45249644 0.00068075
0.42011536 1.93E-05
0.42980887 7.96E-05
0.43879391 0.00021417
0.4146638 6.62E-06
0.3945183 3.14E-13

0.43388016 0.00012841
0.44349566 0.00033112



0.43637279 0.00016779
0.42170697 2.52E-05
0.39709894 9.66E-10
0.40068856 3.52E-08
0.40339584 1.72E-07
0.40221901 9.22E-08
0.44396786 0.00034506
0.43540724 0.00015158
0.42924242 7.42E-05
0.45550716 0.00084338
0.4327083 0.00011252

0.40254098 1.10E-07
0.4076849 9.90E-07

0.44025344 0.00024644
0.43549067 0.00015293
0.44799468 0.00048259
0.48243666 0.00383293
0.40954899 1.79E-06
0.41576136 8.39E-06
0.40762828 9.72E-07
0.40287186 1.32E-07
0.40823785 1.19E-06
0.42447405 3.87E-05
0.43700131 0.00017902
0.40448432 2.87E-07
0.42672783 5.33E-05
0.43844322 0.00020692
0.45918475 0.00107909
0.4060199 5.42E-07

0.43562984 0.00015521
0.42695313 5.49E-05
0.40576225 4.90E-07
0.43491141 0.00014374
0.44672976 0.00043564
0.42251479 2.87E-05
0.42614651 4.92E-05
0.44115435 0.00026811
0.42678539 5.37E-05
0.42633602 5.05E-05
0.46329373 0.00139636
0.44737054 0.00045898
0.44737054 0.00045898
0.41998632 1.88E-05
0.47646397 0.0028789
0.41572057 8.32E-06
0.41451255 6.40E-06
0.4272959 5.75E-05

0.43308 0.00011739



0.40486452 3.39E-07
0.41297593 4.48E-06
0.44696222 0.000444
0.44722084 0.00045344
0.42226795 2.76E-05
0.42094398 2.22E-05
0.4152408 7.51E-06

0.43262917 0.00011151
0.43262917 0.00011151
0.40526645 4.01E-07
0.42404079 3.63E-05
0.39924846 1.13E-08
0.43364506 0.00012509
0.41819304 1.36E-05
0.40078204 3.75E-08
0.42519936 4.30E-05
0.48707459 0.00471665
0.42117412 2.31E-05

0.426807 5.38E-05
0.44516498 0.00038239
0.42963406 7.79E-05
0.43575442 0.00015727
0.40450345 2.89E-07
0.40039458 2.85E-08
0.40900633 1.52E-06
0.41151001 3.09E-06
0.43889732 0.00021635
0.41932484 1.67E-05
0.43579939 0.00015801
0.42189871 2.60E-05
0.42883986 7.05E-05
0.40302705 1.43E-07
0.45447118 0.00078449
0.4318261 0.00010159

0.41261184 4.10E-06
0.39790015 2.82E-09
0.44381392 0.00034047
0.43234434 0.00010791
0.41091067 2.64E-06
0.45308718 0.00071064
0.43134678 9.60E-05
0.43225819 0.00010684
0.4201792 1.95E-05

0.40292312 1.35E-07
0.39606909 1.48E-10
0.40344011 1.76E-07
0.43381861 0.00012753
0.39504881 6.74E-12



0.40044796 2.96E-08
0.43253488 0.00011031
0.43415562 0.00013237
0.43090367 9.10E-05
0.42528254 4.35E-05
0.40798225 1.09E-06
0.42085669 2.19E-05
0.43609749 0.00016304
0.39990575 1.96E-08
0.43949653 0.00022928
0.40533834 4.13E-07
0.43372765 0.00012625
0.43171927 0.00010032
0.42711825 5.62E-05
0.42422762 3.73E-05
0.43956762 0.00023085
0.44649485 0.00042731
0.42445182 3.85E-05
0.39474673 1.50E-12
0.43658145 0.00017145
0.44044539 0.00025094
0.40500181 3.59E-07
0.40599046 5.36E-07
0.40508201 3.72E-07
0.4418083 0.00028471
0.4495405 0.00054497

0.39419367 6.89E-15
0.41221492 3.71E-06
0.41941048 1.70E-05
0.41953222 1.74E-05
0.44956579 0.00054604
0.40532594 4.11E-07
0.42594042 4.78E-05
0.41215311 3.65E-06
0.40643431 6.35E-07
0.41484114 6.89E-06
0.42159358 2.47E-05
0.39747339 1.64E-09
0.45545082 0.00084009
0.42286128 3.03E-05
0.43833912 0.0002048
0.50276377 0.00879031
0.40414194 2.46E-07
0.41826443 1.38E-05
0.41867861 1.49E-05
0.42129125 2.35E-05
0.42609352 4.88E-05
0.43550125 0.00015311



0.47680367 0.00292798
0.42029201 1.99E-05
0.41395256 5.64E-06
0.4274233 5.85E-05

0.44957879 0.00054659
0.40955683 1.79E-06
0.40499055 3.58E-07
0.42109228 2.27E-05
0.47677672 0.00292406
0.44616787 0.00041592
0.41440817 6.26E-06
0.44358715 0.00033378
0.43149764 9.77E-05
0.40137171 5.54E-08
0.41002324 2.06E-06
0.43321026 0.00011913
0.39886263 7.91E-09
0.43249556 0.00010981
0.43770433 0.00019224
0.3943784 8.60E-14
0.4361224 0.00016346

0.41803996 1.32E-05
0.42555568 4.52E-05
0.44369485 0.00033695
0.40281952 1.28E-07
0.39889833 8.19E-09
0.45281296 0.00069665
0.42730992 5.76E-05
0.41585738 8.56E-06
0.42381102 3.50E-05
0.70375421 0.32016027
0.41975525 1.81E-05
0.44952922 0.0005445
0.40428303 2.62E-07
0.40437306 2.73E-07
0.40748882 9.26E-07
0.42058045 2.09E-05
0.42502197 4.19E-05
0.40172365 6.89E-08
0.41085097 2.59E-06
0.40844612 1.27E-06
0.41842712 1.42E-05
0.39441133 1.21E-13
0.41594437 8.72E-06
0.40832248 1.22E-06
0.43939744 0.0002271
0.43750267 0.00018837
0.43258396 0.00011093



0.40464308 3.08E-07
0.4211474 2.30E-05

0.43736367 0.00018574
0.41264399 4.13E-06
0.41745489 1.18E-05
0.4309807 9.19E-05

0.43334332 0.00012093
0.41070199 2.49E-06
0.46802357 0.00184089
0.41377655 5.42E-06
0.41270113 4.19E-06
0.4424743 0.0003024

0.42249588 2.86E-05
0.43550465 0.00015316
0.43060346 8.78E-05
0.40649268 6.49E-07
0.44508516 0.00037981
0.41050203 2.35E-06
0.43520942 0.00014841
0.40998316 2.03E-06
0.39565135 5.27E-11
0.39765811 2.09E-09
0.43739565 0.00018634
0.44022323 0.00024574
0.42636493 5.07E-05
0.40732705 8.76E-07
0.42881084 7.02E-05
0.41213705 3.64E-06
0.4173965 1.17E-05

0.46766916 0.00180441
0.42238148 2.81E-05
0.41998069 1.88E-05
0.41689882 1.06E-05
0.41435809 6.19E-06
0.42661913 5.25E-05
0.39725736 1.22E-09
0.39592904 1.07E-10
0.45972637 0.00111752
0.41356694 5.16E-06
0.41036556 2.27E-06
0.42554728 4.52E-05
0.43108365 9.30E-05
0.39578798 7.58E-11
0.4860125 0.00450257

0.42408602 3.65E-05
0.41161896 3.18E-06
0.41031863 2.24E-06
0.41417542 5.93E-06



0.40904161 1.53E-06
0.41762315 1.22E-05
0.44767045 0.00047021
0.45811982 0.00100639
0.41446276 6.33E-06
0.41346379 5.03E-06
0.40665224 6.88E-07
0.43510177 0.00014671
0.41481234 6.84E-06
0.40327335 1.62E-07
0.40599202 5.36E-07
0.39595537 1.14E-10
0.45560135 0.00084889
0.41496216 7.07E-06
0.40845261 1.28E-06
0.41560473 8.12E-06
0.43514071 0.00014733
0.42271783 2.96E-05
0.42700049 5.53E-05
0.4122034 3.70E-06

0.42438543 3.82E-05
0.4247593 4.03E-05
0.3989949 8.97E-09

0.47064595 0.00212779
0.42977999 7.93E-05
0.46141243 0.00124363
0.41680526 1.04E-05
0.41017611 2.15E-06
0.42014861 1.94E-05
0.41474562 6.74E-06
0.44471937 0.00036816
0.41192063 3.44E-06
0.46719385 0.00175632
0.41616359 9.12E-06
0.4173138 1.15E-05

0.40813597 1.15E-06
0.40813597 1.15E-06
0.43224204 0.00010664
0.43173754 0.00010054
0.39856313 5.88E-09
0.39815958 3.81E-09
0.40977512 1.91E-06
0.40422669 2.56E-07
0.48334199 0.00399518
0.43231086 0.00010749
0.43060407 8.78E-05
0.40679327 7.25E-07
0.41210063 3.61E-06



0.40178361 7.15E-08
0.39870082 6.75E-09
0.43961322 0.00023187
0.4176724 1.23E-05
0.4177133 1.24E-05

0.43039973 8.56E-05
0.40735077 8.83E-07
0.40748729 9.26E-07
0.42885116 7.06E-05
0.41523251 7.50E-06
0.39880104 7.46E-09
0.43483654 0.00014258
0.40790479 1.07E-06
0.43657557 0.00017135
0.42221631 2.73E-05
0.41852477 1.45E-05
0.39922088 1.10E-08
0.44219334 0.00029484
0.40723849 8.49E-07
0.40665413 6.89E-07
0.43727387 0.00018406

0.413319 4.86E-06
0.39822481 4.10E-09
0.40430763 2.65E-07
0.43681851 0.00017569
0.43681851 0.00017569
0.49381442 0.0062486
0.41908763 1.60E-05
0.39687758 6.84E-10
0.43341577 0.00012192
0.39945218 1.35E-08
0.41167159 3.23E-06
0.40415751 2.48E-07
0.41733362 1.15E-05
0.42316024 3.17E-05
0.41599915 8.82E-06
0.40970707 1.87E-06
0.4486608 0.00050878

0.41275139 4.24E-06
0.40923074 1.63E-06
0.44854225 0.00050404
0.40685848 7.42E-07
0.41219452 3.69E-06
0.42708485 5.59E-05
0.42286948 3.03E-05
0.43301189 0.00011649
0.40615427 5.71E-07
0.40599849 5.38E-07



0.44212967 0.00029315
0.41565604 8.21E-06
0.47461877 0.0026227
0.43215765 0.0001056
0.43130677 9.55E-05
0.4091406 1.58E-06

0.44504563 0.00037854
0.40445235 2.83E-07
0.45128729 0.00062249
0.40760526 9.64E-07
0.42126622 2.34E-05
0.4227011 2.95E-05

0.47215825 0.00230734
0.40613442 5.67E-07
0.41763859 1.22E-05
0.43150332 9.78E-05
0.42603314 4.84E-05
0.39918104 1.06E-08
0.41443839 6.30E-06
0.42415218 3.69E-05
0.40178732 7.16E-08
0.42235078 2.79E-05
0.42344637 3.31E-05
0.43694036 0.0001779
0.42762267 6.01E-05
0.42804648 6.36E-05
0.41412121 5.86E-06
0.41002374 2.06E-06
0.40129367 5.27E-08
0.41882714 1.53E-05
0.41194236 3.46E-06
0.39454236 3.80E-13
0.39915132 1.04E-08
0.45194286 0.00065359
0.45194286 0.00065359
0.41159753 3.17E-06
0.41389884 5.57E-06
0.45059247 0.00059073
0.42090238 2.20E-05
0.43173942 0.00010056
0.4100518 2.07E-06

0.42067131 2.12E-05
0.41322681 4.76E-06
0.4002303 2.52E-08

0.45622831 0.00088626
0.39535064 2.11E-11
0.4204653 2.05E-05

0.39427221 2.38E-14



0.40815891 1.16E-06
0.41219024 3.69E-06
0.40272113 1.22E-07
0.40159192 6.36E-08
0.41685037 1.05E-05
0.44517565 0.00038273
0.39561882 4.81E-11
0.40809304 1.13E-06
0.39557749 4.27E-11
0.42796601 6.29E-05
0.39963888 1.58E-08
0.40596927 5.32E-07
0.40224576 9.36E-08
0.41824945 1.37E-05
0.42817705 6.47E-05
0.40073525 3.63E-08
0.4259983 4.81E-05

0.41736859 1.16E-05
0.40776923 1.02E-06
0.39428913 2.99E-14
0.40070428 3.56E-08
0.4753689 0.00272477

0.39898137 8.86E-09
0.39957448 1.50E-08
0.39957448 1.50E-08
0.40680087 7.27E-07
0.41388371 5.55E-06
0.39952457 1.44E-08
0.40463822 3.07E-07
0.39615736 1.80E-10
0.43408257 0.00013131
0.42952098 7.68E-05
0.43027259 8.43E-05
0.42341405 3.30E-05
0.47935792 0.00331657
0.43189235 0.00010238
0.46541312 0.00158446
0.46801393 0.00183989
0.40386676 2.16E-07
0.40812502 1.15E-06
0.41869529 1.49E-05
0.39486238 2.82E-12
0.41506872 7.24E-06
0.41421905 5.99E-06
0.41678291 1.03E-05
0.40710205 8.09E-07
0.40710205 8.09E-07
0.41218716 3.69E-06



0.40994728 2.01E-06
0.43524287 0.00014895
0.43452398 0.00013782
0.39722524 1.16E-09
0.41967292 1.78E-05
0.4069064 7.55E-07

0.40022745 2.52E-08
0.41317541 4.70E-06
0.40147026 5.90E-08
0.4137373 5.37E-06

0.40832717 1.22E-06
0.41282403 4.32E-06
0.43251724 0.00011008

0.407967 1.09E-06
0.40627799 5.99E-07
0.42467308 3.98E-05
0.43993051 0.00023901
0.39754777 1.81E-09
0.40733198 8.77E-07
0.41477381 6.79E-06
0.41583979 8.53E-06
0.40212523 8.74E-08
0.4173804 1.16E-05

0.40787718 1.06E-06
0.49058401 0.00547596
0.4188018 1.52E-05

0.40717532 8.31E-07
0.39393249 5.05E-23
0.42426756 3.75E-05
0.40698285 7.76E-07
0.40635859 6.17E-07
0.44345518 0.00032994
0.41672434 1.02E-05
0.42000593 1.89E-05
0.45225238 0.00066868
0.47022385 0.00207955
0.4161587 9.12E-06
0.4161587 9.12E-06

0.41218 3.68E-06
0.3985499 5.80E-09

0.42171676 2.52E-05
0.4175295 1.20E-05

0.39620313 1.98E-10
0.42482001 4.07E-05
0.39746598 1.63E-09
0.41308516 4.60E-06
0.4079349 1.08E-06

0.44014045 0.00024382



0.40987519 1.97E-06
0.45977587 0.00112109
0.39679979 6.02E-10
0.41942149 1.70E-05
0.42020791 1.96E-05
0.45187142 0.00065015
0.41152321 3.11E-06
0.41152321 3.11E-06
0.41152321 3.11E-06
0.42071675 2.13E-05
0.41757595 1.21E-05
0.40685952 7.42E-07
0.40055641 3.20E-08
0.39955155 1.47E-08
0.42784867 6.19E-05
0.39531545 1.87E-11
0.43762596 0.00019073
0.43555164 0.00015393
0.39890233 8.22E-09
0.39571336 6.24E-11
0.44161368 0.00027969
0.43859748 0.00021008
0.42630484 5.02E-05
0.40665996 6.90E-07
0.40021214 2.49E-08
0.40871185 1.38E-06
0.41619792 9.19E-06
0.39890041 8.20E-09
0.42199032 2.64E-05
0.42500033 4.18E-05
0.41112774 2.80E-06
0.39646055 3.31E-10
0.41469627 6.67E-06
0.40971134 1.88E-06
0.43160883 9.90E-05
0.39844687 5.21E-09
0.40305709 1.45E-07
0.42867087 6.89E-05
0.39991542 1.98E-08
0.40819735 1.17E-06
0.40270989 1.21E-07
0.39571571 6.27E-11
0.40140059 5.64E-08
0.43778256 0.00019375
0.43778256 0.00019375
0.39416698 4.16E-15
0.41579129 8.44E-06
0.39589781 9.97E-11



0.49708551 0.00710697
0.40788708 1.06E-06
0.42680537 5.38E-05
0.40884289 1.44E-06
0.40150734 6.04E-08
0.43892338 0.0002169
0.41505465 7.22E-06
0.43896484 0.00021778
0.4414046 0.00027437

0.40721182 8.41E-07
0.42769481 6.07E-05
0.42715544 5.65E-05
0.43460306 0.00013901
0.39489533 3.33E-12
0.43176043 0.00010081
0.4171701 1.12E-05

0.40222002 9.22E-08
0.42023633 1.97E-05
0.39627367 2.29E-10
0.40028363 2.63E-08
0.47810078 0.00312094
0.41429389 6.10E-06
0.42877881 6.99E-05
0.4218863 2.59E-05

0.41484268 6.89E-06
0.42228331 2.76E-05
0.42946153 7.62E-05
0.40194126 7.85E-08
0.40868881 1.37E-06
0.42773162 6.10E-05
0.42786415 6.21E-05
0.45923976 0.00108295
0.39978047 1.78E-08
0.41757515 1.21E-05
0.39501529 5.83E-12
0.42120185 2.32E-05
0.45098398 0.00060847
0.4015648 6.25E-08

0.40892035 1.48E-06
0.39993985 2.02E-08
0.42577684 4.67E-05
0.41356268 5.15E-06
0.40211477 8.68E-08
0.42118512 2.31E-05
0.39521821 1.32E-11
0.40782309 1.04E-06
0.39493466 4.03E-12
0.40886711 1.45E-06



0.40720598 8.40E-07
0.4358924 0.00015957

0.43802929 0.00019859
0.44304598 0.00031823
0.44136643 0.00027341
0.39493524 4.04E-12
0.39472226 1.30E-12
0.41425255 6.04E-06
0.42514375 4.26E-05
0.4080258 1.11E-06

0.41046758 2.33E-06
0.41691795 1.06E-05
0.39499736 5.38E-12
0.40256444 1.12E-07
0.42339053 3.28E-05
0.40773935 1.01E-06
0.43426969 0.00013404
0.39551196 3.52E-11
0.40515552 3.83E-07
0.43006618 8.22E-05
0.40591643 5.21E-07
0.40774551 1.01E-06
0.40226893 9.48E-08
0.41112888 2.80E-06
0.44154511 0.00027794
0.41350904 5.09E-06
0.40534759 4.15E-07
0.40589578 5.17E-07
0.42167731 2.50E-05
0.41204248 3.55E-06
0.4113235 2.95E-06

0.39997066 2.07E-08
0.42561219 4.56E-05
0.46582355 0.00162292
0.42025808 1.97E-05
0.43247391 0.00010954
0.41213871 3.64E-06
0.42508678 4.23E-05

0.430431 8.60E-05
0.42421981 3.72E-05
0.40237316 1.01E-07
0.42872062 6.94E-05
0.41092483 2.65E-06
0.39603738 1.38E-10
0.40176294 7.06E-08
0.44679784 0.00043808
0.39715237 1.05E-09
0.44542122 0.00039076



0.42340085 3.29E-05
0.40915196 1.59E-06
0.42191025 2.60E-05
0.41715452 1.11E-05
0.47142201 0.00221861
0.40721914 8.43E-07
0.41275835 4.25E-06
0.41218267 3.68E-06
0.40212119 8.72E-08
0.42915684 7.34E-05
0.41842598 1.42E-05
0.42103653 2.25E-05
0.43114446 9.37E-05
0.44244251 0.00030154
0.4136965 5.32E-06

0.42021577 1.96E-05
0.44001156 0.00024086
0.44523198 0.00038456
0.42442035 3.84E-05
0.42331666 3.25E-05
0.44616191 0.00041571
0.40291834 1.35E-07
0.40833333 1.23E-06
0.42601702 4.83E-05
0.39685792 6.63E-10
0.41327585 4.81E-06
0.4563692 0.00089482

0.42775833 6.12E-05
0.39713573 1.02E-09
0.40761727 9.68E-07
0.39746626 1.63E-09
0.40191602 7.73E-08
0.50668673 0.01010566
0.41434958 6.17E-06
0.44475571 0.0003693
0.42465301 3.97E-05
0.3953168 1.88E-11

0.40478005 3.27E-07
0.40363561 1.94E-07
0.40431758 2.66E-07
0.41736674 1.16E-05
0.40232584 9.79E-08
0.43163707 9.94E-05
0.41500605 7.14E-06
0.42354536 3.36E-05
0.42371999 3.45E-05
0.40931807 1.67E-06
0.45503742 0.00081628



0.3958003 7.82E-11
0.40397111 2.27E-07
0.3945262 3.34E-13

0.41901346 1.58E-05
0.4004156 2.89E-08

0.58820355 0.07602185
0.4301471 8.30E-05

0.45044929 0.00058434
0.4087886 1.42E-06

0.40707806 8.03E-07
0.41094785 2.66E-06
0.3962668 2.26E-10
0.4202381 1.97E-05

0.42313196 3.16E-05
0.40562799 4.65E-07
0.39558545 4.37E-11
0.42131727 2.36E-05
0.42086329 2.19E-05
0.40051977 3.12E-08
0.39941532 1.31E-08
0.41326523 4.80E-06
0.43816728 0.00020134
0.39519223 1.20E-11
0.43628949 0.00016634
0.40485338 3.37E-07
0.44190853 0.00028732
0.41507059 7.24E-06
0.40229503 9.62E-08
0.41542279 7.81E-06
0.40827876 1.21E-06
0.39793039 2.93E-09

0.395937 1.10E-10
0.40327144 1.62E-07
0.44992281 0.00056129
0.4223688 2.80E-05

0.41291762 4.42E-06
0.39984683 1.87E-08
0.40435305 2.71E-07
0.39472671 1.33E-12
0.43669182 0.00017342
0.39546893 3.09E-11
0.39939758 1.29E-08
0.43916619 0.00022208
0.40260733 1.14E-07
0.39527452 1.62E-11
0.41816167 1.35E-05
0.4058347 5.05E-07

0.40553411 4.48E-07



0.40601633 5.42E-07
0.39955611 1.48E-08
0.41239858 3.89E-06
0.40157093 6.28E-08
0.41798281 1.31E-05
0.43722416 0.00018313
0.41592855 8.69E-06
0.4662533 0.00166393

0.42468953 3.99E-05
0.39880816 7.51E-09
0.42473127 4.02E-05
0.42557378 4.53E-05
0.39978947 1.79E-08
0.41242518 3.91E-06
0.41720474 1.13E-05
0.46625265 0.00166387
0.39981352 1.82E-08
0.42239833 2.81E-05
0.39835794 4.74E-09
0.43240861 0.00010871
0.40337276 1.70E-07
0.41755708 1.21E-05
0.43503502 0.00014566
0.4282534 6.53E-05

0.40588884 5.15E-07
0.40147398 5.91E-08
0.39931693 1.20E-08
0.4125034 3.99E-06

0.40508973 3.73E-07
0.40660683 6.77E-07
0.44242833 0.00030115
0.39543471 2.77E-11
0.43726613 0.00018391
0.4327681 0.0001133

0.41523399 7.50E-06
0.43484475 0.00014271
0.40982844 1.94E-06
0.40024725 2.56E-08
0.39961973 1.56E-08
0.40101454 4.39E-08
0.41022181 2.18E-06
0.42403653 3.62E-05
0.40405128 2.36E-07
0.40139669 5.63E-08
0.41436786 6.20E-06
0.41792912 1.29E-05
0.43360442 0.00012452
0.41043648 2.31E-06



0.39914421 1.03E-08
0.43291838 0.00011526
0.44904365 0.0005243
0.40697731 7.74E-07
0.41295087 4.45E-06
0.40874829 1.40E-06
0.41633922 9.46E-06
0.40872282 1.39E-06
0.40872282 1.39E-06
0.40872282 1.39E-06
0.40872282 1.39E-06
0.46118925 0.00122636
0.41886017 1.54E-05
0.43405785 0.00013095
0.39841543 5.04E-09
0.39702715 8.66E-10
0.4331196 0.00011792

0.42139254 2.39E-05
0.3957073 6.13E-11

0.41912623 1.62E-05
0.43174519 0.00010063
0.42429786 3.77E-05
0.39544109 2.83E-11
0.42355609 3.37E-05
0.44159825 0.0002793
0.39848607 5.43E-09
0.39878242 7.32E-09
0.42746729 5.89E-05
0.39733618 1.36E-09
0.42192978 2.61E-05
0.44176469 0.00028358

0.394769 1.71E-12
0.44908337 0.00052593
0.42481376 4.06E-05
0.41124292 2.88E-06
0.40505585 3.68E-07
0.41656821 9.91E-06
0.40969541 1.87E-06
0.40327225 1.62E-07
0.4156721 8.24E-06

0.42657746 5.22E-05
0.40296295 1.38E-07
0.41273357 4.22E-06
0.40209444 8.58E-08
0.4159735 8.77E-06

0.40205791 8.40E-08
0.40760664 9.64E-07
0.40487179 3.40E-07



0.45406757 0.00076239
0.39493408 4.02E-12
0.40639511 6.26E-07
0.4117347 3.28E-06

0.40541304 4.26E-07
0.40075521 3.68E-08
0.42816562 6.46E-05
0.41444716 6.31E-06
0.4094331 1.73E-06

0.44122169 0.00026978
0.40113406 4.75E-08
0.42313507 3.16E-05
0.47644088 0.00287559
0.40789784 1.06E-06
0.40558614 4.57E-07
0.40193946 7.84E-08
0.39809329 3.54E-09
0.41312253 4.64E-06
0.43768885 0.00019194
0.43657508 0.00017134
0.42746973 5.89E-05
0.42752661 5.93E-05
0.44100967 0.00026454
0.41177803 3.32E-06
0.40335406 1.69E-07
0.41750501 1.19E-05
0.42240079 2.81E-05
0.41163066 3.19E-06
0.42649859 5.16E-05
0.40397431 2.28E-07
0.40912392 1.57E-06
0.41129075 2.92E-06
0.39491987 3.76E-12
0.39863072 6.30E-09
0.4255917 4.55E-05

0.42845106 6.70E-05
0.41696898 1.07E-05
0.41369082 5.31E-06
0.40393609 2.23E-07
0.41464815 6.60E-06
0.39485011 2.65E-12
0.42370014 3.44E-05
0.39581266 8.07E-11
0.41212094 3.62E-06
0.39444753 1.70E-13
0.40087013 3.99E-08
0.40822342 1.18E-06
0.47390472 0.00252815



0.43437081 0.00013554
0.40540824 4.25E-07
0.44393498 0.00034408
0.42015829 1.94E-05
0.41783776 1.27E-05
0.40519736 3.90E-07
0.39552222 3.63E-11
0.41527298 7.56E-06
0.40513354 3.80E-07
0.39863913 6.35E-09
0.42063558 2.11E-05
0.39782322 2.57E-09
0.41748075 1.19E-05
0.39484705 2.61E-12
0.54271703 0.02918693
0.45067946 0.00059464
0.42778025 6.14E-05
0.42533131 4.38E-05
0.3971845 1.10E-09
0.3963543 2.70E-10

0.42940412 7.57E-05
0.39430587 3.71E-14
0.39513738 9.69E-12
0.57078724 0.05472061
0.43288198 0.00011478
0.42872774 6.94E-05
0.41555808 8.04E-06
0.3999746 2.07E-08

0.48360602 0.00404342
0.40745579 9.16E-07
0.47566157 0.00276536
0.41461404 6.55E-06
0.40347482 1.79E-07
0.5035795 0.00905326

0.43035126 8.51E-05
0.41537058 7.72E-06
0.43936659 0.00022643
0.42113552 2.29E-05
0.44809615 0.00048651
0.40536056 4.17E-07
0.40108309 4.60E-08
0.40190184 7.67E-08
0.39399272 8.29E-18
0.44048057 0.00025178
0.43933635 0.00022577
0.39695497 7.74E-10
0.40179475 7.19E-08
0.4297132 7.87E-05



0.42288029 3.04E-05
0.40333913 1.67E-07
0.4116578 3.22E-06

0.40315616 1.53E-07
0.40112889 4.74E-08
0.42572667 4.63E-05
0.41172156 3.27E-06
0.40624363 5.91E-07
0.42133684 2.37E-05
0.46856629 0.00189779
0.42041814 2.03E-05
0.42370977 3.45E-05
0.44445895 0.00036003
0.41921838 1.64E-05
0.43706617 0.00018021
0.39738151 1.45E-09
0.45036583 0.00058064
0.4190548 1.60E-05
0.4102335 2.18E-06

0.41081549 2.57E-06
0.40545505 4.34E-07
0.43977894 0.00023557
0.41609161 8.99E-06
0.40797433 1.09E-06
0.40612713 5.65E-07
0.39732418 1.34E-09
0.48672906 0.00464622
0.41898065 1.57E-05
0.44329542 0.00032533
0.43243863 0.00010909
0.39998933 2.10E-08
0.39569442 5.93E-11
0.41358666 5.18E-06
0.42024782 1.97E-05
0.40113756 4.77E-08
0.41223352 3.73E-06
0.39433098 5.05E-14
0.41431175 6.12E-06
0.48401953 0.0041198
0.42799283 6.31E-05
0.41735677 1.16E-05
0.44488708 0.00037347
0.40608349 5.56E-07
0.42137566 2.38E-05
0.41211658 3.62E-06
0.40726464 8.57E-07
0.43103797 9.25E-05
0.43942262 0.00022765



0.41539289 7.76E-06
0.43542616 0.00015189
0.40411995 2.43E-07
0.57427482 0.05863912
0.40205942 8.41E-08
0.40236657 1.00E-07
0.42439719 3.82E-05
0.41636177 9.50E-06
0.42382814 3.51E-05
0.40217352 8.98E-08
0.43822468 0.00020249
0.5189503 0.01510058

0.40937667 1.70E-06
0.40135865 5.50E-08
0.4158422 8.54E-06
0.424205 3.72E-05

0.4616424 0.0012616
0.42929301 7.46E-05
0.42337846 3.28E-05
0.40299385 1.40E-07
0.41158836 3.16E-06
0.41966725 1.78E-05
0.39556379 4.10E-11
0.44393882 0.00034419
0.40748625 9.26E-07
0.39812086 3.65E-09
0.41304578 4.56E-06
0.41531107 7.63E-06
0.41382474 5.48E-06
0.39926583 1.15E-08
0.42173572 2.53E-05
0.40397233 2.27E-07
0.39589764 9.97E-11
0.40584652 5.07E-07
0.43517973 0.00014794
0.44244737 0.00030167
0.42782826 6.18E-05
0.43133001 9.58E-05
0.40563196 4.66E-07
0.41862318 1.47E-05
0.40938222 1.70E-06
0.40214433 8.83E-08
0.42054048 2.07E-05
0.41191686 3.44E-06
0.41325097 4.79E-06
0.40467895 3.13E-07
0.4019309 7.80E-08
0.3971564 1.05E-09



0.41785973 1.28E-05
0.39926798 1.15E-08
0.40879923 1.42E-06
0.44946265 0.00054169
0.42197283 2.63E-05
0.40971706 1.88E-06
0.39728656 1.27E-09
0.41833508 1.40E-05
0.40987966 1.97E-06
0.41387503 5.54E-06
0.41618952 9.17E-06
0.3950114 5.73E-12

0.40213928 8.81E-08
0.40625589 5.94E-07
0.4160841 8.98E-06

0.40412759 2.44E-07
0.39435347 6.55E-14
0.39487025 2.94E-12
0.39714731 1.04E-09
0.4067439 7.12E-07

0.39585036 8.88E-11
0.43283484 0.00011416
0.39925791 1.14E-08
0.41295732 4.46E-06
0.41655974 9.89E-06
0.40426933 2.61E-07
0.39951337 1.42E-08
0.40022032 2.50E-08
0.41239794 3.89E-06
0.43797464 0.00019751
0.39868196 6.63E-09
0.39933625 1.22E-08
0.42565658 4.59E-05
0.39941291 1.31E-08
0.50666501 0.01009802
0.40038442 2.83E-08
0.44271869 0.00030909
0.41948525 1.72E-05
0.43313204 0.00011808
0.42176257 2.54E-05
0.40189287 7.63E-08
0.39441782 1.28E-13
0.40805524 1.12E-06
0.41011011 2.11E-06
0.40028366 2.63E-08
0.41654345 9.86E-06
0.54398771 0.03012299
0.40270828 1.21E-07



0.39956922 1.49E-08
0.42441361 3.83E-05
0.41658707 9.95E-06
0.4011354 4.76E-08

0.40028148 2.62E-08
0.3974293 1.55E-09

0.40100048 4.35E-08
0.41232854 3.82E-06
0.41020085 2.16E-06
0.40299802 1.41E-07
0.42424863 3.74E-05
0.4104004 2.29E-06

0.43751662 0.00018864
0.39992816 2.00E-08
0.42161483 2.48E-05
0.41169995 3.25E-06
0.39744799 1.59E-09
0.41324128 4.77E-06
0.40427019 2.61E-07
0.39920947 1.09E-08
0.42642038 5.11E-05
0.42608685 4.87E-05
0.43559647 0.00015466
0.43650521 0.00017011
0.43650521 0.00017011
0.43650521 0.00017011
0.40111947 4.71E-08
0.46054106 0.00117722
0.3957696 7.23E-11

0.39897301 8.79E-09
0.42021403 1.96E-05
0.40295996 1.38E-07
0.41801929 1.32E-05
0.40042821 2.92E-08
0.4134155 4.98E-06

0.39784246 2.63E-09
0.39666123 4.76E-10
0.40470078 3.16E-07
0.40364942 1.95E-07
0.39624707 2.17E-10
0.40064295 3.41E-08
0.42513031 4.26E-05
0.39861409 6.19E-09
0.40779851 1.03E-06
0.39654361 3.86E-10
0.40369322 1.99E-07
0.43270657 0.0001125
0.42054851 2.07E-05



0.47646447 0.00287898
0.41264677 4.13E-06
0.40857455 1.33E-06
0.41772555 1.24E-05
0.40315042 1.52E-07
0.3946246 6.93E-13
0.415065 7.23E-06

0.40709953 8.09E-07
0.40846137 1.28E-06
0.43204184 0.00010418
0.40093799 4.17E-08

0.422398 2.81E-05
0.40999942 2.04E-06
0.40633475 6.12E-07
0.39790814 2.85E-09
0.40469228 3.15E-07
0.42323337 3.21E-05
0.42901431 7.20E-05
0.47145487 0.00222251
0.39492302 3.81E-12
0.40782602 1.04E-06
0.42376378 3.48E-05
0.4305324 8.70E-05

0.41403165 5.74E-06
0.4126528 4.14E-06

0.40492794 3.48E-07
0.41052886 2.37E-06
0.41390813 5.58E-06
0.4122079 3.70E-06

0.41909603 1.61E-05
0.42138546 2.39E-05
0.3991142 1.00E-08

0.39397666 2.16E-18
0.41107993 2.76E-06
0.39549308 3.32E-11
0.39566923 5.53E-11
0.42949884 7.66E-05
0.39441661 1.27E-13
0.40153141 6.13E-08
0.40541731 4.27E-07
0.39541352 2.59E-11
0.42287933 3.04E-05
0.42287933 3.04E-05
0.40411041 2.42E-07
0.40726047 8.56E-07
0.43444618 0.00013666
0.42388302 3.54E-05
0.39504579 6.65E-12



0.40119687 4.95E-08
0.39621255 2.02E-10
0.39621255 2.02E-10
0.40993941 2.01E-06
0.40545599 4.34E-07
0.40301632 1.42E-07
0.44421249 0.00035246
0.3943753 8.32E-14

0.39984284 1.87E-08
0.40091969 4.12E-08
0.40072739 3.61E-08
0.42393752 3.57E-05
0.40323382 1.59E-07
0.40519379 3.89E-07
0.42039872 2.02E-05
0.41945587 1.71E-05
0.45970133 0.00111573
0.4309871 9.20E-05

0.41135768 2.97E-06
0.41768249 1.23E-05
0.43841753 0.00020639
0.40290942 1.34E-07
0.40764015 9.76E-07
0.42031327 1.99E-05
0.4027381 1.23E-07
0.4181642 1.35E-05

0.40601815 5.42E-07
0.40597026 5.32E-07
0.41829281 1.39E-05
0.41645067 9.68E-06
0.43137092 9.63E-05
0.43552724 0.00015353
0.39529685 1.75E-11

0.393971 1.20E-18
0.40298809 1.40E-07
0.39846489 5.31E-09
0.39651362 3.65E-10
0.47362756 0.00249212
0.42196449 2.62E-05
0.49437219 0.00638944
0.41281524 4.31E-06
0.40784554 1.05E-06
0.42576741 4.66E-05
0.40694543 7.65E-07
0.39476139 1.63E-12
0.41578249 8.43E-06
0.41844965 1.43E-05
0.39460144 5.89E-13



0.40711445 8.13E-07
0.40496393 3.54E-07
0.42456282 3.92E-05
0.41932208 1.67E-05
0.42695101 5.49E-05
0.43312008 0.00011792
0.42428036 3.76E-05
0.42473646 4.02E-05
0.39802401 3.27E-09
0.42425302 3.74E-05
0.42425302 3.74E-05
0.39848558 5.43E-09
0.41058098 2.41E-06
0.39702629 8.65E-10
0.40368738 1.99E-07
0.40759944 9.62E-07
0.42686859 5.43E-05
0.40266019 1.18E-07
0.41001501 2.05E-06

0.414381 6.22E-06
0.41580986 8.48E-06
0.40576419 4.91E-07
0.40701938 7.86E-07
0.41195081 3.47E-06
0.39409648 7.83E-16
0.41199342 3.51E-06
0.41440125 6.25E-06
0.41601984 8.86E-06
0.41436115 6.19E-06
0.43203695 0.00010412
0.4635555 0.00141866
0.3997182 1.69E-08

0.40707769 8.02E-07
0.40166958 6.67E-08
0.41160172 3.17E-06
0.42569282 4.61E-05
0.41604113 8.90E-06
0.4112952 2.92E-06

0.40923387 1.63E-06
0.41157715 3.15E-06
0.39590935 1.03E-10
0.41097304 2.68E-06
0.39396958 1.03E-18
0.45179148 0.00064631
0.40769733 9.95E-07
0.41063243 2.44E-06
0.3954193 2.64E-11

0.42430625 3.77E-05



0.46180797 0.00127467
0.41466979 6.63E-06
0.44063644 0.00025549
0.42013722 1.93E-05
0.39845323 5.24E-09
0.39803934 3.32E-09
0.42940841 7.57E-05
0.42168362 2.51E-05
0.40114316 4.78E-08
0.39937781 1.27E-08
0.39848515 5.42E-09
0.43480664 0.00014212
0.4460912 0.00041328
0.4062426 5.91E-07
0.4062426 5.91E-07

0.39641006 3.01E-10
0.41102268 2.72E-06
0.41192023 3.44E-06
0.42079595 2.16E-05
0.40158866 6.35E-08
0.41045389 2.32E-06
0.44881478 0.00051498
0.40124091 5.10E-08
0.39674246 5.47E-10
0.4158814 8.61E-06

0.44880147 0.00051444
0.39404604 1.44E-16
0.42154245 2.45E-05
0.4129469 4.45E-06

0.41325052 4.79E-06
0.39716313 1.06E-09
0.40207605 8.49E-08
0.41580815 8.47E-06
0.40550297 4.42E-07
0.42938934 7.55E-05
0.40048227 3.04E-08
0.4256611 4.59E-05

0.40941626 1.72E-06
0.39549539 3.35E-11
0.41495216 7.06E-06
0.39498521 5.09E-12
0.40959298 1.81E-06
0.41008294 2.09E-06
0.44346248 0.00033015
0.39654844 3.89E-10
0.42208751 2.68E-05
0.41719024 1.12E-05
0.48206197 0.00376719



0.40923609 1.63E-06
0.4000768 2.25E-08
0.4006166 3.34E-08

0.39974363 1.72E-08
0.40332342 1.66E-07
0.40223835 9.32E-08
0.42190425 2.60E-05
0.39553261 3.74E-11
0.40252246 1.09E-07
0.4129255 4.43E-06

0.39764212 2.05E-09
0.40098245 4.30E-08
0.42265014 2.93E-05
0.41056607 2.40E-06
0.41310916 4.63E-06
0.39408258 5.19E-16
0.41065461 2.46E-06
0.39830735 4.49E-09
0.55349552 0.03776742
0.40628333 6.00E-07
0.43437278 0.00013557
0.42381415 3.50E-05
0.39967977 1.64E-08
0.41482072 6.86E-06
0.39803066 3.29E-09
0.43092834 9.13E-05
0.41274356 4.23E-06
0.4306925 8.87E-05

0.39533352 1.99E-11
0.39837448 4.83E-09
0.4054426 4.31E-07

0.40087988 4.01E-08
0.41344793 5.01E-06
0.40643342 6.35E-07
0.39862317 6.25E-09
0.40408007 2.39E-07
0.41565235 8.20E-06
0.3987153 6.85E-09

0.41238794 3.88E-06
0.39892868 8.43E-09
0.40172392 6.89E-08
0.40545212 4.33E-07
0.4071252 8.16E-07

0.41719935 1.12E-05
0.3948258 2.33E-12

0.43365282 0.0001252
0.4031668 1.53E-07

0.39870604 6.79E-09



0.41358073 5.17E-06
0.4398876 0.00023803
0.4108737 2.61E-06

0.41678624 1.04E-05
0.40634835 6.15E-07
0.39987074 1.91E-08
0.4240222 3.62E-05

0.41042457 2.30E-06
0.39530437 1.80E-11
0.41744136 1.18E-05
0.43444686 0.00013667
0.40800542 1.10E-06
0.42203757 2.66E-05
0.43620833 0.00016494
0.40630307 6.04E-07
0.40129473 5.28E-08
0.4033148 1.65E-07

0.39415144 3.01E-15
0.4034114 1.74E-07

0.40888584 1.46E-06
0.41016742 2.14E-06
0.41344828 5.02E-06
0.39544087 2.83E-11
0.40738123 8.93E-07
0.39698859 8.16E-10
0.40675523 7.15E-07
0.39450854 2.90E-13
0.4085524 1.32E-06

0.40597652 5.33E-07
0.41065369 2.46E-06
0.41511867 7.32E-06
0.42425654 3.74E-05
0.42152121 2.44E-05
0.39547429 3.14E-11
0.40349057 1.80E-07
0.43905423 0.00021968
0.42013671 1.93E-05
0.46262905 0.00134091
0.40894319 1.49E-06
0.4105703 2.40E-06

0.39599306 1.25E-10
0.41479349 6.81E-06
0.41054123 2.38E-06
0.41699299 1.08E-05
0.40507188 3.70E-07
0.39930969 1.19E-08
0.40159245 6.36E-08
0.42468161 3.99E-05



0.40413351 2.45E-07
0.40742829 9.07E-07
0.40017733 2.42E-08
0.44900264 0.00052262
0.39893167 8.45E-09
0.4099805 2.03E-06
0.3961349 1.72E-10

0.40904436 1.54E-06
0.39467147 9.46E-13
0.40193337 7.81E-08
0.40354237 1.85E-07
0.40552593 4.46E-07
0.40718947 8.35E-07
0.41789353 1.29E-05
0.39546695 3.07E-11
0.41924691 1.65E-05
0.41127586 2.91E-06
0.39922802 1.11E-08
0.41453575 6.44E-06
0.39979614 1.80E-08
0.41324843 4.78E-06
0.39504362 6.59E-12
0.42919973 7.38E-05
0.40264966 1.17E-07
0.43105463 9.27E-05
0.40937278 1.70E-06
0.42493516 4.14E-05
0.43266062 0.00011191
0.42209795 2.68E-05
0.41362319 5.23E-06
0.39716281 1.06E-09
0.42199012 2.64E-05
0.40405338 2.36E-07
0.40210422 8.63E-08
0.39874194 7.04E-09
0.44671324 0.00043505
0.40839968 1.25E-06
0.4669733 0.00173433
0.4114332 3.03E-06

0.39457762 4.96E-13
0.40468432 3.13E-07
0.39878318 7.33E-09
0.39657554 4.09E-10
0.42967814 7.83E-05
0.39676785 5.71E-10
0.40801837 1.11E-06
0.39551626 3.57E-11
0.41280859 4.30E-06



0.43723596 0.00018335
0.4013105 5.33E-08

0.41193346 3.45E-06
0.4105884 2.41E-06

0.39555216 3.97E-11
0.41719216 1.12E-05
0.40441156 2.78E-07
0.42139297 2.39E-05
0.42856434 6.80E-05
0.41552821 7.99E-06
0.39864889 6.41E-09
0.40946262 1.74E-06
0.40561923 4.63E-07
0.39749155 1.68E-09
0.40475015 3.23E-07
0.40108418 4.60E-08
0.4184778 1.43E-05
0.4532779 0.0007205

0.39618667 1.92E-10
0.46258955 0.00133767
0.41474015 6.74E-06
0.41026505 2.20E-06
0.3972275 1.17E-09

0.39809043 3.53E-09
0.40559716 4.59E-07
0.4282593 6.54E-05

0.41235875 3.85E-06
0.43333658 0.00012084
0.40007144 2.24E-08
0.40338011 1.71E-07
0.40869409 1.38E-06
0.40347416 1.79E-07
0.40308017 1.47E-07
0.4079458 1.08E-06

0.40999251 2.04E-06
0.40004161 2.18E-08
0.39588311 9.62E-11
0.42172049 2.52E-05
0.41881603 1.53E-05
0.39802335 3.26E-09
0.39802335 3.26E-09
0.41248068 3.97E-06
0.40602242 5.43E-07
0.44717714 0.00045184
0.41308769 4.60E-06
0.40652786 6.57E-07
0.4013071 5.32E-08

0.39872509 6.92E-09



0.41326933 4.81E-06
0.42962067 7.78E-05
0.40117582 4.89E-08
0.42470092 4.00E-05
0.40627563 5.98E-07
0.40585903 5.09E-07
0.39492973 3.94E-12
0.40975004 1.90E-06
0.41218103 3.68E-06
0.40122359 5.04E-08
0.41765347 1.23E-05
0.40677431 7.20E-07
0.41053021 2.37E-06
0.39873929 7.02E-09
0.40108659 4.61E-08
0.41222088 3.72E-06
0.40918783 1.60E-06
0.40807753 1.13E-06
0.40887962 1.46E-06
0.39855858 5.85E-09
0.42588766 4.74E-05
0.41138351 2.99E-06
0.39778464 2.45E-09
0.42048435 2.05E-05
0.40730687 8.70E-07
0.41661521 1.00E-05
0.39723024 1.17E-09
0.39958286 1.51E-08
0.43165971 9.96E-05
0.42776099 6.12E-05
0.39505156 6.82E-12
0.40656242 6.66E-07
0.41900323 1.58E-05
0.41703134 1.09E-05
0.42784028 6.19E-05
0.40417064 2.49E-07
0.40693141 7.62E-07
0.42062901 2.10E-05
0.42200288 2.64E-05
0.40315029 1.52E-07
0.40278214 1.26E-07
0.41104238 2.73E-06
0.46054691 0.00117765
0.39450053 2.71E-13
0.41624356 9.28E-06
0.40413751 2.45E-07
0.39762424 2.00E-09
0.46107413 0.00121753



0.41272766 4.22E-06
0.40738027 8.92E-07
0.40178476 7.15E-08
0.39717583 1.08E-09
0.40395876 2.26E-07
0.41307745 4.59E-06
0.39476109 1.63E-12
0.41924753 1.65E-05
0.40331214 1.65E-07
0.39787563 2.74E-09
0.41050626 2.36E-06
0.41482692 6.87E-06
0.41168916 3.24E-06
0.41240206 3.89E-06
0.40253665 1.10E-07
0.39872594 6.93E-09
0.41008112 2.09E-06
0.40634303 6.13E-07
0.4109063 2.63E-06

0.41533868 7.67E-06
0.42057397 2.08E-05
0.41286949 4.37E-06
0.39662814 4.49E-10
0.39846711 5.32E-09
0.39757556 1.88E-09
0.41315047 4.67E-06
0.39845871 5.28E-09
0.41753186 1.20E-05
0.39455761 4.27E-13
0.40578019 4.94E-07
0.3956655 5.48E-11
0.4099999 2.04E-06

0.40237896 1.01E-07
0.41249685 3.98E-06
0.40363291 1.93E-07
0.41218784 3.69E-06
0.39840149 4.97E-09
0.43538869 0.00015128
0.40754915 9.46E-07
0.40382439 2.12E-07
0.40707101 8.00E-07
0.40854561 1.31E-06
0.43983831 0.00023691
0.48051995 0.00350515
0.40019328 2.45E-08
0.40019328 2.45E-08
0.40019328 2.45E-08
0.40379649 2.09E-07



0.39513617 9.65E-12
0.39496619 4.67E-12
0.41834391 1.40E-05
0.41143132 3.03E-06
0.40186751 7.51E-08
0.4126796 4.17E-06

0.39656316 4.00E-10
0.43502803 0.00014555
0.3960257 1.35E-10

0.40487277 3.40E-07
0.39984004 1.86E-08
0.40811891 1.14E-06
0.4328764 0.00011471

0.40716048 8.26E-07
0.43946886 0.00022867
0.42338573 3.28E-05
0.40738514 8.94E-07
0.44835444 0.00049661
0.40816971 1.16E-06
0.3940228 5.06E-17

0.41372288 5.35E-06
0.43732939 0.0001851
0.40302911 1.43E-07
0.4021929 9.08E-08

0.40056295 3.22E-08
0.41203691 3.55E-06
0.40356887 1.87E-07
0.4055885 4.58E-07

0.42410656 3.66E-05
0.43260454 0.00011119
0.39825113 4.22E-09
0.40111621 4.70E-08
0.42432588 3.78E-05
0.42380982 3.50E-05
0.42296459 3.08E-05
0.40444827 2.82E-07
0.40196933 7.98E-08
0.40724179 8.50E-07
0.43859155 0.00020996
0.43525111 0.00014908
0.41040319 2.29E-06
0.40813198 1.15E-06
0.4600084 0.00113793

0.43494926 0.00014432
0.40582339 5.02E-07
0.39973987 1.72E-08
0.41206662 3.57E-06
0.43045595 8.62E-05



0.39970142 1.67E-08
0.39545748 2.98E-11
0.39633383 2.59E-10
0.41608101 8.97E-06
0.40802123 1.11E-06
0.46555804 0.00159796
0.4463621 0.00042266

0.41675072 1.03E-05
0.40427241 2.61E-07
0.41421345 5.99E-06
0.40400309 2.31E-07
0.41472277 6.71E-06
0.40316567 1.53E-07
0.4017002 6.80E-08

0.44499804 0.00037701
0.39701469 8.50E-10
0.39434522 5.96E-14
0.39913749 1.02E-08
0.39462407 6.90E-13
0.39768971 2.18E-09
0.40415414 2.47E-07
0.40944459 1.73E-06
0.40048729 3.05E-08
0.39474758 1.51E-12
0.42885684 7.06E-05
0.42332682 3.25E-05
0.41369099 5.31E-06
0.41177349 3.32E-06
0.41270245 4.19E-06
0.39398708 5.38E-18
0.43435047 0.00013523
0.39669634 5.06E-10
0.41114145 2.81E-06
0.40578182 4.94E-07
0.41319374 4.72E-06
0.40144809 5.82E-08
0.40434392 2.70E-07
0.39713888 1.03E-09
0.43290671 0.0001151
0.39743231 1.55E-09
0.40011191 2.31E-08
0.40797444 1.09E-06
0.40313551 1.51E-07
0.40645831 6.41E-07
0.47073044 0.00213754
0.40497211 3.55E-07
0.41137661 2.99E-06
0.40670428 7.01E-07



0.40206977 8.46E-08
0.40132322 5.37E-08
0.40885229 1.45E-06
0.40636141 6.18E-07
0.43317536 0.00011866
0.40249096 1.07E-07
0.40345855 1.78E-07
0.43071427 8.90E-05
0.40081389 3.84E-08
0.40373438 2.03E-07
0.39900902 9.09E-09
0.39900902 9.09E-09
0.4034445 1.76E-07

0.41008793 2.09E-06
0.43057224 8.75E-05
0.39637857 2.83E-10
0.4169684 1.07E-05

0.39728778 1.27E-09
0.40133751 5.42E-08
0.39569599 5.95E-11
0.40642043 6.32E-07
0.40906875 1.55E-06
0.41409156 5.82E-06
0.39455141 4.07E-13
0.41690614 1.06E-05
0.39498316 5.05E-12
0.40472739 3.19E-07
0.40906769 1.55E-06
0.40485058 3.37E-07
0.40361621 1.92E-07
0.43917371 0.00022224
0.39735426 1.40E-09
0.39838273 4.87E-09
0.40517219 3.86E-07
0.39779248 2.48E-09
0.45220221 0.00066621
0.40116917 4.87E-08
0.41567492 8.24E-06
0.39420484 8.39E-15
0.41426944 6.06E-06
0.39775286 2.36E-09
0.40013815 2.35E-08
0.39989966 1.95E-08
0.41512349 7.32E-06
0.39622125 2.06E-10
0.40772199 1.00E-06
0.40322112 1.58E-07
0.41140982 3.01E-06



0.4113954 3.00E-06
0.39988315 1.93E-08
0.42079624 2.16E-05
0.40877813 1.41E-06
0.41447036 6.34E-06
0.40045419 2.98E-08
0.40795721 1.09E-06
0.40197068 7.99E-08
0.41755003 1.20E-05
0.40866597 1.37E-06

0.41653 9.83E-06
0.41288732 4.38E-06
0.40447846 2.86E-07
0.39955222 1.47E-08
0.41157395 3.15E-06

0.408212 1.18E-06
0.42789226 6.23E-05
0.40713066 8.18E-07
0.41097755 2.68E-06
0.41545869 7.87E-06
0.42863673 6.86E-05
0.39626223 2.24E-10
0.42076714 2.15E-05
0.42357054 3.38E-05
0.39582848 8.40E-11
0.41417118 5.93E-06
0.39497858 4.94E-12
0.40499874 3.59E-07
0.40378491 2.08E-07
0.40008093 2.25E-08
0.40484107 3.35E-07
0.40292278 1.35E-07
0.43261802 0.00011137
0.41029527 2.22E-06
0.41795488 1.30E-05
0.40813011 1.15E-06
0.39683687 6.40E-10
0.3989644 8.72E-09

0.40772092 1.00E-06
0.41480677 6.83E-06
0.39470858 1.19E-12
0.4116698 3.23E-06

0.40778016 1.02E-06
0.39625643 2.22E-10
0.39623346 2.11E-10
0.39577538 7.34E-11
0.42029695 1.99E-05
0.4366389 0.00017247



0.40233821 9.86E-08
0.4089986 1.51E-06

0.39438791 9.50E-14
0.39996166 2.05E-08
0.41192126 3.44E-06
0.40512759 3.79E-07
0.41235312 3.84E-06
0.41125301 2.89E-06
0.43296409 0.00011586
0.40203094 8.27E-08
0.3993427 1.23E-08

0.39701517 8.50E-10
0.39697356 7.97E-10
0.4215083 2.44E-05

0.39431648 4.24E-14
0.64132871 0.1680365
0.40443074 2.80E-07
0.40956359 1.80E-06
0.42718853 5.67E-05
0.40586411 5.10E-07
0.39517947 1.14E-11
0.39850268 5.52E-09
0.3958705 9.33E-11

0.40112428 4.72E-08
0.40896061 1.50E-06
0.41381134 5.46E-06
0.42555763 4.52E-05
0.40451764 2.91E-07
0.42684859 5.42E-05
0.40005468 2.21E-08
0.41156047 3.14E-06
0.40354401 1.85E-07
0.41156425 3.14E-06
0.41125378 2.89E-06
0.4218554 2.58E-05

0.40370156 2.00E-07
0.39628811 2.36E-10
0.42179605 2.55E-05
0.40112905 4.74E-08
0.40709328 8.07E-07
0.39885045 7.82E-09
0.40265268 1.17E-07
0.40820327 1.18E-06
0.41122522 2.87E-06
0.42628759 5.01E-05
0.40287449 1.32E-07
0.40266581 1.18E-07
0.39642992 3.12E-10



0.42993654 8.09E-05
0.42546885 4.47E-05
0.40677953 7.21E-07
0.40853019 1.31E-06
0.43905431 0.00021968
0.40557862 4.56E-07
0.41529787 7.60E-06
0.40820414 1.18E-06
0.41124276 2.88E-06
0.39736829 1.42E-09
0.40023039 2.52E-08
0.40775244 1.01E-06
0.4055133 4.44E-07

0.39766919 2.12E-09
0.40000433 2.12E-08
0.40181722 7.29E-08
0.4269029 5.46E-05

0.39551283 3.53E-11
0.4603573 0.00116355

0.39637597 2.81E-10
0.39567565 5.63E-11
0.39447889 2.25E-13



Row# Lab_6 Lab_7 C_0 C_1 C_2 E_3
13705 NM_033317 DMKN 178.7434 210.9864 176.9312 2012.182
26071 NM_138554 TLR4 31.3105 103.6996 20.15473 648.2288
11780 NM_031498 GNGT2 74.19009 6.781109 8.031839 456.3742
5496 NM_001562 IL18 123.9181 34.29539 9.372408 719.7193

22550 NM_016356 DCDC2 5290.139 2710.587 2516.285 51084.54
17783 NM_058238 WNT7B 92.33164 107.9047 79.02868 957.0942
6499 NM_004572 PKP2 227.3621 80.23448 58.51066 1378.899
2457 AF503509 C1orf32 223.5946 99.38883 87.24294 1494.038
7847 NM_013231 FLRT2 137.8869 94.65318 22.34545 972.4457
5765 NM_00100956LST-3TM12 341.0725 50.34855 30.75365 1325.933

19609 NM_005139 ANXA3 554.6734 461.6845 92.62246 3541.285
6093 NM_198520 C12orf63 43.07071 27.40511 19.31878 342.4964
6838 NM_031302 GLT8D2 226.6965 71.2719 36.42644 964.2579

12390 NM_024422 DSC2 161.9944 53.60347 38.68665 762.4399
26544 NM_006378 SEMA4D 165.8582 52.07077 21.55785 777.8341
2544 NM_000433 NCF2 82.50566 19.21323 15.79905 352.9451

18599 NM_024923 NUP210 615.7803 268.5266 86.08894 2190.567
15865 NM_004657 SDPR 85.67083 76.69257 66.5131 606.3889
20338 NM_004362 CLGN 221.8313 72.49815 80.57294 1091.6
22359 NM_020340 KIAA1244 246.1297 159.6698 50.10948 987.2021
12471 NM_005603 ATP8B1 492.3189 136.4767 200.7705 1843.026
8323 NM_0010804 CCDC88C 189.4254 94.4497 48.9286 747.0156

15407 NM_017488 ADD2 449.8494 103.6871 70.11871 1389.22
9052 NM_004573 PLCB2 273.391 42.00304 75.23314 859.4828

12212 NM_213602 SIGLEC15 947.5724 446.9433 413.4622 4149.432
2045 NM_001993 F3 453.493 272.4454 261.3547 2230.921

23153 --- --- 9.296453 3.806755 6.947192 37.78854
3072 NM_018649 H2AFY2 460.415 93.43996 55.27003 1393.695
190 NM_001785 CDA 725.0931 121.1737 80.65263 2266.563

10951 NM_005892 FMNL1 514.1873 147.6749 100.4165 1404.526
9338 NM_001717 BNC1 897.7299 98.97343 85.99482 2466.994

17461 NM_006486 FBLN1 292.9988 104.9837 86.14478 781.2465
27461 NM_007150 ZNF185 793.217 141.4305 132.6218 2264.74
3294 NM_016234 ACSL5 494.2137 86.95967 90.93027 1348.554

20061 NM_00101444OCIAD2 818.9402 138.0646 92.18362 2305.181
21432 NM_022140 EPB41L4A 143.0094 59.94556 26.30781 399.0546
2099 NM_024901 DENND2D 1272.436 372.0603 305.5583 3754.713

19472 NM_024677 NSUN7 349.351 48.06113 80.74989 993.8612
8401 NM_138420 AHNAK2 974.3422 510.4196 413.4561 4129.158

26638 NM_019114 EPB41L4B 112.5854 42.51563 45.43468 425.0888
8863 NM_207517 ADAMTSL3 116.3953 46.09885 23.64725 336.875

15259 NM_024572 GALNT14 435.276 79.5482 84.75169 1024.052
22112 NM_014936 ENPP4 109.3872 35.50958 24.9289 329.274
9370 NM_001150 ANPEP 3497.916 615.5645 322.809 8191.392

22024 NM_002754 MAPK13 350.0589 107.0025 120.4508 1070.165
8369 AK123840 C14orf65 214.8662 114.8695 60.79312 595.6277

25241 NM_003840 TNFRSF10D 695.5165 131.2185 123.557 1738.533



5253 NM_016938 EFEMP2 704.2654 416.3024 234.9477 1879.629
13867 NM_006663 PPP1R13L 766.8486 314.7835 205.3879 1862.072
10996 NM_016428 ABI3 360.3097 97.8787 112.2854 1067.696
22373 NM_003764 STX11 317.1621 197.187 51.60059 840.1946
9928 NM_016373 WWOX 275.7296 129.5062 31.00417 791.6884

22600 NM_003546 HIST1H4L 11466.31 1865.857 1971.084 25902.32
18698 NM_022842 CDCP1 1566.234 432.3044 249.7338 3884.584
14103 NM_005773 ZNF256 49.43843 55.90831 26.42525 206.306
6466 NM_005504 BCAT1 1665.677 510.9817 365.0079 3959.87

17313 NM_182527 CABP7 2464.021 575.7725 495.8409 5812.55
18433 NM_014373 GPR160 146.4863 112.3667 77.01335 543.7144
5373 NM_023930 KCTD14 831.1981 422.4828 123.9287 2097.779

11280 NM_002561 P2RX5 217.5395 86.74748 52.3393 629.1775
3543 NM_145313 RASGEF1A 1996.321 487.377 279.3282 4235.859

13217 NM_0010208 MYADM 1877.356 1241.098 274.7963 4229.23
22160 NM_001704 BAI3 51.64745 28.72488 25.80978 180.0299
9121 NM_016132 MYEF2 425.7972 198.3214 116.7617 1317.972

18201 NM_001627 ALCAM 2915.179 884.8353 320.1984 6995.793
4718 NM_020716 GRAMD1B 193.5608 65.65626 56.22918 542.4578

27955 NM_00107718HS6ST2 240.4447 109.2609 150.5722 752.484
19335 BC046475 MGC26356 41.77202 22.86241 17.94167 138.0236
21604 NM_015621 CCDC69 495.2066 107.6497 116.2448 1192.255
23638 NM_000602 SERPINE1 3172.094 750.7826 425.3571 6101.754
25033 NM_032899 FAM83A 437.123 108.0393 77.37119 898.1832
12955 NM_033520 C19orf33 1128.403 537.5606 395.9767 2804.334
19274 NM_021101 CLDN1 2332.393 1359.701 891.8746 6870.833
28231 NM_013230 CD24 9.534417 15.52563 13.67223 60.36951
23728 NM_001458 FLNC 1050.087 476.5565 310.4497 2723.348
23623 NM_002593 PCOLCE 396.0637 227.9709 207.6248 1037.088
13890 NM_018215 PNMAL1 79.43174 30.88437 72.60954 269.2867
5878 AK091315 FLJ33996 285.665 90.87008 44.05844 605.5449
4095 --- --- 1159.798 625.1002 643.1602 3126.083

11029 NM_005450 NOG 84.70415 58.57753 68.16801 280.6821
6309 AY358109 UNQ3104 660.9761 410.2287 117.9525 1590.402

27533 NM_000216 KAL1 93.0456 28.61237 39.83156 248.07
3755 NM_020992 PDLIM1 1040.418 491.928 500.9142 2339.481
3926 NM_006435 IFITM2 1981.241 887.6415 785.0582 4054.822

11872 NM_00109978ICAM2 766.2022 205.2506 299.9905 1748.928
22959 NM_030784 GPR63 300.1554 142.483 71.60165 695.5504
3609 NM_194298 SLC16A9 102.8512 46.58403 36.19701 250.0847

19738 NM_024582 FAT4 314.1939 88.32747 139.7439 624.5597
2133 NM_005725 TSPAN2 234.3373 86.81441 186.3421 583.0892

10341 NM_018110 DOK4 525.4114 206.9475 132.5075 1159.216
16362 NM_001250 CD40 182.7792 150.8855 61.68181 529.2466
10486 NM_020947 KIAA1609 482.7185 265.6722 240.4439 1243.848
8773 NM_002499 NEO1 535.5557 650.5378 293.5909 1603.815
1589 --- --- 119.4775 139.798 82.60493 439.2721
161 --- --- 119.4775 139.798 82.60493 439.2721



7198 NM_206808 CLYBL 181.1144 175.0287 98.33558 615.615
27572 NM_0010016 MAP3K15 57.65636 34.97678 31.83545 128.7712
25813 NM_022343 C9orf19 362.8997 313.3588 301.6456 1179.523
14017 NM_199132 ZNF468 192.4208 125.6421 72.36819 554.1555
5935 NM_152637 METTL7B 270.3056 155.7917 153.0938 678.4639
5380 NM_0010988 ODZ4 291.3214 222.544 90.53318 676.0435
6741 NM_0011097 PTPRB 142.8281 72.02116 77.61588 315.3203

18898 NM_016206 VGLL3 403.2105 128.0988 320.9705 1027.986
20761 NM_022350 ERAP2 681.7213 329.2771 163.8491 1411.685
3436 NM_152751 C10orf30 293.8105 103.8353 127.7831 570.058

13409 NM_032108 SEMA6B 442.6847 246.9513 110.6081 895.5191
23080 NM_145176 SLC2A12 104.3999 64.3625 66.46758 320.9844

328 NM_024009 GJB3 25.24201 55.28777 39.79482 143.6204
21383 BC035515 C5orf36 34.81297 21.18838 21.41503 79.69145
21285 NM_197941 ADAMTS6 344.456 114.2861 161.9198 807.918
16345 NM_0010482 DBNDD2 342.5058 180.7091 146.5415 682.6201
9263 NM_003612 SEMA7A 1057.653 906.319 281.6237 2859.112
1346 NM_002245 KCNK1 132.5251 82.40111 71.90121 381.0914

21382 ENST0000031KIAA0825 82.84708 32.95295 47.18037 175.7854
25030 NM_014943 ZHX2 480.7046 331.1002 416.7981 1414.527
13172 NM_001772 CD33 312.2097 172.4635 171.9048 707.6267
8164 NM_001202 BMP4 109.3193 46.08825 75.56413 264.8399
6763 NM_002583 PAWR 1162.361 519.2473 722.7551 2554.89

20184 NM_00103758SCD5 266.8371 371.1313 89.61378 803.1599
9262 NM_000781 CYP11A1 124.0155 87.84898 93.66341 366.0559
474 AY271826 ZYG11A 134.5212 80.08572 39.68493 281.2946

20706 NM_003719 PDE8B 40.14555 32.03392 28.88147 118.9061
26021 NM_015469 NIPSNAP3A 445.7779 300.7341 233.0473 982.4171
2309 NM_080388 S100A16 2665.734 1116.764 1028.515 5261.773
6695 NM_0011227 CENTG1 207.2271 93.76126 150.5117 458.3961

25401 XM_00112737LOC728774 5.124961 10.44302 8.487997 26.85879
11117 --- --- 15.44671 7.948263 7.458673 29.67771
3419 NM_006257 PRKCQ 67.54182 46.95618 56.53485 168.8776
4701 NM_174926 TMEM136 214.1216 165.2371 163.4393 495.0469
1323 --- --- 64.037 54.86267 40.23876 166.078

18871 NM_032682 FOXP1 523.3876 275.9518 211.9309 1012.291
19148 --- --- 1.636829 1.494535 1.779045 5.163035
6311 NM_032680 EFCAB4B 259.3822 197.8369 80.80795 569.2654
6008 NM_0010316 MSRB3 1432.705 758.2354 840.0311 2909.034

12646 NM_025061 LRRC8E 200.4949 127.5179 90.28674 452.0845
12372 NM_173505 ANKRD29 130.7573 97.4622 124.793 323.5385
1274 NM_017898 MOSC2 228.0292 120.7293 135.3259 505.0365

17900 NM_152653 UBE2E2 419.3845 385.0291 155.7634 853.5764
19039 NM_032638 GATA2 518.3176 276.9954 244.1882 955.5712
5359 NM_030792 GDPD5 243.5469 257.7139 80.13223 564.7406
8226 NM_004926 ZFP36L1 2319.311 1578.271 1541.401 5301.899

10690 NM_148886 SMCR7 390.7685 385.5189 277.1662 865.1238
8404 NM_013345 GPR132 97.50964 65.39368 68.5333 228.9152



18435 --- --- 55.70912 70.49184 60.1643 190.6733
11005 NM_153229 TMEM92 208.4132 128.0698 115.4136 383.3209
1032 NM_002585 PBX1 537.4523 281.9244 539.6588 1199.538
9868 NM_017803 DUS2L 784.9105 472.7251 479.6522 1699.146
5524 NM_198275 MPZL3 449.9055 345.6873 321.248 1113.88
6728 NM_021150 GRIP1 102.5229 78.17088 62.94275 262.6083

17850 NM_153480 IL17RE 116.9132 79.63056 79.43976 238.7902
26145 NM_013355 PKN3 434.132 234.9636 221.4977 744.0429
12166 NM_198129 LAMA3 218.6964 134.9784 142.3217 449.0634
3749 NM_145246 C10orf4 252.9912 151.8697 129.9366 547.2202
7344 NM_144974 CCDC122 231.5643 168.6307 163.0936 540.7785
9004 NM_003257 TJP1 1984.178 1058.254 1359.435 4132.359

26138 NM_021109 TMSB4X 2191.316 1988.918 1447.648 4650.836
8322 NM_0010804 CCDC88C 105.8116 99.16005 83.8609 246.3789

27298 NM_182607 VSIG1 44.54458 48.67184 46.27275 125.7953
4431 NM_014578 RHOD 415.1527 442.014 228.1515 909.7247

20395 NM_016205 PDGFC 822.8124 456.275 588.3904 1838.631
14610 NM_012455 PSD4 136.8884 96.97913 105.9726 320.1825
20226 NM_005723 TSPAN5 888.6722 474.8933 660.728 1892.992
3690 NM_00101479KCNMA1 1231.846 549.9161 1026.273 2196.356

21035 NM_015238 WWC1 475.7845 456.7661 455.5396 1399.438
25909 NM_001490 GCNT1 255.2782 277.6006 174.2298 605.6056
10540 NM_021947 SRR 410.7821 410.3888 249.5711 979.3152
18708 NM_024512 LRRC2 53.72583 30.52198 32.89278 99.1232
20747 NM_032119 GPR98 48.28895 37.18829 32.56592 117.3705

853 NM_144618 MGC29891 346.754 197.2176 270.9309 763.5186
14638 NM_183240 TMEM37 190.2964 116.2961 134.5048 376.0451
3007 BC006456 FAM21C 1111.993 644.5303 663.4145 2293.346

24504 --- --- 62.39405 59.19009 53.66505 130.5951
9123 NM_000138 FBN1 903.2095 579.7433 570.8019 1579.393

16758 NM_021109 TMSB4X 2410.798 2141.844 1565.528 4730.757
26367 NM_020702 KIAA1161 134.6592 216.631 143.6598 408.1149
4789 NM_021805 SIGIRR 298.5767 185.525 151.2167 515.5328

23019 XR_019231 LOC442249 56.48908 34.74156 44.25056 113.1756
18570 NM_000916 OXTR 175.6058 126.4799 155.3416 420.3195
9934 NM_198390 CMIP 1588.283 834.9589 916.8397 2676.051
2873 NM_00100229GATA3 177.94 100.0055 112.9916 313.9411

25532 NM_005655 KLF10 1276.997 1052.723 934.5268 2391.635
8676 NM_014548 TMOD2 492.4373 347.7926 419.1446 998.0985
1347 NM_173508 SLC35F3 332.5784 269.2948 262.9185 685.5023
8368 BC031990 C14orf65 332.8009 317.22 244.8728 694.7844

27828 NM_0010129 BEX5 103.8705 91.03686 77.61279 219.4308
17614 BC016465 TTC28 361.3549 520.4178 340.6047 975.3342
9753 --- --- 112.4565 85.92605 87.79822 226.133

26150 NM_0011008 PHYHD1 247.0674 234.6522 179.4387 442.8689
314 NM_020888 KIAA1522 472.9048 383.0712 369.6036 960.4098

26045 NM_003358 UGCG 2727.925 2408.066 2022.791 5450.876
5606 --- --- 53.32193 41.93333 36.38702 109.4875



25908 NM_006200 PCSK5 80.52785 72.84964 62.61497 188.7555
26919 NM_021109 TMSB4X 3373.271 3334.33 2216.294 6577.738
18216 NM_153268 PLCXD2 109.6214 61.28599 86.27991 198.1473
8925 NM_021005 NR2F2 1483.949 1356.595 1448.287 3347.77

17687 NM_003312 TST 286.3266 248.8235 178.7442 522.3696
11095 --- --- 119.5825 103.5057 118.5568 241.449
14674 ENST0000025LOC646836 570.7997 389.561 354.3304 951.3425
15673 ENST0000025LOC646836 570.7997 389.561 354.3304 951.3425
9933 NM_022041 GAN 816.3062 710.3491 664.9133 1641.839
1922 NM_002228 JUN 1402.346 1105.694 1109.114 2972.236

16414 NM_017495 RBM38 294.9551 361.7411 172.9316 623.3741
25549 NM_001568 EIF3E 1628.99 1237.239 1245.384 3147.871
6622 ENST0000032EIF4B 702.8741 740.3821 590.6924 1591.721

23968 AK027618 FLJ14712 128.2652 119.4602 107.4026 271.9308
24869 NM_0010776 LOC137886 570.8742 451.4024 496.5082 1248.637
9090 NM_014659 HISPPD2A 564.2341 442.0852 419.1306 1004.579

15414 NM_020459 PAIP2B 148.9016 167.2768 129.3716 348.3347
6840 NM_032148 SLC41A2 482.2488 450.993 407.8844 1046.879
3376 NM_005539 INPP5A 937.9526 618.3061 514.8668 1540.409
5544 NM_004205 USP2 106.1732 121.0394 114.3857 246.688
3370 NM_018461 PPP2R2D 870.1262 795.7568 619.7122 1697.707
3652 NM_000281 PCBD1 955.8677 607.3057 725.4006 1656.133
5217 NM_014067 MACROD1 234.0796 218.3063 198.2031 398.7743
8677 NM_014547 TMOD3 2323.178 1485.784 1740.618 4300.723
4799 NM_021008 DEAF1 927.9091 828.2938 710.2593 1671.123

13280 NM_021216 ZNF71 163.178 113.2461 109.5833 269.7131
13599 NM_021187 CYP4F11 122.7685 76.86411 82.17666 184.2568
15551 NM_182911 TSGA10 59.87778 93.56837 72.11426 177.7546
7200 NM_007129 ZIC2 663.5522 547.6777 427.8024 1037.216

19045 ENST0000030RAB7A 141.7288 128.4781 140.3357 304.9594
8119 NM_004496 FOXA1 140.0278 120.1655 148.0705 313.1465

11736 NM_014798 PLEKHM1 464.6745 372.9058 353.0441 860.106
1462 NM_004421 DVL1 731.8539 653.1888 495.2035 1146.134
7753 NM_015549 PLEKHG3 466.3475 487.5122 373.2204 1046.679

20219 NM_183049 TMSL3 3602.472 3695.248 2356.103 6654.132
27925 --- --- 140.2788 108.9923 138.823 245.3304
18511 --- --- 2504.235 1659.298 2195.187 3850.761
11717 BC030200 MGC34829 347.7654 299.1076 197.9096 523.3768
2248 --- --- 252.0083 213.5052 192.0757 482.0029

10430 NM_032821 HYDIN 87.77642 61.96417 70.09643 153.3103
11737 NR_002940 LRRC37A4 1898.074 1133.626 1384.825 3243.281
11313 NM_031220 PITPNM3 168.7469 127.6107 142.7089 275.6915
9950 BC033821 C16orf44 802.7781 916.2869 719.1237 1600.313

10971 NM_00100660LRRC37A2 2017.684 1203.354 1481.919 3449.983
8715 NM_032857 LACTB 902.6671 836.7136 816.5333 1955.087

11896 --- --- 632.36 372.803 501.2905 1094.138
2947 NM_005204 MAP3K8 142.7182 127.0189 111.953 295.7751

23814 NM_153345 TMEM139 113.3933 100.9814 94.35316 203.7276



27227 NM_006729 DIAPH2 430.006 570.2807 386.0623 969.2722
1726 --- --- 64.99323 60.38261 68.77142 122.107

21725 NM_203293 TRIM7 101.9461 62.3713 69.23656 157.8588
8059 NM_080545 AP1G2 436.1081 429.9966 366.5614 769.317

12452 NM_145020 CCDC11 74.42573 68.30749 55.0086 120.6814
25620 NM_031466 NIBP 651.4973 622.1884 496.0522 1038.13
15850 NM_006287 TFPI 1309.866 1106.916 1222.674 2399.03
20038 NM_006095 ATP8A1 83.11829 71.15063 59.09317 124.3879
25451 NM_024699 ZFAND1 948.5194 895.0616 703.1638 1535.325
23528 NM_020879 CCDC146 89.04792 116.8477 90.45728 200.7339
6000 NM_020762 SRGAP1 1525.296 1244.195 1143.458 2534.041

10429 NM_032821 HYDIN 32.93674 29.87982 34.00326 65.11902
23969 ENST0000032FLJ14712 158.1425 156.028 118.4047 265.8461
8332 NM_004993 ATXN3 400.8554 470.299 384.9556 853.6442

23371 NM_021130 PPIA 2416.826 1741.374 1636.334 4062.854
5174 NM_001620 AHNAK 3818.537 3046.1 2654.652 6506.045

20523 NM_007118 TRIO 1967.94 1716.63 1553.082 3436.24
3911 NM_006659 TUBGCP2 893.6332 723.5889 643.003 1409.676
3101 NM_014000 VCL 2728.864 1803.361 1788.991 4240.794

27739 NM_002547 OPHN1 532.5819 420.2971 466.4713 993.7243
152 NM_018090 NECAP2 1961.801 1431.945 1672.07 3048.879

10365 NM_181521 CMTM4 604.0947 632.829 580.2301 1062.016
5480 NM_020809 ARHGAP20 65.28131 74.53984 53.76811 134.1076
1900 NM_145716 SSBP3 1355.6 1124.273 799.4314 2060.464

10495 NM_022764 MTHFSD 270.2282 248.627 262.8038 529.5345
10507 D87071 FAM38A 1703.805 1499.077 1365.146 2499.556
12177 NM_005640 TAF4B 497.4368 463.976 356.984 862.0624
20681 NM_138782 FCHO2 511.3348 397.9743 403.2548 850.7891
15106 ENST0000030LRRFIP1 181.9214 177.9895 124.5537 306.8292
7612 NM_025081 KIAA1305 97.68124 85.4496 90.24403 150.81
1736 NM_033504 TMEM54 1271.453 1310.042 873.2234 1946.283
3504 NM_018109 PAPD1 580.8491 391.3064 421.1819 910.4969
3397 NM_015155 LARP5 1654.985 1060.335 1163.335 2513.082
2100 NM_002557 OVGP1 88.4118 87.50644 93.99499 159.1563

25587 NM_032026 TATDN1 290.5766 257.9385 212.0491 522.0059
13108 AB209573 PSCD2 238.447 202.7154 177.6285 378.7772
19705 --- --- 198.1764 165.0922 142.4233 343.1689
3386 NM_000773 CYP2E1 149.9126 157.2431 177.5134 290.4004
543 NM_00103664HHLA3 365.6198 309.2937 417.6408 709.724

18528 NM_020386 HRASLS 148.6992 118.9233 146.1696 253.0428
1688 NM_006990 WASF2 1966.55 1832.263 1504.48 2958.572
9692 NM_152652 ZNF553 114.2617 87.97395 86.61288 190.9604
8292 NM_004863 SPTLC2 708.2508 737.4948 613.4335 1346.363
1883  XR_039720 LOC729236 365.4654 300.2301 459.3975 668.0213
9974 --- --- 194.2558 161.0606 165.5498 366.3058

27777 --- --- 3240.808 2463.624 2726.423 4584.33
20907 NM_00100718LOC492311 119.0454 118.5306 89.36758 216.348
25365 NM_002655 PLAG1 663.2657 487.3584 459.9308 914.264



10852 NM_006148 LASP1 3670.697 2424.196 3070.98 5747.716
2955 NM_181698 CCNY 1852.893 1377.207 1385.943 2766.954

12891 NM_001037 SCN1B 451.8218 500.3297 444.9132 810.1568
10498 NM_015144 ZCCHC14 711.2131 507.9748 618.9937 1138.159
20643 NM_020726 NLN 633.4868 668.1707 529.0204 1214.66
4704 NM_014619 GRIK4 139.3537 141.0003 122.397 235.0055

25187 NM_031439 SOX7 203.0105 147.9437 142.7155 307.2398
24974 NM_017890 VPS13B 1050.578 808.4785 730.8777 1660.464
5266 NM_001532 SLC29A2 154.3621 169.4693 179.4982 318.6722

13950 NM_015953 NOSIP 1131.592 854.4171 1014.464 1747.553
3946 NM_012305 AP2A2 1156.615 954.0983 930.0986 1716.924

27098 NM_018969 GPR173 90.67119 68.09329 68.10364 134.0839
17691 NM_031910 C1QTNF6 347.2348 315.7176 276.2167 537.563
4069 NM_000480 AMPD3 148.9547 152.2394 147.6548 265.3462
9761 NM_153261 TMEM188 759.2679 568.3237 588.5987 1147.03

10955 BC045575 MGC57346 1247.668 1471.651 943.0939 2135.806
3611 NM_005436 CCDC6 2473.74 1835.779 1972.688 3993.607

26712 AF251293 C9orf45 205.2198 156.1079 161.1232 332.9041
6814 --- --- 21.19857 14.80767 15.47404 28.34273
1345 NM_032435 KIAA1804 187.8105 159.8082 162.8567 332.0421
7803 NM_025057 C14orf45 58.15604 65.44178 53.64306 99.17375

14742 BC068242 LOC728773 746.7416 612.8842 654.4067 1113.93
26594 NM_000380 XPA 419.558 342.8523 333.8836 738.42
14230 NM_000221 KHK 101.1519 137.3706 109.5449 217.2551
10669 NR_002744 SNORD49A 272.4276 195.1806 239.2402 391.1934
11703 NM_005374 MPP2 158.8171 155.2913 129.64 271.0193
1372 --- --- 235.8503 152.7459 211.4813 342.3875
5736 XR_019643 RPS6P1 900.5562 749.1384 1055.153 1493.073

11153 NM_013260 SAP30BP 760.6614 547.3823 531.6746 1052.615
14955 NR_002590 SNORA41 50.16248 47.58403 40.58368 79.65987
8778 NM_033240 PML 772.9467 620.2568 608.1147 1087.887
9037 NM_080650 ATPBD4 447.0153 345.2585 399.595 713.0037

23543 --- --- 1295.502 1041.245 1399.348 2237.469
4480 NM_033388 ATG16L2 211.1328 188.4222 150.1778 327.6786
1656 BC063891 C1orf201 784.2711 627.8914 744.892 1199.011
153 ENST0000035LOC10013361 95.8983 114.0128 110.5233 180.8098

1598 ENST0000035LOC10013361 95.8983 114.0128 110.5233 180.8098
3985 NM_0010051 OR52K1 32.10005 30.08168 28.6493 54.75852
8043 NM_022478 CDH24 329.8472 348.1776 284.1935 593.1381

25680 NM_021061 ZNF250 234.6217 202.7315 154.9092 343.0707
7481 NM_033132 ZIC5 399.1045 377.7025 320.3885 614.1246
1720 NM_012392 PEF1 1186.227 1066.028 1075.838 1881.843
6161 NM_033121 ANKRD13A 1253.275 1127.636 983.0323 2148.861

15419 NM_015470 RAB11FIP5 438.1478 440.0684 366.3349 623.9694
9951 NM_005153 USP10 3243.021 2531.036 3003.906 5058.633

25622 NM_153831 PTK2 2344.46 2098.936 1672.991 3806.879
259 NM_00101364LOC388610 748.5626 648.5183 585.1047 1139.808

19135 NM_005067 SIAH2 854.5503 736.4983 776.5527 1266.333



10306 NM_005880 DNAJA2 1364.502 983.8801 1040.538 2124.91
11975 NM_004762 PSCD1 1159.619 889.9915 864.9273 1668.479
6426 NM_015987 HEBP1 1599.645 1441.841 1301.419 2482.287
6524 --- --- 72.4695 97.21812 92.22309 155.9194

14865 NM_207482 FLJ44048 30.17937 24.61 36.60549 54.5061
21129 ENST0000034LOC25845 613.0686 520.0202 462.4827 845.5328
11208 NM_004712 HGS 1171.575 951.2391 937.7778 1545.943
23730 NM_002200 IRF5 75.13788 81.59922 66.29327 127.1824
21427 ENST0000034XIRP1  // FLJ4 69.56583 46.97715 55.51219 104.027
11121 NM_018714 COG1 1259.563 928.1851 1086.029 1859.148
10938 NM_002087 GRN 3161.195 3111.026 2438.57 4514.066
5631 NM_178037 ERC1 1610.815 1398.847 1106.515 2469.886

22164 NM_00104430SMAP1 1181.283 953.0039 1075.66 2013.883
6828 --- --- 146.7468 152.0137 183.0564 253.7651

24666 NM_012331 MSRA 227.5439 195.8542 191.8475 359.6223
14320 NM_138448 ACYP2 126.9374 122.0288 122.4913 227.1932
20197 NM_138980 MAPK10 68.16974 59.62029 55.10784 113.8329
24997 NM_003506 FZD6 1908.787 1945.557 1516.408 3049.216
17350 NM_0010985 RFPL3 47.06071 38.95586 42.36097 70.89693
3544 NM_004966 HNRNPF 2753.573 2194.366 2227.24 4299.088
6756 NM_139207 NAP1L1 3130.099 2467.894 2762.038 4613.338

17329 NM_030758 OSBP2 198.2736 140.1199 189.679 295.8519
8623 ENST0000030STARD9 163.1584 129.7484 121.2203 233.0421
8641 NM_003758 EIF3J 1573.145 1206.368 1553.35 2491.537

14262 --- --- 13.58692 13.65514 16.86559 27.23474
18567 --- --- 78.78369 79.174 76.58035 136.5956
26529 NM_015239 AGTPBP1 574.0406 650.2852 499.4921 972.6403
21484 NM_015146 8-Sep 1504.52 1227.179 1167.165 2214.595
19113 NM_173653 SLC9A9 150.8297 120.6835 123.2571 236.7516
9276 NM_002833 PTPN9 974.8022 746.1951 771.3989 1261.98

25930 NM_0010015 C9orf103 295.209 316.4774 283.0046 443.8069
10427 NM_032821 HYDIN 46.34548 49.78559 47.50481 85.10906
4052 NM_000990 RPL27A 966.9669 1021.854 760.5475 1491.49
5141 NM_145016 GLYATL2 56.2268 70.63015 68.37733 102.7573
9206 --- --- 19.90448 17.0926 19.95158 29.10585

20456 --- --- 43.98148 39.39349 42.11583 67.73605
11283 NM_032294 CAMKK1 132.2301 121.4134 117.0717 199.1031
8759 NM_017691 LRRC49 316.1842 315.1859 306.5925 490.515

13690 NM_032816 CCDC123 447.9823 385.7134 359.8677 677.0331
4426 NM_024650 C11orf80 662.9811 679.7236 602.5128 976.1495

21885 NM_003447 ZNF165 68.1828 58.98339 63.5401 102.5722
9555 NM_024997 ATF7IP2 113.8248 109.4081 87.86611 175.9077

26358 NR_003667 SUGT1P 82.93104 66.6963 90.97176 128.5016
23031 NM_003309 TSPYL1 2087.598 1573.061 1638.209 2866.139
26097 NM_014397 NEK6 2206.426 1725.14 2032.577 3121.529
12952 --- --- 68.09291 70.35791 59.89471 107.6201
11090 NM_138363 CCDC45 596.23 552.3383 466.68 912.1949
23140 NM_00108958hCG_21078 1575.254 1515.027 1232.006 2205.621



27664 NM_006521 TFE3 1475.028 1208.059 1251.519 2028.891
28032 NM_031462 CD99L2 514.3206 598.0634 454.8007 798.0816
2132 NM_00110239RP5-1000E10 1051.882 1045.585 856.1388 1648.319

28121 --- --- 13.59058 11.00989 11.95254 18.63854
26983 XR_038856 LOC10013023 645.8442 480.5746 624.8611 1002.528
10975 NM_006310 NPEPPS 1879.95 2254.269 2225.215 3516.63

626 --- --- 7.767371 7.821685 7.157529 13.07689
8596 NM_014952 BAHD1 381.2709 338.297 327.1713 580.5833
8622 ENST0000033LOC645106 169.3728 161.3638 132.6299 264.5158

17650 NM_014323 PATZ1 799.1215 755.689 670.8545 1044.173
8187 NM_021136 RTN1 97.87254 80.31673 77.24769 146.3215

20054 NM_000087 CNGA1 115.4117 109.542 103.336 170.4566
5314 NM_012309 SHANK2 97.15586 88.86361 85.58747 130.2149
3195 NM_015188 TBC1D12 681.0122 634.6138 619.7191 1038.397

10234 --- --- 69.84515 60.86991 71.61582 101.6693
4077 NM_018222 PARVA 4847.521 4490.874 3705.198 6352.474
5577 NM_170601 SIAE 334.3057 319.5645 273.7395 533.2216

17022 NM_152265 BTF3L4 1302.422 1296.853 1425.547 2006.207
11948 NM_001988 EVPL 243.4051 229.9841 222.3598 355.26
20760 NM_001750 CAST 2428.417 1773.734 2101.567 3493.189
4936 NM_030962 SBF2 1641.09 1534.447 1552.297 2360.252
6090 NM_152435 AMDHD1 118.3331 107.4586 105.0754 188.1028

21161 NM_001369 DNAH5 58.4862 60.06614 70.38515 96.7795
5714 NM_016523 KLRF1 12.68555 11.39411 13.33082 20.76123
5033 NM_145803 TRAF6 796.1834 685.6912 686.0302 1177.383
5094 --- --- 77.14345 74.60799 84.38372 122.2825
8134 NM_00103000RPS29 1179.38 1072.14 1080.234 1765.012
5698 NM_016184 CLEC4A 60.48971 52.89766 48.81914 84.81252
5722 NM_005042 PRH2 35.00525 35.39662 42.57777 54.80445

17467 NM_017931 LL22NC03-5H 588.0154 532.0548 490.148 884.947
19877 --- --- 351.6956 282.2463 338.5774 534.6324
6626 NM_000889 ITGB7 124.4193 108.0231 109.6855 193.5563
5303 NM_004923 MTL5 89.96383 109.1283 101.6856 156.2365

10781 NM_198529 EFCAB5 31.35658 31.06007 35.90641 51.88226
25412 NM_014294 TRAM1 2953.906 2738.468 2236.092 3984.877
7057 BC125059 EEF1DP3 610.7056 494.2073 559.0518 778.6088

18781 --- --- 67.93297 51.62458 69.0615 95.32069
9190 NM_020821 VPS13C 1006.649 935.0807 894.2124 1533.385
465 NM_152265 BTF3L4 1774.487 1794.234 1932.201 2637.903

9002 NM_138704 NDNL2 423.4571 371.2868 342.8037 588.693
17191 NM_018943 TUBA8 468.4771 364.0301 360.3555 605.2507
11977 NM_025090 USP36 870.8157 782.4768 712.9371 1122.919
26987 --- --- 176.5872 135.062 158.7333 236.7901
1177 NM_020443 NAV1 2183.289 1838.89 1899.497 2826.154

10934 NM_177441 TMUB2 513.1124 398.7528 464.1425 655.0013
23358 NM_015052 HECW1 127.8412 100.3925 122.3067 179.8046
21093 NM_00108054LOC653314 1206.814 985.3983 1203.002 1656.777
21539 NM_004883 NRG2 238.2036 286.3525 242.4855 364.2162



8800 NM_153271 SNX33 596.0462 650.5062 559.3392 839.9064
6581 ENST0000032LOC121006 26.62394 22.38826 26.73216 35.65773

13601 NM_021235 EPS15L1 1385.055 1290.18 1071.229 1927.639
8893 NM_198526 ZNF710 461.1592 424.6947 388.4691 697.1454
3694 NM_007055 POLR3A 745.7463 597.2339 649.0073 1020.743

26050 BC105048 KIAA1958 347.8917 303.7346 367.6656 557.5108
17795 NM_014577 BRD1 495.5069 404.0344 400.5343 657.1473
10488 NM_017740 ZDHHC7 1778.998 1833.824 1676.387 2711.252
9510 NM_024339 THOC6 1942.027 1842.689 2056.606 2951.966

10407 NM_00103969CTF8 3337.624 2480.543 2855.156 4397.586
25788 NM_016525 UBAP1 1355.023 1174.763 1150.858 1899.824
17609 NM_00100869TFIP11 610.5558 588.5293 497.5602 894.4445
22867 NR_003660 GUSBL2 691.7161 563.0053 652.8738 891.528
14575 --- --- 1326.769 1328.325 1305.567 2030.034
9010 NM_017762 MTMR10 785.7257 683.9628 652.3162 1058.888
7093 --- --- 659.3939 539.8004 621.6115 938.1782

12727 NM_0010317 MGC3207 979.1957 828.4723 830.03 1228.585
15578  XR_042357 LOC402100 504.2472 474.4522 452.8849 735.6197
22272 NM_00103356LOC619208 332.553 331.4701 255.5256 460.6819
17531 --- --- 91.57099 86.21606 90.56438 139.6571
20949 NM_020768 KCTD16 89.23643 72.94685 92.07856 120.8463
24489 --- --- 702.6206 576.9367 750.1309 990.2556
5942 NM_201444 DGKA 913.0767 778.3348 729.8906 1177.828
8199 NM_030791 SGPP1 533.6915 531.1044 495.2492 757.7639
8201 NM_006977 ZBTB25 481.9536 520.843 417.7664 720.0113

15161 ENST0000038C2orf46 35.45349 31.65599 34.97824 52.80199
9721 BC021555 C16orf67 165.552 183.0353 175.2863 247.6254
7166 NM_019080 NDFIP2 851.93 744.7989 885.1672 1291.108

23185 NM_003730 RNASET2 274.2619 270.7971 266.1808 382.4162
14331 --- --- 3486.614 3269.469 3333.066 4782.198
7979 NM_0011009 PACS2 580.6967 498.0902 489.4868 739.5991

25815 NM_007096 CLTA 2140.399 1679.71 1747.097 2794.886
7754 NM_145165 CHURC1 541.7795 560.7554 575.7252 894.0094

25018 --- --- 25.75752 24.74962 29.99252 41.03659
311 NM_00104044ZBTB8 1032.448 986.5101 828.9745 1328.25

26373 NM_148179 C9orf23 375.6194 423.6054 356.6464 602.9623
19984 NM_001290 LDB2 96.97022 89.58423 94.06162 133.648
26273 NM_016282 AK3 1391.782 1536.809 1394.873 2118.466
3936 NM_174940 TMEM80 526.7917 510.9942 420.2792 692.8146

12095 NM_006471 MRCL3 2791.378 2751.702 2487.548 3748.254
1667 BC114443 C1orf215 138.0944 169.4629 147.7763 208.0114
8255 NM_00100574NUMB 1329.151 1135.742 1238.754 1863.295
9136 NM_203494 USP50 64.44737 63.81096 64.55941 87.96116
5642 NM_003324 TULP3 1510.886 1432.121 1617.011 2217.083
9853 NM_015432 PLEKHG4 210.8253 223.4203 229.9108 323.1434

22360 NM_014320 HEBP2 3149.633 2750.917 2468.691 4142.647
3634 --- --- 78.18414 67.40204 75.70058 106.8892

28201 BC041884 RFTN1 55.17106 62.49551 56.29943 76.5598



1578 NM_182623 FAM131C 166.132 157.1836 168.8254 228.0333
13051 NM_002856 PVRL2 1388.669 1333.241 1281.864 1753.26
22337 NM_001016 RPS12 1578.715 1299.675 1623.157 2163.483
11436 NM_00103999FAM83G 313.03 284.269 324.3352 478.0054
18597 NM_014869 IQSEC1 367.4972 349.4203 294.7349 459.1075
7598 NM_176783 PSME1 1438.596 1473.31 1509.799 1917.65
8191 NM_017420 SIX4 1078.081 947.8082 924.0121 1409.971
3872 NM_152644 FAM24B 217.9009 208.9742 190.0022 274.5872
7889 NM_012468 TCL6 94.25964 86.8194 85.195 126.6034

27988 --- --- 28.61647 24.64353 24.30009 36.15097
27131 NM_002444 MSN 5497.418 5342.96 5023.516 7189.041
12402 NM_003787 NOL4 75.09981 78.67749 75.19718 116.0148
25717 NM_020829 KIAA1432 484.839 507.1063 456.7036 669.2043
11576 AK289372 TBC1D3 2121.995 2376.31 2136.88 3296.863
13945 NM_003598 TEAD2 442.7414 436.0602 396.2079 611.7001
14589  CR590757 LOC645231 487.9941 472.9631 442.1384 689.2741
26985 --- --- 1960.746 2155.604 2177.523 3095.188
14169 XM_00172699LOC650157 27.93271 26.38562 28.29987 41.42883
10471 NM_004483 GCSH 1474.47 1310.094 1435.577 2118.202
3260 NM_024789 TMEM180 310.4726 257.9943 265.4531 386.8173
4808 NM_053005 HCCA2 143.5699 128.3732 150.8896 211.5639

12795 NM_018174 MAP1S 752.9399 659.082 640.1766 928.4308
589 NM_016009 SH3GLB1 1774.175 1881.424 1688.621 2642.402

7092 BC039586 KIAA1704 579.7351 515.2509 502.4573 815.2518
17134 AF426261 C21orf84 94.90748 82.63158 84.26221 124.0915
21558 NM_004483 GCSH 1934.889 1718.532 1830.245 2664.594
24911 NM_172037 RDH10 705.4805 611.8776 682.0493 1001.635
8215 NM_006370 VTI1B 1057.016 929.3225 1022.079 1509.213

12677 NM_00111130PDE4A 335.9631 284.215 330.2539 418.4318
1623 --- --- 241.9812 260.9085 272.719 351.708
2463 NM_004483 GCSH 1579.922 1417.999 1534.926 2256.38
8406 NM_177533 NUDT14 253.4829 249.6088 243.42 370.6711

22409 NM_000125 ESR1 67.97078 65.46072 65.29845 88.29763
4904 BC001071 KIAA0409 498.8674 451.9049 442.5747 652.7669
6044 --- --- 68.53374 77.59592 81.32262 103.843

12881 NM_00111409LSM14A 2510.491 2489.854 2660.012 3831.136
2940 NM_100264 WAC 3687.436 3145.682 3122.237 4776.079

24485 --- --- 416.2073 401.484 390.0451 557.4625
25873 NM_001170 AQP7 79.64378 75.61053 93.50064 113.7246
15054 NM_00108039SP100 1091.057 1006.624 1063.866 1586.412
27966 --- --- 82.55012 71.74199 83.97229 114.9052

945 NM_199173 BGLAP 153.275 152.1831 134.1479 198.5568
7301 NM_014887 N4BP2L2 1215.445 1221.932 1040.84 1649.615
9907 NM_014761 KIAA0174 2873.949 2593.076 2623.261 4038.264

10366 NM_006141 DYNC1LI2 1559.961 1501.069 1407.413 2170.994
19377 BC066911 LOC93622 545.6329 517.6972 518.4916 685.3096
8407 NM_145685 BRF1 557.5598 506.6456 498.8344 769.946
340 NM_017825 ADPRHL2 515.35 483.4383 483.8371 679.3417



8700 NM_017610 RNF111 1105.708 1050.389 947.9116 1471.841
5149 --- --- 72.57117 78.44069 70.89038 110.0261

12165 --- --- 373.3285 368.0894 377.7003 486.992
6800 NM_018838 NDUFA12 2282.378 1934.517 2056.468 2807.411
3610 --- --- 146.3597 158.613 145.9427 191.9539

19253 --- --- 5609.45 5070.318 5144.81 6912.282
11223 NM_173620 HEXDC 178.3042 191.5287 183.3233 246.1998
7911 NM_003403 YY1 1645.694 1507.301 1550.327 2233.836
8038 NM_0010396 PRMT5 3981.964 3327.513 3847.977 5178.129

20315 NM_006320 PGRMC2 2840.06 3066.371 2838.846 3869.118
14498 --- --- 79.56542 85.67529 91.58029 112.3447
7730 NM_022495 C14orf135 2335.868 2125.15 2498.835 3263.631

22237 --- --- 50.82559 56.9389 51.96427 69.00832
4036 NM_004517 ILK 3008.626 2978.603 2789.504 4163.518
8909 NM_002005 FES 131.0138 128.852 109.9982 164.5499

11277 NM_080704 TRPV1 158.4241 180.5848 177.903 240.0926
279 NM_00104818PHACTR4 2492.018 2117.495 2475.242 3183.262

26340 NM_020641 C9orf11 33.22639 30.96786 32.52244 45.59709
25825 NM_024345 WDR32 1192.005 1119.707 1019.417 1413.324
4059 NM_006391 IPO7 5054.228 4278.599 4773.374 6445.632

27322 --- --- 286.883 268.4997 271.9752 345.9351
7782 NM_014982 PCNX 1591.347 1501.881 1332.795 2044.619
1162 NM_020204 LHX9 159.8012 136.7254 145.0545 189.0247

25934 XM_00171536LOC10012990 327.271 304.8167 289.9291 400.7632
929 NM_020897 HCN3 362.0834 339.3557 327.0101 453.3653

21614 NM_020167 NMUR2 60.04136 53.66252 62.95079 78.68522
17787 NM_207327 LOC150383 357.1819 352.102 366.1195 487.1572
26458 NM_001170 AQP7 90.52354 83.28851 97.60793 118.2872
25848 NM_001170 AQP7 92.13065 85.08007 99.95348 120.7828
13181 AY358799 LOC147650 256.2067 268.2897 253.7507 329.4367
22439 NM_002377 MAS1 18.02572 15.22925 17.96121 22.91746
1847 NM_021639 GPBP1L1 1939.773 1878.122 1950.192 2500.038

10388 NM_020850 RANBP10 721.4843 699.9881 633.6456 919.2221
7291 AB064667 OK/SW-CL.58 166.2942 170.0532 155.3481 220.4495

12320 BC010538 C18orf18 236.3345 248.0531 233.0669 297.2708
10956 ENST0000030C17orf69 84.69365 94.3668 88.32537 118.7213

86 NM_004565 PEX14 417.7216 420.5786 420.3513 549.0507
4188 NM_0010036 C11orf49 492.8791 524.2546 466.3573 607.7443

11720 NM_00100290GPATCH8 1048.253 913.492 988.6677 1271.042
3373 NM_030626 LRRC27 155.9979 151.7516 146.7878 187.833

16105 NM_198994 TGM6 226.2525 208.5339 210.9075 269.5584
5032 NM_014186 COMMD9 885.8997 758.2256 876.8824 1085.106
9462 NM_194259 UBE2I 1025.591 986.7114 1049.701 1304.293
3385 NR_002934 LOC619207 207.4027 209.5461 194.9962 257.7488
3931 NM_198075 LRRC56 102.9582 105.0683 97.81427 123.0757
1767 BX538212 C1orf149 990.7191 1015.135 966.9507 1303.382
2120 BC063894 DENND2C 428.4244 375.0045 411.1387 538.2381
6634 NM_005176 ATP5G2 2471.004 2546.942 2200.599 3027.677



26796 NM_017585 SLC2A6 238.7553 217.5117 227.1001 306.4255
25068 NM_032611 PTP4A3 249.6989 239.2189 251.6488 299.517
2900 NM_003473 STAM 1697.324 1704.625 1627.332 2075.591
3124 NM_0010993 FAM22A 217.1007 210.8037 209.0957 260.6078
5272 NM_031492 RBM4B 1100.523 1033.179 995.2657 1393.665

26311 NM_001010 RPS6 6743.626 6263.813 6365.649 8336.791
9775 NM_0010804 FTO 1500.763 1574.87 1392.405 1939.843

19200 NM_024947 PHC3 3075.104 2681.223 2847.729 3620.892
3125 NM_0010993 FAM22A 218.8537 219.7285 214.0641 263.6121
7424 --- --- 712.9163 710.3087 695.389 864.4642

25507 NM_000989 RPL30 8081.629 7462.565 7130.464 9413.955
229 NM_014313 TMEM50A 5487.77 5456.628 4944.855 6808.837

16463 NM_199360 TPD52L2 3631.469 3377.447 3553.193 4653.164
17462 NM_013236 ATXN10 4077.644 3930.836 3932.516 5248.559
22716 NM_015921 CUTA 2345.035 2357.707 2159.731 3067.896
10470 NM_152337 C16orf46 93.95081 91.79725 100.1714 116.546
4498 NM_001005 RPS3 10173.29 8751.813 9350.058 11681.4

19133 NM_014445 SERP1 3628.602 3311.868 3221.696 4342.606
10342 NM_033212 CCDC102A 409.9078 373.9012 394.3266 485.9526
18112 --- --- 166.2551 172.2575 160.9227 217.4308
7104 NM_021999 ITM2B 3741.829 3818.98 3526.227 4360.194
3127 BC022252 C10orf57 1232.001 1222.775 1255.021 1630.461

23664 --- --- 1525.757 1445.512 1409.645 1760.73
20622 NM_174889 NDUFAF2 634.2092 616.8016 627.5424 730.6999
24025 NM_018951 HOXA10 724.7619 802.5598 734.3537 895.9241
26143 NM_003127 SPTAN1 2274.874 2268.753 2237.43 2875.202

341 NM_018067 MAP7D1 1384.552 1367.178 1376.219 1701.497
3121 NM_0010993 FAM22A 227.5782 215.7304 210.9095 259.2545
1714 NM_0010206 PUM1 2913.342 2691.885 2867.284 3540.004
1317 NM_0010986 OBSCN 116.0123 122.7832 118.7545 147.003
1072 --- --- 147.323 137.4994 152.1086 187.4193

20285 NM_022569 NDST4 17.9515 18.39252 17.55035 21.36949
25951 NM_024077 SECISBP2 1366.647 1438.378 1444.344 1818.448
17308 NM_005243 EWSR1 1134.691 1128.637 1005.629 1353.839
7352 NM_003295 TPT1 5467.123 5416.852 5232.818 6722.574

26361 NM_015397 WDR40A 1855.538 1702.238 1796.08 2184.388
8063 BC002491 C14orf122 359.9073 341.9634 370.4286 437.7123
1812 NM_014947 FOXJ3 2700.437 2793.123 2685.164 3427.525

20719 NM_00111439PAPD4 2001.144 2054.508 1919.653 2509.39
19451 ENST0000030KIAA1239 165.5098 160.7035 159.5221 188.347
20035 NM_003924 PHOX2B 99.42654 99.55937 102.2075 120.2366
21938 NM_080870 DPCR1 78.03539 75.48478 76.44241 97.38257
18929 NM_000986 RPL24 5130.092 5276.554 5093.349 6055.055
12207 --- --- 34.46777 34.82251 31.9411 41.56926
4980 NM_006292 TSG101 2725.869 2574.436 2494.286 3174.624
3043 BC007866 MGC14425 481.0888 452.533 456.632 570.2298
8987 --- --- 16.98368 18.17868 18.11885 22.03927

20841 NM_133638 ADAMTS19 79.00469 74.37753 82.7595 95.01163



23662 --- --- 428.9213 456.7855 449.1563 555.3605
9325 NM_000661 RPL9 5675.187 5436.466 5374.536 6374.75

12696 NM_145295 ZNF627 504.0018 506.4755 510.7051 623.4794
9846 NM_018378 FBXL8 584.0969 581.9448 574.5314 670.4736
9317 NM_000661 RPL9 5509.931 5263.507 5222.658 6165.805
2922 --- --- 5930.193 5587.431 5491.79 6910.239

20028 --- --- 1135.565 1120.421 1124.534 1283.284
27587 NM_000661 RPL9 5590.653 5333.573 5232.632 6155.932
20023 NM_0010249 RPL9 5567.932 5269.197 5265.636 6121.78

125 NM_0010998 PRAMEF17 60.54005 66.12614 62.4281 74.18008
17403 NM_006116 MAP3K7IP1 278.6896 272.4362 268.2105 310.958

130 NM_201628 RP1-21O18.1 278.7027 299.9135 285.4515 335.3653
15072 NM_001631 ALPI 247.758 251.6647 241.3768 276.5882
21088 NM_017510 TMED9 2270.328 2278.81 2284.766 2534.036
9879 BC104819 FLJ12331 149.259 156.6652 153.9051 177.6454
4511 NM_138706 B3GNT6 1380.015 1398.919 1438.161 1590.548

14822 NM_133646 ZAK 825.4867 866.669 882.504 1002.424
4178 NM_018389 SLC35C1 708.9073 763.0854 714.6663 834.7698

17765 --- --- 484.286 477.615 461.5278 542.2073
14448 NM_020122 KCMF1 3179.746 3086.162 3115.38 3658.869
8342 NM_020414 DDX24 2707.676 2788.433 2644.772 3109.707

11919 NM_139018 CD300LF 150.9836 151.3117 158.7422 171.5828
18780 NM_145071 CISH 153.871 159.0305 157.1894 175.0087
20696 NM_014979 SV2C 68.61322 66.96039 68.10085 74.94817
10542 NM_000430 PAFAH1B1 2332.188 2429.64 2454.165 2702.018
16477 NM_004609 TCF15 776.0453 792.4559 789.3591 853.6555
1324 --- --- 6444.381 6442.92 6451.64 6853.64
2247 NM_021960 MCL1 4700.239 4743.219 4760.059 4995.11

17728 NM_020831 MKL1 624.6891 643.5261 641.9207 569.6197
24139 --- --- 349.1415 348.5336 331.9946 296.1927
19041 NM_002950 RPN1 5407.755 5574.862 5464.389 4717.809
26826 NM_018998 FBXW5 1411.528 1398.456 1421.993 1244.357
21743 NM_020135 WRNIP1 1709.696 1704.521 1752.929 1460.24
1670 NM_0010044 SLC30A2 465.9325 475.504 464.7664 418.9133

18796 --- --- 219.9178 225.9682 215.1716 190.8884
27747 NM_002565 P2RY4 117.9958 119.7368 116.2264 96.959
14831 NM_000523 HOXD13 443.2483 483.5795 452.2147 388.403
23621 NM_006076 HRBL 318.6135 322.192 328.2422 287.4001
26812 NM_052813 CARD9 631.5735 624.2474 611.6678 517.0665
17251 BC012159 IGL@ 264.3567 259.0578 266.3847 233.1635
16730 ENST0000032FLJ40606 145.2003 142.715 154.9214 120.9576
16962 NM_021075 NDUFV3 1416.699 1473.919 1425.724 1213.38
9561 NM_015226 CLEC16A 1453.035 1424.761 1489.729 1196.369
6072 uc001tcn.1 NUDT4 3081.065 3113.229 3064.517 2703.219

22586 NR_003504 GUSBL1 2615.629 2640.089 2507.841 2261.17
5248 NM_002419 MAP3K11 1411.476 1524.251 1491.746 1270.07

18655 NM_033403 DCLK3 146.063 144.6431 149.4931 118.7514
5958 NM_016584 IL23A 235.0915 231.0401 236.2688 183.6283



12477 NM_005570 LMAN1 4910.425 5162.728 4993.445 4245.71
21164 --- --- 74.34604 72.42393 73.49454 64.1426
15399 NM_014911 AAK1 2523.097 2427.078 2496.439 2093.454
12942 NM_032453 ZNF527 222.3561 209.1788 212.4287 180.0106
17628 NM_032204 ASCC2 2352.327 2459.721 2355.692 1966.126
11346 NM_021210 TRAPPC1 3000.002 3057.684 3135.162 2393.669
17443 NM_170694 SERHL 154.4243 150.8857 161.6989 129.3531
4489 NM_016147 PPME1 3066.229 3064.439 3039.091 2412.999
224 NM_013441 RCAN3 1140.759 1182.222 1167.102 987.913

16440 NM_001024 RPS21 2343.796 2465.438 2611.091 1978.032
13841 NM_198850 PHLDB3 310.3005 284.3891 285.8691 226.5686
15463 NM_006464 TGOLN2 3403.938 3514.782 3712.121 2697.269
7541 NM_0010047 OR4N5 64.25233 68.75204 63.91739 53.66999

16894 BC007928 C21orf119 331.8821 334.7444 314.745 273.3746
16459 NM_032527 ZGPAT 589.3123 620.3322 637.2889 505.4919
28265 BC131740 SMA4 3037.53 2918.597 2923.37 2428.16
9507 NM_152341 PAQR4 1792.724 1824.922 1761.713 1505.703
2357 NM_003145 SSR2 10053.19 9804.643 10824.06 7727.424

23506 BC100972 tcag7.1017 198.6727 211.8669 212.4429 167.2593
23509 BC100972 tcag7.1017 193.5146 205.9412 207.3002 163.2055
24203 BC100972 tcag7.1017 193.5146 205.9412 207.3002 163.2055
15944 NM_006055 LANCL1 1976.348 2083.539 2036.352 1582.569
20974 ENST0000026KIAA0194 1900.635 1906.422 1783.618 1457.202
14597 NM_153712 TTL 1795.243 1748.027 1616.245 1359.74
14116 NM_003969 UBE2M 1012.095 1029.021 1048.143 742.6374
18338 NM_031913 FAM62C 122.8085 110.2607 120.1885 91.85275
17428 NM_001098 ACO2 2170.152 2148.055 2163.435 1641.287
26682 NM_198186 ASTN2 254.4471 239.7711 267.6569 191.763
24210 NM_012453 TBL2 947.5687 952.5847 1000.26 744.525
21299 BC131740 SMA4 3180.491 3038.892 3123.346 2497.425
21308 NR_003504 GUSBL1 3227.422 3076.799 3163.15 2528.593
23507 BC100972 tcag7.1017 139.3785 149.0559 153.8743 119.2032
4910 NM_00100449OR2AG2 116.0872 127.8447 119.7554 95.72305

26793 NM_033161 SURF4 7250.555 6690.166 7105.503 5265.412
15234 NM_013388 PREB 1689.464 1776.585 1716.248 1328.751
25829 ENST0000031MGC12966 973.4401 1102.006 1054.339 820.1945
16297 NR_003239 SNHG11 234.5645 221.2405 237.9093 181.2857
18525 NM_178335 CCDC50 3529.17 3270.13 3466.039 2732.637
17533 NM_033257 DGCR6L 761.4522 772.0799 724.7649 604.1309
10842 NM_001488 TADA2L 550.0341 560.4039 569.5161 450.882
12243 --- --- 352.2385 332.2449 361.9067 286.7978
17354 NM_005487 HMG2L1 1760.888 1719.281 1722.141 1466.424
2116 NM_006594 AP4B1 688.8453 731.595 776.0215 557.4887

24223 NM_030798 WBSCR16 1069.661 1057.091 1148.994 802.4507
8972 --- --- 37.70647 35.33442 37.98146 27.70051
1815 NM_022356 LEPRE1 1200.041 1289.724 1175.759 876.7296

19913 NM_005255 GAK 1445.79 1334.899 1416.438 1086.62
26396 NM_020944 GBA2 1232.921 1243.509 1173.213 950.4233



15025 NM_052902 STK11IP 336.7964 373.7295 376.662 269.4952
6163 NM_170665 ATP2A2 6443.546 6728.418 7340.409 5218.386
1894 NM_018982 YIPF1 684.9789 765.2267 739.8716 572.674

12720 NM_004343 CALR 8084.781 8595.313 7887.22 6547.483
23724 NM_032599 FAM71F1 93.04626 102.6897 98.72485 72.56441
28274 NR_003656 GUSBP1 4308.791 4070.205 4201.155 3280.279
11499 NM_00103356PHF12 1315.112 1229.124 1278.173 991.0615
25301 NM_018310 BRF2 317.8726 325.0952 345.4012 237.6111
18902 NM_00100839CGGBP1 1851.285 1830.617 2018.398 1448.556
12482 NM_173557 RNF152 210.4204 187.8398 195.0659 153.6269
22095 NM_014628 MAD2L1BP 1959.727 2071.909 2230.915 1552.761
9268 NM_0010994 ULK3 438.4494 456.8928 468.6829 352.1072

20538 NR_003656 GUSBP1 4929.891 4591.944 4808.034 3666.711
10761 NM_001011  /RPS7  // RPS7 1880.569 1895.764 2077.889 1509.221
27874 NR_004379 SNORD96B 83.8694 86.09487 76.43949 64.33125
20667 NR_003656 GUSBP1 5061.142 4769.05 4911.089 3771.177
21307 NR_003504 GUSBL1 5080.522 4780.388 4930.015 3777.497
7802 NM_182476 COQ6 600.7144 591.5211 547.3744 449.7608

16796 NM_006242 PPP1R3D 1215.069 1419.694 1321.431 965.3701
22554 NM_030939 C6orf62 3381.455 3329.64 3534.8 2651.635
24004 NR_002711 CLK2P 1889.488 2002.967 2047.134 1544.336
17071 ENST0000038URB1 1302.393 1300.764 1269.862 1064.244
11326 NM_024297 PHF23 843.0566 902.8159 917.7291 671.8807
27136 NM_173834 YIPF6 1812.125 2023.037 2055.491 1483.688
14521 NM_004804 CIAO1 3174.217 3275.688 3272.923 2552.247
10036 BC092497 LOC283951 450.0228 469.4029 470.7951 374.0887
16099 ENST0000024RAD21L1 24.54373 25.18284 27.32422 17.6288
10725 NM_014695 CCDC144A 717.1093 731.4181 666.0696 515.3891
22040 NM_017772 TBC1D22B 937.9099 843.2943 905.8676 707.9738
14140 NM_001011 RPS7 2302.469 2200.368 2547.935 1683.79
9684 NM_016151 TAOK2 1265.083 1262.475 1390.152 1021.233
5910 NM_022658 HOXC8 248.6932 223.6894 239.9079 166.0781

27235 NM_014467 SRPX2 1050.4 1028.34 944.9469 758.9958
23235 ENST0000033RBAK 985.9604 947.9216 1087.291 762.4111
23609 NM_006833 COPS6 4757.422 4629.822 4946.004 3641.538
11458 ENST0000039CCDC144A 469.3448 508.6236 436.2587 336.6384
12353 ENST0000030LOC731788 1259.29 1405.229 1310.867 909.2322
16844 ENST0000030LOC731788 1259.29 1405.229 1310.867 909.2322
17914 NM_178862 STT3B 5868.916 6006.098 6153.761 4714.239
2327 NM_0010986 C1orf43 4669.775 4730.006 5256.283 3686.635

10796 NM_00104249NF1 2607.532 2835.854 2869.176 2029.52
19830 --- --- 82.8219 72.14744 74.89079 58.19332
24273 NM_003130 SRI 3444.302 3789.723 3691.928 2646.251
26489 --- --- 167.092 163.8091 176.8441 125.3694
23984 NM_000474 TWIST1 803.6522 822.6525 784.7858 600.2069
19368 NM_145291 ZNF509 263.1824 248.0537 254.1867 206.0534
15896 --- --- 124.1904 112.0147 118.6352 82.97128
23663 NM_182931 MLL5 2264.625 2535.973 2584.857 1845.226



23495 NM_002314 LIMK1 1719.215 2019.982 1778.542 1302.819
12582 NM_020170 NCLN 1544.235 1524.542 1646.311 1045.477
26992 NM_000950 PRRG1 585.6547 627.1899 663.0902 472.2709
2831 --- --- 305.1481 279.7433 306.7254 220.8774

24808 NM_003816 ADAM9 4481.147 4675 5004.548 3584.816
27434 NM_002025 AFF2 111.1138 124.3227 116.1435 83.95472
12260 NM_020854 KIAA1468 683.6652 750.5911 787.5949 544.4462
11805 NM_004375 COX11 844.3344 778.8644 880.5825 637.1283
23178 --- --- 23.29868 23.46083 22.36983 15.72002
16116 NM_030811 MRPS26 998.9086 1073.533 1119.224 805.4811
6375 NM_002864 PZP 99.54866 103.6861 106.069 70.19588

27659 NM_00104249SLC35A2 697.0831 714.7602 757.6483 468.7697
19349 ENST0000032CRIPAK 473.4454 502.0565 448.6292 368.1249
11045 NM_014906 PPM1E 62.69837 67.53655 67.87976 46.85244
13351 BC026041 C19orf23 486.6298 518.001 459.1238 342.7434
1097 BC051794 FAM20B 1958.647 1834.4 2067.599 1397.499

15528 NM_020151 STARD7 3825.592 4068.44 4010.935 2931.177
11507 AY358212 LOC116236 349.3832 328.9463 341.7828 233.0741
23344 NM_181791 GPR141 67.19523 70.63485 77.24712 51.34712
23629 NM_020246 SLC12A9 457.0053 466.3074 468.0521 282.9557
23920 NM_0010804 INTS1 1798.24 1930.28 1815.08 1249.724
11494 NM_018182 C17orf63 1202.079 1251.046 1371.685 865.6182
24718 NM_00110016XPO7 2493.927 2525.303 2831.345 1867.377
23593 NM_003496 TRRAP 1615.518 1608.672 1738.935 1243.708
16999 NM_058181 C21orf57 278.3057 287.3522 315.9343 209.1967
12209 NM_015559 SETBP1 324.606 318.3834 299.2244 205.6774
28031 NM_00101384CXorf40B 815.3128 829.6207 815.8901 649.5672
7738 NM_001530 HIF1A 7282.165 7562.116 7813.699 5739.36

14596 NM_198581 ZC3H6 516.438 565.0787 480.6915 371.408
14685 NM_033416 IMP4 2116.662 2286.764 2176.523 1593.792
15882 NM_015265 SATB2 2449.004 2193.452 2183.01 1649.318
10141 NM_015914 TXNDC11 1315.938 1409.954 1505.997 913.5239
16800 NM_002792 PSMA7 3261.171 3461.164 3469.735 2513.644
1775 NM_024640 YRDC 1389.479 1276.053 1480.361 926.64
4417 NM_145065 PELI3 288.1738 292.1043 265.0329 202.4181

26773 NM_031432 UCK1 1984.651 2027.834 2170.281 1401.087
2241 NM_020205 OTUD7B 621.3427 621.0079 615.4354 451.1718

18749 NM_006677 USP19 1149.685 1160.062 1288.844 819.8229
23588 NM_014916 LMTK2 983.7744 1016.181 1101.355 712.7993
17849 NM_032492 JAGN1 1147.913 1239.149 1385.309 816.717
17940 NM_00100839CTDSPL 1394.888 1529.781 1317.023 967.4446
10944 NM_002390 ADAM11 235.3313 253.7235 265.0325 177.4829
2174 NR_002212 NUDT4P1 5139.655 5379.146 5762.124 3485.032

22154 NM_003463 PTP4A1 5337.983 4959.267 5370.326 3665.518
14138 NM_016030 TTC15 474.5024 531.776 480.8467 345.5537
17970 NM_198484 ZNF621 589.9976 586.6683 564.8577 427.3551
24829 NM_032410 HOOK3 1239.374 1365.928 1354.369 988.8547
26277 --- --- 36.15251 36.39632 33.12506 20.11188



10108 NM_024589 ROGDI 2426.787 2695.128 2584.173 1487.962
26811 NM_181701 QSOX2 903.4567 964.6008 1052.574 628.649
11278 NM_013276 SHPK 1420.471 1347.514 1464.122 1034.102
23471 NM_022906 STAG3L4 888.8403 772.7001 774.0931 531.0857
24802 NM_004874 BAG4 958.7598 905.2631 1011.308 642.6431
18102 NM_153331 KCTD6 533.197 506.1359 597.3091 374.1592
1433 NM_024836 ZNF672 937.9478 836.5508 1006.711 626.2693

19924 NM_012318 LETM1 1121.853 1090.214 1251.535 797.5442
1685 NM_004672 MAP3K6 624.9326 619.2513 678.9424 436.046

13978 NM_002774 KLK6 66.56888 74.58648 69.72607 45.50645
2319 NM_014437 SLC39A1 3123.3 3006.22 3588.695 2277.071

19487 NM_020453 ATP10D 876.77 817.5054 823.5444 630.8571
23527 U38980 PMS2L11 1284.172 1472.152 1391.217 962.0175
24339 NM_005641 TAF6 1525.673 1486.947 1506.461 1075.512
24019 NM_153631 HOXA3 844.5504 745.7635 777.6631 458.9676
13294 NM_00102356ZNF749 356.6602 375.3317 398.0727 270.9317
23484 NR_003614 PMS2L2 1381.407 1588.438 1424.808 991.1558
20592 NM_012343 NNT 2690.439 2897.254 3038.096 1966.658
10149 NM_002582 PARN 2280.042 2597.458 2507.479 1793.308
23227 NM_152558 IQCE 501.2202 573.3906 546.7504 384.0249
17530 NM_022727 HTF9C 779.6963 870.8327 858.6252 563.1429
17174 NM_003906 MCM3AP 947.8491 912.6581 935.9524 664.8732
16355 NM_033421 SNX21 369.7899 316.3839 370.809 222.8747
24229 NM_174930 PMS2L5 1370.055 1603.863 1429.316 971.3011
2335 NM_003029 SHC1 4428.818 4780.284 4600.686 2998.573
7805 --- --- 70.02347 83.38595 75.47794 46.4465

12237 NM_015285 WDR7 935.558 867.9378 996.0952 668.4534
17405 NM_019008 SMCR7L 1589.049 1627.251 1780.18 1081.644
14669 NM_0010257 UGCGL1 3128.802 3592.478 3484.37 2110.96
24225 ENST0000031LOC441259  / 1447.068 1676.932 1536.394 1002.579
22430 --- --- 193.1196 177.8694 165.5869 117.9763
23682 AK027128 ZNF277 165.7372 151.5504 169.0985 107.1815
12124 NM_014214 IMPA2 295.2617 306.6046 344.4975 182.2316
24228 AB017005 PMS2L2 1460.801 1712.51 1537.617 1012.475
11677 NM_139276 STAT3 4227.023 4452.558 4612.751 2949.27
23503 NM_174930 PMS2L5 1501.737 1734.912 1583.504 1048.791
16299 NM_020336 KIAA1219 2436.497 2503.385 2697.541 1716.749
11527 NM_022344 C17orf75 494.8762 490.786 504.3088 375.766

408 NM_001384 DPH2 830.0881 781.1808 912.3636 522.2339
17424 NM_001429 EP300 1247.839 1334.036 1425.965 868.8612
5966 NM_005967 NAB2 460.0657 546.9186 482.8033 321.8088

13843 NM_006297 XRCC1 1612.977 1628.414 1869.879 1085.652
18029 NM_006321 ARIH2 2090.99 1954.329 2168.735 1485.051
13061 --- --- 130.6737 135.0605 114.9018 82.97019
17163 NM_015227 POFUT2 463.1407 510.3496 422.6743 299.433
20970 NM_00100166FLJ41603 215.4078 234.0958 201.1828 136.0864
5465 NM_021571 ICEBERG 83.45221 99.9031 91.45464 61.04298
692 NM_004978 KCNC4 362.5456 373.3742 378.8361 234.4518



25275 NM_016127 TMEM66 1450.651 1468.497 1457.116 999.6901
18081 NM_014041 SPCS1 3590.949 3872.765 3863.925 2493.787
16167 NM_00101154DSTN 2678.568 2827.426 3173.302 1918.29
24768 NM_015344 LEPROTL1 1826.163 1757.931 2008.559 1219.834
24227 ENST0000038PMS2L2 1481.887 1728.765 1560.529 990.6422
23485 NR_003614 PMS2L2 1383.627 1595.483 1444.95 905.3405
16232 NM_015352 POFUT1 1949.229 2247.192 2145.429 1183.019
22976 NM_002726 PREP 1514.802 1729.232 1730.091 1110.744
23564 NM_021167 GATAD1 1706.535 1875.498 1758.386 1157.597
14210 NM_147223 NCOA1 914.4914 868.2558 1025.81 645.1451
7792 NM_024644 C14orf169 1298.937 1450.888 1569.357 949.966

12444 BC093004 C18orf32 833.0121 951.4421 931.7782 598.647
24819 NM_178819 AGPAT6 1490.378 1570.194 1711.112 1078.234
28457 NM_006929 SKIV2L 1436.743 1383.521 1559.753 926.7795
21972 NM_006929 SKIV2L 1392.144 1346.415 1514.148 898.4118
28324 NM_006929 SKIV2L 1392.144 1346.415 1514.148 898.4118
13640 --- --- 15.53892 17.77398 16.70572 8.742945
13872 NM_012155 EML2 460.3995 466.9416 469.1179 305.1071

715 NM_00100444FAM19A3 482.7903 572.3699 542.2393 306.8372
12985 NM_006503 PSMC4 3958.72 4471.412 4791.165 2738.671
12200 NM_018255 ELP2 816.1733 949.043 848.6953 605.6158
16423 NM_198976 TH1L 3738.38 3655.49 4476.254 2553.983
24204 NM_018044 NSUN5 1024.385 1060.579 1034.055 605.9634
16211 NR_003579 FRG1B 919.2556 957.0142 923.7913 565.8112
23947 NR_003085 PMS2 1098.623 968.4213 1123.771 725.5384
25279 NM_000637 GSR 3786.366 4446.364 4459.36 2488.199
10595 NM_000018 ACADVL 2316.947 2697.84 2316.271 1404.093
11194 NM_173626 SLC26A11 364.7223 442.7339 435.0673 229.4543
24800 NM_004674 ASH2L 2816.657 2912.871 2663.642 1846.494
10776 NM_020791 TAOK1 1811.525 1825.45 1990.211 1283.81
11479 NM_174887 IFT20 451.6215 479.5615 491.3864 330.9432
18806 NM_198563 TMEM110 1090.483 1013.723 1128.691 662.3788
15547 NM_015348 TMEM131 1783.406 1884.615 1837.614 1168.316
11251 NM_031430 RILP 260.6452 266.5727 284.2443 187.7939
2563 NM_197962 GLRX2 720.6219 684.1411 804.1905 499.2019

24523 NM_004333 BRAF 1487.905 1753.275 1751.375 1038.02
24047 NR_003500 RP9P 1358.666 1334.592 1469.928 862.161
17625 NM_0010028 THOC5 3652.032 3681.001 3917.084 2372.471
11745 NM_0011137 ARL17P1 1016.514 832.7536 988.7479 589.5006
24510 NM_020119 ZC3HAV1 3278.402 3127.825 3604.76 2221.046
9576 NM_016561 BFAR 2889.149 3278.183 3077.752 1947.23

19642 NM_000297 PKD2 950.0131 1183.443 1064.891 672.7472
19429 AK291544 C4orf28 800.674 878.7209 963.2819 579.9257

758 --- --- 4109.281 4894.967 4276.342 2816.052
15757 NM_007366 PLA2R1 282.6842 336.9824 284.7501 175.8035
1417 ENST0000035OR2L5 73.81971 68.26806 82.19455 43.27977

24106 NM_182547 TMED4 3437.789 4097.204 3771.681 2224.256
23719 NM_018396 METTL2B 597.667 541.8668 648.6655 395.5225



12460 NM_003927 MBD2 2156.825 2214.362 2415.471 1472.299
16920 NM_001757 CBR1 2263.708 2032.984 2166.52 1376.094
5833 --- --- 847.3802 828.2199 886.0156 447.9598

23906 NM_058246 DNAJB6 2832.433 2646.146 2648.116 1550.254
24526 BC012493 KIAA1147 787.5077 857.4174 789.683 482.8927
23545 NM_021145 DMTF1 1143.448 1277.917 1229.586 849.2264
23888 --- --- 1867.895 2168.88 2151.262 1367.569
17005 NM_206962 PRMT2 847.6724 830.1788 794.5752 595.4648
25181 --- --- 79.7683 78.64809 78.0523 54.51659
14417 NM_013247 HTRA2 1671.074 1927.611 1718.829 1044.71
14598 NM_019014 POLR1B 1873.59 2114.924 2406.585 1284.241
2606 NM_015999 ADIPOR1 6287.951 6571.573 7025.014 3485.349
859 NM_002796 PSMB4 4382.321 4401.562 5133.71 2576.36

9147 NM_000259 MYO5A 1830.254 1966.56 2107.816 1325.1
21931 NM_024909 C6orf134 265.8231 271.669 268.1253 172.1372
28432 NM_024909 C6orf134 265.8231 271.669 268.1253 172.1372
27648 NM_0010377 ZNF630 93.43409 100.7441 107.1057 59.88913
24272 NM_018843 SLC25A40 1902.661 1809.752 2270.112 1225.071
5243 NM_182556 SLC25A45 150.6684 164.765 172.4252 95.983

10786 NM_004871 GOSR1 991.1402 983.8664 1092.589 673.7277
18776 NM_006545 TUSC4 623.0674 679.3178 704.2473 438.4157
28295 NM_024909 C6orf134 265.6906 273.9941 266.6208 172.0781

849 NM_021222 PRUNE 910.0227 960.5527 1092.245 568.9324
17510 AK289506 MICAL3 972.9066 1067.714 1156.564 605.0574
18577 NM_173659 RPUSD3 1122.079 1132.85 1249.268 676.5981
10016 NM_0010059 LOC339123 1217.297 1314.118 1407.683 825.2206
28359 NM_003897 IER3 5786.03 6696.833 6391.567 3605.538
14393 NM_017567 NAGK 3037.154 3210.157 3231.96 2128.293
2664 NM_014873 LPGAT1 2396.017 2437.896 2786.573 1532.379
1076 NM_014283 C1orf9 1869.32 2056.241 1982.967 1293.295

26028 NM_018112 TMEM38B 968.1505 1070.186 1089.127 644.5694
23923 NM_032302 PSMG3 2345.993 2133.357 2440.483 1375.778
16573 NM_020343 C20orf74 627.8159 721.9817 770.535 455.5237
18650 NM_0010798 GLB1 1091.335 980.9147 1055.522 614.6704
23689 AY143171 LOC10012886 155.7792 162.6967 138.5647 95.31702
24580 NM_031434 TMUB1 1254.427 1404.015 1468.073 712.6661
24269 AB007455 TP53AP1 145.1164 132.3655 142.5887 82.62155
19553 NM_002159 HTN1 22.58975 22.17419 25.46078 14.22122
18645 NM_017784 OSBPL10 3683.563 3202.396 3766.393 2195.057
19346 NM_052861 C4orf42 1091.925 957.5792 1074.802 675.7921
11570 NM_007247 AP1GBP1 1468.195 1506.679 1752.296 1048.867
10002 --- --- 528.7606 515.7443 560.4517 380.5461
13333 --- --- 528.7606 515.7443 560.4517 380.5461
1439 --- --- 528.7606 515.7443 560.4517 380.5461

20292 --- --- 528.7606 515.7443 560.4517 380.5461
23911 --- --- 528.7606 515.7443 560.4517 380.5461
2696 --- --- 528.7606 515.7443 560.4517 380.5461
2965 --- --- 528.7606 515.7443 560.4517 380.5461



4784 --- --- 528.7606 515.7443 560.4517 380.5461
755 ENST0000030SRGAP2P1 4271.935 5243.997 4585.472 2947.692
842 NM_025150 TARS2 958.0035 1009.377 1061.743 644.977

15211 NM_004881 TP53I3 357.7517 354.2853 380.515 237.8862
23518 NM_005918 MDH2 5893.022 5431.041 6474.358 3167.627
15110 NM_005855 RAMP1 627.3731 602.8638 656.1476 353.5006
12349 --- --- 165.301 166.7574 142.6282 82.38857

951 NM_144772 APOA1BP 3770.539 3938.875 4110.388 2429.181
23721 ENST0000039tcag7.907 477.5793 483.8297 511.7489 302.0628

513 NM_012183 FOXD3 271.376 295.7809 261.0365 144.8126
21741 NM_001453 FOXC1 1006.833 1054.429 1068.193 555.1415
10049 NM_016332 SEPX1 1086.087 1195.907 1171.424 696.1999
16938 NM_005239 ETS2 2119.898 2560.689 2603.211 1469.665
12507 NM_175907 ZADH2 1195.964 1441.061 1377.083 856.3127
2560 NM_199051 FAM5C 61.19093 54.54532 63.15693 30.83951

24494 NM_013316 CNOT4 2053.53 1934.217 2335.2 1276.738
20550 NM_018356 C5orf22 1840.034 1813.147 1911.005 1245.896
18760 NM_013334 GMPPB 766.6258 638.27 800.8212 450.4416
9294 NM_006383 CIB2 136.3153 139.6383 138.1355 71.5422

17351 NM_012179 FBXO7 5375.872 6501.258 5681.383 3342.779
1217 NM_015326 SRGAP2 2431.973 2281.015 2797.145 1572.733

23563 NM_019004 ANKIB1 2617.644 2989.059 3181.04 1860.207
15619 NM_015282 CLASP1 2316.072 2303.541 2636.869 1408.861
2415 NM_145167 PIGM 1332.994 1411.695 1570.874 888.7901

20494 NM_020731 AHRR 694.767 707.7087 783.1587 398.5564
16381 NM_005985 SNAI1 402.448 339.0499 358.8472 176.3898
2504 NR_003943 SNORD77 69.96967 85.30079 71.17732 47.39259

23598 NM_003910 BUD31 861.2527 885.8015 1028.021 571.8623
11332 NM_004489 GPS2 1026.051 975.7055 1122.366 594.9187
10269 NM_152458 ZNF785 349.1007 377.5765 351.6826 190.5888

830 NM_016074 BOLA1 251.4711 324.8656 311.2267 158.0916
18063 NM_015106 RAD54L2 1834.078 1648.132 1861.404 1107.719
24765 NM_001440 EXTL3 1244.486 1443.738 1597.719 817.0101
16607 NM_015655 ZNF337 364.9038 402.5706 427.9934 236.2926
17953 NM_020839 WDR48 1044.918 1116.696 1230.543 706.9741
10794 NM_032322 RNF135 693.9728 693.5981 785.0467 444.6548
22503 NM_015948 SLC35B3 500.5565 433.7632 518.6997 316.3473
2881 NM_018706 DHTKD1 1091.347 945.2206 1151.358 599.2012

18753 NM_003363 USP4 2228.698 2474.834 2527.147 1350.211
21977 NM_005155 PPT2 840.3387 886.118 828.6315 400.6646
28461 NM_005155 PPT2 851.7659 899.8181 840.3288 406.1407
25120 --- --- 621.222 719.7925 734.5156 395.8372
13331 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372
1447 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372

18558 AL137655 DKFZP434B20 621.222 719.7925 734.5156 395.8372
21123 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372
23910 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372

4 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372



4782 BC118988 C20orf69 621.222 719.7925 734.5156 395.8372
24711 NM_018142 INTS10 843.4085 1025.265 1026.613 613.4088
24560 NM_152411 ZNF786 464.9667 499.1123 523.7977 323.2092
19822 NM_005651 TDO2 28.02304 31.37977 33.17914 15.96823
24218 NM_181471 RFC2 2108.02 1835.316 2337.341 1297.325
25224 NM_003053 SLC18A1 67.84377 76.90876 84.47508 39.79355
23647 NM_152892 LRWD1 708.793 721.4762 831.8553 414.5058
5867 --- --- 84.19638 109.2332 94.67149 57.19212

19604 AY358789 UNQ3028 90.78304 88.8517 99.00904 56.45409
12206 NM_002647 PIK3C3 1496.155 1896.551 1855.228 1011.074
18772 NM_033158 HYAL2 939.2115 970.6295 1018.358 533.8461
11298 NM_003562 SLC25A11 2988.817 2899.936 3181.363 1641.47
24779 --- --- 157.0354 170.7679 175.0223 96.93394
24567 NM_024910 ZNF767 362.716 424.7347 343.2831 211.5047
10003 BC118988 C20orf69 710.8685 729.2734 805.1824 420.1714
23778 NM_016019 LUC7L2 2433.19 2424.6 2943.952 1563.537
23744 NM_014997 KIAA0265 2254.999 2605.906 2603.28 1265.958
1190 NM_032105 PPP1R12B 362.1677 408.0732 445.9055 223.1527

26949 NM_015884 MBTPS2 2472.033 3221.564 2906.083 1539.633
24235 --- --- 325.1494 367.3029 345.3268 196.4365
11664 NM_006455 SC65 617.6437 712.6707 601.3392 323.278
22470 BC118988 C20orf69 417.6721 470.146 495.7146 269.7546
24240 NM_012479 YWHAG 4397.503 3968.209 4935.302 2426.536
22974 NM_147147 BVES 2271.3 2712.356 2816.588 1313.094
12405 NM_006965 ZNF24 1425.459 1578.946 1793.346 961.6141
26051 NM_00101299SNX30 1667.878 1727.616 2039.73 1003.932
4758 NM_014026 DCPS 986.4163 896.584 1058.803 604.1219

14725 --- --- 157.6048 133.725 141.306 69.9516
17511 NM_0011227 MICAL3 1925.755 2282.388 2077.75 1183.341
27602 NM_152787 MAP3K7IP3 2061.458 1936.305 2136.152 1275.229
24367 NM_022777 RABL5 916.8092 1066.76 976.1805 573.3458
25127 NM_033225 CSMD1 161.8647 191.5436 212.0601 89.29671
20298 --- --- 35.25572 37.7742 39.43316 18.13124
17945 NM_002468 MYD88 2283.123 2037.907 2527.026 1099.583
24700 NM_152415 VPS37A 970.0659 1068.946 1173.23 574.271
18654 NM_015097 CLASP2 1797.369 1841.418 1755.596 1171.272
15176 NM_005742 PDIA6 4776.674 5327.554 4863.107 3192.767
20838 NM_001046 SLC12A2 1800.152 1980.902 1993.401 1148.119
16699 NM_0010804 C20orf142 735.7752 954.3456 901.6973 412.8388
10413 NM_000903 NQO1 11454.4 10521.17 11651.34 6033.441
12281 NM_004232 SOCS6 766.7781 887.3503 855.1232 519.2559
23745 --- --- 821.687 863.3414 1053.383 488.2186
1416 NM_00100449OR2AK2 98.04285 103.83 121.2897 64.24914

11421 NM_00108296TOM1L2 1658.602 2059.64 1838.996 870.879
10720 NM_00103180ALDH3A2 1122.882 1290.247 1332.603 751.5543
7325 --- --- 36.92496 41.02212 40.09747 23.37037

19647 NM_014606 HERC3 937.6817 831.9555 772.0867 510.5497
26743 NM_0010352 FAM102A 2388.738 2482.945 2745.521 1302.839



4504 NM_032564 DGAT2 506.7897 468.5403 547.0294 262.1087
17701 NM_138797 ANKRD54 609.9392 714.5756 708.7259 355.4253
2479 NM_014970 KIFAP3 1420.865 1808.899 1796.866 893.2422

12458 NM_016626 MEX3C 2507.074 3090.767 3208.583 1405.093
11663 NM_002230 JUP 289.0931 323.7166 313.6414 160.5717
24727 NM_001722 POLR3D 1135.405 1367.581 1393.576 638.7867
20066 NM_000232 SGCB 4468.623 4055.727 4576.063 2154.938
11484 BC045622 FLJ25006 271.6799 291.5775 267.5501 174.3451
18042 NM_001640 APEH 2228.782 2637.943 2649.098 1240.913
6958 NM_019625 ABCB9 395.9052 431.3815 503.8308 229.7997

26404 NM_005476 GNE 1524.341 1389.374 1528.76 861.9752
18646 NM_017801 CMTM6 2787.108 2703.844 3067.75 1623.087
24737 NM_015178 RHOBTB2 549.2394 497.6563 563.0596 294.4519
26195 ENST0000037LOC653163 128.7128 132.2301 158.8157 68.57634
23881 NM_003040 SLC4A2 1872.275 2126.264 2438.59 976.8632
23789 NM_003143 SSBP1 2138.209 2108.541 2696.804 1269.529
23039 NM_0010424 C6orf204 277.0648 264.6562 300.1981 174.6097
3733 NM_019859 HTR7 289.9068 273.8918 330.8062 151.3539

10891 NM_033133 CNP 3928.175 3875.594 4229.749 2027.399
17740 NM_0010180 POLR3H 1137.114 1171.98 1459.258 624.6343
24452 NM_003941 WASL 2261.45 2614.104 2615.314 1284.935
26110 NM_033446 FAM125B 718.6352 583.2655 741.1114 371.8544
15243 NM_144631 ZNF513 1056.028 1247.311 1158.616 598.3229
18802 NM_00101098GLT8D1 1618.822 1912.771 2085.918 1071.966
24232 NM_005395 PMS2L3 523.8754 648.3258 617.5257 267.5676
1921 NM_00108548MYSM1 1350.541 1636.092 1454.214 837.2892

13931 NM_020904 PLEKHA4 722.7016 895.4061 684.5369 396.9043
24596 NM_170606 MLL3 2182.486 1958.298 2524.972 1222.012
27557 NM_003916 AP1S2 825.277 942.1669 854.2996 450.8276
26159 NM_014506 TOR1B 1358.184 1302.339 1710.339 739.0304
9400 NM_014918 CHSY1 2206.375 2942.428 2725.848 1255.524

24490 NM_032826 SLC35B4 1607.84 1894.693 2068.97 884.3278
12498 NM_173630 RTTN 769.9883 755.1313 821.6387 445.1182
24604 NM_022458 LMBR1 2085.377 2480.469 2571.538 1172.582
9994 NM_032451 SPIRE2 499.745 549.909 618.2891 264.4861

20940 NM_018929 PCDHGC5 550.0112 557.0767 624.7905 279.0064
9415 NM_024571 C16orf33 1885.3 1927.982 1971.002 1110.2

22536 NM_198586 NHLRC1 122.1431 126.4898 121.8484 74.74183
9780 NM_032330 CAPNS2 138.3927 120.2435 114.9874 48.80405

27306 NM_032227 TMEM164 855.1272 1006.021 1068.981 507.3556
17397 NM_014508 APOBEC3C 2781.423 2852.97 3187.883 1323.731
23570 NM_022900 CASD1 927.5271 1071.981 1239.94 564.0893
6961 NM_004642 CDK2AP1 9686.094 9296.105 9892.402 5631.29

15227 NM_002254 KIF3C 1282.747 1699.637 1396.828 755.6118
22174 NM_133493 CD109 4126.498 4443.234 4844.152 1984.662
14891 NM_025147 COQ10B 1622.463 1910.822 1945.182 993.6036
12996 NM_016154 RAB4B 355.0457 464.7896 402.0212 183.1821
22309 NM_006714 SMPDL3A 632.3738 814.1721 679.0397 363.6164



22695 NR_003937 HLA-DQB2 405.838 358.7043 390.4269 162.171
15084 NM_030803 ATG16L1 769.3791 781.6749 863.3038 405.6423
12286 NM_018235 CNDP2 1602.757 1844.514 1990.129 990.7274
4582 NM_015036 ENDOD1 1184.073 1366.696 1471.05 561.7598

24612 NM_020728 FAM62B 3421.413 3425.006 3925.393 1567.167
1257 NM_012424 RPS6KC1 1197.885 1209.477 1361.316 711.9169

19937 NM_002337 LRPAP1 3751.843 4903.575 4666.073 2146.068
16902 NM_207585 IFNAR2 634.8517 699.9332 755.2562 324.9682
9619 BC027604 C16orf52 761.8819 829.6041 692.5438 408.2534
7469 NM_080818 OXGR1 86.38096 66.06872 73.09058 30.72663

20283 NM_172127 CAMK2D 1794.494 1792.473 2289.31 1029.16
18863 NM_173654 C3orf64 1624.442 2026.147 1962.409 1008.761
13496 NM_002162 ICAM3 418.7607 433.7245 394.9865 233.4641
24303 NM_006304 SHFM1 1709.408 1830.073 1779.306 1038.679
17387 NM_021974 POLR2F 2175.454 2449.857 2700.541 1290.565
24491 NM_001628 AKR1B1 4937.06 4985.983 5195.332 2583.246
12289 NM_005786 TSHZ1 606.3651 763.3384 631.0273 304.9842
24067 --- --- 128.1061 155.3953 117.8235 58.12038
11665 NM_052935 NT5C3L 2239.326 2364.45 2600.843 1116.34
2178 NM_0010127 NUDT17 387.0163 428.7106 443.5854 223.1447
1890 NM_004631 LRP8 2833.224 2889.25 3355.063 1670.982

16702 NM_000022 ADA 793.6148 1071.096 1027.988 497.6727
19886 NM_031953 SNX25 783.8523 976.9835 997.6741 512.1551
20830 NM_023927 GRAMD3 1203.083 1226.186 1486.596 715.6815
18023 NM_016089 ZNF589 270.9573 298.0959 273.5003 150.3215
14348 NM_015252 EHBP1 1779.103 1948.911 1896.808 1031.764
16478 NM_080725 SRXN1 1929.535 2154.736 2239.054 1091.534
16909 NM_006933 SLC5A3 3055 2850.6 2945.307 1634.29
16153 NM_014962 BTBD3 2203.92 2822.841 2913.719 1287.301
25978 NM_032823 C9orf3 301.3355 349.5412 362.5821 174.3796
24340 BC015722 C7orf43 650.9023 620.2201 769.2898 315.7296
23366 NM_001129 AEBP1 486.9303 468.3736 500.9187 260.4407
13390 NM_001060 TBXA2R 432.9274 391.8038 477.1261 210.5958
17729 NM_006358 SLC25A17 1069.931 1309.794 1224.868 609.2609
16905 NM_005534 IFNGR2 4449.931 5323.467 5406.045 2012.056
7486 NM_175929 FGF14 39.91404 48.49458 44.29921 23.9619

24770 NM_0010087 RBPMS 1715.27 1397.104 1827.562 792.0847
14776 NM_033394 TANC1 1483.484 1936.714 1888.784 813.0948
15570 NM_025076 UXS1 2919.192 3947.432 3585.874 1756.06
23696 NM_016200 LSM8 511.7549 539.7217 589.7015 295.1524
23876 NM_007188 ABCB8 797.795 836.9954 879.3743 387.5694
15179 NR_003094 E2F6 755.4182 903.5646 926.7423 483.0579
2860 NM_001818 AKR1C4 117.7189 125.9529 97.50341 44.19027

11502 NM_078471 MYO18A 628.8896 742.868 735.3112 339.3408
24469 NM_012470 TNPO3 3463.634 3429.447 4424.56 1782.42
7101 NM_005694 COX17 581.1556 585.1257 675.5298 331.7565

18983 NM_005694 COX17 668.9279 664.9606 749.1435 369.9793
17396 NM_004900 APOBEC3B 3361.015 3541.193 4050.412 1463.343



25861 AK131029 FAM27A 1166.601 1153.796 1275.738 681.0869
24238 NM_031925 TMEM120A 580.9954 592.1801 671.6711 285.5466
25272 NM_015254 KIF13B 754.4164 917.752 870.3371 389.9518
24477 NM_032842 TMEM209 2916.172 2933.935 3625.734 1439.83
24459 NM_024523 GCC1 551.4854 596.8138 666.2651 272.2647
26681 AY623011 DIPAS 111.5198 106.287 137.3068 48.99559
26460 AK131029 FAM27A 1233.306 1200.449 1339.76 712.0085
15811 NM_003387 WIPF1 1835.622 2438.279 2099.203 830.2237
23099 ENST0000034NHSL1 876.6941 1086.294 956.2292 459.1013
15037 NM_004457 ACSL3 4190.173 5028.774 4837.6 2575.664
15849 NM_005795 CALCRL 43.48405 49.56746 41.3007 17.66908
24585 NM_007189 ABCF2 2400.289 1957.193 2779.654 1043.156
17398 NM_152426 APOBEC3D 746.9478 946.5482 842.6805 357.7467
25857 AK131029 FAM27A 885.4349 850.2393 981.6388 499.2677
15535 NM_016466 ANKRD39 846.7704 1012.347 1008.259 454.0025
6705 NM_153377 LRIG3 1038.983 1064.709 908.7772 520.3043

18638 --- --- 28.23975 25.72162 32.59887 15.46158
21835 NM_000410 HFE 438.8775 564.7609 602.3463 249.6366
6415 NM_176884 TAS2R43 34.93132 40.67199 41.02045 17.69709
6162 NM_014055 IFT81 416.5918 476.7899 443.3379 260.1489

14768 NM_0010831 GPD2 1316.863 1395.64 1660.4 705.5499
16630 NM_031232 NECAB3 600.1161 762.1502 631.7196 277.7476
10759 NM_152464 TMEM199 2375.837 2213.841 2828.771 1152.731
22341 NM_004100 EYA4 1159.516 1168.692 1182.554 670.9888
27614 --- --- 28.94297 36.28963 29.77863 16.11983
10818 NM_013975 LIG3 1248.983 1194.371 1478.824 624.5356
23562 NM_147171 AKAP9 583.3493 598.3055 722.6296 323.5914
23813 NM_015917 GSTK1 1631.313 1948.144 2145.724 742.3956
27937 --- --- 370.7004 358.76 302.3024 199.3469
27412 BC042039 LOC645188 23.96517 22.61796 23.79967 10.47174
23687 NM_199072 MDFIC 1941.063 1726.371 2197.183 965.9853
4189 NM_000107 DDB2 1612.458 1402.318 1721.037 700.0773

21217 NM_002310 LIFR 1107.163 1476.395 1386.509 608.9802
23776 NM_173569 tcag7.1228 969.6293 958.8397 1267.329 495.4774
23299 --- --- 8.951388 8.126295 10.22817 5.000547
22673 NM_000434 NEU1 2995.555 2684.128 3052.617 1403.83
28506 NM_000434 NEU1 2995.555 2684.128 3052.617 1403.83
2810 --- --- 135.6762 147.0673 127.8183 74.17671

23852 NM_020781 ZNF398 688.0745 646.9122 890.7465 340.2489
28072 NM_006014 LAGE3 1037.706 1058.315 1320.161 551.0669
23725 NM_001219 CALU 6010.691 6226.201 7020.11 2827.507
23882 NM_031946 CENTG3 1202.941 1506.688 1559.944 633.3939
24579 NM_006712 FASTK 1245.025 1289.497 1382.892 541.2128
14522 NM_178495 KIAA1754L 284.3358 247.5748 291.1606 125.9544
23646 NM_032831 ORAI2 975.439 1026.716 1091.148 416.7345
7442 NM_005842 SPRY2 3115.752 3252.095 3298.005 1400.473
2277 NM_053055 THEM4 1401.643 1235.884 1632.37 674.0745

12986 NM_178544 ZNF546 55.78439 75.81744 63.13639 27.54219



6329 NM_080730 IFFO 276.7582 365.0335 333.8344 143.413
20896 --- --- 323.3247 284.5805 333.8417 172.0042
12624 NM_003811 TNFSF9 1279.825 1178.218 1315.149 487.3718
23775 NM_024926 TTC26 475.6985 476.8493 598.02 263.923
28383 NM_000434 NEU1 3747.518 3428.765 3813.723 1750.719
18737 NM_001407 CELSR3 260.4377 307.7147 311.8894 119.4587
16910 NM_006933 SLC5A3 3997.046 4143.101 4092.36 1967.981
20793 NM_001744 CAMK4 1091.724 978.3126 1210.927 553.8049
15956 NM_212482 FN1 12420.78 13278.63 13167.16 5991.014
25809 NM_003995 NPR2 281.1164 362.0345 365.6749 153.3659
28794 --- --- 57.71734 65.94287 55.31441 31.29138
24257 NM_006379 SEMA3C 2121.685 2197.365 2682.703 1140.429
24465 NM_000883 IMPDH1 1124.538 1160.185 1403.301 514.4678
26698 NM_004099 STOM 3134.574 4285.785 3955.566 1627.096
16949 NM_012105 BACE2 4273.214 5626.897 5122.58 1789.491
19127 NM_015472 WWTR1 4828.61 5052.296 5285.001 2009.368
23786 NM_004546 NDUFB2 910.5376 1033.031 1243.551 452.1553
4065 XM_00172479LOC387753 1334.241 1645.188 1579.543 567.2324

24478 NM_018718 TSGA14 1082.532 977.7292 1228.517 554.7654
793 NM_004326 BCL9 2588.105 2407.445 2991.629 1095.254

10757 NM_014573 TMEM97 2242.504 2333.522 2709.874 935.3198
25308 NM_0011025 PPAPDC1B 526.4948 623.3984 614.2915 297.2128
17009 ENST0000030LOC441955 553.8704 561.0087 544.9109 244.4819
11842 ENST0000038AP1S2 3795.335 4554.008 3844.623 1886.662
23013 NM_147686 TRAF3IP2 1007.241 1261.993 1343.435 495.0723
27991 NM_004840 ARHGEF6 680.8898 676.5843 810.8668 336.9151
27678 NM_020717 SHROOM4 663.9381 697.1163 778.9171 338.001
23883 NM_019015 CSGlcA-T 1860.426 2126.026 2215.578 686.0295
21434 NM_0010853 MCC 1102.481 1462.958 1208.664 611.7302
12926 NM_024509 LRFN3 183.4861 235.2627 243.5677 67.38905
22421 NM_012454 TIAM2 317.2381 344.416 353.0912 121.9403
21983 NM_002800 PSMB9 827.8251 981.1567 1124.184 268.5336
28331 NM_002800 PSMB9 827.8251 981.1567 1124.184 268.5336
28465 NM_002800 PSMB9 827.8251 981.1567 1124.184 268.5336
6020 NM_002392 MDM2 4722.103 4887.381 5886.901 2129.781

12410 NM_012319 SLC39A6 1744.3 2358.958 2244.24 918.9965
12427 NM_004671 PIAS2 1511.049 1715.567 2064.648 755.3207
23531 NM_020432 PHTF2 990.824 1142.379 1207.541 508.5036
15216 NM_004036 ADCY3 1655.907 2096.163 1916.584 734.5353
22382 NM_015278 SASH1 1428.685 1476.965 1494.015 662.5219

685 NM_000561 GSTM1 380.1348 513.2504 450.5429 164.9344
23683 NM_001550 IFRD1 1281.141 1466.612 1773.593 525.9385

962 NM_018240 KIRREL 4463.314 4682.146 5317.292 1736.523
14818 NM_000210 ITGA6 5613.924 7198.656 6465.683 2867.816
22134 NM_033480 FBXO9 1308.761 1237.267 1496.79 592.7806
22990 NM_014454 SESN1 874.7558 941.4058 982.5827 468.9591
10698 NM_0010373 TRIM16L 1772.491 2401.351 2115.29 880.2524
24215 NM_148912 ABHD11 1120.815 972.5533 1168.354 536.854



2859 NM_003739 AKR1C3 483.6863 540.2357 436.4074 212.0823
6778 NM_001946 DUSP6 3078.632 3245.541 3462.222 1257.19
2549 NM_025191 EDEM3 3043.013 3213.94 3903.284 1497.919

23849 NM_003592 CUL1 2684.699 2944.59 3495.461 1367.423
17101 NM_005867 DSCR4 174.9174 199.6353 193.3364 70.6127
12691 NM_022737 LPPR2 539.5638 673.115 685.6608 187.2157
26333 NM_058197 CDKN2A 197.8588 162.7062 231.5382 66.06665
16388 NM_014484 MOCS3 398.2683 538.6075 538.5859 178.5206
23763 NM_033138 CALD1 3457.241 3657.953 4734.667 1572.433

912 NM_000565 IL6R 720.4401 944.9169 980.7455 353.1091
23755 NM_013255 MKLN1 1652.277 2083.992 2061.9 848.022
1181 NM_198149 SHISA4 822.871 899.2421 922.0469 289.314

18040 NM_004393 DAG1 4215.483 3934.602 4559.276 1480.84
23788 NM_018238 AGK 2194.383 2344.758 2458.137 953.658
24411 NM_015723 PNPLA8 601.0963 809.1953 827.2225 354.3434
24476 NM_016478 ZC3HC1 714.3065 685.8477 889.4473 324.4484
20938 NR_001281 PCDHB18 89.81833 94.16164 117.1561 26.98723
25244 NM_004901 ENTPD4 2028.52 2529.974 2596.513 918.6186
21169 NM_0010348 FAM134B 663.84 756.9887 918.5348 269.6665
14948 NM_201266 NRP2 2680.468 3407.669 2653.91 1309.761
12162 NM_138375 CABLES1 1367.725 1646.23 1849.151 614.4042
15433 NM_033046 RTKN 542.387 681.0538 646.6397 235.0153
24279 NM_006980 MTERF 555.2796 500.4284 581.0554 250.326

573 NM_012302 LPHN2 1540.77 1577.881 2088.872 752.0349
13031 NM_181845 ZNF283 167.1368 190.052 176.3571 83.36895
6857 NM_018984 SSH1 1234.728 1458.111 1541.726 411.2971

15853 NM_000393 COL5A2 1002.298 1046.493 972.2091 337.1358
26319 NM_002175 IFNA21 27.51933 31.73725 29.91737 13.46888
24420 NM_022484 TMEM168 1335.087 1607.056 1568.14 600.7208
11655 NM_002275 KRT15 135.393 149.8231 159.8158 52.47871
14154 NM_0010396 IAH1 831.8771 1084.708 943.7335 348.1722
7818 NM_017791 FLVCR2 206.0769 262.9902 293.446 101.1933

23861 NM_145230 ATP6V0E2 1089.118 1144.506 1240.687 257.2278
17090 NM_004414 RCAN1 885.7125 1006.599 957.7201 453.0526
28739 --- --- 243.1752 265.7204 241.4671 121.101
20011 NM_00108539RELL1 1731.089 2419.293 2079.858 664.5947
22512 NM_017770 ELOVL2 1634.495 2003.105 2350.456 839.301
12190 --- --- 307.0648 322.7493 319.2168 158.2895
14856 NM_018981 DNAJC10 1823.208 2436.508 2401.894 873.466
24548 AK291605 FAM115A 353.8702 348.5923 413.3147 174.8723
11391 NM_000304 PMP22 6008.728 5992.28 7035.59 1846.526
18514 NM_022147 RTP4 271.2129 291.8134 271.2044 80.4492
23546 NM_021151 CROT 728.1705 894.3503 924.0643 397.5302
19646 NM_016323 HERC5 487.4348 522.5618 495.4735 234.2392
23291 NM_00100534GPNMB 6462.82 8273.976 8101.825 2799.639
21216 NM_000514 GDNF 1597.774 1484.662 1779.972 450.551
18084 NM_006254 PRKCD 2534.479 2769.652 3043.521 967.2306
17272 NM_000854 GSTT2 552.1182 624.0359 624.5714 200.7518



17592 NM_000854 GSTT2 552.1182 624.0359 624.5714 200.7518
14340 --- --- 74.37312 82.41895 88.4039 29.38053
23263 NM_138426 GLCCI1 567.4051 615.1234 678.1063 235.6797
24234 NM_005338 HIP1 927.7155 1129.979 1096.778 339.3728
2071 NM_006113 VAV3 153.9893 162.0441 157.2904 60.61628

25478 NM_005941 MMP16 2104.664 2033.208 2398.957 916.124
24382 NM_0011228 NAPEPLD 531.2046 684.947 610.6194 262.6836
24383 NR_003561 DPY19L2P2 179.4976 208.2167 210.7298 68.14635
15990 NM_024536 CHPF 1403.678 1942.87 1874.907 447.071
24125 NM_0010015 GRB10 1826.679 1948.555 2258.614 521.4115
14793 NM_020981 B3GALT1 163.0175 155.5784 195.8869 65.34605
18892 NM_133631 ROBO1 2250.172 3044.171 2921.811 1031.291
14194 NM_004040 RHOB 1392.32 1741.397 1487.826 458.3102
18099 NM_020676 ABHD6 892.0442 988.4839 1021.186 340.4196
24403 NM_175884 FLJ36031 1331.538 1620.266 1693.899 438.157
5430 AY358248 UNQ6228 303.8961 330.0193 297.265 110.371

28748 --- --- 220.1725 250.9418 328.1248 80.33139
3546 NM_00109928ZNF239 135.1657 143.6002 175.1362 63.23714

24492 ENST0000039C7orf49 2334.16 2176.695 3116.944 902.7924
4354 NM_178443 FERMT3 825.1962 679.6275 960.3884 221.9077
2515 AK292691 LOC10012944 1873.469 2183.26 2358.576 569.5787

23762 NM_001724 BPGM 995.5092 1007.422 1334.911 444.0642
13493 NM_004230 S1PR2 212.1034 315.214 239.3734 80.73951
26181 NM_007171 POMT1 643.288 931.4036 834.538 244.7859
24441 NM_014888 FAM3C 4181.445 3850.891 4758.727 1111.617
1131 NM_015149 RGL1 1304.915 1506.633 1594.955 462.1778
8098 BC007251 C14orf128 295.6446 331.6443 347.2148 125.1608
4123 NM_031418 TMEM16C 74.62634 82.70569 92.93022 21.93179

26956 NM_014888 FAM3C 4198.993 3834.03 4788.384 1112.055
4979 NM_181507 HPS5 2407.815 2866.915 3059.216 1046.042

20218 NM_000345 SNCA 2614.065 2915.67 2956.186 1082.674
23887 NM_022087 GALNT11 1637.991 1861.074 2221.683 643.8568
19260 NM_001346 DGKG 277.3481 305.0495 355.8191 150.4585
5185 NM_0011229 BSCL2 659.4508 992.9431 915.047 289.1889

23011 --- --- 109.5747 96.18448 111.1712 41.15742
28526 NM_002119 HLA-DOA 374.9686 364.8263 439.6921 101.1849
21122 --- --- 360.325 399.6974 414.0458 128.9335
21135 NM_006598 SLC12A7 1039.228 993.6805 1419.447 323.8045
4728 --- --- 130.6531 108.8436 151.0725 38.31456

22803 NM_023932 DLK2 672.5562 771.7885 749.9305 231.3297
8411 Y14737  //  Y IGHM  // IGHM 186.6029 206.9681 265.2679 57.39185

11102 NM_181671 PITPNC1 1917.872 1952.231 2637.946 677.134
16992 NM_00103304ADARB1 1484.604 1473.696 1690.978 469.5755
21411 NM_005668 ST8SIA4 506.6153 530.2911 693.9474 184.9736
3756 NM_0010349 SORBS1 517.5111 436.3318 558.0026 209.7672
7021 NM_153023 SPATA13 775.4346 892.4492 997.664 297.354
5392 NM_206927 SYTL2 859.746 766.4679 1078.938 351.1934

26679 NM_002160 TNC 8134.882 9126.773 10274.43 2656.876



26576 NM_00108360PTCH1 876.1525 1183.343 1193.878 260.3094
2568 NM_198503 KCNT2 70.15853 84.55445 100.9957 16.23471

24498 NM_145808 MTPN 9775.359 10286.74 10969.96 3040.487
20973 NM_000112 SLC26A2 7722.59 6413.17 8100.96 2635.969
23275 NM_001621 AHR 5338.651 7561.018 6991.665 1675.521
14556 NM_000877 IL1R1 388.3282 367.8439 476.3524 131.2033
14984 --- --- 360.9935 403.3719 385.2785 155.8056
5501 NM_030770 TMPRSS5 186.2126 167.8695 179.4795 46.47921

23329 NM_007270 FKBP9 2057.135 3049.321 2649.315 612.6273
25477 AL136588 C8orf57 1437.524 1507.74 1668.363 548.4788
22963 NM_032511 C6orf168 2751.439 2238.535 3093.802 832.8405
8353 NM_024734 CLMN 2651.853 3154.841 4033.657 976.5387

18522 NM_002182 IL1RAP 2224.155 3293.72 3039.217 604.4064
12806 NM_006332 IFI30 765.7413 989.2935 1157.967 230.6212
14965 NM_002374 MAP2 295.7116 398.6996 319.8552 82.95117
13097 NM_003009 SEPW1 2038.637 2380.942 2332.305 772.1766
15561 NM_0011024 TBC1D8 914.3791 966.3015 1113.131 244.8438
12224 NR_003003 SCARNA17 651.8174 839.0253 959.4056 235.5798
2547 NM_015101 GLT25D2 874.157 702.796 1033.181 192.7774

27411 NM_145662 SPANXA2 103.888 90.68138 132.1308 33.01326
28011 NM_145662 SPANXA2 103.888 90.68138 132.1308 33.01326
4725 NM_014622 LOH11CR2A 210.1754 279.84 212.7827 66.58026

27612 NM_006307 SRPX 6770.569 6209.184 7034.375 2013.286
21787 NM_152737 RNF182 936.8154 1191.55 1254.629 300.0092
22703 NM_002119 HLA-DOA 343.678 328.1482 403.6607 86.20966
6057 NM_006982 ALX1 728.3049 710.3142 902.7311 305.3391

14852 NM_006751 SSFA2 3323.979 3717.772 3806.737 1104.971
20548 --- --- 66.57774 64.83123 58.53716 27.59735
20932 NM_019119 PCDHB9 211.5578 260.6748 236.9464 41.08466
23715 NM_014411 C7orf54 267.1188 360.2711 294.0252 90.19771
21061 NM_030627 CPEB4 679.3985 879.3614 840.6771 210.2074
16551 NM_024704 KIF16B 484.139 636.2946 670.4501 200.6447
25850 ENST0000036LOC10012903 416.7401 610.3501 506.8662 126.4307
26428 ENST0000036LOC10012903 416.7401 610.3501 506.8662 126.4307
17906 NM_000965 RARB 661.069 588.4955 846.8828 250.8679
18787 NM_020418 PCBP4 943.395 1130.856 1144.229 247.3529
24559 NM_004911 PDIA4 7246.333 6829.404 6829.275 2040.265
16538 NM_000214 JAG1 1966.962 1540.266 1955.634 392.9258
16534 NM_021156 TXNDC13 3455.47 4177.821 5019.184 966.0223
20286 NM_152402 TRAM1L1 92.79716 130.5258 126.1689 19.31677
20300 NM_198179 GPR103 127.1469 98.48399 151.7021 35.8801
2455 BC114214 FAM78B 736.212 609.8458 610.8171 151.7577

25236 NM_018688 BIN3 990.6663 1132.685 1117.332 294.8665
10890 NM_031421 TTC25 73.63804 87.68538 93.13705 26.13715
15350 NM_004105 EFEMP1 6311.722 7661.748 8310.918 1055.494
10623 NM_020877 DNAH2 167.3278 175.6781 231.8563 49.50261
21769 AK092393 LOC10013027 294.6089 310.9343 344.1006 68.06625
2591 NM_012396 PHLDA3 1455.138 1270.988 1520.31 306.3188



24263 NM_006080 SEMA3A 1541.253 1520.552 1766.605 497.7967
8194 NM_139318 KCNH5 103.0154 97.55337 141.2147 31.27534

24518 NM_207113 SLC37A3 1693.725 2533.161 2482.102 564.6431
4880 NM_033180 OR51B2 172.9144 132.7223 204.1612 40.14238

28010 NM_022661 SPANXC 255.6312 191.6188 218.1653 36.08558
11406 NM_020653 ZNF287 55.98339 69.47038 77.28389 22.36388
2811 --- --- 47.42556 37.06758 45.58126 17.57351

17949 NM_005108 XYLB 1534.398 1402.535 2068.364 459.2733
12863 NM_001238 CCNE1 619.6199 603.29 620.6109 257.6447
25217 NM_0010019 MTUS1 1361.459 1811.097 2076.105 399.903
23295 BC063130 C7orf46 192.3968 240.7648 285.0752 59.08752
18556 NM_033029 LMLN 1041.973 1214.934 1139.924 311.5858
21982 NM_020056 HLA-DQA2 268.7043 392.3779 345.8463 73.89653
1196 NM_006763 BTG2 327.1613 449.4247 504.5569 119.1721

15248 NM_022823 FNDC4 319.4973 324.9667 390.9155 76.87675
24578 NM_004935 CDK5 1716.339 1914.969 2319.474 531.7934
12398 BC121068 FAM59A 1486.401 2113.031 1858.461 461.9642
17898 NM_003884 PCAF 1898.339 2594.93 2604.644 696.7977
2776 NM_000081 LYST 1735.181 2466.025 2224.832 565.204

16408 NM_003222 TFAP2C 2177.437 2191.337 2710.428 562.0487
8815 XM_929811 LOC646853 1206.789 1097.948 1213.137 353.8603
852 NM_006818 MLLT11 4175.25 4793.321 5035.301 1148.241

3039 NM_014951 ZNF365 128.8806 204.9055 162.3431 36.24413
12393 NM_004775 B4GALT6 1936.667 2126.73 2824.934 708.3879
26975 NM_014271 IL1RAPL1 760.3894 1138.779 954.3761 329.9938
21373 NM_002397 MEF2C 1083.01 1543.987 1681.413 398.2682
25645 NM_145201 NAPRT1 766.9908 979.8768 806.4329 123.6279
28330 NM_020056 HLA-DQA2 264.2188 400.0302 350.1396 70.89836
5301 AF264781 C11orf24 2232.868 2473.517 2949.398 503.3969

25851 ENST0000037LOC441426 661.4269 874.5136 813.0668 155.9322
20271 NM_000204 CFI 460.8578 745.8644 576.3104 106.4636
26427 ENST0000037LOC441426 2609.235 3420.874 3149.888 652.9562
26468 ENST0000037LOC441426 2609.235 3420.874 3149.888 652.9562
28079 NM_020994 CTAG2 1115.782 1131.918 1396.941 244.0047
23304 NM_013322 SNX10 2913.134 3510.039 4139.386 908.884
26906 NM_001649 SHROOM2 248.7909 197.8494 316.183 59.84382
24876 --- --- 366.6762 342.0341 417.6024 66.62066
21578 NM_024577 SH3TC2 747.748 689.6623 839.996 199.0392
18893 --- --- 132.0127 196.4135 162.0722 39.07996
13334 NM_003712 PPAP2C 1366.404 1632.414 1837.918 313.493
24363 NM_001084 PLOD3 4461.942 6002.48 5696.123 916.7067
18501 --- --- 275.9721 227.8613 250.6302 72.32185
3406 NM_001354 AKR1C2 410.5524 513.5006 365.2047 151.0368

14869 NM_016315 GULP1 3029.153 2967.881 3742.281 773.1482
25886 ENST0000030LOC441955 17.43962 24.82042 21.42894 7.477229
14226 NM_012326 MAPRE3 332.3352 465.9152 423.6351 84.28286
4730 NM_00100724OR8G2 108.1358 90.29888 117.4083 26.44262

11088 NM_0010854 C17orf60 479.567 583.0877 604.1453 83.88129



14091 NM_0010127 DUXA 87.71637 69.43158 101.7384 13.76248
12706 BC125186 FLJ14959 79.85242 123.6991 119.5884 24.70241
1410 NM_0010019 OR2W3 373.8628 289.5184 406.6232 71.44104
1411 NM_0010019 OR2W3 373.8628 289.5184 406.6232 71.44104
684 NM_000848 GSTM2 468.9923 673.0256 621.5848 141.296

4759 NM_006278 ST3GAL4 2999.99 2461.907 3508.819 494.5458
4729 ENST0000033OR8G2 182.7044 158.4218 214.7887 35.28612

14550 NM_002518 NPAS2 4668.173 4374.622 4905.34 944.1923
25323 NM_000930 PLAT 8556.817 9187.505 9308.902 1162.8

660 --- --- 10.69313 8.514537 10.82856 2.405724
16786 NM_020182 PMEPA1 5237.654 3330.545 4060.138 643.8053
24771 --- --- 74.07108 102.6059 78.57593 16.81176
18242 NM_001125 ADPRH 207.1518 308.1363 328.1928 48.17188
4732 NM_00100519OR8A1 218.0592 171.2599 266.2533 43.77666
2470 BC026073 C1orf114 301.5013 229.2133 345.5211 68.29617

15999 NM_003469 SCG2 217.8479 324.9475 217.8955 52.35638
470 NM_015696 GPX7 2370.347 2800.196 2976.956 446.3981

11392 --- --- 517.0294 725.8095 643.1309 111.5321
11952 NM_052916 RNF157 743.1714 1164.022 1033.424 175.8465
10103 NM_013399 C16orf5 99.45037 130.7873 134.9424 12.17779
14457 NM_006634 VAMP5 2322.684 2881.006 2915.274 432.4609
9667 NM_014387 LAT 696.7211 498.3868 787.3738 128.0033
4727 X64983 OR10D3P 113.9617 113.4955 149.8205 25.83527

23686 NM_148898 FOXP2 148.833 128.1653 161.269 30.33713
5586 NM_005103 FEZ1 515.1864 566.4736 733.3525 75.84799

17008 ENST0000035BAGE2 123.992 140.0447 138.603 25.44
24117 NM_00101339IGFBP3 4578.601 7321.52 6360.636 963.5749
17179 AF172850 LOC51152 274.201 411.8065 406.3577 86.89381

756 AF172850 LOC51152 373.9926 516.4604 534.5057 111.3517
25415 NM_000503 EYA1 673.8566 1045.6 935.4907 146.4587
12280 NM_152721 DOK6 71.57746 82.65008 88.50851 10.12725
28397 M24364 HLA-DQB1 1023.384 1269.818 1289.706 180.8014
28518 M24364 HLA-DQB1 1023.384 1269.818 1289.706 180.8014
12426 NM_013305 ST8SIA5 448.8025 358.1942 470.8966 65.41312
12576 NM_173480 ZNF57 178.4346 262.4776 272.1187 40.50782
25590 NM_174911 FAM84B 1853.775 1492.238 2076.655 248.3284
4119 NM_177553 GAS2 193.7984 212.8998 233.6937 39.2497
5909 NM_006897 HOXC9 295.8054 321.5316 345.9409 50.93996
4412 NM_182553 CNIH2 427.0763 474.1623 509.3513 77.894

11821 NM_017763 RNF43 532.7674 903.7711 736.9355 115.0978
23017 NM_00110520LAMA4 2666.918 2831.99 2440 461.8527
25430 --- --- 39.08699 39.15141 41.97267 8.757633
20325 NM_019035 PCDH18 484.9776 538.5099 617.1967 135.9951
7521 ENST0000037FLJ41484 199.8014 195.1241 215.671 25.79997
2306 NM_019554 S100A4 717.2425 576.6891 925.7061 106.6883
1240 NM_153262 SYT14 915.4453 650.4884 1027.614 217.6545
7710 NM_021255 PELI2 481.981 622.0063 531.1648 44.96052

15026 NM_201574 SLC4A3 506.9693 743.0662 609.8914 72.96582



21981 NM_002122 HLA-DQA1 282.977 435.042 383.2935 50.10257
23561 NM_003505 FZD1 2711.711 2898.794 3018.501 492.2518
24409 NM_007356 LAMB4 225.5051 287.4576 352.7501 44.35499
10372 NM_033309 MGC4655 3371.304 2813.641 3932.544 500.0975
22759 NM_145027 KIF6 214.3721 265.0521 256.8902 49.34017
6054 NM_152588 TMTC2 1202.192 1471.426 1640.329 228.0435
3332 NM_014937 INPP5F 1656.346 2144.846 1443.246 293.373
2778 NM_019891 ERO1LB 1291.508 1307.205 1500.813 213.6717

20407 NM_020116 FSTL5 114.6841 123.7416 151.3544 20.28255
27473 NM_005393 PLXNB3 1442.312 1607.931 1939.098 233.4515
20433 NM_021647 MFAP3L 294.9583 362.5055 412.7625 49.32942
13298 NM_0010108 ZIK1 137.8215 155.2114 197.5231 15.80769
2370 NM_006617 NES 850.3677 590.0586 830.6863 103.2286

28060 NM_001666 ARHGAP4 423.9638 461.2617 537.5959 78.45676
22514 NM_006403 NEDD9 1216.946 947.0651 1228.964 174.4929
25429 --- --- 222.3137 319.6337 253.5402 22.31398
25889 NM_021965 PGM5 183.411 174.9907 247.2617 22.27221
15295 NM_021097 SLC8A1 230.181 197.1345 262.2537 48.42981
6653 NM_00100549OR6C70 49.24593 52.42995 62.96563 4.563754

21025 NM_198904 GABRG2 173.1783 208.417 264.169 16.10835
6184 NM_002535 OAS2 1451.311 2349.828 1986.622 190.5603

17638 NM_174977 SEC14L4 341.2211 373.4062 356.9918 37.64489
13736 NM_0010372 ZNF829 268.9551 337.0226 281.3165 37.51167
11341 NM_000546 TP53 1236.628 1579.527 1615.061 154.9095
9600 BC050464 C16orf62 985.5169 1380.22 1327.279 145.1922

19805 NM_015271 TRIM2 2672.135 3069.364 3417.334 391.4062
19626 NM_032717 AGPAT9 2393.918 2547.232 2898.731 351.2757
9826 NM_024860 SETD6 402.9346 403.9504 503.0682 59.71664

24702 NM_006207 PDGFRL 663.1795 961.3377 977.6528 129.4816
26647 NM_057159 LPAR1 858.1467 1297.912 1494.398 115.7967
14080 NM_145007 NLRP11 103.8343 118.4689 160.6222 12.41847
27458 NM_153478 CSAG1 1129.7 1224.736 1641.998 136.489
4878 NM_005330 HBE1 240.31 208.9834 321.5919 39.6317
8153 NM_052978 TRIM9 261.7586 368.4068 371.2997 33.0378

16143 NM_182734 PLCB1 689.988 816.5833 859.1721 71.23923
15091 NM_024080 TRPM8 568.1334 741.5586 777.7648 73.76315
12938 NM_198539 ZNF568 87.42439 144.5544 112.8102 6.494777
27071 NM_00108544GAGE13 5896.353 6312.339 8106.505 665.2617
11773 NM_006361 HOXB13 338.2768 437.2451 424.2359 42.47424
16632 NM_007238 PXMP4 298.8913 513.5803 407.9534 40.48162
10323 NM_002968 SALL1 2925.211 3601.604 4262.093 430.1376
6464 NM_152989 SOX5 942.4833 1233.153 1039.077 110.1385
4731 NM_00100519OR8G5 170.186 140.8557 202.8651 8.524016

12574 NM_152791 ZNF555 142.8907 223.9407 203.4964 14.67219
26042 NM_133464 ZNF483 116.8096 115.4567 141.7422 20.8563
13720 NM_015526 CLIP3 754.7402 1191.056 947.8663 76.94502
19752 NM_032961 PCDH10 465.6973 431.9878 427.4098 35.13649
23779 NM_001061 TBXAS1 1024.604 1324.484 1464.276 121.9166



15993 NM_004438 EPHA4 1007.409 1235.914 1576.574 137.06
22505 NM_003220 TFAP2A 4115.436 4277.2 4455.495 341.0743
17026 NM_002772 PRSS7 74.75677 70.77982 81.36443 4.203769
12903 NM_001771 CD22 1539.361 1732.25 1592.186 230.2693
23374 NM_021116 ADCY1 2821.286 4145.886 3790.329 308.5351
6055 --- --- 52.57795 51.26466 59.35316 8.158593

21372 --- --- 35.81673 40.19787 46.98751 4.755534
2011 NM_052941 GBP4 205.6739 294.5652 317.3162 17.86735
843 NM_004425 ECM1 2353.296 3448.265 2940.751 252.2823

22823 NM_014452 TNFRSF21 6994.832 4250.269 6672.255 485.0541
17664 --- --- 2003.302 1672.984 1694.458 144.2116
16002 NM_006216 SERPINE2 9157.408 10255.25 10363.06 562.0853
22340 BC101702 LOC285735 107.6102 153.3719 165.8508 11.07759
16878 AF490769 C21orf109 169.3385 186.4151 236.1581 23.12455
17352 NM_000362 TIMP3 9946.979 8219.246 7676.412 442.0447
14834 NM_002148 HOXD10 410.3226 603.5352 587.4913 62.07754
10458 NM_021615 CHST6 1616.249 2206.127 2284.399 132.1138
3269 NM_020682 AS3MT 558.937 677.9521 865.7073 58.22594
9272 NM_017793 RPP25 1055.53 1374.242 1487.669 110.5761

16865 NM_004540 NCAM2 230.8573 273.1117 334.3738 16.45534
2814 NM_020394 ZNF695 181.7223 162.17 249.8069 18.53967

27518 NM_000047 ARSE 426.6718 439.3154 504.4206 54.21249
13955 NM_025129 FUZ 464.0298 706.834 637.8064 42.89171
8212 NM_182526 C14orf83 346.0782 524.5026 516.2109 32.19777

15475 NM_003896 ST3GAL5 3712.334 5264.802 4635.202 359.8824
25318 NM_003012 SFRP1 4221.754 5741.961 4962.066 513.8715
11452 NM_014683 ULK2 525.9974 642.8008 684.0365 59.49833
24454 NM_005302 GPR37 524.7648 829.4671 722.0904 39.42725
28007 NM_004065 CDR1 164.03 174.6415 236.3325 19.67788
2759 NM_020808 SIPA1L2 1152.835 1075.913 1594.406 103.8015
5507 NM_014333 CADM1 1192.146 1574.839 1557.783 114.9863

26394 NM_003289 TPM2 1596.423 1329.919 2162.634 161.231
24020 NM_002141 HOXA4 554.7974 497.2557 583.0912 42.10165
15246 NM_015662 IFT172 252.2721 420.5844 317.1873 41.98581
14769 NM_014568 GALNT5 922.1142 635.9901 1145.858 79.30809
23278 NM_002214 ITGB8 6948.953 9555.923 10096.54 729.6777
14039 NM_013342 TFPT 1675.064 1569.631 2320.382 129.9432
12995 NM_006533 MIA 1411.454 2022.607 1538.294 108.9447
18470 NM_003106 SOX2 813.386 583.014 951.6721 52.79012
6440 NM_000900 MGP 203.5429 184.7518 178.6871 18.0805

27887 NM_020871 LRCH2 219.2552 275.8857 290.0465 17.40088
13846 NM_145296 CADM4 1716.627 2317.964 3003.014 195.5491

239 NM_004455 EXTL1 842.929 939.2504 879.6545 62.06354
26173 NM_031426 C9orf58 256.6927 250.648 263.3728 19.48671
18367 NM_003412 ZIC1 338.166 552.74 401.0789 26.00657
22030 NM_078467 CDKN1A 1956.451 1833.243 2730.73 111.1109
18840 BC050317 C3orf67 261.3248 432.2661 310.3615 19.50039
8933 NM_145728 DMN 4803.018 4688.815 6172.878 403.9016



15899 NM_152525 ALS2CR11 156.6201 239.1028 254.4397 14.73191
19640 NM_0010400 SPP1 10570.99 8948.574 11194.17 1482.847
27109 NM_0010150 PAGE2B 305.1066 384.8546 448.512 25.91561
27093 ENST0000028SSX8 1123.789 814.5987 1136.095 53.04997
15880 NM_144629 RFTN2 204.9641 369.6632 305.4685 9.455657
21574 NM_014790 JAKMIP2 306.0773 271.9837 422.2184 21.86028
13190 BC058819 LOC400713 619.0682 942.7192 802.1095 31.87213
14261 NM_014600 EHD3 1325.109 1076.903 1548.923 78.96703
5904 NM_017410 HOXC13 614.363 412.4115 623.1696 44.24739

19652 NM_001510 GRID2 210.6421 187.3511 279.964 12.85423
11483 NM_080669 SLC46A1 390.461 452.8678 611.176 26.14287
12979 NM_016941 DLL3 299.6162 481.6025 472.9526 22.16409
27938 NM_003069 SMARCA1 1380.856 1840.967 1848.332 125.4222
24270 NM_000443 ABCB4 577.0489 479.7652 650.7642 39.85537
10102 NM_020677 NMRAL1 502.6802 861.7672 741.8367 36.50835
1363 NM_001035 RYR2 287.8932 349.6403 475.6012 17.52176

10993 NM_006546 IGF2BP1 1294.022 1321.403 2052.709 73.49995
28039 NM_000808 GABRA3 518.9914 699.4412 712.4329 45.72637
18251 NM_014980 STXBP5L 468.1744 630.4449 603.8821 36.0923
25547 NM_001146 ANGPT1 347.8752 448.5973 495.1041 22.96071
25853 NM_033655 CNTNAP3 1692.512 2166.28 1809.825 71.44843
22478 NM_004155 SERPINB9 1940.442 2342.08 2292.327 76.9022
28403 NM_006120 HLA-DMA 3048.43 3525.476 3512.037 99.74461
28525 NM_006120 HLA-DMA 3048.43 3525.476 3512.037 99.74461
22702 NM_006120 HLA-DMA 2935.264 3396.344 3377.381 95.93183
20375 NM_173662 RNF175 2879.109 4613.682 4881.769 166.3732
26417 NM_033655 CNTNAP3 1838.305 2344.627 1961.45 71.03606
21330 NM_004101 F2RL2 1327.136 1214.294 1783.291 85.41782
21650 NM_003062 SLIT3 3064.556 2465.033 3937.522 116.7867
19536 --- --- 6.450462 10.46966 9.372927 0.04526893
3311 NM_207303 ATRNL1 314.0782 574.5965 480.4282 19.42635

22693 NM_002123 HLA-DQB1 440.6661 418.2885 595.1309 15.63486
27086 NM_018094 GSPT2 864.5195 1004.196 1316.916 22.45547
21219 NM_001465 FYB 330.7065 475.8373 306.4673 12.24736
2775 NM_0010987 GNG4 826.4464 843.2473 1068.256 42.12664

10730 NR_002211 MEIS3P1 651.7076 746.8398 893.6109 18.04229
1409 NM_015431 TRIM58 806.8017 623.1 928.6622 38.76316

17824 NM_006614 CHL1 1578.917 2436.452 1817.568 55.20512
13275 NM_152478 ZNF583 166.2385 169.1087 240.2464 4.733428
6590 --- --- 96.60518 159.1991 113.4399 2.223549

18880 NM_015009 PDZRN3 641.1761 1026.608 875.7189 29.25904
27456 NM_175868 MAGEA6 1449.397 1603.536 1986.698 64.15578
16935 ENST0000040DSCR8 236.0518 259.1125 332.7371 15.42695
25836 ENST0000037CNTNAP3B 1259.81 1614.265 1387.069 36.34635
14486 ENST0000039LOC652694 1987.568 1574.525 2204.897 71.62
7836 NM_004796 NRXN3 847.0414 519.238 919.5298 12.56689

23977 NM_015464 SOSTDC1 2096.739 1676.267 2759.21 68.86385
25526 NM_0010406 NCALD 1009.436 1446.852 1551.115 31.36629



28524 NM_002118 HLA-DMB 1773.538 1721.927 2180.208 43.1654
16763 NM_012340 NFATC2 1245.1 1735.653 1977.485 64.46637
22701 NM_002118 HLA-DMB 1845.618 1783.818 2285.86 44.68782
9151 NM_182758 WDR72 155.2578 197.3821 227.2498 4.933456

27882 NM_133265 AMOT 431.7834 679.6797 619.8601 18.74699
27072 NM_00108544GAGE13 3441.393 4128.781 5273.583 104.0442
9086 NM_014793 LCMT2 633.2629 617.4214 837.5585 17.97593

10659 NR_002211 MEIS3P1 819.2323 899.6449 1148.158 16.93404
27459 NM_00108084CSAG2 1003.193 1281.271 1392.604 47.4843
25870 ENST0000037CNTNAP3B 1163.533 1497.292 1303.978 24.80873
26451 ENST0000037CNTNAP3B 1163.533 1497.292 1303.978 24.80873
27115 NM_130467 PAGE5 783.5537 1001.631 1100.167 26.8613
1139 NM_031935 HMCN1 1879.015 2641.999 2293.078 71.45358

12338 ENST0000030C18orf58 3965.014 4637.453 5095.871 102.4386
19371 NM_018401 STK32B 988.1569 958.213 1481.507 21.47484
24130 ENST0000038FLJ45974 378.7318 296.2904 473.726 9.23274
19804 NM_033393 FHDC1 1791.663 2372.302 3194.998 59.61098
5948 NM_001982 ERBB3 2280.876 2773.457 2892.698 70.55632

17665 NM_004737 LARGE 1425.589 2280.057 2076.23 56.89025
10713 NM_018242 SLC47A1 782.2894 934.5535 1199.882 28.22665
13274 NR_003127 ZNF542 359.4106 454.9151 510.6262 15.63502
28042 NM_00108084CSAG2 1110.741 1411.237 1550.089 41.98634
1373 BC121026 CHRM3 846.398 895.3511 1132.227 18.8054

14757 NM_052917 GALNT13 294.9913 236.3146 358.1768 7.845743
7743 NM_020663 RHOJ 2263.147 1461.573 1950.853 45.04361

21156 NM_138809 CMBL 776.774 1059.327 1024.536 25.14395
22233 NM_175768 GRIK2 1362.104 2457.653 2304.755 74.1406
7990 XM_00172552LOC10013346 530.786 559.1647 768.364 8.517653

27652 NM_021014 SSX3 721.9633 677.3259 982.0111 16.21233
21182 NM_004061 CDH12 317.9861 368.9195 422.5751 8.857967
4042 NM_013250 ZNF215 192.4684 334.3012 268.3714 10.24039

15441 NM_032603 LOXL3 2904.94 2527.089 4083.541 78.56715
15508 XM_00171403LOC642838 3222.55 2507.935 3553.334 93.78788
14502 XM_00171398LOC339562 3161.319 2452.04 3503.334 90.34292
14504 XM_00171403LOC642838 2901.476 2227.678 3189.495 84.13103
26471 XM_00171403LOC642838 2909.201 2232.296 3206.928 83.94122
26476  XR_036886 LOC10013303 2941.222 2258.172 3260.888 86.3427
20174 NM_032693 ARD1B 2343.537 1828.718 3077.14 47.57457
12103 NM_00101000ARHGAP28 388.1662 503.1628 702.7258 6.550778
7177 NM_005708 GPC6 1600.657 2437.49 2349.109 55.18453

26473 XR_036886 LOC10013303 2819.673 2152.508 3156.639 80.41727
28043 NM_005367 MAGEA12 1052.972 1266.811 1533.785 28.54855
21235 NM_148672 CCL28 853.993 1464.628 1186.581 25.73048
7689 NM_053064 GNG2 826.3106 817.5522 1286.933 12.43641

20939 NM_018935 PCDHB15 180.3967 224.2665 270.6345 0.879002
937 NM_152280 SYT11 648.531 889.2335 939.3871 21.25664

19531 NM_015236 LPHN3 604.1555 567.071 740.0418 10.26824
24695 BC031245 C8orf48 126.8046 167.6543 218.5689 0.01153429



22692 NM_002125 HLA-DRB5 1242.804 1219.101 1536.919 15.50697
27730 NM_015185 ARHGEF9 1179.362 1510.991 1819.559 19.13796

549 NM_0010019 LHX8 494.6463 608.6649 872.6158 10.93127
4099  ENST000003 MRGPRX3  // 1981.065 2084.427 2667.979 30.2139

20931 NM_020957 PCDHB16 597.5831 947.5853 794.7187 3.283307
21244 NM_198449 EMB 553.2689 503.8472 687.3811 10.39901
8751 NM_145658 SPESP1 206.8536 332.4488 379.6602 3.237252
3532 --- --- 3161.183 2521.756 4056.854 40.58354

25222 NM_018371 CSGALNACT1 392.1461 440.6729 529.8166 8.074233
11372 NM_201433 GAS7 1043.816 1661.202 1479.307 27.06472
21594 NM_0010251 CD74 5424.019 5297.301 6247.877 75.91642
8532 NM_005503 APBA2 936.2838 989.882 1554.299 16.54954

24598 XR_040032 FLJ42291 12021.31 8567.795 14441.06 117.8997
23995 BC066301 MGC87042 1755.873 1806.538 2457.043 31.69136
6747 --- --- 40.14212 48.71415 51.26761 1.16452

25753 NM_002451 MTAP 778.6219 876.5066 1014.333 9.118201
22294 NM_0010298 SLC35F1 1638.108 1176.357 2181.256 16.41231
22691 ENST0000035HLA-DRB9 480.669 422.2764 523.02 6.762681
12336 ENST0000028FAM38B 7252.745 8994.973 10329.78 68.85603
28045 NM_005362 MAGEA3 1550.072 1773.483 2251.063 10.90149
3894 NM_00100429C10orf90 958.0519 1507.632 1467.462 10.98666

15682 NM_207363 NAP5 676.9929 865.9506 1152.511 3.714541
22161 NM_001858 COL19A1 952.0685 1309.925 1540.508 7.748284
16951 NM_002463 MX2 2668.286 2230.353 3773.298 15.65346
17703 NM_006941 SOX10 2687.481 3203.088 3554.884 27.24384
14851 NM_000885 ITGA4 2413.45 2769.583 3266.952 19.55781
27653 NM_005636 SSX4 2213.027 1828.551 2305.794 20.03887
27046 NM_005636 SSX4 2264.16 1873.07 2365.868 20.35898
12337 ENST0000038C18orf30 9927.074 12642.83 13358 77.97932
27606 NM_031442 TMEM47 2217.16 2184.978 2497.181 11.57889
27045 NM_005635 SSX1 15950.15 11050.35 18234.9 94.57065
12322 NM_012307 EPB41L3 24532.12 32346.57 39860.03 230.5811
6588 NM_005653 TFCP2 496.1247 586.4819 666.5192 9.57799
4777 NM_032801 JAM3 1005.697 1648.707 1534.066 8.497268

27276 NM_000533 PLP1 4797.401 6567.722 5787.375 38.46537
4150 NM_012153 EHF 3875.843 4676.365 5570.838 16.8307

20399 BC043193 C4orf18 1986.903 2052.687 2691.255 20.24298
27382 NM_152582 RP13-36C9.1 941.7469 1028.36 1595.131 3.942478
28463 NM_019111 HLA-DRA 5687.122 5944.225 6475.513 32.00911
27457 NM_175742 MAGEA2 879.392 936.0557 1259.378 6.883385
28044 NM_175742 MAGEA2 847.9689 901.6998 1216.565 6.512108
28328 NM_019111 HLA-DRA 7005.075 7241.19 7842.047 36.98822
21980 NM_019111 HLA-DRA 5297.863 5450.591 6054.948 26.64878
1267 NM_138794 LYPLAL1 255.9296 445.8511 402.037 1.786788

10811 NM_002982 CCL2 22332.68 28462.06 34451.97 125.3915
28395 NM_022555 HLA-DRB3 3722.063 3728.225 4290.084 21.84749
14737 NM_003937 KYNU 1604.776 2445.816 2905.633 17.06223
18215 NM_198196 CD96 2811.603 3572.876 4266.476 23.63946



28517 NM_022555 HLA-DRB3 3178.724 3193.275 3740.738 15.78242
8628 NM_00101296ADAL 602.0598 733.9566 866.0858 0.00913134

27073 NM_00108544GAGE13 29899.01 33190.18 43253.47 122.117
27074 NM_00108544GAGE13 29899.01 33190.18 43253.47 122.117
27068 NM_00108544GAGE13 23996.69 26653.66 34744.15 98.24158
2067 NM_001854 COL11A1 15624.07 19532.51 20197.61 67.95388

28332 NM_002121 HLA-DPB1 1708.979 1650.239 2223.612 3.352473
28396 NM_022555 HLA-DRB3 3312.655 3303.704 3897.495 15.14171
27067 NM_00108544GAGE13 27996.73 31082.89 40534.84 111.664
27066 NM_001474 GAGE4 29308.3 32537.22 42416.33 114.1076
27070 NM_00108544GAGE13 29308.3 32537.22 42416.33 114.1076
21985 NM_002121 HLA-DPB1 1858.74 1867.832 2461.271 13.01206
24599 ENST0000034FLJ42291 27289.9 23127.71 32382.59 84.5353
27044 --- --- 668.4551 440.1435 741.2827 3.432415
24066 NM_014800 ELMO1 1672.279 1291.194 2311.946 3.561128
1374 NM_020066 FMN2 454.498 489.1134 433.1364 0.1398728

22704 NM_033554 HLA-DPA1 6665.352 6978.899 7914.733 29.09001
28404 NM_033554 HLA-DPA1 6665.352 6978.899 7914.733 29.09001
28467 NM_002121 HLA-DPB1 2133.145 2132.776 2790.183 12.81555
28527 NM_033554 HLA-DPA1 7057.312 7260.839 8259.792 27.4079
7088 NM_013238 DNAJC15 1511.567 1905.904 2208.031 6.581867
7435 NM_0011226 EDNRB 1596.224 2566.717 2705.184 6.941789
5446 NM_002421 MMP1 11505.94 11032.65 15537.6 30.16189
8307 NM_000153 GALC 767.0568 1188.601 1193.939 3.877901

16547 NM_198391 FLRT3 2281.046 1823.905 3033.447 4.729824
27069 NM_00108544GAGE13 2895.671 3153.678 4077.163 4.637115
28013 NM_016249 MAGEC2 3520.806 2832.066 4619.105 5.650836
27091 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924
27092 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924
27686 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924
27688 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924
27689 NM_00109759XAGE1 3909.479 3214.601 5184.649 5.112924



E_4 E_5 C#obs E#obs C.Mn E.Mn C.SD
2615.099 3033.71 3 3 188.887 2553.66367 19.160079
530.6492 810.3589 3 3 51.72161 663.078967 45.3585316
297.2819 381.3752 3 3 29.6676793 378.343767 38.5626097
504.6213 751.2318 3 3 55.861966 658.524133 60.2413213
34212.4 36515.57 3 3 3505.67033 40604.17 1548.44588
1008.63 1206.185 3 3 93.08834 1057.30307 14.4528744

1164.259 1575.644 3 3 122.035747 1372.934 91.8597388
1464.893 1646.441 3 3 136.742123 1535.124 75.4612165
844.6387 865.6024 3 3 84.9618433 894.228933 58.3772059
1840.885 1185.231 3 3 140.7249 1450.683 173.78251
2547.114 3939.61 3 3 369.66012 3342.66967 244.385214
208.7774 255.6753 3 3 29.9315333 268.983033 12.0758294
774.428 1127.574 3 3 111.464947 955.419967 101.302935

571.5461 740.0153 3 3 84.7615067 691.333767 67.3002061
501.9264 671.6523 3 3 79.82894 650.470933 76.0495546
280.3185 320.9621 3 3 39.1726467 318.075233 37.5662973
2456.256 3178.547 3 3 323.46528 2608.45667 269.085355
563.6858 549.1417 3 3 76.2921667 573.072133 9.58513937
965.5267 740.5721 3 3 124.967463 932.566267 83.9836454
1049.503 1230.449 3 3 151.96966 1089.05137 98.2367079
1655.779 2193.594 3 3 276.522033 1897.46633 189.630269
752.1595 769.0639 3 3 110.934567 756.079667 71.6843834
1419.819 1410.369 3 3 207.88507 1406.46933 210.218367
764.7724 1011.961 3 3 130.20906 878.738733 125.107397
3096.051 4948.464 3 3 602.6593 4064.649 299.172243
1935.332 2396.084 3 3 329.0977 2187.44567 107.872118
49.94357 44.30767 3 3 6.68346667 44.01326 2.75433464
1158.866 1452.561 3 3 203.041663 1335.04067 223.707424
1867.704 1924.13 3 3 308.973143 2019.46567 360.939542
1416.439 1930.418 3 3 254.0929 1583.79433 226.484352
2371.745 1867.721 3 3 360.899383 2235.48667 464.954152
983.8557 1197.172 3 3 161.37576 987.424733 114.377422
1756.672 2506.153 3 3 355.756433 2175.855 378.877564
1181.361 1504.552 3 3 224.034547 1344.82233 233.990433
2253.497 1707.029 3 3 349.729473 2088.569 406.995449
398.2008 565.8368 3 3 76.4209233 454.364067 60.0699049
3425.168 4275.551 3 3 650.0182 3818.47733 540.054226
854.7314 959.3177 3 3 159.38734 935.9701 165.323268
3087.426 3915.578 3 3 632.7393 3710.72067 299.783065
317.6092 411.9779 3 3 66.8452367 384.891967 39.6390227
297.9072 416.4951 3 3 62.0471333 350.425767 48.3870954
1219.766 1092.053 3 3 199.85863 1111.957 203.894023
346.2054 257.9838 3 3 56.60856 311.1544 46.0127844
7039.124 9072.437 3 3 1478.76317 8100.98433 1754.75356
872.5035 1216.314 3 3 192.504067 1052.99417 136.612072
795.8196 690.7079 3 3 130.176273 694.051733 78.1687372
1402.288 1898.073 3 3 316.764 1679.63133 328.031655



2705.12 2571.01 3 3 451.8385 2385.253 236.668305
2260.928 2562.646 3 3 429.006667 2228.54867 297.648666
958.6366 903.8115 3 3 190.157933 976.7147 147.531712
936.7218 1124.247 3 3 188.649897 967.054467 132.98643
726.9367 688.5131 3 3 145.413323 735.712733 123.135744
28106.45 23272.91 3 3 5101.08367 25760.56 5512.69878
3652.615 3555.871 3 3 749.424067 3697.69 713.243897
201.5699 241.3957 3 3 43.9239967 216.423867 15.4957877
3753.887 4672.569 3 3 847.2222 4128.77533 712.550547
5352.375 5859.46 3 3 1178.5448 5674.795 1113.9722
488.7676 569.8002 3 3 111.95545 534.094067 34.7383008
1965.699 2448.239 3 3 459.2032 2170.57233 355.061673
465.0802 588.9216 3 3 118.875427 561.059767 87.1603708
4170.769 4591.101 3 3 921.008733 4332.57633 937.039716
5863.416 5789.364 3 3 1131.08343 5294.00333 806.924285
154.9145 161.9341 3 3 35.3940367 165.626167 14.151132
1158.734 989.4845 3 3 246.9601 1155.39683 160.156259
6543.408 5646.916 3 3 1373.40423 6395.37233 1364.73652
474.5231 449.3816 3 3 105.148747 488.7875 76.7120319
756.5096 803.623 3 3 166.759267 770.8722 67.0731928
125.8503 116.9289 3 3 27.5253667 126.934267 12.580889
947.1548 1160.909 3 3 239.700367 1100.10627 221.316618
6934.133 6786.378 3 3 1449.41123 6607.42167 1500.73395
1014.343 893.8516 3 3 207.511163 935.459267 199.440041
3222.989 3158.122 3 3 687.313433 3061.815 388.499041
5490.207 7863.733 3 3 1527.98953 6741.591 734.856508
56.41199 54.08452 3 3 12.910759 56.95534 3.06733384
2833.746 2486.618 3 3 612.3644 2681.23733 388.070449
1192.42 1377.814 3 3 277.2198 1202.44067 103.423379

214.6438 309.2347 3 3 60.9752167 264.3884 26.2817407
595.4805 611.3967 3 3 140.19784 604.1407 128.134123
3149.494 3840.307 3 3 809.3528 3371.96133 303.628753
265.0014 325.5277 3 3 70.48323 290.403733 13.2162873
1450.587 1845.387 3 3 396.385767 1628.792 271.776338
180.629 231.3134 3 3 53.8298433 220.004133 34.4220022

2530.686 3374.049 3 3 677.7534 2748.072 314.108894
4852.56 5879.931 3 3 1217.98023 4929.10433 662.990258

1428.589 1825.622 3 3 423.814433 1667.713 300.276455
749.1256 561.8923 3 3 171.41335 668.8561 116.991145
219.5513 253.6962 3 3 61.8774133 241.110733 35.862389
751.4343 720.4767 3 3 180.75509 698.823567 118.386441
722.6063 654.9353 3 3 169.164603 653.5436 75.2465983
975.8062 1143.701 3 3 288.2888 1092.90773 208.699962
482.2961 474.123 3 3 131.78217 495.2219 62.7682036
1097.04 1367.551 3 3 329.611533 1236.14633 133.193184

1764.778 2099.073 3 3 493.228133 1822.55533 182.199038
466.4033 356.023 3 3 113.960143 420.566133 28.9929773
466.4033 356.023 3 3 113.960143 420.566133 28.9929773



452.0659 608.2097 3 3 151.492893 558.6302 46.136037
167.2879 158.3196 3 3 41.48953 151.459567 14.0887112
925.2582 1439.968 3 3 325.968033 1181.58307 32.5155465
433.3566 417.576 3 3 130.143697 468.3627 60.1527686
640.1661 763.4106 3 3 193.0637 694.013533 66.9070475
626.7454 860.4979 3 3 201.466193 721.0956 102.040104
312.9754 416.5655 3 3 97.48838 348.287067 39.3648686
842.5455 1163.662 3 3 284.093267 1011.39783 141.214587
1274.562 1482.924 3 3 391.615833 1389.72367 264.504238
609.7581 668.0466 3 3 175.142967 615.954233 103.464302
943.1105 950.9993 3 3 266.748033 929.8763 166.921089
244.1185 250.9922 3 3 78.4099933 272.0317 22.532516
143.969 128.6141 3 3 40.1082 138.7345 15.0253312
100.034 86.6105 3 3 25.80546 88.77865 7.8015556

689.0128 624.7554 3 3 206.8873 707.228733 121.495279
700.8836 901.8103 3 3 223.252133 761.771333 104.680151
2377.053 2383.396 3 3 748.5319 2539.85367 411.373243
295.4022 294.6624 3 3 95.60914 323.718667 32.3983495
191.0044 181.922 3 3 54.3268 182.903933 25.7033003
1427.859 1258.499 3 3 409.5343 1366.96167 75.0662455
607.5543 864.0462 3 3 218.859333 726.409067 80.8442716
204.3461 290.3769 3 3 76.99056 253.187633 31.6396499
2225.559 3029.826 3 3 801.454467 2603.425 328.700472
747.0405 808.5837 3 3 242.527393 786.261367 142.324453
274.8684 346.0972 3 3 101.84263 329.007167 19.4210973
274.7326 263.3211 3 3 84.76395 273.1161 47.5909015
88.1066 115.5177 3 3 33.68698 107.510133 5.81113845

1074.815 1065.952 3 3 326.519767 1041.06137 108.684187
4799.332 5268.169 3 3 1603.671 5109.758 920.831327
441.9912 499.4417 3 3 150.50002 466.609667 56.7329209
23.79436 23.41394 3 3 8.01865933 24.68903 2.68991566
28.21896 35.54423 3 3 10.2845487 31.1469667 4.47725997
169.4033 176.0806 3 3 57.01095 171.453833 10.301075
580.2769 555.6209 3 3 180.932667 543.648233 28.7565122
137.2919 172.0295 3 3 53.0461433 158.466467 12.0026615
935.2924 1056.129 3 3 337.0901 1001.23747 164.483245
5.211235 4.209733 3 3 1.636803 4.86133433 0.142255
488.1917 533.4251 3 3 179.34235 530.294067 90.7123309
2847.438 3160.181 3 3 1010.32383 2972.21767 368.072033
338.8408 437.0438 3 3 139.43318 409.323033 56.0619305
304.9031 405.867 3 3 117.670833 344.769533 17.7534466
392.3256 504.3188 3 3 161.361467 467.226967 58.1954052
913.2461 1012.24 3 3 320.059 926.354167 143.317328
1027.844 1004.565 3 3 346.5004 995.9934 149.699502
504.9453 564.2358 3 3 193.797677 544.640567 98.6916982
4494.795 5457.788 3 3 1812.99433 5084.82733 438.870453
937.4734 1149.74 3 3 351.1512 984.1124 64.1266305
209.5564 209.7909 3 3 77.14554 216.0875 17.7055565



149.9154 180.6612 3 3 62.1217533 173.749967 7.58326581
409.6114 468.9952 3 3 150.6322 420.6425 50.4383566
1123.713 1470.176 3 3 453.011833 1264.47567 148.170171
1519.16 1619.369 3 3 579.095933 1612.55833 178.274292

1036.176 959.1954 3 3 372.280267 1036.41713 68.3269894
225.9839 189.3022 3 3 81.2121767 225.9648 19.9645732
242.9254 284.0167 3 3 91.9945067 255.2441 21.5804323
830.8698 889.2501 3 3 296.864433 821.3876 119.067717
419.1216 499.4139 3 3 165.332167 455.8663 46.360404
422.3943 491.3974 3 3 178.265833 487.003967 65.6366935
431.5056 557.6258 3 3 187.762867 509.969967 38.0340511
3737.972 4025.627 3 3 1467.289 3965.31933 472.290353
4855.645 5366.551 3 3 1875.96067 4957.67733 384.486727
226.9879 284.7715 3 3 96.2775167 252.712767 11.2556677
137.1845 101.2166 3 3 46.49639 121.3988 2.0726987
826.7119 1070.53 3 3 361.772733 935.655533 116.496171
1497.742 1489.606 3 3 622.4926 1608.65967 185.633069
287.1747 270.251 3 3 113.280043 292.536067 20.9340991
1549.766 1762.628 3 3 674.7645 1735.12867 207.246259
2371.087 2643.156 3 3 936.0117 2403.533 349.810554
1027.074 1118.904 3 3 462.696733 1181.80533 11.3509164
635.6958 561.6404 3 3 235.702867 600.9806 54.3946305
897.374 833.515 3 3 356.914 903.4014 92.9618863

91.30951 106.0628 3 3 39.0468633 98.8318367 12.7675064
95.26613 85.47935 3 3 39.34772 99.3719933 8.08088928
608.8408 675.8367 3 3 271.634167 682.732033 74.7706805
375.0928 348.2809 3 3 147.032433 366.472933 38.5579732
1851.297 1876.642 3 3 806.645933 2007.095 264.606834
147.1092 153.3888 3 3 58.4163967 143.6977 4.4156326
1556.478 1910.955 3 3 684.5849 1682.27533 189.387233
5074.355 5171.539 3 3 2039.39 4992.217 431.848306
437.1201 365.288 3 3 164.983333 403.507667 44.9540188
544.1975 486.399 3 3 211.7728 515.376433 77.1067614
117.5504 98.25428 3 3 45.1604 109.660093 10.902271
379.6076 301.8647 3 3 152.475767 367.263933 24.6880186
2646.518 2709.91 3 3 1113.36053 2677.493 413.327507
277.7777 327.7512 3 3 130.312367 306.49 41.7546799
2770.593 2503.219 3 3 1088.08227 2555.149 173.951625
869.9371 1088.386 3 3 419.7915 985.473867 72.3245198
645.3036 697.546 3 3 288.2639 676.1173 38.5096804
778.2762 609.7239 3 3 298.2979 694.2615 46.9187819
198.1337 208.2761 3 3 90.84005 208.613533 13.1299613
818.6239 1009.897 3 3 407.459133 934.618367 98.3737159
231.4181 197.2244 3 3 95.39359 218.2585 14.8065333
506.8259 561.7842 3 3 220.3861 503.826333 36.0007149
920.3427 913.8478 3 3 408.526533 931.533433 56.1583919
5119.447 5726.491 3 3 2386.26067 5432.27133 353.072364
86.31724 103.2951 3 3 43.88076 99.6999467 8.63377999



159.8859 141.9527 3 3 71.9974867 163.531367 8.98679261
6417.763 7194.531 3 3 2974.63167 6730.01067 657.028244
198.2676 184.8984 3 3 85.7291 193.7711 24.1724121
2938.457 3370.695 3 3 1429.61033 3218.974 65.6991152
473.8579 603.1299 3 3 237.964767 533.119133 54.6070258
272.8107 247.6808 3 3 113.881667 253.980167 9.00047378
943.1061 1029.501 3 3 438.230367 974.649867 116.151926
943.1061 1029.501 3 3 438.230367 974.649867 116.151926
1569.594 1643.553 3 3 730.522867 1618.32867 77.6864737
2636.046 2397.269 3 3 1205.718 2668.517 170.293429
595.8916 609.9417 3 3 276.5426 609.7358 95.741955
3116.313 2768.826 3 3 1370.53767 3011.00333 223.863333
1322.631 1547.402 3 3 677.982867 1487.25133 77.8873012
238.6575 268.0823 3 3 118.376 259.556867 10.473473
942.7667 1114.01 3 3 506.2616 1101.80457 60.3301281
959.322 1137.337 3 3 475.149967 1033.746 77.9981764

322.1758 295.9059 3 3 148.516667 322.1388 18.9555316
874.7839 982.7546 3 3 447.042067 968.139167 37.339301
1456.12 1485.266 3 3 690.375167 1493.93167 220.558068

222.7262 266.9209 3 3 113.8661 245.445033 7.44670825
1691.941 1530.641 3 3 761.865067 1640.09633 128.601244
1731.698 1536.272 3 3 762.858 1641.36767 177.27425
458.3257 541.5491 3 3 216.863 466.216367 17.9817449
3695.675 3931.728 3 3 1849.86 3976.042 429.252302

1668.6 1926.237 3 3 822.154067 1755.32 108.95472
256.9793 295.5256 3 3 128.669133 274.072667 29.9416171
193.5639 222.2556 3 3 93.9364233 200.025433 25.1102027
144.8646 157.4071 3 3 75.1868033 160.008767 17.0541595
1254.966 1195.621 3 3 546.3441 1162.601 117.880558
299.4214 266.9415 3 3 136.847533 290.440767 7.28153436
252.3242 299.7901 3 3 136.087933 288.420267 14.3636405
805.9042 841.4373 3 3 396.8748 835.815833 59.5501576
1322.617 1487.85 3 3 626.748733 1318.867 120.520375
839.3909 904.1012 3 3 442.360033 930.057033 60.8046282
6436.302 7078.357 3 3 3217.941 6722.93033 747.813747
307.3846 257.1217 3 3 129.3647 269.945567 17.6580251
4826.767 4586.833 3 3 2119.57333 4421.45367 427.513396
620.9817 616.441 3 3 281.5942 586.933167 76.447561
469.417 407.65 3 3 219.1964 453.0233 30.3689225

154.1371 146.2761 3 3 73.2790067 151.241167 13.1971458
2858.305 2994.167 3 3 1472.175 3031.91767 389.637913
298.7659 326.1425 3 3 146.3555 300.199967 20.8091328
1581.798 1804.882 3 3 812.729567 1662.331 98.9575951
2979.013 3181.755 3 3 1567.65233 3203.58367 413.879198
1539.534 1721.372 3 3 851.971333 1738.66433 45.0483817
964.3759 1006.042 3 3 502.151167 1021.51863 129.78064
222.344 255.8812 3 3 127.230033 258.0001 15.3836867

222.7015 198.7525 3 3 102.909287 208.393867 9.66536565



894.3427 940.4034 3 3 462.116333 934.672767 96.2154346
119.3627 150.956 3 3 64.7157533 130.808567 4.20128293
147.7318 162.3302 3 3 77.85132 155.9736 21.1471456
748.7299 938.0167 3 3 410.8887 818.687867 38.5099955
130.9504 141.9991 3 3 65.91394 131.2103 9.92738866
1161.572 1297.046 3 3 589.912633 1165.58267 82.5959358
2193.573 2582.487 3 3 1213.152 2391.69667 101.809513
143.6785 152.1948 3 3 71.1206967 140.087067 12.012588
1729.301 1742.627 3 3 848.914933 1669.08433 129.023171
192.9211 187.4221 3 3 98.7843 193.692367 15.6592269
2300.588 2834.424 3 3 1304.31633 2556.351 197.891373
58.17709 66.44515 3 3 32.2732733 63.2470867 2.14028745
261.3664 319.8987 3 3 144.191733 282.3704 22.3572381
743.9883 854.6103 3 3 418.703333 817.414267 45.3848601
3343.266 3884.054 3 3 1931.51133 3763.39133 423.563566
5871.076 6060.346 3 3 3173.09633 6145.82233 592.244143
3415.531 3280.438 3 3 1745.884 3377.403 208.970422
1453.668 1500.974 3 3 753.408367 1454.77267 127.948328
3830.397 4120.871 3 3 2107.072 4064.02067 538.5356
784.9055 953.5551 3 3 473.116767 910.7283 56.4366082
3102.26 3548.738 3 3 1688.60533 3233.29233 265.314734

1183.648 1231.706 3 3 605.717933 1159.12333 26.3369937
113.2718 122.0278 3 3 64.5297533 123.135733 10.4062395
1973.412 2216.6 3 3 1093.10147 2083.492 279.391529
448.8677 511.2496 3 3 260.553 496.5506 10.9750871
3068.089 3122.392 3 3 1522.676 2896.679 170.558389
843.0526 796.5229 3 3 439.4656 833.8793 73.3642763
853.0127 786.4563 3 3 437.5213 830.086033 63.9788677
279.8923 329.0569 3 3 161.4882 305.259467 32.0465743
180.7913 184.681 3 3 91.1249567 172.0941 6.16321978
2282.792 2293.035 3 3 1151.5728 2174.03667 241.828594
811.0209 903.3723 3 3 464.4458 874.963367 101.908943
2352.766 2407.047 3 3 1292.885 2424.29833 317.788542
169.7657 176.8807 3 3 89.9710767 168.6009 3.51408993

450.08 451.7553 3 3 253.5214 474.613733 39.4496533
426.5497 351.6987 3 3 206.263633 385.6752 30.5641122
313.5467 287.5595 3 3 168.563967 314.758367 28.0382224
286.6219 326.8226 3 3 161.556367 301.281633 14.2970012
624.4733 701.9824 3 3 364.184767 678.726567 54.1878031
229.825 287.0185 3 3 137.9307 256.628767 16.5094113

3253.348 3648.971 3 3 1767.76433 3286.96367 237.691459
170.1919 175.7609 3 3 96.2828433 178.971067 15.5850118
1265.259 1198.043 3 3 686.393033 1269.88833 64.8546298
748.1548 663.9585 3 3 375.031 693.3782 80.0136915
296.1626 298.6291 3 3 173.622067 320.365833 18.0097596
5656.345 5306.971 3 3 2810.285 5182.54867 395.32059
202.3334 184.0189 3 3 108.981193 200.9001 16.9878376
1033.851 1019.102 3 3 536.851633 989.072333 110.333383



5448.021 5689.89 3 3 3055.291 5628.54233 623.398584
2730.819 3003.389 3 3 1538.681 2833.72067 272.150629
850.3703 910.3888 3 3 465.688233 856.971967 30.1986026
1051.841 1187.094 3 3 612.7272 1125.698 101.763959
1103.774 1039.409 3 3 610.225967 1119.281 72.4327362
220.0953 282.8853 3 3 134.250333 245.995367 10.2982502
304.7493 292.438 3 3 164.556567 301.4757 33.4045246
1582.407 1498.508 3 3 863.3114 1580.45967 166.754477
269.9677 331.686 3 3 167.776533 306.7753 12.6532595
1698.888 2035.392 3 3 1000.1577 1827.27767 139.140159
1864.074 1955.577 3 3 1013.60397 1845.525 124.431158
127.9192 150.939 3 3 75.6227067 137.647367 13.0323699
598.5594 572.1146 3 3 313.056367 569.412333 35.5837639
241.4062 306.7661 3 3 149.6163 271.172833 2.36282145
1257.952 1062.093 3 3 638.7301 1155.69167 104.879883
2180.466 2280.454 3 3 1220.8043 2198.90867 265.300576
3667.564 3653.864 3 3 2094.069 3771.67833 335.854983
290.993 316.1887 3 3 174.1503 313.361933 27.0235764

32.84062 31.4205 3 3 17.1600933 30.86795 3.51325812
309.5909 276.3637 3 3 170.158467 305.9989 15.3629115
106.2952 112.8947 3 3 59.0802933 106.121217 5.95341344
1317.745 1179.035 3 3 671.344167 1203.57 68.5172184
625.4656 598.9579 3 3 365.4313 654.281167 47.0891084
207.6459 196.7221 3 3 116.022467 207.2077 18.9583151
431.149 439.5035 3 3 235.616133 420.6153 38.7508083

286.9097 233.24 3 3 147.916133 263.723 15.9254703
378.8438 346.8376 3 3 200.025833 356.022967 42.7200903
1706.871 1601.05 3 3 901.615867 1600.33133 153.010052
1119.913 1090.757 3 3 613.239433 1087.76167 127.91251
76.21534 89.43889 3 3 46.1100633 81.7713667 4.95659012
1164.839 1291.42 3 3 667.106067 1181.382 91.8615121
650.5294 740.1204 3 3 397.2896 701.217833 50.9175583
2275.355 2079.228 3 3 1245.365 2197.35067 184.240953
298.6332 341.6481 3 3 183.244267 322.6533 30.8056205
1262.172 1336.002 3 3 719.018167 1265.72833 81.3372245
199.7017 182.0557 3 3 106.811467 187.5224 9.6107782
199.7017 182.0557 3 3 106.811467 187.5224 9.6107782
56.09617 48.43187 3 3 30.27701 53.09552 1.73364767
538.9011 552.7782 3 3 320.739433 561.6058 32.9500353
333.3076 356.3828 3 3 197.4208 344.2537 40.1207342
707.3115 590.8357 3 3 365.731833 637.423933 40.7004276
1889.795 2018.274 3 3 1109.36433 1929.97067 66.7454955
1849.185 1850.168 3 3 1121.31443 1949.40467 135.232211
766.9855 772.4004 3 3 414.850367 721.118433 42.0265994
5263.863 4909.9 3 3 2925.98767 5077.46533 362.331492
3353.325 3445.681 3 3 2038.79567 3535.295 339.750348
1060.962 1233.88 3 3 660.728533 1144.88333 82.4101852
1470.693 1362.576 3 3 789.200433 1366.534 60.0336784



1854.943 1887.856 3 3 1129.64003 1955.903 205.359774
1747.015 1630.022 3 3 971.5126 1681.83867 163.38625
2518.02 2514.663 3 3 1447.635 2504.99 149.197401

153.6228 143.5005 3 3 87.30357 151.014233 13.0872001
49.78714 53.62183 3 3 30.4649533 52.6383567 6.00284212
980.1276 925.1602 3 3 531.857167 916.9402 75.9875888
1857.755 1860.6 3 3 1020.1973 1754.766 131.269599
117.5224 138.8652 3 3 74.3434567 127.856667 7.68383743
94.17108 97.63547 3 3 57.3517233 98.6111833 11.4061399
1922.391 1842.768 3 3 1091.25903 1874.769 165.750846
4962.286 5483.992 3 3 2903.597 4986.78133 403.505657
2203.659 2386.611 3 3 1372.059 2353.38533 253.214968
1691.98 1775.233 3 3 1069.9823 1827.032 114.245412

300.3473 268.2679 3 3 160.605633 274.126767 19.6204677
326.0264 361.2729 3 3 205.081867 348.973867 19.5555777
203.6205 200.8015 3 3 123.819167 210.5384 2.71035254
95.10676 101.9786 3 3 60.9659567 103.63942 6.63411049
2906.039 3171.945 3 3 1790.25067 3042.4 237.866271
71.47617 75.63828 3 3 42.7925133 72.67046 4.06962168
3823.725 4024.118 3 3 2391.72633 4048.977 313.799192
4432.971 5104.908 3 3 2786.677 4717.07233 331.789354
304.4004 292.1425 3 3 176.024167 297.464933 31.3895534
229.7305 235.3856 3 3 138.042367 232.7194 22.1651409
2338.177 2456.296 3 3 1444.28767 2428.67 206.282055
23.57192 23.21003 3 3 14.70255 24.67223 1.87355812
124.2845 132.6161 3 3 78.1793467 131.1654 1.39845566
869.6696 1029.96 3 3 574.605967 957.4233 75.3981398
2146.075 2128.365 3 3 1299.62133 2163.01167 179.966713
214.6774 204.2941 3 3 131.5901 218.574367 16.7115981
1430.806 1434.247 3 3 830.798733 1375.67767 125.345749
481.635 551.6548 3 3 298.230333 492.365567 16.9396997

74.25305 77.58952 3 3 47.8786267 78.9838767 1.75025523
1402.092 1636.446 3 3 916.456133 1510.00933 137.78162
115.9032 102.5275 3 3 65.0780933 107.062667 7.74776385
32.66829 31.87972 3 3 18.9828867 31.2179533 1.63720566
74.98047 63.49841 3 3 41.8302667 68.73831 2.30728691
193.276 216.555 3 3 123.571733 202.978033 7.80628431

533.7911 513.8425 3 3 312.6542 512.7162 5.27326331
646.1188 633.9621 3 3 397.854467 652.371333 45.2945892
1187.188 1023.753 3 3 648.405833 1062.3635 40.6165694
111.301 98.49417 3 3 63.5687633 104.122457 4.59977198

155.7129 177.6525 3 3 103.69967 169.7577 13.8889534
130.5724 133.3249 3 3 80.1997 130.799633 12.3660686
2887.566 2813.502 3 3 1766.28933 2855.73567 280.161578
3015.981 3481.75 3 3 1988.04767 3206.42 243.713355
113.0124 99.26545 3 3 66.1151767 106.63265 5.50483518
883.2983 807.7347 3 3 538.4161 867.742633 65.8875661
2306.837 2450.488 3 3 1440.76233 2320.982 183.279098



1972.381 2332.294 3 3 1311.53533 2111.18867 143.246577
807.5816 916.6893 3 3 522.3949 840.784167 71.971842
1467.817 1625.152 3 3 984.535267 1580.42933 111.239168
18.91195 21.08339 3 3 12.1843367 19.5446267 1.30586657
891.2502 912.4987 3 3 583.759967 935.425633 89.9749273
3094.015 3563.544 3 3 2119.81133 3391.39633 208.23335
12.08637 11.07679 3 3 7.582195 12.0800167 0.36877285
526.7335 556.9891 3 3 348.913067 554.768633 28.5695176
242.1589 228.4529 3 3 154.4555 245.042533 19.321067
1251.082 1235.477 3 3 741.888333 1176.91067 65.2376396
127.5593 131.246 3 3 85.1456533 135.042267 11.1281169
180.2046 169.7226 3 3 109.4299 173.461267 6.03863043
149.8676 150.4127 3 3 90.5356467 143.4984 5.96269165
902.7936 1121.146 3 3 645.115033 1020.77887 31.9674515
107.3925 110.5205 3 3 67.4436267 106.527433 5.76143482
6855.452 7374.562 3 3 4347.86433 6860.82933 584.435011
464.8759 465.1945 3 3 309.203233 487.764 31.5845378
2255.845 2084.272 3 3 1341.60733 2115.44133 72.7471936
382.8139 357.659 3 3 231.916333 365.2443 10.6548725
3250.494 3165.348 3 3 2101.23933 3303.01033 327.341623
2325.176 2740.838 3 3 1575.94467 2475.422 57.119099
153.7388 177.2834 3 3 110.289033 173.041667 7.06754321
101.4043 97.06509 3 3 62.9791633 98.4162967 6.46223889
17.99035 19.58262 3 3 12.47016 19.4447333 0.98615721
1029.834 1171.871 3 3 722.634933 1126.36267 63.6950661
133.5507 111.8278 3 3 78.71172 122.553667 5.07304912
1601.614 1818.763 3 3 1110.58467 1728.463 59.7157988
83.10232 84.31675 3 3 54.0688367 84.0771967 5.9227774
61.2352 59.48359 3 3 37.65988 58.5077467 4.26351078

777.1789 837.5244 3 3 536.7394 833.216767 49.1015896
495.9095 478.7057 3 3 324.1731 503.082533 36.8973469
166.7109 170.3133 3 3 114.042633 176.860167 9.02481589
152.7681 156.7235 3 3 100.259243 155.2427 9.66152667
52.8028 47.51152 3 3 32.7743533 50.7321933 2.71648924

4217.086 4051.046 3 3 2642.822 4084.33633 368.341353
902.5019 890.0184 3 3 554.6549 857.043033 58.3734788
97.04124 98.98975 3 3 62.8730167 97.1172267 9.75776053
1374.379 1464.328 3 3 945.314033 1457.364 56.9125477
3048.271 2777.432 3 3 1833.64067 2821.202 85.9249119
548.4979 610.8356 3 3 379.182533 582.6755 40.9023188
628.0386 599.2993 3 3 397.6209 610.862867 61.3907687
1232.309 1270.781 3 3 788.7432 1208.66967 79.1256211
242.2111 241.4422 3 3 156.794167 240.1478 20.8304042
3244.195 2994.33 3 3 1973.892 3021.55967 183.857635
701.5417 744.3983 3 3 458.669233 700.313767 57.3759271
166.7557 187.5876 3 3 116.8468 178.0493 14.5160485
1821.596 1693.602 3 3 1131.7381 1723.99167 126.748316
411.2906 392.5879 3 3 255.680533 389.3649 26.6488428



985.0577 922.1586 3 3 601.963867 915.707567 45.870683
38.70835 40.85063 3 3 25.24812 38.40557 2.47730243
1868.027 1900.676 3 3 1248.82133 1898.78067 160.949042
617.7148 622.029 3 3 424.774333 645.629733 36.3451154
1017.747 982.4736 3 3 663.995833 1006.98787 75.3821951
490.5838 496.7088 3 3 339.763967 514.934467 32.7313035
656.2664 653.7228 3 3 433.358533 655.712167 53.8505087
2458.459 2818.811 3 3 1763.06967 2662.84067 79.9179961
2802.547 3061.293 3 3 1947.10733 2938.602 107.048952
4415.53 4276.619 3 3 2891.10767 4363.245 429.67005

1675.435 1978.604 3 3 1226.88133 1851.28767 111.615757
804.7911 859.1935 3 3 565.548433 852.8097 59.900681
1022.072 960.8674 3 3 635.865067 958.1558 66.0196203
1875.704 2050.485 3 3 1320.22033 1985.40767 12.7139851
1021.73 1102.339 3 3 707.3349 1060.98567 69.7080696

883.7763 908.0711 3 3 606.935267 910.008533 61.1326032
1368.382 1355.74 3 3 879.232667 1317.569 86.5740298
745.3495 663.9271 3 3 477.194767 714.965433 25.7907487
447.6049 464.9433 3 3 306.516233 457.743367 44.1625031
121.6654 138.8085 3 3 89.4504767 133.377 2.84594524
133.6003 124.56 3 3 84.7539467 126.335533 10.3235205
1002.061 1033.129 3 3 676.562733 1008.48187 89.4892007
1156.415 1271.882 3 3 807.1007 1202.04167 94.9204644
756.9603 807.2857 3 3 520.015033 774.0033 21.4868133
693.1467 701.2429 3 3 473.521 704.8003 52.053126
49.81096 49.27705 3 3 34.02924 50.63 2.06898582
268.761 261.2366 3 3 174.624533 259.207667 8.76041643

1192.913 1197.412 3 3 827.2987 1227.14433 73.3542133
397.777 420.9873 3 3 270.413267 400.3935 4.05420033

4893.206 5252.126 3 3 3363.04967 4975.84333 111.634461
751.6233 823.7729 3 3 522.7579 771.6651 50.3605305
2787.794 2629.793 3 3 1855.73533 2737.491 248.817813
778.6874 802.4709 3 3 559.420033 825.0559 17.0122027
39.07631 38.41198 3 3 26.83322 39.5082933 2.78205823
1394.054 1469.737 3 3 949.310867 1397.347 106.715526
519.0991 578.3369 3 3 385.2904 566.799433 34.5112025
151.3529 126.7357 3 3 93.53869 137.245533 3.72065907
2002.783 2219.517 3 3 1441.15467 2113.58867 82.8534983
694.9981 749.7588 3 3 486.0217 712.523833 57.4799746
4015.09 3967.674 3 3 2676.876 3910.33933 165.158605

228.0171 226.9624 3 3 151.777867 220.996967 16.0625372
1713.551 1814.43 3 3 1234.549 1797.092 96.7730429
96.42747 96.02944 3 3 64.27258 93.47269 0.40368058
2119.734 2294.811 3 3 1520.006 2210.54267 92.7817807
319.2735 321.9662 3 3 221.385467 321.461033 9.70409643
3979.765 4026.3 3 3 2789.747 4049.57067 342.127649
102.5814 111.7043 3 3 73.7622533 107.0583 5.64634863
85.5441 89.50437 3 3 57.9886667 83.8694233 3.94360651



249.0751 234.3354 3 3 164.047 237.147933 6.09452997
2092.727 1939.865 3 3 1334.59133 1928.61733 53.4153026
2190.708 2144.748 3 3 1500.51567 2166.313 175.346807
438.8329 411.8874 3 3 307.2114 442.908567 20.6571338
491.1722 508.0452 3 3 337.217467 486.1083 37.8849565
2151.76 2302.693 3 3 1473.90167 2124.03433 35.6051872

1312.665 1515.255 3 3 983.300433 1412.63033 82.9402222
298.8026 312.3547 3 3 205.625767 295.248167 14.2475742
126.451 128.8699 3 3 88.7580133 127.3081 4.83327951

36.47369 38.37829 3 3 25.8533633 37.0009833 2.39907411
7448.385 8064.601 3 3 5287.96467 7567.34233 241.690177
107.9028 103.3711 3 3 76.3248267 109.096233 2.03804779
715.5975 684.6671 3 3 482.882967 689.822967 25.2582183

2920.8 3248.047 3 3 2211.72833 3155.23667 142.726082
590.9847 614.3505 3 3 425.003167 605.678433 25.1601897
694.1443 612.1035 3 3 467.698533 665.173967 23.3767631
2711.76 3140.239 3 3 2097.95767 2982.39567 119.333113

40.33798 35.64302 3 3 27.5394 39.13661 1.01592708
2026.474 1849.413 3 3 1406.71367 1998.02967 85.9051009
406.5759 389.5391 3 3 277.973333 394.310767 28.3911989
193.6071 193.9718 3 3 140.944233 199.714267 11.4855414
956.1184 1023.355 3 3 684.066167 969.3014 60.3907848
2442.677 2478.308 3 3 1781.40667 2521.129 96.6047201
723.6335 719.538 3 3 532.4811 752.807767 41.420097
117.0345 128.5901 3 3 87.26709 123.2387 6.66681394
2633.662 2442.039 3 3 1827.88867 2580.09833 108.197745
876.125 942.1185 3 3 666.469133 939.9595 48.7076166

1345.623 1384.807 3 3 1002.80583 1413.21433 65.992414
455.8005 463.2037 3 3 316.810667 445.812 28.3726427
365.428 374.0468 3 3 258.536233 363.7276 15.5056062

2153.293 1956.867 3 3 1510.949 2122.18 83.5819172
361.3092 316.1187 3 3 248.837233 349.366333 5.07562562
99.04455 91.15868 3 3 66.2433167 92.83362 1.49822564
624.572 672.2239 3 3 464.449 649.854267 30.1700655

105.2596 109.0412 3 3 75.8174267 106.047933 6.57732026
3274.737 3596.877 3 3 2553.45233 3567.58333 92.8584588
4692.158 4406.603 3 3 3318.45167 4624.94667 319.764751
599.7112 524.7255 3 3 402.5788 560.633067 13.1154153
117.2069 115.2765 3 3 82.9183167 115.402667 9.38381328
1425.105 1380.328 3 3 1053.849 1463.94833 43.0985857
110.8272 105.1536 3 3 79.4214667 110.295333 6.68852848
206.148 205.5855 3 3 146.535333 203.4301 10.7417149

1581.112 1595.196 3 3 1159.40567 1608.641 102.732095
3595.664 3560.363 3 3 2696.762 3731.43033 154.188872
1919.918 2071.883 3 3 1489.481 2054.265 76.9313615
734.3657 759.4371 3 3 527.2739 726.3708 15.9043211
677.1188 705.1921 3 3 521.013267 717.418967 31.890289
655.5405 705.6581 3 3 494.208467 680.1801 18.3101907



1442.368 1351.436 3 3 1034.66953 1421.88167 80.0640505
96.3382 98.42191 3 3 73.9674133 101.595403 3.96407831

496.5567 553.4058 3 3 373.0394 512.318167 4.81196777
2877.422 2912.382 3 3 2091.121 2865.73833 176.500543
218.7303 206.4151 3 3 150.305133 205.699767 7.19784403
7171.156 7474.543 3 3 5274.85933 7185.99367 292.147994

239.74 267.1662 3 3 184.3854 251.035333 6.67591884
2112.425 2051.156 3 3 1567.774 2132.47233 70.8269297
4829.309 5158.509 3 3 3719.15133 5055.31567 345.721806
3711.012 4262.299 3 3 2915.09233 3947.47633 131.012575
120.3462 114.7771 3 3 85.607 115.822667 6.0077261
3120.431 3020.92 3 3 2319.951 3134.994 187.350295
70.40293 76.37289 3 3 53.24292 71.9280467 3.25105355
3637.359 4020.592 3 3 2925.57767 3940.48967 118.795527
171.7983 161.7998 3 3 123.288 166.049333 11.5599495
221.3693 233.7659 3 3 172.303967 231.7426 12.0948765
3268.541 3071.628 3 3 2361.585 3174.477 211.554496
40.21248 44.15372 3 3 32.2388967 43.3210967 1.15565438
1494.171 1567.488 3 3 1110.37633 1491.661 86.6715088
6258.831 6190.964 3 3 4702.067 6298.47567 392.700398
396.9812 362.8213 3 3 275.785967 368.5792 9.76616028
1976.465 1893.289 3 3 1475.341 1971.45767 131.303324
205.6699 195.1806 3 3 147.1937 196.625067 11.6856865
438.2394 390.7978 3 3 307.338933 409.933467 18.7982877
435.8078 479.0974 3 3 342.8164 456.090167 17.7909085
75.59077 80.38775 3 3 58.88489 78.2212467 4.75090066
459.6032 481.1056 3 3 358.4678 475.955333 7.09667039
124.9359 117.0862 3 3 90.4733267 120.1031 7.15984206
127.1746 119.9311 3 3 92.3880667 122.6295 7.44004562
349.6808 353.8293 3 3 259.4157 344.3156 7.78260181
21.9319 23.03734 3 3 17.07206 22.6289 1.59624619

2560.618 2568.788 3 3 1922.69567 2543.148 38.951864
944.2987 854.3842 3 3 685.039333 905.968333 45.787646
216.0455 212.9851 3 3 163.8985 216.493367 7.63966788
314.0685 335.46 3 3 239.1515 315.599767 7.88023885
114.7541 118.9914 3 3 89.1286067 117.488933 4.88634317
552.2326 557.556 3 3 419.5505 552.946433 1.58794607
673.7692 671.9013 3 3 494.497 651.138267 28.9825385
1256.555 1355.632 3 3 983.4709 1294.40967 67.5306362
198.4815 208.4773 3 3 151.512433 198.263933 4.60970563
277.6381 296.1154 3 3 215.2313 281.103967 9.61814074
1128.694 1077.871 3 3 840.3359 1097.22367 71.2523961
1322.55 1369.199 3 3 1020.6678 1332.014 31.7820838

273.7674 263.2969 3 3 203.981667 264.9377 7.85509384
134.4122 139.0661 3 3 101.946923 132.184667 3.7312529
1221.18 1324.677 3 3 990.934933 1283.07967 24.0928751

533.2737 495.4087 3 3 404.855867 522.306833 27.2585202
3076.373 3203.719 3 3 2406.18167 3102.58967 182.043455



278.2148 295.8663 3 3 227.789033 293.5022 10.6385435
313.9503 340.1294 3 3 246.855533 317.865567 6.68499469
2251.511 2144.859 3 3 1676.427 2157.32033 42.6739431
283.2728 275.0973 3 3 212.333367 272.992633 4.21603087
1292.773 1335.006 3 3 1042.98923 1340.48133 53.3099926
8367.329 8183.196 3 3 6457.696 8295.772 252.803513
1810.391 1984.849 3 3 1489.346 1911.69433 91.766715
3706.635 3699.813 3 3 2868.01867 3675.78 197.72282
293.7696 278.7983 3 3 217.548767 278.726667 3.04934339
891.7825 957.7098 3 3 706.204667 904.652167 9.45694869
9906.307 9701.482 3 3 7558.21933 9673.91467 482.743232
6903.65 6574.703 3 3 5296.41767 6762.39667 304.860111

4286.303 4493.247 3 3 3520.703 4477.57133 130.090331
5117.916 4795.666 3 3 3980.332 5054.047 84.2788503
2859.442 2768.976 3 3 2287.491 2898.77133 110.824673
125.9859 118.5094 3 3 95.3064867 120.3471 4.348562
11981.84 12040.48 3 3 9425.05367 11901.24 713.699851
4070.847 4359.387 3 3 3387.38867 4257.61333 213.706929
489.9892 501.615 3 3 392.711867 492.518933 18.0575284
206.1314 199.7905 3 3 166.478433 207.784233 5.67069935

4607.2 4817.264 3 3 3695.67867 4594.886 151.734866
1504.279 1473.054 3 3 1236.599 1535.93133 16.6074481
1855.051 1822.722 3 3 1460.30467 1812.83433 59.4526398
817.0286 782.5144 3 3 626.1844 776.747633 8.78289573
949.7224 957.0891 3 3 753.8918 934.2452 42.4197044
2641.136 2884.354 3 3 2260.35233 2800.23067 20.0858578
1683.983 1722.306 3 3 1375.983 1702.59533 8.68940395
279.2095 269.8563 3 3 218.0727 269.4401 8.57765509
3392.892 3533.554 3 3 2824.17033 3488.81667 116.854148
153.8445 140.6382 3 3 119.183333 147.1619 3.40575913
177.1273 174.4738 3 3 145.643667 179.673467 7.44797298
21.85873 23.25042 3 3 17.96479 22.1595467 0.42124226
1672.756 1750.383 3 3 1416.45633 1747.19567 43.2391669
1342.667 1326.948 3 3 1089.65233 1341.15133 72.8292739
6198.694 6732.609 3 3 5372.26433 6551.29233 123.352151
2082.331 2230.296 3 3 1784.61867 2165.67167 77.2900001
429.2216 432.7332 3 3 357.4331 433.222367 14.3929897
3214.772 3259.389 3 3 2726.24133 3300.562 58.4224626
2403.733 2309.249 3 3 1991.76833 2407.45733 67.9146162
194.4261 201.616 3 3 161.9118 194.796367 3.17145542
124.8728 117.2115 3 3 100.397803 120.773633 1.56864989
89.26626 89.95387 3 3 76.6541933 92.2009 1.28842616
6171.855 6408.842 3 3 5166.665 6211.91733 96.9237136
40.89232 39.19759 3 3 33.7437933 40.5530567 1.57122168
3138.157 3032.502 3 3 2598.197 3115.09433 117.605741
545.479 550.9442 3 3 463.417933 555.551 15.4400485

20.67147 20.99302 3 3 17.7604033 21.2345867 0.67332701
94.29077 92.70308 3 3 78.7139067 94.0018267 4.19854397



512.5511 524.7125 3 3 444.954367 530.8747 14.3994998
6586.821 6703.405 3 3 5495.39633 6554.992 158.752462
587.0682 603.4903 3 3 507.0608 604.6793 3.3897625
687.1842 713.7015 3 3 580.191033 690.4531 5.01811426
6351.379 6488.708 3 3 5332.032 6335.29733 155.413001
6634.727 6613.576 3 3 5669.80467 6719.514 230.517599
1373.315 1331.249 3 3 1126.84 1329.28267 7.83092657
6310.97 6478.375 3 3 5385.61933 6315.09233 184.597873

6309.862 6446.515 3 3 5367.58833 6292.719 173.51184
73.337 74.145 3 3 63.03143 73.88736 2.84149709

321.0471 325.884 3 3 273.1121 319.296367 5.27214518
333.3669 339.7736 3 3 288.022567 336.1686 10.8366183
284.784 298.3181 3 3 246.933167 286.563433 5.19331148

2708.778 2683.313 3 3 2277.968 2642.04233 7.25573456
178.8579 175.9753 3 3 153.276433 177.492867 3.74290875
1679.987 1592.771 3 3 1405.69833 1621.102 29.6598862
994.8222 966.0831 3 3 858.2199 987.776433 29.432696
849.1199 824.449 3 3 728.886333 836.1129 29.7569091
535.6775 547.0596 3 3 474.476267 541.648133 11.6992586
3566.46 3465.251 3 3 3127.096 3563.52667 47.8794294

3067.137 3028.118 3 3 2713.627 3068.32067 72.0151479
177.0539 171.3949 3 3 153.679167 173.343867 4.3877833
176.8957 173.982 3 3 156.696967 175.295467 2.61476156
78.22615 74.19861 3 3 67.8914867 75.7909767 0.84607122
2625.033 2687.687 3 3 2405.331 2671.57933 64.5197082
887.0709 877.0602 3 3 785.953433 872.595533 8.71928163
6921.493 6800.96 3 3 6446.31367 6858.69767 4.67022487
5048.146 4949.765 3 3 4734.50567 4997.67367 30.8471998
563.1456 573.0889 3 3 636.711967 568.618067 10.4430034
306.9435 308.3916 3 3 343.223233 303.8426 9.72903081
4653.279 4954.521 3 3 5482.33533 4775.203 84.9867079
1234.87 1195.708 3 3 1410.659 1224.97833 11.7925384

1496.974 1513.445 3 3 1722.382 1490.21967 26.5807179
399.8056 383.0684 3 3 468.7343 400.595767 5.89165307
185.6808 187.6564 3 3 220.352533 188.0752 5.41141273
100.4974 103.5866 3 3 117.986333 100.347667 1.75521915
393.1226 386.6742 3 3 459.680833 389.399933 21.1768455
263.9069 269.2701 3 3 323.0159 273.5257 4.86693685
526.2042 534.4136 3 3 622.496233 525.894767 10.0677287
215.0192 217.5872 3 3 263.2664 221.9233 3.78317743
120.3086 125.8683 3 3 147.612233 122.378167 6.45074546
1206.559 1157.726 3 3 1438.78067 1192.555 30.7634444
1145.781 1269.263 3 3 1455.84167 1203.80433 32.5748107
2400.655 2542.599 3 3 3086.27033 2548.82433 24.7696661
2062.866 2069.531 3 3 2587.853 2131.189 70.3634352
1208.137 1166.33 3 3 1475.82433 1214.84567 58.0488997
124.8662 116.9806 3 3 146.733067 120.1994 2.49346486
195.1882 196.4252 3 3 234.133467 191.747233 2.74284466



3874.359 4202.866 3 3 5022.19933 4107.645 128.585807
56.73162 58.98385 3 3 73.4215033 59.95269 0.9631342
2042.266 1935.758 3 3 2482.20467 2023.826 49.5668667
171.4387 173.4156 3 3 214.654533 174.954967 6.86484227
1981.174 1890.454 3 3 2389.24667 1945.918 61.0557495
2605.985 2480.874 3 3 3064.28267 2493.50933 67.8211855
125.5419 123.0702 3 3 155.669633 125.9884 5.51311753
2667.156 2338.121 3 3 3056.58633 2472.75867 15.1778141
931.3013 897.0412 3 3 1163.361 938.751833 20.9831219
2009.877 1991.358 3 3 2473.44167 1993.089 133.827121
238.5986 242.1402 3 3 293.519567 235.769133 14.5515426
2826.754 2998.267 3 3 3543.61367 2840.76333 156.101375
53.23446 50.84215 3 3 65.6405867 52.5822 2.69979677
247.7988 264.5182 3 3 327.123833 261.8972 10.8154901
459.1231 505.2338 3 3 615.644467 489.9496 24.3293993
2351.922 2283.729 3 3 2959.83233 2354.60367 67.3304607

1346.3 1410.088 3 3 1793.11967 1420.697 31.6063575
8260.383 8282.209 3 3 10227.2977 8090.00533 531.54291
167.877 157.127 3 3 207.660833 164.087767 7.78927786

163.4358 152.7159 3 3 202.252 159.785733 7.59725867
163.4358 152.7159 3 3 202.252 159.785733 7.59725867
1542.112 1687.597 3 3 2032.07967 1604.09267 53.7230606
1401.882 1544.958 3 3 1863.55833 1468.014 69.2908003
1336.479 1353.886 3 3 1719.83833 1350.035 92.7686461
833.5879 842.29 3 3 1029.753 806.171767 18.0351447
95.34699 89.07943 3 3 117.752567 92.0930567 6.61907468
1661.981 1764.27 3 3 2160.54733 1689.17933 11.3279882
204.4793 199.0733 3 3 253.958367 198.438533 13.9493228
769.911 751.0558 3 3 966.804467 755.163933 29.0816883
2416.45 2371.053 3 3 3114.243 2428.30933 71.2370526
2447.39 2402.778 3 3 3155.79033 2459.587 75.5807221
116.441 108.1562 3 3 147.436233 114.600133 7.38238068

94.10601 92.47929 3 3 121.2291 94.1027833 6.01569159
5844.964 5211.858 3 3 7015.408 5440.74467 290.855273
1425.795 1258.303 3 3 1727.43233 1337.61633 44.6243672
826.4337 775.483 3 3 1043.2617 807.3704 64.9948274
169.9192 182.4307 3 3 231.2381 177.878533 8.81821558
2468.783 2689.115 3 3 3421.77967 2630.17833 135.072561
581.9626 548.6274 3 3 752.765667 578.2403 24.8247699
391.7608 447.1641 3 3 559.9847 429.935633 9.74776269
258.2323 253.8173 3 3 348.7967 266.282467 15.1274613
1246.929 1254.175 3 3 1734.10333 1322.50933 23.2402383
539.7169 571.0301 3 3 732.153933 556.078567 43.5907876
882.4792 802.586 3 3 1091.91533 829.171967 49.8295281
28.02204 28.54814 3 3 37.00745 28.09023 1.45539579
972.9142 930.465 3 3 1221.84133 926.702933 60.0287115
994.5794 1101.485 3 3 1399.04233 1060.8948 57.4557254
922.7142 893.3726 3 3 1216.54767 922.170033 37.9004807



272.2856 282.2159 3 3 362.395967 274.665567 22.2183089
5235.723 5042.128 3 3 6837.45767 5165.41233 458.266349
540.2894 541.3784 3 3 730.025733 551.447267 41.0199119
6288.555 5715.968 3 3 8189.10467 6184.002 365.392248
70.39902 79.04002 3 3 98.1536033 74.00115 4.84703268
2978.468 3205.532 3 3 4193.38367 3154.75967 119.482698
900.4448 965.0624 3 3 1274.13633 952.189567 43.1358904
240.7717 259.8756 3 3 329.456333 246.086133 14.2730714
1377.242 1431.894 3 3 1900.1 1419.23067 102.968948
136.136 153.2699 3 3 197.775367 147.6776 11.5315559

1617.901 1499.982 3 3 2087.517 1556.88133 136.266064
328.7706 336.1397 3 3 454.675033 339.005833 15.2382741
3287.946 3716.031 3 3 4776.623 3556.896 171.149151
1373.131 1472.492 3 3 1951.40733 1451.61467 109.799504
60.6351 58.13477 3 3 82.1345867 61.0337067 5.05606306

3362.495 3818.731 3 3 4913.76033 3650.801 146.064322
3398.394 3808.503 3 3 4930.30833 3661.46467 150.067215
407.1365 433.3675 3 3 579.869967 430.088267 28.5149186
975.932 992.1132 3 3 1318.73133 977.8051 102.33921

2374.827 2541.759 3 3 3415.29833 2522.74033 106.684979
1328.883 1509.11 3 3 1979.863 1460.77633 81.3228839
889.3987 897.2834 3 3 1291.00633 950.3087 18.3296354
688.4533 600.3228 3 3 887.8672 653.552267 39.517
1413.049 1436.19 3 3 1963.551 1444.309 132.138907
2267.631 2313.997 3 3 3240.94267 2377.95833 57.8026578
342.124 303.068 3 3 463.406933 339.760233 11.6118829

20.17194 18.60772 3 3 25.6835967 18.80282 1.45631353
549.9822 476.9501 3 3 704.865667 514.107133 34.3516598
620.6513 630.0932 3 3 895.6906 652.9061 48.1217876

1732.5 1719.499 3 3 2350.25733 1711.92967 178.643495
940.162 890.163 3 3 1305.90333 950.519333 72.9731375

178.5107 173.7278 3 3 237.430167 172.7722 12.6847103
693.1839 747.6269 3 3 1007.89563 733.268867 55.6198541
731.4304 701.6873 3 3 1007.05767 731.842933 72.0401167
3457.896 3314.639 3 3 4777.74933 3471.35767 159.068113
360.5447 329.2971 3 3 471.409033 342.160067 36.2265853
1013.281 962.6583 3 3 1325.12867 961.723833 74.0073934
1013.281 962.6583 3 3 1325.12867 961.723833 74.0073934
4507.246 3859.048 3 3 6009.59167 4360.17767 142.454634
3333.249 3592.619 3 3 4885.35467 3537.501 322.64193
1831.626 2147.22 3 3 2770.854 2002.78867 142.418909
52.89316 54.95298 3 3 76.6200433 55.3464867 5.54335295
2820.717 2406.331 3 3 3641.98433 2624.433 178.044079
131.5297 108.8108 3 3 169.2484 121.9033 6.77977522
599.1605 535.1649 3 3 803.696833 578.177433 18.9333895
175.5675 168.4533 3 3 255.140933 183.358067 7.60935686
88.83344 82.79868 3 3 118.2801 84.8678 6.09561233
1634.525 1795.399 3 3 2461.81833 1758.38333 172.514693



1330.778 1296.92 3 3 1839.24633 1310.17233 159.30775
1223.054 1078.718 3 3 1571.696 1115.74967 65.3643804
436.7495 418.385 3 3 625.3116 442.468467 38.7519054
197.3712 208.0597 3 3 297.2056 208.769433 15.1433454
2977.419 3376.98 3 3 4720.23167 3313.07167 264.615909
84.38331 78.2599 3 3 117.193333 82.19931 6.66673626
495.5412 516.2863 3 3 740.617067 518.7579 52.6778572
559.4456 556.2199 3 3 834.593767 584.2646 51.5538837
14.90589 17.76711 3 3 23.0431133 16.1310067 0.58869006
754.462 674.1215 3 3 1063.88853 744.6882 60.7347567

70.12413 75.63351 3 3 103.101253 71.9845067 3.29927911
490.6774 554.738 3 3 723.163867 504.728367 31.1448563
299.1529 326.4511 3 3 474.710367 331.242967 26.736103
46.44455 44.85406 3 3 66.0382267 46.05035 2.89748688
338.0897 338.3325 3 3 487.9182 339.721867 29.4597378
1272.58 1408.088 3 3 1953.54867 1359.389 116.683067

2881.992 2462.455 3 3 3968.32233 2758.54133 126.908106
227.6331 247.9956 3 3 340.037433 236.234267 10.3296393
52.68084 45.3093 3 3 71.6924 49.7790867 5.1087114
319.7134 361.8759 3 3 463.788267 321.515 5.93864228
1179.457 1411.352 3 3 1847.86667 1280.17767 71.866992
858.1157 922.2385 3 3 1274.93667 881.9908 87.2904449
1700.231 1858.174 3 3 2616.85833 1808.594 186.412207
1094.611 1090.541 3 3 1654.375 1142.95333 73.3110642
208.8465 190.4154 3 3 293.864067 202.819533 19.6413133
224.7093 219.5562 3 3 314.071267 216.647633 13.2288425
522.2458 519.3955 3 3 820.274533 563.736167 8.09916306
4569.094 5253.158 3 3 7552.66 5187.204 265.893137
355.3631 343.384 3 3 520.736067 356.718367 42.3574659
1346.568 1564.81 3 3 2193.31633 1501.72333 86.2854833
1569.327 1454.442 3 3 2275.15533 1557.69567 150.647861
905.3486 1078.195 3 3 1410.62967 965.689167 95.0313015

2223.1 2209.342 3 3 3397.35667 2315.362 118.018081
1026.742 869.3032 3 3 1381.96433 940.895067 102.361088
177.7587 194.9977 3 3 281.770333 191.724833 14.6276609
1302.714 1494.219 3 3 2060.922 1399.34 97.1377168
393.1383 411.2883 3 3 619.262 418.5328 3.31815814
718.7932 890.5561 3 3 1199.53033 809.724067 77.5217313
642.6956 732.6042 3 3 1033.77013 696.033033 60.731644
837.2388 882.8241 3 3 1257.457 845.5933 119.752254
879.8758 1004.032 3 3 1413.89733 950.4508 107.645287
175.7733 152.8297 3 3 251.362433 168.6953 14.990707
3458.448 3963.057 3 3 5426.975 3635.51233 313.9787
3424.312 3403.075 3 3 5222.52533 3497.635 228.561217
326.3954 321.9571 3 3 495.708367 331.302067 31.3961489
362.0089 374.1601 3 3 580.507867 387.841367 13.6552864
864.6971 789.454 3 3 1319.89033 881.001933 69.9682969
24.80637 25.61292 3 3 35.22463 23.51039 1.82236288



1857.134 1790.894 3 3 2568.696 1711.99667 134.838334
598.4044 719.0854 3 3 973.543833 648.712933 74.9598271
868.9807 915.175 3 3 1410.70233 939.419233 58.9145699
558.6729 529.6961 3 3 811.877833 539.818233 66.6550903
596.3331 671.6868 3 3 958.443633 636.887667 53.023157
343.2006 370.0914 3 3 545.547333 362.483733 46.8245251
566.9721 649.4726 3 3 927.069867 614.238 85.6000613
740.6982 756.267 3 3 1154.534 764.836467 85.4818816
444.8648 392.9172 3 3 641.0421 424.609333 32.945316
44.24434 49.77851 3 3 70.29381 46.5097667 4.03883943
2020.066 2126.797 3 3 3239.405 2141.31133 308.10641
529.8969 502.0468 3 3 839.273267 554.266933 32.613205
899.2177 873.5778 3 3 1382.51367 911.604333 94.291734
900.3423 1002.962 3 3 1506.36033 992.938767 19.3631963
564.486 537.2868 3 3 789.325667 520.2468 50.4155184

241.7006 231.8585 3 3 376.6882 248.1636 20.7395482
961.1398 940.5646 3 3 1464.88433 964.286733 109.17895
1822.687 1887.691 3 3 2875.263 1892.34533 174.868666
1395.344 1656.554 3 3 2461.65967 1615.06867 163.593361
339.2368 340.4616 3 3 540.453733 354.574433 36.4948992
493.4694 588.1923 3 3 836.384733 548.2682 49.4716042
599.4502 567.4013 3 3 932.1532 610.5749 17.9004766
231.0132 237.3717 3 3 352.3276 230.419867 31.1323275
983.812 921.3898 3 3 1467.74467 958.8343 121.548826

2597.687 3395.215 3 3 4603.26267 2997.15833 175.747167
47.64647 54.93225 3 3 76.2957867 49.6750733 6.71867716
590.0361 561.2039 3 3 933.197 606.564467 64.1113136
1106.984 1058.431 3 3 1665.49333 1082.353 101.141593
2164.258 2343.032 3 3 3401.88333 2206.08333 242.594097
1059.062 958.0537 3 3 1553.46467 1006.5649 115.878904
128.0934 100.7663 3 3 178.858633 115.612 13.7929812
103.3515 102.9447 3 3 162.1287 104.492567 9.31396304
203.6976 223.8535 3 3 315.4546 203.2609 25.7833837
1045.259 971.2988 3 3 1570.30933 1009.6776 128.999793
2552.036 3033.422 3 3 4430.77733 2844.90933 193.784211
1098.511 946.1431 3 3 1606.71767 1031.14837 118.308076
1541.347 1635.524 3 3 2545.80767 1631.20667 135.59408

301.04 276.1782 3 3 496.657 317.6614 6.93505346
602.9802 487.4405 3 3 841.210833 537.551533 66.2949331
812.5687 879.0834 3 3 1335.94667 853.504433 89.0783697
324.9271 304.8917 3 3 496.595867 317.2092 45.0392355
967.7429 1210.315 3 3 1703.75667 1087.9033 144.073063
1192.372 1287.432 3 3 2071.35133 1321.61833 108.543729
75.57019 83.39533 3 3 126.878667 80.6452367 10.601651
270.4136 315.8711 3 3 465.3882 295.239233 43.8808386
143.1622 133.1886 3 3 216.895467 137.479067 16.5068548
52.42205 60.52439 3 3 91.6033167 57.9964733 8.2264527
238.4493 231.51 3 3 371.5853 234.8037 8.29127372



768.5283 997.0236 3 3 1458.75467 921.747333 9.03514529
2314.377 2340.629 3 3 3775.87967 2382.931 160.215636
1653.828 1903.195 3 3 2893.09867 1825.10433 253.821014
1090.062 1214.628 3 3 1864.21767 1174.84133 129.57514
1075.318 938.8454 3 3 1590.39367 1001.60187 126.119429
1042.899 837.3044 3 3 1474.68667 928.514633 109.0135
1503.267 1303.795 3 3 2113.95 1330.027 151.455218
1020.99 996.9567 3 3 1658.04167 1042.8969 124.049934

921.6475 1276.227 3 3 1780.13967 1118.4905 86.5565731
518.1105 600.4606 3 3 936.185733 587.9054 80.9865085
922.7274 839.3698 3 3 1439.72733 904.021067 135.555024
566.942 537.8557 3 3 905.4108 567.8149 63.4653138

1000.487 910.39 3 3 1590.56133 996.370333 111.767598
839.2858 976.0536 3 3 1460.00567 914.039633 90.3896742
814.1103 945.6534 3 3 1417.569 886.0585 86.7087815
814.1103 945.6534 3 3 1417.569 886.0585 86.7087815
10.67332 11.83699 3 3 16.6728733 10.4177517 1.11789198
251.3388 314.5273 3 3 465.486333 290.3244 4.537728
332.355 356.8897 3 3 532.4665 332.0273 45.5824187

2806.764 2696.887 3 3 4407.099 2747.44067 419.932484
506.3944 513.5668 3 3 871.303867 541.859 69.2600156
2346.678 2465.496 3 3 3956.708 2455.38567 451.844799
559.2634 765.3972 3 3 1039.673 643.541333 18.7396065
528.9127 636.3051 3 3 933.3537 577.009667 20.6157122
567.7311 677.4126 3 3 1063.6051 656.894033 83.3850845
2488.664 2854.723 3 3 4230.69667 2610.52867 384.856506
1535.599 1582.832 3 3 2443.686 1507.508 220.10408
266.8869 270.1624 3 3 414.1745 255.5012 42.9980727
1553.127 1770.395 3 3 2797.72333 1723.33867 125.688649
1247.439 932.2027 3 3 1875.72867 1154.4839 99.3887815
306.3241 238.1015 3 3 474.1898 291.7896 20.4194316
727.9762 596.2021 3 3 1077.63233 662.1857 58.5513875
1032.628 1177.213 3 3 1835.21167 1126.05233 50.6472489
168.6326 141.4386 3 3 270.4874 165.955033 12.2769311
433.1759 418.475 3 3 736.317833 450.284267 61.5445883
997.6597 1016.266 3 3 1664.185 1017.31523 152.665914
755.2046 921.192 3 3 1387.72867 846.185867 72.1972103
2012.287 2464.443 3 3 3750.039 2283.067 145.38853
608.6888 526.6639 3 3 946.005167 574.9511 99.0564339
1961.257 1879.421 3 3 3336.99567 2020.57467 243.806608
1750.188 1896.893 3 3 3081.69467 1864.77033 194.546965
595.0703 663.2303 3 3 1066.1157 643.6826 116.719769
459.2903 555.1249 3 3 880.892267 531.446967 81.3256934
2620.978 2567.412 3 3 4426.86333 2668.14733 413.905939
164.6527 203.0224 3 3 301.472233 181.159533 30.7700494
50.96175 40.51993 3 3 74.7607733 44.9204833 7.01077607
2067.77 2495.589 3 3 3768.89133 2262.53833 329.716351

353.7991 323.614 3 3 596.066433 357.6452 53.4173375



1318.614 1270.617 3 3 2262.21933 1353.84333 135.801994
1263.683 1225.221 3 3 2154.404 1288.33267 115.838202
618.3524 462.8533 3 3 853.8719 509.721833 29.4396393
1383.614 1914.537 3 3 2708.89833 1616.135 106.988694
465.3609 503.8671 3 3 811.536033 484.040233 39.7493124
718.1854 607.0832 3 3 1216.98367 724.831667 68.1145513
1016.605 1299.607 3 3 2062.679 1227.927 168.917742
424.0011 451.2409 3 3 824.142133 490.2356 27.0584399
49.96481 35.6994 3 3 78.8228967 46.7269333 0.87125314
912.8203 1187.622 3 3 1772.50467 1048.3841 136.431726
1275.868 1218.671 3 3 2131.69967 1259.59333 266.893209
4108.532 4138.83 3 3 6628.17933 3910.90367 371.777722
3147.044 2481.16 3 3 4639.19767 2734.85467 428.368288
998.6157 1156.668 3 3 1968.21 1160.1279 138.788356
153.9859 148.6437 3 3 268.539133 158.2556 2.94483959
153.9859 148.6437 3 3 268.539133 158.2556 2.94483959
67.84637 49.6885 3 3 100.427963 59.1413333 6.84128546
1196.319 1101.185 3 3 1994.175 1174.19167 243.441865
89.36436 101.3202 3 3 162.619533 95.5558533 11.0359348
493.2922 635.0319 3 3 1022.53187 600.683933 60.7801653
361.8695 375.7749 3 3 668.8775 392.020033 41.5847801
152.8351 147.088 3 3 268.7685 157.333733 4.54933946
628.9068 536.4313 3 3 987.6068 578.090167 94.0754213
552.9501 709.6805 3 3 1065.7282 622.562667 91.8448022
683.7891 684.1757 3 3 1168.06567 681.520967 70.5291983
677.0412 796.0328 3 3 1313.03267 766.0982 95.1976403
3060.149 4324.541 3 3 6291.47667 3663.40933 463.577483
1573.727 1816.492 3 3 3159.757 1839.504 106.735488
1300.181 1598.675 3 3 2540.162 1477.07833 214.423059
1250.515 890.9178 3 3 1969.50933 1144.90927 94.1843759
636.3559 536.1355 3 3 1042.48783 605.686933 65.0708822
1491.652 1152.393 3 3 2306.611 1339.941 157.304804
409.9774 366.2279 3 3 706.777533 410.576333 72.5641812
628.5752 570.5105 3 3 1042.59057 604.585367 56.3345111
80.10554 89.22518 3 3 152.346867 88.2159133 12.426747
840.6403 832.0369 3 3 1375.505 795.114433 109.639265
73.41921 86.60374 3 3 140.023533 80.8815 6.75140154
11.58064 14.65989 3 3 23.40824 13.48725 1.7896544
1915.433 2023.891 3 3 3550.784 2044.79367 304.542035
513.1964 607.4766 3 3 1041.4354 598.8217 73.1245239
822.7465 841.0359 3 3 1575.72333 904.216467 154.122304
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457
273.4348 264.3725 3 3 534.985533 306.1178 22.99457



273.4348 264.3725 3 3 534.985533 306.1178 22.99457
2609.364 2505.66 3 3 4700.468 2687.572 496.12921
497.9794 587.1962 3 3 1009.70783 576.717533 51.8705413
189.9454 196.065 3 3 364.184 207.965533 14.248865
3460.64 3534.296 3 3 5932.807 3387.521 522.795108

380.9448 342.4992 3 3 628.794833 358.981533 26.6703361
92.17327 96.40507 3 3 158.228867 90.3223033 13.5301839
2057.179 2247.266 3 3 3939.934 2244.542 169.926975
257.8718 279.1561 3 3 491.052633 279.6969 18.1939129
188.8467 137.5157 3 3 276.064467 157.058333 17.840393
571.9899 653.1931 3 3 1043.15167 593.4415 32.1969888

636.29 631.8753 3 3 1151.13933 654.7884 57.6516164
1215.285 1457.149 3 3 2427.93267 1380.69967 267.611747
793.1365 628.0739 3 3 1338.036 759.174367 127.128423
39.24928 31.24712 3 3 59.63106 33.7786367 4.51274335
1177.607 1122.163 3 3 2107.649 1192.16933 205.896797
919.4556 980.9594 3 3 1854.72867 1048.77033 50.5568686
392.4941 401.7533 3 3 735.239 414.896333 85.7004759
77.86973 84.16898 3 3 138.0297 77.8603033 1.66402448
3266.909 3287.849 3 3 5852.83767 3299.179 581.954413
1364.64 1291.155 3 3 2503.37767 1409.50933 265.370522

1673.576 1402.769 3 3 2929.24767 1645.51733 286.420687
1337.721 1329.361 3 3 2418.82733 1358.64767 188.933541
635.0989 898.5755 3 3 1438.521 807.488167 121.187662
451.5504 375.9874 3 3 728.5448 408.698067 47.737621
221.4245 218.4124 3 3 366.7817 205.4089 32.4352738
40.23901 38.95729 3 3 75.4825933 42.1962967 8.52422102
428.6407 549.2721 3 3 925.025067 516.5917 90.0376733
607.0665 539.3704 3 3 1041.37417 580.451867 74.5213066
194.6607 215.359 3 3 359.453267 200.202833 15.7481822
167.6837 166.9264 3 3 295.854467 164.2339 39.0373837
938.9327 919.2714 3 3 1781.20467 988.641033 116.051405
766.7589 794.4116 3 3 1428.64767 792.726867 177.099341
191.9323 234.7714 3 3 398.489267 220.998767 31.7422017
567.481 606.0331 3 3 1130.719 626.8294 93.6036514

352.5804 406.1177 3 3 724.205867 401.117633 52.6900403
268.6217 218.6946 3 3 484.3398 267.887867 44.7301719
483.4224 678.3864 3 3 1062.64187 587.003333 106.024268
1170.58 1470.202 3 3 2410.22633 1330.331 159.36927

557.3931 449.8833 3 3 851.696067 469.313667 30.379545
565.3479 456.0807 3 3 863.970933 475.856433 31.566855
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
314.1027 430.4116 3 3 691.843367 380.117167 61.6013433



314.1027 430.4116 3 3 691.843367 380.117167 61.6013433
459.2635 517.9848 3 3 965.0955 530.219033 105.386189
226.0965 267.892 3 3 495.9589 272.399233 29.541997
19.13817 15.74136 3 3 30.86065 16.9492533 2.61695548
1034.955 1115.37 3 3 2093.559 1149.21667 251.324721
49.00586 36.97321 3 3 76.4092033 41.9242067 8.32690133
430.0908 396.3555 3 3 754.0415 413.6507 67.6864572
49.60145 50.46841 3 3 96.03369 52.42066 12.5738729
45.04679 50.41978 3 3 92.88126 50.64022 5.39395813
889.7837 953.6512 3 3 1749.31133 951.502967 220.21125
566.3712 490.4285 3 3 976.066333 530.215267 39.8523711
1506.173 1778.422 3 3 3023.372 1642.02167 143.860436
102.0006 73.60921 3 3 167.608533 90.8479167 9.40044367
204.2095 195.6601 3 3 376.911267 203.791433 42.5408037
327.0506 464.3228 3 3 748.441433 403.848267 49.9933802
1481.857 1157.604 3 3 2600.58067 1400.99933 297.399313
1322.625 1429.734 3 3 2488.06167 1339.439 201.842461
226.559 203.1317 3 3 405.382133 217.614467 41.9337116

1476.515 1599.136 3 3 2866.56 1538.428 376.325299
203.4287 155.9352 3 3 345.926367 185.2668 21.0831449
303.5749 407.5228 3 3 643.884533 344.7919 60.1257992
193.7703 277.0104 3 3 461.177567 246.8451 39.7867132
2337.705 2344.318 3 3 4433.67133 2369.51967 484.559933
1349.691 1505.921 3 3 2600.08133 1389.56867 289.463212
824.9677 775.1472 3 3 1599.25033 853.909667 184.782063
833.5222 1059.653 3 3 1811.74133 965.7024 199.690464
474.6746 486.476 3 3 980.6011 521.7575 81.2656964
83.42076 76.32956 3 3 144.211933 76.5673067 12.2022354
1042.404 1108.801 3 3 2095.29767 1111.51533 178.962886
1012.281 950.5481 3 3 2044.63833 1079.3527 100.979611
540.0482 448.7722 3 3 986.583233 520.722067 75.5147221
102.2603 106.3475 3 3 188.489467 99.3015033 25.2366865

24.383 16.67932 3 3 37.4876933 19.7311867 2.10340576
1152.889 1343.617 3 3 2282.68533 1198.69633 244.559794
575.3748 535.8796 3 3 1070.7473 561.8418 101.594027
943.5031 708.874 3 3 1798.12767 941.216367 42.9160297
2453.292 2185.241 3 3 4989.11167 2610.43333 296.268587
992.1104 879.294 3 3 1924.81833 1006.5078 108.144936
440.2107 499.7322 3 3 863.939367 450.927233 114.07235
5085.109 6425.52 3 3 11208.97 5848.02333 603.736673
382.7873 404.5196 3 3 836.4172 435.520933 62.4247521
464.3397 472.8273 3 3 912.8038 475.128533 123.513788
50.13565 53.48839 3 3 107.72085 55.9577267 12.1019851
930.0087 1082.209 3 3 1852.41267 961.032233 200.855357
604.6779 586.9022 3 3 1248.57733 647.711467 110.896327
18.3148 19.45282 3 3 39.3481833 20.37933 2.14889574
455.814 345.1826 3 3 847.2413 437.1821 83.8490773
1217.01 1399.956 3 3 2539.068 1306.60167 184.894215



235.2156 286.0286 3 3 507.453133 261.117633 39.2487556
354.1888 335.5315 3 3 677.7469 348.381867 58.7959853
781.889 908.1666 3 3 1675.54333 861.099267 220.639952

1483.325 1622.732 3 3 2935.47467 1503.71667 375.653432
168.9635 144.621 3 3 308.817033 158.052067 17.808778
625.754 728.1998 3 3 1298.854 664.246833 142.146462

2183.155 2345.622 3 3 4366.80433 2227.905 274.704694
127.0971 121.8506 3 3 276.935833 141.0976 12.8470858
1083.677 1495.685 3 3 2505.27433 1273.425 239.514334
227.577 218.6133 3 3 443.705833 225.33 55.0081874

665.5471 728.2474 3 3 1480.825 751.923233 79.2297037
1380.95 1340.702 3 3 2852.90067 1448.24633 190.665677
292.282 229.9928 3 3 536.651767 272.242233 34.4707745

77.37066 66.93549 3 3 139.919533 70.96083 16.4587875
1202.848 1084.539 3 3 2145.70967 1088.0834 283.65784
1103.253 1146.983 3 3 2314.518 1173.255 331.401549
147.779 103.686 3 3 280.6397 142.0249 18.038614

130.3176 168.3427 3 3 298.2016 150.004733 29.3498724
2039.149 1965.038 3 3 4011.17267 2010.52867 191.109656
598.8707 663.0638 3 3 1256.11733 628.856267 176.786615
1202.134 1254.866 3 3 2496.956 1247.31167 203.955076
293.1512 355.4227 3 3 681.004033 340.142767 85.386829
596.5364 533.6884 3 3 1153.985 576.182567 95.7255512
955.786 773.7001 3 3 1872.50367 933.817367 236.137168

273.7076 349.5288 3 3 596.575633 296.934667 64.8163134
728.3817 642.2777 3 3 1480.28233 735.982867 144.549341
375.5614 368.1752 3 3 767.5482 380.213633 112.360438
1045.791 1021.071 3 3 2221.91867 1096.29133 285.387556
523.3887 318.2706 3 3 873.9145 430.828967 60.8635392
655.7913 751.5314 3 3 1456.954 715.451033 221.207221
1185.438 1422.296 3 3 2624.88367 1287.75267 378.270871
960.1733 880.5786 3 3 1857.16767 908.3599 232.844008
445.1675 257.4688 3 3 782.252767 382.584833 34.9087585
1099.941 1218.117 3 3 2379.128 1163.54667 258.438829
318.7818 229.8816 3 3 555.981033 271.049833 59.5048578
231.2523 332.3428 3 3 577.2928 280.867167 41.2856386
1031.386 672.4384 3 3 1928.09467 938.008133 42.8511111
62.78635 42.57757 3 3 123.493767 60.03525 2.59882162
75.05575 57.48367 3 3 124.5412 60.4478233 12.2802559
419.8991 492.8226 3 3 976.709733 473.3591 109.898702
1506.267 1445.367 3 3 2940.75867 1425.12167 216.985185
466.2387 538.7079 3 3 1079.81603 523.011967 156.353752
4773.368 3575.296 3 3 9624.867 4659.98467 302.826827
649.8592 711.7601 3 3 1459.73733 705.7437 215.447224
2177.494 2305.783 3 3 4471.29467 2155.97967 359.648949
969.3852 677.6008 3 3 1826.15567 880.196533 177.237635
193.1823 209.8932 3 3 407.2855 195.4192 55.0610165
312.3775 343.4852 3 3 708.528533 339.826367 94.4184777



231.7875 158.1668 3 3 384.989733 184.041767 24.032655
401.0654 345.8314 3 3 804.785933 384.1797 51.0495075
716.103 888.6641 3 3 1812.46667 865.164833 195.664356
558.299 796.3926 3 3 1340.60633 638.817133 145.256506

1463.992 2096.277 3 3 3590.604 1709.14533 289.941345
578.8317 501.7011 3 3 1256.226 597.483233 91.1949817
1975.348 2214.209 3 3 4440.497 2111.875 608.099539
361.468 307.2426 3 3 696.680367 331.226267 60.2681226

353.4536 324.1751 3 3 761.343267 361.9607 68.5317376
39.0288 37.40859 3 3 75.1800867 35.72134 10.3160701

812.1707 947.4166 3 3 1958.759 929.582433 286.267347
941.5267 710.1071 3 3 1870.99933 886.798267 215.89007
206.6586 150.4943 3 3 415.8239 196.872333 19.5352696
930.7244 547.2691 3 3 1772.929 838.890833 60.5847353
1212.419 960.3434 3 3 2441.95067 1154.44247 262.63277
1818.336 2715.205 3 3 5039.45833 2372.26233 137.188975
319.1543 317.5081 3 3 666.910267 313.8822 84.4147185
69.8307 60.43999 3 3 133.774967 62.7970233 19.4167988

977.8206 1287.223 3 3 2401.53967 1127.12787 183.590217
164.4099 203.046 3 3 419.770767 196.866867 29.3250104
1381.667 1202.455 3 3 3025.84567 1418.368 286.483451
398.7202 457.2484 3 3 964.232933 451.213767 149.323426
415.8596 358.9168 3 3 919.5033 428.977167 117.931847
553.6483 557.1826 3 3 1305.28833 608.837467 157.441385
143.2795 98.98148 3 3 280.851167 130.860827 14.9884066
881.2303 704.6277 3 3 1874.94067 872.540667 86.9903697
944.4216 903.9716 3 3 2107.775 979.975733 160.014076
1484.761 973.9865 3 3 2950.30233 1364.34583 102.29152
1129.592 1244.63 3 3 2646.82667 1220.50767 386.250488
142.8407 148.7956 3 3 337.8196 155.338633 32.2619502
304.3258 318.1461 3 3 680.1374 312.733833 78.7176103
145.2499 263.6571 3 3 485.407533 223.1159 16.3258996
234.133 151.3201 3 3 433.952433 198.682967 42.6703848

578.5347 452.6409 3 3 1201.531 546.812167 121.622475
2176.198 2708.287 3 3 5059.81433 2298.847 529.785845
17.83154 18.4549 3 3 44.2359433 20.08278 4.29061985
733.6844 716.2033 3 3 1646.64533 747.324133 223.283522
636.8876 955.4319 3 3 1769.66067 801.804767 248.992238
1370.634 1592.19 3 3 3484.166 1572.96133 521.610738
287.8248 157.7999 3 3 547.059367 246.9257 39.4879618
364.2036 382.9178 3 3 838.0549 378.230267 40.7999688
330.2282 350.7228 3 3 861.908367 388.002967 92.9484704
57.91704 50.74112 3 3 113.72507 50.9494767 14.6392069
275.5978 328.8377 3 3 702.356267 314.5921 63.7360937
1684.597 1599.896 3 3 3772.547 1688.971 564.918491
313.7383 178.8231 3 3 613.937033 274.772633 53.3778241
356.8754 205.3922 3 3 694.344 310.748967 47.4991975
2181.938 1255.728 3 3 3650.87333 1633.66967 357.546343



398.7237 524.9152 3 3 1198.71167 534.9086 67.0133123
282.7517 254.421 3 3 614.948867 274.239767 49.4401982
331.4145 409.6425 3 3 847.501833 377.002933 84.0280704
1266.771 1500.804 3 3 3158.61367 1402.46833 404.635559
247.1946 285.1372 3 3 604.854767 268.198833 57.8107926
54.22794 54.22839 3 3 118.3712 52.4839733 16.6061211
412.9438 545.597 3 3 1257.83833 556.849767 72.823521
1024.308 955.5792 3 3 2124.368 936.703633 302.115579
402.5915 424.5322 3 3 973.072433 428.741667 105.810209
1769.153 1828.787 3 3 4685.51567 2057.868 439.499878
18.99817 22.33265 3 3 44.78407 19.6666333 4.28396653
1026.518 1060.566 3 3 2379.04533 1043.41333 411.641828
394.4579 360.0219 3 3 845.392167 370.742167 99.8278256
299.4098 391.4119 3 3 905.771 396.696467 68.0192978
424.8011 376.5156 3 3 955.792133 418.439733 94.4377133
386.6211 407.9903 3 3 1004.1564 438.305233 83.5963553
11.51185 10.77078 3 3 28.8534133 12.5814033 3.47945095
242.4686 207.5399 3 3 535.328233 233.215033 85.6167247
17.22734 15.86875 3 3 38.8745867 16.93106 3.41941078
167.4544 152.8954 3 3 445.5732 193.499567 30.1612373
615.3392 577.1293 3 3 1457.63433 632.6728 179.963581
270.0695 314.3775 3 3 664.661967 287.3982 85.8933177
1184.845 863.6218 3 3 2472.81633 1067.06593 318.729461
350.3719 488.7111 3 3 1170.254 503.357267 11.5981569
15.07927 9.271232 3 3 31.67041 13.4901107 4.02212344
478.3562 566.1754 3 3 1307.39267 556.355733 150.954113
251.7663 234.0595 3 3 634.761467 269.805733 76.4625962
823.4935 861.579 3 3 1908.39367 809.156033 259.49901
117.6958 120.0045 3 3 343.920933 145.6824 36.5338203
8.017106 11.21258 3 3 23.4609333 9.90047533 0.73471123
902.6502 600.0624 3 3 1954.87233 822.8993 235.709584
709.1746 584.2363 3 3 1578.60433 664.496067 162.033957
588.8994 472.821 3 3 1323.35567 556.9002 192.546943
390.4881 452.1024 3 3 1065.266 446.022633 175.074829
2.683814 3.733622 3 3 9.101951 3.80599433 1.05899553
942.8882 1302.327 3 3 2910.76667 1216.3484 198.337671
942.8882 1302.327 3 3 2910.76667 1216.3484 198.337671
51.82452 45.52472 3 3 136.853933 57.1753167 9.67839305
290.6129 298.0915 3 3 741.911067 309.6511 130.528056
455.5047 418.4862 3 3 1138.72733 475.019267 157.463692
2527.412 2673.448 3 3 6419.00067 2676.12233 531.611195
525.5353 613.0011 3 3 1423.191 590.643433 192.591789
512.4248 570.2521 3 3 1305.80467 541.296567 70.3653495
135.858 79.31361 3 3 274.357067 113.70867 23.4438015

311.7733 553.164 3 3 1031.101 427.223933 57.9789991
1168.512 1434.8 3 3 3221.95067 1334.595 94.7921391
487.7153 606.4259 3 3 1423.299 589.405233 199.128159
30.25694 22.54641 3 3 64.91274 26.7818467 10.1339695



123.5401 134.9366 3 3 325.2087 133.963233 44.7653233
134.1738 81.47986 3 3 313.915633 129.219287 25.9434839
466.8042 595.9496 3 3 1257.73067 516.708533 71.0889891
189.0482 184.0276 3 3 516.855933 212.332933 70.2924987
1133.397 1625.611 3 3 3663.33533 1503.24233 205.823241
109.4324 131.6452 3 3 293.347267 120.178767 28.5768563
1825.552 1212.877 3 3 4077.50233 1668.80333 74.1524002
411.0949 377.3056 3 3 1093.65453 447.4018 116.319216
5804.824 4095.639 3 3 12955.5233 5297.159 466.443153
132.6742 125.4878 3 3 336.275267 137.175967 47.8036459
22.47465 19.00775 3 3 59.6582067 24.2579267 5.57371178
990.1538 712.4891 3 3 2333.91767 947.690633 304.417924
523.2084 457.2737 3 3 1229.34133 498.316633 151.704157
1333.238 1643.098 3 3 3791.975 1534.47733 592.78428
2197.599 2089.106 3 3 5007.56367 2025.39867 684.131554
1965.324 2150.72 3 3 5055.30233 2041.804 228.210352
503.0818 330.9162 3 3 1062.3732 428.717767 168.434571
797.2036 475.1784 3 3 1519.65733 613.2048 163.895482
475.1709 295.0117 3 3 1096.2594 441.649333 125.956188
1038.325 1080.354 3 3 2662.393 1071.311 299.093241
1047.087 938.309 3 3 2428.63333 973.571933 247.776721
194.5973 214.5404 3 3 588.061567 235.450167 53.5124656
265.8555 152.8264 3 3 553.263333 221.0546 8.06605162
1656.555 1326.491 3 3 4064.65533 1623.236 424.507775
376.4549 563.4993 3 3 1204.223 478.342167 175.384238
223.7292 299.4438 3 3 722.7803 286.696033 76.3155158
251.0582 259.5769 3 3 713.323833 282.8787 59.1781692
744.0245 1027.497 3 3 2067.34333 819.183667 184.705109
415.0164 465.7978 3 3 1258.03433 497.5148 185.240355
109.3588 84.96609 3 3 220.772167 87.23798 32.5565866
148.0029 128.3815 3 3 338.248433 132.7749 18.7053563
446.281 435.3747 3 3 977.721933 383.396433 148.209303
446.281 435.3747 3 3 977.721933 383.396433 148.209303
446.281 435.3747 3 3 977.721933 383.396433 148.209303

1946.905 1999.627 3 3 5165.46167 2025.43767 630.226339
901.3335 668.0063 3 3 2115.83267 829.445433 326.829385
665.8644 644.7759 3 3 1763.75467 688.653667 279.927672
492.5697 297.987 3 3 1113.58133 433.0201 111.191473
623.0195 839.9884 3 3 1889.55133 732.5144 221.369398
391.6897 650.2181 3 3 1466.555 568.143233 33.8862553
190.327 165.0281 3 3 447.976033 173.429833 66.5949123
662.563 559.3804 3 3 1507.11533 582.6273 248.711948

1736.762 2084.56 3 3 4820.91733 1852.615 443.579439
2487.864 2022.519 3 3 6426.08767 2459.39967 793.107635
503.6232 447.1429 3 3 1347.606 514.515567 134.051286
274.4075 324.7996 3 3 932.914767 356.0554 54.412621
618.0364 899.6036 3 3 2096.37733 799.297467 314.856303
380.3458 324.1845 3 3 1087.24077 413.794767 102.126884



192.0692 149.8307 3 3 486.776467 184.660733 51.983082
827.8087 1597.038 3 3 3262.13167 1227.34557 192.33242
1281.993 1036.205 3 3 3386.74567 1272.039 455.426061
1088.77 963.1837 3 3 3041.58333 1139.79223 413.992192
81.2616 60.894 3 3 189.296367 70.9227667 12.8446505
230.043 293.5186 3 3 632.779867 236.925767 80.9708317

83.42608 72.00713 3 3 197.367733 73.8332867 34.4186275
148.7007 224.1924 3 3 491.820567 183.804567 81.0186402
1218.832 1617.738 3 3 3949.95367 1469.66767 686.951664
298.6956 330.3594 3 3 882.034167 327.388033 141.086512
658.127 641.7986 3 3 1932.723 715.982533 243.124419

268.8409 419.7898 3 3 881.386667 325.981567 51.9430184
1660.988 1558.263 3 3 4236.45367 1566.697 312.864553
869.8494 758.0701 3 3 2332.426 860.525833 132.308737
237.8993 230.899 3 3 745.838033 274.380567 125.673673
264.7792 249.2665 3 3 763.2005 279.498033 110.255008
35.6373 47.45089 3 3 100.37869 36.6918067 14.6910585

851.7207 837.4919 3 3 2385.00233 869.277067 310.510225
283.976 295.5009 3 3 779.787833 283.0478 128.868967

1140.882 710.9963 3 3 2914.01567 1053.87977 427.722506
405.3479 738.3122 3 3 1621.03533 586.021433 241.699869
237.8307 200.7867 3 3 623.360167 224.544233 72.205075
197.3815 141.6922 3 3 545.5878 196.466567 41.1779859
555.8933 564.5294 3 3 1735.841 624.152533 306.296379
45.53143 62.83253 3 3 177.848633 63.91097 11.5301822
351.8965 740.0725 3 3 1411.52167 501.0887 158.713161
343.7095 390.3231 3 3 1007.00003 357.056133 37.3645057
10.83934 7.258105 3 3 29.72465 10.5221083 2.11555384
461.5822 527.1271 3 3 1503.42767 529.810033 147.080076
52.19125 51.72851 3 3 148.343967 52.1328233 12.2784024
351.4421 302.0038 3 3 953.439533 333.8727 126.694599
95.76087 69.30191 3 3 254.171033 88.7520267 44.3471891
484.2932 463.0663 3 3 1158.10367 401.5291 76.6939557
215.3168 318.3752 3 3 950.010533 328.914867 60.8108916
75.17735 62.10983 3 3 250.1209 86.1293933 13.5365321
707.0435 768.0716 3 3 2076.74667 713.2366 344.112549
618.5319 592.5001 3 3 1996.01867 683.444333 358.0331
80.46288 84.59787 3 3 316.343633 107.783417 8.22752697
686.9317 702.7448 3 3 2220.53667 754.380833 344.531688
92.13902 111.2055 3 3 371.925733 126.072273 35.9409095
2399.314 2198.06 3 3 6345.53267 2147.96667 597.663766
125.7275 76.04729 3 3 278.0769 94.0746633 11.8961587
238.4049 225.5191 3 3 848.8617 287.1514 105.572273
178.9555 93.70828 3 3 501.823367 168.96766 18.4042695
2819.975 2069.596 3 3 7612.87367 2563.07 999.688236
697.0125 485.3002 3 3 1620.80267 544.2879 148.995767

825.95 1008.497 3 3 2782.55067 933.892533 254.766013
202.3642 200.495 3 3 600.241833 201.203667 41.6771491



202.3642 200.495 3 3 600.241833 201.203667 41.6771491
26.73135 26.00236 3 3 81.73199 27.3714133 7.04057046
229.5986 157.6139 3 3 620.2116 207.630733 55.5257261
361.0829 352.6404 3 3 1051.49083 351.032033 108.470394
46.80199 50.30191 3 3 157.7746 52.5733933 4.04917127
681.535 565.5605 3 3 2178.943 721.073167 193.85848

161.2919 175.8776 3 3 608.923667 199.951033 76.8852263
80.63354 45.63573 3 3 199.481367 64.8052067 17.3520061
505.1816 743.9263 3 3 1740.485 565.392967 293.656191
511.9674 922.7209 3 3 2011.28267 652.033267 222.694929
58.70397 41.39043 3 3 171.494267 55.1468167 21.4496031
865.9793 740.7953 3 3 2738.718 879.3552 427.493729
370.0267 650.0342 3 3 1540.51433 492.790367 180.404361
268.9366 316.4205 3 3 967.238033 308.592233 67.1412039
533.2618 509.8339 3 3 1548.56767 493.7509 191.525095
77.13735 108.8781 3 3 310.393467 98.7954833 17.3168378
87.00014 86.88138 3 3 266.413033 84.7376367 55.6142434
40.87019 40.24194 3 3 151.3007 48.1164233 21.0685427
782.2062 711.4673 3 3 2542.59967 798.821967 503.589482
211.1322 341.1553 3 3 821.737367 258.065067 140.412405
461.8112 983.2853 3 3 2138.435 671.5584 245.640308
326.2858 275.0855 3 3 1112.61407 348.4785 192.606915
88.89001 69.36572 3 3 255.5636 79.66508 53.4279037
238.8708 265.7222 3 3 803.076533 249.792967 146.611792
1189.324 1664.008 3 3 4263.68767 1321.64967 459.471917
330.3086 570.819 3 3 1468.83433 454.435133 148.668607
88.94103 86.92768 3 3 324.834567 100.34317 26.4509118
28.70978 26.57561 3 3 83.42075 25.73906 9.17286699
1181.763 1652.857 3 3 4273.80233 1315.55833 481.554999
777.9742 740.8382 3 3 2777.982 854.951467 334.682872
702.3212 816.8835 3 3 2828.64033 867.2929 186.928641
561.6586 546.5054 3 3 1906.916 584.006933 294.533877
85.13187 51.42274 3 3 312.7389 95.6710367 39.7966031
291.4848 203.5095 3 3 855.813633 261.3944 174.458368
34.09512 21.49651 3 3 105.64346 32.2496833 8.23051821
128.3117 125.7742 3 3 393.162333 118.4236 40.6138025
132.0245 92.25009 3 3 391.356067 117.73603 27.8148246
295.8437 409.5164 3 3 1150.78517 343.054867 233.779873
47.43054 30.41491 3 3 130.189733 38.7200033 21.118263
217.8616 202.0026 3 3 731.425067 217.064633 52.1402017
69.88557 66.93797 3 3 219.612967 64.7384633 40.8284833
544.6167 689.8113 3 3 2169.34967 637.187333 406.179798
314.7881 579.2585 3 3 1549.75933 454.5407 122.420505
221.9694 98.88451 3 3 576.951267 168.60917 102.010819
121.1653 107.169 3 3 503.9485 146.033833 61.9588895
244.5292 230.261 3 3 888.515933 257.3814 111.166899
283.5207 145.8736 3 3 901.7173 260.1959 160.407554
2015.786 3227.743 3 3 9178.695 2633.46833 1070.71861



297.1432 370.5622 3 3 1084.45783 309.338267 180.474598
20.2559 36.35714 3 3 85.2362267 24.2825833 15.4298859

2427.408 3352.79 3 3 10344.0197 2940.22833 599.356828
2158.604 1508.793 3 3 7412.24 2101.122 885.661681
1681.653 2265.25 3 3 6630.44467 1874.14133 1154.37813
98.25291 118.5703 3 3 410.8415 116.008837 57.6511938
102.167 65.3943 3 3 383.214633 107.788967 21.2644505

59.60089 42.96641 3 3 177.853867 49.68217 9.27897312
606.3797 939.8484 3 3 2585.257 719.618467 499.185171
370.8885 364.8483 3 3 1537.87567 428.071867 118.333342
831.2228 582.4135 3 3 2694.592 748.8256 430.458008
820.9012 934.7829 3 3 3280.117 910.740933 699.36838
773.1307 997.324 3 3 2852.364 791.620367 558.728785
302.7987 273.3839 3 3 971.0006 268.9346 196.751677
67.44118 129.6194 3 3 338.0888 93.33725 53.8607479
644.8279 446.9894 3 3 2250.628 621.3313 185.193217
163.4492 417.9061 3 3 997.9372 275.3997 103.083425
229.2043 211.0775 3 3 816.749433 225.2872 154.999309
204.8034 321.2872 3 3 870.044667 239.622667 165.230885
33.65314 21.17137 3 3 108.90006 29.2792567 21.1743752
33.65314 21.17137 3 3 108.90006 29.2792567 21.1743752
49.86148 70.87302 3 3 234.266033 62.4382533 39.489737
1545.219 1771.829 3 3 6671.376 1776.778 421.443336
320.0449 279.3143 3 3 1127.6648 299.789467 168.262771
105.203 94.03267 3 3 358.495633 95.1484433 39.8773884

201.3602 113.6798 3 3 780.450067 206.793033 106.279841
1016.198 752.8636 3 3 3616.16267 958.010867 256.918594
19.47335 3.147639 3 3 63.3153767 16.7394463 4.22919498
73.23415 72.1799 3 3 236.393 62.1662367 24.5631759
82.01035 69.72658 3 3 307.138367 80.64488 47.940631
203.9664 212.761 3 3 799.812333 208.978267 106.060064
138.5986 128.2095 3 3 596.961233 155.8176 99.1881636
182.581 89.79502 3 3 511.3188 132.935573 96.8817695
182.581 89.79502 3 3 511.3188 132.935573 96.8817695

178.3274 110.0826 3 3 698.815767 179.7593 133.265198
296.4549 280.2214 3 3 1072.82667 274.6764 112.290367
1685.63 1603.934 3 3 6968.33733 1776.60967 240.751318

395.1659 600.3406 3 3 1820.954 462.810767 243.148917
994.498 1235.831 3 3 4217.49167 1065.45043 782.611455

34.26598 34.53545 3 3 116.497287 29.3727333 20.6401949
37.85247 20.90519 3 3 125.777663 31.54592 26.6354635
175.3772 163.2837 3 3 652.291633 163.472867 72.678792
243.6902 273.3107 3 3 1080.22777 270.622467 77.9414581
26.43479 10.90977 3 3 84.8201567 21.16057 10.0603169
2224.623 2243.25 3 3 7428.12933 1841.12233 1019.86736
56.93261 35.75346 3 3 191.620733 47.3962267 35.0942659
64.24107 102.0942 3 3 316.547933 78.13384 25.2188769
349.1901 380.2807 3 3 1415.47867 345.2632 129.305885



327.9574 350.2744 3 3 1609.47 392.0095 136.475965
36.11384 15.46365 3 3 113.927823 27.61761 23.7884147
530.3033 527.6452 3 3 2236.32933 540.863867 470.602117
41.79372 39.81125 3 3 169.932633 40.58245 35.8126697
85.88781 36.38831 3 3 221.8051 52.7872333 32.161047
14.52348 11.36095 3 3 67.57922 16.08277 10.7754438

9.1079 3.975487 3 3 43.3581333 10.2189657 5.52527434
395.2755 324.9123 3 3 1668.43233 393.1537 352.570512
100.1251 76.26965 3 3 614.506933 144.679817 9.72677826
258.9813 568.3159 3 3 1749.55367 409.066733 361.276089
64.02025 44.79014 3 3 239.412267 55.96597 46.3540016
225.8993 250.3479 3 3 1132.277 262.611 86.7336978
90.40785 68.60392 3 3 335.642833 77.6361 62.4649733
91.27859 85.24412 3 3 427.047633 98.5649367 90.7901402
92.5829 68.59348 3 3 345.1265 79.3510433 39.7486223

462.0238 373.8932 3 3 1983.594 455.903467 307.367858
427.793 348.596 3 3 1819.29767 412.7844 315.145386

497.9063 405.1155 3 3 2365.971 533.273167 405.010316
405.6418 468.629 3 3 2142.01267 479.824933 372.394307
438.6389 572.29 3 3 2359.734 524.325867 303.789423
231.8017 193.3618 3 3 1172.62467 259.6746 64.7497312
1192.891 744.3938 3 3 4667.95733 1028.5086 443.518847
35.71472 36.56575 3 3 165.3764 36.1748667 38.1031106
475.2737 321.4147 3 3 2296.11033 501.6921 467.730519
183.3713 108.7139 3 3 951.1815 207.359667 189.215027
264.2699 272.5111 3 3 1436.13667 311.683067 313.441076
343.3948 86.03427 3 3 851.100167 184.352323 113.254076
82.74281 59.52623 3 3 338.129533 71.0558 68.6976373
592.3284 503.9688 3 3 2551.92767 533.231367 364.643641
140.1344 192.2408 3 3 783.002433 162.769133 109.678553
124.3865 138.4437 3 3 594.3442 123.097933 143.356562
379.8448 863.2851 3 3 3059.999 632.0287 413.218454
379.8448 863.2851 3 3 3059.999 632.0287 413.218454
283.7358 224.3851 3 3 1214.88033 250.708533 157.875449
729.1154 537.5981 3 3 3520.853 725.199167 613.19752
46.66353 50.24434 3 3 254.274433 52.2505633 59.3570727
97.9295 66.02393 3 3 375.437567 76.85803 38.5384633

129.4601 132.1083 3 3 759.135433 153.535867 75.8110188
40.69595 19.23328 3 3 163.499467 33.0030633 32.2241148
283.4622 372.0149 3 3 1612.24533 322.990033 236.40314
1073.253 1192.627 3 3 5386.84833 1060.86223 815.507478
37.97364 37.79321 3 3 251.487867 49.3629 24.0668644
56.2618 45.21803 3 3 429.752567 84.17221 75.9894946

547.4008 571.5593 3 3 3246.43833 630.702767 430.503806
4.341942 0.5292318 3 3 21.22966 4.11613427 3.69443318
59.26856 92.89079 3 3 407.295167 78.81407 68.2726092
28.87546 5.628072 3 3 105.280993 20.315384 13.7783382
105.2319 130.0757 3 3 555.6 106.396297 66.6829697



16.36488 19.41714 3 3 86.29545 16.5148333 16.2002134
18.17106 18.55213 3 3 107.713307 20.4752 24.2156193
69.6375 62.08128 3 3 356.668133 67.71994 60.4162724
69.6375 62.08128 3 3 356.668133 67.71994 60.4162724

103.1955 90.06181 3 3 587.867567 111.51777 106.113316
486.9795 710.5595 3 3 2990.23867 564.028267 523.524116
36.72773 32.23238 3 3 185.304967 34.7487433 28.2732924
665.4481 1000.575 3 3 4649.37833 870.0718 265.857722
880.419 3009.094 3 3 9017.74133 1684.10433 403.760744

1.573549 1.618836 3 3 10.0120757 1.86603633 1.29867312
859.2194 849.1276 3 3 4209.44567 784.050767 962.281544
10.76122 19.78537 3 3 85.0843033 15.7861167 15.3404101
40.62927 67.49048 3 3 281.1603 52.09721 64.8730248
39.69666 35.22485 3 3 218.524133 39.5660567 47.4984066
46.64573 43.66393 3 3 292.078567 52.86861 58.7236495
37.13194 48.03634 3 3 253.563633 45.8415533 61.8202465
550.8557 471.8987 3 3 2715.833 489.7175 311.979898
125.7817 98.12229 3 3 628.6566 111.81203 105.139962
159.5277 186.3625 3 3 980.2058 173.912233 215.413415
29.55601 22.79234 3 3 121.72669 21.5087133 19.4034028
345.0718 656.6812 3 3 2706.32133 478.0713 332.681194
113.8579 106.3081 3 3 660.827233 116.056433 147.799353
26.31418 13.68238 3 3 125.759233 21.9439433 20.8389719
27.53239 18.55277 3 3 146.0891 25.4740967 16.7215573
149.0573 87.85414 3 3 605.004167 104.253143 114.072631
20.80118 22.30741 3 3 134.213233 22.84953 8.88115042
1333.474 803.6157 3 3 6086.919 1033.55487 1391.79449
51.36965 44.9663 3 3 364.121733 61.0765867 77.9212812
64.8507 62.34724 3 3 474.986233 79.5165467 87.9272068

197.5385 98.29257 3 3 884.982433 147.429923 190.949215
18.80803 10.85345 3 3 80.9120167 13.26291 8.59829993
219.3131 181.5455 3 3 1194.30267 193.886667 148.353551
219.3131 181.5455 3 3 1194.30267 193.886667 148.353551
80.13956 61.89916 3 3 425.964433 69.1506133 59.7213589
27.64368 46.93404 3 3 237.676967 38.3618467 51.5313614
108.9977 516.2009 3 3 1807.556 291.175667 294.937204
32.92406 29.1404 3 3 213.463967 33.7713867 19.9536326
51.05758 49.70842 3 3 321.092633 50.5686533 25.0706324
80.0687 61.69087 3 3 470.196633 73.2178567 41.2806103

127.5638 94.87098 3 3 724.491333 112.51086 185.814637
449.8772 317.9389 3 3 2646.30267 409.8896 196.806463
4.694843 4.822438 3 3 40.0703567 6.091638 1.64776652
67.36778 45.02866 3 3 546.894733 82.79718 66.5071551
32.59042 33.59228 3 3 203.532167 30.66089 10.7695283
137.0972 89.96838 3 3 739.879233 111.251293 175.606187
71.12831 98.83212 3 3 864.5159 129.204977 193.652478
49.09597 148.8082 3 3 545.0507 80.9548967 71.0379112
116.1844 86.49216 3 3 619.975633 91.8807933 118.37105



63.29747 49.24318 3 3 367.104167 54.2144067 77.3143709
359.9308 411.1545 3 3 2876.33533 421.112367 154.623154
37.09184 45.28793 3 3 288.570933 42.24492 63.6298054
520.7369 460.0794 3 3 3372.49633 493.637933 559.452453
31.2651 26.51692 3 3 245.438133 35.7073967 27.2117249
186.326 208.7361 3 3 1437.98233 207.701867 220.97481

225.3209 228.6294 3 3 1748.146 249.107767 359.695802
136.8195 231.9693 3 3 1366.50867 194.1535 116.575467
17.37184 17.50569 3 3 129.9267 18.3866933 19.1015529
223.5759 242.9562 3 3 1663.11367 233.327867 252.948468
57.13874 42.80605 3 3 356.7421 49.75807 59.1131962
43.23599 8.948379 3 3 163.518667 22.6640197 30.7055088
105.9033 104.9514 3 3 757.037533 104.694433 144.942446
54.70965 63.18871 3 3 474.2738 65.4517067 57.92279
58.01898 235.3627 3 3 1130.9917 155.958193 159.398412
45.28281 42.0328 3 3 265.162533 36.5431967 49.6900853
32.2704 25.87326 3 3 201.8878 26.80529 39.519849

32.75998 9.233267 3 3 229.8564 30.141019 32.5608135
8.001341 8.642665 3 3 54.8805033 7.06925333 7.18063025
34.44583 32.57131 3 3 215.254767 27.7084967 45.8791147
312.8104 217.5722 3 3 1929.25367 240.3143 451.997283
37.94104 54.54445 3 3 357.206367 43.3767933 16.0936228
53.18912 15.84615 3 3 295.764733 35.5156467 36.2609945
143.808 230.026 3 3 1477.072 176.247833 208.98721

91.51229 203.4637 3 3 1231.0053 146.72273 214.24076
217.8777 482.2007 3 3 3052.94433 363.8282 372.870744
241.7208 340.9424 3 3 2613.29367 311.312967 258.809098
35.27889 59.59459 3 3 436.651067 51.53004 57.5211671
102.2368 75.35915 3 3 867.39 102.359183 177.039521
121.9278 188.2241 3 3 1216.8189 141.982867 325.785201
13.60044 18.16142 3 3 127.6418 14.7267767 29.4842834
214.6882 108.4553 3 3 1332.14467 153.210833 272.515644
36.12445 11.53904 3 3 256.961767 29.0983967 58.121679
43.56042 35.68781 3 3 333.8217 37.4286767 62.4252353
88.46291 104.094 3 3 788.581133 87.9320467 87.9994655
71.76211 82.02372 3 3 695.818933 75.84966 112.050965
13.65735 17.29017 3 3 114.929663 12.4807657 28.6239166
830.8018 676.2007 3 3 6771.73233 724.088067 1174.51038
36.09823 49.7014 3 3 399.919267 42.7579567 53.7787606
64.40763 23.83821 3 3 406.808333 42.9091533 107.34908
388.1743 301.3755 3 3 3596.30267 373.229133 668.456766
100.2207 120.9575 3 3 1071.5711 110.4389 148.03418
30.96136 12.46705 3 3 171.302267 17.3174753 31.0197673
27.28828 15.49225 3 3 190.109267 19.1509067 42.1507666
10.66895 5.602304 3 3 124.6695 12.3758513 14.800858
104.592 103.1261 3 3 964.554167 94.8877067 218.636074

48.23465 38.4723 3 3 441.6983 40.61448 20.9094123
135.0504 89.38694 3 3 1271.12133 115.451313 224.64093



117.5402 92.25719 3 3 1273.299 115.61913 286.418275
442.1104 380.3784 3 3 4282.71033 387.854367 170.096454
7.69679 8.495366 3 3 75.6336733 6.79864167 5.34651399

74.40129 127.2821 3 3 1621.26567 143.98423 99.6782917
315.2429 321.8366 3 3 3585.83367 315.204867 685.56914
4.15622 1.99227 3 3 54.39859 4.76902767 4.34073791

3.542759 2.347948 3 3 41.0007033 3.548747 5.6284978
29.26521 23.33676 3 3 272.518433 23.4897733 58.9961501
295.343 201.7665 3 3 2914.104 249.797267 547.970642

369.2797 668.4944 3 3 5972.452 507.6094 1500.14989
158.1606 153.9372 3 3 1790.248 152.103133 184.822316
705.8773 1238.828 3 3 9925.23933 835.596867 667.142763
18.50028 6.320368 3 3 142.277633 11.9660793 30.6643757
16.01342 10.54939 3 3 197.3039 16.5624533 34.715115
870.1433 854.3207 3 3 8614.21233 722.169567 1185.69281
29.30252 41.27983 3 3 533.783033 44.2199633 107.220383
160.0611 202.6514 3 3 2035.59167 164.9421 365.264056
59.73102 50.55531 3 3 700.865467 56.1707567 154.663412
103.011 98.39177 3 3 1305.81367 103.992957 224.048781

21.03771 29.27093 3 3 279.4476 22.25466 52.0482869
21.10715 7.61442 3 3 197.899733 15.7537467 46.00368
46.35032 8.473348 3 3 456.8026 36.345386 41.7201462
42.03239 58.42507 3 3 602.890067 47.7830567 125.111281
52.2915 24.19665 3 3 462.2639 36.22864 100.705143

306.4529 376.7248 3 3 4537.446 347.6867 780.836986
422.9796 204.5413 3 3 4975.26033 380.464133 760.189383
44.44907 33.25627 3 3 617.611567 45.7345567 81.9753767
54.82949 58.50595 3 3 692.107433 50.9208967 154.548072
13.44287 9.162553 3 3 191.668 14.0944343 39.0427862
87.58992 89.4818 3 3 1274.38467 93.6244067 279.802589
125.1051 76.17339 3 3 1441.58933 105.421597 216.192528
124.9202 80.39346 3 3 1696.32533 122.181553 425.251602
21.91791 53.65815 3 3 545.0481 39.2259033 43.7403693
8.313277 20.88251 3 3 330.0146 23.727199 84.8861726
48.7257 63.19069 3 3 901.320767 63.7414933 255.569157

591.5463 548.6143 3 3 8867.13867 623.279433 1683.04601
125.072 132.6476 3 3 1855.02567 129.220933 406.443621
97.5295 139.3444 3 3 1657.45167 115.272867 322.530478

56.88616 53.58206 3 3 782.6907 54.4194467 186.236006
11.84788 8.62081 3 3 188.993933 12.84973 12.959532
17.65593 16.66049 3 3 261.729133 17.2391 37.458755
102.9675 161.7213 3 3 2345.86833 153.412633 643.647316
57.82029 53.93691 3 3 887.277967 57.9402467 48.6111197
9.431254 20.51196 3 3 256.9045 16.4766413 6.36504346
31.77773 24.47695 3 3 430.661633 27.4204167 110.303463
100.9335 199.8544 3 3 2173.47467 137.2996 486.513291
23.68174 19.66658 3 3 334.6508 20.94957 88.0210746
288.3626 272.1092 3 3 5221.57033 321.4578 825.833088



11.33138 13.3302 3 3 216.720867 13.1311633 52.6106619
229.4613 99.12134 3 3 10237.9113 603.80988 1159.25899
21.02408 19.30995 3 3 379.491067 22.0832133 71.8529944
110.551 11.89901 3 3 1024.82757 58.4999933 182.167483

20.09365 20.5292 3 3 293.365267 16.6928357 83.0139421
23.42562 11.23035 3 3 333.426467 18.83875 78.7629288
50.62036 49.57673 3 3 787.965633 44.0230733 162.288414
58.10994 82.41632 3 3 1316.97833 73.16443 236.115016
22.31243 24.89157 3 3 549.981367 30.4837967 119.220343
7.572321 15.85892 3 3 225.985733 12.095157 48.1752802
15.01583 34.6436 3 3 484.834933 25.2674333 113.776979
19.76377 22.6195 3 3 418.0571 21.5157867 102.663968
62.47593 65.87476 3 3 1690.05167 84.5909633 267.796622
25.0077 20.5449 3 3 569.192767 28.4693233 85.769771

40.79058 27.86221 3 3 702.0947 35.0537133 182.812577
21.50521 16.44925 3 3 371.0449 18.4920733 95.6670842
60.6478 97.90668 3 3 1556.04467 77.3514767 430.341753

28.09156 21.74651 3 3 643.621833 31.8548133 108.128418
21.46496 21.85508 3 3 567.500467 26.47078 87.0381883

28.764 8.494149 3 3 430.525533 20.072953 75.2597423
71.26304 106.7832 3 3 1889.539 83.16489 246.738264
115.4837 96.35496 3 3 2191.61633 96.2469533 218.941201
140.962 200.3196 3 3 3361.981 147.008737 271.626258
140.962 200.3196 3 3 3361.981 147.008737 271.626258

135.6208 192.7656 3 3 3236.32967 141.43941 260.902857
180.5753 178.0377 3 3 4124.85333 174.9954 1087.1416
76.27361 110.5251 3 3 2048.12733 85.9449233 264.05532
42.50647 53.54993 3 3 1441.57367 60.4914067 301.266296
160.9876 110.6845 3 3 3155.70367 129.486267 740.463967
1.02971 0.00169226 3 3 8.76434967 0.3588904 2.07756177

21.01883 14.96916 3 3 456.367633 18.4714467 131.915235
33.0582 9.965103 3 3 484.695167 19.552721 96.292407

78.03249 27.0146 3 3 1061.87717 42.5008533 231.64841
17.76274 13.11731 3 3 371.0037 14.3758033 91.593927
32.59087 25.99588 3 3 912.6499 33.57113 135.020411
28.85776 35.94376 3 3 764.052767 27.6146033 121.866797
44.54265 1.930656 3 3 786.187967 28.4121553 153.820542
92.03613 62.46609 3 3 1944.31233 69.9024467 442.594243
11.22441 4.617812 3 3 191.864533 6.85855 41.924495
5.053933 5.759945 3 3 123.081393 4.345809 32.3916424
20.90021 36.80953 3 3 847.834333 28.9895933 194.223066
29.85655 76.58908 3 3 1679.877 56.8671367 276.665958
7.285529 5.058798 3 3 275.967133 9.25709233 50.4982258
41.09931 63.57726 3 3 1420.38133 47.00764 179.560214
54.30882 57.71996 3 3 1922.33 61.21626 320.209638
38.66418 20.81478 3 3 761.9364 24.0152833 213.285084
57.17112 75.51441 3 3 2177.40533 67.1831267 545.959411
38.97167 52.3177 3 3 1335.801 40.88522 287.40786



95.07086 35.08061 3 3 1891.891 57.77229 251.019806
40.18098 46.38897 3 3 1652.746 50.34544 373.16501
98.62873 36.29684 3 3 1971.76533 59.87113 273.76341
10.79893 1.386966 3 3 193.296567 5.70645067 36.169472
24.90162 7.426456 3 3 577.107733 17.025022 129.359837
111.7581 161.9669 3 3 4281.25233 125.923067 925.562359
17.3399 25.35699 3 3 696.080933 20.2242733 122.778926

29.50966 35.28159 3 3 955.6784 27.2417633 171.472575
29.62185 26.17754 3 3 1225.68933 34.4278967 200.567253
25.40756 55.34263 3 3 1321.601 35.1863067 167.575938
25.40756 55.34263 3 3 1321.601 35.1863067 167.575938
27.00738 19.36113 3 3 961.7839 24.4099367 162.024193
48.34182 52.90235 3 3 2271.364 57.5659167 381.955193
120.4877 116.6518 3 3 4566.11267 113.1927 568.793874
30.00203 33.31986 3 3 1142.62563 28.2655767 293.861523
11.09586 7.583907 3 3 382.916067 9.304169 88.7917738
59.62803 57.58642 3 3 2452.98767 58.94181 705.138223
55.67642 62.15603 3 3 2649.01033 62.7962567 324.340515
39.25564 40.37503 3 3 1927.292 45.5069733 446.279942
16.71937 22.91481 3 3 972.241633 22.6202767 211.331946
6.88338 7.764273 3 3 441.650633 10.0942243 76.4754796

23.74696 26.90532 3 3 1357.35567 30.87954 224.575299
34.37193 12.07982 3 3 957.992033 21.7523833 152.864218
11.25929 1.082026 3 3 296.494233 6.72901967 60.9450002
50.15894 32.58306 3 3 1891.85767 42.5952033 404.03039
19.78914 18.89895 3 3 953.545667 21.2773467 154.073911
12.51743 46.04173 3 3 2041.504 44.2332533 593.323453
12.29193 19.38107 3 3 619.438233 13.3968843 129.751688
13.81856 20.37982 3 3 793.766767 16.80357 164.545043
4.547219 9.833684 3 3 369.8269 7.74629 52.300404
6.102371 0.00703561 3 3 265.047 5.4499322 70.9748161
50.4268 66.66367 3 3 3171.85667 65.2192067 811.830701

65.04539 31.86135 3 3 3094.60633 63.5648733 534.314471
62.23564 27.06427 3 3 3038.89767 59.8809433 536.232231
57.6455 22.0704 3 3 2772.883 54.6156433 493.634587

57.30919 22.08065 3 3 2782.80833 54.4436867 499.45792
58.76647 15.35908 3 3 2820.094 53.4894167 512.214641
54.38965 35.49033 3 3 2416.465 45.8181833 627.397994
11.99088 11.42771 3 3 531.3516 9.98978933 159.163098
31.4047 32.31083 3 3 2129.08533 39.6333533 459.761001

58.34484 12.43387 3 3 2709.60667 50.39866 511.033966
19.77689 22.53486 3 3 1284.52267 23.6201 240.895335
7.82726 30.1865 3 3 1168.40067 21.24808 305.72319

21.58111 18.92812 3 3 976.931933 17.6485467 268.504513
10.57645 0.02332225 3 3 225.099233 3.82625808 45.1246631
13.80163 6.978229 3 3 825.7172 14.0121663 155.483305
11.79384 8.946209 3 3 637.089433 10.3360963 91.0670489
6.07505 2.169561 3 3 171.009267 2.75204843 45.9740529



20.94149 26.83546 3 3 1332.94133 21.09464 177.046955
26.60028 23.40565 3 3 1503.304 23.0479633 320.167717
6.59999 12.71939 3 3 658.642333 10.08355 193.877651

45.64966 26.82234 3 3 2244.49033 34.2286333 370.375369
23.73904 7.98721 3 3 779.962367 11.6698523 175.467082
6.044249 9.368509 3 3 581.499067 8.60392267 94.9677832
7.008885 3.238924 3 3 306.320867 4.49502033 89.3170304
26.64542 74.54264 3 3 3246.59767 47.2572 771.105192
6.464365 3.289001 3 3 454.211867 5.942533 69.8267095
13.9613 13.09175 3 3 1394.775 18.0392567 317.254807

65.97807 76.42787 3 3 5656.399 72.77412 516.138578
12.43928 11.44272 3 3 1160.15493 13.47718 342.38918
128.5059 146.7243 3 3 11676.7217 131.0433 2951.75647
26.21634 9.183052 3 3 2006.48467 22.363584 391.016425

0.3484827 0.00464378 3 3 46.70796 0.50588216 5.8277552
14.09725 5.388899 3 3 889.8205 9.53478333 118.418223
28.85511 3.480088 3 3 1665.24033 16.2491693 502.998631
5.202452 1.223778 3 3 475.3218 4.39630367 50.5842134
90.60883 82.83736 3 3 8859.166 80.7674067 1543.0064
25.81298 10.8512 3 3 1858.206 15.8552233 358.092985
7.862163 13.52438 3 3 1311.04863 10.7910677 306.363228
11.87298 5.835863 3 3 898.484833 7.141128 239.422687
14.98697 5.800851 3 3 1267.5005 9.512035 296.504873
31.01562 16.05301 3 3 2890.64567 20.9073633 795.143185
26.60957 14.14788 3 3 3148.48433 22.6670967 436.271889
21.21996 16.59942 3 3 2816.66167 19.12573 428.694199
14.64964 8.294021 3 3 2115.79067 14.3275103 253.044262
14.87004 8.404517 3 3 2167.69933 14.5445123 260.174869
87.98132 64.01562 3 3 11975.968 76.6587533 1810.06685
12.6521 18.69571 3 3 2299.773 14.3089 171.715926
99.1461 85.62665 3 3 15078.4667 93.1144667 3670.73747

220.4301 138.0999 3 3 32246.24 196.370367 7664.44752
1.023506 0.00659352 3 3 583.041933 3.53602984 85.2493193
9.189626 7.323698 3 3 1396.15667 8.336864 342.971869
36.39132 22.88437 3 3 5717.49933 32.5803533 887.226616
27.90263 32.4969 3 3 4707.682 25.74341 847.931352
11.70651 2.903133 3 3 2243.615 11.617541 389.060485
2.750539 11.70466 3 3 1188.41263 6.132559 354.880726
28.91494 25.87465 3 3 6035.62 28.9329 402.063275
7.45292 0.06451747 3 3 1024.9419 4.80027416 204.994896

7.222509 0.04385773 3 3 988.744567 4.59282491 199.118971
33.78165 29.09315 3 3 7362.77067 33.2876733 431.528592

27.128 21.54762 3 3 5601.134 25.1081333 400.364609
1.821043 1.306643 3 3 367.939233 1.638158 99.4461528
161.9539 91.53689 3 3 28415.57 126.294097 6059.77875
20.50298 8.979129 3 3 3913.45733 17.1098663 326.182812
11.55997 1.543588 3 3 2318.74167 10.0552627 659.672758
14.0449 5.26159 3 3 3550.31833 14.3153167 727.698769



17.03787 6.855996 3 3 3370.91233 13.2254287 320.361047
2.105003 6.396828 3 3 734.034067 2.83698745 132.013017
154.5701 131.3101 3 3 35447.5533 135.999067 6957.52839
154.5701 131.3101 3 3 35447.5533 135.999067 6957.52839
122.0909 105.0218 3 3 28464.8333 108.451427 5597.96711
81.95918 60.16861 3 3 18451.3967 70.0272233 2471.0163
3.240298 14.44829 3 3 1860.94333 7.013687 315.4505
17.89648 6.47922 3 3 3504.618 13.17247 340.270896
138.7935 119.2658 3 3 33204.82 123.2411 6532.83941
144.6894 122.5408 3 3 34753.95 127.1126 6829.38735
144.6894 122.5408 3 3 34753.95 127.1126 6829.38735
5.803278 3.73858 3 3 2062.61433 7.51797267 345.276729
133.2314 75.39371 3 3 27600.0667 97.7201367 4635.2296

0.1080904 2.459338 3 3 616.6271 1.9999478 157.117188
4.826635 8.374258 3 3 1758.473 5.58734033 515.805889
4.213923 0.00234426 3 3 458.915933 1.45204669 28.2488006
26.63556 9.845344 3 3 7186.328 21.8569713 650.006395
26.63556 9.845344 3 3 7186.328 21.8569713 650.006395
5.586272 2.336693 3 3 2352.03467 6.91283833 379.447632
19.97592 7.912252 3 3 7525.981 18.432024 643.595174
2.450128 4.394074 3 3 1875.16733 4.47535633 349.247882
7.264136 0.02369269 3 3 2289.375 4.7432059 604.265678
28.73523 15.56273 3 3 12692.0633 24.81995 2475.64336
1.82875 0.01865146 3 3 1049.8656 1.90843415 244.934147

2.336471 5.452186 3 3 2379.466 4.172827 610.747767
5.83361 6.714471 3 3 3375.504 5.72839867 621.197165

7.128009 5.566418 3 3 3657.32567 6.11508767 901.307557
2.140583 7.039237 3 3 4102.90967 4.764248 999.166577
2.140583 7.039237 3 3 4102.90967 4.764248 999.166577
2.140583 7.039237 3 3 4102.90967 4.764248 999.166577
2.140583 7.039237 3 3 4102.90967 4.764248 999.166577
2.140583 7.039237 3 3 4102.90967 4.764248 999.166577



E.SD ClnMn ElnMn ClnSD ElnSD t t.df
513.527593 5.2378353 7.83119126 0.09882229 0.20788604 7.97048873 4
140.444917 3.69629692 6.48194071 0.84768357 0.21179296 7.17472501 4
79.5894602 2.76806159 5.92059253 1.33512518 0.21525513 6.82867154 4
134.211851 3.53080062 6.47479459 1.29093055 0.21841407 7.09557069 4
9149.0308 8.10301973 10.5956915 0.40922776 0.21512937 6.92483157 4

131.485198 4.52548204 6.95848928 0.15571882 0.12127929 12.6255278 4
205.757358 4.62690207 7.21710003 0.71027736 0.15164262 9.61524985 4
97.4985314 4.82585699 7.33504885 0.50992128 0.06254751 19.6453377 4
68.5438992 4.19442533 6.79404963 0.96066133 0.07527911 15.5684284 4
345.170195 4.39235786 7.26185544 1.27097801 0.2288104 5.87118617 4
717.180114 5.66059763 8.09793273 0.98468161 0.22735888 6.79632313 4
67.8455199 3.34488345 5.57381268 0.40197245 0.24884756 6.00839209 4
176.738808 4.42846971 6.85043573 0.92485734 0.1887214 7.17565874 4
104.343325 4.24155672 6.53051323 0.75058767 0.15846674 8.46146331 4
139.168073 4.04482566 6.46156918 1.02331801 0.22296741 6.2322399 4
36.3992618 3.3761386 5.75785401 0.90314662 0.11578211 9.23516179 4
511.272826 5.49040706 7.85416289 0.98775478 0.19067383 6.85011158 4
29.7554687 4.32923872 6.35012502 0.12688711 0.05139651 27.5244701 4
177.819963 4.69154703 6.82516551 0.61746032 0.19830349 7.11297373 4
126.353942 4.83105893 6.98869373 0.82296839 0.11369569 10.1410817 4
273.00926 5.47248102 7.54149584 0.65822571 0.14195842 8.44617011 4

11.5350623 4.56080826 6.62806951 0.67690653 0.01520517 15.3901325 4
15.6678094 5.00016008 7.24879635 0.97992682 0.01116205 9.84816804 4
124.71425 4.55641228 6.77185147 0.95858829 0.14067713 7.33928761 4

929.112264 6.32696706 8.29181398 0.45799798 0.23688421 6.14322021 4
233.432388 5.76343218 7.68659832 0.30688558 0.1087122 12.5169375 4
6.08286088 1.83491587 3.77801915 0.45532396 0.1399074 9.68298724 4
155.384801 4.89389272 7.19199816 1.10401534 0.12026527 7.19839623 4
215.844371 5.25789218 7.60690474 1.16830127 0.10422469 7.04465241 4
300.243992 5.28230912 7.35628275 0.85369176 0.18122959 6.12387065 4
322.035374 5.28300258 7.70487039 1.31552383 0.15059186 5.74072276 4
207.985718 4.93000099 6.88002912 0.65714708 0.21364358 6.02777502 4
382.564831 5.50513558 7.67429861 1.01459181 0.1830542 5.85502013 4
161.627812 5.0595018 7.1991537 0.99052239 0.12109464 6.82616241 4
331.432327 5.38650507 7.6352209 1.16214255 0.16727747 5.73806067 4
96.5391628 4.10873768 6.10478678 0.84662596 0.20223615 5.75728953 4
428.762439 6.263295 8.24344706 0.77306862 0.11142366 7.9585762 4
72.4438274 4.70663583 6.83953571 1.02869887 0.0788674 7.45201135 4
550.251111 6.38051568 8.21121335 0.44669121 0.15481913 8.50797044 4
58.6361829 4.09661984 5.9446965 0.54409177 0.16000882 7.78316841 4
60.4441061 3.917009 5.84945622 0.80036341 0.16951494 6.45113818 4
99.3635716 4.96402304 7.01125053 0.96350425 0.08846173 6.96509447 4
46.8188275 3.82690806 5.73227309 0.77222968 0.15735453 6.716289 4
1019.66691 6.78650773 8.99435811 1.23242125 0.12767888 5.65164145 4
172.54722 5.10739833 6.95017168 0.65281724 0.16755656 6.77212475 4

100.137831 4.74042961 6.53556845 0.63127618 0.14489031 7.68811462 4
253.08644 5.4127404 7.41841728 0.98072799 0.15575298 5.69747835 4



442.987692 6.01597671 7.76459512 0.54905891 0.19716461 6.66760744 4
351.407596 5.90635829 7.70059045 0.67214204 0.1609064 6.76816177 4
83.4244905 5.06391225 6.88179707 0.71608268 0.08450394 8.03820029 4
144.435087 4.99569954 6.86696287 0.94167871 0.14716485 6.86706884 4
52.1445079 4.63909038 6.59918054 1.10983318 0.07038882 7.64595251 4
2419.88619 8.15499437 10.1536292 1.03281739 0.09463847 5.94362899 4
168.928612 6.31531827 8.21477504 0.94244972 0.04533047 6.96686758 4
21.7555052 3.73292036 5.37397807 0.40189184 0.09808253 11.1860385 4
482.069407 6.5180799 8.32132597 0.79728804 0.11414019 6.60677036 4
280.207297 6.79050586 8.64296102 0.88567623 0.05010112 6.77976516 4
41.3640384 4.68422611 6.27853233 0.3231164 0.07861011 13.5360827 4
249.369936 5.86290776 7.67845397 0.96472229 0.11275761 6.83174974 4
85.5230512 4.60104311 6.32163878 0.7222786 0.15886796 6.27204087 4
226.241971 6.47349555 8.37302409 1.0137251 0.0515513 6.12989774 4
922.863811 6.75913384 8.56334686 1.0113537 0.18506761 5.88176218 4
12.9583697 3.51765265 5.10772859 0.37346205 0.07720186 11.755806 4
164.269175 5.36799574 7.04537229 0.65044083 0.1435792 6.8583637 4
686.515265 6.84400961 8.75938083 1.10553859 0.10959169 5.6937945 4
48.149762 4.49315349 6.18876434 0.67342527 0.09686711 7.33657267 4

28.4343549 5.06355714 6.64707507 0.39666285 0.03651843 14.3628588 4
10.5890429 3.24961558 4.84136128 0.43516746 0.08310679 10.4707409 4
133.383868 5.21318527 6.99800763 0.85977346 0.12588656 5.76720887 4
444.108913 6.91206413 8.79440517 1.03572557 0.06846602 5.70834101 4
68.3496396 5.03710805 6.8393034 0.91865257 0.07165501 5.98046559 4
225.331491 6.4323185 8.02490622 0.53850508 0.07515578 9.15743714 4
1192.02938 7.2543319 8.80525953 0.48186644 0.18148965 6.44860042 4
3.17752997 2.53758902 4.04123797 0.25292608 0.05546528 17.2733872 4
177.354006 6.28707883 7.8925503 0.61817411 0.0669889 8.39837696 4
170.583886 5.58217522 7.08538855 0.34903446 0.14204787 8.0332354 4
47.4853093 4.03008153 5.56628569 0.52140606 0.18433815 6.49163319 4
8.05047755 4.64992251 6.40374779 0.94253739 0.0133489 6.25900001 4
405.768119 6.65343564 8.11861358 0.34892268 0.11670807 8.75816314 4
31.4124317 4.24383039 5.66746846 0.18537547 0.10613909 11.1772072 4
200.180179 5.76023816 7.39063666 0.88988361 0.12146756 6.32392825 4
35.1140535 3.85719613 5.38464322 0.60826361 0.16669338 5.8533953 4
550.477285 6.45404834 7.90593296 0.42733174 0.19278223 5.65786376 4
914.959011 7.01526817 8.49140802 0.5027768 0.18585381 5.68879946 4
210.607948 5.88980953 7.41362562 0.6780316 0.13096633 5.87421031 4
96.4288152 4.97821372 6.49830678 0.71677982 0.14930647 5.6829957 4
18.7581344 4.02117253 5.48317436 0.54490471 0.07964123 7.67052715 4
66.1508478 5.05695764 6.54631459 0.6425393 0.0969384 6.61670693 4
69.768961 5.04937279 6.47858039 0.51992906 0.10738613 8.17592175 4

101.709172 5.49442865 6.99359599 0.70290814 0.09578753 6.00281305 4
29.7482781 4.78226307 6.2038265 0.57979657 0.05918773 9.06260425 4
135.419855 5.74806123 7.11570428 0.37689583 0.11056063 8.26642732 4
252.633701 6.14776387 7.50172391 0.4147628 0.13641827 7.39198708 4
57.5185844 4.71246532 6.03505503 0.27008867 0.14181777 8.24461935 4
57.5185844 4.71246532 6.03505503 0.27008867 0.14181777 8.24461935 4



92.3616378 4.98415492 6.31565649 0.34317179 0.17489333 6.83028896 4
20.1538852 3.68992181 5.01412308 0.31922115 0.13795333 7.7459653 4
257.361084 5.78357606 7.05843813 0.09761596 0.22150433 5.71290904 4
74.7165325 4.79162962 6.14115761 0.49029759 0.15379213 6.10721354 4
63.0765013 5.22637461 6.53978499 0.32330012 0.08971415 9.43610878 4
123.216584 5.19508946 6.57143633 0.61201089 0.16553293 5.62575625 4
59.1424804 4.53012461 5.84391908 0.37557228 0.16296345 6.11435944 4
161.19965 5.54120327 6.91037057 0.60698508 0.16289341 5.87818942 4

105.902813 5.80682215 7.23488942 0.71288931 0.07723425 6.0676345 4
49.2872751 5.05869176 6.42105279 0.55047862 0.07961123 6.66213045 4
30.0145162 5.43601408 6.83470011 0.69632206 0.03256719 6.77231477 4
42.5333641 4.3364914 5.59815605 0.27045158 0.15066826 6.96739282 4
8.76625648 3.64159938 4.93119605 0.39371583 0.06442603 9.82004141 4
10.3431374 3.22251198 4.48169783 0.28365419 0.11502225 8.41903565 4
92.9300795 5.22259082 6.55569354 0.56397209 0.12976248 5.66560092 4
121.620611 5.34016194 6.6275615 0.44225239 0.15371821 5.81269179 4
276.504016 6.4712569 7.83605492 0.72352569 0.1058466 6.25961054 4
49.6876214 4.52455469 5.77240245 0.32100761 0.14778111 6.6607718 4
7.65686849 3.9220184 5.20837947 0.46470881 0.04172398 8.30372714 4
94.1676595 6.00342531 7.21871897 0.18812061 0.07034267 13.770361 4
129.27338 5.34693384 6.5776615 0.34359182 0.17661947 5.76569972 4

44.1832109 4.2832709 5.52337345 0.43336556 0.18219629 5.61579283 4
404.324234 6.63121975 7.85659611 0.40506614 0.15453351 5.9897091 4
34.0743553 5.33290112 6.66665247 0.7437274 0.04389212 6.43523634 4
47.9358109 4.61191112 5.78859938 0.18338372 0.15183255 7.60742507 4
9.09513495 4.3219303 5.60952499 0.61266948 0.03345818 6.73314162 4
16.8891428 3.50750238 4.66876844 0.16838734 0.1653692 7.15894883 4
50.9803953 5.75242959 6.94718112 0.32674892 0.04967929 10.3094852 4
268.855823 7.2807655 8.53796449 0.52769143 0.05346534 6.33051384 4
29.5928538 4.96286929 6.1441715 0.39900042 0.06273689 8.55668186 4
1.88866982 2.03956993 3.20445776 0.36610352 0.07502944 8.78494978 4
3.87736141 2.27324232 3.43372273 0.40322385 0.12133908 6.10094131 4
4.01550961 4.03227302 5.14413277 0.18177985 0.02326929 17.9286965 4
43.8582579 5.19012239 6.29608138 0.15288355 0.08210198 11.9790449 4
18.5775885 3.95304164 5.06074428 0.23660538 0.12134516 8.25555029 4
61.1719415 5.74560293 6.90773206 0.46488872 0.06167092 6.55499673 4
0.5648177 0.49021755 1.57658023 0.08715863 0.1206238 9.58878814 4

40.6274382 5.07927365 6.27145786 0.61034611 0.07712035 6.11567708 4
165.66888 6.87725078 7.99604528 0.34167086 0.05503768 8.41869402 4

61.5009315 4.88401205 6.00647764 0.40009914 0.1576155 5.61730061 4
53.7261096 4.7598213 5.83511255 0.15792818 0.15095784 6.95162477 4
64.8674789 5.04357016 6.13997714 0.33903961 0.14539444 6.07913308 4
80.1398811 5.68014842 6.82878714 0.54883001 0.08585144 6.3953851 4
36.8909698 5.79084277 6.90327928 0.4031095 0.03728417 7.29646387 4
34.3780359 5.14361258 6.29876296 0.65872943 0.06435837 5.81465827 4
516.893568 7.48451923 8.53043151 0.22937381 0.10471912 8.35744906 4
147.929012 5.84910762 6.8844507 0.19453188 0.14663016 6.79971985 4
11.1097328 4.32923221 5.37481862 0.21839137 0.05069416 11.5132143 4



21.2397143 4.12423999 5.15241869 0.12000439 0.12619211 8.57300829 4
43.8894668 4.98020676 6.03822465 0.31549596 0.10281068 6.99474613 4
182.131348 6.07313868 7.13574094 0.37369535 0.14016488 5.98619542 4
90.1860795 6.33238166 7.38452858 0.28864096 0.05616936 8.9595403 4
77.3425819 5.90892853 6.94166393 0.17713475 0.07476824 11.1463861 4
36.6530537 4.37706966 5.41149067 0.24443746 0.16384383 6.0070221 4
25.0034368 4.50460957 5.53912426 0.22241779 0.09557013 8.56096752 4
73.0665233 5.64439715 6.70831677 0.37265309 0.08997903 6.50326988 4
40.5761376 5.08362974 6.11958679 0.26464798 0.08829494 8.16791554 4
62.5288175 5.14114142 6.18268123 0.3485048 0.13006966 5.8988476 4
68.4722609 5.22229766 6.22799279 0.19346411 0.14002366 7.1250359 4
203.992739 7.2573867 8.28444605 0.31644625 0.05202924 8.41017239 4
368.605396 7.52176635 8.50688007 0.21685459 0.07343306 10.0212893 4
29.4078987 4.56251828 5.52781814 0.11996766 0.11483715 8.60489856 4
18.3825832 3.83871478 4.79108183 0.04445141 0.15664531 7.01304603 4
123.960165 5.84999928 6.83550247 0.36506985 0.13066929 5.84323514 4
199.202558 6.40440487 7.37825247 0.29574306 0.11999629 6.27308398 4
25.3938351 4.71894746 5.67611101 0.17897443 0.08589784 9.43416723 4
173.257559 6.48205361 7.45544477 0.31347163 0.1013881 6.79901408 4
225.160203 6.78657464 7.78179587 0.42289943 0.09304889 6.10999641 4
193.987552 6.13687304 7.06613339 0.02436549 0.15973217 6.40971545 4
37.2437046 5.44297081 6.39727029 0.24829839 0.06241327 9.59722051 4
73.0867412 5.85163725 6.80399266 0.28742852 0.08069592 8.00445052 4
7.38095935 3.63186472 4.59154995 0.30715207 0.07500415 7.02158566 4
16.3372258 3.65882101 4.59009492 0.20042977 0.16115081 5.70405725 4
77.5690961 5.57826236 6.52181526 0.28289331 0.11330419 6.60897626 4
15.7619566 4.96877409 5.90329729 0.25300077 0.0435691 9.12447938 4
248.224331 6.65994367 7.5995494 0.306883 0.11989302 5.73090931 4
11.7735695 4.065662 4.96541758 0.0764791 0.08347284 11.747034 4
198.373554 6.50519405 7.42344504 0.26058213 0.11447379 6.30072884 4
231.586228 7.60437131 8.51490694 0.22309738 0.04692556 10.4370997 4
36.1369976 5.08279686 5.99748094 0.25786002 0.09058397 7.16281234 4
28.8995673 5.31364347 6.24384748 0.34905995 0.05615371 6.38604946 4
10.1170229 3.79061735 4.69445553 0.24305621 0.09449755 7.5112536 4
60.1843791 5.01798389 5.89671071 0.16581633 0.16954736 5.71894035 4
31.7205917 6.972908 7.89258943 0.34740912 0.01184297 6.53528519 4
25.8065272 4.83799503 5.72276044 0.30363717 0.08582874 6.21661732 4
194.742998 6.98381408 7.84396065 0.15756928 0.07529067 9.73126621 4
109.77029 6.02972981 6.88890801 0.17403565 0.11297216 7.45344352 4

27.3564573 5.65817547 6.51581374 0.12933427 0.04085642 14.2213984 4
84.2773666 5.68929295 6.53789643 0.16504317 0.1221376 7.11016933 4
10.652559 4.50204721 5.33961453 0.14592484 0.05105156 12.0648393 4

101.929799 5.99173837 6.83600286 0.22958463 0.11253386 6.44555748 4
18.4067404 4.55036492 5.38323051 0.14951983 0.08641534 9.00855805 4
59.5143696 5.38586641 6.21751971 0.17171534 0.11927898 7.05811339 4
25.2176396 6.00651535 6.83659007 0.13317165 0.02688184 14.7151931 4
303.949346 7.77003642 8.59906385 0.15021624 0.0561617 11.3244407 4
11.9962112 3.76888026 4.59714322 0.19316766 0.12394317 6.5413431 4



23.6133986 4.27133502 5.09013562 0.12666422 0.14312455 6.27496738 4
410.161377 7.97975231 8.81311584 0.23923255 0.06012931 8.39785359 4
7.68421902 4.42339355 5.26614494 0.29224567 0.04013142 7.377831 4
243.205118 7.26444399 8.07485462 0.04640514 0.07733753 12.302457 4
65.302962 5.45327755 6.27380516 0.24191529 0.12135051 6.00549018 4

16.6027278 4.73300845 5.53585908 0.0809856 0.0644223 12.8489433 4
47.6806532 6.06076288 6.88129414 0.25241148 0.04829114 7.39983805 4
47.6806532 6.06076288 6.88129414 0.25241148 0.04829114 7.39983805 4
42.2141594 6.59006758 7.38892005 0.10470503 0.02628713 17.3921192 4
288.855565 7.08848236 7.88539687 0.136338 0.10773581 7.55596409 4
13.7424069 5.57688268 6.41285632 0.38110132 0.0225483 5.96658952 4
210.324446 7.21451741 8.00835539 0.15695642 0.07134521 9.25026219 4
144.277282 6.51454653 7.30142733 0.11829032 0.09977351 8.54907772 4
18.2013841 4.77122255 5.55729037 0.08934027 0.07159562 11.6446182 4
153.299999 6.22237602 6.99811603 0.11810015 0.14131937 6.26129555 4
92.5222701 6.15505148 6.93833182 0.15850452 0.08803896 7.99516269 4
26.2144196 4.99520816 5.77276755 0.12867082 0.0815861 9.29596264 4
86.9734961 6.10029859 6.87263499 0.08429341 0.09109839 9.53583867 4
42.8074668 6.50486376 7.30889435 0.30738632 0.02854318 6.1947618 4
22.1235531 4.73358797 5.50033998 0.0657271 0.0907553 9.76307245 4
94.8349313 6.62572902 7.40136912 0.17591786 0.0588513 9.5197928 4
98.5461398 6.61945862 7.40207078 0.22855854 0.06051619 7.50219719 4
71.7137214 5.37695087 6.13680313 0.08354467 0.1532274 5.84161779 4
304.948469 7.50546157 8.28609708 0.22664459 0.0762332 6.99398032 4
148.023839 6.70597727 7.468105 0.13415399 0.08246522 8.79378216 4
19.6394673 4.84036332 5.61170327 0.22099696 0.07097557 7.03325413 4
19.8063313 4.52040362 5.2952554 0.25327214 0.09720124 5.74556594 4
16.5986303 4.30308323 5.07167963 0.22422705 0.10290517 6.17338375 4
112.567784 6.28731864 7.05519341 0.22004879 0.09904766 6.54859815 4
20.5384764 4.91790375 5.66968671 0.05404555 0.07216733 12.2082868 4
31.9654951 4.90946648 5.66015615 0.10810818 0.11419849 7.5289558 4
27.5346953 5.97641866 6.72804401 0.14542182 0.03311592 11.588078 4
170.888862 6.42747197 7.17886828 0.20090671 0.13067626 5.73271358 4
106.053609 6.08547184 6.83099846 0.14315488 0.11230005 6.90985625 4
326.509669 8.05631426 8.81249994 0.25280959 0.04825141 7.43985259 4
32.9548115 4.85603628 5.59341837 0.14278083 0.11897574 6.51269085 4
508.585952 7.644637 8.38963444 0.2101916 0.11848341 6.00086476 4
55.0882319 5.61338062 6.3718553 0.2918501 0.09667795 5.61257664 4
39.795144 5.38367093 6.11328353 0.13688752 0.09006885 8.0904208 4

4.31970078 4.28374036 5.01860079 0.17657148 0.0287955 9.72441434 4
195.244628 7.27170022 8.01558205 0.25984279 0.06391341 6.19879928 4
25.2560539 4.97939702 5.7020924 0.14063244 0.08405235 8.14274033 4
123.799402 6.69548042 7.41417415 0.12131755 0.07304436 9.28486418 4
236.242573 7.33455556 8.07022004 0.26003864 0.0735179 5.94581014 4
208.315488 6.74663445 7.45610065 0.05229709 0.11956308 7.20589131 4
66.2510021 6.19589825 6.92766079 0.26484677 0.06425513 6.17359533 4
36.761378 4.8410957 5.54617946 0.12142889 0.14269247 5.68376408 4

12.6380055 4.6309478 5.33822548 0.0929489 0.05983999 11.4834003 4



37.7920311 6.12197554 6.83964782 0.2014664 0.04063973 7.9179721 4
17.5020598 4.16859084 4.86801762 0.06523009 0.12951214 6.36005361 4
7.47955914 4.33169284 5.04891065 0.25885058 0.04840154 6.03237915 4
103.85319 6.01527783 6.70254972 0.09648402 0.12304811 6.37692244 4

10.6612262 4.18043689 4.87459779 0.15579712 0.08133358 7.7635738 4
129.504586 6.37306579 7.05685016 0.14591977 0.11133573 6.49139532 4
194.56068 7.0986029 7.77753831 0.08463511 0.08173865 9.29602999 4
14.247095 4.25472643 4.93871478 0.17079762 0.10392896 6.40998387 4

116.030449 6.73579488 7.41837298 0.15873458 0.07101017 8.18669037 4
6.68933061 4.58497457 5.26587491 0.15253331 0.03444929 9.65374637 4
267.616369 7.16600002 7.84269486 0.14812273 0.10443133 6.51549342 4
4.44052979 3.47274283 4.1453617 0.06734846 0.07161451 10.8832847 4
32.5775521 4.96254681 5.6389484 0.16333117 0.1120883 6.05731829 4
63.5905871 6.03336581 6.70406179 0.1058774 0.07970794 8.83949876 4
374.661623 7.55095126 8.22965972 0.20952663 0.10206663 5.61091564 4
326.000093 8.05110295 8.7226008 0.18356168 0.0525813 7.61629161 4
84.6101299 7.46028585 8.1246512 0.11884107 0.02522628 12.5343951 4
45.6590234 6.61522273 7.28227666 0.16674829 0.03137939 8.9421387 4
211.022261 7.63281839 8.30901645 0.24150032 0.05248097 5.86015316 4
110.801281 6.15463168 6.80907345 0.11866907 0.12598419 6.09559707 4
274.484716 7.42340827 8.07892091 0.15742066 0.08309612 7.00843521 4
87.4629549 6.40578532 7.05347874 0.04342421 0.07671809 10.4937842 4
10.461992 4.15824002 4.81089386 0.16428547 0.08462201 6.879077 4

123.218576 6.97359735 7.64064518 0.26775999 0.05874181 5.61772547 4
42.2945458 5.56220944 6.20519481 0.04241133 0.08706589 9.35477238 4
344.988713 7.32408026 7.96634441 0.11124609 0.12369928 6.1838646 4
33.7189648 6.0756641 6.72553763 0.17494943 0.04076924 8.46082296 4
37.8008111 6.07432687 6.72082529 0.14105439 0.04616732 9.14989104 4
24.6198603 5.07001208 5.7189756 0.21269526 0.08116056 6.16202928 4
18.5348894 4.5107179 5.14399804 0.06726734 0.11134144 7.17988142 4
197.306942 7.03264051 7.68148759 0.22605039 0.09339382 5.67419771 4
55.4902628 6.12568223 6.77280636 0.21006071 0.06464918 6.12767603 4
81.5384041 7.14564452 7.79292269 0.2348974 0.03347603 5.9730878 4
8.91942589 4.49898644 5.12659383 0.03866999 0.05322757 14.2062144 4
41.0513673 5.52713542 6.16008163 0.15907546 0.08454212 6.72607818 4
37.8992725 5.32188146 5.9518173 0.14748488 0.0973326 6.38247881 4
27.8244936 5.11815509 5.74920028 0.16548486 0.08840312 6.41034175 4
22.1996621 5.08229719 5.7062807 0.08712091 0.07229577 9.16531954 4
47.143884 5.89016901 6.51856436 0.15049082 0.0709283 7.58511193 4

28.7648827 4.92172394 5.54347449 0.12435026 0.1114456 6.19886544 4
346.42489 7.4711819 8.09403413 0.13879691 0.10502462 6.26316778 4

10.7499547 4.55899357 5.18603908 0.15564508 0.05940412 7.5646317 4
74.2682883 6.52837639 7.14554632 0.09679813 0.05839935 10.2499595 4
47.4814018 5.91187888 6.54004987 0.21288538 0.06723818 5.92633411 4
39.8042876 5.15340953 5.76452649 0.10119448 0.12039875 5.81764888 4
546.730946 7.93457082 8.54923632 0.13863859 0.10774004 6.09011976 4
16.2121386 4.68247802 5.30061451 0.16431667 0.08132488 6.77991288 4
65.2042813 6.27241716 6.89528081 0.19678942 0.06720887 6.11163795 4



158.987186 8.01038135 8.63533724 0.20811802 0.02845102 6.92777261 4
148.043717 7.32881745 7.94845193 0.16949856 0.05155488 7.24013906 4
50.4410543 6.14214478 6.75225716 0.06379288 0.05860015 11.5278843 4
68.482121 6.40849968 7.02490938 0.16912369 0.06140771 7.24347379 4
88.648624 6.40893661 7.01837251 0.12237091 0.0785826 7.70203526 4

32.8059278 4.89768239 5.49957036 0.07851953 0.13017503 5.628963 4
7.92531788 5.09031421 5.7084569 0.19391097 0.02647229 6.90761407 4
80.9955589 6.748832 7.36459332 0.18728575 0.05134606 6.70033933 4
32.5336643 5.1207127 5.72221802 0.0761397 0.10916428 6.89685454 4
181.867403 6.90130531 7.50738157 0.14163197 0.09721373 6.25626912 4
120.402918 6.91643674 7.51908329 0.11916903 0.06582486 8.32198697 4
11.916439 4.316383 4.92224677 0.16528674 0.08526318 6.08354027 4

30.5878552 5.74201168 6.34363702 0.11494657 0.05396633 9.46265321 4
33.0672251 5.00799121 5.59786732 0.01574566 0.12068585 6.35089749 4
98.2163699 6.45093015 7.05005611 0.15809279 0.08473806 6.23158591 4
74.0665913 7.09077917 7.69534103 0.22493992 0.03349817 6.15049822 4
192.317894 7.638621 8.23442453 0.1556498 0.05028646 7.50788423 4
21.0980576 5.15226611 5.74583095 0.14963425 0.06789032 7.03303595 4
2.29929059 2.82941427 3.42783242 0.19568124 0.07558403 5.65467396 4
28.0124598 5.13409283 5.72074376 0.08827068 0.09262809 7.36439242 4
6.8621294 4.07554758 4.66318301 0.09998443 0.06484445 8.96861359 4

104.099055 6.50587475 7.0905928 0.10061637 0.08547017 7.39696556 4
74.061947 5.89576465 6.47940014 0.12492524 0.11049303 5.70053211 4

10.2735114 4.74521341 5.33289951 0.15877624 0.0497051 7.32446367 4
25.820255 5.45292208 6.04043383 0.16807351 0.06243041 6.88128797 4

27.5687535 4.99260577 5.57114184 0.11128409 0.10698388 6.30013192 4
19.8882798 5.28203654 5.87397459 0.22600736 0.05506881 5.73386119 4
106.900812 6.79445913 7.37647459 0.17141878 0.06693383 6.48369359 4
33.7488402 6.40512248 6.99155545 0.19891029 0.03110071 6.21285418 4
6.85998413 3.82704352 4.4016281 0.11030986 0.08262251 7.2982551 4
102.770004 6.4969024 7.0719428 0.13313584 0.08633945 6.46215842 4
45.9436264 5.97911259 6.55136199 0.12952249 0.06639524 7.67582338 4
104.036342 7.11952921 7.69424797 0.15332575 0.04793584 7.79302193 4
21.9433506 5.20099748 5.77501019 0.17343253 0.06887878 6.38422213 4
68.5647078 6.57345374 7.14242617 0.1164097 0.05411565 8.90132095 4
10.5659632 4.66827511 5.23286103 0.09224012 0.05550052 9.78747682 4
10.5659632 4.66827511 5.23286103 0.09224012 0.05550052 9.78747682 4
4.09384298 3.40930098 3.97005286 0.05705518 0.07878086 8.88993441 4
28.1754846 5.76699919 6.32997205 0.10515907 0.04967962 9.62295439 4
11.5829975 5.27089867 5.84100259 0.21058034 0.03357498 6.0901898 4
61.6343832 5.89762149 6.45440233 0.11429872 0.09471773 6.37129114 4
76.5762207 7.010361 7.56474283 0.05921604 0.03924877 13.991993 4
172.734951 7.01734536 7.57274174 0.12177885 0.08656092 6.53811782 4
84.1770829 6.0243448 6.5760241 0.10463601 0.12122772 5.63820883 4
177.731381 7.97610443 8.53216029 0.12691702 0.03492355 9.23364908 4
239.688985 7.61045484 8.16904983 0.17202282 0.06679404 6.23395009 4
86.5706529 6.48821195 7.04115513 0.12373737 0.07552586 7.01601552 4
102.237477 6.6691156 7.2181673 0.07535182 0.07480957 8.43428172 4



147.286595 7.01918067 7.57676368 0.17490923 0.0738957 5.66296801 4
59.6296992 6.86990138 7.4272268 0.16166564 0.0352704 7.07375909 4
19.7328918 7.27414118 7.82601928 0.10316405 0.00789493 12.1689898 4
6.60762698 4.46144448 5.01672599 0.1566302 0.0442631 7.52693927 4
2.5084977 3.40350322 3.9626752 0.19854792 0.04825881 5.90318021 4

67.6728627 6.26965122 6.81920555 0.14159516 0.07444357 6.55490739 4
180.851617 6.92246092 7.46638923 0.12460274 0.10652376 5.69342053 4
10.6873643 4.30507764 4.84858497 0.10459595 0.0834768 7.04160155 4
4.99988021 4.03617915 4.59033482 0.19703683 0.05038796 5.73825583 4
42.0472028 6.98734483 7.53607422 0.15266568 0.02231098 7.93609526 4
485.426748 7.96686011 8.51138799 0.14544654 0.09732952 5.71607753 4
136.187968 7.21228995 7.76247712 0.18968597 0.05851676 5.91170941 4
167.086019 6.97155504 7.50772055 0.10765975 0.08995385 6.47818837 4
23.8373673 5.07415787 5.61111154 0.1187804 0.08587761 6.36868025 4
19.8902184 5.32047149 5.85388877 0.09312883 0.05799133 8.93502718 4
14.4921863 4.81866371 5.34812519 0.02175927 0.0676292 10.1877083 4
9.47289935 4.10642957 4.63816487 0.10754583 0.09061216 6.39110395 4
133.083972 7.4838755 8.0197621 0.13869843 0.04384787 7.95694597 4
2.58647374 3.75336503 4.28551791 0.09470657 0.03526154 10.7320908 4
238.654505 7.77427383 8.30506653 0.12698732 0.05874906 7.28093594 4
347.772112 7.92788815 8.45716332 0.11890444 0.07275601 6.95621443 4
6.28613041 5.15915985 5.69514821 0.18893798 0.02105541 6.57054276 4
2.84132724 4.91930942 5.44978368 0.15566834 0.01222245 7.33829865 4
80.3257076 7.26812357 7.79473057 0.14974335 0.0333356 7.70204766 4
2.22656332 2.68283301 3.20304468 0.12338419 0.08819705 5.93412225 4
6.28245125 4.35889816 4.87568551 0.0179741 0.04831378 14.259083 4
81.2214313 6.34790098 6.86180098 0.13197509 0.08603912 5.98302984 4
45.5416428 7.16367851 7.67911002 0.13447043 0.02095139 8.05559391 4
16.5759491 4.87453174 5.38523618 0.12309917 0.07503227 6.40075288 4
98.4800979 6.71514243 7.22494188 0.14565613 0.07319306 5.92051759 4
54.7188375 5.69679952 6.1951662 0.05644912 0.10987536 5.87022952 4
5.5607024 3.86822677 4.3676149 0.03636933 0.0696518 9.24170218 4

118.269496 6.81252558 7.31784456 0.15701986 0.07779515 5.66175504 4
7.65698859 4.17063065 4.6717521 0.12338413 0.07015981 6.67580234 4
1.87114832 2.94096626 3.43977138 0.08862016 0.06084955 8.52344052 4
5.80627413 3.73259763 4.22795369 0.05549942 0.08379017 7.45946812 4
12.1135994 4.81551047 5.31192885 0.06249549 0.05898504 9.54379264 4
21.6600236 5.74500236 6.23912574 0.01694657 0.0423434 15.5440029 4
22.2058188 5.9818616 6.48023091 0.11193522 0.03382718 8.73894346 4
110.690515 6.47318055 6.96472969 0.06364934 0.10207306 6.08101368 4
6.54264438 4.15037314 4.64426751 0.07247695 0.06226145 8.78260634 4
12.1943998 4.63518651 5.13260092 0.13943174 0.07342052 6.1904625 4
2.41966567 4.37623601 4.87355274 0.15936044 0.01847749 6.95536537 4
38.1122163 7.46863564 7.95702519 0.15302144 0.01338045 6.67384847 4
244.213128 7.58975083 8.07101632 0.12528538 0.07498254 6.11647072 4
6.92646748 4.18901883 4.66796752 0.08509898 0.06550135 7.93193872 4
53.9394792 6.28347701 6.76458344 0.12534053 0.0630149 6.69883303 4

123.0448 7.26725312 7.74881315 0.13208953 0.05282989 6.90634196 4



193.556249 7.17510525 7.65228298 0.10654794 0.08973424 5.75188491 4
65.9071654 6.25213429 6.73234118 0.13715478 0.07680861 5.65088175 4
98.2106445 6.88770018 7.36413314 0.1171837 0.0632719 6.95545906 4
1.3396017 2.49637156 2.97117033 0.10613579 0.06735166 6.81447757 4

59.0755482 6.36102338 6.83969732 0.16196031 0.06225136 5.65893671 4
258.605827 7.6557301 8.12699805 0.1012987 0.0780277 6.63346049 4
1.00006514 2.02499886 2.48925895 0.04934289 0.08303322 7.30887328 4
26.9934824 5.85263941 6.3177579 0.08045298 0.04884558 9.0714722 4
18.2035627 5.03444206 5.49960839 0.12948676 0.07379684 5.9106138 4
115.218684 6.60656506 7.06731898 0.08936224 0.10094738 5.69069756 4
9.94051144 4.43888699 4.90382034 0.12688662 0.07241696 5.79191025 4
5.8514184 4.69426653 5.15557964 0.05528824 0.03342315 13.1895867 4

11.5070766 4.50431937 4.96410708 0.06511873 0.08222397 7.0781491 4
110.237206 6.46862105 6.92434469 0.04905509 0.10983541 5.66889966 4
4.4885622 4.20877854 4.66780559 0.08753645 0.04241007 9.2688358 4

511.065218 8.37117244 8.83173031 0.13846758 0.07460183 5.60631855 4
39.3677587 5.7303973 6.18772106 0.10483545 0.07899615 6.1277052 4
127.704457 7.20066254 7.65581866 0.053432 0.05981798 9.11959597 4
15.2629268 5.44567803 5.89999297 0.04570021 0.04132195 12.4062591 4
170.112916 7.64209188 8.10171697 0.15724257 0.05099389 5.64245065 4
230.525099 7.36217744 7.81136456 0.0359223 0.09094206 6.5598536 4
17.5702974 4.70176246 5.14999775 0.06313346 0.10369055 5.73915795 4
2.59162369 4.13940647 4.58897749 0.10011665 0.02614183 8.81558647 4
1.39057669 2.52121292 2.96585508 0.08024204 0.07202904 7.08621846 4
83.6416951 6.58039286 7.02485309 0.08611506 0.07598682 6.65134692 4
10.8639884 4.36442959 4.8059251 0.06367176 0.0887612 6.33327835 4
113.094182 7.01169635 7.4535306 0.05300252 0.06646177 8.36799014 4
0.87990645 3.98631827 4.43169878 0.10829805 0.01048658 8.68034472 4
3.32458103 3.62448222 4.06806469 0.10999594 0.05753942 6.67890397 4
54.013032 6.28273567 6.72388291 0.09117054 0.06517723 7.03485076 4

28.6450388 5.77676628 6.21968629 0.11758179 0.05643335 6.63393352 4
14.571032 4.73453986 5.17315643 0.07755481 0.08074183 6.34810347 4

2.15685561 4.60460589 5.04492503 0.09771103 0.0139469 9.6202493 4
2.82690662 3.48742101 3.92550445 0.08110813 0.05657416 7.93355215 4
119.630429 7.87284085 8.31463059 0.14394183 0.02913371 6.44692984 4
68.2122142 6.31460407 6.75130722 0.10630883 0.08152986 5.83375073 4
1.83570989 4.1325056 4.57579975 0.16346016 0.01889345 5.97372401 4
79.731424 6.85031948 7.28338066 0.05981069 0.05496555 9.05367212 4

208.656017 7.51333839 7.94311714 0.0462976 0.07328126 7.5801637 4
31.6015022 5.934195 6.36663871 0.10669449 0.05469939 6.81898834 4
15.1693491 5.97793827 6.41466851 0.14865233 0.0246902 5.84064967 4
76.7131431 6.66709594 7.09590623 0.10009898 0.06440497 6.59966211 4
2.93315764 5.04892472 5.48120462 0.13497417 0.01225435 6.86315717 4
210.346525 7.58494985 8.01192345 0.09120574 0.06927614 6.49531012 4
44.7111481 6.12300941 6.5501646 0.12695171 0.06402639 5.75394071 4
10.526292 4.7554694 5.18088217 0.12868728 0.05962239 5.91189639 4
86.509968 7.02712014 7.45157022 0.11612245 0.04964138 6.68469218 4

23.7021219 5.54043042 5.96326938 0.10153735 0.06132948 6.49241302 4



72.7903623 6.39827503 6.8175693 0.07581119 0.08009764 6.31603891 4
2.60965695 3.22540495 3.64664785 0.10123119 0.06846462 6.33347653 4
29.8511617 7.12419801 7.54888473 0.13268793 0.0157344 6.87725184 4
44.6659939 6.04910917 6.46866919 0.0857872 0.06792048 6.64293776 4
21.282762 6.49404609 6.91456873 0.11220088 0.02126436 7.58441868 4
36.999149 5.82507312 6.24236064 0.09829305 0.07052645 6.14189238 4

1.77825223 6.0666269 6.48571947 0.12041663 0.0027135 7.14790065 4
184.989551 7.47412014 7.88550875 0.04565833 0.0704771 7.73368735 4
129.889647 7.57309369 7.98503442 0.05493318 0.04438274 10.2028561 4
75.5549118 7.96204299 8.38087074 0.14845815 0.0173991 5.8446836 4
157.304458 7.10955281 7.52116382 0.08894865 0.08670862 5.60712994 4
45.1663338 6.33390432 6.74759325 0.10910757 0.05330885 6.63219485 4
65.3142294 6.45128283 6.86345349 0.10619262 0.06843054 6.01091324 4
95.5548623 7.18552289 7.59279293 0.00965682 0.04880188 11.9520287 4
40.3454195 6.5583469 6.96647223 0.09670256 0.03799065 7.60527224 4
27.2526497 6.40494527 6.81315552 0.10282999 0.02991011 7.84285018 4
77.3212082 6.77592559 7.18236846 0.09596535 0.05971991 6.54072246 4
44.4674134 6.16695517 6.57091295 0.05387454 0.06333688 8.01143267 4
9.03500206 5.71788649 6.12617806 0.15118555 0.01982585 5.81076364 4
10.1514143 4.49334399 4.89118669 0.0320788 0.07792572 7.21658383 4
6.55976508 4.43455419 4.83805317 0.12639639 0.05146515 5.88826575 4
22.1461679 6.51093245 6.91604153 0.136649 0.02186758 6.23612916 4
61.4238005 6.6889571 7.0909201 0.11529993 0.05049208 6.05035105 4
28.8262043 6.25327921 6.6511201 0.04182876 0.03685972 12.2359234 4
13.7810741 6.15607297 6.55778763 0.11186404 0.01948674 7.43943343 4
1.89984747 3.52595841 3.92408079 0.06188366 0.03717106 10.2363882 4
10.7128813 5.161795 5.55705538 0.05035643 0.04158942 10.5863984 4
55.4398164 6.71546506 7.11177579 0.09068052 0.04462292 7.53200975 4
19.4182129 5.59987637 5.99166792 0.01500968 0.04830628 11.3491562 4
245.621208 8.12023903 8.51154892 0.03300137 0.04885855 10.3537417 4
45.5254046 6.25612242 6.64741281 0.09402714 0.05813707 6.35048282 4
93.3365872 7.52027827 7.9144043 0.1300736 0.03444265 5.74697084 4
60.8880332 6.32659145 6.71367385 0.03047508 0.07262583 7.27768028 4
1.36458844 3.28616159 3.67611663 0.10139169 0.03429871 7.08486108 4
70.8009582 6.85135031 7.24147588 0.11584593 0.05062736 6.05952829 4
43.1056137 5.95137452 6.33803535 0.08826531 0.07729176 5.69340108 4
12.6967838 4.53784444 4.91897583 0.03996366 0.09111045 5.72172245 4
108.449288 7.27212078 7.6552618 0.0565993 0.05144997 8.53396857 4
32.2649031 6.1813609 6.56814103 0.12257507 0.04472371 5.95167809 4
142.358037 7.89110611 8.27093192 0.06280922 0.03675788 9.79811916 4
11.2581883 5.01875706 5.39726596 0.10427799 0.05173036 6.11217969 4
76.3627597 7.11639948 7.49331715 0.07876925 0.04281225 7.90401092 4
4.77727215 4.16311992 4.53678043 0.00629125 0.05190322 10.5492154 4
87.7215535 7.32523267 7.70046643 0.06085244 0.0397943 9.36713481 4
1.98379095 5.39925866 5.77286362 0.04415348 0.00617806 17.5002009 4
83.897434 7.92872471 8.3062238 0.12205002 0.02063833 6.19443905 4

4.56380019 4.29884264 4.6727682 0.07804247 0.04260766 7.94344295 4
6.63278822 4.05873922 4.42713054 0.06689615 0.08037763 5.8091355 4



10.799171 5.09968742 5.46799985 0.03748209 0.04519338 10.2106663 4
170.012775 7.19584655 7.56194304 0.04001738 0.08879622 5.77354574 4
23.110324 7.3087881 7.68074403 0.12110516 0.0106582 6.52026149 4

33.2468912 5.72599918 6.09149691 0.06823197 0.07470976 6.00470705 4
24.8587396 5.81635583 6.18554986 0.11560977 0.05157084 5.69128051 4
194.013047 7.29547386 7.65824391 0.02415511 0.09250667 5.70871548 4
101.321178 6.88860507 7.25149271 0.08267795 0.07176231 5.67913095 4
19.1329954 5.32442894 5.68639714 0.07021196 0.06546978 6.50723187 4
1.35470324 4.48494198 4.84657254 0.05375974 0.01060932 13.3021491 4
1.20364749 3.24965896 3.61059563 0.09061887 0.03226065 7.19359893 4
449.738217 8.57248475 8.93043503 0.04607893 0.05885325 7.73257423 4
6.40577862 4.33476295 4.69109134 0.02650322 0.0583247 8.44394458 4
23.6224358 6.17885738 6.53604666 0.05251894 0.03407579 10.3642997 4
204.490008 7.70017274 8.0553829 0.06343002 0.06604135 6.55325732 4
12.7939636 6.05090174 6.40619929 0.0602054 0.0212492 11.0867985 4
46.0248361 6.14698121 6.49840675 0.05042921 0.07067346 6.6259003 4
235.457313 7.6476166 7.99833709 0.05784375 0.08084994 5.80326366 4
3.07430752 3.31515826 3.66494127 0.03724355 0.08026094 6.20385256 4
136.633421 7.2477434 7.59833303 0.06198407 0.06920192 6.34585235 4
10.7087427 5.62415711 5.97689579 0.09969737 0.02696726 6.64067879 4
10.2637035 4.94610404 5.29602357 0.08277146 0.05067426 6.60851266 4
48.8159252 6.52552581 6.87573978 0.08650132 0.04993047 6.36214558 4
106.525806 7.48418084 7.83187494 0.05412455 0.04182719 8.9094646 4
54.1168759 6.27557863 6.62213047 0.07637955 0.07052262 5.59976021 4
5.82481105 4.46707598 4.8133726 0.07496742 0.04754397 7.03772337 4
120.559039 7.50974536 7.85484205 0.05932802 0.04734618 8.04279844 4
62.7828479 6.50017111 6.84434293 0.07437619 0.06702043 5.96137373 4
85.4146033 6.90908501 7.25242401 0.06677995 0.05970468 6.58569068 4
23.9991324 5.75553136 6.09891201 0.0920257 0.05463551 6.01261488 4
11.2660559 5.55382392 5.89608383 0.06045855 0.03109106 9.50609157 4
152.161176 7.31945674 7.65845687 0.05598349 0.07259366 6.09820206 4
29.1713067 5.51665987 5.85372234 0.02044686 0.08549027 5.8805799 4
5.56580096 4.19316549 4.52962825 0.0224751 0.05929106 7.99034636 4
23.9590999 6.13947378 6.47629273 0.06396062 0.03700926 8.33539305 4
2.68727053 4.32575508 4.66367854 0.08840989 0.02521674 7.36944573 4
279.35381 7.8447663 8.17757691 0.03602105 0.07896189 5.96681041 4

193.690865 8.10425922 8.43862749 0.09397538 0.04230731 6.05296398 4
37.5932596 5.99753784 6.3275729 0.03252537 0.06688439 6.87568027 4
1.74457497 4.41370926 4.74835136 0.11070414 0.01510624 5.89491084 4
108.39399 6.95964146 7.28710245 0.04119727 0.07289382 6.08936731 4

4.89750827 4.3723229 4.7025006 0.08637344 0.04459512 6.45064687 4
4.22976255 4.98542034 5.31517719 0.0749769 0.02091759 8.53608015 4
36.1765293 7.0529458 7.38297759 0.09111222 0.02237126 7.1440387 4
266.311311 7.89873863 8.22289064 0.05633304 0.07004446 5.82365982 4
126.461792 7.30528582 7.6263971 0.05199585 0.06203653 6.60863406 4
37.7049119 6.26742025 6.58715178 0.02991036 0.05236968 8.42691459 4
47.606139 6.25455189 6.57421246 0.06027399 0.06566759 5.93686408 4

25.0693168 6.20250609 6.52190506 0.03667 0.03684158 10.3759697 4



62.7623167 6.93980608 7.25907792 0.07840287 0.04459739 6.59253842 4
7.37515739 4.30268176 4.61928199 0.05297977 0.07133228 5.71517686 4
35.9028701 5.92162853 6.23734564 0.01290763 0.06888588 6.6596347 4
53.4519294 7.64311045 7.96046487 0.08361082 0.01870874 7.27523962 4
13.402525 5.01191621 5.32499463 0.04726414 0.06542956 6.306856 4

281.424013 8.5697035 8.87937851 0.05461946 0.0391248 8.16024416 4
14.3382669 5.21659334 5.52452311 0.03607121 0.05644861 7.29888476 4
92.9753585 7.35673818 7.66440875 0.04485521 0.04333636 8.36830831 4
195.973203 8.21827125 8.52768687 0.09533128 0.03921473 5.82357531 4
283.873846 7.97699447 8.27913524 0.04438915 0.07105265 5.71934823 4
4.10193952 4.44812003 4.75164547 0.07035011 0.03520722 7.19430378 4
122.00909 7.74710547 8.04987959 0.08136807 0.03880652 6.31415753 4

3.91199546 3.97364503 4.27469658 0.06020673 0.05370789 6.36257447 4
272.071886 7.98068918 8.27743775 0.04107117 0.07012747 5.92125281 4
5.16514528 4.81147704 5.11196492 0.09649937 0.03092372 5.84964674 4
9.52422164 5.14757152 5.44505907 0.07166189 0.04138085 6.68740833 4
98.7500104 7.76431021 8.06257457 0.09213873 0.03118282 6.03070175 4
2.78719436 3.47274155 3.76723283 0.03608564 0.06528014 6.36166516 4
77.1126436 7.01040018 7.30675203 0.07872207 0.05181298 5.6926579 4
131.88147 8.45338999 8.74791759 0.08465463 0.02085194 6.67479816 4

26.0055983 5.61921172 5.90801685 0.03511597 0.06989478 5.78577074 4
75.7891632 7.29394774 7.58603424 0.0904159 0.03853746 5.66795902 4
8.41608779 4.98967154 5.28069181 0.07873323 0.04260233 5.94530224 4
25.0149295 5.72671187 6.01477545 0.06087877 0.06021197 5.6789315 4
21.7730577 5.83630482 6.12193448 0.05156857 0.04756795 6.97776704 4
2.43191441 4.07336726 4.35921711 0.08199505 0.03123457 6.27516588 4
14.4810105 5.88170862 6.16501239 0.01974855 0.0306508 12.6186684 4
4.22818722 4.50295976 4.78794226 0.07935726 0.03489361 6.17193558 4
3.95914116 4.52383512 4.80882408 0.08055786 0.0320112 6.21505319 4
13.0513893 5.55813473 5.84107319 0.02977856 0.03829253 9.67717561 4
0.60658845 2.83441066 3.11898588 0.09631242 0.02701088 5.636356 4
37.5571737 7.56134565 7.84108487 0.02037086 0.01482871 19.8609022 4
46.399365 6.52795459 6.80811709 0.06792548 0.05178026 5.87014751 4

3.7523 5.09851275 5.37745996 0.04710951 0.01730759 10.7029181 4
19.1405938 5.47673885 5.75325245 0.03270914 0.06051183 6.3969527 4
2.37228234 4.48908578 4.76620718 0.05452282 0.02031031 9.04337066 4
4.29734808 6.03917912 6.31524102 0.00378893 0.00776458 50.4323947 4
37.591881 6.20239781 6.47758444 0.05854186 0.05875908 5.71574835 4

53.5126047 6.88950438 7.16524816 0.06905838 0.04091171 6.25053802 4
10.3238695 5.02035851 5.28869311 0.0304711 0.05216729 7.16204304 4
13.613513 5.37105763 5.63795092 0.04417962 0.04805 6.8449709 4

27.4931394 6.7313192 7.00033084 0.0870459 0.02489503 5.82595222 4
33.4719686 6.92788752 7.19423819 0.03125968 0.02501123 11.683309 4
8.1343749 5.31752872 5.5791822 0.03892125 0.03057662 9.33666565 4

8.22463687 4.62400139 4.88288672 0.03687005 0.06303809 5.79900965 4
54.6538727 6.89845181 7.15640484 0.02431469 0.04305904 8.47181552 4
23.426342 6.00199432 6.25757297 0.06818437 0.04543461 5.65999335 4

90.9020443 7.7838378 8.03970837 0.07714889 0.02913735 5.9280026 4



14.2531619 5.42769424 5.68109193 0.04663595 0.04889038 6.39944478 4
20.5873442 5.50855643 5.760244 0.0272791 0.06428841 5.68215535 4
88.6195533 7.42420191 7.67606238 0.02564185 0.04092951 8.46827684 4
11.4781433 5.3580269 5.60885061 0.01976524 0.04230814 8.59218983 4
50.6683666 6.94898209 7.20030937 0.05081258 0.03770416 7.00596306 4
98.6821118 8.77252297 9.0234539 0.03880499 0.01193254 11.7312502 4
90.5712925 7.30481489 7.55498619 0.0620522 0.04788861 5.67361088 4
47.6566294 7.95979981 8.20946433 0.06869953 0.01301318 6.87898843 4
15.0788776 5.38235722 5.62925436 0.01406928 0.05416909 6.8878323 4
47.9364863 6.55984503 6.80662566 0.01343943 0.05251634 7.03475594 4
247.330935 8.92904493 9.17696976 0.06338092 0.02562699 6.75588956 4
169.319404 8.57365549 8.81892228 0.0585714 0.0251633 7.28125067 4
183.93217 8.16595661 8.40627115 0.03720831 0.04121166 7.35656724 4

233.103956 8.28897225 8.52722644 0.02104758 0.04656233 7.50278727 4
153.291842 7.73441313 7.97112063 0.04915518 0.052431 5.59728824 4
4.98104246 4.55641214 4.78981611 0.04522049 0.0410035 6.5593624 4
192.631466 9.14922497 9.38431005 0.07543681 0.01625511 5.80174937 4
161.961872 8.1265112 8.35597433 0.06225045 0.03847215 5.62108696 4
8.13187288 5.97236778 6.19944244 0.04615881 0.01645491 8.7290477 4
8.93554361 5.11447931 5.33588793 0.03404323 0.04278495 6.76022505 4
228.78368 8.21435073 8.43186961 0.04143131 0.04993718 5.67327879 4

83.3405278 7.12006023 7.33592671 0.01339622 0.05359644 6.1010071 4
47.931589 7.28585267 7.5024125 0.04044624 0.02655048 7.99548326 4
43.452305 6.43957917 6.65406309 0.01404934 0.05631305 5.88262935 4

33.3908235 6.62421345 6.83930731 0.05546404 0.03610544 5.78644775 4
137.855992 7.72324958 7.93663295 0.00890684 0.0499677 6.71227622 4
19.1850941 7.22691037 7.43986673 0.00631596 0.01126325 26.8602473 4
9.98400837 5.38431751 5.5958874 0.03906207 0.03711662 6.7593252 4
83.1357738 7.94539121 8.15712684 0.04181085 0.02399662 8.02734904 4
6.60458377 4.78039159 4.99086199 0.02850851 0.04487726 6.52137974 4
6.83803452 4.98028058 5.19066387 0.05160747 0.03772839 5.82946458 4
0.97588033 2.88823054 3.09762926 0.02344005 0.04366261 6.83548564 4
72.8982787 7.25559915 7.46518547 0.03079929 0.0418073 6.75881696 4
13.5094191 6.99208338 7.20124987 0.06822154 0.01008181 5.88091583 4
305.400334 8.58882771 8.78667944 0.02308943 0.04727834 6.20011411 4
75.7372838 7.4863303 7.6800746 0.04354331 0.03520018 6.09915677 4
4.26643407 5.87840364 6.07121885 0.04049478 0.00984026 8.74438979 4
112.193457 7.91052719 8.10146682 0.02131052 0.0337304 7.86407526 4
100.122465 7.59638857 7.78575028 0.03423051 0.04156719 5.95119868 4
6.6422446 5.08692464 5.27156768 0.0194964 0.03406474 7.73826375 4

3.85877999 4.60905943 4.79357903 0.0155557 0.03185801 8.47256618 4
4.50060883 4.33921038 4.52318927 0.01677614 0.04818101 5.75205733 4
180.263843 8.54986608 8.73394578 0.01867628 0.02889438 8.84566276 4
1.22169119 3.51806076 3.70230616 0.0471887 0.03031008 5.92576055 4
73.8145017 7.86189537 8.04382625 0.04499993 0.02381923 6.44784689 4
13.0025951 6.13826346 6.31977909 0.03303483 0.02328198 7.90555483 4
0.71518183 2.87648506 3.05525678 0.03834164 0.03343861 6.12608946 4
1.1810872 4.36486664 4.54326144 0.0535435 0.01259246 6.07117167 4



22.0599346 6.09761943 6.27395612 0.03258365 0.04124554 5.64912289 4
166.623351 8.61139027 8.78776572 0.02869615 0.02551455 7.97450112 4
18.2346967 6.22861604 6.40439556 0.00667961 0.03012192 9.11626282 4
21.7985576 6.36333241 6.53701717 0.00866651 0.03147333 8.5378037 4
162.051078 8.58120731 8.75367331 0.02892898 0.02563356 7.73930115 4
165.510907 8.64236549 8.8125707 0.04029349 0.02446437 6.40685223 4
45.0476979 7.02715647 7.19201113 0.00693983 0.03394087 7.66877467 4
161.261022 8.59109924 8.75048037 0.03406152 0.02552956 6.56790771 4
163.044831 8.58778982 8.74692407 0.03203534 0.02596893 6.7299342 4
0.47694837 4.14296158 4.30252785 0.04480443 0.00646712 6.52600125 4
7.61545596 5.6097584 5.76592906 0.01927137 0.02394859 8.63644338 4
3.27802065 5.66257062 5.81758119 0.03740545 0.00973503 7.36570819 4
10.9736924 5.50896977 5.65747371 0.02108605 0.03814094 5.65391686 4
94.3988484 7.73103571 7.87887632 0.00318606 0.03608395 6.66046408 4
1.44734084 5.03204342 5.17890824 0.02449772 0.00815976 10.4520845 4
51.0080175 7.24814174 7.39053526 0.02103079 0.03119 6.32309193 4
19.1676126 6.75446453 6.89533008 0.03454198 0.01949715 6.38878654 4
12.3901681 6.59097015 6.72869056 0.04038654 0.01480234 5.76179069 4
5.71161541 6.16200763 6.29457949 0.02477615 0.01055341 8.93652908 4
96.8423245 8.04778218 8.1782595 0.01527199 0.02720028 6.99720365 4
40.8073772 7.90580706 8.02882673 0.02650194 0.01329662 7.42205288 4
3.21435641 5.03459822 5.15516347 0.02832535 0.01844646 6.26201625 4
1.47786612 5.05422068 5.16644928 0.01672638 0.00842098 10.7253028 4
2.1419645 4.21785872 4.32771541 0.01248987 0.0280699 5.94106142 4

40.9422184 7.7852008 7.89034639 0.02700486 0.01538492 6.03497637 4
17.1492617 6.66685637 6.77134275 0.01112492 0.01972621 7.80039441 4
60.4254583 8.77126355 8.833247 0.00072435 0.00880546 11.7855317 4
49.2405786 8.46261843 8.51669547 0.00652377 0.00984928 7.84477738 4
5.04675695 6.45622715 6.34318267 0.01647855 0.008887 -10.168707 4
6.66445616 5.83811021 5.71634812 0.02858476 0.02206907 -5.783993 4
158.610337 8.60920658 8.47082765 0.0154669 0.0329677 -6.8064853 4
25.7888562 7.25178894 7.11052965 0.00836366 0.0211645 -11.34136 4
27.2380023 7.45138455 7.30656696 0.01536793 0.01833837 -10.565767 4
17.9355091 6.14998366 5.99228532 0.01252634 0.04473953 -6.2515534 4
2.62893886 5.39502799 5.23677689 0.02452739 0.01395638 -9.2925578 4
3.31633616 4.77049501 4.60827601 0.01487859 0.03309893 -8.1421803 4
3.33779459 6.1298343 5.96458249 0.04561039 0.00855687 -5.6781649 4
12.3111823 5.77762605 5.61072889 0.01504043 0.04457788 -6.4751236 4
8.67768871 6.43365014 6.2650103 0.01620781 0.01650977 -12.588475 4
9.8186164 5.57309734 5.40168898 0.01441214 0.04374998 -6.8054248 4

3.03991336 4.99396056 4.8069121 0.04326813 0.02467638 -6.1289723 4
30.3549986 7.27139998 7.08363531 0.02126559 0.02563588 -9.8679645 4
62.0758747 7.28317287 7.09235996 0.0223473 0.05138143 -6.2270962 4
151.378035 8.03469719 7.84221251 0.00801624 0.05936103 -6.0686941 4
112.616166 7.8583351 7.66352217 0.02738168 0.05208652 -5.9564719 4
52.1943633 7.29645073 7.10175981 0.03964963 0.04281794 -5.7904983 4
4.13741463 4.9885192 4.78876104 0.01694095 0.03416231 -9.5136951 4
7.05835329 5.45584541 5.25571984 0.01174701 0.03720562 -9.6949118 4



203.164147 8.52140584 8.31977393 0.02550507 0.05017328 -6.5882284 4
3.79929524 4.29615943 4.09223471 0.01312845 0.0627427 -5.9519895 4
80.4489422 7.81676878 7.61221338 0.02005055 0.04003136 -8.4020682 4
4.48849693 5.36869198 5.16431084 0.03176963 0.02551159 -8.3835192 4
48.6189474 7.77851778 7.57327919 0.02537199 0.02515149 -9.8383175 4
106.720475 8.0274058 7.82083827 0.02210143 0.04266783 -7.818338 4
3.16515873 5.04732086 4.83598012 0.03522974 0.025063 -8.0869199 4
172.46571 8.02504576 7.81149885 0.00497266 0.06874819 -5.8407252 4

45.8917623 7.05895971 6.84375976 0.01808092 0.04864513 -7.7095592 4
15.9929133 7.81239177 7.59741953 0.05403383 0.00801921 -6.1730226 4
8.16229703 5.68113952 5.4624491 0.04891417 0.03490879 -5.9952161 4
150.987235 8.17225992 7.95088971 0.04382275 0.05301095 -5.605508 4
1.52258074 4.18363862 3.96209522 0.04067273 0.02918458 -7.2971424 4
12.9877872 5.78996994 5.5671234 0.03336579 0.04999345 -6.6844017 4
26.696844 6.42214483 6.19329056 0.03975873 0.05540213 -6.0274384 4

72.2528335 7.99271687 7.76381404 0.02260339 0.03067041 -10.614299 4
80.2293105 7.49160866 7.25784598 0.0176256 0.05622707 -7.4805937 4
314.194225 9.23192777 8.99787402 0.05142862 0.03929051 -5.9953817 4
6.03610742 5.33543008 5.09994376 0.03793139 0.03718898 -7.6586432 4

6.123738 5.30903721 5.07333658 0.03797434 0.03876732 -7.5377956 4
6.123738 5.30903721 5.07333658 0.03797434 0.03876732 -7.5377956 4

75.0927591 7.61658147 7.37959128 0.02648582 0.04641659 -8.0286352 4
72.1481805 7.52977532 7.29086545 0.03759559 0.04892477 -6.8487719 4
12.0992223 7.44899984 7.20785895 0.05459921 0.00897964 -6.8464768 4
55.1941432 6.93697206 6.69069048 0.01750674 0.06989311 -6.669205 4
3.14068266 4.76751171 4.52241265 0.05702938 0.03405177 -6.0662352 4
65.8484364 7.67810769 7.43149793 0.00524808 0.03861185 -12.21918 4
6.38187026 5.5361612 5.29013336 0.05506917 0.03224929 -6.2688439 4
13.1821781 6.8736979 6.62683377 0.0298367 0.0173936 -11.480555 4
64.0152594 8.04356642 7.79471991 0.02292838 0.02627548 -12.404951 4
63.7881546 8.05680255 7.80752553 0.02399648 0.0258479 -12.192608 4
5.74896902 4.99255023 4.74059693 0.05051078 0.05075347 -6.0783211 4
1.62188241 4.79686974 4.54428859 0.04924046 0.01723759 -7.5410019 4
351.086827 8.85528403 8.60031403 0.0418462 0.06344488 -5.9822437 4
84.0971945 7.45417022 7.19733293 0.02572135 0.06265358 -7.0919915 4
27.7909448 6.94879768 6.69338242 0.06287188 0.03475841 -5.7800689 4
6.91671863 5.44295682 5.18058921 0.03850728 0.03932786 -8.2466019 4
141.456288 8.13739025 7.87382346 0.03983823 0.05458401 -7.0101335 4
27.9383476 6.62338759 6.35920553 0.03324128 0.04858752 -8.0881455 4
33.1125976 6.32780837 6.06159425 0.01741893 0.07886751 -6.5257085 4
17.903414 5.85385576 5.58308391 0.0437048 0.06611716 -6.0975589 4

124.686405 7.45818618 7.18441811 0.01335171 0.09198631 -5.620756 4
15.7041549 6.59480801 6.32064297 0.05958286 0.0283026 -6.5821165 4
46.1654678 6.99500506 6.71941488 0.04510785 0.05483708 -6.6994945 4
0.42790952 3.6105958 3.33534465 0.03977676 0.01520766 -10.181341 4
48.2025329 7.10732123 6.83072633 0.04859907 0.05222545 -6.6400448 4
57.9097683 7.24297421 6.96585391 0.04144077 0.05543986 -7.1796264 4
28.5292426 7.10344512 6.82641025 0.03142041 0.03096188 -10.748296 4



6.68597286 5.89145303 5.61535816 0.06245408 0.02420903 -6.5490174 4
107.118687 8.82869315 8.54959572 0.06637287 0.02086122 -6.1537411 4
18.3909526 6.59201227 6.31218001 0.05679078 0.03304262 -6.8805227 4
425.502992 9.00990334 8.72811384 0.04425875 0.06974766 -6.1921665 4
4.49609682 4.5857151 4.30286941 0.04963985 0.06003947 -6.3275893 4
157.180922 8.34099202 8.05582715 0.02854126 0.0504067 -9.1114437 4
46.6597145 7.14964037 6.85795274 0.03394928 0.04950452 -8.7754621 4
12.0461359 5.79682513 5.50489585 0.04296133 0.04835098 -7.731514 4
37.3053838 7.54870101 7.25763801 0.05343361 0.02644771 -7.6050174 4
9.99691253 5.28601145 4.99346058 0.05781051 0.06912398 -5.6856539 4
59.067381 7.64231774 7.34996107 0.06501773 0.03788495 -6.1884249 4

11.9293866 6.11920654 5.82560759 0.03364868 0.03499459 -10.352462 4
234.219326 8.47105815 8.17516004 0.03601837 0.06713987 -7.2827319 4
70.4061028 7.57527154 7.2796364 0.05543002 0.04902051 -6.6368213 4
3.11741184 4.40707003 4.11056113 0.06250297 0.05087974 -6.1529645 4
250.809904 8.49950027 8.20108481 0.0297233 0.07012219 -7.5368471 4
228.352742 8.50284786 8.20428887 0.03044692 0.06355116 -8.0428437 4
21.5005294 6.36198333 6.06315016 0.04983402 0.05031689 -7.2644158 4
13.4695853 7.18240777 6.88524723 0.07789974 0.01375688 -5.7206998 4
139.380592 8.13569761 7.83207441 0.03103916 0.05561951 -8.8076653 4
115.572948 7.59021403 7.2845729 0.04143062 0.08091575 -6.3621843 4
98.7495902 7.16310973 6.85331245 0.01425658 0.10116798 -5.8754139 4
46.8368963 6.78815167 6.48066526 0.04502066 0.07307417 -6.6227579 4
36.012577 7.58096021 7.27518009 0.06862323 0.02483991 -6.5666197 4

152.708402 8.08351274 7.77265066 0.01792864 0.06323711 -9.1543104 4
35.5693056 6.13839423 5.82454113 0.02524133 0.10566979 -5.7237064 4
1.28274638 3.24479757 2.93246767 0.05603284 0.06781784 -6.1410347 4
36.5329233 6.55720256 6.24073998 0.04933069 0.07132903 -6.5887413 4
47.9231265 6.79662102 6.47968141 0.05422076 0.07203917 -6.1918618 4
25.2217591 7.76038524 7.44530382 0.07508659 0.01477854 -6.1281694 4

66.14599 7.17363025 6.8554076 0.0550353 0.06915694 -6.2497689 4
6.27114537 5.4689112 5.15153214 0.0538839 0.03646207 -7.9144232 4
35.1769297 6.9145854 6.59673188 0.05597042 0.04859888 -7.2278765 4
30.3640019 6.91311085 6.59499195 0.07063372 0.04149903 -6.0974752 4
163.864735 8.47135672 8.15156033 0.03320261 0.04710749 -9.9080627 4
16.3392083 6.15376045 5.83452856 0.0767651 0.04727835 -5.6331364 4
52.030694 7.18823431 6.8677493 0.05547782 0.05420047 -6.9576304 4
52.030694 7.18823431 6.8677493 0.05547782 0.05420047 -6.9576304 4

446.161106 8.70092484 8.3766534 0.02369921 0.10503206 -6.0998404 4
183.027079 8.49257577 8.17026964 0.06492562 0.05233917 -6.2936045 4
159.486101 7.92601267 7.60014774 0.05216245 0.08059705 -6.2217196 4
2.67190187 4.33714508 4.01284084 0.07137244 0.04806519 -5.9877744 4
208.052777 8.19947628 7.87050135 0.04939238 0.07995267 -6.4361725 4
11.7493613 5.13083828 4.80003595 0.03973627 0.09859287 -6.0452134 4
37.2536207 6.68903709 6.35845962 0.0235618 0.06572387 -9.3472623 4
19.9740225 5.54152054 5.20760583 0.02975157 0.10641095 -5.8168472 4
3.43542911 4.77216641 4.4405566 0.05170257 0.04002959 -8.27089 4
110.119696 7.8069742 7.47081571 0.07148957 0.06359158 -5.953077 4



18.0871411 7.51467205 7.17785072 0.08499712 0.01375755 -5.7155635 4
94.4028918 7.35934185 7.01495446 0.04116359 0.08302619 -6.8777078 4
27.3943879 6.43696359 6.09110488 0.06220117 0.06142339 -6.673279 4
11.769161 5.69354084 5.34017302 0.05173864 0.05629752 -7.9866502 4

308.700478 8.45857371 8.10267054 0.05573266 0.09477189 -5.9943845 4
3.41835278 4.762754 4.40856086 0.05658091 0.04210139 -8.0901134 4
24.546005 6.60577107 6.2506937 0.07195445 0.0471887 -6.6121511 4

45.8097082 6.7256564 6.36836035 0.06238063 0.07679356 -6.2868928 4
1.47422098 3.13714737 2.7780135 0.02572555 0.09004248 -7.5418936 4
66.2229681 6.96858817 6.610285 0.05753551 0.09004972 -6.1528318 4
3.16033321 4.63536815 4.27581867 0.03214438 0.04337423 -11.796781 4
44.6733634 6.58302367 6.22146481 0.04274753 0.08707949 -6.9473536 4
34.7347907 6.16164866 5.79921909 0.0562753 0.10416541 -5.6690916 4
1.05590051 4.18958076 3.82955877 0.04445205 0.02306018 -11.226101 4
2.61953922 6.18893358 5.82810748 0.06034135 0.00769399 -8.6787849 4
75.3650024 7.57620842 7.21374305 0.05992576 0.05636743 -7.4087266 4
257.594893 8.28575436 7.91943681 0.03222046 0.09608873 -7.2969878 4
10.5426677 5.82874643 5.46416752 0.03050194 0.04425135 -12.181277 4
3.92796982 4.27071185 3.90545766 0.07063321 0.08065266 -5.8897756 4
39.4909333 6.13937323 5.76800555 0.01284814 0.12300652 -6.1706481 4
118.909176 7.52128962 7.15193028 0.03850145 0.09161476 -7.0769235 4
35.0568095 7.14911277 6.78166225 0.06768787 0.03933534 -7.2352979 4
93.9578556 7.86807911 7.49938634 0.06993268 0.05277016 -6.7062891 4
87.2798279 7.41053445 7.03947868 0.04378034 0.07482513 -7.7713657 4
10.7437216 5.68165436 5.31136083 0.06595073 0.05383245 -7.0437766 4
9.8436845 5.74902075 5.37757491 0.04253499 0.04588794 -10.23341 4

74.3455161 6.70960671 6.32903676 0.00984606 0.12756851 -5.9415006 4
587.914173 8.92924119 8.54958597 0.03525464 0.11496284 -6.3496569 4
14.0610705 6.25304865 5.87643021 0.08104165 0.03932927 -6.3653306 4
135.147594 7.69265751 7.31156849 0.03914482 0.09247509 -7.4706723 4
97.9572855 7.72837616 7.3496323 0.0650481 0.06332686 -6.9154567 4
97.5186176 7.25027592 6.86955774 0.06745868 0.09838438 -5.6597635 4
171.85498 8.13034511 7.74553223 0.03509885 0.07277472 -8.989364 4

79.6815482 7.22941746 6.84446769 0.07452332 0.08397374 -5.8893103 4
12.6512942 5.64017622 5.25458338 0.05267791 0.06688113 -8.0644203 4
95.764452 7.63017793 7.24218921 0.04666719 0.06862024 -8.4006171 4

29.6872677 6.42851886 6.03510136 0.00536649 0.0701912 -11.638714 4
86.3256235 7.08832432 6.69283605 0.06353189 0.10805678 -5.8191369 4
47.2410824 6.93983329 6.54382556 0.05813119 0.06905683 -7.6028517 4
33.8361555 7.13385314 6.73950932 0.09453094 0.03975898 -5.7325987 4
63.7987651 7.25219281 6.85540603 0.07554896 0.0680726 -6.4149706 4
13.7665766 5.52569729 5.12579786 0.06012701 0.08368867 -7.0350511 4
283.973254 8.59802919 8.19652623 0.05755222 0.07651804 -7.3294442 4
145.778184 8.56008676 8.15927184 0.04433398 0.04121315 -11.020555 4
12.540192 6.20467918 5.80255863 0.06231309 0.03751342 -8.4228835 4

34.7550609 6.3637173 5.95798929 0.0236766 0.08784362 -8.9366775 4
100.69531 7.18434732 6.77675608 0.05384904 0.11328917 -6.1995645 4

2.97069578 3.56083472 3.15183602 0.05254077 0.13133679 -5.8218011 4



196.826277 7.85022841 7.44080754 0.05278132 0.11886725 -6.2194068 4
62.7924916 6.8789788 6.47193999 0.07664149 0.09508502 -5.7536903 4
85.1886029 7.25125717 6.84257497 0.04200062 0.08932505 -7.8810185 4
16.3433959 6.69716691 6.29093033 0.08032948 0.03002236 -6.8661592 4
38.0051153 6.86428867 6.45539369 0.05539947 0.06014803 -8.5373724 4
16.8230845 6.29937697 5.89224883 0.08469381 0.04702667 -6.372745 4
42.5458254 6.8291418 6.41875041 0.09343219 0.07032454 -5.6683615 4
29.3759042 7.04966414 6.639175 0.07283254 0.03813258 -7.4674906 4
27.7981347 6.46223042 6.04970569 0.05070042 0.0666664 -8.6965228 4
2.90030044 4.25159025 3.8383883 0.05718474 0.06155278 -8.2848993 4
129.115808 8.08020936 7.66796769 0.09320119 0.06007564 -5.6933409 4
67.774975 6.73203989 6.31281839 0.03845895 0.11936588 -6.5632585 4

45.5023807 7.23009472 6.814385 0.06864213 0.04948718 -7.7904996 4
88.0139469 7.31739656 6.89801334 0.01285573 0.08956635 -9.8677757 4
54.7841618 6.66983545 6.25047574 0.06329395 0.10807713 -6.25989 4
20.3225618 5.93040944 5.51189793 0.05497168 0.08064031 -7.6665193 4
25.4419884 7.28771886 6.87115731 0.07334556 0.02632744 -7.7344186 4
72.0982616 7.96265487 7.54508922 0.06124627 0.03805057 -9.0006653 4
202.199434 7.80709028 7.38173611 0.06741943 0.1282572 -5.6377878 4
25.5122034 6.29086836 5.86923604 0.06821435 0.07057927 -7.2303225 4
49.0820687 6.72789562 6.30401607 0.06016359 0.09144227 -7.1608992 4
49.6790905 6.83737375 6.41222535 0.01926201 0.08049867 -10.547919 4
7.26669014 5.86185949 5.43957062 0.0908592 0.03160899 -6.6048146 4
33.0257262 7.28924261 6.86531817 0.08154245 0.03474605 -6.9981747 4
398.765882 8.43403465 7.99946362 0.03818367 0.13398852 -6.3836721 4
4.59221209 4.33205024 3.90273676 0.08761364 0.0904197 -5.6657345 4
55.5022882 6.83703534 6.40507823 0.06895322 0.09005979 -6.6716384 4
24.2842637 7.41666938 6.98672492 0.05990626 0.02242976 -9.7103057 4
121.558102 8.1303485 7.69797735 0.07259061 0.05446738 -7.6330285 4
50.6219786 7.34640311 6.91345789 0.07414349 0.05019064 -7.4909599 4
13.816115 5.18461846 4.74534914 0.07696886 0.12193645 -5.6112602 4

2.33755073 5.08726768 4.64895047 0.05833067 0.02223465 -10.39577 4
20.8143861 5.75183596 5.31096892 0.08040012 0.10297375 -5.8644012 4
37.0593697 7.3568149 6.91693574 0.08114239 0.03679856 -7.2348327 4
257.102084 8.395689 7.95046878 0.04392651 0.09271787 -8.5316894 4
77.7009725 7.38016169 6.93649936 0.0730091 0.07643059 -7.0432363 4
87.7806637 7.84127054 7.39610606 0.0527132 0.05397857 -9.8072046 4
51.8327665 6.20783487 5.75241869 0.01392936 0.15885323 -5.9285116 4
59.2733329 6.73279235 6.28305605 0.07822622 0.10852907 -5.9143143 4
35.817929 7.19591227 6.74875454 0.06671778 0.0424538 -8.7034362 4

10.7806101 6.20509287 5.75917169 0.0892374 0.0343018 -6.7090659 4
121.30172 7.43827588 6.98784613 0.08271545 0.11184939 -5.6637059 4

149.304314 7.63503148 7.18243636 0.05281641 0.11139838 -7.0349145 4
4.40025681 4.84083468 4.3890452 0.08540483 0.05547006 -6.9763743 4
23.0170988 6.13990959 5.68572585 0.09426108 0.07894197 -5.947527 4
5.13057644 5.37749245 4.92301147 0.0758799 0.03707461 -7.9575856 4
4.83455071 4.51477265 4.05798398 0.08996807 0.08554562 -6.1003483 4
3.48300823 5.91761168 5.4586766 0.02239413 0.01481841 -26.343711 4



132.698273 7.28532561 6.81889905 0.00618878 0.1510595 -6.9931271 4
96.8972726 8.23577819 7.77554284 0.0429756 0.04024713 -12.885508 4
148.521552 7.96756253 7.50710888 0.08657428 0.08345801 -6.2901724 4
73.467184 7.52901266 7.06755102 0.06864977 0.06374172 -8.0161682 4

68.8932388 7.36967142 6.90779198 0.07842191 0.06835097 -7.0963897 4
104.738079 7.29440846 6.82941947 0.07302853 0.11129748 -6.2576194 4
161.727498 7.65457357 7.18808515 0.07254863 0.12049261 -6.1279862 4
59.9735076 7.41146732 6.94867357 0.07658069 0.05678552 -7.732689 4
180.495552 7.48366713 7.01064259 0.04824656 0.16704538 -5.7249911 4
64.4412305 6.83936409 6.37245361 0.08533543 0.11180156 -5.8286054 4
57.6222617 7.26921795 6.80547047 0.09501393 0.06471906 -6.2994466 4
30.405049 6.80670727 6.34083981 0.07148561 0.05354328 -8.3090958 4

83.9976922 7.37021275 6.90173168 0.06974173 0.08479103 -7.3610482 4
69.2682173 7.28493459 6.81592816 0.06130287 0.07671136 -8.3039304 4
66.6359498 7.25546975 6.78486684 0.06049429 0.07612394 -8.4183961 4
66.6359498 7.25546975 6.78486684 0.06049429 0.07612394 -8.4183961 4
1.56277477 2.8122782 2.33574121 0.06726115 0.15400601 -5.6385635 4
34.0894822 6.14305097 5.66617852 0.00976919 0.12165755 -8.8219783 4
25.0278591 6.27502509 5.80331592 0.08696603 0.07559611 -6.6761769 4
55.4609689 8.38788814 7.91828966 0.09663213 0.02014231 -6.7864827 4
55.3313473 6.76792702 6.29164724 0.0782779 0.09949408 -6.4368494 4
104.021656 8.27897829 7.80543788 0.11104066 0.04252282 -5.6082991 4
108.082661 6.94655374 6.45794502 0.01796009 0.16301516 -6.2547865 4
54.5649717 6.83862287 6.35492067 0.02195816 0.09354675 -10.581348 4
80.8798162 6.96730845 6.48228081 0.08016634 0.12653399 -6.0640988 4
211.478624 8.34725483 7.86518194 0.09362251 0.07928308 -6.3903505 4
92.6214648 7.79864208 7.31693119 0.08795769 0.06230443 -6.7902869 4
22.6166526 6.0225353 5.54051737 0.10722303 0.09097582 -5.6568748 4
152.239197 7.93588337 7.44934252 0.04518203 0.09023107 -9.4260654 4
193.358246 7.53583402 7.04132857 0.05224224 0.17706124 -5.7460739 4
48.0971317 6.16098246 5.66642917 0.04343141 0.17217154 -6.0461899 4
65.8872622 6.98152493 6.49222855 0.05485529 0.09989323 -8.1636032 4
81.0300481 7.5146608 7.02469534 0.02763242 0.07356544 -12.85421 4
23.293357 5.59954706 5.10497772 0.04497781 0.14310182 -6.8762208 4

42.9968633 6.59937165 6.10692389 0.08253838 0.09348166 -6.5989382 4
20.2005971 7.41417386 6.92479099 0.09444119 0.01984438 -7.2755631 4
84.1389203 7.23453607 6.73736641 0.05138757 0.10116281 -8.4603046 4
238.968761 8.22902726 7.72947852 0.0383744 0.10773761 -9.0835832 4
42.9043939 6.8484372 6.35238182 0.1080181 0.07602768 -5.9536004 4
178.369979 8.11107167 7.60859781 0.07229232 0.08677941 -7.5478126 4
102.373272 8.03190553 7.52987139 0.06316367 0.05559804 -9.5878517 4
42.367554 6.96776226 6.46572382 0.10988177 0.0671015 -5.8924719 4

63.7079927 6.7780891 6.27059187 0.09244669 0.12397244 -5.8587532 4
130.859359 8.39260647 7.88834922 0.09170007 0.04851916 -7.0172536 4
19.7376237 5.70532434 5.19550721 0.09940532 0.10715753 -5.7004456 4
5.41080922 4.31138559 3.80018487 0.09320752 0.11804514 -5.8361784 4
216.463454 8.23197332 7.72122794 0.08778474 0.09481106 -6.6149317 4
36.1082048 6.38765704 5.87616279 0.09006892 0.10053444 -6.4047811 4



105.355288 7.72292056 7.20872492 0.0592693 0.07662949 -9.1539156 4
78.3987888 7.67429896 7.15988887 0.05405085 0.06014324 -10.724468 4
94.3710978 6.74938758 6.22305739 0.03430548 0.17742541 -6.0298087 4
271.523549 7.90378486 7.37861979 0.03906513 0.16480155 -6.4854367 4
19.2787314 6.6981432 6.18164008 0.04832801 0.03978178 -12.839922 4
121.208341 7.10307434 6.57657314 0.05645515 0.16783004 -6.1310166 4
186.138253 7.62944784 7.1049437 0.08399997 0.1585695 -5.7520947 4
92.1433127 6.71398099 6.18369322 0.03301662 0.18079793 -6.0222672 4
9.81756303 4.36716288 3.8283193 0.01103615 0.22355647 -5.6403231 4
137.437687 7.47821901 6.94924731 0.07564382 0.13159901 -6.4764994 4
35.6861991 7.65944994 7.13827379 0.12519762 0.02855681 -5.6097689 4
368.852373 8.79804384 8.26843765 0.05580386 0.09716321 -8.9867875 4
360.126082 8.43954413 7.90827773 0.09012768 0.1277831 -5.8938858 4
163.269647 7.58321959 7.04963732 0.07060238 0.14147213 -6.5315911 4
12.3149864 5.59295662 5.06223501 0.01095421 0.07658989 -15.085591 4
12.3149864 5.59295662 5.06223501 0.01095421 0.07658989 -15.085591 4
9.10200311 4.60788537 4.07183814 0.06840109 0.15676029 -6.2803642 4
64.8394125 7.59317942 7.06730028 0.11905933 0.05597072 -5.6375149 4
5.98935458 5.08985504 4.55839295 0.06862651 0.06298103 -9.2508443 4
94.9951553 6.92888383 6.38920098 0.05850482 0.1655618 -6.4789112 4
40.7769353 6.50429111 5.96781383 0.06294166 0.10166272 -8.2335214 4
13.0883364 5.59375549 5.05611302 0.01684939 0.08180818 -13.929309 4
46.9129837 6.89232296 6.35756107 0.09375649 0.08041525 -6.7473169 4
79.8181079 6.96892403 6.42846865 0.08654244 0.12637333 -6.308145 4
4.26770747 7.06191447 6.52431391 0.0594272 0.00627333 -11.926721 4
78.4942282 7.17833649 6.63767442 0.0726906 0.10542202 -7.6777281 4
634.179471 8.74510881 8.19616882 0.07467103 0.17299777 -5.7946041 4
277.998249 8.05786511 7.50964665 0.03410696 0.15099849 -7.6792013 4
156.74275 7.83767384 7.29392197 0.08263601 0.10916914 -6.9325551 4

221.000636 7.58477144 7.02950381 0.04810221 0.20615317 -5.9452625 4
60.3731464 6.94803568 6.40290914 0.0635237 0.10284334 -8.5232462 4
172.445311 7.74195579 7.19467004 0.06913338 0.13198353 -7.1731783 4
44.6509128 6.55711061 6.01360187 0.10466263 0.10911745 -6.0214509 4
30.3176231 6.94847774 6.40369114 0.05456765 0.05074949 -11.858601 4
7.65579815 5.02388824 4.4772389 0.08304326 0.08776409 -7.6103166 4
71.5318137 7.22441046 6.67568455 0.08105193 0.09252335 -7.6790289 4
6.76230644 4.94102249 4.39059972 0.04882288 0.08508508 -10.720054 4
1.66567677 3.15118816 2.59639505 0.0750125 0.12826062 -7.0284832 4
140.979028 8.1723878 7.62147982 0.08794324 0.06854774 -7.7727232 4
81.6426413 6.94666588 6.38861925 0.07167406 0.13877554 -6.9946257 4
125.604371 7.35937814 6.8009161 0.09554006 0.13429467 -5.8498755 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4



64.6158665 6.28162998 5.71000987 0.04266195 0.201276 -5.7798063 4
231.161071 8.45176992 7.89398234 0.10412778 0.08456237 -6.3698003 4
74.0569068 6.91653573 6.35171079 0.0514101 0.1309395 -8.2946044 4
26.0920888 5.89715576 5.3323251 0.03873257 0.12181839 -9.1014255 4
193.962187 8.68567169 8.12673875 0.0879327 0.05812022 -7.9060886 4
19.8001645 6.44320616 5.88226966 0.04237177 0.05463182 -14.069111 4
7.18923683 5.06151645 4.50122523 0.0878165 0.08092517 -7.6766012 4
186.015959 8.27829879 7.71395666 0.04315081 0.08316493 -11.655263 4
22.1004631 6.19609909 5.63162288 0.03672362 0.07908629 -12.788326 4
27.7702427 5.61926151 5.04670472 0.06395205 0.17018373 -6.2448703 4
52.4276399 6.94968114 6.38340572 0.03109509 0.0865754 -12.66028 4
35.9312767 7.04765739 6.48332778 0.05070719 0.0540734 -12.655355 4
143.389928 7.79055195 7.22658691 0.11411808 0.10734507 -5.9743877 4
117.848663 7.19585518 6.62376293 0.09721329 0.16145502 -5.7838034 4
4.74209767 4.08621782 3.51355232 0.07714305 0.13558876 -6.8402905 4
78.3096662 7.65020874 7.08210557 0.0962613 0.06520772 -7.19818 4
173.463471 7.52524773 6.94664102 0.02711718 0.16003284 -7.7261185 4
31.1292898 6.59546597 6.02619605 0.12038353 0.07370209 -6.0852828 4
6.31339528 4.92742039 4.35271708 0.01206311 0.08129432 -15.962069 4
39.1834263 8.67145901 8.10138205 0.09777098 0.01184928 -7.5831977 4
146.053022 7.82172949 7.24750284 0.10431113 0.10175541 -6.2548349 4
230.00619 7.97923577 7.39912147 0.09956498 0.14259172 -6.0529186 4

43.6864571 7.78905941 7.2139044 0.07650784 0.03187911 -9.4693603 4
149.373635 7.26903888 6.68148419 0.08333541 0.19727296 -5.6822191 4
38.7889391 6.58964815 6.01003055 0.06447875 0.09355901 -9.0065362 4
25.1763641 5.90220329 5.319721 0.08732493 0.12751115 -6.807311 4
4.54552526 4.3198066 3.73858958 0.10977973 0.10507006 -5.9680028 4
77.0007343 6.82675724 6.2393704 0.09512319 0.15610941 -5.9712029 4
36.092346 6.94660926 6.36248854 0.07093495 0.06324114 -9.6416223 4

13.2825876 5.88395423 5.29789422 0.04330152 0.06530392 -13.388662 4
5.33284753 5.68375374 5.10093569 0.13715549 0.03278028 -5.786138 4
103.592052 7.48359377 6.89279448 0.06640067 0.10210314 -8.8245793 4
25.1679264 7.259267 6.67514186 0.12566716 0.03181093 -6.1575118 4
25.183787 5.98553734 5.39360862 0.08044918 0.11822706 -7.5871185 4

72.0343377 7.0283447 6.43637864 0.08223578 0.11281298 -7.3892395 4
46.2403967 6.58335622 5.98973998 0.07134973 0.1169297 -7.9826291 4
48.8304857 6.17984812 5.57927366 0.0946564 0.18498171 -5.6614423 4
98.0526965 6.96509458 6.36540176 0.10201992 0.17141948 -5.7046325 4
150.797038 7.78598257 7.18880862 0.06733639 0.11515794 -8.5250462 4
80.1505461 6.74681023 6.14179454 0.03537798 0.16750014 -7.7268539 4
81.4250751 6.7610992 6.15560357 0.03622416 0.16781235 -7.6976398 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4



59.7267079 6.53662091 5.93182166 0.09143634 0.16316805 -6.2926834 4
77.7974982 6.86805938 6.26620054 0.11311172 0.14538684 -5.7502185 4
48.712991 6.20530082 5.5966152 0.05992578 0.17874528 -6.7967446 4

1.89904835 3.42703727 2.82619251 0.08605627 0.10891474 -7.4519998 4
134.419872 7.64174853 7.04237148 0.12132655 0.11509982 -5.7388409 4
6.29292777 4.33209464 3.72861277 0.1100028 0.14614303 -5.7226948 4
16.8838981 6.62284047 6.02446495 0.08776017 0.04090548 -8.4514077 4

4.15488 4.55901662 3.95726126 0.13037964 0.07769494 -5.7043365 4
5.70684402 4.53021744 3.92050434 0.05730393 0.11286306 -9.3171573 4
60.6736796 7.46140296 6.8566816 0.13101647 0.06397172 -6.0496581 4
38.1013206 6.88297744 6.2715456 0.04068716 0.07236598 -14.006162 4
136.125338 8.01338063 7.40138549 0.04723663 0.0830946 -12.080303 4
15.142573 5.12056333 4.49925952 0.05685274 0.17548772 -7.4595677 4

7.93056884 5.92788012 5.31659087 0.11051198 0.03899698 -6.929207 4
70.0767275 6.616535 5.99045254 0.06580132 0.18054707 -6.9335488 4
214.706478 7.85929615 7.23662159 0.11104895 0.16032221 -5.6644327 4
83.1725766 7.81698932 7.19873393 0.08321316 0.06162009 -9.1131789 4
12.6575518 6.00122033 5.38157207 0.10437624 0.05913225 -7.4247776 4
61.3193805 7.95499327 7.33798599 0.13349305 0.03990566 -6.0332086 4
25.6413686 5.84498761 5.21503178 0.06095256 0.14446862 -8.3826381 4
55.2125656 6.46469679 5.83474596 0.09133093 0.15507923 -6.3462007 4
46.107076 6.13124677 5.49608038 0.08770721 0.199115 -6.0957803 4

49.4881768 8.39301048 7.77029826 0.10911068 0.02076493 -7.34009 4
102.41208 7.85898735 7.23497746 0.11490261 0.07248717 -6.8285175 4

96.5437946 7.3728668 6.74567014 0.11502239 0.11093378 -6.1921968 4
117.813036 7.49812596 6.86767889 0.10749185 0.12592227 -6.3202831 4
71.5733124 6.88585492 6.25119769 0.08345559 0.13270599 -7.3389608 4
6.73772665 4.96893461 4.33558702 0.08361958 0.08804799 -8.40556 4
70.507696 7.64503059 7.01213882 0.0851103 0.06341332 -8.8585904 4

172.419203 7.62215564 6.97596043 0.0497287 0.15471824 -8.3674342 4
64.4962792 6.89230939 6.24988761 0.07611152 0.12771694 -8.1251095 4
8.90214683 5.23291533 4.5953994 0.13641606 0.09169534 -5.7725602 4
4.09347571 3.62295373 2.96856407 0.05649116 0.19954752 -6.6826109 4
128.303866 7.72925883 7.08527768 0.10761682 0.10476386 -6.7983682 4
22.4906973 6.97310277 6.33067752 0.09508288 0.04051367 -8.4711035 4
231.207481 7.49431136 6.82637435 0.02386461 0.25188825 -6.3115963 4
521.821051 8.51386003 7.8544369 0.05853053 0.19431972 -6.865965 4
134.98957 7.56151049 6.90827798 0.05714392 0.13358075 -9.1957511 4

44.4268928 6.75540979 6.10812768 0.13676368 0.09720338 -5.8435513 4
689.17356 9.32348346 8.66905912 0.05465568 0.12106687 -10.134506 4

73.3262006 6.72722761 6.0675255 0.07592589 0.16246657 -7.2105591 4
12.1046364 6.81064397 6.16336995 0.13148581 0.02539335 -6.1083168 4
7.3736604 4.67544716 4.01898843 0.11009145 0.12865482 -6.3265568 4
109.02723 7.52033063 6.86381886 0.10831706 0.11142101 -6.7556109 4

90.3686583 7.12704409 6.46723253 0.09098342 0.13498378 -7.2750754 4
2.65207703 3.67143747 3.00905683 0.05535604 0.12696224 -9.6253175 4
84.2432799 6.73876212 6.06721546 0.09801951 0.2013934 -5.975483 4
91.5310219 7.83781575 7.1735498 0.07185605 0.07003024 -10.347023 4



25.4209933 6.22740693 5.56178455 0.07744252 0.097981 -9.1241798 4
11.145904 6.51617231 5.85295368 0.0891335 0.03229596 -9.5328732 4

69.0027839 7.4177647 6.75599946 0.13751647 0.0820739 -6.1020348 4
110.243134 7.97887695 7.31392222 0.13296276 0.07273524 -6.3343646 4
12.3653039 5.73162251 5.0608466 0.05836417 0.07931176 -12.04446 4
55.7669192 7.16505728 6.49636779 0.11324604 0.08223467 -7.1985088 4
102.917534 8.38043837 7.70811649 0.06394597 0.045663 -12.628845 4
28.9124304 5.62307907 4.93626124 0.04587357 0.19579905 -7.4365353 4
207.919265 7.82297991 7.14068581 0.09854977 0.16179004 -6.7270465 4
5.9220472 6.09013605 5.41733371 0.12218787 0.02645629 -6.8365263 4

100.331493 7.29937942 6.61682558 0.05438042 0.13128188 -9.8753779 4
152.747895 7.95462973 7.27452025 0.06591468 0.10288271 -9.9585589 4
36.6051647 6.28394319 5.60029425 0.06530785 0.14055803 -9.108242 4
5.61137574 4.93662385 4.26009485 0.11435104 0.07760488 -6.8686829 4
113.034086 7.66540219 6.98856809 0.13216341 0.10405079 -5.9992315 4
86.1950726 7.74043267 7.06576997 0.13821245 0.07248316 -5.7726845 4
35.8102647 5.63570854 4.93321274 0.06378197 0.2661558 -5.9876828 4
19.0484185 5.69460845 5.00519904 0.09686024 0.12862145 -7.3360692 4
39.8317234 8.29609412 7.60602123 0.04708012 0.01991657 -17.750636 4
32.3041371 7.12946067 6.44302776 0.13613293 0.05116518 -6.0454302 4
41.9142263 7.82052587 7.12836703 0.08380074 0.03376538 -10.39513 4
41.5169326 6.5180491 5.82416623 0.13030298 0.12629342 -6.2182156 4
36.8118669 7.04866559 6.35502766 0.08341719 0.0651557 -9.758053 4
150.341619 7.52957553 6.83032266 0.12885205 0.16540201 -5.8079743 4
45.6511998 6.38712263 5.6860062 0.11168915 0.14816133 -6.5464017 4
97.7277063 7.29684904 6.59533851 0.09673572 0.13263199 -7.3883705 4
14.9188724 6.63633877 5.94022536 0.14199222 0.03893398 -5.9188694 4
109.576613 7.70067871 6.99646338 0.12753436 0.09754953 -6.3776198 4
104.011142 6.77139449 6.04477046 0.06870909 0.25525572 -6.3683187 4
52.0435547 7.27675594 6.57109822 0.14673413 0.07430835 -5.6516539 4
121.673511 7.8655438 7.15773455 0.14912234 0.09312777 -5.8284452 4
44.910861 7.52142174 6.81084026 0.12798271 0.04878058 -6.9301426 4

108.353666 6.66152257 5.91589634 0.0441962 0.31609737 -6.0809554 4
59.6038563 7.7703891 7.05834559 0.11203773 0.05156777 -7.9384071 4
44.8120892 6.31693564 5.59328665 0.10661072 0.16402129 -6.6251415 4
50.5709317 6.35668599 5.62697034 0.07020527 0.18136643 -7.8645438 4
233.341754 7.5641229 6.82062159 0.02222773 0.2707329 -7.2283488 4
16.2576542 4.81604421 4.0683684 0.02092123 0.28806505 -6.6759642 4
13.3745128 4.8214789 4.08584846 0.09668289 0.21725492 -6.1140077 4
46.8644932 6.8798232 6.15645862 0.11540999 0.10188521 -7.2972345 4
92.9368224 7.98464871 7.26057259 0.07253586 0.06597829 -11.121182 4
50.7785065 6.97753463 6.25636127 0.14514832 0.09940552 -5.8665176 4
1032.67597 9.17177319 8.42956816 0.03161841 0.22993584 -7.9908332 4
53.1323903 7.27896279 6.55734146 0.14430856 0.07592208 -5.8852739 4
161.637941 8.40328321 7.67410315 0.08025189 0.07568211 -10.170484 4
175.870424 7.50670009 6.76551957 0.0999903 0.2142303 -6.5620171 4
13.4953143 6.00344539 5.27357129 0.13480323 0.06860096 -6.4730719 4
25.814657 6.55744401 5.82648529 0.13029549 0.07673072 -6.5241696 4



41.39746 5.95189773 5.19937417 0.06314177 0.21379499 -7.2711218 4
33.289354 6.68926314 5.94851587 0.06242925 0.08900448 -11.953682 4
138.81211 7.4984688 6.75399425 0.10982728 0.16523015 -6.8393345 4

136.475328 7.1968662 6.44535377 0.11036604 0.203313 -6.0986737 4
339.211535 8.18396305 7.43128841 0.07903409 0.19067207 -7.3027529 4
106.341809 7.13415442 6.38232583 0.07122272 0.17594924 -8.1446146 4
123.046801 8.39193179 7.65418099 0.14241499 0.05898959 -6.5008669 4
27.6490696 6.54381112 5.80051284 0.08705477 0.0825578 -9.5461706 4
42.6798336 6.63237055 5.88697469 0.09033715 0.11649768 -8.5681491 4
4.40075177 4.31372073 3.5704433 0.13538587 0.12761841 -6.0937479 4
109.588467 7.57327854 6.82998256 0.14092702 0.12016811 -5.8154356 4
156.668245 7.52957966 6.77646554 0.1194252 0.18599972 -6.3906684 4
42.3417665 6.02952025 5.26600723 0.04726163 0.22666623 -8.1326824 4
258.25564 7.4799974 6.69553628 0.03427822 0.34268722 -6.098772 4

172.576172 7.79666166 7.04349971 0.10828324 0.15576439 -7.0961631 4
484.230401 8.52480898 7.75636728 0.02704606 0.21852851 -9.1790566 4
7.74972881 6.49751095 5.74881266 0.12303403 0.02486218 -7.2132207 4
6.20077441 4.88933959 4.13674703 0.14195261 0.09668054 -6.0314087 4
154.983047 7.78194061 7.02112648 0.07575695 0.13748811 -9.1873056 4
29.8509707 6.03804642 5.27453856 0.07099668 0.15639906 -9.226366 4
236.409835 8.01204954 7.24811112 0.09247115 0.16518553 -7.4959264 4
49.7515016 6.86279823 6.10780978 0.16255678 0.11186295 -5.6455672 4
77.4567432 6.81803901 6.05068861 0.13362213 0.17863912 -6.0216411 4
92.5465203 7.16951692 6.4042193 0.11706424 0.14640667 -6.6051957 4
27.8319421 5.63689307 4.85750212 0.05262144 0.22865367 -8.2183156 4
163.741174 7.53560612 6.75933794 0.04681313 0.1916257 -9.3639335 4
98.706564 7.65142218 6.88423665 0.07723667 0.09867578 -10.389942 4

346.229746 7.98926266 7.19445676 0.03464319 0.27532967 -7.6087849 4
81.5747963 7.87355918 7.10550281 0.15286809 0.06785033 -6.2579544 4
16.7566111 5.81936554 5.04184604 0.09797815 0.10539098 -8.6941155 4
7.38113382 6.51796724 5.74516523 0.1130272 0.02374817 -8.0488022 4
67.453108 6.18461036 5.37182677 0.03372609 0.34072461 -6.5460778 4

42.6723658 6.06970402 5.27507582 0.09851266 0.22767267 -6.7526531 4
82.9891284 7.08785432 6.29594807 0.10303637 0.15874265 -7.7018229 4
363.959454 8.52526566 7.73210619 0.10819972 0.15400192 -7.4400093 4
3.37384401 3.78638234 2.99092126 0.09744287 0.16160152 -7.6644851 4
39.7369911 7.40007357 6.61557045 0.14038718 0.05258138 -6.8682776 4
159.571979 7.47152839 6.67320146 0.14722132 0.20419367 -5.6684704 4
193.431142 8.14821339 7.35557411 0.15416269 0.12480131 -5.9503466 4
77.272114 6.30283864 5.47039052 0.07161631 0.35448167 -5.990594 4

12.3680992 6.73029363 5.93514278 0.04868122 0.03297252 -18.681114 4
82.9553339 6.75509821 5.94663887 0.11142319 0.20444374 -6.5885882 4
6.86575655 4.72803165 3.92475097 0.13267545 0.13526444 -6.7245216 4
34.175947 6.5515893 5.74717059 0.0933535 0.11215592 -9.286791 4
91.34058 8.22838468 7.43090094 0.14431437 0.05403488 -6.3063813 4

83.5816881 6.4174475 5.57978584 0.0849818 0.34182691 -5.9235452 4
91.4765777 6.54144488 5.70525169 0.06717045 0.32986888 -6.4459465 4
486.029445 8.19959704 7.37063945 0.09625374 0.28526528 -5.7905712 4



141.446616 7.08798081 6.25839844 0.05509587 0.26774339 -7.3457384 4
17.2203514 6.41944081 5.61265491 0.07880516 0.06398465 -11.27197 4
40.6898004 6.73891743 5.92822594 0.10136889 0.11089842 -8.7287339 4
121.407503 8.0526463 7.243421 0.12402233 0.08837271 -7.2001068 4
19.295302 6.40196939 5.5899737 0.09496128 0.07286481 -9.5675972 4

3.02102859 4.76752099 3.95937705 0.13610936 0.05858381 -6.761194 4
149.849565 7.13605012 6.29776065 0.057211 0.27241254 -7.2874559 4
98.4093194 7.65449981 6.83859512 0.14202559 0.10702893 -6.4741611 4
28.4891046 6.87656098 6.05939371 0.10782623 0.06607647 -8.6039618 4
449.414705 8.44920094 7.614509 0.09611397 0.20794804 -7.2402866 4
2.40257231 3.79886941 2.97406954 0.09406471 0.11991289 -8.8573705 4
17.0254586 7.76423092 6.95016393 0.17618687 0.01631569 -5.6150914 4
20.5699086 6.73513503 5.91450082 0.11841998 0.05466163 -8.065906 4
100.033694 6.80694007 5.96157203 0.07408923 0.25576294 -7.2890319 4
39.1331721 6.85914554 6.03356108 0.10196508 0.09486975 -9.1046665 4
71.8125746 6.90951813 6.07436746 0.08524839 0.15822795 -8.8931724 4
2.5216779 3.35744669 2.51952403 0.11935407 0.19241414 -6.5587641 4

22.5223092 6.27381844 5.44873403 0.1673272 0.09929069 -5.9107445 4
0.94949627 3.65766474 2.82808321 0.09041058 0.05680854 -10.709933 4
58.1772408 6.09783834 5.23723975 0.06755282 0.28426624 -6.6625767 4
65.9416628 7.27964329 6.44640583 0.12061189 0.10262418 -7.455091 4
23.6780547 6.49390414 5.6586622 0.1258275 0.08084014 -7.3340129 4
176.917958 7.807729 6.96279712 0.1261715 0.17518415 -6.6792095 4
160.809458 7.0649434 6.18650637 0.00990142 0.32491064 -7.1644171 4
3.69051408 3.4502168 2.57342914 0.12320731 0.30193803 -5.7686306 4
73.5827673 7.17148744 6.31542263 0.11267122 0.13486824 -7.7461434 4
47.4136705 6.44859481 5.58785275 0.11699565 0.16991399 -7.0259264 4
60.871528 7.5476684 6.69406822 0.13902113 0.07633131 -7.1430777 4
46.489154 5.83649189 4.95022636 0.1095388 0.29878094 -5.8071806 4

1.67257915 3.15500584 2.28243136 0.031594 0.17727053 -12.856889 4
195.563408 7.57323307 6.69183912 0.12059292 0.25755071 -6.4015592 4
69.6556733 7.36069305 6.49519935 0.10463222 0.1083537 -8.9769647 4
73.5036974 7.18048637 6.31625267 0.15132501 0.13745623 -6.4412521 4
52.7580416 6.96243485 6.09560931 0.15791665 0.1201122 -5.8657557 4
1.16006089 2.20401979 1.30472168 0.11550542 0.31134721 -5.8398496 4
242.200486 7.97458351 7.08927172 0.06946873 0.21148263 -9.3749894 4
242.200486 7.97458351 7.08927172 0.06946873 0.21148263 -9.3749894 4
15.0568058 4.91725706 4.0241897 0.07040073 0.25288892 -7.7102829 4
26.761005 6.59938919 5.73302335 0.16968442 0.08466346 -5.6190228 4

68.4107027 7.03157002 6.15663539 0.13367717 0.1409478 -6.695943 4
150.065373 8.7647836 7.89107537 0.08138706 0.05609979 -11.736103 4
57.299811 7.25419967 6.37795887 0.14108775 0.09968199 -7.1765239 4
28.913741 7.17361688 6.29301502 0.05346451 0.05346675 -17.406257 4

30.1957851 5.61191457 4.70697997 0.08758396 0.29134872 -7.2786838 4
121.036724 6.9373313 6.03012672 0.05611793 0.28669616 -7.7935421 4
144.852538 8.07745117 7.19227749 0.0296154 0.11219159 -18.883698 4
94.3383017 7.25424347 6.37021834 0.13933385 0.16500827 -6.5549428 4
3.91109444 4.16503991 3.28034015 0.15436691 0.15023237 -6.0800563 4



9.97214223 5.77792613 4.89569981 0.14129287 0.07499708 -7.2225946 4
45.4650903 5.74678006 4.81567025 0.08446419 0.38051024 -6.1112853 4
69.3910407 7.13598076 6.24169776 0.05725998 0.13036367 -12.919946 4
44.7487747 6.24186965 5.34424838 0.13142884 0.20085746 -6.3298276 4
326.346719 8.2050552 7.29813182 0.05705397 0.23260601 -9.6969745 4
11.1238929 5.67806179 4.78612938 0.10042379 0.09244219 -9.7808889 4
401.214557 8.31312926 7.39838387 0.01823565 0.26048068 -10.225226 4
93.6837444 6.9934947 6.08956401 0.10667043 0.2014211 -7.4945352 4
1044.70303 9.46883951 8.56071285 0.0363699 0.21106547 -11.593939 4
14.4739954 5.81075101 4.91764387 0.14902493 0.10356437 -6.9043444 4
6.33300468 4.08579329 3.16685915 0.09169584 0.25367275 -7.2679014 4
217.10707 7.7498534 6.83526156 0.12655619 0.24136457 -6.4214424 4

35.8118878 7.10934831 6.20946498 0.1198683 0.07338951 -8.1230523 4
174.461938 8.23206218 7.33141891 0.16247878 0.11792697 -6.3278019 4
211.38118 8.51228281 7.60976623 0.13988957 0.10702889 -7.2136155 4
96.860672 8.52751336 7.62084862 0.04515714 0.04697346 -21.053692 4

88.4434109 6.96000465 6.04554789 0.15678152 0.21767778 -5.7690544 4
165.861851 7.32220622 6.39518984 0.11107752 0.26296772 -6.7331496 4
133.081808 6.9952846 6.05641162 0.11438723 0.3291453 -6.1877154 4
29.5221891 7.88285862 6.97638325 0.11062559 0.02772265 -9.1694074 4
63.6834562 7.79171326 6.87957837 0.09981488 0.0642693 -9.8512369 4
54.4095485 6.37396561 5.44462625 0.09358158 0.22178389 -8.0028911 4
60.0460086 6.31576314 5.37046561 0.01459214 0.29841285 -9.4973844 4
281.567939 8.30657393 7.38178407 0.10169356 0.17813277 -8.3012759 4
94.6378619 7.08613424 6.15655605 0.15149451 0.20594916 -6.3087527 4
57.6597013 6.57952044 5.64406471 0.10274517 0.21074153 -7.8968047 4
47.9269552 6.56768193 5.63592888 0.08185088 0.16290725 -9.7903901 4
182.720247 7.63127972 6.69262521 0.0913179 0.21368757 -8.3208989 4
102.120301 7.13026832 6.19612034 0.14430643 0.19921767 -6.227452 4
21.076909 5.3894122 4.449123 0.1545 0.24214896 -5.9635529 4

13.5753914 5.82274307 4.88525658 0.05603581 0.10033075 -15.39827 4
99.6234897 6.87744893 5.92337729 0.15331712 0.28640317 -5.7643725 4
99.6234897 6.87744893 5.92337729 0.15331712 0.28640317 -5.7643725 4
99.6234897 6.87744893 5.92337729 0.15331712 0.28640317 -5.7643725 4
94.1304984 8.54496879 7.61282886 0.11861433 0.04609853 -8.5350509 4
140.089046 7.64873537 6.71048508 0.16182278 0.17882705 -6.2659386 4
58.6902991 7.46692445 6.5323771 0.15698184 0.08363188 -6.5106232 4
117.213164 7.01191549 6.04271938 0.10203108 0.2997815 -7.2960315 4
108.498566 7.53942257 6.58906799 0.11900803 0.14966451 -8.1290612 4
152.937023 7.29049224 6.31461047 0.02322183 0.29818178 -9.9338238 4
14.6334506 6.09724769 5.15346908 0.15055395 0.08251069 -6.9742155 4
71.2171136 7.30899311 6.36270989 0.16339712 0.11957367 -6.1894637 4
200.870298 8.47795936 7.52057698 0.0904832 0.10542658 -10.55826 4
423.366766 8.76297292 7.79752829 0.12470615 0.17560744 -7.6421114 4
73.427295 7.20285815 6.23651032 0.09783967 0.1415453 -9.4406973 4

100.971655 6.83716785 5.84944605 0.05878817 0.27402214 -8.7110074 4
157.274594 7.64029172 6.66957009 0.15250644 0.21074452 -6.3832892 4
110.209818 6.98836249 6.0027066 0.09617913 0.25779161 -7.763169 4



31.780174 6.1840061 5.20811204 0.10673786 0.17899553 -8.5884981 4
385.482096 8.08898127 7.07710746 0.05881188 0.33258161 -8.1809584 4
231.017891 8.12180994 7.13710785 0.13085182 0.18499404 -7.1725214 4
206.893219 8.01408977 7.02791042 0.13390927 0.17783767 -7.117368 4
10.1873396 5.24174591 4.25467275 0.06894753 0.1442862 -12.506266 4
53.4846333 6.44435342 5.4508229 0.133335 0.22510261 -7.0654892 4
8.82261801 5.27474821 4.29713006 0.17674763 0.11797418 -6.0219369 4
38.0222227 6.18835334 5.19971472 0.17426807 0.20569572 -5.9610879 4
218.407954 8.2718506 7.28493728 0.16764321 0.155917 -5.95972 4
27.3281725 6.77309075 5.78879441 0.16837218 0.08425511 -6.6848736 4
114.640611 7.56111112 6.56552635 0.13105272 0.15412854 -7.8403208 4
81.8826931 6.78031594 5.76712882 0.05979679 0.23893522 -9.9206627 4
90.3696561 8.34966786 7.35561989 0.07372749 0.05752182 -14.199567 4
98.1267208 7.75358423 6.75313369 0.05701751 0.11551576 -15.476705 4
69.338244 6.60428972 5.59469812 0.17833875 0.239116 -5.6892087 4

39.6933567 6.630856 5.62651513 0.13982815 0.13810294 -7.1495114 4
10.2725038 4.60210306 3.57615064 0.14176037 0.28217585 -6.1534759 4
43.3192206 7.77098357 6.76684709 0.1356547 0.04924395 -8.3737388 4
12.9421877 6.65005642 5.64491587 0.16335671 0.04587221 -6.6429675 4
308.718048 7.97043992 6.92794137 0.1415475 0.32039542 -6.1078046 4
168.286935 7.38320968 6.34325517 0.1521026 0.30721194 -6.0869351 4
20.622728 6.43047011 5.41115095 0.11932266 0.09450468 -9.1989263 4
54.322679 6.29992747 5.25385319 0.07658458 0.28584044 -8.8709498 4

110.833525 7.44941838 6.42645052 0.16926013 0.17020331 -5.9112983 4
18.9417991 5.17954042 4.12738391 0.06453034 0.30264889 -8.8994145 4
209.086227 7.24805362 6.16313369 0.11551985 0.39201745 -6.0072727 4
28.9969255 6.9142738 5.8757525 0.0369957 0.07958874 -23.801835 4
3.11751639 3.39027299 2.32189424 0.07165108 0.313655 -8.8279455 4
69.6080893 7.31218548 6.26674404 0.10071714 0.13173644 -10.363535 4
0.37849738 4.99721961 3.95377717 0.08359444 0.00726635 -13.565573 4
27.6476609 6.85419821 5.80839392 0.13274427 0.08495959 -8.2753909 4
17.0618904 5.52735327 4.47245305 0.18092411 0.20450269 -6.029829 4
125.418476 7.0530908 5.95684094 0.06576371 0.35307934 -8.9138937 4
119.21783 6.85509352 5.75044974 0.0644928 0.37211355 -8.0382406 4

30.9830595 5.52098668 4.41512639 0.05334071 0.34390538 -8.40085 4
52.0157003 7.62926383 6.56805084 0.16762304 0.07260333 -6.7859845 4
135.601951 7.58796918 6.5147564 0.18207036 0.18985278 -5.9381862 4
43.7883875 5.75660172 4.63004356 0.02616997 0.37701946 -8.1077284 4
103.433414 7.69689563 6.61989929 0.16343947 0.13261853 -7.0594813 4
43.3239497 5.91568084 4.79957812 0.09428824 0.32935807 -7.5647634 4
279.777858 8.75264415 7.6664433 0.09188918 0.13330686 -11.017301 4
27.5003774 5.62729715 4.51769939 0.04227712 0.27546616 -10.636444 4
95.8077271 6.73847147 5.62588208 0.12915461 0.31247741 -6.824356 4
70.7958514 6.21780455 5.06122218 0.03638507 0.47087845 -7.8814932 4
427.481964 8.93151203 7.83894592 0.13696846 0.1765653 -8.0446074 4
133.399698 7.38788734 6.28068076 0.09125232 0.23344359 -9.3234504 4
95.7309867 7.92833023 6.83572919 0.09152756 0.10531836 -11.765103 4

1.01322 6.39567857 5.30430922 0.07094299 0.00502904 -16.578631 4



1.01322 6.39567857 5.30430922 0.07094299 0.00502904 -16.578631 4
1.77771453 4.40094202 3.30811885 0.08692232 0.06404845 -12.966305 4
43.4224326 6.42740016 5.31965154 0.08924607 0.2251161 -10.137996 4
10.9440506 6.9542705 5.86055187 0.10631229 0.03129288 -11.128402 4
7.18180893 5.06094847 3.95617743 0.0256123 0.13346928 -22.100872 4
178.59491 7.68402352 6.5607722 0.08725987 0.24322149 -9.5798352 4

54.8152976 6.40632086 5.27465144 0.12729308 0.26022768 -7.5018532 4
17.736519 5.29310598 4.14408775 0.08935383 0.29243243 -9.4010248 4

157.320767 7.4516957 6.31319245 0.17829166 0.26584149 -6.1094583 4
234.469921 7.60253494 6.4407091 0.10880176 0.33494546 -7.2804476 4
12.3676165 5.13951493 3.99175135 0.12179108 0.23879455 -8.139018 4
145.709039 7.90656825 6.77005068 0.16393343 0.16550801 -7.1306459 4
143.152756 7.33541364 6.17271546 0.11490315 0.2844277 -7.8797394 4
36.378787 6.87280267 5.72724222 0.07056668 0.12064981 -14.939214 4

49.5502564 7.33974127 6.19855826 0.12808012 0.1029238 -9.2351406 4
18.771341 5.73682033 4.57988798 0.05509563 0.2030243 -14.350591 4

3.81638353 5.5710088 4.43887131 0.20339417 0.04565405 -5.6448252 4
13.0986919 5.01303281 3.85073416 0.13551875 0.25659696 -7.2040146 4
96.7387526 7.82852621 6.67831349 0.19036325 0.11990469 -5.8898786 4
72.1596702 6.70150127 5.52902794 0.17332835 0.26385051 -6.1842939 4
275.288401 7.66331162 6.45698414 0.11719341 0.39014047 -6.8863434 4
86.6477767 7.00500805 5.83360826 0.16604729 0.24271144 -6.2666868 4
9.80638949 5.52945011 4.37267354 0.20303364 0.12504026 -5.6086696 4
14.1085952 6.67672117 5.51958606 0.19007982 0.05579987 -6.5063557 4
299.025945 8.35406915 7.17056526 0.10670286 0.21606298 -9.2953196 4
120.441998 7.28870887 6.09434974 0.10343271 0.27588479 -9.1828538 4
21.5162604 5.78105489 4.59421646 0.08282529 0.20416876 -11.403684 4
3.46556619 4.41987694 3.24172296 0.10974965 0.13866942 -10.188735 4
294.181227 8.35607334 7.1663294 0.1117491 0.21342659 -9.0799261 4
166.527669 7.92446025 6.73908147 0.12382921 0.18666757 -8.9100477 4
195.122766 7.94605729 6.74902551 0.06738073 0.2196581 -12.572117 4
52.3823422 7.54538503 6.36730491 0.15306378 0.08782222 -7.6593755 4
50.3520205 5.74005664 4.46598975 0.12572359 0.53713494 -5.8580791 4
50.1429359 6.73701872 5.55259355 0.21659257 0.20518295 -5.6718591 4
9.95952172 4.65798196 3.4381497 0.07975521 0.33418313 -9.8389412 4
14.9829673 5.97077945 4.76863341 0.10078554 0.13174119 -10.992567 4
22.1255152 5.96789692 4.75559585 0.0722387 0.2004823 -13.334357 4
59.2309306 7.03522392 5.82831605 0.19424625 0.16784109 -5.801091 4
8.5150575 4.86007252 3.64000975 0.16427946 0.22222386 -6.9577512 4

14.6797842 6.59325892 5.37866151 0.07259948 0.06793104 -16.447165 4
6.5308217 5.38076259 4.16684262 0.18076394 0.10353997 -6.4877083 4

80.4187174 7.67115183 6.4514565 0.17914448 0.13142161 -6.4091108 4
132.874685 7.3438315 6.08849255 0.07736409 0.3098187 -10.49953 4
63.153135 6.34785807 5.07223508 0.17001569 0.4241183 -5.8950318 4

55.6365943 6.21726585 4.93918703 0.12601956 0.35761487 -7.4445385 4
35.3447584 6.78426993 5.54449051 0.12627616 0.1337018 -9.3712185 4
104.628341 6.79405411 5.4971209 0.17401355 0.45814295 -5.8019082 4
606.317476 9.12009918 7.85773639 0.11675264 0.23656009 -9.2132697 4



56.1289561 6.97886701 5.72370214 0.17614198 0.17841231 -7.1033679 4
10.6484121 4.43441035 3.12966275 0.18217862 0.41656388 -5.6313968 4
470.767258 9.24304899 7.97730013 0.05777588 0.16562056 -16.82607 4
565.782263 8.9059173 7.62442947 0.12341706 0.28269134 -8.753112 4
338.723917 8.78865447 7.52561746 0.18258262 0.17306139 -6.8477451 4
16.6238645 6.01188915 4.74659964 0.13632072 0.14675252 -8.5110722 4
45.4670834 5.94756179 4.61855097 0.05577598 0.43414307 -9.5041568 4
8.7675935 5.18004564 3.89569809 0.05257151 0.1708333 -17.389976 4

190.750297 7.84460004 6.5569939 0.19945776 0.25009543 -6.0468704 4
104.319189 7.33621426 6.04084392 0.07604759 0.23077273 -12.185288 4
144.119376 7.89020409 6.60497356 0.16381797 0.20593698 -7.4242014 4
80.5560052 8.080712 6.81157715 0.21073646 0.09030292 -5.8294369 4
197.110276 7.94208682 6.65325688 0.20741132 0.25042625 -6.0243786 4
36.2938711 6.86408553 5.5882406 0.20874271 0.13754998 -6.0779068 4
32.3641121 5.81515377 4.4980368 0.15492197 0.33390067 -6.7464394 4
163.861974 7.71663351 6.40691054 0.08428937 0.27857513 -11.412275 4
129.951244 6.90221773 5.54412649 0.10144453 0.47088703 -7.5448061 4
12.7121371 6.69277308 5.41629627 0.19627379 0.05715762 -6.5872201 4
70.9787163 6.75624144 5.45197403 0.19322841 0.27908613 -6.0719356 4
7.02892106 4.67815259 3.35522182 0.19062306 0.2622108 -6.1812647 4
7.02892106 4.67815259 3.35522182 0.19062306 0.2622108 -6.1812647 4
11.1012778 5.4474773 4.12284891 0.16183965 0.18760266 -7.2552674 4
234.072742 8.80422977 7.47673735 0.06393072 0.13232731 -17.585528 4
20.366189 7.02003057 5.70153737 0.15590619 0.06809034 -8.4601756 4

9.54570342 5.87791506 4.55210544 0.10871323 0.09982422 -11.124057 4
95.945081 6.65395064 5.25330134 0.1317752 0.49605076 -6.9394815 4

183.123489 8.19144178 6.85176064 0.07243933 0.2017408 -14.5928 4
12.4520185 4.1466065 2.47780642 0.06794873 1.16592065 -6.1344528 4
18.264789 5.46186862 4.09615276 0.10451546 0.32961795 -9.8586337 4

10.3036485 5.71940526 4.38447703 0.15275035 0.13016082 -8.0003097 4
4.52430369 6.67820382 5.34207314 0.1378107 0.02174175 -9.6400501 4
39.1673974 6.38199433 5.02892777 0.17484361 0.23927817 -7.1649803 4
46.7337625 6.22491419 4.84813925 0.19080681 0.35490756 -6.0928924 4
46.7337625 6.22491419 4.84813925 0.19080681 0.35490756 -6.0928924 4
70.4035718 6.53766327 5.1365929 0.18590829 0.41385664 -5.9649484 4
25.0162321 6.97423385 5.61276372 0.1081954 0.09267061 -12.016677 4
231.957238 8.8487391 7.47698143 0.03421816 0.1270331 -26.897934 4
119.109596 7.50080854 6.11680788 0.13954496 0.24310067 -8.6881852 4
148.239231 8.33542717 6.96497463 0.18666346 0.13460796 -6.8541247 4
8.7097619 4.74653614 3.34570433 0.18793368 0.33320958 -6.7360059 4

9.26776198 4.81905195 3.41795884 0.21720903 0.32841594 -5.7873779 4
11.8108862 6.47650728 5.09490448 0.10826549 0.07232873 -11.498483 4
25.6938391 6.98314098 5.59767657 0.07372357 0.09596828 -17.086922 4
8.87870052 4.435663 2.97589911 0.1219999 0.50773064 -8.2174735 4
680.437837 8.90649487 7.46159597 0.1413619 0.4328871 -7.8930053 4
10.745545 5.24490863 3.84018024 0.17594525 0.23869713 -6.8061856 4

20.8382374 5.75538814 4.33634005 0.07884015 0.25242481 -12.622783 4
37.1369906 7.25235846 5.84038418 0.09337314 0.10894325 -13.778522 4



92.2914454 7.38133154 5.95393078 0.08296697 0.22435634 -12.799214 4
10.8000846 4.72185318 3.2559994 0.19969123 0.4539089 -5.7221834 4
20.6362624 7.6962566 6.29268902 0.22675587 0.03775997 -6.2341676 4

1.061976 5.11998851 3.70310942 0.21719192 0.02599811 -6.2531666 4
28.6663399 5.39483226 3.87772761 0.14435248 0.49825431 -6.7950629 4
5.66477326 4.20448035 2.73779861 0.16427165 0.3428673 -7.3267972 4
6.86676107 3.76380024 2.15189403 0.1323144 0.7447747 -6.5124523 4
67.2056256 7.40548108 5.96426125 0.20337246 0.17355306 -6.1541722 4
98.5549049 6.42073618 4.830759 0.01590141 0.6389089 -8.2170434 4
154.870766 7.45208301 5.96355177 0.21529775 0.39369075 -5.9067899 4
9.98785955 5.46537781 4.0134024 0.19724427 0.18742792 -6.7008203 4
44.1399115 7.03001107 5.56153854 0.07715611 0.16424618 -15.477959 4
11.3728241 5.80394379 4.34511555 0.19277788 0.14280377 -7.0383962 4
18.0995882 6.04070075 4.58000136 0.22431043 0.177031 -6.1457006 4
12.1846077 5.83965432 4.36616848 0.11189851 0.15138292 -11.07264 4
79.1278216 7.58483375 6.11194722 0.15242864 0.17733113 -8.3368722 4
58.1552298 7.49583191 6.0160135 0.17800873 0.14554611 -7.6019006 4
149.022609 7.75836689 6.25369308 0.18155653 0.2737398 -7.3555262 4
80.3681256 7.65888884 6.16415621 0.18070694 0.16632271 -7.5570518 4
74.383555 7.76101092 6.25497029 0.12461917 0.14861926 -10.164299 4

83.8010504 7.0659605 5.52644917 0.05614706 0.3101205 -14.931567 4
247.06137 8.44537896 6.91423058 0.09709453 0.26194096 -12.416474 4

0.42972209 5.09038243 3.58831746 0.23183198 0.01189626 -5.8727328 4
194.834579 7.72576829 6.16653829 0.19658831 0.39513647 -6.1340022 4
112.573442 6.84420014 5.2331022 0.20246765 0.55549184 -5.8515407 4
75.0980581 7.25233753 5.72392531 0.2332852 0.22845473 -6.0426268 4
139.011519 6.74084078 5.03696759 0.12939961 0.71774348 -6.4406121 4
11.6090907 5.80888317 4.25446716 0.21175662 0.16476469 -6.6395057 4
51.180331 7.8379316 6.27598483 0.14076998 0.09359861 -9.495697 4

26.7175406 6.65629353 5.08359067 0.14485928 0.16081933 -9.5164743 4
16.0289426 6.36809325 4.80722018 0.24093117 0.13207511 -5.6583913 4
242.398641 8.01986196 6.39400593 0.13881968 0.41742747 -8.7782187 4
242.398641 8.01986196 6.39400593 0.13881968 0.41742747 -8.7782187 4
30.2379304 7.09700658 5.51953159 0.12580773 0.11892473 -10.389085 4
185.673928 8.15622331 6.56372025 0.17576838 0.26367942 -7.5577906 4
6.81532906 5.52014669 3.950533 0.23442749 0.12775277 -5.856616 4
18.2508673 5.9246398 4.32442661 0.10132526 0.22505675 -12.127941 4
39.4292816 6.6288884 5.01349885 0.0991277 0.24270093 -12.275123 4
11.9523243 5.08372073 3.4427935 0.19869724 0.42150661 -6.576399 4
45.0337696 7.37804721 5.77126324 0.14921082 0.13744091 -9.2791015 4
138.376845 8.58360281 6.96105026 0.1582949 0.13242315 -9.0584524 4
19.8832386 5.52433848 3.85004933 0.09578184 0.3733312 -11.214426 4
58.1691178 6.05307093 4.28634507 0.17315824 0.6425762 -6.2547252 4
123.951339 8.07969748 6.43467342 0.12836524 0.18812933 -10.113081 4
3.47949826 3.04505123 0.94795174 0.17728311 1.39868424 -5.8406758 4
17.4655185 5.9996734 4.34922733 0.1742202 0.23641146 -8.0734513 4
12.7776182 4.6507235 2.78857871 0.13427976 0.91974338 -7.8315678 4
23.1192072 6.31501198 4.65122855 0.1243584 0.21939868 -11.024036 4



2.83031084 4.44561839 2.79441327 0.19261828 0.17210621 -7.3492998 4
3.66582622 4.66069601 3.00910521 0.24352083 0.17161005 -6.169516 4
4.96578836 5.8666649 4.21354007 0.17691677 0.07479565 -8.2559035 4
4.96578836 5.8666649 4.21354007 0.17691677 0.07479565 -8.2559035 4
26.6116645 6.36488069 4.69599281 0.18979475 0.23097529 -7.541747 4
126.95615 7.99269685 6.31930483 0.17756656 0.21382892 -7.8008859 4

2.29534816 5.2142618 3.54666443 0.15229747 0.06688669 -9.192986 4
179.437722 8.44339271 6.75304021 0.05742428 0.22065433 -20.408497 4
1156.12844 9.10626989 7.2827928 0.045326 0.6444451 -10.372523 4
0.46793142 2.2978545 0.60429728 0.13531527 0.23732879 -10.221193 4
121.560908 8.32783081 6.65587671 0.22695726 0.16333564 -6.1168983 4
4.59867144 4.43332868 2.72765678 0.17362576 0.31528557 -7.4947841 4
13.8541442 5.61919844 3.93041691 0.24946431 0.25828373 -5.9809118 4
4.27740067 5.37079899 3.67403988 0.22096426 0.10885459 -6.4994841 4
13.4435854 5.66282702 3.94765248 0.20902285 0.24146693 -6.8775643 4
7.84593587 5.51715878 3.81483638 0.2308 0.17877848 -5.7735462 4
54.4608095 7.90229764 6.18981613 0.11792835 0.10895786 -12.174844 4
13.8318296 6.43391187 4.71169162 0.17190459 0.1241874 -8.4416357 4
13.5215629 6.87039869 5.15650758 0.23245377 0.07856202 -6.4703418 4
8.75993183 4.79269303 3.00410847 0.16790242 0.45581608 -8.1535697 4
160.733743 7.89803087 6.13348103 0.12792063 0.32646086 -10.445733 4
11.0134276 6.47548826 4.75111624 0.23676294 0.09390664 -6.3664799 4
7.15872965 4.82568784 3.04598581 0.15914543 0.37239761 -8.1606114 4
6.15590885 4.97973983 3.2161182 0.11660314 0.2604659 -11.724279 4
39.2631666 6.39386191 4.60291331 0.18273364 0.35531723 -7.1893404 4
2.36644952 4.89793081 3.12541712 0.06750068 0.10220991 -20.986513 4
271.77261 8.69520189 6.91843808 0.24090783 0.25657063 -6.1722069 4

22.5864448 5.8805496 4.06988255 0.23105475 0.34833027 -6.4698342 4
27.5984523 6.15085901 4.33916692 0.19701107 0.32408199 -7.4326996 4
49.6300928 6.76881157 4.95354181 0.22840435 0.35017503 -6.4750137 4
4.81592239 4.38949824 2.54466557 0.10836491 0.33919144 -11.889394 4
22.0230801 7.0798895 5.2631353 0.12928833 0.11032052 -11.553403 4
22.0230801 7.0798895 5.2631353 0.12928833 0.11032052 -11.553403 4
9.67753534 6.04743225 4.22999969 0.14605928 0.13600037 -10.215137 4
9.82259632 5.45354209 3.62321179 0.23393424 0.2732179 -6.5808127 4
206.955376 7.49050846 5.48419163 0.16791568 0.7780349 -7.2895461 4
5.10763727 5.36055045 3.51209101 0.09359671 0.14971272 -15.110799 4
0.74730158 5.76968853 3.92325868 0.07833867 0.01484035 -18.68135 4
10.0417078 6.1505501 4.28678996 0.08860121 0.1432577 -16.184464 4
16.4992216 6.56238714 4.7156389 0.2665193 0.15033324 -5.6821533 4
79.8564435 7.87905567 6.00202663 0.07495554 0.20840545 -18.237992 4
2.30970066 3.6900816 1.76322331 0.04065705 0.35246966 -20.743099 4
47.405412 6.29936545 4.3100283 0.12088892 0.55938549 -9.8421842 4

4.23937947 5.31490458 3.41622933 0.05232333 0.14443112 -25.870445 4
23.8934531 6.58775803 4.69668665 0.23686811 0.21188855 -6.143716 4
77.8419161 6.74404299 4.74693901 0.23776984 0.57479844 -6.1021718 4
58.7990524 6.29530908 4.23407332 0.1287214 0.66706651 -8.7169383 4
22.1074522 6.4175055 4.50174116 0.19120235 0.2353789 -7.595949 4



7.87789105 5.88986974 3.98622951 0.22101181 0.14023051 -6.9734694 4
66.7201701 7.96330026 6.03462374 0.05412335 0.15712527 -25.252189 4
4.48701119 5.64839267 3.73955426 0.22397802 0.10974999 -6.6885671 4
30.8403563 8.11411046 6.20048236 0.1675827 0.06315267 -8.8993602 4
12.042661 5.49876282 3.53967468 0.11456464 0.32168039 -12.207522 4

20.8779712 7.26284707 5.33270167 0.15769818 0.10127896 -9.6004606 4
38.3704926 7.4526141 5.5103576 0.20112931 0.14834505 -7.177627 4
50.4885255 7.2176582 5.2432361 0.08344745 0.28407524 -15.983889 4
1.64322346 4.86000034 2.9090458 0.14336787 0.08730624 -10.076777 4
9.69074151 7.4088948 5.45186883 0.14971595 0.04157614 -9.7832039 4
7.17595334 5.867582 3.90022748 0.16945948 0.14440901 -8.9292571 4
18.1429603 5.08553432 2.90621406 0.18337532 0.79764631 -6.8405205 4
1.35573925 6.61604764 4.65098992 0.20456646 0.01297327 -7.7951101 4
12.0342085 6.15690693 4.1702378 0.12038037 0.18145927 -11.969304 4
90.1129861 7.02379812 4.89459399 0.14767872 0.73745053 -9.223063 4
12.4295453 5.56892916 3.55219705 0.18383391 0.38888624 -7.7308066 4
5.06383854 5.29563655 3.27690004 0.18750977 0.18653701 -7.6111776 4
19.7290766 5.43068818 3.19737871 0.14288868 0.86633485 -9.0859758 4
2.19339219 3.99963125 1.91815522 0.12770665 0.34855701 -11.029539 4
10.0896486 5.35681721 3.26738585 0.21166313 0.42358703 -6.9150941 4
64.2197327 7.54550366 5.45936556 0.24459903 0.25659231 -6.4076547 4
9.67260786 5.87763677 3.75441552 0.04506814 0.21186643 -28.949135 4
18.7513315 5.68472494 3.45381084 0.11941427 0.62327865 -11.042078 4
46.9028702 7.29071744 5.1498375 0.1481395 0.25247537 -10.519345 4
55.9913961 7.10468357 4.93667309 0.18422028 0.40111162 -8.4811284 4
134.302165 8.0188249 5.8440134 0.12332085 0.41186754 -11.752331 4
60.4896398 7.86515918 5.72702276 0.0976172 0.20772457 -15.001459 4
14.074041 6.07359737 3.91348676 0.12742313 0.30328555 -11.264311 4

27.0614326 6.75017535 4.60436528 0.21937814 0.27136405 -7.3986783 4
40.1632462 7.07758863 4.93096614 0.28831293 0.26683143 -5.6714758 4
3.03262995 4.83216729 2.67619553 0.22374437 0.19848941 -6.5983692 4
55.0551727 7.18128568 4.99058962 0.1967787 0.3474421 -7.3446682 4
15.3076274 5.53248931 3.2374451 0.21991726 0.68720363 -6.5665021 4
5.47305632 5.79787334 3.61553682 0.19961442 0.14267672 -8.1922957 4
16.433817 6.66592413 4.46464045 0.11478389 0.19026096 -13.556173 4

5.43969695 6.53584487 4.32707479 0.16925274 0.07057722 -9.572026 4
5.49303109 4.72337899 2.4451381 0.25144888 0.51101359 -6.0881564 4
92.5785131 8.81092433 6.57968723 0.16761241 0.12385407 -8.890888 4
6.80602159 5.98488269 3.74705824 0.14026125 0.15990257 -11.412057 4
20.3933604 5.9842131 3.6791233 0.27166688 0.49732718 -5.7682573 4
65.6691564 8.17592404 5.91130554 0.18854429 0.18309936 -8.311356 4
10.3716633 6.97064529 4.70151755 0.13607785 0.09403244 -11.218075 4
11.9792976 5.13238971 2.69957224 0.1824443 0.66278918 -8.0207326 4
7.05909046 5.2297032 2.91091702 0.23665974 0.34362559 -6.9284973 4
7.76892738 4.82115025 2.37605722 0.11520719 0.65728244 -11.635519 4
15.5560991 6.85439421 4.54303691 0.22811106 0.17330187 -6.8721871 4
6.80677238 6.08989216 3.69508545 0.04676122 0.16317223 -31.592323 4
23.5082505 7.13665197 4.73398661 0.18414635 0.21489992 -8.862177 4



22.4630993 7.13257081 4.7372598 0.22421926 0.19956363 -6.9793793 4
50.9312373 8.36181579 5.95494217 0.03970218 0.13027703 -37.993733 4
2.28242284 4.32425064 1.8721019 0.07021939 0.38090292 -20.509073 4
79.2649355 7.38972076 4.86504289 0.06080547 0.56511864 -20.091671 4
6.65083156 8.171676 5.75307434 0.20140519 0.02110546 -8.2626671 4
3.1285036 3.99426794 1.40431748 0.07830996 0.70511746 -16.065486 4

1.20380417 3.70737031 1.22591885 0.13624014 0.35449518 -11.270159 4
5.70047042 5.59056368 3.13646809 0.23186948 0.24699161 -7.2772667 4
46.8377186 7.96520631 5.50859906 0.19190857 0.19145914 -8.3908679 4
150.877153 8.67112586 6.20028093 0.27501537 0.29706101 -6.277954 4
7.15307631 7.48667815 5.02381245 0.10055221 0.04746323 -15.340289 4
356.53267 9.20128878 6.67100536 0.06858991 0.40677455 -20.813032 4

6.13837308 4.94082324 2.38882915 0.23050758 0.53718508 -7.2173473 4
6.30553253 5.27479236 2.75679666 0.17117193 0.3926776 -8.8726077 4
242.724215 9.05505515 6.53679186 0.134295 0.38582025 -11.294406 4
16.5841422 6.26520316 3.74214392 0.21542065 0.37582855 -7.8155221 4
35.5212102 7.60690511 5.09023552 0.19049505 0.21428924 -8.8288107 4
4.92100065 6.53622009 4.02575014 0.21925828 0.0898362 -7.2161821 4
6.15123187 7.16414054 4.64316564 0.17966423 0.05881747 -9.2874005 4
6.49388653 5.62131339 3.07452049 0.1854943 0.28900642 -8.492958 4
7.16480756 5.27060436 2.66652281 0.22393309 0.55500864 -6.7761538 4
24.4559053 6.12154772 3.32202174 0.08941593 1.02930892 -15.059088 4
9.22626379 6.3862598 3.85495472 0.2194124 0.18455947 -7.6641346 4
14.4746704 6.11854352 3.53831507 0.23558868 0.38957946 -7.2529439 4
36.6890489 8.40988331 5.84745211 0.17681547 0.10843019 -9.2834721 4
158.987317 8.50437983 5.87002237 0.15384092 0.48552114 -10.247285 4
13.1681732 6.41971414 3.7948452 0.1372958 0.29085279 -11.930199 4
10.1221057 6.52196132 3.91593795 0.23477621 0.21163111 -7.1705398 4
5.28785661 5.24267478 2.59768962 0.19527863 0.38218572 -7.8064036 4
8.86423849 7.13505361 4.53639387 0.21001348 0.09249286 -7.3055497 4
25.8300353 7.26547919 4.63565979 0.15768369 0.26547135 -10.629261 4
40.4882959 7.41582543 4.76581536 0.24559747 0.35205258 -6.382626 4
16.064344 6.29868366 3.60334147 0.08146697 0.46306383 -18.801838 4

17.0155535 5.7772153 2.96469918 0.25602892 0.81228552 -6.1277129 4
15.2986334 6.77525368 4.13523458 0.29771165 0.24375037 -5.6663231 4
94.6109535 9.07707027 6.42757951 0.20169851 0.14779627 -8.4705209 4
3.83909894 7.5105632 4.86122766 0.20945185 0.02983939 -7.3541539 4
21.6137858 7.4009825 4.73598129 0.1878636 0.18262997 -8.2632649 4
2.17262474 6.64254584 3.99619681 0.25021597 0.03955283 -6.7726808 4
4.80876401 5.24017544 2.507054 0.06765004 0.37155917 -22.071331 4
0.51706361 5.56008808 2.84687751 0.14920984 0.03019375 -11.303868 4
46.8467034 7.73464427 4.9986998 0.27988285 0.3294654 -5.8843184 4
4.06464279 6.78716469 4.05777116 0.05450231 0.07017283 -29.447167 4
6.12298101 5.54849991 2.7449233 0.0247663 0.43454409 -47.150372 4
3.85026869 6.04419426 3.30494893 0.24946767 0.13661377 -6.3280775 4
54.412518 7.66835115 4.87419326 0.21377532 0.36980433 -7.2041333 4

2.36758727 5.79084773 3.03801983 0.25580757 0.10979398 -6.1706819 4
71.8594348 8.55261846 5.75719782 0.15229205 0.21326915 -10.238502 4



1.70898004 5.35659353 2.56920797 0.26404303 0.13245349 -6.6990583 4
764.052891 9.2294222 5.77793277 0.11631399 1.38476983 -12.01868 4
3.42782855 5.92648742 3.08704481 0.19398688 0.15141363 -8.6057015 4
49.5512951 6.92083637 3.71772215 0.18899392 1.13592949 -8.8657267 4
6.27136287 5.65242461 2.75628843 0.30094524 0.44152192 -5.7562514 4
6.63538885 5.79170085 2.88570717 0.22760887 0.40598474 -6.8935808 4
10.5359555 6.65474301 3.76320247 0.21215207 0.26128882 -7.9231748 4
13.1511464 7.17213658 4.28105021 0.18233858 0.19061386 -9.1100284 4
11.9891771 6.29247544 3.36982317 0.23432795 0.3677967 -7.5094649 4
4.1951251 5.4059353 2.44730156 0.20656512 0.38092299 -7.6610367 4

9.84312607 6.16610444 3.17259816 0.22825807 0.42536472 -6.9700559 4
1.53428204 6.01287219 3.06704541 0.26894091 0.0727631 -6.6893264 4
35.4017009 7.42351467 4.38474079 0.16720314 0.3879708 -10.294216 4
10.1099303 6.33645706 3.30901789 0.15355515 0.34033371 -10.844395 4
6.58579256 6.52935616 3.54442115 0.27822903 0.19606329 -6.3157568 4
2.66398458 5.89469139 2.91067288 0.2531193 0.14011072 -6.3804895 4
18.9256896 7.32629182 4.32879429 0.2605583 0.24101549 -5.9457369 4
12.424974 6.45695159 3.41253254 0.17782912 0.3775563 -9.7355032 4

8.33476357 6.33288187 3.24564492 0.16083088 0.29496254 -10.717408 4
10.4389209 6.05424581 2.87742889 0.18209205 0.64902569 -9.3567026 4
20.4542665 7.53857374 4.40205145 0.12762023 0.23274722 -12.637018 4
19.2909768 7.6889295 4.55323425 0.10297599 0.20370134 -16.512558 4
50.5594148 8.11803474 4.95033915 0.08285972 0.34865421 -20.154407 4
50.5594148 8.11803474 4.95033915 0.08285972 0.34865421 -20.154407 4
48.678403 8.07995445 4.91165851 0.08266777 0.34892202 -20.19745 4
7.5740744 8.29842687 5.16412555 0.2899303 0.04378344 -6.2928192 4

21.4475359 7.6193067 4.43425243 0.12598427 0.23736465 -12.828538 4
22.2819223 7.25963748 4.05927518 0.20118983 0.35553648 -7.9185401 4
27.4510421 8.03864177 4.84945345 0.23436632 0.20259349 -7.0738949 4
0.58135526 2.15015291 -3.1491817 0.25378867 3.20582432 -6.7483532 4
3.13584232 6.09266261 2.90601373 0.3102527 0.17764682 -5.7479667 4
12.0347417 6.17108007 2.84895399 0.19032713 0.60574438 -8.3021178 4
30.8556206 6.95238809 3.58834566 0.2133322 0.67216689 -7.5552159 4
2.96525011 5.89713944 2.65211538 0.23514053 0.19784294 -6.7403397 4
8.10993445 6.80939268 3.49421686 0.14272111 0.24153223 -11.256595 4
9.01525019 6.63023905 3.27901763 0.15832832 0.35209907 -10.43822 4
23.1149947 6.65384333 2.70392577 0.20239158 1.77330707 -8.437973 4

19.50911 7.55601574 4.22262026 0.22131185 0.26668305 -7.3282099 4
3.78138757 5.24187676 1.83422052 0.20783908 0.50579771 -7.6123571 4
1.87152448 4.79068705 1.39006642 0.25500662 0.51594724 -6.3384769 4
7.95808186 6.72412158 3.34056819 0.23945185 0.28467512 -7.2962052 4
24.203834 7.41769953 3.96539098 0.16101402 0.50065367 -10.122095 4

5.45801616 5.60955543 2.11437831 0.17752434 0.56849008 -9.0949805 4
14.5451671 7.25343313 3.82044699 0.12498883 0.29385165 -13.204409 4
9.16991404 7.55160402 4.10722135 0.17244452 0.14538694 -10.062854 4
13.3397733 6.60599146 3.07388083 0.30899157 0.56289788 -5.9808412 4
9.28642532 7.66505427 4.20083458 0.24961779 0.14175263 -6.6936898 4
10.6059724 7.18034059 3.68863449 0.23057236 0.25677443 -7.7984438 4



32.5534706 7.53970219 3.95910344 0.12856648 0.52605603 -12.550425 4
12.616865 7.39189708 3.89886639 0.23852276 0.24235922 -7.4333182 4

33.8262591 7.58052612 3.99426475 0.1344262 0.52745359 -12.004909 4
4.75335746 5.25209275 1.43420181 0.19261969 1.03569138 -8.9065639 4

8.863928 6.33967985 2.71700494 0.23981302 0.63270132 -7.4816308 4
31.4522575 8.34661146 4.81618151 0.21418109 0.23758189 -7.7715871 4
4.45642444 6.53564285 2.99169943 0.16921831 0.20979419 -9.5280841 4
9.38166639 6.852094 3.25913492 0.17425975 0.38279276 -9.3641663 4
11.4375727 7.10182723 3.5046044 0.17047935 0.31426471 -10.270757 4
17.4584557 7.18126821 3.48659529 0.12629318 0.45650633 -13.224701 4
17.4584557 7.18126821 3.48659529 0.12629318 0.45650633 -13.224701 4
4.37300485 6.85881394 3.18335473 0.17524945 0.19062047 -10.01695 4
12.2413236 7.71848146 4.0385976 0.17120082 0.20460287 -10.03375 4
9.50876082 8.42112371 4.72666823 0.12674678 0.08589207 -13.557822 4
6.11044821 7.02057556 3.32476689 0.24318176 0.22940981 -6.5667389 4
1.75706575 5.92959915 2.21845214 0.23472803 0.19030828 -7.2865783 4
1.17383313 7.77728578 4.07641744 0.28926279 0.02003225 -5.8805549 4
7.46058132 7.8767032 4.13520527 0.12680297 0.11852503 -13.807307 4
9.8740822 7.5442017 3.80314354 0.24854938 0.20657601 -7.3015832 4

5.75929125 6.86409071 3.09620597 0.21488626 0.2636558 -7.7800934 4
4.81864147 6.08007136 2.24271864 0.1789773 0.44300793 -9.7547369 4
9.74754144 7.20369072 3.39904096 0.17186092 0.29955796 -10.220908 4
11.4345125 6.8567158 2.9876402 0.15433228 0.52490053 -10.57865 4
5.17971803 5.67771218 1.51999996 0.20808508 1.26108576 -8.2055153 4
9.04012781 7.52926738 3.73554014 0.22233954 0.22455565 -7.92568 4
3.37802835 6.85084454 3.04961899 0.17029744 0.15329034 -10.477753 4
30.8513648 7.58882587 3.55421117 0.32379282 0.92082944 -5.8226368 4
5.51535586 6.41502219 2.5384602 0.20022968 0.41187203 -8.0827251 4
3.32034738 6.66324315 2.80877663 0.19861334 0.19528517 -8.1768871 4
2.8131028 5.90631777 1.99388225 0.14222763 0.41841844 -11.973843 4

5.14778038 5.55478207 -0.2739181 0.27796801 4.06372113 -6.3185407 4
14.1256745 8.04123704 4.16137886 0.24687819 0.22418035 -6.6270469 4
30.9898004 8.02692828 4.05917155 0.17972486 0.54907531 -9.8090345 4
31.7049733 8.00829687 3.97758496 0.18366915 0.61715619 -9.6055657 4
31.1410577 7.91643593 3.86030833 0.18601154 0.68984167 -9.5188554 4
31.0296771 7.91982948 3.85775982 0.18747746 0.6878289 -9.4433826 4
35.7848298 7.93288206 3.75453418 0.18951621 0.90644389 -9.3325104 4
9.57129796 7.76751431 3.80924417 0.2602872 0.21834576 -6.5438574 4

2.991553 6.24577138 2.26659043 0.29754635 0.33601952 -5.6725817 4
13.4753326 7.64622831 3.64434756 0.23287909 0.31757413 -7.8681814 4
34.6812918 7.89200943 3.65800803 0.19673553 0.99815339 -8.9921882 4
4.48540011 7.14637458 3.15039456 0.18806988 0.18607891 -9.0643919 4
11.8343921 7.0393703 2.90422787 0.27187318 0.73752672 -6.4942411 4
4.70471736 6.86110088 2.84436517 0.25892391 0.2879331 -6.1871309 4
5.86147295 5.40292086 -0.5095619 0.20298711 3.07619757 -8.422513 4
7.1415334 6.70343243 2.54141706 0.19997037 0.56159753 -9.0326979 4
1.4250277 6.45034093 2.32928762 0.13907155 0.13817389 -11.919082 4

3.07343853 5.11721758 -0.6279053 0.27225724 3.36046766 -6.3248955 4



5.66579761 7.18950981 3.0242487 0.12855468 0.27463498 -12.827226 4
3.7439965 7.29986645 3.12852433 0.2175469 0.16598048 -8.0073767 4
3.1465435 6.46220207 2.27394107 0.28723341 0.34349829 -5.7932851 4

10.0352159 7.70757189 3.50617779 0.15923135 0.27906485 -10.332437 4
10.7135729 6.64159951 2.14460454 0.23265596 0.99082331 -7.5697847 4
2.27583612 6.35700202 2.12605727 0.15934562 0.2879146 -10.445635 4
2.17707082 5.69259127 1.43238154 0.31925191 0.44582743 -5.8513201 4
24.6361366 8.06652515 3.76578372 0.23782269 0.51720984 -7.1826708 4
2.43492152 6.11082275 1.71518885 0.15170704 0.4677288 -11.112563 4
7.82836321 7.22175475 2.83550084 0.24184734 0.40202397 -7.5139939 4
5.8911049 8.63784735 4.28510094 0.08925033 0.08301455 -18.736231 4

2.70699648 7.0294281 2.58819041 0.27796384 0.19349732 -5.8005398 4
14.5788611 9.34267756 4.8714548 0.2648532 0.11017916 -6.7747655 4
11.7383465 7.59220097 2.97992886 0.1863173 0.66717819 -8.7849298 4
0.59574253 3.83848496 -2.0913618 0.12904424 2.90464396 -13.660401 4
4.36909601 6.78515211 2.18019779 0.13247071 0.48152423 -12.866796 4
12.6882976 7.386377 2.46912545 0.30900951 1.09530062 -5.6764127 4
2.85609313 6.16015289 1.25416409 0.10776834 0.920639 -16.099289 4
11.0231396 9.0787809 4.38514955 0.17821425 0.13999031 -9.8536522 4
8.6237069 7.51530506 2.67468421 0.18894236 0.49900336 -8.9086361 4

2.83617129 7.15816237 2.35441252 0.25432967 0.27367535 -7.3508055 4
4.23294452 6.77706232 1.85018083 0.26626556 0.58577672 -6.447222 4
4.84038312 7.12540989 2.17088573 0.24484356 0.4864744 -7.3476375 4
8.7562863 7.94493715 2.98702643 0.26729074 0.3877205 -6.2507379 4

7.38467088 8.04810265 3.07855439 0.14136563 0.37170255 -12.408084 4
2.3403776 7.93562577 2.9458949 0.15160839 0.12507223 -11.302702 4

5.87904713 7.65219201 2.59920818 0.1237493 0.44719968 -14.380326 4
5.98387605 7.67639781 2.61387995 0.12412469 0.44852595 -14.33031 4
12.037301 9.38257911 4.33089843 0.15791696 0.16053039 -11.386184 4

3.83679833 7.73875373 2.63843364 0.07325391 0.25490891 -23.047092 4
6.87635329 9.59951117 4.53197942 0.25932298 0.07482626 -7.0708829 4
50.7183021 10.3617104 5.25472021 0.24348004 0.28386163 -7.2426334 4
5.25713702 6.36101269 -0.9129885 0.14805805 3.72976091 -11.751771 4
0.94324912 7.21895325 2.11631178 0.26702818 0.11528018 -7.008638 4
8.46076181 8.64306201 3.45818093 0.15803426 0.2851696 -11.097639 4
8.05320612 8.44603187 3.21102342 0.18142839 0.34439922 -9.5632616 4
8.67026586 7.70633343 2.17791455 0.16658084 1.00129847 -9.9341192 4
4.8622435 7.05272276 1.61453114 0.28229893 0.75398876 -5.7697632 4

3.06726944 8.70397272 3.36121423 0.06600235 0.10641326 -25.875489 4
4.11115994 6.91975966 0.39896573 0.1918821 2.71942404 -8.6176879 4
3.95550176 6.8836374 0.24135377 0.19311369 2.91736982 -8.5590257 4
3.97064759 8.90306206 3.50034 0.05801128 0.12123975 -29.417518 4
3.09279071 8.6290564 3.21785838 0.07036354 0.12812958 -24.122193 4
0.28761084 5.88047719 0.48243009 0.29518271 0.18641044 -6.3798283 4
35.217181 10.2391517 4.81183154 0.21726732 0.28578983 -8.0857133 4

7.07344287 8.26992749 2.76651972 0.08152672 0.49605234 -20.684981 4
7.86798389 7.71909337 1.90617503 0.30542098 1.28962198 -6.0613055 4
9.19191875 8.16039323 2.48853665 0.20928833 0.76294666 -8.4156354 4



5.55169281 8.12002522 2.50648626 0.09270409 0.50492729 -18.150807 4
3.25615081 6.58759688 -0.6986412 0.18205638 3.50617514 -9.5906121 4
16.7269463 10.4634742 4.90772967 0.1903435 0.12069567 -8.7906543 4
16.7269463 10.4634742 4.90772967 0.1903435 0.12069567 -8.7906543 4
12.2889898 10.2440398 4.68212111 0.19073003 0.11133194 -8.7736441 4
11.0422507 9.81657435 4.24073378 0.13957733 0.15569523 -12.884236 4
6.43879935 7.51973833 1.68531322 0.16301727 0.85343232 -10.177289 4
5.95792633 8.15879804 2.49021912 0.09465869 0.54478664 -17.769472 4
13.9948098 10.3980576 4.8099454 0.19078009 0.11152964 -8.7708949 4
15.7951777 10.4436849 4.84005842 0.19055949 0.12183978 -8.7819421 4
15.7951777 10.4436849 4.84005842 0.19055949 0.12183978 -8.7819421 4
4.86872583 7.62287365 1.8810018 0.16071777 0.63255665 -10.308187 4
31.0914704 10.216145 4.55066017 0.16830255 0.30117085 -10.276598 4
1.70911177 6.4001507 -0.0305437 0.27599589 1.90756735 -6.7752129 4
2.49510712 7.44370339 1.65646312 0.29187015 0.43344468 -5.8860348 4
2.39284331 6.12761352 -2.194804 0.06120676 3.75227804 -27.948913 4
10.4745155 8.87726858 2.97988021 0.08894177 0.60166946 -19.088454 4
10.4745155 8.87726858 2.97988021 0.08894177 0.60166946 -19.088454 4

5.363902 7.75479829 1.70656937 0.15507415 0.85104452 -10.703625 4
9.83909467 8.92374162 2.7912571 0.08384403 0.64567043 -20.202042 4
2.06706843 7.5244901 1.42023851 0.19104695 0.49681553 -9.2772962 4
4.09039492 7.70956809 0.05930672 0.29059138 3.29261625 -6.5484566 4
8.04866022 9.4367504 3.16986069 0.18674608 0.36884154 -8.8624197 4
1.93085834 6.93603544 -0.6743014 0.25416632 2.88895519 -7.4103988 4
1.63082931 7.75285978 1.3661821 0.25497693 0.45380195 -6.7361909 4
1.0426668 8.1134845 1.73399782 0.17810952 0.1868576 -9.3957512 4

0.87823051 8.18438774 1.80419574 0.24509031 0.13862666 -7.0165611 4
2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4
2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4
2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4
2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4
2.46787033 8.30002511 1.44811649 0.24030327 0.61609474 -7.1040956 4



t.var lnt lnt.df lnt.var p lnp fold
718.344786 19.5144692 4 4.4252807 0.00134263 4.07E-05 13.5195311
9.58724893 5.52208887 4 16.0193354 0.00199838 0.00525159 12.8201533
4.25969276 4.03762253 4 38.471308 0.0024051 0.01563469 12.7527254
4.96355788 3.89462805 4 34.9336973 0.00208342 0.0176214 11.7884167
34.9106608 9.3384478 4 3.61851821 0.00228258 0.00073208 11.5824268
82.7647771 21.3506535 4 1.64857588 0.00022657 2.85E-05 11.3580612
5.01718948 6.1771296 4 21.9388267 0.00065407 0.00348895 11.250261
1.66935419 8.45957517 4 66.4639589 3.96E-05 0.00106991 11.2264163
1.37864025 4.67273959 4 162.85148 9.94E-05 0.00949891 10.5250651
3.94506812 3.84859676 4 30.8549297 0.00420338 0.01832452 10.3086447
8.61205229 4.17735462 4 18.757191 0.00244814 0.01394806 9.04254878
31.5651872 8.16603775 4 2.6093108 0.0038627 0.0012243 8.98661055
3.04382758 4.44421908 4 24.0163603 0.00199741 0.01129705 8.57148364
2.40378874 5.16805723 4 22.4350284 0.00106899 0.00666089 8.15622319

3.348776 3.99676687 4 21.0638832 0.0033766 0.01617354 8.14830979
1.06515236 4.5305659 4 60.8462258 0.00076413 0.01057278 8.11983004
3.61014885 4.06976703 4 26.8358943 0.0023771 0.01522586 8.06410093
9.63688771 25.5679098 4 6.09491703 1.04E-05 1.39E-05 7.51154618
4.48303078 5.69839166 4 9.69521427 0.00206435 0.00468654 7.46247257
1.65435872 4.4983157 4 52.3936047 0.00053232 0.01083652 7.16624204
2.07271418 5.32202744 4 21.4994521 0.00107641 0.00599737 6.86189925
38.6197405 5.28832028 4 1981.86907 0.00010401 0.00613546 6.81554622
180.021701 3.97427598 4 7707.25538 0.00059628 0.0164797 6.76561012
1.00631394 3.96060306 4 46.4319842 0.00183489 0.01666923 6.74867581
9.64481605 6.60008533 4 3.73813425 0.00356036 0.00273054 6.74452215
4.68278268 10.231291 4 7.96886361 0.00023437 0.00051436 6.64679719
4.87733137 7.06553443 4 10.5915523 0.00063657 0.00211685 6.58539381
2.0727343 3.58421306 4 84.2693666 0.00197379 0.02308068 6.57520553

2.79632248 3.46872435 4 125.651741 0.00214049 0.02561335 6.53605567
1.75740593 4.11614588 4 22.1893171 0.00360192 0.01465844 6.23313101
2.08455386 3.16800105 4 76.3122785 0.00456214 0.03392272 6.19421027
3.30663693 4.88788795 4 9.46118365 0.00381734 0.00811437 6.11879215
1.01955852 3.64422782 4 30.7201496 0.00424591 0.02188273 6.11613676
2.09586814 3.71379574 4 66.9081107 0.00240841 0.02058568 6.00274535
1.50795833 3.31728537 4 48.266289 0.00456984 0.02945313 5.97195592
2.58281448 3.97182748 4 17.5253053 0.00451456 0.01651345 5.94554537
1.5865045 4.39113043 4 48.1372439 0.00135029 0.01177224 5.87441603

5.20793225 3.58071877 4 170.130229 0.00173236 0.02315281 5.87229889
3.3690507 6.70712727 4 8.32464259 0.00104682 0.0025718 5.86453326

2.18819248 5.64412312 4 11.562625 0.00146954 0.00485217 5.75795653
1.56044615 4.09121565 4 22.2924846 0.00297202 0.01496022 5.647735
4.21070211 3.66480035 4 118.630505 0.00223357 0.02148926 5.56371771
1.0353428 4.1875341 4 24.0843264 0.00255875 0.01383398 5.49659627

2.96152739 3.0864047 4 93.1708942 0.0048288 0.03670231 5.4782162
1.59528212 4.73573299 4 15.1796008 0.00248095 0.00906567 5.46998401
1.64108044 4.8005526 4 18.9827938 0.00153961 0.00864467 5.33163007
1.67994094 3.49835691 4 39.6482856 0.00468927 0.02493324 5.30246914



3.50350832 5.19157879 4 7.75496698 0.00262905 0.00655393 5.2789946
1.39384448 4.49652688 4 17.4491983 0.00248637 0.01085138 5.19467141
3.12740102 4.36677364 4 71.8079282 0.00130012 0.01199833 5.13633422
1.17958987 3.40058066 4 40.9446627 0.00235523 0.02726274 5.12618604
5.57635977 3.05286259 4 248.603987 0.001572 0.03792196 5.0594589
5.18965809 3.33775845 4 119.099981 0.00401911 0.02889601 5.05001715
17.8266512 3.48682432 4 432.251029 0.00223144 0.02519535 4.93404224
1.97111105 6.8708779 4 16.7893944 0.00036363 0.00235035 4.92723529
2.18480242 3.87788517 4 48.7925284 0.00272027 0.01787334 4.87330872
15.8048238 3.61692573 4 312.503682 0.00247053 0.02241828 4.81508637
1.41784507 8.30398784 4 16.8951183 0.0001724 0.00114853 4.77059461
2.02730735 3.23757039 4 73.2003024 0.00240106 0.03174692 4.72682319
1.03865608 4.02972494 4 20.6698293 0.00329822 0.01573715 4.71972873
17.1541625 3.24134619 4 386.688413 0.00358891 0.03163362 4.70416422
1.30800569 3.03943748 4 29.8638162 0.00417584 0.0384234 4.68047111
1.19256343 7.22180036 4 23.4011623 0.00029955 0.00194984 4.67949356
1.05202057 4.3616642 4 20.5226074 0.00236642 0.01204642 4.67847573
3.95182306 2.98618188 4 101.763631 0.0047003 0.04049059 4.65658411
2.53827515 4.31668483 4 48.3310397 0.00183745 0.01248 4.64853377
5.56430996 6.88540272 4 117.982841 0.00013655 0.00233187 4.62266485
1.41159318 6.22298992 4 27.4182555 0.0004702 0.00339515 4.61153772
2.75309474 3.55766883 4 46.6454553 0.00448636 0.02363538 4.58950598
11.419011 3.14099625 4 228.843844 0.00465693 0.03481432 4.55869357

8.51436116 3.38761521 4 164.365055 0.00392921 0.02759067 4.5079949
2.97259673 5.07323809 4 51.3398808 0.0007894 0.00711428 4.45475798
2.63128907 5.21698563 4 7.04935893 0.00297636 0.00644074 4.41206622
1.07314197 10.058059 4 20.7943234 6.59E-05 0.00054955 4.41146334
4.78783374 4.47215939 4 85.1561307 0.00110001 0.01105629 4.37849969
2.72043565 6.90928359 4 6.03763897 0.00130318 0.00230186 4.33749922
3.26445229 4.81126183 4 8.00058402 0.00290385 0.00857742 4.33599771
253.329701 3.2225882 4 4985.47501 0.00332366 0.03220125 4.3092012
1.78595239 6.89752526 4 8.9383343 0.00093684 0.00231658 4.16624411
5.64916095 11.5434871 4 3.050379 0.00036475 0.00032165 4.12018197
1.84323592 3.14421748 4 53.6717546 0.00319937 0.03470653 4.10910819
1.04061396 4.19478861 4 13.3151776 0.00425021 0.01375337 4.08702905
3.07127246 5.36415368 4 4.91356028 0.00480956 0.00583008 4.05467829
1.90453482 4.76980424 4 7.31825465 0.00471531 0.00884135 4.04694937
2.03279402 3.8219858 4 26.8028232 0.00419548 0.01874635 3.93500756
1.47194623 3.59601735 4 23.046994 0.00473282 0.022839 3.90200705
3.65510095 4.59830961 4 46.8128691 0.00155302 0.01004368 3.89658714
3.20282176 3.96983664 4 43.9347007 0.00270511 0.01654095 3.86613493
1.16318626 4.6627352 4 23.441845 0.00121867 0.00957001 3.86335904
4.21041032 3.6602997 4 53.8491935 0.00387587 0.02157461 3.79101697
4.45200484 4.22474048 4 95.9594785 0.00082165 0.01342648 3.75788242
1.03371513 6.03096553 4 11.62095 0.00116857 0.00380994 3.75031274
1.9226073 5.37107966 4 9.24388526 0.00178605 0.00580313 3.69515689

3.93577805 7.50937587 4 3.62703238 0.00118041 0.00168291 3.69046687
3.93577805 7.50937587 4 3.62703238 0.00118041 0.00168291 3.69046687



4.00776863 5.98758741 4 3.85014104 0.00240298 0.00391211 3.68750103
2.04632829 6.59540919 4 5.35450006 0.00149648 0.00273774 3.65054911
62.647479 9.12222523 4 5.14899887 0.00464341 0.00080118 3.62484338

1.54284439 4.54888109 4 10.1636875 0.00363817 0.01042647 3.59881202
1.12514525 6.78026478 4 12.9864312 0.0007033 0.00246985 3.59473859
1.45813149 3.76008731 4 13.6694004 0.00490984 0.01977339 3.57923872
2.25725914 5.55822336 4 5.31137097 0.00362256 0.00512926 3.57260082
1.30307292 3.77344267 4 13.8850996 0.00418512 0.01954621 3.56009083
6.23807023 3.44947709 4 85.197001 0.00372612 0.02606691 3.54869121
4.40667828 4.24245737 4 47.8114894 0.0026371 0.01323754 3.51686536
30.9285579 3.47533141 4 457.151123 0.00248069 0.02545981 3.48597247
3.56319716 7.05862121 4 3.22207401 0.00223081 0.00212464 3.46934987
2.93778318 5.59878321 4 37.3459072 0.00060291 0.00499607 3.45900589
1.75769026 7.12531814 4 6.08155527 0.00108973 0.00205095 3.44030488
1.70925293 3.98992598 4 18.8893486 0.00478577 0.01626593 3.41842507
1.34984902 4.76252646 4 8.27732029 0.00435979 0.00888869 3.41215702
2.21344713 3.23278479 4 46.7255127 0.00332246 0.03189122 3.39311346
2.35207196 6.11599101 4 4.7183787 0.00263911 0.00361901 3.38585481
11.2687424 4.77528309 4 124.048149 0.00114867 0.00880591 3.3667349
1.57367163 10.4806356 4 7.15212403 0.00016116 0.00046848 3.33784415
2.55693598 5.51779737 4 3.78449966 0.00449063 0.00526635 3.31906826
1.95007443 4.56899742 4 5.65756703 0.00494148 0.01026858 3.28855425
1.51306903 4.8955146 4 6.87078834 0.00390704 0.00806997 3.24837543
17.4463234 3.10074978 4 287.114064 0.00299933 0.03619479 3.2419487
6.09217671 8.56045271 4 1.45878675 0.00160235 0.00102248 3.23054468
27.3797537 3.63468619 4 335.310951 0.00253495 0.02206814 3.22207849
8.44680938 8.52235901 4 1.03683491 0.00201499 0.00104007 3.19144469
4.5449211 6.26125672 4 43.2590996 0.00049939 0.00331924 3.18835634

11.7306297 4.10550724 4 97.4126611 0.00318709 0.01478631 3.18628821
3.67533295 5.0657654 4 40.4483452 0.0010242 0.00715159 3.10039604
2.02845451 5.3989194 4 23.8091772 0.00092593 0.0056963 3.07894736
1.33337453 4.7734083 4 11.0431015 0.00365193 0.00881801 3.02852052
6.58088189 10.5083748 4 61.0274248 5.69E-05 0.0004637 3.00738425
2.32611103 11.0386153 4 3.4674822 0.00027832 0.00038291 3.00469917
2.39565205 7.21528288 4 3.80193163 0.00117445 0.00195647 2.98733248
7.23000479 4.29217959 4 56.824706 0.002801 0.01272416 2.97023694
15.7645477 12.6438897 4 1.91533719 0.00066107 0.00022528 2.97001798
4.98532791 3.35651281 4 62.6346015 0.00361969 0.02839658 2.95688144
4.93609585 5.59938503 4 38.5385708 0.0010899 0.00499413 2.94184653
1.20344785 4.52105101 4 6.443731 0.00493668 0.01064978 2.93562144
9.15809767 8.52497143 4 1.0944803 0.00224982 0.00103886 2.92994894
1.24244333 5.14782129 4 5.43757505 0.0037003 0.00675462 2.89552999
3.19815759 3.5814326 4 40.867731 0.00306913 0.02313806 2.89432313
16.4664716 4.75951951 4 116.895319 0.00187579 0.00890834 2.87443651
8.24136283 3.02293737 4 104.762075 0.00435441 0.03905037 2.81035653
1.3871695 7.18457307 4 4.79772844 0.00112073 0.00198811 2.80465705

5.32144782 7.36139232 4 1.76009024 0.00244357 0.0018142 2.80253179
2.5398749 8.07772484 4 18.5590254 0.00032496 0.00127607 2.80103685



7.84484894 10.2264579 4 1.10578365 0.00101676 0.0005153 2.79692632
1.32069107 5.5226144 4 9.41696841 0.00219831 0.00524978 2.79251382
1.51094077 4.611382 4 7.10815573 0.00391545 0.00994531 2.7912641
3.90749525 6.19737529 4 26.4068721 0.00085857 0.00344715 2.78461346
1.28130562 9.30341804 4 5.61271736 0.00036869 0.00074276 2.78397011
3.37054645 6.08853596 4 2.22574461 0.00386593 0.00367935 2.78240049
1.34239195 7.40177998 4 5.41620051 0.00102224 0.00177715 2.77455806
2.65552921 4.80684583 4 17.1524772 0.00288462 0.00860507 2.76687777
1.30542789 6.43155775 4 8.98391206 0.00122323 0.00300569 2.7572753
1.10187639 4.84964227 4 7.17902542 0.00413182 0.00834158 2.7318974
3.24103842 7.29384116 4 1.90896512 0.00205125 0.00187833 2.71603207
5.36029861 5.54707462 4 36.9917579 0.00109413 0.00516662 2.70248011
1.08802596 7.45255878 4 8.72075269 0.0005574 0.00173188 2.64274055
6.82629924 10.0676297 4 1.09134892 0.00100241 0.00054752 2.62483678
78.657557 10.1304789 4 12.4183421 0.00217688 0.00053448 2.61092958

1.13224658 4.40216472 4 7.80557439 0.00427724 0.01167151 2.5863075
1.15154038 5.28497891 4 6.07426177 0.0032962 0.00614936 2.58422296
1.47145901 8.3510676 4 4.34127679 0.00070386 0.001124 2.58241485
1.43083312 5.11734969 4 9.55922084 0.00244452 0.00689882 2.57145814
2.4136966 3.9808634 4 20.6562645 0.00363208 0.01638931 2.56784504

292.069236 9.96118227 4 42.9768445 0.0030438 0.00057053 2.55416831
2.13307642 6.4560551 4 15.8268291 0.00065883 0.00296364 2.54973819
1.61782934 5.52528992 4 12.6869299 0.0013211 0.00524061 2.53114588
2.99217388 5.25725332 4 16.7701254 0.00216698 0.00626619 2.53110822
4.08731928 6.27191926 4 1.54689012 0.00466965 0.00329846 2.52548288
1.07625416 5.36287194 4 6.23380797 0.0027169 0.00583509 2.51342473
5.98422453 6.30496652 4 33.7199221 0.00080042 0.00323507 2.49246323
1.13635339 4.93956093 4 6.55175844 0.00459061 0.00781923 2.48819825
7.10935826 13.7656248 4 1.19125545 0.00030043 0.00016138 2.45988641
1.09715125 5.58804592 4 5.1817577 0.00324311 0.00503091 2.45736553
3.47725928 6.9177144 4 22.603205 0.00047611 0.00229138 2.44789717
1.54750791 5.79668163 4 8.10336359 0.0020109 0.00440383 2.44574806
7.11872387 4.55712172 4 38.6405304 0.00308577 0.01036144 2.43362903
1.16125781 6.00312455 4 6.61564685 0.00168132 0.00387514 2.42823565

5.942854 6.41780595 4 1.04550825 0.00462564 0.00302962 2.40867084
169.787647 4.58252277 4 860.520259 0.00283251 0.01016406 2.40487508
2.61788819 4.85670508 4 12.5153895 0.00340799 0.00829905 2.35196404
1.2533341 8.53112343 4 4.37986589 0.00062446 0.00103599 2.34830497

2.30355498 7.17218795 4 2.37319567 0.00173111 0.00200104 2.34753173
1.98161839 10.9520647 4 10.0208989 0.00014197 0.00039483 2.3454803
3.22647665 7.15865462 4 1.82598147 0.00206741 0.0020153 2.32740995
1.51921356 9.38379446 4 8.17034398 0.00027066 0.00071854 2.29649294
1.07360408 5.71926251 4 4.16216413 0.00298157 0.00462469 2.29377204
1.5454223 8.35322388 4 2.99375229 0.00084076 0.0011229 2.28797868

2.73288621 6.88960762 4 2.07248018 0.00212522 0.00232655 2.28610758
4.9593004 10.5826262 4 24.5417455 0.00012412 0.00045119 2.28022749

1.34935196 8.95368931 4 7.1540705 0.00034661 0.00086072 2.2764786
1.93057271 6.25063164 4 2.42897842 0.00282278 0.0033401 2.27206518



6.90410792 7.42032762 4 1.27679266 0.00329255 0.00176045 2.27134827
2.5660106 5.85157632 4 15.8295335 0.00110027 0.00425504 2.26246857

9.89556137 4.94829286 4 53.0306608 0.00179901 0.00777066 2.26027218
13.7033342 15.563221 4 2.77746353 0.00025078 9.95E-05 2.25164433
1.43010729 5.25113419 4 3.97414217 0.00386954 0.00629234 2.24032801
3.40273593 13.4376377 4 1.58031322 0.00021152 0.00017742 2.23021118
5.93428366 5.53019473 4 27.3201668 0.00177891 0.00522384 2.22405826
5.93428366 5.53019473 4 27.3201668 0.00177891 0.00522384 2.22405826
3.38668241 12.8170117 4 15.865321 6.42E-05 0.00021359 2.21530186
2.87717283 7.94336356 4 1.60145113 0.00164402 0.00136015 2.21321818
48.5376487 3.79274751 4 285.662518 0.00396278 0.01922331 2.20485307
1.13288672 7.97495505 4 4.83981257 0.00075934 0.00133978 2.19695044
3.4313318 8.80725992 4 1.40562013 0.00102769 0.00091697 2.19364147

3.02014259 11.8921063 4 1.55711808 0.00031088 0.00028636 2.19264772
6.456777 7.29552443 4 1.43186635 0.00331916 0.0018767 2.17635421

1.40709565 7.48252191 4 3.24140648 0.00132695 0.00170584 2.17562048
1.9125317 8.83961822 4 2.48729751 0.00074506 0.00090416 2.16904141

5.42552227 10.7781993 4 1.16797667 0.00067535 0.00042019 2.16565563
26.5464775 4.5111194 4 115.974981 0.00345251 0.01073087 2.16394178
8.82634671 11.8516804 4 1.90658053 0.00061663 0.0002902 2.15555844
1.83887999 7.24227404 4 8.93527135 0.00067975 0.00192918 2.1527386
3.23602474 5.73319337 4 14.2643405 0.001689 0.00458397 2.15160314
15.9052711 7.5411334 4 3.3638403 0.00428157 0.00165628 2.14981978
1.98140046 5.6544403 4 8.83898663 0.00219921 0.00482014 2.14937455
1.8457427 8.38265823 4 2.64646147 0.00092237 0.00110791 2.13502562
2.324294 5.75577745 4 9.6951549 0.00215353 0.00451887 2.13005761

1.60728289 4.94715512 4 6.78939766 0.00454816 0.00777697 2.12937034
1.05564083 5.39594059 4 4.74790069 0.00349675 0.00570762 2.12814962
1.09662039 5.51150887 4 4.93570896 0.00281118 0.00528808 2.12796478
7.95592784 14.4421997 4 1.78304167 0.00025844 0.00013362 2.12236757
4.95260829 8.26838446 4 1.11584441 0.00166643 0.00116752 2.11936694
4.67740706 8.72878809 4 19.2834884 0.00031684 0.00094899 2.10599371
2.01051158 5.43029294 4 2.36371709 0.00458536 0.00557879 2.10429943
3.04212833 7.09707626 4 1.62499669 0.00230115 0.00208176 2.10248884
5.24559382 5.08892455 4 27.4515642 0.00174308 0.00703674 2.08920248
3.48299719 6.87198235 4 1.44020041 0.00286916 0.00234894 2.08670191
1.41523754 5.34790508 4 3.14713678 0.00388049 0.00589392 2.08601118
1.92579307 4.27299833 4 9.11307325 0.00495175 0.01291931 2.08432264
1.71712289 7.71216015 4 2.30982179 0.00126847 0.0015215 2.06674608
9.33368053 7.11451446 4 37.6003489 0.00062616 0.00206267 2.06390853
3.98257832 4.81502295 4 16.5286505 0.00344423 0.00855395 2.05948183
1.47306873 7.64022584 4 2.79944077 0.0012377 0.00157647 2.0511697
1.56508804 8.79043144 4 2.75850566 0.0007485 0.00092372 2.04536794
3.06923947 4.71524989 4 12.510931 0.00401371 0.00920386 2.04355494
21.3837966 9.41631539 4 5.22683782 0.00196608 0.00070902 2.0407545
3.83737887 4.65068237 4 16.9892351 0.00349631 0.00965653 2.03428509
5.71034796 6.51793396 4 1.38088681 0.00473049 0.00286061 2.02782388
1.70970342 11.081773 4 2.41271161 0.00032827 0.00037714 2.02502489



6.48170123 6.04816055 4 24.5755704 0.0013768 0.00377035 2.02259193
17.3545942 8.35411003 4 3.94207569 0.0031327 0.00112244 2.02127859
7.99377108 4.71737015 4 28.6009186 0.00380667 0.00918943 2.00348048
7.27265069 7.61289333 4 1.62644412 0.00310215 0.001598 1.99248085
1.15330598 6.84111105 4 3.66926501 0.00148365 0.00238881 1.99063051
2.4584025 6.45268904 4 1.71774678 0.00290425 0.00296938 1.97585642

3.65202407 9.99432438 4 1.07212676 0.00074504 0.00056324 1.97147321
1.40662922 5.92550887 4 2.7007877 0.00304333 0.00406425 1.96970886
1.23649407 6.7987404 4 4.99691504 0.00121257 0.00244489 1.9661385
5.47993534 7.5418284 4 19.605085 0.00064405 0.0016557 1.96076063
1.82882271 6.46711548 4 2.01178594 0.00286458 0.00294489 1.95991642
4.30452852 11.8506189 4 1.13069843 0.00040463 0.0002903 1.95973572
2.12324672 5.91420004 4 2.12333044 0.00374947 0.00409275 1.95829812
1.96319622 8.7656129 4 1.76442601 0.0009042 0.00093379 1.95225163
1.27808252 5.04391763 4 4.21415885 0.00495706 0.00726204 1.94841794
3.30039575 6.09114319 4 12.1871289 0.0015953 0.00367357 1.93685337
6.09992961 9.47176307 4 22.1935373 0.00023309 0.00069315 1.9344945
7.85264326 6.80931328 4 28.2379833 0.000865 0.00243074 1.93092184
6.51286582 4.73911136 4 21.1754068 0.00423235 0.00904312 1.92875263
3.85449844 6.54940095 4 1.12708584 0.00366371 0.0028099 1.92495461
1.07032004 6.37832158 4 3.58890493 0.00218226 0.00309963 1.91477089
11.0284877 12.7257238 4 3.12127333 0.00046621 0.00021966 1.91363549
1.01074343 6.11708276 4 3.76904733 0.0023399 0.00361663 1.9082009
5.14131056 4.21468033 4 20.7776647 0.00493533 0.01353522 1.90603715
14.8508953 11.4995029 4 4.2143662 0.00072717 0.00032648 1.9057566
4.09132061 6.6867209 4 1.23641673 0.00347498 0.00260116 1.90236071
4.73392068 6.26604902 4 18.4144932 0.0010693 0.00330988 1.89748481
2.86464572 7.54471622 4 9.33477315 0.0007919 0.00165331 1.89724714
1.69430639 4.93748473 4 6.8679256 0.00352053 0.00783084 1.89028961
9.04408603 8.43204801 4 2.73971386 0.00199299 0.00108332 1.88855069
1.50221044 4.5948938 4 5.85833612 0.00475951 0.01006958 1.8878847
3.37280093 5.0997877 4 10.557561 0.0035937 0.00698364 1.88388692
15.1897975 4.72505969 4 49.236645 0.00394701 0.00913736 1.87510748
6.44240545 16.5225784 4 1.894633 0.00014257 7.86E-05 1.87394556
1.08285175 6.08561147 4 3.54046341 0.00254489 0.00368585 1.87208549
1.53758163 6.17451387 4 2.29603434 0.00309217 0.00349439 1.86981677
1.01542173 5.82569289 4 3.50413894 0.0030427 0.00432442 1.86729331
2.4110311 9.54651992 4 1.4521753 0.00078679 0.00067244 1.86487007
1.3211508 6.54219964 4 4.50174591 0.00162026 0.00282141 1.86368742
3.0357222 6.4492054 4 1.24499472 0.0034441 0.00297533 1.86056307

2.12417796 6.19814784 4 1.74653525 0.0033155 0.00344557 1.85939019
2.10184788 6.51921072 4 6.86495439 0.00163691 0.00285853 1.85880537
1.31136889 9.45570264 4 2.7473748 0.00051073 0.0006977 1.85008919
2.83975954 4.87353895 4 10.0244311 0.00406218 0.00819872 1.84885569
4.88476767 6.73005517 4 1.41556649 0.00434626 0.00253929 1.84519076
1.91270656 6.06349085 4 1.65582337 0.00367584 0.00373547 1.84413633
1.09798304 5.8396502 4 4.08240807 0.00247033 0.00428683 1.84343825
2.86326665 5.18794254 4 8.57334591 0.00362849 0.00657033 1.84235694



15.3747238 5.15323071 4 53.5085938 0.00227896 0.00672941 1.8422279
3.37939324 6.05782435 4 10.8091742 0.00193132 0.00374832 1.84165572
2.78993842 12.1993943 4 1.18507827 0.00032335 0.00025917 1.8402268
2.20817732 5.93381123 4 7.58513102 0.00192798 0.00404349 1.8371928
1.49787003 7.25829906 4 2.42495441 0.00152909 0.0019132 1.83420743
10.147939 6.85753911 4 2.74852702 0.00489971 0.00236749 1.83236317

17.7654854 5.47062861 4 53.6564069 0.00230394 0.00543203 1.83204904
4.2387002 5.49200747 4 13.3043955 0.00258152 0.00535616 1.83069477

6.61090602 7.82781636 4 2.05560061 0.00231742 0.00143799 1.82847562
1.70845864 6.1108606 4 2.12259599 0.00332901 0.00363019 1.82698955
1.06803303 7.66719903 4 3.27753149 0.00113907 0.00155557 1.8207555
1.19606213 5.64239347 4 3.75796673 0.00369046 0.00485757 1.82018567
1.35333553 8.20608136 4 4.53676578 0.00069572 0.00120169 1.81888118
195.854696 8.39459849 4 58.7476755 0.00314943 0.0011019 1.81245515
1.14029382 5.78531635 4 3.48070376 0.00337791 0.00443543 1.80935839
12.8301509 4.60438592 4 45.0911078 0.00354488 0.00999781 1.80119669
3.04974986 6.30894081 4 9.58065251 0.00168417 0.00322755 1.80112419
1.64059249 6.25678027 4 4.85787409 0.00215378 0.00332801 1.79937636
2.33470605 4.94104537 4 6.70252209 0.00481941 0.00781095 1.7988218
3.32472345 7.94134072 4 1.10116524 0.00181142 0.00136146 1.79831722
1.32857395 8.54080128 4 2.37749242 0.00085524 0.00103151 1.79622021
2.30831186 7.67137735 4 1.38582425 0.00178152 0.00155237 1.79277643
2.47371305 6.06125547 4 1.27829375 0.00468015 0.00374053 1.79043548
3.40535194 6.11813635 4 10.2039673 0.00184892 0.00361435 1.78592738
2.25237493 5.6756022 4 7.2478006 0.00233709 0.00475524 1.7851719
2.99674393 6.49130176 4 1.08200548 0.00324425 0.0029044 1.78292248
4.61391795 4.40748141 4 16.843556 0.00458203 0.01162335 1.77988493
2.04869962 5.47800705 4 6.55881706 0.00291706 0.0054057 1.77495915
14.3650874 5.04518395 4 40.9047581 0.00341561 0.00725559 1.77379602
1.91549143 7.22100865 4 1.78250965 0.00187406 0.00195064 1.77339524

1.2516 6.27673976 4 2.37777836 0.00295328 0.00328912 1.7709058
1.22824373 6.80985486 4 3.80554135 0.00154896 0.00243002 1.76500425
3.1361929 6.19655558 4 10.230799 0.0014625 0.00344883 1.76442301

1.97085216 5.32780414 4 6.34001384 0.00308904 0.00597408 1.76078251
1.40726978 7.67674156 4 4.62735309 0.00088033 0.00154826 1.76035654
1.20865077 9.08398015 4 2.76213968 0.00061071 0.00081424 1.75563922
1.20865077 9.08398015 4 2.76213968 0.00061071 0.00081424 1.75563922
5.57622797 9.98496105 4 1.906564 0.00088467 0.00056529 1.75365797
1.36763197 8.38408078 4 4.48060858 0.00065205 0.00110719 1.7509721
11.9976321 4.63068977 4 39.3372519 0.00367568 0.00980214 1.74375598
2.29323239 6.49653866 4 1.45619708 0.00311231 0.00289572 1.74287244
1.31626662 13.5161413 4 2.27628556 0.00015135 0.0001734 1.7397086
1.63155028 6.43855695 4 1.97924696 0.00282795 0.0029936 1.73849958
4.01179932 5.96687868 4 1.34227513 0.00487065 0.00396208 1.73826153
4.15607963 7.31661219 4 13.2069649 0.00076461 0.00185641 1.73529964
2.00920149 5.24297862 4 6.63279729 0.00337319 0.0063274 1.73401144
1.10351827 6.6065616 4 2.68417257 0.00217343 0.00272059 1.73275903
2.90021711 8.95628219 4 1.01454932 0.00108222 0.00085977 1.73154238



1.9440364 5.08621311 4 5.60256791 0.00479385 0.00705007 1.73143917
7.50768473 5.83383987 4 21.0094545 0.00210763 0.00430243 1.73115476
57.1664364 9.23862623 4 170.74979 0.00026172 0.00076303 1.73040166
3.92285667 5.90900677 4 12.5218193 0.00166812 0.00410591 1.72976012
5.72646099 4.73998323 4 16.9269036 0.00412075 0.00903731 1.72783316
1.26082926 5.9501422 4 3.61778224 0.00280114 0.00400303 1.72403468
1.89808819 5.74702331 4 1.3682397 0.00470142 0.00454397 1.72002612
1.93457063 7.03451467 4 1.56999436 0.00214397 0.00215208 1.71981062
5.20425099 4.71942661 4 15.29119 0.00456928 0.00917547 1.71941099
15.5395023 6.16011044 4 46.8215106 0.00136489 0.00352457 1.71798715
1.44726471 5.38918807 4 2.23314844 0.00463407 0.00573337 1.71744954
3.45701428 4.80060013 4 10.5077527 0.00409905 0.00864437 1.71522167
2.13896008 6.61944218 4 1.43240952 0.00292627 0.00270096 1.70753479
1.4760391 6.34515775 4 1.91306489 0.00311703 0.00315998 1.70683158

1.03451733 8.42145445 4 2.57894525 0.00086765 0.00108854 1.701632
28.5901427 12.9083532 4 9.6600569 0.00052294 0.00020772 1.70037003
2.03892137 6.54906875 4 1.40868581 0.00307675 0.00281043 1.69995561
3.19458276 6.38082494 4 10.005668 0.00135134 0.00309513 1.69942682
2.47566519 9.12066563 4 7.21369303 0.00042725 0.00080171 1.698205
1.72887824 6.57067398 4 4.67217283 0.0018909 0.00277625 1.69290982
1.09866291 6.57637741 4 2.67090463 0.00224427 0.00276731 1.69272303
24.9346607 4.88333555 4 80.5213321 0.00277645 0.00814102 1.68990962
60.8553159 5.88423632 4 162.212341 0.00183582 0.00416943 1.6858549
6.59498697 5.94560835 4 20.1780229 0.00152908 0.00401421 1.68156944
1.4123284 5.94092888 4 1.9570906 0.00404272 0.00402579 1.6780919

20.1818329 17.3641319 4 7.22516459 0.0001405 6.46E-05 1.67775001
1.16043281 5.64985128 4 2.35283798 0.00392304 0.00483435 1.66622582
15.6158984 6.55988718 4 41.1934434 0.00128947 0.00279325 1.66433992
1.01643406 6.13583342 4 2.69162243 0.00305962 0.00357616 1.6610244
1.62002575 5.41676829 4 3.96020519 0.0040768 0.00562908 1.6558495
10.4342763 6.98787628 4 3.78866615 0.00420588 0.00220642 1.65095737
10.093844 11.0080898 4 3.66770131 0.00076205 0.00038706 1.6496688

1.35717836 4.99465238 4 4.07384084 0.00479758 0.00751884 1.64766133
1.02385091 6.11517313 4 3.09272856 0.00261705 0.00362079 1.64514142
1.30619983 8.03681556 4 2.12104663 0.00103957 0.00130097 1.64453141
6.33274229 8.53682546 4 2.27934042 0.00172583 0.00103335 1.64326732
2.4080071 10.0054251 4 1.12257016 0.00067318 0.00056082 1.64259275

16.8716999 18.7650071 4 6.24320505 0.0001 4.75E-05 1.63988266
4.16062942 7.38189308 4 10.9496915 0.00094476 0.00179528 1.63972354
7.42701341 7.07768257 4 2.57178383 0.0036961 0.00210325 1.63842372
2.02317742 8.95310529 4 1.35506882 0.00092688 0.00086094 1.63795001
1.2972329 5.46732684 4 3.60652009 0.00346135 0.00544386 1.63701292

26.1187601 5.36924635 4 74.383261 0.00224529 0.00581025 1.63092422
54.0366882 5.50707123 4 130.786589 0.0026199 0.00530348 1.61679947
1.00410492 5.70905049 4 2.79177535 0.00361797 0.00465483 1.61284865
1.58319688 7.72489082 4 1.68790589 0.00136761 0.00151202 1.61283166
1.49208468 5.93986819 4 3.95636625 0.00258369 0.00402843 1.61165803
2.21870396 5.86300645 4 6.25140113 0.00230553 0.00422483 1.61094023



1.82576774 5.93317784 4 1.40985281 0.00453001 0.00404507 1.60970781
1.19250411 5.29107481 4 3.18861524 0.00483116 0.00612403 1.60948004
1.28291721 6.19644369 4 3.43014703 0.00224518 0.00344906 1.60525416
1.05233419 6.54225117 4 2.48328815 0.00242387 0.00282132 1.60407802
2.31967685 4.77827541 4 6.76892282 0.00480626 0.00878662 1.60241484
1.54232444 6.38370754 4 1.68542758 0.00267978 0.00308997 1.59985763
7.35425518 8.32528163 4 2.83174792 0.00186382 0.00113735 1.59320839
1.12018082 8.55938119 4 2.71289912 0.00081856 0.00102297 1.58999099
1.12654797 5.40589114 4 3.07875597 0.00410183 0.00566993 1.58649277
3.11924479 5.9194412 4 1.27609202 0.0047096 0.00407951 1.58637171
1.25321672 5.51199788 4 3.07008935 0.00441707 0.00528639 1.5860148
1.06501223 12.3676048 4 2.73634344 0.00019088 0.00024565 1.58513593
3.72430733 7.59271934 4 1.59435481 0.00210273 0.00161412 1.58499337
11.8916018 6.56182472 4 5.01321785 0.00477568 0.00279019 1.58232069
1.64758138 8.17381482 4 4.26029626 0.00075349 0.00121987 1.57950334
1.3077352 5.07173278 4 3.44506362 0.0049718 0.00712178 1.57797687

1.55357526 6.03435539 4 1.76118305 0.00359363 0.0038021 1.57748674
3.08162619 9.82898167 4 1.25331569 0.00080207 0.0006008 1.57679619
2.0520102 12.7718509 4 1.22313582 0.00024267 0.00021657 1.57489684

3.70277996 4.81592243 4 9.50832575 0.00485739 0.00854835 1.57193437
16.2882237 7.95681433 4 6.4091621 0.0027933 0.00135143 1.57075439
6.18046903 6.39519536 4 2.69748593 0.00456666 0.00306947 1.56898344
6.2175895 7.52541279 4 14.6669832 0.00091365 0.0016694 1.56268028

1.98837267 7.1422992 4 1.24104809 0.00209376 0.00203269 1.55930103
1.72438432 6.70308036 4 1.28434502 0.00265306 0.00257759 1.55868837
4.58606916 7.00033104 4 1.94335739 0.00318195 0.00219174 1.55699388
3.58675866 9.00239333 4 1.57235532 0.00111535 0.00084297 1.5563541
45.3083044 7.0899746 4 106.653188 0.00096944 0.0020896 1.55500288
1.64460247 6.18920956 4 3.65445241 0.00261252 0.00346393 1.55358293
1.2100574 6.81784289 4 1.95666834 0.0021517 0.0024194 1.55236744

1.65917229 5.88208404 4 4.34118689 0.00267907 0.00417501 1.55189475
2.60677647 6.7857983 4 1.08387616 0.00315456 0.00246234 1.550825
20.0654656 7.72689483 4 49.0830702 0.00065276 0.00151053 1.54841284
1.08294685 7.67302461 4 2.05538168 0.00136655 0.00155111 1.54792355
9.48021003 5.21040007 4 24.4108171 0.00297922 0.00646985 1.54544511
1.3655043 5.64586682 4 1.70022031 0.00430267 0.00484674 1.54518248

28.2547979 4.66615184 4 74.8516094 0.00394547 0.00954566 1.5446567
1.96265022 9.23392306 4 1.18406751 0.00082477 0.00076452 1.54167181
5.89689756 8.58778598 4 2.50535339 0.00162426 0.00101008 1.53857953
1.67525333 6.24705232 4 3.80468743 0.00241789 0.00334717 1.53666229
16.3784281 5.01987456 4 36.2488412 0.00428416 0.00738601 1.53629466
1.06388512 6.23985539 4 2.41557498 0.00273119 0.00336143 1.53239948
50.4341033 5.52449305 4 121.316705 0.00236025 0.00524334 1.53161183
1.30890283 6.4570373 4 1.73331272 0.00289776 0.00296197 1.53076241
1.64675047 5.20352276 4 3.93150669 0.00452412 0.00650042 1.52683833
1.90171858 5.19527433 4 4.65856875 0.00409858 0.00653732 1.52378413
2.14660414 5.82136381 4 5.47198201 0.00260411 0.00433615 1.52331327
1.26410234 6.17406209 4 2.74102549 0.00290256 0.00349534 1.52285704



2.51812554 6.58506052 4 1.11627904 0.00321417 0.00275377 1.52120022
1.1097086 5.97019242 4 2.18623208 0.00318158 0.00395403 1.52112593

29.0706097 5.50510637 4 71.1151634 0.00234222 0.00531031 1.52045822
1.51029476 6.6414032 4 1.59530431 0.00266558 0.00266787 1.51993584
12.5453193 6.37809617 4 27.841182 0.00162082 0.00310004 1.51655751
1.27778264 5.97437104 4 1.94241333 0.00356319 0.00394391 1.51556527
917.050031 6.02662114 4 1969.30775 0.00202671 0.00382002 1.51309393
5.35803336 8.48527325 4 2.38262651 0.00150551 0.00105757 1.51034342
1.47225667 10.1031012 4 1.5319383 0.00051994 0.00054012 1.50921418
32.3403623 4.85321696 4 72.8039014 0.00427338 0.00832002 1.50919492
1.98623642 5.73932961 4 1.05233522 0.00496919 0.00456617 1.50893784
1.75887064 5.90055762 4 4.18900751 0.00268168 0.00412744 1.50793398
1.02171653 5.65101602 4 2.40817905 0.00385676 0.00483074 1.50685397
56.4861312 14.179674 4 25.5390418 0.00028079 0.00014362 1.5038457
2.98522889 6.80376618 4 6.47921524 0.00160407 0.00243815 1.49997641
5.03185661 6.60220385 4 11.8196176 0.00142755 0.00272728 1.49935023
1.25365485 6.22824694 4 2.58220443 0.00282377 0.00338459 1.49854419
2.97273178 8.41455358 4 1.38212169 0.00131673 0.00109195 1.49826755
23.8919059 4.63786699 4 58.1509819 0.00436506 0.00974956 1.49337398
12.723299 8.17707509 4 5.90099694 0.00195515 0.00121802 1.49107087

2.47673217 5.12104189 4 6.03174336 0.00415902 0.00688115 1.49061534
16.3284136 5.07031916 4 39.0491191 0.00336884 0.00712883 1.49059624
2.3880659 5.53121864 4 5.21448609 0.00376534 0.00522035 1.48933295

1.79982759 12.3597495 4 1.28779245 0.00025616 0.00024626 1.48842485
14.266841 6.12768362 4 32.9535971 0.00174345 0.00359368 1.48842459

1.18598132 9.55224011 4 2.77167386 0.00051336 0.00067088 1.48783811
1.49541944 10.4824177 4 1.46603438 0.00045056 0.00046817 1.48437142
1.75067877 6.79195998 4 4.12963857 0.00166388 0.00245401 1.48331471
22.940773 13.4152441 4 10.3577178 0.00034367 0.00017858 1.48067255

4.84099723 11.4954521 4 2.19188279 0.00049116 0.00032693 1.47956285
1.2236946 6.13064299 4 2.61577344 0.0031502 0.0035873 1.4761424

7.10655352 5.07330805 4 14.2621585 0.00454412 0.00711393 1.47515163
12.8098158 8.5124524 4 5.67927006 0.00189409 0.00104471 1.47484153
4.15651416 6.31023968 4 8.73874507 0.00209527 0.00322509 1.47236498
2.27183462 5.34478628 4 5.23589487 0.00374445 0.00590627 1.47195934
1.56008216 5.70829156 4 1.30410873 0.00470148 0.00465708 1.47109669
11.6452134 6.63524651 4 5.1976346 0.00461747 0.0026771 1.46725952
1.71329358 8.6760055 4 1.21018521 0.00103467 0.0009713 1.46659392
3.17374784 5.13432131 4 7.51153541 0.00399925 0.00681805 1.46603296
1.34598007 9.03993592 4 2.91975173 0.00060815 0.00082959 1.46078464
2.03559463 5.63207209 4 4.06344368 0.00362731 0.00488992 1.4560553
1.60599998 7.28193936 4 3.38514551 0.00138606 0.00188992 1.45566681
140.050344 12.3787391 4 68.0635107 0.00045676 0.00024478 1.45431676
1.11869786 8.9386932 4 2.33837526 0.00072348 0.00086628 1.45429865
23.9286577 14.5143648 4 51.0770805 6.26E-05 0.00013102 1.45204217
16.6294891 5.28222262 4 34.972478 0.00345317 0.00616085 1.45159065
1.53067232 7.28393846 4 3.35495466 0.00136009 0.00188797 1.45139682
2.82881779 6.10165385 4 1.44367062 0.00436952 0.00365037 1.44630715



3.13978794 10.8651166 4 1.45379097 0.0005184 0.00040727 1.44560969
10.1305237 6.51044999 4 4.92370072 0.00446845 0.00287283 1.44509955
57.5683486 5.29924557 4 129.109344 0.00285682 0.00609028 1.44371235
2.59037171 6.25685051 4 1.19888855 0.00387139 0.00332787 1.44170616
2.32260546 5.0514256 4 5.02551694 0.00470785 0.00722385 1.44152764
29.6916989 6.57198136 4 14.6665505 0.00465582 0.0027742 1.44109636
1.4923486 5.74123381 4 1.32735346 0.00474452 0.00456066 1.43662129

1.80336877 6.53069724 4 1.15011284 0.00287811 0.0028399 1.43585199
12.7290422 11.430682 4 25.676721 0.00018462 0.00033421 1.43432796
3.97272966 6.49922231 4 7.89025747 0.00197874 0.00289129 1.43118645
3.46259321 8.29459272 4 1.63130855 0.00150633 0.0011535 1.43105009
9.87904779 9.63379172 4 4.84292374 0.0010775 0.00064922 1.42936759
1.14328887 9.88210127 4 2.37541786 0.00048922 0.0005884 1.42855105
2.0527561 6.71891164 4 1.08403226 0.00280376 0.00255503 1.42659323

3.86738898 9.6388258 4 8.02759877 0.00037647 0.00064791 1.42511511
3.87628712 7.01084588 4 1.96403091 0.00269117 0.00217945 1.42222804
3.89316198 6.11062891 4 1.95364906 0.00438566 0.0036307 1.42157095
9.15734856 6.8471356 4 4.64415039 0.00343391 0.00238096 1.42111339
2.52973981 6.53628361 4 1.24645369 0.0031587 0.0028309 1.42035278
7.02895478 5.9155707 4 13.6676503 0.00266895 0.00408928 1.41852012
1.25226124 6.24491451 4 2.66800365 0.00271761 0.0033514 1.41697366
1.53044647 6.07331933 4 3.00133318 0.00312889 0.00371332 1.41697024
1.21594216 8.80404614 4 1.67444679 0.00087725 0.00091825 1.41524619
1.7070381 5.77391925 4 1.17299811 0.00499292 0.0044674 1.41377368

1.31000514 6.75664001 4 2.48630403 0.0021484 0.00250223 1.41220132
1.24154715 7.87471083 4 1.57018141 0.00129729 0.00140575 1.41151832
1.66145367 5.95422237 4 1.23155408 0.00397549 0.003993 1.41035714
1.67523696 6.63869345 4 1.2510522 0.00275279 0.00267193 1.40926018
1.39768241 5.55727962 4 2.83705823 0.00385276 0.00513241 1.40718747
1.89423385 8.71980626 4 3.78132919 0.00068354 0.00095274 1.40687282
3.31423396 6.4049789 4 1.68142486 0.00365797 0.00305215 1.4045345
33.0318303 6.64163691 4 17.4815633 0.00417891 0.00266752 1.40399541
13.8006865 9.1908224 4 6.95945536 0.00132999 0.00077842 1.40140356
1.58566571 7.89469079 4 2.98678909 0.0011321 0.00139228 1.39919403
5.9906647 6.36640547 4 12.292038 0.00180674 0.00312115 1.39872768

9.05036747 6.64183884 4 4.80531967 0.00396224 0.00266722 1.39716073
2.72547922 5.61949458 4 4.9339791 0.00375938 0.0049297 1.3937062
8.21590807 7.6860342 4 4.22868185 0.00234422 0.00154118 1.39260455
28.9320628 5.18765632 4 53.7050075 0.00414191 0.00657162 1.39176326
6.3253471 6.77389947 4 3.13072214 0.0036775 0.00247852 1.3891443

1.86513723 5.88319494 4 3.7513342 0.00297286 0.00417213 1.38873453
6.44933266 7.33754975 4 12.8478839 0.00103369 0.00183653 1.38826654
8.0641485 6.09295424 4 16.587167 0.00203083 0.00366956 1.38747036

2.98313542 6.24616437 4 1.54604163 0.00432992 0.00334892 1.38367061
2.70216521 6.87109454 4 1.42350036 0.00271742 0.00235008 1.37918174
5.62037905 9.18251701 4 3.06560853 0.00108584 0.00078113 1.37759673
2.22848134 6.21151687 4 1.18697699 0.00403589 0.00341832 1.37696871
1.87456026 10.6427082 4 1.00938001 0.00048709 0.00044137 1.376302



1.62733563 6.13080436 4 3.09061518 0.00274218 0.00358696 1.37423749
3.46145075 6.17151297 4 1.81280917 0.00463672 0.00350066 1.3735157
55.6689297 7.80252696 4 28.4817963 0.00264078 0.00145575 1.37336208
10.9034792 6.41555024 4 19.972655 0.00189648 0.00303357 1.37043162
3.46711357 6.7182941 4 1.91639281 0.00323149 0.0025559 1.36854785
1.07766449 7.98333434 4 1.94890445 0.00122762 0.00133444 1.36231001
4.61287186 7.96170932 4 2.44897996 0.00187345 0.00134827 1.36147077
1.72321276 8.54417429 4 1.07132434 0.00111519 0.00102995 1.36019116
3.11214743 5.19901475 4 5.90979434 0.00433015 0.00652055 1.35926592
4.69487995 6.24649178 4 2.56216394 0.00462444 0.00334828 1.35415139
2.14507078 6.68276988 4 3.99269422 0.00197801 0.0026069 1.3529579
2.35789433 5.81730774 4 4.39641425 0.00321771 0.00434719 1.35131906
1.44793216 6.46295938 4 1.25664895 0.00312811 0.00295192 1.35094106
5.24526458 6.324448 4 2.91542647 0.00407495 0.0031984 1.34690995
5.00895206 5.13613103 4 9.73790479 0.00426016 0.00680951 1.346841
1.61266481 6.22664099 4 2.99900838 0.00260017 0.00338781 1.34496381
4.58955141 5.31095358 4 8.7307908 0.00381055 0.00604231 1.34421458
5.81672783 6.83836707 4 3.2726035 0.00312976 0.00239239 1.34375246
1.26328571 5.44651865 4 2.30842522 0.00470371 0.00551918 1.34338328
8.86655538 5.85120442 4 16.4819494 0.00261851 0.00425602 1.33951211
7.09065061 6.39508321 4 3.96168766 0.00443417 0.00306967 1.33646829
3.00149134 5.14730263 4 5.50456943 0.00477855 0.00675705 1.33627254
1.92791635 5.63070064 4 3.41546242 0.00401497 0.00489424 1.33582529
1.77076893 5.82701904 4 1.02227095 0.00474513 0.00432083 1.33381561
1.49776133 7.05166915 4 1.17528029 0.00221842 0.00213251 1.33042108
3.81641448 5.64270659 4 6.89134692 0.00329217 0.00485659 1.32837552
4.16378681 13.4577554 4 2.40887013 0.00022705 0.00017638 1.3277492
2.8674675 5.69390616 4 5.17227506 0.00349977 0.00469997 1.32749733

3.53141944 5.69435824 4 6.33303603 0.00341116 0.00469861 1.32733051
2.81231454 10.1026248 4 1.65356232 0.00063805 0.00054021 1.32727356
6.9248648 4.9275906 4 12.7141422 0.00487646 0.00788642 1.32549323

1.07564926 19.229771 4 1.88717549 3.79E-05 4.31E-05 1.32269919
1.02689836 5.68140814 4 1.72082607 0.0042061 0.00473762 1.32250557
4.14527994 9.62677439 4 7.40873399 0.0004318 0.00065105 1.32089901
5.89972627 6.96264864 4 3.42249051 0.00306635 0.00223651 1.31966459
4.2426311 8.24965014 4 7.2064849 0.00082838 0.00117766 1.31819556

7.32368387 55.343614 4 4.19954416 9.25E-07 6.38E-07 1.31794965
1.68234555 5.74646464 4 1.0074347 0.00463504 0.00454558 1.31676889
1.59253735 5.9501525 4 2.8492947 0.00334029 0.004003 1.31616468
5.01578138 7.6930048 4 2.93103038 0.00201172 0.0015359 1.30856544
2.00335517 7.08207945 4 1.18288562 0.00238378 0.00209836 1.30605524
6.71661272 5.14648642 4 12.2256265 0.00432371 0.00676086 1.30569653
1.10916949 11.5234979 4 1.56206509 0.00030688 0.00032383 1.30504166
1.07237235 9.15635179 4 1.6202971 0.00073262 0.00078976 1.29883094
4.85874473 6.14008018 4 2.9232007 0.0043974 0.00356706 1.2966028
5.14593628 9.03517421 4 3.13610754 0.00106401 0.00083128 1.29481727
1.35392828 5.40273323 4 2.25214309 0.004803 0.00568186 1.29010563
4.01054223 5.37398678 4 7.01066463 0.004058 0.00579186 1.28942453



1.7949744 6.49582469 4 1.09901887 0.00306193 0.00289691 1.28848257
9.48414752 6.24222454 4 5.55399059 0.00473536 0.00335673 1.28765826
4.31254457 9.03209524 4 2.54785253 0.00106571 0.00083237 1.28685611
7.41200057 9.30329706 4 4.58187749 0.00100809 0.0007428 1.28567939
1.10698908 6.87985328 4 1.81620085 0.00218515 0.00233891 1.28523027
6.56280214 10.7055297 4 10.5757033 0.00030201 0.00043139 1.2846334
1.02657153 5.52814922 4 1.67899713 0.0047613 0.00523082 1.28357973
17.2134074 6.18456023 4 27.870222 0.00234001 0.00347354 1.28164438
24.4526321 7.64098819 4 14.8237838 0.00232879 0.00157587 1.28121465

25.69392 7.88501661 4 15.269591 0.0021518 0.00139878 1.28100565
3.80956663 6.28118678 4 6.11676437 0.00250326 0.00328053 1.27991981
3.24181132 6.66397216 4 5.41796403 0.00189059 0.00263439 1.27678689
1.99905941 7.49659135 4 1.22676203 0.00181869 0.00169378 1.27178332
7.65001435 8.07594754 4 4.89401363 0.0016885 0.00127714 1.26975514
1.91321915 5.70462784 4 1.13772589 0.00500091 0.00466796 1.26722743
1.31204604 6.62272922 4 1.21626618 0.00279408 0.00269597 1.26273777
13.7270324 5.27651243 4 21.5370681 0.00438983 0.00618475 1.26272384
1.74105048 5.43106113 4 2.61813514 0.00492464 0.00557595 1.25690133
4.93100582 8.02596104 4 7.86897607 0.00094888 0.00130768 1.25414833
2.48295475 7.01384796 4 1.57950328 0.00249728 0.00217595 1.24811502
2.27341747 5.80633807 4 1.45274913 0.00476231 0.0043772 1.24331318
25.1829503 6.7678535 4 16.0069136 0.00365179 0.00248679 1.24206095
1.53850395 7.75271682 4 2.32065965 0.00132674 0.00149155 1.2414083
24.4765418 6.4008002 4 16.0659398 0.00417359 0.00305953 1.24044552
1.61391633 5.6293523 4 2.359814 0.00443228 0.00489849 1.23922982
47.1053769 7.28181471 4 31.4725096 0.00256445 0.00189004 1.23884698
4.87469786 28.5637755 4 3.18015895 1.14E-05 8.94E-06 1.23736655
1.35479221 6.8007122 4 1.10757647 0.00249852 0.00244224 1.23555172
1.97565934 7.60742921 4 3.03583104 0.00130682 0.00160235 1.23534216
3.76065168 6.85664287 4 2.47801222 0.002855 0.00236865 1.23475234
1.18635195 5.70009601 4 1.8710637 0.00431422 0.00468145 1.23365108
5.3669698 7.3186825 4 3.46978458 0.00239616 0.00185443 1.23349879

2.84236512 6.99081202 4 1.84256474 0.00249922 0.00220295 1.23349773
29.0628704 5.25339356 4 45.7895004 0.00417804 0.00628267 1.23080665
6.12978327 6.5131176 4 4.19274015 0.00344154 0.00286847 1.21946575
1.0414231 5.99329635 4 1.5302179 0.00365586 0.00389848 1.21352068

11.3807788 8.01391491 4 16.934983 0.00094251 0.00131517 1.21203763
3.68787093 8.28899409 4 2.50527141 0.00141298 0.00115648 1.21066391
2.17338577 6.0909745 4 1.4746009 0.00400043 0.00367394 1.20870349
4.38644486 8.14817719 4 3.05282187 0.00150214 0.00123456 1.20310173
6.05128949 9.01468559 4 4.19428655 0.00106365 0.00083856 1.20295095
12.2017917 6.24603082 4 8.24835891 0.00452952 0.00334919 1.20281613
3.45905115 9.26718538 4 2.39356886 0.00090179 0.00075401 1.20230697
1.65406417 5.69002559 4 2.42382905 0.00406362 0.00471162 1.20179306
2.53847785 6.18899736 4 3.56917825 0.00297765 0.00346437 1.19894463
1.41005807 7.77919971 4 2.01328081 0.00138503 0.00147238 1.19881204
1.12818637 6.08637478 4 1.31475552 0.00359712 0.00368415 1.19561399
12.6366989 5.61753657 4 18.07974 0.00371815 0.00493593 1.19422133



2.34700187 5.81060835 4 1.60233938 0.00483661 0.00436549 1.1930992
1.10161753 7.9557666 4 1.26494467 0.00134007 0.0013521 1.19281515
28.937355 9.86784751 4 20.3358565 0.0008032 0.00059169 1.19251833

18.8701157 9.21529359 4 13.1885379 0.00103289 0.00077049 1.19004442
1.08724966 7.72847624 4 1.27364541 0.00150137 0.00150936 1.18815816
1.93979117 6.25395222 4 2.71269858 0.00304884 0.00333357 1.1851403
33.0916859 8.24223837 4 23.9192579 0.00155436 0.00118171 1.1796552
1.31037264 6.48522392 4 1.78008804 0.0027806 0.00291451 1.17258424
1.13251542 6.68370078 4 1.52177558 0.00253946 0.00260555 1.172355
35.4937275 6.10524507 4 47.9976819 0.0028475 0.00364248 1.17223043
2.08649397 8.7995875 4 1.5443106 0.00098846 0.00092004 1.1691037
10.9285923 6.94633226 4 14.7637107 0.0018102 0.00225625 1.16716063
4.46495116 5.90195368 4 3.27184291 0.00482175 0.00412388 1.16048985
169.266331 7.06893385 4 128.26846 0.00263956 0.00211304 1.15982416
6.68770037 9.85159687 4 9.01356624 0.00047347 0.00059548 1.15799189
2.95758925 6.55625329 4 2.19947657 0.00320094 0.00279901 1.15323605
2.35789401 6.15122186 4 3.13871635 0.00308088 0.00354335 1.1509596
5.76794529 5.54564132 4 7.44410722 0.00450173 0.00517145 1.14711013
4.19564693 8.52655277 4 5.51166089 0.00086709 0.00103812 1.14157055
4.09102777 7.24468463 4 3.17216365 0.00219541 0.00192677 1.1395642
3.11437077 7.18626145 4 3.9725828 0.00175891 0.00198635 1.13070833
1.86338388 6.1778332 4 2.35789625 0.00331775 0.00348749 1.12795944
3.13035948 10.3802 4 3.94528967 0.00042831 0.00048632 1.11869087
6.40930466 6.193277 4 5.05086597 0.00402547 0.00345556 1.11635465
2.48337348 5.85966107 4 3.08101121 0.00380066 0.00423365 1.11069093
3.86838171 7.9911519 4 3.14408129 0.00145727 0.00132948 1.11023821
167.403418 12.1512127 4 147.779277 0.00029661 0.00026322 1.06397207
2.54809034 7.92831281 4 2.27934883 0.00142622 0.00136999 1.05558511
4.28179399 -10.458099 4 3.43817451 0.00052674 0.00047241 -1.1197533
2.13112912 -5.8399869 4 1.67764988 0.00443913 0.00428593 -1.1296087
3.48305826 -6.5817807 4 4.54329078 0.00243452 0.00275888 -1.1480842
4.78244047 -10.751281 4 6.4035941 0.0003446 0.0004243 -1.1515787
1.05006685 -10.483492 4 1.42393722 0.00045399 0.00046799 -1.1557907
9.26729825 -5.8790652 4 12.7565845 0.00333829 0.00418284 -1.170093
4.23701833 -9.7129032 4 3.0885686 0.00074611 0.00062903 -1.1716193
3.56988666 -7.7425503 4 4.94884938 0.00123803 0.00149899 -1.1757756
40.2534772 -6.1678186 4 28.4117489 0.00474745 0.00350838 -1.1804851
6.39864348 -6.1443991 4 8.78452786 0.00293141 0.00355785 -1.1809344
1.34603067 -12.625141 4 1.0376081 0.0002292 0.0002266 -1.1836897
6.73576969 -6.4453039 4 9.21507642 0.00243593 0.00298201 -1.1862945
4.50295327 -6.5042408 4 3.07449213 0.0035909 0.00288302 -1.2061975
1.02709194 -9.7639555 4 1.45325528 0.00059167 0.00061641 -1.206469
3.63146487 -5.898497 4 5.28642933 0.0033869 0.00413272 -1.2093674
37.3495252 -5.5658443 4 54.8353999 0.00372373 0.0051039 -1.2108604
2.56157815 -5.7341241 4 3.61851466 0.00398748 0.00458126 -1.2142766
1.23691779 -5.7785367 4 1.1662007 0.00442099 0.00445442 -1.2148245
2.75328784 -9.0734842 4 4.0664844 0.00068143 0.00081786 -1.2207471
6.62222933 -8.8842382 4 10.031426 0.00063355 0.00088685 -1.2210526



2.49636402 -6.2049238 4 3.86983114 0.00274885 0.00343172 -1.2226469
15.560818 -5.5101353 4 22.8401786 0.00399848 0.00529284 -1.2246574

2.63425408 -7.9134312 4 3.98610093 0.00109816 0.0013798 -1.2264911
2.33915615 -8.6881576 4 1.55077679 0.00110748 0.00096611 -1.2269131
1.57703739 -9.9503239 4 1.01761065 0.00059859 0.00057294 -1.2278249
2.47608125 -7.4457619 4 3.7270091 0.00144462 0.00173786 -1.2289036
3.03391573 -8.4665334 4 1.97584429 0.00127056 0.00106655 -1.235587
129.118136 -5.3661096 4 191.137308 0.00428396 0.00582245 -1.2361038
4.78331849 -7.1822913 4 7.2383184 0.00152344 0.00199048 -1.2392636
70.0217801 -6.8162626 4 45.4012955 0.0034975 0.0024215 -1.2410091
3.17828712 -6.3032341 4 1.96335975 0.0038939 0.00323836 -1.2449448
1.06889079 -5.5747059 4 1.46329493 0.0049744 0.00507462 -1.247416
3.14413662 -7.6652788 4 1.94222613 0.00187513 0.00155705 -1.2483423
1.44204268 -6.421778 4 2.24503616 0.00260453 0.00302268 -1.2490543
1.20408437 -5.8128087 4 1.94172592 0.00381813 0.00435947 -1.2565465
1.15155997 -10.406153 4 1.84116113 0.00044598 0.00048163 -1.2570406
6.44343051 -6.8712677 4 10.1766095 0.0017075 0.00234985 -1.2621408
2.86207042 -6.263821 4 1.71330412 0.00389351 0.00331423 -1.2641892
1.66525424 -7.6782531 4 1.0403248 0.00156216 0.00154711 -1.2655473
1.53914899 -7.5228427 4 1.04220015 0.00165905 0.00167155 -1.2657701
1.53914899 -7.5228427 4 1.04220015 0.00165905 0.00167155 -1.2657701
1.95377546 -7.6808983 4 3.07128008 0.00130602 0.00154509 -1.2668094
1.08417555 -6.7065596 4 1.69349397 0.00237884 0.00257261 -1.2694418
58.7878701 -7.5483078 4 36.9704649 0.00238182 0.00165034 -1.2739213
9.3658437 -5.9203144 4 15.9388977 0.0026267 0.00407731 -1.277337
4.4416711 -6.3913229 4 2.80490412 0.00372927 0.00307636 -1.2786259

33.7897725 -10.961635 4 54.1303561 0.00025753 0.00039349 -1.2790515
4.7776042 -6.6774003 4 2.91592858 0.00330444 0.00261472 -1.2797835

4.86703878 -12.380581 4 2.94253913 0.00032858 0.00024464 -1.2802577
1.23835404 -12.35963 4 1.31327142 0.00024277 0.00024627 -1.2824738
1.40391895 -12.241715 4 1.16025951 0.00025974 0.00025568 -1.283057
1.64897084 -6.0945029 4 1.00963245 0.00370211 0.00366613 -1.2865276
13.7572832 -8.3856528 4 8.16002119 0.00165639 0.0011064 -1.2882626
1.45705196 -5.8106232 4 2.29869381 0.00392493 0.00436545 -1.2894206
3.55155687 -6.5682787 4 5.9334092 0.00208737 0.00278001 -1.2914259
5.46954439 -6.1580001 4 3.27184805 0.00445012 0.00352902 -1.2921723
1.62540354 -8.2563097 4 1.04307389 0.00117932 0.00117404 -1.2999776
1.09675613 -6.7555332 4 1.87728813 0.00218028 0.00250376 -1.3009687
1.26657538 -7.7726045 4 2.13645613 0.00126983 0.00147713 -1.3018215
11.539225 -5.7088845 4 20.499981 0.00284797 0.00465532 -1.302485

1.40068181 -5.9173789 4 2.28860076 0.00365938 0.00408471 -1.3098748
28.784385 -5.1014406 4 47.4649256 0.00492569 0.0069756 -1.311222

7.70478652 -7.1989714 4 4.43189942 0.00275835 0.0019732 -1.3166376
1.16503523 -6.7224956 4 1.47789782 0.00258273 0.00254995 -1.3168744
11.5680058 -11.195291 4 6.84122615 0.00052421 0.00036246 -1.3174492
1.55088057 -6.7154151 4 1.15480444 0.0026699 0.00255999 -1.3184822
1.01586731 -6.9345726 4 1.7897342 0.00199326 0.0022706 -1.318738
1.76485494 -10.877698 4 1.02983859 0.00042475 0.00040544 -1.3192227



11.0431458 -7.1393847 4 6.65528563 0.00281051 0.00203581 -1.3194081
18.3022826 -6.9481497 4 10.1228282 0.00353801 0.00225404 -1.3237003
4.97486247 -7.3767832 4 2.95397506 0.00233806 0.00179997 -1.323836
1.35608436 -5.9085309 4 2.48348112 0.00345785 0.00410712 -1.3242403
1.1621993 -6.2886422 4 1.46289341 0.00319254 0.00326619 -1.3263794

1.73057126 -8.5267201 4 3.11910631 0.00080484 0.00103804 -1.3292244
1.17005572 -8.4164964 4 2.12631962 0.00092978 0.00109099 -1.3381121
1.40390907 -7.8175161 4 1.26664579 0.00150711 0.00144519 -1.3387846
7.61849541 -8.4557141 4 4.08180974 0.00160427 0.00107177 -1.3388239
1.33059014 -5.6231441 4 1.42969671 0.00472479 0.00491811 -1.3392374
5.32206577 -6.7292501 4 2.94530414 0.00346555 0.00254042 -1.3408324
1.63167949 -10.474872 4 1.08159784 0.0004914 0.00046948 -1.3412012
1.87281815 -6.7266451 4 3.47466431 0.00188915 0.00254409 -1.3429189
2.43209284 -6.9199808 4 1.27859923 0.00267473 0.00228857 -1.3443012
2.63048935 -6.3723032 4 1.50907779 0.00353966 0.00311048 -1.345725
2.94850037 -6.7864963 4 5.56566458 0.00165984 0.00246139 -1.3459403
2.31547845 -7.3383383 4 4.35672697 0.00129727 0.00183578 -1.3465399
1.75891958 -7.3087734 4 1.01947309 0.00190714 0.00186392 -1.348258
57.7265074 -6.5064951 4 32.0650534 0.00462047 0.00287932 -1.3486648
1.70686014 -8.2564856 4 3.21095627 0.00091681 0.00117395 -1.3538049
2.0196984 -5.8234595 4 3.81437412 0.00312882 0.00433047 -1.3553499

29.0243653 -5.2520061 4 50.3564523 0.00419235 0.00628861 -1.3585126
1.40478012 -6.2051209 4 2.63453493 0.00269593 0.00343132 -1.3585252
13.4633428 -7.2570882 4 7.63207046 0.00278262 0.0019144 -1.3595089
6.97959471 -8.1915859 4 12.4408247 0.00079043 0.00120981 -1.3629098
9.38308829 -5.0036465 4 17.5257803 0.00461165 0.00747114 -1.3639234
1.28892816 -6.1494108 4 1.46488202 0.00356503 0.00354719 -1.3659439
1.13102789 -6.3202629 4 2.09073141 0.00274806 0.00320624 -1.3710482
1.00830796 -6.0884164 4 1.76525045 0.00345847 0.00367961 -1.3718521
50.1676387 -7.1312887 4 25.8143899 0.00359263 0.00204451 -1.3728703
1.21707972 -6.2362376 4 1.57902403 0.00334181 0.00336863 -1.373884
4.09135723 -8.4492271 4 2.18391344 0.00137914 0.00107492 -1.3742383
2.50002158 -7.4271467 4 1.32636965 0.00194368 0.00175436 -1.374524
5.62899535 -6.7258477 4 2.8969995 0.00365957 0.00254522 -1.3760571
1.06121805 -9.610924 4 2.01296118 0.00058246 0.00065521 -1.3763345
4.91578412 -6.1329833 4 2.63635016 0.00488657 0.00358227 -1.3777442
2.02316362 -7.1570361 4 1.04768983 0.00224256 0.00201701 -1.3778682
2.02316362 -7.1570361 4 1.04768983 0.00224256 0.00201701 -1.3778682
9.80912907 -5.2163193 4 19.6415717 0.00365436 0.00644368 -1.3782905
3.10749713 -6.6940541 4 1.53878677 0.00325669 0.00259056 -1.3810186
1.25403721 -5.8790619 4 2.38738403 0.0033977 0.00418285 -1.3834979
4.30431474 -6.5278717 4 2.20495523 0.00391167 0.00284447 -1.3843705
1.36550079 -6.0630759 4 2.6202706 0.00299771 0.00373641 -1.3877224
3.00329407 -5.390128 4 6.15625718 0.0037771 0.00572978 -1.3883824
3.87150834 -8.2007987 4 7.78089153 0.00072943 0.00120464 -1.3900522
6.89025097 -5.2343887 4 12.7924238 0.00434844 0.00636458 -1.3914901
3.14827511 -8.7840198 4 1.66825288 0.00116617 0.00092631 -1.3936982
2.45426908 -6.0853268 4 1.26382281 0.00399581 0.00368648 -1.4000464



77.5771347 -6.7754841 4 38.1703599 0.00463558 0.00247636 -1.4038202
2.08587504 -6.436758 4 4.06821393 0.00234164 0.0029967 -1.4086457
2.00107311 -6.8526885 4 1.02548538 0.00262073 0.00237376 -1.4132343
1.65559073 -8.0047383 4 1.18399118 0.00133233 0.00132092 -1.4236069
1.36095195 -5.6068395 4 2.89160849 0.00389588 0.00497013 -1.4247297
3.80358125 -8.6986345 4 1.80612215 0.00126865 0.00096166 -1.4257216
4.6056909 -7.147334 4 2.3250872 0.00271205 0.00202732 -1.4276738
1.2665071 -6.2550199 4 1.51547973 0.00326955 0.00333147 -1.4284517

6.27121546 -6.642488 4 12.2508267 0.00165565 0.00266625 -1.4284982
1.18889272 -5.8075345 4 2.44958643 0.00353994 0.00437392 -1.4286362
1.08986422 -11.535355 4 1.82076361 0.00029551 0.00032253 -1.4322701
2.05742717 -6.4556575 4 4.14963311 0.002255 0.00296432 -1.4327783
1.68784764 -5.3021428 4 3.42619032 0.00477509 0.00607837 -1.4331183
7.53002798 -12.452224 4 3.71585096 0.00035859 0.00023918 -1.434044
126.475988 -10.274046 4 61.5073351 0.00097011 0.00050611 -1.4362284
2.39704679 -7.6310564 4 1.13023973 0.00177087 0.00158365 -1.4370785
4.11998691 -6.2604814 4 8.89367849 0.00187528 0.00332076 -1.4385582
1.04167167 -11.749305 4 2.10473813 0.00026068 0.0003002 -1.4394077
1.69155587 -5.9009522 4 1.30382557 0.00415512 0.00412644 -1.4402112
44.2201724 -5.2009221 4 91.6591442 0.00350246 0.00651202 -1.442509
2.73761268 -6.4376507 4 5.66208824 0.0021041 0.00299516 -1.4434455
6.19995554 -8.129571 4 2.96112001 0.00193619 0.00124536 -1.4455215
3.9362478 -7.289176 4 1.75623823 0.002573 0.00188286 -1.446902

1.41738811 -7.41345 4 2.92103445 0.00147802 0.00176662 -1.4474563
3.3421931 -7.533811 4 1.50089708 0.00214149 0.00166237 -1.4488943

1.80604347 -10.282393 4 1.16387011 0.00051394 0.00050452 -1.449687
84.2615275 -5.1518346 4 167.865736 0.00402438 0.00673591 -1.4550681
4.88892939 -5.4685945 4 10.633651 0.00315171 0.00543932 -1.4560175
9.07451208 -7.2415285 4 4.24604758 0.0031231 0.00192993 -1.4597961
2.45324678 -6.5731193 4 5.58085679 0.00171608 0.00277241 -1.4605329
2.36511706 -7.226065 4 1.0550994 0.00229418 0.00194551 -1.4605904
1.05303245 -5.5278894 4 2.12704489 0.00480371 0.00523171 -1.4607492
2.12044546 -8.2493012 4 4.29907759 0.00084768 0.00117785 -1.4673112
1.65026748 -5.9386517 4 1.26970459 0.00415632 0.00403145 -1.4687763
1.33684203 -7.8447492 4 1.61194476 0.00128411 0.00142624 -1.4696601
1.0288858 -8.0980124 4 2.16212739 0.00109889 0.00126394 -1.4727815

80.0472471 -9.6797923 4 171.074189 0.0003115 0.00063739 -1.4796021
1.24003088 -5.4647542 4 2.89281422 0.00434221 0.00545311 -1.4814063
1.65268613 -7.5986534 4 1.41122036 0.001606 0.00160936 -1.4852314
12.5258033 -6.6602771 4 5.65298074 0.0045857 0.00263984 -1.4870707
2.84685622 -6.7581145 4 1.2317211 0.00303458 0.00250019 -1.4876071
1.18574767 -6.7215367 4 1.93728767 0.00215147 0.00255131 -1.4900382
1.22249012 -7.2632239 4 1.76767953 0.00184419 0.00190832 -1.4927676
2.45821491 -11.468993 4 1.15718249 0.00038536 0.00032988 -1.493159
6.26822471 -9.5759478 4 2.75921255 0.00108783 0.0006645 -1.4962429
6.47789985 -7.7242615 4 13.7651812 0.00086704 0.00151248 -1.4967662
2.07117004 -5.6281251 4 4.42609623 0.00344267 0.00490236 -1.4981696
2.65733706 -5.0079534 4 6.24856011 0.00433497 0.00744843 -1.498258



2.13078544 -5.4524397 4 5.07182018 0.00340236 0.00549762 -1.5004095
1.4250883 -5.7727624 4 1.53920431 0.00452484 0.00447066 -1.5007313

2.09082429 -7.1713289 4 4.52308931 0.00140148 0.00200194 -1.501675
16.6334301 -8.2048923 4 7.15913109 0.0023564 0.00120235 -1.5039837
1.94646678 -8.6608481 4 1.17877657 0.00103309 0.00097783 -1.5048865
7.74704062 -7.2792229 4 3.24350728 0.00310968 0.00189258 -1.5050257
4.04794066 -6.0784573 4 1.76514041 0.00477732 0.00370181 -1.5093007
8.46770594 -8.6483168 4 3.64803195 0.00171884 0.00098327 -1.5095175
1.40461175 -8.5309736 4 1.7289839 0.00096255 0.00103606 -1.5097221
1.9392207 -8.518367 4 1.15860409 0.00115866 0.00104194 -1.5113774

5.69433034 -6.4392996 4 2.4068342 0.00470166 0.00299232 -1.5128136
4.31868938 -5.7899794 4 9.63308761 0.00278792 0.00442244 -1.5142041
4.29416751 -8.5088794 4 1.92396085 0.0014643 0.00104639 -1.5165721
20.6608775 -8.0278385 4 48.5395877 0.00059171 0.00130652 -1.5170727
1.18081405 -5.799363 4 2.91570185 0.00332191 0.00439642 -1.5172139
1.04145816 -7.4274773 4 2.15192141 0.0015561 0.00175406 -1.5179027
18.4151505 -9.2586721 4 7.76122395 0.00150497 0.00075668 -1.5191377
5.88267148 -10.030614 4 2.59081765 0.00084359 0.00055539 -1.5194177
1.52766514 -5.0845253 4 3.61904008 0.00487197 0.00705838 -1.5241827
2.04629637 -7.4400693 4 1.07053974 0.00194121 0.00174288 -1.5242321
1.01593558 -6.7073394 4 2.31007687 0.00201292 0.0025715 -1.5255029
7.70225532 -8.8965631 4 17.4652242 0.00045698 0.00088214 -1.5266812
18.3548138 -7.6031444 4 8.26259606 0.00272327 0.00160577 -1.5290678
13.5455455 -8.2839154 4 5.50752701 0.00219427 0.00115919 -1.5307595
5.14824489 -5.4025447 4 12.3134552 0.00309003 0.00568257 -1.5358757
2.14054158 -5.9060194 4 1.06508098 0.00478537 0.00411351 -1.5358968
1.3342816 -6.5961587 4 1.7058966 0.00262314 0.00273658 -1.538496

17.3464213 -11.641606 4 7.13337547 0.00062968 0.0003112 -1.5387709
3.98283819 -8.2519525 4 1.77618378 0.0015821 0.00117641 -1.5420466
5.23999017 -8.3753903 4 2.18223047 0.00169859 0.00111159 -1.5433328
1.00335814 -5.2763795 4 2.5097878 0.00495596 0.00618531 -1.5470594
15.8762097 -12.16165 4 6.88229788 0.0004835 0.00026233 -1.5515812
1.53444852 -5.844937 4 1.64036206 0.00422117 0.0042727 -1.5519689
12.1166346 -8.5513051 4 4.86221374 0.00193666 0.00102667 -1.5552582
1.76025067 -7.5162448 4 4.45526382 0.00103573 0.0016771 -1.5574406
2.3183344 -7.2702349 4 1.09592404 0.0021421 0.0019014 -1.5581828

2.38607396 -10.219617 4 1.0485859 0.00060597 0.00051664 -1.5606898
55.8610723 -4.9466338 4 130.055749 0.00405673 0.00777986 -1.5634792
1.25095584 -5.8226078 4 1.92480842 0.00409246 0.00433278 -1.5648934
6.18505486 -9.793925 4 2.46973278 0.00095962 0.00060915 -1.5652487
17.4540187 -8.0788097 4 6.76799308 0.00256903 0.00127542 -1.5655153
1.41069143 -5.6081976 4 1.82849581 0.00479159 0.00496577 -1.566092
1.89206211 -6.3585856 4 4.44856605 0.00215162 0.00313537 -1.567284
5.80484784 -7.6840159 4 2.3705414 0.00222007 0.00154272 -1.573294
3.63453333 -6.3982263 4 1.42576795 0.00400948 0.00306409 -1.5763088
10.3513301 -9.3209887 4 4.18890251 0.00135093 0.00073738 -1.5776618
2.8954292 -6.372974 4 1.10606662 0.00365324 0.00310927 -1.5794636

5.66674397 -29.601894 4 2.28383625 1.23E-05 7.75E-06 -1.582536



215.705126 -5.3435724 4 595.780255 0.00220021 0.00591109 -1.5825971
2.73392451 -13.538806 4 1.14018123 0.00020917 0.00017227 -1.5845527
2.92062544 -6.632194 4 1.07607313 0.00326326 0.00268168 -1.5851689
3.11068737 -8.5320413 4 1.15992684 0.00131377 0.00103557 -1.5867825
3.3512789 -7.6902151 4 1.31639275 0.00208252 0.00153801 -1.5878501

1.08330609 -6.0501732 4 2.3226596 0.00332636 0.00376575 -1.5882212
1.14024813 -5.7447205 4 2.7584328 0.00359303 0.0045506 -1.5894038
4.27832629 -8.407857 4 1.81870946 0.00150625 0.00109528 -1.5898424
4.3484368 -4.712069 4 11.9877098 0.00460789 0.00922555 -1.5915555

1.57942034 -5.7499249 4 1.71647271 0.00431654 0.00453563 -1.5924088
5.53414466 -6.9869689 4 2.15531202 0.00324555 0.00220749 -1.5925816
4.35693788 -9.0344386 4 1.78249084 0.00114584 0.00083154 -1.5945527
1.77050503 -7.3909014 4 1.47813598 0.00181452 0.00178704 -1.5963556
1.70282315 -8.2725739 4 1.56587763 0.00114856 0.00116526 -1.5973111
1.69320275 -8.3829706 4 1.58348462 0.00109005 0.00110775 -1.5998594
1.69320275 -8.3829706 4 1.58348462 0.00109005 0.00110775 -1.5998594
1.95430892 -4.911455 4 5.24260029 0.00486954 0.00797811 -1.6004291
56.4369887 -6.7674973 4 155.081754 0.00091111 0.00248728 -1.6033318
3.31701414 -7.0904025 4 1.32342819 0.0026165 0.00208913 -1.6036829
57.3302787 -8.2400575 4 23.0157188 0.00246141 0.0011829 -1.6040743
1.56683294 -6.5163351 4 1.61553445 0.00299655 0.00286321 -1.60799
18.8682092 -6.8979547 4 6.81898885 0.00496544 0.00231604 -1.6114405
33.2652869 -5.1602874 4 82.3832362 0.00333193 0.00669669 -1.6155497
7.00537275 -8.7189388 4 18.1495309 0.0004514 0.0009531 -1.6175703
1.06290964 -5.6084124 4 2.49132429 0.0037341 0.00496508 -1.6191426
3.31180531 -6.805984 4 1.39443915 0.00307809 0.00243519 -1.6206283
5.64719806 -7.7405884 4 1.99301167 0.00245627 0.00150043 -1.6210103
3.61444292 -5.9372231 4 1.38907022 0.00481261 0.004035 -1.6210276
1.46710504 -8.3510431 4 3.98823473 0.0007062 0.00112402 -1.6234321
3.78486566 -4.6396191 4 11.4869148 0.0045467 0.00973678 -1.6247335
5.54818706 -4.8241007 4 15.7150188 0.00377486 0.00849764 -1.6251086
1.26627629 -7.436447 4 3.31615775 0.00122569 0.00174609 -1.6273869
2.55964935 -10.799228 4 7.08777304 0.00021118 0.00041702 -1.6297748
3.5998526 -5.710651 4 10.1226366 0.00234353 0.00465009 -1.6298837
2.0488317 -6.839683 4 1.28274675 0.0027323 0.00239067 -1.6352289

57.1157056 -8.7834685 4 22.6489364 0.00189616 0.00092653 -1.6358597
1.35816657 -7.5892429 4 3.87548127 0.00106955 0.00161692 -1.6399809
2.70160775 -7.5654509 4 7.88227272 0.00081437 0.00163624 -1.6425444
5.33042553 -6.5045386 4 2.01859669 0.00399452 0.00288253 -1.6453663
1.86830292 -7.7055287 4 1.4409507 0.00165075 0.00152646 -1.6515082
3.61140064 -10.333632 4 1.29067147 0.00066132 0.00049488 -1.6525867
7.58966083 -6.7538229 4 2.68155569 0.00414818 0.00250612 -1.6562755
1.62955006 -5.6839998 4 1.79832224 0.00423604 0.00472978 -1.6575356
10.0044538 -8.4187161 4 3.57201158 0.002172 0.00108989 -1.6591525
2.43033889 -6.0413252 4 1.16205355 0.00468041 0.00378603 -1.6641257
1.67883407 -5.8868604 4 1.60396307 0.00429614 0.00416265 -1.6642914
2.32012694 -6.8464904 4 1.16648706 0.00270781 0.0023818 -1.6657801
2.18853168 -6.5634495 4 1.24589027 0.0030525 0.00278762 -1.6666418



1.66149698 -9.1933446 4 1.67159961 0.00079057 0.0007776 -1.6709609
2.18315656 -11.018546 4 1.2381369 0.00042844 0.00038563 -1.672242
10.2757385 -5.0446744 4 26.7488241 0.00381262 0.00725818 -1.6751723
6.44078831 -5.3706174 4 17.7968897 0.00291416 0.00580492 -1.6761584
4.25111004 -14.291935 4 1.47580668 0.0002121 0.00013923 -1.676588
3.1665397 -5.1500659 4 8.83755692 0.0035865 0.00674415 -1.678988
1.2142865 -5.0626712 4 3.56353515 0.00452941 0.00716711 -1.6798059

11.5963712 -4.9975292 4 29.9862157 0.00383016 0.00750354 -1.6811144
126.975146 -4.1697263 4 410.335988 0.00486403 0.01403429 -1.6868836
1.01480168 -6.0359986 4 3.02662284 0.0029291 0.0037983 -1.6907016
55.9338106 -7.0296818 4 19.2208576 0.00496073 0.00215763 -1.6923713
1.01592453 -8.1867114 4 3.03162372 0.00084861 0.00121256 -1.6947948
1.41489905 -5.884642 4 2.01015925 0.00414455 0.00416838 -1.6963233
1.38389876 -5.8452108 4 4.01516274 0.00283846 0.00427197 -1.6965457
17.4881842 -11.88116 4 48.8855883 0.00011253 0.00028739 -1.6968697
17.4881842 -11.88116 4 48.8855883 0.00011253 0.00028739 -1.6968697
1.77010318 -5.4285296 4 5.25225856 0.00328212 0.00558532 -1.6981011
14.0965407 -6.9234897 4 4.52485968 0.00487282 0.00228424 -1.6983386
3.3951406 -9.8825255 4 1.1873102 0.00075915 0.0005883 -1.701827

2.44275064 -5.3233824 4 8.00823947 0.00292506 0.0059919 -1.7022794
1.04001488 -7.7712363 4 2.6088379 0.00118649 0.00147811 -1.706233
8.27699202 -11.149003 4 23.5735516 0.00015405 0.00036835 -1.70827
4.0212983 -7.4987357 4 1.3593329 0.00251515 0.00169195 -1.7083958

1.32405573 -6.111646 4 2.13232092 0.00322905 0.00362848 -1.7118408
273.116995 -15.582196 4 89.7374982 0.00028313 9.90E-05 -1.7139101
1.47087883 -7.3129858 4 2.10332384 0.00154751 0.00185988 -1.7139221
1.87145634 -5.0459962 4 5.36755749 0.00440959 0.00725145 -1.7173829
6.78369307 -6.1338929 4 19.6001448 0.00154639 0.00358032 -1.7177223
1.87140566 -6.8785992 4 1.74526385 0.00227308 0.0023405 -1.7197206
5.50591039 -4.5431932 4 18.367496 0.00401507 0.01047164 -1.7202318
1.1616778 -7.8109331 4 2.62108302 0.00103966 0.00144982 -1.7211661

1.20176285 -6.3621999 4 3.64471831 0.002 0.00312879 -1.7214273
2.64109459 -6.2261654 4 1.08693888 0.00383207 0.00338877 -1.7214278
3.4526999 -12.662451 4 1.15613114 0.00028954 0.00022399 -1.7244721

2.63471832 -7.836319 4 1.11692727 0.00160005 0.00143208 -1.7269772
2.3492762 -7.7267494 4 1.30309452 0.00154652 0.00151064 -1.729946

1.00323275 -9.7184836 4 3.03710646 0.00042912 0.00062764 -1.7312183
1.15440068 -6.467183 4 2.92360981 0.00215901 0.00294478 -1.7355829
4.66643843 -8.5576619 4 1.6459576 0.00147704 0.00102375 -1.7364999
1.24654518 -6.1883289 4 3.74888246 0.00219845 0.00346575 -1.739141
1.50564039 -5.8690218 4 1.97581637 0.00425955 0.00420905 -1.7426395
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459



7.89637577 -4.812086 4 22.2588423 0.00445085 0.00857227 -1.7476459
4.60638329 -7.2023294 4 1.51627845 0.003115 0.00196974 -1.7489645
2.03840106 -6.9545955 4 6.48700808 0.00115349 0.00224623 -1.750784
3.35318486 -7.6533883 4 9.89174759 0.00080825 0.00156623 -1.7511748
7.26488617 -9.184615 4 2.28900263 0.00138468 0.00078044 -1.7513713
1.8143443 -14.052716 4 1.66241013 0.00014811 0.0001488 -1.7516077

3.54194283 -8.1265315 4 1.17756537 0.00154837 0.00124713 -1.751825
1.19832832 -10.43267 4 3.71451948 0.00030977 0.0004769 -1.7553398
1.47553849 -11.212596 4 4.63779344 0.00021547 0.00036028 -1.7556599
2.42298418 -5.4547884 4 7.0815311 0.00335149 0.00548909 -1.7577193
2.65149048 -10.662194 4 7.75185259 0.00022414 0.00043824 -1.7578003
2.57440964 -13.185714 4 1.13717751 0.00022449 0.0001911 -1.7580326
3.48315716 -6.2348115 4 1.13017252 0.00394387 0.00337147 -1.7584799
1.16368536 -5.2577695 4 2.75836586 0.00443966 0.00626399 -1.7624884
1.10423078 -6.3583251 4 3.08925532 0.00238988 0.00313585 -1.7653483
6.91302944 -8.4630528 4 2.17924201 0.00197401 0.00106823 -1.7679108
11.7721518 -6.1743035 4 34.8280487 0.00151111 0.00349483 -1.7684793
7.57928221 -6.9853553 4 2.66793054 0.00368658 0.0022094 -1.7721029
14.394837 -12.111966 4 45.4152426 9.01E-05 0.00026657 -1.7727866

220.583494 -10.025773 4 68.0825774 0.0016218 0.00055643 -1.7740285
3.3012949 -6.8252425 4 1.05086341 0.00333183 0.00240962 -1.7760632

1.55070689 -5.7775435 4 2.05104582 0.00375948 0.00445721 -1.7801378
18.703558 -12.019206 4 5.7596954 0.00069383 0.00027471 -1.7803198

1.51925477 -4.7520961 4 5.60371426 0.00473517 0.00895708 -1.7814763
1.51462703 -8.8353884 4 2.10541666 0.00084148 0.00090582 -1.7825991
1.65977476 -6.5280448 4 2.13216019 0.00243341 0.00284419 -1.7856174
3.51674841 -6.6248293 4 1.09165737 0.00395934 0.00269279 -1.788844
1.36728425 -5.5653299 4 2.69330361 0.00395158 0.00510561 -1.7906309
4.26315027 -10.646094 4 1.2581173 0.00064719 0.00044083 -1.794075
1.40570829 -12.954833 4 2.27442834 0.00017998 0.00020482 -1.7954455
53.5849604 -7.1584333 4 17.5065733 0.00443314 0.00201553 -1.8014214
1.25501089 -8.4017545 4 2.36446753 0.00091008 0.00109832 -1.8016698
49.5152179 -7.804732 4 15.605969 0.00353005 0.00145419 -1.8021941
1.58866332 -7.1694608 4 2.15968551 0.00161864 0.0020039 -1.8031289
1.68852076 -7.3444144 4 1.88189987 0.00178856 0.00183006 -1.8038704
1.2984161 -7.506048 4 2.68574602 0.00133489 0.00168573 -1.80547

1.19173877 -5.0060581 4 3.81906957 0.00479854 0.00745841 -1.8079945
1.16920783 -5.2070022 4 2.82325678 0.00466794 0.00648493 -1.8102825
1.11692478 -7.7536447 4 2.92474612 0.00103882 0.00149087 -1.8117494
6.9606633 -6.1211768 4 22.4163207 0.00151056 0.00360775 -1.8147694
6.6535572 -6.108832 4 21.4610585 0.0015324 0.00363463 -1.8156126

1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792



1.06375872 -5.6005999 4 3.18443641 0.00325846 0.00499021 -1.8200792
1.83500059 -5.6591753 4 1.65209489 0.00453479 0.00480552 -1.8201827
2.71900363 -5.5922813 4 8.89696254 0.00244757 0.00501714 -1.8207059
1.89898103 -7.497275 4 1.6018 0.00173237 0.00169319 -1.8207675
3.49577289 -6.2076789 4 1.11112362 0.00456758 0.00342612 -1.821727
1.75089973 -5.7144214 4 1.76501616 0.00461462 0.00463895 -1.8225557
16.071561 -10.704006 4 4.60290369 0.00107386 0.00043163 -1.8228943

9.15842855 -6.8672546 4 2.81600971 0.00466882 0.00235499 -1.8319817
1.11937829 -8.343156 4 3.87913388 0.00073855 0.00112808 -1.8341401
13.1728011 -7.1838598 4 4.19445722 0.00376692 0.00198885 -1.8384718
1.09402756 -12.756373 4 3.16339997 0.00015075 0.0002176 -1.8408869
1.11687566 -11.089967 4 3.09448048 0.00026931 0.00037605 -1.8412498
2.59479138 -5.8337166 4 9.52775638 0.00172575 0.00430276 -1.8449354
28.774157 -9.0347098 4 8.0307636 0.00227719 0.00083144 -1.8494951

1.96481948 -5.6431269 4 7.52855531 0.00227186 0.00485528 -1.8532739
1.91862235 -5.5300566 4 2.08429162 0.00478936 0.00522431 -1.8562326
5.88931639 -10.341927 4 1.82364079 0.00080425 0.00049334 -1.8575401
10.9755747 -8.9466418 4 3.11569204 0.00175647 0.00086333 -1.8628455
37.6644234 -7.6701911 4 11.1904681 0.00380475 0.00155328 -1.8633046
1.4791488 -6.9586229 4 5.61776006 0.00110792 0.00224136 -1.8671795

1.18589383 -6.0625555 4 2.88317807 0.00315806 0.00373759 -1.8674584
1.34294795 -5.056349 4 5.153917 0.00366331 0.00719894 -1.8682873
95.872042 -9.7108034 4 27.6104442 0.00183413 0.00062956 -1.8711266
7.9888483 -7.9555747 4 2.51268179 0.00240531 0.00135223 -1.8711427

3.66328839 -6.7980454 4 1.07507108 0.00345778 0.00244582 -1.8728566
2.87295206 -6.5954965 4 1.37231567 0.0032062 0.00273761 -1.8760866
1.28917643 -7.0120788 4 2.52854201 0.00183519 0.00217801 -1.8794193
3.27983733 -9.0341029 4 1.10872289 0.00109642 0.00083166 -1.8834662
6.44247766 -10.32819 4 1.80137176 0.00089675 0.00049589 -1.8850821

2.915439 -6.8870715 4 9.67985442 0.00111563 0.00232975 -1.894319
1.37086251 -7.4841027 4 2.81576362 0.00124797 0.00170448 -1.8946446
8.03665385 -6.7178464 4 2.21328061 0.00447123 0.00255654 -1.8981532
3.78737476 -5.4652496 4 12.4776166 0.00260713 0.00545133 -1.8999209
3.63320937 -7.426678 4 1.0552061 0.00244539 0.00175478 -1.9043066
20.4046981 -10.766007 4 5.50809644 0.00106435 0.00042204 -1.9057808
29.0245005 -4.5724373 4 111.405628 0.00322253 0.01024188 -1.9104297
3.10221591 -5.6279485 4 11.0222124 0.00235665 0.00490292 -1.9112197
1.55807563 -7.7873927 4 5.46446657 0.00077681 0.00146652 -1.912373
6.59279137 -6.6817995 4 1.97960634 0.0042764 0.00260831 -1.9159175
1.3030531 -8.5332852 4 4.90659237 0.00053366 0.00103499 -1.9167109

1.37976376 -6.3716164 4 4.57876425 0.0019613 0.00311172 -1.9204983
104.118334 -8.3717875 4 26.811291 0.00363575 0.00111342 -1.9211723
2.69368844 -6.7148701 4 1.36566749 0.00319446 0.00256076 -1.9250398
3.39388644 -7.3176143 4 1.05813364 0.00250365 0.00185545 -1.927524
1.50590796 -7.0205162 4 2.20109414 0.00189664 0.00216821 -1.9276752
1.52314575 -8.2832743 4 5.26040545 0.00065143 0.00115953 -1.9307889
1.00942471 -5.1931063 4 4.22148616 0.00394122 0.00654706 -1.9379597
4.08046796 -11.466774 4 1.05282309 0.0004924 0.00033013 -1.943261



2.38378433 -9.2312262 4 1.60075473 0.00080052 0.00076538 -1.943389
27.8269194 -12.116869 4 7.61702889 0.00067616 0.00026615 -1.9454138
10.2243409 -7.1572652 4 2.80736753 0.00364953 0.00201677 -1.945819
11.6110585 -7.5993566 4 3.34172179 0.00317993 0.0016088 -1.9521461
2.07424009 -11.798462 4 1.84664101 0.00027246 0.00029535 -1.9538943
6.4970921 -8.2755882 4 1.89642735 0.00197367 0.00116364 -1.9553785

7.12448906 -14.819981 4 1.96109028 0.00022634 0.0001207 -1.9600496
5.06476915 -5.9154494 4 18.2178075 0.00174601 0.00408959 -1.9627253
1.32700722 -6.2381695 4 2.69520853 0.00254353 0.00336478 -1.9673513
86.2801737 -9.321188 4 21.330358 0.0023948 0.00073732 -1.9691379
1.60360938 -8.3196708 4 5.82806573 0.00058995 0.00114029 -1.9693832
1.55809756 -9.640852 4 2.4362424 0.00057111 0.00064739 -1.9699001
1.12767162 -7.6399783 4 4.6321288 0.00080593 0.00157666 -1.9712289
8.60314153 -8.4790148 4 2.17121197 0.00235316 0.00106056 -1.9717855
6.29753368 -6.9694376 4 1.61336145 0.00388436 0.00222836 -1.9720085
14.7823706 -7.4875543 4 3.63596805 0.00447088 0.00170151 -1.9727323
3.94102156 -4.4457293 4 17.4130945 0.00391189 0.01128388 -1.9759894
2.37407507 -7.4160943 4 1.76333843 0.00183792 0.00176424 -1.9879479
23.0201071 -23.381299 4 5.58786947 5.92E-05 1.98E-05 -1.9950835
29.9489996 -8.1752874 4 7.07909029 0.0037766 0.00121903 -1.9974633
23.6780621 -13.269373 4 6.15959778 0.00048362 0.00018642 -2.0018702
4.22991186 -6.6230528 4 1.06450391 0.00340477 0.00269548 -2.0021123
6.76207497 -11.350444 4 1.63910285 0.00061786 0.00034352 -2.0028114
2.46700757 -5.7764726 4 1.64777877 0.00437271 0.00446022 -2.005214
2.01587784 -6.544944 4 1.75973698 0.00281469 0.00281701 -2.0091141
2.1877442 -7.401558 4 1.87984852 0.00178935 0.00177735 -2.0113

56.7224125 -8.1890696 4 13.3006052 0.00408095 0.00121123 -2.0187288
6.78319898 -7.5965584 4 1.70924403 0.00310089 0.00161104 -2.0267593
2.92041763 -4.7610753 4 13.8013821 0.00311768 0.00889817 -2.0284488
18.0661117 -7.4310454 4 3.8993034 0.00482876 0.00175089 -2.0364133
9.66526717 -6.9730947 4 2.56405309 0.00431697 0.00222399 -2.0383446
26.8798821 -8.9860392 4 6.88348944 0.00227604 0.00084888 -2.0445285
9.63426631 -4.0462884 4 51.1530868 0.00369623 0.01552319 -2.0446518
18.8003814 -9.9995038 4 4.72032516 0.00136338 0.00056211 -2.0447207
1.76325237 -6.4071664 4 2.36700228 0.00269232 0.00304829 -2.0512133
1.50038888 -6.4988846 4 6.6738174 0.00141266 0.00289185 -2.0553944
29.6524741 -4.7407003 4 148.351443 0.0019432 0.00903254 -2.0555202
39.1347416 -4.4837463 4 189.586197 0.00261681 0.01095828 -2.0570209
1.18615279 -5.3581449 4 5.04940307 0.00362333 0.00585359 -2.0603091
5.49917221 -8.1384764 4 1.28311186 0.00187505 0.00124018 -2.0633589
5.45110577 -12.790266 4 1.208658 0.00037196 0.00021535 -2.0635141
9.48106175 -7.1002484 4 2.1320776 0.00421561 0.00207827 -2.0646106
11.6289246 -5.5387298 4 52.8851009 0.00132968 0.00519481 -2.0654289
16.4423165 -7.6651027 4 3.61283371 0.00416675 0.00155719 -2.0683675
4.95075088 -11.449412 4 1.12440833 0.00052638 0.00033208 -2.0739039
1.01560825 -5.4300914 4 4.59035272 0.00278988 0.00557953 -2.0747135
16.6464938 -8.3579454 4 3.86135947 0.00293486 0.00112048 -2.0841632
13.3776919 -8.3728336 4 2.88350164 0.00285047 0.00111289 -2.0849722



2.96718119 -5.8468721 4 11.4646685 0.00190053 0.00426754 -2.0918607
2.35164913 -11.80148 4 2.0325793 0.00028064 0.00029505 -2.0948164
1.98686785 -6.4992944 4 2.26338354 0.00239112 0.00289117 -2.094938
1.13282555 -5.6266716 4 3.39358973 0.00365693 0.00490695 -2.098576
1.36874004 -6.3161403 4 5.82029746 0.00186971 0.00321398 -2.1008184
1.35977217 -6.8602896 4 6.10291976 0.00123662 0.00236394 -2.1025293
24.4235419 -8.2895439 4 5.82855077 0.00288858 0.00115618 -2.1026325
4.75131947 -10.730702 4 1.11190804 0.00067253 0.00042747 -2.1033367
2.57832794 -8.7577524 4 1.66303636 0.00101896 0.00093701 -2.1033865
5.49508951 -6.9194956 4 1.12543386 0.0036678 0.00228918 -2.1046267
6.82359934 -6.9513683 4 1.37533999 0.00435229 0.00225013 -2.1071386
1.89890723 -5.9013633 4 2.42567511 0.00307753 0.00412539 -2.1098365
4.69785038 -5.7114864 4 23.0015037 0.00124355 0.00464762 -2.11215
18.1707561 -3.9452294 4 99.9446092 0.00365671 0.01688547 -2.1134204
2.31598703 -6.8765614 4 2.06925431 0.00208277 0.0023431 -2.1152641
12.4584932 -6.0445292 4 65.2842065 0.00078226 0.00377867 -2.1243259
118.648796 -10.331214 4 24.4890662 0.00195858 0.00049533 -2.1247152
9.80535922 -7.5897365 4 2.15580079 0.00380891 0.00161653 -2.1302756
1.40323647 -8.3946069 4 3.29370959 0.00077957 0.0011019 -2.1306719
1.03619277 -7.6993551 4 4.85279772 0.00076694 0.00153111 -2.1322571
1.46848081 -6.9895965 4 3.19103462 0.00169435 0.00220438 -2.1333291
9.00831122 -6.6269542 4 2.11172608 0.00484767 0.00268958 -2.1369759
2.3181601 -5.9577798 4 1.7872955 0.00383162 0.00398428 -2.1434784

2.89412777 -7.0712567 4 1.56413144 0.00272269 0.00211043 -2.1439028
3.44806806 -5.7534898 4 18.8812541 0.00119488 0.00452541 -2.1461821
3.54301982 -6.8160271 4 16.7560678 0.00072443 0.00242181 -2.148829
2.62799463 -10.604198 4 1.63220256 0.00048456 0.00044763 -2.1508441
11.4564363 -4.9608695 4 63.1641072 0.00160127 0.00770134 -2.16243
22.4195078 -7.9540712 4 5.07609465 0.00332571 0.0013532 -2.1686276
3.70688322 -9.3586579 4 1.15704002 0.00096357 0.00072601 -2.1747301
113.735913 -11.589513 4 22.6519446 0.00129362 0.00031669 -2.1748123
17.0706356 -4.1116379 4 102.064579 0.0028152 0.01471246 -2.1755847
1.00009328 -5.5481386 4 5.34118616 0.00250774 0.00516304 -2.1841451
2.14775841 -7.2476555 4 2.37359242 0.00152925 0.0019238 -2.1973377
2.11882217 -7.2991746 4 2.02581602 0.00174294 0.00187317 -2.2010227
1.61729823 -7.3011721 4 2.75036764 0.00155766 0.00187124 -2.2026803
31.5735437 -9.064029 4 7.12838162 0.00235368 0.00082115 -2.2033884
2.43477093 -5.4929089 4 1.92372572 0.00477699 0.00535299 -2.2070967
7.27177412 -6.9216678 4 1.52587953 0.00400253 0.00228649 -2.215036
3.82927139 -3.9869146 4 24.499864 0.00390492 0.0163068 -2.2154817
10.882125 -23.423805 4 2.17980978 4.83E-05 1.97E-05 -2.2157267

1.25543982 -6.0140857 4 3.36663831 0.00274829 0.00384931 -2.2213963
4.5463035 -7.343199 4 1.03940811 0.00254709 0.00183121 -2.2321146

3.47800053 -9.5480776 4 1.44338837 0.0007479 0.00067201 -2.2325935
38.251112 -8.9636218 4 7.13297528 0.00323239 0.00085707 -2.2336363

2.45188802 -4.1190795 4 16.1793354 0.00406918 0.01462341 -2.2343456
3.70891814 -4.30233 4 24.1171637 0.0029809 0.01262233 -2.2344209
1.84782358 -4.7690342 4 8.78339896 0.00442079 0.00884634 -2.2347684



4.45515569 -5.2564879 4 23.6156237 0.00182882 0.00626945 -2.2409654
8.24283278 -13.766068 4 1.51690285 0.00035294 0.00016136 -2.2423767
4.26459376 -9.34568 4 1.19685446 0.00094901 0.0007299 -2.247998
11.1080326 -9.2038127 4 1.96953375 0.00197203 0.0007742 -2.2521818
8.97665921 -11.75 4 1.69846831 0.00066674 0.00030013 -2.2552476
30.2152753 -9.446148 4 5.39784975 0.00249595 0.00070043 -2.255378
4.23416562 -5.2162104 4 22.6722774 0.00188454 0.00644416 -2.2588468
9.42483683 -7.9464794 4 1.76088415 0.00293303 0.00135812 -2.267919
13.7942347 -11.192114 4 2.66290207 0.00100282 0.00036286 -2.2696008
1.04562748 -6.3108631 4 4.68097813 0.00193117 0.00322392 -2.2768786
3.17935784 -9.37368 4 1.62509311 0.00089722 0.00072154 -2.27716
584.576332 -7.9688015 4 116.610091 0.00494372 0.00134372 -2.2800603
23.5525795 -10.897904 4 4.69337068 0.00128321 0.00040252 -2.2802698
2.1628597 -5.4988441 4 11.9169497 0.001883 0.00533217 -2.2832848

5.82372469 -10.267228 4 1.15517418 0.00080714 0.00050741 -2.2841811
1.35510765 -8.0482512 4 3.44503846 0.00088344 0.00129395 -2.290998
1.90389148 -6.409717 4 2.59895968 0.00279503 0.0030438 -2.2933382
14.4507806 -7.3448974 4 2.83998492 0.0041015 0.00182961 -2.2954276
12.9692856 -13.456832 4 2.53286063 0.0004307 0.00017642 -2.2960516
3.72055598 -5.1016057 4 17.7077607 0.00263645 0.0069748 -2.302709
7.44817021 -9.1132806 4 1.38127705 0.00172966 0.00080421 -2.3039308
13.159122 -9.6730267 4 2.42268534 0.00183987 0.00063911 -2.3126866
3.245641 -6.7787351 4 1.92782276 0.00261208 0.00247193 -2.3173979

192.240644 -4.6806456 4 1076.79441 0.00200921 0.00944318 -2.3248974
1.18778266 -4.6568605 4 6.00568697 0.00448233 0.00961206 -2.3476761
4.20859913 -8.4372082 4 1.43282578 0.00149635 0.00108079 -2.3499222
2.60070431 -7.226687 4 2.10920526 0.00216196 0.00194488 -2.3526611
18.1736827 -9.3221756 4 3.317082 0.00203186 0.00073702 -2.358499
1.61924678 -4.8237708 4 7.43994673 0.00437489 0.00849968 -2.3607583
5.18250773 -8.3933702 4 31.4821051 0.000211 0.00110252 -2.3696775
1.45271153 -5.3681358 4 4.56122937 0.00305819 0.00581456 -2.3755912
5.41127193 -9.9522749 4 1.07239947 0.00085218 0.00057251 -2.3756414
6.86206235 -7.3221327 4 1.21197189 0.00298896 0.00185114 -2.3762887
11.0120956 -7.5672721 4 1.72854879 0.00421761 0.00163475 -2.3883676
1.19997725 -4.6904954 4 7.2658301 0.0042863 0.0093743 -2.3914778
1.49121247 -6.8886086 4 9.26767345 0.00072115 0.00232781 -2.393037
1.49121247 -6.8886086 4 9.26767345 0.00072115 0.00232781 -2.393037
2.42024557 -5.8925959 4 12.903434 0.0015229 0.00414786 -2.3935842
23.7904883 -7.9131219 4 4.01690782 0.0049312 0.00138001 -2.3959581
5.29801075 -7.8011577 4 1.11173727 0.00258784 0.00145672 -2.3972235
12.5495197 -15.309346 4 2.10469061 0.00030152 0.00010619 -2.39862
11.2971585 -8.7855368 4 2.00329649 0.0019965 0.0009257 -2.4095604
5.92255581 -20.172073 4 1.00008366 6.39E-05 3.57E-05 -2.4123646
1.65896329 -5.1520233 4 11.0656534 0.00189311 0.00673503 -2.4128069
4.35805501 -5.3787282 4 26.0999974 0.00146213 0.00577354 -2.4134907
2.33510995 -13.213008 4 14.3511087 4.63E-05 0.00018956 -2.4141786
4.45542815 -7.0898704 4 1.40248474 0.00280109 0.00208972 -2.4148055
6.71371221 -7.1138165 4 1.05579947 0.00369824 0.00206343 -2.4237589



20.1514582 -9.5525749 4 3.54937378 0.00194903 0.00067079 -2.4275967
3.07114024 -4.1376224 4 20.2949235 0.00362926 0.01440433 -2.4293249
1.04953734 -10.878585 4 5.18335286 0.00020699 0.00040531 -2.4341202
2.46749212 -6.4770532 4 2.33557892 0.00318837 0.00292817 -2.434177
2.5140262 -6.5587937 4 16.6214978 0.00063303 0.00279498 -2.4369559

6.59957005 -11.318278 4 1.18013792 0.0006123 0.00034734 -2.4409243
29.2754132 -6.0676941 4 204.036808 0.00051554 0.00372598 -2.443369
1.54160948 -6.8692132 4 3.56551125 0.00169553 0.00235248 -2.4444572
5.01635371 -7.344057 4 33.6782928 0.00031622 0.0018304 -2.4457494
10.9079962 -8.5239696 4 2.07060459 0.00230803 0.00103932 -2.4514153
1.29101299 -5.9007154 4 7.65329287 0.0019037 0.00412704 -2.4593283
1.96603986 -5.8126145 4 3.63730936 0.00302327 0.00436 -2.4627421
17.9448869 -11.089567 4 2.6677231 0.00124917 0.00037611 -2.4669884
11.5449535 -7.7701233 4 1.8983095 0.00319214 0.00147892 -2.4711835
10.4748204 -8.8749309 4 1.70831766 0.00195817 0.00089043 -2.4723842
5.55106007 -24.100944 4 1.08206205 3.01E-05 1.76E-05 -2.4758999
3.62686726 -5.9042668 4 1.92769572 0.00448113 0.00411797 -2.4780247
1.02413973 -5.6246466 4 5.60470235 0.00253494 0.00491335 -2.4782215
1.11634449 -4.6668135 4 8.27980782 0.00346702 0.00954095 -2.4821942
102.639833 -13.766873 4 15.9236149 0.00078544 0.00016132 -2.4851728
15.1379695 -13.307897 4 2.41203404 0.00059556 0.00018431 -2.4945597
1.03380892 -6.6868981 4 5.61667453 0.00132208 0.00260091 -2.4976052
55.4174162 -5.4801572 4 418.212849 0.00068596 0.00539805 -2.5028356
2.27302946 -7.8091299 4 3.06832071 0.00114996 0.00145109 -2.5040446
3.43440185 -6.2975522 4 1.84810347 0.0032279 0.00324916 -2.5174929
1.75178571 -6.9107738 4 4.20704786 0.00139087 0.0023 -2.5210684
1.52462591 -8.8520079 4 3.96126765 0.00061 0.00089931 -2.5216598
1.02184412 -6.9962311 4 5.47578885 0.00113964 0.00219656 -2.5236628
3.29038909 -6.5774182 4 1.90583086 0.00338619 0.00276568 -2.528637
2.38596428 -5.6699384 4 2.45645168 0.00397017 0.0047725 -2.5306887
1.89857392 -14.129784 4 3.20580352 0.00010379 0.00014563 -2.547533
2.21323438 -5.0868349 4 3.48958958 0.0044944 0.00704701 -2.5501592
2.21323438 -5.0868349 4 3.48958958 0.0044944 0.00704701 -2.5501592
2.21323438 -5.0868349 4 3.48958958 0.0044944 0.00704701 -2.5501592
44.8262402 -12.686997 4 6.62064309 0.00103417 0.0002223 -2.5502941
5.44294772 -6.7382288 4 1.22120096 0.0033101 0.00252782 -2.5509004
22.7488314 -9.1003949 4 3.52334478 0.00287255 0.0008086 -2.5611635
1.11124512 -5.3011081 4 8.63266048 0.00187621 0.00608262 -2.571662
4.16281305 -8.6085317 4 1.58155801 0.00124566 0.00100079 -2.5795416
20.3693822 -5.6514997 4 164.880482 0.00057663 0.00482924 -2.5813121
20.7104062 -9.5215466 4 3.32938415 0.00222265 0.00067927 -2.5830391
12.1961972 -8.0948438 4 1.86731548 0.00346341 0.00126583 -2.5867571
4.87653428 -11.935626 4 1.35757668 0.00045525 0.0002823 -2.602223
3.50938186 -7.76386 4 1.98294217 0.001575 0.00148345 -2.6128684
3.33293575 -9.727292 4 2.09295999 0.00070199 0.00062544 -2.6191744
3.44349979 -6.1043336 4 21.7265853 0.00095643 0.00364448 -2.6201394
4.00781436 -6.4632735 4 1.9095727 0.00309071 0.00295139 -2.6227749
1.16455534 -6.2046616 4 7.18415816 0.00148395 0.00343226 -2.627488



2.67554084 -8.1106663 4 2.81220794 0.00100975 0.00125645 -2.6360583
4.01701571 -5.1892246 4 31.9791046 0.00121581 0.00656454 -2.6578755
3.88637379 -7.5269049 4 1.99873843 0.00200069 0.00166815 -2.6624543
4.00397985 -7.6729074 4 1.76370626 0.00205957 0.0015512 -2.6685419
1.58972845 -10.691173 4 4.37937586 0.00023515 0.00043365 -2.6690494
2.29191861 -6.5774415 4 2.85018278 0.00211691 0.00276565 -2.6707938
15.2192134 -7.9682749 4 2.24457051 0.00383093 0.00134405 -2.6731538
4.5404088 -6.3517073 4 1.3932044 0.00397619 0.00314795 -2.6757799

9.89271098 -7.4664559 4 1.15607233 0.00397953 0.00171974 -2.6876509
26.6532282 -9.0550307 4 3.99344958 0.00260384 0.00082429 -2.6941552
4.49759342 -8.5234569 4 1.38316512 0.0014293 0.00103956 -2.6993997
2.48501956 -7.1248988 4 15.966311 0.0005796 0.0020514 -2.703793
11.9858146 -18.411976 4 1.64283359 0.00014283 5.12E-05 -2.704067

1.818035 -13.45145 4 4.10455434 0.00010173 0.0001767 -2.710466
3.28505901 -5.862155 4 1.79773558 0.00471408 0.00422708 -2.7182611
7.71544289 -8.8513859 4 1.02514045 0.002025 0.00089955 -2.7306113
2.04528562 -5.6272787 4 3.96214198 0.00353858 0.00490503 -2.7357249
51.3795724 -12.051422 4 7.58864005 0.00111243 0.00027185 -2.7436619
99.1474102 -10.260512 4 12.6816156 0.00266553 0.0005087 -2.7549687
1.9195538 -5.1550563 4 5.12351686 0.00363687 0.00672093 -2.7650362

2.06277719 -5.2544767 4 4.07946184 0.00368291 0.00627804 -2.7661707
12.2586655 -11.598902 4 1.59418698 0.00077578 0.00031569 -2.776113
1.74033193 -6.1227367 4 13.9304339 0.00089196 0.00360437 -2.7770007
7.63733233 -7.3814713 4 1.01117583 0.0041001 0.00179567 -2.7811166
2.69879762 -5.8890838 4 21.9963343 0.00088106 0.00415691 -2.782756
1.7355001 -4.5980194 4 11.5158917 0.00386534 0.01004588 -2.8169098

1.66040695 -20.494848 4 4.62807916 1.85E-05 3.35E-05 -2.8202849
2.17154659 -5.7515874 4 19.1627992 0.00090875 0.00453086 -2.8249709
4.46466007 -10.919591 4 1.71082311 0.00048936 0.00039942 -2.8376731
1052.34406 -21.538587 4 132.349482 0.00017093 2.75E-05 -2.8455003
20.9990404 -11.49324 4 2.44121907 0.00116375 0.00032717 -2.8556978
6.75581795 -6.6916614 4 1.27763011 0.00381258 0.00259402 -2.8638336
2.67424307 -5.2867934 4 28.8251762 0.00087558 0.00614181 -2.8842335
3.84343453 -5.0661817 4 33.29113 0.0013001 0.00714951 -2.8883174
5.2388253 -5.503765 4 41.568111 0.00109877 0.00531499 -2.9040133

43.7655109 -10.06221 4 5.33033368 0.00246209 0.00054867 -2.911722
6.97130634 -7.0666438 4 1.08731504 0.0040326 0.00211561 -2.9205285
28.3256133 -5.163055 4 207.54914 0.00125819 0.00668392 -2.9349936
11.0952418 -8.862828 4 1.51881705 0.00212367 0.0008951 -2.9435221
1.45304128 -5.6427626 4 12.201734 0.0016368 0.00485641 -2.9500994
4.5633848 -11.619871 4 2.1046322 0.0003858 0.00031347 -2.9542044

5.34396736 -6.8960825 4 42.4547052 0.00044238 0.00231839 -2.955917
1.21422415 -5.6993937 4 5.85352427 0.00241079 0.00468355 -2.9561468
14.7971613 -4.2416585 4 167.483164 0.00140116 0.01324599 -2.9699374
5.46881795 -8.4684306 4 1.66176474 0.00129618 0.00106563 -2.9702168
1.24749366 -7.6512133 4 6.54449382 0.00073663 0.00156792 -2.9778407
7.08235736 -13.562745 4 1.32405006 0.00029863 0.00017107 -2.9795191
1691.95387 -26.578741 4 198.997977 7.75E-05 1.19E-05 -2.9832549



1691.95387 -26.578741 4 198.997977 7.75E-05 1.19E-05 -2.9832549
15.6852472 -17.530899 4 1.84181239 0.00020411 6.22E-05 -2.9860347
1.63516019 -7.9231341 4 6.36260397 0.00053295 0.00137339 -2.9870896
98.2350219 -17.093842 4 11.54186 0.00037102 6.87E-05 -2.995427
3.14583157 -14.079882 4 27.1559865 2.48E-05 0.00014767 -3.0010351
1.17823411 -7.5291109 4 7.76917295 0.00066345 0.0016663 -3.0218057
1.96735279 -6.7661616 4 4.17924103 0.00168929 0.00248911 -3.0453639
1.04480982 -6.5084835 4 10.7108691 0.00071348 0.00287605 -3.0781688
3.48422391 -6.1605366 4 2.22322538 0.00363326 0.00352367 -3.0783634
1.10854583 -5.7140599 4 9.47711909 0.00189138 0.00464002 -3.084632
3.00791895 -7.4162069 4 3.84430555 0.00123986 0.00176414 -3.1097764
8.60769128 -8.4502313 4 1.01930219 0.0020452 0.00107444 -3.1144616
1.58816111 -6.5649064 4 6.12745186 0.00140235 0.00278532 -3.1261048
3.40629062 -14.195819 4 2.92316841 0.00011694 0.00014298 -3.1343564
14.940307 -12.029609 4 1.54857379 0.00076414 0.00027378 -3.1363339

1.17504166 -9.5255573 4 13.5788109 0.00013701 0.00067817 -3.1417779
212.357635 -9.4069216 4 19.8480762 0.00484998 0.00071176 -3.1439753
2.58709963 -6.9375065 4 3.58512456 0.00196801 0.00226701 -3.144471
27.0989454 -8.8551898 4 2.52054166 0.00415486 0.00089807 -3.1829366
3.78635952 -6.4328522 4 2.31727025 0.00347409 0.00300345 -3.1842255
1.25596225 -5.129148 4 11.0824459 0.00233068 0.00684255 -3.1842875
4.9411587 -6.8993243 4 2.13656881 0.00330864 0.00231432 -3.1927768
29.683696 -8.4026324 4 2.6365517 0.00496425 0.00109788 -3.2079752

107.986635 -10.117152 4 11.6039445 0.00287954 0.00053722 -3.2149686
2.36102345 -8.5066629 4 4.10023337 0.00074526 0.00104743 -3.2260347
1.52364077 -7.0211592 4 7.11442389 0.00078102 0.00216747 -3.23222
1.51128951 -9.3299727 4 6.07648832 0.00033731 0.00073465 -3.2372364
7.0058663 -11.539039 4 1.59644928 0.00052274 0.00032213 -3.2410177
2.6795506 -8.55372 4 3.64761526 0.00081563 0.00102556 -3.2486605

4.03918811 -9.165563 4 2.27243537 0.00087703 0.00078671 -3.2492862
1.08959357 -9.0238343 4 10.6273006 0.00023037 0.0008353 -3.2614591
31.6155532 -11.562915 4 3.03763789 0.0015616 0.00031954 -3.2652284
1.60081762 -4.000252 4 18.2529577 0.00423782 0.01612671 -3.2688984
12.104983 -6.8761136 4 1.11430628 0.00476664 0.00234367 -3.274032

1.46427502 -6.1496091 4 17.5570238 0.00059845 0.00354677 -3.2757984
7.34770026 -12.552933 4 1.70862483 0.00038919 0.00023175 -3.3199661
1.58039459 -9.8534385 4 7.7021545 0.00018287 0.00059505 -3.3240128
15.5781985 -8.1430043 4 1.33939512 0.00439165 0.00123755 -3.3545222
6.15093367 -7.6467702 4 1.82984724 0.00224241 0.00157137 -3.3623379
12.615553 -21.159129 4 1.14216924 8.00E-05 2.95E-05 -3.3696188

39.0832553 -10.093114 4 3.04794764 0.00291037 0.00054219 -3.3923105
25.5106973 -9.5083492 4 1.85811798 0.00304487 0.00068291 -3.4045712
1.1780841 -6.8089383 4 16.0374889 0.00046522 0.00243124 -3.4095062
2.6091702 -4.8354488 4 6.22294552 0.0041416 0.00842787 -3.4218261

1.24018436 -5.8382831 4 8.05295436 0.00173894 0.0042905 -3.4509024
9.89238286 -11.676332 4 1.12106759 0.00072227 0.0003076 -3.4521373
2.35045285 -4.5836741 4 6.93163769 0.0043894 0.01015522 -3.4655323
3.11853636 -8.2883027 4 4.105344 0.00077114 0.00115685 -3.4854017



10.3385155 -8.6713108 4 1.02594465 0.00207485 0.00097332 -3.5057345
2.0996946 -4.970518 4 5.22839512 0.00489204 0.00764867 -3.5101795

1.62090774 -12.498473 4 8.2174181 7.31E-05 0.00023573 -3.5181008
2.45040018 -7.1958064 4 5.24655961 0.00093892 0.00197646 -3.5277533
11.6146038 -8.6960218 4 1.1130598 0.00238017 0.00096276 -3.5378573
12.0268753 -10.941378 4 1.15890379 0.00104536 0.00039633 -3.5414673
4.57178522 -5.2589786 4 60.5858681 0.00068408 0.00625884 -3.5552306

1.120054 -12.445801 4 10.5595177 6.42E-05 0.00023966 -3.5798329
6.84846029 -6.9717177 4 1.57220666 0.0037733 0.00222563 -3.5925384
1.28672416 -9.2338758 4 9.2086953 0.00026035 0.00076454 -3.5925642
8.92106444 -8.4594703 4 1.58032203 0.00175699 0.00106996 -3.598424
75.3730547 -9.5878722 4 5.44597721 0.00431429 0.00066131 -3.6015917
8.03495554 -6.8651726 4 1.45778947 0.00382524 0.00235766 -3.6031968
29.3880269 -8.8397716 4 2.30304036 0.00370304 0.0009041 -3.6105455
2.76960259 -6.1977006 4 4.64524465 0.00251637 0.00344648 -3.622228
1.27730193 -7.7942764 4 10.9229275 0.00033632 0.00146161 -3.6222672
1.5892167 -4.8833925 4 21.5464724 0.00165323 0.00814068 -3.6235958

148.669589 -10.815219 4 11.7916964 0.00275042 0.00041462 -3.6253699
5.41908809 -6.6550525 4 2.08609714 0.00371643 0.00264756 -3.6308947
9.07494666 -7.0682781 4 1.89212694 0.00348036 0.00211377 -3.7193588
9.07494666 -7.0682781 4 1.89212694 0.00348036 0.00211377 -3.7193588
12.6538428 -9.26013 4 1.34371794 0.00191621 0.00075622 -3.7519633
3.24172954 -15.645498 4 4.28429917 6.14E-05 9.75E-05 -3.7547606
68.2584844 -13.423522 4 5.24270789 0.00106962 0.00017815 -3.7615224
17.4516951 -15.558888 4 1.18602251 0.00037158 9.96E-05 -3.7677509
1.22703242 -4.7266837 4 14.1704897 0.0022646 0.00912641 -3.7740636
1.96835276 -10.825162 4 7.75601564 0.00012827 0.00041314 -3.7746573
8.66890411 -2.4749114 4 294.425381 0.00357912 0.06858433 -3.7824057
1.80858871 -6.8408047 4 9.9462788 0.00059384 0.00238921 -3.8025947
21.6483738 -11.521351 4 1.37722177 0.0013237 0.00032407 -3.808529
549.541516 -16.587771 4 40.1769436 0.0006476 7.74E-05 -3.8272513
6.41313203 -7.9081038 4 1.87286567 0.00200862 0.00138334 -3.8311541
4.29756725 -5.9180034 4 3.45973428 0.00366969 0.00408314 -3.8463655
4.29756725 -5.9180034 4 3.45973428 0.00366969 0.00408314 -3.8463655
3.58297805 -5.348802 4 4.95566935 0.00396677 0.00589037 -3.8875083
20.1484451 -16.553277 4 1.36311842 0.00027493 7.80E-05 -3.9057839
1.07726256 -18.059716 4 13.7822648 1.14E-05 5.53E-05 -3.9222669
4.16726469 -8.551977 4 3.03489723 0.0009661 0.00102636 -3.9345541
27.871884 -10.31431 4 1.92299035 0.0023719 0.00049849 -3.9584119

5.61584104 -6.3424008 4 3.14358885 0.00253094 0.00316506 -3.9661711
8.25982143 -6.1632565 4 2.28608674 0.00442968 0.00351795 -3.9871293
37.8660607 -18.379019 4 2.24056958 0.00032659 5.16E-05 -3.9902135
9.20193249 -19.829428 4 1.69450412 6.88E-05 3.82E-05 -3.9916411
1.28388087 -4.8419587 4 17.3199959 0.00119535 0.00838816 -4.008406
2.24651962 -5.495668 4 9.37744546 0.00139341 0.0053433 -4.0345659
10.6663526 -8.2049686 4 1.8405147 0.00243492 0.00120231 -4.0429533
1.46463537 -9.2942296 4 10.2510708 0.00022676 0.00074559 -4.0513551
12.1233678 -17.044687 4 1.36130891 0.00016078 6.95E-05 -4.0997091



2.18670215 -10.335591 4 7.31250613 0.00021476 0.00049452 -4.1056913
4.85150949 -5.1199214 4 5.16677342 0.00461612 0.00688651 -4.1251876
520.050765 -10.575379 4 36.0623212 0.00337276 0.00045239 -4.1347361
1137.21871 -11.219163 4 69.7917182 0.00333511 0.00035946 -4.1873429
1.25868177 -5.0655121 4 11.913892 0.00244983 0.00715286 -4.2018701
3.61830359 -6.6818657 4 4.35639161 0.0018467 0.00260821 -4.201964
1.54452956 -3.6908621 4 31.6836814 0.00286955 0.02100285 -4.2429082
27.5220405 -9.3367444 4 1.37315553 0.0035371 0.0007326 -4.2437152
102.66406 -4.3090161 4 1614.38249 0.00119558 0.0125558 -4.2473577

5.44175996 -5.7457614 4 3.34373191 0.00411155 0.0045476 -4.2769395
21.5391986 -9.2427825 4 1.1074911 0.00258083 0.00076171 -4.2778186
3.8611161 -14.016237 4 4.53158261 0.0001017 0.00015032 -4.311613

30.1673207 -10.532188 4 1.82236367 0.00214763 0.00045964 -4.323283
25.1616952 -8.8537999 4 1.60546282 0.00355508 0.00089861 -4.3326526
10.6419409 -13.557249 4 1.83022765 0.00037835 0.00017135 -4.3493631
15.0889361 -10.90969 4 1.35343319 0.00113133 0.00040083 -4.3509079
29.3659726 -11.147082 4 1.49582711 0.00160676 0.0003686 -4.4073799
7.38631566 -7.9341391 4 2.27327602 0.00181966 0.00136617 -4.4366961
21.4703104 -10.541437 4 1.18044715 0.00164313 0.00045807 -4.4641546
16.6798227 -13.449361 4 1.42226477 0.00052762 0.00017681 -4.5005104
1.67503157 -8.4607602 4 30.5075244 0.00011718 0.00106933 -4.5157465
3.22265839 -9.4933201 4 7.27808868 0.00024188 0.00068709 -4.5385691
7862.22504 -11.207403 4 379.774617 0.00419934 0.00036093 -4.5715828
5.76314057 -6.1192593 4 4.0399765 0.00358008 0.00361191 -4.5767321
2.82513729 -4.7197502 4 7.52738383 0.00425513 0.00917328 -4.5871095
17.4202527 -8.1076487 4 1.04273527 0.00378303 0.00125823 -4.6076827
1.50658484 -4.0465314 4 30.7661104 0.00299006 0.01552007 -4.6167043
35.0176727 -10.03453 4 1.65175522 0.00267071 0.00055455 -4.7586479
50.7611003 -16.003663 4 2.26194111 0.00068643 8.91E-05 -4.7857794
16.8519771 -12.585373 4 1.23249127 0.00068067 0.00022942 -4.8105093
79.9881731 -9.8396289 4 3.32769899 0.00480794 0.00059829 -4.8282224
2.90602469 -6.4015274 4 9.04190591 0.00092866 0.00305825 -4.8415507
2.90602469 -6.4015274 4 9.04190591 0.00092866 0.00305825 -4.8415507
27.2599348 -15.782465 4 1.11910377 0.00048471 9.42E-05 -4.8457877
10.9068422 -8.7041798 4 2.25045845 0.00164252 0.00095931 -4.8550152
75.8527375 -10.183068 4 3.36725809 0.00424169 0.00052386 -4.8664439
4.45883672 -11.229695 4 4.93342587 0.0002652 0.00035815 -4.884819
3.69680878 -10.672461 4 5.99449833 0.00025297 0.00043661 -4.9443524
7.26871162 -6.0991823 4 4.50013028 0.00276728 0.00365581 -4.9540694
27.5568596 -13.718694 4 1.17860585 0.00075029 0.00016356 -4.9916256
34.7319648 -13.617251 4 1.42891372 0.00082309 0.0001684 -5.077802
1.46509084 -7.5240948 4 15.1922547 0.00036005 0.0016705 -5.0946737

1.706562 -4.5981471 4 13.77092 0.00333205 0.01004491 -5.1056348
12.0629022 -12.510469 4 2.14792037 0.00053805 0.00023484 -5.1473349
1.12735944 -2.5763159 4 62.2450217 0.00428409 0.06156648 -5.1576695
15.2802328 -9.7341917 4 1.84136555 0.00127865 0.00062373 -5.1677977
1.16277011 -3.4699844 4 46.9150548 0.00143538 0.02558398 -5.1823285
8.31924453 -11.42684 4 3.1125603 0.00038489 0.00033465 -5.2219863



32.7621934 -11.071998 4 1.25256976 0.00182548 0.00037843 -5.2253298
43.6362571 -9.6022503 4 2.01366292 0.00350483 0.0006575 -5.2606718
148.023773 -14.90695 4 5.59480951 0.00117426 0.00011794 -5.2668111
148.023773 -14.90695 4 5.59480951 0.00117426 0.00011794 -5.2668111
15.8999482 -9.669142 4 1.48102591 0.00165577 0.0006401 -5.2715147
17.0045918 -10.428012 4 1.4501419 0.00145692 0.00047773 -5.3015759
151.724466 -17.364417 4 5.18448937 0.00077771 6.46E-05 -5.3327099
2.19518486 -12.840892 4 14.7650086 3.40E-05 0.00021204 -5.343672
8.19905405 -4.8888136 4 202.151556 0.00048772 0.00810897 -5.3546215
7.70256275 -10.737143 4 3.07614801 0.00051633 0.00042647 -5.3654238
62.6637613 -10.356537 4 1.9307509 0.00361704 0.00049065 -5.3688433
11.1277985 -8.2079728 4 3.29746237 0.00169532 0.00120063 -5.3898185
21.9264886 -8.1458299 4 1.07195675 0.00392813 0.00123592 -5.3968399
123.309975 -11.931022 4 4.12050639 0.00289086 0.00028273 -5.5230203
19.0807554 -9.3019845 4 1.33452839 0.00234182 0.0007432 -5.5246122
62.0828995 -10.099624 4 1.66663736 0.00446845 0.00054084 -5.5313054
32.8159542 -18.473715 4 1.17143803 0.00026122 5.05E-05 -5.5457136
57.7798833 -14.065981 4 1.91610771 0.00107862 0.00014824 -5.6224415
253.800125 -12.098215 4 8.75483459 0.00293945 0.00026776 -5.6362096
4.90630117 -6.377513 4 7.36996384 0.00123145 0.00310109 -5.6594129
4.28393265 -8.7166033 4 6.51300018 0.00047459 0.00095408 -5.6609157
180.094376 -11.726068 4 6.35674631 0.00312102 0.00030253 -5.6940164
8.47384534 -7.6116079 4 5.47552087 0.00122741 0.00159902 -5.7309314
7.37851901 -10.704106 4 4.98977825 0.00030271 0.00043161 -5.7348098
8.44096228 -7.7637275 4 3.78090274 0.00198315 0.00148354 -5.8032223
14.0845749 -25.064449 4 2.2928187 3.05E-05 1.50E-05 -5.8737853
26.226394 -8.7441157 4 1.13425848 0.00349921 0.00094262 -5.8893042
11.901908 -7.5028727 4 2.27275511 0.00294031 0.00168843 -5.9617237

10.1502608 -8.2737313 4 2.70600464 0.00174942 0.00116464 -5.9734263
14.8028576 -7.5204209 4 2.35050726 0.00293159 0.00167359 -6.0027328
3.18761821 -8.9736395 4 9.79743608 0.00028662 0.0008534 -6.1006232
45.3774478 -18.514519 4 1.37342848 0.00032057 5.01E-05 -6.1597978
45.3774478 -18.514519 4 1.37342848 0.00032057 5.01E-05 -6.1597978
38.0828881 -15.773097 4 1.15339518 0.00051752 9.44E-05 -6.1599516
27.5226752 -8.8138946 4 1.36405123 0.00276038 0.00091432 -6.1956602
2.03097969 -4.3659141 4 21.4691896 0.0018825 0.0120064 -6.2077852
15.2617305 -18.133122 4 2.55856338 0.0001118 5.44E-05 -6.3208529
1125.4823 -40.110779 4 27.8653371 4.83E-05 2.31E-06 -6.3496378
16.899617 -19.164543 4 2.61430733 8.53E-05 4.37E-05 -6.4218847

126.833169 -10.453332 4 3.14302092 0.00473536 0.00047325 -6.4393014
6.07377899 -14.679354 4 7.73055538 5.32E-05 0.00012532 -6.4561352
1.96480712 -9.4062926 4 75.1573954 3.19E-05 0.00071194 -6.5779281
1.96825332 -6.0206857 4 21.4116136 0.00059768 0.00383385 -6.6052338
6.45340635 -21.407847 4 7.61957516 1.33E-05 2.82E-05 -6.6381689
54.0159434 -10.306254 4 1.24967822 0.0035593 0.0005 -6.6505225
6.18898082 -5.5609165 4 5.84409973 0.00364923 0.00512028 -6.6910418
1.45961975 -5.2550925 4 26.8557164 0.00095394 0.00627541 -6.73277
28.6690519 -10.942071 4 1.51547432 0.00161153 0.00039623 -6.7476086



96.316459 -12.596965 4 2.48396756 0.00222354 0.00022859 -6.7713397
5.37075109 -20.101402 4 8.42796596 1.46E-05 3.62E-05 -6.8303274
201.097645 -13.25548 4 4.16487387 0.00259849 0.00018718 -6.8309026
329.069446 -18.507751 4 7.04165749 0.00088108 5.02E-05 -6.831923
5.10583924 -9.9370877 4 7.88402467 0.0002585 0.0005759 -6.8735936
112.023454 -17.837558 4 2.42445943 0.00065797 5.80E-05 -6.9233
87.8771661 -13.460736 4 1.83825027 0.00199535 0.00017622 -7.0176295
5.33125089 -11.55033 4 11.5888586 8.96E-05 0.00032091 -7.0382902
135.127645 -20.130868 4 2.696579 0.0005456 3.59E-05 -7.066344
681.318457 -21.815121 4 12.9672491 0.00061174 2.61E-05 -7.127797
67.8593614 -15.304942 4 1.3770292 0.00086981 0.00010631 -7.1695325
2.86428576 -4.6119827 4 18.9207768 0.00238958 0.00994082 -7.2149014
11429.8023 -16.604657 4 248.639549 0.00146102 7.71E-05 -7.2309244
23.1666786 -15.801941 4 2.27220205 0.00027921 9.37E-05 -7.246164
3.12891032 -4.9035092 4 24.9361797 0.00076799 0.00802374 -7.2518902
15.9819127 -8.1206501 4 4.4750088 0.00150764 0.00125058 -7.2561395
60.9075032 -13.219891 4 1.01045686 0.00159936 0.00018917 -7.5316402
2.72380951 -4.4055031 4 36.7600363 0.00081355 0.01164124 -7.6260328
10.7174777 -9.7119378 4 7.44938786 0.00038414 0.00062927 -7.7632673
20.6765353 -7.64266 4 4.0049293 0.00229463 0.00157457 -7.7685473
49.5375736 -10.192737 4 1.100469 0.00304743 0.00052194 -8.0280436
2.76834562 -16.97789 4 22.0996329 8.48E-06 7.06E-05 -8.2349648
3.73951397 -6.0888213 4 27.2428189 0.00038244 0.00367872 -8.3277305
19.8536581 -12.667476 4 2.90466664 0.00046182 0.00022365 -8.3806534
14.6406955 -8.5073973 4 4.74084343 0.00105955 0.00104709 -8.3900109
7.70815186 -8.7615483 4 11.1542938 0.0002999 0.00093545 -8.3911702
18.3061529 -16.135368 4 4.5281732 0.00011504 8.63E-05 -8.394426
16.7038992 -11.373269 4 5.66509084 0.00035388 0.00034084 -8.4737188
42.7995166 -10.650997 4 1.53009333 0.00177996 0.00044004 -8.4739832
65.7968352 -9.4645609 4 1.16749302 0.00476781 0.00069518 -8.5701812
94.5240236 -12.485049 4 1.2706606 0.00273318 0.00023672 -8.6673277
24.5011529 -9.5026998 4 3.11751628 0.00182983 0.00068448 -8.6948464
14.4165189 -5.5092746 4 9.76455099 0.00278281 0.00529583 -8.8307878
130.095016 -15.405467 4 1.95739106 0.00120941 0.0001036 -8.9188753
28.6736554 -17.158723 4 2.7474986 0.0001714 6.77E-05 -8.9680744
424.308815 -20.862338 4 5.75098606 0.00066555 3.12E-05 -9.1736592
27.1540191 -6.9286029 4 4.13014668 0.00368019 0.00227793 -9.2085427
160.950772 -18.543542 4 1.83143626 0.00088431 4.98E-05 -9.3520839
62.4359712 -18.222817 4 1.29967712 0.00033635 5.33E-05 -9.3530958
27.7088974 -7.0453595 4 3.35128219 0.00448339 0.00213968 -9.4806889
103.615271 -14.924416 4 1.06035953 0.00114465 0.0001174 -9.6356429
203.717144 -23.761138 4 2.09420638 0.0003596 1.86E-05 -9.7028411
6.70523903 -6.1296346 4 13.197456 0.00131093 0.00358948 -9.891873
35.6544373 -9.6258466 4 2.1082506 0.00227806 0.00065129 -9.9269069
3.62954195 -6.3464831 4 32.549541 0.00031183 0.00315754 -10.07361
197.534197 -13.974629 4 1.73255163 0.00234868 0.00015209 -10.165217
9.43628718 -24.436893 4 12.1764534 5.98E-06 1.66E-05 -10.87539
91.3139353 -14.704821 4 1.36190321 0.00089536 0.00012446 -11.010021



162.578138 -13.821664 4 1.26235945 0.0022165 0.00015882 -11.012875
11.1537846 -30.60984 4 10.7673075 2.87E-06 6.79E-06 -11.042058
5.48717924 -10.965692 4 29.4248664 3.34E-05 0.00039292 -11.124821
1.58138963 -7.6935617 4 86.3761789 3.62E-05 0.00153548 -11.260022
10625.5279 -20.686298 4 91.0650244 0.0011706 3.23E-05 -11.3762
1.92510188 -6.3230797 4 81.0753658 8.78E-05 0.00320096 -11.406642
21.8611734 -11.31726 4 6.7703409 0.00035316 0.00034747 -11.553572
107.109012 -12.547035 4 1.13468993 0.00189449 0.00023218 -11.601578
136.874651 -15.696237 4 1.00470028 0.00110378 9.62E-05 -11.665876
98.8603494 -10.571701 4 1.16674878 0.00328677 0.000453 -11.765842
667.610352 -38.36459 4 4.48816282 0.00010534 2.76E-06 -11.769961
3.50137697 -10.624002 4 35.1711892 3.15E-05 0.0004444 -11.878024
24.9552443 -7.5616542 4 5.43097105 0.00195437 0.00163935 -11.890079
30.3105443 -10.181291 4 5.26268265 0.00089132 0.00052422 -11.912722
23.8626326 -10.676858 4 8.2537316 0.00035022 0.00043591 -11.928241
41.7992929 -10.088118 4 3.04372109 0.00144659 0.00054323 -12.071087
105.739798 -15.202995 4 1.26541608 0.00090841 0.00010915 -12.34125
987.79813 -18.351059 4 5.95674802 0.00195556 5.19E-05 -12.477408

1326.66426 -23.097214 4 9.33062259 0.00074771 2.08E-05 -12.556751
64.239696 -12.845082 4 2.4274698 0.00105391 0.00021177 -12.556813
41.226459 -7.5364039 4 6.14275168 0.00247545 0.00166021 -12.562074

2.91020825 -4.6931763 4 132.513983 0.00011332 0.00935565 -12.568379
183.882889 -15.291801 4 1.41334981 0.00155793 0.00010667 -12.617235
48.4044832 -9.8162629 4 2.73453376 0.00191852 0.00060381 -12.759626
452.947467 -21.398016 4 2.65913306 0.00074893 2.82E-05 -13.050387
22.8622385 -8.9588483 4 9.96030306 0.00051125 0.00085882 -13.076818
38.7539548 -14.135543 4 4.4877843 0.00028281 0.00014539 -13.504265
233.12306 -14.280377 4 1.2306914 0.00200277 0.00013968 -13.591816
54.515787 -10.674301 4 3.830359 0.00145301 0.00043632 -13.598843

996.370075 -19.614046 4 5.1555841 0.00186702 3.98E-05 -13.611671
70.0537019 -14.751998 4 2.83440392 0.00044354 0.0001229 -13.674516
110.314558 -10.692854 4 2.05478917 0.0030919 0.00043338 -13.883645
7.41377037 -9.929207 4 32.3086307 4.71E-05 0.00057767 -13.895106
24.8875356 -5.7197793 4 10.065593 0.00359362 0.00462317 -13.908705
279.069224 -11.884165 4 1.49176735 0.00478356 0.00028711 -14.140252
316.452962 -18.35239 4 1.86242338 0.00106463 5.19E-05 -14.226586
11208.357 -21.689538 4 49.2706715 0.00182094 2.67E-05 -14.355458

222.679237 -17.617693 4 1.05813531 0.00117028 6.10E-05 -14.378507
7347.80674 -18.093951 4 40.0198084 0.00248019 5.49E-05 -14.382555
7.26292527 -12.534584 4 30.166146 2.49E-05 0.00023308 -14.708008
5248.29974 -30.869673 4 24.4208446 0.00034907 6.56E-06 -15.182297
188.772139 -10.961862 4 1.38569306 0.00416922 0.00039346 -15.291233
143.02977 -53.205706 4 1.65770851 7.92E-06 7.47E-07 -15.313673
1.0806296 -11.15668 4 307.854366 1.21E-06 0.00036737 -15.592043

820.722691 -16.68108 4 3.33456814 0.00319163 7.57E-05 -15.705875
79.9450825 -11.330095 4 2.99246342 0.00196788 0.00034593 -15.83016
1382.16978 -17.128156 4 5.42837373 0.00350239 6.82E-05 -15.974113
132.07391 -18.475806 4 1.96110837 0.00051295 5.05E-05 -16.243408



947.705802 -16.34344 4 3.97395224 0.00258336 8.20E-05 -16.504316
2.30204652 -4.3019261 4 141.739628 0.00027475 0.01262637 -16.955521
439.391238 -19.98534 4 1.64140132 0.00100205 3.70E-05 -17.184595
13.5154867 -4.8178399 4 36.1249371 0.00089398 0.00853643 -17.518422
175.21778 -9.3879164 4 2.15243272 0.00451752 0.00071733 -17.574322

140.899986 -10.814255 4 3.18156697 0.00232154 0.00041477 -17.69897
237.261204 -14.880332 4 1.51686555 0.00137336 0.00011878 -17.898924
322.344076 -18.983503 4 1.09282807 0.00080532 4.54E-05 -18.000254
98.8829603 -11.607823 4 2.46358466 0.00168283 0.00031475 -18.041761
131.873849 -11.825977 4 3.40063768 0.00156032 0.00029267 -18.683985
133.611201 -10.740598 4 3.47272715 0.00222762 0.00042594 -19.188135
4477.4009 -18.313473 4 13.66128 0.00259739 5.23E-05 -19.430249

57.2218484 -12.458518 4 5.38405141 0.00050227 0.0002387 -19.979104
71.9734289 -14.044135 4 4.91225805 0.0004103 0.00014915 -19.993196
770.541614 -15.189495 4 2.01378138 0.0032147 0.00010953 -20.029111
1289.61919 -17.864809 4 3.26368154 0.00309574 5.77E-05 -20.065078
517.039377 -14.627504 4 1.16874543 0.00401389 0.00012707 -20.116548
75.7336443 -12.63502 4 4.50772781 0.00062341 0.0002259 -20.204853
109.051863 -15.916308 4 3.36352653 0.00042953 9.11E-05 -21.438751
51.9773685 -8.1627696 4 12.7040383 0.00072659 0.00122617 -21.448042
145.51413 -20.466485 4 3.32605901 0.00022577 3.37E-05 -22.720393

128.809059 -23.794837 4 3.91305376 7.88E-05 1.85E-05 -22.770761
28.8628785 -15.310115 4 17.7052828 3.58E-05 0.00010617 -22.86926
28.8628785 -15.310115 4 17.7052828 3.58E-05 0.00010617 -22.86926
28.7266659 -15.303781 4 17.8149358 3.55E-05 0.00010634 -22.881386
20602.1935 -18.514472 4 43.8497924 0.0032582 5.01E-05 -23.57121
151.577523 -20.52895 4 3.54976374 0.00021284 3.33E-05 -23.830696
182.80829 -13.569162 4 3.12288713 0.00137642 0.00017076 -23.831049

727.595982 -17.830734 4 1.33825672 0.00210748 5.81E-05 -24.370953
12.7709944 -2.854208 4 159.564021 0.00251371 0.04619891 -24.420686
1769.62537 -15.438451 4 3.05011532 0.00454126 0.00010273 -24.706654
64.0192657 -9.0623962 4 10.1292522 0.00114952 0.00082172 -24.789141
56.3624749 -8.2623689 4 9.92753467 0.00164464 0.00117076 -24.984843
954.137045 -18.290134 4 1.41258259 0.00252487 5.26E-05 -25.807511
277.181436 -20.467281 4 2.86400501 0.00035482 3.37E-05 -27.185558
182.732277 -15.035227 4 4.94552658 0.00047591 0.00011403 -27.668432
44.2834061 -3.8331373 4 76.7684897 0.00108041 0.01856818 -27.670832
514.679087 -16.660122 4 1.45204974 0.00184536 7.60E-05 -27.814654
122.922984 -10.793448 4 5.92242133 0.00159843 0.00041789 -27.974504
299.553965 -10.234203 4 4.09362129 0.00317231 0.00051379 -28.32186
595.641493 -15.754388 4 1.41339197 0.00187604 9.48E-05 -29.246162
130.660223 -11.369992 4 9.66823971 0.0005362 0.00034122 -29.540383
85.6017618 -10.164868 4 10.2548652 0.00081045 0.00052751 -29.811427
152.399155 -18.620628 4 5.52731095 0.00019004 4.90E-05 -30.215968
1219.37748 -26.449779 4 1.40685083 0.00054853 1.21E-05 -31.402278
255.637376 -9.5273596 4 3.31868447 0.0039283 0.00067767 -31.727146
3456.39672 -20.902341 4 3.10090766 0.00259109 3.10E-05 -32.410003
734.339035 -17.524612 4 1.24019231 0.00145865 6.23E-05 -32.671978



59.4595176 -11.452141 4 16.7420458 0.00023193 0.00033178 -32.747378
874.779406 -17.792038 4 1.03242719 0.00174887 5.86E-05 -32.828117
65.5002272 -11.411772 4 15.3957434 0.00027599 0.00033638 -32.933491
57.9006479 -6.2772556 4 28.9107517 0.00087835 0.00328812 -33.873344
212.983633 -9.2734646 4 6.96068462 0.00170661 0.00075205 -33.89762
865.979663 -19.116603 4 1.23045126 0.00147786 4.41E-05 -33.998952
759.057136 -22.773735 4 1.53706491 0.00067747 2.20E-05 -34.418094
334.063888 -14.796294 4 4.82539947 0.00072436 0.00012146 -35.081371
307.505386 -17.426862 4 3.39819003 0.00050674 6.37E-05 -35.601633
92.1321607 -13.510628 4 13.0657333 0.0001889 0.00017368 -37.560094
92.1321607 -13.510628 4 13.0657333 0.0001889 0.00017368 -37.560094
1372.77646 -24.585418 4 1.18311165 0.00055833 1.62E-05 -39.401327
973.572621 -23.891312 4 1.42827475 0.00055472 1.82E-05 -39.45675
3578.17846 -41.793808 4 2.17754828 0.00017132 1.96E-06 -40.339286
2312.80638 -19.147621 4 1.12366802 0.00278244 4.38E-05 -40.424635
2553.69647 -21.27154 4 1.52129877 0.00188539 2.89E-05 -41.155322

360857.6 -22.10715 4 208.509312 0.00417898 2.48E-05 -41.617108
1889.97937 -37.335926 4 1.1445605 0.00015947 3.07E-06 -42.184208
2042.77811 -20.049334 4 1.44765676 0.00187084 3.65E-05 -42.351575
1346.4557 -19.187103 4 1.50541897 0.00147174 4.35E-05 -42.980979

251.880925 -13.910731 4 6.12670712 0.00061867 0.00015486 -43.752805
530.803571 -19.081284 4 3.0381377 0.00051639 4.44E-05 -43.956473
178.721359 -12.248592 4 11.5675259 0.00045185 0.00025512 -44.040785
138.440746 -5.6342656 4 36.7288506 0.001202 0.00488302 -44.062025
1997.46385 -20.793649 4 1.02003378 0.00137172 3.16E-05 -44.414805
2080.32727 -28.734798 4 1.23420318 0.00046898 8.73E-06 -44.815065
369.857537 -7.1592737 4 8.08768023 0.0043327 0.00201464 -46.153151
553.450792 -14.661438 4 4.23124008 0.00127307 0.00012592 -46.237485
2455.85338 -23.968456 4 1.03437561 0.00121812 1.80E-05 -47.237984
345.651744 -15.333938 4 8.65473352 0.0002788 0.00010552 -47.742455
190.094102 -2.4785336 4 213.726389 0.00320947 0.06831844 -48.633082
3303.03236 -20.151761 4 1.21274745 0.00268944 3.58E-05 -48.633782
297.273621 -11.895219 4 9.33356462 0.00060553 0.00028607 -48.684221
286.056016 -10.842247 4 11.2906187 0.00065662 0.00041062 -50.748995
251.272177 -9.8329107 4 13.7536846 0.00068001 0.00059987 -50.770857
259.085543 -9.8688504 4 13.4605474 0.00070122 0.00059146 -51.113518
204.883031 -7.8150857 4 22.8764763 0.00073388 0.0014469 -52.722467
4296.7945 -20.179827 4 1.42107207 0.00281875 3.56E-05 -52.740306

2830.68391 -15.356006 4 1.27532167 0.00476444 0.00010492 -53.18947
1164.087 -17.601046 4 1.85964156 0.00141018 6.12E-05 -53.719536

217.124637 -7.2083903 4 25.741211 0.00084665 0.00196352 -53.763466
2884.39209 -26.160644 4 1.02151366 0.00082102 1.27E-05 -54.382609
667.367478 -9.1118344 4 7.35906777 0.00289953 0.0008047 -54.988529
3257.13776 -17.966559 4 1.23662741 0.00346822 5.64E-05 -55.354809
59.2671915 -3.3217951 4 229.663262 0.00108801 0.02932933 -58.830123
474.006835 -12.092549 4 7.88713128 0.00083215 0.00026825 -58.92859
4083.90604 -36.409705 4 1.01303538 0.00028384 3.40E-06 -61.637335
223.756846 -2.9514781 4 152.349333 0.00319757 0.04190773 -62.138902



976.461154 -23.791696 4 4.56389802 0.00021292 1.85E-05 -63.188627
7312.80984 -26.40369 4 1.71787589 0.00131926 1.22E-05 -65.225026
3796.54346 -16.201065 4 1.43014228 0.00441325 8.49E-05 -65.318497
1362.16737 -22.648908 4 3.07151844 0.0004951 2.25E-05 -65.573472
268.23965 -7.6530152 4 18.1369424 0.0016327 0.00156652 -66.835667

1741.28816 -22.269586 4 3.26472907 0.0004746 2.41E-05 -67.585343
1683.15209 -13.456637 4 1.95014342 0.00425572 0.00017643 -68.146714

979.6748 -13.085414 4 4.72962799 0.00199009 0.00019692 -68.700593
822.380971 -15.483432 4 9.50553979 0.00037308 0.00010155 -76.43405
1642.38319 -16.193143 4 2.76325684 0.001679 8.51E-05 -77.318873
7676.07399 -61.85259 4 1.15587582 4.78E-05 4.09E-07 -77.725419
15997.9703 -22.712935 4 2.06360548 0.00439317 2.23E-05 -86.082914
40993.3847 -26.997417 4 5.77845237 0.00247734 1.12E-05 -89.105827
1109.62399 -11.532592 4 12.8226365 0.00092594 0.00032284 -89.721069
95.6941533 -3.5325069 4 506.650568 0.00016632 0.02417591 -92.329724
734.604756 -15.970756 4 13.2128513 0.00021037 8.99E-05 -93.32362
1571.54447 -7.4837558 4 12.5638567 0.00475277 0.00170478 -102.48157
313.678862 -9.1673229 4 72.9787315 8.71E-05 0.00078613 -108.11851
19594.0667 -35.87296 4 1.62064867 0.000595 3.60E-06 -109.68739
1724.26367 -15.713222 4 6.97506472 0.00087756 9.58E-05 -117.19835
11668.3211 -22.27033 4 1.1579167 0.00182407 2.41E-05 -121.49388
3199.22951 -13.262211 4 4.83987591 0.00297872 0.00018681 -125.81833
3752.35825 -15.756974 4 3.94768597 0.00182704 9.48E-05 -133.2523
8246.14225 -18.235028 4 2.10411615 0.00333989 5.32E-05 -138.25969
3490.21499 -21.644474 4 6.91358607 0.00024253 2.70E-05 -138.90109
33552.3699 -43.97296 4 1.4693482 0.00034921 1.60E-06 -147.27081
1852.58974 -18.861884 4 13.0592262 0.0001359 4.65E-05 -147.6733
1890.45186 -18.841503 4 13.0574619 0.00013777 4.67E-05 -149.03898
22611.5916 -38.856104 4 1.03337273 0.00033934 2.62E-06 -156.2244
2003.01015 -33.307528 4 12.1090033 2.10E-05 4.85E-06 -160.72326
284964.14 -32.519971 4 12.010855 0.00211085 5.33E-06 -161.93474

22836.6496 -23.652604 4 1.35921029 0.00192882 1.89E-05 -164.21133
262.956105 -3.37529 4 634.596866 0.00029996 0.02790675 -164.88603
132209.992 -30.386943 4 5.36543458 0.00218202 6.99E-06 -167.46785
10996.3904 -27.544817 4 3.25614664 0.00037504 1.03E-05 -175.48918
11086.2283 -23.2934 4 3.60341118 0.0006679 2.01E-05 -182.8694
2013.58255 -9.4334303 4 36.1307515 0.00057657 0.00070407 -193.12305
5327.10728 -11.699395 4 7.13364133 0.00447913 0.00030524 -193.7874
17182.4518 -73.901267 4 2.59939761 1.33E-05 2.01E-07 -208.6075
2486.3219 -4.1429123 4 200.856061 0.00099672 0.01434255 -213.51737

2534.09089 -3.9349314 4 228.221652 0.00102313 0.0170322 -215.28027
11811.2644 -69.62443 4 4.36782389 7.95E-06 2.55E-07 -221.1861
16757.5373 -64.116518 4 3.31591555 1.75E-05 3.54E-07 -223.08046
119554.401 -26.781079 4 2.50750238 0.00309692 1.16E-05 -224.60546
29607.6827 -26.184951 4 1.73023367 0.00127128 1.26E-05 -224.99524
2126.47556 -18.961698 4 37.0215937 3.23E-05 4.56E-05 -228.72518
7029.59361 -7.5970029 4 17.8290059 0.00374042 0.00161068 -230.59981
6267.4509 -12.417585 4 13.2891838 0.00109142 0.0002418 -248.00837



3329.87857 -18.939542 4 29.666062 5.42E-05 4.58E-05 -254.88114
1643.70671 -3.5945597 4 370.898767 0.00066058 0.02286868 -258.73716
173012.072 -42.695213 4 2.48709708 0.00092363 1.80E-06 -260.64556
173012.072 -42.695213 4 2.48709708 0.00092363 1.80E-06 -260.64556
207504.866 -43.621104 4 2.93493567 0.00093052 1.65E-06 -262.4662
50076.7303 -46.186688 4 1.24428787 0.00020925 1.31E-06 -263.48891
2400.22914 -11.630753 4 27.4075954 0.00052502 0.00031233 -265.33025
3261.81563 -17.756184 4 33.1231707 5.89E-05 5.91E-05 -266.05625
217906.356 -43.798187 4 2.92607548 0.00093164 1.62E-06 -269.42976
186945.187 -42.911496 4 2.44614922 0.00092715 1.76E-06 -273.41074
186945.187 -42.911496 4 2.44614922 0.00092715 1.76E-06 -273.41074
5029.25754 -15.238095 4 15.4907005 0.00049964 0.00010816 -274.35779
22225.9363 -28.442657 4 3.20217073 0.00050562 9.09E-06 -282.43991
8450.96718 -5.7788291 4 47.7699231 0.00247673 0.0044536 -308.3216
42736.0385 -19.18232 4 2.20540319 0.00416478 4.35E-05 -314.72452
139.370738 -3.8411153 4 3758.29864 9.75E-06 0.01844196 -316.04764
3850.94224 -16.794549 4 45.7619419 4.44E-05 7.37E-05 -328.78883
3850.94224 -16.794549 4 45.7619419 4.44E-05 7.37E-05 -328.78883
5004.28403 -12.10999 4 30.1179725 0.00043169 0.00026674 -340.24153
4278.73397 -16.313798 4 59.3031133 3.54E-05 8.26E-05 -408.31007
28546.8425 -19.863277 4 6.76254432 0.00075085 3.79E-05 -418.99844
21823.5495 -4.0087684 4 128.385736 0.00281141 0.01601296 -482.66406
94608.2199 -26.255394 4 3.90100642 0.00089526 1.25E-05 -511.36539
16091.5483 -4.5451623 4 129.194968 0.00176937 0.01045598 -550.11885
140251.324 -21.251593 4 3.16760442 0.00253068 2.90E-05 -570.22877
354950.443 -42.803857 4 1.10064509 0.00071502 1.78E-06 -589.25787
1053244.1 -39.245914 4 3.12578265 0.0021728 2.52E-06 -598.0823

163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726
163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726
163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726
163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726
163919.741 -17.946234 4 6.57318209 0.00207405 5.67E-05 -861.18726



PPDE(<p) PPDE(p)
0.99481254 0.99045489
0.95333962 0.91579971
0.92407999 0.86243726
0.91989483 0.85459477
0.98071167 0.96485342
0.99559267 0.99188531
0.96112197 0.92974164
0.97711471 0.95838253
0.93923327 0.89033234
0.91847427 0.85191688
0.92786259 0.86946907
0.97568383 0.95581304
0.93434702 0.88141268
0.94812418 0.90642289
0.92291811 0.86026684
0.93625988 0.88491204
0.92497589 0.86410738
0.99682388 0.99414637
0.95564909 0.91994178
0.93555527 0.8836242
0.95049428 0.91068857
0.94998945 0.90978066
0.92226716 0.8590486
0.92186742 0.85829968
0.96515608 0.93695822
0.98355426 0.96998127
0.96890893 0.94367262
0.90953805 0.83486903
0.90516971 0.82639777
0.92624101 0.86646082
0.8921969 0.80064062

0.94335438 0.89781027
0.91169045 0.83900867
0.91409121 0.84360032
0.89894751 0.81416044
0.9221958 0.85891495

0.93312818 0.87917755
0.90941032 0.83462269
0.9660773 0.93860612

0.95495676 0.91870062
0.92556495 0.8652039
0.91241072 0.84038903
0.92812711 0.86995894
0.88821818 0.79254665
0.94048499 0.89260765
0.94173329 0.89487318
0.90632011 0.82863798



0.94849708 0.90709459
0.93551585 0.88355211
0.93255767 0.87812986
0.90244282 0.82106022
0.88651862 0.78905979
0.89982376 0.81589644
0.90587488 0.82777177
0.96741723 0.9410033
0.91938243 0.85362981
0.91072086 0.83714662
0.97637267 0.95704972
0.89542416 0.80713671
0.92385743 0.86202192
0.89559516 0.80747923
0.88582752 0.78763678
0.97003322 0.94568512
0.93243707 0.87790826
0.88302297 0.78183128
0.93136142 0.87592985
0.96753223 0.94120905
0.96159239 0.9305833

0.908561 0.83298255
0.89090392 0.79802075
0.90191074 0.82001416
0.94657933 0.90363783
0.94889539 0.90781182
0.98305486 0.96907938
0.93497524 0.88256305
0.96771996 0.94154496
0.94193577 0.89524033
0.89474147 0.80576761
0.96762773 0.94137993
0.98670311 0.97567888
0.89105936 0.79833625
0.92831474 0.87030628
0.95111457 0.91180367
0.94114605 0.89380784
0.91763583 0.85033243
0.90996754 0.83569684
0.93770308 0.88754569
0.92213771 0.85880614
0.93903087 0.88996407
0.9122539 0.8400887

0.92908176 0.87172489
0.9595636 0.92695285

0.95121544 0.91198495
0.971948 0.94911427
0.971948 0.94911427



0.95908307 0.92609269
0.96511499 0.93688471
0.97991074 0.96341095
0.93665494 0.88563351
0.96668583 0.93969474
0.91563517 0.84653945
0.95382739 0.91667498
0.91607292 0.84737085
0.90441115 0.82491689
0.92952972 0.87255249
0.90542803 0.8269014
0.96885773 0.94358099
0.95436587 0.91764095
0.96934645 0.94445572
0.92272098 0.85989808
0.94100577 0.89355323
0.89520682 0.80670113
0.96048128 0.92859519
0.94125133 0.89399889
0.98423466 0.97121077
0.95328118 0.91569483
0.93708466 0.88641781
0.94349274 0.8980607
0.88893342 0.79400875
0.97757712 0.95921341
0.91135339 0.83836186
0.97740418 0.95890263
0.96197841 0.93127391
0.92595363 0.86592674
0.94645467 0.90341292
0.95161778 0.91270791
0.94121534 0.89393357
0.98430769 0.9713428
0.98561018 0.97369908
0.96998756 0.94560338
0.93076463 0.87483063
0.98868665 0.97927848
0.90061653 0.81746339
0.95437379 0.91765515
0.9360532 0.88453441
0.9774161 0.95892406

0.94780013 0.90583902
0.90943644 0.83467306
0.94094766 0.89344775
0.88496945 0.78586583
0.96977101 0.9452157
0.97098651 0.94739206
0.97522676 0.95499274



0.98354063 0.96995665
0.95334677 0.91581254
0.93797596 0.88804306
0.96133071 0.93011511
0.98058524 0.96462566
0.9601884 0.92807108
0.9712538 0.94787076
0.9418524 0.89508917

0.96362762 0.93422416
0.94265286 0.89653993

0.970531 0.94657637
0.95367771 0.91640642
0.97158462 0.9484633
0.98308305 0.96913028
0.98326641 0.96946137
0.93338427 0.87964753
0.94993899 0.90968989
0.97660101 0.95745978
0.94730644 0.90494917
0.92245867 0.85940717
0.98276545 0.96855691
0.96385598 0.93463266
0.95338314 0.91587782
0.94951732 0.90893123
0.96208493 0.93146448
0.95109587 0.91177006
0.96241225 0.93205005
0.94428204 0.89948859
0.99027789 0.98217262
0.95422424 0.9173869
0.96778585 0.94166285
0.95686309 0.92211724
0.9368315 0.88595582

0.95925616 0.92640255
0.96349847 0.93399314
0.93737114 0.88694043
0.94278338 0.89677636
0.97744415 0.95897445
0.96968301 0.94505816
0.9854091 0.97333509
0.9695864 0.94488523

0.98087349 0.96514496
0.95591111 0.92041142
0.97661138 0.95747841
0.9675654 0.94126841

0.98450066 0.97169169
0.97925087 0.96222327
0.96187181 0.93108321



0.97137531 0.94808839
0.95751958 0.92329317
0.94443656 0.89976798
0.99219769 0.9856725
0.94942354 0.90876248
0.98984998 0.98139374
0.95344971 0.91599728
0.95344971 0.91599728
0.98895719 0.97977013
0.97450601 0.95369967
0.91669972 0.84855984
0.9746783 0.95400873

0.97865047 0.96114316
0.98738555 0.97691635
0.97054248 0.94659692
0.97177713 0.94880816
0.9787854 0.96138585

0.98499198 0.9725803
0.93583639 0.88413817
0.98730919 0.97677784
0.97017597 0.94594069
0.95608471 0.92072255
0.97214807 0.94947271
0.95508962 0.91893883
0.97675235 0.9577316
0.95636399 0.92122301
0.94441647 0.89973165
0.95157497 0.91263099
0.95319534 0.91554077
0.99107773 0.98362964
0.97619774 0.95673562
0.97831781 0.96054491
0.95206527 0.91351178
0.96914093 0.94408786
0.9468396 0.90410733
0.967426 0.94101899

0.9508767 0.91137611
0.93029209 0.87395948
0.97318934 0.95133875
0.96926808 0.94431543
0.94200663 0.8953688
0.97275867 0.95056684
0.97857979 0.96101603
0.94008223 0.89187593
0.98098827 0.96535179
0.9387857 0.88951785

0.96442332 0.93564749
0.98570887 0.97387776



0.95975175 0.9272896
0.97661565 0.95748607
0.94012411 0.89195203
0.97259228 0.95026867
0.96717965 0.94057823
0.96382473 0.93457676
0.9828653 0.96873715

0.95838034 0.9248346
0.96683695 0.9399651
0.97215242 0.94948051
0.96395838 0.93481583
0.98730717 0.97677419
0.95825038 0.9246019
0.97847489 0.96082738
0.94608771 0.90275069
0.96021635 0.9281211
0.98118157 0.96570015
0.96692297 0.94011899
0.94055103 0.89272759
0.96470671 0.9361544
0.96312381 0.93332294
0.98881578 0.97951313
0.96049286 0.92861591
0.92882551 0.87125116
0.98661302 0.97551559
0.96590453 0.93829706
0.96202634 0.93135967
0.97217051 0.94951291
0.94424521 0.89942198
0.97698602 0.95815133
0.93763148 0.88741516
0.94701874 0.90443041
0.94027563 0.89222733
0.99299375 0.98712652
0.96015701 0.9280149
0.96109488 0.92969316
0.95721191 0.92274211
0.98143749 0.96616146
0.96464216 0.93603893
0.96379235 0.93451883
0.96133864 0.9301293
0.96443489 0.93566818
0.98112588 0.9655998
0.94309269 0.89733651
0.96626986 0.93895058
0.95991838 0.92758784
0.95737823 0.92304001
0.94843969 0.90699124



0.94788705 0.90599565
0.95985691 0.92747782
0.9879437 0.9779292

0.95847537 0.92500474
0.97028699 0.94613946
0.96731109 0.9408134
0.95263156 0.9145287
0.95292765 0.91506028
0.97386051 0.95254203
0.9604268 0.9284977

0.97292137 0.95085845
0.95493443 0.91866058
0.97588688 0.95617753
0.97680917 0.95783366
0.95672528 0.92187034
0.93783014 0.88777731
0.96245132 0.93211996
0.96193355 0.93119367
0.94430836 0.89953617
0.97449492 0.95367978
0.97748815 0.95905354
0.97294644 0.95090338
0.95989415 0.92754446
0.96050403 0.9286359
0.95536031 0.91942412
0.9641808 0.93521367

0.93350714 0.87987296
0.95273406 0.91471274
0.94610908 0.90278926
0.97002768 0.9456752
0.96213294 0.93155038
0.96692736 0.94012686
0.96132229 0.93010004
0.95058004 0.91084276
0.97297858 0.95096098
0.97976382 0.96314646
0.97976382 0.96314646
0.98283718 0.96868639
0.97675913 0.95774378
0.93837575 0.88877142
0.96422868 0.93529932
0.98995499 0.98158484
0.96369308 0.93434127
0.95885063 0.9256766
0.97068575 0.94685346
0.94929815 0.90853681
0.96521288 0.93705982
0.97926127 0.96224198



0.94679475 0.90402643
0.95730911 0.92291621
0.98034805 0.96419843
0.95819049 0.92449467
0.94056806 0.89275851
0.95866134 0.9253377
0.95625605 0.92102959
0.9686782 0.94325968

0.94016469 0.89202576
0.9609452 0.92942533

0.95147771 0.91245624
0.94173419 0.89487481
0.96532544 0.93726116
0.96280464 0.932752
0.9769362 0.95806184

0.98909597 0.98002238
0.96470374 0.93614908
0.96314773 0.93336574
0.97990478 0.96340022
0.96489638 0.93649366
0.96494697 0.93658416
0.94327155 0.89766033
0.95790308 0.92397999
0.95860983 0.92524549
0.95855657 0.92515013
0.99359391 0.98822381
0.9550306 0.91883301
0.9648004 0.93632198

0.96069094 0.92897037
0.95187313 0.91316664
0.9683264 0.94263012

0.98553974 0.97357157
0.94524633 0.90123142
0.9604726 0.92857966

0.97501061 0.9546049
0.97747009 0.95902108
0.98289855 0.96879717
0.99443163 0.98975707
0.97112266 0.94763588
0.96899859 0.9438331
0.97924853 0.96221905
0.95258558 0.91444615
0.95118877 0.91193702
0.95313463 0.9154318
0.95578319 0.92018215
0.97326448 0.95147345
0.95854449 0.92512849
0.95765438 0.92353461



0.95846813 0.92499178
0.95003099 0.90985538
0.96132114 0.93009799
0.96464262 0.93603976
0.94130871 0.89410301
0.96317525 0.93341497
0.97647636 0.95723592
0.97757228 0.95920472
0.95171776 0.91288753
0.95831069 0.92470988
0.95320203 0.91555277
0.9882334 0.97845518

0.97246849 0.95004683
0.96481766 0.93635287
0.97572347 0.95588419
0.94655425 0.90359259
0.9596008 0.92701942
0.9823582 0.96782199

0.98888758 0.97964361
0.94202355 0.89539949
0.97457959 0.95383164
0.96328462 0.93361062
0.9720493 0.94929576

0.96946903 0.94467514
0.96604314 0.93854502
0.96842093 0.94279928
0.9794449 0.96257244

0.96908892 0.94399477
0.96124672 0.92996484
0.96699212 0.94024271
0.95787797 0.92393502
0.9667312 0.93977591

0.97327629 0.95149461
0.97295632 0.95092108
0.94879259 0.90762673
0.95497926 0.91874095
0.93910011 0.89009006
0.98033067 0.96416712
0.97769997 0.95943421
0.9618358 0.93101879

0.94567952 0.90201378
0.96176324 0.93088897
0.95337231 0.91585838
0.96386509 0.93464895
0.9486849 0.90743283
0.9485553 0.90719945

0.95716013 0.92264935
0.9610902 0.92968479



0.96502377 0.93672155
0.95888796 0.92574342
0.95310771 0.91538348
0.96551608 0.93760218
0.96312165 0.93331909
0.95893496 0.92582755
0.95951586 0.92686739
0.97723387 0.95859661
0.98318691 0.96931781
0.94271898 0.8966597
0.95616086 0.92085901
0.95809279 0.92431971
0.95504559 0.91885989
0.99077978 0.9830867
0.96687788 0.94003833
0.96517468 0.93699149
0.96164577 0.9306788
0.97690366 0.95800339
0.93852339 0.88904028
0.97574005 0.95591396
0.94736663 0.90505768
0.94653069 0.90355007
0.95346359 0.91602218
0.9882201 0.97843104

0.96060503 0.92881664
0.98145685 0.96619637
0.98423936 0.97121928
0.96678161 0.9398661
0.98981971 0.98133868
0.98660468 0.97550047
0.96063626 0.92887252
0.94658049 0.90363993
0.97735887 0.95882122
0.96246408 0.93214278
0.95083085 0.91129368
0.95577366 0.92016508
0.96546279 0.93750686
0.9780896 0.9601346

0.94758227 0.90544638
0.9795926 0.96283825

0.95480083 0.91842101
0.97044963 0.94643066
0.98825219 0.97848932
0.97919057 0.96211476
0.99115704 0.98377421
0.9498973 0.9096149

0.97046332 0.94645518
0.96032874 0.92832222



0.98520274 0.97296164
0.96435542 0.93552603
0.95015392 0.91007648
0.96193426 0.93119493
0.94621423 0.90297905
0.96490798 0.93651442
0.95618445 0.92090128
0.96453868 0.93585383
0.98647018 0.97525672
0.96425318 0.93534315
0.9763267 0.95696717

0.98172961 0.96668816
0.98252358 0.9681204
0.96617648 0.93878353
0.98174625 0.96671817
0.9685004 0.9429415

0.96042433 0.92849329
0.96722795 0.94066463
0.96458899 0.93594383
0.95826616 0.92463016
0.96181427 0.93098027
0.96002467 0.92777806

0.978637 0.96111893
0.95658641 0.92162154
0.96649107 0.93934632
0.97412544 0.9530171
0.95870761 0.92542054
0.96549264 0.93756026
0.95381475 0.91665229
0.97827923 0.96047554
0.96337738 0.93377655
0.9655181 0.93760579

0.98017022 0.96387817
0.97423708 0.95321731
0.9630096 0.93311865

0.96551985 0.93760892
0.95463722 0.91812761
0.97303412 0.95106053
0.94843517 0.90698309
0.96663352 0.93960116
0.95789093 0.92395824
0.97082696 0.94710633
0.96023575 0.92815582
0.96182686 0.93100279
0.96741895 0.94100638
0.98013908 0.96382209
0.96147551 0.93037418
0.98465418 0.97196929



0.96063796 0.92887557
0.96106377 0.92963749
0.97371594 0.95228281
0.96347722 0.93395513
0.96617129 0.93877426
0.97472371 0.95409018
0.97460628 0.95387953
0.97750346 0.95908105
0.94861413 0.90730539
0.96183016 0.93100869
0.96587093 0.93823694
0.95711153 0.92256229
0.96391996 0.93474709
0.96260322 0.93239168
0.94761155 0.90549916
0.96162947 0.93064965
0.95032927 0.91039185
0.96715762 0.94053881
0.95229428 0.91392307
0.95751518 0.9232853
0.96328356 0.93360871
0.94779179 0.90582398
0.95478303 0.91838909
0.95722776 0.92277049
0.96880611 0.94348861
0.95493848 0.91866783
0.98987705 0.981443
0.95559247 0.9198403
0.95559818 0.91985053
0.98318552 0.9693153
0.94406917 0.89910362
0.9946727 0.99019866

0.95543414 0.91955649
0.98170638 0.96664628
0.96813362 0.94228515
0.97610491 0.95656894
0.99922556 0.99856984
0.95624915 0.92101722
0.95866145 0.92533791
0.97307566 0.95113499
0.96903095 0.94389101
0.94777865 0.90580031
0.98666229 0.97560488
0.98004047 0.96364453
0.9607356 0.92905028

0.97957395 0.9628047
0.95167251 0.91280624
0.95125769 0.91206088



0.96422216 0.93528766
0.96178715 0.93093175
0.97956188 0.96278298
0.9805848 0.96462487

0.96748836 0.94113057
0.98481223 0.97225514
0.95342196 0.91594749
0.96119878 0.92987906
0.97276328 0.95057512
0.97418311 0.95312053
0.96217715 0.93162947
0.96571036 0.93794972
0.97186685 0.94896889
0.97521743 0.954976
0.95572762 0.92008255
0.96535407 0.93731238
0.94981078 0.90945925
0.95207615 0.91353132
0.97495278 0.95450114
0.96852304 0.94298201
0.95697967 0.92232608
0.96658372 0.93951208
0.97342763 0.95176592
0.96333781 0.93370575
0.95476553 0.9183577
0.97044877 0.94642913
0.99740446 0.9952141
0.96685302 0.93999385
0.97255883 0.95020873
0.96730394 0.9408006
0.95567057 0.91998029
0.97069976 0.94687855
0.96834872 0.94267006
0.9494582 0.90882484

0.96437965 0.93556936
0.9591468 0.92620678

0.97488836 0.95438557
0.97629924 0.95691787
0.96021455 0.92811786
0.97559242 0.95564898
0.97949344 0.96265979
0.96182551 0.93100039
0.98045314 0.96438771
0.9555434 0.91975234

0.96124453 0.92996093
0.97358151 0.95204179
0.96016521 0.92802957
0.95461167 0.91808179



0.95703107 0.92241816
0.97457387 0.95382139
0.98247944 0.96804074
0.98026156 0.96404266
0.97328559 0.95151129
0.96190517 0.9311429
0.97606803 0.95650273
0.9641251 0.93511404

0.96587885 0.93825111
0.96036703 0.92839075
0.97861829 0.96108527

0.968008 0.94206035
0.95810896 0.92434866
0.96893406 0.9437176
0.9824289 0.96794955

0.96476797 0.93626398
0.96085239 0.92925927
0.95365842 0.9163718
0.97742332 0.95893702
0.97019271 0.94597066
0.96978298 0.94523712
0.96112926 0.92975467
0.98396585 0.97072492
0.96128859 0.93003975
0.95761499 0.92346407
0.97476595 0.95416597
0.98785871 0.97777493
0.97442331 0.95355133
0.98417494 0.97110283
0.95738223 0.92304717
0.96499479 0.93666971
0.98492577 0.97246054
0.9842422 0.97122441
0.9578427 0.92387187

0.98198843 0.96715492
0.9733682 0.95165937

0.96102541 0.92956886
0.96078093 0.9291314
0.98865674 0.97922415
0.96375603 0.93445385
0.96429894 0.93542499
0.9821525 0.96745087

0.95806891 0.92427695
0.95392929 0.9168578
0.95609628 0.92074327
0.95664275 0.92172248
0.97972322 0.96307337
0.97896934 0.96171674



0.9614081 0.93025358
0.95317656 0.91550707
0.97434113 0.95340394
0.97814246 0.96022964
0.98273254 0.96849752
0.97154067 0.94838458
0.97714707 0.95844066
0.95114309 0.91185492
0.96975483 0.94518673
0.96697932 0.94021982
0.96239519 0.93201954
0.95404736 0.9170696
0.97290984 0.95083777
0.96353584 0.93406
0.95705752 0.92246554
0.98403597 0.97085165
0.96742033 0.94100884
0.96200406 0.93131982
0.97298763 0.9509772
0.97203311 0.94926674
0.97203311 0.94926674
0.97300345 0.95100555
0.96607251 0.93859756
0.97219297 0.94955315
0.95832072 0.92472785
0.96324781 0.93354476
0.98543154 0.97337571
0.96582518 0.9381551
0.9882553 0.97849495
0.9882199 0.97843068
0.9880176 0.97806337

0.96025233 0.92818548
0.97676662 0.95775723
0.95703125 0.92241848
0.9648751 0.9364556

0.96092319 0.92938596
0.97613797 0.95662831
0.9664819 0.93932993

0.97354332 0.95197331
0.95578111 0.92017842
0.95828697 0.92466742
0.94704592 0.90447942
0.96987283 0.94539798
0.96620655 0.93883734
0.98596359 0.974339
0.96614709 0.93873098
0.96791699 0.94189751
0.98523288 0.97301617



0.96944805 0.94463757
0.96802203 0.94208546
0.97108881 0.94757527

0.958185 0.92448483
0.96225109 0.93176175
0.97742408 0.95893839
0.97691283 0.95801985
0.97380178 0.95243671
0.97709672 0.95835021
0.95468479 0.91821291
0.96626312 0.93893854
0.98421942 0.97118322
0.96624132 0.93889954
0.96780353 0.94169448
0.96306619 0.93321988
0.96673691 0.93978614
0.97083226 0.94711582
0.97063262 0.94675832
0.96431946 0.9354617
0.97613884 0.95662987
0.95718521 0.92269427
0.94943692 0.90878655
0.96141012 0.93025719
0.97027862 0.94612448
0.97581368 0.95604611
0.94540139 0.90151151
0.96083344 0.92922536
0.96256232 0.93231851
0.96018712 0.92806878
0.96938964 0.94453302
0.96172669 0.93082358
0.97706646 0.95829584
0.97141978 0.94816805
0.96623464 0.93888759
0.98165375 0.96655137
0.96066093 0.92891667
0.96957482 0.9448645
0.96957482 0.9448645

0.948885 0.90779311
0.96596677 0.93840839
0.95784267 0.92387181
0.96451319 0.93580824
0.95991389 0.92757979
0.95149126 0.9124806
0.97586024 0.9561297
0.94916557 0.90829819
0.97855276 0.96096742
0.96015396 0.92800943



0.96664655 0.93962448
0.96367627 0.9343112
0.96727237 0.94074411
0.97483912 0.95429723
0.95447171 0.91783077
0.97818788 0.9603113
0.96950524 0.94473994
0.96191589 0.93116207
0.96552546 0.93761895
0.95699408 0.9223519
0.98668653 0.97564882
0.96385229 0.93462606
0.9501974 0.91015468

0.98837512 0.97871257
0.98367407 0.97019771
0.97270302 0.95046711
0.96197064 0.93126003
0.98711263 0.97642134
0.95809736 0.9243279
0.94864409 0.90735934
0.96368462 0.93432612
0.97549665 0.95547709
0.97049915 0.94651932
0.97133034 0.94800785
0.97210213 0.9493904
0.9836973 0.97023968

0.94786464 0.90595526
0.95260324 0.91447786
0.97017079 0.94593142
0.96491808 0.93653249
0.97006304 0.94573851
0.95341844 0.91594116
0.97610317 0.95656583
0.95853062 0.92510366
0.97395664 0.95271441
0.9753329 0.95518322

0.98188079 0.96696079
0.95254971 0.91438174
0.97250499 0.95011224
0.96567867 0.93789302
0.96650327 0.93936816
0.96619851 0.93882295
0.97032098 0.94620032
0.98654998 0.97540134
0.98153678 0.96634047
0.97326078 0.95146681
0.95474958 0.91832911
0.94547541 0.90164519



0.95237744 0.91407241
0.95657228 0.92159622
0.96967689 0.94504721
0.97588089 0.95616677
0.97802339 0.96001557
0.97043101 0.94639732
0.96008007 0.9278772
0.97796843 0.95991676
0.97744346 0.95897323
0.97738594 0.95886986
0.96370002 0.93435367
0.9567819 0.92197178
0.9773425 0.9587918
0.9749628 0.95451912

0.95689551 0.92217531
0.97142194 0.94817191
0.98042191 0.96433144
0.98297362 0.96893271
0.9467668 0.90397602

0.97150379 0.94831851
0.96607909 0.93860932
0.97901973 0.96180738
0.97253256 0.95016165
0.97627429 0.95687306
0.95166981 0.91280139
0.95815599 0.92443288
0.96512158 0.9368965
0.98690078 0.97603722
0.97611635 0.95658948
0.97671766 0.9576693
0.94980877 0.90945563
0.9878772 0.97780849

0.95744097 0.92315239
0.97753577 0.95913911
0.97199146 0.94919213
0.97036927 0.94628678
0.98352131 0.96992176
0.94440725 0.89971499
0.95717502 0.92267602
0.98224776 0.96762272
0.97523245 0.95500296
0.95448951 0.91786271
0.96293436 0.93298406
0.97302207 0.95103893
0.9633134 0.93366209

0.98064881 0.96474018
0.96307262 0.93323138
0.99756805 0.99551514



0.95081298 0.91126156
0.98998499 0.98163945
0.96543633 0.93745952
0.97744832 0.95898196
0.97305905 0.95110521
0.95977368 0.92732886
0.95622759 0.92097859
0.97687202 0.95794654
0.94001932 0.8917616
0.95629187 0.92109378
0.9683195 0.94261776

0.97957107 0.96279951
0.97118217 0.94774248
0.97621843 0.95677276
0.97675384 0.95773428
0.97675384 0.95773428
0.94378031 0.89858106
0.96658079 0.93950682
0.96909206 0.94400039
0.97605716 0.95648322
0.96440883 0.93562157
0.96763111 0.94138597
0.94800011 0.90619937
0.9782755 0.96046883

0.95449233 0.91786776
0.96689592 0.9400706
0.97335671 0.95163877
0.95851432 0.92507449
0.97660089 0.95745956
0.93855935 0.88910576
0.94217713 0.89567787
0.97148028 0.94827641
0.98504339 0.97267331
0.95580328 0.92021815
0.96716819 0.94055772
0.97855044 0.96096324
0.97244707 0.95000845
0.97229981 0.94974459
0.96430165 0.93542984
0.97315007 0.95126836
0.98383883 0.9704954
0.96646773 0.93930457
0.95546704 0.91961547
0.9769233 0.95803866

0.95967711 0.92715602
0.95793367 0.92403477
0.96722278 0.94065539
0.96483214 0.93637875



0.98017967 0.96389518
0.98556393 0.97361535
0.94610048 0.90277374
0.95120872 0.91197287
0.99090902 0.98332219
0.94783622 0.90590406
0.94640293 0.90331955

0.945296 0.90132114
0.9276634 0.86910005

0.95961881 0.92705166
0.96864202 0.94319493
0.97578898 0.95600179
0.95790781 0.92398847
0.95744422 0.92315821
0.98736494 0.97687897
0.98736494 0.97687897
0.95204028 0.91346689
0.96783087 0.9417434
0.98252489 0.96812277
0.95051442 0.91072478
0.97353538 0.95195909
0.98586057 0.97415243
0.97188049 0.94899332
0.96043514 0.92851263
0.99221476 0.98570366
0.97066119 0.94680948
0.94612278 0.90281399
0.96067051 0.92893381
0.96747844 0.94111281
0.93653264 0.88541021
0.97376413 0.95236921
0.96296917 0.93304632
0.96162464 0.93064101
0.98871614 0.97933206
0.97390885 0.95262871
0.97327543 0.95149307
0.98200647 0.96718747
0.96395901 0.93481694
0.97756451 0.95919076
0.96123765 0.9299486
0.95772507 0.92366121
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685
0.9419513 0.8952685



0.9419513 0.8952685
0.96989651 0.94544037
0.96807171 0.94217436
0.97283825 0.95070947
0.98014695 0.96383627
0.99063019 0.98281419
0.97548095 0.95544891
0.98410714 0.97098028
0.98600181 0.97440822
0.95241037 0.91413154
0.98470347 0.97205843
0.98950139 0.98075958
0.96171226 0.93079777
0.94952522 0.90894545
0.96293185 0.93297957
0.97713089 0.9584116
0.9610927 0.92968926

0.96830722 0.94259579
0.9877888 0.97764805

0.98295924 0.96890674
0.96705193 0.94034972
0.95663064 0.92170079
0.9876211 0.97734372

0.94080385 0.89318667
0.97876784 0.96135425
0.96451475 0.93581103
0.96537235 0.93734507
0.95392242 0.91684548
0.98466276 0.97198481
0.98916556 0.9801489
0.96958482 0.9448824
0.97684312 0.95789464
0.9737286 0.9523055

0.96966358 0.94502338
0.97087303 0.94718884
0.97192691 0.94907649
0.94544286 0.9015864
0.94873943 0.90753101
0.97343305 0.95177562
0.96053624 0.92869354
0.96040522 0.92845909
0.95438977 0.91768381
0.95438977 0.91768381
0.95438977 0.91768381
0.95438977 0.91768381
0.95438977 0.91768381
0.95438977 0.91768381
0.95438977 0.91768381



0.95438977 0.91768381
0.9551504 0.91904781

0.95428018 0.91748725
0.9718712 0.94897668

0.96143629 0.93030402
0.95585054 0.92030286
0.98480842 0.97224826
0.96738845 0.94095181
0.97656287 0.95739128
0.96976595 0.94520665
0.98886357 0.97959997
0.98572749 0.97391147
0.95730764 0.92291358
0.97957213 0.96280142
0.9549439 0.91867756

0.95344783 0.91599392
0.98386157 0.97053649
0.97922257 0.96217234
0.97293933 0.95089063
0.9681027 0.9422298

0.95990825 0.92756969
0.94629697 0.90312835
0.98198163 0.96714266
0.97457282 0.95381951
0.96683128 0.93995497
0.96511575 0.93688608
0.9685097 0.94295814

0.97956976 0.96279714
0.98382389 0.9704684
0.9675454 0.94123261

0.97178724 0.94882626
0.96616753 0.93876753
0.95255662 0.91439415
0.97141673 0.94816258
0.98496205 0.97252615
0.9371577 0.88655109

0.95474729 0.91832499
0.97362884 0.95212665
0.96586266 0.93822216
0.97745399 0.95899214
0.96305961 0.9332081
0.97670044 0.95763836
0.96614251 0.93872278
0.97069253 0.94686561
0.96857323 0.94307182
0.97627114 0.9568674
0.94852116 0.90713795
0.98654538 0.975393



0.98032069 0.96414914
0.98779756 0.97766396
0.96957646 0.94486743
0.97250931 0.95011998
0.98720758 0.97659355
0.97623329 0.95679946
0.99148126 0.98436534
0.95826477 0.92462766
0.96174621 0.93085851
0.98064953 0.96474148
0.9764491 0.95718698

0.98175294 0.96673023
0.97275716 0.95056415
0.97720493 0.95854463
0.96818567 0.94237829
0.97180927 0.94886574
0.93438121 0.88147531
0.97134764 0.94803884
0.99626301 0.9931158
0.97573096 0.95589764
0.98961916 0.98097379
0.96535689 0.93731742
0.98630068 0.9749496
0.95661758 0.92167738
0.96466678 0.93608297
0.97125234 0.94786815
0.97580093 0.95602324
0.97249211 0.95008916
0.94097774 0.89350235
0.97144517 0.94821352
0.96821366 0.94242837
0.97938006 0.96245574
0.92432308 0.86289072
0.98288082 0.96876518
0.96339808 0.93381356
0.9642501 0.93533764

0.94058205 0.89278393
0.93523314 0.88303499
0.95102681 0.91164592
0.97554256 0.95555949
0.98891605 0.97969535
0.96916412 0.94412936
0.9535652 0.91620454

0.97290878 0.95083588
0.98650928 0.97532759
0.95206242 0.91350665
0.97663408 0.95751918
0.97670544 0.95764735



0.95746391 0.92319347
0.98721338 0.97660407
0.96425384 0.93534433
0.95473069 0.91829523
0.96252196 0.93224632
0.96733302 0.94085263
0.97630194 0.95692271
0.98487486 0.97236844
0.97844151 0.96076734
0.96779974 0.94168771
0.96804685 0.94212987
0.95810212 0.92433642
0.95581375 0.92023693
0.92141428 0.85744997
0.9674623 0.94108394

0.95971212 0.92721868
0.9838322 0.97048341

0.97245011 0.9500139
0.97680921 0.95783373
0.97311343 0.95120269
0.96833948 0.94265353
0.96539083 0.93737813
0.95874788 0.92549265
0.96895121 0.9437483
0.95633582 0.92117253
0.96697741 0.94021641
0.98455605 0.97179184

0.944658 0.90016829
0.97456461 0.95380478
0.98078404 0.96498381
0.9867964 0.97584798

0.92611944 0.86623493
0.95369203 0.91643211
0.97021332 0.94600756
0.97056736 0.94664146
0.97058096 0.94666581
0.97968653 0.96300733
0.95294008 0.91508258
0.96781668 0.94171801
0.92263396 0.85973526
0.99627532 0.99313842
0.95937762 0.92661996
0.97086488 0.94717424
0.98144276 0.96617097
0.97929067 0.96229488
0.92631996 0.8666075
0.93101276 0.8752878
0.94113123 0.89378094



0.9495056 0.90891015
0.99027845 0.98217363
0.98073762 0.96490016
0.98021879 0.96396563
0.98711398 0.97642379
0.98109264 0.96553989
0.9488833 0.90779006

0.97452308 0.9537303
0.98595655 0.97432626
0.9624702 0.93215373

0.98083757 0.96508025
0.97464488 0.95394877
0.98528107 0.97310339
0.95302176 0.9152292
0.98365505 0.97016335
0.97507132 0.95471383
0.96342218 0.93385668
0.97087627 0.94719463
0.98987581 0.98144075
0.94704863 0.90448431
0.97987652 0.96334935
0.98185867 0.9669209
0.96667327 0.93967227
0.93939251 0.890622
0.93891155 0.88974693
0.97701023 0.95819482
0.97006739 0.94574629
0.9806531 0.96474789

0.94217094 0.89566666
0.97680334 0.95782318
0.95117261 0.91190797
0.98273846 0.9685082
0.97072308 0.94692031
0.97231112 0.94976486
0.93959003 0.89098121
0.96755752 0.94125431
0.96755752 0.94125431
0.95800041 0.92415428
0.97433942 0.95340086
0.97370808 0.95226871
0.99196372 0.98524547
0.97855916 0.96097893
0.99511476 0.99100881
0.94786767 0.90596072
0.95132648 0.91218449
0.98954003 0.98082987
0.96908816 0.9439934

0.969263 0.94430635



0.98145798 0.96619841
0.92681611 0.86752876
0.98523499 0.97302001
0.96405002 0.93497974
0.96479064 0.93630453
0.98623181 0.97482484
0.95996389 0.92766928
0.96740402 0.94097965
0.97087064 0.94718455
0.97741153 0.95891585
0.95809462 0.92432298
0.95705519 0.92246136
0.98572658 0.97390983
0.97352892 0.95194751
0.97893118 0.96164807
0.99646339 0.9934839
0.95813572 0.92439659
0.95470435 0.91824799
0.9391135 0.89011443

0.99027947 0.98217548
0.98967271 0.98107121
0.96590604 0.93829975
0.95276387 0.91476625
0.97375381 0.9523507
0.96233918 0.93191934
0.96773162 0.94156582
0.97883672 0.96147816
0.96838986 0.94274367
0.96495619 0.93660065
0.9552881 0.91929467

0.99072144 0.98298041
0.94680504 0.90404499
0.94680504 0.90404499
0.94680504 0.90404499
0.98875496 0.9794026
0.9663381 0.93907267

0.97982708 0.96326034
0.95018188 0.91012677
0.97779253 0.95960058
0.95505181 0.91887105
0.98135259 0.96600841
0.97531637 0.95515355
0.98746697 0.97706406
0.97349254 0.95188229
0.9820349 0.96723875

0.96035732 0.92837337
0.96392286 0.93475229
0.96140542 0.93024878



0.97539876 0.9553014
0.94845994 0.9070277
0.9720587 0.94931259

0.97295562 0.95091982
0.98477633 0.97219021
0.96495639 0.93660102
0.97464202 0.95394364

0.962868 0.93286534
0.97167415 0.94862369
0.97965152 0.96294432
0.97740919 0.95891164
0.96934341 0.94445028
0.99423711 0.98940088
0.98986857 0.98142759
0.95764436 0.92351667
0.97883415 0.96147353
0.95473858 0.91830938
0.98767974 0.97745013
0.98363629 0.97012945
0.94791633 0.90604842
0.9494748 0.90885472

0.98681531 0.97588226
0.96055274 0.92872308
0.97111986 0.94763088
0.95795956 0.92408113

0.937697 0.88753461
0.99525329 0.99126282
0.95631238 0.92113052
0.98533254 0.97319654
0.9956622 0.99201288

0.98660012 0.97549221
0.96594648 0.9383721
0.9499664 0.9097392

0.94646162 0.90342547
0.95308932 0.91535047
0.98306709 0.96910147
0.96891713 0.94368731
0.94804435 0.90627908
0.97888139 0.9615585
0.9549392 0.91866912

0.98685738 0.97595854
0.96761639 0.94135963
0.95566172 0.91996443
0.92950961 0.87251536
0.97715588 0.95845649
0.97282512 0.95068594
0.99001654 0.98169687
0.9970404 0.99454444



0.9970404 0.99454444
0.99370345 0.98842419
0.97439476 0.95350012
0.99341005 0.98788755
0.99066251 0.98287306
0.97207258 0.94933747
0.96656977 0.93948711
0.96433755 0.93549405
0.96094964 0.92943328
0.95584601 0.92029474
0.97134838 0.94804016
0.97707115 0.95830427
0.96484511 0.93640195
0.99079854 0.98312088
0.98764008 0.97737817
0.98136626 0.96603306
0.98095522 0.96529224
0.96793973 0.9419382
0.97884987 0.96150181
0.96363974 0.93424584
0.94749842 0.90529524
0.96764187 0.94140522
0.97684728 0.95790212
0.98322778 0.96939161
0.97733233 0.95877353
0.96857806 0.94308047
0.9806812 0.96479852

0.98669404 0.97566245
0.9775467 0.95915874

0.98007527 0.96370719
0.97952945 0.9627246
0.98674261 0.97575048
0.92301825 0.86045411
0.96745876 0.94107759
0.96083552 0.92922908
0.98854043 0.97901283
0.98243464 0.96795991
0.97556585 0.95560129
0.97279828 0.95063783
0.99552004 0.99175206
0.98315777 0.96926519
0.98130748 0.9659271
0.96691992 0.94011355
0.94238922 0.89606225
0.95736198 0.92301091
0.98696967 0.97616211
0.93739544 0.88698474
0.97629584 0.95691177



0.97806913 0.96009779
0.94482699 0.90047372
0.98845149 0.97885127
0.9698505 0.94535799

0.97817657 0.96029095
0.98538397 0.97328961
0.94954371 0.90897873
0.98836446 0.9786932
0.96820313 0.94240952
0.98033049 0.9641668
0.97711422 0.95838165
0.98157679 0.9664126
0.9673719 0.94092219

0.97878604 0.96138699
0.96133405 0.93012108
0.97366851 0.95219777
0.94327259 0.89766221
0.9850823 0.97274372

0.96563378 0.93781272
0.96892921 0.94370893
0.96892921 0.94370893
0.98042726 0.96434109
0.99227128 0.98580684
0.98983092 0.98135906
0.99219379 0.98566538
0.94030755 0.89228533
0.98510642 0.97278735
0.84991474 0.70930449
0.96717719 0.94057383
0.98665789 0.97559692
0.99304327 0.98721702
0.97431162 0.953351
0.95829415 0.92468028
0.95829415 0.92468028
0.95088988 0.91139979
0.99301714 0.98716926
0.99403241 0.98902615
0.97753881 0.95914457
0.98378568 0.97039937
0.96277792 0.9327042
0.96097797 0.92948397
0.99421842 0.98936666
0.99496077 0.99072654
0.94251036 0.89628177
0.95297808 0.91515079
0.97588127 0.95616746
0.98055187 0.96456554
0.99337574 0.98782481



0.98384421 0.97050511
0.94734838 0.90502477
0.98448199 0.97165792
0.98601627 0.97443442
0.94645044 0.90340528
0.96586323 0.93822317
0.91331065 0.84211034
0.98070555 0.96484239
0.93117549 0.8755875
0.95624046 0.92100165
0.9803634 0.96422607

0.99058652 0.98273464
0.98436998 0.9714554
0.97884413 0.96149148
0.99000931 0.98168371
0.98530908 0.97315407
0.98585627 0.97414465
0.97445537 0.95360884
0.98439407 0.97149895
0.98986576 0.98142247
0.97712022 0.95839243
0.98125591 0.96583415
0.98599036 0.97438748
0.96051593 0.9286572
0.94017107 0.89203735
0.97538308 0.95527326
0.92432988 0.8629034
0.98298525 0.9689537
0.99257953 0.98636973
0.98859291 0.97910817
0.98239154 0.96788214
0.9633447 0.93371808
0.9633447 0.93371808

0.99239144 0.98602624
0.97821186 0.96035441
0.98341751 0.96973427
0.98603942 0.97447634
0.98472934 0.97210523
0.96030236 0.92827501
0.99021837 0.98206426
0.9900878 0.98182657
0.972041 0.94928088

0.93769967 0.88753949
0.98847117 0.97888702
0.85751185 0.72662144
0.98205712 0.96727883
0.90521905 0.82649401
0.98646213 0.97524215



0.98568661 0.97383745
0.98162485 0.96649925
0.99157019 0.98452753
0.99157019 0.98452753
0.98184596 0.96689797
0.98409468 0.97095775
0.9935941 0.98822416

0.98899374 0.97983655
0.9433712 0.89784072

0.98489082 0.97239731
0.9839015 0.97060863

0.97589641 0.95619463
0.97558037 0.95562735
0.98745839 0.9770485
0.98058004 0.96461629
0.98317677 0.9692995
0.99427188 0.98946453
0.99064599 0.98284297
0.98776416 0.97760333
0.96311607 0.93330911
0.97826545 0.96045076
0.98706737 0.97633926
0.97258442 0.95025458
0.98480867 0.97224872
0.97349177 0.95188091
0.99670681 0.99393119
0.9783834 0.96066285

0.97190677 0.9490404
0.97622414 0.95678301
0.97201783 0.94923937
0.97933069 0.96236689
0.99429468 0.98950628
0.99429468 0.98950628
0.99238331 0.9860114
0.97867825 0.96119311
0.9325374 0.87809262

0.99407598 0.9891059
0.99860387 0.99742312
0.99463985 0.99013847
0.98416226 0.97107991
0.99133438 0.9840975

0.980953 0.96528825
0.95945049 0.92675039
0.99561401 0.99192447
0.98376345 0.97035919
0.95386344 0.91673965
0.94948423 0.9088717
0.9853856 0.97329257



0.98861157 0.97914208
0.99508359 0.99095169
0.98959974 0.98093847
0.9942909 0.98949937
0.9826923 0.96842488

0.99389751 0.98877926
0.98988105 0.98145028
0.98671705 0.97570414
0.99509662 0.99097557
0.99576148 0.99219505
0.99195957 0.98523789
0.93798846 0.88806584
0.99305601 0.9872403
0.99240829 0.98605701
0.94363724 0.89832219
0.97545053 0.95539431
0.98954975 0.98084754
0.93346146 0.87978916
0.9819853 0.96714929

0.97277341 0.95059326
0.98344507 0.96978404
0.99332868 0.98773876
0.96019146 0.92807655
0.9887241 0.97934653
0.9773357 0.95877959

0.97845764 0.96079635
0.99268816 0.98656815
0.98634922 0.97503755
0.98467518 0.97200727
0.98115663 0.9656552
0.9884294 0.97881115

0.98128812 0.96589221
0.95316479 0.91548593
0.99205356 0.98540942
0.99345492 0.9879696
0.99540379 0.99153882
0.96787065 0.94181458
0.99431081 0.98953581
0.99412856 0.98920214
0.96875916 0.94340457
0.99158788 0.9845598
0.99637089 0.99331396
0.96062562 0.92885349
0.98170331 0.96664073
0.96281747 0.93277496
0.99053633 0.98264323
0.99655133 0.99364545
0.99136126 0.98414653



0.99034824 0.9823007
0.99771216 0.9957804
0.98544104 0.97339291
0.97307898 0.95114094
0.99533262 0.9914083
0.96258985 0.93236777
0.98622963 0.97482088
0.98853084 0.97899542
0.99231613 0.98588873
0.9844725 0.97164076

0.99848547 0.99720487
0.98460663 0.97188331
0.9722762 0.94970229

0.98341244 0.96972511
0.9847404 0.97212523

0.98314316 0.96923881
0.9918625 0.98506077

0.99420249 0.98933749
0.99617905 0.99296163
0.98900013 0.97984817
0.97211841 0.94941957
0.93964363 0.89107867
0.99194716 0.98521524
0.98231825 0.96774991
0.99561036 0.99191776
0.97927156 0.96226049
0.9907282 0.98299273

0.99089585 0.98329818
0.98473397 0.9721136
0.99486012 0.99054208
0.99141073 0.98423673
0.98478054 0.97219783
0.98266827 0.96838152
0.95591757 0.92042299
0.9873706 0.97688924

0.99420325 0.98933888
0.99571683 0.99211312
0.99375933 0.98852642
0.99405279 0.98906345
0.98851058 0.9789586
0.99774718 0.99584487
0.98543207 0.97337668
0.9991676 0.9984629

0.98587774 0.97418352
0.99311322 0.98734487
0.98625717 0.97487078
0.99343384 0.98793105
0.99427305 0.98946668



0.99285486 0.98687271
0.93100292 0.87526966
0.99503175 0.99085665
0.94205962 0.89546486
0.98088809 0.96517128
0.98507996 0.97273948
0.99154313 0.98447817
0.99454701 0.9899684
0.98683323 0.97591476
0.98726027 0.97668911
0.98489938 0.97241278
0.99418097 0.98929809
0.98838556 0.97873153
0.99061994 0.98279553
0.99184951 0.98503707
0.99391431 0.98881
0.99127924 0.98399698
0.98867252 0.97925281
0.99250611 0.98623564
0.97566714 0.95578309
0.99524136 0.99124094
0.99638023 0.99333112
0.99196445 0.9852468
0.99196445 0.9852468
0.99195847 0.9852359
0.99429465 0.98950623
0.99526757 0.99128901
0.99002497 0.98171221
0.99389329 0.98877154
0.87561146 0.76624539
0.99208403 0.98546503
0.97968019 0.96299591
0.97616799 0.95668221
0.99416755 0.98927352
0.99524169 0.99124156
0.9916988 0.98476211

0.91798874 0.85099971
0.9930976 0.98731632

0.98502928 0.97264779
0.98356246 0.96999609
0.99236704 0.98598169
0.98634227 0.97502495
0.98336546 0.96964025
0.99435332 0.98961365
0.99701406 0.99449601
0.9813724 0.96604413

0.99541972 0.99156805
0.99369937 0.98841673



0.98651497 0.97533789
0.99386929 0.98872761
0.98643052 0.97518486
0.96213807 0.93155956
0.98047613 0.96442912
0.9946155 0.99009387

0.99607987 0.99277951
0.99145679 0.98432071
0.99363546 0.9882998
0.98994767 0.98157152
0.98994767 0.98157152
0.99658913 0.99371492
0.99640676 0.99337986
0.99870499 0.99760957
0.99463127 0.99012276
0.99556289 0.99183067
0.99586257 0.99238059
0.99840831 0.99706266
0.99506044 0.99090924
0.99465125 0.99015935
0.99045844 0.98250139
0.99459746 0.99006081
0.98802955 0.97808505
0.95482927 0.91847201
0.99537622 0.99148826
0.99743255 0.9952658
0.96959083 0.94489316
0.99131539 0.98406288
0.99642776 0.99341844
0.99198685 0.98528769
0.85019642 0.7099539
0.99510583 0.99099245
0.9873914 0.97692697

0.98514772 0.97286209
0.98237052 0.96784421
0.98248255 0.96804636
0.97378789 0.95241181
0.99511816 0.99101505
0.99200753 0.98532541
0.99374867 0.98850692
0.96993916 0.94551673
0.99695369 0.994385
0.97987098 0.96333938
0.9939764 0.98892364

0.89914151 0.81454515
0.98775398 0.97758486
0.99833352 0.99692482
0.8811395 0.77790434



0.99637936 0.99332952
0.99700456 0.99447854
0.99274143 0.98666547
0.99604054 0.99270729

0.972836 0.95070543
0.9959172 0.99248087

0.98987554 0.98144027
0.98935748 0.98049787
0.9921253 0.98554036

0.99273504 0.98665379
0.99936831 0.99883332
0.99606079 0.99274447
0.99712347 0.99469721
0.98668088 0.97563859
0.90762023 0.83116166
0.99255201 0.98631946
0.97178502 0.94882229
0.98008191 0.96371914
0.99828767 0.99684033
0.99233105 0.98591598
0.99591745 0.99248132
0.98960915 0.9809556
0.9923693 0.9859858

0.99413566 0.98921514
0.99570063 0.9920834

0.99882 0.99782165
0.99448325 0.98985161
0.99447245 0.98983183
0.99852032 0.9972691
0.99803907 0.99638236
0.99795149 0.99622105
0.99634056 0.99325825
0.9014009 0.81901039

0.99768145 0.99572386
0.99722678 0.99488723
0.99623734 0.99306866
0.98104825 0.96545989
0.98701511 0.97624451
0.99954415 0.99915796
0.92695673 0.86778972
0.92110856 0.85687622
0.9994915 0.99906076

0.99940858 0.99890767
0.997081 0.99461911

0.99695883 0.99439447
0.99453566 0.98994761
0.97249484 0.95009406
0.98831742 0.97860778



0.99452409 0.98992642
0.90991467 0.83559498
0.99875458 0.997701
0.99875458 0.997701
0.99880252 0.99778942
0.99892145 0.99800877
0.98687914 0.97599798
0.99384692 0.98868668
0.99881137 0.99780573
0.99876604 0.99772214
0.99876604 0.99772214
0.99189612 0.98512212
0.99738427 0.99517696
0.95664632 0.92172887
0.99464883 0.99015493
0.91823984 0.85147416
0.99319684 0.98749771
0.99319684 0.98749771
0.98778526 0.97764163
0.99283147 0.98682997
0.99497631 0.99075503
0.92326215 0.86091005
0.99697368 0.99442176
0.93657502 0.88548759
0.99555533 0.99181681
0.99876036 0.99771166
0.99854708 0.99731844
0.99396408 0.98890108
0.99396408 0.98890108
0.99396408 0.98890108
0.99396408 0.98890108
0.99396408 0.98890108



Row# Lab_6 Lab_7 C_0 C_1 C_2 E_3
22600 NM_003546 HIST1H4L 11466.31 1865.857 1971.084 25902.32
9928 NM_016373 WWOX 275.7296 129.5062 31.00417 791.6884

22373 NM_003764 STX11 317.1621 197.187 51.60059 840.1946
10996 NM_016428 ABI3 360.3097 97.8787 112.2854 1067.696
13867 NM_006663 PPP1R13L 766.8486 314.7835 205.3879 1862.072
5253 NM_016938 EFEMP2 704.2654 416.3024 234.9477 1879.629

25241 NM_003840 TNFRSF10D 695.5165 131.2185 123.557 1738.533
8369 AK123840 C14orf65 214.8662 114.8695 60.79312 595.6277

22024 NM_002754 MAPK13 350.0589 107.0025 120.4508 1070.165
9370 NM_001150 ANPEP 3497.916 615.5645 322.809 8191.392

22112 NM_014936 ENPP4 109.3872 35.50958 24.9289 329.274
15259 NM_024572 GALNT14 435.276 79.5482 84.75169 1024.052
8863 NM_207517 ADAMTSL3 116.3953 46.09885 23.64725 336.875

26638 NM_019114 EPB41L4B 112.5854 42.51563 45.43468 425.0888
8401 NM_138420 AHNAK2 974.3422 510.4196 413.4561 4129.158

19472 NM_024677 NSUN7 349.351 48.06113 80.74989 993.8612
2099 NM_024901 DENND2D 1272.436 372.0603 305.5583 3754.713

21432 NM_022140 EPB41L4A 143.0094 59.94556 26.30781 399.0546
20061 NM_00101444OCIAD2 818.9402 138.0646 92.18362 2305.181
3294 NM_016234 ACSL5 494.2137 86.95967 90.93027 1348.554

27461 NM_007150 ZNF185 793.217 141.4305 132.6218 2264.74
17461 NM_006486 FBLN1 292.9988 104.9837 86.14478 781.2465
9338 NM_001717 BNC1 897.7299 98.97343 85.99482 2466.994

10951 NM_005892 FMNL1 514.1873 147.6749 100.4165 1404.526
190 NM_001785 CDA 725.0931 121.1737 80.65263 2266.563

3072 NM_018649 H2AFY2 460.415 93.43996 55.27003 1393.695
23153 --- --- 9.296453 3.806755 6.947192 37.78854
2045 NM_001993 F3 453.493 272.4454 261.3547 2230.921

12212 NM_213602 SIGLEC15 947.5724 446.9433 413.4622 4149.432
9052 NM_004573 PLCB2 273.391 42.00304 75.23314 859.4828

15407 NM_017488 ADD2 449.8494 103.6871 70.11871 1389.22
8323 NM_0010804 CCDC88C 189.4254 94.4497 48.9286 747.0156

12471 NM_005603 ATP8B1 492.3189 136.4767 200.7705 1843.026
22359 NM_020340 KIAA1244 246.1297 159.6698 50.10948 987.2021
20338 NM_004362 CLGN 221.8313 72.49815 80.57294 1091.6
15865 NM_004657 SDPR 85.67083 76.69257 66.5131 606.3889
18599 NM_024923 NUP210 615.7803 268.5266 86.08894 2190.567
2544 NM_000433 NCF2 82.50566 19.21323 15.79905 352.9451

26544 NM_006378 SEMA4D 165.8582 52.07077 21.55785 777.8341
12390 NM_024422 DSC2 161.9944 53.60347 38.68665 762.4399
6838 NM_031302 GLT8D2 226.6965 71.2719 36.42644 964.2579
6093 NM_198520 C12orf63 43.07071 27.40511 19.31878 342.4964

19609 NM_005139 ANXA3 554.6734 461.6845 92.62246 3541.285
5765 NM_00100956LST-3TM12 341.0725 50.34855 30.75365 1325.933
7847 NM_013231 FLRT2 137.8869 94.65318 22.34545 972.4457
2457 AF503509 C1orf32 223.5946 99.38883 87.24294 1494.038
6499 NM_004572 PKP2 227.3621 80.23448 58.51066 1378.899



17783 NM_058238 WNT7B 92.33164 107.9047 79.02868 957.0942
22550 NM_016356 DCDC2 5290.139 2710.587 2516.285 51084.54
5496 NM_001562 IL18 123.9181 34.29539 9.372408 719.7193

11780 NM_031498 GNGT2 74.19009 6.781109 8.031839 456.3742
26071 NM_138554 TLR4 31.3105 103.6996 20.15473 648.2288
13705 NM_033317 DMKN 178.7434 210.9864 176.9312 2012.182



E_4 E_5 C#obs E#obs C.Mn E.Mn C.SD
28106.45 23272.91 3 3 5101.08367 25760.56 5512.69878
726.9367 688.5131 3 3 145.413323 735.712733 123.135744
936.7218 1124.247 3 3 188.649897 967.054467 132.98643
958.6366 903.8115 3 3 190.157933 976.7147 147.531712
2260.928 2562.646 3 3 429.006667 2228.54867 297.648666
2705.12 2571.01 3 3 451.8385 2385.253 236.668305

1402.288 1898.073 3 3 316.764 1679.63133 328.031655
795.8196 690.7079 3 3 130.176273 694.051733 78.1687372
872.5035 1216.314 3 3 192.504067 1052.99417 136.612072
7039.124 9072.437 3 3 1478.76317 8100.98433 1754.75356
346.2054 257.9838 3 3 56.60856 311.1544 46.0127844
1219.766 1092.053 3 3 199.85863 1111.957 203.894023
297.9072 416.4951 3 3 62.0471333 350.425767 48.3870954
317.6092 411.9779 3 3 66.8452367 384.891967 39.6390227
3087.426 3915.578 3 3 632.7393 3710.72067 299.783065
854.7314 959.3177 3 3 159.38734 935.9701 165.323268
3425.168 4275.551 3 3 650.0182 3818.47733 540.054226
398.2008 565.8368 3 3 76.4209233 454.364067 60.0699049
2253.497 1707.029 3 3 349.729473 2088.569 406.995449
1181.361 1504.552 3 3 224.034547 1344.82233 233.990433
1756.672 2506.153 3 3 355.756433 2175.855 378.877564
983.8557 1197.172 3 3 161.37576 987.424733 114.377422
2371.745 1867.721 3 3 360.899383 2235.48667 464.954152
1416.439 1930.418 3 3 254.0929 1583.79433 226.484352
1867.704 1924.13 3 3 308.973143 2019.46567 360.939542
1158.866 1452.561 3 3 203.041663 1335.04067 223.707424
49.94357 44.30767 3 3 6.68346667 44.01326 2.75433464
1935.332 2396.084 3 3 329.0977 2187.44567 107.872118
3096.051 4948.464 3 3 602.6593 4064.649 299.172243
764.7724 1011.961 3 3 130.20906 878.738733 125.107397
1419.819 1410.369 3 3 207.88507 1406.46933 210.218367
752.1595 769.0639 3 3 110.934567 756.079667 71.6843834
1655.779 2193.594 3 3 276.522033 1897.46633 189.630269
1049.503 1230.449 3 3 151.96966 1089.05137 98.2367079
965.5267 740.5721 3 3 124.967463 932.566267 83.9836454
563.6858 549.1417 3 3 76.2921667 573.072133 9.58513937
2456.256 3178.547 3 3 323.46528 2608.45667 269.085355
280.3185 320.9621 3 3 39.1726467 318.075233 37.5662973
501.9264 671.6523 3 3 79.82894 650.470933 76.0495546
571.5461 740.0153 3 3 84.7615067 691.333767 67.3002061
774.428 1127.574 3 3 111.464947 955.419967 101.302935

208.7774 255.6753 3 3 29.9315333 268.983033 12.0758294
2547.114 3939.61 3 3 369.66012 3342.66967 244.385214
1840.885 1185.231 3 3 140.7249 1450.683 173.78251
844.6387 865.6024 3 3 84.9618433 894.228933 58.3772059
1464.893 1646.441 3 3 136.742123 1535.124 75.4612165
1164.259 1575.644 3 3 122.035747 1372.934 91.8597388



1008.63 1206.185 3 3 93.08834 1057.30307 14.4528744
34212.4 36515.57 3 3 3505.67033 40604.17 1548.44588

504.6213 751.2318 3 3 55.861966 658.524133 60.2413213
297.2819 381.3752 3 3 29.6676793 378.343767 38.5626097
530.6492 810.3589 3 3 51.72161 663.078967 45.3585316
2615.099 3033.71 3 3 188.887 2553.66367 19.160079



E.SD ClnMn ElnMn ClnSD ElnSD t t.df
2419.88619 8.15499437 10.1536292 1.03281739 0.09463847 5.94362899 4
52.1445079 4.63909038 6.59918054 1.10983318 0.07038882 7.64595251 4
144.435087 4.99569954 6.86696287 0.94167871 0.14716485 6.86706884 4
83.4244905 5.06391225 6.88179707 0.71608268 0.08450394 8.03820029 4
351.407596 5.90635829 7.70059045 0.67214204 0.1609064 6.76816177 4
442.987692 6.01597671 7.76459512 0.54905891 0.19716461 6.66760744 4
253.08644 5.4127404 7.41841728 0.98072799 0.15575298 5.69747835 4

100.137831 4.74042961 6.53556845 0.63127618 0.14489031 7.68811462 4
172.54722 5.10739833 6.95017168 0.65281724 0.16755656 6.77212475 4

1019.66691 6.78650773 8.99435811 1.23242125 0.12767888 5.65164145 4
46.8188275 3.82690806 5.73227309 0.77222968 0.15735453 6.716289 4
99.3635716 4.96402304 7.01125053 0.96350425 0.08846173 6.96509447 4
60.4441061 3.917009 5.84945622 0.80036341 0.16951494 6.45113818 4
58.6361829 4.09661984 5.9446965 0.54409177 0.16000882 7.78316841 4
550.251111 6.38051568 8.21121335 0.44669121 0.15481913 8.50797044 4
72.4438274 4.70663583 6.83953571 1.02869887 0.0788674 7.45201135 4
428.762439 6.263295 8.24344706 0.77306862 0.11142366 7.9585762 4
96.5391628 4.10873768 6.10478678 0.84662596 0.20223615 5.75728953 4
331.432327 5.38650507 7.6352209 1.16214255 0.16727747 5.73806067 4
161.627812 5.0595018 7.1991537 0.99052239 0.12109464 6.82616241 4
382.564831 5.50513558 7.67429861 1.01459181 0.1830542 5.85502013 4
207.985718 4.93000099 6.88002912 0.65714708 0.21364358 6.02777502 4
322.035374 5.28300258 7.70487039 1.31552383 0.15059186 5.74072276 4
300.243992 5.28230912 7.35628275 0.85369176 0.18122959 6.12387065 4
215.844371 5.25789218 7.60690474 1.16830127 0.10422469 7.04465241 4
155.384801 4.89389272 7.19199816 1.10401534 0.12026527 7.19839623 4
6.08286088 1.83491587 3.77801915 0.45532396 0.1399074 9.68298724 4
233.432388 5.76343218 7.68659832 0.30688558 0.1087122 12.5169375 4
929.112264 6.32696706 8.29181398 0.45799798 0.23688421 6.14322021 4
124.71425 4.55641228 6.77185147 0.95858829 0.14067713 7.33928761 4

15.6678094 5.00016008 7.24879635 0.97992682 0.01116205 9.84816804 4
11.5350623 4.56080826 6.62806951 0.67690653 0.01520517 15.3901325 4
273.00926 5.47248102 7.54149584 0.65822571 0.14195842 8.44617011 4

126.353942 4.83105893 6.98869373 0.82296839 0.11369569 10.1410817 4
177.819963 4.69154703 6.82516551 0.61746032 0.19830349 7.11297373 4
29.7554687 4.32923872 6.35012502 0.12688711 0.05139651 27.5244701 4
511.272826 5.49040706 7.85416289 0.98775478 0.19067383 6.85011158 4
36.3992618 3.3761386 5.75785401 0.90314662 0.11578211 9.23516179 4
139.168073 4.04482566 6.46156918 1.02331801 0.22296741 6.2322399 4
104.343325 4.24155672 6.53051323 0.75058767 0.15846674 8.46146331 4
176.738808 4.42846971 6.85043573 0.92485734 0.1887214 7.17565874 4
67.8455199 3.34488345 5.57381268 0.40197245 0.24884756 6.00839209 4
717.180114 5.66059763 8.09793273 0.98468161 0.22735888 6.79632313 4
345.170195 4.39235786 7.26185544 1.27097801 0.2288104 5.87118617 4
68.5438992 4.19442533 6.79404963 0.96066133 0.07527911 15.5684284 4
97.4985314 4.82585699 7.33504885 0.50992128 0.06254751 19.6453377 4
205.757358 4.62690207 7.21710003 0.71027736 0.15164262 9.61524985 4



131.485198 4.52548204 6.95848928 0.15571882 0.12127929 12.6255278 4
9149.0308 8.10301973 10.5956915 0.40922776 0.21512937 6.92483157 4

134.211851 3.53080062 6.47479459 1.29093055 0.21841407 7.09557069 4
79.5894602 2.76806159 5.92059253 1.33512518 0.21525513 6.82867154 4
140.444917 3.69629692 6.48194071 0.84768357 0.21179296 7.17472501 4
513.527593 5.2378353 7.83119126 0.09882229 0.20788604 7.97048873 4



t.var lnt lnt.df lnt.var p lnp fold
5.18965809 3.33775845 4 119.099981 0.00401911 0.02889601 5.05001715
5.57635977 3.05286259 4 248.603987 0.001572 0.03792196 5.0594589
1.17958987 3.40058066 4 40.9446627 0.00235523 0.02726274 5.12618604
3.12740102 4.36677364 4 71.8079282 0.00130012 0.01199833 5.13633422
1.39384448 4.49652688 4 17.4491983 0.00248637 0.01085138 5.19467141
3.50350832 5.19157879 4 7.75496698 0.00262905 0.00655393 5.2789946
1.67994094 3.49835691 4 39.6482856 0.00468927 0.02493324 5.30246914
1.64108044 4.8005526 4 18.9827938 0.00153961 0.00864467 5.33163007
1.59528212 4.73573299 4 15.1796008 0.00248095 0.00906567 5.46998401
2.96152739 3.0864047 4 93.1708942 0.0048288 0.03670231 5.4782162
1.0353428 4.1875341 4 24.0843264 0.00255875 0.01383398 5.49659627

4.21070211 3.66480035 4 118.630505 0.00223357 0.02148926 5.56371771
1.56044615 4.09121565 4 22.2924846 0.00297202 0.01496022 5.647735
2.18819248 5.64412312 4 11.562625 0.00146954 0.00485217 5.75795653
3.3690507 6.70712727 4 8.32464259 0.00104682 0.0025718 5.86453326

5.20793225 3.58071877 4 170.130229 0.00173236 0.02315281 5.87229889
1.5865045 4.39113043 4 48.1372439 0.00135029 0.01177224 5.87441603

2.58281448 3.97182748 4 17.5253053 0.00451456 0.01651345 5.94554537
1.50795833 3.31728537 4 48.266289 0.00456984 0.02945313 5.97195592
2.09586814 3.71379574 4 66.9081107 0.00240841 0.02058568 6.00274535
1.01955852 3.64422782 4 30.7201496 0.00424591 0.02188273 6.11613676
3.30663693 4.88788795 4 9.46118365 0.00381734 0.00811437 6.11879215
2.08455386 3.16800105 4 76.3122785 0.00456214 0.03392272 6.19421027
1.75740593 4.11614588 4 22.1893171 0.00360192 0.01465844 6.23313101
2.79632248 3.46872435 4 125.651741 0.00214049 0.02561335 6.53605567
2.0727343 3.58421306 4 84.2693666 0.00197379 0.02308068 6.57520553

4.87733137 7.06553443 4 10.5915523 0.00063657 0.00211685 6.58539381
4.68278268 10.231291 4 7.96886361 0.00023437 0.00051436 6.64679719
9.64481605 6.60008533 4 3.73813425 0.00356036 0.00273054 6.74452215
1.00631394 3.96060306 4 46.4319842 0.00183489 0.01666923 6.74867581
180.021701 3.97427598 4 7707.25538 0.00059628 0.0164797 6.76561012
38.6197405 5.28832028 4 1981.86907 0.00010401 0.00613546 6.81554622
2.07271418 5.32202744 4 21.4994521 0.00107641 0.00599737 6.86189925
1.65435872 4.4983157 4 52.3936047 0.00053232 0.01083652 7.16624204
4.48303078 5.69839166 4 9.69521427 0.00206435 0.00468654 7.46247257
9.63688771 25.5679098 4 6.09491703 1.04E-05 1.39E-05 7.51154618
3.61014885 4.06976703 4 26.8358943 0.0023771 0.01522586 8.06410093
1.06515236 4.5305659 4 60.8462258 0.00076413 0.01057278 8.11983004

3.348776 3.99676687 4 21.0638832 0.0033766 0.01617354 8.14830979
2.40378874 5.16805723 4 22.4350284 0.00106899 0.00666089 8.15622319
3.04382758 4.44421908 4 24.0163603 0.00199741 0.01129705 8.57148364
31.5651872 8.16603775 4 2.6093108 0.0038627 0.0012243 8.98661055
8.61205229 4.17735462 4 18.757191 0.00244814 0.01394806 9.04254878
3.94506812 3.84859676 4 30.8549297 0.00420338 0.01832452 10.3086447
1.37864025 4.67273959 4 162.85148 9.94E-05 0.00949891 10.5250651
1.66935419 8.45957517 4 66.4639589 3.96E-05 0.00106991 11.2264163
5.01718948 6.1771296 4 21.9388267 0.00065407 0.00348895 11.250261



82.7647771 21.3506535 4 1.64857588 0.00022657 2.85E-05 11.3580612
34.9106608 9.3384478 4 3.61851821 0.00228258 0.00073208 11.5824268
4.96355788 3.89462805 4 34.9336973 0.00208342 0.0176214 11.7884167
4.25969276 4.03762253 4 38.471308 0.0024051 0.01563469 12.7527254
9.58724893 5.52208887 4 16.0193354 0.00199838 0.00525159 12.8201533
718.344786 19.5144692 4 4.4252807 0.00134263 4.07E-05 13.5195311



PPDE(<p) PPDE(p)
0.89982376 0.81589644
0.88651862 0.78905979
0.90244282 0.82106022
0.93255767 0.87812986
0.93551585 0.88355211
0.94849708 0.90709459
0.90632011 0.82863798
0.94173329 0.89487318
0.94048499 0.89260765
0.88821818 0.79254665
0.92812711 0.86995894
0.91241072 0.84038903
0.92556495 0.8652039
0.95495676 0.91870062
0.9660773 0.93860612

0.90941032 0.83462269
0.93312818 0.87917755
0.9221958 0.85891495

0.89894751 0.81416044
0.91409121 0.84360032
0.91169045 0.83900867
0.94335438 0.89781027
0.8921969 0.80064062

0.92624101 0.86646082
0.90516971 0.82639777
0.90953805 0.83486903
0.96890893 0.94367262
0.98355426 0.96998127
0.96515608 0.93695822
0.92186742 0.85829968
0.92226716 0.8590486
0.94998945 0.90978066
0.95049428 0.91068857
0.93555527 0.8836242
0.95564909 0.91994178
0.99682388 0.99414637
0.92497589 0.86410738
0.93625988 0.88491204
0.92291811 0.86026684
0.94812418 0.90642289
0.93434702 0.88141268
0.97568383 0.95581304
0.92786259 0.86946907
0.91847427 0.85191688
0.93923327 0.89033234
0.97711471 0.95838253
0.96112197 0.92974164



0.99559267 0.99188531
0.98071167 0.96485342
0.91989483 0.85459477
0.92407999 0.86243726
0.95333962 0.91579971
0.99481254 0.99045489
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